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Supplementary Methods 

 

Reverse transcriptase PCR 

Total RNA was isolated from OKF6/TERT1-Parental, OKF6/TERT1-Tobacco and 

OKF6/TERT1-Smoke cells using the Qiazol Lysis Reagent (Catalog No. 79306, Qiagen, 

Valencia, CA) according to the manufacturer’s instructions. cDNA synthesis was carried out 

with 1μg of total RNA using Protoscript II First Strand cDNA synthesis Kit (Catalog No. 

E6560S, New England Biolabs, USA) PCR was carried out using 3 μL of cDNA, 10 μM of each 

forward and reverse primers, 50 mM MgCl2, 10 mM dNTP mix, 0.5 Units of Taq polymerase 

and PCR buffer in 25 μl reaction volume. Thermal cycling conditions performed to amplify the 

target sequence are as follows: initial denaturation cycle of 94°C for 2 min, 30 cycles of 

amplification with 94°C for 45 sec, primer-specific annealing temperature was 57
o
C for all genes 

except SP1 and SQLE for which was 53
o
C for 30 sec and 72°C for 45 sec. RT–PCR was 

performed using real-time PCR cycler, the Rotor-Gene Q (QIAGEN’S). GAPDH gene was used 

as a loading control. The list of forward and reverse primers used for validation is provided in 

table below. A non-template and non-specific control was for all reactions. We could not detect 

any amplification in either of the control reactions. All reactions were carried out in triplicate and 

p-value was determined. Amplicon sizes were confirmed by running equal volumes of reaction 

on 2% agarose gel along with 100 bp DNA ladder. 

 

Gene 

Symbol 

GenBank 

Accession No. 
Forward Primer (5’ – 3’) Reverse Primer (5’ – 3’) 

MGLL NM_007283.6 
GCGTGCTCTCTCGGAATAA

G 
AGTCTTGTCCTGGCTCTTGG 

SP1 NM_138473.2 
TCACCCAATGAGAACAGC

AA 

CACAACATACTGCCCACCA

G 

SQLE NM_003129.3 
TGGTGGAGGAATGACTGT

TG 

CATAAAGAGCCTGAGCAAG

GA 

LMNB1 NM_005573.3 
AGGCGAAGAAGAGAGGTT

GA 

GGCGGAATGAGAGATGCTA

A 

SRSF2 NM_003016.4 
TCCAAGTCCAAGTCCTCGT

C 
GACACCGCTCCTTCCTCTTC 

STAT1 NM_007315.3 
CCTTCTTCCTGACTCCACC

A 
TCCTTACAAAACCTCGTCCA 

KPNA2 
NM_00132061

1.1 

TTTGAATCTGCTTGGGCAC

T 

GGAACACTGAGCCATCACC

T 

CTPS1 NM_001905.3 
CGGGAACTTAGAGGACTT

GG 

GGGACTCGGTAGATGGATG

A 

GAPDH NM_002046.6 
CCACCCAGAAGACTGTGG

AT 

TTCTAGACGGCAGGTCAGG

T 

 

 

  



 
 
 
 

Supplementary Figure Legends 

 

Supplementary Figure S1: Experimental workflow employed to profile miRNA expression 

in chewing tobacco treated and cigarette smoke exposed OKF6/TERT1 cells. 

 RNA was isolated from OKF6/TERT1 cells chronically treated with chewing tobacco and 

cigarette smoke. Samples were processed further depending on the integrity of the isolated RNA 

and miRNA enrichment was carried out. Illumina HiSeq 2500 platform was employed to carry 

out miRNA sequencing.  Data was processed further to identify dysregulated miRNAs. 

Experimental workflow employed to analyze the proteome of chewing tobacco and 

cigarette smoke treated OKF6/TERT1 cells.  
OKF6/TERT1 cells were chronically treated with chewing tobacco and cigarette smoke. Equal 

amount of protein from each sample were digested and labelled with TMT reagents. The 

peptides were fractionated by basic pH reverse-phase liquid chromatography (bRPLC). The 

fractionated samples were subjected to LC-MS
2
/MS

3 
analysis on a Orbitrap Fusion Tribrid mass 

spectrometer. Proteins were identified at the MS
2
 level and quantified at the MS

3
 level. The data 

was searched and quantitated using the Sequest and Mascot search algorithms. 

 

Supplementary Figure S2A: Verification of a subset of identified targets by reverse 

transcriptase-PCR analysis. Relative expression levels of a subset of targets in OKF6/TERT1-

Parental and OKF6/TERT1-Tobacco cells normalized to GAPDH. SOD2 expression in parental 

and tobacco treated cells was validated using Western blot analysis, β -actin was used as loading 

control (*p≤0.05; **p≤0.01; ***p≤0.001). 

 

Supplementary Figure S2B: Verification of a subset of identified targets by reverse 

transcriptase-PCR analysis. Relative expression levels of a subset of targets in OKF6/TERT1-

Parental and OKF6/TERT1-Smoke cells normalized to GAPDH. TGFB2 expression in parental 

and smoke exposed cells was validated using Western blot analysis, β-actin was used as loading 

control (*p≤0.05; **p≤0.01; ***p≤0.001). 

 

Supplementary Figure S3A-C: Secondary structures of novel miRNAs identified in 

OKF6/TERT1-Parental cells.  

 

Supplementary Figure S4A-F: Secondary structures of novel miRNAs identified in 

OKF6/TERT1-Tobacco cells. 

 

 Supplementary Figure S5A-R: Secondary structures of novel miRNAs identified in 

OKF6/TERT1-Smoke cells.  

 

  



 
 
 
 

Supplementary Tables 

 

Supplementary Table S1(A): miRNA expression of OKF6/TERT1-Tobacco cells 

 

Supplementary Table S1(B):  miRNA expression of OKF6/TERT1-Smoke cells 

 

Supplementary Table S2(A): List of all proteins and peptides identified in OKF6/TERT1 cells 

chronically treated with chewing tobacco using Sequest and Mascot search algorithms 

 

Supplementary Table S2(B): List of all proteins and peptides identified in OKF6/TERT1 cells 

chronically treated with cigarette smoke using Sequest and Mascot search algorithms 

 

Supplementary Table S3(A): A list of significantly dysregulated miRNAs and their targets 

identified in the proteomic data set in OKF6/TERT1-Tobacco cells. Significantly dysregulated 

miRNAs and their corresponding targets which showed a directional relationship are highlighted 

(miRNAs and protein targets which are upregulated are highlighted in red and miRNAs and 

protein targets which are downregulated are in blue color). 

 

Supplementary Table S3(B): A list of significantly dysregulated miRNAs and their targets 

identified in the proteomic data set in OKF6/TERT1-Smoke cells. Significantly dysregulated 

miRNAs and their corresponding targets which showed a directional relationship are highlighted 

(miRNAs and protein targets which are upregulated are highlighted in red and miRNAs and 

protein targets which are downregulated are in blue color). 

 

Supplementary Table S4(A): Novel miRNAs identified in OKF6/TERT1-Parental cells 

 

Supplementary Table S4(B): Novel miRNAs identified in OKF6/TERT1-Tobacco cells 

 

Supplementary Table S4(C): Novel miRNAs identified in OKF6/TERT1-Smoke cells 

 

NM-OKF6-P: Novel miRNAs identified in OKF6/TERT1-Parental cells 

NM-OKF6-T: Novel miRNAs identified in OKF6/TERT1-Tobacco cells 

NM-OKF6-S: Novel miRNAs identified in OKF6/TERT1-Smoke cells 

NM-OKF6-ST: Novel miRNAs identified in both OKF6/TERT1-Tobacco and OKF6/TERT1-

Smoke cells 

TR: Total number of reads 

MR: Reads supporting mature miRNA sequences 

SR: Reads supporting star sequence of precursor 

LR: Reads supporting loop region of precursor 

MPC: PhastCon100way score of novel mature miRNA 

PPC: PhastCon100way score of novel precursor 
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Novel miRNA ID : NM-OKF6-P-01-5p
Score total :        209
Score for star read(s):        3.9
Score for read counts:      206.6
Score for mfe :        0.7
Score for randfold :       -2.2
Total read count :        417
Mature read count :        320
Loop read count :          0
Star read count :         97
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Novel miRNA ID : NM-OKF6-P-02-3p
Score total :      230.8
Score for star read(s):        3.9
Score for read counts:      224.4
Score for mfe :        0.8
Score for randfold :        1.6
Total read count :        452
Mature read count :        450
Loop read count :          0
Star read count :          2
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Novel miRNA ID : NM-OKF6-P-03-3p
Score total :        1.4
Score for star read(s):       -1.3
Score for read counts:          0
Score for mfe :        1.1
Score for randfold :        1.6
Total read count :       1333
Mature read count :        857
Loop read count :        476
Star read count :          0
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Novel miRNA ID : NM-OKF6-T-02-3p
Score total :        0.8
Score for star read(s):       -1.3
Score for read counts:          0
Score for mfe :        0.5
Score for randfold :        1.6
Total read count :         67
Mature read count :         62
Loop read count :          1
Star read count :          4
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Novel miRNA ID : NM-OKF6-T-01-5p
Score total :        0.7
Score for star read(s):       -1.3
Score for read counts:          0
Score for mfe :        0.4
Score for randfold :        1.6
Total read count :        672
Mature read count :        670
Loop read count :          2
Star read count :          0
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Novel miRNA ID : NM-OKF6-T-03-5p
Score total :       63.1
Score for star read(s):        3.9
Score for read counts:       70.5
Score for mfe :         -9
Score for randfold :       -2.2
Total read count :        150
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Novel miRNA ID : NM-OKF6-T-04-5p
Score total :     9855.8
Score for star read(s):        3.9
Score for read counts:     9855.6
Score for mfe :       -1.3
Score for randfold :       -2.2
Total read count :      19343
Mature read count :      19326
Loop read count :          0
Star read count :         17
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Novel miRNA ID : NM-OKF6-ST-02-5p
Score total :       27.9
Score for star read(s):        3.9
Score for read counts:         21
Score for mfe :        1.4
Score for randfold :        1.6
Total read count :         53
Mature read count :         46
Loop read count :          0
Star read count :          7
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Supplementary Figure S5

Novel miRNA ID : NM-OKF6-S-01-3p
Score total :       13.9
Score for star read(s):        3.9
Score for read counts:        6.2
Score for mfe :        2.2
Score for randfold :        1.6
Total read count :         24
Mature read count :         22
Loop read count :          0
Star read count :          2
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Novel miRNA ID : NM-OKF6-S-02-5p
Score total :       11.4
Score for star read(s):        3.9
Score for read counts:        3.7
Score for mfe :        2.2
Score for randfold :        1.6
Total read count :         19
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Loop read count :          0
Star read count :          2
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Novel miRNA ID : NM-OKF6-S-03-5p
Score total :        8.2
Score for star read(s):        3.9
Score for read counts:        5.2
Score for mfe :        1.3
Score for randfold :       -2.2
Total read count :         22
Mature read count :         19
Loop read count :          0
Star read count :          3
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Novel miRNA ID : NM-OKF6-S-07-5p
Score total :         18
Score for star read(s):        3.9
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Score for mfe :       -6.9
Score for randfold :       -2.2
Total read count :        226
Mature read count :        223
Loop read count :          0
Star read count :          3

5' u
u g u g g g u u a u u g u

u
a

a a a c
a
c u a u

g
a
c
a a a a u a

u
u
u
a
c
c

a
aaaaag

a
a
auag

a
a

gccag
g

c
acgguggcucaca

ccu
g
3'

freq.

length

1

0.75

0.5

0.25

0
1

Mature
20 60

Star
80

uuuucugagaugaguuuacauuguggguuauuguuaaaacacuaugacaaaauauuuaccaaaaaagaaauagaagccaggcacgguggcucacaccuguaaucccagc -3'5'-

Mature



i

Novel miRNA ID : NM-OKF6-S-09-5p
Score total :          2
Score for star read(s):       -1.3
Score for read counts:          0
Score for mfe :        1.7
Score for randfold :        1.6
Total read count :         42
Mature read count :         29
Loop read count :          0
Star read count :         13

5'
u g u g u g u g u g c u u g u a u a u a u a u a u a

u
a
u

a
uauauauauauacaagcacacacaca

aa
u
g
3'

freq.

length

1

0.75

0.5

0.25

0
1

Mature
23 37

Star
61

cugaguauuuuagaaucccagacuacuauauaugugugugugcuuguauauauauauauauauauauauauauacaagcacacacacaaaugcaagauauauauauauauac -3'5'-

Loop

j
Novel miRNA ID : NM-OKF6-S-10-3p
Score total :        1.2
Score for star read(s):       -1.3
Score for read counts:          0
Score for mfe :        0.9
Score for randfold :        1.6
Total read count :        633
Mature read count :        631
Loop read count :          0
Star read count :          2

5'
g g u cc g a g u g u u g u g g g

u
u a u

u g u u a a
g u

u
g

au
uuaaca

u
u

gucucc
c
cccacaaccgcgcuugacu

ag
3'

freq.

length

1

0.75

0.5

0.25

0
43

Mature
25-2

Star
67

aagagacucacaggauaacacaguugguccgaguguuguggguuauuguuaaguugauuuaacauugucuccccccacaaccgcgcuugacuagcuugcuguuuugcacuaaua -3'5'-

Loop



Novel miRNA ID : NM-OKF6-S-11-3p
Score total :       16.4
Score for star read(s):        3.9
Score for read counts:       13.4
Score for mfe :        1.3
Score for randfold :       -2.2
Total read count :         38
Mature read count :         35
Loop read count :          1
Star read count :          2

5' a
g c c c g u ucuu u c u u a c u g c c c c u g g a g g g a gcaug g c

g c
u
a

gg
gcucucagccuccuagaaggaagggacuaaggagacgggc

aca
3'

freq.

length

1

0.75

0.5

0.25

0
65

Mature
241

Star
88

aauagaagcccguucuuucuuacugccccuggagggagcauggcgcuagggcucucagccuccuagaaggaagggacuaaggagacgggcacagacuugcgucaucucguuuc -3'5'-

Loop

k

Novel miRNA ID : NM-OKF6-S-12-5p
Score total :        9.2
Score for star read(s):        3.9
Score for read counts:        1.1
Score for mfe :        2.6
Score for randfold :        1.6
Total read count :         14
Mature read count :          8
Loop read count :          0
Star read count :          6

5'
a c a c c g g g g g u u a g a g c u u c a a c c u c ca g u a u g

a
ug

guauugagguuagagcuucaaccuccagugu
ga

3'

freq.

length

1

0.75

0.5

0.25

0
1

Mature
25 46

Star
70

guugcuccccaaauaccaucacaccggggguuagagcuucaaccuccaguaugaugguauugagguuagagcuucaaccuccagugugaugguaucgggguuagagcuucaauc -3'5'-

Loop

l



Novel miRNA ID : NM-OKF6-S-13-3p
Score total :       19.6
Score for star read(s):        3.9
Score for read counts:       12.4
Score for mfe :        1.8
Score for randfold :        1.6
Total read count :         36
Mature read count :         30
Loop read count :          0
Star read count :          6

5' u c
c a g g u a c u c a u u g g c u g u u a g

a u
u
a

c
ac

cuaauggccaaugaguaccug
aac

c
3'

freq.

length

1

0.75

0.5

0.25

0
34

Mature
231

Star
56

auaauuuucuucagaaaauacagguuauuccaauggcuccagguacucauuggcuguuagauuacaccuaauggccaaugaguaccugaacccaaaugugaacacuaauaau -3'5'-

Loop

m

Novel miRNA ID : NM-OKF6-S-14-5p
Score total :      321.8
Score for star read(s):        3.9
Score for read counts:      338.7
Score for mfe :      -18.5
Score for randfold :       -2.2
Total read count :        676
Mature read count :        199
Loop read count :        476
Star read count :          1

5' u a
u u a u g u c c u a c

a a g
c a u u aau u a

a u u
a a c a

c a c u u
u a

g
uaagu

auguu
c
gccug

uaauauug
aac

guaggugcgauaa
auaa

u
3'

freq.

length

1

0.75

0.5

0.25

0
1

Mature
19 65

Star
86

ugcagacauucaauuguuauuauuauguccuacaagcauuaauuaauuaacacacuuuaguaaguauguucgccuguaauauugaacguaggugcgauaaauaauagg -3'5'-

Loop

n



Novel miRNA ID : NM-OKF6-S-15-3p
Score total :       24.2
Score for star read(s):        3.9
Score for read counts:         21
Score for mfe :        1.5
Score for randfold :       -2.2
Total read count :         53
Mature read count :         51
Loop read count :          0
Star read count :          2

5'
u u g a c g c u c

u
g g g c c g c

c a
c

c

u
cc

gcggaccc
u

gagcgcaa
ga

3'

freq.

length

1

0.75

0.5

0.25

0
23

Mature
221

Star
44

cucccgccgcuccuccacgcucgugccgcuccccccccgcgcucccaguugacgcucugggccgccaccuccgcggacccugagcgcaagagccaagccgccagcgcugcg -3'5'-

o

Novel miRNA ID : NM-OKF6-S-16-3p
Score total :       25.6
Score for star read(s):        3.9
Score for read counts:       18.5
Score for mfe :        1.6
Score for randfold :        1.6
Total read count :         48
Mature read count :         46
Loop read count :          0
Star read count :          2

5'
c c

u
g g a c c g a c c u g a a g c

g g a g
c a a c g c

g a
c

ug
guaguug

ag
gcuucaggcucggucc

c
cg

a
3'

freq.

length

1

0.75

0.5

0.25

0
39

Mature
251

Star
63

agcauccuugucccuuguagcugaggcacagaccuggaccgaccugaagcggagcaacgcgacugguaguugaggcuucaggcucgguccccgauuuucuagcucuauauucuc -3'5'-

Loop

p



Novel miRNA ID : NM-OKF6-ST-01-3p
Score total :        1.4
Score for star read(s):       -1.3
Score for read counts:          0
Score for mfe :        1.1
Score for randfold :        1.6
Total read count :         47
Mature read count :         29
Loop read count :         18
Star read count :          0

5'
u u gcu g c c a g a

a
ua

a a a a
u
a
c au

a uc
c u c g g a a

u c a g c g g g g
a a a

g
a

aga
cccuguugagc

uugag
cu

ug
a

cucua
g
ucuggcacgg

ug
3'

freq.

length

1

0.75

0.5

0.25

0
68

Mature
261

Star
90

acauugcugccagaauaaaaauacauauccucggaaucagcggggaaagaagacccuguugagcuugagcuugacucuagucuggcacggugaagagacgugagagguguag -3'5'-

Loop

q

Novel miRNA ID : NM-OKF6-ST-02-5p
Score total :      272.1
Score for star read(s):        3.9
Score for read counts:      265.2
Score for mfe :        1.4
Score for randfold :        1.6
Total read count :        532
Mature read count :        471
Loop read count :          0
Star read count :         61

5' a a
u u a c a g

a
u u g u c u

c
a g a g a

a
a a c

a a
a
u

ga
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ac
ucucu

c
ggacaa

g
cuguag

guc
c
3'

freq.

length

1

0.75

0.5

0.25

0
1

Mature
22 39

Star
60

aggauaauaggacaagacaaauuacagauugucucagagaaaacaaaugaguuacucucucggacaagcuguagguccuaccuaaauguccagcaggacauuagacaguc -3'5'-

Mature

r



miRNA ID Log2 Fold-change p-value

miR-1304-3p -8.19 0.034273

miR-196b-5p -7.56 0.048036

miR-615-3p -6.84 0.068225

miR-1266-5p -6.60 0.037814

miR-501-3p -5.63 0.081109

miR-184 -5.63 0.056952

miR-143-3p -5.36 0.135816

miR-675-5p -5.18 0.075565

miR-99b-5p -5.15 0.177155

miR-7706 -5.11 0.123868

miR-4745-5p -4.77 0.097265

miR-196a-5p -4.76 0.167739

miR-4787-3p -4.60 0.109997

miR-5581-3p -4.60 0.109997

miR-99a-5p -4.50 0.163814

miR-548p -4.40 0.118447

miR-598-5p -4.40 0.118447

miR-100-5p -4.26 0.244715

miR-501-5p -4.18 0.127384

miR-4746-5p -4.14 0.142947

miR-628-3p -3.92 0.153417

miR-1273d -3.92 0.138344

miR-570-3p -3.92 0.138344

miR-6751-5p -3.92 0.138344

miR-183-5p -3.89 0.168311

miR-365b-3p -3.83 0.260853

miR-95-3p -3.82 0.162225

miR-1254 -3.80 0.160549

miR-203b-5p -3.60 0.154579

miR-216b-5p -3.60 0.154579

miR-4720-5p -3.60 0.154579

miR-7976 -3.60 0.154579

miR-27b-5p -3.44 0.315085

miR-148b-3p -3.43 0.230119

miR-4798-5p -3.18 0.181392

miR-3939 -3.18 0.215669

miR-146b-5p -3.12 0.275922

miR-23b-5p -3.01 0.246558

miR-320d -3.00 0.254930

miR-148b-5p -2.97 0.258111

miR-1303 -2.96 0.259784

miR-548n -2.92 0.242308

miR-409-3p -2.92 0.264342

miR-654-3p -2.86 0.273207

miR-503-3p -2.82 0.271864

miR-500a-3p -2.78 0.395171

miR-30c-1-3p -2.73 0.400871

miR-4758-3p -2.71 0.298194

miR-1262 -2.60 0.309220

miR-3918 -2.60 0.309220

miR-4446-3p -2.60 0.309220

miR-4743-5p -2.60 0.309220

miR-24-1-5p -2.60 0.283326

miR-1226-3p -2.60 0.316723

miR-155-5p -2.60 0.303711

miR-191-5p -2.51 0.468659

miR-3200-3p -2.44 0.341672

miR-1287-5p -2.40 0.351936

miR-219b-5p -2.33 0.346487

miR-4652-5p -2.33 0.346487

miR-23b-3p -2.31 0.450703

miR-4435 -2.30 0.369460

miR-1276 -2.27 0.372787

miR-942-5p -2.25 0.381899

miR-181d-5p -2.22 0.486605

miR-1272 -2.18 0.356800

miR-301a-5p -2.18 0.356800

miR-3661 -2.18 0.356800

miR-15b-3p -2.15 0.503770

miR-550a-3p -2.14 0.414987

miR-365a-5p -2.14 0.403687

miR-128-1-5p -2.08 0.441418

miR-335-3p -2.07 0.417675

miR-1180-3p -2.05 0.517795

miR-4516 -1.92 0.443874

miR-4768-5p -1.86 0.463167

miR-98-5p -1.79 0.500393

miR-4286 -1.78 0.485965

miR-625-3p -1.67 0.505875

miR-1246 -1.66 0.534999

miR-629-5p -1.64 0.513753

miR-1284 -1.60 0.870614

miR-2277-3p -1.60 0.518513

miR-411-3p -1.60 0.870614

miR-4521 -1.60 0.870614

miR-4664-3p -1.60 0.870614

miR-4717-3p -1.60 0.518513

miR-539-3p -1.60 0.870614

miR-548aa -1.60 0.518513

miR-584-3p -1.60 0.518513

miR-7845-5p -1.60 0.518513

miR-7975 -1.60 0.870614

miR-548u -1.60 0.528980

miR-3614-5p -1.60 0.532116

miR-4687-5p -1.60 0.530197

miR-4714-3p -1.60 0.530197

miR-5000-3p -1.60 0.532690

miR-27b-3p -1.59 0.591426

miR-361-5p -1.57 0.610828

miR-342-3p -1.51 0.629263

miR-320b -1.51 0.618532

miR-4485-3p -1.50 0.545679

Supplementary Table S1(A). miRNA expression of OKF6/TERT1-Tobacco cells
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miR-7704 -1.47 0.560538

miR-421 -1.46 0.627878

miR-1294 -1.46 0.566225

miR-185-3p -1.43 0.577466

miR-542-3p -1.40 0.569596

miR-3935 -1.37 0.585878

miR-3177-3p -1.37 0.595836

miR-183-3p -1.36 0.580887

miR-30e-3p -1.33 0.649346

miR-3605-5p -1.30 0.612047

miR-181b-5p -1.28 0.612995

miR-3130-5p -1.27 0.634106

miR-340-3p -1.27 0.634106

miR-6515-5p -1.27 0.634106

miR-3677-3p -1.25 0.621096

miR-26a-1-3p -1.21 0.619329

miR-125b-1-3p -1.18 0.689191

miR-3691-5p -1.18 0.678277

miR-769-3p -1.14 0.659365

miR-28-3p -1.12 0.651186

miR-10b-5p -1.11 0.712122

miR-550a-5p -1.08 0.654034

miR-193b-3p -1.07 0.691922

let-7d-3p -1.04 0.721070

miR-3065-5p -1.01 0.772487

miR-548i -1.01 0.772487

miR-889-3p -1.01 0.772487

miR-500a-5p -1.01 0.696265

miR-6720-3p -1.01 0.724269

miR-6837-3p -1.01 0.724269

miR-30d-5p -0.98 0.710233

miR-937-3p -0.97 0.693718

miR-940 -0.97 0.699768

let-7i-5p -0.96 0.689244

miR-1286 -0.94 0.720772

miR-450b-5p -0.94 0.706281

miR-4742-3p -0.92 0.743972

miR-877-5p -0.92 0.699212

miR-324-5p -0.88 0.744312

miR-24-3p -0.87 0.713227

miR-192-3p -0.86 0.802012

miR-106b-3p -0.85 0.766888

miR-598-3p -0.83 0.753642

miR-92b-3p -0.82 0.724749

miR-152-5p -0.78 0.744505

miR-222-5p -0.75 0.749903

miR-3940-3p -0.75 0.800085

miR-6775-3p -0.75 0.800085

miR-766-3p -0.75 0.747061

miR-941 -0.74 0.750575

miR-1301-3p -0.71 0.757887

miR-25-3p -0.71 0.755209

miR-542-5p -0.70 0.795549

miR-548d-5p -0.70 0.795549

miR-181c-5p -0.70 0.792963

miR-16-2-3p -0.69 0.764026

miR-96-5p -0.66 0.804072

miR-362-5p -0.65 0.793722

miR-181a-5p -0.65 0.797746

miR-628-5p -0.65 0.785901

miR-135b-3p -0.60 1.000000

miR-548l -0.60 1.000000

miR-652-5p -0.60 1.000000

miR-3615 -0.60 0.850633

miR-219a-1-3p -0.60 0.870135

miR-324-3p -0.60 0.870135

miR-6735-5p -0.60 0.966077

miR-629-3p -0.60 0.903581

miR-149-5p -0.59 0.820147

miR-330-5p -0.58 0.797006

miR-30c-2-3p -0.57 0.820099

miR-652-3p -0.57 0.798890

miR-576-5p -0.57 0.800027

miR-30c-5p -0.57 0.823389

miR-1910-5p -0.54 0.827513

miR-151a-3p -0.53 0.807585

miR-3909 -0.52 0.815156

miR-186-5p -0.49 0.817472

miR-548k -0.46 0.843060

miR-99b-3p -0.46 0.843174

miR-345-5p -0.45 0.844348

miR-3184-5p -0.39 0.863923

miR-3074-5p -0.35 0.863158

miR-125b-5p -0.34 0.857570

miR-484 -0.28 0.889469

miR-3157-5p -0.27 1.000000

miR-4638-3p -0.27 1.000000

miR-641 -0.25 0.889866

miR-4775 -0.20 0.905858

miR-1910-3p -0.18 1.000000

miR-151b -0.17 0.923725

miR-450a-5p -0.14 0.928880

miR-320a -0.14 0.918981

miR-374b-5p -0.12 0.927357

miR-181a-2-3p -0.10 0.925483

miR-3065-3p -0.09 1.000000

miR-148a-5p -0.07 0.938091

miR-7705 -0.06 0.979519

miR-7-1-3p -0.06 0.946299

miR-28-5p -0.03 0.945757

miR-1322 -0.01 1.000000

miR-190b -0.01 1.000000
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miR-3928-3p -0.01 1.000000

miR-548am-5p -0.01 1.000000

miR-548c-5p -0.01 1.000000

miR-5690 -0.01 1.000000

let-7a-2-3p -0.01 1.000000

miR-769-5p 0.00 0.953227

miR-425-3p 0.01 1.000000

miR-671-3p 0.01 1.000000

miR-15b-5p 0.04 1.000000

miR-1908-5p 0.05 1.000000

miR-30a-3p 0.07 1.000000

miR-200a-3p 0.08 1.000000

miR-103a-2-5p 0.08 1.000000

miR-454-5p 0.10 1.000000

miR-330-3p 0.13 1.000000

miR-891a-5p 0.14 1.000000

miR-584-5p 0.17 1.000000

miR-1268a 0.19 1.000000

miR-503-5p 0.21 1.000000

miR-212-5p 0.22 0.995323

miR-203a-3p 0.23 0.994123

miR-151a-5p 0.24 0.975706

miR-25-5p 0.25 1.000000

miR-195-5p 0.30 0.972613

miR-197-3p 0.33 0.970450

miR-582-3p 0.35 0.961027

miR-30a-5p 0.35 0.945138

miR-221-5p 0.36 0.960457

miR-125a-3p 0.40 0.953881

miR-1307-3p 0.40 0.952030

miR-195-3p 0.40 1.000000

miR-146b-3p 0.40 1.000000

miR-331-5p 0.40 0.935666

miR-192-5p 0.42 0.924434

miR-125a-5p 0.42 0.924632

miR-589-5p 0.42 0.948638

miR-23a-3p 0.43 0.921546

miR-147b 0.43 0.926353

miR-328-3p 0.45 0.924214

miR-93-5p 0.47 0.914627

miR-6510-3p 0.50 0.927334

miR-127-3p 0.51 0.907459

let-7d-5p 0.52 0.906068

miR-200c-3p 0.54 0.887730

miR-3158-3p 0.57 0.892895

miR-125b-2-3p 0.57 0.929549

miR-181c-3p 0.63 0.885706

miR-4677-3p 0.65 0.863074

miR-375 0.70 0.845920

miR-92a-3p 0.71 0.851015

miR-411-5p 0.73 0.859310

miR-449c-5p 0.73 0.866633

miR-26a-2-3p 0.74 0.832441

miR-30d-3p 0.75 0.857689

miR-18a-3p 0.78 0.822191

miR-7974 0.83 0.823562

miR-21-3p 0.85 0.797183

miR-191-3p 0.87 0.792156

miR-374a-5p 0.90 0.819995

miR-140-3p 0.91 0.800497

miR-181a-3p 0.91 0.816010

miR-339-5p 0.93 0.819588

miR-2467-5p 0.94 0.796291

miR-331-3p 0.94 0.813413

miR-423-5p 0.94 0.795438

miR-185-5p 0.96 0.771035

miR-361-3p 0.97 0.805202

let-7b-3p 0.98 0.804007

miR-128-3p 0.98 0.815814

miR-1343-3p 0.99 0.921903

miR-6511b-3p 0.99 0.827887

miR-100-3p 0.99 0.813853

miR-200b-3p 1.01 0.804485

miR-16-5p 1.01 0.759290

miR-193b-5p 1.04 0.745519

miR-26a-5p 1.04 0.760988

miR-454-3p 1.05 0.781667

miR-135b-5p 1.07 0.745162

miR-130a-3p 1.08 0.747634

miR-423-3p 1.10 0.749496

miR-30b-3p 1.10 0.722255

let-7e-3p 1.12 0.726349

miR-181b-2-3p 1.14 0.752630

miR-548o-3p 1.17 0.735519

let-7b-5p 1.18 0.699336

miR-301a-3p 1.20 0.760163

miR-26b-3p 1.21 0.728574

miR-4640-3p 1.21 0.815933

miR-4640-5p 1.21 0.815933

miR-548h-3p 1.21 0.815933

miR-5683 1.21 0.815933

miR-93-3p 1.21 0.704750

miR-582-5p 1.22 0.712787

miR-27a-5p 1.26 0.743535

miR-152-3p 1.27 0.680988

miR-381-3p 1.31 0.718668

miR-10a-5p 1.32 0.663814

miR-24-2-5p 1.34 0.655078

miR-425-5p 1.36 0.710003

miR-576-3p 1.40 0.738107

miR-625-5p 1.40 0.660796

let-7g-5p 1.42 0.633302



miRNA ID Log2 Fold-change p-value

Supplementary Table S1(A). miRNA expression of OKF6/TERT1-Tobacco cells

Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytes

miR-107 1.44 0.685515

miR-642a-5p 1.47 0.632292

miR-30b-5p 1.50 0.645728

let-7i-3p 1.53 0.623028

miR-744-3p 1.54 0.612986

miR-589-3p 1.56 0.628701

miR-130b-3p 1.56 0.682878

miR-1296-5p 1.56 0.600592

miR-2116-3p 1.57 0.678114

miR-1285-3p 1.63 0.581691

miR-26b-5p 1.67 0.656430

let-7a-3p 1.67 0.596112

miR-874-3p 1.67 0.599259

miR-561-5p 1.68 0.572163

miR-30e-5p 1.69 0.619097

let-7f-1-3p 1.70 0.569542

miR-1255a 1.73 0.596246

miR-548e-5p 1.73 0.596246

miR-15a-5p 1.74 0.632151

miR-200c-5p 1.78 0.555574

miR-194-5p 1.79 0.633326

miR-148a-3p 1.79 0.538040

miR-1307-5p 1.80 0.615422

miR-320c 1.83 0.541494

miR-6842-3p 1.84 0.531868

miR-616-5p 1.86 0.590502

miR-34c-3p 1.88 0.535674

miR-449a 1.90 0.524335

miR-1248 1.93 0.543237

let-7e-5p 1.93 0.499828

miR-1260b 1.94 0.502635

miR-92a-1-5p 1.96 0.517515

miR-502-3p 1.98 0.494427

miR-410-3p 1.99 0.557208

miR-3929 2.03 0.490491

miR-21-5p 2.03 0.540837

miR-20a-3p 2.10 0.500149

miR-6859-5p 2.10 0.528785

miR-374a-3p 2.13 0.541390

miR-205-5p 2.14 0.511525

miR-455-3p 2.17 0.503710

miR-33b-3p 2.17 0.441911

miR-2355-3p 2.21 0.475372

miR-34b-3p 2.21 0.475372

miR-141-3p 2.26 0.430402

miR-19b-1-5p 2.31 0.453054

miR-374b-3p 2.31 0.412802

miR-2277-5p 2.33 0.418257

miR-873-3p 2.37 0.400899

miR-188-3p 2.40 0.463182

miR-32-3p 2.44 0.385309

miR-103a-3p 2.47 0.379857

miR-34a-3p 2.49 0.380784

miR-659-5p 2.53 0.367396

miR-27a-3p 2.60 0.398375

miR-429 2.63 0.456570

miR-944 2.65 0.402691

miR-200a-5p 2.68 0.345084

miR-301b-3p 2.70 0.435551

miR-1271-5p 2.73 0.347996

miR-129-5p 2.80 0.426628

miR-590-3p 2.85 0.311342

miR-339-3p 2.89 0.415598

miR-132-3p 2.98 0.399047

miR-340-5p 2.99 0.397826

miR-660-5p 3.01 0.379331

miR-574-3p 3.08 0.344864

miR-221-3p 3.10 0.276000

miR-424-3p 3.21 0.319864

miR-505-3p 3.29 0.251536

miR-1275 3.33 0.271847

miR-6087 3.39 0.272322

let-7g-3p 3.40 0.291363

miR-23a-5p 3.42 0.298627

miR-200b-5p 3.42 0.233851

miR-212-3p 3.47 0.227583

miR-22-3p 3.53 0.346724

miR-574-5p 3.54 0.315264

miR-19a-3p 3.59 0.301389

miR-497-5p 3.61 0.212791

miR-19b-3p 3.69 0.254128

miR-874-5p 3.76 0.192965

miR-126-5p 3.76 0.211068

miR-141-5p 3.83 0.224687

miR-29a-3p 3.88 0.167453

miR-363-3p 3.92 0.195039

miR-130b-5p 4.00 0.176206

miR-33a-3p 4.00 0.176206

miR-22-5p 4.03 0.232982

miR-210-3p 4.05 0.165641

miR-29b-1-5p 4.08 0.168810

miR-17-3p 4.19 0.230836

miR-222-3p 4.21 0.185097

miR-378a-3p 4.26 0.134527

miR-101-3p 4.28 0.228405

miR-3605-3p 4.29 0.147891

miR-378a-5p 4.49 0.144579

miR-210-5p 4.53 0.202678

miR-4645-3p 4.55 0.153255

miR-935 4.60 0.175068

miR-2355-5p 4.61 0.130234

miR-873-5p 4.79 0.121914



miRNA ID Log2 Fold-change p-value

Supplementary Table S1(A). miRNA expression of OKF6/TERT1-Tobacco cells

Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytes

miR-424-5p 4.89 0.173563

miR-126-3p 5.16 0.153526

miR-34a-5p 5.21 0.102884

miR-20a-5p 5.32 0.084988

miR-29b-3p 5.45 0.130243

miR-132-5p 5.49 0.089554

miR-455-5p 5.61 0.115020

miR-32-5p 6.28 0.073599

miR-9-5p 6.33 0.079637

miR-199b-5p 6.38 0.062483

miR-205-3p 6.56 0.059538

miR-146a-5p 6.58 0.042983

miR-31-3p 7.46 0.055035

miR-193a-5p 8.12 0.042290

miR-29c-3p 8.37 0.036712

miR-31-5p 8.39 0.009173

miR-33b-5p 8.45 0.040271

miR-4662a-5p 8.85 0.035949

miR-4454 9.66 0.004575



Supplementary Table S1(B) . miRNA expression of OKF6/TERT1-Smoke cells

miRNA ID Log2 Fold-change p-value

miR-200a-3p -10.82 0.028930

miR-200b-3p -9.64 0.040834

miR-200c-3p -9.60 0.015514

miR-205-5p -9.16 0.018067

miR-429 -8.11 0.060195

miR-141-3p -7.65 0.054884

miR-501-3p -7.63 0.071376

miR-151b -6.99 0.086732

miR-183-5p -6.97 0.071767

miR-99b-5p -6.77 0.171195

miR-129-1-3p -6.74 0.108741

miR-548p -6.54 0.118262

miR-365b-3p -6.54 0.180150

miR-1260a -6.32 0.130167

miR-6871-3p -6.32 0.130167

miR-4485-3p -6.27 0.119311

miR-203a-3p -6.20 0.205832

miR-216b-5p -5.74 0.166215

miR-141-5p -5.54 0.249379

miR-200c-5p -5.40 0.172471

miR-409-5p -5.32 0.183260

miR-600 -5.32 0.196789

miR-675-5p -5.32 0.180646

miR-320d -5.14 0.203806

miR-6751-5p -5.06 0.204016

miR-1248 -4.74 0.235456

miR-1291 -4.74 0.235456

miR-4658 -4.74 0.235456

miR-4743-5p -4.74 0.235456

miR-7845-5p -4.74 0.235456

miR-7976 -4.74 0.232033

miR-181d-5p -4.74 0.314122

miR-143-3p -4.51 0.352995

miR-6892-5p -4.32 0.264261

miR-184 -4.18 0.301708

miR-96-5p -4.10 0.388667

miR-320b -4.05 0.383697

miR-6840-5p -4.00 0.295368

miR-24-3p -3.84 0.316946

miR-100-5p -3.80 0.416217

miR-190b -3.74 0.269250

miR-4446-3p -3.74 0.338344

miR-4738-3p -3.74 0.269250

miR-3144-5p -3.74 0.337089

miR-3146 -3.74 0.337089

miR-7704 -3.56 0.354302

miR-181a-5p -3.55 0.367201

miR-181c-5p -3.53 0.423177

miR-501-5p -3.52 0.345051

miR-584-5p -3.48 0.434903

miR-7706 -3.47 0.394638

miR-148b-3p -3.44 0.351767

miR-129-5p -3.43 0.377292

miR-146a-5p -3.39 0.374476

miR-598-3p -3.38 0.417613

miR-23b-3p -3.16 0.419797

miR-1266-5p -3.15 0.377804

miR-147b -3.15 0.373365

miR-3685 -3.15 0.396205

miR-4479 -3.15 0.396205

miR-4642 -3.15 0.396205

miR-4720-5p -3.15 0.396205

miR-6515-5p -3.15 0.396205

miR-3138 -3.15 0.422621

miR-451a -3.15 0.422621

miR-323a-5p -3.00 0.430220

miR-4741 -3.00 0.399730

miR-3074-5p -2.99 0.411152

miR-4758-3p -2.91 0.393596

miR-183-3p -2.87 0.398993

miR-1246 -2.86 0.429575

miR-193b-3p -2.79 0.441646

miR-361-5p -2.76 0.467478

miR-4519 -2.74 0.389960

miR-766-5p -2.74 0.389960

miR-6847-5p -2.74 0.466238

miR-500a-3p -2.71 0.480895

miR-23a-3p -2.68 0.415323

miR-3605-5p -2.65 0.436547

miR-34c-3p -2.63 0.417499

miR-191-5p -2.62 0.482834

miR-221-5p -2.60 0.464476

miR-5581-3p -2.57 0.437232

miR-365a-5p -2.57 0.423941

miR-4745-5p -2.55 0.425079

miR-3936 -2.52 0.497571

miR-181b-5p -2.51 0.421609

miR-338-5p -2.50 0.435953

Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytes



Supplementary Table S1(B) . miRNA expression of OKF6/TERT1-Smoke cells

miRNA ID Log2 Fold-change p-value

Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytes

miR-4515 -2.42 0.487815

miR-1273d -2.36 0.480413

miR-937-3p -2.35 0.447049

miR-338-3p -2.35 0.460687

miR-342-3p -2.32 0.502571

miR-4787-3p -2.28 0.467953

miR-548n -2.25 0.493477

miR-135b-5p -2.24 0.453770

miR-330-5p -2.21 0.458817

miR-30c-1-3p -2.19 0.507549

miR-1255a -2.15 0.597095

miR-586 -2.15 0.597095

miR-1910-3p -2.15 0.550403

miR-6800-3p -2.15 0.523024

miR-181c-3p -2.10 0.484806

miR-30d-5p -2.10 0.482005

miR-24-1-5p -2.04 0.538266

miR-6720-3p -2.04 0.538266

miR-4523 -2.00 0.573293

miR-570-3p -1.97 0.529044

miR-642a-5p -1.89 0.539965

miR-24-2-5p -1.86 0.510634

miR-3163 -1.82 0.515859

miR-103a-2-5p -1.81 0.550516

miR-219b-5p -1.81 0.550516

miR-6775-3p -1.81 0.550516

miR-500a-5p -1.78 0.525667

miR-5094 -1.74 0.538409

miR-1284 -1.74 0.690618

miR-584-3p -1.74 0.674933

miR-27b-3p -1.72 0.514546

miR-23b-5p -1.69 0.537221

miR-5001-5p -1.62 0.632748

miR-628-3p -1.60 0.539464

miR-34b-3p -1.57 0.707200

miR-125a-5p -1.53 0.509353

miR-181a-2-3p -1.53 0.526014

miR-421 -1.52 0.549563

miR-3929 -1.52 0.538333

miR-1910-5p -1.50 0.549628

miR-1226-3p -1.50 0.537057

miR-4742-3p -1.47 0.598977

miR-4775 -1.46 0.537887

miR-3935 -1.42 0.557937

miR-1322 -1.42 0.819588

miR-450a-2-3p -1.42 0.819588

miR-330-3p -1.41 0.544438

miR-148b-5p -1.37 0.561620

miR-1276 -1.31 0.590871

miR-30c-5p -1.31 0.565093

miR-362-5p -1.20 0.576567

miR-27a-5p -1.18 0.581565

miR-30a-5p -1.18 0.562487

miR-27a-3p -1.17 0.557501

miR-615-3p -1.15 0.581373

miR-135b-3p -1.15 0.916199

miR-199b-5p -1.15 0.916199

miR-4482-3p -1.15 0.916199

miR-6735-5p -1.15 0.787103

miR-30e-3p -1.09 0.583638

miR-503-3p -1.02 0.645997

miR-4768-5p -1.00 0.660896

miR-98-5p -1.00 0.585882

miR-212-5p -0.99 0.612699

miR-1294 -0.97 0.634391

miR-3130-5p -0.93 0.713799

miR-6837-3p -0.93 0.713799

miR-6782-3p -0.93 0.989062

miR-320c -0.88 0.723259

miR-3691-5p -0.86 0.766917

miR-652-3p -0.84 0.629199

miR-193b-5p -0.83 0.659515

miR-34a-3p -0.76 0.678429

miR-3614-5p -0.74 0.725824

miR-1262 -0.74 0.869524

miR-550a-3p -0.69 0.647057

miR-125a-3p -0.67 0.643346

miR-1254 -0.64 0.668182

let-7i-5p -0.64 0.648926

miR-374b-5p -0.62 0.654056

miR-196b-5p -0.60 0.651220

miR-6842-3p -0.60 0.753205

miR-34a-5p -0.60 0.656506

miR-4286 -0.58 0.667939

miR-192-3p -0.57 0.826006

miR-3140-3p -0.57 1.000000

miR-4762-5p -0.57 1.000000

miR-548am-5p -0.57 1.000000



Supplementary Table S1(B) . miRNA expression of OKF6/TERT1-Smoke cells

miRNA ID Log2 Fold-change p-value

Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytes

miR-340-3p -0.53 0.793063

miR-4714-3p -0.53 0.793063

miR-576-5p -0.50 0.692001

miR-3918 -0.49 0.920620

miR-1301-3p -0.48 0.688649

miR-3174 -0.46 0.847623

miR-363-3p -0.44 0.770021

miR-26a-5p -0.43 0.689055

miR-106b-3p -0.43 0.677702

miR-548aa -0.42 0.936215

miR-149-5p -0.41 0.682745

miR-27b-5p -0.38 0.687667

miR-30c-2-3p -0.38 0.687897

miR-324-5p -0.37 0.690046

miR-3157-5p -0.35 0.951208

miR-582-3p -0.34 0.698722

miR-186-5p -0.31 0.714303

miR-361-3p -0.31 0.706614

miR-425-3p -0.31 0.733374

miR-769-3p -0.29 0.781132

miR-455-3p -0.29 0.731216

miR-28-3p -0.28 0.723232

miR-891a-5p -0.28 0.888035

miR-6768-5p -0.28 1.000000

miR-30a-3p -0.23 0.722729

miR-2277-3p -0.21 0.979576

miR-2355-3p -0.21 0.979576

miR-5699-3p -0.21 0.979576

miR-877-5p -0.21 0.752174

let-7e-3p -0.21 0.754769

miR-320a -0.19 0.728146

miR-4746-5p -0.17 0.736754

miR-4435 -0.16 0.757480

miR-181a-3p -0.14 0.734541

miR-629-5p -0.10 0.767300

miR-26b-3p -0.06 0.765857

miR-26b-5p -0.06 0.740651

miR-99b-3p -0.04 0.750949

miR-4717-3p -0.04 1.000000

miR-449c-5p -0.02 0.883341

miR-449a 0.04 1.000000

miR-3177-3p 0.12 1.000000

miR-185-3p 0.15 1.000000

miR-425-5p 0.16 1.000000

miR-3928-3p 0.17 1.000000

miR-548h-3p 0.17 1.000000

miR-766-3p 0.17 1.000000

miR-125b-5p 0.18 1.000000

miR-542-3p 0.19 1.000000

miR-4687-5p 0.19 1.000000

miR-582-5p 0.21 1.000000

miR-148a-5p 0.22 1.000000

miR-375 0.24 1.000000

miR-28-5p 0.25 1.000000

miR-3909 0.27 1.000000

miR-15b-3p 0.29 1.000000

miR-548u 0.29 1.000000

miR-3615 0.30 1.000000

miR-7-1-3p 0.31 1.000000

miR-574-3p 0.32 1.000000

miR-30e-5p 0.32 1.000000

let-7b-3p 0.33 1.000000

miR-25-3p 0.34 1.000000

miR-181b-2-3p 0.35 1.000000

miR-92a-3p 0.37 1.000000

miR-331-5p 0.38 1.000000

let-7e-5p 0.38 1.000000

miR-151a-5p 0.39 1.000000

miR-671-3p 0.39 1.000000

miR-942-5p 0.40 1.000000

miR-99a-5p 0.43 1.000000

miR-26a-2-3p 0.44 1.000000

miR-4512 0.46 1.000000

miR-151a-3p 0.48 1.000000

miR-196a-5p 0.49 1.000000

miR-7705 0.50 1.000000

miR-374a-5p 0.50 1.000000

miR-941 0.51 1.000000

miR-1287-5p 0.55 1.000000

miR-192-5p 0.58 1.000000

let-7d-3p 0.58 1.000000

miR-93-5p 0.62 1.000000

miR-4638-3p 0.65 1.000000

miR-222-5p 0.66 1.000000

miR-26a-1-3p 0.68 1.000000

miR-548d-5p 0.71 1.000000

miR-589-5p 0.71 1.000000

miR-542-5p 0.72 1.000000
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miR-548k 0.73 1.000000

let-7b-5p 0.75 1.000000

miR-550a-5p 0.76 1.000000

miR-125b-1-3p 0.77 1.000000

miR-152-5p 0.80 1.000000

miR-148a-3p 0.82 0.983195

miR-3939 0.84 1.000000

miR-21-5p 0.84 1.000000

miR-128-1-5p 0.84 1.000000

miR-769-5p 0.89 1.000000

miR-21-3p 0.89 0.964369

miR-345-5p 0.90 0.998390

miR-20a-3p 0.91 1.000000

miR-3661 0.91 1.000000

miR-221-3p 0.92 0.953988

miR-152-3p 0.93 0.993117

miR-23a-5p 0.95 0.984227

miR-130a-3p 0.96 0.966373

miR-2116-3p 0.96 1.000000

miR-195-5p 0.97 1.000000

miR-874-3p 0.98 0.991203

miR-641 0.99 1.000000

miR-197-3p 1.00 1.000000

miR-4521 1.02 1.000000

miR-194-5p 1.03 1.000000

miR-210-3p 1.04 1.000000

miR-4677-3p 1.06 0.968734

miR-331-3p 1.06 1.000000

miR-107 1.07 0.980793

miR-99a-3p 1.07 0.956708

miR-92b-3p 1.07 0.915987

miR-940 1.09 0.936807

miR-450b-5p 1.10 0.989660

miR-625-3p 1.13 0.942081

miR-1307-3p 1.14 0.966243

miR-548c-5p 1.15 0.999161

let-7i-3p 1.15 0.943290

miR-502-3p 1.18 0.913220

miR-628-5p 1.21 0.907901

miR-576-3p 1.22 1.000000

miR-4454 1.23 0.898525

miR-15b-5p 1.24 0.887769

miR-503-5p 1.24 0.899931

miR-16-2-3p 1.28 0.923453

miR-423-5p 1.30 0.877923

miR-5000-3p 1.30 0.882248

miR-1268a 1.37 0.921588

miR-2355-5p 1.38 0.892912

miR-1260b 1.38 0.858396

miR-1303 1.40 0.866581

miR-30b-5p 1.42 0.844626

miR-222-3p 1.47 0.912890

miR-132-3p 1.49 0.896559

miR-16-5p 1.49 0.804294

miR-454-3p 1.49 0.899713

miR-30b-3p 1.54 0.812728

miR-126-5p 1.55 0.866448

miR-146b-5p 1.59 0.879689

miR-339-5p 1.60 0.879335

miR-450a-5p 1.61 0.826474

miR-3184-5p 1.62 0.872043

let-7g-5p 1.62 0.741362

miR-95-3p 1.62 0.799080

miR-1286 1.63 0.783560

miR-191-3p 1.64 0.802208

miR-30d-3p 1.65 0.862656

miR-423-3p 1.65 0.764413

miR-3940-3p 1.65 0.783277

miR-548l 1.65 0.939143

miR-212-3p 1.67 0.779331

let-7a-3p 1.67 0.819797

miR-22-3p 1.68 0.786232

miR-6511b-3p 1.69 0.834075

miR-15a-5p 1.71 0.826200

miR-1272 1.75 0.779417

miR-328-3p 1.79 0.763774

miR-1180-3p 1.80 0.813410

miR-103a-3p 1.83 0.690345

miR-324-3p 1.83 0.740285

miR-625-5p 1.83 0.740285

miR-744-3p 1.85 0.728452

miR-1343-3p 1.85 0.879807

miR-93-3p 1.87 0.719200

miR-6859-5p 1.88 0.870728

miR-659-5p 1.89 0.712474

miR-660-5p 1.90 0.780752

miR-873-3p 1.92 0.703791

miR-219a-1-3p 1.99 0.695841
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miR-3677-3p 2.00 0.695449

miR-188-3p 2.02 0.828276

miR-10b-5p 2.03 0.721410

miR-5683 2.04 0.820325

miR-374b-3p 2.05 0.669262

miR-185-5p 2.07 0.720789

miR-484 2.07 0.707168

miR-128-3p 2.09 0.717730

miR-92a-1-5p 2.10 0.704031

miR-548e-5p 2.11 0.710643

miR-629-3p 2.11 0.676360

miR-195-3p 2.12 0.707059

miR-19b-1-5p 2.16 0.696533

let-7d-5p 2.19 0.590310

miR-210-5p 2.21 0.687945

miR-574-5p 2.22 0.715447

miR-548i 2.31 0.654502

miR-3187-3p 2.33 0.736300

miR-301a-3p 2.34 0.637533

miR-454-5p 2.36 0.619637

miR-140-3p 2.37 0.590008

miR-18a-3p 2.37 0.653268

miR-3200-3p 2.38 0.599752

miR-874-5p 2.39 0.601471

miR-652-5p 2.41 0.712266

miR-5690 2.43 0.620246

miR-548o-3p 2.44 0.664974

miR-615-5p 2.45 0.700911

miR-3065-5p 2.52 0.597006

let-7a-2-3p 2.58 0.542873

miR-590-3p 2.59 0.539523

miR-374a-3p 2.60 0.638516

miR-4664-3p 2.62 0.654491

miR-301a-5p 2.67 0.532457

miR-126-3p 2.71 0.580450

miR-4645-3p 2.72 0.627158

miR-1307-5p 2.80 0.515688

miR-10a-5p 2.83 0.421856

miR-25-5p 2.84 0.487471

miR-589-3p 2.84 0.570837

miR-616-5p 2.85 0.594372

miR-100-3p 2.85 0.550441

let-7f-1-3p 2.86 0.482744

miR-1271-5p 2.86 0.489092

miR-22-5p 2.89 0.537376

miR-339-3p 2.89 0.576723

miR-3605-3p 2.90 0.481604

miR-455-5p 2.96 0.547321

miR-32-3p 2.97 0.473246

miR-130b-3p 3.01 0.497449

miR-1908-5p 3.03 0.511692

miR-2277-5p 3.05 0.444936

miR-2467-5p 3.08 0.442097

miR-3158-3p 3.15 0.466461

miR-1296-5p 3.22 0.482632

miR-505-3p 3.23 0.424804

miR-19b-3p 3.27 0.443336

miR-424-3p 3.28 0.473424

miR-4662a-5p 3.37 0.468304

miR-873-5p 3.61 0.350674

miR-539-3p 3.69 0.401297

miR-33b-3p 3.71 0.375107

miR-101-3p 3.72 0.420775

miR-340-5p 3.79 0.397521

miR-1285-3p 3.79 0.393106

miR-125b-2-3p 3.81 0.329164

miR-29a-3p 3.82 0.243835

miR-17-3p 3.83 0.395912

let-7g-3p 3.87 0.366912

miR-497-5p 3.91 0.327610

miR-132-5p 4.01 0.299253

miR-424-5p 4.05 0.366526

miR-561-5p 4.09 0.354079

miR-3065-3p 4.18 0.309196

miR-378a-5p 4.24 0.284232

miR-301b-3p 4.24 0.327178

miR-1275 4.27 0.318145

miR-411-3p 4.43 0.278577

miR-378a-3p 4.47 0.166218

miR-409-3p 4.47 0.295889

miR-33a-3p 4.48 0.245843

miR-31-3p 4.48 0.245148

miR-654-3p 4.49 0.306655

miR-20a-5p 4.51 0.224252

miR-19a-3p 4.80 0.259545

miR-29b-1-5p 4.81 0.217917

miR-335-3p 4.88 0.261313

miR-7974 5.04 0.215001
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miR-31-5p 5.29 0.191418

miR-155-5p 5.45 0.201060

miR-130b-5p 5.46 0.178166

miR-889-3p 5.51 0.175718

miR-29b-3p 5.70 0.163255

miR-32-5p 5.83 0.161366

miR-146b-3p 5.85 0.165931

miR-29c-3p 5.89 0.164171

miR-935 6.20 0.146984

miR-193a-5p 6.50 0.134117

miR-411-5p 6.56 0.130961

miR-410-3p 7.38 0.101094

miR-9-5p 8.04 0.069978

miR-381-3p 8.25 0.070126

miR-127-3p 8.25 0.028338

miR-33b-5p 8.78 0.064567



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]16554616 MRPS6 28S ribosomal protein S6, mitochondrial 64968 NP_115865.1 32.8 1 4 4 10 125 14.218 9.26 0.85 0.83 0.74 0.81 Significant 0.0018 AMQRPETAATLK 2 16554616 2xTMT6plex [N-Term; K12] 0.736 3.008258343 30.76 0 1775.02496 3 592.3470459 0.91513942 0.000541465 39.52565387YELALILK 2 16554616 2xTMT6plex [N-Term; K8] 0.801 2.034118414 19.22 0 1420.917959 2 710.9624634 -0.217515857 -0.000154536 96.67855135DLENLGER 4 16554616 1xTMT6plex [N-Term] 0.854 0.832 2.234650373 23.37 0 1174.626532 2 587.8164673 -0.744244799 -0.000437105 48.15355026ECEGIVPVPLAEK 2 16554616 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.822557211 3.55 0 1899.066156 2 950.0360107 -0.743278806 -0.000705768 68.8229821410863877 PLSCR1 phospholipid scramblase 1 5359 NP_066928.1 7.232704403 1 2 2 8 318 35.026 4.94 0.543 0.54 0.54 0.54 Significant 1 SLDEQCVVGK 6 10863877 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.543 0.559 0.54 4.622082233 66.77 0 1592.871814 2 796.9400024 0.57408437 0.000457221 50.59636596VYFAAEDTDCCTR 2 10863877 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C11] 0.476 3.386893034 26.92 0 1836.809401 2 918.9065552 -1.941882721 -0.001783434 45.92047397119395750 KRT1 keratin, type II cytoskeletal 1 3848 NP_006112.3 22.51552795 1 6 12 53 644 65.999 8.12 0.59 0.57 0.89 0.69 Significant 0.022 GSYGSGGSSYGSGGGSYGSGGGGGGHGSYGSGSSSGGYR 2 119395750 1xTMT6plex [N-Term] 5.817292213 54.21 0 3541.471052 3 1181.159546 -1.967536819 -0.002322658 31.75493446GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR 8 119395750 1xTMT6plex [N-Term] 0.675 0.55 7.7242136 101.75 0 2613.114777 3 871.7098999 0.14128619 0.000123066 34.76447699SLVNLGGSK 2 119395750 2xTMT6plex [N-Term; K9] 0.532 4.083090305 56.42 0 1332.825121 2 666.9172974 1.648120618 0.001098328 49.50623398AQYEDIAQK 4 119395750 2xTMT6plex [N-Term; K9] 0.56 0.695 3.852577925 55.76 0 1523.846979 2 762.4266968 -0.565716456 -0.000431033 50.73536588YEELQITAGR 6 119395750 1xTMT6plex [N-Term] 0.21 0.186 0.202 3.774420261 44.97 0 1408.76336 2 704.8848267 -0.697916851 -0.0004916 47.08808655LALDIEIATYR 8 119395750 1xTMT6plex [N-Term] 3.505 2.008917332 16.81 0 1506.87291 2 753.9402466 0.203218241 0.000153112 85.16699517NKYEDEINK 12 119395750 3xTMT6plex [N-Term; K2; K9] 0.918 0.83 0.912 3.587960243 28.5 1 1840.041939 2 920.526123 1.646768851 0.001515062 36.94344344SISISVAR 2 119395750 1xTMT6plex [N-Term] 0.378 3.025356531 22.4 0 1061.651625 2 531.3290405 -0.772716109 -0.000410178 41.33976191AEAESLYQSK 1 119395750 2xTMT6plex [N-Term; K10] 1.44 1.949577808 0 1583.868108 2 792.4356689 -2.55516817 -0.002023525 50.2020458YEDEINKR 6 119395750 2xTMT6plex [N-Term; K7] 1.059 1.134 1.172 3.56978035 27.49 1 1524.842228 3 508.9517822 -0.940779502 -0.00047818 33.28155655YEDEINK 4 119395750 2xTMT6plex [N-Term; K7] 1.202 0.999 3.350680113 32.52 0 1368.741117 2 684.8745117 0.46013632 0.000314904 42.23766616IEISELNR 2 119395750 1xTMT6plex [N-Term] 0.894 2.538354635 17.82 0 1202.694218 2 601.8471069 -6.053536057 -0.003640276 47.9568696547132620 KRT2 keratin, type II cytoskeletal 2 epidermal 3849 NP_000414.2 14.55399061 1 2 11 324 639 65.393 8 0.86 1.1 0.71 0.89 Significant 0.016 NLDLDSIIAEVK 45 47132620 2xTMT6plex [N-Term; K12] 0.705 0.96 0.55 4.597734928 71.71 0 1788.051886 2 894.5292969 -0.318284947 -0.000284555 97.09807644LALDVEIATYR 151 47132620 1xTMT6plex [N-Term] 0.753 0.754 0.751 4.44096899 56.01 0 1492.85726 2 746.9325562 0.385451914 0.000287712 110.5595349GFSSGSAVVSGGSR 6 47132620 1xTMT6plex [N-Term] 0.964 1.1 0.755 5.464034081 68.65 0 1483.770236 2 742.3886108 -0.196169397 -0.000145535 34.46005222GGSISGGGYGSGGGK 4 47132620 2xTMT6plex [N-Term; K15] 0.69 0.604 5.336164951 90.81 0 1655.875319 2 828.4423218 1.236816966 0.001024007 39.4479817AQYEEIAQR 12 47132620 1xTMT6plex [N-Term] 0.495 0.423 0.431 3.645548105 42.75 0 1336.705845 2 668.8570557 0.740363431 0.000494824 43.93391917LLEGEECR 29 47132620 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.83 0.873 0.841 3.377986431 36.73 0 1234.629903 2 617.817688 -1.461112705 -0.000901967 39.11707538FASFIDK 41 47132620 2xTMT6plex [N-Term; K7] 0.677 0.84 0.69 3.288649321 38.52 0 1285.755645 2 643.3812866 -0.27093625 -0.000174179 75.39418814KLLEGEECR 24 47132620 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.579 0.555 0.552 3.393291712 31.56 1 1591.887798 2 796.4476318 0.118602501 9.44E-05 39.43144923YEDEINKR 6 47132620 2xTMT6plex [N-Term; K7] 1.059 1.134 1.172 3.56978035 27.49 1 1524.842228 3 508.9517822 -0.940779502 -0.00047818 33.28155655YEDEINK 4 47132620 2xTMT6plex [N-Term; K7] 1.202 0.999 3.350680113 32.52 0 1368.741117 2 684.8745117 0.46013632 0.000314904 42.23766616IEISELNR 2 47132620 1xTMT6plex [N-Term] 0.894 2.538354635 17.82 0 1202.694218 2 601.8471069 -6.053536057 -0.003640276 47.9568696520149568 NDUFV1 NADH dehydrogenase [ubiquinone] flavoprotein 1, mitochondrial isoform 1 precursor 4723 NP_009034.2 4.74137931 1 2 2 7 464 50.785 8.21 1.42 1.71 1.42 1.52 Significant 0.004 AAYIYIR 6 20149568 1xTMT6plex [N-Term] 1.39 1.714 1.424 2.77845335 31.4 0 1098.650897 2 549.8292847 0.360584002 0.000198078 53.00000381YLVVNADEGEPGTCK 1 20149568 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 100 1.337235212 0 2110.089077 2 1055.54541 -2.622096651 -0.002766429 50.3034525728827793 DHFRL1 dihydrofolate reductase, mitochondrial 200895 NP_789785.1 3.743315508 1 1 1 6 187 21.606 7.97 1.63 2.22 1.99 1.95 Significant 0.0077 SLDDALK 6 28827793 2xTMT6plex [N-Term; K7] 1.629 2.223 1.992 2.963023186 38.12 0 1219.729824 2 610.3689575 0.667606093 0.00040715 46.778871933636742 PLOD2 procollagen-lysine,2-oxoglutarate 5-dioxygenase 2 isoform 1 precursor 5352 NP_891988.1 12.79683377 1 7 7 30 758 87.043 6.71 1.46 1.73 1.45 1.54 Significant 0.0035 IFTENIVEQPCPDVFWFPIFSEK 2 33636742 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C11] 100 3.002804279 16.85 0 3300.70553 3 1100.906738 0.039986527 4.40E-05 116.2541264ACDELVEEMEHYGK 8 33636742 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.115 1.345 100 2.981454372 27.29 0 2168.040412 3 723.350769 -1.2259509 -0.00088597 77.46059706IVQQWNLQDNDDDQLFYTK 2 33636742 2xTMT6plex [N-Term; K19] 1.911482453 8.85 0 2841.445944 3 947.8188477 -1.391605305 -0.001318057 83.19428789DKLDPDMALCR 6 33636742 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C10] 1.25 1.733 1.467 3.256323814 17.76 1 1791.949747 3 597.987854 -0.411701434 -0.000245916 46.69603599LADKYPVVHIGK 6 33636742 3xTMT6plex [N-Term; K4; K12] 1.496 1.729 1.146 3.118700027 10.32 1 2027.262043 4 507.570343 -1.233737738 -0.000625277 54.45141131EFIAPVTLK 4 33636742 2xTMT6plex [N-Term; K9] 100 100 2.410449743 16.42 0 1475.923773 2 738.4658203 0.400538978 0.000295583 72.80781514LLVITVATK 2 33636742 2xTMT6plex [N-Term; K9] 100 1.507034779 6.95 0 1415.960158 2 708.484314 0.842502298 0.000596475 76.0917527706254 NOP58 nucleolar protein 58 51602 NP_057018.1 29.30056711 1 12 12 44 529 59.541 8.92 0.886 0.905 2.456 1.42 Non-Significant 0.11 EAHEPLAVADAK 2 7706254 2xTMT6plex [N-Term; K12] 0.821 5.428192616 43.65 0 1708.963406 3 570.3268433 1.504353544 0.000856962 38.86962472KIEQVDKEDEITEK 4 7706254 4xTMT6plex [N-Term; K1; K7; K14] 0.715 0.881 4.918598652 25.15 2 2620.521514 3 874.1793823 0.793743782 0.000693341 42.86883973LNLSCIHSPVVNELMR 6 7706254 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 100 0.01 3.540265083 22.85 0 2111.130281 3 704.3811035 -0.721667032 -0.000507844 82.8144305VAEEEETSVK 4 7706254 2xTMT6plex [N-Term; K10] 1.271 1.563 4.125188351 65.86 0 1578.862689 2 789.9354248 0.56017498 0.00044222 44.44831906TYDPSGDSTLPTCSK 2 7706254 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 1.948 2.660474539 36.41 0 2087.036707 2 1044.021729 -0.252122422 -0.000263094 49.10114173SQMDGLIPGVEPR 6 7706254 1xTMT6plex [N-Term] 0.01 100 2.977535963 33.5 0 1627.867507 2 814.4385986 1.482513543 0.001206668 63.05179194LIAHAGSLLNLAK 4 7706254 2xTMT6plex [N-Term; K13] 1.269 0.978 2.87630868 16.95 0 1779.12566 3 593.7123413 -1.792854934 -0.001063238 70.98669544VKVEEEEEEK 2 7706254 3xTMT6plex [N-Term; K2; K10] 0.846 2.915243626 24.38 1 1935.088949 3 645.7015381 0.574644289 0.000370663 44.4456809IISDNLTYCK 6 7706254 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 100 0.786 100 2.201221943 30.3 0 1684.934414 2 842.9702759 -0.675944522 -0.000569461 54.13001591MMAIAPNVTVMVGELVGAR 2 7706254 1xTMT6plex [N-Term] 1.201095104 2.49 0 2188.185353 2 1094.596436 0.110559076 0.000120962 104.2055657LQEVDSLWK 3 7706254 2xTMT6plex [N-Term; K9] 100 1.916269779 15.41 0 1575.914665 2 788.4604492 -0.661725234 -0.000521411 70.89648505LSELLPEEVEAEVK 3 7706254 2xTMT6plex [N-Term; K14] 1.371527672 5.35 0 2043.162559 2 1022.084717 -0.19664429 -0.000200888 96.14550452193083197 UBLCP1 ubiquitin-like domain-containing CTD phosphatase 1 134510 NP_659486.2 18.23899371 1 5 5 21 318 36.781 6.46 2.14 1.34 1.18 1.55 Significant 0.035 ELGVSTNANYK 6 193083197 2xTMT6plex [N-Term; K11] 2.17 1.633 1.165 3.886206388 28.56 0 1653.921206 3 551.9816284 5.51749616 0.003041835 42.72873032LLVLDVDYTLFDHR 6 193083197 1xTMT6plex [N-Term] 2.632 1.029 1.538 3.601837635 45.13 0 1948.074129 3 650.0287476 -1.252367239 -0.000813235 102.9009542LDDFLDLNHK 2 193083197 2xTMT6plex [N-Term; K10] 1.828 2.070535421 22.37 0 1687.941942 3 563.3192749 0.787643815 0.000443166 75.44100002TLTGVLPER 2 193083197 1xTMT6plex [N-Term] 1.105 2.655232668 27.44 0 1214.730603 2 607.8690796 0.229877873 0.00013962 56.8453455GLIDVKPLGVIWGK 5 193083197 3xTMT6plex [N-Term; K6; K14] 1.561081171 5.6 0 2182.393057 3 728.1367798 1.250322649 0.000909565 84.10822181385648268 SLC4A7 sodium bicarbonate cotransporter 3 isoform b 9497 NP_001245308.1 5.835543767 1 5 5 13 1131 127.278 6.76 1.93 2.09 1.35 1.79 Significant 0.015 ALSMNTENAK 2 385648268 2xTMT6plex [N-Term; K10] 1.353 4.426970959 46.88 0 1536.845599 2 768.9266357 0.257719042 0.000198037 43.66407684SIATLMTDEIFHDVAYK 2 385648268 2xTMT6plex [N-Term; K17] 0.661 2.238305569 17.8 0 2412.288504 3 804.7679443 0.321494635 0.000258513 105.1068615FEEDVEDGGDR 4 385648268 1xTMT6plex [N-Term] 2.181 1.929 3.808953762 36.28 0 1496.670247 2 748.8380127 -1.00121545 -0.000749245 47.45538223GPDEEAVVDLGK 4 385648268 2xTMT6plex [N-Term; K12] 100 1.912386775 28.59 0 1686.931437 2 843.9683838 -1.153474191 -0.000972916 49.46843433YSVDPSIVNISDEMAK 1 385648268 2xTMT6plex [N-Term; K16] 1.098311186 0 2226.172806 2 1113.589722 -0.287066944 -0.00031953 71.719735194504437 HMOX1 heme oxygenase 1 3162 NP_002124.1 4.513888889 1 1 1 12 288 32.798 8.25 3.03 3.05 3.23 3.1 Significant 0.00042 EVHTQAENAEFMR 6 4504437 1xTMT6plex [N-Term] 3.67 3.482 3.271 5.309963703 39.84 0 1790.869298 3 597.6279297 -0.034802931 -2.08E-05 36.18635158EVHTQAENAEFMR 6 4504437 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.037 1.481 2.893 3.176583767 16.51 0 1806.864213 3 597.6279297 -0.034802931 -2.08E-05 36.18635158124028529 SYMPK symplekin 8189 NP_004810.2 1.491365777 1 2 2 8 1274 141.059 6.13 2.54 2.45 2.81 2.6 Significant 0.0017 AVACSGAAQVR 6 124028529 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 2.548 2.445 2.814 3.890422821 60 0 1318.709885 2 659.8582764 -0.461675181 -0.000304408 33.86869417AALEQLLK 2 124028529 2xTMT6plex [N-Term; K8] 2.386 2.344355106 39.03 0 1343.866258 2 672.4370117 0.363739693 0.000244409 72.251591654757818 ATP6V1G1 V-type proton ATPase subunit G 1 9550 NP_004879.1 11.86440678 1 2 2 16 118 13.749 8.79 1.508 3.033 8.718 4.42 Non-Significant 0.18 GSCSTEVEK 10 4757818 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.956 1.419 0.876 3.47955513 55.38 0 1454.756115 2 727.8822021 0.695839574 0.000506138 27.38250934GSCSTEVEKETQEK 6 4757818 3xTMT6plex [N-Term; K9; K14]; 1xCarbamidomethyl [C3] 4.595 16.546 28.824 2.937583208 9 1 2299.205452 3 767.0727539 -0.758419065 -0.000581254 32.2155571828302131 HBG1 hemoglobin subunit gamma-1 3047 NP_000550.2 12.92517007 1 2 2 26 147 16.118 7.2 0.31 0.36 0.33 0.33 Significant 0.0019 LHVDPENFK 16 28302131 2xTMT6plex [N-Term; K9] 0.31 0.366 0.324 3.527098656 43.43 0 1556.883699 3 519.6323242 -0.82182359 -0.000426495 53.00821479LLVVYPWTQR 10 28302131 1xTMT6plex [N-Term] 0.37 0.233 0.392 3.267573833 29.01 0 1503.888501 2 752.4465942 -1.721559435 -0.001294517 82.95177065188528675 SLIT1 slit homolog 1 protein precursor 6585 NP_003052.2 0.586701434 1 1 1 6 1534 167.816 6.57 0.24 0.5 0.54 0.43 Significant 0.045 GLNVAEVQK 6 188528675 2xTMT6plex [N-Term; K9] 0.242 0.502 0.539 2.440283298 16.91 0 1415.862235 2 708.4356079 1.203507142 0.000852 46.20658747226371706 PARP9 poly [ADP-ribose] polymerase 9 isoform a 83666 NP_113646.2 8.899297424 1 7 7 21 854 96.281 7.91 0.35 0.35 0.32 0.34 Significant 0.00086 VSAGEIAVTGAGR 2 226371706 1xTMT6plex [N-Term] 0.371 4.345033646 67.32 0 1416.800808 2 708.9049072 1.220928952 0.000864907 46.97368463KEHDILSQLQK 4 226371706 3xTMT6plex [N-Term; K1; K11] 0.308 0.321 3.962651968 24.06 1 2026.226386 3 676.0801392 -0.257512948 -0.000173927 46.52373256EIHLVSNEDPTVAAFK 4 226371706 2xTMT6plex [N-Term; K16] 100 0.01 2.186769485 14.09 0 2228.232704 3 743.4164429 0.929617126 0.000690468 63.914948AFSSEMAK 2 226371706 2xTMT6plex [N-Term; K8] 0.366 3.809786797 38.69 0 1328.728444 2 664.8681641 0.457275527 0.000303798 45.93465691FVIFPTDLEIYK 6 226371706 2xTMT6plex [N-Term; K12] 0.49 0.01 0.01 1.715453744 9.82 0 1943.129408 2 972.0679932 -0.359524112 -0.000349301 96.57468536ENIIFLK 2 226371706 2xTMT6plex [N-Term; K7] 0.01 2.09940815 22.01 0 1334.844794 2 667.9258423 -0.289441656 -0.00019318 73.17423542TELEIEGAR 1 226371706 1xTMT6plex [N-Term] 0.373 2.33196187 9.63 0 1246.684047 2 623.8455811 -0.129552171 -8.08E-05 40.29750873153082755 IFIT2 interferon-induced protein with tetratricopeptide repeats 2 3433 NP_001538.4 22.24576271 1 10 10 27 472 54.597 6.76 0.57 0.36 0.33 0.42 Significant 0.031 KAEELIQQEHADQAEIR 4 153082755 2xTMT6plex [N-Term; K1] 0.537 0.388 5.909845829 39.03 1 2466.335271 4 617.3393555 0.129996519 8.02E-05 54.03890247GQNEAALECLR 2 153082755 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.383 3.948349953 51.45 0 1489.763043 2 745.3848267 -0.446983626 -0.00033295 47.67030504MREEGEEEGEGEK 2 153082755 2xTMT6plex [N-Term; K13] 0.368 3.426510096 11.45 1 1966.942806 3 656.3199463 1.26068088 0.000826562 18.79193262EEGEEEGEGEK 2 153082755 2xTMT6plex [N-Term; K11] 100 2.623484135 23.94 0 1679.80121 2 840.4051514 1.080910267 0.000907857 27.71309835LVEEALEK 4 153082755 2xTMT6plex [N-Term; K8] 0.427 3.157428741 43.2 0 1388.840103 2 694.9245605 1.254070751 0.000870852 63.56786654APGVTDVLR 2 153082755 1xTMT6plex [N-Term] 0.29 2.764544249 35.82 0 1156.688739 2 578.8475342 -0.818543998 -0.0004734 42.99962849LNPDNQYLK 3 153082755 2xTMT6plex [N-Term; K9] 0.803 0.571 3.218377829 17.72 0 1562.894264 2 781.9498901 -1.126049665 -0.000879948 45.85838298VFQVMNLR 4 153082755 1xTMT6plex [N-Term] 0.01 1.810385108 28.24 0 1235.713179 2 618.3602905 0.101354173 6.26E-05 78.60618436LSDVQIYVDK 2 153082755 2xTMT6plex [N-Term; K10] 0.803 1.53896904 10.58 0 1637.951444 2 819.4794312 0.086488942 7.08E-05 69.05356885ALEYIPNNAYLHCQIGCCYR 2 153082755 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C13; C17; C18] 1.051918626 1.09 0 2744.294463 3 915.4373779 1.136094944 0.00103926 69.72230794240255483 SULF2 extracellular sulfatase Sulf-2 isoform a precursor 55959 NP_001155313.1 1.034482759 1 1 1 6 870 100.39 9.17 1.89 1.67 1.99 1.85 Significant 0.0026 SVAIEVDGR 6 240255483 1xTMT6plex [N-Term] 1.885 1.667 1.991 3.744044065 55.34 0 1174.662918 2 587.835083 -0.024078716 -1.41E-05 39.373510124557871 TF serotransferrin precursor 7018 NP_001054.1 27.93696275 1 16 16 73 698 77 7.12 5.55 4.37 6.37 5.43 Significant 0.011 KPVDEYKDCHLAQVPSHTVVAR 12 4557871 3xTMT6plex [N-Term; K1; K7]; 1xCarbamidomethyl [C9] 5.281 7.054 6.311 6.88876915 23.46 1 3236.781712 5 648.1625977 0.670237119 0.000433882 44.09848962KPVEEYANCHLAR 7 4557871 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C9] 8.56 8.355 4.539106846 60.81 0 2045.10025 4 512.0299683 -1.079308031 -0.000551823 45.31084323EDPQTFYYAVAVVK 2 4557871 2xTMT6plex [N-Term; K14] 100 2.889977694 36.82 0 2088.141764 2 1044.57251 -1.925582266 -0.002010444 85.85537151DSGFQMNQLR 2 4557871 1xTMT6plex [N-Term] 2.145 3.26022768 39.13 0 1424.715364 2 712.861084 -0.331667126 -0.000236266 52.96420632EDLIWELLNQAQEHFGK 3 4557871 2xTMT6plex [N-Term; K17] 100 2.393669367 19.02 0 2528.354944 3 843.4554443 -1.251597287 -0.001054827 111.6795079ADRDQYELLCLDNTR 6 4557871 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.617 100 4.774323463 24.81 1 2111.038883 3 704.3516846 0.766300872 0.00053923 62.44342323SVIPSDGPSVACVK 4 4557871 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 4.455 6.82 3.471910715 36.07 0 1874.045755 2 937.5272827 0.818282949 0.00076675 61.39980633EFQLFSSPHGK 6 4557871 2xTMT6plex [N-Term; K11] 100 100 100 2.839578629 28.6 0 1734.957926 3 578.9909058 0.136974593 7.92E-05 54.49739947FDEFFSEGCAPGSK 4 4557871 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 100 100 2.460909367 21.31 0 2035.983549 2 1018.493713 -1.669361321 -0.001699396 82.42527597SASDLTWDNLK 2 4557871 2xTMT6plex [N-Term; K11] 100 2.020701885 27.82 0 1707.931771 2 854.4664307 -3.622189118 -0.003093226 63.14938807ASYLDCIR 6 4557871 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 2.828 5.57 2.982764482 32.94 0 1226.640074 2 613.8226929 -1.601910661 -0.000982484 46.71395103DSAHGFLK 4 4557871 2xTMT6plex [N-Term; K8] 6.722 5.445 3.062274456 21.62 0 1332.767607 3 444.9269409 -1.003255246 -0.000445702 44.71915337YLGEEYVK 2 4557871 2xTMT6plex [N-Term; K8] 100 2.96676898 32.24 0 1458.824453 2 729.9154663 -0.546133437 -0.000398356 50.47105972DYELLCLDGTR 2 4557871 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 2.017580032 8.5 0 1583.793674 2 792.401001 0.6638195 0.000525677 76.73274184GDVAFVK 10 4557871 2xTMT6plex [N-Term; K7] 1.75 3.030616999 40.57 0 1193.72943 2 597.3685303 0.29627055 0.000176833 45.47780087NLNEKDYELLCLDGTR 1 4557871 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C11] 100 1.866053104 1 2411.264081 3 804.4258423 -0.459109618 -0.000369012 69.843798774758412 GALNT2 polypeptide N-acetylgalactosaminyltransferase 2 precursor 2590 NP_004472.1 27.49562172 1 9 9 42 571 64.691 8.35 2.31 1.76 1.7 1.92 Significant 0.01 EIILVDDYSNDPEDGALLGK 8 4758412 2xTMT6plex [N-Term; K20] 1.846 100 1.751 4.092479706 50.18 0 2634.391449 3 878.8029175 1.044055699 0.000916817 86.01337728VLTFLDSHCECNEHWLEPLLER 6 4758412 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C11] 1.947 3.828424215 24.19 0 3026.470178 4 757.3726196 -0.505332709 -0.000382344 93.96764051VPDHQDIAFGALQQGTNCLDTLGHFADGVVGVYECHNAGGNQEWALTK 2 4758412 2xTMT6plex [N-Term; K48]; 2xCarbamidomethyl [C18; C35] 100 2.507444382 1.5 0 5668.737808 5 1134.553833 0.396977094 0.000450072 102.7686245HVGSNLCLDSR 6 4758412 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.713 1.695 4.62042141 55.92 0 1486.763377 3 496.258728 -1.174455865 -0.000582046 34.50410264WYLENVYPELR 4 4758412 1xTMT6plex [N-Term] 1.685 3.564915419 38.86 0 1710.905273 2 855.9552002 -1.256217634 -0.001074635 88.68612208GGFDWNLVFK 2 4758412 2xTMT6plex [N-Term; K10] 1.592 2.788553715 44.97 0 1640.920084 2 820.9623413 -1.632262801 -0.001339206 96.34816473VDLPATSVVITFHNEAR 2 4758412 1xTMT6plex [N-Term] 100 2.724119663 27.77 0 2098.149419 3 700.0561523 2.13738412 0.00149485 70.60094628AAEVWMDEYK 6 4758412 2xTMT6plex [N-Term; K10] 100 1.401 1.966 2.495323896 33.44 0 1699.876565 2 850.4436035 1.980068036 0.001682936 68.73745466GADAAQAK 6 4758412 2xTMT6plex [N-Term; K8] 0.992 1.76 2.591285944 38.91 0 1189.694107 2 595.350769 0.129550896 7.71E-05 29.1166650817402893 PSAT1 phosphoserine aminotransferase isoform 1 29968 NP_478059.1 44.05405405 1 11 11 57 370 40.397 7.66 1.52 1.89 2.74 2.05 Significant 0.03 GAVLVCDMSSNFLSKPVDVSK 6 17402893 3xTMT6plex [N-Term; K15; K21]; 1xCarbamidomethyl [C6] 100 100 100 2.945443153 32.89 0 2940.614161 3 980.8691406 -7.240921056 -0.007097585 76.77292397ASLYNAVTIEDVQK 4 17402893 2xTMT6plex [N-Term; K14] 0.427 0.567 3.288229942 38.4 0 2009.131927 2 1005.06958 -0.021817258 -2.19E-05 72.82341682GVGISVLEMSHR 6 17402893 1xTMT6plex [N-Term] 1.702 2.189 2.757 4.182737827 60.31 0 1513.835813 3 505.2811584 -4.552170151 -0.002297079 49.76886122ALELNMLSLK 6 17402893 2xTMT6plex [N-Term; K10] 1.015 100 2.739343882 41.47 0 1589.970071 2 795.4889526 0.350706877 0.000278807 95.07442882ECPSVLEYK 6 17402893 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.95 2.533 2.441 3.858337402 48.18 0 1582.855101 2 791.930542 -0.817380962 -0.000646898 54.15282073DDLLGFALR 8 17402893 1xTMT6plex [N-Term] 1.147 100 100 2.715025425 57.01 0 1248.714953 2 624.8595581 -2.49349866 -0.001556835 75.31890147LPHSVLLEIQK 4 17402893 2xTMT6plex [N-Term; K11] 1.306 0.403 2.77683568 15.64 0 1735.088212 2 868.0464478 -1.494668783 -0.001296691 59.72875015SQTIYEIIDNSQGFYVCPVEPQNR 4 17402893 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 2.221243143 6.76 0 3086.509066 3 1029.508667 0.771812592 0.000794069 95.84064691ELLAVPDNYK 6 17402893 2xTMT6plex [N-Term; K10] 1.548 1.711 3.75050807 42.91 0 1619.940879 2 810.4735107 -0.700331499 -0.000567248 69.85877222IPDPSTWNLNPDASYVYYCANETVHGVEFDFIPDVK 5 17402893 2xTMT6plex [N-Term; K36]; 1xCarbamidomethyl [C19] 100 2.493449926 14.95 0 4631.248102 4 1158.569702 1.916754092 0.002219241 108.5291454FLEMHQL 2 17402893 1xTMT6plex [N-Term] 1.034 1.375665784 26 0 1146.617882 2 573.812439 -0.24467638 -0.000140275 63.0330627123308577 PHGDH D-3-phosphoglycerate dehydrogenase 26227 NP_006614.2 18.94934334 1 10 10 44 533 56.614 6.71 1.75 2.11 1.82 1.89 Significant 0.0034 GTIQVITQGTSLK 6 23308577 2xTMT6plex [N-Term; K13] 1.47 100 1.336 3.4560256 47.89 0 1804.09442 2 902.5507813 -0.074208976 -6.69E-05 54.31619689KILQDGGLQVVEK 2 23308577 3xTMT6plex [N-Term; K1; K13] 1.038 4.156117439 32.74 1 2114.315201 3 705.4436035 0.499607095 0.000352109 87.86533437AGTGVDNVDLEAATR 4 23308577 1xTMT6plex [N-Term] 6.009 100 4.658825397 84.2 0 1717.891808 2 859.4494629 -0.092269344 -7.93E-05 53.4000299GGIVDEGALLR 4 23308577 1xTMT6plex [N-Term] 1.785 100 4.481899738 75.69 0 1328.773531 2 664.8900146 -0.585519735 -0.000389012 64.91616822ALVDHENVISCPHLGASTK 4 23308577 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C11] 1.98 1.734 5.100189209 54.31 0 2506.348813 4 627.3414917 -1.865818955 -0.001169098 44.78076247ILQDGGLQVVEK 6 23308577 2xTMT6plex [N-Term; K12] 100 100 100 3.003665209 50.05 0 1757.057306 2 879.0335083 1.385254513 0.001216986 68.35152668VLISDSLDPCCR 4 23308577 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C11] 3.094 1.894 2.883440256 43.04 0 1663.834493 2 832.4215088 0.749911202 0.000623864 65.14779004KVLISDSLDPCCR 4 23308577 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C11; C12] 1.128 1.28 3.643768549 14.63 1 2021.092388 3 674.3686523 -0.487067665 -0.000328136 62.92467865TLGILGLGR 4 23308577 1xTMT6plex [N-Term] 100 5.958 2.965748787 37.35 0 1128.730209 2 564.8683472 -0.701446684 -0.000395872 78.23960613DLPLLLFR 6 23308577 1xTMT6plex [N-Term] 100 1.45 5.15 2.59215951 32.68 0 1215.766261 2 608.3855591 -1.989745904 -0.001209533 88.8125939733356547 MCM2 DNA replication licensing factor MCM2 4171 NP_004517.2 18.14159292 1 12 12 50 904 101.832 5.52 1.47 3.463 3.877 2.94 Non-Significant 0.058 AIPELDAYEAEGLALDDEDVEELTASQR 10 33356547 1xTMT6plex [N-Term] 1.956 100 100 4.289848328 50.41 0 3291.595357 3 1097.870483 0.467975296 0.000513462 96.28209692ATEDGEEDEEMIESIENLEDLK 7 33356547 2xTMT6plex [N-Term; K22] 100 100 100 2.859899998 30.14 0 2996.418193 3 999.4789429 1.362394372 0.001360768 103.1901084QLVAEQVTYQR 4 33356547 1xTMT6plex [N-Term] 4.262 3.371 4.231797695 38.15 0 1563.869222 2 782.4318848 -8.139413815 -0.006364489 43.27078208VMLESFIDTQK 2 33356547 2xTMT6plex [N-Term; K11] 2.678 3.105551243 40.72 0 1768.991929 2 884.9974365 -2.44894454 -0.002166082 88.37972084DTVDPVQDEMLAR 6 33356547 1xTMT6plex [N-Term] 3.884 100 3.008696556 31.46 0 1717.862816 2 859.4347534 -0.340861946 -0.000292777 49.08957496GVCLIDEFDK 3 33356547 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 100 100 1.804781079 24.25 0 1653.892215 2 827.449707 -0.04683951 -3.87E-05 66.9234206EWVSMAGPR 2 33356547 1xTMT6plex [N-Term] 100 2.55426383 30.72 0 1261.656058 2 631.3317261 0.092987654 5.87E-05 55.98892905LNQMDQDK 6 33356547 2xTMT6plex [N-Term; K8] 3.158 3.897 3.487321138 29.83 0 1449.777185 2 725.3914185 -1.120603879 -0.000812313 35.39845168AGIVTSLQAR 3 33356547 1xTMT6plex [N-Term] 2.211 2.437154293 18.14 0 1244.752401 2 622.8793335 -0.812215997 -0.000505504 43.81473902QLHLNQLIR 2 33356547 1xTMT6plex [N-Term] 1.274 2.574602842 17.78 0 1363.837134 3 455.2839355 0.087503575 3.98E-05 50.07762901ESLVVNYEDLAAR 3 33356547 1xTMT6plex [N-Term] 1.369993567 13.11 0 1707.911481 2 854.458374 -1.176350852 -0.001004552 60.65839656YDPSLTFSENVDLTEPIISR 2 33356547 1xTMT6plex [N-Term] 0.962380767 3.52 0 2525.297265 2 1263.150391 -1.489072218 -0.001880175 90.3854787367089147 FDFT1 squalene synthase isoform 1 2222 NP_004453.3 32.13429257 1 11 11 56 417 48.084 6.54 4.93 4.91 5.01 4.95 Significant 0.000038 MDQDSLSSSLK 6 67089147 2xTMT6plex [N-Term; K11] 0.338 2.333 2.046 3.567463636 44.13 0 1668.887857 2 834.9473877 -0.214909212 -0.00017933 47.95553187TQNLPNCQLISR 2 67089147 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 2.609 2.707253218 20.16 0 1672.900205 2 836.953125 -0.736045101 -0.000615665 53.03842415SFAAVIQALDGEMR 8 67089147 1xTMT6plex [N-Term] 100 2.691 3.156714916 44.71 0 1736.920271 2 868.9637451 -0.033107809 -2.88E-05 104.3485296HVTSEQEWDK 8 67089147 2xTMT6plex [N-Term; K10] 5.538 5.04 5.212 3.85239315 37.85 0 1716.89572 2 858.9516602 0.188527757 0.000161841 38.6793845LFSASEFEDPLVGEDTER 6 67089147 1xTMT6plex [N-Term] 100 100 2.283334494 18.62 0 2270.102588 2 1135.553955 -0.860971553 -0.000977247 96.21187832QVLEDFPTISLEFR 7 67089147 1xTMT6plex [N-Term] 100 2.146636009 21.13 0 1923.042495 2 962.0224609 -2.521725346 -0.002424692 95.49283166YQTVIADICR 6 67089147 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 100 100 2.275898695 29.47 0 1467.782715 2 734.3951416 0.198342113 0.000145562 63.00508131DYLEDQQGGR 2 67089147 1xTMT6plex [N-Term] 2.733 2.905443668 42.98 0 1409.685838 2 705.3457642 -1.12516537 -0.000793065 37.26481911IPDSDPSSSK 4 67089147 2xTMT6plex [N-Term; K10] 4.515 4.271 3.407083035 43.65 0 1490.810259 2 745.9041748 -6.161830836 -0.00459306 36.94713226ALDTLEDDMTISVEK 2 67089147 2xTMT6plex [N-Term; K15] 1.699306011 9.97 0 2138.130272 2 1069.567505 -1.187548957 -0.001269567 80.37550351EFWPQEVWSR 5 67089147 1xTMT6plex [N-Term] 100 1.686380744 5.34 0 1592.805893 2 796.9067383 0.192441842 0.000153261 87.779717184505415 NQO1 NAD(P)H dehydrogenase [quinone] 1 isoform a 1728 NP_000894.1 33.94160584 1 8 8 46 274 30.848 8.88 2.88 2.95 3.31 3.04 Significant 0.0019 LKDPANFQYPAESVLAYK 12 4505415 3xTMT6plex [N-Term; K2; K18] 3.562 100 8.124 3.590634584 26.15 1 2741.548114 3 914.5216675 0.85186592 0.000778477 78.38761278EGHLSPDIVAEQK 6 4505415 2xTMT6plex [N-Term; K13] 4.269 3.805 2.578 4.975418568 40.33 0 1881.048198 3 627.6873779 -0.328152643 -0.000205757 42.41279786ALIVLAHSER 8 4505415 1xTMT6plex [N-Term] 2.665 2.678 3.665201664 54.64 0 1337.810251 2 669.4092407 0.713281508 0.000477118 44.74316099EAAAAALK 6 4505415 2xTMT6plex [N-Term; K8] 3.535 3.479 3.689 3.488672972 50.59 0 1202.750894 2 601.878479 -1.008157378 -0.000606281 38.01781543IQILEGWK 6 4505415 2xTMT6plex [N-Term; K8] 4.139 5.213 100 3.278888464 37.27 0 1444.892807 2 722.9491577 -1.223814185 -0.00088414 82.14887433TSFNYAMK 4 4505415 2xTMT6plex [N-Term; K8] 3.324 2.935 3.800091505 44.52 0 1419.770643 2 710.3890381 0.110223349 7.82E-05 59.91778589KEVQDEEK 2 4505415 3xTMT6plex [N-Term; K1; K8] 2.962 2.938932657 20.15 1 1691.978277 3 564.6639404 -0.596030665 -0.000336157 32.9572726TSFNYAMK 1 4505415 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.564 1.28427577 12.27 0 1435.765558 2 710.3890381 0.110223349 7.82E-05 59.91778589GWEVVESDLYAMNFNPIISR 1 4505415 1xTMT6plex [N-Term] 0.830404818 0 2569.295825 2 1285.150146 -1.093268911 -0.001404466 115.208605138679960 ACACA acetyl-CoA carboxylase 1 isoform 1 31 NP_942131.1 3.902643726 1 9 9 35 2383 269.827 6.52 2.42 2.84 2.05 2.44 Significant 0.0087 VEVGTEVTDYR 2 38679960 1xTMT6plex [N-Term] 2.724 4.022089005 44.81 0 1496.779404 2 748.8927612 -0.773647112 -0.00057899 59.15416711VSALNSVHCEHVEDEGESR 6 38679960 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.731 2.905 2.121 5.606604576 59.27 0 2383.114567 4 596.5336304 -0.786838221 -0.000468781 34.42911917GVISDILDWK 4 38679960 2xTMT6plex [N-Term; K10] 4.877 3.694 2.985850573 41.45 0 1603.945965 2 802.475708 -1.138046053 -0.000912682 102.213515IYVSANSGAR 6 38679960 1xTMT6plex [N-Term] 2.695 2.903 2 3.340305805 51.3 0 1266.700366 2 633.854126 0.48119756 0.000304767 34.96293827LLLEDLVK 4 38679960 2xTMT6plex [N-Term; K8] 1.839 1.88 3.464728117 30.3 0 1400.912874 2 700.9589233 -1.64446366 -0.001151875 96.54519388AVVMDLLR 2 38679960 1xTMT6plex [N-Term] 100 2.170154333 16.5 0 1145.691381 2 573.3494263 0.17001879 9.74E-05 83.4966459DLAEWLEK 4 38679960 2xTMT6plex [N-Term; K8] 100 1.827567577 10.29 0 1461.835352 2 731.4182129 -4.243007766 -0.003101289 78.03267545IIEFVPTK 6 38679960 2xTMT6plex [N-Term; K8] 100 100 1.447306871 6.2 0 1404.886659 2 702.9460449 -1.313889799 -0.000922933 68.33862485ILNVPQELYEK 1 38679960 2xTMT6plex [N-Term; K11] 100 1.323879242 0 1804.062057 2 902.5336914 -1.081363855 -0.000975424 72.71784749
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Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms21361337 EIF5 eukaryotic translation initiation factor 5 1983 NP_001960.2 23.20185615 1 8 8 30 431 49.192 5.58 1.75 1.8 1.6 1.71 Significant 0.0012 EMYDADLLEEEVIISWSEK 2 21361337 2xTMT6plex [N-Term; K19] 1.628 3.690410376 30.78 0 2757.394485 3 919.802002 -1.099799336 -0.00101086 107.3832351TVIVNMVDVAK 4 21361337 2xTMT6plex [N-Term; K11] 1.572 3.295612335 37.08 0 1646.991535 2 823.9989014 -0.612398791 -0.000504308 72.35849601FVLCPECENPETDLHVNPK 4 21361337 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C4; C7] 1.828712106 10.02 0 2756.378793 3 919.4644775 0.031326314 2.88E-05 62.442939LQDMLDGFIK 6 21361337 2xTMT6plex [N-Term; K10] 100 100 1.844712853 22.19 0 1637.933686 2 819.4710693 0.718302509 0.000588266 98.74941642EIVAEAER 4 21361337 1xTMT6plex [N-Term] 1.723 1.786 3.296902418 46.97 0 1145.636369 2 573.3223267 0.879956625 0.000504055 34.85197055SVSDQFYR 2 21361337 1xTMT6plex [N-Term] 1.542 3.703877926 38.27 0 1230.631618 2 615.819458 0.017743429 1.09E-05 43.55282495VLTLSDDLER 6 21361337 1xTMT6plex [N-Term] 100 100 100 2.655123949 19.57 0 1389.778676 2 695.3917847 -1.714570891 -0.001191437 56.89273664AMGPLVLTEVLFNEK 2 21361337 2xTMT6plex [N-Term; K15] 1.812752247 6.14 0 2119.223719 2 1060.114868 -0.594360031 -0.000629791 110.910493223510448 MCM5 DNA replication licensing factor MCM5 4174 NP_006730.2 12.94277929 1 6 6 25 734 82.233 8.37 1.38 2.26 2.48 2.04 Significant 0.026 GSSAAGLTASVMR 8 23510448 1xTMT6plex [N-Term] 3.455 1.807 3.161 5.394622326 86.29 0 1436.772879 2 718.8909302 1.186695258 0.000852506 44.4303951LFQVSTLDAALSGTLSGVEGFTSQEDQEMLSR 2 23510448 1xTMT6plex [N-Term] 100 4.805411816 25.59 0 3645.815537 3 1215.947021 3.010147665 0.003658148 111.7408563SFAGAVSPQEEEEFRR 5 23510448 1xTMT6plex [N-Term] 0.884 1.496 1.473 4.299563885 17.39 1 2068.029698 3 690.0143433 -0.590646665 -0.000407158 44.93183625LSAEAAEK 4 23510448 2xTMT6plex [N-Term; K8] 2.427 2.836 3.41925168 48.53 0 1276.751288 2 638.8792114 -0.110889598 -7.08E-05 40.76003258LAALPNVYEVISK 5 23510448 2xTMT6plex [N-Term; K13] 100 1.40307796 5.51 0 1875.135556 2 938.0713501 -0.070786716 -6.64E-05 85.42853176SIAPSIFGGTDMK 1 23510448 2xTMT6plex [N-Term; K13] 0.806063235 0 1781.987178 2 891.4971924 -0.038953353 -3.47E-05 79.3741955213129100 DCTPP1 dCTP pyrophosphatase 1 79077 NP_077001.1 43.52941176 1 6 6 26 170 18.669 5.03 0.736 2.953 1.881 1.86 Non-Significant 0.1 AALQEELSDVLIYLVALAAR 7 13129100 1xTMT6plex [N-Term] 100 0.932 3.729952812 30.5 0 2387.374728 3 796.4630737 -0.024972449 -1.99E-05 113.5569512LHAEFAAER 4 13129100 1xTMT6plex [N-Term] 1.989 2.093 3.349271774 52.3 0 1272.689801 2 636.8477783 -1.195200412 -0.00076056 35.78674084VDLPLAVLSK 6 13129100 2xTMT6plex [N-Term; K10] 2.803 3.337 1.999 3.355568409 55.06 0 1512.976537 2 756.9909668 -1.242369729 -0.000939838 83.14749785TDGEPGPQGWSPR 3 13129100 1xTMT6plex [N-Term] 3.102749825 35.05 0 1612.7917 2 806.8991699 -0.394716968 -0.000318298 44.98758505DWEQFHQPR 4 13129100 1xTMT6plex [N-Term] 0.726 3.644916773 23.09 0 1471.727977 3 491.2479248 0.845043433 0.000414558 42.56259565GDTGGEDTAAPGR 2 13129100 1xTMT6plex [N-Term] 1.815618277 20.33 0 1432.686566 2 716.8469238 0.00347337 2.49E-06 18.2779166640018633 IDI1 isopentenyl-diphosphate Delta-isomerase 1 isoform a 3422 NP_004499.2 26.05633803 1 5 5 27 284 32.465 7.88 1.38 1.86 1.92 1.72 Significant 0.0097 KNVTLNPDPNEIK 6 40018633 3xTMT6plex [N-Term; K1; K13] 2.051 1.992 1.933 5.703281403 35.58 1 2169.284629 3 723.765625 -1.063636357 -0.00076911 40.53211443AQSDGIWGEHEIDYILLVR 10 40018633 1xTMT6plex [N-Term] 100 3.226115704 14.23 0 2443.28189 3 815.0985718 -0.297844457 -0.000242573 86.91187087NCHLNENIEK 6 40018633 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.111 1.463 1.899 4.330788136 24.95 0 1728.910325 3 576.9694214 -9.609306861 -0.005537877 35.52255996AFSVFLFNTENK 2 40018633 2xTMT6plex [N-Term; K12] 100 2.206989527 28.15 0 1875.041656 2 938.0239868 -0.511421805 -0.000479469 99.93534804AELGIPLEEVPPEEINYLTR 3 40018633 1xTMT6plex [N-Term] 100 1.347972274 3.94 0 2511.354386 2 1256.178345 -1.980256909 -0.002486563 89.371430754507813 UGDH UDP-glucose 6-dehydrogenase isoform 1 7358 NP_003350.1 13.76518219 1 5 5 13 494 54.989 7.12 1.88 2.43 2.52 2.27 Significant 0.0076 EQIVVDLSHPGVSEDDQVSR 2 4507813 1xTMT6plex [N-Term] 100 2.336812258 27.14 0 2438.236062 3 813.4172974 0.523792533 0.00042571 51.84340901VLIGGDETPEGQR 2 4507813 1xTMT6plex [N-Term] 1.707 3.674731255 39.24 0 1599.853966 2 800.4324951 2.342666553 0.001873962 45.26694225ESSSIYISK 6 4507813 2xTMT6plex [N-Term; K9] 2.169 2.412 2.517 3.671332598 46.02 0 1471.840831 2 736.4238892 -0.223733219 -0.00016465 41.98469046DVLNLVYLCEALNLPEVAR 2 4507813 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 3.435233355 40.43 0 2430.326397 3 810.7870483 8.309291111 0.00673143 110.8525077YIEACAR 1 4507813 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.878 2.483547449 28.67 0 1111.576746 2 556.2923584 0.624839336 0.000347278 41.8896522419923206 GLUL glutamine synthetase 2752 NP_002056.2 14.20911528 1 4 4 20 373 42.037 6.89 1.77 1.36 1.55 1.56 Significant 0.0057 LTGFHETSNINDFSAGVANR 6 19923206 1xTMT6plex [N-Term] 2.19 1.387 5.186774731 48.24 0 2379.189052 3 793.7349243 0.490780343 0.00038922 65.3934669RPSANCDPFSVTEALIR 4 19923206 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 3.601286411 15.49 0 2162.122553 3 721.3783569 -0.941338508 -0.00067843 63.7230371ACLYAGVK 8 19923206 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.491 1.35 1.527 3.736909389 39.16 0 1339.780814 2 670.3939209 -0.185846164 -0.000124497 48.71019208LVLCEVFK 2 19923206 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 100 1.827521682 19.72 0 1465.885279 2 733.4455566 -0.984066605 -0.000721264 77.2217443422907049 ALDH3A1 aldehyde dehydrogenase, dimeric NADP-preferring 218 NP_000682.3 4.635761589 1 2 2 10 453 50.363 6.54 1.963 4.875 10.674 5.84 Non-Significant 0.15 VAYGGTGDAATR 6 22907049 1xTMT6plex [N-Term] 2.551 9.931 10.674 4.007722378 70.85 0 1367.711659 2 684.3577271 -2.545279493 -0.001740604 29.97990584IQQLEALQR 4 22907049 1xTMT6plex [N-Term] 1.16 1.338 3.24824667 32.15 0 1327.789515 2 664.397644 -1.132456647 -0.000751832 63.56740114297374823 INS insulin preproprotein 3630 NP_001172027.1 25.45454545 1 2 2 83 110 11.973 5.3 7.56 8.68 10.24 8.83 Significant 0.0077 GIVEQCCTSICSLYQLENYCN 61 297374823 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C6; C7; C11; C20] 100 100 100 2.485904217 30.66 0 2840.256088 3 947.4226074 -0.992542323 -0.000939691 85.22397177GFFYTPK 22 297374823 2xTMT6plex [N-Term; K7] 6.697 6.968 7.185 2.665607691 25.02 0 1317.76073 2 659.3840942 0.137715868 9.07E-05 62.2654975334222121 NUP37 nucleoporin Nup37 79023 NP_076962.2 4.601226994 1 1 1 6 326 36.684 5.92 2.49 3.09 2.17 2.58 Significant 0.011 EGQEIASVSDDHTCR 6 34222121 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 2.49 3.092 2.165 5.270107269 66.31 0 1932.891884 3 644.9686279 -0.286457273 -0.000184564 30.87211564333440449 CLASP2 CLIP-associating protein 2 isoform 1 23122 NP_055912.2 1.188118812 1 1 1 6 1515 165.752 8.31 2.31 2.45 2.63 2.46 Significant 0.0014 AQTGSGGADPTTDVSGQS 6 333440449 1xTMT6plex [N-Term] 2.314 2.447 2.632 3.834070683 68.52 0 1864.872194 2 932.9400024 0.28632676 0.000266981 27.94616533157266317 ATR serine/threonine-protein kinase ATR 545 NP_001175.2 0.378214826 1 1 1 6 2644 301.172 7.43 2.22 2.47 2.21 2.3 Significant 0.0014 EAYTHAQISR 6 157266317 1xTMT6plex [N-Term] 2.22 2.469 2.211 4.331077576 49.98 0 1404.743293 3 468.9198608 1.235876718 0.000578697 26.1215883521614544 S100A8 protein S100-A8 isoform d 6279 NP_002955.2 63.44086022 1 6 6 53 93 10.828 7.03 0.072 0.039 0.033 0.05 Non-Significant 0.06 KLLETECPQYIR 6 21614544 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 0.042 0.04 0.035 5.050275326 39.57 1 2008.130154 3 670.0481567 -0.117843535 -7.89E-05 47.33119909ALNSIIDVYHK 14 21614544 2xTMT6plex [N-Term; K11] 0.101 0.037 0.041 4.064512253 62.22 0 1731.020527 3 577.6782227 -0.237958617 -0.000137304 72.69919898ELDINTDGAVNFQEFLILVIK 9 21614544 2xTMT6plex [N-Term; K21] 0.13 4.564929962 23.35 0 2849.606467 3 950.5397339 -0.63829159 -0.000606293 114.2084779LLETECPQYIR 12 21614544 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.042 0.027 0.025 3.621240377 38.69 0 1650.872259 2 825.9403687 0.728120956 0.000601017 59.1562186GNFHAVYR 6 21614544 1xTMT6plex [N-Term] 0.037 0.035 0.034 3.065960646 37.1 0 1192.642457 2 596.8251343 0.448445118 0.000267417 34.56883561MLTELEK 6 21614544 2xTMT6plex [N-Term; K7] 0.034 0.01 0.01 3.454520464 36.5 0 1321.780145 2 661.3938599 0.225443364 0.000148993 54.459271864506773 S100A9 protein S100-A9 6280 NP_002956.1 70.1754386 1 7 7 64 114 13.234 6.13 0.035 0.036 0.037 0.04 Non-Significant 1 LGHPDTLNQGEFK 12 4506773 2xTMT6plex [N-Term; K13] 0.032 0.032 0.032 4.525735855 43.35 0 1914.048532 3 638.6876221 -0.114531611 -7.31E-05 46.6744597NIETIINTFHQYSVK 12 4506773 2xTMT6plex [N-Term; K15] 0.289 0.01 0.01 3.689754248 32.37 0 2265.264338 3 755.7599487 0.421359834 0.000318164 92.50457593VIEHIMEDLDTNADK 13 4506773 2xTMT6plex [N-Term; K15] 0.029 0.046 0.01 4.786539078 50 0 2201.152405 3 734.3885498 -0.594482206 -0.000436182 91.64900579MHEGDEGPGHHHKPGLGEGTP 8 4506773 2xTMT6plex [N-Term; K13] 0.01 0.034 0.03 4.690697193 13.49 0 2634.288338 4 659.3274536 -0.134148897 -8.83E-05 29.41047213LTWASHEK 4 4506773 2xTMT6plex [N-Term; K8] 0.04 3.690747023 42.25 0 1429.82037 2 715.4152832 2.041771337 0.001459683 45.73767463VIEHIMEDLDTNADK 1 4506773 2xTMT6plex [N-Term; K15]; 1xOxidation [M6] 1.231276035 0 2217.14732 3 734.3885498 -0.594482206 -0.000436182 91.64900579KDLQNFLK 6 4506773 3xTMT6plex [N-Term; K1; K8] 0.022 0.01 0.044 3.655459642 18.58 1 1693.061553 3 565.0250244 -0.609976531 -0.000344243 53.96267557MHEGDEGPGHHHKPGLGEGTP 2 4506773 2xTMT6plex [N-Term; K13]; 1xOxidation [M1] 0.121 3.12444663 7.64 0 2650.283253 4 659.3274536 -0.134148897 -8.83E-05 29.41047213DLQNFLK 6 4506773 2xTMT6plex [N-Term; K7] 0.01 0.029 0.138 3.291375875 33.47 0 1335.803658 2 668.4053345 -0.198707861 -0.000132717 74.53605522295849266 DBI acyl-CoA-binding protein isoform 4 1622 NP_001171488.1 18.91891892 1 2 2 16 148 16.484 9.38 1.644 6.984 5.73 4.79 Non-Significant 0.097 QATVGDINTERPGMLDFTGK 6 295849266 2xTMT6plex [N-Term; K20] 100 100 100 2.607696295 19.07 0 2608.380507 3 870.1310425 -0.74099181 -0.000644263 57.79770531WDAWNELK 10 295849266 2xTMT6plex [N-Term; K8] 1.437 5.107 4.382 3.250067711 33.5 0 1519.830935 2 760.4181519 -1.255395596 -0.000953995 70.30497919333033787 NACA nascent polypeptide-associated complex subunit alpha isoform a 4666 NP_001106674.2 5.945945946 1 4 4 20 925 94.622 5.14 2.876 3.953 0.784 2.54 Non-Significant 0.11 IEDLSQQAQLAAAEK 4 333033787 2xTMT6plex [N-Term; K15] 100 2.25 3.366477489 45.1 0 2073.159205 2 1037.084106 0.835237651 0.00086579 76.71832176DIELVMSQANVSR 6 333033787 1xTMT6plex [N-Term] 0.948 100 0.808 3.027848959 41.76 0 1690.899536 2 845.9523926 -1.198843401 -0.001013562 64.30122746NILFVITKPDVYK 4 333033787 3xTMT6plex [N-Term; K8; K13] 100 2.588125467 26.67 0 2237.387638 3 746.4671021 -0.395433335 -0.000294913 91.81836484SPASDTYIVFGEAK 6 333033787 2xTMT6plex [N-Term; K14] 100 100 0.01 2.953557253 26.12 0 1943.052614 2 972.0272217 -2.803696917 -0.002723865 60.53146425164607124 FANCI Fanconi anemia group I protein isoform 1 55215 NP_001106849.1 1.430722892 1 2 2 8 1328 149.229 6.74 3.14 2.75 2.66 2.85 Significant 0.0027 EDADVSVTQR 6 164607124 1xTMT6plex [N-Term] 3.142 5.107 2.655 4.05390501 55.66 0 1348.690589 2 674.8481445 -1.168850374 -0.000788209 27.14945715CLSQQADVR 2 164607124 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.11 1.869978189 6.45 0 1305.67825 2 653.3421631 -0.919742766 -0.000600444 29.51467029148298677 HMGCS1 hydroxymethylglutaryl-CoA synthase, cytoplasmic 3157 NP_001091742.1 31.34615385 1 13 13 64 520 57.257 5.41 2.8 3.28 3.13 3.07 Significant 0.0021 EDTHHLVNYIPQGSIDSLFEGTWYLVR 2 148298677 1xTMT6plex [N-Term] 4.589837074 24.3 0 3418.72692 4 855.4356689 -1.776839417 -0.001518632 103.8314749VTQDATPGSALDK 8 148298677 2xTMT6plex [N-Term; K13] 2.764 3.333 4.012 4.700745106 63.29 0 1760.97945 2 880.9918823 -1.681758162 -0.001480771 40.84567574DVGIVALEIYFPSQYVDQAELEK 6 148298677 2xTMT6plex [N-Term; K23] 100 3.990357161 39.99 0 3084.65454 3 1028.889648 -0.047816538 -4.92E-05 108.5767406LEVGTETIIDK 10 148298677 2xTMT6plex [N-Term; K11] 2.274 5.151 1.097 3.314928532 45.08 0 1675.988223 2 838.4960938 -1.976457802 -0.00165626 60.32927955ASSELFSQK 4 148298677 2xTMT6plex [N-Term; K9] 1.384 3.341 4.092757702 44.24 0 1454.825515 2 727.9163818 -0.019423721 -1.41E-05 53.14391985YTIGLGQAK 8 148298677 2xTMT6plex [N-Term; K9] 3.203 2.376 2.53 4.232117653 57.9 0 1408.856422 2 704.9320679 0.31057259 0.000218776 55.41893321ITASLCDLK 4 148298677 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 100 6.931 3.127009153 47.21 0 1478.865272 2 739.9354858 -1.066290718 -0.00078845 63.35790172LEDTYFDRDVEK 2 148298677 2xTMT6plex [N-Term; K12] 3.748 3.431806326 22.39 1 1988.037693 3 663.3494873 -1.903372331 -0.001261325 64.48165593MLLNDFLNDQNR 6 148298677 1xTMT6plex [N-Term] 3.784 100 100 2.963811874 21.34 0 1721.88422 2 861.4434814 -2.632987353 -0.00226685 79.06423476DKNSIYSGLEAFGDVK 6 148298677 3xTMT6plex [N-Term; K2; K16] 100 100 2.77644062 18.85 1 2430.348351 3 810.7878418 0.255408088 0.00020691 75.79781531NNLSYDCIGR 2 148298677 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 4.392 3.314603567 20.28 0 1440.710279 2 720.8588257 0.066604083 4.80E-05 46.68474931LSIQCYLSALDR 2 148298677 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.909682691 6.73 0 1667.898808 2 834.4527588 -0.339817903 -0.000283391 90.02803871LEDTYFDR 4 148298677 1xTMT6plex [N-Term] 4.004 3.14 2.529051304 20.69 0 1287.641848 2 644.3255615 1.552121717 0.000999288 55.189455245453790 NNMT nicotinamide N-methyltransferase 4837 NP_006160.1 30.68181818 1 5 5 21 264 29.555 5.74 2.2 3.06 3.26 2.84 Significant 0.013 GDLLIDIGSGPTIYQLLSACESFK 3 5453790 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C20] 2.543 4.595474243 55.86 0 3055.642595 3 1019.218201 -0.833277826 -0.000848733 116.5930583EIVVTDYSDQNLQELEK 6 5453790 2xTMT6plex [N-Term; K17] 100 100 100 2.886013746 22.1 0 2481.31247 3 827.7744751 -1.450106375 -0.001199389 73.97938094SSYYMIGEQK 4 5453790 2xTMT6plex [N-Term; K10] 1.294 2.73 3.421806812 42.44 0 1663.876565 2 832.4412231 -0.838325971 -0.000697435 58.23538353KEPEAFDWSPVVTYVCDLEGNR 2 5453790 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C16] 1.307 4.130133629 17.48 1 3069.539193 3 1023.850647 -0.588007488 -0.000601637 101.8074242EAVEAAVK 6 5453790 2xTMT6plex [N-Term; K8] 3.286 3.27 3.145 3.790809155 49.73 0 1274.772023 2 637.8897095 0.093393415 5.95E-05 36.908494757427519 MCM6 DNA replication licensing factor MCM6 4175 NP_005906.2 15.71254568 1 13 13 47 821 92.831 5.41 2.1 1.65 2.33 2.03 Significant 0.0096 KVEEEEDESALK 2 7427519 3xTMT6plex [N-Term; K1; K12] 1.976 4.475092411 22.38 1 2093.158091 3 698.3909912 0.157304321 0.000109754 41.76156817AEAVESAQAGDK 6 7427519 2xTMT6plex [N-Term; K12] 2.752 2.974 2.313 4.931783199 58.14 0 1633.879736 2 817.4420776 -1.748553765 -0.001428463 32.91524683ELRDEEQTAESIK 4 7427519 2xTMT6plex [N-Term; K13] 2.371 0.893 3.475808859 27.45 1 2006.08062 3 669.3651733 0.17284925 0.000115583 52.32615326ASSAAGLTAAVVR 2 7427519 1xTMT6plex [N-Term] 1.212 3.691698313 29.19 0 1402.821543 2 701.9137573 -0.930589902 -0.000652726 51.01574905VSGVDGYETEGIR 6 7427519 1xTMT6plex [N-Term] 1.491 0.828 2.419 3.631181002 28.93 0 1610.822331 2 805.914978 0.216184418 0.000174117 50.17971459GDINVCIVGDPSTAK 5 7427519 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 100 100 2.473674297 29.17 0 2004.083597 2 1002.545837 0.399631377 0.000400447 57.35775885KVEEEEDESALKR 3 7427519 3xTMT6plex [N-Term; K1; K12] 3.089 1.338 2.452818632 18.59 2 2249.259202 4 563.0701904 -0.12014678 -6.76E-05 43.76139928DFYVAFQDLPTR 6 7427519 1xTMT6plex [N-Term] 100 1.459 3.243695021 39.29 0 1700.884538 2 850.9453125 -0.699165625 -0.0005946 86.41401953DEEQTAESIK 2 7427519 2xTMT6plex [N-Term; K10] 0.661 1.710562825 15.77 0 1607.852852 2 804.4291992 -1.076157248 -0.000865151 42.59868013VFEMSQDK 4 7427519 2xTMT6plex [N-Term; K8] 1.851 1.873 2.938107729 33.98 0 1441.776122 2 721.3914185 -0.389814985 -0.000281013 53.81019773MHCCDEVQPK 4 7427519 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C3; C4] 2.717 2.644 3.250257969 16.32 0 1761.848653 3 587.9539185 -0.823282354 -0.0004835 32.65261734YLQLAEELIRPER 1 7427519 1xTMT6plex [N-Term] 100 1.653445005 0 1859.058813 3 620.357605 -0.296789208 -0.000183916 97.9803046AVYTSGK 2 7427519 2xTMT6plex [N-Term; K7] 1.174 2.864680767 29.67 0 1183.708695 2 592.3587646 1.316098194 0.000778938 32.0647014750659095 DDX21 nucleolar RNA helicase 2 isoform 1 9188 NP_004719.2 15.70881226 1 11 12 42 783 87.29 9.28 1.08 1.89 2.36 1.78 Significant 0.042 NEEPSEEEIDAPKPK 4 50659095 3xTMT6plex [N-Term; K13; K15] 2.412 2.159 4.848133564 35.63 0 2399.290896 3 800.4353027 0.191261979 0.000152964 47.43806731EQLGEEIDSK 4 50659095 2xTMT6plex [N-Term; K10] 3.211 2.849 3.555958509 71.23 0 1605.873588 2 803.4415283 1.365263519 0.00109622 51.94643046KKEEPSQNDISPK 2 50659095 4xTMT6plex [N-Term; K1; K2; K13] 1.344 3.612213373 7.36 2 2416.42174 4 604.8607788 -0.188239336 -0.000113716 37.21655493ELKEQLGEEIDSK 2 50659095 3xTMT6plex [N-Term; K3; K13] 1.168 2.931504965 15.13 1 2205.258139 3 735.7567139 -1.156838917 -0.000850376 62.75828566TAITVEHLAIK 4 50659095 2xTMT6plex [N-Term; K11] 1.483 100 2.853404284 24.97 0 1654.030363 3 552.0142822 -1.251265006 -0.000689877 48.75465904GVTFLFPIQAK 6 50659095 2xTMT6plex [N-Term; K11] 100 100 2.438080788 30.65 0 1679.029635 2 840.0183105 -0.172930986 -0.000145178 82.15025229AAVIGDVIR 2 50659095 1xTMT6plex [N-Term] 2.123 2.824432373 38.86 0 1142.709474 2 571.8581543 -0.38682295 -0.000221013 61.464406LHGELQDR 6 50659095 1xTMT6plex [N-Term] 6.405 1.986 6.38 3.080016613 33.6 0 1196.658501 2 598.8329468 0.096865302 5.80E-05 27.91383077STYEQVDLIGK 2 50659095 2xTMT6plex [N-Term; K11] 2.003777266 18.22 0 1710.967822 2 855.9863281 -1.427659812 -0.00122134 53.36974006TFHHVYSGK 3 50659095 2xTMT6plex [N-Term; K9] 0.616 1.062 2.338843107 21.83 0 1533.857819 3 511.9570007 -0.892907229 -0.000456531 32.63679306WQLSVATEQPELEGPR 5 50659095 1xTMT6plex [N-Term] 1.573842525 1.59 0 2069.086485 2 1035.045288 -1.539359591 -0.001592534 65.86689485DLIAQAR 4 50659095 1xTMT6plex [N-Term] 1.684 2.697048903 27.47 0 1015.60976 2 508.3086243 0.208648208 0.000105953 36.7230268533946297 ZNF326 DBIRD complex subunit ZNF326 isoform 1 284695 NP_892021.1 3.780068729 1 2 2 8 582 65.613 5.15 2.06 2.41 1.81 2.09 Significant 0.0068 STNVTVAAAR 6 33946297 1xTMT6plex [N-Term] 2.057 2.405 9.4 3.628771067 56.32 0 1218.700366 2 609.8539429 0.199657105 0.000121661 27.78290891DYGPGSYGGMDR 2 33946297 1xTMT6plex [N-Term] 1.222 4.076613903 37.16 0 1503.673559 2 752.3408813 0.616812943 0.000463743 42.99789316338968930 CSDE1 cold shock domain-containing protein E1 isoform 4 7812 NP_001229820.1 16.46919431 1 14 14 47 844 93.683 6.52 1.61 1.89 1.73 1.74 Significant 0.0022 GDLETLQPGDDVEFTIK 6 338968930 2xTMT6plex [N-Term; K17] 100 2.207124472 23.04 0 2335.243328 2 1168.124146 -0.990780852 -0.001156857 71.08693164EMGVIAAMR 6 338968930 1xTMT6plex [N-Term] 2.33 2.412 1.71 3.302084446 47.02 0 1206.653615 2 603.8306274 0.300718291 0.000181431 49.5886384GPDNSMGFGAER 2 338968930 1xTMT6plex [N-Term] 1.286 3.748589039 20.04 0 1466.689543 2 733.8491211 0.969903622 0.000711274 43.53833833IKQEILPEER 2 338968930 2xTMT6plex [N-Term; K2] 1.841 4.328694344 16.81 1 1713.031091 3 571.6817627 -0.208083825 -0.000118818 52.16050314IKVDFVIPK 2 338968930 3xTMT6plex [N-Term; K2; K9] 1.02 2.485191584 2.28 1 1746.149639 3 582.7213745 -0.039609918 -2.31E-05 71.10880296ELPFGDKDTK 4 338968930 3xTMT6plex [N-Term; K7; K10] 1.726 1.442 2.693139076 10.81 1 1837.067426 3 613.0274658 0.227738477 0.000139457 54.82151859EATFSNPK 4 338968930 2xTMT6plex [N-Term; K8] 1.923 1.843 3.467378378 35.37 0 1351.762187 2 676.3847046 -0.040155223 -2.71E-05 32.7370539LLGYVATLK 4 338968930 2xTMT6plex [N-Term; K9] 100 1.9931463 25.74 0 1435.928858 2 718.4675293 -0.749526165 -0.000538133 83.09337487GTVSFHSHSDHR 2 338968930 1xTMT6plex [N-Term] 100 2.796033144 17.77 0 1595.787618 3 532.600769 0.085443016 4.54E-05 18.24705188EVATDVR 6 338968930 1xTMT6plex [N-Term] 1.876 1.858 4.719 2.84692049 43.98 0 1018.57304 2 509.7899475 -0.414030661 -0.00021086 26.65025914VDFVIPK 2 338968930 2xTMT6plex [N-Term; K7] 2.567 2.19379878 26.83 0 1275.807681 2 638.4069824 -0.777810218 -0.000496168 69.19569166GEVYPFGIVGMANK 3 338968930 2xTMT6plex [N-Term; K14] 100 1.506099105 3.12 0 1940.071576 2 970.538147 -1.318783657 -0.001279267 82.49926373DQFGFINYEVGDSK 2 338968930 2xTMT6plex [N-Term; K14] 1.390564919 0 2077.064242 2 1039.033447 -2.226131796 -0.002311909 67.73398125EAFGFIER 2 338968930 1xTMT6plex [N-Term] 100 1.521680951 13.32 0 1197.646539 2 599.3268433 -0.108117511 -6.47E-05 54.7180798133469968 MCM7 DNA replication licensing factor MCM7 isoform 1 4176 NP_005907.3 21.418637 1 10 10 38 719 81.257 6.46 2.36 3.51 2.43 2.77 Significant 0.018 SEDDESGAGELTR 8 33469968 1xTMT6plex [N-Term] 3.075 1.98 3.107 3.607594013 61.55 0 1594.739389 2 797.8729248 -0.511914756 -0.000408185 31.33691153EQVALYVDLDDVAEDDPELVDSICENAR 2 33469968 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C24] 0.941 3.262412786 25.13 0 3421.61544 3 1141.206055 -3.457296036 -0.003943179 96.85255564GSSGVGLTAAVLR 2 33469968 1xTMT6plex [N-Term] 1.237 2.981769562 56.33 0 1416.837194 2 708.921814 -0.59444396 -0.000421115 58.12130972MQEHSDQVPVGNIPR 2 33469968 1xTMT6plex [N-Term] 2.488 5.50033617 42.4 0 1935.99081 3 646.0015869 -0.311312331 -0.000200899 45.10564919GFTPAQFQAALDEYEELNVWQVNASR 4 33469968 1xTMT6plex [N-Term] 100 3.822478056 20.07 0 3212.585007 3 1071.53125 -1.808680544 -0.001936847 107.0540886GNINICLMGDPGVAK 6 33469968 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 100 2.103937626 18.6 0 2017.097473 2 1009.050659 -1.701226971 -0.00171577 63.20529113SLEQNIQLPAALLSR 4 33469968 1xTMT6plex [N-Term] 1.759968042 22.4 0 1882.095927 2 941.5504761 -1.196358554 -0.001125831 81.7431661DVLDVYIEHR 6 33469968 1xTMT6plex [N-Term] 1.948 100 1.667 2.269869566 14.71 0 1487.805559 3 496.6068726 0.339678649 0.000168459 53.06281065SQLLSYIDR 2 33469968 1xTMT6plex [N-Term] 1.150379658 13.7 0 1323.746982 2 662.3776855 0.840692191 0.000556432 52.15943326QIAEEDFYEK 2 33469968 2xTMT6plex [N-Term; K10] 100 1.348615646 2.71 0 1729.904888 2 865.4556885 -0.455150385 -0.000393683 51.8394438433469919 MCM4 DNA replication licensing factor MCM4 4173 NP_005905.2 10.77636153 1 8 8 32 863 96.498 6.74 2.11 2.61 2.82 2.52 Significant 0.0069 VEAIDVEEAK 2 33469919 2xTMT6plex [N-Term; K10] 3.077 4.587156773 64.16 0 1560.888509 2 780.9470215 -1.116710924 -0.000871531 59.5698519GLQVDLQSDGAAAEDIVASEQSLGQK 12 33469919 2xTMT6plex [N-Term; K26] 2.488 2.472 100 4.916814804 64.47 0 3087.621007 3 1029.87793 -0.573793706 -0.000590553 88.20407557ALADDDFLTVTGK 4 33469919 2xTMT6plex [N-Term; K13] 0.62 100 2.729050636 41.67 0 1824.015501 2 912.5109863 -0.441160587 -0.000402342 67.52252966KEELAEALK 4 33469919 3xTMT6plex [N-Term; K1; K9] 1.987 2.47 3.895147562 32.22 1 1718.066698 3 573.3610229 1.058158952 0.000605996 54.52560054GQSDIAITK 2 33469919 2xTMT6plex [N-Term; K9] 2.457 3.587803125 48.98 0 1390.830601 2 695.9185791 -0.517048499 -0.000359563 33.15352411IAEPSVCGR 2 33469919 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.955 2.325607538 18.97 0 1217.650973 2 609.3292236 0.162218591 9.88E-05 39.72584527YQQLFEDIR 4 33469919 1xTMT6plex [N-Term] 100 1.427900314 13.98 0 1440.768445 2 720.8878174 -0.060491591 -4.36E-05 65.72147228DMFEEALR 2 33469919 1xTMT6plex [N-Term] 1.367875099 14.42 0 1239.624089 2 620.3148804 -1.294931122 -0.000802614 55.679746724506693 RPS17 40S ribosomal protein S17 6218 NP_001012.1 56.2962963 1 6 6 41 135 15.54 9.85 2.05 1.67 3.44 2.38 Significant 0.047 LLDFGSLSNLQVTQPTVGMNFK 11 4506693 2xTMT6plex [N-Term; K22] 100 3.48 100 4.023074627 46.65 0 2867.574121 3 956.5281982 -1.422754309 -0.001359951 111.9426221DNYVPEVSALDQEIIEVDPDTK 8 4506693 2xTMT6plex [N-Term; K22] 1.263 0.768 3.123928547 25.92 0 2947.518834 3 983.1779175 0.123928438 0.00012176 96.75027921RDNYVPEVSALDQEIIEVDPDTK 2 4506693 2xTMT6plex [N-Term; K23] 1.013 3.025490284 17.94 1 3103.619945 3 1035.210693 -0.77910373 -0.000806014 86.94863292IAGYVTHLMK 6 4506693 2xTMT6plex [N-Term; K10] 1.908 0.843 2.841341972 29.8 0 1590.944191 3 530.9855347 -1.345073011 -0.000713312 77.09932743IAGYVTHLMK 4 4506693 2xTMT6plex [N-Term; K10]; 1xOxidation [M9] 100 1.879015803 16.42 0 1606.939106 3 530.9855347 -1.345073011 -0.000713312 77.09932743LLDFGSLSNLQVTQPTVGMNFK 4 4506693 2xTMT6plex [N-Term; K22]; 1xOxidation [M19] 1.429592013 9.08 0 2883.569036 3 956.5281982 -1.422754309 -0.001359951 111.9426221VCEEIAIIPSKK 4 4506693 3xTMT6plex [N-Term; K11; K12]; 1xCarbamidomethyl [C2] 100 1.963754058 9.97 1 2074.254909 3 692.0889893 -1.202714551 -0.000831579 53.79973358LGNDFHTNK 2 4506693 2xTMT6plex [N-Term; K9] 2.031 2.834270239 20.82 0 1503.831998 3 501.9496155 1.526437495 0.000765169 38.9813521842558250 CAPRIN1 caprin-1 isoform 1 4076 NP_005889.3 18.47672779 1 9 9 36 709 78.318 5.25 2.04 2.05 2.13 2.07 Significant 0.00019 LNQDQLDAVSK 6 42558250 2xTMT6plex [N-Term; K11] 100 2.121 2.024 4.20672226 49.96 0 1688.95832 2 844.9821167 -0.8072855 -0.000681736 47.89729031SSGPPPPSGSSGSEAAAGAGAAAPASQHPATGTGAVQTEAMK 2 42558250 2xTMT6plex [N-Term; K42] 2.546 5.897470474 25.28 0 4162.051133 4 1041.266846 -1.340708541 -0.001395024 38.38227537LNEQYEHASIHLWDLLEGK 2 42558250 2xTMT6plex [N-Term; K19] 100 3.304224968 21.11 0 2753.466285 4 689.1217651 -0.383089174 -0.000263706 92.64375544TVLELQYVLDK 6 42558250 2xTMT6plex [N-Term; K11] 100 100 100 2.465959787 29.22 0 1779.066808 2 890.0358887 -1.296941879 -0.001153673 83.89396043EKPVCGTTYK 2 42558250 3xTMT6plex [N-Term; K2; K10]; 1xCarbamidomethyl [C5] 1.79 2.804636478 10.79 0 1870.071131 3 624.0274048 -1.855669805 -0.001156745 39.14747651QILGVIDK 6 42558250 2xTMT6plex [N-Term; K8] 1.844 100 1.706 3.569917917 37.58 0 1343.866258 2 672.4367065 -0.090436129 -6.08E-05 65.19839086YQEVTNNLEFAK 6 42558250 2xTMT6plex [N-Term; K12] 100 100 2.005394697 16.63 0 1914.037299 2 957.5211792 -1.158285454 -0.001108501 63.30074166SFMALSQDIQK 2 42558250 2xTMT6plex [N-Term; K11] 1.365861416 1.04 0 1725.960963 2 863.4835815 -0.623637548 -0.000538187 73.76373011LDDYQER 4 42558250 1xTMT6plex [N-Term] 1.963 1.91 2.767605782 31.92 0 1167.584333 2 584.295105 -1.198773419 -0.000699835 40.0885162871979932 SLC7A5 large neutral amino acids transporter small subunit 1 8140 NP_003477.4 9.467455621 1 4 4 26 507 54.974 7.72 1.55 1.44 1.61 1.53 Significant 0.0011 ALAAPAAEEK 6 71979932 2xTMT6plex [N-Term; K10] 1.241 1.268 1.298 4.101687908 70.38 0 1428.846251 2 714.9260254 -1.033427319 -0.000738304 34.4844309SADGSAPAGEGEGVTLQR 12 71979932 1xTMT6plex [N-Term] 2.534 1.943 2.282 5.05381918 81.8 0 1930.966763 2 965.9862671 -0.77983751 -0.00075292 28.82648887ALAAPAAEEKEEAR 6 71979932 2xTMT6plex [N-Term; K10] 1.633 1.502 1.56 4.044431686 39.46 1 1914.069661 3 638.694397 -0.534897999 -0.000341277 41.10145182GDVSNLDPNFSFEGTK 2 71979932 2xTMT6plex [N-Term; K16] 1.604696751 12.93 0 2185.117734 2 1093.053345 -8.38441636 -0.009160468 64.2591576821359945 NCAPG condensin complex subunit 3 64151 NP_071741.2 4.039408867 1 3 3 15 1015 114.262 5.59 2.49 2.61 2.55 2.55 Significant 0.00018 EFGDQAEAAQDATLTTTTFQNEDEK 3 21359945 2xTMT6plex [N-Term; K25] 100 3.058248281 28.9 0 3218.537731 3 1073.518311 0.822463754 0.000882377 68.22160188EVEETATAK 8 21359945 2xTMT6plex [N-Term; K9] 2.457 2.521 2.549 4.253465176 58.71 0 1435.804445 2 718.3988037 -9.830501758 -0.007057339 35.91918369VIEFAAK 4 21359945 2xTMT6plex [N-Term; K7] 2.498 100 2.773762941 32.71 0 1235.77638 2 618.3916016 -0.367327784 -0.000226967 62.2686434418104959 TXNDC9 thioredoxin domain-containing protein 9 10190 NP_005774.2 25.22123894 1 4 4 14 226 26.517 5.88 1.77 1.79 1.59 1.72 Significant 0.0014 TQDYVVGFTDLGNTDDFTTETLEWR 4 18104959 1xTMT6plex [N-Term] 100 1.556 4.169666767 25.71 0 3152.489769 3 1051.502075 0.603613676 0.000634295 96.34478996VLEHQLLQTTK 2 18104959 2xTMT6plex [N-Term; K11] 1.773 3.626568794 22.35 0 1768.07329 3 590.0296021 0.544356588 0.000320821 47.63459398LVEEHLDSEIQK 6 18104959 2xTMT6plex [N-Term; K12] 1.725 1.792 1.591 4.334706783 41.2 0 1898.063513 3 633.3590698 -0.451658934 -0.000285759 50.61233442VIPTLALLK 2 18104959 2xTMT6plex [N-Term; K9] 1.315467 3.51 0 1425.980894 2 713.4942627 0.248916817 0.000177475 91.68990084119393891 GAA lysosomal alpha-glucosidase preproprotein 2548 NP_000143.2 5.462184874 1 4 4 14 952 105.257 6 0.43 0.29 0.31 0.34 Significant 0.016 DFPAMVQELHQGGR 4 119393891 1xTMT6plex [N-Term] 0.459 0.268 3.435040712 41.13 0 1813.921668 3 605.3112793 -1.31397591 -0.000794483 58.60260108AITQEQCEAR 6 119393891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.354 0.399 0.31 3.579988718 39.42 0 1434.720843 2 717.8632813 -1.085625826 -0.000778785 25.24827675AHFPLDVQWNDLDYMDSR 2 119393891 1xTMT6plex [N-Term] 0.01 1.470610142 1.66 0 2451.16006 3 817.7253418 0.576054028 0.000470667 79.11477903LDVMMETENR 2 119393891 1xTMT6plex [N-Term] 0.617 1.149990559 1.32 0 1466.718066 2 733.8635254 1.164641856 0.000854101 59.82753455



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms4505595 SERPINB2 plasminogen activator inhibitor 2 5055 NP_002566.1 27.46987952 1 12 12 49 415 46.566 5.63 0.23 0.21 0.24 0.23 Significant 0.0015 GSYPDAILQAQAADK 10 4505595 2xTMT6plex [N-Term; K15] 0.052 0.01 3.270899057 54.03 0 2006.095876 2 1003.552185 0.606789138 0.000608639 69.00903439SMGMEDAFNK 4 4505595 2xTMT6plex [N-Term; K10] 0.198 0.232 4.059146404 50.18 0 1587.79112 2 794.3994141 0.271512414 0.000215553 64.12538333GSTEDQMAK 4 4505595 2xTMT6plex [N-Term; K9] 0.229 0.22 3.522076845 51.56 0 1424.74555 2 712.8764038 -0.013639497 -9.72E-06 28.7327361MAEDEVEVYIPQFK 2 4505595 2xTMT6plex [N-Term; K14] 0.01 2.461602449 11.36 0 2156.134964 2 1078.569824 -1.202152251 -0.001296001 96.39490432LNIGYIEDLK 2 4505595 2xTMT6plex [N-Term; K10] 0.01 2.168211699 25.29 0 1635.972179 2 818.4890747 -0.798721368 -0.000653343 76.74571114TPVQMMYLR 4 4505595 1xTMT6plex [N-Term] 0.136 0.131 3.21236062 29.56 0 1367.737679 2 684.3729248 0.653385067 0.00044683 70.84387754EKLNIGYIEDLK 4 4505595 3xTMT6plex [N-Term; K2; K12] 0.01 0.242 2.919597387 12.59 1 2122.272667 3 708.0939331 -2.554517936 -0.001807128 72.15083488ITNCILFFGR 2 4505595 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.01 2.029357433 34.44 0 1469.813622 2 735.4101563 -0.398581147 -0.00029292 84.87528225LEEHYELR 8 4505595 1xTMT6plex [N-Term] 0.234 0.215 3.777849913 53.62 0 1317.700031 3 439.9052429 0.868239917 0.00038136 39.04191969MVLVNAVYFK 4 4505595 2xTMT6plex [N-Term; K10] 0.01 1.564735055 7.78 0 1641.980242 2 821.4937134 -0.055848533 -4.59E-05 92.74232625IPNLLPEGSVDGDTR 3 4505595 1xTMT6plex [N-Term] 0.311 0.01 2.694878817 19.35 0 1811.970058 2 906.4873657 -1.436637805 -0.001301572 72.31656172SMGMEDAFNK 1 4505595 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.199 1.338958025 20.43 0 1603.786035 2 794.3994141 0.271512414 0.000215553 64.12538333GKIPNLLPEGSVDGDTR 1 4505595 2xTMT6plex [N-Term; K2] 0.184 2.251841545 7.97 1 2226.249417 3 742.7547607 0.140306185 0.000104119 53.663941347657532 S100A6 protein S100-A6 6277 NP_055439.1 35.55555556 1 4 4 34 90 10.173 5.48 0.41 0.41 0.44 0.42 Significant 0.00057 LQDAEIAR 8 7657532 1xTMT6plex [N-Term] 0.409 0.417 1.124 3.237752438 41.39 0 1144.652353 2 572.8299561 0.24677307 0.000141235 37.82482256ELKELIQK 2 7657532 3xTMT6plex [N-Term; K3; K8] 0.104 2.851980209 9.8 1 1688.092518 3 563.3691406 0.207426427 0.000116718 66.6514082EGDKHTLSK 3 7657532 3xTMT6plex [N-Term; K4; K9] 0.62 0.453 2.13111949 8.86 1 1702.010245 3 568.0077515 -0.907295049 -0.000514742 26.97195183ELTIGSK 21 7657532 2xTMT6plex [N-Term; K7] 0.4 0.407 0.442 3.091781616 33.83 0 1205.75056 2 603.3793945 0.790265028 0.000476431 50.7297225513489087 SERPINB1 leukocyte elastase inhibitor 1992 NP_109591.1 31.13456464 1 11 11 59 379 42.715 6.28 0.27 0.3 0.24 0.27 Significant 0.0041 TFHFNTVEEVHSR 14 13489087 1xTMT6plex [N-Term] 0.213 0.228 0.232 4.887193203 51.46 0 1831.928862 4 458.7373047 -0.804103276 -0.000368265 44.05672865TYGADLASVDFQHASEDAR 4 13489087 1xTMT6plex [N-Term] 0.327 5.063435555 58.4 0 2282.088669 3 761.3674316 -0.406486451 -0.000309213 65.87546689KIEEQLTLEK 13 13489087 3xTMT6plex [N-Term; K1; K10] 0.276 0.61 0.25 4.307276726 22.57 1 1918.18279 3 640.0647583 -1.599554366 -0.001022746 16.88316745KFAYGYIEDLK 2 13489087 3xTMT6plex [N-Term; K1; K11] 0.181 3.648303747 21.6 1 2034.187875 3 678.7333374 -1.187861258 -0.000805444 81.83843889ADLSGMSGAR 6 13489087 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.303 0.475 1.877802968 40.55 0 1209.609502 2 597.3115234 0.991077868 0.000591482 35.82148411KTINQWVK 2 13489087 3xTMT6plex [N-Term; K1; K8] 0.324 3.425412178 25.37 1 1704.077537 3 568.6966553 -1.246762334 -0.000708193 51.60604267FQSLNADINKR 4 13489087 2xTMT6plex [N-Term; K10] 0.417 0.297 3.21404171 17.46 1 1764.016838 3 588.677063 -0.114786408 -6.75E-05 56.42722047FAYGYIEDLK 4 13489087 2xTMT6plex [N-Term; K10] 0.297 0.229 2.071294785 22.43 0 1676.92998 2 838.96875 0.144937477 0.000121525 74.97820415ADLSGMSGAR 2 13489087 1xTMT6plex [N-Term] 0.424 2.921236038 43.63 0 1193.614587 2 597.3115234 0.991077868 0.000591482 35.82148411VLELPYQGEELSMVILLPDDIEDESTGLK 2 13489087 2xTMT6plex [N-Term; K29] 0.489 1.65687263 0.22 0 3703.964382 3 1235.324829 -1.200841815 -0.001482625 112.9981356IEEQLTLEK 2 13489087 2xTMT6plex [N-Term; K9] 2.287117958 7.89 0 1560.924895 2 780.9659424 -0.183727209 -0.000143392 54.25374076GASYILK 4 13489087 2xTMT6plex [N-Term; K7] 0.262 0.262 2.737127066 36.4 0 1209.76073 2 605.3840332 0.049105785 2.97E-05 58.694775714504937 KYNU kynureninase isoform a 8942 NP_003928.1 5.376344086 1 2 2 8 465 52.318 7.03 0.205 0.095 0.112 0.14 Non-Significant 0.058 KPVVNIITPSHVEER 6 4504937 2xTMT6plex [N-Term; K1] 0.157 0.095 0.112 4.774837494 35.34 0 2176.285408 4 544.8269043 0.174162589 9.48E-05 50.9697424IAAYGHEVGK 2 4504937 2xTMT6plex [N-Term; K10] 0.334 3.106774569 15.25 0 1502.873134 3 501.6300354 1.609398103 0.00080624 42.4207661420149498 FTL ferritin light chain 2512 NP_000137.2 17.14285714 1 3 3 14 175 20.007 5.78 0.45 0.3 0.29 0.35 Significant 0.022 KLNQALLDLHALGSAR 2 20149498 2xTMT6plex [N-Term; K1] 0.394 4.034005165 22.98 1 2178.312292 4 545.3335571 0.049072681 2.67E-05 70.80494474ALFQDIK 5 20149498 2xTMT6plex [N-Term; K7] 0.437 3.047640562 33.09 0 1292.797844 2 646.9038696 2.025458059 0.001309254 64.53625318AAMALEK 7 20149498 2xTMT6plex [N-Term; K7] 0.462 0.298 0.294 2.611181021 29.13 0 1191.717151 2 596.3563232 -9.885865631 -0.005890578 44.15823424555943884 SLC2A14 solute carrier family 2, facilitated glucose transporter member 14 isoform d 144195 NP_001273166.1 2.056074766 1 1 1 8 535 58.211 7.23 0.29 0.26 0.26 0.27 Significant 0.0014 AFEGQAHGADR 8 555943884 1xTMT6plex [N-Term] 0.285 0.26 0.259 4.144838333 40.86 0 1387.691592 3 463.235199 -0.395113853 -0.000182765 15.74335562732170489 LAMA3 laminin subunit alpha-3 isoform 1 precursor 3909 NP_937762.2 13.29132913 1 32 32 148 3333 366.384 7.24 0.26 0.35 0.36 0.32 Significant 0.0095 AASASESALQTVIK 6 732170489 2xTMT6plex [N-Term; K14] 0.01 0.01 0.23 3.463768721 69.88 0 1834.068599 2 917.5375977 -0.370873532 -0.000340104 56.9132442GATSSKPETPGVYDMDGR 8 732170489 2xTMT6plex [N-Term; K6] 0.238 0.237 0.18 5.604372501 41.07 0 2326.174931 3 776.0628052 -0.459433485 -0.000356241 48.040779GIYFSEEGGHVVLAHSVLLGPEFK 8 732170489 2xTMT6plex [N-Term; K24] 1.175 2.039 1.477 5.382157326 24.14 0 3043.665713 4 761.6724243 0.707671547 0.000538479 85.52225204ANDITDEVLDGLNPIQTDVER 2 732170489 1xTMT6plex [N-Term] 0.18 2.979683876 32.18 0 2556.299056 3 852.7706299 -0.672617532 -0.000573137 90.60274425ALTDADNSVNK 4 732170489 2xTMT6plex [N-Term; K11] 0.157 0.133 4.817403316 65.12 0 1605.884821 2 803.4459229 -0.156858619 -0.000125948 46.56616103NLQVTLEDGYIELSTSDSGGPIFK 2 732170489 2xTMT6plex [N-Term; K24] 0.363 4.959383488 51.76 0 3041.608318 3 1014.54303 2.044476086 0.002072832 101.2676233DYIGMAVVDGQLTCVYNLGDR 6 732170489 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.223 0.01 0.01 4.413581848 44.06 0 2588.268625 3 863.4298096 2.41510517 0.002083647 92.01630019VPTQPHAPIPTFGQTIQTTVDR 8 732170489 1xTMT6plex [N-Term] 0.227 0.252 0.185 5.082307339 25.41 0 2633.424866 3 878.4796753 -0.149201558 -0.00013097 65.04877868YLTTADSSLLQTNIALQLMEK 2 732170489 2xTMT6plex [N-Term; K21] 0.169 4.337684631 27.47 0 2811.557803 3 937.8581543 0.749445956 0.00070237 105.755683SQFAVDMQTTSSR 2 732170489 1xTMT6plex [N-Term] 1.012 2.992800236 40.85 0 1686.83185 2 843.9195557 -0.009077298 -7.66E-06 41.88434807GCIELDDLNENVLSLYNFK 10 732170489 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C2] 0.01 0.219 0.01 3.379558563 30.73 0 2714.411139 3 905.4741211 -1.226283927 -0.001109546 111.3099609EAELQVDQILTK 6 732170489 2xTMT6plex [N-Term; K12] 0.215 0.01 0.01 3.402783632 50.08 0 1845.07335 2 923.0418091 1.621406576 0.001495807 73.2715486TSLVEEAEK 2 732170489 2xTMT6plex [N-Term; K9] 0.2 4.267947674 47.57 0 1463.835746 2 732.4216919 0.247001116 0.000180785 52.72722184KEESDKNYFEGTGYAR 8 732170489 3xTMT6plex [N-Term; K1; K6] 0.299 0.34 0.192 4.868306637 14.46 2 2581.350142 3 861.1218262 0.303339563 0.000261009 39.48968677GATSSKPETPGVYDMDGR 6 732170489 2xTMT6plex [N-Term; K6]; 1xOxidation [M15] 0.338 0.472 0.221 3.773169994 32.19 0 2342.169846 3 776.0628052 -0.459433485 -0.000356241 48.040779FISLNIEDGK 7 732170489 2xTMT6plex [N-Term; K10] 0.183 0.303 2.610595703 38.07 0 1593.925229 2 797.4656372 -0.77262466 -0.000615753 81.08535021LAASLNEAR 6 732170489 1xTMT6plex [N-Term] 0.184 0.176 0.17 3.893328905 54.33 0 1173.678902 2 587.3428955 -0.330341096 -0.000193857 40.56477071GDIDAMISSAK 8 732170489 2xTMT6plex [N-Term; K11]; 1xOxidation [M6] 0.18 0.162 0.199 2.747499943 38.97 0 1581.855829 2 791.4315796 0.033555326 2.65E-05 43.18698314GDIDAMISSAK 6 732170489 2xTMT6plex [N-Term; K11] 0.287 0.01 0.01 2.529931545 37.83 0 1565.860914 2 791.4315796 0.033555326 2.65E-05 43.18698314LPQELLKPR 3 732170489 2xTMT6plex [N-Term; K7] 0.836 0.936 3.087763548 8.67 0 1551.998669 3 518.0040894 -0.61486109 -0.000318088 56.15016601GLVFHTGTK 4 732170489 2xTMT6plex [N-Term; K9] 1.011 0.97 3.241921186 29.9 0 1417.856756 3 473.2904968 0.127860953 6.04E-05 41.60116762LLIDDQLLR 5 732170489 1xTMT6plex [N-Term] 0.821 0.464 0.01 3.163733006 31.97 0 1327.814667 2 664.4108276 -0.217347021 -0.000144298 76.85577358LPNDLEDLK 4 732170489 2xTMT6plex [N-Term; K9] 0.239 0.254 0.19 2.642232418 49.67 0 1514.88303 2 757.9452515 0.129488339 9.81E-05 66.90359107EINSLQSDFTK 5 732170489 2xTMT6plex [N-Term; K11] 0.01 0.01 1.707135081 16 0 1739.957986 2 870.4814453 -1.363179467 -0.001185937 54.10914302LSLSPEVLDLTSNSLK 2 732170489 2xTMT6plex [N-Term; K16] 1.310752153 0 2174.268421 2 1087.637573 -0.25336137 -0.000275438 91.29704206AASASESALQTVIKEDLPR 2 732170489 2xTMT6plex [N-Term; K14] 2.501561403 4.08 1 2444.376074 3 815.4632568 -0.350315239 -0.000285434 71.91472313KANDITDEVLDGLNPIQTDVER 4 732170489 2xTMT6plex [N-Term; K1] 0.188 1.987914562 8.62 1 2913.556951 3 971.855896 -1.309750172 -0.001272011 84.21081954SPQTYMDGLLHYVSVISDNSGLR 2 732170489 1xTMT6plex [N-Term] 2.482913256 19.81 0 2781.407895 3 927.8054199 -2.224860434 -0.002062748 102.5278764SAISNHGSK 2 732170489 2xTMT6plex [N-Term; K9] 0.529 2.01964879 14.41 0 1358.779234 3 453.5986023 1.486455426 0.000673255 28.3266782LSLSPEVLDLTSNSLKR 2 732170489 2xTMT6plex [N-Term; K16] 0.01 1.423145652 1.94 1 2330.369532 3 777.4606323 -0.938897164 -0.000729326 78.86998589SLQELAK 2 732170489 2xTMT6plex [N-Term; K7] 0.189 2.907670498 36.82 0 1246.777109 2 623.8931274 1.499540535 0.000934796 48.90476439GGQLSFTDLGLPPTDHLQASFGFQTFQPSGILLDHQTWTR 1 732170489 1xTMT6plex [N-Term] 1.444711804 0 4643.352041 4 1161.592651 -0.703147472 -0.00081624 100.7669551SLPTNSFVGCLK 2 732170489 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 100 100 1.578542233 0 1781.003162 2 891.0059814 0.855681033 0.000761985 69.03781417LNSELPK 1 732170489 2xTMT6plex [N-Term; K7] 0.488 2.782742739 0 1258.777109 2 629.8916626 -0.84216235 -0.000530047 47.708575691199540 DLD dihydrolipoyl dehydrogenase, mitochondrial isoform 1 precursor 1738 NP_000099.2 34.7740668 1 11 11 50 509 54.143 7.85 0.62 0.59 0.45 0.55 Significant 0.0088 IPNIYAIGDVVAGPMLAHK 4 91199540 2xTMT6plex [N-Term; K19] 0.583 0.855 4.050297737 30.49 0 2437.404143 3 813.1393433 -0.273493768 -0.000222205 101.5508554VLGAHILGPGAGEMVNEAALALEYGASCEDIAR 6 91199540 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C28] 0.63 6.485852718 47.87 0 3583.808618 4 896.7076416 0.033042013 2.96E-05 108.0885952NILIATGSEVTPFPGITIDEDTIVSSTGALSLK 6 91199540 2xTMT6plex [N-Term; K33] 0.702 5.08065033 38.28 0 3818.109072 4 955.28302 0.308516101 0.000294487 114.4765632ALLNNSHYYHMAHGK 2 91199540 2xTMT6plex [N-Term; K15] 0.67 4.952521801 25.61 0 2214.164247 4 554.2958374 -1.231900763 -0.000681908 39.64070841VCHAHPTLSEAFR 3 91199540 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.768 0.68 4.012357712 31.85 0 1753.900539 3 585.3051758 0.248026465 0.000145005 39.17258309IDVSIEAASGGK 8 91199540 2xTMT6plex [N-Term; K12] 1.419 2.803821325 44.59 0 1604.925958 2 802.9661255 -0.612597381 -0.000491587 62.04990948EANLAASFGK 2 91199540 2xTMT6plex [N-Term; K10] 0.594 3.155176163 40.52 0 1465.8415 2 733.4246826 0.401731275 0.000294437 51.29659021NLGLEELGIELDPR 5 91199540 1xTMT6plex [N-Term] 2.091647863 9.84 0 1796.995544 2 899.0009155 -0.550933649 -0.000495013 97.15495899SEEQLKEEGIEYK 5 91199540 3xTMT6plex [N-Term; K6; K13] 0.72 1.005 3.7698493 26.89 1 2269.253054 3 757.0901489 1.251269592 0.000946482 46.84630519GIEMSEVR 6 91199540 1xTMT6plex [N-Term] 0.438 0.449 0.402 3.142418385 31.66 0 1149.613525 2 575.3105469 0.254381141 0.00014622 46.28844305GIEMSEVR 1 91199540 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.409 1.491668463 22.13 0 1165.60844 2 575.3105469 0.254381141 0.00014622 46.28844305AAQLGFK 2 91199540 2xTMT6plex [N-Term; K7] 0.734 2.311263084 20.14 0 1192.745415 2 596.8772583 1.530327881 0.000912646 48.65662923218931251 DAGLB sn1-specific diacylglycerol lipase beta isoform 1 221955 NP_631918.3 2.976190476 1 2 2 8 672 73.684 6.55 0.027 0.25 1.109 0.46 Non-Significant 0.29 IIHLQEEGASGR 4 218931251 1xTMT6plex [N-Term] 0.027 0.196 3.186491728 13.52 0 1538.848821 3 513.6209106 -0.417270623 -0.000214039 38.25673604ESVVVAVR 4 218931251 1xTMT6plex [N-Term] 1.491 1.109 3.088670969 28.14 0 1087.667275 2 544.3319702 -9.755777854 -0.00530552 39.116154484507475 TGM1 protein-glutamine gamma-glutamyltransferase K 7051 NP_000350.1 2.203182375 1 1 1 6 817 89.73 6.04 0.03 0.02 0.03 0.03 Significant 0.015 AVETAAAHGSKPNVYANR 6 4507475 2xTMT6plex [N-Term; K11] 0.026 0.022 0.033 5.460584164 28.86 0 2314.266798 4 579.3218384 -0.550664416 -0.000318596 33.44199218669033275 TPM2 tropomyosin beta chain isoform Tpm2.3 7169 NP_001288155.1 46.12676056 1 1 14 114 284 32.795 4.68 2.43 2.06 1.9 2.13 Significant 0.0054 KATDAEADVASLNR 12 669033275 2xTMT6plex [N-Term; K1] 1.851 1.897 1.721 4.062987804 55.99 1 1919.059825 3 640.3546753 -5.39453797 -0.003450814 40.68041543ATDAEADVASLNR 8 669033275 1xTMT6plex [N-Term] 3.743 2.361 2.468 4.139335155 51.47 0 1561.80193 2 781.4029541 -2.112000767 -0.001649263 41.60521378QLEEEQQALQK 2 669033275 2xTMT6plex [N-Term; K11] 2.76 4.280395985 38.33 0 1802.005999 2 901.505188 -1.608931069 -0.001449652 52.60908437TIDDLEETLASAK 6 669033275 2xTMT6plex [N-Term; K13] 100 2.269931555 28.7 0 1864.031545 2 932.5187378 -0.721915928 -0.000672837 78.34970863IQLVEEELDR 18 669033275 1xTMT6plex [N-Term] 1.297 2.38 1.828 3.785353422 49.84 0 1472.815789 2 736.911499 -0.046111079 -3.40E-05 68.55083794KLVILEGELER 15 669033275 2xTMT6plex [N-Term; K1] 0.853 0.956 0.684 4.428694725 31.82 1 1757.093692 3 586.3692017 -0.364123743 -0.000213267 59.71334727MEIQEMQLK 20 669033275 2xTMT6plex [N-Term; K9] 1.324 0.962 3.55449605 46.32 0 1607.890106 2 804.4488525 0.200447856 0.000161149 72.61134951AEQAEADK 6 669033275 2xTMT6plex [N-Term; K8] 1.855 1.353 2.024 3.345167875 46.74 0 1319.720716 2 660.3638306 -0.251119183 -0.000165704 26.71381538EENVEIHQTLDQTLLELNNL 4 669033275 1xTMT6plex [N-Term] 2.305280685 6.62 0 2594.351091 3 865.4542847 -1.075658612 -0.000930212 99.08640446SLEAQADK 4 669033275 2xTMT6plex [N-Term; K8] 2.592 2.328 3.287427664 47.33 0 1319.757101 2 660.3823242 0.204869138 0.000135189 39.69798513AEQAEADKK 10 669033275 3xTMT6plex [N-Term; K8; K9] 1.354 1.532 1.56 2.406741858 16.76 1 1676.978611 3 559.6641235 -0.473187032 -0.000264508 34.59182199GTEDEVEK 4 669033275 2xTMT6plex [N-Term; K8] 3.027 7.464 3.056016922 36.73 0 1364.730946 2 682.8652954 -5.592318185 -0.003816005 30.32165682CGDLEEELK 2 669033275 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 1.337 2.410672665 15.73 0 1550.81363 2 775.9111938 0.954876385 0.000740418 56.19358147EDKYEEEIK 13 669033275 3xTMT6plex [N-Term; K3; K9] 1.54 1.287 1.151 2.958414555 24.3 1 1870.041271 2 935.5215454 -2.917801748 -0.002728205 47.943730454885375 HIST1H1C histone H1.2 3006 NP_005310.1 39.90610329 1 4 13 125 213 21.352 10.93 2.13 1.67 1.96 1.92 Significant 0.0049 ASGPPVSELITK 11 4885375 2xTMT6plex [N-Term; K12] 2.468 2.746 2.739 4.860414505 78.21 0 1656.993643 2 829.0006104 0.181601858 0.000150457 66.19361867KASGPPVSELITK 16 4885375 3xTMT6plex [N-Term; K1; K13] 1.721 1.428 1.877 5.893885612 42.56 1 2014.251538 3 672.0892334 0.798716189 0.000536272 58.09582745KALAAAGYDVEK 12 4885375 3xTMT6plex [N-Term; K1; K12] 1.152 1.152 1.007 6.476112366 60.9 1 1923.151824 3 641.7223511 0.351419294 0.000225278 52.13334856ALAAAGYDVEK 5 4885375 2xTMT6plex [N-Term; K11] 2.065 2.053 4.63003397 59.06 0 1565.893929 2 783.4494629 -1.456049294 -0.001140009 51.35155329SGVSLAALK 10 4885375 2xTMT6plex [N-Term; K9] 2.54 100 100 3.625626802 59.93 0 1303.834958 2 652.4209595 -0.242020423 -0.000157777 61.01925825KPAAATVTK 12 4885375 3xTMT6plex [N-Term; K1; K9] 2.024 1.285 100 4.255025864 37.17 0 1574.024439 3 525.3461304 -0.381891605 -0.000200369 36.52909542KAAGGATPK 6 4885375 3xTMT6plex [N-Term; K1; K9] 1.384 1.538 1.553 4.330204487 24.6 1 1487.951274 3 496.6552124 -0.127768276 -6.34E-05 24.41122666GTGASGSFK 20 4885375 2xTMT6plex [N-Term; K9] 1.768 1.906 1.992 3.84473753 55.74 0 1269.720322 2 635.364624 1.299000139 0.000824683 32.06205911AASGEAKPK 15 4885375 3xTMT6plex [N-Term; K7; K9] 1.259 1.961 2.248 2.505070686 12.35 0 1545.956753 2 773.4815674 -0.579048782 -0.000447592 34.75106002AAGGATPK 7 4885375 2xTMT6plex [N-Term; K8] 2.538 1.799 100 2.660259485 26.78 0 1130.693379 2 565.8505249 0.348524803 0.000197037 22.28976633KPVGAAK 4 4885375 3xTMT6plex [N-Term; K1; K7] 3.019 2.728 3.018432856 12.01 0 1357.913432 3 453.3092957 -0.072447261 -3.28E-05 28.44253988KAASGEAKPK 2 4885375 4xTMT6plex [N-Term; K1; K8; K10] 1.906 2.287 1.973932862 1 1903.214648 4 476.559845 1.524637704 0.000725428 26.06840674GTLVQTK 5 4885375 2xTMT6plex [N-Term; K7] 2.149 1.798 2.043 3.357786417 40.19 0 1204.766544 2 602.8865967 -0.520657407 -0.000313635 34.711542774505641 PCNA proliferating cell nuclear antigen 5111 NP_002583.1 22.22222222 1 5 5 27 261 28.75 4.69 2.74 5.512 2.084 3.45 Non-Significant 0.082 LMDLDVEQLGIPEQEYSCVVK 9 4505641 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C18] 100 2.918 2.773319244 26.03 0 2923.519703 3 975.1762085 -1.925932537 -0.001876834 94.13158958DLSHIGDAVVISCAK 5 4505641 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 5.698 3.360664368 24.86 0 2043.130882 3 681.7137451 -2.05554058 -0.001399913 56.77489134YLNFFTK 6 4505641 2xTMT6plex [N-Term; K7] 3.774 100 3.892 2.515175819 25.78 0 1390.813494 2 695.9093018 -1.558292599 -0.001083647 73.63218063LVQGSILK 4 4505641 2xTMT6plex [N-Term; K8] 100 100 2.276948214 33.12 0 1315.871343 2 658.4386597 -0.988458385 -0.000650342 52.92470347VSDYEMK 3 4505641 2xTMT6plex [N-Term; K7] 2.575 1.533 2.64865756 30.85 0 1329.712459 2 665.3605347 1.002649804 0.000666618 44.931073924502709 CDK1 cyclin-dependent kinase 1 isoform 1 983 NP_001777.1 25.58922559 1 5 6 27 297 34.074 8.4 2.252 1.855 8.015 4.04 Non-Significant 0.18 KPLFHGDSEIDQLFR 4 4502709 2xTMT6plex [N-Term; K1] 2.036 1.778 3.285978079 23.86 0 2260.249023 4 565.8171387 -1.016681116 -0.000574488 70.88667826WKPGSLASHVK 4 4502709 3xTMT6plex [N-Term; K2; K11] 2.662 2.518 4.155053139 15.97 0 1897.162664 4 475.0462646 0.297830946 0.000141258 51.9727208ALGTPNNEVWPEVESLQDYK 2 4502709 2xTMT6plex [N-Term; K20] 100 1.76789093 7.72 0 2747.429231 3 916.4824219 1.267055384 0.001160382 83.15639899DLKPQNLLIDDK 6 4502709 3xTMT6plex [N-Term; K3; K12] 0.713 100 2.38833189 10.52 0 2099.267916 3 700.4265137 -1.395083663 -0.000976218 57.91728246IADFGLAR 18 4502709 1xTMT6plex [N-Term] 1.152 0.755 4.681 2.275216579 33.17 0 1091.64106 2 546.3240356 -0.243176028 -0.00013273 61.80413661SPEVLLGSAR 2 4502709 1xTMT6plex [N-Term] 0.836 2.622908592 5.32 0 1257.736417 2 629.3712158 -1.003333733 -0.000630965 54.37543747145309326 LAMC1 laminin subunit gamma-1 precursor 3915 NP_002284.3 3.107520199 1 5 5 18 1609 177.489 5.12 2.29 2.29 1.11 1.9 Significant 0.04 GKTEQQTADQLLAR 2 145309326 2xTMT6plex [N-Term; K2] 1.082 4.089167118 23.74 1 2017.144223 3 673.0529175 -0.011986547 -8.06E-06 40.75343476AFDITYVR 4 145309326 1xTMT6plex [N-Term] 1.932 3.273728132 28.55 0 1213.67784 2 607.3424072 -0.248564211 -0.000150838 60.14331805EVMDLLR 8 145309326 1xTMT6plex [N-Term] 100 2.286 2.156861305 23.58 0 1104.628447 2 552.8186035 1.343339704 0.000741946 74.72445595NTIEETGNLAEQAR 2 145309326 1xTMT6plex [N-Term] 1.536 1.727675557 1.74 0 1774.913271 2 887.9607544 0.54132733 0.000480405 41.0059653DIEEIMK 2 145309326 2xTMT6plex [N-Term; K7] 1.338421702 15.82 0 1335.75941 2 668.3833008 -0.063422724 -4.24E-05 68.63759568195927037 DNMT1 DNA (cytosine-5)-methyltransferase 1 isoform a 1786 NP_001124295.1 1.164215686 1 2 2 8 1632 184.703 7.85 2.59 2.37 2.49 2.48 Significant 0.00066 GVCSCVEAGK 7 195927037 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C3; C5] 2.587 3.457 2.492 4.04426527 62.54 0 1524.791455 2 762.8996582 0.383263067 0.000292198 34.20744021DMSALVAAR 1 195927037 1xTMT6plex [N-Term] 1.196 2.419368029 0 1162.645159 2 581.8253784 -1.444089841 -0.000839482 52.4849277524430190 KRT15 keratin, type I cytoskeletal 15 3866 NP_002266.2 31.14035088 1 8 13 391 456 49.167 4.77 0.39 0.36 0.37 0.37 Significant 0.00056 FVSSGSGGGYGGGMR 6 24430190 1xTMT6plex [N-Term] 0.4 0.366 0.399 4.874829769 59.85 0 1604.768856 2 802.8887329 0.830823896 0.00066664 40.82740997ALEEANADLEVK 217 24430190 2xTMT6plex [N-Term; K12] 0.606 0.627 0.555 5.218453407 90.06 0 1759.984201 2 880.4959717 0.264854295 0.00023307 51.10169088EVASNTEMIQTSK 6 24430190 2xTMT6plex [N-Term; K13] 0.364 0.351 5.01432085 67.32 0 1896.014849 2 948.5097046 -1.432573334 -0.00135809 49.63799574EVASNTEMIQTSK 4 24430190 2xTMT6plex [N-Term; K13]; 1xOxidation [M8] 0.497 3.079568624 47.43 0 1912.009764 2 948.5097046 -1.432573334 -0.00135809 49.63799574LEQEIATYR 30 24430190 1xTMT6plex [N-Term] 0.873 0.965 0.895 3.989738941 51.78 0 1351.741896 2 676.3740845 -0.742660038 -0.000501942 59.56020918VLDELTLAR 31 24430190 1xTMT6plex [N-Term] 0.836 0.802 0.88 3.858995199 41.24 0 1258.756818 2 629.8816528 -0.626805691 -0.000394498 67.98248171EQYEAMAEK 6 24430190 2xTMT6plex [N-Term; K9] 0.347 0.436 0.37 4.329832554 48.31 0 1556.803065 2 778.9063721 1.543066479 0.001201125 44.70261666IMATTIDNSR 3 24430190 1xTMT6plex [N-Term] 0.461 0.357 2.781294346 20.55 0 1350.724866 2 675.866394 0.477910753 0.000322763 47.19757519ITMQNLNDR 28 24430190 1xTMT6plex [N-Term] 0.566 0.576 0.616 3.402525187 42.38 0 1333.70955 2 667.3587646 0.526671549 0.000351213 48.81082799LTMQNLNDR 16 24430190 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.656 0.624 0.59 1.89945972 33.06 0 1349.704465 2 667.3587646 0.526671549 0.000351213 48.81082799LKYENELALR 6 24430190 2xTMT6plex [N-Term; K2] 0.366 0.332 0.344 3.500450134 18.66 1 1707.020527 3 569.6781006 -0.455836456 -0.000259374 47.23233886LASYLDK 51 24430190 2xTMT6plex [N-Term; K7] 0.689 0.687 0.676 3.160550594 38.22 0 1267.76621 2 634.3873291 0.924415808 0.000585972 69.69252583GGSLLAGGGGFGGGSLSGGGGSR 2 24430190 1xTMT6plex [N-Term] 1.682545662 4.43 0 2051.046745 2 1026.022339 -4.555686333 -0.004671963 52.52682339EQYEAMAEK 2 24430190 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.371 2.382699728 42.97 0 1572.79798 2 778.9063721 1.543066479 0.001201125 44.70261666IHDWYQK 2 24430190 2xTMT6plex [N-Term; K7] 0.338 3.023718357 26.81 0 1447.809806 3 483.2747192 -0.139034254 -6.71E-05 51.56962103VILEIDNAR 3 24430190 1xTMT6plex [N-Term] 0.693 0.527 2.38424468 26.44 0 1271.752067 2 636.3796387 -0.052121991 -3.31E-05 61.4516960840317626 THBS1 thrombospondin-1 precursor 7057 NP_003237.2 22.99145299 1 19 19 74 1170 129.3 4.94 1.23 1.53 1.29 1.35 Significant 0.0046 DCVGDVTENQICNK 10 40317626 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C12] 100 1.669 1.548 4.266801357 51.41 0 2110.03091 2 1055.511475 -7.221430349 -0.007618721 43.16870651GDACDHDDDNDGIPDDKDNCR 3 40317626 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C4; C20] 1.518 1.375 6.830832958 32.12 1 2877.205198 4 720.0568848 0.177628103 0.000127768 30.15975225AQGYSGLSVK 6 40317626 2xTMT6plex [N-Term; K10] 1.062 1.524 1.151 4.599987984 58.54 0 1467.85715 2 734.4250488 -9.761688153 -0.007164382 44.14808554DDFDHDSVPDIDDICPENVDISETDFR 4 40317626 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 100 3.897334337 23.44 0 3409.485154 3 1137.165039 -1.346400495 -0.001530177 83.81537748DLQAICGISCDELSSMVLELR 4 40317626 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C10] 1.224 5.799779415 76.64 0 2638.308775 3 880.1074829 -0.333376267 -0.000293183 102.3868379FVFGTTPEDILR 6 40317626 1xTMT6plex [N-Term] 1.631 1.587 100 3.828286171 36.27 0 1623.894374 2 812.4502563 -0.700744276 -0.000568967 92.17983897DNCPFHYNPAQYDYDRDDVGDR 2 40317626 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.929 4.098110676 10.49 1 2961.269564 4 741.0708618 -2.683377586 -0.001986551 49.08234614AQLYIDCEK 4 40317626 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.636 1.236 4.172516346 42.96 0 1597.866 2 799.4371948 0.696452917 0.000556419 47.03617292NPCTDGTHDCNK 2 40317626 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C3; C10] 1.493 3.657343388 20.61 0 1876.868202 3 626.2947388 0.778482257 0.000487036 27.74137235GGVNDNFQGVLQNVR 2 40317626 1xTMT6plex [N-Term] 1.191 2.400145531 31.1 0 1845.976875 2 923.491394 -0.738494659 -0.000681622 71.83693939TCHIQECDKR 6 40317626 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C2; C7] 1.185 3.946121454 16.03 1 1804.919844 3 602.3112183 -0.411173297 -0.000247378 26.0527956IEDANLIPPVPDDKFQDLVDAVR 4 40317626 2xTMT6plex [N-Term; K14] 1.850450635 7.72 1 3037.661022 3 1013.224731 -0.45457477 -0.000460281 92.34771782GTLLALER 4 40317626 1xTMT6plex [N-Term] 1.283 0.77 2.534425497 37.79 0 1101.682925 2 551.3463745 2.312365364 0.001273747 54.55521355FTGSQPFGQGVEHATANK 2 40317626 2xTMT6plex [N-Term; K18] 1.691069484 11.58 0 2334.224264 3 778.7473145 1.339035594 0.00104187 36.55389727IMADSGPIYDK 2 40317626 2xTMT6plex [N-Term; K11] 1.403 2.591054201 15.8 0 1667.907865 2 834.4579468 0.451028923 0.000376137 64.30681263FQMIPLDPK 6 40317626 2xTMT6plex [N-Term; K9] 0.01 1.419 0.492 1.642273307 11.22 0 1546.906743 2 773.9567261 -0.366564801 -0.000283521 76.82199865FQDLVDAVR 2 40317626 1xTMT6plex [N-Term] 2.061237812 21.61 0 1291.720767 2 646.3636475 -0.579527824 -0.000374294 72.09340226TIVTTLQDSIR 3 40317626 1xTMT6plex [N-Term] 1.971007586 12.25 0 1475.863074 2 738.4344482 -0.985203608 -0.000727013 61.92085069MENAELDVPIQSVFTR 2 40317626 1xTMT6plex [N-Term] 1.477702856 10.38 0 2078.078956 2 1039.542114 -0.964599718 -0.001002257 76.7946447669033286 HMGB3 high mobility group protein B3 isoform b 3149 NP_001288160.1 43.18181818 1 7 8 36 220 25.485 9.06 1.67 1.25 1.57 1.5 Significant 0.0071 KVEEEDEEEEEEEEEEEEEEDE 6 669033286 2xTMT6plex [N-Term; K1] 1.216 2.837 100 4.346535206 27.98 1 3257.327642 3 1086.445923 -1.359060493 -0.001475635 41.08386842KLGEMWNNLNDSEK 4 669033286 3xTMT6plex [N-Term; K1; K14] 2.006 1.902 4.090102673 34.93 1 2365.278892 3 789.097229 -0.743226639 -0.000585979 73.24396718STNPGISIGDVAK 2 669033286 2xTMT6plex [N-Term; K13] 100 3.208517075 54.33 0 1716.98962 2 858.9990845 0.740805476 0.000635978 49.9333386KNPEVPVNFAEFSK 4 669033286 3xTMT6plex [N-Term; K1; K14] 2.171 2.858 4.008979797 34 1 2293.315929 3 765.1083984 -2.305455359 -0.001762379 59.52124965KKVEEEDEEEEEEEEEEEEEEDE 6 669033286 3xTMT6plex [N-Term; K1; K2] 100 2.617940187 10.81 2 3614.585537 3 1205.533936 0.474804264 0.000572074 39.87044382SKFDEMAK 9 669033286 3xTMT6plex [N-Term; K2; K8] 1.626 1.117 1.513 3.088344097 16.84 1 1642.94414 2 821.9751587 -0.668895041 -0.000549479 39.66208968RPPSGFFLFCSEFRPK 2 669033286 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 100 2.566329956 10.64 0 2430.315663 4 608.3348389 0.766451362 0.00046568 75.83340741KDPNAPK 3 669033286 3xTMT6plex [N-Term; K1; K7] 2.203 1.723 2.46927166 12.45 1 1456.909075 3 486.3074646 -0.847253403 -0.000411457 21.705000524507157 SORL1 sortilin-related receptor preproprotein 6653 NP_003096.1 0.677506775 1 1 1 6 2214 248.282 5.53 1.56 1.65 1.66 1.62 Significant 0.00038 KISGDTCSGGDVEAR 6 4507157 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.559 1.651 1.66 3.989685535 21.16 1 2010.032624 3 670.6828613 0.699702262 0.000468808 36.91484617189083772 GSN gelsolin isoform b 2934 NP_001121134.1 35.29411765 1 23 23 110 731 80.591 5.85 0.51 0.58 0.41 0.5 Significant 0.0096 AQPVQVAEGSEPDGFWEALGGK 10 189083772 2xTMT6plex [N-Term; K22] 0.544 0.851 4.443356037 37.42 0 2730.413916 3 910.8092041 -0.313683324 -0.000285495 96.39109704DPDQTDGLGLSYLSSHIANVER 6 189083772 1xTMT6plex [N-Term] 0.599 0.01 4.297252655 30.9 0 2616.310289 3 872.7748413 -0.121749404 -0.000106178 80.79299182EVQGFESATFLGYFK 16 189083772 2xTMT6plex [N-Term; K15] 0.709 1.261 4.605374336 59.57 0 2181.163227 2 1091.085938 0.628513255 0.000685445 96.00096324VPFDAATLHTSTAMAAQHGMDDDGTGQK 4 189083772 2xTMT6plex [N-Term; K28]; 1xOxidation [M] 100 3.077495575 14.94 0 3347.60366 4 837.6568604 0.582965144 0.000487884 58.60101412SEDCFILDHGK 6 189083772 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.693 0.662 0.01 3.55607748 38.92 0 1778.914741 3 593.6419067 -2.009222293 -0.001191412 49.37220013DSQEEEKTEALTSAK 6 189083772 3xTMT6plex [N-Term; K7; K15] 0.748 1.044 4.448760509 34.99 1 2353.270161 3 785.0951538 0.31767529 0.000249192 52.65826348TPSAAYLWVGTGASEAEK 6 189083772 2xTMT6plex [N-Term; K18] 2.428411245 20.99 0 2296.222533 2 1148.613647 -1.095215332 -0.001257429 67.18505638QTQVSVLPEGGETPLFK 6 189083772 2xTMT6plex [N-Term; K17] 100 2.709791422 23.11 0 2288.290219 2 1144.647705 -0.911275909 -0.001042632 70.17045468MVVEHPEFLK 6 189083772 2xTMT6plex [N-Term; K10] 0.491 0.774 2.744548321 29.1 0 1686.96532 3 562.9929199 -0.660057656 -0.000371165 65.55957545YIETDPANR 6 189083772 1xTMT6plex [N-Term] 0.59 2.700572729 45.1 0 1307.679296 2 654.3435669 0.429156494 0.0002806 38.43660066VVEHPEFLK 4 189083772 2xTMT6plex [N-Term; K9] 0.352 0.563 0.237 41.63 0 1555.924835 3 519.3130493 -0.1547252 -8.02E-05 46.03208748TEALTSAK 4 189083772 2xTMT6plex [N-Term; K8] 0.694 0.831 3.402081966 46.27 0 1278.766938 2 639.8869019 -0.321230594 -0.00020539 40.58573736AGALNSNDAFVLK 2 189083772 2xTMT6plex [N-Term; K13] 1.573 2.513380289 17.59 0 1778.021255 2 889.513916 -0.393386045 -0.000349724 59.55551429AGKEPGLQIWR 4 189083772 2xTMT6plex [N-Term; K3] 0.645 0.583 3.19527626 4.94 1 1713.021195 3 571.678894 0.544948836 0.00031117 56.38538377HVVPNEVVVQR 2 189083772 1xTMT6plex [N-Term] 0.631 2.946653605 31.81 0 1504.879727 2 752.9429932 -0.676035338 -0.000508676 38.90550944TASDFITK 4 189083772 2xTMT6plex [N-Term; K8] 0.688 0.583 3.465964317 36.1 0 1340.782588 2 670.895813 1.313730189 0.000880713 50.93357894DSQEEEK 2 189083772 2xTMT6plex [N-Term; K7] 100 2.958912611 25.58 0 1322.683996 2 661.8458862 0.377876302 0.000249905 24.93398828RTPITVVK 2 189083772 2xTMT6plex [N-Term; K8] 0.475 3.932851791 28.62 1 1371.908792 3 457.9741516 -0.648684534 -0.000296645 43.98356731AVEVLPK 7 189083772 2xTMT6plex [N-Term; K7] 0.502 0.541 0.525 2.718402386 33.34 0 1213.79203 2 607.3995361 -0.19348815 -0.000117427 39.66624663



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms TGAQELLR 2 189083772 1xTMT6plex [N-Term] 1.089 2.56367135 23.84 0 1116.657438 2 558.8325806 0.399489402 0.000223046 42.01672119EPGLQIWR 2 189083772 1xTMT6plex [N-Term] 100 2.135707378 21.5 0 1227.704723 2 614.3557129 -0.467383353 -0.000286904 53.75186019TPITVVK 2 189083772 2xTMT6plex [N-Term; K7] 0.551 2.944895744 36.37 0 1215.807681 2 608.4078979 0.689844661 0.000419359 50.37292295VSNGAGTMSVSLVADENPFAQGALK 1 189083772 2xTMT6plex [N-Term; K25] 1.645085454 0.25 0 2921.544278 3 974.5106812 -9.168939582 -0.008929154 89.437432434506141 HTRA1 serine protease HTRA1 precursor 5654 NP_002766.1 16.66666667 1 6 6 23 480 51.255 7.83 0.6 0.76 0.72 0.69 Significant 0.0048 GACGQGQEDPNSLR 6 4506141 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.604 0.241 4.070591927 56.16 0 1717.812512 3 573.2775269 3.210755754 0.001838492 31.20086427EVPVASGSGFIVSEDGLIVTNAHVVTNK 4 4506141 2xTMT6plex [N-Term; K28] 0.711 5.484000206 52.53 0 3297.809477 4 825.2080688 0.29370424 0.000242145 82.47691127ESTLNMVVR 2 4506141 1xTMT6plex [N-Term] 0.762 3.104501009 33.33 0 1277.708488 2 639.3584595 0.903707946 0.000577338 44.58310406IAPAVVHIELFR 4 4506141 1xTMT6plex [N-Term] 0.515 3.171844959 27.41 0 1593.967814 3 531.9946899 1.06826763 0.000567595 74.16091409ADIALIK 3 4506141 2xTMT6plex [N-Term; K7] 0.75 2.693772078 38.91 0 1201.79203 2 601.399292 -0.601714445 -0.000361568 55.52287789YNFIADVVEK 4 4506141 2xTMT6plex [N-Term; K10] 100 1.643605947 15.74 0 1655.940879 2 828.4702759 -4.592085552 -0.003802111 81.832664144505571 SQSTM1 sequestosome-1 isoform 1 8878 NP_003891.1 26.81818182 1 5 5 20 440 47.657 5.22 0.98 1.02 1.09 1.03 Significant 0.00097 DEDGDLVAFSSDEELTMAMSYVK 6 4505571 2xTMT6plex [N-Term; K23] 1.542 3.474927664 26.09 0 3010.431341 3 1004.146667 -1.957071239 -0.001963876 107.0548518KIALESEGRPEEQMESDNCSGGDDDWTHLSSK 2 4505571 3xTMT6plex [N-Term; K1; K32]; 1xCarbamidomethyl [C19] 0.876 4.573376656 22.48 1 4295.043554 5 859.8134766 -1.228825141 -0.001055571 65.68978361EAALYPHLPPEADPR 6 4505571 1xTMT6plex [N-Term] 1.141 1.023 1.042 3.306419849 32.37 0 1905.006778 3 635.6742554 0.753279882 0.000478334 46.84014966LTPVSPESSSTEEK 2 4505571 2xTMT6plex [N-Term; K14] 0.933 3.04297924 43.26 0 1949.047923 2 975.0286255 1.052527513 0.001025713 45.0089963DEDGDLVAFSSDEELTMAMSYVK 3 4505571 2xTMT6plex [N-Term; K23]; 1xOxidation [M] 0.949 3.136191607 11.12 0 3026.426256 3 1004.146667 -1.957071239 -0.001963876 107.0548518EVDPSTGELQSLQMPESEGPSSLDPSQEGPTGLK 1 4505571 2xTMT6plex [N-Term; K34] 1.070875883 1.43 0 3984.963606 4 996.9940186 -2.349351757 -0.00234052 71.63880027148612842 IFITM3 interferon-induced transmembrane protein 3 10410 NP_066362.2 31.57894737 1 3 3 14 133 14.622 7.01 0.82 1.02 0.66 0.84 Significant 0.015 EEHEVAVLGAPHNPAPPTSTVIHIR 6 148612842 1xTMT6plex [N-Term] 0.795 0.723 0.782 7.879145145 53.35 0 2900.558005 5 580.916626 -1.372659047 -0.000796295 43.7618419MVGDVTGAQAYASTAK 6 148612842 2xTMT6plex [N-Term; K16] 0.829 100 100 4.424339771 54.54 0 2028.083597 2 1014.544983 -0.447604669 -0.00045389 50.38084129KMVGDVTGAQAYASTAK 2 148612842 3xTMT6plex [N-Term; K1; K17] 0.247 4.877254009 32 1 2385.341492 3 795.7843628 -1.239575593 -0.000985604 45.286476764504431 HMGA2 high mobility group protein HMGI-C isoform a 8091 NP_003474.1 53.21100917 1 5 5 28 109 11.825 10.62 0.347 0.262 0.01 0.21 Non-Significant 0.18 GEGAGQPSTSAQGQPAAPAPQK 6 4504431 2xTMT6plex [N-Term; K22] 0.378 4.706462383 56.81 0 2493.309785 3 831.7736206 -1.394260599 -0.001158775 36.5750388KPAQEETEETSSQESAEED 4 4504431 2xTMT6plex [N-Term; K1] 0.073 0.01 4.539194584 37.11 0 2582.19935 3 861.4036255 -1.172304979 -0.001009042 29.9595313KWPQQVVQK 6 4504431 3xTMT6plex [N-Term; K1; K9] 0.318 0.293 3.889223337 32.28 1 1828.1412 3 610.0513916 -0.863409956 -0.000526145 53.44360867AEATGEK 4 4504431 2xTMT6plex [N-Term; K7] 0.317 0.354 2.909908056 37.07 0 1163.667224 2 582.3372192 -0.053299978 -3.10E-05 21.91918611KAEATGEK 8 4504431 3xTMT6plex [N-Term; K1; K8] 0.342 0.358 2.591320515 32.87 1 1520.925119 2 760.9654541 -0.977863313 -0.000743628 27.9532896141322923 PLEC plectin isoform 1a 5339 NP_958786.1 57.29052122 1 2 235 1787 4547 515.884 5.8 1.01 0.99 0.96 0.99 Significant 0.00022 GDECQLVGPAQPSHWK 6 41322923 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C4] 1.266 1.125 1.408 5.225980282 51.9 0 2267.164307 3 756.3917236 -1.627368405 -0.001229837 45.7760475RQELEAELAK 14 41322923 2xTMT6plex [N-Term; K10] 0.974 1.047 0.983 5.4715662 40.11 1 1644.968491 3 548.9942017 -0.26706866 -0.00014644 42.89150603SLAAEEEAAR 6 41322923 1xTMT6plex [N-Term] 1.021 0.908 1.005 4.060409069 67.26 0 1275.674211 2 638.340332 -0.645248993 -0.000411564 33.90928655DALDGPAAEAEPEHSFDGLR 12 41322923 1xTMT6plex [N-Term] 1.316 1.556 2.729 3.873622656 49.37 0 2326.114884 3 776.0438232 0.873751583 0.000677482 58.59209881AQAEAQQPTFDALRDELR 6 41322923 1xTMT6plex [N-Term] 0.653 0.866 100 5.450631618 20.8 1 2288.183238 3 763.4005737 1.717315004 0.001309844 61.37110094SSSVGSSSSYPISPAVSR 2 41322923 1xTMT6plex [N-Term] 1.168 3.643047094 42.75 0 1984.018465 2 992.5133057 0.438553441 0.000435049 48.21533703GYYSPYSVSGSGSTAGSR 6 41322923 1xTMT6plex [N-Term] 0.661 0.555 0.599 4.647460461 42.02 0 2011.955864 2 1006.47229 -9.225307674 -0.009280456 42.71505522EQLQLLEEQHR 8 41322923 1xTMT6plex [N-Term] 1.414 1.255 1.042 4.13542366 65.92 0 1651.896499 2 826.4512939 -0.719136686 -0.00059397 52.28282662DTHDQLSEPSEVR 8 41322923 1xTMT6plex [N-Term] 1.038 0.992 100 5.132863522 52.97 0 1741.855422 3 581.2897949 -0.339083467 -0.000196878 32.98123797LLEAAAQSTK 6 41322923 2xTMT6plex [N-Term; K10] 1.226 1.089 1.104 4.677412033 65.04 0 1489.899015 2 745.453125 -0.027652881 -2.06E-05 47.394452QSSEAEIQAK 8 41322923 2xTMT6plex [N-Term; K10] 1.123 1.166 1.202 4.571704865 62.38 0 1548.863357 2 774.9362793 1.242642704 0.000962342 22.89428824AQAEAQQPTFDALR 8 41322923 1xTMT6plex [N-Term] 1.269 0.98 4.243383884 38.94 0 1774.928528 2 887.9675293 -0.420065506 -0.000372793 54.24746812AALAHSEEVTASQVAATK 6 41322923 2xTMT6plex [N-Term; K18] 0.905 0.938 0.945 6.170174599 63.35 0 2242.244331 3 748.0864868 0.256876207 0.000191993 44.04468484GLFDEEMNEILTDPSDDTK 13 41322923 2xTMT6plex [N-Term; K19] 0.783 0.927 3.96105361 51.74 0 2627.279849 3 876.430481 -1.126544973 -0.000986583 88.62165042EQELQQTLQQEQSVLDQLR 15 41322923 1xTMT6plex [N-Term] 1.111 4.583 1.352 3.556969881 40.25 0 2542.331025 3 848.1137085 -1.751318642 -0.001484144 87.78895674GFFDPNTEENLTYLQLMER 24 41322923 1xTMT6plex [N-Term] 0.959 1.692 0.785 3.645915985 31.19 0 2546.243455 3 849.4177246 -1.898778322 -0.001611584 92.26274236QVQVALETAQR 6 41322923 1xTMT6plex [N-Term] 0.853 0.838 0.796 3.750156879 53.58 0 1471.843007 2 736.4255981 0.619970376 0.00045625 55.55691539ATTAALLLEAQAATGFLVDPVR 3 41322923 1xTMT6plex [N-Term] 1.459 3.701076508 44.92 0 2457.39144 2 1229.201294 1.575268214 0.001935525 117.024896LQEAGILSAEELQR 6 41322923 1xTMT6plex [N-Term] 0.966 1.685 5.295166969 58.58 0 1785.990793 2 893.4992676 0.260419176 0.000232553 93.47670802VLSSSGSEAAVPSVCFLVPPPNQEAQEAVTR 4 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 4.185986519 19.62 0 3455.767799 3 1152.59314 -0.848863367 -0.000977825 86.17113175ESADPLGAWLQDAR 10 41322923 1xTMT6plex [N-Term] 1.701 1.694 100 3.758331537 49.26 0 1757.901978 2 879.4535522 -1.223388925 -0.001075299 87.72849509AKLEQLFQDEVAK 6 41322923 3xTMT6plex [N-Term; K2; K13] 0.734 0.743 0.48 4.553472996 34.52 1 2206.30503 3 736.105835 -0.942089674 -0.000692846 84.95097515LLEAQIATGGVIDPVHSHR 3 41322923 1xTMT6plex [N-Term] 0.683 1.02 5.290122032 51.1 0 2242.25053 3 748.0886841 0.432068621 0.000322935 66.98597845DPYSGSTISLFQAMQK 8 41322923 2xTMT6plex [N-Term; K16] 0.983 1.394 4.19281292 32.8 0 2231.178226 3 744.397644 0.068712084 5.11E-05 90.28572194DLLPSDMAVALLEAQAGTGHIIDPATSAR 13 41322923 1xTMT6plex [N-Term] 0.964 1.354 4.12898159 43.87 0 3162.666628 3 1054.891724 -1.90053593 -0.002003587 103.9443819QEELYSELQAR 6 41322923 1xTMT6plex [N-Term] 1.158 1.28 3.45531559 63.77 0 1594.827417 2 797.9169922 -0.44446502 -0.000354423 57.87025896LLEAQIATGGIIDPVHSHR 6 41322923 1xTMT6plex [N-Term] 1.15 100 3.080124617 34.91 0 2256.26618 3 752.7589111 -1.772885485 -0.001333367 65.62193604QLAEAHAQAK 6 41322923 2xTMT6plex [N-Term; K10] 0.875 1.007 1.124 4.588809013 52.66 0 1524.889847 3 508.9674072 -1.428601756 -0.000726153 26.00986848TLLQGSGCLAGIYLEDTK 5 41322923 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 1.329 5.749361038 76.02 0 2397.309968 3 799.774353 -0.61001205 -0.000487463 88.1483848LQMEAGLCEEQLNQADALLQSDVR 26 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8]; 1xOxidation [M3] 1.149 1.091 5.257513046 65.89 0 2976.460401 4 740.871582 -0.33370259 -0.000246979 90.29856489LQMEAGLCEEQLNQADALLQSDVR 92 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.163 2.302 1.355 5.793747902 73.29 0 2960.465486 4 740.871582 -0.33370259 -0.000246979 90.29856489AFEETQIDIPGGGSHGGSTMSLWEVMQSDLIPEEQR 4 41322923 1xTMT6plex [N-Term] 2.896802664 13.29 0 4160.974239 4 1040.995117 -3.749107566 -0.003899985 95.98800473FLEGTSCIAGVFVDATK 2 41322923 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C7] 1.228 3.74762702 43.43 0 2273.225176 3 758.4161987 3.900573291 0.002955627 101.7545257EALEAESAWCYLYGTGSVAGVYLPGSR 4 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 3.689950943 23.71 0 3135.529467 3 1045.847778 -0.21843171 -0.0002283 101.9949974SQVMDEATALQLR 4 41322923 1xTMT6plex [N-Term] 0.608 4.199 3.880594015 40.12 0 1690.899536 2 845.953186 -0.260340534 -0.000220105 59.43915964AYSDPSTGEPATYGELQQR 8 41322923 1xTMT6plex [N-Term] 0.96 1.056 4.562547684 60.99 0 2299.103985 3 767.0387573 -0.985721985 -0.000755426 50.03753883KQEELQQLEQQR 8 41322923 2xTMT6plex [N-Term; K1] 1.113 1.226 4.145999908 26.15 1 2015.128573 2 1008.068665 0.734033343 0.000739586 48.68426315TVTVWELISSEYFTAEQR 2 41322923 1xTMT6plex [N-Term] 1.255 4.052988052 45.25 0 2388.228457 3 796.7470093 -0.830183546 -0.000660889 109.9996557QVEVTVHKGDECQLVGPAQPSHWK 2 41322923 3xTMT6plex [N-Term; K8; K24]; 1xCarbamidomethyl [C12] 0.948 6.154533386 16.5 1 3416.835204 5 684.1716919 -1.712531332 -0.001170287 50.88942634GGAEGELQALR 5 41322923 1xTMT6plex [N-Term] 1.112 1.278 4.758570671 64.63 0 1329.732394 2 665.3690186 -1.228563455 -0.00081683 50.4820435QEQIQAMPLADSQAVR 4 41322923 1xTMT6plex [N-Term] 0.848 1.223 3.953153372 46.41 0 2014.05889 2 1007.532227 -0.850613161 -0.000856592 47.90060383GGELVYTDSEAR 8 41322923 1xTMT6plex [N-Term] 1.054 1.175 4.681869507 65.55 0 1525.769567 2 763.388916 0.647556008 0.000494011 42.0606006GFFDPNTHENLTYR 12 41322923 1xTMT6plex [N-Term] 0.848 0.817 4.955785275 49.26 0 1939.949991 3 647.3212891 -0.349139154 -0.000225771 61.25660307REEAAVDAQQQK 38 41322923 2xTMT6plex [N-Term; K12] 1.072 0.72 1.017 5.348618984 51.26 1 1831.007396 3 611.0071411 -0.28702241 -0.00017518 27.74690146QLQLAQEAAQK 4 41322923 2xTMT6plex [N-Term; K11] 1.14 0.99 4.746269703 68.02 0 1685.99504 2 843.5014038 0.291137978 0.000245429 53.8519135AEVVETTQVYTEEETRR 6 41322923 1xTMT6plex [N-Term] 0.932 0.828 0.929 5.174630165 30.79 1 2269.150935 3 757.0544434 -0.951171578 -0.000719451 44.66228578DSQDAGGFGPEDR 2 41322923 1xTMT6plex [N-Term] 0.916 3.821832418 62.13 0 1579.718594 2 790.3632202 0.360443746 0.0002847 32.76730248EYGSCSHHYQQLLQSLEQGAQEESR 5 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 100 5.411483288 29.53 0 3193.480619 4 799.1256104 -0.002287081 -1.83E-06 62.18901229EEAAVDAQQQK 8 41322923 2xTMT6plex [N-Term; K11] 1.336 1.384 4.615660667 65.57 0 1674.906285 2 837.956665 -0.138044664 -0.000115606 37.46344313LKTEAEIALK 6 41322923 3xTMT6plex [N-Term; K2; K10] 1.067 0.915 0.859 4.26043272 24.75 1 1803.155847 3 601.7191772 -7.136627563 -0.004289484 56.67017184AQAEVEGLGK 10 41322923 2xTMT6plex [N-Term; K10] 0.888 0.865 4.591239929 60.57 0 1459.852064 2 730.428833 -1.14737953 -0.000837502 51.59479026LQEDKEQMAQQLAEETQGFQR 3 41322923 2xTMT6plex [N-Term; K5] 100 3.546393871 20.66 1 2965.508955 3 989.1749268 0.429023637 0.000424091 79.1465508GLHQSIEEFR 14 41322923 1xTMT6plex [N-Term] 0.869 0.857 0.805 4.439191341 52.23 0 1444.774593 2 722.8920898 1.5987044 0.001154884 49.81199374HISDLYEDLR 6 41322923 1xTMT6plex [N-Term] 1.356 1.208 3.787079334 53.68 0 1489.784824 2 745.3961182 0.091367641 6.81E-05 64.7218241LLEAQIATGGIIDPEESHR 4 41322923 1xTMT6plex [N-Term] 0.965 3.511247396 29.81 0 2278.224041 3 760.0790405 -0.646230547 -0.000490753 80.46124137QEQALLEEIER 6 41322923 1xTMT6plex [N-Term] 1.528 0.823 100 3.536032915 52.18 0 1586.858717 2 793.9342651 1.598714121 0.001268467 67.86525627GIIRPGTAFELLEAQAATGYVIDPIK 6 41322923 2xTMT6plex [N-Term; K26] 100 0.01 2.482069731 19.31 0 3201.828756 3 1067.944824 -2.759836463 -0.002945508 104.4542238DDGTGQLLLPLSDAR 3 41322923 1xTMT6plex [N-Term] 100 0.01 2.541205406 40.79 0 1799.970058 2 900.4888916 0.24923366 0.000224307 79.25737652SMVEEGTGLR 6 41322923 1xTMT6plex [N-Term] 1.055 0.948 0.925 4.386152267 65.61 0 1307.682667 2 654.3392334 -8.776298269 -0.005738307 39.23365068AEMEVLLASK 28 41322923 2xTMT6plex [N-Term; K10] 0.954 1.347 0.01 4.172862053 61.18 0 1548.907136 2 774.9577026 0.64059582 0.000496112 79.32594043QTNLENLDQAFSVAER 4 41322923 1xTMT6plex [N-Term] 2.766792536 33.33 0 2064.055913 2 1032.530762 -0.807106285 -0.000832956 83.91862726AQVEQELTTLR 8 41322923 1xTMT6plex [N-Term] 0.779 0.903 0.7 3.767987251 47.66 0 1516.853237 2 758.9295654 -0.911901422 -0.00069161 64.77813178LAQGHTTVDELAR 8 41322923 1xTMT6plex [N-Term] 0.941 0.986 4.045354366 46.44 0 1639.896499 3 547.3031006 -1.067568708 -0.000583567 42.37472743SDEGQLSPATR 4 41322923 1xTMT6plex [N-Term] 1.022 0.959 3.676899433 54.95 0 1389.717138 2 695.3631592 1.369911418 0.000951895 31.8352175AEAELLQQQK 4 41322923 2xTMT6plex [N-Term; K10] 1.39 1.33 4.361347675 51.46 0 1615.941942 2 808.4743652 -0.302059893 -0.000244056 53.21157228SLESLHSFVAAATK 12 41322923 2xTMT6plex [N-Term; K14] 0.988 0.661 0.823 4.213026047 30.26 0 1919.100233 3 640.3703613 -1.929370629 -0.001234219 67.79985453LQLEETDHQK 8 41322923 2xTMT6plex [N-Term; K10] 0.882 1.088 0.972 4.340321064 39.54 0 1698.94267 3 566.9822998 -6.076735913 -0.003441342 38.35778371QLEMSAEAER 14 41322923 1xTMT6plex [N-Term] 1.223 0.996 1.081 4.402211666 49.7 0 1392.699045 2 696.8528442 -0.454673563 -0.000316612 79.17021003DPYTGQSVSLFQALK 8 41322923 2xTMT6plex [N-Term; K15] 100 1.482 3.482981205 30.6 0 2112.174127 2 1056.589722 -0.927849935 -0.00097989 88.97945631YLQDLLAWVEENQHR 8 41322923 1xTMT6plex [N-Term] 3.315 100 3.159788132 27.68 0 2143.113368 3 715.0427856 0.203257373 0.000145201 107.9631089AQLMADFQAGR 11 41322923 1xTMT6plex [N-Term] 0.955 0.925 100 3.039898634 38.08 0 1436.751749 2 718.8804932 1.364402811 0.000980154 60.26671536ALQALEELR 6 41322923 1xTMT6plex [N-Term] 0.925 1.553 100 3.203480482 48.88 0 1271.752067 2 636.3795776 -0.148107927 -9.42E-05 63.1581268SQVEEELFSVR 10 41322923 1xTMT6plex [N-Term] 100 2.724 100 3.195386171 47.22 0 1551.821603 2 776.4141235 -0.407598197 -0.00031626 59.06948836LLDAQLSTGGIVDPSK 9 41322923 2xTMT6plex [N-Term; K16] 100 100 1.947249174 23.55 0 2072.200341 2 1036.602905 -0.872171039 -0.000903657 67.54050242GLVGPELHDR 2 41322923 1xTMT6plex [N-Term] 0.926 3.857473612 48.49 0 1321.742565 3 441.2520752 -0.675331253 -0.000297538 36.79975889IIITVVEEQEQK 12 41322923 2xTMT6plex [N-Term; K12] 2.295 1.624 1.088 2.863016844 25.74 0 1887.1203 2 944.0632324 -0.589197334 -0.000555943 80.32810508ELAEQELEK 8 41322923 2xTMT6plex [N-Term; K9] 0.877 0.964 4.668473721 67.21 0 1546.872859 2 773.9387817 -1.663028362 -0.001286247 44.6269313LLDAQLATGGIVDPR 6 41322923 1xTMT6plex [N-Term] 1.071 0.749 0.999 3.192177057 56.62 0 1768.016614 2 884.5115356 -0.463582147 -0.00040981 73.83687008GLLSAEVAR 26 41322923 1xTMT6plex [N-Term] 0.894 0.993 0.693 3.353006124 54.12 0 1144.688739 2 572.8466187 -2.426734202 -0.001388928 43.02139018SLAQAEAEK 10 41322923 2xTMT6plex [N-Term; K9] 0.982 0.901 1.083 4.452575207 55.02 0 1404.809865 2 702.9095459 1.388036149 0.000974963 37.75338535VLADPSDDTK 12 41322923 2xTMT6plex [N-Term; K10] 0.905 0.921 0.968 3.946383953 52.5 0 1518.841559 2 759.9228516 -2.062575244 -0.001566363 43.77595946LQAEEVAQQK 6 41322923 2xTMT6plex [N-Term; K10] 0.889 0.93 1.001 4.941749573 40.47 0 1601.926292 2 801.465271 -1.889305287 -0.001513264 39.72930285LSVAAQEAAR 20 41322923 1xTMT6plex [N-Term] 0.862 1.03 0.822 3.763278484 51.21 0 1244.716016 2 622.8621826 0.861846687 0.000536377 35.17815816KQITMEELVR 10 41322923 2xTMT6plex [N-Term; K1] 0.678 0.383 0.647 3.687356472 21.46 1 1705.008247 3 569.0085449 1.662235728 0.000944709 48.56988074LVASMEEAR 12 41322923 1xTMT6plex [N-Term] 0.974 0.946 1.069 3.795512438 61.31 0 1234.666288 2 617.8307495 -9.772759388 -0.006033048 46.17539441NLVDNITGQR 4 41322923 1xTMT6plex [N-Term] 0.955 0.971 3.795066357 47.01 0 1358.758943 2 679.8829346 -0.258117436 -0.00017536 58.14416078GCLDEETSR 10 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.927 0.993 1.217 3.443276405 54.14 0 1295.609896 2 648.3093262 1.142059623 0.000739832 26.93657944QELEAELAK 6 41322923 2xTMT6plex [N-Term; K9] 1.301 0.885 3.821063519 55.2 0 1488.86738 2 744.9376221 0.394548657 0.000293715 47.78783408VTLVQTLEIQR 4 41322923 1xTMT6plex [N-Term] 1.281 3.632424831 37.05 0 1528.926008 2 764.9672241 0.760744589 0.000581561 73.20705923QYDIDDAIAK 7 41322923 2xTMT6plex [N-Term; K10] 1.097 1.027 0.971 4.382020473 51.17 0 1609.883758 2 805.4459229 0.503578672 0.000405352 51.4915855SAEAELQSK 10 41322923 2xTMT6plex [N-Term; K9] 0.957 0.962 1.046 4.534872055 53.14 0 1420.80478 2 710.9058228 -0.289246062 -0.000205481 36.14162419HKPLLIDMNK 6 41322923 3xTMT6plex [N-Term; K2; K10] 1.006 0.88 0.98 4.492433548 34.99 0 1896.170786 3 632.7280273 -0.662782466 -0.000418916 45.07606799QLEMSAEAER 12 41322923 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.036 0.919 1.052 2.359773159 43.15 0 1408.69396 2 696.8528442 -0.454673563 -0.000316612 79.17021003LAEVEAALEK 6 41322923 2xTMT6plex [N-Term; K10] 1.047 1.257 2.227 3.718738794 42.44 0 1530.91433 2 765.9598389 -1.260132972 -0.000964578 71.89396598AQAQAAAEK 30 41322923 2xTMT6plex [N-Term; K9] 0.902 0.836 0.933 4.136806488 57.24 0 1345.783985 2 673.3950195 -0.908360862 -0.000611229 33.52428866SLSAIYLEK 6 41322923 2xTMT6plex [N-Term; K9] 1.16 1.265 4.144323826 57.61 0 1481.897952 2 741.4529419 0.442128327 0.000327595 73.92988277SKEQAELEAAR 8 41322923 2xTMT6plex [N-Term; K2] 0.874 0.955 3.297512293 43.43 1 1689.953569 2 845.4830933 3.160254539 0.002670342 37.04551416VVIVDPETGK 10 41322923 2xTMT6plex [N-Term; K10] 1.397 1.381 100 3.910618544 53.11 0 1514.919416 2 757.9634399 0.123830225 9.38E-05 62.65555887EQAELEAAR 12 41322923 1xTMT6plex [N-Term] 1.549 1.528 1.628 3.920178413 50.03 0 1245.663646 2 623.3345337 -1.489284201 -0.000927574 30.69799617ELIPTEEALR 6 41322923 1xTMT6plex [N-Term] 0.871 0.972 0.891 3.143421888 30.5 0 1399.799411 2 700.4069214 5.111520537 0.003577552 57.73123923FPVTDAVNK 9 41322923 2xTMT6plex [N-Term; K9] 0.946 1.012 0.99 4.137485504 42.82 0 1448.851336 2 724.9294434 0.189066154 0.000136964 49.87106611DLSELGSVR 8 41322923 1xTMT6plex [N-Term] 1.057 1.016 1.059 3.615808487 54.71 0 1204.673482 2 602.8395996 -1.294741914 -0.000779871 45.09511859SLLAWQSLR 6 41322923 1xTMT6plex [N-Term] 1.518 1.272 100 3.830304623 46.12 0 1302.773137 2 651.8902588 0.079920381 5.21E-05 80.21785157AQAEQAALR 6 41322923 1xTMT6plex [N-Term] 1.185 1.242 1.296 3.220926285 48.51 0 1186.674151 2 593.8405151 -0.334907912 -0.000198713 35.97708257AAEEAEEAR 12 41322923 1xTMT6plex [N-Term] 1.065 0.732 0.973 3.579045773 44.8 0 1204.600711 2 602.8041992 0.340791348 0.000205259 21.58932271LEQLFQDEVAK 6 41322923 2xTMT6plex [N-Term; K11] 1.623 100 100 2.496484995 32.68 0 1778.010021 2 889.508667 0.020193573 1.80E-05 82.78409461LLLEAQAATGFLLDPVKGER 6 41322923 2xTMT6plex [N-Term; K17] 100 100 2.292008638 18.16 1 2599.522344 3 867.1773071 -1.914095216 -0.001658578 98.58884648QLAEGTAQQR 2 41322923 1xTMT6plex [N-Term] 0.523 2.655335665 36.15 0 1330.727643 2 665.8672485 -0.317622986 -0.000211335 16.31965993EAQAVPATLPELEATK 10 41322923 2xTMT6plex [N-Term; K16] 0.983 3.26303339 31.22 0 2126.210906 2 1063.615356 5.893286781 0.006265185 75.02315866VSITEAMHR 12 41322923 1xTMT6plex [N-Term] 0.93 0.849 0.889 3.539974213 48.54 0 1272.693172 3 424.9022217 -0.83301377 -0.00035339 40.24969425DYELQLVTYK 6 41322923 2xTMT6plex [N-Term; K10] 2.491 2.595542669 27.19 0 1729.977659 2 865.4910889 -1.594023837 -0.001378813 66.24837843QAEVELASR 14 41322923 1xTMT6plex [N-Term] 1.096 1.023 1.02 3.304299116 50.54 0 1231.684381 2 616.3460083 0.291155403 0.000179306 34.25804713SLVPAAELLESR 4 41322923 1xTMT6plex [N-Term] 1.001 1.208 3.522369623 38.87 0 1513.878724 2 757.4423218 -0.896383106 -0.000678508 75.33529009QLAEEDAAR 2 41322923 1xTMT6plex [N-Term] 1.162 3.744080782 41.59 0 1231.647996 2 616.3272095 -0.692994013 -0.000426762 26.87640877GYFSEEMNR 11 41322923 1xTMT6plex [N-Term] 0.731 0.906 1.2 3.749310255 44.62 0 1361.635717 2 681.3208008 -1.022055667 -0.000695834 51.76264784QAADAEMEK 2 41322923 2xTMT6plex [N-Term; K9] 0.974 4.437349796 45.22 0 1450.7612 2 725.8843994 0.221758153 0.000160859 36.69540017LAAEQELIR 6 41322923 1xTMT6plex [N-Term] 1.02 0.882 100 3.503214121 52.7 0 1271.752067 2 636.3798828 0.331821753 0.000210998 56.50507914GIYQSLEGAVQAGQLK 10 41322923 2xTMT6plex [N-Term; K16] 100 100 2.636237383 27.95 0 2120.211575 2 1060.60791 -1.429549549 -0.001515474 73.32570445QSAEEQAQAR 6 41322923 1xTMT6plex [N-Term] 100 3.001390696 31.33 0 1346.686172 2 673.8473511 0.930675954 0.000626664 16.75911343SSIAGLLLK 10 41322923 2xTMT6plex [N-Term; K9] 1.466 100 4.127904892 43.41 0 1359.897558 2 680.4523315 -0.12622573 -8.58E-05 88.126762QLAAEEER 12 41322923 1xTMT6plex [N-Term] 1.031 1.045 0.957 3.709287643 68.46 0 1174.626532 2 587.8168335 -0.120708845 -7.09E-05 25.54223234EMSVYEAYR 8 41322923 1xTMT6plex [N-Term] 1.438 1.512 1.448 3.885821104 54.61 0 1376.671768 2 688.8393555 -0.242209151 -0.000166721 44.60077687LSVYAALQR 4 41322923 1xTMT6plex [N-Term] 1.055 3.381951809 29.05 0 1249.746588 2 625.37677 -0.259517362 -0.000162165 68.25252544MVEGYQGLR 6 41322923 1xTMT6plex [N-Term] 1.833 3.405 1.178 3.438977003 46.46 0 1281.682273 2 641.3449097 0.210493617 0.000134893 42.72012092QLAEEDLAQQR 2 41322923 1xTMT6plex [N-Term] 1.585 3.507365942 14.05 0 1529.812101 2 765.4104004 0.930343831 0.000711626 45.67716606LYVHEAVK 17 41322923 2xTMT6plex [N-Term; K8] 0.86 0.984 0.906 4.046372414 49.71 0 1416.861507 2 708.9345093 0.165834619 0.000117482 46.65196145GYFDEEMNR 12 41322923 1xTMT6plex [N-Term] 0.83 0.921 0.869 4.375277519 46.28 0 1389.630631 2 695.3197021 1.076881037 0.000748233 43.40984957QVEEEILALK 8 41322923 2xTMT6plex [N-Term; K10] 1.067 100 2.769417048 36.2 0 1629.982744 2 815.4962158 1.479083526 0.00120544 96.97744521LPLLAVCDYK 7 41322923 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.501 2.516533136 35.33 0 1649.970071 2 825.4886475 -0.032150962 -2.65E-05 82.56724702IISLETYNLLR 4 41322923 1xTMT6plex [N-Term] 100 100 2.758282661 29.53 0 1563.93076 2 782.4688721 -0.186715028 -0.000146005 97.55707242SEEMQTVQQEQLLQETQALQQSFLSEK 4 41322923 2xTMT6plex [N-Term; K27] 2.235877037 5.32 0 3638.862376 3 1213.62207 -2.945643828 -0.003572931 97.37944823LEDLLQDAQDEK 6 41322923 2xTMT6plex [N-Term; K12] 100 100 1.818243027 23.31 0 1875.011144 2 938.0088501 -0.383984218 -0.000359987 81.37706968KAALEEVER 6 41322923 2xTMT6plex [N-Term; K1] 0.768 0.922 0.788 4.369659424 26.92 1 1502.894264 3 501.6361694 -0.205270075 -0.000102833 37.16321371DVAEVDTVR 6 41322923 1xTMT6plex [N-Term] 0.758 0.97 0.935 3.902173758 54.09 0 1232.668397 2 616.8372192 -1.001959197 -0.000617542 31.91050836AEEAEAQK 12 41322923 2xTMT6plex [N-Term; K8] 1.173 0.958 1.199 3.785338879 53.62 0 1333.736366 2 667.3717651 -0.084219464 -5.62E-05 27.74865458LKAEATEAAR 12 41322923 2xTMT6plex [N-Term; K2] 0.846 0.859 0.724 3.077266693 35.3 1 1517.905163 2 759.4567261 0.667333153 0.000506474 34.09220477LTAEDLFEAR 5 41322923 1xTMT6plex [N-Term] 0.808 100 2.888223648 21 0 1393.752461 2 697.3814697 2.297368589 0.001600982 80.41375529FLQEEAEK 6 41322923 2xTMT6plex [N-Term; K8] 0.991 0.981 1.134 4.004667282 42.31 0 1451.814616 2 726.4117432 1.097542418 0.000796714 50.20568124LTVNEAVK 14 41322923 2xTMT6plex [N-Term; K8] 1.142 1.019 0.945 3.842901468 51.3 0 1331.829872 2 666.4194946 1.381676332 0.000920079 46.70501575LQLEACETR 11 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.237 1.102 1.024 3.889783144 47.37 0 1348.709216 2 674.8546143 -5.38610865 -0.003632147 40.83173072AQLMADFQAGR 4 41322923 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.97 1.011 2.042158842 37.4 0 1452.746664 2 718.8804932 1.364402811 0.000980154 60.26671536TEAEIALK 6 41322923 2xTMT6plex [N-Term; K8] 1.412 1.45 1.536 3.716859102 49.96 0 1332.813888 2 666.9094238 -1.73843758 -0.001158507 43.92449486LSVYQAMK 6 41322923 2xTMT6plex [N-Term; K8] 0.863 1.032 0.947 3.180441618 39.52 0 1397.822679 2 699.4152832 0.437213002 0.000305573 58.53508899AGTLSITEFADMLSGNAGGFR 2 41322923 1xTMT6plex [N-Term] 1.320676804 8.34 0 2344.180461 2 1172.593018 -0.726349263 -0.000851347 100.0088601GWLYYEAGQR 8 41322923 1xTMT6plex [N-Term] 0.998 0.743 100 3.409739017 32.71 0 1471.75313 2 736.3804321 0.311212393 0.000229014 57.67929268SELELTLGK 8 41322923 2xTMT6plex [N-Term; K9] 0.87 0.939 1.597 2.794185638 35.14 0 1447.877217 2 724.44104 -1.666620517 -0.001206531 59.6510126QVEVTVHK 22 41322923 2xTMT6plex [N-Term; K8] 1.269 1.117 1.219 3.655986786 51.87 0 1397.851671 2 699.4286499 -1.178490785 -0.000823678 35.65984339QEELQQLEQQR 2 41322923 1xTMT6plex [N-Term] 1.284 2.993887424 17.38 0 1657.870678 2 829.4398193 1.015580948 0.000841851 54.09878275LAEDEAFQR 8 41322923 1xTMT6plex [N-Term] 1.026 1.063 1.22 3.967163086 41.31 0 1307.679296 2 654.3430176 -0.410982839 -0.000268717 48.49082043VPVDVAYQR 7 41322923 1xTMT6plex [N-Term] 0.912 0.892 0.903 3.633316278 30.09 0 1275.725852 2 638.3661499 -0.649908686 -0.000414553 37.43007233FKEMELPAK 4 41322923 3xTMT6plex [N-Term; K2; K9] 0.592 3.55743885 19.86 1 1780.064589 3 594.0257568 -1.051597902 -0.000623971 59.09379399RLEEQAAQHK 3 41322923 2xTMT6plex [N-Term; K10] 0.972 4.303077698 19.36 1 1667.959323 4 417.7453003 0.028736837 1.20E-05 30.85692878VPLDEALQR 12 41322923 1xTMT6plex [N-Term] 1.072 0.79 1.127 3.298638582 26.75 0 1269.736417 2 635.3713989 -0.705436519 -0.000447859 53.31280248RDDGTGQLLLPLSDAR 2 41322923 1xTMT6plex [N-Term] 1.324 3.027326107 20.14 1 1956.071169 3 652.6954346 0.297295388 0.000193844 61.86356932LAAIGEATR 2 41322923 1xTMT6plex [N-Term] 0.959 3.680299997 46.74 0 1130.673088 2 565.8408203 1.128111222 0.000637762 47.77911374GFFDPNTHENLTYLQLLER 5 41322923 1xTMT6plex [N-Term] 0.816 2.562074661 13.38 0 2536.303353 3 846.1073608 1.646403821 0.001391927 88.78179237EAAAATQK 6 41322923 2xTMT6plex [N-Term; K8] 1.023 0.763 3.367313147 38.54 0 1247.735972 2 624.3712769 -0.557032159 -0.000347515 30.2176176LSIYNALK 8 41322923 2xTMT6plex [N-Term; K8] 0.897 1.621 1.723 3.162568331 31.89 0 1379.866258 2 690.4349976 -2.565105706 -0.001769751 64.36839527VKAEAEAAR 6 41322923 2xTMT6plex [N-Term; K2] 0.7 0.558 0.644 2.732027531 16.55 1 1402.841834 3 468.2853394 -0.263246779 -0.000123098 29.02341259AALEEVER 8 41322923 1xTMT6plex [N-Term] 0.861 0.999 0.937 3.484559774 38.36 0 1145.636369 2 573.3215942 -0.398672258 -0.000228367 37.15343815LLFNDVQTLK 12 41322923 2xTMT6plex [N-Term; K10] 1.128 100 1.573 2.152041674 20.08 0 1649.003814 2 825.0046387 -1.099601004 -0.000906623 71.61371522ELAQEQAR 5 41322923 1xTMT6plex [N-Term] 1.043 1.358 2.820463896 30.97 0 1173.642517 2 587.3257446 1.445114495 0.000848024 23.37045911MQAVQEATR 4 41322923 1xTMT6plex [N-Term] 1.037 0.863 3.234050512 37.37 0 1262.672436 2 631.8405151 1.043147375 0.000658577 35.88958917EAEGQLQK 12 41322923 2xTMT6plex [N-Term; K8] 1.242 1.246 1.392 3.917584181 42.06 0 1360.783651 2 680.8972168 2.576782686 0.001753222 32.38060356AQFEQLKDGK 2 41322923 3xTMT6plex [N-Term; K7; K10] 0.45 2.312387705 2.43 1 1851.094309 3 617.7024536 -0.811255347 -0.00050057 45.40686636APVPASELLASGVLSR 18 41322923 1xTMT6plex [N-Term] 0.874 0.888 0.976 2.637322903 26.59 0 1796.047914 2 898.5269165 -0.756116903 -0.000679011 69.54071015KESYSALMR 6 41322923 2xTMT6plex [N-Term; K1] 0.927 0.924 1.051 3.535586834 15.88 1 1542.87142 3 514.961731 -0.505569613 -0.00026001 41.07028164LLEAQACTGGIIDPSTGER 4 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.167092443 1.12 0 2217.138262 2 1109.071533 -1.115223075 -0.001236302 56.77850381ELAEEAAR 4 41322923 1xTMT6plex [N-Term] 0.999 1.022 3.348232985 50.14 0 1117.605068 2 559.3066406 0.837648313 0.00046808 30.25603955VPPGYHPLDVEK 10 41322923 2xTMT6plex [N-Term; K12] 1.087 0.994 3.70762825 44.92 0 1809.031091 2 905.0185547 -0.695695616 -0.000629267 53.78940467AELELELGR 12 41322923 1xTMT6plex [N-Term] 0.797 100 3.491680145 31.17 0 1258.720433 2 629.8630371 -1.298875594 -0.000817461 53.59386809VQMEELSK 2 41322923 2xTMT6plex [N-Term; K8] 0.937 3.364141226 33.12 0 1421.807422 2 711.4074097 0.084593691 6.01E-05 52.46498938AFCGFEDPR 6 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.038 0.897 3.038888931 33.17 0 1327.630238 2 664.3184814 -0.415318482 -0.000275695 43.78761611QITMEELVR 6 41322923 1xTMT6plex [N-Term] 0.919 100 3.512044191 26.42 0 1347.750352 2 674.3781738 -0.950764916 -0.000640697 54.93325495LQAEEAER 4 41322923 1xTMT6plex [N-Term] 0.984 1.028 2.688658714 45.37 0 1174.626532 2 587.815979 -1.575626071 -0.000925386 31.46887835TELATQEK 4 41322923 2xTMT6plex [N-Term; K8] 1.023 1.202 3.769670963 45.15 0 1377.798966 2 689.4025269 -0.863064273 -0.000594565 39.93451646LHVAILER 6 41322923 1xTMT6plex [N-Term] 0.975 1.299 1.032 2.854303122 40.39 0 1179.741108 2 590.3739624 -0.390174852 -0.000230153 46.33245324ELYQQLQR 8 41322923 1xTMT6plex [N-Term] 1.305 1.223 1.197 3.076324463 35.42 0 1306.731666 2 653.8704224 1.45568261 0.000951093 42.02497103QTLSIYQALK 4 41322923 2xTMT6plex [N-Term; K10] 100 100 2.209670067 18.73 0 1622.988164 2 811.9981689 0.552906451 0.00044868 60.72427437DLLPSDMAVALLEAQAGTGHIIDPATSAR 3 41322923 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.007540703 4.91 0 3178.661543 3 1054.891724 -1.90053593 -0.002003587 103.9443819LKQSAEEQAQAR 2 41322923 2xTMT6plex [N-Term; K2] 0.182 2.920006752 19.15 1 1817.028131 3 606.3480835 0.861928473 0.000522049 35.71819165VLALPEPSPAAPTLR 10 41322923 1xTMT6plex [N-Term] 0.832 0.831 1.076 2.675418615 21.42 0 1761.047186 2 881.0273438 0.127594537 0.00011235 61.21173038LQLEATER 10 41322923 1xTMT6plex [N-Term] 0.893 0.946 0.969 2.981302261 51.6 0 1188.678568 2 594.8434448 0.879370139 0.000522644 40.01518746VSIYEAMR 9 41322923 1xTMT6plex [N-Term] 0.388 1.137 1.003 3.190891743 34.93 0 1197.64991 2 599.3284912 -0.170674354 -0.000102204 56.77018704EAIAELER 8 41322923 1xTMT6plex [N-Term] 0.965 1.024 1.033 3.187807083 47.44 0 1159.652019 2 580.3296509 0.00559462 3.24E-06 43.25754889QLLEEELAR 10 41322923 1xTMT6plex [N-Term] 100 1.367 100 2.870892763 39.16 0 1329.757546 2 665.3823242 -0.131191209 -8.72E-05 52.99897488LLLEAQAATGFLLDPVK 5 41322923 2xTMT6plex [N-Term; K17] 100 1.442302346 4.4 0 2257.357176 2 1129.178955 -2.898377722 -0.003271337 106.0311782AEEAEAQKR 2 41322923 2xTMT6plex [N-Term; K8] 0.692 3.067323923 27.98 1 1489.837477 3 497.283844 -0.334403977 -0.000166069 26.58498407QVAEEAAR 6 41322923 1xTMT6plex [N-Term] 1.805 0.81 0.602 3.214732885 42.99 0 1102.605403 2 551.8066406 0.54578909 0.000300895 20.38344301LTVDEAVR 14 41322923 1xTMT6plex [N-Term] 0.951 0.98 3.011199713 44.85 0 1131.657104 2 566.3321533 -0.06541679 -3.70E-05 48.40331377SYVDPSTDER 2 41322923 1xTMT6plex [N-Term] 1.194 3.274896622 45.62 0 1397.674604 2 699.3395996 -1.918780839 -0.001340916 31.03649944GLVEDTLR 5 41322923 1xTMT6plex [N-Term] 0.764 0.685 3.156651735 32.79 0 1131.657104 2 566.3328247 1.121138248 0.000634372 54.42803355LTVEEAVR 8 41322923 1xTMT6plex [N-Term] 1.049 1.08 3.084803581 32.96 0 1145.672754 2 573.3399048 -0.193039144 -0.00011058 50.68133318LSYTQLLR 8 41322923 1xTMT6plex [N-Term] 0.913 1.069 100 2.887237549 43.38 0 1222.735689 2 611.8709106 -0.935648602 -0.000572025 66.26841838ILITIVEEVETLR 6 41322923 1xTMT6plex [N-Term] 0.866 1.946662188 18.49 0 1757.062167 2 879.0332031 -1.7289485 -0.001518935 117.5441691KELIPTEEALR 4 41322923 2xTMT6plex [N-Term; K1] 0.846 0.799 4.170377254 31.29 1 1757.057306 3 586.3569946 -0.498204173 -0.000291791 61.25879252GKAEEQAVR 5 41322923 2xTMT6plex [N-Term; K2] 0.743 0.921 2.499674559 16.45 1 1445.847648 3 482.6206665 -0.139349593 -6.72E-05 14.97951406GYFDEEMNR 6 41322923 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.745 0.514 2.21927762 38.41 0 1405.625546 2 695.3197021 1.076881037 0.000748233 43.40984957LVASMEEAR 7 41322923 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.865 1.054 0.907 2.412864208 31.14 0 1250.661203 2 617.8307495 -9.772759388 -0.006033048 46.17539441HISDLYEDLRDGHNLISLLEVLSGDSLPR 2 41322923 1xTMT6plex [N-Term] 2.885494471 1 3505.848826 4 877.2164307 -1.407238017 -0.001233391 105.9994727SIQEELQQLR 3 41322923 1xTMT6plex [N-Term] 100 1.601855159 14.11 0 1472.827023 2 736.9170532 -0.130982583 -9.65E-05 60.52609112LKAEAELLQQQK 11 41322923 3xTMT6plex [N-Term; K2; K12] 1.199 0.643 0.843 2.388824463 10.88 1 2086.283901 3 696.0991211 -0.522852498 -0.000363606 53.11044745MGIVGPEFK 4 41322923 2xTMT6plex [N-Term; K9] 1.395 0.672 3.084182978 29.27 0 1435.838329 2 718.4232178 0.578217518 0.000415113 72.81683707KDLLPSDMAVALLEAQAGTGHIIDPATSAR 4 41322923 2xTMT6plex [N-Term; K1] 1.945028901 18.2 1 3519.924523 4 880.7366333 0.051124143 4.50E-05 90.23505429LDLQYAK 6 41322923 2xTMT6plex [N-Term; K7] 1.044 0.974 1.043 3.231675386 43.57 0 1308.792759 2 654.899353 -1.015665241 -0.000664648 56.82899146TPVEVPVGGFK 6 41322923 2xTMT6plex [N-Term; K11] 1.452 0.846 0.824 3.13785696 35.21 0 1587.95105 2 794.4796143 0.567861097 0.000450868 54.86652699ESYSALMR 2 41322923 1xTMT6plex [N-Term] 1.044 3.09669137 27.5 0 1185.613525 2 593.3108521 0.761455182 0.000451396 48.00726605



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms CVEDPETGLCLLPLTDK 2 41322923 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C1; C10] 1.609672308 3 0 2418.266055 2 1209.634521 -1.773357915 -0.002144226 78.41218894ATVSAPFGK 2 41322923 2xTMT6plex [N-Term; K9] 0.692 3.127102137 19.11 0 1335.803658 2 668.4060059 0.806509807 0.000538669 53.57685593GANVIAGVWLEEAGQK 2 41322923 2xTMT6plex [N-Term; K16] 1.807765245 10.36 0 2100.18536 2 1050.594849 -1.399530932 -0.001469637 84.27136315VQSGSESVIQEYVDLR 4 41322923 1xTMT6plex [N-Term] 100 1.515907288 6.65 0 2038.065415 2 1019.534851 -1.46671522 -0.001494631 68.77373229SWSLATFR 3 41322923 1xTMT6plex [N-Term] 100 1.963997483 27.65 0 1196.662524 2 598.8344727 -0.714593699 -0.000427564 52.29172401GYFSEEMNR 4 41322923 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.898 1.980423927 26.29 0 1377.630632 2 681.3208008 -1.022055667 -0.000695834 51.76264784AQFEQLK 4 41322923 2xTMT6plex [N-Term; K7] 0.974 0.957 3.387481689 43.67 0 1321.788008 2 661.3978271 0.279906364 0.000184988 52.19253207IKELQNAGDR 4 41322923 2xTMT6plex [N-Term; K2] 0.665 0.653 2.807488441 12.96 1 1601.937525 3 534.6502686 -0.794591498 -0.000424295 32.63782798FLEVQYLTGGLIEPDTPGR 3 41322923 1xTMT6plex [N-Term] 1.590105534 4.9 0 2334.254278 2 1167.630615 -0.138914279 -0.000162131 93.45110976KEAEQEAAR 2 41322923 2xTMT6plex [N-Term; K1] 1.443 2.392676353 15.89 1 1489.837477 3 497.2839966 -0.027146522 -1.35E-05 26.85089296FISETLR 5 41322923 1xTMT6plex [N-Term] 1.093 1.168 1.507 2.797239304 32.12 0 1094.640726 2 547.8239136 -0.160081347 -8.76E-05 58.33265825TQLASWSDPTEETGPVAGILDTETLEK 3 41322923 2xTMT6plex [N-Term; K27] 1.503997564 0 3346.730617 3 1116.242676 -5.122398009 -0.005714429 92.3597754AGVAAPATQVAQVTLQSVQR 3 41322923 1xTMT6plex [N-Term] 100 1.077830195 0 2224.261095 2 1112.632935 -1.125016025 -0.001251165 56.37001485DVGAYSK 4 41322923 2xTMT6plex [N-Term; K7] 0.959 0.897 3.115622997 28.29 0 1197.687959 2 599.3477173 0.165828095 9.93E-05 34.98184302EGLTSIEEVTK 3 41322923 2xTMT6plex [N-Term; K11] 1.814509988 6.71 0 1663.951838 2 832.4712524 -9.982030014 -0.008304809 55.41794682DPYTGQQISLFQAMQK 3 41322923 2xTMT6plex [N-Term; K16] 0.01 0.01 1.512784719 4.8 0 2313.231324 2 1157.118164 -0.982281788 -0.001136122 73.30884446LLDPEDVDVPQPDEK 4 41322923 2xTMT6plex [N-Term; K15] 100 0.274 1.571609735 10.19 0 2167.153451 2 1084.079468 -0.826717243 -0.000895812 62.47923783LCFEGLR 6 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.244 1.211 100 2.685109854 24.75 0 1123.613131 2 562.3103638 0.284598901 0.00015989 59.83962279ASDSELER 2 41322923 1xTMT6plex [N-Term] 1.286 2.580566406 28.97 0 1135.579248 2 568.2936401 0.665777786 0.000378022 30.54205926RFPSSFEEIEILWSQFLK 2 41322923 2xTMT6plex [N-Term; K18] 2.17956233 5.28 1 2714.495795 3 905.5004883 -3.272499544 -0.002961062 111.9941712SMVEEGTGLR 2 41322923 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.799 2.397660494 29 0 1323.677582 2 654.3392334 -8.776298269 -0.005738307 39.23365068EQLNEYK 4 41322923 2xTMT6plex [N-Term; K7] 1.138 1.09 3.092662573 37.82 0 1381.772751 2 691.3901978 0.265881501 0.000183694 47.22682005MQEEVVR 4 41322923 1xTMT6plex [N-Term] 1.081 1.169 2.646664143 24.98 0 1119.60296 2 560.3049316 -0.333483175 -0.000186684 38.91645323KFAEQTLR 2 41322923 2xTMT6plex [N-Term; K1] 0.992 2.452953815 14.85 1 1450.87822 3 484.2969666 -1.291095125 -0.000624407 45.40517589LSAEAEK 6 41322923 2xTMT6plex [N-Term; K7] 1.04 1.01 0.976 3.238425255 31.02 0 1205.714174 2 603.3550415 -9.42816501 -0.005683836 36.45747315EMELPAK 2 41322923 2xTMT6plex [N-Term; K7] 1.148 2.754300833 23.64 0 1275.73828 2 638.3726196 -0.249033985 -0.000158851 54.89764034LLLWSQR 8 41322923 1xTMT6plex [N-Term] 1.179 1.055 0.405 2.313713074 22.33 0 1144.703995 2 572.8561401 0.88137496 0.000504457 95.11755843LEAEAGR 2 41322923 1xTMT6plex [N-Term] 1.178 2.441844463 29.59 0 974.5468254 2 487.7767944 -0.526555317 -0.000256576 31.82923437ELEQLGR 2 41322923 1xTMT6plex [N-Term] 0.905 2.513141155 41.91 0 1073.615239 2 537.3109131 -0.642425796 -0.000344859 41.95144552TSSEDNLYLAVLR 2 41322923 1xTMT6plex [N-Term] 1.642982244 6.27 0 1709.927131 2 855.4664917 -0.832673824 -0.000711906 83.18320015ANELQLR 1 41322923 1xTMT6plex [N-Term] 1.583 2.611222982 37.65 0 1072.631224 2 536.8193359 0.159938473 8.58E-05 41.21452817VPQPEGLGR 2 41322923 1xTMT6plex [N-Term] 1.021 2.550184488 25.88 0 1181.683988 2 591.3455811 -0.086334947 -5.10E-05 41.28361026MQAVQEATR 2 41322923 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.824 2.330215216 22.76 0 1278.667351 2 631.8405151 1.043147375 0.000658577 35.88958917LISLFQAMK 2 41322923 2xTMT6plex [N-Term; K9] 1.374297142 2.12 0 1508.927478 2 754.9661255 -1.659240403 -0.001251837 98.38169778SIITYVSSLYDAMPR 1 41322923 1xTMT6plex [N-Term] 1.080153227 0 1945.030215 2 973.0171509 -1.640212148 -0.001595131 100.5784243ALAEEAK 1 41322923 2xTMT6plex [N-Term; K7] 0.871 3.142791271 34.07 0 1189.719259 2 595.3632202 -0.080397381 -4.78E-05 38.12928192VAQLLER 2 41322923 1xTMT6plex [N-Term] 1.092 2.705996037 28.33 0 1057.65671 2 529.3325195 0.994890393 0.000526126 53.234634661743954 AHNAK neuroblast differentiation-associated protein AHNAK isoform 1 79026 NP_001611.1 63.7860781 1 219 219 1497 5890 628.699 6.15 1.01 1.02 1.03 1.02 Significant 0.000032 AVEVQGPSLESGDHGK 10 61743954 2xTMT6plex [N-Term; K16] 0.849 0.927 0.842 5.226090431 68.27 0 2068.107503 3 690.0407104 0.036080163 2.49E-05 40.43314088GPHVDVSGPDIDIEGPEGK 8 61743954 2xTMT6plex [N-Term; K19] 0.807 100 6.006889343 47.53 0 2376.244725 3 792.7544556 1.720516905 0.00136279 57.99071605IEGEMQVPDVDIR 6 61743954 1xTMT6plex [N-Term] 1.128 100 1.296 3.500826359 45.02 0 1729.899201 2 865.4541016 0.997292212 0.000862608 67.67232353VKGDVDVSVPK 16 61743954 3xTMT6plex [N-Term; K2; K11] 0.948 0.931 0.933 3.984330654 34.52 1 1830.13036 2 915.5687256 -0.101576439 -9.29E-05 43.22063294LPSGSGAASPTGSAVDIR 8 61743954 1xTMT6plex [N-Term] 1.382 1.287 1.32 4.879358292 73.38 0 1872.002421 2 936.5062866 1.536286575 0.001437966 46.7501102GEGPEVDMNLPK 8 61743954 2xTMT6plex [N-Term; K12] 1.271 0.723 0.796 3.22611022 51.92 0 1743.935142 2 872.4714966 0.329464123 0.000287282 53.48360953GPAFNMASPESDFGINLK 17 61743954 2xTMT6plex [N-Term; K18] 0.889 0.694 0.527 3.710375786 38.21 0 2353.226238 3 785.0805054 0.307880844 0.000241504 96.05415569GKGGVTGSPEASISGSK 4 61743954 3xTMT6plex [N-Term; K2; K17] 0.628 0.589 5.760925293 34.24 1 2206.264622 3 736.0922241 -1.134377397 -0.000834246 37.76113777VKGDVDVTLPK 8 61743954 3xTMT6plex [N-Term; K2; K11] 0.968 1.06 0.969 4.111862659 26 1 1858.161661 3 620.059021 0.456993759 0.000283056 47.86037744VTAYTVDVTGR 8 61743954 1xTMT6plex [N-Term] 1.181 1.055 1.306 4.052669048 48.08 0 1410.77901 2 705.8928223 -0.455102284 -0.000321024 46.11487508GSEVGFHGAAPDISVK 6 61743954 2xTMT6plex [N-Term; K16] 0.977 0.96 1.003 4.612439156 50 0 2029.111861 3 677.0358276 -9.329692567 -0.00631033 47.50869088GEGPEVDVNLPK 8 61743954 2xTMT6plex [N-Term; K12] 1.01 1.254 0.996 3.725242138 60.54 0 1711.963071 2 856.4853516 0.207495714 0.000177613 50.53863016GEGPDVDVNLPK 10 61743954 2xTMT6plex [N-Term; K12] 1.137 1.231 1.049 3.3883605 53.41 0 1697.947421 2 849.4779663 0.727217564 0.000617389 55.21905283VDISAPDVDVHGPDWHLK 4 61743954 2xTMT6plex [N-Term; K18] 1.295 1.067 4.443796158 31.91 0 2458.313079 4 615.3335571 -0.27694779 -0.000170206 76.30000295VDINAPDVDVR 8 61743954 1xTMT6plex [N-Term] 1.395 1.407 1.194 4.552298069 79.99 0 1441.784824 2 721.3892822 -9.388194863 -0.006767878 48.78299284VDIEGPDVNIEGPEGK 7 61743954 2xTMT6plex [N-Term; K16] 1.269 100 100 3.663486242 55.95 0 2126.138135 2 1063.572021 -0.643660554 -0.000684256 73.44888628GGVTGSPEASISGSK 8 61743954 2xTMT6plex [N-Term; K15] 1.215 1.422 1.532 4.939518452 66.63 0 1791.985263 2 896.49646 0.212112166 0.000190051 29.34377008SPSLDVTVPEAELNLETPEISVGGK 4 61743954 2xTMT6plex [N-Term; K25] 0.594 3.361674547 19.87 0 3039.650182 3 1013.887634 -0.602966742 -0.000610936 90.658077ELLLPNWQGSGSHGLTIAQR 6 61743954 1xTMT6plex [N-Term] 0.788 0.845 0.562 4.903656006 64.29 0 2406.309108 3 802.7744141 -0.173997804 -0.000139564 78.79391913VKGDLDIAGPNLEGDFK 2 61743954 3xTMT6plex [N-Term; K2; K17] 1.364 3.638436556 17.96 1 2475.406201 3 825.8076172 0.847413447 0.000699231 76.85071746VDIDAPDVDVHGPDWHLK 11 61743954 2xTMT6plex [N-Term; K18] 1.247 1.23 1.012 5.435830116 28.58 0 2486.307994 4 622.3324585 0.004039876 2.51E-06 72.03917783GPQVSSALNLDTSK 12 61743954 2xTMT6plex [N-Term; K14] 0.945 1.108 1.426 4.065683842 64.01 0 1875.058762 2 938.0321045 -0.976025745 -0.000915053 60.32347174VDINAPDVEVQGK 4 61743954 2xTMT6plex [N-Term; K13] 1.345 1.45 3.803865671 56.25 0 1842.037299 2 921.5218506 -0.474598492 -0.000437114 61.00496247GGQIGLQAPGLSVSGPQGHLESGSGK 5 61743954 2xTMT6plex [N-Term; K26] 1.106 1.316 7.180103302 99.59 0 2876.563039 3 959.5266113 0.779212673 0.000747151 61.34171372LNVGAPDVTLR 10 61743954 1xTMT6plex [N-Term] 1.157 1.016 3.639765501 55.68 0 1383.81573 2 692.411499 -0.006086883 -4.21E-06 65.18542377LPQFGISTPGSDLHVNAK 12 61743954 2xTMT6plex [N-Term; K18] 1.141 100 100 3.564603806 31.95 0 2339.312351 3 780.4436646 1.748023235 0.001363057 69.17144677AGAISASGPELQGAGHSK 6 61743954 2xTMT6plex [N-Term; K18] 1.423 1.373 6.249421597 54.69 0 2096.150037 3 699.3884888 0.417936969 0.00029202 38.12372188LKSEDGVEGDLGETQSR 9 61743954 2xTMT6plex [N-Term; K2] 0.893 0.837 0.621 4.815243244 35.86 1 2278.192689 3 760.0682373 -1.110896347 -0.000843612 45.98099235GHYEVTGSDDETGK 8 61743954 2xTMT6plex [N-Term; K14] 1.025 1.043 1.111 4.521501541 70.08 0 1952.960171 3 651.657959 -0.433632435 -0.000282289 34.49497652VDVSAPDVEAHGPEWNLK 10 61743954 2xTMT6plex [N-Term; K18] 1.149 0.742 1.647 4.988375664 50.08 0 2421.281445 3 807.7650146 -0.394119688 -0.000318092 65.30130943VDVEGPDVNIEGPEGK 10 61743954 2xTMT6plex [N-Term; K16] 1.929 1.556 100 3.409388304 49.07 0 2112.122485 2 1056.562988 -1.791968755 -0.001892429 60.50060921GGADVSGGVSAPDISLGEGHLSVK 4 61743954 2xTMT6plex [N-Term; K24] 1.449 100 5.82490921 70.67 0 2667.435379 3 889.8165894 -0.061637329 -5.48E-05 63.35520874GEETGIDVTLPTGEVTVPGVSGDVSLPEIATGGLEGK 5 61743954 2xTMT6plex [N-Term; K37] 100 4.590123177 31.13 0 4039.137472 4 1010.539063 -0.755492979 -0.000762885 101.0984977GEGPEFDVNLSK 4 61743954 2xTMT6plex [N-Term; K12] 0.968 1.073 3.740505695 40.08 0 1749.942336 2 875.4751587 0.402837738 0.000352471 62.79025311HELTEISNVDVETQSGK 6 61743954 2xTMT6plex [N-Term; K17] 1.138 1.1 6.220626354 61.21 0 2344.23964 3 782.0853882 0.841049161 0.000657207 46.01175325VHAPGLNLSGVGGK 4 61743954 2xTMT6plex [N-Term; K14] 1.014 4.316561699 24.24 0 1764.053224 3 588.68927 0.01875714 1.10E-05 56.44606065IKGDVDVSAPK 14 61743954 3xTMT6plex [N-Term; K2; K11] 1.012 1.011 0.988 4.678144932 31.17 1 1816.11471 3 606.0429688 -0.19678823 -0.00011913 42.03066538SEDGVEGDLGETQSR 4 61743954 1xTMT6plex [N-Term] 1.362 1.167 4.264303207 49.78 0 1807.850731 2 904.4281006 -0.999008433 -0.000903029 47.40124792GDVPSVGLEGPDVDLQGPEAK 4 61743954 2xTMT6plex [N-Term; K21] 1.21 2.957235336 45.5 0 2537.349918 3 846.4473267 -8.864208822 -0.0074972 63.47987473AKGEVDVDVPK 12 61743954 3xTMT6plex [N-Term; K2; K11] 0.925 0.948 3.792345047 25.06 1 1844.109625 3 615.3740234 -1.143059757 -0.000702642 40.28522985GGKPGLTIQAPQLEVSVPSANIEGLEGK 5 61743954 3xTMT6plex [N-Term; K3; K28] 1.136 3.934575081 40.8 0 3476.993144 4 870.0024414 -1.498031426 -0.001302161 79.50061206DDGVFVQEVTQNSPAAR 2 61743954 1xTMT6plex [N-Term] 1.225 2.926821709 27.09 0 2062.040263 2 1031.523193 -0.558947015 -0.000576286 64.42962328FKAEAPLPSPK 8 61743954 3xTMT6plex [N-Term; K2; K11] 0.702 0.741 0.742 4.982645035 32.05 1 1872.156181 3 624.7224121 -1.868557714 -0.001166077 48.15249608LKTDVDVSLPK 8 61743954 3xTMT6plex [N-Term; K2; K11] 0.963 0.978 0.966 3.782135248 16.16 1 1902.187875 3 634.7332153 -1.462812345 -0.000927515 66.040805VDIDVPDVDVQGPDWHLK 16 61743954 2xTMT6plex [N-Term; K18] 1.476 1.029 1.346 3.278748035 37.53 0 2505.33896 3 835.7854004 1.072953368 0.000896037 80.44289521LEGDLTGPSVDVEVPDVELECPDAK 12 61743954 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C21] 0.343 100 100 2.360610247 13.58 0 3141.591347 3 1047.867554 -1.031088016 -0.001079752 82.92098444KQGFDLNVPGGEIDASLK 2 61743954 3xTMT6plex [N-Term; K1; K18] 0.837 2.781425953 25.03 1 2575.469863 3 859.1604614 -1.177428903 -0.001010811 81.30252615GPSLDIDTPDVNIEGPEGK 2 61743954 2xTMT6plex [N-Term; K19] 100 3.316150665 26.02 0 2411.270605 3 804.4276123 -0.962880704 -0.000773922 70.61250731VKGDADVSVPK 6 61743954 3xTMT6plex [N-Term; K2; K11] 0.968 1.094 1.004 3.747444868 27.11 1 1802.09906 3 601.3717041 0.831654996 0.000499575 30.46515906VDINTPDVDVHGPDWHLK 8 61743954 2xTMT6plex [N-Term; K18] 0.848 0.217 1.471 3.054155827 21.95 0 2515.334543 4 629.59021 1.775832866 0.001116703 50.63527VDINAPDVEVHGPDWHLK 6 61743954 2xTMT6plex [N-Term; K18] 1.013 2.007 1.713 2.933770657 20.64 0 2499.339629 4 625.5900269 -0.540546034 -0.000337752 57.39601847ISMPDFDLHLK 16 61743954 2xTMT6plex [N-Term; K11] 1.217 1.149 1.314 3.318145037 34.88 0 1773.997348 3 592.0040283 0.103354685 6.11E-05 87.91292301VQANLGAPDINIEGLDAK 4 61743954 2xTMT6plex [N-Term; K18] 0.01 2.34761405 30.96 0 2296.291281 2 1148.647705 -1.370846885 -0.001573932 70.8748188VKGDVDISLPK 7 61743954 3xTMT6plex [N-Term; K2; K11] 0.887 0.929 0.937 4.40493536 21.34 1 1858.161661 3 620.059082 0.555534953 0.000344091 53.68595384GEGPEVDVTLPK 6 61743954 2xTMT6plex [N-Term; K12] 0.455 0.846 0.994 2.786386251 46.93 0 1698.967822 2 849.9888306 1.508093784 0.001281101 54.59764817KPDIDITGPK 10 61743954 3xTMT6plex [N-Term; K1; K10] 1.212 1.092 1.174 3.88612318 43.16 0 1771.093247 3 591.0360718 0.234534253 0.000138461 46.04951421VSVGAPDLSLEASEGSIK 6 61743954 2xTMT6plex [N-Term; K18] 2.648 0.507 2.470193386 33.11 0 2217.237849 2 1109.122437 -0.113845759 -0.000126212 68.34055208VNVEAPDVNLEGLGGK 6 61743954 2xTMT6plex [N-Term; K16] 1.146 0.915 1.525 3.255768299 42.83 0 2069.16429 2 1035.085205 -0.558947279 -0.000578277 70.08773037VEGDLKGPEADIK 6 61743954 3xTMT6plex [N-Term; K6; K13] 0.872 0.984 0.895 3.327507257 20.68 1 2058.204982 3 686.7401123 0.38958902 0.000267285 46.4180511GEGPDVHMTLPK 8 61743954 2xTMT6plex [N-Term; K12] 0.994 1.018 1.01 3.243128538 33.82 0 1738.956212 2 869.982666 1.060176925 0.000921801 49.63439474GSLGATGEIK 8 61743954 2xTMT6plex [N-Term; K10] 0.995 1.187 1.157 4.280141354 72.2 0 1390.830601 2 695.9182129 -1.043656035 -0.000725774 40.41141141VKGDVDVSLPK 18 61743954 3xTMT6plex [N-Term; K2; K11] 1.032 0.996 1.054 4.243915081 32.15 1 1844.146011 2 922.5768433 0.216573653 0.000199697 47.81776932GPEVDIEGPEGK 2 61743954 2xTMT6plex [N-Term; K12] 0.795 3.66969943 60.02 0 1684.915787 2 842.9620972 0.671241819 0.000565493 51.98116046LEGELQAPDLELSLPAIHVEGLDIK 4 61743954 2xTMT6plex [N-Term; K25] 100 2.742802382 17.27 0 3157.776052 3 1053.263062 -0.449775305 -0.00047343 94.31260347APEVNLNAPDVDVHGPDWNLK 8 61743954 2xTMT6plex [N-Term; K21] 3.142 1.135 0.886 4.037738323 43.89 0 2758.456449 3 920.1502075 -7.388099752 -0.00679325 66.21277531VDIDTPDINIEGSEGK 4 61743954 2xTMT6plex [N-Term; K16] 1.115 100 2.480401039 28.77 0 2160.143614 2 1080.574463 -0.909642645 -0.000982479 60.03157433GPEVDVSGPK 6 61743954 2xTMT6plex [N-Term; K10] 0.861 0.913 0.905 4.164059162 55.56 0 1442.825515 2 721.9164429 0.065019773 4.69E-05 44.74880905VDIDAPDVSIEGPDAK 6 61743954 2xTMT6plex [N-Term; K16] 1.406 1.227 2.072 2.714724541 40.25 0 2099.127236 2 1050.067139 -0.112001905 -0.000117553 75.13767071VDINAPDVDVQGPDWHLK 10 61743954 2xTMT6plex [N-Term; K18] 0.784 100 1.124 2.878123283 19.22 0 2476.323644 3 826.1140747 1.626100491 0.00134225 60.50652269ADIDISGPNVDVDVPDVNIEGPDAK 6 61743954 2xTMT6plex [N-Term; K25] 2.336512327 14.94 0 3022.562096 3 1008.191895 -0.319370196 -0.000321772 76.734704VDVSAPDVEMQGPDWNLK 9 61743954 2xTMT6plex [N-Term; K18] 1.795 2.66 1.147 3.649957657 45.63 0 2458.268831 3 820.0958862 1.738655005 0.001424694 67.74461696VDINAPDVDVHGPDWHLK 6 61743954 2xTMT6plex [N-Term; K18] 100 1.831 0.884 2.933079243 26.15 0 2485.323978 4 622.0854492 -1.614073269 -0.001002874 59.74152187GDLDASVPSMK 8 61743954 2xTMT6plex [N-Term; K11] 1.479 0.547 0.967 2.878417969 33.7 0 1577.860914 2 797.4317017 0.186478794 0.00014861 40.3504828VDVNAPDVQAPDWHLK 6 61743954 2xTMT6plex [N-Term; K16] 0.994 2.348 0.884 3.545465469 35.29 0 2262.228287 3 754.7460938 -2.015402259 -0.001519767 60.38748836MDIDAPDVDVHGPDWHLK 5 61743954 2xTMT6plex [N-Term; K18] 2.022 0.753 2.750156403 20.07 0 2518.280065 4 630.3255615 0.139561026 8.79E-05 73.35677879LPTGQISGPEIK 6 61743954 2xTMT6plex [N-Term; K12] 1.15 0.97 1.321 4.082183838 39.12 0 1698.020192 2 849.5122681 -1.727156839 -0.001466374 55.58652023MKGDVDVSLPK 2 61743954 3xTMT6plex [N-Term; K2; K11] 4.012805462 1 1876.118081 3 626.0437622 -0.718419016 -0.00044928 48.36855544VDIDVPDVNVQGPDWHLK 8 61743954 2xTMT6plex [N-Term; K18] 100 100 100 2.194995165 21.7 0 2504.354944 3 835.4545898 -2.28719925 -0.00190932 77.06374706VKGDMDVSVPK 14 61743954 3xTMT6plex [N-Term; K2; K11] 0.901 0.947 0.968 4.40498209 26.65 1 1862.102431 2 931.5549316 0.0835138 7.78E-05 47.53628699VKGEYDVTVPK 6 61743954 3xTMT6plex [N-Term; K2; K11] 0.922 1.023 0.99 3.682578325 21.44 1 1922.156575 3 641.3901978 -0.278415551 -0.000178386 44.80196396VKGDMDVSLPK 10 61743954 3xTMT6plex [N-Term; K2; K11] 0.963 0.961 1 4.460400105 19.15 1 1876.118081 3 626.0443115 0.159963446 0.000100037 54.0912211VDIDVPDVNIEGPDAK 6 61743954 2xTMT6plex [N-Term; K16] 1.222 0.96 100 2.385206223 29.22 0 2154.169435 2 1077.586426 -1.791891314 -0.001930019 68.840473FAGGLHFSGPK 12 61743954 2xTMT6plex [N-Term; K11] 1.011 1.04 1.103 3.276579618 38.5 0 1575.904769 3 525.9764404 6.345129008 0.003333106 55.16147351IKGDMDISVPK 4 61743954 3xTMT6plex [N-Term; K2; K11] 1.058 0.929 3.325686455 15.99 1 1890.133731 3 630.715271 -1.307596218 -0.000823844 55.58809856SSGCDVNLPGVNVK 6 61743954 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 100 100 100 2.839604139 20.7 0 1904.031168 2 952.5198364 0.645147823 0.000614191 55.46358561MKGDYDVTVPK 4 61743954 3xTMT6plex [N-Term; K2; K11] 0.937 0.882 3.393996716 18.34 1 1940.112996 3 647.3759766 0.196188315 0.000126876 45.87390804MPDMHVNMPK 6 61743954 2xTMT6plex [N-Term; K10] 0.979 0.937 0.938 2.552508831 38.58 0 1657.862846 3 553.2920532 -0.747457508 -0.000413061 50.61616629VDINAPDVGVQGPDWHLK 6 61743954 2xTMT6plex [N-Term; K18] 0.883 1.154 1.138 3.482935905 27.88 0 2418.318165 3 806.7763672 -1.495480434 -0.001205516 63.31910766VSGPDLDLNLK 4 61743954 2xTMT6plex [N-Term; K11] 1.15 1.017 3.733888149 55.97 0 1628.962343 2 814.9842529 -0.68375468 -0.000556905 73.08007633VEGDLKGPEVDIR 4 61743954 2xTMT6plex [N-Term; K6] 0.475 0.932 3.677785635 20.62 1 1885.079498 3 629.0308838 -0.742574949 -0.000466604 50.73499212VDIDTPDIDIHGPEGK 6 61743954 2xTMT6plex [N-Term; K16] 2.491 1.319 1.527 3.128494501 33.03 0 2179.164684 3 727.0588379 -1.249803718 -0.000907843 56.0645773LDFEGPDAK 2 61743954 2xTMT6plex [N-Term; K9] 1.151 3.348012447 44.7 0 1449.798966 2 725.4031372 0.021778235 1.58E-05 63.1276824LEGPDVSLK 8 61743954 2xTMT6plex [N-Term; K9] 1.456 1.425 1.141 3.747000694 44.65 0 1415.851002 2 708.4299927 1.205587001 0.000853466 50.98660059LKGDVDVSGPK 15 61743954 3xTMT6plex [N-Term; K2; K11] 1.027 1.099 1.001 3.78134346 45.81 1 1802.09906 2 901.5528564 -0.346295822 -0.00031203 44.80476206GNVDISAPK 10 61743954 2xTMT6plex [N-Term; K9] 1.011 1.064 1.04 3.751635313 50.48 0 1358.804386 2 679.9052734 -0.821115248 -0.000557867 39.23510847ADIEISGPK 12 61743954 2xTMT6plex [N-Term; K9] 1.08 0.997 1.114 3.931933165 60.37 0 1387.819702 2 694.4134521 -0.053323299 -3.70E-05 44.15020513GPQVSGELK 8 61743954 2xTMT6plex [N-Term; K9] 0.845 0.862 3.390076399 42.3 0 1372.820036 2 686.9128418 -1.186664098 -0.000814538 34.32724383LEGGEVDLK 8 61743954 2xTMT6plex [N-Term; K9] 0.932 1.228 1.479 3.254258156 46.33 0 1417.830266 2 709.418396 -0.529659883 -0.000375484 58.88863519VEGDMQVPDLDIK 6 61743954 2xTMT6plex [N-Term; K13] 100 2.209839106 31.16 0 1917.040335 2 959.0222168 -1.657897433 -0.001589128 70.29364403ANVDISAPK 6 61743954 2xTMT6plex [N-Term; K9] 1.002 0.989 0.912 3.950672388 54.08 0 1372.820036 2 686.9136963 0.058207283 4.00E-05 43.4539921ADIDVSGPSVDTDAPDLDIEGPEGK 7 61743954 2xTMT6plex [N-Term; K25] 100 2.571328163 13.71 0 2970.483177 3 990.8311768 -1.413775575 -0.001399866 68.10721076GEYDVTMPK 4 61743954 2xTMT6plex [N-Term; K9] 0.687 0.909 3.139604807 41.44 0 1497.802337 2 749.4053955 0.786055407 0.000588678 53.07400131GDFDVSVPK 8 61743954 2xTMT6plex [N-Term; K9] 1.206 1.657 1.43 3.478405237 42.15 0 1421.804052 2 711.40448 -1.665685971 -0.00118414 63.17911853LKGPQITGPSLEGDLGLK 4 61743954 3xTMT6plex [N-Term; K2; K18] 1.041 3.057883263 16.27 1 2510.516085 3 837.5103149 0.121952702 0.000102055 74.10205351GPTVGGGLPGIGVQGLEGNLQMPGIK 4 61743954 2xTMT6plex [N-Term; K26] 1.841276169 10.42 0 2904.638119 3 968.8840942 -0.133949614 -0.000129692 85.17556027GDVDVSGPK 6 61743954 2xTMT6plex [N-Term; K9] 1.396 1.245 1.515 3.954593897 61.06 0 1331.757101 2 666.3828735 1.027972977 0.000684505 35.18805515MPTFSTPGAK 2 61743954 2xTMT6plex [N-Term; K10] 0.93 3.630608559 56.26 0 1494.839057 2 747.9230347 -0.176750842 -0.000132107 61.14756075APDVDVNIAGPDAALK 4 61743954 2xTMT6plex [N-Term; K16] 0.883 2.074 3.001861095 42.39 0 2024.142826 2 1012.574768 -0.280062839 -0.000283444 67.29151009MDIDAPDVEVQGPDWHLK 2 61743954 2xTMT6plex [N-Term; K18] 0.801 2.404133081 18.53 0 2523.29538 3 841.7686768 -1.546955855 -0.001301142 80.87928536IKGDVDVTGPK 5 61743954 3xTMT6plex [N-Term; K2; K11] 0.959 3.943537235 40.94 1 1816.11471 2 908.5617065 0.785234506 0.000713038 40.9813266ADVDVSGPK 4 61743954 2xTMT6plex [N-Term; K9] 0.965 1.025 3.760979414 57.48 0 1345.772751 2 673.3901978 0.272993945 0.000183694 44.7896363GEGPEVDVK 2 61743954 2xTMT6plex [N-Term; K9] 0.945 3.066952705 45.89 0 1387.783316 2 694.3953247 0.04080901 2.83E-05 41.05730956ADLGVSGPK 4 61743954 2xTMT6plex [N-Term; K9] 0.989 1.102 3.297575951 50.55 0 1301.782922 2 651.395813 1.096232358 0.000713528 47.96955159GDMDVSLPK 4 61743954 2xTMT6plex [N-Term; K9] 1.212 1.534 3.361474514 43.36 0 1419.791772 2 710.3995361 0.016386646 1.16E-05 60.48580014GDVDVTGPK 6 61743954 2xTMT6plex [N-Term; K9] 1.384 1.303 1.32 3.613803387 61.51 0 1345.772751 2 673.3894653 -0.815483845 -0.000548728 37.15016212TDVDVSLPK 2 61743954 2xTMT6plex [N-Term; K9] 1.331 3.423400879 39.18 0 1431.845916 2 716.4259644 -0.8829924 -0.000632155 59.66113242GEVDVDVPK 10 61743954 2xTMT6plex [N-Term; K9] 1.421 1.236 1.388 2.9085567 45.26 0 1415.814616 2 708.4042358 -9.479503996 -0.00671061 44.94008619GDLDASVPSMK 2 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 0.881 2.722769022 41.02 0 1593.855829 2 797.4317017 0.186478794 0.00014861 40.3504828GDMDISVPK 6 61743954 2xTMT6plex [N-Term; K9] 1.47 1.543 2.615273714 42.02 0 1419.791772 2 710.3997803 0.360297112 0.000255773 47.91273328MKGDVVVSLPK 2 61743954 3xTMT6plex [N-Term; K2; K11] 0.809 3.862905741 13.33 1 1860.159552 3 620.7244873 -0.345919755 -0.000214489 63.89788538LEGDLTGPSVGVEVPDVELECPDAK 7 61743954 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C21] 100 100 2.86589694 24.66 0 3083.585868 3 1028.523926 -9.289115814 -0.009547929 77.81889107VDIDVPDVNLEAPEGK 4 61743954 2xTMT6plex [N-Term; K16] 0.332 1.443 2.146986246 21.58 0 2168.185085 2 1084.594238 -1.791866168 -0.001942549 69.31659368GDMDVSVPK 8 61743954 2xTMT6plex [N-Term; K9] 1.217 1.224 1.325 3.428225994 53.28 0 1405.776122 2 703.3920288 0.468550559 0.000329339 51.01946751MQVGGDGVK 4 61743954 2xTMT6plex [N-Term; K9] 1.274 1.092 3.218151808 41.76 0 1348.765892 2 674.8869629 0.561351124 0.000378566 46.54021263ADVDISGPK 13 61743954 2xTMT6plex [N-Term; K9] 1.033 0.992 0.933 4.151010036 45.48 0 1359.788402 2 680.3981323 0.431293896 0.000293234 45.21237596ADLDVSGPK 64 61743954 2xTMT6plex [N-Term; K9] 1.123 1.032 1.085 3.995265722 59.53 0 1359.788402 2 680.3969727 -1.274365554 -0.000866434 34.63890182DIDISSPEFK 6 61743954 2xTMT6plex [N-Term; K10] 1.067 1.031 0.859 3.451611519 41.7 0 1608.888509 2 804.9467773 -1.386884478 -0.001115671 64.9994539GDVVVSLPK 12 61743954 2xTMT6plex [N-Term; K9] 1.516 3.445 1.685 3.042677402 43.11 0 1371.861173 2 686.4327393 -2.165455539 -0.001485352 51.00683631MPDVDISVPK 2 61743954 2xTMT6plex [N-Term; K10] 1.184 3.500643492 40.24 0 1558.891486 2 779.9492798 -0.13048996 -0.00010171 73.23307279GKKPDIDITGPK 6 61743954 4xTMT6plex [N-Term; K2; K3; K12] 0.792 0.803 0.828 4.576816082 18.35 1 2185.372605 3 729.1286621 -0.536417393 -0.000390757 50.34718099EMGVDVHFPK 8 61743954 2xTMT6plex [N-Term; K10] 0.919 0.882 0.822 2.848648787 24.57 0 1616.88707 3 539.6341553 0.521285827 0.000280953 53.71325517VKGDFDVSVPK 4 61743954 3xTMT6plex [N-Term; K2; K11] 0.63 0.876 3.67559576 9.41 1 1878.13036 3 626.7153931 0.673807977 0.000421833 52.62448646GGVDVTLPR 4 61743954 1xTMT6plex [N-Term] 1.058 1.054 3.12466836 37.55 0 1142.673088 2 571.8400879 -0.165680589 -9.47E-05 50.87124415GEYDMTVPK 6 61743954 2xTMT6plex [N-Term; K9] 1.174 1.253 1.242 2.84700489 35.04 0 1497.802337 2 749.4054565 0.867555021 0.000649713 53.29599332VEGDLKGPEVDIK 16 61743954 3xTMT6plex [N-Term; K6; K13] 0.336 0.613 0.729 3.384250402 16.06 1 2086.236282 3 696.0842896 0.974708551 0.000677824 39.78165684VPGIDATTK 2 61743954 2xTMT6plex [N-Term; K9] 1.115 3.21041894 47.78 0 1359.824787 2 680.4161987 0.245444075 0.00016688 52.94327796GEYDVTVPK 2 61743954 2xTMT6plex [N-Term; K9] 1.495 3.367541313 40.15 0 1465.830266 2 733.4177246 -1.42836541 -0.001046871 53.22106094MEGGGAEVHAQLPSLEGDLR 2 61743954 1xTMT6plex [N-Term] 2.272249937 16.96 0 2295.16006 3 765.7229614 -2.496171294 -0.001909704 54.90910385GPGVDVNLK 4 61743954 2xTMT6plex [N-Term; K9] 0.76 0.827 3.59163475 39.3 0 1356.825121 2 678.9151001 -1.619865856 -0.001098937 48.81709745MPSMNIQTHK 6 61743954 2xTMT6plex [N-Term; K10] 0.929 0.9 0.938 2.832520008 12.95 0 1644.896589 3 548.9699707 -0.747567132 -0.00040989 47.51936045IDVDAPDIDIHGPDAK 2 61743954 2xTMT6plex [N-Term; K16] 1.124 2.203732252 17.97 0 2149.154119 3 717.0547485 -2.059849729 -0.001475645 56.20822387EGDQIVGATIYFDNLQSGEVTQLLNTMGHHTVGLK 2 61743954 2xTMT6plex [N-Term; K35] 1.277762294 3.18 0 4244.206177 4 1061.802002 -4.712126759 -0.004999809 99.57143345MDAEVPDVNIEGPDAK 4 61743954 2xTMT6plex [N-Term; K16] 1.095 0.519 2.420570374 19.49 0 2158.110206 2 1079.558228 -0.475926518 -0.000513551 57.22372867GDVDVSLPK 17 61743954 2xTMT6plex [N-Term; K9] 1.413 1.152 1.356 2.953605652 41.57 0 1387.819702 2 694.409729 -5.418781833 -0.003760146 47.06841434GDVDISLPK 6 61743954 2xTMT6plex [N-Term; K9] 1.483 100 1.507 2.932806492 39.23 0 1401.835352 2 701.4203491 -1.376850577 -0.000965059 50.22898686VDVECPDVNIEGPEGK 4 61743954 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 100 100 2.15459156 24.18 0 2215.13167 2 1108.068237 -1.115766913 -0.001235785 62.2523783IKGDVDVSVPEVEGK 4 61743954 3xTMT6plex [N-Term; K2; K15] 1.567 0.825 3.215534925 13.18 1 2258.321074 3 753.4454956 0.380582024 0.000286492 61.52584835GDYDVTVPK 2 61743954 2xTMT6plex [N-Term; K9] 1.382 2.696362972 38.36 0 1451.814616 2 726.4116211 0.929380022 0.000674644 51.29044699VDIEAPDVSLEGPEGK 7 61743954 2xTMT6plex [N-Term; K16] 100 1.261 2.226641178 29.57 0 2113.142886 2 1057.074341 -0.700789987 -0.000740435 66.91832684VDVDVPDVNIEGPDAK 4 61743954 2xTMT6plex [N-Term; K16] 1.304 0.965 2.296224356 40.47 0 2140.153785 2 1070.579346 -1.107459551 -0.001185067 61.46288865VESEIKVPDVELK 6 61743954 3xTMT6plex [N-Term; K6; K13] 100 0.01 2.526367426 10.41 1 2172.309447 3 724.7746582 -0.011725137 -8.49E-06 66.61450544VEGDLKGPEVDIRDPK 1 61743954 3xTMT6plex [N-Term; K6; K16] 0.88 2.656410694 2 2454.4171 4 614.3607178 1.605906246 0.000985391 53.86365822FKIPEMHLK 2 61743954 3xTMT6plex [N-Term; K2; K9] 0.731 2.416950703 6.28 1 1830.127858 4 458.2879028 1.050909157 0.000480825 63.40936773GDVDVSVPK 5 61743954 2xTMT6plex [N-Term; K9] 1.41 1.213 1.264 2.893097162 34.7 0 1373.804052 2 687.4051514 -0.746471539 -0.000512753 52.30841359VSAPEVSVGHK 6 61743954 2xTMT6plex [N-Term; K11] 1.09 1.111 1.084 4.366130352 27.68 0 1567.920813 3 523.3114624 -0.62419158 -0.000326228 41.48973306VDIETPNLEGTLTGPR 5 61743954 1xTMT6plex [N-Term] 0.615 100 2.364274263 32.26 0 1941.049036 2 971.027771 -0.397273741 -0.000385564 72.02072927ISMPDVDLHLK 22 61743954 2xTMT6plex [N-Term; K11] 1.189 1.432 0.704 2.659386396 22.9 0 1725.997348 3 576.0031738 -1.378985679 -0.000793375 65.60011929ISIPDVGLHLK 6 61743954 2xTMT6plex [N-Term; K11] 1.125 1.237 2.608 3.234929323 29.46 0 1650.035448 3 550.6836548 0.583408962 0.000320882 85.07506653GPQITGPSLEGDLGLK 6 61743954 2xTMT6plex [N-Term; K16] 0.501 100 2.050178528 15.07 0 2040.174127 2 1020.589539 -1.140094628 -0.001162996 68.53606477TPEMIIQKPK 4 61743954 3xTMT6plex [N-Term; K8; K10] 0.739 0.705 2.781658411 14.38 0 1872.159552 3 624.7249756 0.438732806 0.000273793 45.45380757EVDVNLPK 8 61743954 2xTMT6plex [N-Term; K8] 0.937 1.034 1.108 3.194786787 35.37 0 1371.824787 2 686.4115601 -6.519478943 -0.004471791 47.85087222GDVDVSAPK 2 61743954 2xTMT6plex [N-Term; K9] 3.274595737 44.61 0 1345.772751 2 673.3898315 -0.27124495 -0.000182517 40.75695414GDVDVTLPK 6 61743954 2xTMT6plex [N-Term; K9] 0.864 0.968 100 2.113588095 24.75 0 1401.835352 2 701.421936 0.887201419 0.000621855 37.96712537MSLPDVDLDLK 2 61743954 2xTMT6plex [N-Term; K11] 1.101 3.495131016 43 0 1703.965379 2 852.4867554 0.501549033 0.000427311 88.47993729GDMDVSVPK 5 61743954 2xTMT6plex [N-Term; K9]; 1xOxidation [M3] 1.137 1.276 1.127 2.313531876 24.37 0 1421.771037 2 703.3920288 0.468550559 0.000329339 51.01946751ISAPNVDFNLEGPK 6 61743954 2xTMT6plex [N-Term; K14] 100 100 100 1.792519808 8.65 0 1959.095148 2 980.0504761 -0.751602884 -0.000736231 74.22236798APDVEGQGLDWSLK 8 61743954 2xTMT6plex [N-Term; K14] 0.564 0.972 1.778829575 16.46 0 1973.074413 2 987.0413818 0.544592676 0.000537261 71.32006836ISMPDVNLNLK 5 61743954 2xTMT6plex [N-Term; K11] 1.273 100 100 2.875165224 30.52 0 1701.997348 2 851.5011597 -1.354669597 -0.001152822 77.98067191APNISMPDVDLNLK 4 61743954 2xTMT6plex [N-Term; K14] 100 1.266 2.425267935 20.52 0 1985.114169 2 993.0595703 -1.161074278 -0.001152432 77.9319813MEGDLKGPEVDIK 2 61743954 3xTMT6plex [N-Term; K6; K13] 1.271 2.573180437 1.86 1 2118.208353 3 706.7400513 -1.299244903 -0.000917357 64.21112208GGVQVPAVDISSSLGGR 2 61743954 1xTMT6plex [N-Term] 100 1.346620679 7.67 0 1828.012591 2 914.5084229 -1.653384057 -0.001511203 60.41603236GEVDVSLANVEGDLK 6 61743954 2xTMT6plex [N-Term; K15] 0.01 1.648 1.620357156 13.13 0 2003.106107 2 1002.055786 -0.904028183 -0.000905432 73.08362729ISMPDVGLNLK 8 61743954 2xTMT6plex [N-Term; K11] 1.706 100 2.74799943 39.68 0 1644.975885 2 822.9915771 -0.004251202 -3.50E-06 78.68013021VSMPDVDLNLK 7 61743954 2xTMT6plex [N-Term; K11] 0.01 100 2.518639565 26.7 0 1688.965714 2 844.980896 -6.630387888 -0.005599249 69.52881567ISIPDVDLDLK 7 61743954 2xTMT6plex [N-Term; K11] 1.055 3.972 3.371 2.582414389 20.35 0 1686.008959 2 843.5077515 -0.434487794 -0.000366275 85.06397552ISMPDVDLHVK 9 61743954 2xTMT6plex [N-Term; K11] 1.244 1.051 1.429 2.670517683 23.39 0 1711.981698 3 571.3324585 0.656513024 0.000374646 60.26582186ISMPDIDLNLTGPK 4 61743954 2xTMT6plex [N-Term; K14] 3.14 2.042906046 16.17 0 1972.11892 2 986.5623779 -0.730514073 -0.00072033 79.9043597ISMPDVDLHLK 9 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 1.891 0.982 1.004 1.853723645 12.19 0 1741.992263 3 576.0031738 -1.378985679 -0.000793375 65.60011929SPQISMSDIDLNLK 4 61743954 2xTMT6plex [N-Term; K14] 0.651 2.475030422 28.61 0 2019.119648 2 1010.064941 1.465025861 0.001479031 83.23649233ISMPDFDLNLK 5 61743954 2xTMT6plex [N-Term; K11] 100 1.104 2.400102139 23.57 0 1750.981364 2 875.9926147 -1.948083448 -0.001705529 88.62556228MYFPDVEFDIK 3 61743954 2xTMT6plex [N-Term; K11] 0.779 2.82147336 27.2 0 1861.98103 2 931.4937744 -0.406745215 -0.000378676 100.4917426ISMPDVDLHMK 4 61743954 2xTMT6plex [N-Term; K11] 1.125 0.983 2.838966608 32.63 0 1743.953769 3 581.9894409 0.000288945 1.68E-07 76.75111698GDVDVSVPEVEGK 4 61743954 2xTMT6plex [N-Term; K13] 2.087913513 24.76 0 1787.979115 2 894.4943237 1.261558884 0.00112782 50.24189167VSMPDVELNLK 7 61743954 2xTMT6plex [N-Term; K11] 1.372 1.066 1.109 3.028838158 33.62 0 1702.981364 2 851.9954224 1.29430457 0.001102088 75.7694311IPMPDFDLHLK 9 61743954 2xTMT6plex [N-Term; K11] 1.071 0.908 100 2.287509918 14.14 0 1784.018084 3 595.3436279 -0.982770832 -0.000584427 83.7692165VPDVEIK 26 61743954 2xTMT6plex [N-Term; K7] 0.988 0.948 1.007 2.836465597 42.19 0 1257.78186 2 629.3946533 0.135413485 8.52E-05 48.14683669ISMPDVDFNLK 11 61743954 2xTMT6plex [N-Term; K11] 100 0.567 1.522 2.459109545 17.16 0 1736.965714 2 868.9855347 -1.10604029 -0.000960577 77.23262762ISMPDLDLNLK 22 61743954 2xTMT6plex [N-Term; K11] 1.714 1.094 100 2.340597391 12.24 0 1716.997014 2 859.0007935 -1.574665486 -0.001351848 80.13244248ISMPEVDLNLK 6 61743954 2xTMT6plex [N-Term; K11] 1.466918111 10.64 0 1716.997014 2 859.0013428 -0.934808338 -0.000802532 78.55449993ISMPEIDLNLK 6 61743954 2xTMT6plex [N-Term; K11] 1.222 1.783 100 1.853166699 18.32 0 1731.012664 2 866.0084839 -1.717432012 -0.001486448 79.06384376GEYDVTMPK 4 61743954 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.001 1.127 2.422406912 27.48 0 1513.797252 2 749.4053955 0.786055407 0.000588678 53.07400131MPEMSIK 2 61743954 2xTMT6plex [N-Term; K7] 1.478 2.602142811 34.37 0 1293.731086 2 647.3687744 -0.629413549 -0.000407146 51.31543577GPEVDIK 14 61743954 2xTMT6plex [N-Term; K7] 0.971 0.97 0.952 2.483335733 33.46 0 1215.73491 2 608.3709717 -0.199698654 -0.00012139 49.7329223MPEMNIK 4 61743954 2xTMT6plex [N-Term; K7] 1.006 1.22 2.79838872 29.83 0 1320.741986 2 660.8746948 0.096535462 6.37E-05 50.66846763VTAPDVDLHLK 2 61743954 2xTMT6plex [N-Term; K11] 0.928 2.12659812 21.73 0 1665.993978 3 556.0018311 -1.823311475 -0.001012542 56.73970988ISMPDFDLHLK 4 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 100 1.535 2.254517555 13.2 0 1789.992263 3 592.0040283 0.103354685 6.11E-05 87.91292301APEVDIK 8 61743954 2xTMT6plex [N-Term; K7] 0.974 0.899 1.028 2.712181091 42.61 0 1229.75056 2 615.3787842 -0.217800775 -0.00013392 50.00469717MPDMNIK 2 61743954 2xTMT6plex [N-Term; K7] 1.341 2.574495316 28.63 0 1306.726335 2 653.8670654 0.39699925 0.000259385 50.83784654GPALDIK 10 61743954 2xTMT6plex [N-Term; K7] 0.805 0.917 0.864 2.724312544 35.83 0 1171.74508 2 586.3763428 0.280442291 0.000164303 43.62251771VESDLKGPEVDIEGPEGK 5 61743954 3xTMT6plex [N-Term; K6; K18] 100 2.169825077 11.16 1 2585.427724 3 862.4799805 -0.903387756 -0.000778548 53.22282213GPGVDLPSVNLSMPK 6 61743954 2xTMT6plex [N-Term; K15] 0.01 1.399926901 5.93 0 1969.119254 2 985.0612183 -2.079288267 -0.002047183 70.42322348MDIDVPDVEVQGPDWHLK 4 61743954 2xTMT6plex [N-Term; K18] 100 1.862979412 13.4 0 2551.326681 3 851.112793 -1.118991845 -0.000951638 74.71560881MKGEVDVSLANVEGDLK 2 61743954 3xTMT6plex [N-Term; K2; K17] 100 1.867832065 0.91 1 2491.404486 3 831.137146 -3.051010689 -0.002533767 72.97723005GEIDASVPELEGDLR 5 61743954 1xTMT6plex [N-Term] 1.503990531 8.61 0 1828.948988 2 914.9769897 -1.249497841 -0.001142634 61.28865964APDVDIK 10 61743954 2xTMT6plex [N-Term; K7] 0.877 0.899 0.807 2.810521364 35.89 0 1215.73491 2 608.3713379 0.402753303 0.000244821 41.89324124GPDWHLK 4 61743954 2xTMT6plex [N-Term; K7] 0.82 2.707974195 25.78 0 1310.762127 2 655.8846436 -0.089154716 -5.84E-05 50.75970886VQTPEVDVK 6 61743954 2xTMT6plex [N-Term; K9] 1.178 1.126 1.236 3.665341139 45.3 0 1472.872465 2 736.9395142 -0.484624232 -0.000356895 51.3746906ISMSEVDLNVAAPK 4 61743954 2xTMT6plex [N-Term; K14] 100 1.57583952 10.21 0 1932.08762 2 966.5466919 -0.782889411 -0.000756305 78.5286429VDTNAPDLSLEGPEGK 4 61743954 2xTMT6plex [N-Term; K16] 100 2.230504751 18.65 0 2100.122485 2 1050.564575 -0.290949399 -0.000305515 54.31412711VGGSGVNVNAK 2 61743954 2xTMT6plex [N-Term; K11] 1.815688133 8.36 0 1459.863298 2 730.4342651 -1.400231491 -0.001022073 39.46687473ISMPDIDFNLK 3 61743954 2xTMT6plex [N-Term; K11] 1.577090859 4.96 0 1750.981364 2 875.9937134 -0.6932068 -0.000606896 87.39585858



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms FSMPSLK 2 61743954 2xTMT6plex [N-Term; K7] 0.915 2.73694849 24.84 0 1267.748451 2 634.3773804 -0.762783667 -0.000483509 67.96186755FSVSGAK 6 61743954 2xTMT6plex [N-Term; K7] 0.896 1.198 2.480217695 24.43 0 1153.69813 2 577.3526001 -0.179045698 -0.000103282 44.44498778MPFLSISSPK 6 61743954 2xTMT6plex [N-Term; K10] 100 100 100 2.104370832 21.95 0 1564.917307 2 782.9620972 -0.248903926 -0.000194757 69.37259627FSMPGFK 7 61743954 2xTMT6plex [N-Term; K7] 1.412 0.986 0.848 2.849398851 24.55 0 1271.722236 2 636.3652954 0.847496632 0.00053889 56.05187467LKGEIDASVPELEGDLR 3 61743954 2xTMT6plex [N-Term; K2] 100 1.660045743 0.02 1 2299.290947 3 767.1015625 -0.353491584 -0.000270927 67.05426916ISMQDVDLSLGSPK 4 61743954 2xTMT6plex [N-Term; K14] 1.319783449 6.19 0 1948.082534 2 974.5432739 -1.675056565 -0.001631574 71.95935059IDVTAPDVSIEEPEGK 3 61743954 2xTMT6plex [N-Term; K16] 1.439643145 6.23 0 2157.169101 2 1079.085327 -2.65298308 -0.002861467 64.92523499ISMPDVDLNLK 1 61743954 2xTMT6plex [N-Term; K11] 1.4323107 6.05 0 1702.981364 2 851.9940186 -0.354343646 -0.00030172 72.39649618FSMPGFK 2 61743954 2xTMT6plex [N-Term; K7]; 1xOxidation [M3] 2.799 0.01 1.445465446 24.33 0 1287.717151 2 636.3652954 0.847496632 0.00053889 56.05187467VDIDVPDVNIEGPEGK 1 61743954 2xTMT6plex [N-Term; K16] 100 1.637587309 0 2154.169435 2 1077.58728 -0.998553359 -0.001075527 66.6096849VPDVDIK 6 61743954 2xTMT6plex [N-Term; K7] 1.07 0.996 1.089 2.841577768 34.63 0 1243.76621 2 622.3862305 -0.824369156 -0.000512661 48.57540066LEVPDMNIR 6 61743954 1xTMT6plex [N-Term] 100 1.021 100 2.531183958 14.01 0 1315.724138 2 658.3648071 -1.368122797 -0.000900036 57.02364384MPEMSIKPQK 3 61743954 3xTMT6plex [N-Term; K7; K10] 0.316 100 1.353689551 6.22 0 1876.100323 3 626.0394287 1.817692141 0.001136724 37.13873051VKGDMDVSLPK 2 61743954 3xTMT6plex [N-Term; K2; K11]; 1xOxidation [M5] 0.897 2.304536819 18.46 1 1892.112996 3 626.0443115 0.159963446 0.000100037 54.0912211MPDMHVNMPK 1 61743954 2xTMT6plex [N-Term; K10]; 1xOxidation [M1] 0.946 2.877375364 21.18 0 1673.857761 3 553.2920532 -0.747457508 -0.000413061 50.61616629GPEIDVK 10 61743954 2xTMT6plex [N-Term; K7] 0.999 0.931 2.63498354 36.03 0 1215.73491 2 608.3716431 0.9047966 0.000549996 46.1889756712667788 MYH9 myosin-9 4627 NP_002464.1 59.84693878 1 96 115 1225 1960 226.392 5.6 1.02 1.05 1.08 1.05 Significant 0.00027 KEEELQAALAR 18 12667788 2xTMT6plex [N-Term; K1] 0.939 0.973 0.938 4.138899803 53.33 1 1716.005605 2 858.5010376 -6.297313166 -0.005403112 44.61299936MEDSVGCLETAEEVKR 6 12667788 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 1.865 100 1.041 4.97214222 37.78 1 2311.167403 3 771.0617676 1.44791951 0.001115461 57.1267798VIQYLAYVASSHK 6 12667788 2xTMT6plex [N-Term; K13] 0.902 100 1.138 3.429250956 38.68 0 1937.126054 3 646.3798218 -0.589619847 -0.000380723 88.34844983DLEAHIDSANK 29 12667788 2xTMT6plex [N-Term; K11] 1.035 1.013 0.988 4.861137867 69.69 0 1670.91137 2 835.9588623 -0.551842929 -0.00046104 38.81304191KANLQIDQINTDLNLER 7 12667788 2xTMT6plex [N-Term; K1] 1.141 0.94 0.839 4.123247147 31.76 1 2456.387307 3 819.4680176 0.892580893 0.000730841 58.93803709VSHLLGINVTDFTR 14 12667788 1xTMT6plex [N-Term] 1.017 0.86 1.175 3.953921318 40.81 0 1801.016949 3 601.0108032 0.504025223 0.000302586 80.15194181KVEAQLQELQVK 12 12667788 3xTMT6plex [N-Term; K1; K12] 1.386 1.61 1.521 5.037176609 28.41 1 2100.299551 3 700.770813 -0.792836981 -0.000555065 54.32501322ALEQQVEEMK 6 12667788 2xTMT6plex [N-Term; K10] 1.052 0.817 0.921 3.977100611 64.91 0 1662.913678 2 831.960144 -0.400997401 -0.000333412 54.7076908QLEEAEEEAQR 6 12667788 1xTMT6plex [N-Term] 1.076 1.32 1.181 4.714777946 62.98 0 1560.770296 2 780.8880615 -0.928511472 -0.000724597 37.25282075DELADEIANSSGK 6 12667788 2xTMT6plex [N-Term; K13] 0.934 0.971 1.173 4.969425678 58.44 0 1806.948543 2 903.9779053 -0.005192801 -4.69E-06 66.12471956QIATLHAQVADMK 10 12667788 2xTMT6plex [N-Term; K13] 1.149 1.073 1.099 4.899812698 61.87 0 1884.077724 2 942.5435791 1.145241036 0.001078862 57.39266253QIATLHAQVADMK 6 12667788 2xTMT6plex [N-Term; K13]; 1xOxidation [M12] 1.167 1.11 4.392225742 45.91 0 1900.072639 2 942.5435791 1.145241036 0.001078862 57.39266253ELESQISELQEDLESER 18 12667788 1xTMT6plex [N-Term] 0.991 1.103 1.29 4.533257008 50.72 0 2263.113881 3 755.0432129 0.53223211 0.000401501 91.53338142LQQELDDLLVDLDHQR 12 12667788 1xTMT6plex [N-Term] 1.085 0.917 100 4.158302307 46.37 0 2179.155627 3 727.0562744 -0.622593355 -0.000452243 97.96809994LQLQEQLQAETELCAEAEELR 14 12667788 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 100 1.015 3.895 4.11145401 34.39 0 2730.38174 3 910.7987061 -0.064066477 -5.83E-05 117.5417041VISGVLQLGNIVFK 6 12667788 2xTMT6plex [N-Term; K14] 0.01 1.222 1.543 3.503041506 45.42 0 1945.22504 2 973.1159668 -0.196911022 -0.000191518 100.7724247SMEAEMIQLQEELAAAER 10 12667788 1xTMT6plex [N-Term] 100 0.813 4.078587055 66.63 0 2278.125648 3 760.0455933 -1.502083455 -0.001140645 97.6760944IAQLEEELEEEQGNTELINDR 14 12667788 1xTMT6plex [N-Term] 1.931 1.17 1.282 5.213269711 62.32 0 2701.336563 3 901.114624 -2.681857487 -0.002414867 89.36893354TQLEELEDELQATEDAK 12 12667788 2xTMT6plex [N-Term; K17] 1.159 1.124 1.418 3.995464325 43.98 0 2420.24445 3 807.4188843 -0.971231633 -0.000783539 87.48657366KMEDSVGCLETAEEVKR 8 12667788 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C8] 100 1.036 1 4.346344471 23.21 2 2668.425298 4 667.8620605 0.417567432 0.000278562 46.16850311ANLQIDQINTDLNLER 7 12667788 1xTMT6plex [N-Term] 1.433 1.844 100 3.83530736 43.89 0 2099.129412 2 1050.067871 -0.450869058 -0.000473216 95.49103021LEEEQIILEDQNCK 8 12667788 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 1.536 1.435 100 4.224692822 37.02 0 2219.16297 3 740.3922729 -0.317273834 -0.000234694 69.17125754NMDPLNDNIATLLHQSSDK 4 12667788 2xTMT6plex [N-Term; K19] 0.982 1.726 5.326061249 45.77 0 2584.344121 3 862.1190186 -0.626482334 -0.000539682 85.16972195MEDSVGCLETAEEVK 4 12667788 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 1.4 1.443 3.617064714 44.5 0 2155.066292 2 1078.036865 0.075036555 8.09E-05 68.24865189EDQSILCTGESGAGK 10 12667788 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 1.753 1.309 1.499 4.520535469 77.09 0 2010.021391 2 1005.514282 -0.051281482 -5.15E-05 42.92864444EQADFAIEALAK 32 12667788 2xTMT6plex [N-Term; K12] 1.529 100 0.51 3.484187841 54.67 0 1763.994371 2 882.5020752 1.418581978 0.001251185 76.39598563NFINNPLAQADWAAK 6 12667788 2xTMT6plex [N-Term; K15] 0.775 100 1.11 3.742403507 42.81 0 2131.170044 2 1066.088379 -0.26419173 -0.000281519 80.50698959IIGLDQVAGMSETALPGAFK 9 12667788 2xTMT6plex [N-Term; K20] 1.219 1.187 4.88001442 62.11 0 2476.388553 3 826.1339722 -0.480266351 -0.000396442 98.66422412KLEGDSTDLSDQIAELQAQIAELK 28 12667788 3xTMT6plex [N-Term; K1; K24] 0.936 1.021 0.947 4.907475471 56.65 1 3302.829827 4 826.463562 0.784514193 0.000647779 106.3930276DFSALESQLQDTQELLQEENR 16 12667788 1xTMT6plex [N-Term] 0.907 1.5 1.037 5.196689606 55.23 0 2722.336898 3 908.1173096 0.175463565 0.000159224 94.97041141LEGDSTDLSDQIAELQAQIAELK 11 12667788 2xTMT6plex [N-Term; K23] 1.408 0.778 100 4.846818924 61.38 0 2945.571932 3 982.5285034 -0.331034555 -0.000325029 105.764618KMEDSVGCLETAEEVK 10 12667788 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C8] 1.173 1.145 1.33 6.366542339 38.3 1 2512.324187 3 838.1109619 -2.330355232 -0.001951536 58.99038517KQELEEICHDLEAR 16 12667788 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 1.137 1.233 1.26 3.971699953 33.5 1 2228.174537 4 557.7981567 -1.678673197 -0.000935094 62.97967391ELEDATETADAMNR 20 12667788 1xTMT6plex [N-Term] 1.069 1.218 1.49 4.801186085 57.05 0 1794.837723 2 905.9181519 -1.994137385 -0.001805525 39.53686825LQQLFNHTMFILEQEEYQR 4 12667788 1xTMT6plex [N-Term] 1.802 4.64874506 37.09 0 2696.370387 3 899.4614868 -0.177998833 -0.000159984 103.4314357LQVELDNVTGLLSQSDSK 34 12667788 2xTMT6plex [N-Term; K18] 1.398 1.269 1.186 4.554018497 55.04 0 2404.33354 3 802.1167603 0.90980377 0.000729157 94.41939654DLGEELEALKTELEDTLDSTAAQQELR 12 12667788 2xTMT6plex [N-Term; K10] 0.81 5.113897324 50.22 1 3475.805573 4 869.7038574 -3.444756114 -0.002993326 112.3674334EMEAELEDER 30 12667788 1xTMT6plex [N-Term] 1.126 1.196 1.13 4.615645409 77.91 0 1479.683455 2 740.3470459 2.271206632 0.001680333 41.37008736IAQLEEQLDNETK 13 12667788 2xTMT6plex [N-Term; K13] 1.305 1.126 100 3.618124962 45.26 0 1989.090456 2 995.0491943 0.329598824 0.000327801 85.13797427NTDQASMPDNTAAQK 2 12667788 2xTMT6plex [N-Term; K15]; 1xOxidation [M7] 1.137 4.371851921 35.54 0 2066.022454 3 689.3435059 -3.140949346 -0.002163091 29.31300229QAQQERDELADEIANSSGK 2 12667788 2xTMT6plex [N-Term; K19] 2.543 4.95339632 32.82 1 2547.305093 3 849.7721558 -1.248109169 -0.001059772 51.80347346KLEEEQIILEDQNCK 4 12667788 3xTMT6plex [N-Term; K1; K15]; 1xCarbamidomethyl [C14] 1.291 1.215 4.556018829 32.18 1 2576.420865 3 859.4793701 1.045039496 0.000897487 60.98776906EQLEEEEEAK 16 12667788 2xTMT6plex [N-Term; K10] 1.316 1.38 1.628 4.411446571 82.13 0 1691.873981 2 846.4408569 0.269409656 0.000227904 38.02424208HSQAVEELAEQLEQTK 7 12667788 2xTMT6plex [N-Term; K16] 1.135 0.903 5.971982002 45.2 0 2298.23416 3 766.74823 -1.750791396 -0.001341243 80.62720146HEMPPHIYAITDTAYR 6 12667788 1xTMT6plex [N-Term] 0.994 0.985 4.753227234 41.84 0 2144.079625 3 715.3644409 -0.399073842 -0.000285215 43.64412618EQLEEEEEAKHNLEK 14 12667788 3xTMT6plex [N-Term; K10; K15] 0.807 0.822 1.038 5.821277618 39.19 1 2542.360373 4 636.3449707 -0.912379506 -0.000579899 52.02026805NKHEAMITDLEER 18 12667788 2xTMT6plex [N-Term; K2] 0.779 0.736 0.753 5.191141129 49.71 1 2044.089745 4 511.7775879 -0.598455867 -0.000305824 42.04813944EMEAELEDERK 14 12667788 2xTMT6plex [N-Term; K11] 0.879 0.833 0.925 4.213075161 44.85 1 1836.941349 3 612.9862061 1.478242113 0.000905148 43.98168113TFHIFYYLLSGAGEHLK 14 12667788 2xTMT6plex [N-Term; K17] 0.759 2.876 100 3.024085999 18.25 0 2454.358573 3 818.7903442 -0.853060013 -0.000697905 101.5479844AGVLAHLEEER 12 12667788 1xTMT6plex [N-Term] 1.676 1.489 1.709 4.231396198 57.68 0 1452.800808 3 484.9386597 0.425202067 0.000205911 53.69342542LDPHLVLDQLR 10 12667788 1xTMT6plex [N-Term] 0.934 1.269 3.6594944 46.08 0 1547.910693 2 774.4589233 -0.079300642 -6.14E-05 84.30943887VMQEQGTHPK 4 12667788 2xTMT6plex [N-Term; K10] 1.064 1.133 3.616249084 44.8 0 1612.888132 3 538.3010864 0.355708082 0.000191239 28.12437486DVLLQVDDER 16 12667788 1xTMT6plex [N-Term] 1.221 0.933 4.003 4.493911266 66.82 0 1430.768839 2 715.8873291 -1.018736804 -0.000728788 49.52640145ALELDSNLYR 14 12667788 1xTMT6plex [N-Term] 1.07 1.185 1.491 4.279184341 49.77 0 1422.77901 2 711.894043 1.264678132 0.000899679 44.31512085DKADFCIIHYAGK 6 12667788 3xTMT6plex [N-Term; K2; K13]; 1xCarbamidomethyl [C6] 1.159 1.103 0.985 4.06019783 19.44 1 2225.235571 4 557.0643921 0.075367021 4.19E-05 51.25403601DLGEELEALK 16 12667788 2xTMT6plex [N-Term; K10] 1.16 2.043 0.01 3.433280468 50.44 0 1574.904159 2 787.9544678 -1.587743045 -0.001250272 70.94488482QLLQANPILEAFGNAK 6 12667788 2xTMT6plex [N-Term; K16] 1.01 0.757 3.391020775 32.11 0 2185.274509 3 729.0963745 0.027930201 2.03E-05 98.94921035KKVEAQLQELQVK 12 12667788 4xTMT6plex [N-Term; K1; K2; K13] 0.603 0.534 0.604 5.545407295 16.62 2 2457.557446 4 615.1395874 -8.515015859 -0.005231535 49.67335697ELEDATETADAMNR 12 12667788 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.006 1.03 0.91 3.385944843 57.79 0 1810.832638 2 905.9181519 -1.994137385 -0.001805525 39.53686825LTEMETLQSQLMAEK 4 12667788 2xTMT6plex [N-Term; K15] 100 2.753127098 30.45 0 2210.181262 2 1105.592407 -1.685014229 -0.001862093 103.3820044QTLENERGELANEVK 6 12667788 2xTMT6plex [N-Term; K15] 0.972 0.747 0.904 4.472751141 35.64 1 2188.197381 3 730.0673218 -4.555785532 -0.003322986 43.44950373ALEEAMEQK 6 12667788 2xTMT6plex [N-Term; K9] 0.925 1.056 0.966 4.312901497 61.93 0 1506.823801 2 753.9080811 -9.898463654 -0.00745762 49.51705221MQQNIQELEEQLEEEESAR 8 12667788 1xTMT6plex [N-Term] 3.228 2.074 3.815178156 32.53 0 2562.219091 3 854.7427979 -2.049249157 -0.001750208 83.73641431TEMEDLMSSK 13 12667788 2xTMT6plex [N-Term; K10] 1.285 100 100 3.755452871 57.5 0 1628.827565 2 814.9163818 -1.275984131 -0.001039179 62.9752963RGDLPFVVPR 7 12667788 1xTMT6plex [N-Term] 1.123 1.528 100 4.451939106 26.97 1 1384.826235 3 462.2798767 -0.836309291 -0.000386048 55.26785662ASITALEAK 24 12667788 2xTMT6plex [N-Term; K9] 0.944 0.897 0.978 4.587734699 62.75 0 1361.840437 2 681.4248047 1.391950884 0.000947807 54.44673596ADFCIIHYAGK 16 12667788 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.263 1.18 1.194 3.130453587 32.98 0 1752.950733 2 876.9789429 -0.0705883 -6.19E-05 54.99212348LQEMEGTVK 16 12667788 2xTMT6plex [N-Term; K9] 0.993 1.18 0.994 4.407355309 50.75 0 1492.844536 2 746.9266968 1.058880981 0.000790372 47.34007542EMEAELEDER 10 12667788 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.179 1.209 1.311 3.194990396 50.76 0 1495.67837 2 740.3470459 2.271206632 0.001680333 41.37008736VEAQLQELQVK 6 12667788 2xTMT6plex [N-Term; K11] 100 1.31 1.156 2.859863043 35.08 0 1743.041656 2 872.0236206 -0.970349192 -0.00084568 57.63140534THEAQIQEMR 12 12667788 1xTMT6plex [N-Term] 1.191 1.223 1.158 4.855857849 43.5 0 1471.752478 3 491.2557068 0.060799169 2.98E-05 27.65125317VEDMAELTCLNEASVLHNLK 10 12667788 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9] 1.037 0.01 100 2.921220064 25.48 0 2744.436308 3 915.4824829 -1.243267888 -0.001137357 83.16239164THEAQIQEMR 10 12667788 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.252 1.092 100 3.09626174 31.26 0 1487.747393 3 491.2557068 0.060799169 2.98E-05 27.65125317KFDQLLAEEK 12 12667788 3xTMT6plex [N-Term; K1; K10] 1.479 1.049 1.208 3.74681735 21.57 1 1908.140925 3 636.7192383 1.172074725 0.000745495 67.86442023FDQLLAEEK 4 12667788 2xTMT6plex [N-Term; K9] 1.112 2.208 3.206862211 53.23 0 1550.88303 2 775.9446411 -0.660619413 -0.000512272 76.14735231VEDMAELTCLNEASVLHNLK 2 12667788 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9]; 1xOxidation [M4] 100 2.271770716 14.6 0 2760.431223 3 915.4824829 -1.243267888 -0.001137357 83.16239164CQHLQAEK 6 12667788 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 0.919 0.873 0.837 4.014299393 35.92 0 1471.809154 3 491.274292 -0.564858178 -0.000277121 25.81115511QELEEICHDLEAR 4 12667788 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.801 3.0504632 32.81 0 1870.916642 3 624.3115234 1.803700081 0.001124858 69.45870155DLQGRDEQSEEK 6 12667788 2xTMT6plex [N-Term; K12] 0.283 0.293 0.297 2.971063137 27.45 1 1891.976155 3 631.3299561 -0.444025648 -0.000280029 29.33345778TELEDTLDSTAAQQELR 4 12667788 1xTMT6plex [N-Term] 2.774915218 24.15 0 2149.082187 2 1075.044556 -0.163898746 -0.000176116 56.91845861IAEFTTNLTEEEEK 11 12667788 2xTMT6plex [N-Term; K14] 1.445 100 100 3.002529144 27.88 0 2112.111251 2 1056.559204 -0.056728487 -5.99E-05 96.64384908VMQEQGTHPK 6 12667788 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.026 1.111 1.261 3.360104322 27.12 0 1628.883047 3 538.3010864 0.355708082 0.000191239 28.12437486GDLPFVVPR 8 12667788 1xTMT6plex [N-Term] 1.08 0.977 0.919 3.379627466 38.56 0 1228.725124 2 614.8655396 -1.075568824 -0.000660789 65.65294845NKHEAMITDLEER 2 12667788 2xTMT6plex [N-Term; K2]; 1xOxidation [M6] 0.737 4.218317509 25.33 1 2060.08466 4 511.7775879 -0.598455867 -0.000305824 42.04813944KMEDSVGCLETAEEVK 2 12667788 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C8]; 1xOxidation [M2] 1.102 3.713214159 29.11 1 2528.319102 3 838.1109619 -2.330355232 -0.001951536 58.99038517IMGIPEEEQMGLLR 16 12667788 1xTMT6plex [N-Term] 1.003 1.788 0.915 2.80235219 18.86 0 1844.981157 2 922.9929199 -1.405735902 -0.001296778 73.26113808TDLLLEPYNK 14 12667788 2xTMT6plex [N-Term; K10] 1.854 100 1.866 3.248836517 32.93 0 1663.967094 2 832.4885254 1.610657602 0.001340041 69.16759895DMFQETMEAMR 12 12667788 1xTMT6plex [N-Term] 100 2.434 2.366911888 31.68 0 1617.72725 2 809.3618164 -6.734273344 -0.005447109 69.67636136QACVLMIK 5 12667788 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.651 1.253 3.355790377 43.78 0 1420.842034 2 710.9245605 -0.133530854 -9.49E-05 66.74766306GALALEEK 18 12667788 2xTMT6plex [N-Term; K8] 0.895 1.009 0.94 3.824853897 54.12 0 1288.787673 2 644.8971558 -0.495369855 -0.000319213 44.18873252LTEMETLQSQLMAEK 2 12667788 2xTMT6plex [N-Term; K15]; 1xOxidation [M12] 0.682 2.270932436 17.29 0 2226.176177 2 1105.592407 -1.685014229 -0.001862093 103.3820044LKDVLLQVDDER 9 12667788 2xTMT6plex [N-Term; K2] 0.666 0.966 1.181 2.860114813 16.44 1 1901.110798 3 634.3746948 -0.666361658 -0.000422276 67.36287138VKPLLQVSR 15 12667788 2xTMT6plex [N-Term; K2] 1.098 1.186 1.086 3.294209957 26.25 0 1497.988104 2 749.4981079 0.557267651 0.00041739 45.36681944ADGAEAKPAE 5 12667788 2xTMT6plex [N-Term; K7] 1.563 1.349 2.042784214 31.7 0 1416.77348 2 708.8900146 -0.513175278 -0.000363527 31.41134278YEILTPNSIPK 6 12667788 2xTMT6plex [N-Term; K11] 0.641 1.114 0.974 2.18566823 20.69 0 1733.024943 2 867.0157471 -0.418787611 -0.000362885 60.43249124NAEQYKDQADK 10 12667788 3xTMT6plex [N-Term; K6; K11] 0.843 1.036 0.985 2.953680754 23.35 1 1997.09068 2 999.0466309 -2.351050604 -0.002347631 38.01056565VEEEAAQK 8 12667788 2xTMT6plex [N-Term; K8] 1.103 0.832 1.109 3.443967819 45.96 0 1361.767666 2 681.387085 -0.56749631 -0.000386399 35.3442166EQEVNILK 26 12667788 2xTMT6plex [N-Term; K8] 1.625 1.069 1.096 3.123903513 45.51 0 1430.861901 2 715.9344482 -0.196361106 -0.000140483 55.35462879EEILAQAK 8 12667788 2xTMT6plex [N-Term; K8] 1.267 1.393 1.344 3.706701279 52.37 0 1359.824787 2 680.4160156 -0.023863369 -1.62E-05 45.75717177LQEMEGTVK 9 12667788 2xTMT6plex [N-Term; K9]; 1xOxidation [M4] 1.163 1.066 1.141 2.46706295 34.55 0 1508.839451 2 746.9266968 1.058880981 0.000790372 47.34007542QEEEMMAK 4 12667788 2xTMT6plex [N-Term; K8] 1.167 1.291 3.613760948 47.74 0 1453.743108 2 727.3748169 -0.516219773 -0.000375225 41.98587944QQQLTAMK 4 12667788 2xTMT6plex [N-Term; K8] 1.618 1.601 4.283803463 50.61 0 1405.823741 2 703.4151001 -0.581626746 -0.000408832 41.41378418VAAYDKLEK 11 12667788 3xTMT6plex [N-Term; K6; K9] 0.756 0.774 0.866 4.033283234 34.02 1 1724.056133 2 862.5306396 -1.235617034 -0.001065137 43.93594648LKDVLLQVDDERR 5 12667788 2xTMT6plex [N-Term; K2] 1.046 0.942 4.697195053 13.38 2 2057.211909 4 515.0570679 -2.657677413 -0.001366851 60.46360249KLVWVPSDK 11 12667788 3xTMT6plex [N-Term; K1; K9] 0.663 0.706 0.602 4.047985077 24.32 1 1759.108503 3 587.0413208 0.515177058 0.000302084 59.10632432TEMEDLMSSK 4 12667788 2xTMT6plex [N-Term; K10]; 1xOxidation [M] 1.089 0.843 2.315953732 27.35 0 1644.82248 2 814.9163818 -1.275984131 -0.001039179 62.9752963SGFEPASLKEEVGEEAIVELVENGKK 2 12667788 4xTMT6plex [N-Term; K9; K25; K26] 100 2.611670256 5.23 2 3705.076823 4 927.0200195 -5.013319801 -0.004643684 94.42320387ALEEAMEQK 7 12667788 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.969 1.022 0.94 2.873091936 34.44 0 1522.818716 2 753.9080811 -9.898463654 -0.00745762 49.51705221VEEEEER 6 12667788 1xTMT6plex [N-Term] 100 1.383 3.147355795 38.91 0 1148.563263 2 574.7855835 0.546066732 0.000313596 25.81106331SVHELEK 4 12667788 2xTMT6plex [N-Term; K7] 0.81 3.355924368 33.06 0 1299.767272 2 650.387207 -0.103708951 -6.74E-05 34.32314516LVWVPSDK 9 12667788 2xTMT6plex [N-Term; K8] 1.223 1.011 2.149 2.67508173 26.93 0 1401.850608 2 701.4281616 -1.113754778 -0.000780659 61.45573892QTLENER 2 12667788 1xTMT6plex [N-Term] 1.313 2.646174431 33.94 0 1118.600317 2 559.803772 -0.044801246 -2.51E-05 28.73549051NMDPLNDNIATLLHQSSDK 2 12667788 2xTMT6plex [N-Term; K19]; 1xOxidation [M2] 2.024447441 13.39 0 2600.339036 3 862.1190186 -0.626482334 -0.000539682 85.16972195VVFQEFR 12 12667788 1xTMT6plex [N-Term] 1.599 1.135 1.16 2.68443346 27.72 0 1153.65671 2 577.3317261 -0.463449445 -0.000267331 54.44124223QLAAENR 4 12667788 1xTMT6plex [N-Term] 0.779 1.084 2.802093744 38.57 0 1030.584274 2 515.7961426 0.713203441 0.000367508 21.30296196FVSELWK 10 12667788 2xTMT6plex [N-Term; K7] 100 3.878 1.534 2.518531561 27.51 0 1366.813494 2 683.9100952 -0.424622902 -0.00029019 70.45559314ITDVIIGFQACCR 2 12667788 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C12] 0.01 1.291034937 7.29 0 1781.923977 2 891.4648438 -0.87885343 -0.000783025 93.34206874DEQSEEK 4 12667788 2xTMT6plex [N-Term; K7] 1.513 2.94849968 29.61 0 1322.683996 2 661.8453979 -0.360442527 -0.000238376 23.23821774TVGQLYK 4 12667788 2xTMT6plex [N-Term; K7] 1.228 1.028 2.741590977 31 0 1266.782194 2 633.8947754 0.063224168 4.00E-05 53.36307664ADEWLMK 8 12667788 2xTMT6plex [N-Term; K7] 0.874 100 3.158114672 36.3 0 1350.749179 2 675.8774414 -1.164670336 -0.000786589 65.2501774QEEEMMAK 2 12667788 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 1.305 2.322684288 27.63 0 1469.738023 2 727.3748169 -0.516219773 -0.000375225 41.98587944SMAVAAR 6 12667788 1xTMT6plex [N-Term] 1.02 1.164 1.023 2.397806168 31.92 0 934.5341523 2 467.7705078 -0.44224708 -0.000206647 31.70238335VNKDDIQK 7 12667788 3xTMT6plex [N-Term; K3; K8] 1.093 1.152 2.694631338 24.85 1 1647.004432 2 824.0057983 -0.067808143 -5.58E-05 41.93964281IIGLDQVAGMSETALPGAFK 1 12667788 2xTMT6plex [N-Term; K20]; 1xOxidation [M10] 1.081138372 0 2492.383468 3 826.1339722 -0.480266351 -0.000396442 98.66422412TLEEEAK 10 12667788 2xTMT6plex [N-Term; K7] 1.161 0.992 0.983 3.211398363 38.12 0 1277.735303 2 639.3717651 0.743716977 0.000475137 25.33300192NLPIYSEEIVEMYK 2 12667788 2xTMT6plex [N-Term; K14] 1.530916929 4.06 0 2186.181914 2 1093.592896 -1.555041853 -0.001699802 92.83685742ADEWLMK 4 12667788 2xTMT6plex [N-Term; K7]; 1xOxidation [M6] 0.948 1.153 100 1.522166729 31.69 0 1366.744094 2 675.8774414 -1.164670336 -0.000786589 65.2501774MEDSVGCLETAEEVKR 1 12667788 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7]; 1xOxidation [M1] 1.223 2.19893527 1 2327.162318 3 771.0617676 1.44791951 0.001115461 57.1267798KTLEEEAK 2 12667788 3xTMT6plex [N-Term; K1; K8] 0.421 2.565201044 10.4 1 1634.993198 3 545.6692505 -7.65E-05 -4.17E-08 38.40184675IMGIPEEEQMGLLR 2 12667788 1xTMT6plex [N-Term]; 1xOxidation [M] 0.604 1.260435104 0 1860.976072 2 922.9929199 -1.405735902 -0.001296778 73.26113808NCAAYLK 2 12667788 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.621 3.065582752 35.36 0 1297.733864 2 649.3717041 1.747348349 0.001133797 39.79516013QEEEMMAK 2 12667788 2xTMT6plex [N-Term; K8]; 2xOxidation [M5; M6] 0.478 1.532766223 5.55 0 1485.732938 2 727.3748169 -0.516219773 -0.000375225 41.98587944KDQGELER 4 12667788 2xTMT6plex [N-Term; K1] 1.403 1.511 2.454710484 22.19 1 1432.816013 3 478.2766418 -0.447344868 -0.000213654 29.40682694KLEMDLK 4 12667788 3xTMT6plex [N-Term; K1; K7] 1.275 1.416 2.961013317 22.5 1 1563.974712 2 782.4904175 -0.737396234 -0.000576635 51.99219288256222411 FLNB filamin-B isoform 1 2317 NP_001157789.1 58.26053931 1 2 114 831 2633 281.459 5.71 0.97 0.92 0.98 0.96 Significant 0.00038 YAPTEVGLHEMHIK 12 256222411 2xTMT6plex [N-Term; K14] 0.828 0.361 0.819 5.652737141 48.86 0 2083.141052 3 695.0512695 -0.862633017 -0.000598995 47.98849625KGEITGEVHMPSGK 10 256222411 3xTMT6plex [N-Term; K1; K14] 1.538 1.406 1.407 4.331250668 30.59 1 2157.230485 4 540.0638428 1.416702467 0.000764038 41.35664579SPFVVQVGEACNPNACR 6 256222411 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C16] 0.906 100 1.113 3.279423952 44.32 0 2134.037109 2 1067.522949 0.708894655 0.000756404 58.28093942AAGSGELGVTMK 12 256222411 2xTMT6plex [N-Term; K12]; 1xOxidation [M11] 0.92 0.847 0.892 3.256871939 75.92 0 1594.887464 2 789.9500732 0.203240161 0.000160447 47.272934AAGSGELGVTMK 8 256222411 2xTMT6plex [N-Term; K12] 1.116 0.953 0.921 5.584784508 77.13 0 1578.892549 2 789.9500732 0.203240161 0.000160447 47.272934IPEINSSDMSAHVTSPSGR 8 256222411 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.061 1.21 4.890679359 70.33 0 2230.097126 3 744.0361328 -1.471120904 -0.001093581 39.7974528IPEINSSDMSAHVTSPSGR 8 256222411 1xTMT6plex [N-Term] 1.062 1.493 1.049 5.581353188 51.92 0 2214.102211 3 744.0361328 -1.471120904 -0.001093581 39.7974528DAGYGGISLAVEGPSK 6 256222411 2xTMT6plex [N-Term; K16] 0.63 100 3.166222095 52.38 0 1979.084977 2 990.0446777 -1.464485499 -0.001449171 60.12892007GQHVTGSPFQFTVGPLGEGGAHK 16 256222411 2xTMT6plex [N-Term; K23] 1.034 0.701 0.908 4.885681629 47.45 0 2766.472768 4 692.3719482 -2.459728261 -0.001701193 54.74531345APSVATVGSICDLNLK 10 256222411 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 100 0.854 0.948 4.047980785 38.34 0 2103.188397 3 701.7335205 -1.135612276 -0.000796136 71.76268194VNIGQGSHPQK 8 256222411 2xTMT6plex [N-Term; K11] 1.052 1.228 0.996 3.962500095 44.98 0 1622.93786 3 541.6505127 -0.539043474 -0.000291611 33.15460707GAGTGGLGLTVEGPCEAK 6 256222411 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C15] 100 100 3.945218325 56.32 0 2132.142175 2 1066.575439 0.669540834 0.000713778 40.52619059GLHVVEVTYDDVPIPNSPFK 10 256222411 2xTMT6plex [N-Term; K20] 0.847 0.55 4.863924026 65.78 0 2684.469974 3 895.4942017 -0.716040615 -0.00064073 72.3974891YGGPNHIVGSPFK 4 256222411 2xTMT6plex [N-Term; K13] 1.189 1.356 3.32463932 41.67 0 1831.026675 3 611.013916 0.284084815 0.000173389 59.10989065VHSPSGAVEECHVSELEPDK 4 256222411 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C11] 1.22 6.783832073 42.9 0 2664.333951 4 666.8392334 0.432657381 0.000288186 45.96374503AHIANPSGASTECFVTDNADGTYQVEYTPFEK 8 256222411 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C13] 100 1.673 1.206 4.671991348 50.33 0 3977.890382 3 1326.633545 -1.081182225 -0.001433608 74.48851408FNDEHIPESPYLVPVIAPSDDAR 6 256222411 1xTMT6plex [N-Term] 2.444 1.603 100 4.606320381 28.61 0 2810.41984 3 937.4779053 -0.240910514 -0.000225687 80.92339284VLQSFTVDSSK 6 256222411 2xTMT6plex [N-Term; K11] 0.934 1.054 100 4.341757774 68.48 0 1668.957258 2 834.9827881 0.624283139 0.000520951 71.18644401IEYNDQNDGSCDVK 8 256222411 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 1.6 1.282 1.605 4.113658905 46.8 0 2115.006469 2 1058.006592 -0.265770464 -0.000281053 48.52294726EPGEYAVHIMCDDEDIKDSPYMAFIHPATGGYNPDLVR 5 256222411 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 0.526 4.914373398 22.52 1 4781.272619 5 957.0606079 0.274903961 0.000262878 89.0243016QMQLENVSVALEFLDR 10 256222411 1xTMT6plex [N-Term] 1.974 100 3.62029624 31.81 0 2121.121156 2 1061.063232 -0.927498292 -0.000983668 99.44496327HVGNQQYNVTYVVK 14 256222411 2xTMT6plex [N-Term; K14] 1.179 1.042 1.06 5.962059021 74.83 0 2107.170044 3 703.0605469 -1.403235115 -0.000985618 42.93298114VVASGPGLEHGK 6 256222411 2xTMT6plex [N-Term; K12] 0.987 1.032 0.942 4.407282829 53.43 0 1608.947362 3 536.9868164 -0.911006342 -0.000488587 40.07377641SADFVVESIGSEVGSLGFAIEGPSQAK 80 256222411 2xTMT6plex [N-Term; K27] 1.229 1.074 1.142 4.819457531 48.64 0 3139.65633 3 1047.223999 0.354634455 0.000371143 106.0190807AHGPGLEGGLVGKPAEFTIDTK 7 256222411 3xTMT6plex [N-Term; K13; K22] 0.745 0.854 0.963 7.213775635 44.61 0 2881.639054 4 721.164978 -0.337200672 -0.000242923 63.77402481FADEHVPGSPFTVK 16 256222411 2xTMT6plex [N-Term; K14] 1.051 1.143 0.856 3.436097145 41.88 0 1989.084583 3 663.6994629 -0.376006195 -0.000249303 62.69930325IPYLPITNFNQNWQDGK 11 256222411 2xTMT6plex [N-Term; K17] 1.81 1.026 1.11 3.718952656 50.11 0 2506.349465 3 836.1204834 -1.024611581 -0.000856012 98.17977633ALGALVDSCAPGLCPDWESWDPQKPVDNAR 10 256222411 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C9; C14] 1.261 100 4.666683197 37.22 0 3782.867085 4 946.4699097 -2.452269116 -0.002319152 92.44361519DLDIIDNYDYSHTVK 8 256222411 2xTMT6plex [N-Term; K15] 0.975 0.932 4.250972271 39.16 0 2269.175249 3 757.0632324 -0.046093564 -3.49E-05 68.36148938AWGPGLHGGIVGR 10 256222411 1xTMT6plex [N-Term] 0.894 0.839 4.61315012 65.91 0 1505.853847 3 502.6217041 -2.183249935 -0.001095885 49.36873218EATTDFTVDSRPLTQVGGDHIK 4 256222411 2xTMT6plex [N-Term; K22] 0.518 0.649 5.581129551 22.7 0 2845.509607 4 712.1333008 0.620807955 0.000441629 58.3489046DAGEGLLAVQITDQEGKPK 2 256222411 3xTMT6plex [N-Term; K17; K19] 0.838 3.052948236 33.69 0 2656.512456 3 886.1740723 -1.804216319 -0.001597641 57.22891677GEITGEVHMPSGK 12 256222411 2xTMT6plex [N-Term; K13] 1.338 1.286 1.283 3.485159159 35.4 0 1799.97259 3 600.6622925 -0.147729246 -8.86E-05 42.92937216MDGTYACSYTPVK 4 256222411 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.626 1.371 3.800438881 52.53 0 1950.970541 2 975.9874268 -1.519533131 -0.001482282 52.01922242EAGAGGLSIAVEGPSK 4 256222411 2xTMT6plex [N-Term; K16] 100 3.608000517 50.07 0 1901.074413 2 951.0420532 1.271541659 0.001208648 50.56860423VTASGPGLSSYGVPASLPVDFAIDAR 9 256222411 1xTMT6plex [N-Term] 1.525 3.115795135 35.35 0 2776.471875 3 926.1606445 -1.618912941 -0.001498289 92.89919437KVVPCLVTPVTGR 16 256222411 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 0.646 0.636 0.647 5.352870941 37.02 1 1884.150495 3 628.7218018 0.189376294 0.000118938 56.02156042ADDTDSQSWR 4 256222411 1xTMT6plex [N-Term] 1.487 1.435 3.874990463 46.08 0 1409.649452 2 705.3279419 -0.599539791 -0.00042257 41.06611751TATPEIVDNKDGTVTVR 4 256222411 2xTMT6plex [N-Term; K10] 0.978 0.669 5.079841137 23.78 1 2274.270546 3 758.762207 0.669183248 0.000507301 51.76118472LGSAADFLLDISETDLSSLTASIK 6 256222411 2xTMT6plex [N-Term; K24] 100 2.702002764 23.37 0 2925.607255 3 975.8735352 -0.411125331 -0.00040093 117.5235969SPFTVGVAAPLDLSK 6 256222411 2xTMT6plex [N-Term; K15] 1.354 0.934 0.96 3.919673681 49.15 0 1960.151935 2 980.5734253 -6.305957127 -0.006180317 75.66201144VSYFPTVPGVYIVSTK 4 256222411 2xTMT6plex [N-Term; K16] 0.925 1.087 3.379010439 38.18 0 2215.277863 2 1108.141113 -1.31512509 -0.001456684 95.13078265LTVMSLQESGLK 6 256222411 2xTMT6plex [N-Term; K12] 1.569 100 100 3.736111403 60.35 0 1764.034128 2 882.5202637 -0.497165126 -0.000438508 83.16469289FVPQEMGVHTVSVK 6 256222411 2xTMT6plex [N-Term; K14]; 1xOxidation [M6] 1.389 1.381 1.496 4.306391716 41.66 0 2032.130154 3 678.0419922 -9.217120009 -0.006243462 46.31261003VHSPSGAVEECHVSELEPDKYAVR 6 256222411 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C11] 1.08 0.975 1.023 7.456816673 15.36 1 3153.603918 5 631.526123 -0.763981682 -0.000481859 43.59234937EVGEHLVSIK 12 256222411 2xTMT6plex [N-Term; K10] 0.833 0.863 0.88 4.668834209 56.34 0 1568.941214 2 784.9741211 -0.158171955 -0.000124081 44.90588207VEVGKDQEFTVDTR 8 256222411 2xTMT6plex [N-Term; K5] 1.118 1.171 0.968 3.649640799 29 1 2081.127905 2 1041.068481 0.856122596 0.00089085 52.81096978CVYKPMQPGPHVVK 6 256222411 3xTMT6plex [N-Term; K4; K14]; 1xCarbamidomethyl [C1] 0.93 0.912 0.976 4.418566227 18.79 0 2327.333511 4 582.5894165 0.99918882 0.000581361 40.92964104VDIQTEDLEDGTCK 8 256222411 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 1.086 0.73 0.914 3.574944258 41.01 0 2081.047271 2 1041.021118 -5.916036625 -0.006155776 50.88020646IAGPGLGSGVR 2 256222411 1xTMT6plex [N-Term] 0.886 3.530774832 46.91 0 1212.726187 2 606.8677979 1.758371468 0.001066212 42.80250335YTPTQQGNMQVLVTYGGDPIPK 6 256222411 2xTMT6plex [N-Term; K22] 1.604 0.898 0.562 3.654643536 30.13 0 2865.522086 3 955.8452759 -0.283146755 -0.000270454 79.71169026VKVEPAVDTSR 14 256222411 2xTMT6plex [N-Term; K2] 0.711 0.762 0.702 3.949471235 27.43 1 1658.984141 2 829.9963989 0.831907629 0.000690061 35.93795281VTEAEIVPMGK 4 256222411 2xTMT6plex [N-Term; K11] 1.75 1.618 2.869454622 35.89 0 1631.94425 2 816.4752197 -0.666289228 -0.000543673 53.59100449



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms YAPTEVGLHEMHIK 10 256222411 2xTMT6plex [N-Term; K14]; 1xOxidation [M11] 0.796 0.933 0.86 4.314597607 27.16 0 2099.135967 3 695.0512695 -0.862633017 -0.000598995 47.98849625VFGPGIEGK 4 256222411 2xTMT6plex [N-Term; K9] 1.219 1.163 3.479481936 55.94 0 1361.819308 2 681.4134521 0.234874681 0.000159928 59.73578834AEITFDDHK 12 256222411 2xTMT6plex [N-Term; K9] 1.089 1.054 0.866 3.985968351 45.27 0 1533.831329 3 511.9486389 0.022530539 1.15E-05 47.85191011SPFEVSVDK 8 256222411 2xTMT6plex [N-Term; K9] 0.908 1.058 0.87 4.007147312 54.61 0 1465.830266 2 733.4182129 -0.762147416 -0.000558589 65.92866816VAVTEGCQPSR 8 256222411 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.147 1.152 1.202 4.05578661 39.84 0 1432.741579 2 716.8742676 -0.223608887 -0.000160187 29.10263738AEVSIQNNK 8 256222411 2xTMT6plex [N-Term; K9] 1.055 1.069 1.023 4.298034668 43.25 0 1460.847313 2 730.9273682 0.100173457 7.32E-05 39.64225426DGTYAVTYIPDK 2 256222411 2xTMT6plex [N-Term; K12] 100 2.240540981 19.32 0 1800.978387 2 900.9918213 -1.122174419 -0.001010506 53.33594425DGTCTVTYLPTLPGDYSILVK 4 256222411 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C4] 2.424680233 13.56 0 2771.49414 3 924.5040894 1.289851692 0.001191605 100.5399732ATQTGDASK 15 256222411 2xTMT6plex [N-Term; K9] 1.029 0.964 1.078 3.819610834 45.07 0 1336.747265 2 668.8773193 0.072595529 4.85E-05 23.4065598GEAGVPAEFSIWTR 17 256222411 1xTMT6plex [N-Term] 1.179 1.067 0.809 3.030471087 33.1 0 1748.9169 2 874.961731 -0.408827851 -0.000357503 80.95334595SSFLVDCSK 7 256222411 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.106 1.148 1.35 4.374504566 56.29 0 1500.813236 2 750.9110718 1.086447433 0.000815277 51.79069762TYSVEYLPK 4 256222411 2xTMT6plex [N-Term; K9] 1.135 1.404 2.667188406 32.69 0 1557.892867 2 779.449646 -0.546384049 -0.000425604 61.20546414VQAQGPGLK 2 256222411 2xTMT6plex [N-Term; K9] 0.984 3.683722258 38.04 0 1355.841106 2 678.4237671 -0.625678266 -0.00042416 41.00645763IFAQDGEGQR 4 256222411 1xTMT6plex [N-Term] 1.074 1.983 3.472350121 36.97 0 1349.701094 2 675.3543091 0.183384353 0.000123757 38.36583252TATFTIVTEDAGEGGLDLAIEGPSK 4 256222411 2xTMT6plex [N-Term; K25] 2.137927055 18.31 0 2950.566118 3 984.1935425 -0.015003424 -1.48E-05 118.7690749LPNNHIGISFIPR 2 256222411 1xTMT6plex [N-Term] 1.01 3.282739401 24.21 0 1706.99034 3 569.6681519 -0.256453469 -0.000145921 73.40587044ADIEMPFDPSK 13 256222411 2xTMT6plex [N-Term; K11] 1.151 0.881 1.047 2.489080191 27.07 0 1707.902779 2 854.4559326 1.059401271 0.000904677 56.69289442EAFTNKPNVFTVVTR 5 256222411 2xTMT6plex [N-Term; K6] 0.683 0.721 100 2.540704966 11.18 0 2181.243209 3 727.7521973 -0.536658691 -0.000390194 57.93816636YMIGVTYGGDDIPLSPYR 3 256222411 1xTMT6plex [N-Term] 0.942 100 3.046576262 19.96 0 2246.136471 2 1123.571167 -0.629474497 -0.000706943 93.76641083MDCQETPEGYK 6 256222411 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.397 0.638 1.085 3.076840401 36.63 0 1815.865742 2 908.4369507 0.486091657 0.000441339 46.26692013DLAEDAPWK 17 256222411 2xTMT6plex [N-Term; K9] 1.295 1.401 1.716 4.300972462 53.74 0 1502.825515 2 751.9154663 -1.237211369 -0.000929656 63.03048465LKPGAPLKPK 10 256222411 4xTMT6plex [N-Term; K2; K8; K10] 0.894 1.112 1.096 2.579379797 15.27 0 1965.339455 3 655.784668 -0.002164384 -1.42E-06 49.97639713NTVELLVEDK 6 256222411 2xTMT6plex [N-Term; K10] 1.05 2.444 100 3.054084539 33.29 0 1617.946359 2 809.4765015 -0.39081043 -0.000316155 69.13555924AEISCIDNK 6 256222411 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 0.947 0.998 0.935 3.898831367 49.18 0 1507.81905 2 754.4133911 0.302155993 0.000227798 47.97996648VLFASQEIPASPFR 8 256222411 1xTMT6plex [N-Term] 0.923 0.763 1.239 2.431885481 31.02 0 1791.000236 2 896.0018921 -2.081764278 -0.00186422 80.47361689VMYTPMAPGNYLISVK 4 256222411 2xTMT6plex [N-Term; K16] 0.564 1.209 2.51602602 22.35 0 2242.237989 2 1121.621826 -0.719556201 -0.000806708 103.5025837GDYVLAVK 8 256222411 2xTMT6plex [N-Term; K8] 1.182 1.295 1.23 3.182701588 50.03 0 1322.808409 2 661.9076538 -0.285599041 -0.000188896 49.36617506VEPAVDTSR 4 256222411 1xTMT6plex [N-Term] 1.375 1.263 3.245295286 44.22 0 1202.657832 2 601.8325806 0.04343115 2.61E-05 34.16138754YMGSHIPESPLQFYVNYPNSGSVSAYGPGLVYGVANK 4 256222411 2xTMT6plex [N-Term; K37] 1.947907448 3.94 0 4421.231664 4 1106.060059 -2.998975401 -0.003314791 94.4076181SPFEVQVGPEAGMQK 4 256222411 2xTMT6plex [N-Term; K15] 100 100 2.881113052 29.26 0 2062.104332 2 1031.557251 1.402883976 0.001446447 66.60216077VKAEGPGLSK 4 256222411 3xTMT6plex [N-Term; K2; K10] 0.61 0.576 3.450109959 19.02 1 1673.056467 3 558.3566895 -0.569144344 -0.000317404 42.63813313DLAEDAPWKK 2 256222411 3xTMT6plex [N-Term; K9; K10] 0.573 2.762537003 9.63 1 1860.08341 3 620.6989136 -0.657388447 -0.000407599 62.45597215YGGELVPHFPAR 4 256222411 1xTMT6plex [N-Term] 0.774 0.829 2.396565676 14.95 0 1571.853178 3 524.6228638 0.547181254 0.000286696 59.06740296VTVLFAGQHISK 4 256222411 2xTMT6plex [N-Term; K12] 1.692 2.080852032 16.2 0 1758.067811 3 586.6940918 -0.050646155 -2.97E-05 54.61209265LLGWIQNK 6 256222411 2xTMT6plex [N-Term; K8] 1.004 1.182 1.43 3.481220961 36.33 0 1429.893141 2 715.4491577 -1.470494718 -0.001051325 88.43098523AEGPGLSK 4 256222411 2xTMT6plex [N-Term; K8] 0.911 1.128 3.255458832 52.68 0 1216.730158 2 608.8693237 0.996400828 0.000606175 33.32106065TATPEIVDNK 2 256222411 2xTMT6plex [N-Term; K10] 0.982 4.153255939 50.94 0 1545.888844 2 773.4481201 0.077518106 5.99E-05 46.74742397VPVKDVVDPSK 10 256222411 3xTMT6plex [N-Term; K4; K11] 0.74 0.679 0.738 2.667834759 14.52 1 1870.161661 3 624.05896 0.356152533 0.000222021 45.70789811VVPCLVTPVTGR 6 256222411 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.182 1.102 1.225 3.535137892 19.13 0 1526.8926 2 763.9492798 -0.86273238 -0.00065865 62.93304465LDVTILSPSR 3 256222411 1xTMT6plex [N-Term] 100 100 3.056127787 25.32 0 1329.793932 2 665.3995361 -1.606372479 -0.001068072 64.45087635HIPGSPFTAK 4 256222411 2xTMT6plex [N-Term; K10] 0.917 3.513520002 39.81 0 1512.89387 3 504.9702148 1.468438266 0.00074053 46.93274358APLNVQFNSPLPGDAVK 9 256222411 2xTMT6plex [N-Term; K17] 100 0.712 2.628546 37.16 0 2225.269424 3 742.4333496 7.222374043 0.005357243 68.31201968GIEPTGNMVK 2 256222411 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 0.82 2.043748856 17.48 0 1519.855436 2 760.4306641 -0.910688588 -0.000692057 40.57478893VKVDPSHDASK 2 256222411 3xTMT6plex [N-Term; K2; K11] 0.673 3.128416061 14.79 1 1870.100123 4 468.2796631 -1.76486072 -0.000825117 34.85368514ETTDFKVDTK 4 256222411 3xTMT6plex [N-Term; K6; K10] 0.745 0.291 0.423 2.363007784 6.41 1 1871.072905 3 624.3621216 -0.58447958 -0.000364535 41.12385567GLEELVK 10 256222411 2xTMT6plex [N-Term; K7] 0.88 0.983 0.599 2.899133682 40.07 0 1245.78186 2 623.3949585 0.626652396 0.000390336 62.41930882GPGLEAVGNIANKPTYFDIYTAGAGVGDIGVEVEDPQGK 2 256222411 3xTMT6plex [N-Term; K13; K39] 1.571613193 5.7 0 4606.428398 4 1152.359253 -2.869086439 -0.00330406 119.8170648FVPQEMGVHTVSVK 2 256222411 2xTMT6plex [N-Term; K14] 100 1.885838747 8.35 0 2016.135239 3 678.0419922 -9.217120009 -0.006243462 46.31261003YADEEIPR 4 256222411 1xTMT6plex [N-Term] 1.155 1.143 3.507359505 47.13 0 1221.631283 2 611.3154297 -6.303403577 -0.003850217 37.99974782AYGPGLEK 4 256222411 2xTMT6plex [N-Term; K8] 0.921 0.871 3.006130934 39.18 0 1292.761459 2 646.8839722 -0.611786542 -0.000395447 48.0884883DGTVTVR 4 256222411 1xTMT6plex [N-Term] 1.237 1.093 2.73395133 41.99 0 976.5624755 2 488.7849121 0.073870082 3.61E-05 26.84352864AIVHDNK 2 256222411 2xTMT6plex [N-Term; K7] 1.139 2.878873587 22.03 0 1254.757042 3 418.9237061 -0.380181917 -0.000159012 30.35395101GAGGQGK 4 256222411 2xTMT6plex [N-Term; K7] 100 100 2.43762517 41.35 0 1032.620214 2 516.8138428 0.188565818 9.74E-05 13.39554974IGNLQTDLSDGLR 6 256222411 1xTMT6plex [N-Term] 100 1.765077353 15.29 0 1630.896165 2 815.951416 -0.373677223 -0.000304714 63.11345632AQGDASK 4 256222411 2xTMT6plex [N-Term; K7] 0.765 1.188 2.645100594 33.16 0 1134.651908 2 567.8294067 -0.327266393 -0.000185667 21.37539074TFEMSDFIVDTR 4 256222411 1xTMT6plex [N-Term] 1.871363044 8.12 0 1689.835538 2 845.4198608 -1.830586612 -0.001546695 74.43097766FTVDTISAGQGDVMVFVEDPEGNKEEAQVTPDSDK 2 256222411 3xTMT6plex [N-Term; K24; K35] 1.635497689 1.19 1 4442.216416 4 1111.309937 0.337721896 0.000375058 93.49408189ALSEFFK 2 256222411 2xTMT6plex [N-Term; K7] 100 2.171847582 22.91 0 1299.771295 2 650.3885498 -1.13254588 -0.000736025 86.40483138WCNEHLK 4 256222411 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.264 2.917763948 31.53 0 1444.777126 2 722.8922729 0.099349883 7.18E-05 44.31099071VGEAGLLSVDCSEAGPGALGLEAVSDSGTK 2 256222411 2xTMT6plex [N-Term; K30]; 1xCarbamidomethyl [C11] 1.327359557 0 3304.698272 3 1102.235962 -1.494610826 -0.001646413 86.22991462RLPNNHIGISFIPR 2 256222411 1xTMT6plex [N-Term] 0.66 2.918626308 8.14 1 1863.091451 4 466.5279541 -0.786066486 -0.000366128 54.63997907DVVDPSK 2 256222411 2xTMT6plex [N-Term; K7] 1.196 2.642720699 19.39 0 1217.714174 2 609.3609619 0.388554338 0.000236574 38.47013423DEPCLLK 6 256222411 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.076 1.175 1.04 2.859192848 27.41 0 1332.759744 2 666.8837891 0.418053593 0.000278583 52.41215599VLPTYDASK 2 256222411 2xTMT6plex [N-Term; K9] 1.252 2.181076527 23.71 0 1451.851002 2 726.4296265 0.6712188 0.000487255 55.38485949VFGPGVER 2 256222411 1xTMT6plex [N-Term] 0.86 1.976571679 30.42 0 1089.62541 2 545.3164063 0.115461698 6.29E-05 45.11794617160420317 FLNA filamin-A isoform 2 2316 NP_001104026.1 51.41669815 1 91 98 803 2647 280.564 6.06 1.35 1.31 1.32 1.33 Significant 0.000082 VTAQGPGLEPSGNIANK 8 160420317 2xTMT6plex [N-Term; K17] 1.737 1.787 1.648 4.610630035 65.82 0 2111.186088 2 1056.09668 -0.002555436 -2.70E-06 45.30445602VANPSGNLTETYVQDR 6 160420317 1xTMT6plex [N-Term] 1.653 1.495 1.767 4.169687271 52.16 0 1993.018799 2 997.0136108 0.575047104 0.00057304 45.2651036LQVEPAVDTSGVQCYGPGIEGQGVFR 15 160420317 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.602 0.976 100 3.16502738 25.83 0 2992.503586 3 998.1680908 -4.63392897 -0.00462235 70.74067466ALGALVDSCAPGLCPDWDSWDASKPVTNAR 8 160420317 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C9; C14] 1.93 1.615 3.757 3.330980539 30.19 0 3687.829972 4 922.7055054 -8.075221974 -0.007445011 82.39875866EAGAGGLAIAVEGPSK 8 160420317 2xTMT6plex [N-Term; K16] 1.378 100 1.621 4.558171272 76.1 0 1885.079498 2 943.045166 1.887178368 0.001778741 58.43311575DAGEGLLAVQITDPEGKPK 8 160420317 3xTMT6plex [N-Term; K17; K19] 100 1.005 100 3.248421907 26.77 0 2625.506643 3 875.840271 -0.145915349 -0.000127701 66.73892892SPYTVTVGQACNPSACR 16 160420317 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C16] 1.778 1.358 1.508 5.245191574 61.91 0 2097.005475 2 1049.006836 0.439071338 0.000460368 38.98003727AGNNMLLVGVHGPR 8 160420317 1xTMT6plex [N-Term] 1.945 2.075 1.431 4.215191841 58.28 0 1663.92636 3 555.3135986 -0.070304531 -3.90E-05 45.41977478FVPAEMGTHTVSVK 6 160420317 2xTMT6plex [N-Term; K14] 1.507 1.29 1.402 5.118516445 45.58 0 1961.09304 3 654.3686523 -0.834110732 -0.000545256 50.29222062VEPGLGADNSVVR 2 160420317 1xTMT6plex [N-Term] 1.426 3.863450289 54.3 0 1541.848486 2 771.4271851 -0.90341744 -0.000696466 49.94826796AWGPGLEGGVVGK 7 160420317 2xTMT6plex [N-Term; K13] 1.103 1.636 0.895 3.982056141 69.43 0 1684.978662 2 842.9919434 -1.217671948 -0.001025876 58.1112047ATCAPQHGAPGPGPADASK 6 160420317 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C3] 1.655 1.933 1.512 6.630395412 65.82 0 2248.154471 3 750.0559082 -0.577972129 -0.000433124 32.72865673VDINTEDLEDGTCR 8 160420317 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.543 1.465 1.383 3.025089502 40.52 0 1865.874837 2 933.4425049 1.552057816 0.001447973 47.7734489GAGTGGLGLAVEGPSEAK 6 160420317 2xTMT6plex [N-Term; K18] 100 100 100 4.174788475 59.83 0 2029.13299 2 1015.070679 0.537585205 0.000545416 47.6964701VHSPSGALEECYVTEIDQDK 6 160420317 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C11] 0.889 100 2.369 4.421214104 34.26 0 2735.359831 3 912.4573975 -0.801425524 -0.000730729 55.15037089THEAEIVEGENHTYCIR 11 160420317 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.105 1.625 1.8 7.052743435 52.5 0 2287.09746 4 572.5298462 0.041395536 2.37E-05 38.77923734APSVANVGSHCDLSLK 4 160420317 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 1.279 1.299 6.189416409 49.39 0 2113.147594 3 705.0540161 -0.047043641 -3.31E-05 57.58176667VNVGAGSHPNK 8 160420317 2xTMT6plex [N-Term; K11] 1.66 1.527 1.616 4.039983273 41.18 0 1537.885096 3 513.2995605 -0.629090806 -0.00032249 39.20492526YAPSEAGLHEMDIR 12 160420317 1xTMT6plex [N-Term] 1.229 1.274 1.23 4.728778839 68.74 0 1817.905349 2 909.4476318 -9.550683225 -0.008681119 46.81510631YAPSEAGLHEMDIR 6 160420317 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.819 1.334 4.159446716 47.77 0 1833.900264 2 909.4476318 -9.550683225 -0.008681119 46.81510631SPFSVAVSPSLDLSK 12 160420317 2xTMT6plex [N-Term; K15] 1.402 0.691 3.505364418 51.12 0 1992.141764 2 996.5762329 1.719456102 0.0017127 95.0129736RAPSVANVGSHCDLSLK 4 160420317 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C12] 1.293 1.138 7.128590584 45.94 1 2269.248705 4 568.0673828 -0.442476842 -0.000251022 48.64320594DAGEGGLSLAIEGPSK 4 160420317 2xTMT6plex [N-Term; K16] 1.181 1.791 4.192687988 79.18 0 1959.079892 2 980.0438843 0.306340078 0.000300072 67.04056274SAGQGEVLVYVEDPAGHQEEAK 8 160420317 2xTMT6plex [N-Term; K22] 1.456 1.379 7.621052742 87.9 0 2771.425208 3 924.4793701 -0.595840881 -0.000550443 62.17176421FNEEHIPDSPFVVPVASPSGDAR 7 160420317 1xTMT6plex [N-Term] 1.868 1.083 4.051708221 24.1 0 2696.35176 3 899.4547119 -0.807623784 -0.000725879 73.5569594AHEPTYFTVDCAEAGQGDVSIGIK 10 160420317 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C11] 2.15 1.44 100 5.248930931 40.84 0 3023.518457 3 1008.51001 -0.98596161 -0.000993691 71.32347818ALTQTGGPHVK 8 160420317 2xTMT6plex [N-Term; K11] 1.328 1.386 4.654204369 56.39 0 1566.936797 3 522.9833984 -0.737111734 -0.000385002 28.78293923QMQLENVSVALEFLDR 10 160420317 1xTMT6plex [N-Term] 1.974 100 3.62029624 31.81 0 2121.121156 2 1061.063232 -0.927498292 -0.000983668 99.44496327YNEQHVPGSPFTAR 12 160420317 1xTMT6plex [N-Term] 1.667 1.516 1.761 3.890192747 39.59 0 1831.928862 3 611.3143921 -0.130414709 -7.96E-05 47.83694378AFGPGLQGGSAGSPAR 14 160420317 1xTMT6plex [N-Term] 1.332 1.38 1.328 5.404365063 92.79 0 1658.881184 2 829.9438477 -0.461050199 -0.000382414 37.30435088VTCTVCTPDGSEVDVDVVENEDGTFDIFYTAPQPGK 69 160420317 2xTMT6plex [N-Term; K36]; 2xCarbamidomethyl [C3; C6] 1.45 1.749 1.233 3.526330233 25.93 0 4420.088884 4 1105.778076 0.359955997 0.000397759 99.99349694ANLPQSFQVDTSK 9 160420317 2xTMT6plex [N-Term; K13] 1.46 1.167 1.222 4.094137669 52.74 0 1893.048198 2 947.0272217 -0.544661581 -0.000515535 60.30580172GQHVPGSPFQFTVGPLGEGGAHK 8 160420317 2xTMT6plex [N-Term; K23] 1.686 1.577 4.068607807 35.53 0 2762.477853 4 691.3753052 0.556588399 0.000384391 55.62334836GLVEPVDVVDNADGTQTVNYVPSR 9 160420317 1xTMT6plex [N-Term] 100 1.051 1.055 3.808677197 48.61 0 2773.420568 3 925.1442261 -0.880821096 -0.000814296 63.09927829LVSNHSLHETSSVFVDSLTK 6 160420317 2xTMT6plex [N-Term; K20] 100 100 4.057463169 31.98 0 2658.450301 3 886.8208618 -0.853452397 -0.000756287 72.38817827EEGPYEVEVTYDGVPVPGSPFPLEAVAPTKPSK 2 160420317 3xTMT6plex [N-Term; K30; K33] 3.506798506 16.7 0 4173.225054 4 1044.060303 -1.359383313 -0.001418253 88.52073962AEISCTDNQDGTCSVSYLPVLPGDYSILVK 13 160420317 2xTMT6plex [N-Term; K30]; 2xCarbamidomethyl [C5; C13] 1.2 2.956 1.311 4.115255356 32.03 0 3759.886149 4 940.723999 -3.187010397 -0.002995699 96.5228649LTVSSLQESGLK 5 160420317 2xTMT6plex [N-Term; K12] 2.24 1.92 4.328017235 65.13 0 1720.025672 2 860.5175171 1.21279567 0.00104302 65.54034258VAQPTITDNKDGTVTVR 6 160420317 2xTMT6plex [N-Term; K10] 1.383 1.015 4.875253201 26.56 1 2273.28653 3 758.4332275 -0.616289585 -0.000467001 42.75031518DVDIIDHHDNTYTVK 12 160420317 2xTMT6plex [N-Term; K15] 1.349 1.459 100 4.785354614 46.91 0 2243.170832 3 748.3951416 0.017655672 1.32E-05 44.61743575ASGPGLNTTGVPASLPVEFTIDAK 6 160420317 2xTMT6plex [N-Term; K24] 100 1.021 100 3.406463385 27.51 0 2800.549681 3 934.1885376 0.492354404 0.000459621 91.69752838DGSCSVEYIPYEAGTYSLNVTYGGHQVPGSPFK 2 160420317 2xTMT6plex [N-Term; K33]; 1xCarbamidomethyl [C4] 100 3.267163038 11.11 0 4037.963153 4 1010.245728 -0.513403335 -0.000518276 85.6049436EATTEFSVDAR 32 160420317 1xTMT6plex [N-Term] 1.447 1.517 1.538 5.033298492 72.61 0 1454.732454 2 727.8701782 0.430447063 0.000313093 46.78676511VPVHDVTDASK 14 160420317 2xTMT6plex [N-Term; K11] 1.177 1.217 1.079 3.883363485 61.15 0 1625.926292 2 813.4656982 -1.335875824 -0.001086018 30.16231976YGGPYHIGGSPFK 12 160420317 2xTMT6plex [N-Term; K13] 1.306 2.483 3.010603666 33.71 0 1838.000126 3 613.338501 0.448389353 0.000274713 59.3878648GAGSYTIMVLFADQATPTSPIR 4 160420317 1xTMT6plex [N-Term] 100 3.68240118 20.46 0 2525.327125 3 842.4459229 -1.548352003 -0.001303365 97.83730403SADFVVEAIGDDVGTLGFSVEGPSQAK 9 160420317 2xTMT6plex [N-Term; K27] 100 3.217819452 29.74 0 3153.635595 3 1051.887573 3.986366269 0.004190516 116.2983304VTVLFAGQHIAK 8 160420317 2xTMT6plex [N-Term; K12] 1.311 1.259 2.157 4.016952515 40.24 0 1742.072897 3 581.3616943 -1.358624081 -0.000788941 69.22519405TFSVWYVPEVTGTHK 4 160420317 2xTMT6plex [N-Term; K15] 1.434 100 3.283524036 24.12 0 2209.205761 3 737.0734253 -0.017373254 -1.28E-05 87.38616027LDVQFSGLTK 6 160420317 2xTMT6plex [N-Term; K10] 1.791 2.433 100 3.936377048 58.69 0 1565.930315 2 783.468689 -0.136270631 -0.000106695 76.85762368GTVEPQLEAR 10 160420317 1xTMT6plex [N-Term] 1.432 1.336 1.423 4.003969193 63.66 0 1328.737145 2 664.8726807 0.70708351 0.000469764 43.93526819IECDDKGDGSCDVR 8 160420317 2xTMT6plex [N-Term; K6]; 2xCarbamidomethyl [C3; C11] 2.376 2.156 4.119438648 30.93 1 2083.978874 2 1042.494507 1.373618471 0.001431296 34.46456981IPEISIQDMTAQVTSPSGK 2 160420317 2xTMT6plex [N-Term; K19] 2.169 3.293464184 21.34 0 2460.341996 3 820.7860107 0.602646528 0.000494239 85.33099708DKGEYTLVVK 18 160420317 3xTMT6plex [N-Term; K2; K10] 1.47 1.63 1.597 4.491065025 42.2 1 1839.119461 2 920.0544434 -9.706450084 -0.008925661 47.11300229VDVGKDQEFTVK 8 160420317 3xTMT6plex [N-Term; K5; K12] 1.092 1.398 1.049 3.022209883 22.89 1 2052.194417 3 684.7359619 -0.528535602 -0.000361553 58.01368721YGGDEIPFSPYR 5 160420317 1xTMT6plex [N-Term] 100 3.405335426 23.12 0 1629.811038 2 815.4084473 -0.871511308 -0.000710199 65.4672113WGDEHIPGSPYR 6 160420317 1xTMT6plex [N-Term] 2.193 1.79 1.902 3.383687496 29.5 0 1642.817521 3 548.2785034 2.091725869 0.001145441 51.71800379CSGPGLSPGMVR 2 160420317 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.331 4.052734852 58.21 0 1446.73947 2 723.8723755 -1.37973248 -0.000998057 42.03953273YGGQPVPNFPSK 6 160420317 2xTMT6plex [N-Term; K12] 100 100 2.549159527 34.89 0 1748.973576 2 874.9897461 -0.778103522 -0.000680441 52.504031FADQHVPGSPFSVK 6 160420317 2xTMT6plex [N-Term; K14] 0.597 100 100 2.558298826 28.5 0 1974.084918 3 658.7005615 1.121339965 0.000737873 52.76542693AVPTGDASK 8 160420317 2xTMT6plex [N-Term; K9] 1.126 1.167 1.14 2.986764908 48.01 0 1303.762187 2 652.3847656 0.051995679 3.39E-05 30.93933126TPCEEILVK 6 160420317 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.488 1.628 1.606 3.505600691 50.76 0 1546.891487 2 773.9451294 -5.497807061 -0.004252255 49.39252522DAPQDFHPDR 8 160420317 1xTMT6plex [N-Term] 1.334 1.298 1.259 4.298020363 50.32 0 1426.691258 3 476.2357178 0.940967645 0.00044749 25.1089875MDCQECPEGYR 2 160420317 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 1.621 3.769823313 44.47 0 1673.691928 2 837.3493042 -0.356297089 -0.000298166 37.87765633AHVVPCFDASK 7 160420317 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.226 0.793 1.11 3.111355305 46.65 0 1688.919433 3 563.6444702 -0.340658919 -0.000191782 43.73927815DAEMPATEK 6 160420317 2xTMT6plex [N-Term; K9] 1.444 1.268 3.727119684 46.61 0 1449.765952 2 725.387146 0.73380961 0.000531926 44.85653755DLAEDAPWK 17 160420317 2xTMT6plex [N-Term; K9] 1.295 1.401 1.716 4.300972462 53.74 0 1502.825515 2 751.9154663 -1.237211369 -0.000929656 63.03048465NDNDTFTVK 4 160420317 2xTMT6plex [N-Term; K9] 2.014 1.961 4.098739624 51.68 0 1511.810593 2 756.4092407 0.404379567 0.000305673 48.35447147VLPTHDASK 2 160420317 2xTMT6plex [N-Term; K9] 1.279 3.856505156 41.66 0 1425.846585 3 475.9542542 1.139015367 0.000541354 34.99596307SPFEVYVDK 6 160420317 2xTMT6plex [N-Term; K9] 1.456 1.538 1.818 3.116574526 29.06 0 1541.861566 2 771.4356689 1.618050984 0.001247405 67.92977242LSPFMADIR 8 160420317 1xTMT6plex [N-Term] 0.635 0.545 3.181017876 37.88 0 1278.707759 2 639.8569946 -0.818625037 -0.000523391 79.24159272GAGSGELK 4 160420317 2xTMT6plex [N-Term; K8] 1.326 1.171 2.688839912 45.17 0 1176.698858 2 588.852356 -1.209379891 -0.000711538 30.98296744GKLDVQFSGLTK 6 160420317 3xTMT6plex [N-Term; K2; K12] 1.047 1.087 1.104 4.025177002 19.8 1 1980.209673 3 660.7406616 -1.132070381 -0.000747246 55.53641379GEYTLVVK 2 160420317 2xTMT6plex [N-Term; K8] 1.031 2.851415634 44.98 0 1366.834624 2 683.9213257 0.549618202 0.000375619 54.32431621DLAEDAPWKK 2 160420317 3xTMT6plex [N-Term; K9; K10] 0.573 2.762537003 9.63 1 1860.08341 3 620.6989136 -0.657388447 -0.000407599 62.45597215AEAGVPAEFSIWTR 12 160420317 1xTMT6plex [N-Term] 1.478 1.813 1.185 2.606739759 30.57 0 1762.93255 2 881.9684448 -1.666162192 -0.001468666 71.23410032VKAEGPGLSR 4 160420317 2xTMT6plex [N-Term; K2] 0.965 0.798 2.847208261 11.69 1 1471.899683 3 491.3048401 0.192739815 9.46E-05 31.50695988LLGWIQNK 6 160420317 2xTMT6plex [N-Term; K8] 1.004 1.182 1.43 3.481220961 36.33 0 1429.893141 2 715.4491577 -1.470494718 -0.001051325 88.43098523KDGSCGVAYVVQEPGDYEVSVK 3 160420317 3xTMT6plex [N-Term; K1; K22]; 1xCarbamidomethyl [C5] 1.564265847 0.37 1 3073.611913 3 1025.208496 -0.318068376 -0.000325873 54.65433467MDCQECPEGYR 2 160420317 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6]; 1xOxidation [M1] 1.451 2.693662167 21.2 0 1689.686843 2 837.3493042 -0.356297089 -0.000298166 37.87765633FVPAEMGTHTVSVK 10 160420317 2xTMT6plex [N-Term; K14]; 1xOxidation [M6] 2.096 1.927 0.951 4.154501915 33.07 0 1977.087955 3 654.3686523 -0.834110732 -0.000545256 50.29222062AEISFEDR 16 160420317 1xTMT6plex [N-Term] 1.09 1.269 1.168 3.513823986 53.23 0 1195.615633 2 598.3079224 -5.909109284 -0.003532512 41.58363539VQVQDNEGCPVEALVK 3 160420317 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 100 1.799162149 8.4 0 2243.210589 2 1122.106689 -1.99995211 -0.002243157 66.37515016GEITGEVR 20 160420317 1xTMT6plex [N-Term] 1.364 1.388 1.474 2.878591299 46.79 0 1089.610154 2 545.3087158 0.001055997 5.75E-07 34.13957044YWPQEAGEYAVHVLCNSEDIR 5 160420317 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.360714793 1.25 0 2765.31908 3 922.4442749 -0.292426641 -0.000269551 92.01085505IANLQTDLSDGLR 6 160420317 1xTMT6plex [N-Term] 100 100 2.082431555 20.28 0 1644.911815 2 822.9591064 -0.534149835 -0.000439315 63.94389864AEGPGLSR 2 160420317 1xTMT6plex [N-Term] 1.71 2.540458202 34.48 0 1015.573374 2 508.290741 0.818083277 0.000415412 29.65909585FGGEHVPNSPFQVTALAGDQPSVQPPLR 5 160420317 1xTMT6plex [N-Term] 100 2.422567606 3.21 0 3174.653362 3 1058.88562 -3.482134009 -0.003684856 70.79174009LYSVSYLLK 6 160420317 2xTMT6plex [N-Term; K9] 100 100 2.10893774 25.76 0 1543.949988 2 772.4778442 -1.020566372 -0.000787852 81.36790493AEFTVETR 14 160420317 1xTMT6plex [N-Term] 1.333 1.355 1.107 3.383237123 44.12 0 1181.636369 2 591.3215942 -0.386526219 -0.000228367 39.01050375VTYTPMAPGSYLISIK 3 160420317 2xTMT6plex [N-Term; K16] 1.458453298 0.09 0 2199.249934 2 1100.127319 -1.169470593 -0.001285979 79.53150219KGEITGEVR 6 160420317 2xTMT6plex [N-Term; K1] 1.834 1.81 1.753 3.402941465 15.11 1 1446.868049 3 482.9606934 -0.360780567 -0.000174001 35.48496985VKETADFK 12 160420317 3xTMT6plex [N-Term; K2; K8] 1.017 1.04 1.001 3.29244709 22.67 1 1624.987719 2 812.9970093 -0.601324737 -0.000488573 36.54842829LKPGAPLRPK 7 160420317 3xTMT6plex [N-Term; K2; K10] 1.454 1.514 1.548 4.266438484 13.18 0 1764.182671 4 441.8014832 0.811609371 0.000357957 37.5532207DGTVTVR 4 160420317 1xTMT6plex [N-Term] 1.237 1.093 2.73395133 41.99 0 976.5624755 2 488.7849121 0.073870082 3.61E-05 26.84352864GAGGQGK 4 160420317 2xTMT6plex [N-Term; K7] 100 100 2.43762517 41.35 0 1032.620214 2 516.8138428 0.188565818 9.74E-05 13.39554974EEPCLLK 6 160420317 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.363 1.566 1.534 2.606098413 27.64 0 1346.775394 2 673.8916626 0.48573453 0.000327088 52.66616706WCNEHLK 4 160420317 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.264 2.917763948 31.53 0 1444.777126 2 722.8922729 0.099349883 7.18E-05 44.31099071VTANNDK 4 160420317 2xTMT6plex [N-Term; K7] 1.989 0.412 3.057397604 27.94 0 1219.704672 2 610.3565063 0.872404064 0.000532038 25.44476861VTGDDSMR 2 160420317 1xTMT6plex [N-Term]; 1xOxidation [M7] 2.273 1.55492723 25.74 0 1125.540754 2 563.2740479 0.057779449 3.25E-05 22.52771959DQEFTVK 4 160420317 2xTMT6plex [N-Term; K7] 1.928 1.818 3.22877717 34.89 0 1324.751288 2 662.8771362 -3.239830074 -0.002145985 52.15020963194595509 SPTAN1 spectrin alpha chain, non-erythrocytic 1 isoform 1 6709 NP_001123910.1 47.51715785 1 90 90 479 2477 284.919 5.35 1.08 1.07 1.12 1.09 Significant 0.0002 SSEEIESAFR 6 194595509 1xTMT6plex [N-Term] 0.991 1.086 1.134 4.479233265 61.17 0 1383.69534 2 692.3514404 0.191045939 0.000132175 46.06145522QFQDAGHFDAENIKK 4 194595509 3xTMT6plex [N-Term; K14; K15] 0.955 0.784 5.712639809 20.72 1 2435.328619 4 609.5881958 0.958500264 0.000583566 47.83769396LQQSHPLSATQIQVK 10 194595509 2xTMT6plex [N-Term; K15] 1.215 1.181 1.131 5.659464359 48.66 0 2136.254108 3 712.7561646 -0.078528886 -5.59E-05 44.8812134SQLLGSAHEVQR 6 194595509 1xTMT6plex [N-Term] 1.008 0.905 1 4.853790283 63.57 0 1553.85972 3 518.6242065 -1.064092899 -0.00055115 37.45976042HALLEADVAAHQDR 10 194595509 1xTMT6plex [N-Term] 1.227 1.154 1.142 5.595077991 71.71 0 1774.939761 3 592.317749 -0.601225862 -0.000355713 38.02680678KFEEFQTDMAAHEER 10 194595509 2xTMT6plex [N-Term; K1] 1.193 1.25 0.916 5.685240269 34.23 1 2326.153802 4 582.2928467 -1.824832583 -0.00106121 46.80869736GNAMVEEGHFAAEDVK 6 194595509 2xTMT6plex [N-Term; K16] 1.633 0.9 1.174 4.96509552 56.04 0 2162.095224 3 721.3702393 0.434894554 0.000313428 44.42573063GNAMVEEGHFAAEDVK 2 194595509 2xTMT6plex [N-Term; K16]; 1xOxidation [M4] 1.209 4.662463665 53.55 0 2178.090139 3 721.3702393 0.434894554 0.000313428 44.42573063MQHNLEQQIQAR 8 194595509 1xTMT6plex [N-Term] 0.847 0.841 0.948 4.472182751 35.28 0 1724.906352 3 575.6395874 -1.242643095 -0.000714481 43.0061338LDETGNLMISEGHFASETIR 6 194595509 1xTMT6plex [N-Term] 0.01 1.355 0.01 4.109241486 33.33 0 2449.223054 3 817.0785522 -0.796477771 -0.000650251 77.22819235VLETAEDIQER 4 194595509 1xTMT6plex [N-Term] 1.209 1.26 3.922664881 50.92 0 1531.816518 2 766.4118042 -0.121288392 -9.29E-05 57.79116576SADESGQALLAAGHYASDEVR 6 194595509 1xTMT6plex [N-Term] 1.019 1.185 7.348431587 97.7 0 2376.162897 3 792.7259521 0.171025864 0.000135462 64.4028254AQLADSFHLQQFFR 8 194595509 1xTMT6plex [N-Term] 0.766 100 100 3.662740707 41.85 0 1937.023097 3 646.3456421 -0.37358381 -0.000241213 82.35037961KHEAFETDFTVHK 4 194595509 3xTMT6plex [N-Term; K1; K13] 1.235 1.247 3.771628857 20.33 1 2276.264228 4 569.8214722 -0.074331496 -4.23E-05 45.7647817GEIDAHEDSFK 18 194595509 2xTMT6plex [N-Term; K11] 1.048 1.046 1.108 3.944281101 67.87 0 1705.879736 2 853.4432983 -0.243581247 -0.00020776 47.0950675EKEPIVGSTDYGKDEDSAEALLK 6 194595509 4xTMT6plex [N-Term; K2; K13; K23] 0.695 0.957 1.086 4.425505161 18.02 2 3410.871247 4 853.4718018 -1.720923578 -0.001467462 64.77846227DCEQAENWMAAR 4 194595509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.186 2.228 4.195970535 65.48 0 1709.757305 2 855.3832397 1.109895645 0.000948826 52.87316189ALINADELASDVAGAEALLDR 5 194595509 1xTMT6plex [N-Term] 100 1.118 4.664208889 60.16 0 2356.255735 3 786.0895996 -0.631931353 -0.000496331 108.5862706KHALLEADVAAHQDR 4 194595509 2xTMT6plex [N-Term; K1] 0.904 1.011 5.844764233 51.08 1 2132.197656 4 533.8048706 -0.001584339 -8.45E-07 44.54021924HQLLEADISAHEDR 4 194595509 1xTMT6plex [N-Term] 1.032 1.186 3.267295837 40.97 0 1862.955805 3 621.6571045 0.512812253 0.000318449 37.93979518EQADYCVSHMKPYVDGK 2 194595509 3xTMT6plex [N-Term; K11; K17]; 1xCarbamidomethyl [C6] 0.729 5.259498119 40.18 0 2714.388519 4 679.3521729 -0.610507206 -0.000414288 46.92300505LIQNNHYAMEDVATR 4 194595509 1xTMT6plex [N-Term] 1.258 1.178 4.593864441 40.97 0 2004.017025 3 668.6768799 -0.468315164 -0.000312837 44.58632459QEAFLLNEDLGDSLDSVEALLK 8 194595509 2xTMT6plex [N-Term; K22] 100 100 2.775276899 20.74 0 2877.54974 3 959.8538208 -0.983829268 -0.000943673 108.8838515QQVAPTDDETGK 2 194595509 2xTMT6plex [N-Term; K12] 1.697 4.026583672 49.51 0 1746.927414 2 873.9676514 0.350400578 0.000306062 34.39504696QFQDAGHFDAENIK 3 194595509 2xTMT6plex [N-Term; K14] 1.017 4.352909088 35.2 0 2078.070724 3 693.3614502 -0.445973302 -0.000308921 56.51645937KIEDLGAAMEEALILDNK 4 194595509 3xTMT6plex [N-Term; K1; K18] 100 0.465 3.14509201 17.27 1 2660.514765 3 887.5090942 -0.764974201 -0.000678408 104.098804LSDDNTIGKEEIQQR 2 194595509 2xTMT6plex [N-Term; K9] 1.292 4.15318203 16.03 1 2204.192296 3 735.4014282 -1.163338623 -0.000854741 45.55308617HQAFEAELSANQSR 16 194595509 1xTMT6plex [N-Term] 1.151 1.113 1.151 5.643149376 62.3 0 1816.91394 2 908.960022 -0.64547619 -0.000586387 43.50615672EAIVTSEELGQDLEHVEVLQK 3 194595509 2xTMT6plex [N-Term; K21] 1.493 3.549453974 39.9 0 2824.534424 3 942.1813965 -1.695244651 -0.001596092 97.39550416NVEDIELWLYEVEGHLASDDYGK 2 194595509 2xTMT6plex [N-Term; K23] 2.656141758 14.36 0 3152.582831 3 1051.532471 0.008798936 9.25E-06 111.7970208HQAFEAELHANADR 8 194595509 1xTMT6plex [N-Term] 1.248 1.185 7.211834431 71.99 0 1837.914274 3 613.3059692 -5.9415204 -0.003640002 35.26717412HQALQAEIAGHEPR 8 194595509 1xTMT6plex [N-Term] 1.256 1.017 1.297 6.307799339 57.37 0 1785.955745 3 595.989502 -1.003821416 -0.000597594 34.49851861EKEQLMASDDFGR 6 194595509 2xTMT6plex [N-Term; K2] 0.978 1.175 4.22820425 36.34 1 1984.020997 3 662.0111084 -1.121356423 -0.000741598 53.29862176GACAGSEDAVK 10 194595509 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.136 1.181 1.223 4.455861092 75.7 0 1522.793564 2 761.9005737 0.201813919 0.00015366 28.44634953REELITNWEQIR 2 194595509 1xTMT6plex [N-Term] 1.07 4.435927868 22.88 1 1815.991462 3 606.0021973 0.317389639 0.000192126 61.87228724DLTNVQNLQK 6 194595509 2xTMT6plex [N-Term; K10] 1.376 1.187 4.592870235 62.15 0 1630.952841 2 815.9743652 -6.981894855 -0.005693571 46.1471219ALSSEGKPYVTK 4 194595509 3xTMT6plex [N-Term; K7; K12] 1.195 1.191 2.664470434 17.56 0 1967.178039 3 656.3973999 -0.199475066 -0.000130801 52.16106603LIQEQHPEEELIK 4 194595509 2xTMT6plex [N-Term; K13] 1.081 1.24 4.401173592 35.62 0 2064.174127 3 688.7294922 -0.098444941 -6.77E-05 62.89852098LEESLEYQQFVANVEEEEAWINEK 2 194595509 2xTMT6plex [N-Term; K24] 2.225087404 16.32 0 3384.688753 3 1128.900757 -0.305889925 -0.000345114 108.1798763DLSSVQTLLTK 12 194595509 2xTMT6plex [N-Term; K11] 1.808 100 3.528986931 47.26 0 1663.004208 2 832.0054321 -0.372934828 -0.000310096 88.08089456LIQSHPESAEDLQEK 4 194595509 2xTMT6plex [N-Term; K15] 1.153 5.524181843 53.9 0 2182.175583 3 728.0621338 -1.711531758 -0.001244954 41.36859357GLVSSDELAK 8 194595509 2xTMT6plex [N-Term; K10] 0.8 0.887 0.982 4.493393421 43.6 0 1476.86738 2 738.9379883 0.893683832 0.000659926 46.15738203LDENSAFLQFNWK 4 194595509 2xTMT6plex [N-Term; K13] 0.01 2.511069059 29.69 0 2070.106047 2 1035.55481 -1.789521547 -0.00185225 95.61887326LIQNNHYAMEDVATR 4 194595509 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.649 1.151 3.767712593 32.65 0 2020.01194 3 668.6768799 -0.468315164 -0.000312837 44.58632459LQIASDENYKDPTNLQGK 4 194595509 3xTMT6plex [N-Term; K10; K18] 0.808 3.551170826 27.76 1 2721.50262 3 907.8414307 2.615724907 0.002372901 59.37811591DLIGVQNLLK 3 194595509 2xTMT6plex [N-Term; K10] 1.235 3.197809219 44.63 0 1570.993249 2 786.0003052 0.053737699 4.22E-05 91.87103833



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms ITALDEFATK 6 194595509 2xTMT6plex [N-Term; K10] 1.054 3.362785816 37.67 0 1566.91433 2 783.9603882 -0.530037154 -0.000415261 84.3768477DVEDEETWIR 6 194595509 1xTMT6plex [N-Term] 1.316 0.01 100 4.047188759 45.1 0 1520.743018 2 760.8737793 -1.799335073 -0.001368163 51.28201146DVDEIEAWISEK 8 194595509 2xTMT6plex [N-Term; K12] 0.952 100 3.329702139 29.19 0 1892.00533 2 946.5044556 -1.953169544 -0.001847704 94.57493235ADVVESWIGEK 6 194595509 2xTMT6plex [N-Term; K11] 100 100 2.831310987 33.67 0 1690.941608 2 845.973999 -0.524064888 -0.000443082 81.22061769MMLDQCLELQLFHR 2 194595509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.196 4.592073917 43.38 0 2063.043774 3 688.3530273 0.365814463 0.000251564 89.70018228DVTGAEALLER 6 194595509 1xTMT6plex [N-Term] 100 0.932 3.470284224 40.52 0 1402.773925 2 701.890686 0.121823132 8.54E-05 51.76248425EQADYCVSHMKPYVDGK 2 194595509 3xTMT6plex [N-Term; K11; K17]; 1xCarbamidomethyl [C6]; 1xOxidation [M10] 0.802 2.130244493 1.99 0 2730.383434 4 679.3521729 -0.610507206 -0.000414288 46.92300505EANELQQWINEK 6 194595509 2xTMT6plex [N-Term; K12] 100 100 2.644863367 38.9 0 1960.054011 2 980.5313721 0.742877807 0.00072804 76.92461398QVEELYHSLLELGEK 9 194595509 2xTMT6plex [N-Term; K15] 100 3.208680391 11.56 0 2245.24802 3 749.0874634 -0.081400041 -6.09E-05 95.41793031LSDDNTIGK 2 194595509 2xTMT6plex [N-Term; K9] 1.239 3.669698 34.72 0 1420.80478 2 710.9053345 -0.97657659 -0.000693762 47.0501351EANQQQQFNR 5 194595509 1xTMT6plex [N-Term] 2.406 1.211 3.114337206 46.82 0 1491.750169 2 746.378479 -0.327147399 -0.000244011 15.03166615KLLVGSEDYGR 2 194595509 2xTMT6plex [N-Term; K1] 0.703 3.684657812 17.21 1 1694.984141 3 565.6661377 -0.165944952 -9.38E-05 45.84019231DLTGVQNLR 6 194595509 1xTMT6plex [N-Term] 1.167 1.095 1.175 3.450423479 46.12 0 1244.716016 2 622.8616943 0.077280178 4.81E-05 39.7576211DCEQAENWMAAR 2 194595509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2]; 1xOxidation [M9] 100 2.519875526 28.83 0 1725.75222 2 855.3832397 1.109895645 0.000948826 52.87316189EELYQNLTR 4 194595509 1xTMT6plex [N-Term] 1.392 1.211 3.602936506 49.64 0 1394.74771 2 697.8783569 1.238508711 0.000863704 46.5541443LFGAAEVQR 6 194595509 1xTMT6plex [N-Term] 0.962 1.234 1.569 3.320988655 46.57 0 1219.699638 2 610.3533325 -0.204272371 -0.000124575 47.20853681TKQDEVNAAWQR 4 194595509 2xTMT6plex [N-Term; K2] 1.104 1.074 3.38333869 9.04 1 1904.03903 3 635.3508911 -0.477947217 -0.000303343 37.00658522SLQQLAEER 4 194595509 1xTMT6plex [N-Term] 1.14 0.91 3.685990334 57.7 0 1302.721495 2 651.8638916 -0.758824414 -0.000494268 56.19518536DMDDEESWIK 6 194595509 2xTMT6plex [N-Term; K10] 1.045 1.324 100 2.967088699 48.12 0 1725.840573 2 863.425354 1.656298883 0.001429254 64.05274852DLAALEDK 6 194595509 2xTMT6plex [N-Term; K8] 1.214 1.166 0.414 3.764495134 48.42 0 1332.777503 2 666.892395 0.008170203 5.44E-06 59.20874726LLEATELK 6 194595509 2xTMT6plex [N-Term; K8] 1.287 100 1.433 3.767199993 38.64 0 1374.860838 2 687.9336548 -0.585717234 -0.00040264 64.36331095DTEQVDNWMSK 2 194595509 2xTMT6plex [N-Term; K11] 100 2.2058599 19.28 0 1810.90457 2 905.9563599 0.482088663 0.000436508 66.51130991IDGITIQAR 4 194595509 1xTMT6plex [N-Term] 1.223 1.276 3.02075243 35.01 0 1215.725852 2 608.3665161 -0.079527335 -4.83E-05 60.13275889SLSAQEEK 4 194595509 2xTMT6plex [N-Term; K8] 1.001 0.912 3.691731215 49.04 0 1349.767666 2 675.3872681 -0.301227535 -0.000203294 35.6714413EAALTSEEVGADLEQVEVLQK 4 194595509 2xTMT6plex [N-Term; K21] 2.088361502 5.96 0 2716.465676 3 906.1628418 3.053931694 0.0027653 86.22067806ALCAEADR 10 194595509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.139 0.991 1.097 3.384783745 46.51 0 1134.577474 2 567.7921753 -0.352451967 -0.000199942 28.18972399AGTFQAFEQFGQQLLAHGHYASPEIK 2 194595509 2xTMT6plex [N-Term; K26] 2.700659037 4.05 0 3333.742066 4 834.190918 -0.067244255 -5.60E-05 100.7876494LAQFVEHWK 10 194595509 2xTMT6plex [N-Term; K9] 1.043 0.753 2.513463259 21.25 0 1615.936069 3 539.3169556 0.151373079 8.15E-05 70.63874376EAGSVSLR 4 194595509 1xTMT6plex [N-Term] 1.272 1.137 3.082070112 43.6 0 1047.599589 2 524.3036499 0.41425626 0.000216987 30.88994097DADETKEWIEEK 2 194595509 3xTMT6plex [N-Term; K6; K12] 0.666 3.248402119 0.25 1 2180.16899 3 727.3944092 -0.144879107 -0.000105287 70.43220868AINVQEEK 6 194595509 2xTMT6plex [N-Term; K8] 0.965 0.93 0.97 4.04638052 49.51 0 1388.814951 2 694.9065552 -6.564530741 -0.004558459 38.39428809LLEAQSHFR 4 194595509 1xTMT6plex [N-Term] 0.881 1.308 3.892683744 54.64 0 1329.74765 3 443.9209595 0.507478219 0.000224939 40.98503129ECEDVMDWINDK 2 194595509 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 1.665743351 8.47 0 2011.950534 2 1006.477966 -0.933538266 -0.000939116 75.98953446QETFDAGLQAFQQEGIANITALK 2 194595509 2xTMT6plex [N-Term; K23] 2.211752892 12.87 0 2951.587857 3 984.5357056 1.594538075 0.001568806 95.78940104ASAFNSWFENAEEDLTDPVR 3 194595509 1xTMT6plex [N-Term] 1.646654129 2.45 0 2527.193863 2 1264.099854 -0.566695247 -0.000716074 97.71023114MTLVASEDYGDTLAAIQGLLK 2 194595509 2xTMT6plex [N-Term; K21] 1.661695957 8.62 0 2667.467925 3 889.8275146 0.024639589 2.19E-05 115.4476552LDILDQER 11 194595509 1xTMT6plex [N-Term] 1.906 100 1.461 2.924754858 24.57 0 1230.689132 2 615.8485107 0.497659692 0.000306232 52.78428491DLASVQALLR 4 194595509 1xTMT6plex [N-Term] 0.169 1.202 1.772123456 20.32 0 1314.794266 2 657.9005127 -0.393513562 -0.000258695 79.06936169DLASVNNLLK 4 194595509 2xTMT6plex [N-Term; K10] 100 100 2.22147584 13.81 0 1544.941214 2 772.9732056 -1.34582285 -0.001039609 72.33556183DVDETISWIK 6 194595509 2xTMT6plex [N-Term; K10] 2.018847704 16.45 0 1663.930709 2 832.4667358 -2.712553046 -0.00225675 70.32220034AALLELWELR 4 194595509 1xTMT6plex [N-Term] 1.495507121 9.49 0 1442.856866 2 721.9321899 0.164162377 0.000118431 94.38647698QWELLLEK 2 194595509 2xTMT6plex [N-Term; K8] 1.942871332 18.85 0 1516.913936 2 758.9598389 -1.012117819 -0.000767648 80.16194695KLDPAQSASR 2 194595509 2xTMT6plex [N-Term; K1] 0.717 2.815136194 2 1 1530.900412 3 510.9721985 1.065163333 0.000543553 29.5132725EFSMMFK 2 194595509 2xTMT6plex [N-Term; K7] 2.394260645 24.66 0 1377.731086 2 689.3702393 1.535419826 0.001057698 75.32551083VAEDLESEGLMAEEVQAVQQQEVYGMMPR 1 194595509 1xTMT6plex [N-Term] 1.310765505 0 3495.664321 3 1165.890503 -2.107124787 -0.002455267 100.2972582ELPTAFDYVEFTR 9 194595509 1xTMT6plex [N-Term] 100 0.976 1.049 2.357008934 19.27 0 1816.931882 2 908.9675293 -2.256356604 -0.002049823 79.08450196EAFLNTEDKGDSLDSVEALIK 2 194595509 3xTMT6plex [N-Term; K9; K21] 0.01 1.529174328 1 2981.628608 3 994.5464478 -1.280584802 -0.001272743 81.99723421VASNPYTWFTMEALEETWR 1 194595509 1xTMT6plex [N-Term] 0.97406584 0 2560.237976 2 1280.619141 -2.722965625 -0.00348572 104.157025741872631 FASN fatty acid synthase 2194 NP_004095.4 47.82954998 1 83 84 567 2511 273.254 6.44 2.28 2.27 2.54 2.36 Significant 0.0014 GTHTGVWVGVSGSETSEALSR 10 41872631 1xTMT6plex [N-Term] 2.743 2.057 2.508 7.378953934 57.31 0 2346.188718 3 782.7357178 1.654768981 0.001294133 45.37426865GYDYGPHFQGILEASLEGDSGR 13 41872631 1xTMT6plex [N-Term] 10.942 100 100 3.448961258 30.7 0 2597.246961 3 866.4217529 1.441834034 0.001248266 78.96846336GVDLVLNSLAEEK 12 41872631 2xTMT6plex [N-Term; K13] 10.759 1.886 100 3.253736973 55.54 0 1845.07335 2 923.0410156 0.761324746 0.00070235 75.40522858CTVFHGAQVEDAFR 8 41872631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.975 2.394 2.218 5.10954237 46.86 0 1865.916583 3 622.6430054 -1.136244105 -0.000706712 58.89324606GILADEDSSRPVWLK 8 41872631 2xTMT6plex [N-Term; K15] 100 1.678 1.742 4.06563139 35.81 0 2144.211575 3 715.4088135 0.145759724 0.00010418 68.28841952LPEDPLLSGLLDSPALK 9 41872631 2xTMT6plex [N-Term; K17] 2.187 3.216 3.768598795 65.92 0 2236.320456 3 746.1109619 -0.94969744 -0.000707943 106.4132451VLLSLEHGLWAPNLHFHSPNPEIPALLDGR 7 41872631 1xTMT6plex [N-Term] 100 100 3.700218916 25.29 0 3571.937522 5 715.1937866 0.6451052 0.000460855 92.20235517ACLDTAVENMPSLK 2 41872631 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 3.811 3.710643053 57.16 0 2007.065504 2 1004.036194 -0.195979995 -0.000196672 76.84690145VTVAGGVHISGLHTESAPR 10 41872631 1xTMT6plex [N-Term] 100 2.156 2.266 6.581652641 47.42 0 2117.166466 4 530.0439453 -5.911150681 -0.003128722 41.70213102EDGLAQQQTQLNLR 6 41872631 1xTMT6plex [N-Term] 2.491 3.837 3.068 4.336976528 54.18 0 1842.987105 2 921.9975586 0.399117009 0.000367784 50.60821908LPESENLQEFWDNLIGGVDMVTDDDRR 4 41872631 1xTMT6plex [N-Term] 100 2.597 5.429121494 27.4 1 3392.626614 3 1131.5448 -1.994851396 -0.002255929 116.600665ALGLGVEQLPVVFEDVVLHQATILPK 10 41872631 2xTMT6plex [N-Term; K26] 2.594 2.344 5.081834793 70.31 0 3243.912092 3 1081.976929 1.276623008 0.001380418 116.1951962FDLSQNHPLGMAIFLK 11 41872631 2xTMT6plex [N-Term; K16] 2.648 100 3.895944834 38.44 0 2289.282965 3 763.7658691 0.038746575 2.96E-05 92.45314599SNMGHPEPASGLAALAK 2 41872631 2xTMT6plex [N-Term; K17]; 1xOxidation [M3] 1.584 5.080831528 50.68 0 2125.147595 3 703.7224121 0.001653804 1.16E-06 59.13570293SNMGHPEPASGLAALAK 4 41872631 2xTMT6plex [N-Term; K17] 2.02 2.135 5.458007813 51.94 0 2109.15268 3 703.7224121 0.001653804 1.16E-06 59.13570293ADEASELACPTPK 6 41872631 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 2.096 1.341 2.363 3.356096983 64.63 0 1846.962085 2 923.9850464 0.395738193 0.000365457 41.17275609AAPLDSIHSLAAYYIDCIR 15 41872631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 2.14 2.373 4.726 4.615446091 36.9 0 2378.237583 3 793.4169922 -0.487422917 -0.000386403 102.9180892LFDHPESPTPNPTEPLFLAQAEVYK 8 41872631 2xTMT6plex [N-Term; K25] 3.692 100 4.174006462 27.93 0 3298.74 3 1100.249756 -1.602469996 -0.001762044 88.81694271LHLSGIDANPNALFPPVEFPAPR 6 41872631 1xTMT6plex [N-Term] 2.337 100 5.608689308 55.43 0 2701.466336 3 901.1588135 -1.646987139 -0.001483093 91.61282349EAHLPPGAMAAVGLSWEECK 17 41872631 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C19] 2.061 3.405 1.024 4.059102535 26 0 2611.341285 3 876.4490356 -1.387875829 -0.001215472 66.67643723HFLLEEDKPEEPTAHAFVSTLTR 4 41872631 2xTMT6plex [N-Term; K8] 3.345 3.099200249 7.74 0 3125.66717 4 782.1709595 -1.651461622 -0.00129048 62.96142462VVEVLAGHGHLYSR 6 41872631 1xTMT6plex [N-Term] 2.402 2.403 5.644134521 74.89 0 1765.991068 2 883.4986572 -0.58351194 -0.000515238 49.54881124TLLEGSGLESIISIIHSSLAEPR 4 41872631 1xTMT6plex [N-Term] 100 3.535446167 26.88 0 2651.481712 3 884.49823 -0.593988104 -0.000524983 108.9129556SLYQSAGVAPESFEYIEAHGTGTK 4 41872631 2xTMT6plex [N-Term; K24] 5.264 5.078361511 61.77 0 3000.535487 3 1000.848999 -1.014238859 -0.00101442 82.01238497GNAGQSNYGFANSAMER 6 41872631 1xTMT6plex [N-Term] 2.988 1.443 2.749 3.689843416 57.95 0 2002.923853 2 1001.96405 -1.512196312 -0.001514407 39.92181868LQVVDQPLPVR 8 41872631 1xTMT6plex [N-Term] 1.881 2.701 4.093883038 49.33 0 1492.904879 2 746.9558716 -0.27639801 -0.000206318 66.89484185SDEAVKPFGLK 6 41872631 3xTMT6plex [N-Term; K6; K11] 2.374 1.875 100 2.98916626 30.86 0 1878.13036 3 626.7148438 -0.203633362 -0.000127483 48.63896314QEPLLIGSTK 4 41872631 2xTMT6plex [N-Term; K10] 2.432 2.611 3.472066164 51.11 0 1543.945965 2 772.4767456 0.161813265 0.000124915 63.19677308AALQEELQLCK 10 41872631 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 3.26 3.315 2.021 3.62536335 47.9 0 1760.998077 2 881.0018921 -0.891165262 -0.00078467 57.46052534VSVHVIEGDHR 8 41872631 1xTMT6plex [N-Term] 1.579 2.357 2.055 3.099245548 40.14 0 1476.812041 2 738.9098511 0.260092975 0.000192054 36.41262295AQVADVVVSR 12 41872631 1xTMT6plex [N-Term] 2.133 2.661 2.319 3.563922644 59.06 0 1272.747316 2 636.8776245 0.51575315 0.000328212 43.81991863EAHLPPGAMAAVGLSWEECK 4 41872631 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C19]; 1xOxidation [M9] 100 3.560189962 26.96 0 2627.3362 3 876.4490356 -1.387875829 -0.001215472 66.67643723VFTTVGSAEK 2 41872631 2xTMT6plex [N-Term; K10] 3.319 4.617109776 54.55 0 1496.872465 2 748.9388428 -1.373906711 -0.001028282 51.70542974NVTFHGVLLDAFFNESSADWR 4 41872631 1xTMT6plex [N-Term] 100 1.821 3.770738602 6.95 0 2654.320066 3 885.4421997 -3.021594497 -0.002673426 102.8327581VVVQVLAEEPEAVLK 16 41872631 2xTMT6plex [N-Term; K15] 3.083 6.198 2.713 2.613292933 32 0 2081.262213 2 1041.134644 -0.097421951 -0.00010138 89.60663464VAAAVDLIIK 10 41872631 2xTMT6plex [N-Term; K10] 2.966 100 3.621710777 50.01 0 1470.965972 2 735.9874268 1.091055576 0.000802453 84.78962934VLQGDLVMNVYR 2 41872631 1xTMT6plex [N-Term] 2.11 3.274011374 34.07 0 1635.908978 2 818.4578247 -0.370091457 -0.000302718 76.42861539RPTPQDSPIFLPVDDTSFR 12 41872631 1xTMT6plex [N-Term] 100 2.968 100 4.092456818 21.26 0 2417.26624 3 806.4279175 1.224296835 0.000986484 56.98018211YHGNVMLLR 6 41872631 1xTMT6plex [N-Term] 2.283 2.529 3.672129393 47.92 0 1331.745542 2 666.3766479 0.35845319 0.000238684 48.47186713WLSTSIPEAQWHSSLAR 4 41872631 1xTMT6plex [N-Term] 100 3.032499313 24.59 0 2198.155567 3 733.3901978 0.215081101 0.000157594 78.95706173GLKPSCTIIPLMK 12 41872631 3xTMT6plex [N-Term; K3; K13]; 1xCarbamidomethyl [C6] 2.178 7.333 1.575 3.037122011 19.94 0 2145.31065 3 715.7739258 -1.596941799 -0.001141979 61.67089512DTVTISGPQAPVFEFVEQLR 4 41872631 1xTMT6plex [N-Term] 2.456636906 17.73 0 2462.312856 3 821.4428711 0.489166617 0.000401494 97.87245776DNLEFFLAGIGR 6 41872631 1xTMT6plex [N-Term] 100 100 0.832 3.346801043 37.07 0 1580.863408 2 790.9345093 -1.054060271 -0.000833163 90.19178441GLVQALQTK 10 41872631 2xTMT6plex [N-Term; K9] 2.637 2.373 100 3.709764004 54.91 0 1415.898621 2 708.4525146 -0.613068699 -0.000434022 64.7141764QQEQQVPILEK 2 41872631 2xTMT6plex [N-Term; K11] 100 2.831495762 28.54 0 1798.04747 2 899.5276489 0.306805895 0.000275826 56.35352781SFYGSTLFLCR 6 41872631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 100 100 2.06 3.792754173 30.39 0 1579.814016 2 790.4102783 -0.465598714 -0.00036778 80.90110234SEGVVAVLLTK 8 41872631 2xTMT6plex [N-Term; K11] 2.055 100 2.964411259 34.27 0 1573.992915 2 787.5010376 1.196724137 0.000941818 80.76131021YSGTLNLDR 8 41872631 1xTMT6plex [N-Term] 1.659 2.558 2.987 3.840139627 65.43 0 1267.684381 2 634.3421021 -5.879924488 -0.003726944 42.05101922GTPLISPLIK 14 41872631 2xTMT6plex [N-Term; K10] 1.349 1.519 2.628 3.204901218 28.41 0 1496.981622 2 748.9937744 -0.901709049 -0.000674921 62.56897054GYAVLGGER 6 41872631 1xTMT6plex [N-Term] 0.266 2.062 1.956 3.419159651 49.24 0 1150.641788 2 575.8250732 0.939914043 0.000540752 38.36470454TGTVSLEVR 4 41872631 1xTMT6plex [N-Term] 0.599 3.406 3.577936411 55.31 0 1190.694218 2 595.8500366 -1.193570768 -0.000710589 38.7101083HSQDLAFLSMLNDIAAVPATAMPFR 2 41872631 1xTMT6plex [N-Term] 100 2.541079521 9.51 0 2945.521485 3 982.5060425 -6.080603617 -0.005970183 105.84257CVLLSNLSSTSHVPEVDPGSAELQK 2 41872631 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C1] 2.030425072 4.98 0 3125.655285 3 1042.556152 -0.441852547 -0.00046036 65.50825784FDASFFGVHPK 11 41872631 2xTMT6plex [N-Term; K11] 1.927 2.834 3.443 3.146132708 30.66 0 1709.941548 3 570.6517944 -0.419926178 -0.00023935 63.7746256LSPDAIPGK 8 41872631 2xTMT6plex [N-Term; K9] 2.645 2.644 2.794 3.403247118 37.21 0 1355.829872 2 678.4177246 -1.253757042 -0.000849941 44.23621357EQGVTFPSGDIQEQLIR 5 41872631 1xTMT6plex [N-Term] 100 2.0213871 19.44 0 2146.134163 2 1073.56958 -1.062139445 -0.001139747 62.72936596WTSQDSLLGMEFSGR 4 41872631 1xTMT6plex [N-Term] 100 2.914969683 23.05 0 1942.953028 2 971.9786377 -1.558930829 -0.001514465 81.68904958LPESENLQEFWDNLIGGVDMVTDDDRR 6 41872631 1xTMT6plex [N-Term]; 1xOxidation [M20] 100 100 3.2235291 9.55 1 3408.621529 3 1131.5448 -1.994851396 -0.002255929 116.600665DIMLATGK 10 41872631 2xTMT6plex [N-Term; K8] 2.902 2.865 3.786 3.731718302 38.55 0 1306.780479 2 653.8938599 -0.027842042 -1.82E-05 48.98874837VLEALLPLK 8 41872631 2xTMT6plex [N-Term; K9] 100 100 100 2.536859989 34.84 0 1453.975808 2 727.491394 -0.204235903 -0.000148477 102.7676427DPSQQELPR 4 41872631 1xTMT6plex [N-Term] 2.659 1.415 3.258650303 31.72 0 1298.690195 2 649.8484497 -0.440602339 -0.000286103 29.57782346LGMLSPEGTCK 4 41872631 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.543 100 2.29329443 26.49 0 1650.89592 2 825.9515381 -0.073019821 -6.03E-05 59.69365493DGLLENQTPEFFQDVCKPK 3 41872631 3xTMT6plex [N-Term; K17; K19]; 1xCarbamidomethyl [C16] 1.521707416 10.36 0 2952.574405 3 984.8599854 -3.048944439 -0.003000745 70.58174665VYQWDDPDPR 6 41872631 1xTMT6plex [N-Term] 2.628 2.754 2.92827487 52.52 0 1519.737873 2 760.3709717 -2.110015603 -0.001603335 51.7801198GMGLSLMR 4 41872631 1xTMT6plex [N-Term] 1.795 2.206 2.573654413 37.91 0 1093.605937 2 547.3071289 0.954825193 0.000522101 60.4517128EACPELDYFVVFSSVSCGR 2 41872631 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C17] 100 2.689502954 12.34 0 2451.152198 2 1226.075195 -3.706083615 -0.004542088 96.88050755AGLYGLPR 6 41872631 1xTMT6plex [N-Term] 3.771 2.909 2.904 2.745118856 45.13 0 1075.646146 2 538.326416 -0.548617919 -0.000295059 40.90169676SLLVNPEGPTLMR 12 41872631 1xTMT6plex [N-Term] 100 100 100 2.409017324 25.24 0 1655.935193 2 828.4697876 -1.747879204 -0.001447187 59.35932287LTPGCEAEAETEAICFFVQQFTDMEHNR 4 41872631 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C15] 100 100 2.119988918 12.55 0 3559.612955 3 1187.205933 -2.727970305 -0.003236839 110.2925895EGGFLLLHTLLR 2 41872631 1xTMT6plex [N-Term] 0.738 2.240480185 6.92 0 1597.962728 3 533.3253784 -0.717404776 -0.000382129 95.71349776VYATILNAGTNTDGFK 3 41872631 2xTMT6plex [N-Term; K16] 1.327311993 10.75 0 2143.17994 2 1072.093506 -0.095676171 -0.000102526 70.71773227KLQELSSK 4 41872631 3xTMT6plex [N-Term; K1; K8] 2.017 3.417904139 27.62 1 1620.029918 2 810.5200195 1.755654305 0.001422106 42.93403196LSFFFDFR 6 41872631 1xTMT6plex [N-Term] 100 0.844 100 2.67866683 31.45 0 1307.698575 2 654.3529053 -0.031385769 -2.05E-05 107.2501362QELSFAAR 6 41872631 1xTMT6plex [N-Term] 1.083 1.705 3.122 2.838688135 36.66 0 1150.641788 2 575.8237305 -1.394041583 -0.000802021 40.2319946IPGLLSPHPLLQLSYTATDR 6 41872631 1xTMT6plex [N-Term] 100 100 2.013717651 10.82 0 2421.370311 3 807.7927246 -2.763031266 -0.002230107 87.01224217MVVPGLDGAQIPR 8 41872631 1xTMT6plex [N-Term] 100 1.211 100 1.857677341 10.26 0 1581.898414 2 791.4522705 -0.726452701 -0.000574587 61.17557174LQELSSK 8 41872631 2xTMT6plex [N-Term; K7] 2.834 3.649 3.455 3.084961176 34.79 0 1262.772023 2 631.8892822 -0.582398771 -0.000367718 38.35046981DGAWGAFR 2 41872631 1xTMT6plex [N-Term] 100 2.424227715 27.85 0 1108.573709 2 554.7908936 0.723117794 0.000400815 58.38894755SLLVNPEGPTLMR 2 41872631 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.136391521 4.09 0 1671.930108 2 828.4697876 -1.747879204 -0.001447187 59.35932287VMGLVPAK 6 41872631 2xTMT6plex [N-Term; K8] 0.804 2.715 2.642870426 31.31 0 1272.811386 2 636.909668 0.529196633 0.000336784 63.00339546AAEQYTPK 2 41872631 2xTMT6plex [N-Term; K8] 0.98 2.831784964 23.54 0 1365.777837 2 683.3931885 0.92506489 0.000631717 34.974136GMGLSLMR 2 41872631 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.517 1.735890627 23.83 0 1109.600852 2 547.3071289 0.954825193 0.000522101 60.4517128LMSAISK 4 41872631 2xTMT6plex [N-Term; K7] 2.479 2.656 3.126069546 39.47 0 1207.748451 2 604.37677 -1.811404465 -0.00109386 62.92296451LYTLQDK 6 41872631 2xTMT6plex [N-Term; K7] 2.993 3.085 100 3.412623167 38.67 0 1338.803323 2 669.9047852 -0.769117825 -0.000514849 59.83758132TPEAVQK 2 41872631 2xTMT6plex [N-Term; K7] 2.189 2.761752605 30.95 0 1230.745809 2 615.8764648 -0.126331935 -7.77E-05 34.27544059LSIPTYGLQCTR 5 41872631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.806 2.966 1.2761904 9.58 0 1637.888243 2 819.4453735 -2.913892146 -0.002386315 59.99728949VLFPATGYLSIVWK 3 41872631 2xTMT6plex [N-Term; K14] 100 1.113925219 0 2052.229791 2 1026.61792 -0.598284001 -0.000613908 102.2142304GGPEVQQVPAGERPLWFICSGMGTQWR 2 41872631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19]; 1xOxidation [M22] 1.487273455 3.75 0 3288.624387 3 1096.878662 -0.898297138 -0.000984721 83.68468428VLQGDLVMNVYR 1 41872631 1xTMT6plex [N-Term]; 1xOxidation [M8] 100 0.954559565 0 1651.903893 2 818.4578247 -0.370091457 -0.000302718 76.42861539LLEQGLR 12 41872631 1xTMT6plex [N-Term] 2.125 1.137 100 2.596036911 22.8 0 1057.65671 2 529.331604 -0.73634685 -0.000389401 56.3071954433350932 DYNC1H1 cytoplasmic dynein 1 heavy chain 1 1778 NP_001367.2 25.87171761 1 101 101 426 4646 532.072 6.4 1.29 1.21 1.37 1.29 Significant 0.0013 GKEDEGEEAASPMLQIQR 6 33350932 2xTMT6plex [N-Term; K2] 1.243 1.259 1.277 5.138544559 39.6 1 2446.264809 3 816.0932007 0.098207185 8.01E-05 47.07257019FTQDTQPHYIYSPR 6 33350932 1xTMT6plex [N-Term] 1.232 0.756 1.434 4.460734367 31.03 0 1981.996941 3 661.3375244 0.544179542 0.000359521 46.6232928DYIPVDQEELR 8 33350932 1xTMT6plex [N-Term] 1.287 1.249 1.359 4.140300751 67.41 0 1605.832168 2 803.4199829 0.324797524 0.000260785 53.04375861VMSQEIQEQLHK 4 33350932 2xTMT6plex [N-Term; K12] 1.591 0.976 3.856166601 48.99 0 1928.067553 3 643.3609619 0.404255643 0.000259811 52.51039503FYFVGDEDLLEIIGNSK 4 33350932 2xTMT6plex [N-Term; K17] 1.717 4.206250668 59.76 0 2417.300449 3 806.4381104 -0.277700404 -0.000223762 107.1326312AVDDLNLHSYSNLPIWVNK 6 33350932 2xTMT6plex [N-Term; K19] 100 100 1.396 3.376012564 30.27 0 2656.449907 3 886.1534424 -1.555949371 -0.001377767 80.21532146LCDEQLSSQSHYDFGLR 4 33350932 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.958 4.497989178 41.27 0 2284.086561 3 762.0339355 0.303057965 0.000230737 88.2554693GNEIVLSAGSTPR 4 33350932 1xTMT6plex [N-Term] 1.786 1.396 4.428119659 62.29 0 1529.848486 2 765.427002 -1.149881028 -0.000879572 48.43721958VAEVLFDAADANAIEEVNLAYENVK 8 33350932 2xTMT6plex [N-Term; K25] 100 100 2.948996067 12.06 0 3165.67198 3 1055.894531 -0.928696978 -0.000979983 117.1931734LVPLLLEDGGEAPAALEAALEEK 4 33350932 2xTMT6plex [N-Term; K23] 1.54 1.2 3.366679192 35.74 0 2806.585397 3 936.1990356 -1.013251337 -0.000947925 112.4636439RSELEEQQMHLNVGLR 4 33350932 1xTMT6plex [N-Term] 1.108 1.188 6.078719616 48.96 1 2168.144351 4 542.7915039 -0.076030454 -4.12E-05 43.79973209SVLVSAGNVK 6 33350932 2xTMT6plex [N-Term; K10] 1.303 1.132 4.429641724 55.08 0 1431.893535 2 716.4498901 -0.72049111 -0.000515833 48.75752041GTVGEPTYDAEFQHFLR 5 33350932 1xTMT6plex [N-Term] 1.635 0.567 2.506 3.418450117 37.59 0 2196.092298 3 732.7051392 3.900555763 0.002855327 78.82512779SIPLDEGEDEAQR 6 33350932 1xTMT6plex [N-Term] 1.387 1.623 1.357 4.278588295 60.53 0 1687.833624 2 844.4205322 0.097013783 8.19E-05 47.30063657KLEHLITELVHQR 4 33350932 2xTMT6plex [N-Term; K1] 100 2.608 4.276586056 27.95 1 2074.253714 4 519.3178101 -2.074936926 -0.001075986 71.68411288EVWNTYELDLVNYQNK 5 33350932 2xTMT6plex [N-Term; K16] 2.378 4.577821255 29.43 0 2486.296761 3 829.4371948 0.108821546 9.02E-05 87.30491313YQVGVHYELTEEEK 4 33350932 2xTMT6plex [N-Term; K14] 0.01 3.485502005 27.63 0 2182.14322 3 728.0525513 -0.054854972 -3.99E-05 57.13048126SLETCMYDHK 4 33350932 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.601 0.736 4.194777012 48.43 0 1741.865348 3 581.2930908 -0.361106594 -0.000209666 49.06747638VPQIEVETHK 6 33350932 2xTMT6plex [N-Term; K10] 1.337 1.24 1.185 4.183855534 54.08 0 1637.962677 3 546.6591797 0.1882781 0.000102798 46.56853352EFGPVVIDYGK 5 33350932 2xTMT6plex [N-Term; K11] 3.071 2.225 3.792466879 51.28 0 1681.956529 2 841.4815674 -0.399103284 -0.000335637 77.08906633QWIVFDGDVDPEWVENLNSVLDDNK 2 33350932 2xTMT6plex [N-Term; K25] 1.164 2.59894824 17.06 0 3404.705071 3 1135.57251 -0.615428673 -0.000698451 107.1731798IQFVGACNPPTDPGR 2 33350932 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.733 3.35246563 24.9 0 1857.947883 2 929.4783325 0.81019445 0.00075265 60.5737303TEYLSNADER 2 33350932 1xTMT6plex [N-Term] 0.896 3.798339844 33 0 1426.701154 2 713.8543091 0.131789381 9.40E-05 36.95789479YPLIIDPSGQATEFIMNEYK 2 33350932 2xTMT6plex [N-Term; K20] 100 2.572660685 12.12 0 2787.467925 3 929.8255615 -2.078463266 -0.001931217 98.18413616FLSDPQVHTVLVER 2 33350932 1xTMT6plex [N-Term] 0.943 2.033789158 0.48 0 1869.043163 3 623.6856079 -0.477730824 -0.000297633 61.59752444EQPWVSVQPR 6 33350932 1xTMT6plex [N-Term] 1.3 1.31 1.327 3.369035721 34.59 0 1454.795329 2 727.9002686 -1.421691824 -0.001034135 44.52639709VQVALEELQDLK 3 33350932 2xTMT6plex [N-Term; K12] 2.331 0.307 2.359211922 33.89 0 1843.094085 2 922.0501709 -0.553532852 -0.000510107 96.84555333ALPDMEVVGLNFSSATTPELLLK 7 33350932 2xTMT6plex [N-Term; K23] 1.145 2.898036003 17.12 0 2903.620403 3 968.5443115 -0.696182492 -0.000673817 101.560411GTFDNAETK 6 33350932 2xTMT6plex [N-Term; K9] 1.421 1.399 1.495 3.597705126 57.32 0 1440.77348 2 720.8901367 -0.335175867 -0.000241456 41.87788156SACDTVDTWLDDTAK 6 33350932 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 100 100 2.207837105 19.85 0 2156.05817 2 1078.531372 -1.253569784 -0.001351385 68.63614214VQYPQSQACK 4 33350932 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.669 1.743 3.558648348 47.56 0 1666.898697 2 833.9525146 -0.566682982 -0.000472302 42.15442073TPVIDADKPVSSQLR 5 33350932 2xTMT6plex [N-Term; K8] 1.285 0.962 3.828254223 22.68 0 2084.211575 3 695.4085693 -0.201458524 -0.000139961 52.52446094SLLQALNEVK 4 33350932 2xTMT6plex [N-Term; K10] 0.811 0.531 2.834892511 36.84 0 1572.972514 2 786.9893188 -0.732863847 -0.000576387 83.764417GWENHVEGQK 8 33350932 2xTMT6plex [N-Term; K10] 1.319 1.29 1.179 3.267412663 49.98 0 1641.874925 2 821.4420166 1.115507093 0.000915762 36.38419259GIFEALRPLETLPVEGLIR 7 33350932 1xTMT6plex [N-Term] 2.875897169 12.13 0 2352.385233 3 784.8001099 0.231088785 0.000181203 99.4689696LEGVEGVAHIIDPK 6 33350932 2xTMT6plex [N-Term; K14] 1.974 1.844 2.171493053 20.55 0 1935.131534 3 645.7147217 -0.99306993 -0.000640574 66.33484344ILDDDTIITTLENLK 4 33350932 2xTMT6plex [N-Term; K15] 2.043450832 20.72 0 2175.252436 2 1088.12793 -1.771543815 -0.001926777 105.2496685ASVVTLPVYLNFTR 8 33350932 1xTMT6plex [N-Term] 100 100 2.295548439 23.45 0 1809.047186 2 905.026001 -1.360299993 -0.001230423 94.91160938IFVFEPPPGVK 4 33350932 2xTMT6plex [N-Term; K11] 1.419 100 2.579950094 23.15 0 1688.018736 2 844.5110474 -2.320882674 -0.001958847 84.92588782ADLAAVEAK 2 33350932 2xTMT6plex [N-Term; K9] 1.312 3.900214195 55.81 0 1345.809137 2 673.4042969 -5.810549048 -0.003909945 45.15647343YTGEDFDEDLR 4 33350932 1xTMT6plex [N-Term] 2.336 3.562909603 39.04 0 1588.732847 2 794.8658447 -5.30905299 -0.004217333 49.60588579IQGLTVEQAEAVVR 4 33350932 1xTMT6plex [N-Term] 100 100 1.995668173 35.32 0 1742.000964 2 871.5042114 0.104478451 9.10E-05 70.86999722VKDDIESLHDK 4 33350932 3xTMT6plex [N-Term; K2; K11] 1.711 1.836 3.925059795 13.16 1 1986.147467 4 497.2922058 -0.238455513 -0.000118402 43.83917736LALESICLLLGESTTDWK 8 33350932 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C7] 100 2.757678509 15.39 0 2507.383133 3 836.4650879 -0.966225741 -0.000807566 116.6757563ANEVEQMIR 4 33350932 1xTMT6plex [N-Term] 1.483 1.587 3.181819916 41.5 0 1318.698651 2 659.8532104 0.373897734 0.000246529 47.68225656NVHLAPGWLMQLEK 2 33350932 2xTMT6plex [N-Term; K14] 2.557869673 15.08 0 2094.193422 3 698.7362061 0.306864713 0.000214211 92.44296709YATLATVSR 2 33350932 1xTMT6plex [N-Term] 1.575 3.459776402 38.16 0 1210.699303 2 605.8531494 -0.232090556 -0.000140496 44.35533515GTFDNAETKK 2 33350932 3xTMT6plex [N-Term; K9; K10] 1.433 2.580370188 15.31 1 1798.031375 3 600.0147095 -1.000829049 -0.000599841 42.28717148ALGEYLER 6 33350932 1xTMT6plex [N-Term] 1.643 1.876 1.789 3.137235641 49.4 0 1179.657104 2 590.3324585 0.454642443 0.000268161 55.51876605TLINELVK 12 33350932 2xTMT6plex [N-Term; K8] 1.44 1.432 3.303239107 42.82 0 1387.892473 2 694.4492188 -0.945202907 -0.00065592 73.54508912TSFLDDAFR 4 33350932 1xTMT6plex [N-Term] 1.286 100 3.118310213 50.26 0 1300.673482 2 650.8397217 -1.011476472 -0.0006578 72.92773961ENFIPTIVNFSAEEISDAIR 4 33350932 1xTMT6plex [N-Term] 100 100 1.790026307 18.89 0 2494.302685 2 1247.650391 -3.68043544 -0.00459006 114.1724509KLVPLLLEDGGEAPAALEAALEEK 5 33350932 3xTMT6plex [N-Term; K1; K24] 100 3.13972044 7.95 1 3163.843292 3 1055.283569 -2.256010026 -0.002379221 98.62177747WAIAQLNYADMLK 4 33350932 2xTMT6plex [N-Term; K13] 1.45 1.992862344 17.22 0 1995.113775 2 998.0598755 -0.651919431 -0.000650327 97.99608877KYTGEDFDEDLR 2 33350932 2xTMT6plex [N-Term; K1] 1.107 4.132327557 14.47 1 1945.990742 3 649.3354492 0.540571046 0.000350649 52.62246863QMVEHGGFYR 10 33350932 1xTMT6plex [N-Term] 0.937 1.064 1.602 3.191494465 20.36 0 1452.725535 3 484.9104614 -5.991257432 -0.002901218 36.63825504LVQTPLTDR 2 33350932 1xTMT6plex [N-Term] 1.613 3.322702885 32.18 0 1271.752067 2 636.3800049 0.523793625 0.000333068 53.15766745EALELTDTGLLSGSEER 5 33350932 1xTMT6plex [N-Term] 0.01 100 2.069284916 20.39 0 2049.05491 2 1025.029541 -1.514946591 -0.001552104 66.97612427VKEHINSVSAMK 2 33350932 3xTMT6plex [N-Term; K2; K12] 1.145 4.236344337 22.16 1 2030.203542 3 677.4078979 2.757599196 0.001866163 30.33736195EYQTQLIQR 2 33350932 1xTMT6plex [N-Term] 1.236 2.781258106 21.06 0 1407.779344 2 704.3932495 -0.086609143 -6.10E-05 38.11888741VWEQIDQMK 6 33350932 2xTMT6plex [N-Term; K9] 1.905 100 0.01 3.143623829 39.39 0 1634.897634 2 817.9520264 -0.524959855 -0.000429128 71.52337685SMANPPAAVK 2 33350932 2xTMT6plex [N-Term; K10] 1.472 4.142406464 45.73 0 1443.839391 2 722.4232788 -0.076395486 -5.52E-05 40.68362269GWDDLFNK 6 33350932 2xTMT6plex [N-Term; K8] 2.08 1.165 1.226 3.039109468 31.62 0 1452.788736 2 726.897522 -0.666720951 -0.000484302 75.50857719IMFEVQDLK 4 33350932 2xTMT6plex [N-Term; K9] 0.728 0.963 2.047068119 30.67 0 1580.912222 2 790.958252 -1.894187235 -0.001497272 83.86429499GVWSELSK 10 33350932 2xTMT6plex [N-Term; K8] 0.756 0.922 0.957 2.711050987 34.18 0 1363.798572 2 682.4022217 -1.030665857 -0.00070281 58.03808985KYEFGESDLR 8 33350932 2xTMT6plex [N-Term; K1] 1.607 1.378 1.498 4.196495056 30.04 1 1701.921206 3 567.9780273 -0.985779332 -0.00055924 43.57419252AELGEYIR 4 33350932 1xTMT6plex [N-Term] 1.524 1.037 2.814254045 43.8 0 1179.657104 2 590.3314819 -1.201029356 -0.000708401 51.71634224VPLAIVNK 8 33350932 2xTMT6plex [N-Term; K8] 1.356 100 0.843 3.315285444 38.72 0 1311.876429 2 656.4412231 -0.959793857 -0.000629565 62.98908363RVEDVLGK 4 33350932 2xTMT6plex [N-Term; K8] 1.153 1.248 4.117147923 22.72 1 1373.851671 3 458.6224365 0.790318443 0.000361927 42.1236826DLFQVAFNR 5 33350932 1xTMT6plex [N-Term] 0.998 2.860225677 32.85 0 1338.736751 2 669.87146 -0.827659451 -0.000554009 68.52221187DLSSQLLK 6 33350932 2xTMT6plex [N-Term; K8] 100 0.01 100 2.690280437 27.01 0 1361.840437 2 681.4230957 -1.117864992 -0.000761177 54.29185406ILDDDTIITTLENLKR 4 33350932 2xTMT6plex [N-Term; K15] 100 2.182885885 10.42 1 2331.353547 3 777.7893066 -0.077464924 -6.02E-05 105.05797MVVLSLPR 2 33350932 1xTMT6plex [N-Term] 1.119 2.871735096 23.55 0 1143.712117 2 572.359314 -0.669119704 -0.00038264 67.47913485VAAPDVVVPTLDTVR 6 33350932 1xTMT6plex [N-Term] 2.301 1.135 1.697 2.77099824 31.39 0 1781.037015 2 891.0209961 -1.291277205 -0.001149906 68.49081805DLEASIAR 6 33350932 1xTMT6plex [N-Term] 1.317 1.276 1.094 3.305097342 36.08 0 1103.625804 2 552.3161621 -0.685314939 -0.000378166 44.56476667LYQEMFAWK 2 33350932 2xTMT6plex [N-Term; K9] 1.804437041 16.44 0 1673.912556 2 837.4584351 -1.769926871 -0.001481351 83.78449471QNLDALLNQLK 3 33350932 2xTMT6plex [N-Term; K11] 100 1.739287615 19.96 0 1728.04199 2 864.5244141 -0.253937695 -0.000219407 87.1937324DIQMPDGIR 2 33350932 1xTMT6plex [N-Term] 1.044 3.021669388 33.99 0 1273.677188 2 637.3421631 -0.10833053 -6.90E-05 60.0271372LAETVFNFQEK 4 33350932 2xTMT6plex [N-Term; K11] 100 100 1.8875705 9.26 0 1783.999457 2 892.5019531 -1.58473703 -0.001413585 71.03505071TVENIKDPLFR 4 33350932 2xTMT6plex [N-Term; K6] 100 100 1.535580397 6.79 1 1790.05764 3 597.3581543 1.267702544 0.00075642 58.55326939DQQEAEK 2 33350932 2xTMT6plex [N-Term; K7] 0.872 2.953952789 31.59 0 1305.705066 2 653.3566284 0.700277545 0.000457178 27.00855869



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms LSCLPAFK 2 33350932 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 100 1.851400852 11.18 0 1393.827764 2 697.416748 -1.108369549 -0.000772438 78.10698844SWSHYTVPAGMTVIQWVSDFSER 1 33350932 1xTMT6plex [N-Term] 1.383899331 0 2912.423879 3 971.4787598 -0.739295932 -0.000717714 99.08715605ESPEVLLTLDILK 3 33350932 2xTMT6plex [N-Term; K13] 1.663705349 6.67 0 1928.172001 2 964.588562 -1.117076983 -0.001076958 108.230017QLTAYMK 2 33350932 2xTMT6plex [N-Term; K7] 0.12 2.883892059 23.57 0 1312.769915 2 656.8882446 -0.534893571 -0.000351096 52.71644999SQELEVK 2 33350932 2xTMT6plex [N-Term; K7] 1.481 2.731903076 32.76 0 1290.766938 2 645.8860474 -1.642251111 -0.001059882 42.21903731VEDVLGK 4 33350932 2xTMT6plex [N-Term; K7] 1.136 1.728 3.051529408 38.75 0 1217.75056 2 609.37854 -0.620916877 -0.000378061 60.83326875MAPSVEK 4 33350932 2xTMT6plex [N-Term; K7] 1.429 1.438 2.25663209 33.2 0 1219.712066 2 610.3591309 -0.885882234 -0.000540261 44.94089721LDMEIER 6 33350932 1xTMT6plex [N-Term] 1.779 1.679 1.715 3.06155467 33.12 0 1134.602626 2 567.8056641 1.256691081 0.000712923 52.75215241WQALLVQIR 1 33350932 1xTMT6plex [N-Term] 2.75 1.550302863 0 1355.836071 2 678.4217529 0.116377915 7.89E-05 96.72639431MPDGPVALEESYSAVMGIVSEVEQYVK 2 33350932 2xTMT6plex [N-Term; K27] 1.600943208 0 3385.731152 3 1129.247192 -1.219125612 -0.001375877 109.9058539EVDGLDVSK 2 33350932 2xTMT6plex [N-Term; K9] 1.531399131 2.18 0 1419.809531 2 710.40802 -0.540537953 -0.00038373 52.73721441MQMLEDEDDLAYAETEK 1 33350932 2xTMT6plex [N-Term; K17] 1.016159773 0 2489.182778 2 1245.094116 -0.732034683 -0.000911084 66.25845417VPVNLLR 2 33350932 1xTMT6plex [N-Term] 1.353 2.137464046 15.82 0 1039.682531 2 520.345459 1.067920944 0.000555149 58.30844857VDNEFDQR 2 33350932 1xTMT6plex [N-Term] 1.211 2.712258816 31.23 0 1251.616696 2 626.3120728 0.138347318 8.66E-05 39.39566556LVEAISR 4 33350932 1xTMT6plex [N-Term] 0.658 0.64 1.536 2.589752197 25.12 0 1016.630161 2 508.8187561 0.073268563 3.72E-05 48.05601655AHQANQLYPFAISLIESVR 1 33350932 1xTMT6plex [N-Term] 1.50446105 0 2386.308045 3 796.1072388 -0.369596628 -0.00029399 100.9976245LNTQEIFDDWAR 4 33350932 1xTMT6plex [N-Term] 1.400369525 3.65 0 1736.880515 2 868.9432373 -0.758135412 -0.000658395 78.72997413REEFVQWVELLPDTQTPSWLGLPNNAER 1 33350932 1xTMT6plex [N-Term] 100 1.381994009 0.88 1 3553.827697 3 1185.278442 -1.948074626 -0.002307707 107.5439716TMAITPR 2 33350932 1xTMT6plex [N-Term] 0.94 2.349688768 18.94 0 1018.591667 2 509.7991943 -0.544956476 -0.000277544 41.32476263WTDENIDTVALK 1 33350932 2xTMT6plex [N-Term; K12] 0.953518987 8.68 0 1863.0264 2 932.0164185 -0.450587247 -0.000419728 62.96775199112382250 SPTBN1 spectrin beta chain, non-erythrocytic 1 isoform 1 6711 NP_003119.2 36.4213198 1 70 70 387 2364 274.439 5.57 1.09 1.08 1.1 1.09 Significant 0.000028 LESEHPDQAQAILSR 6 112382250 1xTMT6plex [N-Term] 1.105 0.792 1.328 5.124026775 44.91 0 1923.01332 3 641.6722412 -5.797847094 -0.003716446 41.58803776IVSSSDVGHDEYSTQSLVK 5 112382250 2xTMT6plex [N-Term; K19] 100 1.315 4.408159733 31.68 0 2509.318618 3 837.1113281 0.323958462 0.000270972 53.53528553TALPAQSAATLPAR 6 112382250 1xTMT6plex [N-Term] 1.164 1.131 1.597 4.46340847 65.68 0 1596.927071 2 798.9680176 1.05667709 0.000843718 41.49774892DALLSALSIQNYHLECNETK 8 112382250 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C16] 0.823 100 4.436986446 17.3 0 2777.4544 3 926.489563 -0.095304951 -8.82E-05 74.59180561KHEAIETDIAAYEER 6 112382250 2xTMT6plex [N-Term; K1] 1.107 1.151 1.17 5.577035427 53.66 1 2233.186482 3 745.0600586 -9.340679302 -0.00695316 45.14403977FATDGEGYKPCDPQVIR 5 112382250 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C11] 0.645 0.921 0.844 3.394827127 17.56 0 2411.242951 3 804.4186401 -0.656988896 -0.000528053 47.02236335HEVSASTQSTPASSR 6 112382250 1xTMT6plex [N-Term] 100 2.364 1.311 3.679306269 27.81 0 1773.89287 3 591.9691772 0.061006097 3.61E-05 17.34256841EVVAGSHELGQDYEHVTMLQER 10 112382250 1xTMT6plex [N-Term] 0.681 0.785 5.885603428 46.44 0 2756.351108 3 919.4546509 -0.619936726 -0.000569588 59.90924073DVSSVELLMNNHQGIK 6 112382250 2xTMT6plex [N-Term; K16] 1.796 0.01 3.777421236 35.55 0 2242.226573 3 748.079834 -0.724287587 -0.000541339 66.45214995QALQDTLALYK 6 112382250 2xTMT6plex [N-Term; K11] 0.842 100 3.654411077 51.56 0 1722.020192 2 861.5137939 0.069111051 5.95E-05 73.54576963LVSQDNFGFDLPAVEAATK 4 112382250 2xTMT6plex [N-Term; K19] 1.68 4.349299908 51.19 0 2480.343711 3 827.4519653 -0.954744254 -0.000789365 92.99000506AQQYYFDAAEAEAWMSEQELYMMSEEK 43 112382250 2xTMT6plex [N-Term; K27]; 1xOxidation [M] 1.026 100 1.167 4.098066807 32.34 0 3752.684672 4 934.9273071 -0.631099858 -0.000589556 106.3962402AQQYYFDAAEAEAWMSEQELYMMSEEK 12 112382250 2xTMT6plex [N-Term; K27] 1.178 1.173 0.902 5.427389622 47 0 3736.689757 4 934.9273071 -0.631099858 -0.000589556 106.3962402EAEKLESEHPDQAQAILSR 8 112382250 2xTMT6plex [N-Term; K4] 1.037 0.943 7.085224628 52.01 1 2609.393514 4 653.1031494 -1.052610016 -0.000686668 48.06588961EIGQSVDEVEK 6 112382250 2xTMT6plex [N-Term; K11] 1.255 1.154 1.173 4.996728897 60.97 0 1690.926351 2 845.9666138 -0.236835234 -0.000200235 48.4309541KQQMLENQMEVR 6 112382250 2xTMT6plex [N-Term; K1] 1.176 1.063 1.107 5.388741016 42.15 1 1992.077072 3 664.6952515 -2.947042337 -0.001956912 46.15567935LVSDGNINSDR 4 112382250 1xTMT6plex [N-Term] 1.231 1.484 3.596393585 73.59 0 1418.743687 2 709.8748779 -0.851317004 -0.0006039 40.92296076ELEAENYHDIK 10 112382250 2xTMT6plex [N-Term; K11] 1.39 1.248 1.198 4.207282543 37.17 0 1818.9638 3 606.9919434 -1.386878549 -0.000840894 40.44670021VIESTQDLGNDLAGVMALQR 2 112382250 1xTMT6plex [N-Term] 1.445 5.158049107 55.21 0 2359.248875 3 787.0869141 -1.138566825 -0.000895387 93.54451107VAHMEFCYQELCQLAAER 2 112382250 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C12] 1.063 5.298651218 36 0 2484.167137 3 828.7270508 -0.216441254 -0.000179225 82.63704459ALVADSHPESER 4 112382250 1xTMT6plex [N-Term] 0.949 0.873 4.635794163 55.99 0 1539.796451 3 513.9368896 -0.217661683 -0.000111718 27.86834777VSEEAESQQQWDTSK 6 112382250 2xTMT6plex [N-Term; K15] 1.367 1.76 4.172775745 59.94 0 2210.097727 2 1105.554077 1.425790741 0.001575568 42.50073105TQILAASYELHK 6 112382250 2xTMT6plex [N-Term; K12] 1.348 1.069 1.32 4.60140419 39.91 0 1832.068205 3 611.3574829 -5.627279325 -0.00343652 57.22332197EVVAGSHELGQDYEHVTMLQER 2 112382250 1xTMT6plex [N-Term]; 1xOxidation [M18] 2.504973173 9.35 0 2772.346023 3 919.4546509 -0.619936726 -0.000569588 59.90924073EIEELQSQAQALSQEGK 6 112382250 2xTMT6plex [N-Term; K17] 1.974 3.898685694 34.26 0 2346.25529 3 782.7543945 -2.838308465 -0.002219799 83.29074524KQEDFMTTMDANEEK 4 112382250 3xTMT6plex [N-Term; K1; K15] 1.138 1.12 4.760604858 32.84 1 2504.261587 3 835.4263306 1.138818418 0.000950633 55.32736543MLTAQDMSYDEAR 4 112382250 1xTMT6plex [N-Term] 1.392 100 3.799684763 48.04 0 1759.819236 2 880.4136353 0.430429329 0.000378739 55.66905517DLMLWMEDVIR 2 112382250 1xTMT6plex [N-Term] 1.604 3.862531424 45.61 0 1649.859251 2 825.4336548 0.474028504 0.00039104 108.1212414WLHGLESQIQSDDYGK 5 112382250 2xTMT6plex [N-Term; K16] 100 0.01 3.194268465 11.34 0 2334.213031 3 778.7434692 1.209557485 0.000941122 74.50847115KHQILEQAVEDYAETVHQLSK 2 112382250 3xTMT6plex [N-Term; K1; K21] 2.722865582 24.16 1 3153.751123 4 789.1930542 -0.233526076 -0.000184121 95.75660495DLTSVNILLK 4 112382250 2xTMT6plex [N-Term; K10] 100 2.589254141 42.93 0 1573.992915 2 787.4987183 -1.75034877 -0.001377518 75.1473321SGHFEQAIK 4 112382250 2xTMT6plex [N-Term; K9] 1.035 1.245 3.83498621 40.42 0 1474.841834 3 492.2852783 -0.374548002 -0.000184133 38.45509402EAVCEVALDYK 8 112382250 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.542 100 0.346 2.379932642 34.14 0 1754.939893 2 877.9733276 -0.293267345 -0.000257333 55.08639591AQQYYFDAAEAEAWMSEQELYMMSEEK 3 112382250 2xTMT6plex [N-Term; K27]; 2xOxidation [M22; M] 100 2.069262028 19.51 0 3768.679587 4 934.9273071 -0.631099858 -0.000589556 106.3962402LAEISDVWEEMK 6 112382250 2xTMT6plex [N-Term; K12] 100 1.419 0.623 2.455657244 31.77 0 1908.018872 2 954.5111084 -2.060442474 -0.001965682 91.45653471EASLGEASK 6 112382250 2xTMT6plex [N-Term; K9] 1.21 0.87 0.774 3.724244118 37.63 0 1349.767666 2 675.3876343 0.241400573 0.000162917 37.34161622EQWANLEQLSAIR 4 112382250 1xTMT6plex [N-Term] 1.778 100 2.534021139 32.86 0 1786.964913 2 893.9846802 -1.58332624 -0.001414674 71.11402384LLDPEDISVDHPDEK 6 112382250 2xTMT6plex [N-Term; K15] 100 100 0.01 2.094882011 19.13 0 2180.1487 3 727.3873901 -0.496461477 -0.000360787 61.96166549ILSSDDYGK 6 112382250 2xTMT6plex [N-Term; K9] 1.137 1.409 3.918862343 48.69 0 1455.809531 2 728.4081421 -0.359470316 -0.00026166 58.21976085LEMNLGLQK 4 112382250 2xTMT6plex [N-Term; K9] 1.441 1.579 3.062952995 47.33 0 1503.896906 2 752.4521484 0.075879536 5.71E-05 75.60425005EVDDLEQWIAER 8 112382250 1xTMT6plex [N-Term] 0.519 100 2.658827782 21.68 0 1731.875095 2 866.4407349 -0.520767023 -0.000450952 83.64345484LQALDTGWNELHK 6 112382250 2xTMT6plex [N-Term; K13] 100 1.29 2.462620258 26.13 0 1983.106381 3 661.7061157 -1.304757049 -0.000862491 68.96383951VAVVNQIAR 4 112382250 1xTMT6plex [N-Term] 1.085 1.031 3.048299551 38.19 0 1198.746922 2 599.8760376 -1.771470398 -0.001061772 35.90313836QQMLENQMEVR 2 112382250 1xTMT6plex [N-Term] 1.375 2.672250032 19.06 0 1634.819177 2 817.9138184 0.72373677 0.000591589 44.04266025EGEDMIAEEHFGSEK 4 112382250 2xTMT6plex [N-Term; K15] 100 0.77 2.701561451 18.14 0 2166.04252 3 722.6864014 0.983790273 0.000710311 36.51694819AKDEQSAVSMLK 4 112382250 3xTMT6plex [N-Term; K2; K12] 0.892 0.58 3.889499664 22.64 1 1994.155923 3 665.3922729 3.180497364 0.002114136 35.35057191GNLEVLLFTIQSK 4 112382250 2xTMT6plex [N-Term; K13] 100 2.354687214 26.68 0 1920.15702 2 960.5795288 -2.728424164 -0.002619501 101.4231214INAVVETGR 6 112382250 1xTMT6plex [N-Term] 1.38 1.421 1.651 3.276720285 44.82 0 1187.694552 2 594.3508301 -0.141984107 -8.43E-05 39.71028428GVNASAQK 6 112382250 2xTMT6plex [N-Term; K8] 1.296 1.011 1.184 3.521588326 42.42 0 1232.736306 2 616.871582 -0.339932796 -0.000209524 27.32177198LQAAYAGDK 4 112382250 2xTMT6plex [N-Term; K9] 1.122 0.898 3.763440132 34.96 0 1394.804386 2 697.9071655 1.913131844 0.001334222 43.76991767DVEDEILWVGER 3 112382250 1xTMT6plex [N-Term] 1.391 2.645986557 17.93 0 1688.869281 2 844.9376831 -0.705672769 -0.000595895 74.22790584QIEAQEKPR 2 112382250 2xTMT6plex [N-Term; K7] 2.316 2.822591782 5.85 0 1556.916062 3 519.6433105 -0.438828651 -0.00022774 28.40484118DLVAIEAK 4 112382250 2xTMT6plex [N-Term; K8] 1.045 0.848 3.693351269 49.77 0 1316.818973 2 658.9136353 0.77492642 0.000510219 55.78608233VQAVVAVAR 10 112382250 1xTMT6plex [N-Term] 1.14 0.8 1.188 3.398807049 40.73 0 1141.725458 2 571.3658447 -0.915804117 -0.000522798 35.7045599LILEVHQFSR 8 112382250 1xTMT6plex [N-Term] 0.723 0.599 0.918 3.679234505 24.59 0 1470.863014 3 490.9598389 1.325039479 0.000649651 61.16000657DLDDFQSWLSR 6 112382250 1xTMT6plex [N-Term] 0.01 1.854 0.67 2.790369034 23.92 0 1610.801202 2 805.9059448 2.117671897 0.001705574 93.23253228MWEVLESTTQTK 4 112382250 2xTMT6plex [N-Term; K12] 2.07010746 9.37 0 1911.029771 2 956.0166016 -2.011514974 -0.001922032 73.5141501HQILEQAVEDYAETVHQLSK 2 112382250 2xTMT6plex [N-Term; K20] 1.545331001 0.84 0 2796.493228 3 932.8355103 -0.447320333 -0.000416976 89.77761222VLVLSQDYGK 4 112382250 2xTMT6plex [N-Term; K10] 0.966 2.20069623 30.69 0 1579.945965 2 790.468811 -9.885977138 -0.007809655 58.94491444ENEVLEAWK 4 112382250 2xTMT6plex [N-Term; K9] 1.964211106 20.73 0 1575.878279 2 788.4415894 -1.50838367 -0.001188515 74.29463248ITDLYTDLR 6 112382250 1xTMT6plex [N-Term] 100 2.206028461 41.66 0 1338.746647 2 669.8765869 -0.560249302 -0.000375016 63.57248195EMIDKWEDRWEWLR 2 112382250 2xTMT6plex [N-Term; K5] 2.314935207 4.02 2 2450.269106 4 613.3237305 1.626660104 0.000996439 84.55653412LLQLTEK 8 112382250 2xTMT6plex [N-Term; K7] 1.182 1.986 0.915 3.287641287 39.85 0 1302.839709 2 651.9225464 -1.452793118 -0.000946378 56.75995049DALLLWCQMK 6 112382250 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 100 100 2.222469807 13.72 0 1735.96394 2 868.4841919 -1.631912318 -0.00141647 81.81786608LNDGNEYLFQAK 2 112382250 2xTMT6plex [N-Term; K12] 1.411642194 16.78 0 1870.011084 2 935.5075684 -1.72403323 -0.001611981 72.56983029YKEVAELTR 5 112382250 2xTMT6plex [N-Term; K2] 0.773 0.882 0.648 2.546206236 11.47 1 1566.925564 3 522.979248 -1.514289785 -0.000790926 46.53649263IDDIFER 2 112382250 1xTMT6plex [N-Term] 1.604 2.810217857 22.8 0 1136.614905 2 568.8102417 -1.494016624 -0.000849061 65.2687297DDEEMNTWIQAISSAISSDKHEVSASTQSTPASSR 1 112382250 2xTMT6plex [N-Term; K20] 1.522373319 1.21 1 4224.040293 4 1056.762939 -2.453943803 -0.002591389 97.82958725SWHNVYCVINNQEMGFYK 1 112382250 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C7] 1.342628717 0 2747.347433 3 916.4536743 -0.350665798 -0.000321134 80.0853616KLPEELGR 2 112382250 2xTMT6plex [N-Term; K1] 1.113 2.709349155 8.5 1 1399.867321 3 467.2937317 -0.484889982 -0.000226261 41.51663239TAASGIPYHSEVPVSLK 1 112382250 2xTMT6plex [N-Term; K17] 0.281 1.747842193 0 2214.253439 3 738.756897 1.21858136 0.000899416 59.65316506DLTSVMR 2 112382250 1xTMT6plex [N-Term] 1.179 2.464381218 28.95 0 1050.581496 2 525.7943115 -0.142695379 -7.50E-05 49.33739171ALAVEGK 1 112382250 2xTMT6plex [N-Term; K7] 1.372 2.924006224 35.83 0 1145.72943 2 573.3685913 0.41522647 0.000237869 40.0446104215431310 KRT14 keratin, type I cytoskeletal 14 3861 NP_000517.2 73.72881356 1 18 39 1697 472 51.589 5.16 0.73 0.71 0.73 0.72 Significant 0.000085 LLEGEDAHLSSSQFSSGSQSSR 59 15431310 1xTMT6plex [N-Term] 0.924 0.98 0.971 7.097453594 77.57 0 2538.226954 2 1269.616699 -0.32766672 -0.000415846 46.21967046ASLENSLEETK 70 15431310 2xTMT6plex [N-Term; K11] 0.749 0.681 0.749 5.134794235 76.83 0 1678.926351 2 839.9658203 -1.183723752 -0.000993693 47.08874863ADLEMQIESLKEELAYLK 16 15431310 3xTMT6plex [N-Term; K11; K18] 0.99 1.045 0.697 5.534199238 55.35 1 2810.582844 3 937.5316162 -0.906860722 -0.000849602 106.2077722ALEEANADLEVK 217 15431310 2xTMT6plex [N-Term; K12] 0.606 0.627 0.555 5.218453407 90.06 0 1759.984201 2 880.4959717 0.264854295 0.00023307 51.10169088ISSVLAGGSCR 12 15431310 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.724 0.759 0.837 4.074535847 52.1 0 1335.725201 2 668.3656616 -0.863948522 -0.000576999 54.83568128MSVEADINGLR 6 15431310 1xTMT6plex [N-Term] 1.436 1.688 3.755783319 62.24 0 1433.76198 2 717.3839111 -1.000196961 -0.000717022 64.76776505KNHEEEMNALR 11 15431310 2xTMT6plex [N-Term; K1] 0.773 0.864 0.797 3.628271818 36.26 1 1828.973987 3 610.3292847 -0.375246503 -0.000228772 35.80008094ASLENSLEETKGR 10 15431310 2xTMT6plex [N-Term; K11] 0.24 0.184 0.187 5.08894968 44.04 1 1892.048926 3 631.3532104 -2.033743573 -0.001282647 42.91752663ILTATVDNANVLLQIDNAR 22 15431310 1xTMT6plex [N-Term] 0.944 1.211 1.273 5.63916111 65.48 0 2283.286975 3 761.7672729 0.127184038 9.68E-05 95.96319519GSCGIGGGIGGGSSR 158 15431310 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.79 0.779 0.729 5.403667927 114.21 0 1507.748455 2 754.3773193 -0.724980431 -0.000546544 34.52531152YCMQLAQIQEMIGSVEEQLAQLR 10 15431310 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.564 0.241 4.682034492 40.77 0 2967.49395 3 995.1660767 -1.73886338 -0.001729293 117.0940986YCMQLAQIQEMIGSVEEQLAQLR 22 15431310 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2]; 1xOxidation [M11] 0.874 1.102 0.801 6.575696945 64.21 0 2983.488865 3 995.1660767 -1.73886338 -0.001729293 117.0940986YCMQLAQIQEMIGSVEEQLAQLR 9 15431310 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2]; 2xOxidation [M3; M11] 100 1.212 5.655329704 62.51 0 2999.48378 3 995.1660767 -1.73886338 -0.001729293 117.0940986APSTYGGGLSVSSSR 181 15431310 1xTMT6plex [N-Term] 0.656 0.631 0.626 5.400057316 76.28 0 1654.859779 2 827.9257813 -9.362388399 -0.00774672 39.14057374EVATNSELVQSGK 82 15431310 2xTMT6plex [N-Term; K13] 0.696 0.701 0.693 5.450167656 73.38 0 1820.016563 2 910.5032349 -9.54398646 -0.008685107 43.74892866TMQNLEIELQSQLSMK 76 15431310 2xTMT6plex [N-Term; K16] 0.916 1.066 100 4.230701447 53.2 0 2351.271474 3 784.4284668 -0.266583158 -0.000208936 95.83338731TMQNLEIELQSQLSMK 24 15431310 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 0.863 0.954 1.001 3.193665028 48.84 0 2367.266389 3 784.4284668 -0.266583158 -0.000208936 95.83338731GQVGGDVNVEMDAAPGVDLSR 10 15431310 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.853 0.714 0.585 4.618817329 72.51 0 2331.144804 2 1166.07605 0.008000093 9.32E-06 55.83773387GQVGGDVNVEMDAAPGVDLSR 155 15431310 1xTMT6plex [N-Term] 0.839 0.724 0.609 5.678504944 66.99 0 2315.149889 2 1166.07605 0.008000093 9.32E-06 55.83773387QRPAEIKDYSPYFK 4 15431310 3xTMT6plex [N-Term; K7; K14] 1.245 1.419 5.293942451 18.92 1 2429.379592 4 608.1005249 0.278955737 0.000169422 48.07340145QRPAEIKDYSPYFKTIEDLR 2 15431310 3xTMT6plex [N-Term; K7; K14] 0.541 6.562573433 2 3156.766045 5 632.1588745 -0.246829 -0.000155836 78.91012884QFTSSSSMK 25 15431310 2xTMT6plex [N-Term; K9] 0.795 0.786 0.734 4.360666752 55.43 0 1460.781936 2 730.8937378 -1.189078274 -0.000868492 32.92057792ADLEMQIESLK 8 15431310 2xTMT6plex [N-Term; K11] 1.281 0.551 2.498028994 35.84 0 1734.971193 2 867.987793 -1.662167367 -0.001441906 71.02939572NHEEEMNALR 8 15431310 1xTMT6plex [N-Term] 0.962 1.027 4.156452179 41.93 0 1471.716092 2 736.3625488 1.17476887 0.000864463 28.88820698LEQEIATYR 30 15431310 1xTMT6plex [N-Term] 0.873 0.965 0.895 3.989738941 51.78 0 1351.741896 2 676.3740845 -0.742660038 -0.000501942 59.56020918VVSTHEQVLR 74 15431310 1xTMT6plex [N-Term] 0.712 0.722 0.753 4.458293438 64.6 0 1396.810979 3 466.2755127 0.72022339 0.000335339 33.70728172MSVEADINGLRR 4 15431310 1xTMT6plex [N-Term] 3.428 3.775520086 34.04 1 1589.863091 3 530.6262207 0.640438401 0.000339403 47.35430851ADLEMQIESLKEELAYLK 10 15431310 3xTMT6plex [N-Term; K11; K18]; 1xOxidation [M5] 100 1.285 1.461 2.494909048 26.58 1 2826.577759 3 937.5316162 -0.906860722 -0.000849602 106.2077722EVATNSELVQSGKSEISELR 2 15431310 2xTMT6plex [N-Term; K13] 0.01 3.065496922 15.76 1 2634.435045 3 878.815918 -0.700037662 -0.000614735 60.33944928DAEEWFFTK 79 15431310 2xTMT6plex [N-Term; K9] 0.765 0.778 0.679 3.898383379 50.42 0 1630.85173 2 815.9307861 1.573175279 0.001282808 73.73351799VLDELTLAR 31 15431310 1xTMT6plex [N-Term] 0.836 0.802 0.88 3.858995199 41.24 0 1258.756818 2 629.8816528 -0.626805691 -0.000394498 67.98248171KDAEEWFFTK 16 15431310 3xTMT6plex [N-Term; K1; K10] 0.711 0.489 0.439 4.102272034 23.34 1 1988.109625 3 663.3737183 -1.520768677 -0.001007818 65.04503686NHEEEMNALR 12 15431310 1xTMT6plex [N-Term]; 1xOxidation [M6] 100 1.113 1.026 3.034799576 35.28 0 1487.711007 2 736.3625488 1.17476887 0.000864463 28.88820698CEMEQQNQEYK 10 15431310 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1]; 1xOxidation [M3] 1.819 0.875 0.895 3.481099367 43.3 0 1960.914483 3 654.3094482 -0.352898325 -0.000230668 30.65856668CEMEQQNQEYK 14 15431310 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 0.885 0.803 0.891 3.460950851 27.46 0 1944.919568 3 654.3094482 -0.352898325 -0.000230668 30.65856668TMQNLEIELQSQLSMK 2 15431310 2xTMT6plex [N-Term; K16]; 2xOxidation [M2; M15] 100 2.116810083 19.73 0 2383.261304 3 784.4284668 -0.266583158 -0.000208936 95.83338731TKYETELNLR 12 15431310 2xTMT6plex [N-Term; K2] 0.883 0.88 3.41303134 25.69 1 1724.994706 2 862.9996948 -1.5030432 -0.001296371 47.08014913VTMQNLNDR 14 15431310 1xTMT6plex [N-Term] 0.936 0.83 0.827 3.519829035 42.79 0 1319.6939 2 660.3503418 -0.373735341 -0.000246608 33.03499222KNHEEEMNALR 13 15431310 2xTMT6plex [N-Term; K1]; 1xOxidation [M7] 0.891 0.645 0.944 3.066138506 19.28 1 1844.968902 3 610.3292847 -0.375246503 -0.000228772 35.80008094VMDVHDGK 20 15431310 2xTMT6plex [N-Term; K8] 0.786 0.516 0.78 3.494419336 45.36 0 1358.750242 3 453.5879211 -0.759368598 -0.000343931 31.09849038YETELNLR 12 15431310 1xTMT6plex [N-Term] 1.389 1.264 1.178 3.169751167 43.48 0 1266.689132 2 633.8482666 0.09803757 6.21E-05 45.1476665ADLEMQIESLK 2 15431310 2xTMT6plex [N-Term; K11]; 1xOxidation [M5] 100 1.664554358 15.95 0 1750.966108 2 867.987793 -1.662167367 -0.001441906 71.02939572VMDVHDGK 19 15431310 2xTMT6plex [N-Term; K8]; 1xOxidation [M2] 0.76 0.742 0.805 2.501206875 42.96 0 1374.745157 3 453.5879211 -0.759368598 -0.000343931 31.09849038EELAYLK 16 15431310 2xTMT6plex [N-Term; K7] 0.771 1.132 1.244 3.250023842 39.59 0 1323.792424 2 662.3997803 -0.106083947 -7.02E-05 54.24797047LASYLDK 51 15431310 2xTMT6plex [N-Term; K7] 0.689 0.687 0.676 3.160550594 38.22 0 1267.76621 2 634.3873291 0.924415808 0.000585972 69.69252583MSVEADINGLR 4 15431310 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.373 1.227 2.568712234 27.3 0 1449.756895 2 717.3839111 -1.000196961 -0.000717022 64.76776505QFTSSSSMK 6 15431310 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 0.776 0.751 2.715188742 36.34 0 1476.776851 2 730.8937378 -1.189078274 -0.000868492 32.92057792SEISELRR 2 15431310 1xTMT6plex [N-Term] 0.339 3.65511775 23.66 1 1218.700366 3 406.9051514 0.439034547 0.000178351 31.29536983VTMQNLNDR 12 15431310 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.775 0.76 0.858 2.103149652 31.21 0 1335.688815 2 660.3503418 -0.373735341 -0.000246608 33.03499222DYSPYFK 18 15431310 2xTMT6plex [N-Term; K7] 0.722 0.787 0.802 3.307164431 35.13 0 1377.745474 2 689.37677 0.572848235 0.00039462 55.89878755SEISELR 9 15431310 1xTMT6plex [N-Term] 0.814 0.792 0.706 2.968187571 40.38 0 1062.599255 2 531.8031006 -0.310830375 -0.000165144 43.56074208ADLEMQIESLKEELAYLKK 2 15431310 4xTMT6plex [N-Term; K11; K18; K19]; 1xOxidation [M5] 100 1.502521396 3.11 2 3183.835654 4 796.7140503 -0.4029285 -0.000320715 106.8927788DVTSSSR 4 15431310 1xTMT6plex [N-Term] 1.627 2.553364992 30.27 0 980.5210045 2 490.7636108 -1.080527911 -0.00052974 27.03209141223029410 TLN1 talin-1 7094 NP_006280.3 37.97717434 1 69 69 317 2541 269.599 6.07 1.26 1.38 1.49 1.38 Significant 0.0023 VLVQNAAGSQEK 6 223029410 2xTMT6plex [N-Term; K12] 1.361 1.436 1.606 4.742009163 70.75 0 1701.989955 2 851.4997559 1.339819159 0.001140179 38.62901006AATAPLLEAVDNLSAFASNPEFSSIPAQISPEGR 17 223029410 1xTMT6plex [N-Term] 100 1.568 1.132 4.656891346 41.36 0 3699.906735 3 1233.973267 -0.402303468 -0.000496162 111.0040937AAMEPIVISAK 4 223029410 2xTMT6plex [N-Term; K11] 1.187 100 4.496215343 66.73 0 1587.954421 2 794.4810791 0.290060671 0.000230302 69.31288732KFFYSDQNVDSR 4 223029410 2xTMT6plex [N-Term; K1] 1.298 1.25 5.050081253 48.94 1 1964.027797 3 655.3470459 -0.617239068 -0.000404092 45.71366668ALSTDPAAPNLK 4 223029410 2xTMT6plex [N-Term; K12] 1.422 1.384 3.773159266 63.03 0 1655.973242 2 828.4892578 -1.209605898 -0.001001538 57.08842539EGISQEALHTQMLTAVQEISHLIEPLANAAR 2 223029410 1xTMT6plex [N-Term] 1.219 2.703062534 9.39 0 3599.905295 4 900.7311401 -0.712427943 -0.000641168 115.5097996DHFGLEGDEESTMLEDSVSPK 4 223029410 2xTMT6plex [N-Term; K21] 1.645 2.067 5.217783451 29.56 0 2780.333676 3 927.4493408 -0.074296501 -6.89E-05 71.8329336EADESLNFEEQILEAAK 6 223029410 2xTMT6plex [N-Term; K17] 1.244 1.382 4.440696716 39.32 0 2394.244056 2 1197.624878 -0.658705039 -0.00078855 93.96398454GVAALTSDPAVQAIVLDTASDVLDK 6 223029410 2xTMT6plex [N-Term; K25] 100 100 3.697403193 45.83 0 2927.634138 3 976.5483398 -1.254319555 -0.001224063 105.2150758VQELGHGCAALVTK 6 223029410 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 1.451 1.491 1.497 5.334026337 47.47 0 1941.099188 3 647.7044678 -0.174019797 -0.000112597 53.21809579ADAEGESDLENSR 6 223029410 1xTMT6plex [N-Term] 1.416 1.392 1.266 3.614718676 72.96 0 1621.750288 2 811.3777466 -1.277536963 -0.001035923 34.67900798QEDVIATANLSR 6 223029410 1xTMT6plex [N-Term] 1.559 1.595 1.465 4.414402485 67.48 0 1545.843401 2 773.4250488 -0.37519567 -0.000289997 42.20394476AVSSAIAQLLGEVAQGNENYAGIAAR 4 223029410 1xTMT6plex [N-Term] 100 1.06 3.601283312 48.37 0 2802.494736 3 934.8358154 -0.657568028 -0.000614277 109.4099031EVANSTANLVK 4 223029410 2xTMT6plex [N-Term; K11] 1.046 1.175 4.356801987 45.18 0 1603.941942 2 802.4753418 0.913383279 0.000732507 42.42334998EQGVEEHETLLLR 4 223029410 1xTMT6plex [N-Term] 1.35 1.332 4.474657536 60.37 0 1781.959493 2 891.4840698 0.768658571 0.000684859 43.3168639GVGAAATAVTQALNELLQHVK 4 223029410 2xTMT6plex [N-Term; K21] 1.411 1.447 3.696480513 34.54 0 2549.481542 3 850.4971313 -1.843863921 -0.001566966 111.6999982ALDGAFTEENR 6 223029410 1xTMT6plex [N-Term] 1.22 1.272 100 4.585151672 60.87 0 1451.732788 2 726.3703003 0.369183601 0.000267978 43.82112342AVTDSINQLITMCTQQAPGQK 4 223029410 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C13] 0.752 100 3.622307301 44.42 0 2762.458106 3 921.4899902 -0.973103219 -0.000896052 95.89643064DPPSWSVLAGHSR 4 223029410 1xTMT6plex [N-Term] 1.039 1.047 4.361824512 47.45 0 1637.85972 3 546.6252441 0.891005412 0.000486447 54.49107524LKPLPGETMEK 10 223029410 3xTMT6plex [N-Term; K2; K11] 0.924 1.475 1.486 3.992934942 31.15 0 1930.165031 3 644.0591431 -1.116713206 -0.00071848 52.2777419TLAESALQLLYTAK 2 223029410 2xTMT6plex [N-Term; K14] 3.133969307 30.96 0 1980.178149 2 990.5914307 -1.295141993 -0.001282306 106.8251225TLSHPQQMALLDQTK 2 223029410 2xTMT6plex [N-Term; K15] 0.769 4.323082924 43.57 0 2169.210194 3 723.7415161 -0.09189527 -6.64E-05 54.60280295MATNAAAQNAIK 2 223029410 2xTMT6plex [N-Term; K12] 1.173 3.865390539 46.38 0 1661.940896 2 831.4744873 0.482489706 0.000400935 41.71424946LHTDDELNWLDHGR 2 223029410 1xTMT6plex [N-Term] 1.725 5.378237724 38.39 0 1949.966704 3 650.6604004 -0.028712349 -1.87E-05 63.2870981ASSLIEEAK 2 223029410 2xTMT6plex [N-Term; K9] 1.345 3.961882114 52.08 0 1405.830266 2 703.4190063 0.334133731 0.000234868 45.19114239LQAAGNAVK 2 223029410 2xTMT6plex [N-Term; K9] 1.341 4.120853901 51.84 0 1329.825456 2 665.4157104 -0.986250907 -0.000655771 38.27875527ELLENPVQPINDMSYFGCLDSVMENSK 3 223029410 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C18] 2.213647366 1.53 0 3587.747213 3 1196.586304 -0.795662854 -0.000951546 97.9410663EAAYHPEVAPDVR 4 223029410 1xTMT6plex [N-Term] 1.165 3.846283436 41.78 0 1682.86995 2 841.9382324 -0.452736261 -0.000380948 39.1965056NLGTALAELR 2 223029410 1xTMT6plex [N-Term] 2.072 3.482999563 53.51 0 1286.762966 2 643.885376 0.395794049 0.000254647 67.63444033GLAGAVSELLR 12 223029410 1xTMT6plex [N-Term] 0.571 100 3.147360563 51.47 0 1314.794266 2 657.9003296 -0.672044544 -0.0004418 84.11881998AQEACGPLEMDSALSVVQNLEK 11 223029410 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C5] 100 3.209315062 23.43 0 2847.46325 3 949.8267212 0.828746154 0.000786608 96.28570827ACEFAGFQCQIQFGPHNEQK 3 223029410 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C2; C9] 2.325842857 13.23 0 2854.380524 3 952.1288452 -2.992581191 -0.002847322 63.13278186MVAAATNNLCEAANAAVQGHASQEK 3 223029410 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C10] 100 2.240478754 0.64 0 3014.518808 3 1005.501648 -9.426928194 -0.009472551 63.63890006EVIQEWNLTNIK 6 223029410 2xTMT6plex [N-Term; K12] 100 1.211 100 2.655072451 28.75 0 1945.115883 2 973.0598145 -1.815400193 -0.001765582 71.77590994ALGDLISATK 6 223029410 2xTMT6plex [N-Term; K10] 1.623 1.152 1.229 3.114301205 43.11 0 1446.893201 2 723.9451904 -6.978200339 -0.005048355 65.07567377KSTVLQQQYNR 2 223029410 2xTMT6plex [N-Term; K1] 1.106 3.845822096 15.79 1 1823.053952 3 608.3553467 -1.352215021 -0.00082172 37.88804462VMVTNVTSLLK 6 223029410 2xTMT6plex [N-Term; K11] 1.11 1.18 1.914 2.368317842 37.75 0 1663.022835 2 832.0148315 -0.269619907 -0.000224192 76.06970637AIAVTVQEMVTK 7 223029410 2xTMT6plex [N-Term; K12] 100 100 100 2.235929489 20.99 0 1748.039213 2 874.5230103 -0.268444886 -0.000234626 72.6302774ADQDSEAMK 4 223029410 2xTMT6plex [N-Term; K9] 1.822 1.968 3.545555115 46.57 0 1452.740465 2 726.8737793 -0.126007538 -9.15E-05 34.64917707ISIGNVVK 6 223029410 2xTMT6plex [N-Term; K8] 1.047 3.405 2.161 3.258071423 47.56 0 1287.840043 2 644.4227295 -1.444989721 -0.000930458 55.24953131GTEWVDPEDPTVIAENELLGAAAAIEAAAK 2 223029410 2xTMT6plex [N-Term; K30] 1.881766915 1.71 0 3509.841565 3 1170.617798 -0.776235982 -0.000908155 112.6648484AVAEQIPLLVQGVR 6 223029410 1xTMT6plex [N-Term] 100 100 1.77899158 20.97 0 1722.047521 2 861.5265503 -0.985213266 -0.000848292 71.09276201GIWLEAGK 8 223029410 2xTMT6plex [N-Term; K8] 1.338 2.059 0.587 3.417806387 41.63 0 1331.808743 2 666.40802 0.015211691 1.01E-05 63.73179976SIAAATSALVK 6 223029410 2xTMT6plex [N-Term; K11] 0.856 0.796 2.398469448 30.78 0 1489.9354 2 745.4699707 -1.835860635 -0.001367657 58.08873816LAQAAQSSVATITR 6 223029410 1xTMT6plex [N-Term] 100 1.438318372 19.14 0 1645.943449 2 823.475708 0.419215876 0.000345003 50.02499569GISMSSSK 6 223029410 2xTMT6plex [N-Term; K8] 1.428 1.289 1.444 3.37569499 51.19 0 1254.712794 2 627.859375 -1.052408174 -0.000660235 36.89695035STVLQQQYNR 2 223029410 1xTMT6plex [N-Term] 1.436 3.401236773 23.35 0 1465.796057 2 733.4029541 1.756447026 0.001287297 33.37472466AVEDEATK 4 223029410 2xTMT6plex [N-Term; K8] 1.337 1.172 2.828705549 52.7 0 1320.741117 2 660.8739014 -0.447397009 -0.000295448 32.84078969GITMATAK 6 223029410 2xTMT6plex [N-Term; K8] 1.462 1.358 1.295 3.326780081 48.53 0 1250.754265 2 625.8805542 -0.346184358 -0.000216496 50.77261863ADQDSEAMK 2 223029410 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 1.156 2.113275528 26.62 0 1468.73538 2 726.8737793 -0.126007538 -9.15E-05 34.64917707KEEITGTLR 12 223029410 2xTMT6plex [N-Term; K1] 1.53 1.627 1.6 2.975605011 32.86 1 1504.909914 2 752.9581909 -0.537171066 -0.000404197 46.46963328GSQAQPDSPSAQLALIAASQSFLQPGGK 4 223029410 2xTMT6plex [N-Term; K28] 100 1.962290645 9.31 0 3212.731561 3 1071.578247 -3.539990456 -0.003791013 90.08646648QAAASATQTIAAAQHAASTPK 2 223029410 2xTMT6plex [N-Term; K21] 1.799798846 4.29 0 2453.351256 3 818.4572754 2.452609206 0.002005704 47.52595257TMQFEPSTMVYDACR 3 223029410 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.256722569 7.53 0 2064.939034 2 1032.970581 -2.493391107 -0.00257435 66.64789499IGITNHDEYSLVR 4 223029410 1xTMT6plex [N-Term] 1.003 1.192 3.474494219 13.74 0 1745.938364 3 582.6508789 -0.160670764 -9.35E-05 46.03898023KLEQLKPR 3 223029410 3xTMT6plex [N-Term; K1; K6] 1.599 3.249557257 5.44 1 1699.119736 4 425.5357666 0.882943219 0.000375057 42.38215133TMLESAGGLIQTAR 4 223029410 1xTMT6plex [N-Term] 1.582463145 19.19 0 1676.920271 2 838.9628296 -1.126207575 -0.00094428 59.67834259DKAPGQLECETAIAALNSCLR 3 223029410 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C9; C19] 100 2.795638561 8.49 1 2775.453355 3 925.8213501 -1.389988063 -0.001285949 65.89337552ALDYYMLR 4 223029410 1xTMT6plex [N-Term] 1.109 1.536 2.372262001 29.22 0 1273.68121 2 637.343689 -0.870720478 -0.00055451 61.06453926AVGDASK 2 223029410 2xTMT6plex [N-Term; K7] 1.19 2.059243679 25.71 0 1105.661745 2 553.3342285 -0.510290559 -0.000282104 27.00284136VSHVLAALQAGNR 2 223029410 1xTMT6plex [N-Term] 1.664830208 6.43 0 1564.91209 3 522.3091431 0.502372769 0.000262056 40.41252142AGFLDLK 2 223029410 2xTMT6plex [N-Term; K7] 100 1.762420058 15.69 0 1221.76073 2 611.3844604 0.748017525 0.000456949 68.25145491LLAALLEDEGGSGRPLLQAAK 2 223029410 2xTMT6plex [N-Term; K21] 100 1.065018773 0 2580.512507 3 860.8424683 0.133343727 0.000114698 89.23668355AIADMLR 6 223029410 1xTMT6plex [N-Term] 1.617 1.404 1.671979308 20.1 0 1018.591667 2 509.799469 -0.005666371 -2.89E-06 51.48442657SAQPASAEPR 4 223029410 1xTMT6plex [N-Term] 0.01 2.181855202 23.12 0 1242.66398 2 621.8358765 0.399166384 0.000248015 17.09134167DPVQLNLLYVQAR 2 223029410 1xTMT6plex [N-Term] 1.298229218 7.56 0 1758.011135 2 879.5095215 0.359109643 0.000315659 87.22248152GISMSSSK 2 223029410 2xTMT6plex [N-Term; K8]; 1xOxidation [M4] 1.436 1.868888021 19.33 0 1270.707709 2 627.859375 -1.052408174 -0.000660235 36.89695035



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms MLDGTVK 2 223029410 2xTMT6plex [N-Term; K7] 1.361 2.362642288 35.93 0 1221.727716 2 611.3672485 -0.40535193 -0.000247615 52.05849037KELIECAR 2 223029410 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C6] 0.895 2.399632454 11.24 1 1476.860855 3 492.9581604 -0.627918889 -0.000309116 40.86944481DVDNALR 4 223029410 1xTMT6plex [N-Term] 0.922 0.986 2.399350405 15.39 0 1031.568289 2 516.2872314 -1.069070644 -0.00055141 37.21469251AVASAAAALVLK 2 223029410 2xTMT6plex [N-Term; K12] 1.104005098 9.87 0 1542.998335 2 772.00177 -1.34238054 -0.001035645 70.1867604558530840 DSP desmoplakin isoform I 1832 NP_004406.2 27.06374086 1 70 70 284 2871 331.569 6.81 0.64 0.63 0.74 0.67 Significant 0.0027 LSLQDAVSQGVIDQDMATR 5 58530840 1xTMT6plex [N-Term] 0.291 100 3.562901258 36.94 0 2276.175376 3 759.3951416 -1.978878851 -0.001501425 73.49198791YEVTSGGGGTSR 6 58530840 1xTMT6plex [N-Term] 0.435 0.765 0.665 3.864345789 60.65 0 1399.701488 2 700.3549194 0.767561653 0.000537179 28.07636079RVEEDIQQQK 9 58530840 2xTMT6plex [N-Term; K10] 0.745 0.663 0.602 4.748207569 32.65 1 1730.980118 3 577.6595459 -9.262882062 -0.005344622 33.2331738SVQNDSQAIAEVLNQLK 2 58530840 2xTMT6plex [N-Term; K17] 1.045 3.862733841 30.03 0 2315.297095 3 772.4373169 0.13061114 0.000100801 99.00753212ELDECFAQANDQMEILDSLIR 4 58530840 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.495 3.885095119 32.5 0 2739.316697 3 913.7781982 1.220993019 0.001114896 106.7387663AVTGYNDPETGNIISLFQAMNK 2 58530840 2xTMT6plex [N-Term; K22] 0.188 2.913026571 26.49 0 2841.4857 3 947.8312378 -2.301648428 -0.002180034 103.612118FLEFQYLTGGLVDPEVHGR 4 58530840 1xTMT6plex [N-Term] 0.878 4.234998226 36.01 0 2406.265512 3 802.7592773 -0.927881291 -0.000744243 99.74053728GYFNEELSEILSDPSDDTK 8 58530840 2xTMT6plex [N-Term; K19] 0.516 3.393676996 41.86 0 2617.292129 3 873.1011353 -1.251712885 -0.001092033 89.3189436EIMWINDCEEEELLYDWSDK 2 58530840 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C8]; 1xOxidation [M3] 0.758 3.918836117 37.55 0 3091.431676 3 1031.14917 0.414246783 0.000426872 100.6926852EIMWINDCEEEELLYDWSDK 6 58530840 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C8] 0.861 1.111 0.872 4.398246765 31.71 0 3075.436761 3 1031.14917 0.414246783 0.000426872 100.6926852GAGSIAGASASPK 6 58530840 2xTMT6plex [N-Term; K13] 0.628 0.549 0.426 4.47387743 76.55 0 1531.884427 2 766.4395752 -8.194710484 -0.006276675 37.89113653IKDFLQGSSCIAGIYNETTK 2 58530840 3xTMT6plex [N-Term; K2; K20]; 1xCarbamidomethyl [C10] 0.763 4.175075054 27.48 1 2932.605705 3 978.2062988 -0.464408025 -0.000453975 89.74421404GVITDQNSDGYCQTGTMSR 6 58530840 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.943 0.638 3.726730824 41.34 0 2319.054275 2 1160.030029 -0.643683189 -0.000746368 38.82265535GVITDQNSDGYCQTGTMSR 2 58530840 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12]; 1xOxidation [M17] 0.72 3.214697599 29.43 0 2335.04919 2 1160.030029 -0.643683189 -0.000746368 38.82265535GFFDPNTEENLTYLQLK 7 58530840 2xTMT6plex [N-Term; K17] 0.86 0.414 2.832281113 32.4 0 2487.317162 3 829.7756958 -1.860477517 -0.001542533 86.55124131GIVDSITGQR 2 58530840 1xTMT6plex [N-Term] 0.518 4.093389511 72.6 0 1274.726581 2 637.8676758 1.172347485 0.000747211 50.23866948AITGFDDPFSGK 6 58530840 2xTMT6plex [N-Term; K12] 100 0.347 0.01 3.031881332 38.72 0 1712.925958 2 856.9678955 1.492688936 0.001278433 74.24149366LISPESTVMLLEAQAATGGIIDPHR 3 58530840 1xTMT6plex [N-Term] 0.438 3.871632814 14.37 0 2848.543994 3 950.1855469 -0.669427962 -0.000635632 102.0138432LKAEFQEEAK 6 58530840 3xTMT6plex [N-Term; K2; K10] 0.01 0.344 0.513 3.696209192 23.3 1 1880.109625 3 627.3746948 -0.049873338 -3.13E-05 44.45357973AFIGFEGVK 9 58530840 2xTMT6plex [N-Term; K9] 0.578 3.585253954 51.03 0 1425.850608 2 713.4296265 0.959686576 0.000684185 80.39937102SSSFSDTLEESSPIAAIFDTENLEK 2 58530840 2xTMT6plex [N-Term; K25] 2.193152905 13.87 0 3175.593455 3 1059.202393 -0.261615864 -0.000276929 107.0847284LTYEIEDEKR 6 58530840 2xTMT6plex [N-Term; K9] 0.617 0.706 4.510401249 40.81 1 1753.973636 3 585.3258667 -6.037201544 -0.003529697 44.28251099LTYEIEDEK 4 58530840 2xTMT6plex [N-Term; K9] 0.8 0.606 3.920791626 52.99 0 1597.872525 2 799.4401855 0.356407499 0.000284747 64.2900567ETQSQLETER 8 58530840 1xTMT6plex [N-Term] 0.636 0.831 0.687 4.218556881 47 0 1449.738267 2 725.3726807 -0.125927472 -9.13E-05 25.24056946ALLQAILQTEDMLK 4 58530840 2xTMT6plex [N-Term; K14] 100 0.01 2.022802353 16.72 0 2045.208069 2 1023.107483 -0.185814682 -0.000190015 108.9761017LTVDSAIAR 6 58530840 1xTMT6plex [N-Term] 0.651 0.717 0.648 3.237674713 50.78 0 1174.699303 2 587.8528442 -0.758784342 -0.000445672 43.67948549NKYETEINITK 2 58530840 3xTMT6plex [N-Term; K2; K11] 0.558 3.724973202 9.09 1 2040.194417 3 680.7359619 -0.531644339 -0.000361553 45.95691933TVSVSEAIK 2 58530840 2xTMT6plex [N-Term; K9] 0.748 3.601284027 57.12 0 1391.851002 2 696.4296265 0.700153742 0.000487255 52.64491577LSSEVEALR 4 58530840 1xTMT6plex [N-Term] 0.719 0.94 3.421760559 41.64 0 1232.704782 2 616.8554077 -1.008879279 -0.000621825 52.38260331GLIDYETFK 4 58530840 2xTMT6plex [N-Term; K9] 0.777 0.01 3.059035063 41.16 0 1543.877217 2 772.4421387 -0.139775526 -0.000107898 79.88661781EMSVQEAYK 4 58530840 2xTMT6plex [N-Term; K9] 0.88 0.606 3.93080616 41.03 0 1542.823801 2 771.9152832 -0.331174402 -0.000255472 49.61981471ETQTECEWTVDTSK 2 58530840 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 100 2.897373676 25.44 0 2172.053085 2 1086.530029 -0.139460795 -0.000151458 84.18901646IEVLEEELR 6 58530840 1xTMT6plex [N-Term] 0.322 0.362 100 2.989876747 34.39 0 1358.772862 2 679.890686 0.907797283 0.000616745 87.48658185VVIVDPETNK 4 58530840 2xTMT6plex [N-Term; K10] 0.666 0.687 3.73093915 42.55 0 1571.940879 2 786.4724121 -2.119520711 -0.001665881 52.87873509KQQLEVELR 2 58530840 2xTMT6plex [N-Term; K1] 0.633 3.329999447 16.8 1 1600.978662 3 534.3311768 0.196862985 0.000105058 48.39998979AELIVQPELK 4 58530840 2xTMT6plex [N-Term; K10] 0.702 0.647 3.238352537 36.81 0 1597.992915 2 799.4993286 -0.960162854 -0.000767167 71.69814083EYENELAK 2 58530840 2xTMT6plex [N-Term; K8] 0.584 3.805859327 44.89 0 1453.793881 2 727.4003906 -0.25876433 -0.000188095 44.21234295ISITEGIER 8 58530840 1xTMT6plex [N-Term] 0.476 1.504 0.01 3.188753128 44.79 0 1246.720433 2 623.8647461 1.430190325 0.000891524 37.26386685KQHLEIELK 4 58530840 3xTMT6plex [N-Term; K1; K9] 1.103 1.43 2.961714745 10.98 1 1825.15143 3 609.0554199 0.151349428 9.21E-05 42.09997112GLVGIEFK 10 58530840 2xTMT6plex [N-Term; K8] 0.527 0.322 1.685 3.223693609 42.31 0 1320.829144 2 660.9189453 1.112751794 0.000734878 69.2977197DLIDFDDR 6 58530840 1xTMT6plex [N-Term] 0.566 0.892 0.522 3.842499256 40.61 0 1237.626198 2 619.3171387 0.648769193 0.000401467 61.64915023VLLQEEGTR 4 58530840 1xTMT6plex [N-Term] 0.604 0.673 3.590001345 41.98 0 1273.731332 2 637.3692627 -0.064989667 -4.14E-05 41.78819541STLEAETR 6 58530840 1xTMT6plex [N-Term] 0.683 0.686 0.594 3.277604818 39.26 0 1135.615633 2 568.3114014 -0.09423578 -5.35E-05 27.55088303LTEEETVCLDLDKVEAYR 2 58530840 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 2.817853689 7.7 1 2641.379504 3 881.1309204 -0.490728246 -0.000432067 92.63198263LLEAASVSSK 2 58530840 2xTMT6plex [N-Term; K10] 2.047235727 24.54 0 1462.888116 2 731.9478149 0.162495552 0.000118856 48.40014326IKNDLNLK 5 58530840 3xTMT6plex [N-Term; K2; K8] 0.668 0.647 0.789 3.145822525 19.05 1 1645.061553 3 549.0245361 -1.518223776 -0.000832524 47.60163058QLQNIIQATSR 2 58530840 1xTMT6plex [N-Term] 0.562 1.850987673 22.19 0 1500.869556 2 750.9384155 -0.00121617 -9.13E-07 51.35917802AQIDNLTR 4 58530840 1xTMT6plex [N-Term] 0.622 0.707 2.879713535 34.57 0 1159.663252 2 580.3347168 -0.944305382 -0.000547538 42.50639528KQVQTSQK 4 58530840 3xTMT6plex [N-Term; K1; K8] 0.681 0.475 2.898154259 25.65 1 1634.020416 3 545.345459 0.861392619 0.000469178 27.05756838LPVEEAYK 2 58530840 2xTMT6plex [N-Term; K8] 0.664 2.96903491 43.38 0 1406.829538 2 703.918396 -0.01616245 -1.14E-05 51.68727537LGIYEAMK 2 58530840 2xTMT6plex [N-Term; K8] 0.636 2.763319016 27.91 0 1382.81178 2 691.909729 0.290551338 0.000200889 65.81748777AEFQEEAK 2 58530840 2xTMT6plex [N-Term; K8] 0.811 3.407014847 29.93 0 1409.767666 2 705.3883057 1.183605047 0.000834304 26.64732201EHLMLEEELR 4 58530840 1xTMT6plex [N-Term] 0.383 0.4 1.807705283 5.08 0 1527.803844 3 509.9399719 0.993616746 0.000506017 54.65537643QKVEEELNR 2 58530840 2xTMT6plex [N-Term; K2] 0.591 2.563827991 10.71 1 1602.921541 3 534.9786987 0.001292269 6.90E-07 38.08166778ISTEEAIR 4 58530840 1xTMT6plex [N-Term] 0.728 0.768 2.712381124 33.32 0 1147.652019 2 574.3296509 0.005653118 3.24E-06 36.88148717YIELLTR 6 58530840 1xTMT6plex [N-Term] 0.539 100 0.797 2.271661758 31.55 0 1136.687676 2 568.8468018 -1.186820622 -0.000674522 59.45110798QMGQPCDAYQK 2 58530840 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 0.623 2.97919631 20.46 0 1783.887146 2 892.4451904 -2.265855569 -0.002021015 43.40280615LASLEELKR 2 58530840 2xTMT6plex [N-Term; K8] 0.298 2.561458588 21.44 1 1516.946299 3 506.3201294 -0.306007145 -0.000154732 60.45419194WLPYEAGQR 2 58530840 1xTMT6plex [N-Term] 0.65 2.319362402 5.84 0 1348.721101 2 674.864502 0.464162865 0.000313013 57.71877743MSQLEVK 4 58530840 2xTMT6plex [N-Term; K7] 0.577 2.950068712 27.18 0 1292.764829 2 646.8850098 -1.61399715 -0.001043259 49.11090761YSLVEAK 2 58530840 2xTMT6plex [N-Term; K7] 0.853 3.228952169 34.49 0 1267.76621 2 634.3861084 -1.001338508 -0.000634732 55.19038845LVFDGLR 4 58530840 1xTMT6plex [N-Term] 0.753 0.504 2.190494776 27.1 0 1048.635246 2 524.8214722 0.401680126 0.000210608 73.60940529ENLGWQK 2 58530840 2xTMT6plex [N-Term; K7] 0.78 3.147212267 32.03 0 1332.767607 2 666.8878174 0.563890975 0.000375768 48.9061425DKSEEVQK 2 58530840 3xTMT6plex [N-Term; K2; K8] 0.844 2.310736179 18.54 1 1649.967712 3 550.661377 1.130785386 0.00062192 32.68187092EKEYEIER 2 58530840 2xTMT6plex [N-Term; K2] 0.592 2.35048008 7.54 1 1553.857544 3 518.6239014 -0.252795656 -0.000130936 36.9543732LKQESDQLVLNQHPASDK 1 58530840 3xTMT6plex [N-Term; K2; K18] 0.941 3.293009043 1 2737.545154 4 685.1399536 -2.618764796 -0.001792247 43.35767022SLLATMK 2 58530840 2xTMT6plex [N-Term; K7] 0.747 2.842253923 20.27 0 1221.764101 2 611.3860474 0.586779855 0.000358453 57.78284535SMVEDITGLR 3 58530840 1xTMT6plex [N-Term] 1.583398223 0.7 0 1349.729617 2 675.3681641 -0.418946871 -0.000282732 63.88707161VQYDLQK 2 58530840 2xTMT6plex [N-Term; K7] 0.712 3.076655865 26.5 0 1351.798572 2 676.40271 -0.317397972 -0.000214529 50.20529186DMLANFR 4 58530840 1xTMT6plex [N-Term] 100 2.136819363 21.02 0 1095.581831 2 548.293457 -2.001920293 -0.001096634 48.24270999VTAMQLYECQLIDK 1 58530840 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.109265685 0 2170.165218 2 1085.584229 -1.860687249 -0.002018999 74.65143949DLKDEIVR 7 58530840 2xTMT6plex [N-Term; K3] 0.641 0.649 0.646 2.965539694 7.24 1 1445.8728 2 723.4408569 1.132455903 0.000818694 44.882890974501891 ACTN1 alpha-actinin-1 isoform b 87 NP_001093.1 60.53811659 1 28 45 415 892 102.993 5.41 0.88 0.86 0.8 0.85 Significant 0.00081 ASIHEAWTDGK 29 4501891 2xTMT6plex [N-Term; K11] 0.819 0.739 0.777 4.337274551 52.02 0 1672.905891 2 836.956543 -0.048713141 -4.07E-05 41.97986562HEAFESDLAAHQDR 4 4501891 1xTMT6plex [N-Term] 1.38 1.58 5.814505577 79.39 0 1854.893205 3 618.9694214 0.272937631 0.000168757 35.43437257ETADTDTADQVMASFK 4 4501891 2xTMT6plex [N-Term; K16]; 1xOxidation [M12] 0.963 0.641 3.566560984 48.17 0 2204.0793 3 730.032959 -0.027876839 -2.03E-05 74.3777998ETADTDTADQVMASFK 11 4501891 2xTMT6plex [N-Term; K16] 1.117 1.003 4.968540668 57.8 0 2188.084385 3 730.032959 -0.027876839 -2.03E-05 74.3777998IDQLEGDHQLIQEALIFDNK 6 4501891 2xTMT6plex [N-Term; K20] 2.402 100 100 4.15430069 19.68 0 2797.51363 3 933.1762695 0.223703557 0.000208605 92.50841277VEQIAAIAQELNELDYYDSPSVNAR 7 4501891 1xTMT6plex [N-Term] 100 100 4.013683796 33.24 0 3037.531575 3 1013.179382 -2.627468109 -0.002660339 101.45071KHEAFESDLAAHQDR 22 4501891 2xTMT6plex [N-Term; K1] 1.221 1.179 1.081 6.276325703 49.49 1 2212.1511 3 738.0541992 -1.381096323 -0.001018398 32.08635561VLAVNQENEQLMEDYEK 10 4501891 2xTMT6plex [N-Term; K17] 1.031 0.95 0.8 3.999629021 58.15 0 2510.284875 3 837.4332886 0.174160575 0.000145731 75.60132926LAILGIHNEVSK 8 4501891 2xTMT6plex [N-Term; K12] 0.84 0.903 0.82 4.003884792 49.95 0 1752.078376 3 584.6976318 -0.019167058 -1.12E-05 70.60197429KQFGAQANVIGPWIQTK 6 4501891 3xTMT6plex [N-Term; K1; K17] 0.519 100 4.900903225 38.12 1 2573.517089 3 858.5097656 -0.911163563 -0.000781632 70.8907687KTFTAWCNSHLR 14 4501891 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 0.781 0.745 0.66 5.023783207 36.72 1 1979.068556 3 660.3609009 -0.205699433 -0.000135698 47.56763229KDDPLTNLNTAFDVAEK 4 4501891 3xTMT6plex [N-Term; K1; K17] 1.59 1.135 3.915622711 27.4 1 2578.433144 3 860.1489868 -0.285588472 -0.000245457 78.06096791MVSDINNAWGCLEQVEK 4 4501891 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 0.954 0.988 3.94170928 38.13 0 2451.241237 3 817.7511597 -0.942781991 -0.000770329 88.07544328ACLISLGYDIGNDPQGEAEFAR 16 4501891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.901 0.925 0.408 4.680227757 58.2 0 2625.281632 3 875.7651367 -0.295238324 -0.000258361 87.13511188GISQEQMNEFR 6 4501891 1xTMT6plex [N-Term] 0.864 0.799 0.954 4.96427536 71.26 0 1567.773607 2 784.3902588 -0.233446891 -0.000182996 44.29899097DGLGFCALIHR 4 4501891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.384 3.766245127 43.85 0 1487.799034 3 496.6047363 0.417713926 0.000207158 69.98472184LSNRPAFMPSEGR 6 4501891 1xTMT6plex [N-Term] 0.809 1.414 4.672259331 31.18 0 1690.88964 3 564.3008423 -0.985359714 -0.000555378 34.99616168LMLLLEVISGER 6 4501891 1xTMT6plex [N-Term] 1.529 0.977 4.07251215 44.34 0 1601.94978 2 801.4775391 -1.23531026 -0.000989452 112.6907183HRPELIDYGK 6 4501891 2xTMT6plex [N-Term; K10] 0.949 0.904 0.963 4.155093193 30.33 0 1685.973911 3 562.6628418 0.03637104 2.04E-05 38.04295289KAGTQIENIEEDFR 8 4501891 2xTMT6plex [N-Term; K1] 0.932 1.54 4.128901005 19.88 1 2108.138804 3 703.3851318 0.967041548 0.000679553 44.82282783ICDQWDNLGALTQK 4 4501891 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.231 3.575600863 28.08 0 2120.121045 3 707.3781738 -0.508072701 -0.000359059 90.85272194VPENTMHAMQQK 12 4501891 2xTMT6plex [N-Term; K12] 0.928 0.932 0.583 4.320982933 48.66 0 1871.987194 3 624.6676636 0.664081816 0.000414384 47.95685695VLAVNQENEQLMEDYEK 2 4501891 2xTMT6plex [N-Term; K17]; 1xOxidation [M12] 2.73925519 22.6 0 2526.27979 3 837.4332886 0.174160575 0.000145731 75.60132926TINEVENQILTR 4 4501891 1xTMT6plex [N-Term] 1.053 0.357 3.503479242 38.67 0 1658.927465 2 829.9678345 0.559014985 0.000463683 75.81927579MLDAEDIVGTARPDEK 6 4501891 2xTMT6plex [N-Term; K16] 0.979 1.362 100 3.662569761 9.42 0 2218.178954 3 740.0638428 -0.892051421 -0.000659577 65.9516523DLLLDPAWEK 12 4501891 2xTMT6plex [N-Term; K10] 0.813 0.901 0.572 4.328368187 53.46 0 1657.956529 2 829.480835 -1.288404181 -0.001068059 87.29609035DHSGTLGPEEFK 4 4501891 2xTMT6plex [N-Term; K12] 0.914 1.72 5.018087387 37.54 0 1774.937585 3 592.3175659 0.315342867 0.000186571 42.07077655DYETATLSEIK 6 4501891 2xTMT6plex [N-Term; K11] 1.431 4.048 0.87 3.132280111 35.47 0 1727.946752 2 864.4762573 -0.876445736 -0.000757226 56.81717678ELPPDQAEYCIAR 52 4501891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.858 0.866 0.824 4.162083626 66.41 0 1790.894451 2 895.951416 0.616921477 0.000552421 45.27772466LASDLLEWIR 6 4501891 1xTMT6plex [N-Term] 1.309 1.315 1.315 3.386930704 34.01 0 1444.836131 2 722.9197998 -2.635558831 -0.001903975 99.6950994TFTAWCNSHLR 6 4501891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.145 1.212 100 4.04608202 42.53 0 1621.810662 3 541.2745972 -0.877578454 -0.000474422 56.54119384VPENTMHAMQQK 4 4501891 2xTMT6plex [N-Term; K12]; 1xOxidation [M] 1.179 0.478 3.476126909 41.05 0 1887.982109 3 624.6676636 0.664081816 0.000414384 47.95685695NYITMDELR 6 4501891 1xTMT6plex [N-Term] 0.999 0.422 1.357 4.054458618 67.4 0 1383.713967 2 692.3583984 -3.213565163 -0.002223328 58.52151635AGTQIENIEEDFR 3 4501891 1xTMT6plex [N-Term] 100 2.657090187 19.39 0 1750.880909 2 875.9437256 -0.419267879 -0.000367044 61.54894165QKDYETATLSEIK 7 4501891 3xTMT6plex [N-Term; K2; K13] 1.285 1.057 0.932 3.141475201 8.33 1 2213.263225 3 738.4255981 -0.444455226 -0.000327899 55.11367824GYEEWLLNEIR 5 4501891 1xTMT6plex [N-Term] 0.919 2.728914261 28.04 0 1650.868888 2 825.9386597 0.699750263 0.000577598 98.48431158NVNIQNFHISWK 2 4501891 2xTMT6plex [N-Term; K12] 2.037489176 26.42 0 1958.101236 3 653.3706055 -2.029181983 -0.001324448 65.45105583GISQEQMNEFR 11 4501891 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.832 0.898 0.808 2.943035603 53.09 0 1583.768522 2 784.3902588 -0.233446891 -0.000182996 44.29899097VGWEQLLTTIAR 8 4501891 1xTMT6plex [N-Term] 0.83 1.103 2.625579834 24.77 0 1615.936908 2 808.4710693 -1.265815587 -0.001022739 94.62438909ALDFIASK 18 4501891 2xTMT6plex [N-Term; K8] 0.918 1.079 1.387 3.579351664 49.04 0 1322.808409 2 661.9074097 -0.654723735 -0.000433037 72.28877043LLETIDQLYLEYAK 6 4501891 2xTMT6plex [N-Term; K14] 1.445 0.567 2.30548811 15.47 0 2170.241143 2 1085.621948 -2.084356219 -0.002261778 109.9806516SIVNYKPK 10 4501891 3xTMT6plex [N-Term; K6; K8] 0.739 0.777 100 2.771903276 12.55 0 1636.040089 3 546.0180664 -0.270813199 -0.000147687 48.996196MAPYTGPDSVPGALDYMSFSTALYGESDL 6 4501891 1xTMT6plex [N-Term] 0.525 1.302 2.021089077 1.5 0 3284.521663 3 1095.512451 0.346186063 0.000379019 108.0955964ATLPDADKER 5 4501891 2xTMT6plex [N-Term; K8] 1.034 0.907 0.883 3.816573858 18.77 1 1573.894992 3 525.3024902 -1.317957606 -0.000691442 33.7695688IMSIVDPNR 8 4501891 1xTMT6plex [N-Term] 1.155 1.179 3.049948215 34.42 0 1273.713573 2 637.3606567 0.364137254 0.000231903 65.52208235ILAGDKNYITMDELR 5 4501891 2xTMT6plex [N-Term; K6] 0.01 0.01 0.609 2.540530443 7.39 1 2210.22551 3 737.4121704 -1.607138962 -0.001184047 63.08025524VPENTMHAMQQK 2 4501891 2xTMT6plex [N-Term; K12]; 2xOxidation [M6; M9] 0.84 2.379861593 12.28 0 1903.977024 3 624.6676636 0.664081816 0.000414384 47.95685695TIPWLENR 4 4501891 1xTMT6plex [N-Term] 0.669 0.915 2.966814518 17.42 0 1257.715288 2 629.3609009 -0.606251824 -0.000381246 70.11456491CQLEINFNTLQTK 2 4501891 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C1] 1.278594732 6.91 0 2067.130882 2 1034.06897 -0.10594727 -0.000109503 72.41597984LDHLAEK 8 4501891 2xTMT6plex [N-Term; K7] 0.738 0.644 2.917098284 35.57 0 1283.772358 2 642.3897705 -0.072633107 -4.66E-05 48.30325885031839 KRT6A keratin, type II cytoskeletal 6C 3853 NP_005545.1 60.63829787 1 4 41 1216 564 60.008 8 0.51 0.55 0.52 0.52 Significant 0.00052 TAAENEFVTLK 11 5031839 2xTMT6plex [N-Term; K11] 0.643 0.824 0.939 5.086859226 59.78 0 1680.957258 2 840.9821167 -0.178988229 -0.000150436 68.33065447QNLEPLFEQYINNLR 23 5031839 1xTMT6plex [N-Term] 0.683 0.724 0.849 3.930259228 42.93 0 2120.133769 3 707.3828125 0.054279594 3.84E-05 97.60946724ISIGGGSCAISGGYGSR 65 5031839 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.559 0.576 0.508 5.743015766 92.64 0 1827.922062 2 914.4562378 -9.225390081 -0.008431647 48.67605713QCANLQAAIADAEQR 10 5031839 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.653 0.443 5.274423599 79.59 0 1887.954425 2 944.480957 0.11253582 0.000106231 69.19360706NLDLDSIIAEVK 45 5031839 2xTMT6plex [N-Term; K12] 0.705 0.96 0.55 4.597734928 71.71 0 1788.051886 2 894.5292969 -0.318284947 -0.000284555 97.09807644ADTLTDEINFLR 46 5031839 1xTMT6plex [N-Term] 0.993 0.873 0.62 4.62463522 49.13 0 1636.874367 2 818.9413452 0.639651832 0.000523515 81.36577885KQCANLQAAIADAEQR 10 5031839 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.452 0.459 0.573 5.826293468 34.6 1 2245.21232 3 749.0750732 -0.736439678 -0.000551154 60.32043363ALYDAELSQMQTHISDTSVVLSMDNNR 12 5031839 1xTMT6plex [N-Term]; 1xOxidation [M] 0.01 0.608 5.389070034 42.91 0 3283.577221 3 1089.863525 -1.922962464 -0.002094479 88.89941277ALYDAELSQMQTHISDTSVVLSMDNNR 22 5031839 1xTMT6plex [N-Term] 100 0.357 6.996612549 55.4 0 3267.582306 3 1089.863525 -1.922962464 -0.002094479 88.89941277LALDVEIATYR 151 5031839 1xTMT6plex [N-Term] 0.753 0.754 0.751 4.44096899 56.01 0 1492.85726 2 746.9325562 0.385451914 0.000287712 110.5595349AIGGGLSSVGGGSSTIK 68 5031839 2xTMT6plex [N-Term; K17] 0.348 0.529 0.509 5.736055374 121.69 0 1906.100962 2 953.5540161 -0.108081073 -0.000103007 47.03564509GSGGLGGACGGAGFGSR 78 5031839 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.559 0.55 0.585 6.163519859 124.59 0 1653.796468 2 827.4003906 -1.791810575 -0.001481645 35.93234501WTLLQEQGTK 38 5031839 2xTMT6plex [N-Term; K10] 0.646 0.541 0.642 4.431287766 67.05 0 1661.962677 2 831.4860229 1.258667518 0.001045929 58.76221027AEAESWYQTK 55 5031839 2xTMT6plex [N-Term; K10] 0.495 0.506 0.465 4.686650276 61.21 0 1670.879007 2 835.9353027 -9.383385141 -0.007839251 47.77075624GMQDLVEDFK 38 5031839 2xTMT6plex [N-Term; K10] 0.507 0.611 0.517 3.552022934 60.89 0 1639.876565 2 820.4421387 0.265985721 0.000218092 90.125009NKLEGLEDALQK 23 5031839 3xTMT6plex [N-Term; K2; K12] 0.557 0.564 0.429 4.601424217 31.03 1 2045.220966 3 682.4105835 -1.842833503 -0.001256334 67.44463759TAAENEFVTLKK 13 5031839 3xTMT6plex [N-Term; K11; K12] 0.817 0.842 0.639 4.115298748 28.47 1 2038.215153 3 680.0773926 1.212764203 0.000823958 39.63700693SGFSSVSVSR 21 5031839 1xTMT6plex [N-Term] 0.792 0.656 0.687 3.524495363 48.9 0 1241.668731 2 621.3381348 0.21068522 0.000130801 43.83221283SLYGLGGSK 18 5031839 2xTMT6plex [N-Term; K9] 0.459 0.464 0.37 3.995541811 55.67 0 1339.798572 2 670.4026489 -0.411351713 -0.000275564 45.49490491YEELQVTAGR 69 5031839 1xTMT6plex [N-Term] 0.595 0.586 0.605 3.652048111 59.59 0 1394.74771 2 697.8771973 -0.424398438 -0.000295964 40.86582826LEGLEDALQK 14 5031839 2xTMT6plex [N-Term; K10] 1.078 1.133 0.832 3.599620104 50.22 0 1573.920144 2 787.4643555 0.819874823 0.000645209 80.44883768KDVDAAYMNK 8 5031839 3xTMT6plex [N-Term; K1; K10] 0.673 0.672 0.658 4.060960293 58.88 1 1842.039831 2 921.5233154 -0.258773245 -0.000238335 40.85936967ALYDAELSQMQTHISDTSVVLSMDNNR 3 5031839 1xTMT6plex [N-Term]; 2xOxidation [M10; M23] 2.384183168 10.46 0 3299.572136 3 1089.863525 -1.922962464 -0.002094479 88.89941277EYQELMNVK 41 5031839 2xTMT6plex [N-Term; K9] 0.687 0.716 0.615 4.131864071 49.21 0 1611.88165 2 806.4436646 -0.991051941 -0.000798729 52.61948067NTKQEIAEINR 10 5031839 2xTMT6plex [N-Term; K3] 0.169 0.126 0.124 3.367176533 31.79 1 1774.022317 2 887.5140991 -0.786820886 -0.000697919 32.68673791DVDAAYMNK 31 5031839 2xTMT6plex [N-Term; K9] 0.741 0.76 0.707 4.151451111 53.84 0 1484.781936 2 742.8936768 -1.252072328 -0.000929527 41.62478759AQYEEIAQR 12 5031839 1xTMT6plex [N-Term] 0.495 0.423 0.431 3.645548105 42.75 0 1336.705845 2 668.8570557 0.740363431 0.000494824 43.93391917GMQDLVEDFK 11 5031839 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.539 0.474 0.612 2.773050308 46.42 0 1655.87148 2 820.4421387 0.265985721 0.000218092 90.125009LLKEYQELMNVK 8 5031839 3xTMT6plex [N-Term; K3; K12] 0.155 0.01 0.127 4.227711678 15.41 1 2195.307673 3 732.4400024 -1.010649126 -0.000739562 76.7615935YTTTSSSSR 4 5031839 1xTMT6plex [N-Term] 2.833668947 22.41 0 1218.616361 2 609.8117676 -0.084377457 -5.14E-05 17.0386438QLDSIVGER 24 5031839 1xTMT6plex [N-Term] 0.883 0.805 0.856 3.483621359 48.9 0 1245.700031 2 623.3537598 0.169769001 0.000105741 54.97838979EYQELMNVK 24 5031839 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.61 0.666 0.646 2.821333647 41.8 0 1627.876565 2 806.4436646 -0.991051941 -0.000798729 52.61948067DVDAAYMNK 24 5031839 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 0.68 0.723 0.752 3.092167854 44.75 0 1500.776851 2 742.8936768 -1.252072328 -0.000929527 41.62478759KDVDAAYMNK 11 5031839 3xTMT6plex [N-Term; K1; K10]; 1xOxidation [M8] 0.53 0.54 0.663 3.171750546 30.81 1 1858.034746 2 921.5233154 -0.258773245 -0.000238335 40.85936967LLEGEECR 29 5031839 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.83 0.873 0.841 3.377986431 36.73 0 1234.629903 2 617.817688 -1.461112705 -0.000901967 39.11707538QNLEPLFEQYINNLRR 7 5031839 1xTMT6plex [N-Term] 0.01 2.52909255 26.92 1 2276.23488 3 759.4154663 -1.333102416 -0.001011485 89.70715979KDVDAAYMNKVELQAK 2 5031839 4xTMT6plex [N-Term; K1; K10; K16] 0.553 3.064446211 10.06 2 2739.588488 4 685.6531982 0.903500201 0.000618805 62.72366777NKYEDEINK 12 5031839 3xTMT6plex [N-Term; K2; K9] 0.918 0.83 0.912 3.587960243 28.5 1 1840.041939 2 920.526123 1.646768851 0.001515062 36.94344344FASFIDK 41 5031839 2xTMT6plex [N-Term; K7] 0.677 0.84 0.69 3.288649321 38.52 0 1285.755645 2 643.3812866 -0.27093625 -0.000174179 75.39418814QEIAEINR 10 5031839 1xTMT6plex [N-Term] 0.62 0.622 0.615 3.046356916 39.66 0 1201.673817 2 601.3400269 -0.865142477 -0.00051981 40.54304946KLLEGEECR 24 5031839 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.579 0.555 0.552 3.393291712 31.56 1 1591.887798 2 796.4476318 0.118602501 9.44E-05 39.43144923SEIDHVKK 11 5031839 3xTMT6plex [N-Term; K7; K8] 0.591 0.384 0.403 3.117077827 10.66 1 1643.009517 4 411.5080872 0.609620822 0.000250403 32.42606733SEIDHVK 8 5031839 2xTMT6plex [N-Term; K7] 0.548 0.685 0.498 2.960561991 34.59 0 1285.751622 2 643.3790283 -0.654993827 -0.00042108 31.18781299FLEQQNK 19 5031839 2xTMT6plex [N-Term; K7] 0.833 0.763 0.782 2.620012999 32.3 0 1364.793821 2 682.9000854 -0.679261254 -0.000463526 39.10866059YEDEINKR 6 5031839 2xTMT6plex [N-Term; K7] 1.059 1.134 1.172 3.56978035 27.49 1 1524.842228 3 508.9517822 -0.940779502 -0.00047818 33.28155655YEDEINK 4 5031839 2xTMT6plex [N-Term; K7] 1.202 0.999 3.350680113 32.52 0 1368.741117 2 684.8745117 0.46013632 0.000314904 42.23766616GEMALKDAK 2 5031839 3xTMT6plex [N-Term; K6; K9] 0.295 0.417 2.261339903 1 1649.986339 3 550.6671753 0.384099487 0.000211253 42.54348205568815719 CLTC clathrin heavy chain 1 isoform 2 1213 NP_001275582.1 42.94222752 1 55 55 310 1679 191.936 5.69 0.95 1.09 1.14 1.06 Significant 0.0029 GQCDLELINVCNENSLFK 9 568815719 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C3; C11] 0.893 0.787 0.993 2.958172083 35.76 0 2611.326029 3 871.1134644 -0.072527747 -6.31E-05 83.14032048VSQPIEGHAASFAQFK 6 568815719 2xTMT6plex [N-Term; K16] 1.146 100 100 4.85609293 49.53 0 2175.196259 3 725.7369385 0.00148478 1.08E-06 65.91981799AFMTADLPNELIELLEK 12 568815719 2xTMT6plex [N-Term; K17] 1.906 1.723 3.479284286 36.09 0 2405.340205 2 1203.173462 -0.232076059 -0.000279111 112.3106787AHTMTDDVTFWK 4 568815719 2xTMT6plex [N-Term; K12] 1.489 1.635 3.430215359 33.5 0 1909.98824 3 637.3339844 -0.439942499 -0.000280095 69.20000231ALEHFTDLYDIK 10 568815719 2xTMT6plex [N-Term; K12] 0.867 0.851 0.715 4.171984196 57.32 0 1923.062785 2 962.0350952 0.066841129 6.43E-05 80.68549436LAELEEFINGPNNAHIQQVGDR 2 568815719 1xTMT6plex [N-Term] 2.747021437 26.4 0 2693.384457 3 898.4654541 -0.983211032 -0.000882722 86.49787056IHEGCEEPATHNALAK 4 568815719 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 1.065 6.930800915 59.23 0 2235.159222 3 745.7238159 -1.041203719 -0.000775752 37.41793627SVDPTLALSVYLR 8 568815719 1xTMT6plex [N-Term] 1.009 100 3.38739562 32.27 0 1662.962788 2 831.9859619 1.118081618 0.000929664 88.93278891RPISADSAIMNPASK 8 568815719 2xTMT6plex [N-Term; K15] 1.066 1.068 1.027 5.07395792 47.08 0 2016.131216 3 672.7142944 -1.431379662 -0.00096195 41.7803951KVSQPIEGHAASFAQFK 4 568815719 3xTMT6plex [N-Term; K1; K17] 0.749 0.677 5.9925704 39.36 1 2532.454154 4 633.8692627 0.421326976 0.000266748 54.83280953AVDVFFPPEAQNDFPVAMQISEK 5 568815719 2xTMT6plex [N-Term; K23] 1.261 2.112 3.38254714 39.99 0 3037.574515 3 1013.194946 -1.392417796 -0.001409858 101.5731129KFDVNTSAVQVLIEHIGNLDR 4 568815719 2xTMT6plex [N-Term; K1] 100 1.115 3.317946911 11.83 1 2826.587798 4 707.4022827 -0.175674934 -0.00012414 93.4295086FQSVPAQPGQTSPLLQYFGILLDQGQLNK 2 568815719 2xTMT6plex [N-Term; K29] 1.304 4.821471691 63.55 0 3646.004488 3 1216.006226 -0.100038875 -0.000121581 118.5890228SVNESLNNLFITEEDYQALR 2 568815719 1xTMT6plex [N-Term] 100 3.749982357 39.4 0 2584.309227 3 862.1069946 -1.081903532 -0.000931991 87.02016561HSSLAGCQIINYR 12 568815719 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.215 1.288 1.208 5.832695961 63.63 0 1747.911104 3 583.3078613 -1.185990306 -0.000691002 40.60737937RPISADSAIMNPASK 4 568815719 2xTMT6plex [N-Term; K15]; 1xOxidation [M10] 0.996 1.205 4.798737526 22.28 0 2032.126131 3 672.7142944 -1.431379662 -0.00096195 41.7803951DAMQYASESK 6 568815719 2xTMT6plex [N-Term; K10] 1.274 1.334 1.193 4.064490795 62.22 0 1587.808879 2 794.4083862 0.388548613 0.00030847 48.71930367LHIIEVGTPPTGNQPFPK 6 568815719 2xTMT6plex [N-Term; K18] 1.207 0.961 2.583208799 24.39 0 2403.380037 3 801.7971802 -1.268876586 -0.001016531 73.6261309AFMTADLPNELIELLEK 2 568815719 2xTMT6plex [N-Term; K17]; 1xOxidation [M3] 0.753 2.917035341 35.63 0 2421.33512 2 1203.173462 -0.232076059 -0.000279111 112.3106787GQFSTDELVAEVEKR 4 568815719 2xTMT6plex [N-Term; K14] 0.447 3.873944283 26.01 1 2166.180668 3 722.7320557 0.436418901 0.000315121 75.7750118KFNALFAQGNYSEAAK 4 568815719 3xTMT6plex [N-Term; K1; K16] 0.776 3.65437746 14.81 1 2446.369756 3 816.126709 -1.709433689 -0.001393969 71.38872209GQFSTDELVAEVEK 6 568815719 2xTMT6plex [N-Term; K14] 100 100 2.731832743 55.39 0 2010.079557 2 1005.543457 0.039810613 4.00E-05 77.08323799IYIDSNNNPER 4 568815719 1xTMT6plex [N-Term] 1.044 1.012 4.031416893 43.11 0 1563.796451 2 782.4006958 -1.493716421 -0.001167934 41.00881092LECSEELGDLVK 4 568815719 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.791 2.00481534 16.59 0 1849.998136 2 925.5022583 -0.48454559 -0.000448204 80.29787862RDPHLACVAYER 6 568815719 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.665 0.82 1.208 4.855773926 24.73 1 1715.884889 3 572.633606 0.801686117 0.000458534 32.18612165AHIAQLCEK 4 568815719 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.676 3.894343615 53.56 0 1527.871754 3 509.9631042 1.966895541 0.001001721 37.76019766VVGAMQLYSVDR 10 568815719 1xTMT6plex [N-Term] 100 100 2.352637529 37.57 0 1566.851129 2 783.9286499 -0.705769228 -0.000552918 63.16095384IVLDNSVFSEHR 6 568815719 1xTMT6plex [N-Term] 1.179 0.99 1.053 3.601362705 38.9 0 1644.890686 3 548.9680176 -0.721078692 -0.000395365 51.1673052NNLAGAEELFAR 9 568815719 1xTMT6plex [N-Term] 3.183 3.353827238 48.17 0 1533.822272 2 767.4089355 -7.613161228 -0.005838618 61.78839158FDFVHDLVLYLYR 6 568815719 1xTMT6plex [N-Term] 100 2.544 1.966 3.11808157 14.37 0 1929.047186 3 643.6889648 2.672356222 0.001718367 110.5445132EVCFACVDGK 7 568815719 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C3; C6] 0.55 0.965 0.91 2.465162039 22.49 0 1642.83332 2 821.9204712 0.210363893 0.000172796 52.45193864LASTLVHLGEYQAAVDGAR 4 568815719 1xTMT6plex [N-Term] 100 0.34 2.969526052 20.08 0 2200.192347 3 734.0687256 -0.328654078 -0.000241034 74.19849156FQEHLQLQNLGINPANIGFSTLTMESDK 2 568815719 2xTMT6plex [N-Term; K28] 100 2.153808355 2.61 0 3603.888138 3 1201.96521 -1.959333064 -0.002353739 90.28685337TLQIFNIEMK 6 568815719 2xTMT6plex [N-Term; K10] 100 100 100 2.093868971 31.28 0 1694.991535 2 847.9981079 -1.531293599 -0.001297765 79.06245256HNIMDFAMPYFIQVMK 2 568815719 2xTMT6plex [N-Term; K16] 1.98149693 6.27 0 2443.274057 3 815.0959473 -0.314538241 -0.000256168 107.7099912LLYNNVSNFGR 6 568815719 1xTMT6plex [N-Term] 0.946 0.914 100 2.961693764 32.68 0 1525.832443 2 763.418457 -1.838385016 -0.001402534 56.58475653ADDPSSYMEVVQAANTSGNWEELVK 5 568815719 2xTMT6plex [N-Term; K25] 1.198 1.700500607 3.99 0 3198.566529 3 1066.859253 -1.039072005 -0.001107847 100.4514911EAIDSYIK 12 568815719 2xTMT6plex [N-Term; K8] 1.009 0.943 0.859 3.916736603 45.04 0 1396.808803 2 698.9078979 -0.202870688 -0.000141686 56.96686735



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms ENPYYDSR 4 568815719 1xTMT6plex [N-Term] 0.929 0.883 3.271442652 46.5 0 1272.605797 2 636.8059692 -0.891747814 -0.000567422 29.27803637ESNCYDPER 2 568815719 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.794 2.728656292 38.14 0 1398.61571 2 699.8101807 -1.876842836 -0.001312491 31.47494867VIQCFAETGQVQK 6 568815719 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 100 0.798 0.655 1.835151911 19.75 0 1966.083203 2 983.5444336 -0.820342953 -0.000806431 55.14069714ISGETIFVTAPHEATAGIIGVNR 4 568815719 1xTMT6plex [N-Term] 100 2.748379707 12.29 0 2582.413967 3 861.4755859 -0.682287009 -0.000587316 67.55849162EHLELFWSR 10 568815719 1xTMT6plex [N-Term] 1.192 0.927 0.744 2.980496407 27.52 0 1445.773865 3 482.5970459 1.880913315 0.000906458 64.40635868YIEIYVQK 6 568815719 2xTMT6plex [N-Term; K8] 100 100 2.439537048 25.1 0 1513.903037 2 757.4550171 -0.184833708 -0.00013991 69.90465821AMLSANIR 4 568815719 1xTMT6plex [N-Term] 1.272 1.248 2.880108118 53.11 0 1104.63968 2 552.8227539 -1.311493264 -0.000724364 46.57086312LEKHELIEFR 3 568815719 2xTMT6plex [N-Term; K3] 0.498 0.691 3.251455784 9.88 1 1772.047076 3 591.3545532 1.145961638 0.000676899 52.59503575ESYVETELIFALAK 2 568815719 2xTMT6plex [N-Term; K14] 1.744463682 4.99 0 2071.17273 2 1036.089111 -0.861112994 -0.000891757 103.6915038YHEQLSTQSLIELFESFK 2 568815719 2xTMT6plex [N-Term; K18] 1.713835478 1.49 0 2657.422689 3 886.4782104 -0.982633419 -0.000870424 106.3835731ADDPSSYMEVVQAANTSGNWEELVK 2 568815719 2xTMT6plex [N-Term; K25]; 1xOxidation [M8] 1.615242243 1.78 0 3214.561444 3 1066.859253 -1.039072005 -0.001107847 100.4514911LDASESLR 6 568815719 1xTMT6plex [N-Term] 1.413 1.373 1.501 2.710187912 42.3 0 1119.620719 2 560.3132935 -1.257779455 -0.000704118 37.25731183QLPLVKPYLR 3 568815719 2xTMT6plex [N-Term; K6] 0.64 2.72202158 12.58 0 1685.087818 3 562.3674316 -0.04553954 -2.56E-05 70.59545036LLLPWLEAR 6 568815719 1xTMT6plex [N-Term] 1.107 0.513 0.948 2.581824303 30.28 0 1339.829923 2 670.4174194 -1.762315329 -0.001180601 94.02413426IAAYLFK 10 568815719 2xTMT6plex [N-Term; K7] 1.252 1.151 0.781 3.339648485 33.53 0 1283.812766 2 642.4088135 -1.881603719 -0.001207813 88.30512667QSVELCK 4 568815719 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.095 1.105 3.134954214 30.74 0 1321.754993 2 661.3813477 0.321831582 0.000212691 38.3904183NLILVVR 8 568815719 1xTMT6plex [N-Term] 0.372 100 100 1.9125067 33.06 0 1055.713831 2 528.3609619 0.772972846 0.000408019 59.49247125AYEFAER 4 568815719 1xTMT6plex [N-Term] 0.937 0.802 2.853046894 31.76 0 1114.57304 2 557.7900391 -0.214086463 -0.000119308 43.12361587VMEYINR 3 568815719 1xTMT6plex [N-Term] 1.171 1.184 2.276413679 31.73 0 1153.623695 2 577.3154297 -0.097722507 -5.64E-05 59.35714191NLQNLLILTAIK 2 568815719 2xTMT6plex [N-Term; K12] 1.825882554 6.27 0 1812.172276 2 906.5881958 -1.744435934 -0.001580609 103.9639666AMLSANIR 2 568815719 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.127 0.979 1.783747554 16.55 0 1120.634595 2 552.8227539 -1.311493264 -0.000724364 46.57086312119703753 KRT6B keratin, type II cytoskeletal 6B 3854 NP_005546.2 59.04255319 1 3 40 1009 564 60.03 8 0.21 0.19 0.19 0.2 Significant 0.0011 TAAENEFVTLK 11 119703753 2xTMT6plex [N-Term; K11] 0.643 0.824 0.939 5.086859226 59.78 0 1680.957258 2 840.9821167 -0.178988229 -0.000150436 68.33065447QNLEPLFEQYINNLR 23 119703753 1xTMT6plex [N-Term] 0.683 0.724 0.849 3.930259228 42.93 0 2120.133769 3 707.3828125 0.054279594 3.84E-05 97.60946724ISIGGGSCAISGGYGSR 65 119703753 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.559 0.576 0.508 5.743015766 92.64 0 1827.922062 2 914.4562378 -9.225390081 -0.008431647 48.67605713QCANLQAAIADAEQR 10 119703753 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.653 0.443 5.274423599 79.59 0 1887.954425 2 944.480957 0.11253582 0.000106231 69.19360706ATGGGLSSVGGGSSTIK 8 119703753 2xTMT6plex [N-Term; K17] 0.171 0.17 0.181 5.424235344 97.86 0 1894.064576 2 947.5355835 -0.362040355 -0.000342864 47.55115455NLDLDSIIAEVK 45 119703753 2xTMT6plex [N-Term; K12] 0.705 0.96 0.55 4.597734928 71.71 0 1788.051886 2 894.5292969 -0.318284947 -0.000284555 97.09807644ADTLTDEINFLR 46 119703753 1xTMT6plex [N-Term] 0.993 0.873 0.62 4.62463522 49.13 0 1636.874367 2 818.9413452 0.639651832 0.000523515 81.36577885KQCANLQAAIADAEQR 10 119703753 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.452 0.459 0.573 5.826293468 34.6 1 2245.21232 3 749.0750732 -0.736439678 -0.000551154 60.32043363ALYDAELSQMQTHISDTSVVLSMDNNR 12 119703753 1xTMT6plex [N-Term]; 1xOxidation [M] 0.01 0.608 5.389070034 42.91 0 3283.577221 3 1089.863525 -1.922962464 -0.002094479 88.89941277ALYDAELSQMQTHISDTSVVLSMDNNR 22 119703753 1xTMT6plex [N-Term] 100 0.357 6.996612549 55.4 0 3267.582306 3 1089.863525 -1.922962464 -0.002094479 88.89941277LALDVEIATYR 151 119703753 1xTMT6plex [N-Term] 0.753 0.754 0.751 4.44096899 56.01 0 1492.85726 2 746.9325562 0.385451914 0.000287712 110.5595349GSGGLGGACGGAGFGSR 78 119703753 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.559 0.55 0.585 6.163519859 124.59 0 1653.796468 2 827.4003906 -1.791810575 -0.001481645 35.93234501WTLLQEQGTK 38 119703753 2xTMT6plex [N-Term; K10] 0.646 0.541 0.642 4.431287766 67.05 0 1661.962677 2 831.4860229 1.258667518 0.001045929 58.76221027AEAESWYQTK 55 119703753 2xTMT6plex [N-Term; K10] 0.495 0.506 0.465 4.686650276 61.21 0 1670.879007 2 835.9353027 -9.383385141 -0.007839251 47.77075624NKLEGLEDALQK 23 119703753 3xTMT6plex [N-Term; K2; K12] 0.557 0.564 0.429 4.601424217 31.03 1 2045.220966 3 682.4105835 -1.842833503 -0.001256334 67.44463759TAAENEFVTLKK 13 119703753 3xTMT6plex [N-Term; K11; K12] 0.817 0.842 0.639 4.115298748 28.47 1 2038.215153 3 680.0773926 1.212764203 0.000823958 39.63700693SLYGLGGSK 18 119703753 2xTMT6plex [N-Term; K9] 0.459 0.464 0.37 3.995541811 55.67 0 1339.798572 2 670.4026489 -0.411351713 -0.000275564 45.49490491LEGLEDALQK 14 119703753 2xTMT6plex [N-Term; K10] 1.078 1.133 0.832 3.599620104 50.22 0 1573.920144 2 787.4643555 0.819874823 0.000645209 80.44883768SGFSSISVSR 6 119703753 1xTMT6plex [N-Term] 0.217 0.25 3.528537512 46.38 0 1255.684381 2 628.3452759 -0.880979491 -0.000553116 48.36295836KDVDAAYMNK 8 119703753 3xTMT6plex [N-Term; K1; K10] 0.673 0.672 0.658 4.060960293 58.88 1 1842.039831 2 921.5233154 -0.258773245 -0.000238335 40.85936967ALYDAELSQMQTHISDTSVVLSMDNNR 3 119703753 1xTMT6plex [N-Term]; 2xOxidation [M10; M23] 2.384183168 10.46 0 3299.572136 3 1089.863525 -1.922962464 -0.002094479 88.89941277EYQELMNVK 41 119703753 2xTMT6plex [N-Term; K9] 0.687 0.716 0.615 4.131864071 49.21 0 1611.88165 2 806.4436646 -0.991051941 -0.000798729 52.61948067NTKQEIAEINR 10 119703753 2xTMT6plex [N-Term; K3] 0.169 0.126 0.124 3.367176533 31.79 1 1774.022317 2 887.5140991 -0.786820886 -0.000697919 32.68673791DVDAAYMNK 31 119703753 2xTMT6plex [N-Term; K9] 0.741 0.76 0.707 4.151451111 53.84 0 1484.781936 2 742.8936768 -1.252072328 -0.000929527 41.62478759AQYEEIAQR 12 119703753 1xTMT6plex [N-Term] 0.495 0.423 0.431 3.645548105 42.75 0 1336.705845 2 668.8570557 0.740363431 0.000494824 43.93391917YEELQITAGR 6 119703753 1xTMT6plex [N-Term] 0.21 0.186 0.202 3.774420261 44.97 0 1408.76336 2 704.8848267 -0.697916851 -0.0004916 47.08808655LLKEYQELMNVK 8 119703753 3xTMT6plex [N-Term; K3; K12] 0.155 0.01 0.127 4.227711678 15.41 1 2195.307673 3 732.4400024 -1.010649126 -0.000739562 76.7615935YTTTSSSSR 4 119703753 1xTMT6plex [N-Term] 2.833668947 22.41 0 1218.616361 2 609.8117676 -0.084377457 -5.14E-05 17.0386438EYQELMNVK 24 119703753 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.61 0.666 0.646 2.821333647 41.8 0 1627.876565 2 806.4436646 -0.991051941 -0.000798729 52.61948067DVDAAYMNK 24 119703753 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 0.68 0.723 0.752 3.092167854 44.75 0 1500.776851 2 742.8936768 -1.252072328 -0.000929527 41.62478759NMQDLVEDLK 4 119703753 2xTMT6plex [N-Term; K10] 0.01 0.01 2.339784384 25.87 0 1662.913678 2 831.9593506 -1.355294718 -0.001126869 74.2662738KDVDAAYMNK 11 119703753 3xTMT6plex [N-Term; K1; K10]; 1xOxidation [M8] 0.53 0.54 0.663 3.171750546 30.81 1 1858.034746 2 921.5233154 -0.258773245 -0.000238335 40.85936967LLEGEECR 29 119703753 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.83 0.873 0.841 3.377986431 36.73 0 1234.629903 2 617.817688 -1.461112705 -0.000901967 39.11707538QNLEPLFEQYINNLRR 7 119703753 1xTMT6plex [N-Term] 0.01 2.52909255 26.92 1 2276.23488 3 759.4154663 -1.333102416 -0.001011485 89.70715979KDVDAAYMNKVELQAK 2 119703753 4xTMT6plex [N-Term; K1; K10; K16] 0.553 3.064446211 10.06 2 2739.588488 4 685.6531982 0.903500201 0.000618805 62.72366777NKYEDEINK 12 119703753 3xTMT6plex [N-Term; K2; K9] 0.918 0.83 0.912 3.587960243 28.5 1 1840.041939 2 920.526123 1.646768851 0.001515062 36.94344344FASFIDK 41 119703753 2xTMT6plex [N-Term; K7] 0.677 0.84 0.69 3.288649321 38.52 0 1285.755645 2 643.3812866 -0.27093625 -0.000174179 75.39418814QEIAEINR 10 119703753 1xTMT6plex [N-Term] 0.62 0.622 0.615 3.046356916 39.66 0 1201.673817 2 601.3400269 -0.865142477 -0.00051981 40.54304946KLLEGEECR 24 119703753 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.579 0.555 0.552 3.393291712 31.56 1 1591.887798 2 796.4476318 0.118602501 9.44E-05 39.43144923SEIDHVKK 11 119703753 3xTMT6plex [N-Term; K7; K8] 0.591 0.384 0.403 3.117077827 10.66 1 1643.009517 4 411.5080872 0.609620822 0.000250403 32.42606733SEIDHVK 8 119703753 2xTMT6plex [N-Term; K7] 0.548 0.685 0.498 2.960561991 34.59 0 1285.751622 2 643.3790283 -0.654993827 -0.00042108 31.18781299FLEQQNK 19 119703753 2xTMT6plex [N-Term; K7] 0.833 0.763 0.782 2.620012999 32.3 0 1364.793821 2 682.9000854 -0.679261254 -0.000463526 39.10866059YEDEINKR 6 119703753 2xTMT6plex [N-Term; K7] 1.059 1.134 1.172 3.56978035 27.49 1 1524.842228 3 508.9517822 -0.940779502 -0.00047818 33.28155655YEDEINK 4 119703753 2xTMT6plex [N-Term; K7] 1.202 0.999 3.350680113 32.52 0 1368.741117 2 684.8745117 0.46013632 0.000314904 42.23766616GEMALKDAK 2 119703753 3xTMT6plex [N-Term; K6; K9] 0.295 0.417 2.261339903 1 1649.986339 3 550.6671753 0.384099487 0.000211253 42.54348205119395754 KRT5 keratin, type II cytoskeletal 5 3852 NP_000415.2 58.13559322 1 26 41 1208 590 62.34 7.74 0.78 0.81 0.8 0.8 Significant 0.00012 TEAESWYQTK 27 119395754 2xTMT6plex [N-Term; K10] 0.938 1.3 0.89 4.612578392 66.51 0 1700.889572 2 850.942749 -6.673321603 -0.005675292 44.16413663QCANLQNAIADAEQR 20 119395754 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.047 1.066 1.371 3.990529299 49.87 0 1930.960239 2 965.9850464 1.334850602 0.001288772 58.51220839QNLEPLFEQYINNLR 23 119395754 1xTMT6plex [N-Term] 0.683 0.724 0.849 3.930259228 42.93 0 2120.133769 3 707.3828125 0.054279594 3.84E-05 97.60946724MFFDAELSQMQTHVSDTSVVLSMDNNR 48 119395754 1xTMT6plex [N-Term] 3.183 1.492 4.69660759 40.7 0 3331.559462 3 1116.522827 -0.134206838 -0.000149755 91.90781316MFFDAELSQMQTHVSDTSVVLSMDNNR 4 119395754 1xTMT6plex [N-Term]; 2xOxidation [M] 0.681 3.533763647 33.13 0 3363.549292 3 1116.522827 -0.134206838 -0.000149755 91.90781316MFFDAELSQMQTHVSDTSVVLSMDNNR 13 119395754 1xTMT6plex [N-Term]; 1xOxidation [M] 0.562 6.148090839 43.73 0 3347.554377 3 1116.522827 -0.134206838 -0.000149755 91.90781316NLDLDSIIAEVK 45 119395754 2xTMT6plex [N-Term; K12] 0.705 0.96 0.55 4.597734928 71.71 0 1788.051886 2 894.5292969 -0.318284947 -0.000284555 97.09807644LALDVEIATYR 151 119395754 1xTMT6plex [N-Term] 0.753 0.754 0.751 4.44096899 56.01 0 1492.85726 2 746.9325562 0.385451914 0.000287712 110.5595349SGGGGGGGFGR 4 119395754 1xTMT6plex [N-Term] 1.462 2.61 3.260510206 69.42 0 1094.554036 2 547.7811279 0.861756792 0.00047162 20.64774743ISISTSGGSFR 106 119395754 1xTMT6plex [N-Term] 0.785 0.837 0.852 4.332402229 61.01 0 1340.737145 2 670.8684082 -5.672546462 -0.003802697 45.97770092VSLAGACGVGGYGSR 72 119395754 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.816 0.858 0.838 5.349248409 70.06 0 1639.842355 2 820.425354 0.656092221 0.000537944 45.63866007KQCANLQNAIADAEQR 12 119395754 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.717 0.682 5.892766953 48.74 1 2288.218134 2 1144.613281 0.503583982 0.000576155 54.76146205SFSTASAITPSVSR 45 119395754 1xTMT6plex [N-Term] 0.836 0.807 0.84 5.209585667 73.09 0 1639.885266 2 820.4468994 0.766150018 0.000628199 52.46069158GLGVGFGSGGGSSSSVK 66 119395754 2xTMT6plex [N-Term; K17] 0.81 0.808 0.819 5.626618862 118.67 0 1898.038361 2 949.5222168 -0.634553165 -0.000602203 58.69295824LAELEEALQK 33 119395754 2xTMT6plex [N-Term; K10] 1.1 1.039 1.006 3.848426104 51.36 0 1601.951444 2 801.4783325 -1.283185545 -0.0010278 86.0671235WTLLQEQGTK 38 119395754 2xTMT6plex [N-Term; K10] 0.646 0.541 0.642 4.431287766 67.05 0 1661.962677 2 831.4860229 1.258667518 0.001045929 58.76221027VDALMDEINFMK 21 119395754 2xTMT6plex [N-Term; K12] 1.247 1.022 1.547 3.121954203 39.26 0 1884.001113 2 942.5032959 -0.954279227 -0.000898932 103.3961699DVDAAYMNKVELEAK 10 119395754 3xTMT6plex [N-Term; K9; K15] 0.447 0.01 3.869705677 22.52 1 2383.314608 3 795.1090088 -0.895963464 -0.000711788 73.73636773SLYNLGGSK 22 119395754 2xTMT6plex [N-Term; K9] 0.7 0.612 0.673 4.326107979 62.88 0 1396.820036 2 698.9089355 -6.759336211 -0.004720788 48.18772199KDVDAAYMNK 8 119395754 3xTMT6plex [N-Term; K1; K10] 0.673 0.672 0.658 4.060960293 58.88 1 1842.039831 2 921.5233154 -0.258773245 -0.000238335 40.85936967NMQDLVEDFK 18 119395754 2xTMT6plex [N-Term; K10] 1.322 1.049 1.014 4.042321682 41.96 0 1696.898028 2 848.9515991 -1.24144632 -0.001053304 84.18821364TTAENEFVMLK 9 119395754 2xTMT6plex [N-Term; K11] 2.407 1.089 0.767 3.58686161 31.15 0 1740.960628 2 870.9838867 -0.075620607 -6.58E-05 65.02124409YEELQQTAGR 27 119395754 1xTMT6plex [N-Term] 0.947 1.113 0.87 3.611407518 48.2 0 1423.737873 2 712.3717651 -1.137678917 -0.000809878 37.85580375FVSTTSSSR 18 119395754 1xTMT6plex [N-Term] 0.673 0.932 0.882 3.37026906 48.55 0 1200.642182 2 600.8253784 1.081084737 0.000648998 33.51292516EYQELMNTK 28 119395754 2xTMT6plex [N-Term; K9] 0.935 1.255 0.951 4.530275822 44.13 0 1613.860914 2 807.4336548 -0.546224076 -0.000440765 48.14980384TTAENEFVMLKK 7 119395754 3xTMT6plex [N-Term; K11; K12] 1.85 3.496758938 19.99 1 2098.218523 3 700.0782471 0.793306759 0.000554844 61.00889692DVDAAYMNK 31 119395754 2xTMT6plex [N-Term; K9] 0.741 0.76 0.707 4.151451111 53.84 0 1484.781936 2 742.8936768 -1.252072328 -0.000929527 41.62478759AQYEEIANR 14 119395754 1xTMT6plex [N-Term] 0.761 0.791 0.669 3.545786142 50.72 0 1322.690195 2 661.843811 -7.446603691 -0.004924775 40.07906626VDALMDEINFMK 21 119395754 2xTMT6plex [N-Term; K12]; 1xOxidation [M] 1.099 100 100 1.950728893 35.74 0 1899.996028 2 942.5032959 -0.954279227 -0.000898932 103.3961699QLDSIVGER 24 119395754 1xTMT6plex [N-Term] 0.883 0.805 0.856 3.483621359 48.9 0 1245.700031 2 623.3537598 0.169769001 0.000105741 54.97838979NTKHEISEMNR 3 119395754 2xTMT6plex [N-Term; K3] 0.157 0.417 3.683115005 13.55 1 1816.973987 3 606.3300781 0.932349617 0.000564685 28.50058688DVDAAYMNK 24 119395754 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 0.68 0.723 0.752 3.092167854 44.75 0 1500.776851 2 742.8936768 -1.252072328 -0.000929527 41.62478759EYQELMNTK 17 119395754 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.817 0.983 0.946 2.847823381 40.28 0 1629.855829 2 807.4336548 -0.546224076 -0.000440765 48.14980384KDVDAAYMNK 11 119395754 3xTMT6plex [N-Term; K1; K10]; 1xOxidation [M8] 0.53 0.54 0.663 3.171750546 30.81 1 1858.034746 2 921.5233154 -0.258773245 -0.000238335 40.85936967LLEGEECR 29 119395754 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.83 0.873 0.841 3.377986431 36.73 0 1234.629903 2 617.817688 -1.461112705 -0.000901967 39.11707538QNLEPLFEQYINNLRR 7 119395754 1xTMT6plex [N-Term] 0.01 2.52909255 26.92 1 2276.23488 3 759.4154663 -1.333102416 -0.001011485 89.70715979HEISEMNR 6 119395754 1xTMT6plex [N-Term] 1.29 1.38 3.080938101 30.94 0 1244.625486 2 622.8166504 0.432130995 0.000268921 27.07232436DVDAAYMNKVELEAKVDALMDEINFMK 2 119395754 4xTMT6plex [N-Term; K9; K15; K27] 0.451 3.22262454 1.68 2 4019.134948 4 1005.537048 -2.13596725 -0.002146185 106.4775329NKYEDEINK 12 119395754 3xTMT6plex [N-Term; K2; K9] 0.918 0.83 0.912 3.587960243 28.5 1 1840.041939 2 920.526123 1.646768851 0.001515062 36.94344344FASFIDK 41 119395754 2xTMT6plex [N-Term; K7] 0.677 0.84 0.69 3.288649321 38.52 0 1285.755645 2 643.3812866 -0.27093625 -0.000174179 75.39418814KLLEGEECR 24 119395754 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.579 0.555 0.552 3.393291712 31.56 1 1591.887798 2 796.4476318 0.118602501 9.44E-05 39.43144923TSFTSVSR 6 119395754 1xTMT6plex [N-Term] 0.816 0.8 0.758 3.207475901 34.91 0 1113.610154 2 557.3086548 -0.108583499 -6.05E-05 34.46596221AEIDNVK 19 119395754 2xTMT6plex [N-Term; K7] 0.896 0.895 0.858 3.386349678 46.49 0 1246.740723 2 623.8738403 -0.255952125 -0.000159553 41.61348958FLEQQNK 19 119395754 2xTMT6plex [N-Term; K7] 0.833 0.763 0.782 2.620012999 32.3 0 1364.793821 2 682.9000854 -0.679261254 -0.000463526 39.10866059YEDEINKR 6 119395754 2xTMT6plex [N-Term; K7] 1.059 1.134 1.172 3.56978035 27.49 1 1524.842228 3 508.9517822 -0.940779502 -0.00047818 33.28155655AEIDNVKK 6 119395754 3xTMT6plex [N-Term; K7; K8] 0.618 0.587 2.020307302 6.71 1 1603.998618 3 535.336853 -1.628603628 -0.000870759 44.36566315YEDEINK 4 119395754 2xTMT6plex [N-Term; K7] 1.202 0.999 3.350680113 32.52 0 1368.741117 2 684.8745117 0.46013632 0.000314904 42.23766616NMQDLVEDFK 3 119395754 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.261620879 8.85 0 1712.892943 2 848.9515991 -1.24144632 -0.001053304 84.18821364TTAENEFVMLK 4 119395754 2xTMT6plex [N-Term; K11]; 1xOxidation [M9] 100 1.47871995 6.29 0 1756.955543 2 870.9838867 -0.075620607 -6.58E-05 65.02124409153792590 HSP90AA1 heat shock protein HSP 90-alpha isoform 1 3320 NP_001017963.2 49.29742389 1 24 41 463 854 98.099 5.16 1.09 1.16 1.27 1.18 Significant 0.002 ADLINNLGTIAK 22 153792590 2xTMT6plex [N-Term; K12] 1.397 1.655 1.929 4.478831291 79.53 0 1701.031091 2 851.0209351 2.058873118 0.001751104 74.74577045HLEINPDHSIIETLR 12 153792590 1xTMT6plex [N-Term] 1.902 2.75 2.238 5.235696793 41.33 0 2016.107554 4 504.7833557 2.003128034 0.00100963 58.5764621ELHINLIPNKQDR 13 153792590 2xTMT6plex [N-Term; K10] 0.567 0.625 0.692 5.782775879 18.52 1 2048.201679 3 683.4053955 -0.022188519 -1.51E-05 48.2501972VFIMDNCEELIPEYLNFIR 8 153792590 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 100 1.841 4.278920174 27.31 0 2644.335248 3 882.1164551 -0.164720273 -0.000145192 107.7336055KHLEINPDHSIIETLR 14 153792590 2xTMT6plex [N-Term; K1] 1.396 1.275 1.34 5.359332085 44.33 1 2373.365449 3 791.7935181 0.232386976 0.000183846 53.79342934DQVANSAFVER 14 153792590 1xTMT6plex [N-Term] 1.821 1.734 1.596 4.723406792 58.39 0 1464.764422 2 732.8825073 -4.563513053 -0.003342236 38.50791032ELISNSSDALDK 22 153792590 2xTMT6plex [N-Term; K12] 1.778 1.628 1.844 4.555279732 69.22 0 1749.963465 2 875.4871216 2.000844093 0.001750702 55.03166437NPDDITNEEYGEFYK 11 153792590 2xTMT6plex [N-Term; K15] 1.668 100 1.215 4.148765564 46 0 2292.107229 3 764.7062378 -1.338711844 -0.001022824 65.34435738KHGLEVIYMIEPIDEYCVQQLK 7 153792590 3xTMT6plex [N-Term; K1; K22]; 1xCarbamidomethyl [C17] 100 1.444 1.881 4.913609028 31.78 1 3392.856517 4 848.9691772 -0.482671642 -0.000409409 91.535291LGLGIDEDDPTADDTSAAVTEEMPPLEGDDDTSR 12 153792590 1xTMT6plex [N-Term] 100 100 5.32486248 56.28 0 3776.701748 3 1259.572021 -0.062739102 -7.90E-05 83.72937565TLTIVDTGIGMTK 112 153792590 2xTMT6plex [N-Term; K13] 1.38 1.918 1.148 5.43728447 77.13 0 1808.060342 2 904.5341797 0.409441534 0.000370147 82.52676804LVTSPCCIVTSTYGWTANMER 18 153792590 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C7] 2.289 1.814 4.286273956 32.02 0 2675.282895 3 892.4314575 -1.149549983 -0.001025124 92.09872164HNDDEQYAWESSAGGSFTVR 5 153792590 1xTMT6plex [N-Term] 3.514 5.683339596 20.51 0 2485.12176 3 829.0448608 -0.696541512 -0.000576997 53.1127403GVVDSEDIPLNLSR 72 153792590 1xTMT6plex [N-Term] 1.313 1.533 1.788 4.148833275 65.84 0 1742.948594 2 871.9779053 -0.034627025 -3.02E-05 73.03318811DNSTMGYMAAK 6 153792590 2xTMT6plex [N-Term; K11] 1.914 2.007 2.266 4.966165543 76.58 0 1646.828234 2 823.9179077 0.184997853 0.00015233 43.6862046LGIHEDSQNR 6 153792590 1xTMT6plex [N-Term] 2.13 1.808 3.477885008 31.67 0 1397.733457 3 466.5824585 -0.453957595 -0.000211504 32.28137538SLTNDWEDHLAVK 31 153792590 2xTMT6plex [N-Term; K13] 1.66 2.373 1.777 3.927908897 35.62 0 1986.069661 3 662.6934814 -1.898429917 -0.001256805 59.87165218HIYYITGETK 10 153792590 2xTMT6plex [N-Term; K10] 1.876 1.827 1.588 4.277496815 54.1 0 1682.951778 2 841.9798584 0.39322985 0.000330893 43.72346902EDQTEYLEER 18 153792590 1xTMT6plex [N-Term] 1.944 2.024 1.802 4.666929245 57.19 0 1540.732847 2 770.8695679 -0.641498501 -0.000494189 32.67161311ELHINLIPNK 8 153792590 2xTMT6plex [N-Term; K10] 1.933 1.497 3.856056452 37.85 0 1649.015047 2 825.012146 1.193441012 0.000984001 64.51090772HGLEVIYMIEPIDEYCVQQLK 6 153792590 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C16] 100 2.263687611 13.8 0 3035.598622 3 1012.536255 -1.45288693 -0.001470127 93.45311333YIDQEELNK 19 153792590 2xTMT6plex [N-Term; K9] 1.275 1.351 1.4 3.791282892 54.22 0 1609.883758 2 805.4441528 -1.695362117 -0.001364668 54.42197424EKYIDQEELNK 4 153792590 3xTMT6plex [N-Term; K2; K11] 0.801 0.782 4.17748785 29.16 1 2096.184246 3 699.4006348 1.481118313 0.001034899 48.24794731DLVILLYETALLSSGFSLEDPQTHANR 2 153792590 1xTMT6plex [N-Term] 100 2.679760218 10.81 0 3231.709873 3 1077.904419 -3.456317089 -0.003723271 116.2661402VILHLKEDQTEYLEER 9 153792590 2xTMT6plex [N-Term; K6] 0.523 0.218 3.634666681 13.42 1 2473.37026 4 619.0985107 0.789675036 0.00048829 71.13611857YESLTDPSK 6 153792590 2xTMT6plex [N-Term; K9] 1.905 1.746 3.183604002 31.2 0 1497.820096 2 749.4136353 -0.067866754 -5.08E-05 42.36499642EGLELPEDEEEKKK 2 153792590 4xTMT6plex [N-Term; K12; K13; K14] 0.963 3.975937128 8.37 2 2589.479315 4 648.1246948 -0.913362432 -0.000591283 53.67155292EGLELPEDEEEK 6 153792590 2xTMT6plex [N-Term; K12] 1.024 2.617 1.255 2.718668461 30.02 0 1874.963525 2 937.986145 0.79403628 0.000744395 38.82471014EGLELPEDEEEKK 2 153792590 3xTMT6plex [N-Term; K12; K13] 1.25 3.364272594 13.71 1 2232.22142 3 744.744751 -0.770492702 -0.000573303 51.48909641QKAEADKNDK 3 153792590 4xTMT6plex [N-Term; K2; K7; K10] 0.867 0.839 2.46920228 4.58 2 2063.226669 3 688.413147 -0.863570667 -0.000593914 29.2147933KFYEQFSK 6 153792590 3xTMT6plex [N-Term; K1; K8] 1.114 1.254 1.15 3.9442451 25.23 1 1764.029918 3 588.6821289 1.085717839 0.000638413 50.91288029LGLGIDEDDPTADDTSAAVTEEMPPLEGDDDTSR 2 153792590 1xTMT6plex [N-Term]; 1xOxidation [M23] 1.438482285 1.65 0 3792.696663 3 1259.572021 -0.062739102 -7.90E-05 83.72937565DNSTMGYMAAK 3 153792590 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 1.414 1.489 2.204852819 20.25 0 1662.823149 2 823.9179077 0.184997853 0.00015233 43.6862046TLTIVDTGIGMTK 8 153792590 2xTMT6plex [N-Term; K13]; 1xOxidation [M11] 1.712855339 13.32 0 1824.055257 2 904.5341797 0.409441534 0.000370147 82.52676804APFDLFENR 8 153792590 1xTMT6plex [N-Term] 2.777 1.969 3.189 3.023033142 28.89 0 1337.705117 2 669.3568115 0.919183802 0.000614798 64.24405005YYTSASGDEMVSLKDYCTR 2 153792590 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C17] 1.973593354 6.45 1 2704.299874 3 902.1056519 0.935046602 0.000842882 65.02131463CLELFTELAEDKENYK 4 153792590 3xTMT6plex [N-Term; K12; K16]; 1xCarbamidomethyl [C1] 100 1.691680551 8.76 1 2689.43618 3 897.1495361 -0.790195944 -0.000708394 91.39285291YYTSASGDEMVSLK 2 153792590 2xTMT6plex [N-Term; K14] 100 2.518295765 14.17 0 2009.030164 2 1005.021118 2.386862183 0.002397639 64.61034967RAPFDLFENR 2 153792590 1xTMT6plex [N-Term] 0.823 4.398855209 34.77 1 1493.806228 3 498.6064148 -1.028684448 -0.000512218 67.96780058FYEQFSK 10 153792590 2xTMT6plex [N-Term; K7] 1.154 2.228 100 2.583279133 30.42 0 1406.772023 2 703.8895874 -0.088916548 -6.25E-05 53.68403994AILFVPR 28 153792590 1xTMT6plex [N-Term] 1.117 1.536 1.596 2.721352577 27.27 0 1044.676717 2 522.8417358 -0.500021015 -0.00026118 58.53335234EMLQQSK 10 153792590 2xTMT6plex [N-Term; K7] 1.537 1.462 1.364 3.228847504 37.07 0 1321.754993 2 661.3809814 -0.232062203 -0.000153365 41.1996223KCLELFTELAEDKENYK 2 153792590 4xTMT6plex [N-Term; K1; K13; K17]; 1xCarbamidomethyl [C2] 0.739 1.502447248 0.47 2 3046.694075 4 762.4269409 -2.672240114 -0.002035375 80.12375779LVTSPCCIVTSTYGWTANMER 2 153792590 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C7]; 1xOxidation [M19] 100 1.751575708 11.19 0 2691.27781 3 892.4314575 -1.149549983 -0.001025124 92.09872164AEADKNDK 4 153792590 3xTMT6plex [N-Term; K5; K8] 2.457 1.619 1.319380522 10.64 1 1577.910197 2 789.4589844 0.313782116 0.00024756 28.6500720912025678 ACTN4 alpha-actinin-4 81 NP_004915.2 54.99451153 1 29 44 390 911 104.788 5.44 0.73 0.87 0.81 0.81 Significant 0.0025 ASIHEAWTDGK 29 12025678 2xTMT6plex [N-Term; K11] 0.819 0.739 0.777 4.337274551 52.02 0 1672.905891 2 836.956543 -0.048713141 -4.07E-05 41.97986562HEAFESDLAAHQDR 4 12025678 1xTMT6plex [N-Term] 1.38 1.58 5.814505577 79.39 0 1854.893205 3 618.9694214 0.272937631 0.000168757 35.43437257KDDPVTNLNNAFEVAEK 10 12025678 3xTMT6plex [N-Term; K1; K17] 1.282 0.902 1.03 3.346189499 23.74 1 2591.428393 3 864.4806519 -0.382114975 -0.000330075 63.64663891QLEAIDQLHLEYAK 10 12025678 2xTMT6plex [N-Term; K14] 1.066 100 0.853 4.354112148 34.03 0 2129.200676 3 710.4042358 -1.184172303 -0.000840447 73.50001098VEQIAAIAQELNELDYYDSHNVNTR 8 12025678 1xTMT6plex [N-Term] 100 100 2.61275959 24.25 0 3134.559186 3 1045.524902 0.308608386 0.00032245 94.72660392VLAVNQENEHLMEDYEK 8 12025678 2xTMT6plex [N-Term; K17]; 1xOxidation [M12] 1.216 1.16 100 4.589642048 52.05 0 2535.280125 3 840.4332275 -0.031867298 -2.68E-05 67.9693681VLAVNQENEHLMEDYEK 6 12025678 2xTMT6plex [N-Term; K17] 1.055 0.975 100 5.39163208 52.31 0 2519.28521 3 840.4332275 -0.031867298 -2.68E-05 67.9693681HRPELIEYDK 6 12025678 2xTMT6plex [N-Term; K10] 0.744 0.981 0.818 4.269965649 24.97 0 1757.99504 3 586.6697998 -0.110339297 -6.47E-05 40.39192969KHEAFESDLAAHQDR 22 12025678 2xTMT6plex [N-Term; K1] 1.221 1.179 1.081 6.276325703 49.49 1 2212.1511 3 738.0541992 -1.381096323 -0.001018398 32.08635561ICDQWDALGSLTHSR 6 12025678 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.058 1.432 4.497675896 41.18 0 1987.985725 3 663.3334961 0.105599979 7.00E-05 94.62981853ACLISLGYDVENDR 6 12025678 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.899 0.905 0.01 3.675924778 40.71 0 1853.926479 2 927.4663086 -0.614022461 -0.000569176 78.19615096KTFTAWCNSHLR 14 12025678 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 0.781 0.745 0.66 5.023783207 36.72 1 1979.068556 3 660.3609009 -0.205699433 -0.000135698 47.56763229ETTDTDTADQVIASFK 8 12025678 2xTMT6plex [N-Term; K16] 1.254 100 4.499399662 52.29 0 2200.138529 3 734.0511475 0.163813691 0.000120138 87.35305695GISQEQMQEFR 6 12025678 1xTMT6plex [N-Term] 0.935 0.94 1.02 4.917563438 65.4 0 1581.789257 2 791.3977051 -0.710255013 -0.000561737 43.45491355ASFNHFDKDHGGALGPEEFK 6 12025678 3xTMT6plex [N-Term; K8; K20] 0.751 1.038 6.948112965 52.64 1 2890.509102 3 964.1723022 -2.334855722 -0.002249641 52.97417616RDHALLEEQSK 6 12025678 2xTMT6plex [N-Term; K11] 0.778 0.756 0.802 6.429866314 47.57 1 1784.006667 3 595.3399658 -0.741695133 -0.000441063 29.73338751LMLLLEVISGER 6 12025678 1xTMT6plex [N-Term] 1.529 0.977 4.07251215 44.34 0 1601.94978 2 801.4775391 -1.23531026 -0.000989452 112.6907183DYETATLSDIK 10 12025678 2xTMT6plex [N-Term; K11] 1.229 1.921 1.463 4.230872631 41.97 0 1713.931102 2 857.46875 -0.512879426 -0.00043952 53.11820511TINEVENQILTR 4 12025678 1xTMT6plex [N-Term] 1.053 0.357 3.503479242 38.67 0 1658.927465 2 829.9678345 0.559014985 0.000463683 75.81927579ISNRPAFMPSEGK 12 12025678 2xTMT6plex [N-Term; K13] 1.022 1.14 1.258 3.736617565 34.99 0 1892.046424 3 631.3536377 -0.033775103 -2.13E-05 44.6700003MLDAEDIVNTARPDEK 8 12025678 2xTMT6plex [N-Term; K16] 1.07 100 0.66 2.822241545 17.57 0 2275.200417 3 759.071167 -0.645992953 -0.000489921 71.3360394DLLLDPAWEK 12 12025678 2xTMT6plex [N-Term; K10] 0.813 0.901 0.572 4.328368187 53.46 0 1657.956529 2 829.480835 -1.288404181 -0.001068059 87.29609035NVNVQNFHISWK 4 12025678 2xTMT6plex [N-Term; K12] 0.866 0.617 3.157196283 27.95 0 1944.085586 3 648.6993408 -1.089061653 -0.000705743 61.07071108KAGTQIENIDEDFR 6 12025678 2xTMT6plex [N-Term; K1] 0.76 1.277 1.078 3.882331848 18.09 1 2094.123154 3 698.7122192 -0.500961538 -0.000349692 47.77145689NFITAEELR 6 12025678 1xTMT6plex [N-Term] 0.72 1.057 1.183 3.712983608 52.63 0 1321.731332 2 661.3692017 -0.154985875 -0.000102425 53.84458478ELPPDQAEYCIAR 52 12025678 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.858 0.866 0.824 4.162083626 66.41 0 1790.894451 2 895.951416 0.616921477 0.000552421 45.27772466LASDLLEWIR 6 12025678 1xTMT6plex [N-Term] 1.309 1.315 1.315 3.386930704 34.01 0 1444.836131 2 722.9197998 -2.635558831 -0.001903975 99.6950994AGTQIENIDEDFR 6 12025678 1xTMT6plex [N-Term] 100 2.718459129 25.47 0 1736.865259 2 868.9364014 0.15403289 0.000133767 59.54379461TFTAWCNSHLR 6 12025678 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.145 1.212 100 4.04608202 42.53 0 1621.810662 3 541.2745972 -0.877578454 -0.000474422 56.54119384GYEEWLLNEIR 5 12025678 1xTMT6plex [N-Term] 0.919 2.728914261 28.04 0 1650.868888 2 825.9386597 0.699750263 0.000577598 98.48431158GISQEQMQEFR 10 12025678 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.988 0.974 0.77 3.018685818 44.59 0 1597.784172 2 791.3977051 -0.710255013 -0.000561737 43.45491355VGWEQLLTTIAR 8 12025678 1xTMT6plex [N-Term] 0.83 1.103 2.625579834 24.77 0 1615.936908 2 808.4710693 -1.265815587 -0.001022739 94.62438909VLAGDKNFITAEELR 4 12025678 2xTMT6plex [N-Term; K6] 100 2.734941483 1.76 1 2134.227225 3 712.0805664 -0.036889816 -2.62E-05 59.66340507ALDFIASK 18 12025678 2xTMT6plex [N-Term; K8] 0.918 1.079 1.387 3.579351664 49.04 0 1322.808409 2 661.9074097 -0.654723735 -0.000433037 72.28877043SIVDYKPNLDLLEQQHQLIQEALIFDNK 2 12025678 3xTMT6plex [N-Term; K6; K28] 2.065212965 0.67 0 4012.236228 4 1003.813721 -0.791341117 -0.000793762 100.1592511QGEAEFNR 4 12025678 1xTMT6plex [N-Term] 1.067 0.856 2.800581217 37.56 0 1179.595566 2 590.3010864 -0.568142554 -0.000335089 24.7762091EAILAIHK 14 12025678 2xTMT6plex [N-Term; K8] 0.476 0.796 0.772 3.953683376 45.7 0 1352.866592 3 451.6268921 -0.346930341 -0.00015645 48.09285912MAPYQGPDAVPGALDYK 6 12025678 2xTMT6plex [N-Term; K17] 0.956 0.567 1.264 1.954459429 9.14 0 2251.183311 2 1126.093262 -1.805340543 -0.002032076 61.0435249DDPVTNLNNAFEVAEK 2 12025678 2xTMT6plex [N-Term; K16] 1.004043818 7.41 0 2234.170498 2 1117.586914 -1.766237181 -0.001973038 69.79888092CQLEINFNTLQTK 2 12025678 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C1] 1.278594732 6.91 0 2067.130882 2 1034.06897 -0.10594727 -0.000109503 72.41597984STLPDADR 2 12025678 1xTMT6plex [N-Term] 0.812 3.116557837 25.58 0 1103.589418 2 552.2984619 0.207321782 0.000114399 30.74443716KAGTQIENIDEDFRDGLK 4 12025678 3xTMT6plex [N-Term; K1; K18] 0.762 2.562581062 6.26 2 2736.513519 4 684.8829346 -1.319441225 -0.000902667 55.25884336QFASQANVVGPWIQTK 2 12025678 2xTMT6plex [N-Term; K16] 1.858385921 12.04 0 2232.254108 2 1116.629272 -1.272193033 -0.001419929 67.27401615LDHLAEK 8 12025678 2xTMT6plex [N-Term; K7] 0.738 0.644 2.917098284 35.57 0 1283.772358 2 642.3897705 -0.072633107 -4.66E-05 48.3032588VQQLVPK 7 12025678 2xTMT6plex [N-Term; K7] 0.956 0.858 0.855 2.648086309 31.67 0 1269.829479 2 635.4180908 -0.451713702 -0.0002868 49.62512511TIPWLEDR 5 12025678 1xTMT6plex [N-Term] 1.016 0.942 2.391861916 24.72 0 1258.699303 2 629.8526001 -1.096071702 -0.000689812 65.16942341431822403 HSP90AB1 heat shock protein HSP 90-beta isoform a 3326 NP_001258899.1 62.43093923 1 25 42 526 724 83.212 5.03 1.3 1.38 1.24 1.31 Significant 0.00096 ADLINNLGTIAK 22 431822403 2xTMT6plex [N-Term; K12] 1.397 1.655 1.929 4.478831291 79.53 0 1701.031091 2 851.0209351 2.058873118 0.001751104 74.74577045HSQFIGYPITLYLEK 8 431822403 2xTMT6plex [N-Term; K15] 0.392 100 100 3.647228718 31.28 0 2267.284011 3 756.4317017 -1.525869504 -0.001153193 85.06038388ELISNASDALDK 18 431822403 2xTMT6plex [N-Term; K12] 1.358 1.032 1.87 5.155765057 86.93 0 1733.968551 2 867.487793 -0.139115845 -0.000120611 70.01023764EQVANSAFVER 8 431822403 1xTMT6plex [N-Term] 1.163 1.256 1.432 4.707737446 70.22 0 1478.780073 2 739.8942871 0.828411725 0.000612519 38.13169554



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms VFIMDSCDELIPEYLNFIR 12 431822403 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.593 1.694 1.42 3.377512217 26.85 0 2603.308698 3 868.44104 -0.050552135 -4.39E-05 105.8355786GFEVVYMTEPIDEYCVQQLK 37 431822403 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C15] 2.076 1.268 1.477 3.879631758 35.78 0 2906.472024 3 969.494812 -0.736819355 -0.000713848 87.81991199NPDDITQEEYGEFYK 15 431822403 2xTMT6plex [N-Term; K15] 1.251 0.98 100 3.863103867 41.95 0 2306.122879 2 1153.564331 -0.647480947 -0.000746585 66.08016516DNSTMGYMMAK 8 431822403 2xTMT6plex [N-Term; K11] 1.579 1.359 1.792 5.077943325 75.95 0 1706.831605 2 853.9188843 -0.652106107 -0.000556518 60.72323735DLVVLLFETALLSSGFSLEDPQTHSNR 25 431822403 1xTMT6plex [N-Term] 100 1.601 1.292 3.169044971 21.56 0 3217.694223 3 1073.234497 -1.642598301 -0.001761793 117.864499YHTSQSGDEMTSLSEYVSR 8 431822403 1xTMT6plex [N-Term] 1.64 1.296 1.542 5.015532494 25.11 0 2406.108084 3 808.0385132 -0.830992414 -0.000670916 41.60629096YHTSQSGDEMTSLSEYVSR 16 431822403 1xTMT6plex [N-Term]; 1xOxidation [M10] 1.475 1.163 1.383 6.617705822 60.89 0 2422.102999 3 808.0385132 -0.830992414 -0.000670916 41.60629096HLEINPDHPIVETLR 6 431822403 1xTMT6plex [N-Term] 1.362 4.883922577 39.07 0 2012.11264 3 671.3760376 0.457078272 0.000306564 56.40877316TLTIVDTGIGMTK 112 431822403 2xTMT6plex [N-Term; K13] 1.38 1.918 1.148 5.43728447 77.13 0 1808.060342 2 904.5341797 0.409441534 0.000370147 82.52676804HNDDEQYAWESSAGGSFTVR 5 431822403 1xTMT6plex [N-Term] 3.514 5.683339596 20.51 0 2485.12176 3 829.0448608 -0.696541512 -0.000576997 53.1127403GVVDSEDIPLNLSR 72 431822403 1xTMT6plex [N-Term] 1.313 1.533 1.788 4.148833275 65.84 0 1742.948594 2 871.9779053 -0.034627025 -3.02E-05 73.03318811LGLGIDEDEVAAEEPNAAVPDEIPPLEGDEDASR 8 431822403 1xTMT6plex [N-Term] 1.47 5.636335373 43.39 0 3761.807868 3 1254.605469 -1.59903435 -0.002005087 88.42082222KHLEINPDHPIVETLR 6 431822403 2xTMT6plex [N-Term; K1] 0.67 1.001 5.732170105 38.75 1 2369.370535 4 593.0982056 0.193121176 0.000114394 51.46825506IEDVGSDEEDDSGKDK 2 431822403 3xTMT6plex [N-Term; K14; K16] 0.585 3.457731485 22.03 1 2425.218519 3 809.0784302 0.914720602 0.000739466 44.93924866SLTNDWEDHLAVK 31 431822403 2xTMT6plex [N-Term; K13] 1.66 2.373 1.777 3.927908897 35.62 0 1986.069661 3 662.6934814 -1.898429917 -0.001256805 59.87165218LGIHEDSTNR 10 431822403 1xTMT6plex [N-Term] 1.616 1.482 1.33 3.473070383 45.56 0 1370.722558 3 457.5788879 -0.326216008 -0.000149051 28.94535622EDQTEYLEER 18 431822403 1xTMT6plex [N-Term] 1.944 2.024 1.802 4.666929245 57.19 0 1540.732847 2 770.8695679 -0.641498501 -0.000494189 32.67161311SIYYITGESK 14 431822403 2xTMT6plex [N-Term; K10] 1.116 1.213 1.196 3.991729736 52.65 0 1618.909245 2 809.9580078 -0.312472735 -0.000252933 54.61589588GFEVVYMTEPIDEYCVQQLK 13 431822403 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C15]; 1xOxidation [M7] 100 100 100 2.141558886 17.04 0 2922.466939 3 969.494812 -0.736819355 -0.000713848 87.81991199YIDQEELNK 19 431822403 2xTMT6plex [N-Term; K9] 1.275 1.351 1.4 3.791282892 54.22 0 1609.883758 2 805.4441528 -1.695362117 -0.001364668 54.42197424EKYIDQEELNK 4 431822403 3xTMT6plex [N-Term; K2; K11] 0.801 0.782 4.17748785 29.16 1 2096.184246 3 699.4006348 1.481118313 0.001034899 48.24794731VILHLKEDQTEYLEER 9 431822403 2xTMT6plex [N-Term; K6] 0.523 0.218 3.634666681 13.42 1 2473.37026 4 619.0985107 0.789675036 0.00048829 71.13611857YESLTDPSK 6 431822403 2xTMT6plex [N-Term; K9] 1.905 1.746 3.183604002 31.2 0 1497.820096 2 749.4136353 -0.067866754 -5.08E-05 42.36499642EGLELPEDEEEKKK 2 431822403 4xTMT6plex [N-Term; K12; K13; K14] 0.963 3.975937128 8.37 2 2589.479315 4 648.1246948 -0.913362432 -0.000591283 53.67155292EGLELPEDEEEK 6 431822403 2xTMT6plex [N-Term; K12] 1.024 2.617 1.255 2.718668461 30.02 0 1874.963525 2 937.986145 0.79403628 0.000744395 38.82471014EGLELPEDEEEKK 2 431822403 3xTMT6plex [N-Term; K12; K13] 1.25 3.364272594 13.71 1 2232.22142 3 744.744751 -0.770492702 -0.000573303 51.48909641KHSQFIGYPITLYLEK 6 431822403 3xTMT6plex [N-Term; K1; K16] 0.749 3.641346455 29.28 1 2624.541906 3 875.5187378 -0.093784402 -8.20E-05 85.34902045QKAEADKNDK 3 431822403 4xTMT6plex [N-Term; K2; K7; K10] 0.867 0.839 2.46920228 4.58 2 2063.226669 3 688.413147 -0.863570667 -0.000593914 29.2147933TLTIVDTGIGMTK 8 431822403 2xTMT6plex [N-Term; K13]; 1xOxidation [M11] 1.712855339 13.32 0 1824.055257 2 904.5341797 0.409441534 0.000370147 82.52676804CLELFSELAEDKENYK 4 431822403 3xTMT6plex [N-Term; K12; K16]; 1xCarbamidomethyl [C1] 100 100 2.009843111 4 1 2675.42053 3 892.4783325 -0.032130054 -2.87E-05 103.2017906IDIIPNPQER 21 431822403 1xTMT6plex [N-Term] 1.81 100 1.34 2.960270643 29.95 0 1423.810644 2 712.4093018 0.479309259 0.000341223 63.04375129AKFENLCK 4 431822403 3xTMT6plex [N-Term; K2; K8]; 1xCarbamidomethyl [C7] 0.452 0.619 3.212839365 13.67 1 1697.002324 3 566.3391724 0.377271047 0.00021341 42.63429799FYEAFSK 11 431822403 2xTMT6plex [N-Term; K7] 1.375 1.458 1.484 3.498731375 36.92 0 1349.75056 2 675.3790894 0.253758693 0.000171255 57.58021864EEEDKDDEEKPK 1 431822403 4xTMT6plex [N-Term; K5; K10; K12] 1.258 2.301478386 1 2407.301016 4 602.5806274 -0.139577216 -8.40E-05 32.06117966SLVSVTK 10 431822403 2xTMT6plex [N-Term; K7] 0.869 1.071 0.57 3.324399948 41.58 0 1191.771295 2 596.3894653 0.301235702 0.000179502 42.2477619EMLQQSK 10 431822403 2xTMT6plex [N-Term; K7] 1.537 1.462 1.364 3.228847504 37.07 0 1321.754993 2 661.3809814 -0.232062203 -0.000153365 41.1996223ADHGEPIGR 2 431822403 1xTMT6plex [N-Term] 0.619 2.841734886 29.29 0 1180.627201 2 590.8171387 -0.169550769 -0.000100088 24.48694369KFYEAFSK 3 431822403 3xTMT6plex [N-Term; K1; K8] 0.582 0.674 1.883521676 12.43 1 1707.008455 3 569.6746216 0.502022173 0.000285652 60.90053747ALLFIPR 12 431822403 1xTMT6plex [N-Term] 0.984 1.187 0.854 2.524053335 27.85 0 1058.692367 2 529.8496704 -0.286466302 -0.00015164 80.57592081AEADKNDK 4 431822403 3xTMT6plex [N-Term; K5; K8] 2.457 1.619 1.319380522 10.64 1 1577.910197 2 789.4589844 0.313782116 0.00024756 28.65007209IEDVGSDEEDDSGK 1 431822403 2xTMT6plex [N-Term; K14] 0.661 1.227139354 0 1952.933681 2 976.97052 0.042218055 4.12E-05 40.53955376005942 VCP transitional endoplasmic reticulum ATPase 7415 NP_009057.1 66.00496278 1 41 41 340 806 89.266 5.26 1.08 1.17 1.21 1.15 Significant 0.0011 AIANECQANFISIK 11 6005942 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.054 1.158 1.512 3.723666906 64.24 0 2037.120317 2 1019.063904 0.10496051 0.000106909 74.48506044KYEMFAQTLQQSR 6 6005942 2xTMT6plex [N-Term; K1] 1.647 100 1.141 3.601224184 27.04 1 2088.131216 3 696.7145996 -0.943581447 -0.000656774 52.31508718EAVCIVLSDDTCSDEK 6 6005942 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C4; C12] 1.374 3.343739748 33.89 0 2299.119784 3 767.045166 0.50467439 0.000386769 66.79892409LIVDEAINEDNSVVSLSQPK 24 6005942 2xTMT6plex [N-Term; K20] 1.45 1.892 1.199 3.608157873 44.66 0 2628.449632 3 876.8198853 -1.723376482 -0.001509936 81.16668872VVETDPSPYCIVAPDTVIHCEGEPIKR 6 6005942 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C10; C20] 1.119 1.023 100 6.177518845 26.48 1 3539.827846 4 885.7116699 -0.846550349 -0.000749161 71.02446463EDEEESLNEVGYDDIGGCR 14 6005942 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.376 1.216 5.014746189 56.62 0 2415.045544 3 805.6870728 0.464339781 0.000373801 62.05420828WALSQSNPSALR 8 6005942 1xTMT6plex [N-Term] 1.119 1.165 0.976 3.667323589 55.53 0 1558.853906 2 779.9301758 -0.533249137 -0.000415629 62.34637509LADDVDLEQVANETHGHVGADLAALCSEAALQAIR 16 6005942 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C26] 1.397 1.297 100 7.438237667 78.77 0 3901.955159 4 976.244751 0.516478577 0.000503819 93.20819524MDLIDLEDETIDAEVMNSLAVTMDDFR 4 6005942 1xTMT6plex [N-Term]; 1xOxidation [M23] 100 0.567 3.622459888 34.79 0 3346.557791 3 1116.190063 -0.643595732 -0.000717943 112.3784164GDDLSTAILK 12 6005942 2xTMT6plex [N-Term; K10] 1.084 0.834 1.517 3.526488781 70.72 0 1490.88303 2 745.9451904 0.049694962 3.70E-05 64.18372055ETVVEVPQVTWEDIGGLEDVK 13 6005942 2xTMT6plex [N-Term; K21] 1.333 100 3.535611391 27.38 0 2800.502062 3 934.1699219 -2.445770383 -0.002283128 96.0143198GGNIGDGGGAADR 21 6005942 1xTMT6plex [N-Term] 0.987 1.08 1.289 3.987061262 82.46 0 1345.665771 2 673.3359985 -0.780773139 -0.00052533 20.47132912AHVIVMAATNRPNSIDPALR 10 6005942 1xTMT6plex [N-Term] 0.916 1.011 0.976 3.766069651 24.27 0 2375.317898 3 792.4440918 -0.074128762 -5.87E-05 48.41144258REDEEESLNEVGYDDIGGCR 4 6005942 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.492 0.55 5.347448349 54.62 1 2571.146655 3 857.7212524 0.991582575 0.000849835 45.21141082KMDLIDLEDETIDAEVMNSLAVTMDDFR 2 6005942 2xTMT6plex [N-Term; K1]; 1xOxidation [M2] 3.032847404 19.97 1 3703.815686 3 1235.279663 2.362438781 0.002916679 115.6266988GVLFYGPPGCGK 6 6005942 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.098 0.898 100 3.632905483 50.05 0 1709.944919 2 855.4766235 0.614768523 0.00052561 65.69510358ELQELVQYPVEHPDK 4 6005942 2xTMT6plex [N-Term; K15] 0.889 2.983733654 23.84 0 2282.243269 3 761.4192505 -0.030849102 -2.35E-05 67.71919202LAGESESNLR 11 6005942 1xTMT6plex [N-Term] 1.115 1.344 1.198 3.853788853 54.67 0 1304.70076 2 652.8543701 0.539552361 0.000351977 34.47553592GPELLTMWFGESEANVR 4 6005942 1xTMT6plex [N-Term] 0.789 2.6002841 32.06 0 2165.089855 2 1083.047119 -1.336562888 -0.001446889 105.0954144VINQILTEMDGMSTK 6 6005942 2xTMT6plex [N-Term; K15] 0.99 3.303 2.989359856 41.14 0 2138.160133 2 1069.581543 -2.022010622 -0.002161691 105.7781334GILLYGPPGTGK 20 6005942 2xTMT6plex [N-Term; K12] 0.921 0.986 100 4.076074123 49.11 0 1630.993249 2 816.0006104 0.425981607 0.000347387 66.10245537EVDIGIPDATGR 6 6005942 1xTMT6plex [N-Term] 1.121 1.403 1.126 3.766639948 45.86 0 1471.795388 2 736.4006958 -0.865112398 -0.000636634 51.05740037NAPAIIFIDELDAIAPK 4 6005942 2xTMT6plex [N-Term; K17] 0.731 2.222305536 18.11 0 2269.320791 2 1135.164185 0.13300483 0.000150915 112.7304032IHVLPIDDTVEGITGNLFEVYLKPYFLEAYRPIR 2 6005942 2xTMT6plex [N-Term; K23] 0.947 3.688635588 5.23 0 4449.46265 5 890.6911011 -8.147280191 -0.007250204 114.9518179KMDLIDLEDETIDAEVMNSLAVTMDDFR 4 6005942 2xTMT6plex [N-Term; K1] 100 0.529 2.641771793 9.33 1 3687.820771 3 1235.279663 2.362438781 0.002916679 115.6266988AHVIVMAATNRPNSIDPALR 2 6005942 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.008 2.705992937 8.85 0 2391.312813 3 792.4440918 -0.074128762 -5.87E-05 48.41144258LDQLIYIPLPDEK 6 6005942 2xTMT6plex [N-Term; K13] 0.88 0.888 3.052363634 32.45 0 2015.1829 2 1008.093994 -1.086099306 -0.001094344 97.08454067DVDLEFLAK 22 6005942 2xTMT6plex [N-Term; K9] 1.118 0.992 1.231 3.207843304 36.89 0 1507.877217 2 754.4416504 -0.790753211 -0.000596179 70.83014091RDHFEEAMR 2 6005942 1xTMT6plex [N-Term] 0.984 4.215380192 33.25 1 1419.700048 3 473.9049072 0.084693727 4.01E-05 27.77317259ESIESEIR 8 6005942 1xTMT6plex [N-Term] 1.088 1.164 3.415489674 55.67 0 1191.641848 2 596.3233643 -2.010632959 -0.001197977 37.96270405EMVELPLR 18 6005942 1xTMT6plex [N-Term] 1.017 1.681 1.319 2.98930645 41.52 0 1215.69686 2 608.3527832 1.175783451 0.000714698 61.54692651LEILQIHTK 18 6005942 2xTMT6plex [N-Term; K9] 1.06 1.213 1.32 2.911663055 30.81 0 1552.982685 3 518.3319092 -0.972554911 -0.000503454 55.78494788MDELQLFR 8 6005942 1xTMT6plex [N-Term] 1.087 1.532 100 2.977061749 43.03 0 1280.687024 2 640.8480835 1.457352306 0.000933206 96.58384214QAAPCVLFFDELDSIAK 3 6005942 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C5] 1.085 2.009511471 9.87 0 2382.27794 2 1191.639893 -2.27989088 -0.002715667 108.039765KAFEEAEK 6 6005942 3xTMT6plex [N-Term; K1; K8] 0.977 0.872 3.739186287 33.08 1 1638.966984 2 819.9865112 -0.755219034 -0.00061889 43.13840435GDTVLLK 5 6005942 2xTMT6plex [N-Term; K7] 1.212 1.021 1.143 2.922332525 43.96 0 1203.771295 2 602.3890381 -0.411613175 -0.000247744 49.09497258ETVVEVPQVTWEDIGGLEDVKR 2 6005942 2xTMT6plex [N-Term; K21] 1.478204131 2.86 1 2956.603173 3 986.204834 -1.090446261 -0.001074672 94.76303197LGDVISIQPCPDVK 3 6005942 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 100 2.009958267 16.03 0 1999.129819 2 1000.067017 -1.531994994 -0.001531328 67.2788022KQLAQIK 2 6005942 3xTMT6plex [N-Term; K1; K7] 0.763 3.05654335 13.22 1 1516.01896 3 506.011261 0.178097367 9.00E-05 47.94953546FGMTPSK 5 6005942 2xTMT6plex [N-Term; K7] 1.466 1.53 1.558 2.671622515 36.1 0 1225.701501 2 613.3544312 0.069123426 4.24E-05 45.11255673EMVELPLR 2 6005942 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.094 1.627843499 23.38 0 1231.691775 2 608.3527832 1.175783451 0.000714698 61.54692651AFEEAEK 3 6005942 2xTMT6plex [N-Term; K7] 0.611 1.073 3.081395864 31.86 0 1281.709089 2 641.357666 -0.806149195 -0.000516624 39.04083745GDIFLVR 8 6005942 1xTMT6plex [N-Term] 1.47 1.472 1.416 2.432400942 24.22 0 1048.635246 2 524.8206787 -1.111633553 -0.000582849 52.1721393RDHFEEAMR 2 6005942 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.635 1.531326056 13.79 1 1435.694963 3 473.9049072 0.084693727 4.01E-05 27.77317259AIGVKPPR 1 6005942 2xTMT6plex [N-Term; K5] 0.781 2.581217527 4.25 0 1295.856362 3 432.6235352 -0.239116972 -0.000103287 36.8820760413654237 PRKDC DNA-dependent protein kinase catalytic subunit isoform 1 5591 NP_008835.5 16.98158915 1 63 63 281 4128 468.788 7.12 1.5 1.54 1.42 1.48 Significant 0.00056 AQEPESGLSEETQVK 6 13654237 2xTMT6plex [N-Term; K15] 1.209 1.301 1.026 3.875542641 47.05 0 2090.101749 2 1045.554443 -0.066619364 -6.96E-05 43.76816193STVLTPMFVETQASQGTLQTR 9 13654237 1xTMT6plex [N-Term] 100 100 100 3.249326468 34.99 0 2524.327854 3 842.1123657 -2.103416172 -0.001769904 72.46634457QMFLTQTDTGDDR 4 13654237 1xTMT6plex [N-Term] 3.061 2.376 3.368677855 42.92 0 1756.837329 2 878.9219971 -0.348216289 -0.00030588 52.89105444DVLIQGLIDENPGLQLIIR 5 13654237 1xTMT6plex [N-Term] 2.164 4.715911388 74.28 0 2348.375062 3 783.4616089 -2.039077966 -0.001596173 106.0535199ATQQQHDFTLTQTADGR 12 13654237 1xTMT6plex [N-Term] 1.312 1.784 1.783 6.265936852 54.06 0 2147.067874 3 716.3619995 1.66316361 0.001190308 25.65602124AVAFFLESIAMHDIIAAEK 4 13654237 2xTMT6plex [N-Term; K19] 1.525 1.766 6.284480572 56.72 0 2534.409288 3 845.4733276 -1.522398084 -0.001286127 116.7075504KNILEESLCELVAK 4 13654237 3xTMT6plex [N-Term; K1; K14]; 1xCarbamidomethyl [C9] 2.454 100 4.876824379 29.78 1 2333.37173 3 778.4619751 -0.153309062 -0.000119242 94.95173034ATQMPEGGQGAPPMYQLYK 2 13654237 2xTMT6plex [N-Term; K19] 1.858 4.755376816 44.52 0 2525.293272 3 842.4348145 -1.339211038 -0.0011273 71.90745471LQETLSAADR 6 13654237 1xTMT6plex [N-Term] 0.98 1.601 1.922 4.240533352 63.69 0 1332.73206 2 666.8679199 -2.623600314 -0.001748278 42.46773679LVINTEEVFRPYAK 2 13654237 2xTMT6plex [N-Term; K14] 1.331 2.753125191 16.85 0 2137.242147 3 713.0853882 -0.250429844 -0.00017841 85.28534226GIFTSEIGTK 6 13654237 2xTMT6plex [N-Term; K10] 1.646 1.375 3.433878183 54.74 0 1510.888116 2 755.9477539 0.07653942 5.78E-05 69.42826242VTELALTASDR 8 13654237 1xTMT6plex [N-Term] 0.918 1.861 3.648876429 38.93 0 1404.789575 2 702.897583 -1.199627621 -0.000842612 50.15600602LLALNSLYSPK 4 13654237 2xTMT6plex [N-Term; K11] 100 1.36 2.801337004 42.1 0 1677.035114 2 839.0205688 -0.747160675 -0.000626507 87.94091328EMKPVIFLDVFLPR 2 13654237 2xTMT6plex [N-Term; K3] 2.005 3.038131714 11.49 0 2162.281175 3 721.432373 0.643417998 0.00046375 108.1213656DPTVHDDVLELEMDELNR 7 13654237 1xTMT6plex [N-Term] 1.044 1.493 0.88 2.964663029 15.93 0 2369.149221 3 790.3876343 -0.367650109 -0.000290339 68.42700474NELEIPGQYDGR 2 13654237 1xTMT6plex [N-Term] 1.375 3.267594099 22.63 0 1619.822666 2 810.414917 -0.066800908 -5.41E-05 58.80642971SIGEYDVLR 6 13654237 1xTMT6plex [N-Term] 1.327 1.713 3.676093578 72.16 0 1280.704782 2 640.8555298 -0.780437226 -0.000499755 61.64505365TQEGSLSAR 6 13654237 1xTMT6plex [N-Term] 2.837 2.459 3.238774776 55.55 0 1177.637431 2 589.3223267 -0.046270343 -2.72E-05 25.35289371AMHGELQK 10 13654237 2xTMT6plex [N-Term; K8] 1.601 1.605 1.637 3.728497744 52.27 0 1371.781876 3 457.9320374 -0.231559739 -0.000105883 32.68168912KIPDTVLEK 5 13654237 3xTMT6plex [N-Term; K1; K9] 1.724 1.674 1.411 3.854431868 31.25 1 1730.103083 3 577.3724976 -0.083061073 -4.79E-05 50.65005859AIRPQIDLK 5 13654237 2xTMT6plex [N-Term; K9] 0.941 1.11 3.072915554 17.86 0 1511.967369 3 504.660675 0.068081155 3.43E-05 44.51602791MEVQEQEEDISSLIR 4 13654237 1xTMT6plex [N-Term] 100 100 1.731572628 27.51 0 2035.021501 2 1018.012756 -1.604398128 -0.001632492 81.03588504SMEEDPQTSR 2 13654237 1xTMT6plex [N-Term] 1.179 2.608394623 28.63 0 1408.657574 2 704.8326416 0.306975331 0.000216212 28.35875395TSALSDETK 4 13654237 2xTMT6plex [N-Term; K9] 1.78 1.14 3.218200207 34.62 0 1409.788795 2 705.397644 -0.556079084 -0.000391977 38.45944307YPEETLSLMTK 2 13654237 2xTMT6plex [N-Term; K11] 1.312 3.250041246 34.65 0 1769.975944 2 885.489563 -2.313479712 -0.002047402 72.59404495LACDVDQVTR 4 13654237 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.818 3.523651361 33.94 0 1405.73068 2 703.3695679 0.838882017 0.000589621 45.25727038LLEEALLR 8 13654237 1xTMT6plex [N-Term] 100 1.744 2.735780478 49.67 0 1185.74044 2 593.3738403 -0.030112777 -1.79E-05 83.18637027ICSKPVVLPK 3 13654237 3xTMT6plex [N-Term; K4; K10]; 1xCarbamidomethyl [C2] 1.094 1.986 3.205836773 9.15 0 1828.169723 3 610.0576782 -6.1492223 -0.003747274 47.5054141GYGLFAGPCK 4 13654237 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 100 100 2.473051786 28.57 0 1527.839392 2 764.421814 -1.989934498 -0.00152015 53.09278424QVSNMVAK 2 13654237 2xTMT6plex [N-Term; K8] 2.384 3.760056257 42.65 0 1334.786627 2 667.8968506 -0.152037877 -0.000101469 43.47697836SLEYCSTASIDSENPPDLNK 2 13654237 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C5] 2.020323515 8.27 0 2698.328197 3 900.1130981 -1.280662008 -0.001151882 61.41054653MYAALGDPK 2 13654237 2xTMT6plex [N-Term; K9] 0.894 2.266586781 22.51 0 1423.801943 2 712.4058228 1.703683454 0.001212854 47.84769082AALSALESFLK 6 13654237 2xTMT6plex [N-Term; K11] 2.162820578 7.74 0 1607.977265 2 804.4918823 -0.483123474 -0.000388426 102.2268512ILELSGSSSEDSEK 2 13654237 2xTMT6plex [N-Term; K14] 100 1.42149353 5.19 0 1939.027187 2 970.0158081 -1.468715385 -0.00142394 50.28053344DLLLNTMSQEEK 4 13654237 2xTMT6plex [N-Term; K12] 100 1.90104866 19.52 0 1879.024685 2 940.0149536 -1.093420142 -0.001027282 76.46306503VTVMASLR 4 13654237 1xTMT6plex [N-Term] 1.33 0.957 2.79916954 35.91 0 1105.660081 2 553.3308716 -5.077931304 -0.002807233 47.08777676EIFNFVLK 6 13654237 2xTMT6plex [N-Term; K8] 1.399 100 2.135 2.680489302 26.26 0 1467.897558 2 734.4523315 -0.116938721 -8.58E-05 93.91086783APGLGAFR 6 13654237 1xTMT6plex [N-Term] 1.204 1.35 1.098 2.524226665 27.16 0 1017.604281 2 509.3053894 -0.765092503 -0.000389281 42.80491253SVGPDFGK 6 13654237 2xTMT6plex [N-Term; K8] 1.283 1.186 3.137294292 32.26 0 1264.730158 2 632.8687134 -0.006603928 -4.18E-06 53.61328767LQYFMEQFYGIIR 2 13654237 1xTMT6plex [N-Term] 2.483 2.161936998 8.43 0 1937.019257 2 969.0144653 1.237553036 0.001198582 118.0616198NLLIFENLIDLK 4 13654237 2xTMT6plex [N-Term; K12] 100 100 1.685168862 9.99 0 1903.166856 2 952.0855713 -1.571313553 -0.001495236 104.2783398SIELFYK 6 13654237 2xTMT6plex [N-Term; K7] 1.56 100 2.878638983 38.09 0 1357.81316 2 679.4103394 0.178427301 0.000121135 70.97655108AYVPALQMAFK 5 13654237 2xTMT6plex [N-Term; K11] 100 100 100 1.586369038 5.2 0 1696.986055 2 848.99646 -0.242882447 -0.000206084 83.74038911SDPGLLTNTMDVFVK 3 13654237 2xTMT6plex [N-Term; K15] 1.518728375 6.56 0 2095.150948 2 1048.078491 -0.59301127 -0.000621224 87.43667662ILDVMYSR 8 13654237 1xTMT6plex [N-Term] 2.496 1.74 2.600038767 32.98 0 1225.68121 2 613.3441162 -0.207662582 -0.000127264 89.1338615IWSEPFYQETYLPYMIR 4 13654237 1xTMT6plex [N-Term] 0.01 0.01 1.609095573 1.99 0 2465.241271 2 1233.121704 -2.084606053 -0.002569528 105.6204816WPVAGQIR 6 13654237 1xTMT6plex [N-Term] 0.579 1.593 1.528 2.676081657 23.81 0 1155.683594 2 578.3449097 -0.90936141 -0.000525467 58.16652864AFLGELK 2 13654237 2xTMT6plex [N-Term; K7] 2.064 3.134442568 22.12 0 1235.77638 2 618.3914795 -0.564888305 -0.000349038 74.58245272FIQTFGK 3 13654237 2xTMT6plex [N-Term; K7] 1.87 2.850896597 33.86 0 1298.787279 2 649.897583 0.469611641 0.000304963 64.31094415GLSSLLCNFTK 3 13654237 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.798205853 13.53 0 1697.966049 2 849.4853516 -1.54422699 -0.001311023 88.40902017DILPCLDGYLK 5 13654237 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 100 100 1.514979959 7.52 0 1764.997014 2 883.00177 -0.425429013 -0.00037544 89.41694784DCLSIPYR 4 13654237 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.979 0.692 2.563941956 13.86 0 1252.655724 2 626.8273926 -6.558556826 -0.004107807 46.53138693ECSPWMSDFK 5 13654237 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 100 1.728547096 10.96 0 1744.843885 2 872.9249878 -0.679461396 -0.000592777 64.10127007YNFPVEVEVPMER 6 13654237 1xTMT6plex [N-Term] 100 1.81927681 12.19 0 1837.935587 2 919.4726563 1.332511334 0.001224535 77.12906538QCLPSLDLSCK 3 13654237 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C2; C10] 1.303 100 2.577871084 12.73 0 1778.954498 2 889.9822388 1.519470602 0.001351535 72.60506899LLQIIER 5 13654237 1xTMT6plex [N-Term] 1.349 0.521 2.346637964 25.96 0 1113.71931 2 557.3632813 -0.022043256 -1.23E-05 94.03175159KFIQTFGK 2 13654237 3xTMT6plex [N-Term; K1; K8] 1.772 1.854374647 5.55 1 1656.045174 3 552.6863403 -0.426729848 -0.000235561 59.84760015DYVDLFR 2 13654237 1xTMT6plex [N-Term] 4.211 2.494345427 16.85 0 1156.61999 2 578.812561 -1.854411739 -0.001072425 64.37493685LSDFNDITNMLLLK 4 13654237 2xTMT6plex [N-Term; K14] 100 1.456367254 4.75 0 2095.187334 2 1048.094971 -2.228432596 -0.002334492 102.6809496LSFAVPFR 4 13654237 1xTMT6plex [N-Term] 4.174 2.319535494 17.31 0 1165.693096 2 583.3497925 -0.675451425 -0.000393685 76.46245541LKPVELR 4 13654237 2xTMT6plex [N-Term; K2] 2.071 2.075 2.546921968 11.67 0 1312.871678 3 438.2952576 -0.349093464 -0.000152772 38.11221402LPVLAGCLK 2 13654237 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 100 2.264346123 24.83 0 1428.901264 2 714.9539795 -0.406785017 -0.000290628 69.42939665LLPAELPAK 3 13654237 2xTMT6plex [N-Term; K9] 1.466 100 2.043883085 13.25 0 1409.913208 2 705.4594116 -1.178482337 -0.000830779 74.5420769316659409 ACTG1 actin, cytoplasmic 2 71 NP_001186883.1 75.73333333 1 10 20 1226 375 41.766 5.48 1.06 1.06 1.02 1.04 Significant 0.00016 TTGIVMDSGDGVTHTVPIYEGYALPHAILR 14 316659409 1xTMT6plex [N-Term] 1.542 100 6.90781641 47.02 0 3412.777241 4 853.9509888 1.431024582 0.001220942 80.24707993SYELPDGQVITIGNER 64 316659409 1xTMT6plex [N-Term] 1.248 1.218 1.377 3.803804874 38.48 0 2020.05485 2 1010.528687 -2.35325448 -0.002376852 85.21825869AVFPSIVGRPR 34 316659409 1xTMT6plex [N-Term] 0.352 0.364 0.444 4.536440372 51.94 0 1427.868434 3 476.627655 -0.015640173 -7.44E-06 49.14656194EITALAPSTMK 42 316659409 2xTMT6plex [N-Term; K11] 1.222 1.44 1.159 4.486789703 61.33 0 1619.94425 2 810.4758301 0.082321506 6.67E-05 67.20350059EKLCYVALDFEQEMATAASSSSLEK 8 316659409 3xTMT6plex [N-Term; K2; K25]; 1xCarbamidomethyl [C4] 0.211 4.246613026 40.14 1 3494.800183 4 874.4539795 -1.744131547 -0.001523848 101.7506571KDLYANTVLSGGTTMYPGIADR 10 316659409 2xTMT6plex [N-Term; K1]; 1xOxidation [M15] 1.173 1.084 0.86 5.290822506 37.84 1 2817.485701 3 934.5020142 0.251152162 0.000234533 93.25141133KDLYANTVLSGGTTMYPGIADR 39 316659409 2xTMT6plex [N-Term; K1] 1.275 1.103 1.564 7.366149902 64.22 1 2801.490786 3 934.5020142 0.251152162 0.000234533 93.25141133VAPEEHPVLLTEAPLNPK 97 316659409 2xTMT6plex [N-Term; K18] 1.121 1.154 1.082 4.732988358 47.43 0 2412.390267 3 804.8043213 3.375679839 0.002714486 45.9233339LCYVALDFEQEMATAASSSSLEK 55 316659409 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C2]; 1xOxidation [M12] 1.952 1.486 1.727 5.247089386 44.55 0 3024.494611 3 1003.505005 0.254574876 0.000255296 110.2411838LCYVALDFEQEMATAASSSSLEK 208 316659409 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C2] 1.277 1.353 1.284 6.348411083 76.62 0 3008.499696 3 1003.505005 0.254574876 0.000255296 110.2411838KYSVWIGGSILASLSTFQQMWISKQEYDESGPSIVHR 6 316659409 3xTMT6plex [N-Term; K1; K24] 2.162 1.523 4.725753784 14.28 2 4915.605985 5 983.9237671 -3.307085806 -0.003251266 112.4623301DLYANTVLSGGTTMYPGIADR 73 316659409 1xTMT6plex [N-Term] 1.248 1.165 1.05 5.963079929 69.35 0 2444.232891 3 815.4163208 0.621251089 0.000506161 81.3192129DLYANTVLSGGTTMYPGIADR 49 316659409 1xTMT6plex [N-Term]; 1xOxidation [M14] 1.182 1.145 1.532 5.278543949 65.06 0 2460.227806 3 815.4163208 0.621251089 0.000506161 81.3192129DSYVGDEAQSK 44 316659409 2xTMT6plex [N-Term; K11] 1.107 1.161 1.095 4.72834444 60.64 0 1656.848101 2 828.9279175 0.275976378 0.000228625 44.20964203HQGVMVGMGQK 24 316659409 2xTMT6plex [N-Term; K11] 1.133 1.188 1.182 5.080441952 68.53 0 1629.896923 3 549.3018799 -0.456592314 -0.000250501 32.73665634HQGVMVGMGQK 52 316659409 2xTMT6plex [N-Term; K11]; 2xOxidation [M5; M8] 1.128 1.098 1.01 5.129117489 55.53 0 1661.886753 3 549.3018799 -0.456592314 -0.000250501 32.73665634HQGVMVGMGQK 41 316659409 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 1.106 1.108 1.093 5.131017685 75.89 0 1645.891838 3 549.3018799 -0.456592314 -0.000250501 32.73665634GYSFTTTAER 143 316659409 1xTMT6plex [N-Term] 1.183 1.218 1.149 4.540827751 67.95 0 1361.689861 2 681.3491821 0.90109198 0.000613504 37.07707612QEYDESGPSIVHR 6 316659409 1xTMT6plex [N-Term] 0.923 2.302 100 3.69130969 42.15 0 1745.865593 3 582.6269531 0.408493645 0.000237725 33.11011339YPIEHGIVTNWDDMEK 14 316659409 2xTMT6plex [N-Term; K16] 3.59 2.183 2.957 3.76259613 23.93 0 2405.221153 3 802.4120483 0.182444567 0.000146273 81.58947618EITALAPSTMK 30 316659409 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 1.059 1.146 1.148 3.327458143 52.93 0 1635.939165 2 810.4758301 0.082321506 6.67E-05 67.20350059TTGIVMDSGDGVTHTVPIYEGYALPHAILR 8 316659409 1xTMT6plex [N-Term]; 1xOxidation [M6] 100 3.075448751 13.68 0 3428.772156 4 853.9509888 1.431024582 0.001220942 80.24707993IWHHTFYNELR 48 316659409 1xTMT6plex [N-Term] 1.078 1.014 1.089 3.88049674 43.62 0 1744.91209 3 582.3091431 0.450549471 0.000262056 45.4901325AGFAGDDAPR 7 316659409 1xTMT6plex [N-Term] 1.487 1.259 3.371614456 57.95 0 1205.611216 2 603.3093262 0.132093786 7.96E-05 32.14685543CPEALFQPSFLGMESCGIHETTFNSIMK 13 316659409 2xTMT6plex [N-Term; K28]; 2xCarbamidomethyl [C1; C16]; 1xOxidation [M] 2.55368185 17.31 0 3705.782553 4 927.2000732 -1.10363228 -0.001022455 85.43236938CPEALFQPSFLGMESCGIHETTFNSIMK 10 316659409 2xTMT6plex [N-Term; K28]; 2xCarbamidomethyl [C1; C16] 0.302 2.922416449 9.33 0 3689.787638 4 927.2000732 -1.10363228 -0.001022455 85.43236938DLTDYLMK 55 316659409 2xTMT6plex [N-Term; K8] 1.087 1.087 1.065 3.984642267 41.49 0 1456.812173 2 736.9068604 -0.437522932 -0.000322193 64.73083726DLTDYLMK 31 316659409 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.04 0.908 0.72 2.499874353 44.45 0 1472.807088 2 736.9068604 -0.437522932 -0.000322193 64.73083726IKIIAPPER 1 316659409 2xTMT6plex [N-Term; K2] 1.029 2.575391769 0.47 1 1494.977205 3 498.9970093 -0.488842215 -0.000243603 55.3276094503483 EEF2 elongation factor 2 1938 NP_001952.1 55.12820513 1 38 39 376 858 95.277 6.83 1.8 1.85 1.58 1.74 Significant 0.0023 GHVFEESQVAGTPMFVVK 31 4503483 2xTMT6plex [N-Term; K18] 1.99 1.869 1.436 4.596632004 51.88 0 2420.304823 3 807.4416504 2.303388326 0.001858301 68.89350341AYLPVNESFGFTADLR 24 4503483 1xTMT6plex [N-Term] 1.49 1.891 100 4.10464716 34.84 0 2029.059207 3 677.0244751 -0.165227821 -0.000111752 96.4533151DLEEDHACIPIKK 16 4503483 3xTMT6plex [N-Term; K12; K13]; 1xCarbamidomethyl [C8] 1.607 1.904 1.064 5.364313602 20.22 1 2255.267265 3 752.4278564 0.776553611 0.000583779 43.49911877ETVSEESNVLCLSK 8 4503483 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 2.066 2.132 4.760384083 73.32 0 2053.088742 2 1027.046875 -1.1050667 -0.0011344 67.06497708ALLELQLEPEELYQTFQR 22 4503483 1xTMT6plex [N-Term] 1.616 1.546 1.758 4.645280361 54.77 0 2449.317607 3 817.1102295 -0.600719741 -0.000490451 105.9539948YVEPIEDVPCGNIVGLVGVDQFLVK 16 4503483 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C10] 2.009 1.662 2.592 3.686154366 49.57 0 3217.758293 3 1073.252197 -5.051614088 -0.005418291 100.4332425KEDLYLKPIQR 24 4503483 3xTMT6plex [N-Term; K1; K7] 1.862 1.833 1.67 3.824422836 14.65 1 2090.294072 3 697.4373169 1.591060148 0.001108595 49.56558113NMSVIAHVDHGK 10 4503483 2xTMT6plex [N-Term; K12] 1.823 1.884 1.713 5.548277378 50.78 0 1765.978344 3 589.3302002 -1.300641126 -0.000765635 37.7630032SDPMVQCIIEESGEHIIAGAGELHLEICLK 4 4503483 2xTMT6plex [N-Term; K30]; 2xCarbamidomethyl [C7; C28] 1.459 4.528357506 31.66 0 3806.953123 4 952.491272 -2.591355621 -0.002466292 105.5474538WLPAGDALLQMITIHLPSPVTAQK 12 4503483 2xTMT6plex [N-Term; K24] 1.831 2.042 3.309034348 36.23 0 3058.752754 4 765.444519 1.141619528 0.000872983 110.3254228DLEEDHACIPIK 8 4503483 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.991 2.248 2.099 3.417535305 31.6 0 1898.00937 3 633.3354492 -9.259903576 -0.005858461 47.45817143GEGQLGPAER 4 4503483 1xTMT6plex [N-Term] 1.796 1.552 3.628946304 47.53 0 1242.66398 2 621.8352661 -0.583161216 -0.000362337 31.96866666STLTDSLVCK 8 4503483 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.732 100 2.112 3.809707403 63.04 0 1581.892215 2 791.4487305 -1.283647824 -0.001015296 62.388341DSVVAGFQWATK 16 4503483 2xTMT6plex [N-Term; K12] 100 100 0.737 3.382055283 50.26 0 1766.984141 2 883.9954224 -0.324283294 -0.000286502 82.74831441GVQYLNEIK 10 4503483 2xTMT6plex [N-Term; K9] 2.047 2.558 3.038 4.182044983 47.76 0 1521.9041 2 761.4567261 1.363783985 0.001037774 60.28117237IWCFGPDGTGPNILTDITK 5 4503483 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C3] 1.086 2.839053869 27.77 0 2563.363066 3 855.123291 -3.022046789 -0.002582201 100.6850409IMGPNYTPGK 6 4503483 2xTMT6plex [N-Term; K10] 2.247 2.201 2.278 3.748728991 56.28 0 1535.865606 2 768.4362183 -0.290465885 -0.000223058 53.89183119VNFTVDQIR 3 4503483 1xTMT6plex [N-Term] 2.418 2.913 100 45.48 0 1320.747316 2 660.8775024 0.312158736 0.000206141 60.04360974EDLYLKPIQR 15 4503483 2xTMT6plex [N-Term; K6] 2.634 2.246 2.759 3.10496974 24.93 0 1733.036177 2 867.0216064 -0.138727268 -0.00012021 52.377898EGALCEENMR 4 4503483 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 2.976 0.997 3.894786835 55.4 0 1437.666365 2 719.3375854 1.063681028 0.000764609 36.03284562IKPVLMMNK 8 4503483 3xTMT6plex [N-Term; K2; K9] 3.015 1.819 1.68 3.755853415 22.44 0 1761.109765 3 587.7073364 -1.311248567 -0.000769751 52.79139124TFCQLILDPIFK 6 4503483 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 100 100 100 2.566299677 29.18 0 1953.128363 2 977.0661621 -1.697369878 -0.001657591 98.00071036GPLMMYISK 20 4503483 2xTMT6plex [N-Term; K9] 1.252 100 1.601 2.576771021 45.77 0 1497.85735 2 749.4318237 -0.653426084 -0.00048937 73.56272615



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms CELLYEGPPDDEAAMGIK 6 4503483 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C1] 1.780209303 7.55 0 2466.229669 2 1233.617188 -1.042315739 -0.001285295 68.77051206VFSGLVSTGLK 8 4503483 2xTMT6plex [N-Term; K11] 0.401 0.727 2.62675786 31.47 0 1565.9667 2 783.4853516 -2.090539345 -0.001636858 75.10440452YEWDVAEAR 10 4503483 1xTMT6plex [N-Term] 1.98 1.598 1.978 3.918358088 48.91 0 1367.679296 2 684.3428345 -0.660713875 -0.000451822 48.9780839QFAEMYVAK 6 4503483 2xTMT6plex [N-Term; K9] 1.737 3.205 100 3.266884804 37.11 0 1544.854707 2 772.930603 -0.503319379 -0.000388778 54.20740083LDSEDKDKEGKPLLK 6 4503483 5xTMT6plex [N-Term; K6; K8; K11; K15] 1.033 0.967 3.737111807 7.63 2 2860.736816 3 954.2504883 0.033538125 3.20E-05 43.90671861LMEPIYLVEIQCPEQVVGGIYGVLNR 4 4503483 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 2.049598694 13.13 0 3218.715493 3 1073.575317 -1.272048297 -0.001364787 113.8290851EGALCEENMR 4 4503483 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5]; 1xOxidation [M9] 2.822 0.947 2.531513691 45.84 0 1453.66128 2 719.3375854 1.063681028 0.000764609 36.03284562IKPVLMMNK 10 4503483 3xTMT6plex [N-Term; K2; K9]; 1xOxidation [M] 2.933 1.476 1.551 2.811733007 19.87 0 1777.10468 3 587.7073364 -1.311248567 -0.000769751 52.79139124GGGQIIPTAR 2 4503483 1xTMT6plex [N-Term] 2.065 2.908091545 32.06 0 1198.710537 2 599.8590088 0.170481629 0.000102179 39.39309849YFDPANGK 2 4503483 2xTMT6plex [N-Term; K8] 2.886 3.290526152 31.84 0 1369.751622 2 685.3804321 1.434900883 0.000982729 49.57856213DGAGFLINLIDSPGHVDFSSEVTAALR 5 4503483 1xTMT6plex [N-Term] 100 1.881557941 7.21 0 3030.57338 3 1010.863403 0.751237687 0.000758894 114.5421684AGIIASAR 4 4503483 1xTMT6plex [N-Term] 2.127 2.25 3.141519308 47.25 0 987.6148454 2 494.3078918 -6.41782434 -0.003169169 36.26531654VFDAIMNFK 4 4503483 2xTMT6plex [N-Term; K9] 1.124 1.655241847 16.29 0 1542.875442 2 771.9406738 -0.88886874 -0.000685707 94.43032269KIWCFGPDGTGPNILTDITK 2 4503483 3xTMT6plex [N-Term; K1; K20]; 1xCarbamidomethyl [C4] 2.146843672 8.51 1 2920.620961 3 974.2106323 -1.238653489 -0.001205879 93.66638776GHVFEESQVAGTPMFVVK 1 4503483 2xTMT6plex [N-Term; K18]; 1xOxidation [M14] 1.686156154 0 2436.299738 3 807.4416504 2.303388326 0.001858301 68.89350341NMSVIAHVDHGK 2 4503483 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.013 2.968224287 1.14 0 1781.973259 3 589.3302002 -1.300641126 -0.000765635 37.7630032IMGPNYTPGK 2 4503483 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 2.543 2.44681716 22.11 0 1551.860521 2 768.4362183 -0.290465885 -0.000223058 53.89183119TILMMGR 2 4503483 1xTMT6plex [N-Term] 3.284 2.325512886 19.51 0 1050.600123 2 525.8035889 -0.211541594 -0.000111123 58.69806163SATSPEGK 4 4503483 2xTMT6plex [N-Term; K8] 1.901 2.782444715 34.21 0 1234.704338 2 617.8568115 1.626945669 0.001004398 27.77541021IMGPNYTPGKK 3 4503483 3xTMT6plex [N-Term; K10; K11] 1.105 1.184 3.518986702 7.5 1 1893.123501 3 631.7111816 -2.38194081 -0.001503103 53.96316585KVEDMMK 9 4503483 3xTMT6plex [N-Term; K1; K7] 1.463 1.663 1.575 2.9134202 27.76 1 1567.915482 2 784.4606934 -0.875105365 -0.000686046 38.2900290432189394 ATP5B ATP synthase subunit beta, mitochondrial precursor 506 NP_001677.2 79.58412098 1 26 26 281 529 56.525 5.4 0.55 0.52 0.75 0.61 Significant 0.014 AHGGYSVFAGVGER 18 32189394 1xTMT6plex [N-Term] 0.666 0.679 0.642 5.606964111 65.07 0 1635.84407 3 545.9528198 -0.099977343 -5.45E-05 42.30240686VALTGLTVAEYFR 15 32189394 1xTMT6plex [N-Term] 0.924 0.993 0.752 5.138283253 40.51 0 1668.952223 2 834.9782104 -1.844835053 -0.001539471 85.82689164SLQDIIAILGMDELSEEDKLTVSR 8 32189394 2xTMT6plex [N-Term; K19] 0.482 0.527 0.839 5.019659042 52.71 1 3133.706651 4 788.1799316 -1.16509689 -0.000917427 110.3242943SLQDIIAILGMDELSEEDKLTVSR 8 32189394 2xTMT6plex [N-Term; K19]; 1xOxidation [M11] 1.727 0.746 0.697 4.401648045 54.24 1 3149.701566 4 788.1799316 -1.16509689 -0.000917427 110.3242943DQEGQDVLLFIDNIFR 6 32189394 1xTMT6plex [N-Term] 100 0.546 2.647993803 49.33 0 2151.128349 2 1076.068481 0.621474133 0.000668435 116.8876484IPSAVGYQPTLATDMGTMQER 12 32189394 1xTMT6plex [N-Term] 0.736 0.733 0.429 4.960816383 57.44 0 2495.247161 3 832.4193726 -1.441177562 -0.001198698 76.86200151IPSAVGYQPTLATDMGTMQER 10 32189394 1xTMT6plex [N-Term]; 1xOxidation [M] 0.675 0.722 0.01 3.893739223 42.51 0 2511.242076 3 832.4193726 -1.441177562 -0.001198698 76.86200151GFQQILAGEYDHLPEQAFYMVGPIEEAVAK 22 32189394 2xTMT6plex [N-Term; K30] 0.7 0.654 0.787 7.057177067 69.62 0 3808.966054 3 1270.325195 -1.318229784 -0.001673697 109.7026773GFQQILAGEYDHLPEQAFYMVGPIEEAVAK 10 32189394 2xTMT6plex [N-Term; K30]; 1xOxidation [M20] 0.01 0.873 6.462920666 40.3 0 3824.960969 3 1270.325195 -1.318229784 -0.001673697 109.7026773TIAMDGTEGLVR 19 32189394 1xTMT6plex [N-Term] 0.752 0.748 0.985 4.257246494 75.83 0 1491.803844 2 746.4063721 1.087978578 0.000811525 53.07650461IMDPNIVGSEHYDVAR 10 32189394 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.747 0.687 0.749 4.25225687 53.46 0 2061.027256 3 682.3494263 0.677230656 0.000461653 57.67555969IMDPNIVGSEHYDVAR 16 32189394 1xTMT6plex [N-Term] 0.7 0.84 0.916 4.05000639 57.57 0 2045.032341 3 682.3494263 0.677230656 0.000461653 57.67555969GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR 4 32189394 1xTMT6plex [N-Term] 0.547 5.857236385 37.7 0 3944.049042 4 986.7714233 3.757924716 0.00370536 92.32998231QFAPIHAEAPEFMEMSVEQEILVTGIK 4 32189394 2xTMT6plex [N-Term; K27] 0.748 6.223758221 49.35 0 3502.83662 4 884.4588623 -3.629689161 -0.00320758 88.31831464QFAPIHAEAPEFMEMSVEQEILVTGIK 4 32189394 2xTMT6plex [N-Term; K27]; 2xOxidation [M13; M15] 0.887 5.903302193 53.41 0 3534.82645 4 884.4588623 -3.629689161 -0.00320758 88.31831464TIAMDGTEGLVR 6 32189394 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.655 0.777 0.735 3.062193155 40.2 0 1507.798759 2 746.4063721 1.087978578 0.000811525 53.07650461FTQAGSEVSALLGR 7 32189394 1xTMT6plex [N-Term] 0.538 100 3.121110439 44.63 0 1664.9169 2 832.9614258 -0.796050241 -0.000662679 74.72307884LVLEVAQHLGESTVR 18 32189394 1xTMT6plex [N-Term] 0.925 0.849 0.519 3.747294188 37.95 0 1880.080277 3 627.3640137 -1.483641102 -0.000929788 74.98649487FLSQPFQVAEVFTGHMGK 6 32189394 2xTMT6plex [N-Term; K18] 100 0.478 0.859 3.294074774 19.82 0 2481.336458 3 827.7833252 -0.417184078 -0.000345058 98.29371755TVLIMELINNVAK 6 32189394 2xTMT6plex [N-Term; K13] 0.756 0.404 2.488372087 37.04 0 1916.165476 2 958.5847778 -1.668528098 -0.001598588 119.1384255IGLFGGAGVGK 6 32189394 2xTMT6plex [N-Term; K11] 1.356 2.229 1.645 3.317286015 52.59 0 1433.888056 2 717.4467163 -1.325112379 -0.000950031 63.74904494IVAVIGAVVDVQFDEGLPPILNALEVQGR 2 32189394 1xTMT6plex [N-Term] 1.908960462 19.21 0 3260.845579 3 1087.619873 -0.157370033 -0.000171053 118.7648418AIAELGIYPAVDPLDSTSR 10 32189394 1xTMT6plex [N-Term] 0.752 0.387 0.527 2.634233713 22.83 0 2217.196429 2 1109.100952 -0.812387708 -0.000900612 79.73586011EGNDLYHEMIESGVINLK 4 32189394 2xTMT6plex [N-Term; K18] 0.467 3.202148438 20.18 0 2519.321595 3 840.4470825 2.024012577 0.001699713 95.48700583VLDSGAPIK 4 32189394 2xTMT6plex [N-Term; K9] 0.81 0.973 3.735787392 61.63 0 1357.845523 2 679.427124 1.067048387 0.000724443 50.27067203IMNVIGEPIDER 10 32189394 1xTMT6plex [N-Term] 0.762 0.93 4.120880127 46.37 0 1614.872258 2 807.9391479 -0.767281471 -0.000619531 68.12795473VVDLLAPYAK 11 32189394 2xTMT6plex [N-Term; K10] 0.564 0.664 0.795 3.603881121 37.51 0 1546.960887 2 773.9830322 -1.356696794 -0.001049378 85.85596988VALVYGQMNEPPGAR 6 32189394 1xTMT6plex [N-Term] 1.285 100 0.468 2.493558884 27.62 0 1830.973369 2 915.9880371 -2.49686933 -0.002285851 55.28059484IPVGPETLGR 4 32189394 1xTMT6plex [N-Term] 0.596 0.701 2.857839108 30.26 0 1267.757152 2 634.3822632 0.076779048 4.87E-05 63.89442533VLDSGAPIKIPVGPETLGR 4 32189394 2xTMT6plex [N-Term; K9] 0.01 0.691 2.403657913 2.66 1 2377.421902 3 793.1452026 -0.356264003 -0.00028233 65.95700932LVPLKETIK 3 32189394 3xTMT6plex [N-Term; K5; K9] 0.206 0.271 1.911246061 0.27 1 1728.160204 3 576.7259521 1.793285892 0.001033028 60.25234214ADKLAEEHSS 8 32189394 2xTMT6plex [N-Term; K3] 0.278 0.29 2.718723297 33.82 1 1544.832057 2 772.9193115 -0.460077924 -0.000355372 32.071829314557701 KRT17 keratin, type I cytoskeletal 17 3872 NP_000413.1 79.86111111 1 21 35 795 432 48.076 5.02 0.53 0.57 0.54 0.55 Significant 0.00048 GQVGGEINVEMDAAPGVDLSR 99 4557701 1xTMT6plex [N-Term] 1.258 100 100 3.173252821 36.46 0 2343.181189 2 1172.093628 -0.516486147 -0.00060511 73.01806462LLEGEDAHLTQYK 32 4557701 2xTMT6plex [N-Term; K13] 0.58 0.6 0.596 4.980884075 60.9 0 1975.090063 2 988.048645 -0.024895542 -2.46E-05 63.50793901LSGGLGAGSCR 15 4557701 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.712 0.628 0.282 4.20837307 69.35 0 1263.667686 2 632.3372192 -0.414605393 -0.000261962 48.04282829KNHEEEMNALR 11 4557701 2xTMT6plex [N-Term; K1] 0.773 0.864 0.797 3.628271818 36.26 1 1828.973987 3 610.3292847 -0.375246503 -0.000228772 35.80008094ILTATVDNANILLQIDNAR 6 4557701 1xTMT6plex [N-Term] 0.902 100 4.402533054 55.2 0 2297.302625 3 766.4372559 -2.355341353 -0.001803644 100.5787228ALEEANTELEVK 70 4557701 2xTMT6plex [N-Term; K12] 0.447 0.381 0.378 4.865480423 82.28 0 1804.010415 2 902.5084229 -0.469086469 -0.000423118 64.4672149ASLEGNLAETENR 71 4557701 1xTMT6plex [N-Term] 0.56 0.561 0.596 5.075448513 66.82 0 1632.839044 2 816.9234009 0.294749084 0.000240639 54.30994029YCVQLSQIQGLIGSVEEQLAQLR 34 4557701 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.825 0.672 5.34431982 49.69 0 2861.539244 3 954.5184326 0.524560886 0.000500351 114.0442126EVATNSELVQSGK 82 4557701 2xTMT6plex [N-Term; K13] 0.696 0.701 0.693 5.450167656 73.38 0 1820.016563 2 910.5032349 -9.54398646 -0.008685107 43.74892866LGSAGGLGSTLGGSSYSSCYSFGSGGGYGSSFGGVDGLLAGGEK 6 4557701 2xTMT6plex [N-Term; K44]; 1xCarbamidomethyl [C19] 1.025 5.426093102 40.31 0 4483.140008 4 1121.539673 -0.701799128 -0.000786566 94.55615977GSSGLGGGSSR 16 4557701 1xTMT6plex [N-Term] 0.618 0.355 3.998183489 70.61 0 1150.60138 2 575.8041382 -0.330516562 -0.000190146 17.14726948TIVEEVQDGK 36 4557701 2xTMT6plex [N-Term; K10] 0.476 0.55 0.589 4.154781818 68.64 0 1575.899408 2 788.4528809 -0.585913825 -0.000461671 46.671743ADLEMQIENLKEELAYLKK 2 4557701 4xTMT6plex [N-Term; K11; K18; K19] 100 2.940661907 17.84 2 3194.851638 4 799.4646606 -4.640428901 -0.00370637 105.5080342ADLEMQIENLK 8 4557701 2xTMT6plex [N-Term; K11] 100 2.31 0.209 2.574895859 42.79 0 1761.982092 2 881.4951782 0.560542197 0.000493833 86.66240089NHEEEMNALR 8 4557701 1xTMT6plex [N-Term] 0.962 1.027 4.156452179 41.93 0 1471.716092 2 736.3625488 1.17476887 0.000864463 28.88820698TMQALEIELQSQLSMK 10 4557701 2xTMT6plex [N-Term; K16] 0.401 2.73297143 27.14 0 2308.26566 3 770.0934448 0.052378138 4.03E-05 100.8391276QFTSSSSIK 18 4557701 2xTMT6plex [N-Term; K9] 0.533 0.523 0.533 4.347120762 58.63 0 1442.825515 2 721.916687 0.403439939 0.000291047 39.65630323LEQEIATYR 30 4557701 1xTMT6plex [N-Term] 0.873 0.965 0.895 3.989738941 51.78 0 1351.741896 2 676.3740845 -0.742660038 -0.000501942 59.56020918ATMQNLNDR 8 4557701 1xTMT6plex [N-Term] 0.559 0.52 0.613 3.764918089 44.3 0 1291.6626 2 646.3349609 0.034982046 2.26E-05 31.80804879ADLEMQIENLKEELAYLK 6 4557701 3xTMT6plex [N-Term; K11; K18] 100 0.01 0.602 2.279923201 16.18 1 2837.593743 3 946.5266724 -9.965972128 -0.00942646 103.5103069EVATNSELVQSGKSEISELR 2 4557701 2xTMT6plex [N-Term; K13] 0.01 3.065496922 15.76 1 2634.435045 3 878.815918 -0.700037662 -0.000614735 60.33944928VLDELTLAR 31 4557701 1xTMT6plex [N-Term] 0.836 0.802 0.88 3.858995199 41.24 0 1258.756818 2 629.8816528 -0.626805691 -0.000394498 67.98248171NHEEEMNALR 12 4557701 1xTMT6plex [N-Term]; 1xOxidation [M6] 100 1.113 1.026 3.034799576 35.28 0 1487.711007 2 736.3625488 1.17476887 0.000864463 28.88820698CEMEQQNQEYK 10 4557701 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1]; 1xOxidation [M3] 1.819 0.875 0.895 3.481099367 43.3 0 1960.914483 3 654.3094482 -0.352898325 -0.000230668 30.65856668CEMEQQNQEYK 14 4557701 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 0.885 0.803 0.891 3.460950851 27.46 0 1944.919568 3 654.3094482 -0.352898325 -0.000230668 30.65856668TKFETEQALR 22 4557701 2xTMT6plex [N-Term; K2] 0.708 0.654 0.591 3.654014587 25.22 1 1680.968491 2 840.9873657 -0.616445039 -0.000518112 41.51534922KNHEEEMNALR 13 4557701 2xTMT6plex [N-Term; K1]; 1xOxidation [M7] 0.891 0.645 0.944 3.066138506 19.28 1 1844.968902 3 610.3292847 -0.375246503 -0.000228772 35.80008094EQVHQTTR 3 4557701 1xTMT6plex [N-Term] 0.386 3.034813166 42.69 0 1227.664315 3 409.8927917 -0.401295251 -0.000164219 16.5946865TIEELQNK 6 4557701 2xTMT6plex [N-Term; K8] 0.602 0.733 3.585800648 44.38 0 1432.841165 2 716.9244995 0.38876147 0.000278517 43.670601LSVEADINGLRR 2 4557701 1xTMT6plex [N-Term] 1.88 2.779716253 19.64 1 1571.90667 3 524.6399536 -0.866730947 -0.00045414 54.94249371KDAEDWFFSK 14 4557701 3xTMT6plex [N-Term; K1; K10] 0.678 0.483 0.485 3.026944876 19.82 1 1960.078325 2 980.5419922 -0.825025704 -0.000808557 65.71699562TMQALEIELQSQLSMK 6 4557701 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 1.726732373 18.31 0 2324.260575 3 770.0934448 0.052378138 4.03E-05 100.8391276EELAYLK 16 4557701 2xTMT6plex [N-Term; K7] 0.771 1.132 1.244 3.250023842 39.59 0 1323.792424 2 662.3997803 -0.106083947 -7.02E-05 54.24797047FETEQALR 6 4557701 1xTMT6plex [N-Term] 1.009 1.115 0.896 3.28198266 44.28 0 1222.662918 2 611.8347168 -0.622171687 -0.000380353 43.64425593DAEDWFFSK 2 4557701 2xTMT6plex [N-Term; K9] 100 1.879194617 14.86 0 1602.82043 2 801.9136963 -0.19587464 -0.000156976 84.39377391LSVEADINGLR 4 4557701 1xTMT6plex [N-Term] 2.269045353 25.66 0 1415.805559 2 708.4070435 0.883768293 0.000625622 49.32299519LASYLDK 51 4557701 2xTMT6plex [N-Term; K7] 0.689 0.687 0.676 3.160550594 38.22 0 1267.76621 2 634.3873291 0.924415808 0.000585972 69.69252583SEISELRR 2 4557701 1xTMT6plex [N-Term] 0.339 3.65511775 23.66 1 1218.700366 3 406.9051514 0.439034547 0.000178351 31.29536983ADLEMQIENLKEELAYLK 2 4557701 3xTMT6plex [N-Term; K11; K18]; 1xOxidation [M5] 1.476866007 6.19 1 2853.588658 3 946.5266724 -9.965972128 -0.00942646 103.5103069SEISELR 9 4557701 1xTMT6plex [N-Term] 0.814 0.792 0.706 2.968187571 40.38 0 1062.599255 2 531.8031006 -0.310830375 -0.000165144 43.56074208384475521 TKT transketolase isoform 2 7086 NP_001244957.1 61.8066561 1 27 27 307 631 68.77 7.52 1.4 1.56 1.56 1.51 Significant 0.0013 GITGVEDKESWHGKPLPK 18 384475521 4xTMT6plex [N-Term; K8; K14; K18] 0.77 1.092 0.99 6.008454323 21.08 1 2894.690979 3 965.5690308 0.538915956 0.000519998 45.93012659ISSDLDGHPVPK 14 384475521 2xTMT6plex [N-Term; K12] 2.032 2.014 2.038 3.733355761 55.94 0 1722.979056 2 861.9923706 -0.923469764 -0.00079556 39.91217785QAFTDVATGSLGQGLGAACGMAYTGK 6 384475521 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C19]; 1xOxidation [M21] 100 3.112524033 35.07 0 3006.506513 3 997.5084229 -0.295048283 -0.000294115 81.57352411QAFTDVATGSLGQGLGAACGMAYTGK 12 384475521 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C19] 2.556 100 5.433049679 50.45 0 2990.511598 3 997.5084229 -0.295048283 -0.000294115 81.57352411KISSDLDGHPVPK 21 384475521 3xTMT6plex [N-Term; K1; K13] 1.446 1.557 1.49 4.324873924 28.21 1 2080.236951 3 694.0834961 -0.488232242 -0.000338546 36.54188036LGQSDPAPLQHQMDIYQK 2 384475521 2xTMT6plex [N-Term; K18]; 1xOxidation [M13] 3.01 4.303319931 40.71 0 2543.332829 3 848.4488525 -0.324221353 -0.000274868 48.54559155LGQSDPAPLQHQMDIYQK 6 384475521 2xTMT6plex [N-Term; K18] 7.375 100 100 3.839419603 26.65 0 2527.337914 3 848.4488525 -0.324221353 -0.000274868 48.54559155ILTVEDHYYEGGIGEAVSSAVVGEPGITVTHLAVNR 21 384475521 1xTMT6plex [N-Term] 100 100 1.598 8.397192955 53 0 3982.075925 4 996.2747192 0.281655384 0.000280393 91.62917935TSRPENAIIYNNNEDFQVGQAK 8 384475521 2xTMT6plex [N-Term; K22] 2.636 2.916 5.879769325 45.43 0 2966.537218 3 989.5171509 -0.107544001 -0.000106344 57.53758109LDNLVAILDINR 8 384475521 1xTMT6plex [N-Term] 2.878 1.204 100 4.178573132 40.08 0 1597.947472 2 799.4771729 -0.25226541 -0.000201553 100.3874303MAAISESNINLCGSHCGVSIGEDGPSQMALEDLAMFR 6 384475521 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C16] 0.873 1.089 6.633712769 44.51 0 4196.93807 4 1053.989136 0.410079808 0.00043191 93.41599876MAAISESNINLCGSHCGVSIGEDGPSQMALEDLAMFR 10 384475521 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C16]; 1xOxidation [M] 1.531 5.802956104 45.27 0 4212.932985 4 1053.989136 0.410079808 0.00043191 93.41599876MAAISESNINLCGSHCGVSIGEDGPSQMALEDLAMFR 7 384475521 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C16]; 2xOxidation [M] 1.199 5.151881218 34.38 0 4228.9279 4 1053.989136 0.410079808 0.00043191 93.41599876MAAISESNINLCGSHCGVSIGEDGPSQMALEDLAMFR 6 384475521 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C16]; 3xOxidation [M1; M28; M35] 3.296 4.851617813 26.78 0 4244.922815 4 1053.989136 0.410079808 0.00043191 93.41599876SKDDQVTVIGAGVTLHEALAAAELLK 8 384475521 3xTMT6plex [N-Term; K2; K26] 100 2.642 1.607 8.471651077 53.94 1 3336.934567 4 834.9888306 -0.32202141 -0.000268641 101.1318175NMAEQIIQEIYSQIQSK 9 384475521 2xTMT6plex [N-Term; K17] 1.996 2.067 3.841269493 48.68 0 2481.342331 3 827.7838135 -2.193752246 -0.001814483 115.8746206VYCLLGDGELSEGSVWEAMAFASIYK 4 384475521 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C3] 3.486 2.689 4.05480957 45 0 3353.683808 3 1118.561646 -4.002919575 -0.004474842 116.6045372FIECYIAEQNMVSIAVGCATR 4 384475521 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C18] 3.944 5.806216717 59.65 0 2661.30363 3 887.7703857 -2.640120939 -0.002342054 100.0724357KAYGQALAK 10 384475521 3xTMT6plex [N-Term; K1; K9] 1.133 1.212 1.282 4.774761677 38.84 1 1637.035338 3 546.3497925 -0.313865304 -0.00017127 38.18462718VLDPFTIKPLDR 24 384475521 2xTMT6plex [N-Term; K8] 1.657 1.27 1.898 3.571093798 23.77 0 1872.135891 3 624.7183228 2.416668438 0.001508111 4.747422229AVELAANTK 12 384475521 2xTMT6plex [N-Term; K9] 1.51 1.497 3.69697547 58.93 0 1374.835686 2 687.9215698 0.128683332 8.85E-05 49.20221959ILATPPQEDAPSVDIANIR 18 384475521 1xTMT6plex [N-Term] 2.23 2.194 100 2.983245611 23.28 0 2249.233877 3 750.4151001 -1.391574733 -0.001043326 66.43101824IIALDGDTK 12 384475521 2xTMT6plex [N-Term; K9] 1.563 1.229 2.038 3.699113131 46.19 0 1403.851002 2 702.4281616 -1.392724591 -0.000977589 52.36914032NSTFSEIFK 4 384475521 2xTMT6plex [N-Term; K9] 100 100 3.002596378 27.01 0 1530.856815 2 765.9310303 -1.327036666 -0.001015752 61.59891588SVPTSTVFYPSDGVATEK 14 384475521 2xTMT6plex [N-Term; K18] 2.652 2.659 1.838 2.874649763 22.31 0 2343.248414 2 1172.126343 -1.282229877 -0.001502292 56.86255746GITGVEDK 8 384475521 2xTMT6plex [N-Term; K8] 1.673 1.843 1.78 3.493388176 43.69 0 1276.751288 2 638.8731689 -9.576289048 -0.00611327 39.63599755SGKPAELLK 2 384475521 3xTMT6plex [N-Term; K3; K9] 1.46 0.793 2.079692125 0 1630.050654 3 544.0217896 0.099206944 5.39E-05 50.70919366AYGQALAK 5 384475521 2xTMT6plex [N-Term; K8] 2.362 2.377 3.540707588 40.32 0 1279.777443 2 640.392334 -0.040390812 -2.58E-05 36.20743513MPSLPSYK 10 384475521 2xTMT6plex [N-Term; K8] 1.831 1.727 1.553 3.212301254 36.25 0 1380.79613 2 690.9017944 0.132312934 9.13E-05 56.4818516KLILDSAR 10 384475521 2xTMT6plex [N-Term; K1] 1.16 1.127 1.314 3.046549082 30.95 1 1373.888056 2 687.4473267 -0.494479652 -0.00033968 44.36570981DAIAQAVR 2 384475521 1xTMT6plex [N-Term] 1.722 2.615951061 41.82 0 1072.631224 2 536.819458 0.387547571 0.000207848 37.5275548LILDSAR 6 384475521 1xTMT6plex [N-Term] 1.761 1.739 1.159 2.683711767 31.19 0 1016.630161 2 508.8189392 0.433488977 0.000220349 45.1771787624234699 KRT19 keratin, type I cytoskeletal 19 3880 NP_002267.2 76.5 1 21 32 605 400 44.079 5.14 0.55 0.57 0.52 0.55 Significant 0.00071 QSSATSSFGGLGGGSVR 14 24234699 1xTMT6plex [N-Term] 0.621 0.684 0.66 5.488426685 108.42 0 1783.913606 2 892.454895 -6.217964201 -0.005546155 41.35669145EVAGHTEQLQMSR 50 24234699 1xTMT6plex [N-Term] 0.452 0.485 0.461 4.785831451 52.13 0 1714.874384 3 577.6282959 0.598488467 0.000345302 29.93780884EVAGHTEQLQMSR 48 24234699 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.519 0.493 0.447 3.920547724 56.85 0 1730.869299 3 577.6282959 0.598488467 0.000345302 29.93780884SLLEGQEDHYNNLSASK 28 24234699 2xTMT6plex [N-Term; K17] 0.58 0.596 0.599 6.303720474 80.93 0 2363.224324 2 1182.114014 -1.512030074 -0.001786633 46.86231051DKILGATIENSR 12 24234699 2xTMT6plex [N-Term; K2] 0.858 0.609 0.45 4.764064312 46.2 1 1775.042719 2 888.0255127 0.580392018 0.00051511 44.77092583TLQGLEIELQSQLSMK 6 24234699 2xTMT6plex [N-Term; K16] 0.593 3.152331829 38.79 0 2276.29359 3 759.4346313 -1.866554934 -0.001416276 99.28319653FGAQLAHIQALISGIEAQLGDVR 3 24234699 1xTMT6plex [N-Term] 100 3.474964857 25.23 0 2636.47215 3 879.4956055 0.042885433 3.77E-05 112.3814183MSVEADINGLR 6 24234699 1xTMT6plex [N-Term] 1.436 1.688 3.755783319 62.24 0 1433.76198 2 717.3839111 -1.000196961 -0.000717022 64.76776505KNHEEEISTLR 12 24234699 2xTMT6plex [N-Term; K1] 0.629 0.71 0.608 4.582782269 36.79 1 1814.017232 3 605.3427734 -1.910123806 -0.001154999 30.54243413GQVGGQVSVEVDSAPGTDLAK 6 24234699 2xTMT6plex [N-Term; K21] 0.649 4.652263641 53.66 0 2472.334603 3 824.7820435 -1.223749772 -0.001008506 59.01409333DYSHYYTTIQDLR 19 24234699 1xTMT6plex [N-Term] 0.665 0.56 0.566 4.14150095 38.76 0 1903.938758 3 635.3170166 -1.187693303 -0.000753765 61.10785278ALEAANGELEVK 6 24234699 2xTMT6plex [N-Term; K12] 0.69 0.719 5.177536964 69.02 0 1701.978721 2 851.4931641 0.193988912 0.000165083 54.35657224AALEDTLAETEAR 20 24234699 1xTMT6plex [N-Term] 0.484 0.485 0.487 5.146541595 78.95 0 1618.848546 2 809.9290161 1.364974239 0.001104843 59.9151859ILGATIENSR 9 24234699 1xTMT6plex [N-Term] 0.873 0.888 0.854 3.714605331 49.28 0 1302.757881 2 651.8825684 -0.015767512 -1.03E-05 45.65701127SQYEVMAEQNR 8 24234699 1xTMT6plex [N-Term] 0.547 0.556 4.148043633 61.33 0 1583.768522 2 792.3866577 -1.567615645 -0.00124137 41.71599068TDLEMQIEGLK 4 24234699 2xTMT6plex [N-Term; K11] 0.859 0.946 3.609122753 47.74 0 1734.971193 2 867.9890747 -0.18463473 -0.000160168 84.89662329TLQGLEIELQSQLSMK 6 24234699 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 100 1.997135758 22.42 0 2292.288505 3 759.4346313 -1.866554934 -0.001416276 99.28319653LEQEIATYR 30 24234699 1xTMT6plex [N-Term] 0.873 0.965 0.895 3.989738941 51.78 0 1351.741896 2 676.3740845 -0.742660038 -0.000501942 59.56020918DYSHYYTTIQDLRDKILGATIENSR 13 24234699 2xTMT6plex [N-Term; K15] 0.636 0.863 0.424 3.007154226 14.5 2 3430.800703 5 686.9645386 -2.074366751 -0.001423348 91.54526027KDAEAWFTSR 24 24234699 2xTMT6plex [N-Term; K1] 0.56 0.527 0.549 4.115560532 25.8 1 1668.910976 2 834.9575806 -1.85252373 -0.001545849 54.55955725MSVEADINGLRR 4 24234699 1xTMT6plex [N-Term] 3.428 3.775520086 34.04 1 1589.863091 3 530.6262207 0.640438401 0.000339403 47.35430851IVLQIDNAR 27 24234699 1xTMT6plex [N-Term] 0.822 0.805 0.786 3.429313183 48.49 0 1270.768051 2 635.8876343 -0.046826258 -2.98E-05 51.78171565DAEAWFTSR 29 24234699 1xTMT6plex [N-Term] 0.559 0.593 0.424 3.542104959 51.86 0 1311.653081 2 656.3303833 0.311615601 0.000204366 67.15413911VLDELTLAR 31 24234699 1xTMT6plex [N-Term] 0.836 0.802 0.88 3.858995199 41.24 0 1258.756818 2 629.8816528 -0.626805691 -0.000394498 67.98248171ITMQNLNDR 28 24234699 1xTMT6plex [N-Term] 0.566 0.576 0.616 3.402525187 42.38 0 1333.70955 2 667.3587646 0.526671549 0.000351213 48.81082799TKFETEQALR 22 24234699 2xTMT6plex [N-Term; K2] 0.708 0.654 0.591 3.654014587 25.22 1 1680.968491 2 840.9873657 -0.616445039 -0.000518112 41.51534922GVSVSSAR 26 24234699 1xTMT6plex [N-Term] 0.569 0.595 0.639 2.983020306 43.88 0 991.5733745 2 496.2902222 -0.208531278 -0.000103387 31.52132297LTMQNLNDR 16 24234699 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.656 0.624 0.59 1.89945972 33.06 0 1349.704465 2 667.3587646 0.526671549 0.000351213 48.81082799FGPGVAFR 6 24234699 1xTMT6plex [N-Term] 0.716 0.927 2.564065933 37.46 0 1079.619931 2 540.3148804 2.365010236 0.001276656 57.59080944APSIHGGSGGR 6 24234699 1xTMT6plex [N-Term] 0.471 3.195515394 40.14 0 1224.664649 3 408.8927612 -0.750065411 -0.000306193 23.35403307SQYEVMAEQNR 19 24234699 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.532 0.842 0.472 2.993422747 41.21 0 1599.763437 2 792.3866577 -1.567615645 -0.00124137 41.71599068EELAYLK 16 24234699 2xTMT6plex [N-Term; K7] 0.771 1.132 1.244 3.250023842 39.59 0 1323.792424 2 662.3997803 -0.106083947 -7.02E-05 54.24797047FETEQALR 6 24234699 1xTMT6plex [N-Term] 1.009 1.115 0.896 3.28198266 44.28 0 1222.662918 2 611.8347168 -0.622171687 -0.000380353 43.64425593LASYLDK 51 24234699 2xTMT6plex [N-Term; K7] 0.689 0.687 0.676 3.160550594 38.22 0 1267.76621 2 634.3873291 0.924415808 0.000585972 69.69252583MSVEADINGLR 4 24234699 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.373 1.227 2.568712234 27.3 0 1449.756895 2 717.3839111 -1.000196961 -0.000717022 64.76776505IRDWYQK 10 24234699 2xTMT6plex [N-Term; K7] 0.425 0.4 0.392 3.265621901 11.89 1 1466.852005 3 489.6218567 -0.673613723 -0.000329364 52.65410183SQYEVMAEQNRK 2 24234699 2xTMT6plex [N-Term; K12] 1.288 1.790570974 0 1 1941.026417 3 647.6796875 -0.982603835 -0.000635753 41.8812214927436946 LMNA lamin isoform A 4000 NP_733821.1 54.6686747 1 3 38 469 664 74.095 7.02 0.72 0.77 0.71 0.74 Significant 0.00064 SNEDQSMGNWQIK 6 27436946 2xTMT6plex [N-Term; K13] 0.886 100 1.025 4.09638834 38.99 0 1995.000596 2 997.9941406 -9.820057218 -0.00979551 51.57611777NSNLVGAAHEELQQSR 10 27436946 1xTMT6plex [N-Term] 0.849 0.788 5.859630108 61.98 0 1982.025281 3 661.3460693 -0.820671766 -0.000542197 42.07806646EAALSTALSEK 12 27436946 2xTMT6plex [N-Term; K11] 0.878 0.809 0.795 4.230268002 50.09 0 1577.915058 2 789.4609375 -0.29159998 -0.00023006 52.00948651MQQQLDEYQELLDIK 8 27436946 2xTMT6plex [N-Term; K15] 0.799 100 0.67 3.99401021 44.09 0 2352.252119 3 784.7553711 -0.237503771 -0.000186223 92.75514387TALINSTGEEVAMR 10 27436946 1xTMT6plex [N-Term] 0.81 1.414 1.237 4.020965576 45.1 0 1720.9101 2 860.9584351 -0.294508593 -0.000253411 47.8012571SVGGSGGGSFGDNLVTR 6 27436946 1xTMT6plex [N-Term] 0.963 0.791 5.705610275 84.65 0 1795.913606 2 898.4598999 -0.602782511 -0.000541273 52.78746216TVLCGTCGQPADK 4 27436946 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C4; C7] 0.581 0.573 3.851686954 58.85 0 1864.966125 2 932.986084 -0.661546198 -0.000616881 44.83962391AQHEDQVEQYK 14 27436946 2xTMT6plex [N-Term; K11] 0.778 0.755 0.706 5.622924805 54.41 0 1832.954297 2 916.9805298 -0.280694226 -0.00025725 34.8693129VAVEEVDEEGK 10 27436946 2xTMT6plex [N-Term; K11] 0.77 0.804 4.93041563 70.02 0 1661.899802 2 831.4525757 -1.159848993 -0.000963776 46.56701304ASASGSGAQVGGPISSGSSASSVTVTR 26 27436946 1xTMT6plex [N-Term] 0.772 0.729 0.999 9.399476051 110.66 0 2594.321916 3 865.4447021 -0.910941188 -0.000787758 41.66389073AAYEAELGDAR 22 27436946 1xTMT6plex [N-Term] 0.627 0.681 0.708 4.936688423 74.17 0 1394.711324 2 697.8590698 -0.330743398 -0.000230646 38.95790587ASSHSSQTQGGGSVTK 142 27436946 2xTMT6plex [N-Term; K16] 0.845 0.828 0.806 5.802528381 80.05 0 1977.040152 3 659.6849976 0.145275644 9.57E-05 28.66776877LALDMEIHAYR 26 27436946 1xTMT6plex [N-Term] 0.679 0.988 0.371 4.030868053 63.49 0 1560.840564 3 520.9517822 0.146760465 7.64E-05 90.92299012EGDLIAAQAR 6 27436946 1xTMT6plex [N-Term] 0.973 1.048 1.184 3.909815788 64.41 0 1272.71093 2 636.8584595 -1.012118822 -0.000644067 45.70550085ITESEEVVSR 4 27436946 1xTMT6plex [N-Term] 0.831 0.932 3.479677439 53.75 0 1377.74229 2 689.3745728 -0.305704623 -0.000210591 41.87675256TLEGELHDLR 16 27436946 1xTMT6plex [N-Term] 0.789 0.703 0.693 4.239264011 65.89 0 1411.774259 2 706.3909912 0.316532103 0.000223436 45.62075709AQHEDQVEQYKK 4 27436946 3xTMT6plex [N-Term; K11; K12] 0.373 0.462 4.501769543 17.47 1 2190.212192 4 548.3087158 0.383977065 0.000210248 35.25731436LADALQELR 13 27436946 1xTMT6plex [N-Term] 0.791 0.879 0.859 3.563678503 52.78 0 1257.736417 2 629.371582 -0.421000372 -0.000264754 62.90467401SLETENAGLR 6 27436946 1xTMT6plex [N-Term] 0.722 0.876 0.871 4.305250168 51.86 0 1318.71641 2 659.8581543 -5.594642029 -0.003688873 36.56471692IDSLSAQLSQLQK 5 27436946 2xTMT6plex [N-Term; K13] 1.725 2.83401227 31.95 0 1889.110798 2 945.0578003 -1.309655349 -0.001237042 73.58335544SNEDQSMGNWQIK 2 27436946 2xTMT6plex [N-Term; K13]; 1xOxidation [M7] 0.682 2.781531811 30.87 0 2010.995511 2 997.9941406 -9.820057218 -0.00979551 51.57611777LKDLEALLNSK 4 27436946 3xTMT6plex [N-Term; K2; K11] 0.721 4.434978485 18.67 1 1931.214424 3 644.4091187 -0.839716682 -0.000540558 88.97032351LEAALGEAK 11 27436946 2xTMT6plex [N-Term; K9] 0.798 0.818 100 4.151691437 51.81 0 1359.824787 2 680.4152222 -1.190862292 -0.000809682 54.89204617KEGDLIAAQAR 6 27436946 2xTMT6plex [N-Term; K1] 0.794 0.987 0.839 3.364347219 24.22 1 1629.968825 3 543.994812 0.648702687 0.000352455 43.95616425LALDMEIHAYR 4 27436946 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.669 1.926 3.412200451 39.63 0 1576.835479 3 520.9517822 0.146760465 7.64E-05 90.92299012VAVEEVDEEGKFVR 3 27436946 2xTMT6plex [N-Term; K11] 0.234 0.729 3.011364937 6.33 1 2064.137741 3 688.7176514 0.319674191 0.000219951 59.41330684DLEALLNSK 4 27436946 2xTMT6plex [N-Term; K9] 1.611 100 2.399184465 24.68 0 1460.872465 2 730.9393921 -0.655724805 -0.000478965 74.16171792LQEKEDLQELNDR 5 27436946 2xTMT6plex [N-Term; K4] 0.796 0.912 3.529002666 13.28 1 2088.133718 3 696.7158813 -0.300463052 -0.000209136 56.70557386LLEGEEER 8 27436946 1xTMT6plex [N-Term] 0.891 0.901 0.91 3.30015111 57.52 0 1203.641848 2 602.324585 0.03776196 2.27E-05 47.24056336LQTMKEELDFQK 8 27436946 3xTMT6plex [N-Term; K5; K12] 0.995 0.466 0.792 2.616175413 12.25 1 2197.250552 3 733.0877075 -0.902250954 -0.000660824 63.75229531KQLQDEMLR 13 27436946 2xTMT6plex [N-Term; K1] 0.643 0.616 0.638 3.526650667 28.59 1 1618.935082 2 809.9707642 -0.513170476 -0.000415395 43.47374931KTLDSVAK 4 27436946 3xTMT6plex [N-Term; K1; K8] 0.61 2.813788414 34.02 1 1548.992804 2 775.0001221 0.105255896 8.15E-05 41.71366296LQLELSK 12 27436946 2xTMT6plex [N-Term; K7] 0.811 0.768 0.93 3.28993082 40.42 0 1288.824059 2 644.9160156 0.539856465 0.00034789 64.43397998KLLEGEEER 2 27436946 2xTMT6plex [N-Term; K1] 0.786 2.727909088 12.36 1 1560.899743 3 520.9711914 -0.462452027 -0.000240614 36.54987775LAVYIDR 13 27436946 1xTMT6plex [N-Term] 0.6 0.643 0.742 3.004096746 33.6 0 1078.645811 2 539.8256836 -1.595141317 -0.000860296 49.1983752AGQVVTIWAAGAGATHSPPTDLVWK 2 27436946 2xTMT6plex [N-Term; K25] 1.77304697 0 2991.645647 3 997.8860474 -0.687885665 -0.00068597 78.83866997EELDFQK 8 27436946 2xTMT6plex [N-Term; K7] 0.959 1.128 3.204521894 30.03 0 1366.761852 2 683.8839722 -0.866832843 -0.000592377 58.23378286QLQDEMLR 2 27436946 1xTMT6plex [N-Term] 100 2.273235559 25.84 0 1261.677188 2 631.3423462 0.180896361 0.000114116 50.57383575TLDSVAK 6 27436946 2xTMT6plex [N-Term; K7] 0.652 0.863 0.981 2.952090263 41.2 0 1191.73491 2 596.3705444 -0.920735647 -0.000548636 44.53974523EDLQELNDR 2 27436946 1xTMT6plex [N-Term] 1.271 2.780449152 27.57 0 1360.690589 2 680.8494263 0.725410369 0.00049353 46.94406012



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms365192532 MYH10 myosin-10 isoform 1 4628 NP_001242941.1 24.0159442 1 27 46 245 2007 232.385 5.55 0.82 1.03 0.84 0.9 Significant 0.0055 LQQELDDLTVDLDHQR 3 365192532 1xTMT6plex [N-Term] 1.209 0.01 3.920865536 62.07 0 2167.119241 3 723.0454712 1.208574115 0.000873041 86.51573916DLEAQIEAANK 6 365192532 2xTMT6plex [N-Term; K11] 1.362 1.099 1.185 3.650596142 52.86 0 1659.931771 2 830.4692383 -0.344121072 -0.000285609 52.93704733ELDDATEANEGLSR 4 365192532 1xTMT6plex [N-Term] 0.973 1.093 4.474626064 67.38 0 1748.850002 2 874.9282227 -0.47670612 -0.000416844 39.00427889EQADFAVEALAK 5 365192532 2xTMT6plex [N-Term; K12] 100 100 3.016440868 53.01 0 1749.978721 2 875.4926147 -0.439129804 -0.000384234 74.76483741ELEAELEDER 6 365192532 1xTMT6plex [N-Term] 1.263 1.566 3.851930618 71.52 0 1461.727034 2 731.3668213 -0.45693338 -0.000333956 45.08435822TQLEELEDELQATEDAK 12 365192532 2xTMT6plex [N-Term; K17] 1.159 1.124 1.418 3.995464325 43.98 0 2420.24445 3 807.4188843 -0.971231633 -0.000783539 87.48657366EDQSILCTGESGAGK 10 365192532 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 1.753 1.309 1.499 4.520535469 77.09 0 2010.021391 2 1005.514282 -0.051281482 -5.15E-05 42.92864444KLDGETTDLQDQIAELQAQIDELK 7 365192532 3xTMT6plex [N-Term; K1; K24] 100 2.706674814 23.36 1 3401.861855 4 851.2197876 -1.333061002 -0.001133722 97.44705IAQLEEELEEEQSNMELLNDR 5 365192532 1xTMT6plex [N-Term] 1.064 2.870167255 28.3 0 2761.339934 3 921.1185913 0.465873747 0.000428812 94.11546266LQQLFNHTMFILEQEEYQR 4 365192532 1xTMT6plex [N-Term] 1.802 4.64874506 37.09 0 2696.370387 3 899.4614868 -0.177998833 -0.000159984 103.4314357ALEQQVEEMR 4 365192532 1xTMT6plex [N-Term] 0.93 0.887 4.200110435 51.18 0 1461.756894 2 731.3795776 -3.43123852 -0.002507818 49.83083116AGVLAHLEEER 12 365192532 1xTMT6plex [N-Term] 1.676 1.489 1.709 4.231396198 57.68 0 1452.800808 3 484.9386597 0.425202067 0.000205911 53.69342542QLEEAEEEATR 2 365192532 1xTMT6plex [N-Term] 1.472 4.044686317 38.86 0 1533.759397 2 767.383606 0.351231141 0.000269352 45.36743562LDPHLVLDQLR 10 365192532 1xTMT6plex [N-Term] 0.934 1.269 3.6594944 46.08 0 1547.910693 2 774.4589233 -0.079300642 -6.14E-05 84.30943887DKADFCIIHYAGK 6 365192532 3xTMT6plex [N-Term; K2; K13]; 1xCarbamidomethyl [C6] 1.159 1.103 0.985 4.06019783 19.44 1 2225.235571 4 557.0643921 0.075367021 4.19E-05 51.25403601KEEELQGALAR 4 365192532 2xTMT6plex [N-Term; K1] 1.112 3.324520111 31.48 1 1701.989955 3 568.0006104 -1.57282674 -0.000892312 45.88597725EIFMQVEDER 2 365192532 1xTMT6plex [N-Term] 1.23 3.303752184 52.78 0 1524.75656 2 762.8810425 -1.148759814 -0.00087579 69.70673413NSLQEQQEEEEEAR 2 365192532 1xTMT6plex [N-Term] 1.153 3.295411825 28.51 0 1947.909308 2 974.456665 -1.670812836 -0.001627296 33.98579175ALEEALEAK 4 365192532 2xTMT6plex [N-Term; K9] 1.277 3.301868916 50.5 0 1431.845916 2 716.4268799 0.395814674 0.000283373 71.56601783ADFCIIHYAGK 16 365192532 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.263 1.18 1.194 3.130453587 32.98 0 1752.950733 2 876.9789429 -0.0705883 -6.19E-05 54.99212348VEDMAELTCLNEASVLHNLK 10 365192532 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9] 1.037 0.01 100 2.921220064 25.48 0 2744.436308 3 915.4824829 -1.243267888 -0.001137357 83.16239164KFDQLLAEEK 12 365192532 3xTMT6plex [N-Term; K1; K10] 1.479 1.049 1.208 3.74681735 21.57 1 1908.140925 3 636.7192383 1.172074725 0.000745495 67.86442023FDQLLAEEK 4 365192532 2xTMT6plex [N-Term; K9] 1.112 2.208 3.206862211 53.23 0 1550.88303 2 775.9446411 -0.660619413 -0.000512272 76.14735231VEDMAELTCLNEASVLHNLK 2 365192532 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9]; 1xOxidation [M4] 100 2.271770716 14.6 0 2760.431223 3 915.4824829 -1.243267888 -0.001137357 83.16239164ALELDPNLYR 6 365192532 1xTMT6plex [N-Term] 1.147 0.01 100 2.99339056 26.09 0 1432.799745 2 716.902832 -0.947778993 -0.000678989 74.84478204ADMEDLMSSK 6 365192532 2xTMT6plex [N-Term; K10] 0.992 0.291 2.56010437 37.68 0 1584.801351 2 792.9050293 0.903131329 0.000715642 62.94348621DLSEELEALK 2 365192532 2xTMT6plex [N-Term; K10] 2.108099937 41.45 0 1604.914724 2 802.9597778 -1.523498975 -0.001222543 85.03111992AVIYNPATQADWTAK 6 365192532 2xTMT6plex [N-Term; K15] 100 1.161 1.462546468 13.85 0 2107.158811 2 1054.081543 -1.424435825 -0.001500756 60.09600425KQQQLSALK 2 365192532 3xTMT6plex [N-Term; K1; K9] 0.879 3.141822815 20.99 1 1731.109565 3 577.7080078 -0.055058618 -3.18E-05 44.51660249SDLLLEGFNNYR 2 365192532 1xTMT6plex [N-Term] 1.782 2.432257891 21.65 0 1669.874701 2 835.4414673 0.572977309 0.0004784 77.83492175EQEVAELK 4 365192532 2xTMT6plex [N-Term; K8] 1.025 1.059 3.592775345 47.46 0 1403.814616 2 702.4118652 1.308982489 0.000918784 45.34066689NMDPLNDNVATLLHQSSDR 2 365192532 1xTMT6plex [N-Term] 1.317866802 5.66 0 2369.171687 3 790.3952637 -0.189785475 -0.000149878 58.33041754EQEVAELKK 3 365192532 3xTMT6plex [N-Term; K8; K9] 0.988 1.036 2.399578333 7.72 1 1761.072511 3 587.6954956 -0.328023741 -0.000192558 44.74185205GDDETLHK 2 365192532 2xTMT6plex [N-Term; K8] 0.636 2.147005558 22.36 0 1372.747265 3 458.25354 -0.872806556 -0.000399381 32.9803117VIQYLAHVASSHK 2 365192532 2xTMT6plex [N-Term; K13] 0.902 1.551387072 7.27 0 1911.121638 4 478.5353088 -1.167962517 -0.00055803 69.67033938ELEAELEDERK 5 365192532 2xTMT6plex [N-Term; K11] 0.402 0.839 0.86 3.814759493 25.41 1 1818.984929 3 606.9940186 -9.580297044 -0.005808805 46.39617185ALAYDKLEK 2 365192532 3xTMT6plex [N-Term; K6; K9] 0.72 0.538 2.248070002 1 1738.071783 3 580.0291138 0.57825494 0.000335016 54.9941135VEEEEER 6 365192532 1xTMT6plex [N-Term] 100 1.383 3.147355795 38.91 0 1148.563263 2 574.7855835 0.546066732 0.000313596 25.81106331IVFQEFR 7 365192532 1xTMT6plex [N-Term] 1.014 1.634 2.653630972 33.23 0 1167.67236 2 584.3395996 -0.374806551 -0.000218826 74.00495659LQELEGAVK 5 365192532 2xTMT6plex [N-Term; K9] 100 2.279907227 16.64 0 1444.877551 2 722.9417725 -0.887679461 -0.000641294 56.46702797ELACEVK 3 365192532 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.122 1.079 3.174056768 37.7 0 1306.744094 2 653.8757324 0.071891467 4.70E-05 45.79056675TVGQLYK 4 365192532 2xTMT6plex [N-Term; K7] 1.228 1.028 2.741590977 31 0 1266.782194 2 633.8947754 0.063224168 4.00E-05 53.36307664ADEWLMK 8 365192532 2xTMT6plex [N-Term; K7] 0.874 100 3.158114672 36.3 0 1350.749179 2 675.8774414 -1.164670336 -0.000786589 65.2501774DEIFAQSK 4 365192532 2xTMT6plex [N-Term; K8] 1.642 1.16 3.271160126 23.85 0 1395.788402 2 698.4019775 5.929908943 0.004138449 44.39357387FVAELWK 5 365192532 2xTMT6plex [N-Term; K7] 1.128 100 100 2.408267021 17.53 0 1350.81858 2 675.9127808 -0.218154064 -0.000147343 73.16816474ADEWLMK 4 365192532 2xTMT6plex [N-Term; K7]; 1xOxidation [M6] 0.948 1.153 100 1.522166729 31.69 0 1366.744094 2 675.8774414 -1.164670336 -0.000786589 65.2501774NCAAYLK 2 365192532 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.621 3.065582752 35.36 0 1297.733864 2 649.3717041 1.747348349 0.001133797 39.79516013LKEIFMQVEDER 1 365192532 2xTMT6plex [N-Term; K2] 1.913 2.320290089 10.78 1 1995.098519 3 665.7041626 -0.292851218 -0.000194756 87.2799529833286418 PKM pyruvate kinase PKM isoform a 5315 NP_002645.3 65.53672316 1 29 30 826 531 57.9 7.84 1.1 1.11 1.12 1.11 Significant 0.000027 GDLGIEIPAEK 37 33286418 2xTMT6plex [N-Term; K11] 0.927 1.064 1.101 3.874292612 54.22 0 1599.935794 2 800.4719238 0.485692147 0.000388538 64.32086212KGVNLPGAAVDLPAVSEK 10 33286418 3xTMT6plex [N-Term; K1; K18] 2.11 2.624 1.084 4.025949001 36.36 1 2452.474221 3 818.1625366 -0.474629543 -0.000388006 57.93346125RFDEILEASDGIMVAR 61 33286418 1xTMT6plex [N-Term] 1.285 1.664 1.103 6.160237312 49.58 1 2051.079291 3 684.364502 -0.164874477 -0.000112724 81.50352958DPVQEAWAEDVDLR 36 33286418 1xTMT6plex [N-Term] 1.567 1.608 1.231 4.890119076 68.37 0 1871.933672 2 936.4694824 -1.059987477 -0.000992113 83.22440992CCSGAIIVLTK 4 33286418 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C1; C2] 1.61 1.697 3.759759903 53.71 0 1679.958855 2 840.4823608 -0.839282646 -0.00070498 68.98158289TATESFASDPILYRPVAVALDTK 6 33286418 2xTMT6plex [N-Term; K23] 1.136 1.181 4.045522213 35.84 0 2923.618095 3 975.2098999 -1.008371433 -0.000982698 89.99091059GIFPVLCKDPVQEAWAEDVDLR 14 33286418 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 0.683 0.646 0.553 4.815615177 39.49 1 3015.601399 3 1005.87146 -0.521397552 -0.000524109 97.82489827EAEAAIYHLQLFEELR 133 33286418 1xTMT6plex [N-Term] 1.115 1.437 2.265 4.401194096 48.77 0 2161.149085 3 721.0536499 -1.243969233 -0.000896134 85.10956402AGKPVICATQMLESMIK 13 33286418 3xTMT6plex [N-Term; K3; K17]; 1xCarbamidomethyl [C7] 2.128 100 2.582 5.94026041 46.54 0 2564.458119 3 855.4884644 -2.838363216 -0.002426288 93.24391706AEGSDVANAVLDGADCIMLSGETAK 22 33286418 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C16]; 1xOxidation [M18] 1.045 100 0.92 5.251690865 68.78 0 2968.464373 3 990.1582031 -1.454241809 -0.001438955 82.36811585AEGSDVANAVLDGADCIMLSGETAK 53 33286418 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C16] 1.717 1.105 1.498 5.171498775 58.23 0 2952.469458 3 990.1582031 -1.454241809 -0.001438955 82.36811585LNFSHGTHEYHAETIK 30 33286418 2xTMT6plex [N-Term; K16] 1.158 1.338 1.111 6.992025375 68.04 0 2342.22935 4 586.3129272 0.225940459 0.000132301 38.94495747GSGTAEVELK 75 33286418 2xTMT6plex [N-Term; K10] 1.086 1.207 1.261 4.303888798 65.06 0 1448.83608 2 724.9220581 0.524297364 0.00037981 39.56917958EAEAAIYHLQLFEELRR 6 33286418 1xTMT6plex [N-Term] 0.382 5.795260906 27.79 1 2317.250196 4 580.0683594 0.609256611 0.00035295 83.44702445LAPITSDPTEATAVGAVEASFK 37 33286418 2xTMT6plex [N-Term; K22] 1.46 1.383 1.168 5.675824642 69.72 0 2633.443819 3 878.4852905 -0.94946319 -0.000833453 93.83767215IYVDDGLISLQVK 55 33286418 2xTMT6plex [N-Term; K13] 1.379 1.589 1.298 3.939882517 59.46 0 1921.141036 2 961.0738525 -0.316016296 -0.000303556 81.55620435NTGIICTIGPASR 6 33286418 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.034 1.335 4.633892536 44.8 0 1588.867842 2 794.9376221 0.079006335 6.28E-05 56.76330823GVNLPGAAVDLPAVSEK 13 33286418 2xTMT6plex [N-Term; K17] 1.061 0.803 3.336400032 64.03 0 2095.216326 2 1048.109619 -2.082843999 -0.002182004 70.92428011ITLDNAYMEK 18 33286418 2xTMT6plex [N-Term; K10] 1.178 1.257 1.403 4.470714092 54.39 0 1655.907865 2 828.458313 0.89660578 0.000742348 64.26568992LDIDSPPITAR 20 33286418 1xTMT6plex [N-Term] 1.021 0.978 1.385 4.173104763 43.4 0 1426.81031 2 713.9102173 1.995969816 0.001423935 57.2144631GSGTAEVELKK 28 33286418 3xTMT6plex [N-Term; K10; K11] 0.785 0.753 0.883 3.549044132 69.06 1 1806.093975 2 903.5509644 0.374931176 0.00033858 42.28521841VNFAMNVGK 12 33286418 2xTMT6plex [N-Term; K9] 1.188 1.536 1.259 4.871505737 51.99 0 1437.828827 2 719.4180298 -0.030385875 -2.18E-05 59.79163378RFDEILEASDGIMVAR 14 33286418 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.179 100 4.448275089 41.27 1 2067.074206 3 684.364502 -0.164874477 -0.000112724 81.50352958ITLDNAYMEK 12 33286418 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 1.168 1.155 1.356 2.907870293 44.65 0 1671.90278 2 828.458313 0.89660578 0.000742348 64.26568992GDYPLEAVR 12 33286418 1xTMT6plex [N-Term] 1.069 1.046 3.472897291 47.64 0 1248.678568 2 624.8391724 -6.006056027 -0.003749817 43.90196791KASDVHEVR 8 33286418 2xTMT6plex [N-Term; K1] 1.005 0.855 3.281455278 27.21 1 1498.874197 3 500.2960815 -0.337220492 -0.000168484 19.70814981GIFPVLCK 50 33286418 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.237 1.09 1.203 3.305967808 39.91 0 1391.8485 2 696.4273071 -0.83498469 -0.000581086 75.05021177GDVVIVLTGWRPGSGFTNTMR 8 33286418 1xTMT6plex [N-Term] 1.329 100 1.960686684 5.04 0 2492.328129 3 831.4475708 0.012294667 1.02E-05 86.76134447VNFAMNVGK 8 33286418 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 1.253 1.265 1.167 2.824705124 32.8 0 1453.823742 2 719.4180298 -0.030385875 -2.18E-05 59.79163378CDENILWLDYK 6 33286418 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 100 1.369 2.431798935 14.83 0 1927.003556 2 964.005127 -0.300400976 -0.000289437 75.66399044GADFLVTEVENGGSLGSK 2 33286418 2xTMT6plex [N-Term; K18] 100 1.123611689 9.29 0 2238.201798 2 1119.601685 -2.549001337 -0.00285259 74.59322677APIIAVTR 10 33286418 1xTMT6plex [N-Term] 0.826 0.849 0.837 2.709722519 43.26 0 1069.693096 2 535.3498535 -0.621952925 -0.000332649 45.65280144ASDVHEVR 3 33286418 1xTMT6plex [N-Term] 100 2.200623274 21.95 0 1141.616302 2 571.3120117 0.389752231 0.000222474 17.97566283VVEVGSK 4 33286418 2xTMT6plex [N-Term; K7] 0.761 2.705645084 27 0 1175.739995 2 588.3731079 -0.897919346 -0.00052786 51.8613303771773329 ANXA6 annexin A6 isoform 1 309 NP_001146.2 65.37890045 1 38 38 275 673 75.826 5.6 1.27 1.43 1.53 1.41 Significant 0.0029 KAMEGAGTDEK 2 71773329 3xTMT6plex [N-Term; K1; K11] 1.13 3.568588495 36.31 1 1824.01401 3 608.6776123 2.34297217 0.001424538 34.1744159LILGLMMPPAHYDAK 6 71773329 2xTMT6plex [N-Term; K15] 1.513 3.688644886 39.97 0 2128.206295 3 710.0766602 4.290965012 0.00304402 87.17514962GTVRPANDFNPDADAK 10 71773329 2xTMT6plex [N-Term; K16] 1.447 1.626 1.529 4.433211327 25.26 0 2146.129302 3 716.0474854 -0.651747922 -0.000466245 38.64666515DAISGIGTDEK 2 71773329 2xTMT6plex [N-Term; K11] 1.751 4.448802948 58.62 0 1563.863023 2 782.4355469 0.507851384 0.000397105 51.44485448SLHQAIEGDTSGDFLK 12 71773329 2xTMT6plex [N-Term; K16] 1.129 0.862 1.108 5.43034935 57.57 0 2176.165018 3 726.0597534 -0.143057209 -0.000103772 66.69638029TNEQMHQLVAAYK 10 71773329 2xTMT6plex [N-Term; K13] 1.387 1.673 1.428 4.588112354 30.54 0 1991.078452 3 664.3579102 -9.680618677 -0.006424957 48.96767823GSIHDFPGFDPNQDAEALYTAMK 2 71773329 2xTMT6plex [N-Term; K23] 100 3.050937414 21.57 0 2982.470778 3 994.8286133 0.170393539 0.000169398 84.74085397GLGTDEDTIIDIITHR 10 71773329 1xTMT6plex [N-Term] 2.231 1 1.536 4.575245857 49.48 0 1998.0705 3 666.6938477 -1.756930624 -0.001170157 99.24758286SLEDALSSDTSGHFR 12 71773329 1xTMT6plex [N-Term] 0.965 1.345 1.176 4.604727745 74.39 0 1850.908186 3 617.6400757 -1.357257609 -0.000837386 54.2741066EDAQVAAEILEIADTPSGDK 6 71773329 2xTMT6plex [N-Term; K20] 100 2.427 4.902284145 53.9 0 2530.328848 3 844.1142578 -0.248312586 -0.000209437 97.56302665EEDDVVSEDLVQQDVQDLYEAGELK 10 71773329 2xTMT6plex [N-Term; K25] 100 100 100 2.997541428 16.86 0 3323.641862 3 1108.550415 -1.555535472 -0.001723348 102.3812041MLVVLLQGTREEDDVVSEDLVQQDVQDLYEAGELK 4 71773329 2xTMT6plex [N-Term; K35]; 1xOxidation [M1] 0.871 0.662 4.032173634 13.14 1 4450.295112 4 1109.328979 -1.377538953 -0.001527105 109.4920024MLVVLLQGTREEDDVVSEDLVQQDVQDLYEAGELK 9 71773329 2xTMT6plex [N-Term; K35] 2.105 1.233 1.098 4.838788033 30.27 1 4434.300197 4 1109.328979 -1.377538953 -0.001527105 109.4920024EEGGENLDQAR 2 71773329 1xTMT6plex [N-Term] 2.141 3.908207178 65.01 0 1446.702216 2 723.8547363 -0.013882435 -1.00E-05 30.6068161DLEADIIGDTSGHFQK 7 71773329 2xTMT6plex [N-Term; K16] 1.844 1.518 1.697 4.535861969 50.61 0 2204.159933 3 735.3913574 -0.187783277 -0.000137968 75.34995448LSGGDDDAAGQFFPEAAQVAYQMWELSAVAR 4 71773329 1xTMT6plex [N-Term] 3.578741074 33.6 0 3529.689549 3 1177.234863 0.138265347 0.000162678 112.3331292GFGSDKEAILDIITSR 6 71773329 2xTMT6plex [N-Term; K6] 1.88 0.95 1.011 3.304495811 21.82 1 2180.232704 3 727.416626 1.202036683 0.000873573 98.98877156EIKDAISGIGTDEK 6 71773329 3xTMT6plex [N-Term; K3; K14] 0.537 100 3.953277826 16.77 1 2163.247575 3 721.753479 -0.781722028 -0.000563686 64.92224193MTNYDVEHTIK 10 71773329 2xTMT6plex [N-Term; K11] 1.873 1.782 1.724 3.508602381 41.14 0 1808.961691 2 904.9840698 -0.457744112 -0.000414021 43.42086128DAFVAIVQSVK 6 71773329 2xTMT6plex [N-Term; K11] 4.431 1.304 1.768 3.394672155 42.68 0 1634.988164 2 817.996521 -1.467006224 -0.001199269 78.00528017AMEGAGTDEK 4 71773329 2xTMT6plex [N-Term; K10] 1.067 3.726732731 30.59 0 1466.756115 2 733.8812866 -0.558012204 -0.000409234 34.5335891GELSGDFEK 12 71773329 2xTMT6plex [N-Term; K9] 1.263 1.634 1.501 3.570112944 51.44 0 1439.778231 2 720.3857422 -9.739697893 -0.007011503 46.68779716SEIDLLNIR 8 71773329 1xTMT6plex [N-Term] 2.091 1.513 0.547 3.549966335 53.26 0 1301.762632 2 651.3839722 -1.508688308 -0.000981977 67.30302078MTNYDVEHTIK 6 71773329 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 1.671 1.742 1.899 2.851438761 22.28 0 1824.956606 2 904.9840698 -0.457744112 -0.000414021 43.42086128SELDMLDIR 6 71773329 1xTMT6plex [N-Term] 2.256 2.419 1.816 3.299249411 67.9 0 1320.703068 2 660.8551636 -0.013138125 -8.68E-06 66.92213814AINEAYKEDYHK 12 71773329 3xTMT6plex [N-Term; K7; K12] 1.138 1.2 1.224 4.623951435 18.89 1 2168.19548 4 542.8044434 0.213914061 0.000115952 39.36213702LIVGLMRPPAYCDAK 2 71773329 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 1 1.021 2.059868097 0 2162.223008 3 721.4118652 -0.909099971 -0.000655226 79.72593242CLIEILASR 4 71773329 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.987 100 2.723452091 54.25 0 1303.760524 2 652.3839722 0.110584678 7.21E-05 88.10315956LVFDEYLK 9 71773329 2xTMT6plex [N-Term; K8] 1.47 2.089 1.822 3.859214544 45.62 0 1484.876488 2 742.9415894 -0.394779678 -0.0002931 73.40416605SEISGDLAR 2 71773329 1xTMT6plex [N-Term] 1.835 3.224111557 42.27 0 1176.642182 2 588.824707 -0.038055324 -2.24E-05 38.57158181SELDMLDIR 7 71773329 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.727 1.373 2.165833235 44.61 0 1336.697983 2 660.8551636 -0.013138125 -8.68E-06 66.92213814EAILDIITSR 6 71773329 1xTMT6plex [N-Term] 100 100 100 1.818113208 28.1 0 1359.804496 2 680.4051514 -1.081284573 -0.000735168 75.26799472QEVCQSYK 2 71773329 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.723 3.72238946 36.58 0 1499.792835 2 750.399353 -0.937366335 -0.000702928 36.1413291TTGKPIEASIR 1 71773329 2xTMT6plex [N-Term; K4] 1.304 2.337275743 0 1630.989227 3 544.335144 1.013108413 0.00055079 37.13758923DLIADLK 4 71773329 2xTMT6plex [N-Term; K7] 1.353 1.314 3.007342577 37.52 0 1245.78186 2 623.3933716 -1.921007212 -0.001196578 61.23651024ALIEILATR 8 71773329 1xTMT6plex [N-Term] 100 100 100 2.24669075 27.56 0 1228.782639 2 614.8952637 0.497910477 0.000305912 71.22012846VFQEFIK 8 71773329 2xTMT6plex [N-Term; K7] 1.457 100 3.086522818 35.28 0 1368.829144 2 684.9190063 1.162910155 0.000795913 75.87894717LMLAVVK 8 71773329 2xTMT6plex [N-Term; K7] 1.086 1.479 0.811 3.083244801 41.37 0 1231.821222 2 616.414856 0.984813413 0.000606557 80.63480358DLMTDLK 10 71773329 2xTMT6plex [N-Term; K7] 1.244 1.328 1.436 2.838707209 38.51 0 1293.748845 2 647.3760986 -3.033320099 -0.001962177 60.56057019GAGTDEK 4 71773329 2xTMT6plex [N-Term; K7] 1.509 1.677 2.683608055 30.71 0 1135.635924 2 568.3214111 -0.332953869 -0.000189057 19.53714151EMSGDVR 10 71773329 1xTMT6plex [N-Term] 1.794 1.643 2.168 2.769628048 40.59 0 1022.513811 2 511.7605896 0.089856213 4.59E-05 24.56733719AMEGAGTDEK 6 71773329 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.144 1.3 1.936986089 23.67 0 1482.75103 2 733.8812866 -0.558012204 -0.000409234 34.53358915729877 HSPA8 heat shock cognate 71 kDa protein isoform 1 3312 NP_006588.1 73.83900929 1 31 38 497 646 70.854 5.52 1.12 1.15 1.12 1.13 Significant 0.000078 SINPDEAVAYGAAVQAAILSGDK 17 5729877 2xTMT6plex [N-Term; K23] 1.142 1.531 2.498 4.021234512 39.16 0 2718.47143 3 906.8199463 -9.61744991 -0.008714921 97.40003198TLSSSTQASIEIDSLYEGIDFYTSITR 75 5729877 1xTMT6plex [N-Term] 3.405 0.615 6.246430397 62.37 0 3226.620449 3 1076.210571 -1.019200388 -0.001096191 112.064118GPAVGIDLGTTYSCVGVFQHGK 42 5729877 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C14] 1.281 1.516 1.198 4.755177975 48.02 0 2721.443442 3 907.819397 0.071935343 6.53E-05 76.36659792IINEPTAAAIAYGLDK 31 5729877 2xTMT6plex [N-Term; K16] 1.572 1.737 2.328 4.13507843 46.05 0 2118.221077 2 1059.61499 0.768167576 0.000813574 75.35766658SQIHDIVLVGGSTR 27 5729877 1xTMT6plex [N-Term] 0.854 0.88 0.507 4.44071579 57.55 0 1710.969998 2 855.987854 -0.91590863 -0.000783546 53.6498382STAGDTHLGGEDFDNR 25 5729877 1xTMT6plex [N-Term] 1.337 1.225 1.224 4.989221573 69.98 0 1920.888513 2 960.9464722 -1.481285375 -0.001422692 30.39884457TVTNAVVTVPAYFNDSQR 4 5729877 1xTMT6plex [N-Term] 100 1.639 4.261797428 42.29 0 2211.160712 2 1106.082397 -1.444407956 -0.001596909 73.06998019RFDDAVVQSDMK 18 5729877 2xTMT6plex [N-Term; K12] 1.284 1.263 1.26 5.758730412 46.57 1 1868.994054 3 629.0007935 -0.605663442 -0.000380556 39.43358259RFDDAVVQSDMK 16 5729877 2xTMT6plex [N-Term; K12]; 1xOxidation [M11] 1.231 1.22 1.17 4.610640049 48.87 1 1884.988969 3 629.0007935 -0.605663442 -0.000380556 39.43358259NVLIFDLGGGTFDVSILTIEDGIFEVK 11 5729877 2xTMT6plex [N-Term; K27] 100 100 3.024727106 21.9 0 3369.859781 3 1123.954956 -2.809094904 -0.003155419 115.9792002VEILANDQGNR 48 5729877 1xTMT6plex [N-Term] 1.325 1.311 1.289 4.071812153 54.4 0 1457.790972 2 729.3981323 -1.360662537 -0.000991781 36.49181231TTPSYVAFTDTER 12 5729877 1xTMT6plex [N-Term] 1.291 1.404 4.477664471 71.19 0 1716.864196 2 858.9349365 -0.931671316 -0.000799777 51.60226222LDKSQIHDIVLVGGSTR 2 5729877 2xTMT6plex [N-Term; K3] 0.201 5.119594574 13.91 1 2296.3389 4 574.8391724 -1.759647443 -0.001010187 60.86487838NSLESYAFNMK 4 5729877 2xTMT6plex [N-Term; K11] 1.554 1.487 3.928229809 53.61 0 1761.924577 2 881.4658813 -0.051786943 -4.56E-05 79.67368307FEELNADLFR 13 5729877 1xTMT6plex [N-Term] 100 2.908 2.228 3.312972784 45.32 0 1482.77901 2 741.8928833 -0.35067831 -0.000259989 73.42433322HWPFMVVNDAGRPK 2 5729877 2xTMT6plex [N-Term; K14]; 1xOxidation [M5] 1.277 4.490510464 6.01 0 2128.15262 4 532.7942505 1.198961532 0.000637893 60.00648627DAGTIAGLNVLR 4 5729877 1xTMT6plex [N-Term] 100 3.229917049 56.94 0 1428.837194 2 714.9226685 0.606614992 0.000433377 72.49668107NQVAMNPTNTVFDAK 4 5729877 2xTMT6plex [N-Term; K15] 1.044 100 2.555155277 26.88 0 2108.121045 2 1054.5625 -1.575678023 -0.00166086 57.9579872EIAEAYLGK 4 5729877 2xTMT6plex [N-Term; K9] 1.06 1.182 3.895078421 44.34 0 1451.851002 2 726.4281616 -1.346679384 -0.000977589 58.64433833GVPQIEVTFDIDANGILNVSAVDK 7 5729877 2xTMT6plex [N-Term; K24] 100 0.618 3.692738295 42.82 0 2972.634473 3 991.5429077 -6.829950219 -0.006767648 117.3845648MVNHFIAEFK 14 5729877 2xTMT6plex [N-Term; K10] 1.263 1.688 3.849700689 40.28 0 1693.950004 2 847.4785156 -0.147401045 -0.000124845 82.99665545FDDAVVQSDMK 8 5729877 2xTMT6plex [N-Term; K11] 1.19 4.702 2.99061799 32.7 0 1712.892943 2 856.9483032 -2.109299768 -0.001806502 52.9249257LLQDFFNGK 2 5729877 2xTMT6plex [N-Term; K9] 1.486 3.42045927 44.27 0 1539.893535 2 770.4494019 -1.304135004 -0.001004115 97.18023949CNEIINWLDK 4 5729877 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C1] 2.538 100 2.959228992 32.72 0 1762.956212 2 881.9818726 0.145424592 0.000128189 94.55322572QTQTFTTYSDNQPGVLIQVYEGER 4 5729877 1xTMT6plex [N-Term] 2.952844143 11.67 0 3003.48971 3 1001.830505 -4.244095352 -0.004249032 89.6290735LYQSAGGMPGGMPGGFPGGGAPPSGGASSGPTIEEVD 6 5729877 1xTMT6plex [N-Term] 1.557358861 6.69 0 3575.662013 3 1192.556885 -1.65342057 -0.001970691 77.14545513VCNPIITK 19 5729877 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.555 1.457 1.295 3.791148663 48.52 0 1402.849228 2 701.9276733 -0.825448872 -0.00057899 50.88975585SFYPEEVSSMVLTK 10 5729877 2xTMT6plex [N-Term; K14] 1.627 0.434 2.746345997 29.18 0 2075.1135 2 1038.058838 -1.494361031 -0.001550484 94.64857627MVNHFIAEFK 6 5729877 2xTMT6plex [N-Term; K10]; 1xOxidation [M1] 1.069 100 100 2.999364138 27.65 0 1709.944919 2 847.4785156 -0.147401045 -0.000124845 82.99665545EEFEHQQK 8 5729877 2xTMT6plex [N-Term; K8] 1.267 1.462 1.445 3.319740534 32.47 0 1532.810928 3 511.6083069 -0.365632638 -0.000186815 31.662042GTLDPVEK 10 5729877 2xTMT6plex [N-Term; K8] 1.276 1.29 1.236 3.339602709 44.69 0 1316.782588 2 658.8961182 1.801191895 0.001185889 44.13479988IINEPTAAAIAYGLDKK 6 5729877 3xTMT6plex [N-Term; K16; K17] 0.722 100 1.253 2.591082573 15.6 1 2475.478972 3 825.8303833 -0.959413383 -0.000791669 77.50180372VQVEYKGETK 10 5729877 3xTMT6plex [N-Term; K6; K10] 0.332 0.305 0.326 2.194934607 13.15 1 1868.109625 3 623.3751831 0.733937874 0.000457025 39.04477283MKEIAEAYLGK 7 5729877 3xTMT6plex [N-Term; K2; K11] 0.439 0.507 2.990371943 8.28 1 1940.149381 3 647.3876343 -0.531787902 -0.000343916 81.77043035LIGDAAK 8 5729877 2xTMT6plex [N-Term; K7] 1.088 1.128 0.991 2.640163898 25.21 0 1145.72943 2 573.368042 -0.543667299 -0.000311448 38.40743522ITITNDK 9 5729877 2xTMT6plex [N-Term; K7] 1.307 1.284 1.082 3.007526398 39.15 0 1262.772023 2 631.8894043 -0.389061716 -0.000245648 34.74030574MVQEAEK 5 5729877 2xTMT6plex [N-Term; K7] 1.286 1.351 1.238 3.254307032 41.37 0 1292.728444 2 646.868042 0.281152919 0.000181727 35.4466632ATVEDEK 10 5729877 2xTMT6plex [N-Term; K7] 1.7 1.71 1.527 3.137670517 33.96 0 1249.704003 2 625.3555298 -0.176289495 -0.000110155 35.59531556ILDKCNEIINWLDK 2 5729877 3xTMT6plex [N-Term; K4; K14]; 1xCarbamidomethyl [C5] 0.251 2.050107718 6.82 1 2461.409178 3 821.1409302 -0.382143962 -0.000313538 99.88360325DNNLLGK 7 5729877 2xTMT6plex [N-Term; K7] 0.943 0.985 100 2.7672925 26.74 0 1231.741058 2 616.3742676 0.163196841 0.000100508 49.638607265174735 TUBB4B tubulin beta-4B chain 10383 NP_006079.1 81.12359551 1 3 23 487 445 49.799 4.89 1.22 1.21 1.17 1.2 Significant 0.00016 EVDEQMLNVQNK 32 5174735 2xTMT6plex [N-Term; K12] 1.281 1.248 1.252 4.451275349 65.29 0 1905.015183 2 953.0117798 0.577339395 0.00054992 49.32032946FWEVISDEHGIDPTGTYHGDSDLQLER 24 5174735 1xTMT6plex [N-Term] 1.559 100 2.844 5.5370121 35.43 0 3345.586129 4 837.1473389 -5.560697149 -0.004650948 75.43246504INVYYNEATGGK 10 5174735 2xTMT6plex [N-Term; K12] 1.242 1.429 0.998 4.174167633 48.84 0 1786.97397 2 893.9906616 0.0427047 3.82E-05 68.49879915AVLVDLEPGTMDSVR 27 5174735 1xTMT6plex [N-Term] 1.203 0.928 1.186 3.73712945 37.34 0 1830.983265 2 923.9922485 -0.519643219 -0.000479885 64.18555723GHYTEGAELVDSVLDVVR 33 5174735 1xTMT6plex [N-Term] 1.17 1.17 1.141 5.213302612 59.43 0 2188.144728 3 730.0530396 -0.074166783 -5.41E-05 91.62180174KEAESCDCLQGFQLTHSLGGGTGSGMGTLLISK 8 5174735 3xTMT6plex [N-Term; K1; K33]; 2xCarbamidomethyl [C6; C8]; 1xOxidation [M26] 1.41 4.637863159 18.13 1 4143.112761 5 826.2288208 -0.690194998 -0.000569703 81.6597482KEAESCDCLQGFQLTHSLGGGTGSGMGTLLISK 24 5174735 3xTMT6plex [N-Term; K1; K33]; 2xCarbamidomethyl [C6; C8] 1.222 4.053 1.055 6.228266716 38.42 1 4127.117846 5 826.2288208 -0.690194998 -0.000569703 81.6597482EAESCDCLQGFQLTHSLGGGTGSGMGTLLISK 24 5174735 2xTMT6plex [N-Term; K32]; 2xCarbamidomethyl [C5; C7]; 1xOxidation [M25] 1.755 1.061 3.532485008 21.69 0 3785.854866 3 1257.289917 -1.260875337 -0.001584441 87.29228064EAESCDCLQGFQLTHSLGGGTGSGMGTLLLSK 40 5174735 2xTMT6plex [N-Term; K32]; 2xCarbamidomethyl [C5; C7] 1.363 1.338 1.632 5.571903706 46.39 0 3769.859951 3 1257.289917 -1.260875337 -0.001584441 87.29228064VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR 32 5174735 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C27; C37] 3.933 2.117 4.833796501 31.32 0 4822.270146 4 1206.324219 1.015870088 0.0012247 101.9591467EIVHLQAGQCGNQIGAK 66 5174735 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 1.015 1.041 1.03 5.308478355 74.46 0 2281.248705 3 761.0859375 -2.387381081 -0.001815403 47.31921529MSATFIGNSTAIQELFK 6 5174735 2xTMT6plex [N-Term; K17] 3.548536539 27.12 0 2316.267375 3 772.7601318 -0.661686213 -0.000510881 103.8703781AVLVDLEPGTMDSVR 16 5174735 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.116 0.944 2.116 2.708437204 44.29 0 1846.97818 2 923.9922485 -0.519643219 -0.000479885 64.18555723IMNTFSVVPSPK 54 5174735 2xTMT6plex [N-Term; K12] 1.243 100 3.414 3.53404808 40.35 0 1778.028648 2 889.5175781 -0.432417104 -0.000384425 77.97312852EVDEQMLNVQNK 31 5174735 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 1.194 1.216 1.331 3.290565252 45.22 0 1921.010098 2 953.0117798 0.577339395 0.00054992 49.32032946FPGQLNADLR 24 5174735 1xTMT6plex [N-Term] 1.108 1.147 1.255 3.543502092 43.73 0 1359.758215 2 680.3824463 -0.440557643 -0.000299526 52.32976605ISEQFTAMFR 23 5174735 1xTMT6plex [N-Term] 1.376 2.039 100 4.103599548 44.54 0 1458.761251 2 729.8840942 -0.232802617 -0.000169802 80.40800158LTTPTYGDLNHLVSATMSGVTTCLR 11 5174735 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 100 1.854 5.839260101 41.43 0 2937.501143 3 979.8379517 -0.626968107 -0.000613907 98.35790161YLTVAAVFR 24 5174735 1xTMT6plex [N-Term] 1.536 100 100 3.138554335 48.41 0 1268.756424 2 634.8815308 -0.503860749 -0.000319638 77.4217302ALTVPELTQQMFDAK 22 5174735 2xTMT6plex [N-Term; K15] 1.226 1.258 1.163 2.925591469 30.01 0 2150.193147 2 1075.599365 -0.787627499 -0.000846776 86.5537756ALTVPELTQQMFDAK 9 5174735 2xTMT6plex [N-Term; K15]; 1xOxidation [M11] 2.039 100 100 2.555007935 25.04 0 2166.188062 2 1075.599365 -0.787627499 -0.000846776 86.5537756LAVNMVPFPR 4 5174735 1xTMT6plex [N-Term] 1.652 1.913 3.099212646 32.08 0 1372.797243 2 686.9009399 -1.922976755 -0.001319929 73.50072LHFFMPGFAPLTSR 4 5174735 1xTMT6plex [N-Term] 1.204 100 3.054291487 30.56 0 1849.998462 3 617.3383789 1.146778656 0.00070718 88.15653368LAVNMVPFPR 4 5174735 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.084 100 1.945205092 20.38 0 1388.792158 2 686.9009399 -1.922976755 -0.001319929 73.50072ISEQFTAMFR 2 5174735 1xTMT6plex [N-Term]; 1xOxidation [M8] 100 1.61943233 17.77 0 1474.756166 2 729.8840942 -0.232802617 -0.000169802 80.40800158NMMAACDPR 2 5174735 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.158 2.256533384 24.59 0 1294.590363 2 647.7979736 -1.307629365 -0.000846422 36.95700301NSSYFVEWIPNNVK 3 5174735 2xTMT6plex [N-Term; K14] 2.179470062 13.24 0 2155.158811 2 1078.081421 -1.505992556 -0.001622827 78.89611646SGPFGQIFRPDNFVFGQSGAGNNWAK 1 5174735 2xTMT6plex [N-Term; K26] 1.948169589 0 3256.669236 3 1086.226318 -1.484280879 -0.001611271 96.06523866IREEYPDR 4 5174735 1xTMT6plex [N-Term] 1.255 1.279 4.01290226 23.39 1 1306.69528 3 436.2364197 -0.439748123 -0.000191539 32.87033097TAVCDIPPR 2 5174735 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.793 2.451532364 8.06 0 1257.682273 2 629.3438721 -1.435751631 -0.00090286 42.35901416LTTPTYGDLNHLVSATMSGVTTCLR 2 5174735 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23]; 1xOxidation [M17] 1.185863256 0 2953.496058 3 979.8379517 -0.626968107 -0.000613907 98.3579016162414289 VIM vimentin 7431 NP_003371.2 71.03004292 1 29 33 632 466 53.619 5.12 1.46 1.41 1.51 1.46 Significant 0.00039 TYSLGSALRPSTSR 12 62414289 1xTMT6plex [N-Term] 1.357 1.315 1.048 3.913672686 40.88 0 1724.949263 3 575.6542969 -0.53662158 -0.000308548 48.96441504



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms EMEENFAVEAANYQDTIGR 13 62414289 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.249 100 1.508 4.51372385 41.86 0 2432.123735 3 806.0484619 0.833143569 0.000670994 75.83185097EMEENFAVEAANYQDTIGR 51 62414289 1xTMT6plex [N-Term] 1.686 1.695 2.446 5.636449337 51.45 0 2416.12882 3 806.0484619 0.833143569 0.000670994 75.83185097LLQDSVDFSLADAINTEFK 113 62414289 2xTMT6plex [N-Term; K19] 1.858 1.601 4.456 4.858642578 56.78 0 2584.391055 3 862.1342773 -1.074179059 -0.000925366 113.6241365ETNLDSLPLVDTHSK 22 62414289 2xTMT6plex [N-Term; K15] 1.941 1.404 3.778 5.288379192 44.43 0 2127.169769 3 709.7286987 0.833779904 0.000591197 61.55618479SLYASSPGGVYATR 12 62414289 1xTMT6plex [N-Term] 1.261 1.602 4.400829315 57.53 0 1657.874701 2 829.4414063 0.503494021 0.000417365 50.87825743KVESLQEEIAFLK 30 62414289 3xTMT6plex [N-Term; K1; K13] 1.484 1.462 1.516 6.260183811 34.06 1 2221.341081 3 741.1178589 -0.92642677 -0.00068597 73.3895496EEAENTLQSFR 20 62414289 1xTMT6plex [N-Term] 1.742 1.775 100 4.392612457 69.79 0 1552.780466 2 776.8928223 -1.351452311 -0.001049254 54.17515441DGQVINETSQHHDDLE 31 62414289 1xTMT6plex [N-Term] 1.358 1.311 1.674 3.668993235 65.09 0 2065.962406 2 1033.484375 -0.451532901 -0.000466425 41.88373187FADLSEAANR 25 62414289 1xTMT6plex [N-Term] 1.323 1.613 1.619 3.654096842 59.85 0 1322.690195 2 661.8482056 -0.801765365 -0.000530244 41.46193909MALDIEIATYR 28 62414289 1xTMT6plex [N-Term] 1.464 1.826 1.053 3.592049837 47.4 0 1524.829331 2 762.9169922 -1.720326955 -0.001311602 76.72727952QDVDNASLAR 8 62414289 1xTMT6plex [N-Term] 1.683 1.166 3.812219143 48.28 0 1317.696009 2 659.3510742 -0.862727437 -0.000568406 32.88120589QVQSLTCEVDALK 11 62414289 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.487 2.52 3.498388529 43.66 0 1949.077784 2 975.0431519 0.637958602 0.000621715 80.53224231TNEKVELQELNDR 4 62414289 2xTMT6plex [N-Term; K4] 0.921 1.246 4.095453739 23.97 1 2046.123154 3 682.7125244 -0.065268707 -4.45E-05 45.54973126QQYESVAAK 8 62414289 2xTMT6plex [N-Term; K9] 1.321 1.387 1.451 4.408474445 41.43 0 1481.836414 2 741.4207153 -1.525334319 -0.001130148 38.91426739DNLAEDIMR 18 62414289 1xTMT6plex [N-Term] 1.569 1.717 1.572 3.640087605 50.13 0 1305.667017 2 653.3363647 -1.19774628 -0.000781929 58.92958856NLQEAEEWYK 13 62414289 2xTMT6plex [N-Term; K10] 1.446 2.282 1.59 3.905136108 41.36 0 1767.931771 2 884.4692993 -0.254052331 -0.000224574 65.52317148ILLAELEQLK 13 62414289 2xTMT6plex [N-Term; K10] 2.998 1.622 1.752 3.592982292 46.87 0 1628.039865 2 814.5229492 -0.763680624 -0.000621651 100.8121365LGDLYEEEMR 6 62414289 1xTMT6plex [N-Term] 100 100 3.234773397 34.9 0 1483.730011 2 750.3650513 -1.400197397 -0.001049955 48.9763126ISLPLPNFSSLNLR 13 62414289 1xTMT6plex [N-Term] 1.821 1.357 1.373 3.099948168 37.91 0 1800.058085 2 900.5325317 -0.165746561 -0.000149177 96.82765352EYQDLLNVK 8 62414289 2xTMT6plex [N-Term; K9] 1.577 1.391 3.344995975 42.56 0 1579.909579 2 790.4584961 0.086288166 6.82E-05 69.52971198VELQELNDR 12 62414289 1xTMT6plex [N-Term] 1.35 0.567 1.603 3.589381695 50.87 0 1344.73206 2 672.869812 0.213889031 0.000143812 44.05252355LQEEMLQR 12 62414289 1xTMT6plex [N-Term] 1.513 0.789 3.088406324 51.05 0 1275.692838 2 638.3494873 -0.89331898 -0.0005698 44.9204893EKLQEEMLQR 18 62414289 2xTMT6plex [N-Term; K2] 1.242 1.179 1.082 3.169742346 31.95 1 1761.993326 2 881.4959717 -4.914218743 -0.00432941 42.48884168LGDLYEEEMR 6 62414289 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.357 4.387 2.526463747 35.64 0 1499.724926 2 750.3650513 -1.400197397 -0.001049955 48.9763126QVDQLTNDK 11 62414289 2xTMT6plex [N-Term; K9] 1.501 1.631 1.552 4.106999874 46.96 0 1518.852793 2 759.9295654 -0.617828554 -0.000469195 43.7137048LQDEIQNMK 7 62414289 2xTMT6plex [N-Term; K9] 1.843 2.09 2.609 3.082299948 45.1 0 1576.876899 2 788.9414063 -0.8643858 -0.000681515 54.58344498LQDEIQNMK 12 62414289 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 1.961 2.141 2.159 2.923891068 43 0 1592.871814 2 788.9414063 -0.8643858 -0.000681515 54.58344498GTNESLER 14 62414289 1xTMT6plex [N-Term] 2.03 1.492 1.481 3.166389942 39.53 0 1134.595232 2 567.8010864 -0.295972015 -0.000167904 22.11019192SVSSSSYR 10 62414289 1xTMT6plex [N-Term] 1.591 1.685 1.611 3.449117899 33.86 0 1101.573768 2 551.2905884 0.119635939 6.59E-05 27.49933202SYVTTSTR 6 62414289 1xTMT6plex [N-Term] 0.967 1.597 3.348783255 30.55 0 1143.620719 2 572.3135986 -0.697682686 -0.000398942 31.14447929LLEGEESR 6 62414289 1xTMT6plex [N-Term] 1.498 1.484 1.512 3.487635136 41 0 1161.631283 2 581.3189697 -0.534039401 -0.000310178 40.15125271DNLAEDIMR 8 62414289 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.652 1.558 1.986774683 26.09 0 1321.661932 2 653.3363647 -1.19774628 -0.000781929 58.92958856KLLEGEESR 14 62414289 2xTMT6plex [N-Term; K1] 0.985 0.987 0.995 3.586319447 34.85 1 1518.889178 2 759.9478149 -0.543085828 -0.000412444 38.7728649FANYIDK 6 62414289 2xTMT6plex [N-Term; K7] 1.677 1.712 1.086 3.258991003 39.76 0 1328.761459 2 664.8847656 0.599069152 0.00039801 61.70992036FLEQQNK 19 62414289 2xTMT6plex [N-Term; K7] 0.833 0.763 0.782 2.620012999 32.3 0 1364.793821 2 682.9000854 -0.679261254 -0.000463526 39.10866059LQEEMLQR 6 62414289 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.459 1.487 1.131 1.953011036 25.18 0 1291.687753 2 638.3494873 -0.89331898 -0.0005698 44.9204893QESTEYR 6 62414289 1xTMT6plex [N-Term] 100 2.272958279 29.3 0 1141.568683 2 571.288147 0.292908624 0.000167188 21.8120909516507237 HSPA5 78 kDa glucose-regulated protein precursor 3309 NP_005338.1 52.75229358 1 31 34 344 654 72.288 5.16 0.9 0.98 1.09 0.99 Significant 0.0031 DAGTIAGLNVMR 8 16507237 1xTMT6plex [N-Term] 1.068 1.251 1.766 4.395112038 62.3 0 1446.793614 2 723.9013672 1.274248782 0.000921788 52.72079704IEWLESHQDADIEDFK 9 16507237 2xTMT6plex [N-Term; K16] 1.175 1.17 0.921 4.511322498 31.22 0 2433.233826 3 811.7510986 2.020602535 0.001638866 79.77475539SQIFSTASDNQPTVTIK 12 16507237 2xTMT6plex [N-Term; K17] 1.239 0.929 1.285 4.124456882 54.17 0 2295.259647 3 765.756897 -1.52890852 -0.001169747 55.33133695KVTHAVVTVPAYFNDAQR 2 16507237 2xTMT6plex [N-Term; K1] 0.779 4.641946793 36.47 1 2474.391998 3 825.4716797 3.430059791 0.002829104 58.99393238VTHAVVTVPAYFNDAQR 12 16507237 1xTMT6plex [N-Term] 0.904 1.123 0.829 4.447392464 33.15 0 2117.134104 3 706.3842773 1.972119406 0.001391747 41.80735945IINEPTAAAIAYGLDK 31 16507237 2xTMT6plex [N-Term; K16] 1.572 1.737 2.328 4.13507843 46.05 0 2118.221077 2 1059.61499 0.768167576 0.000813574 75.35766658IEIESFYEGEDFSETLTR 30 16507237 1xTMT6plex [N-Term] 0.87 0.862 0.905 4.393001556 55.2 0 2394.155017 3 798.7234497 0.325125603 0.000259467 91.73649665DNHLLGTFDLTGIPPAPR 19 16507237 1xTMT6plex [N-Term] 0.802 0.769 1.14 5.198044777 43.94 0 2163.175968 3 721.7296753 -0.691432928 -0.000498564 80.23255315EDVGTVVGIDLGTTYSCVGVFK 2 16507237 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C17] 100 3.672683001 36.9 0 2774.468654 3 925.494812 0.443066875 0.000409758 97.53600296KEDVGTVVGIDLGTTYSCVGVFK 4 16507237 3xTMT6plex [N-Term; K1; K23]; 1xCarbamidomethyl [C18] 0.828 5.679690361 35.59 1 3131.726548 3 1044.579712 -0.627761646 -0.000655326 87.88675324TKPYIQVDIGGGQTK 8 16507237 3xTMT6plex [N-Term; K2; K15] 1.025 1.099 5.738684654 25.39 0 2292.353043 3 764.7890015 -0.258165063 -0.000197268 55.71849878KTKPYIQVDIGGGQTK 4 16507237 4xTMT6plex [N-Term; K1; K3; K16] 0.498 5.341244221 22.57 1 2649.610938 4 663.1586304 0.661868635 0.000438424 53.98080521VEILANDQGNR 48 16507237 1xTMT6plex [N-Term] 1.325 1.311 1.289 4.071812153 54.4 0 1457.790972 2 729.3981323 -1.360662537 -0.000991781 36.49181231AKFEELNMDLFR 12 16507237 2xTMT6plex [N-Term; K2] 0.691 0.654 0.897 3.669103146 22.3 1 1971.077389 3 657.6965332 -1.18875628 -0.000781044 72.78589507KSQIFSTASDNQPTVTIK 6 16507237 3xTMT6plex [N-Term; K1; K18] 0.01 100 100 3.260824919 20.2 1 2652.517542 3 884.8421631 -2.113411919 -0.001868621 50.691226DAGTIAGLNVMR 9 16507237 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.027 1.159 0.993 3.05665803 60.91 0 1462.788529 2 723.9013672 1.274248782 0.000921788 52.72079704NQLTSNPENTVFDAK 6 16507237 2xTMT6plex [N-Term; K15] 1.037 100 0.714 2.609163046 38.04 0 2136.133718 2 1068.571289 0.741201258 0.000791652 52.13826646ETAEAYLGK 14 16507237 2xTMT6plex [N-Term; K9] 1.403 1.613 1.787 3.929911375 56.62 0 1439.814616 2 720.4109497 0.004524237 3.26E-06 50.92426819NELESYAYSLK 6 16507237 2xTMT6plex [N-Term; K11] 0.521 1.743 1.044 3.569284201 34.21 0 1774.962737 2 887.9842529 -0.849409733 -0.000753835 67.98629183TWNDPSVQQDIK 8 16507237 2xTMT6plex [N-Term; K12] 1.121 1.06 1.065 3.905380964 53.45 0 1889.016898 2 945.0116577 -0.454670529 -0.00042944 50.41576348LYGSAGPPPTGEEDTAEKDEL 10 16507237 2xTMT6plex [N-Term; K18] 100 2.12102294 16.31 1 2634.318678 2 1317.662842 -0.102768982 -0.000135363 60.08216626VYEGERPLTK 5 16507237 2xTMT6plex [N-Term; K10] 0.602 1.092 0.772 2.726590157 16.86 0 1649.962677 3 550.6594238 0.63081086 0.000346938 44.53907929ITITNDQNR 10 16507237 1xTMT6plex [N-Term] 0.895 1.023 1.119 3.688944817 48.41 0 1303.716744 2 652.3623047 0.451528296 0.000294332 42.12350679TFAPEEISAMVLTK 8 16507237 2xTMT6plex [N-Term; K14] 3.263 100 0.853 2.621210814 23.79 0 1995.123671 2 998.0639038 -1.573803598 -0.001569966 86.25898481VLEDSDLK 19 16507237 2xTMT6plex [N-Term; K8] 1.111 1.044 1.033 3.05724287 49.91 0 1376.803717 2 688.9064331 1.359918567 0.00093617 60.37534841ELEEIVQPIISK 2 16507237 2xTMT6plex [N-Term; K12] 2.13461566 16.62 0 1856.114486 2 928.5609741 0.099747181 9.26E-05 87.00134716ALSSQHQAR 2 16507237 1xTMT6plex [N-Term] 0.876 3.337975025 32.28 0 1226.680299 3 409.5645142 -1.067800251 -0.000436617 21.94540544VLEDSDLKK 8 16507237 3xTMT6plex [N-Term; K8; K9] 0.747 0.787 2.836889982 37.08 1 1734.061612 2 867.5341187 -0.375722124 -0.000325763 52.9057559LSSEDKETMEK 6 16507237 3xTMT6plex [N-Term; K6; K11] 1.883 1.402 2.857285023 11.86 1 1984.087569 3 662.0344849 0.671608383 0.000444177 39.84818011FEELNMDLFR 8 16507237 1xTMT6plex [N-Term] 100 0.703 100 2.23770237 27.24 0 1542.782381 2 771.8943481 -0.622972462 -0.000480555 97.8133628IINEPTAAAIAYGLDKR 5 16507237 2xTMT6plex [N-Term; K16] 100 1.049 2.210192442 8.84 1 2274.322188 3 758.7784424 -0.621618858 -0.000471254 67.31464135VMEHFIK 13 16507237 2xTMT6plex [N-Term; K7] 0.93 0.84 3.247190475 36.79 0 1361.801549 2 681.4048462 0.636247486 0.000433221 55.50246406STMKPVQK 6 16507237 3xTMT6plex [N-Term; K4; K8] 0.94 1.111 2.682941437 13.12 0 1605.99651 2 803.5018311 -0.077323098 -6.21E-05 36.95571872LIGDAAK 8 16507237 2xTMT6plex [N-Term; K7] 1.088 1.128 0.991 2.640163898 25.21 0 1145.72943 2 573.368042 -0.543667299 -0.000311448 38.40743522MKETAEAYLGK 2 16507237 3xTMT6plex [N-Term; K2; K11]; 1xOxidation [M1] 0.808 2.623819351 26.82 1 1944.107911 3 648.7068481 -0.987407332 -0.000639875 43.15017881VMEHFIK 2 16507237 2xTMT6plex [N-Term; K7]; 1xOxidation [M2] 0.926 0.676 2.552256823 23.29 0 1377.796464 2 681.4048462 0.636247486 0.000433221 55.50246406LSSEDKETMEK 3 16507237 3xTMT6plex [N-Term; K6; K11]; 1xOxidation [M9] 1.572 1.721 1.925785303 5.57 1 2000.082484 3 662.0344849 0.671608383 0.000444177 39.84818011TFAPEEISAMVLTK 1 16507237 2xTMT6plex [N-Term; K14]; 1xOxidation [M10] 0.884798229 0 2011.118586 2 998.0639038 -1.573803598 -0.001569966 86.2589848129788785 TUBB tubulin beta chain isoform b 203068 NP_821133.1 81.30630631 1 4 23 488 444 49.639 4.89 1.07 1.12 1.15 1.11 Significant 0.00044 EVDEQMLNVQNK 32 29788785 2xTMT6plex [N-Term; K12] 1.281 1.248 1.252 4.451275349 65.29 0 1905.015183 2 953.0117798 0.577339395 0.00054992 49.32032946FWEVISDEHGIDPTGTYHGDSDLQLDR 21 29788785 1xTMT6plex [N-Term] 1.31 1.438 1.028 5.795618534 38.68 0 3331.570479 4 833.649231 1.385120967 0.001153657 82.40293913AILVDLEPGTMDSVR 24 29788785 1xTMT6plex [N-Term] 0.923 0.984 1.029 3.743171215 38.6 0 1844.998915 2 923.0027466 -0.378718888 -0.000349368 75.34357767GHYTEGAELVDSVLDVVR 33 29788785 1xTMT6plex [N-Term] 1.17 1.17 1.141 5.213302612 59.43 0 2188.144728 3 730.0530396 -0.074166783 -5.41E-05 91.62180174KEAESCDCLQGFQLTHSLGGGTGSGMGTLLISK 8 29788785 3xTMT6plex [N-Term; K1; K33]; 2xCarbamidomethyl [C6; C8]; 1xOxidation [M26] 1.41 4.637863159 18.13 1 4143.112761 5 826.2288208 -0.690194998 -0.000569703 81.6597482KEAESCDCLQGFQLTHSLGGGTGSGMGTLLISK 24 29788785 3xTMT6plex [N-Term; K1; K33]; 2xCarbamidomethyl [C6; C8] 1.222 4.053 1.055 6.228266716 38.42 1 4127.117846 5 826.2288208 -0.690194998 -0.000569703 81.6597482EAESCDCLQGFQLTHSLGGGTGSGMGTLLISK 24 29788785 2xTMT6plex [N-Term; K32]; 2xCarbamidomethyl [C5; C7]; 1xOxidation [M25] 1.755 1.061 3.532485008 21.69 0 3785.854866 3 1257.289917 -1.260875337 -0.001584441 87.29228064EAESCDCLQGFQLTHSLGGGTGSGMGTLLLSK 40 29788785 2xTMT6plex [N-Term; K32]; 2xCarbamidomethyl [C5; C7] 1.363 1.338 1.632 5.571903706 46.39 0 3769.859951 3 1257.289917 -1.260875337 -0.001584441 87.29228064MAVTFIGNSTAIQELFK 10 29788785 2xTMT6plex [N-Term; K17] 1.146 3.025 3.853271008 31.8 0 2328.30376 3 776.7723389 -0.557087292 -0.000432356 107.8157115VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR 32 29788785 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C27; C37] 3.933 2.117 4.833796501 31.32 0 4822.270146 4 1206.324219 1.015870088 0.0012247 101.9591467EIVHLQAGQCGNQIGAK 66 29788785 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 1.015 1.041 1.03 5.308478355 74.46 0 2281.248705 3 761.0859375 -2.387381081 -0.001815403 47.31921529ISVYYNEATGGK 16 29788785 2xTMT6plex [N-Term; K12] 1.334 1.885 1.533 3.660461664 41.25 0 1759.963071 2 880.4840698 -1.254714715 -0.001104126 53.93269396IMNTFSVVPSPK 54 29788785 2xTMT6plex [N-Term; K12] 1.243 100 3.414 3.53404808 40.35 0 1778.028648 2 889.5175781 -0.432417104 -0.000384425 77.97312852EVDEQMLNVQNK 31 29788785 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 1.194 1.216 1.331 3.290565252 45.22 0 1921.010098 2 953.0117798 0.577339395 0.00054992 49.32032946FPGQLNADLR 24 29788785 1xTMT6plex [N-Term] 1.108 1.147 1.255 3.543502092 43.73 0 1359.758215 2 680.3824463 -0.440557643 -0.000299526 52.32976605ISEQFTAMFR 23 29788785 1xTMT6plex [N-Term] 1.376 2.039 100 4.103599548 44.54 0 1458.761251 2 729.8840942 -0.232802617 -0.000169802 80.40800158AILVDLEPGTMDSVR 14 29788785 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.902 1.387 1.301 2.488433123 28.93 0 1860.99383 2 923.0027466 -0.378718888 -0.000349368 75.34357767LTTPTYGDLNHLVSATMSGVTTCLR 11 29788785 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 100 1.854 5.839260101 41.43 0 2937.501143 3 979.8379517 -0.626968107 -0.000613907 98.35790161YLTVAAVFR 24 29788785 1xTMT6plex [N-Term] 1.536 100 100 3.138554335 48.41 0 1268.756424 2 634.8815308 -0.503860749 -0.000319638 77.4217302ALTVPELTQQVFDAK 30 29788785 2xTMT6plex [N-Term; K15] 1.229 1.141 1.143 2.99148345 29.74 0 2118.221077 2 1059.613159 -0.960693219 -0.00101748 85.02429208LAVNMVPFPR 4 29788785 1xTMT6plex [N-Term] 1.652 1.913 3.099212646 32.08 0 1372.797243 2 686.9009399 -1.922976755 -0.001319929 73.50072LHFFMPGFAPLTSR 4 29788785 1xTMT6plex [N-Term] 1.204 100 3.054291487 30.56 0 1849.998462 3 617.3383789 1.146778656 0.00070718 88.15653368LAVNMVPFPR 4 29788785 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.084 100 1.945205092 20.38 0 1388.792158 2 686.9009399 -1.922976755 -0.001319929 73.50072ISEQFTAMFR 2 29788785 1xTMT6plex [N-Term]; 1xOxidation [M8] 100 1.61943233 17.77 0 1474.756166 2 729.8840942 -0.232802617 -0.000169802 80.40800158NMMAACDPR 2 29788785 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.158 2.256533384 24.59 0 1294.590363 2 647.7979736 -1.307629365 -0.000846422 36.95700301NSSYFVEWIPNNVK 3 29788785 2xTMT6plex [N-Term; K14] 2.179470062 13.24 0 2155.158811 2 1078.081421 -1.505992556 -0.001622827 78.89611646SGPFGQIFRPDNFVFGQSGAGNNWAK 1 29788785 2xTMT6plex [N-Term; K26] 1.948169589 0 3256.669236 3 1086.226318 -1.484280879 -0.001611271 96.06523866IREEYPDR 4 29788785 1xTMT6plex [N-Term] 1.255 1.279 4.01290226 23.39 1 1306.69528 3 436.2364197 -0.439748123 -0.000191539 32.87033097TAVCDIPPR 2 29788785 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.793 2.451532364 8.06 0 1257.682273 2 629.3438721 -1.435751631 -0.00090286 42.35901416LTTPTYGDLNHLVSATMSGVTTCLR 2 29788785 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23]; 1xOxidation [M17] 1.185863256 0 2953.496058 3 979.8379517 -0.626968107 -0.000613907 98.357901615031875 LMNA lamin isoform C 4000 NP_005563.1 58.04195804 1 1 36 450 572 65.096 6.84 0.9 0.91 0.67 0.83 Significant 0.0089 SNEDQSMGNWQIK 6 5031875 2xTMT6plex [N-Term; K13] 0.886 100 1.025 4.09638834 38.99 0 1995.000596 2 997.9941406 -9.820057218 -0.00979551 51.57611777NSNLVGAAHEELQQSR 10 5031875 1xTMT6plex [N-Term] 0.849 0.788 5.859630108 61.98 0 1982.025281 3 661.3460693 -0.820671766 -0.000542197 42.07806646EAALSTALSEK 12 5031875 2xTMT6plex [N-Term; K11] 0.878 0.809 0.795 4.230268002 50.09 0 1577.915058 2 789.4609375 -0.29159998 -0.00023006 52.00948651MQQQLDEYQELLDIK 8 5031875 2xTMT6plex [N-Term; K15] 0.799 100 0.67 3.99401021 44.09 0 2352.252119 3 784.7553711 -0.237503771 -0.000186223 92.75514387TALINSTGEEVAMR 10 5031875 1xTMT6plex [N-Term] 0.81 1.414 1.237 4.020965576 45.1 0 1720.9101 2 860.9584351 -0.294508593 -0.000253411 47.8012571AQHEDQVEQYK 14 5031875 2xTMT6plex [N-Term; K11] 0.778 0.755 0.706 5.622924805 54.41 0 1832.954297 2 916.9805298 -0.280694226 -0.00025725 34.8693129VAVEEVDEEGK 10 5031875 2xTMT6plex [N-Term; K11] 0.77 0.804 4.93041563 70.02 0 1661.899802 2 831.4525757 -1.159848993 -0.000963776 46.56701304AAYEAELGDAR 22 5031875 1xTMT6plex [N-Term] 0.627 0.681 0.708 4.936688423 74.17 0 1394.711324 2 697.8590698 -0.330743398 -0.000230646 38.95790587SVTVVEDDEDEDGDDLLHHHHVSGSR 17 5031875 1xTMT6plex [N-Term] 0.898 0.914 0.672 5.734977245 45.94 0 3128.435442 3 1043.484497 1.117347953 0.001165184 39.60202537ASSHSSQTQGGGSVTK 142 5031875 2xTMT6plex [N-Term; K16] 0.845 0.828 0.806 5.802528381 80.05 0 1977.040152 3 659.6849976 0.145275644 9.57E-05 28.66776877LALDMEIHAYR 26 5031875 1xTMT6plex [N-Term] 0.679 0.988 0.371 4.030868053 63.49 0 1560.840564 3 520.9517822 0.146760465 7.64E-05 90.92299012EGDLIAAQAR 6 5031875 1xTMT6plex [N-Term] 0.973 1.048 1.184 3.909815788 64.41 0 1272.71093 2 636.8584595 -1.012118822 -0.000644067 45.70550085ITESEEVVSR 4 5031875 1xTMT6plex [N-Term] 0.831 0.932 3.479677439 53.75 0 1377.74229 2 689.3745728 -0.305704623 -0.000210591 41.87675256TLEGELHDLR 16 5031875 1xTMT6plex [N-Term] 0.789 0.703 0.693 4.239264011 65.89 0 1411.774259 2 706.3909912 0.316532103 0.000223436 45.62075709AQHEDQVEQYKK 4 5031875 3xTMT6plex [N-Term; K11; K12] 0.373 0.462 4.501769543 17.47 1 2190.212192 4 548.3087158 0.383977065 0.000210248 35.25731436LADALQELR 13 5031875 1xTMT6plex [N-Term] 0.791 0.879 0.859 3.563678503 52.78 0 1257.736417 2 629.371582 -0.421000372 -0.000264754 62.90467401SLETENAGLR 6 5031875 1xTMT6plex [N-Term] 0.722 0.876 0.871 4.305250168 51.86 0 1318.71641 2 659.8581543 -5.594642029 -0.003688873 36.56471692IDSLSAQLSQLQK 5 5031875 2xTMT6plex [N-Term; K13] 1.725 2.83401227 31.95 0 1889.110798 2 945.0578003 -1.309655349 -0.001237042 73.58335544SNEDQSMGNWQIK 2 5031875 2xTMT6plex [N-Term; K13]; 1xOxidation [M7] 0.682 2.781531811 30.87 0 2010.995511 2 997.9941406 -9.820057218 -0.00979551 51.57611777LKDLEALLNSK 4 5031875 3xTMT6plex [N-Term; K2; K11] 0.721 4.434978485 18.67 1 1931.214424 3 644.4091187 -0.839716682 -0.000540558 88.97032351LEAALGEAK 11 5031875 2xTMT6plex [N-Term; K9] 0.798 0.818 100 4.151691437 51.81 0 1359.824787 2 680.4152222 -1.190862292 -0.000809682 54.89204617KEGDLIAAQAR 6 5031875 2xTMT6plex [N-Term; K1] 0.794 0.987 0.839 3.364347219 24.22 1 1629.968825 3 543.994812 0.648702687 0.000352455 43.95616425LALDMEIHAYR 4 5031875 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.669 1.926 3.412200451 39.63 0 1576.835479 3 520.9517822 0.146760465 7.64E-05 90.92299012VAVEEVDEEGKFVR 3 5031875 2xTMT6plex [N-Term; K11] 0.234 0.729 3.011364937 6.33 1 2064.137741 3 688.7176514 0.319674191 0.000219951 59.41330684DLEALLNSK 4 5031875 2xTMT6plex [N-Term; K9] 1.611 100 2.399184465 24.68 0 1460.872465 2 730.9393921 -0.655724805 -0.000478965 74.16171792LQEKEDLQELNDR 5 5031875 2xTMT6plex [N-Term; K4] 0.796 0.912 3.529002666 13.28 1 2088.133718 3 696.7158813 -0.300463052 -0.000209136 56.70557386LLEGEEER 8 5031875 1xTMT6plex [N-Term] 0.891 0.901 0.91 3.30015111 57.52 0 1203.641848 2 602.324585 0.03776196 2.27E-05 47.24056336LQTMKEELDFQK 8 5031875 3xTMT6plex [N-Term; K5; K12] 0.995 0.466 0.792 2.616175413 12.25 1 2197.250552 3 733.0877075 -0.902250954 -0.000660824 63.75229531KQLQDEMLR 13 5031875 2xTMT6plex [N-Term; K1] 0.643 0.616 0.638 3.526650667 28.59 1 1618.935082 2 809.9707642 -0.513170476 -0.000415395 43.47374931KTLDSVAK 4 5031875 3xTMT6plex [N-Term; K1; K8] 0.61 2.813788414 34.02 1 1548.992804 2 775.0001221 0.105255896 8.15E-05 41.71366296LQLELSK 12 5031875 2xTMT6plex [N-Term; K7] 0.811 0.768 0.93 3.28993082 40.42 0 1288.824059 2 644.9160156 0.539856465 0.00034789 64.43397998KLLEGEEER 2 5031875 2xTMT6plex [N-Term; K1] 0.786 2.727909088 12.36 1 1560.899743 3 520.9711914 -0.462452027 -0.000240614 36.54987775LAVYIDR 13 5031875 1xTMT6plex [N-Term] 0.6 0.643 0.742 3.004096746 33.6 0 1078.645811 2 539.8256836 -1.595141317 -0.000860296 49.1983752AGQVVTIWAAGAGATHSPPTDLVWK 2 5031875 2xTMT6plex [N-Term; K25] 1.77304697 0 2991.645647 3 997.8860474 -0.687885665 -0.00068597 78.83866997EELDFQK 8 5031875 2xTMT6plex [N-Term; K7] 0.959 1.128 3.204521894 30.03 0 1366.761852 2 683.8839722 -0.866832843 -0.000592377 58.23378286QLQDEMLR 2 5031875 1xTMT6plex [N-Term] 100 2.273235559 25.84 0 1261.677188 2 631.3423462 0.180896361 0.000114116 50.57383575TLDSVAK 6 5031875 2xTMT6plex [N-Term; K7] 0.652 0.863 0.981 2.952090263 41.2 0 1191.73491 2 596.3705444 -0.920735647 -0.000548636 44.53974523EDLQELNDR 2 5031875 1xTMT6plex [N-Term] 1.271 2.780449152 27.57 0 1360.690589 2 680.8494263 0.725410369 0.00049353 46.944060127669492 GAPDH glyceraldehyde-3-phosphate dehydrogenase isoform 1 2597 NP_002037.2 77.6119403 1 18 18 711 335 36.03 8.46 1.16 1.15 1.01 1.1 Significant 0.0019 GILGYTEHQVVSSDFNSDTHSSTFDAGAGIALNDHFVK 111 7669492 2xTMT6plex [N-Term; K38] 0.968 1.012 1.146 6.483342648 38.57 0 4495.220641 5 899.8504028 0.504213327 0.00045331 82.90931271GALQNIIPASTGAAK 54 7669492 2xTMT6plex [N-Term; K15] 1.04 0.897 1.118 4.565085888 74.39 0 1870.116218 2 935.5614014 -0.369873069 -0.000345853 63.13658919VPTANVSVVDLTCR 32 7669492 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.059 1.08 1.009 4.459086895 81 0 1759.957385 2 880.4827271 0.450182243 0.000396151 90.15525787IISNASCTTNCLAPLAK 20 7669492 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C7; C11] 1.031 1.26 1.294 4.063583851 47.31 0 2292.245594 3 764.7529907 -0.512729541 -0.000391767 66.14530106IKWGDAGAEYVVESTGVFTTMEK 4 7669492 3xTMT6plex [N-Term; K2; K23]; 1xOxidation [M21] 0.194 0.374 3.669798851 19.11 1 3221.700728 3 1069.23999 -0.123294806 -0.000131749 95.02597258IKWGDAGAEYVVESTGVFTTMEK 7 7669492 3xTMT6plex [N-Term; K2; K23] 0.215 0.255 5.198877811 42.97 1 3205.705813 3 1069.23999 -0.123294806 -0.000131749 95.02597258WGDAGAEYVVESTGVFTTMEK 71 7669492 2xTMT6plex [N-Term; K21]; 1xOxidation [M19] 0.951 0.963 1.138 4.481196404 41.29 0 2751.358769 3 912.4604492 1.075029286 0.000980199 96.92284526WGDAGAEYVVESTGVFTTMEK 163 7669492 2xTMT6plex [N-Term; K21] 1.431 1.498 1.262 5.273025513 67.17 0 2735.363854 3 912.4604492 1.075029286 0.000980199 96.92284526AGAHLQGGAK 22 7669492 2xTMT6plex [N-Term; K10] 1.477 1.318 1.802 4.208855152 63.45 0 1367.815954 2 684.411438 -0.259101699 -0.000177202 28.86242142VIHDNFGIVEGLMTTVHAITATQK 11 7669492 2xTMT6plex [N-Term; K24] 1.315 1.09 0.835 5.704543591 43.52 0 3053.685797 4 764.175293 -2.113824221 -0.001613739 105.2418086VIHDNFGIVEGLMTTVHAITATQK 4 7669492 2xTMT6plex [N-Term; K24]; 1xOxidation [M13] 0.01 1.281 5.407066822 39.13 0 3069.680712 4 764.175293 -2.113824221 -0.001613739 105.2418086VDIVAINDPFIDLNYMVYMFQYDSTHGK 4 7669492 2xTMT6plex [N-Term; K28]; 2xOxidation [M16; M19] 1.15 4.34694767 28.7 0 3798.879942 4 950.4760132 0.600480776 0.000570289 108.1676756VIISAPSADAPMFVMGVNHEK 33 7669492 2xTMT6plex [N-Term; K21]; 1xOxidation [M] 1.759 1.149 1.463 4.456591606 39.65 0 2687.4301 3 891.1491089 -0.902788081 -0.000803913 75.66697494VIISAPSADAPMFVMGVNHEK 22 7669492 2xTMT6plex [N-Term; K21] 1.218 1.308 1.512 5.269669056 57.54 0 2671.435185 3 891.1491089 -0.902788081 -0.000803913 75.66697494VVDLMAHMASK 35 7669492 2xTMT6plex [N-Term; K11] 1.183 1.259 1.555 4.064733982 59.52 0 1659.93264 3 553.9822998 -0.176824005 -9.78E-05 67.60917871VIISAPSADAPMFVMGVNHEK 11 7669492 2xTMT6plex [N-Term; K21]; 2xOxidation [M12; M15] 1.501 3.699855328 35.01 0 2703.425015 3 891.1491089 -0.902788081 -0.000803913 75.66697494VVDLMAHMASK 30 7669492 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 1.169 1.193 1.25 3.435029507 55.61 0 1675.927555 3 553.9822998 -0.176824005 -9.78E-05 67.60917871VVDLMAHMASKE 19 7669492 2xTMT6plex [N-Term; K11] 0.566 0.474 0.583 3.435506344 37.92 1 1788.975233 3 596.9969482 0.591839699 0.000352929 82.0679301VVDLMAHMASK 8 7669492 2xTMT6plex [N-Term; K11]; 2xOxidation [M5; M8] 0.846 0.785 3.236431837 26.57 0 1691.92247 3 553.9822998 -0.176824005 -9.78E-05 67.60917871VVDLMAHMASKE 13 7669492 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 0.328 0.656 0.649 4.174422741 35.62 1 1804.970148 3 596.9969482 0.591839699 0.000352929 82.0679301LVINGNPITIFQER 8 7669492 1xTMT6plex [N-Term] 6.063 1.653 0.978 2.234746695 27.98 0 1843.063899 2 922.0348511 -0.799381705 -0.000736656 97.20220245VVDLMAHMASKE 2 7669492 2xTMT6plex [N-Term; K11]; 2xOxidation [M5; M8] 0.584 2.581460476 28.15 1 1820.965063 3 596.9969482 0.591839699 0.000352929 82.0679301TVDGPSGK 6 7669492 2xTMT6plex [N-Term; K8] 1.244 1.152 0.936 3.211820841 26.62 0 1218.709423 2 609.8587646 0.680758563 0.000414823 28.92506524AAFNSGK 8 7669492 2xTMT6plex [N-Term; K7] 1.28 1.162 1.186 3.116848946 36.04 0 1152.677729 2 576.8423462 -0.271790787 -0.000156644 33.90631412QASEGPLK 2 7669492 2xTMT6plex [N-Term; K8] 0.974 2.806685686 26.57 0 1287.767272 2 644.3878174 0.843246795 0.000542953 34.69895908LISWYDNEFGYSNR 8 7669492 1xTMT6plex [N-Term] 0.768 0.772 100 1.615677238 8.03 0 1992.965307 2 996.9851074 -1.188538627 -0.001184358 82.36352133LTGMAFR 3 7669492 1xTMT6plex [N-Term] 1.162 1.023 2.671463728 28.55 0 1024.581102 2 512.7949829 1.548652721 0.00079336 54.0315206550845388 ANXA2 annexin A2 isoform 1 302 NP_001002858.1 73.38935574 1 29 29 681 357 40.386 8.37 0.69 0.75 0.65 0.7 Significant 0.0017 RAEDGSVIDYELIDQDAR 38 50845388 1xTMT6plex [N-Term] 0.718 0.869 1.139 6.702888012 61.78 1 2294.146184 3 765.3880615 1.502594009 0.001149057 59.21459763SYSPYDMLESIR 28 50845388 1xTMT6plex [N-Term] 0.726 0.715 0.727 4.104779243 46.55 0 1689.835538 2 845.4226685 1.49236065 0.001260922 74.86768324DALNIETAIK 39 50845388 2xTMT6plex [N-Term; K10] 0.857 0.98 0.927 4.232298851 60.72 0 1545.925229 2 773.465332 -1.191427286 -0.000920929 57.3851186DIISDTSGDFR 59 50845388 1xTMT6plex [N-Term] 0.731 0.764 0.696 4.683923721 70.64 0 1454.732454 2 727.8695068 -0.492591008 -0.000358294 49.69982446TPAQYDASELK 23 50845388 2xTMT6plex [N-Term; K11] 0.758 0.719 0.737 4.608807564 59.18 0 1680.920872 2 840.9633789 -0.827485412 -0.000695469 42.15944575GVDEVTIVNILTNR 84 50845388 1xTMT6plex [N-Term] 0.733 0.683 0.668 4.300327778 76.92 0 1772.011529 2 886.5099487 0.616221125 0.000545975 90.22120025GLGTDEDSLIEIICSR 46 50845388 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.685 0.76 0.616 5.389318943 72.9 0 2007.026587 2 1004.01709 0.157595072 0.000158149 95.98924365AEDGSVIDYELIDQDAR 46 50845388 1xTMT6plex [N-Term] 0.707 0.832 0.877 4.99407196 69.56 0 2138.045073 3 713.3515625 -2.310026136 -0.001646313 68.85797991GDLENAFLNLVQCIQNKPLYFADR 73 50845388 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C13] 0.781 0.653 0.765 4.163011074 42.39 0 3296.750188 4 824.9422607 -0.902477009 -0.00074381 108.9314947LSLEGDHSTPPSAYGSVK 16 50845388 2xTMT6plex [N-Term; K18] 0.787 0.735 5.293860912 71.71 0 2303.228347 2 1152.118164 0.30596836 0.000352357 54.64261757TDLEKDIISDTSGDFR 8 50845388 2xTMT6plex [N-Term; K5] 0.745 1.124 0.658 4.189838886 21.15 1 2270.191627 3 757.4017334 -0.43166166 -0.000326652 83.1090766SALSGHLETVILGLLK 14 50845388 2xTMT6plex [N-Term; K16] 0.658 0.674 1.114 4.256260395 40.83 0 2109.304747 3 703.7723389 -1.082545536 -0.000761139 107.5656431EVKGDLENAFLNLVQCIQNKPLYFADR 2 50845388 3xTMT6plex [N-Term; K3; K20]; 1xCarbamidomethyl [C16] 0.228 3.999427557 15.98 1 3882.11909 4 971.2819214 -3.409092513 -0.003308626 112.215488TNQELQEINR 6 50845388 1xTMT6plex [N-Term] 0.961 0.914 1.029 4.258672714 54.99 0 1473.785886 2 737.3966675 0.116808649 8.61E-05 35.85574761SYSPYDMLESIR 15 50845388 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.959 0.869 0.623 2.496645212 30.72 0 1705.830453 2 845.4226685 1.49236065 0.001260922 74.86768324QDIAFAYQR 15 50845388 1xTMT6plex [N-Term] 0.838 0.788 0.862 3.7742908 45.81 0 1340.716016 2 670.8617554 0.162795242 0.000109131 43.80429496KELASALK 26 50845388 3xTMT6plex [N-Term; K1; K8] 0.92 0.746 0.776 4.544442177 38.11 1 1547.01354 2 774.0100098 -0.515204767 -0.000398514 41.64389592KLMVALAK 6 50845388 3xTMT6plex [N-Term; K1; K8] 0.488 0.43 0.461 5.037604809 33.83 1 1561.047817 3 521.0210571 0.513191659 0.000267039 48.81777113AYTNFDAER 24 50845388 1xTMT6plex [N-Term] 0.793 0.868 0.852 4.152356625 51.75 0 1315.647996 2 658.3277588 0.186302207 0.000122554 41.37094837ALLYLCGGDD 4 50845388 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.76 2.232932806 48.2 0 1325.660869 2 663.333313 -1.146359128 -0.000759842 77.78148283DLYDAGVK 26 50845388 2xTMT6plex [N-Term; K8] 0.706 0.678 0.676 3.708744526 45.47 0 1338.766938 2 669.8870239 -0.124471581 -8.33E-05 43.61455018WISIMTER 16 50845388 1xTMT6plex [N-Term] 0.915 1.079 0.918 3.182281733 31.98 0 1264.692109 2 632.8497925 0.157335478 9.95E-05 84.08927356SLYYYIQQDTK 2 50845388 2xTMT6plex [N-Term; K11] 100 1.824229598 8.47 0 1880.020586 2 940.5112915 -2.808337433 -0.002639866 68.93964876SVPHLQK 7 50845388 2xTMT6plex [N-Term; K7] 0.289 0.519 0.267 2.964157581 32.98 0 1266.793427 3 422.9360657 0.170747242 7.21E-05 43.64334894ELASALK 17 50845388 2xTMT6plex [N-Term; K7] 0.857 0.981 0.825 3.242271423 39.22 0 1189.755645 2 595.3758545 -9.424301261 -0.005606308 46.48046109LMVALAK 8 50845388 2xTMT6plex [N-Term; K7] 0.804 0.809 3.464666128 40.03 0 1203.789922 2 602.397583 -1.688554072 -0.001016332 64.59763181DIISDTSGDFRK 2 50845388 2xTMT6plex [N-Term; K12] 0.47 3.15312171 14.92 1 1811.990349 3 604.6670532 -2.065232872 -0.001247394 48.61830342KLMVALAK 4 50845388 3xTMT6plex [N-Term; K1; K8]; 1xOxidation [M3] 0.558 0.592 2.511595249 22.1 1 1577.042732 3 521.0210571 0.513191659 0.000267039 48.81777113SEVDMLK 17 50845388 2xTMT6plex [N-Term; K7] 0.937 1.008 0.98 3.591629505 42.37 0 1279.733195 2 640.3704834 0.386984472 0.000247618 47.80410041KGTDVPK 2 50845388 3xTMT6plex [N-Term; K1; K7] 1.027 2.228706598 7.74 1 1431.913826 3 477.975769 -0.748698053 -0.000357357 29.83497189TKGVDEVTIVNILTNR 1 50845388 2xTMT6plex [N-Term; K2] 0.01 1.381607294 1 2230.317102 3 744.1103516 -0.269388823 -0.000200274 77.82678105WISIMTER 7 50845388 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.872 0.626 1.656299353 23.5 0 1280.687024 2 632.8497925 0.157335478 9.95E-05 84.0892735617986283 TUBA1A tubulin alpha-1A chain isoform 1 7846 NP_006000.2 78.93569845 1 1 22 675 451 50.104 5.06 1.512 1.443 3.032 2 Non-Significant 0.062 DVNAAIATIK 25 17986283 2xTMT6plex [N-Term; K10] 1.152 1.222 1.158 5.292680264 59.55 0 1473.9041 2 737.4550781 -0.827971101 -0.000610175 68.06345176AYHEQLSVAEITNACFEPANQMVK 43 17986283 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 1.482 1.325 1.887 4.971693516 40.84 0 3208.617125 3 1070.209961 -0.559651535 -0.000598569 72.51123941TIGGGDDSFNTFFSETGAGK 31 17986283 2xTMT6plex [N-Term; K20] 1.197 1.314 1.134 5.582830429 57.48 0 2466.218904 3 822.7440186 -0.568402884 -0.000467269 74.49892955



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms AVFVDLEPTVIDEVR 56 17986283 1xTMT6plex [N-Term] 0.919 1.154 1.122 3.982324839 52.47 0 1931.068709 2 966.0397339 1.803039644 0.001740897 80.82953655ECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDK 7 17986283 2xTMT6plex [N-Term; K38]; 3xCarbamidomethyl [C2; C18; C23]; 1xOxidation [M34] 100 1.394 5.606026649 30.81 0 4771.277722 4 1193.57251 -1.99373167 -0.002378162 90.33142578ECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDK 28 17986283 2xTMT6plex [N-Term; K38]; 3xCarbamidomethyl [C2; C18; C23] 3.149 100 1.189 6.228083134 25.12 0 4755.282807 4 1193.57251 -1.99373167 -0.002378162 90.33142578NLDIERPTYTNLNR 12 17986283 1xTMT6plex [N-Term] 1.097 1.333 1.458 4.746809006 27.62 0 1948.044954 3 650.0187988 -1.596973221 -0.001036992 44.0613833DYEEVGVDSVEGEGEEEGEEY 26 17986283 1xTMT6plex [N-Term] 1.544 1.564 100 3.681097746 50.02 0 2578.067778 3 860.02771 0.309798997 0.000266228 67.03670887VGINYQPPTVVPGGDLAK 5 17986283 2xTMT6plex [N-Term; K18] 100 0.709 3.04886651 24.84 0 2283.311289 2 1142.158691 -0.517860839 -0.000591219 80.08766306IHFPLATYAPVISAEK 4 17986283 2xTMT6plex [N-Term; K16] 1.276 1.48 3.60306406 31.69 0 2215.289097 3 739.1016235 0.551009559 0.000406882 81.69282156AFVHWYVGEGMEEGEFSEAR 60 17986283 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.014 1.094 1.093 4.193455219 50.07 0 2575.176104 3 859.0631714 -0.444066657 -0.000381183 77.35264765AFVHWYVGEGMEEGEFSEAR 159 17986283 1xTMT6plex [N-Term] 1.068 1.065 1.124 4.800458431 48.34 0 2559.181189 3 859.0631714 -0.444066657 -0.000381183 77.35264765FDGALNVDLTEFQTNLVPYPR 10 17986283 1xTMT6plex [N-Term] 1.646 1.619 1.724 4.742277622 74.42 0 2638.371433 3 880.1283569 -0.34697132 -0.000305146 104.4415982QLFHPEQLITGK 37 17986283 2xTMT6plex [N-Term; K12] 1.192 1.224 1.303 4.304189682 46.16 0 1869.09984 2 935.0534058 -0.162980359 -0.000152313 66.83108121LEFSIYPAPQVSTAVVEPYNSILTTHTTLEHSDCAFMVDNEAIYDICR 17 17986283 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C34; C47] 2.73541522 5.3 0 5746.75929 4 1437.44397 -0.912067739 -0.001310358 106.1922846AVCMLSNTTAIAEAWAR 39 17986283 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 2.175 1.012 100 2.735594511 25.77 0 2094.067346 2 1047.537109 -0.192968961 -0.000202045 93.62566765EDAANNYAR 14 17986283 1xTMT6plex [N-Term] 1.783 2.081 1.508 3.349599123 46.31 0 1252.611945 2 626.8093872 -0.35677924 -0.000223453 27.54228179EIIDLVLDR 18 17986283 1xTMT6plex [N-Term] 0.86 0.711 0.717 3.620397091 51.22 0 1314.783033 2 657.8947144 -0.66982083 -0.000440335 84.04237698AYHEQLSVAEITNACFEPANQMVK 7 17986283 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15]; 1xOxidation [M22] 0.99 100 2.569916964 7.08 0 3224.61204 3 1070.209961 -0.559651535 -0.000598569 72.51123941GHYTIGKEIIDLVLDR 6 17986283 2xTMT6plex [N-Term; K7] 5.781 4.657 3.340520859 13.1 1 2300.337838 4 575.838623 -2.249848876 -0.001293853 88.53045888YMACCLLYR 16 17986283 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C5] 0.875 0.696 0.789 3.333981514 29.42 0 1478.715564 2 747.8575439 -1.784967331 -0.001334005 48.25769338TIQFVDWCPTGFK 8 17986283 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 2.098872662 13.82 0 2057.09304 2 1029.049072 -1.055833989 -0.001085974 97.68642525YMACCLLYR 8 17986283 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C5]; 1xOxidation [M2] 1.192 1.123 0.892 1.688249826 34.9 0 1494.710479 2 747.8575439 -1.784967331 -0.001334005 48.25769338FDLMYAK 16 17986283 2xTMT6plex [N-Term; K7] 1.655 2.363 1.156 3.340296984 32.15 0 1345.759016 2 673.3817749 -2.037969117 -0.001371308 81.28086024LSVDYGK 14 17986283 2xTMT6plex [N-Term; K7] 1.364 1.45 0.981 3.336693764 38.06 0 1239.73491 2 620.3706055 -0.786621795 -0.000487601 39.27987182LSVDYGKK 2 17986283 3xTMT6plex [N-Term; K7; K8] 0.439 2.610091925 6.99 1 1596.992804 3 533.0023193 -0.250296799 -0.000133241 41.4246211AVCMLSNTTAIAEAWAR 5 17986283 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3]; 1xOxidation [M4] 100 100 0.970247626 2.39 0 2110.062261 2 1047.537109 -0.192968961 -0.000202045 93.62566765FDLMYAK 2 17986283 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 1.858 2.091995478 14.82 0 1361.753931 2 673.3817749 -2.037969117 -0.001371308 81.280860247669550 VCL vinculin isoform meta-VCL 7414 NP_054706.1 46.64902998 1 45 45 218 1134 123.722 5.66 0.95 0.96 0.97 0.96 Significant 0.000036 AVAGNISDPGLQK 6 7669550 2xTMT6plex [N-Term; K13] 1.08 1.024 0.989 4.304399967 74.86 0 1728.005605 2 864.5060425 -0.460912314 -0.00039823 44.50033334AQQVSQGLDVLTAK 6 7669550 2xTMT6plex [N-Term; K14] 1.034 0.974 1.254 3.345640898 49.77 0 1916.121697 2 958.564209 -0.290029204 -0.000277866 60.06128872DPSASPGDAGEQAIR 12 7669550 1xTMT6plex [N-Term] 1.091 1.116 1.169 4.705168724 67.73 0 1699.844857 2 850.425293 -0.910772823 -0.000774086 29.59748638GILEYLTVAEVVETMEDLVTYTK 4 7669550 2xTMT6plex [N-Term; K23] 0.53 0.714 3.648426056 13.22 0 3074.662327 3 1025.557983 -0.95298097 -0.000976698 113.4669249TIESILEPVAQQISHLVIMHEEGEVDGK 2 7669550 2xTMT6plex [N-Term; K28] 2.039 3.609074116 20.55 0 3559.908205 4 890.7314453 -1.194749908 -0.0010633 113.8044365NPGNQAAYEHFETMK 2 7669550 2xTMT6plex [N-Term; K15] 0.686 3.711486101 19.12 0 2195.095559 3 732.3707886 1.026772 0.000751288 53.02053975STVEGIQASVK 10 7669550 2xTMT6plex [N-Term; K11] 1.235 1.185 1.181 5.015704155 69.63 0 1576.931043 2 788.9689941 -0.210071805 -0.000165634 44.07387755WIDNPTVDDR 10 7669550 1xTMT6plex [N-Term] 0.773 1.171 1.163 4.418270588 57.66 0 1459.737873 2 730.3736572 1.482747803 0.001082212 56.68206514ALASQLQDSLK 12 7669550 2xTMT6plex [N-Term; K11] 0.913 0.88 0.834 3.413090467 43.37 0 1631.973242 2 816.4904785 0.268589728 0.000219166 55.9728639SLGEISALTSK 4 7669550 2xTMT6plex [N-Term; K11] 0.567 100 3.01546526 46.42 0 1563.935794 2 782.4707031 -1.064193304 -0.000832165 60.65210296ELTPQVVSAAR 2 7669550 1xTMT6plex [N-Term] 1.088 3.061346769 33.1 0 1399.810644 2 700.4091797 0.31311735 0.000219153 48.26500853MALLMAEMSR 4 7669550 1xTMT6plex [N-Term] 100 0.953 3.495278358 52.42 0 1381.720315 2 691.3634644 -0.479546443 -0.0003313 91.07240291SLLDASEEAIKK 6 7669550 3xTMT6plex [N-Term; K11; K12] 1.235 100 100 3.275039911 14.89 1 1991.199168 3 664.4047852 0.318420558 0.000211346 65.04328959KIAELCDDPK 6 7669550 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C6] 0.961 0.962 0.945 3.289450407 25.7 1 1876.081696 3 626.0318604 -0.35616536 -0.000222732 49.24444076AAAVGTANK 4 7669550 2xTMT6plex [N-Term; K9] 1.184 1.021 3.414218187 59.86 0 1260.767607 2 630.887146 -0.468950669 -0.000295619 32.59140803MQEAMTQEVSDVFSDTTTPIK 3 7669550 2xTMT6plex [N-Term; K21] 0.945 2.668581009 22.33 0 2816.409818 3 939.4738159 -1.037894441 -0.000974379 93.92001213QVATALQNLQTK 4 7669550 2xTMT6plex [N-Term; K12] 1.964 3.405950308 24.41 0 1773.063454 2 887.0363159 1.072271798 0.000950603 60.983207AIPDLTAPVAAVQAAVSNLVR 3 7669550 1xTMT6plex [N-Term] 0.793 3.126219511 24.58 0 2305.344096 3 769.1177979 -2.279865865 -0.001751958 109.9348024SLLDASEEAIK 6 7669550 2xTMT6plex [N-Term; K11] 100 100 1.34 2.856167793 36.88 0 1633.941273 2 817.4750977 1.007057308 0.000822736 63.44346343ETVQTTEDQILK 6 7669550 2xTMT6plex [N-Term; K12] 1.015 0.842 0.599 2.859520197 33.99 0 1863.047529 2 932.0288696 1.574607071 0.001466784 39.68873288TNLLQVCER 5 7669550 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.582 1.011 3.431817532 30.6 0 1361.740851 2 681.3741455 0.120225243 8.19E-05 57.12787191AASDELSK 6 7669550 2xTMT6plex [N-Term; K8] 0.968 1.054 1.079 3.52111578 44.26 0 1278.730552 2 639.8685913 -0.505464432 -0.000323176 34.31464433MSAEINEIIR 4 7669550 1xTMT6plex [N-Term] 100 2.435802221 37.29 0 1404.771816 2 702.8892212 -0.462962867 -0.000325179 60.39535685AANFENHSGK 4 7669550 2xTMT6plex [N-Term; K10] 1.032 0.541 3.533569336 45 0 1532.822161 3 511.612854 1.205300762 0.000615837 29.28973608LLAVAATAPPDAPNREEVFDER 4 7669550 1xTMT6plex [N-Term] 1.573 1.709239006 9.48 1 2610.372496 3 870.7953491 -0.383652801 -0.000333826 68.43323383GILSGTSDLLLTFDEAEVR 4 7669550 1xTMT6plex [N-Term] 100 1.93858254 7.38 0 2265.217558 2 1133.112183 -0.207311489 -0.000234803 114.1157326MTGLVDEAIDTK 9 7669550 2xTMT6plex [N-Term; K12] 1.222 100 2.089921951 12.14 0 1750.966108 2 875.9854736 -1.391851255 -0.001218542 68.24817483EAEAASIK 6 7669550 2xTMT6plex [N-Term; K8] 0.714 1.044 0.769 3.423427105 36.53 0 1276.751288 2 638.8780518 -1.927481412 -0.001230457 33.51804593QILDEAGK 8 7669550 2xTMT6plex [N-Term; K8] 0.653 1.091 1.019 3.618619919 38.53 0 1331.793487 2 666.4007568 0.56321936 0.000375046 44.7848175DEEFPEQK 2 7669550 2xTMT6plex [N-Term; K8] 0.747 3.655533791 37.91 0 1479.773145 2 740.3901978 -0.017889355 -1.32E-05 45.23578458VAMANIQPQMLVAGATSIAR 6 7669550 1xTMT6plex [N-Term] 0.01 1.362744689 2.97 0 2271.251458 2 1136.126465 -2.555918007 -0.002902566 86.80448882SFLDSGYR 4 7669550 1xTMT6plex [N-Term] 1.03 1.072 2.844666481 44.72 0 1173.610154 2 587.3087158 0.000980415 5.75E-07 53.72704868IAELCDDPK 2 7669550 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.728 2.727039099 19.19 0 1518.823801 2 759.9157104 0.225989636 0.000171619 54.51940145VMLVNSMNTVK 3 7669550 2xTMT6plex [N-Term; K11] 100 100 1.618401051 9.68 0 1693.974504 2 847.4909058 0.017971603 1.52E-05 55.77543031ELLPVLISAMK 6 7669550 2xTMT6plex [N-Term; K11] 1.521 2.458 2.53421855 22.01 0 1672.048321 2 836.5284424 0.769598347 0.000643403 100.9113795AAVHLEGK 6 7669550 2xTMT6plex [N-Term; K8] 0.916 0.978 2.252496004 29.11 0 1282.788342 3 428.2671509 -1.124646392 -0.000480894 38.1152763TISPMVMDAK 6 7669550 2xTMT6plex [N-Term; K10] 100 1.419 2.760307312 25.93 0 1550.868642 2 775.9385986 0.82416756 0.000639088 56.94910818ILGAVAK 3 7669550 2xTMT6plex [N-Term; K7] 0.374 1.212 2.461194992 28.4 0 1129.770901 2 565.3893433 0.450289025 0.000254362 57.1192155EEVFDER 4 7669550 1xTMT6plex [N-Term] 1.02 1.002 2.905809164 40.45 0 1152.573434 2 576.7902222 -0.231017005 -0.000133132 45.58106185GVGQAAIR 2 7669550 1xTMT6plex [N-Term] 0.72 2.580334902 15.21 0 1000.610094 2 500.8086853 -0.000394291 -1.97E-07 32.47310226DMPPAFIK 2 7669550 2xTMT6plex [N-Term; K8] 0.697 3.26647234 29.76 0 1376.801215 2 688.9046631 0.60618909 0.000417301 68.99527583VLQLTSWDEDAWASK 2 7669550 2xTMT6plex [N-Term; K15] 1.087937117 0 2207.174855 2 1104.089844 -1.107238964 -0.001221935 85.53128834LVQAAQMLQSDPYSVPAR 1 7669550 1xTMT6plex [N-Term] 1.126908064 0.41 0 2203.174254 2 1102.088867 -1.722961765 -0.001897992 77.86411265TDAGFTLR 4 7669550 1xTMT6plex [N-Term] 0.878 0.87 3.049556732 28.36 0 1109.615239 2 555.3078613 -6.122152535 -0.003396617 41.973123VDQLTAQLADLAAR 3 7669550 1xTMT6plex [N-Term] 1.340437412 3.44 0 1713.969664 2 857.4887695 0.349091651 0.000299166 81.0689766948762932 CCT8 T-complex protein 1 subunit theta isoform 1 10694 NP_006576.2 66.42335766 1 31 31 219 548 59.583 5.6 1.07 1.18 1.23 1.16 Significant 0.0017 HEKEDGAISTIVLR 3 48762932 2xTMT6plex [N-Term; K3] 0.651 1.46 3.761505842 42.38 1 2026.16971 3 676.0604248 -1.47504719 -0.000996232 43.8322495EDGAISTIVLR 6 48762932 1xTMT6plex [N-Term] 1.453 100 100 4.034470081 49.2 0 1402.81031 2 701.9085083 -0.406397382 -0.000285049 65.08950042LVPGGGATEIELAK 13 48762932 2xTMT6plex [N-Term; K14] 1.565 0.994 1.361 3.70187974 40.84 0 1813.083521 2 907.0447388 -0.727937198 -0.000659905 67.38583096GSTDNLMDDIER 10 48762932 1xTMT6plex [N-Term] 1.388 100 4.102160931 51.4 0 1594.758016 2 805.8803101 0.255853756 0.000206059 36.3352943GSTDNLMDDIER 10 48762932 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.469 1.142 1.134 2.87514782 76.1 0 1610.752931 2 805.8803101 0.255853756 0.000206059 36.3352943LTPPVLEEMGHCDSVYLSEVGDTQVVVFK 4 48762932 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C12]; 1xOxidation [M9] 1.011 1.507 4.241734505 11.1 0 3722.906156 3 1236.30896 0.292778203 0.000361768 97.52807127LTPPVLEEMGHCDSVYLSEVGDTQVVVFK 6 48762932 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C12] 1.47 100 100 5.632815838 20.95 0 3706.911241 3 1236.30896 0.292778203 0.000361768 97.52807127GEENLMDAQVK 4 48762932 2xTMT6plex [N-Term; K11] 0.989 1.108 4.394708633 60.57 0 1691.903842 2 846.4553223 -0.280127474 -0.000236974 46.21373016VADMALHYANK 11 48762932 2xTMT6plex [N-Term; K11] 1.681 1.253 1.276 3.120463371 43.11 0 1690.935082 3 564.3162231 -0.571462746 -0.000322102 50.94229708AIADTGANVVVTGGK 8 48762932 2xTMT6plex [N-Term; K15] 1.088 1.087 4.828023911 98.13 0 1831.068933 2 916.0361328 -2.154077833 -0.001972133 51.75874331AHEILPNLVCCSAK 2 48762932 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C10; C11] 1.163 3.66346097 39.29 0 2070.124023 3 690.7131958 0.488604708 0.000337157 59.69838463KETEGDVTSVK 6 48762932 3xTMT6plex [N-Term; K1; K11] 0.974 1.276 3.344881296 31.12 1 1880.094369 3 627.3691406 -0.797920054 -0.000500055 31.20266403ETEGDVTSVK 8 48762932 2xTMT6plex [N-Term; K10] 1.48 1.801 1.444 4.309683323 59.09 0 1522.836474 2 761.9208984 -1.282852777 -0.000976787 40.98156041DMLEAGILDTYLGK 12 48762932 2xTMT6plex [N-Term; K14] 2.746302605 43.44 0 1997.102935 2 999.0539551 -1.152636506 -0.001150967 97.85591823LATNAAVTVLR 10 48762932 1xTMT6plex [N-Term] 3.492 0.869 3.698898315 39.63 0 1357.836465 2 679.4210815 -1.162764517 -0.000789422 49.45446131ILGSGISSSSVLHGMVFK 2 48762932 2xTMT6plex [N-Term; K18] 1.076 2.650549412 19.55 0 2277.304095 3 759.7721558 -0.957603707 -0.000726918 93.93918337HFSGLEEAVYR 10 48762932 1xTMT6plex [N-Term] 1.282 1.191 1.303 4.46628046 44.3 0 1536.800808 2 768.9055786 1.999339502 0.001536293 49.76781346LIAQACVSIFPDSGHFNVDNIR 4 48762932 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.328 3.561545372 17.63 0 2702.392186 3 901.468689 -0.248622488 -0.000223958 90.34921344DIDEVSSLLR 10 48762932 1xTMT6plex [N-Term] 1.535 1.045 1.48 3.816474438 44.85 0 1375.763026 2 688.3847656 -0.560343595 -0.00038545 71.67039359VADMALHYANK 4 48762932 2xTMT6plex [N-Term; K11]; 1xOxidation [M4] 0.994 1.013 3.218773842 33.6 0 1706.929997 3 564.3162231 -0.571462746 -0.000322102 50.94229708AVDDGVNTFK 6 48762932 2xTMT6plex [N-Term; K10] 0.958 1.049 4.499492168 49.39 0 1523.846979 2 762.4282227 1.436950383 0.001094846 49.61634499LFVTNDAATILR 9 48762932 1xTMT6plex [N-Term] 1.1 0.492 1.919 3.089211464 23.07 0 1562.910358 2 781.9595947 0.994550402 0.000777197 77.36443469LYAVHQEGNK 8 48762932 2xTMT6plex [N-Term; K10] 1.023 1.16 1.161 3.391645908 41.25 0 1616.916062 2 808.9620972 0.529468386 0.000428053 38.53348643FAEAFEAIPR 10 48762932 1xTMT6plex [N-Term] 1.73 0.01 3.184365273 40.01 0 1379.752067 2 690.3782959 -1.994440299 -0.001375917 75.25272851KFAEAFEAIPR 4 48762932 2xTMT6plex [N-Term; K1] 1.229 3.086771011 31.19 1 1737.009962 3 579.675415 0.995905162 0.000576632 68.13414075QYGNEVFLAK 4 48762932 2xTMT6plex [N-Term; K10] 100 100 2.780779123 31.9 0 1626.925564 2 813.9666748 0.313056348 0.00025466 62.44552807IAVYSCPFDGMITETK 5 48762932 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C6] 100 100 1.646538854 9.85 0 2290.186348 2 1145.595337 -1.288332663 -0.001475261 75.56577757TAEELMNFSK 2 48762932 2xTMT6plex [N-Term; K10] 0.01 2.631101608 30.79 0 1627.876565 2 814.4414063 -0.631902948 -0.00051433 69.37808284APGFAQMLK 6 48762932 2xTMT6plex [N-Term; K9] 1.123 1.257 0.891 3.660718679 38.89 0 1420.838663 2 710.921936 -1.455210744 -0.00103381 58.74860614ELEVQHPAAK 4 48762932 2xTMT6plex [N-Term; K10] 1.333 1.354 3.194149971 37.87 0 1579.920813 3 527.3113403 -0.851241338 -0.000448298 37.74178442QITSYGETCPGLEQYAIK 3 48762932 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 2.045330763 2.93 0 2516.310696 2 1258.657593 -1.107781773 -0.001393762 63.59451291GEENLMDAQVK 2 48762932 2xTMT6plex [N-Term; K11]; 1xOxidation [M6] 1.252 2.426491261 47.2 0 1707.898757 2 846.4553223 -0.280127474 -0.000236974 46.21373016TVGATALPR 2 48762932 1xTMT6plex [N-Term] 0.594 3.300578833 24.93 0 1114.678174 2 557.8427734 0.086459933 4.82E-05 39.61771617MVINHLEK 5 48762932 2xTMT6plex [N-Term; K8] 1.019 1.13 3.153907299 42.95 0 1441.860127 3 481.2911682 -0.81517708 -0.00039179 51.15355195NVGLDIEAEVPAVK 4 48762932 2xTMT6plex [N-Term; K14] 1.492422342 0.33 0 1912.115549 2 956.5596924 -1.799543117 -0.001720467 69.978778APGFAQMLK 2 48762932 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 0.969 1.715729475 14.8 0 1436.833578 2 710.921936 -1.455210744 -0.00103381 58.748606144507677 HSP90B1 endoplasmin precursor 7184 NP_003290.1 56.41344956 1 36 37 259 803 92.411 4.84 1.12 0.93 0.82 0.95 Significant 0.0083 ELISNASDALDK 18 4507677 2xTMT6plex [N-Term; K12] 1.358 1.032 1.87 5.155765057 86.93 0 1733.968551 2 867.487793 -0.139115845 -0.000120611 70.01023764NLLHVTDTGVGMTR 10 4507677 1xTMT6plex [N-Term] 1.045 0.996 0.812 3.799406052 44.81 0 1742.942069 3 581.6469727 -9.010317398 -0.00523482 47.72117581EEKEESDDEAAVEEEEEEK 2 4507677 3xTMT6plex [N-Term; K3; K19] 1.867 4.231374264 11.19 1 2940.393642 3 980.8013306 -1.429570763 -0.001401167 51.42127942EESDDEAAVEEEEEEKKPK 6 4507677 4xTMT6plex [N-Term; K16; K17; K19] 0.394 0.828 0.95 5.553197861 30.35 1 3136.619115 4 784.9086914 -1.969941129 -0.001544739 42.15622872FQSSHHPTDITSLDQYVER 4 4507677 1xTMT6plex [N-Term] 0.987 100 4.397217274 35.12 0 2489.225831 3 830.4130859 -0.45269396 -0.000375619 56.93826275VEEEPEEEPEETAEDTTEDTEQDEDEEMDVGTDEEEETAK 2 4507677 2xTMT6plex [N-Term; K40] 2.583204508 10.11 0 5075.090179 4 1269.528442 0.346888664 0.000440123 64.27552346LISLTDENALSGNEELTVK 3 4507677 2xTMT6plex [N-Term; K19] 1.269 3.851982355 29.93 0 2504.385969 3 835.4664917 -0.418319044 -0.000349211 88.12947405DISTNYYASQK 17 4507677 2xTMT6plex [N-Term; K11] 1.152 1.126 1.082 4.57028532 61.8 0 1747.926686 2 874.4668579 -0.141058369 -0.00012328 43.16131602TETVEEPMEEEEAAK 4 4507677 2xTMT6plex [N-Term; K15] 100 1.358 3.587136269 53.22 0 2180.068066 2 1090.535767 -1.747338505 -0.001904658 48.48312938VFITDDFHDMMPK 8 4507677 2xTMT6plex [N-Term; K13] 1.267 100 2.91541481 34.62 0 2054.049126 3 685.3540649 -0.722595075 -0.000494749 91.90012358EFEPLLNWMK 8 4507677 2xTMT6plex [N-Term; K10] 1.196 1.173 1.258 3.852632999 35.01 0 1764.975885 2 882.9901733 -1.594701852 -0.001407305 104.0959677EEASDYLELDTIK 8 4507677 2xTMT6plex [N-Term; K13] 0.824 0.931 100 3.145048618 42.89 0 1984.052674 2 992.5355225 5.591757729 0.005547171 72.29011117VFITDDFHDMMPK 5 4507677 2xTMT6plex [N-Term; K13]; 1xOxidation [M] 1.17 2.990813017 33.73 0 2070.044041 3 685.3540649 -0.722595075 -0.000494749 91.90012358GLFDEYGSK 8 4507677 2xTMT6plex [N-Term; K9] 0.926 1.056 1.394 4.201300144 48.44 0 1473.798966 2 737.4035645 0.601212425 0.000443033 61.48373732FAFQAEVNR 14 4507677 1xTMT6plex [N-Term] 0.879 1.147 1.166 3.578900099 47.5 0 1310.705451 2 655.8570557 1.055544649 0.000691754 53.46252031LTESPCALVASQYGWSGNMER 4 4507677 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.675 0.986 3.362704515 29.33 0 2585.232573 3 862.4155273 -0.210653678 -0.00018153 79.48840707GYEVIYLTEPVDEYCIQALPEFDGK 10 4507677 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C15] 100 2.665061474 8.41 0 3406.716882 3 1136.241699 -1.860320059 -0.002112528 103.0943126LSLNIDPDAK 12 4507677 2xTMT6plex [N-Term; K10] 0.845 0.721 2.33 3.731123924 43.43 0 1543.909579 2 772.4580078 -0.544225524 -0.000420118 73.84404125SGTSEFLNK 2 4507677 2xTMT6plex [N-Term; K9] 1.821 3.200783491 43.85 0 1440.809865 2 720.9081421 -0.595283481 -0.000428845 52.9425218IYFMAGSSR 8 4507677 1xTMT6plex [N-Term] 1.117 1.242 3.2102139 34.5 0 1260.660809 2 630.833252 -1.254860735 -0.000790977 65.48881647EAESSPFVER 4 4507677 1xTMT6plex [N-Term] 1.259 3.599528313 56.28 0 1379.700425 2 690.3583374 6.503509402 0.004486447 40.80806169GTTITLVLK 16 4507677 2xTMT6plex [N-Term; K9] 0.01 1.015 2.788772345 36.17 0 1403.923773 2 702.4653931 -0.18756516 -0.000131664 59.65958718TETVEEPMEEEEAAKEEKEESDDEAAVEEEEEEK 2 4507677 4xTMT6plex [N-Term; K15; K18; K34] 2.282857895 7.62 2 4872.280935 4 1218.824341 -1.108546248 -0.001350287 58.07052459LIINSLYK 8 4507677 2xTMT6plex [N-Term; K8] 1.293 1.709 3.805126429 49.4 0 1421.913208 2 711.4605103 0.376751415 0.000267854 93.25003378KEAESSPFVER 4 4507677 2xTMT6plex [N-Term; K1] 1.043 4.158955097 33.61 1 1736.95832 2 868.9840698 1.463925995 0.001271389 37.21390497SGYLLPDTK 2 4507677 2xTMT6plex [N-Term; K9] 1.389 3.629618883 30.41 0 1451.851002 2 726.4289551 -0.253651201 -0.000184132 60.31749226LTESPCALVASQYGWSGNMER 2 4507677 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6]; 1xOxidation [M19] 100 2.527849197 10.67 0 2601.227488 3 862.4155273 -0.210653678 -0.00018153 79.48840707IADDKYNDTFWK 4 4507677 3xTMT6plex [N-Term; K5; K12] 1.381 0.698 3.68222332 10.71 1 2203.200231 3 735.0721436 0.747382848 0.000548878 74.76091732EEEAIQLDGLNASQIR 15 4507677 1xTMT6plex [N-Term] 100 2.11795783 26.41 0 2015.060664 2 1008.033325 -0.640173965 -0.000644995 59.75033171EFEPLLNWMK 6 4507677 2xTMT6plex [N-Term; K10]; 1xOxidation [M9] 100 100 1.78599894 27.66 0 1780.9708 2 882.9901733 -1.594701852 -0.001407305 104.0959677EVEEDEYK 12 4507677 2xTMT6plex [N-Term; K8] 1.061 0.954 1.029 3.799975395 43.88 0 1498.767726 2 749.8870239 -0.636762069 -0.000477179 32.01385015TDDEVVQREEEAIQLDGLNASQIR 4 4507677 1xTMT6plex [N-Term] 2.227982521 9.42 1 2957.501337 3 986.5048828 -0.41996008 -0.000414011 71.92792948KYSQFINFPIYVWSSK 4 4507677 3xTMT6plex [N-Term; K1; K16] 100 2.383725643 2.13 1 2694.526256 3 898.8479004 1.073180069 0.000963904 100.7861228KTLDMIK 8 4507677 3xTMT6plex [N-Term; K1; K7] 0.719 0.682 0.643 3.123090982 31.23 1 1535.979797 2 768.4931641 -0.485361202 -0.000372752 45.72014252TVWDWELMNDIKPIWQRPSK 2 4507677 3xTMT6plex [N-Term; K12; K20] 1.538348198 0 3229.779921 4 808.1997681 -0.829417001 -0.000669709 89.41555883EFGTNIK 4 4507677 2xTMT6plex [N-Term; K7] 1.1 1.027 1.016 2.931868315 33.73 0 1266.745809 2 633.8770142 0.744545832 0.000471575 49.80505496IYFMAGSSR 4 4507677 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.784 0.845 1.842231631 25.66 0 1276.655724 2 630.833252 -1.254860735 -0.000790977 65.48881647TETVEEPMEEEEAAKEEK 1 4507677 3xTMT6plex [N-Term; K15; K18] 1.58553493 1 2795.411147 3 932.475647 0.443866002 0.000413596 37.85373809IKEDEDDKTVLDLAVVLFETATLR 1 4507677 3xTMT6plex [N-Term; K2; K8] 0.547 3.121359348 2 3420.944463 4 855.9924927 1.075127984 0.000919488 116.9241005KTFEINPR 2 4507677 2xTMT6plex [N-Term; K1] 1.149 0.946 2.990091085 15.06 1 1462.87822 3 488.2973022 -0.592080535 -0.000288714 46.79048918LGVIEDHSNR 1 4507677 1xTMT6plex [N-Term] 100 1.190725565 0 1368.743293 3 456.919281 -0.002493106 -1.14E-06 40.336613384506787 IQGAP1 ras GTPase-activating-like protein IQGAP1 8826 NP_003861.1 34.88231744 1 44 44 240 1657 189.134 6.48 0.97 1.06 1.07 1.03 Significant 0.00095 ALESGDVNTVWK 8 4506787 2xTMT6plex [N-Term; K12] 1.711 1.023 0.884 2.886906385 43.25 0 1776.98962 2 888.9978027 -0.726802923 -0.000645761 54.84397813MFLGDNAHLSIINEYLSQSYQK 8 4506787 2xTMT6plex [N-Term; K22] 1.251 4.645471096 34.07 0 3029.580663 3 1010.532471 0.724743659 0.00073189 94.77630133GVLLEIEDLQVNQFK 10 4506787 2xTMT6plex [N-Term; K15] 1.376 3.455339193 46.54 0 2203.273841 3 735.0974121 1.744026573 0.001280856 100.2104342FDVPGDENAEMDAR 7 4506787 1xTMT6plex [N-Term] 0.893 1.488 1.411 3.170484781 41.47 0 1794.816594 2 897.9122314 0.330089786 0.000296225 57.52396618LPYDVTPEQALAHEEVK 12 4506787 2xTMT6plex [N-Term; K17] 0.859 1.44 0.721 4.099783421 35.59 0 2397.306597 3 799.7741089 0.490684069 0.000392107 67.57422007AQAHAENNEFITWNDIQACVDHVNLVVQEEHER 8 4506787 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.623 100 8.029288292 32.27 0 4144.973268 5 829.8014526 1.179330548 0.000977659 91.58914295SPDVGLYGVIPECGETYHSDLAEAK 7 4506787 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C13] 100 2.640176773 24.68 0 3165.581451 3 1055.864868 -0.442249815 -0.000466659 72.20660916ITLQDVVSHSK 4 4506787 2xTMT6plex [N-Term; K11] 1.048 1.098 3.570026398 41.58 0 1684.999791 3 562.338562 0.796210874 0.000447205 61.93902811FVHLLDQSDQDFQEELDLMK 2 4506787 2xTMT6plex [N-Term; K20]; 1xOxidation [M19] 1.243 3.001847029 23.86 0 2924.475195 3 975.4990234 2.503561156 0.002440534 93.2356363FVHLLDQSDQDFQEELDLMK 4 4506787 2xTMT6plex [N-Term; K20] 1.077 100 3.579558372 23.43 0 2908.48028 3 975.4990234 2.503561156 0.002440534 93.2356363EDSNLTLQEK 6 4506787 2xTMT6plex [N-Term; K10] 1.47 1.685 1.492 4.550677299 62.24 0 1634.900137 2 817.9468994 -8.327396622 -0.006807231 42.52307256GLQQQNSDWYLK 6 4506787 2xTMT6plex [N-Term; K12] 1.38 100 0.702 3.072034359 35.7 0 1938.048532 2 969.5279541 0.051290318 4.97E-05 62.95785906SVKEDSNLTLQEK 4 4506787 3xTMT6plex [N-Term; K3; K13] 0.509 4.768830299 17.34 1 2178.258474 3 726.7576904 0.020286418 1.47E-05 42.66613596TCLDNLASK 4 4506787 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.275 4.041179657 42.96 0 1479.824135 2 740.4160767 0.500931357 0.000370645 53.59712977AQEIQDESAVLWLDEIQGGIWQSNK 2 4506787 2xTMT6plex [N-Term; K25] 1.49487114 3.44 0 3315.726141 3 1105.913086 -0.43328895 -0.000478889 104.0336275LTELGTVDPK 4 4506787 2xTMT6plex [N-Term; K10] 0.901 1.312 2.783489943 37.22 0 1530.91433 2 765.9605713 -0.303290567 -0.000232156 64.57544103TLQALQIPAAK 2 4506787 2xTMT6plex [N-Term; K11] 0.703 2.906360388 21.26 0 1612.019798 2 806.5134277 -0.136196373 -0.000109776 73.19834186EQLSDMMMINK 6 4506787 2xTMT6plex [N-Term; K11] 100 2.360080719 30.79 0 1797.931319 2 899.4703979 1.223805612 0.001100159 72.33423251FPDAGEDELLK 2 4506787 2xTMT6plex [N-Term; K11] 1.011 3.322295904 33.19 0 1691.925623 2 846.4660034 -0.527767917 -0.000446472 74.55496551EEIQSSISGVTAAYNR 6 4506787 1xTMT6plex [N-Term] 1.866 0.466 100 2.008323908 17.5 0 1954.0079 2 977.5075684 -0.020394621 -1.99E-05 61.69567777TVLELMNPEAQLPQVYPFAADLYQK 2 4506787 2xTMT6plex [N-Term; K25] 1.933121324 7.63 0 3336.795407 3 1112.930664 -5.384783995 -0.005989307 105.751903VDFTEEEINNMK 6 4506787 2xTMT6plex [N-Term; K12] 0.871 2.043 2.282871246 20.93 0 1926.9883 2 964.0060425 8.567094538 0.008254345 78.73815915RIPADTFAALK 4 4506787 2xTMT6plex [N-Term; K11] 0.777 0.883 3.263445854 17.39 1 1661.015047 3 554.3430176 -0.329849887 -0.000182629 61.46657252TALQEEIK 4 4506787 2xTMT6plex [N-Term; K8] 1.245 1.237 3.726406097 43.68 0 1389.835352 2 695.4222412 1.334015481 0.000927031 47.10600771LTAEEMDER 6 4506787 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.066 1.28 1.081 2.559819221 47.24 0 1338.640862 2 669.8237305 -0.506171983 -0.000338791 29.36988503TDPVDIYK 8 4506787 2xTMT6plex [N-Term; K8] 1.066 1.303 1.17 3.239174604 42.12 0 1408.808803 2 704.907959 -0.114494777 -8.07E-05 55.15253091TLINAEDPPMVVVR 6 4506787 1xTMT6plex [N-Term] 0.01 1.976730347 18.65 0 1782.998521 2 892.0018311 -1.197943015 -0.001067965 59.50298083LIFQMPQNK 4 4506787 2xTMT6plex [N-Term; K9] 0.825 100 2.616730213 21.77 0 1576.928541 2 788.9660645 -2.338941591 -0.001844172 71.75187282SWVNQMESQTGEASK 4 4506787 2xTMT6plex [N-Term; K15] 1.828712583 7.42 0 2140.074489 2 1070.541138 0.238305081 0.000254995 53.04428791YMNPAIVAPDAFDIIDLSAGGQLTTDQR 2 4506787 1xTMT6plex [N-Term] 1.575582266 10.51 0 3221.634994 3 1074.547974 -1.746402548 -0.001875424 105.6620989ALQSPALGLR 2 4506787 1xTMT6plex [N-Term] 1.111 3.438125372 29.74 0 1254.773137 2 627.8902588 0.082977649 5.21E-05 57.75949169YQELINDIAR 5 4506787 1xTMT6plex [N-Term] 0.591 1.754380822 14.79 0 1463.805559 2 732.4055176 -1.230022484 -0.000900257 67.68845276DTQEAQK 2 4506787 2xTMT6plex [N-Term; K7] 1.377 2.992747307 27.68 0 1277.710151 2 639.3587646 0.079373929 5.07E-05 24.93779815LGLAPQIQDLYGK 4 4506787 2xTMT6plex [N-Term; K13] 1.494375467 3.51 0 1874.115155 2 937.5605469 -0.713984942 -0.000669045 74.29618171YLDELMK 31 4506787 2xTMT6plex [N-Term; K7] 0.974 1.216 3.202519655 35.64 0 1369.780145 2 685.3930054 -1.030090717 -0.000705499 73.13622838ATFYGEQVDYYK 2 4506787 2xTMT6plex [N-Term; K12] 1.448299408 1.21 0 1941.999851 2 971.5025635 -1.030034515 -0.001000163 59.05015088LIVDVIR 16 4506787 1xTMT6plex [N-Term] 0.912 1.177 2.704909086 31.52 0 1056.697847 2 528.8525391 -0.042807885 -2.26E-05 84.28967392ILAIGLINEALDEGDAQK 1 4506787 2xTMT6plex [N-Term; K18] 1.258401871 0 2341.337897 2 1171.170532 -1.75514046 -0.002054688 105.9477608EQLWLANEGLITR 2 4506787 1xTMT6plex [N-Term] 1.06065762 0.28 0 1771.9904 2 886.4979858 -0.96191848 -0.000852255 74.66987803NLGSIAK 4 4506787 2xTMT6plex [N-Term; K7] 0.605 0.603 2.726382732 22.05 0 1160.740329 2 580.873291 -0.882091131 -0.000511939 49.79657892NPNAMLVNLEEPLASTYQDILYQAK 1 4506787 2xTMT6plex [N-Term; K25] 1.216823816 0 3293.749185 3 1098.586426 -1.354327849 -0.001486939 104.3582909IPADTFAALK 2 4506787 2xTMT6plex [N-Term; K10] 0.917 2.251487732 33.88 0 1504.913936 2 752.9610596 0.602101292 0.000453055 72.96632155MVVSFNR 4 4506787 1xTMT6plex [N-Term] 0.832 1.082 2.227573872 26.6 0 1081.602566 2 541.3051147 0.357527062 0.000193351 53.16625306QILAPVVK 4 4506787 2xTMT6plex [N-Term; K8] 1.289120793 15.37 0 1325.892079 2 663.4505615 1.333115193 0.000883783 61.50877728EEVITLIR 4 4506787 1xTMT6plex [N-Term] 100 1.105903983 16.29 0 1201.735354 2 601.3700562 -2.095856882 -0.001259333 58.084890327305053 MYOF myoferlin isoform a 26509 NP_038479.1 27.89907812 1 47 47 190 2061 234.561 6.18 1.07 1.08 1.37 1.17 Significant 0.007 TLHSTFQPNISQGK 4 7305053 2xTMT6plex [N-Term; K14] 0.64 0.658 5.202243805 50.6 0 2016.127845 3 672.713623 -0.758478377 -0.00050973 45.32992232ANVTVLDTQIR 6 7305053 1xTMT6plex [N-Term] 1.072 1.086 1.144 4.085600853 56.43 0 1458.847758 2 729.9271851 -0.45563549 -0.000332351 51.81602134IPAHQVLYSTSGENASGK 4 7305053 2xTMT6plex [N-Term; K18] 1.539 1.289 5.433380127 51.49 0 2317.25523 3 773.0906982 0.997398358 0.000770409 43.77925688VIVESASNIPK 8 7305053 2xTMT6plex [N-Term; K11] 2.355 1.117 3.687942743 57.17 0 1614.983079 2 807.9953003 0.151986693 0.000122728 49.0339424AMEELQDQEGWEYASLIGWK 4 7305053 2xTMT6plex [N-Term; K20] 1.89 3.786021233 30.82 0 2841.416952 3 947.8104248 -0.081236208 -7.69E-05 99.58443417GKSDENEDPSVVGEFK 4 7305053 3xTMT6plex [N-Term; K2; K16] 0.999 0.928 4.290928364 28.65 1 2424.286145 3 808.7667847 -0.142011328 -0.000114759 57.83814829KVDNELNPVWNEILEFDLR 6 7305053 2xTMT6plex [N-Term; K1] 0.918 1.538 100 5.426592827 32.93 1 2801.5238 3 934.5120239 -0.814486265 -0.000760601 104.3317212DQLRPTQLLQNVAR 2 7305053 1xTMT6plex [N-Term] 1.452 3.979619265 18.71 0 1881.086759 3 627.7005615 0.197662501 0.00012394 59.0031556FYASSGEHEK 2 7305053 2xTMT6plex [N-Term; K10] 1.152 4.338489056 39.04 0 1612.837143 3 538.2840576 0.295771687 0.000159011 43.47746202GPVGTVSEAQLAR 6 7305053 1xTMT6plex [N-Term] 0.954 0.803 4.636398315 81.84 0 1513.853572 2 757.4295044 -1.215217226 -0.00091983 45.15310855DLTQTASSTAR 14 7305053 1xTMT6plex [N-Term] 1.281 1.251 1.41 4.194411278 48.64 0 1379.732788 2 690.3688965 -1.646450146 -0.001135831 29.07831345SLLTEADAGHTEFTDEVYQNESR 4 7305053 1xTMT6plex [N-Term] 3.576941967 39.23 0 2841.337626 3 947.7841797 0.126627859 0.000119931 57.63793788DYSLDEFEANK 4 7305053 2xTMT6plex [N-Term; K11] 1.813 100 2.615587473 31.45 0 1788.905616 2 894.9569702 0.585765777 0.00052394 57.71462517KLEPISNDDLLVVEK 4 7305053 3xTMT6plex [N-Term; K1; K15] 100 100 3.336464167 40.07 1 2399.436438 3 800.4885864 6.154731632 0.004922629 77.52953954WLLLNDPEDTSSGSK 2 7305053 2xTMT6plex [N-Term; K15] 100 2.197116613 23.62 0 2120.12757 2 1060.566895 -0.498912195 -0.000528879 81.79180503DHYIPNTLNPVFGR 4 7305053 1xTMT6plex [N-Term] 1.261 1.194 3.743557692 30.13 0 1871.996548 3 624.6704102 0.069256939 4.32E-05 67.52207072ELPDSVPQECTVR 6 7305053 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.377 1.344 1.492 3.30178833 22.63 0 1758.889365 2 879.9477539 -0.644712238 -0.000566989 43.19366568ADCLMGEFK 6 7305053 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.521 0.851 3.416774035 38.16 0 1528.790392 2 764.8991089 0.358893829 0.000274337 67.94557658



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms EELYMPPLVIK 14 7305053 2xTMT6plex [N-Term; K11] 2.068 100 100 2.202339411 31.92 0 1790.053801 2 895.5305786 0.04469506 4.00E-05 81.66723422GWIPGNEENK 4 7305053 2xTMT6plex [N-Term; K10] 1.004 1.046 2.364681005 40.68 0 1601.868777 2 801.4371948 -1.038806416 -0.000832016 59.20748742LIDEVIEDTR 8 7305053 1xTMT6plex [N-Term] 0.868 0.659 100 2.286573648 39.04 0 1431.78924 2 716.3980103 -0.346672662 -0.000248181 73.96086699LISLLNEK 4 7305053 2xTMT6plex [N-Term; K8] 2.122 1.775 3.421505213 43.17 0 1387.892473 2 694.4492798 -0.857249182 -0.000594885 86.97356369IDVGFVYDEPGHAVMR 3 7305053 1xTMT6plex [N-Term] 2.026507854 18.75 0 2034.031612 3 678.680542 -2.231845075 -0.001513214 60.863389KVCTNIIEK 4 7305053 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C3] 0.933 1.205 2.820216417 14.08 1 1792.096952 3 598.0375977 0.718442576 0.000429173 42.18469501AASPSELTCPPGWEWEDDAWSYDINR 4 7305053 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.995233059 13.3 0 3281.468323 3 1094.491943 -2.147210085 -0.002348667 84.59024774LDAVNTLLAMAER 2 7305053 1xTMT6plex [N-Term] 0.01 1.609660506 17.68 0 1645.914457 2 823.4598389 -1.249381835 -0.001028188 105.3085736VCTNIIEK 2 7305053 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.064 3.401804686 31.91 0 1434.839057 2 717.9245605 1.942541037 0.001393617 56.9901598LQMWVDVFPK 2 7305053 2xTMT6plex [N-Term; K10] 1.709647775 16.5 0 1720.986055 2 860.9962158 -0.523217124 -0.000450225 99.13334035MAPSETHGAAAIFK 2 7305053 2xTMT6plex [N-Term; K14] 2.472628117 9.73 0 1889.035525 3 630.3503418 0.501541984 0.00031581 44.4360377LQTNIEALK 3 7305053 2xTMT6plex [N-Term; K9] 100 2.39264822 24.23 0 1487.91975 2 744.4634399 -0.098645903 -7.34E-05 59.27651587SLSQIHEAAVR 2 7305053 1xTMT6plex [N-Term] 0.497 3.698027849 12.05 0 1439.816792 3 480.6105347 0.179400537 8.61E-05 36.22271926DIVIEMEDTKPLLASK 3 7305053 3xTMT6plex [N-Term; K10; K16] 1.897917151 0 2489.450374 3 830.4874268 -1.063124853 -0.000882199 99.77431985VESVVIK 2 7305053 2xTMT6plex [N-Term; K7] 1.729 3.14648509 40.19 0 1231.802595 2 616.404541 -0.641132559 -0.000394874 56.48775829SIFSPVVK 2 7305053 2xTMT6plex [N-Term; K8] 1.312 2.806775331 31.2 0 1334.844794 2 667.9260254 -0.015094451 -1.01E-05 70.752701DVILDEK 4 7305053 2xTMT6plex [N-Term; K7] 1.025 1.082 3.108554125 38.51 0 1289.771689 2 645.3893433 -0.21631469 -0.000139498 56.18053906GWWPCYAEK 4 7305053 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 100 0.01 1.60782373 20.88 0 1654.845205 2 827.927002 0.919751434 0.000761023 72.23848066LEGALGADTTEDGDEK 2 7305053 2xTMT6plex [N-Term; K16] 1.473425388 0.3 0 2079.049379 2 1040.028076 -0.242257954 -0.000251833 46.39523554FSDVTGK 3 7305053 2xTMT6plex [N-Term; K7] 1.36 1.29 2.547752142 36.52 0 1211.703609 2 606.3544922 -1.569397817 -0.000950822 40.83665674EFFLPPK 6 7305053 2xTMT6plex [N-Term; K7] 0.834 100 1.94163394 18.71 0 1335.807681 2 668.4071655 -0.468724145 -0.000313063 68.57921339LTIYDWDR 2 7305053 1xTMT6plex [N-Term] 0.996 2.235840559 18.79 0 1310.694218 2 655.8517456 1.523460553 0.000998395 71.64885313EDIVPQLK 2 7305053 2xTMT6plex [N-Term; K8] 100 1.793339252 8.43 0 1399.856087 2 700.432373 0.987439897 0.000691137 58.73944148NLVDPFVEVSFAGK 2 7305053 2xTMT6plex [N-Term; K14] 100 1.536323071 0 1980.120634 2 990.5614624 -2.518177542 -0.002493148 86.13212979KEHFWSIDQTEFR 2 7305053 2xTMT6plex [N-Term; K1] 2.677 2.246479273 3.84 1 2181.149309 3 727.7211304 -0.215898433 -0.000156969 66.25074948LDMIPDLK 3 7305053 2xTMT6plex [N-Term; K8] 100 100 1.462151408 7.48 0 1402.837994 2 701.9220581 -0.823144987 -0.00057737 74.55357138MYELSCYLPQEK 1 7305053 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 1.220804453 0 2019.033142 2 1010.018738 -1.457496661 -0.001471367 77.34866219LDLPNRPETSFLWFTNPCK 3 7305053 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C18] 1.244946957 0 2793.479827 3 931.8297119 -1.877560654 -0.001748309 86.56314133IPANQLAELWLK 5 7305053 2xTMT6plex [N-Term; K12] 100 100 100 1.561021447 3.24 0 1854.125326 2 927.5649414 -1.466905965 -0.001359914 91.6733127338327039 HSPA4 heat shock 70 kDa protein 4 3308 NP_002145.3 55.47619048 1 36 38 178 840 94.271 5.19 1.27 1.23 1.33 1.27 Significant 0.00052 GCALQCAILSPAFK 8 38327039 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C6] 1.368 0.881 0.535 3.439157248 48.29 0 1994.096745 2 997.550354 -1.661891378 -0.001656986 70.88954447NKEDQYDHLDAADMTK 6 38327039 3xTMT6plex [N-Term; K2; K16] 1.149 1.27 1.294 4.907698154 25.25 1 2581.317128 3 861.1101074 -0.526291156 -0.000452841 52.22071058AGGIETIANEYSDR 2 38327039 1xTMT6plex [N-Term] 2.034 3.733341932 47.52 0 1724.865259 2 862.937439 1.358210258 0.001171365 65.58021197ELSTTLNADEAVTR 8 38327039 1xTMT6plex [N-Term] 1.484 1.549 1.048 2.9740417 52.66 0 1748.922773 2 874.9650269 0.002098971 1.84E-06 44.86564447LEDTENWLYEDGEDQPK 8 38327039 2xTMT6plex [N-Term; K17] 1.455 100 1.428 2.995332003 33.47 0 2539.224049 3 847.0773315 -2.602263907 -0.002202577 74.75440344AESEEMETSQAGSK 12 38327039 2xTMT6plex [N-Term; K14] 1.278 1.338 1.556 4.269440651 62.52 0 1941.947557 2 971.4762573 -1.194126769 -0.001159466 32.39037564SNLAYDIVQLPTGLTGIK 8 38327039 2xTMT6plex [N-Term; K18] 1.598 3.52284956 56.74 0 2361.379368 3 787.7982788 0.387504775 0.000305015 97.95042144QDLPALEEKPR 4 38327039 2xTMT6plex [N-Term; K9] 1.004 1.349 4.115469456 37.98 0 1754.021255 3 585.3452759 0.011132544 6.51E-06 49.13981068KPVVDCVVSVPCFYTDAER 8 38327039 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C6; C12] 0.931 1.304 1.466 4.546669483 27.75 0 2699.393715 3 900.4690552 -0.408451961 -0.000367524 75.06221664AESEEMETSQAGSK 6 38327039 2xTMT6plex [N-Term; K14]; 1xOxidation [M6] 0.874 100 2.959393024 50.46 0 1957.942472 2 971.4762573 -1.194126769 -0.001159466 32.39037564SEENEEPMETDQNAKEEEK 2 38327039 3xTMT6plex [N-Term; K15; K19] 2.061 4.452692986 25.76 1 2953.418751 3 985.1434326 -1.018053548 -0.001002246 39.53093684QSLTMDPVVK 4 38327039 2xTMT6plex [N-Term; K10] 1.188 1.341 4.034706116 54.84 0 1575.918035 2 788.4621582 -0.631805543 -0.000497837 60.07388846EDIYAVEIVGGATR 8 38327039 1xTMT6plex [N-Term] 100 100 1.102 3.098920822 32.43 0 1721.927131 2 861.4675903 0.449179323 0.000386727 71.07993161NAVEEYVYEMR 6 38327039 1xTMT6plex [N-Term] 4.625 100 100 3.09942317 47.86 0 1631.793674 2 816.4024048 2.365054097 0.00192964 69.86227924KFDEVLVNHFCEEFGK 5 38327039 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C11] 1.763 1.196 3.881936312 21.96 1 2685.43137 4 672.1135864 0.426751969 0.000286503 90.77942421LKETAESVLK 2 38327039 3xTMT6plex [N-Term; K2; K10] 0.968 2.453806162 16.62 1 1805.135111 3 602.3834229 0.334503874 0.000201275 63.52352996STNEAMEWMNNK 6 38327039 2xTMT6plex [N-Term; K12] 2.516175508 22.98 0 1912.929739 2 956.9671021 -1.469729065 -0.001405744 58.80050129SVMDATQIAGLNCLR 3 38327039 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 100 1.890979886 24.11 0 1877.977469 2 939.4915161 -0.912179973 -0.000856527 67.23269702WNSPAEEGSSDCEVFSK 5 38327039 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C12] 2.273 3.113887072 29.59 0 2387.122561 2 1194.064575 -0.288041086 -0.000343795 62.89373943NFTTEQVTAMLLSK 4 38327039 2xTMT6plex [N-Term; K14] 1.857868314 13.74 0 2041.140384 2 1021.073303 -0.51626272 -0.000526882 88.55628391KEDIYAVEIVGGATR 2 38327039 2xTMT6plex [N-Term; K1] 1.269 3.170655489 14.25 1 2079.185026 3 693.7336426 0.648780343 0.000449645 66.58961431FQESEERPK 4 38327039 2xTMT6plex [N-Term; K9] 1.309 2.892039776 16.27 0 1607.879342 3 536.6314087 0.205926036 0.000110368 35.36011417VLATAFDTTLGGR 7 38327039 1xTMT6plex [N-Term] 1.243 100 100 2.768115997 19.28 0 1550.873973 2 775.9411621 0.692950406 0.000537339 76.68208385LMNETTAVALAYGIYK 2 38327039 2xTMT6plex [N-Term; K16] 1.830987811 10.84 0 2216.240098 2 1108.621094 -2.340315025 -0.00259335 101.150695LMSANASDLPLSIECFMNDVDVSGTMNR 4 38327039 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 2.131260872 4.4 0 3316.551935 3 1106.189819 0.895568009 0.000990066 106.0187137VTYMEEER 4 38327039 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.309 1.208 1.865600586 28.93 0 1301.624484 2 651.3153076 -0.879666631 -0.000572498 34.38448663SQVISNAK 2 38327039 2xTMT6plex [N-Term; K8] 1.119 3.717900753 54.16 0 1304.793821 2 652.9014893 1.441274165 0.000940283 34.99853241LKKEDIYAVEIVGGATR 2 38327039 3xTMT6plex [N-Term; K2; K3] 0.564 2.929366112 7.39 2 2549.526984 4 638.1386719 2.303635159 0.001468295 66.57429612LFEELGK 8 38327039 2xTMT6plex [N-Term; K7] 0.764 1.029 100 2.823832273 27.09 0 1293.78186 2 647.394043 -0.811869862 -0.000525191 70.5889684ETAESVLK 2 38327039 2xTMT6plex [N-Term; K8] 0.725 2.1257658 8.81 0 1334.793153 2 667.9003296 0.172288633 0.000114985 47.2790578AFSDPFVEAEK 5 38327039 2xTMT6plex [N-Term; K11] 100 100 1.639718294 6.28 0 1697.915058 2 849.4596558 -1.780770214 -0.001511798 67.61691781SVLEQTK 6 38327039 2xTMT6plex [N-Term; K7] 1.207 1.314 3.108996153 34.46 0 1262.772023 2 631.8889771 -1.065741411 -0.000672894 42.99824616LSGEYEK 4 38327039 2xTMT6plex [N-Term; K7] 1.816 1.05 2.945763111 27.08 0 1283.724739 2 642.3657227 -0.444041844 -0.000285014 39.05358242NTVQGFK 2 38327039 2xTMT6plex [N-Term; K7] 1.307 2.967567205 39.55 0 1251.746143 2 626.3774414 1.168985028 0.000731636 35.81626276MDQPPQAK 2 38327039 2xTMT6plex [N-Term; K8] 1.531 3.155595064 29.83 0 1372.765892 2 686.8859863 -0.871229215 -0.000597997 36.22875161KEPFTLEAYYSSPQDLPYPDPAIAQFSVQK 1 38327039 3xTMT6plex [N-Term; K1; K30] 1.269161105 1 4117.17771 4 1030.047607 -2.212734825 -0.002277556 88.11589592LSQECEK 1 38327039 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.554 3.000503063 32.36 0 1351.729172 2 676.3688354 0.903900324 0.000610914 33.95903206EFSITDVVPYPISLR 3 38327039 1xTMT6plex [N-Term] 0.01 1.320003629 0 1965.089445 2 983.0480957 -0.269725 -0.000265017 94.81885499SKEIEAK 2 38327039 3xTMT6plex [N-Term; K2; K7] 0.813 2.360350847 3.3 1 1491.934955 3 497.9827881 -0.766965197 -0.000381421 34.9927271124234688 HSPA9 stress-70 protein, mitochondrial precursor 3313 NP_004125.3 53.16642121 1 32 32 218 679 73.635 6.16 0.82 0.72 0.79 0.78 Significant 0.0015 EQQIVIQSSGGLSK 6 24234688 2xTMT6plex [N-Term; K14] 100 0.949 0.997 4.235349178 59.94 0 1932.116612 2 966.562561 0.638558928 0.000616885 50.43292606DAGQISGLNVLR 7 24234688 1xTMT6plex [N-Term] 0.846 1.141 0.802 4.382258415 67.42 0 1471.843007 2 736.4249268 -0.29233714 -0.000215137 53.15081474TTPSVVAFTADGER 6 24234688 1xTMT6plex [N-Term] 0.906 0.755 3.894447088 49.4 0 1679.88018 2 840.4433594 -0.439483725 -0.00036914 54.05296892VEAVNMAEGIIHDTETK 8 24234688 2xTMT6plex [N-Term; K17] 0.908 1.06 3.646619797 64.58 0 2315.231718 3 772.4153442 -0.102860182 -7.94E-05 100.9286884AQFEGIVTDLIR 13 24234688 1xTMT6plex [N-Term] 0.715 0.655 0.863 4.390210629 53.33 0 1590.905273 2 795.9559937 -0.35348133 -0.000281178 107.1034645GAVVGIDLGTTNSCVAVMEGK 12 24234688 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C14] 1.098 3.759066582 53.88 0 2536.351515 3 846.1206665 -1.604323477 -0.001356376 76.96830532VINEPTAAALAYGLDK 10 24234688 2xTMT6plex [N-Term; K16] 0.985 0.906 2.884 4.581740856 50.62 0 2104.205427 3 702.0726929 -0.90356041 -0.000633759 80.26934694QAVTNPNNTFYATK 6 24234688 2xTMT6plex [N-Term; K14] 0.766 0.837 0.846 4.156654358 45.66 0 2027.096211 2 1014.050842 -0.889271895 -0.00090132 49.01953834QAASSLQQASLK 6 24234688 2xTMT6plex [N-Term; K12] 0.817 0.811 0.723 5.888086319 61.78 0 1689.989955 2 845.4976807 -1.106534314 -0.000935016 44.04119506ETAENYLGHTAK 4 24234688 2xTMT6plex [N-Term; K12] 1.264 1.274 3.979409456 58.41 0 1791.964134 3 597.9923096 -0.981280277 -0.00058614 42.58191939VIAVYDLGGGTFDISILEIQK 6 24234688 2xTMT6plex [N-Term; K21] 0.979 1.044 3.633725405 39.8 0 2709.54789 3 903.8514404 -2.997478276 -0.00270727 109.1462771SDIGEVILVGGMTR 8 24234688 1xTMT6plex [N-Term] 2.095 1.518 3.819586277 40.15 0 1675.925022 2 838.4650269 -1.339593975 -0.00112253 74.17271451MKETAENYLGHTAK 10 24234688 3xTMT6plex [N-Term; K2; K14] 0.579 0.644 0.556 5.364594936 26.57 1 2280.262513 3 760.7596436 0.817451522 0.000621335 47.29316532EQQIVIQSSGGLSKDDIENMVK 6 24234688 3xTMT6plex [N-Term; K14; K22] 2.217667341 20.08 1 3105.706875 3 1035.90625 -0.862460659 -0.00089285 72.17982983DQLPADECNK 4 24234688 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.13 0.992 3.176215887 48.79 0 1647.841242 2 824.4233398 -1.115922125 -0.000919431 40.55021201VQQTVQDLFGR 6 24234688 1xTMT6plex [N-Term] 0.712 0.91 2.766 3.147859335 43.17 0 1519.843007 2 760.4244385 -0.925646181 -0.000703418 68.66192357AMQDAEVSK 12 24234688 2xTMT6plex [N-Term; K9] 0.771 0.537 0.723 4.001371861 59.08 0 1436.781936 2 718.8988037 5.842815576 0.004197426 40.82649311KSQVFSTAADGQTQVEIK 2 24234688 3xTMT6plex [N-Term; K1; K18] 2.72744751 9.25 1 2624.486242 3 875.4997559 -0.581988905 -0.000509141 57.57009028MEEFKDQLPADECNK 6 24234688 3xTMT6plex [N-Term; K5; K15]; 1xCarbamidomethyl [C13] 0.39 100 0.328 3.00362587 14.9 1 2541.293221 3 853.1005859 -0.364365472 -0.000310596 43.13745584VLENAEGAR 6 24234688 1xTMT6plex [N-Term] 0.872 1.03 3.452454329 55.9 0 1187.658167 2 594.3325195 -0.340339932 -0.000202104 36.04516661MKETAENYLGHTAK 2 24234688 3xTMT6plex [N-Term; K2; K14]; 1xOxidation [M1] 0.587 2.658175468 21.25 1 2296.257428 3 760.7596436 0.817451522 0.000621335 47.29316532ETGVDLTK 6 24234688 2xTMT6plex [N-Term; K8] 0.801 0.907 3.316833019 47.52 0 1320.777503 2 660.8925171 0.193090575 0.000127515 44.54779686RYDDPEVQK 4 24234688 2xTMT6plex [N-Term; K9] 0.783 0.812 3.690367699 20.13 1 1607.879342 3 536.6308594 -0.818994912 -0.000438948 31.39883568AMQDAEVSK 17 24234688 2xTMT6plex [N-Term; K9]; 1xOxidation [M2] 0.674 0.732 0.652 2.803171873 39.28 0 1452.776851 2 718.8988037 5.842815576 0.004197426 40.82649311LYSPSQIGAFVLMK 4 24234688 2xTMT6plex [N-Term; K14] 0.506 100 1.727220893 14.69 0 2012.165476 2 1006.586304 -0.072269466 -7.27E-05 92.97333733DDIENMVK 6 24234688 2xTMT6plex [N-Term; K8] 0.974 0.976 1.062 3.724521637 47.18 0 1421.771037 2 711.3890381 -0.166952427 -0.000118684 54.23243871LLGQFTLIGIPPAPR 4 24234688 1xTMT6plex [N-Term] 100 1.782860041 18.85 0 1822.115206 2 911.5600586 -1.298283715 -0.001182811 101.5546672VINEPTAAALAYGLDKSEDK 2 24234688 3xTMT6plex [N-Term; K16; K20] 0.01 1.516729355 3.13 1 2792.564886 3 931.5244141 -2.21909705 -0.002065657 82.38761764LFEMAYK 8 24234688 2xTMT6plex [N-Term; K7] 1.04 1.791 3.201892614 33.61 0 1359.774666 2 680.3898315 -1.676302787 -0.001139697 71.42891991YDDPEVQK 2 24234688 2xTMT6plex [N-Term; K8] 1.143 3.440557003 39.71 0 1451.778231 2 726.3939209 1.607970712 0.001167208 39.49854319CELSSSVQTDINLPYLTMDSSGPK 1 24234688 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C1] 2.356779099 0 3100.558273 3 1034.189819 -1.086317976 -0.001122731 87.39177945EMAGDNK 4 24234688 2xTMT6plex [N-Term; K7] 0.971 0.719 2.472627401 26.49 0 1222.650194 2 611.8286743 -0.099453783 -6.08E-05 33.34543231NAVITVPAYFNDSQR 1 24234688 1xTMT6plex [N-Term] 100 1.243946075 0 1924.012591 2 962.508606 -1.380550184 -0.001328098 69.87040572DDIENMVK 6 24234688 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 0.969 0.948 1.084 2.317454576 30.15 0 1437.765952 2 711.3890381 -0.166952427 -0.000118684 54.23243871MEEFKDQLPADECNK 2 24234688 3xTMT6plex [N-Term; K5; K15]; 1xCarbamidomethyl [C13]; 1xOxidation [M1] 0.924 3.446265936 17.08 1 2557.288136 3 853.1005859 -0.364365472 -0.000310596 43.13745584LKEEISK 5 24234688 3xTMT6plex [N-Term; K2; K7] 0.744 0.841 0.867 2.827866554 32.77 1 1533.981905 2 767.4938965 -0.905552566 -0.000694551 41.1982464923510338 UBA1 ubiquitin-like modifier-activating enzyme 1 7317 NP_003325.2 41.11531191 1 31 31 199 1058 117.774 5.76 1.03 1.12 1.16 1.1 Significant 0.0012 AVTLHDQGTAQWADLSSQFYLR 12 23510338 1xTMT6plex [N-Term] 1.338 0.982 1.052 5.119872093 41.16 0 2736.394294 3 912.8045044 1.705267258 0.001555428 80.72828848QLYVLGHEAMK 8 23510338 2xTMT6plex [N-Term; K11] 1.041 1.211 1.09 4.224679947 39.71 0 1746.997683 3 583.0045776 0.856858696 0.000498977 50.44996591GNVQVVIPFLTESYSSSQDPPEK 10 23510338 2xTMT6plex [N-Term; K23] 0.607 100 0.718 2.87083602 18.49 0 2979.571538 3 993.8605347 -1.506081004 -0.001495825 90.7630482SLVASLAEPDFVVTDFAK 12 23510338 2xTMT6plex [N-Term; K18] 1.25 0.901 1.403 4.485931396 43.21 0 2367.321185 3 789.7784424 -0.173466771 -0.000136884 97.34598322KPLLESGTLGTK 6 23510338 3xTMT6plex [N-Term; K1; K12] 0.864 0.773 5.342720032 50.67 0 1931.214424 3 644.4101563 0.772115194 0.00049704 47.43152588IHVSDQELQSANASVDDSR 12 23510338 1xTMT6plex [N-Term] 1.097 1.231 1.219 6.485594273 72.71 0 2300.131597 3 767.3817749 -0.358776415 -0.000275078 41.95098406LQTSSVLVSGLR 6 23510338 1xTMT6plex [N-Term] 1.395 2.041 3.934159994 40 0 1488.894708 2 744.9501953 -1.070844695 -0.000797187 60.55643584CPHPLTFDVNNPLHLDYVMAAANLFAQTYGLTGSQDR 3 23510338 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 100 6.27495575 31.37 0 4376.142976 4 1094.791382 0.164810372 0.000180308 107.5524242ALPAVQQNNLDEDLIR 9 23510338 1xTMT6plex [N-Term] 0.962 0.991 4.014568329 52.96 0 2038.113034 2 1019.560303 0.144809805 0.000147569 72.71321385DNPGVVTCLDEAR 6 23510338 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.246 1.122 1.149 5.470891476 88.21 0 1674.83185 2 837.9191895 -0.44663812 -0.000374022 42.90244591QPAENVNQYLTDPK 4 23510338 2xTMT6plex [N-Term; K14] 1.056 1.424 3.058799505 37.29 0 2075.11734 2 1038.061523 -0.756417466 -0.000784827 60.45474572YDGQVAVFGSDLQEK 6 23510338 2xTMT6plex [N-Term; K15] 100 100 100 2.95356679 28.91 0 2114.117006 2 1057.561401 -0.699784175 -0.000739713 63.70853469HQYYNQEWTLWDR 2 23510338 1xTMT6plex [N-Term] 1.664 3.822940826 16.1 0 2067.987439 3 689.9996338 -1.49481218 -0.001030418 70.25421601ALVLELCCNDESGEDVEVPYVR 3 23510338 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C8] 0.01 1.186 2.380067825 21.82 0 2795.342912 3 932.4510498 -1.543873533 -0.001438552 119.177899AENYDIPSADR 6 23510338 1xTMT6plex [N-Term] 1.071 1.276 1.206 3.771258593 50.72 0 1479.727703 2 740.3682251 0.994078377 0.000735483 44.41404479IYDDDFFQNLDGVANALDNVDAR 12 23510338 1xTMT6plex [N-Term] 1.608 100 3.139589071 39.46 0 2829.352882 3 943.7852173 -4.164773721 -0.003927872 102.3466793YFLVGAGAIGCELLK 9 23510338 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 100 100 100 2.421780348 18.74 0 2069.18694 2 1035.096069 -1.004340441 -0.001039084 102.8262754LDQPMTEIVSR 4 23510338 1xTMT6plex [N-Term] 1.259 1.575 3.163196802 37.09 0 1517.819495 2 759.413147 -0.314401475 -0.000238602 52.55707531QLYVLGHEAMK 4 23510338 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 1.807 2.541741371 25.8 0 1762.992598 3 583.0045776 0.856858696 0.000498977 50.44996591SDTAAAAVR 6 23510338 1xTMT6plex [N-Term] 100 0.73 1.206 2.736540794 32.78 0 1090.605403 2 545.8063354 -0.007850284 -4.28E-06 23.37326919AAVATFLQSVQVPEFTPK 5 23510338 2xTMT6plex [N-Term; K18] 0.01 2.041661263 15.59 0 2391.368803 2 1196.184326 -3.10606471 -0.003713873 93.44335789SIPICTLK 4 23510338 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.251 1.831 3.010159016 42.39 0 1389.853979 2 695.430481 -0.2113718 -0.000146888 64.50426178ATLPSPDKLPGFK 6 23510338 3xTMT6plex [N-Term; K8; K13] 0.759 100 3.036666632 11.13 1 2058.256624 3 686.7560425 -1.481515259 -0.001016446 59.78849845GGIVSQVK 4 23510338 2xTMT6plex [N-Term; K8] 0.495 0.685 2.863330841 44.1 0 1245.793093 2 623.3997803 -0.649524491 -0.000404587 39.87711361LAGTQPLEVLEAVQR 6 23510338 1xTMT6plex [N-Term] 100 100 2.52307415 16.78 0 1853.069378 2 927.0374756 -0.919311573 -0.000851774 101.803793GLGVEIAK 7 23510338 2xTMT6plex [N-Term; K8] 1.092 1.187 1.219 3.299099207 47.1 0 1244.797844 2 622.9025269 -0.053855381 -3.35E-05 49.93446669DEFEGLFK 9 23510338 2xTMT6plex [N-Term; K8] 1.567 100 100 3.219070673 27.89 0 1442.793153 2 721.8994751 -1.025105147 -0.000739507 70.79426205NIILGGVK 4 23510338 2xTMT6plex [N-Term; K8] 1.066 1.154 3.1983459 42.38 0 1271.845129 2 636.4257813 -0.662659298 -0.0004214 65.18746306QFLFRPWDVTK 6 23510338 2xTMT6plex [N-Term; K11] 0.01 100 2.472614765 8.1 0 1895.09436 3 632.3688354 -1.270212394 -0.000802391 75.07032483AEVSQPR 2 23510338 1xTMT6plex [N-Term] 0.856 2.181562901 22.79 0 1015.573374 2 508.2901611 -0.32380169 -0.000164422 26.39195847MYPIDFEK 2 23510338 2xTMT6plex [N-Term; K8] 100 100 1.711523533 4.76 0 1500.817259 2 750.9110718 -1.593755201 -0.001195968 65.15410774LVVADTR 4 23510338 1xTMT6plex [N-Term] 1.027 1.011 2.398713112 44.94 0 1002.614511 2 501.8106995 -0.387720519 -0.000194367 41.67404874110611220 RRBP1 ribosome-binding protein 1 6238 NP_004578.2 35.00511771 1 33 33 195 977 108.589 5.54 0.99 1.03 1.01 1.01 Significant 0.00013 SVEEEEQVWR 6 110611220 1xTMT6plex [N-Term] 1.354 1.019 1.362 4.083958626 67.32 0 1519.759003 2 760.3830566 -0.109273082 -8.30E-05 44.78778093HMAAASAECQNYAK 8 110611220 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.073 1.029 1.143 4.750989914 49.92 0 2009.993736 3 670.6635132 -8.830967429 -0.00591673 32.91306978HMAAASAECQNYAK 2 110611220 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9]; 1xOxidation [M2] 1.131 4.395633698 46.81 0 2025.988651 3 670.6635132 -8.830967429 -0.00591673 32.91306978AQEQQQQMAELHSK 2 110611220 2xTMT6plex [N-Term; K14]; 1xOxidation [M8] 0.837 4.443924904 40.68 0 2130.101373 3 710.704895 -0.582522232 -0.00041361 18.27259994EAEETQSTLQAECDQYR 14 110611220 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.102 1.03 1.149 5.640337467 62.13 0 2287.034585 3 763.0170288 0.851795506 0.000649362 39.78630751DAQDVQASQAEADQQQTR 14 110611220 1xTMT6plex [N-Term] 0.997 0.98 1.072 5.043939114 83.98 0 2218.053346 3 740.0233154 0.922723101 0.000682216 32.25013605DALNQATSQVESK 2 110611220 2xTMT6plex [N-Term; K13] 1.051 4.983327866 54.46 0 1849.006727 2 925.0079346 1.008990718 0.000932815 52.46673663ELCHTQSSHASLR 25 110611220 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.017 1.064 1.255 5.597132683 55.33 0 1754.880532 4 439.4763184 1.65920554 0.000727927 21.25348299EQEITAVQAR 10 110611220 1xTMT6plex [N-Term] 1.194 0.987 1.157 3.973699331 64.7 0 1373.758609 2 687.3831177 0.254674701 0.000174931 34.08514243GELESSDQVR 4 110611220 1xTMT6plex [N-Term] 1.21 1.369 3.640528679 58.31 0 1348.690589 2 674.8482666 -0.987829889 -0.000666138 31.87769611HPPAPAEPSSDLASK 3 110611220 2xTMT6plex [N-Term; K15] 0.922 4.731770039 40.31 0 1962.069661 3 654.6947021 -0.055199206 -3.61E-05 38.5421802NTDVAQSPEAPK 2 110611220 2xTMT6plex [N-Term; K12] 1.021 3.412726164 36.5 0 1714.937585 2 857.9721069 -0.377589726 -0.000323771 36.65550589LQSSEAEVR 6 110611220 1xTMT6plex [N-Term] 1.064 0.838 0.01 3.638931751 60.4 0 1247.679296 2 624.342041 -1.996152984 -0.001245279 34.35012164AENSQLTER 4 110611220 1xTMT6plex [N-Term] 0.765 3.195619106 56.2 0 1276.66946 2 638.838623 0.39942504 0.000254967 22.81533446AAILETAPK 8 110611220 2xTMT6plex [N-Term; K9] 0.895 0.961 0.883 3.963498592 56.79 0 1371.861173 2 686.434021 -0.296843311 -0.000203614 41.05011566VGAAEEELQK 5 110611220 2xTMT6plex [N-Term; K10] 0.362 1.203 0.427 3.788734436 46.04 0 1531.873194 2 766.4396973 -0.702283162 -0.000537904 43.74752398SIEALLEAGQAR 4 110611220 1xTMT6plex [N-Term] 100 0.01 2.279521704 21.12 0 1486.842673 2 743.9248657 -0.146602389 -0.000108987 72.9482915LLATEQEDAAVAK 6 110611220 2xTMT6plex [N-Term; K13] 100 0.59 2.19023633 24.86 0 1817.04205 2 909.0253906 0.800652907 0.00072741 50.57638403AGIIQDTWHK 4 110611220 2xTMT6plex [N-Term; K10] 0.857 0.942 3.267668486 24.87 0 1626.936797 3 542.9833374 -0.822473848 -0.000446038 47.061362LQQENSILR 2 110611220 1xTMT6plex [N-Term] 0.981 3.515932322 48.92 0 1329.76878 2 665.3881836 0.233798165 0.000155449 49.93332138LTAEFEEAQTSACR 6 110611220 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.904 0.95 2.841357231 39.81 0 1841.890093 2 921.4490356 0.380733392 0.000350635 49.76499648LKGELESSDQVR 6 110611220 2xTMT6plex [N-Term; K2] 1.01 1.131 2.921901226 16.31 1 1819.032548 3 607.0154419 -0.426224592 -0.000258439 48.64048196GDPVAILK 8 110611220 2xTMT6plex [N-Term; K8] 0.912 1.14 0.593 3.086220741 40.43 0 1270.813494 2 635.9104004 0.023584303 1.50E-05 58.19556566ESEEALQK 4 110611220 2xTMT6plex [N-Term; K8] 1.274 1.079 3.291964054 42.47 0 1391.778231 2 696.3916016 -1.655619372 -0.001152127 37.75975605KLQEQLEK 8 110611220 3xTMT6plex [N-Term; K1; K8] 0.859 0.97 3.526350975 24.23 1 1703.067032 3 568.3613281 1.408720241 0.000799715 39.2032895QSDELALVR 2 110611220 1xTMT6plex [N-Term] 1.038 3.175742149 28.12 0 1259.715681 2 630.3619995 0.826308232 0.000520457 45.83577329AMEALATAEQACK 8 110611220 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.890148878 14.03 0 1851.970876 2 926.4871216 -2.110878734 -0.001954643 57.77636334IPDHDPAPNVTVLLR 4 110611220 1xTMT6plex [N-Term] 1.023 0.976 3.053193331 19.84 0 1886.069712 3 629.3604126 -1.605416285 -0.001009309 58.31927228EVQQLQGK 2 110611220 2xTMT6plex [N-Term; K8] 0.99 3.38378644 38.92 0 1387.830935 2 694.418396 -1.022968848 -0.000709854 40.65599258HLEEIVEK 2 110611220 2xTMT6plex [N-Term; K8] 0.975 3.389798164 28.39 0 1454.861901 2 727.9353638 1.065454434 0.000775045 48.50783831LIEILSEK 6 110611220 2xTMT6plex [N-Term; K8] 1.031 1.225 100 2.799176455 27.58 0 1402.892138 2 701.9488525 -1.218833457 -0.000854946 92.06728303LQEQLEK 4 110611220 2xTMT6plex [N-Term; K7] 1.355 1.316 3.4210186 35.82 0 1345.809137 2 673.4072266 -1.456755602 -0.000980257 36.38631482AAAGEAK 2 110611220 2xTMT6plex [N-Term; K7] 0.686 2.742493868 25.07 0 1075.65118 2 538.3293457 0.218310782 0.000117413 25.83896577IQEEIEK 8 110611220 2xTMT6plex [N-Term; K7] 1.075 2.955672979 27.6 0 1346.793153 2 673.9011841 1.439682151 0.000969477 54.01882944505257 MSN moesin 4478 NP_002435.1 55.63258232 1 26 39 320 577 67.778 6.4 0.81 0.76 0.76 0.78 Significant 0.00046 AQMVQEDLEK 6 4505257 2xTMT6plex [N-Term; K10] 0.778 0.812 0.761 4.375065804 69.31 0 1648.898028 2 824.9450684 -9.198950445 -0.007584066 48.08222079ILALCMGNHELYMR 8 4505257 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.981 0.797 4.492577076 47.63 0 1949.996096 3 650.6697998 -0.640778687 -0.000416505 79.80310241ALTSELANAR 14 4505257 1xTMT6plex [N-Term] 0.793 0.865 0.863 4.082233906 56.19 0 1274.726581 2 637.866333 -0.934415578 -0.000595562 35.80294707FYPEDVSEELIQDITQR 12 4505257 1xTMT6plex [N-Term] 1.206 1.462 0.772 3.653496504 28.02 0 2311.165523 3 771.0582886 -2.254346256 -0.001736722 99.74499108ESEAVEWQQK 6 4505257 2xTMT6plex [N-Term; K10] 1.191 0.913 4.249434948 61.37 0 1691.900471 2 846.453125 -0.885193914 -0.00074883 43.95486328KAQQELEEQTR 10 4505257 2xTMT6plex [N-Term; K1] 0.735 0.788 0.825 3.865861177 43.54 1 1818.012147 2 909.5110474 1.469432736 0.001335723 33.41024853KPDTIEVQQMK 9 4505257 3xTMT6plex [N-Term; K1; K11] 0.928 0.765 0.866 4.951767921 43.06 0 2004.176659 3 668.7305908 0.279696371 0.000186854 42.3317132KAPDFVFYAPR 12 4505257 2xTMT6plex [N-Term; K1] 0.737 0.828 0.648 3.476797581 26.85 1 1769.015047 3 590.3424683 -1.24127539 -0.000731945 54.53779583AQQELEEQTR 7 4505257 1xTMT6plex [N-Term] 0.972 0.854 0.931 3.850249052 46.45 0 1460.754252 2 730.8809204 0.213930791 0.00015625 34.4062764IQVWHEEHR 13 4505257 1xTMT6plex [N-Term] 0.771 0.827 0.825 4.184273243 48.24 0 1462.775262 3 488.2633057 0.069526872 3.39E-05 35.99607146KTANDMIHAENMR 2 4505257 2xTMT6plex [N-Term; K1] 0.734 3.16523695 31.72 1 1989.041021 4 498.0157776 0.130586328 6.49E-05 44.39787733APDFVFYAPR 18 4505257 1xTMT6plex [N-Term] 0.79 0.794 0.433 3.595981359 31.71 0 1411.757152 2 706.3810425 -1.660391136 -0.001172035 65.18701339EDAVLEYLK 22 4505257 2xTMT6plex [N-Term; K9] 0.932 2.043 1.354 3.169789076 47.45 0 1537.887781 2 769.4467163 -1.05676294 -0.000812591 76.05811569RKPDTIEVQQMK 18 4505257 3xTMT6plex [N-Term; K2; K12] 0.874 0.775 0.851 4.093585968 16.43 1 2160.27777 4 540.8242188 -1.261175779 -0.000681122 39.6647313VTTMDAELEFAIQPNTTGK 2 4505257 2xTMT6plex [N-Term; K19] 100 2.649563313 29.67 0 2524.336911 3 842.1146851 -2.935002133 -0.002469645 79.69920076KESEAVEWQQK 2 4505257 3xTMT6plex [N-Term; K1; K11] 0.78 4.690810204 15.88 1 2049.158366 3 683.7237549 -0.807454216 -0.000551534 40.51982556KPDTIEVQQMK 8 4505257 3xTMT6plex [N-Term; K1; K11]; 1xOxidation [M10] 0.855 4.497064114 24.67 0 2020.171574 3 668.7305908 0.279696371 0.000186854 42.3317132GSELWLGVDALGLNIYEQNDR 7 4505257 1xTMT6plex [N-Term] 2.147302389 8.59 0 2591.330296 3 864.447876 -0.471479963 -0.000407253 106.1621266TQEQLALEMAELTAR 6 4505257 1xTMT6plex [N-Term] 1.73484683 22.25 0 1933.026193 2 967.0157471 -1.021755102 -0.00098754 75.68541803QLFDQVVK 12 4505257 2xTMT6plex [N-Term; K8] 1.369 1.393 1.305 4.03649807 44.99 0 1434.872072 2 717.9403687 0.968068663 0.000694527 67.82446326KFVIKPIDK 4 4505257 4xTMT6plex [N-Term; K1; K5; K9] 0.446 0.888 2.754837513 4.15 1 2004.339121 4 501.8404541 0.432055754 0.000216497 57.66246428EVWFFGLQYQDTK 15 4505257 2xTMT6plex [N-Term; K13] 1.128 100 100 2.418915272 13.58 0 2119.126448 2 1060.063232 -3.425886292 -0.003629943 89.69204692AQMVQEDLEK 8 4505257 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 0.622 0.543 0.759 2.865151405 43.23 0 1664.892943 2 824.9450684 -9.198950445 -0.007584066 48.08222079FVIKPIDKK 2 4505257 4xTMT6plex [N-Term; K4; K8; K9] 0.614 0.411 2.204612494 1 2004.339121 4 501.8398743 -0.725101692 -0.000363337 63.42701961ALELEQER 16 4505257 1xTMT6plex [N-Term] 0.758 0.76 0.71 3.355436802 38.87 0 1216.673482 2 608.8408813 0.824983307 0.000501868 39.59920667SGYLAGDK 4 4505257 2xTMT6plex [N-Term; K8] 1.244 1.284 2.55376029 37.58 0 1268.725073 2 634.8658447 -0.520409732 -0.000330128 46.07099872IGFPWSEIR 4 4505257 1xTMT6plex [N-Term] 0.996 1.093 2.909641981 30.66 0 1333.746588 2 667.3757935 -1.70756271 -0.001138728 82.08487989KTQEQLALEMAELTAR 6 4505257 2xTMT6plex [N-Term; K1] 0.853 0.744 0.728 2.504420757 12.6 1 2290.284088 3 764.0993042 -0.317957212 -0.000242737 64.3368194FVIKPIDK 8 4505257 3xTMT6plex [N-Term; K4; K8] 1.014 0.898 0.786 2.657356024 10.37 0 1647.081226 3 549.6986694 0.139319651 7.65E-05 56.62551159EALLQASR 8 4505257 1xTMT6plex [N-Term] 0.896 0.826 0.385 2.956180096 36.64 0 1116.657438 2 558.8323975 0.071536599 3.99E-05 44.82140575GFSTWLK 7 4505257 2xTMT6plex [N-Term; K7] 1.366 1.161 1.113 3.296529531 36.58 0 1296.771629 2 648.8890991 -0.545807601 -0.000353894 71.15204658LNKDQWEER 8 4505257 2xTMT6plex [N-Term; K3] 0.653 0.656 0.647 3.328296661 15.21 1 1675.91679 3 559.3098145 -1.133547105 -0.000633244 48.72645756KESPLLFK 3 4505257 3xTMT6plex [N-Term; K1; K8] 0.01 1.922 2.586546183 12.5 1 1649.06049 3 550.3583984 0.092138828 5.06E-05 48.9020217ESPLLFK 2 4505257 2xTMT6plex [N-Term; K7] 0.981 2.906086683 27.68 0 1291.802595 2 646.4057617 1.278568031 0.000825829 69.38032606AMLENEK 9 4505257 2xTMT6plex [N-Term; K7] 0.675 0.804 0.724 3.303355694 39.51 0 1292.728444 2 646.8676758 -0.285417639 -0.000184484 33.53856113AQSEAEK 6 4505257 2xTMT6plex [N-Term; K7] 1.102 100 2.633359671 22.22 0 1220.688688 2 610.8481445 0.2661387 0.000162436 20.11847446QEAEEAK 4 4505257 2xTMT6plex [N-Term; K7] 1.375 3.26480031 27.84 0 1262.699252 2 631.8534546 0.301203701 0.000190165 29.05025669QIEEQTKK 4 4505257 3xTMT6plex [N-Term; K7; K8] 0.515 0.557 2.78971982 7.76 1 1691.030646 3 564.3476563 -1.319290106 -0.000743653 29.64244371LFFLQVK 2 4505257 2xTMT6plex [N-Term; K7] 0.846 2.326160192 22.22 0 1352.870615 2 676.9376831 -1.866829713 -0.00126279 89.42239087KVTAQDVR 2 4505257 2xTMT6plex [N-Term; K1] 1.052 2.478715658 9.24 1 1374.84692 3 458.9534302 -0.859901302 -0.000394078 28.18542629EKEELMER 4 4505257 2xTMT6plex [N-Term; K2] 0.823 0.839 2.509242773 8.85 1 1521.8347 3 507.949707 -0.086682377 -4.40E-05 35.526171944503571 ENO1 alpha-enolase isoform 1 2023 NP_001419.1 60.13824885 1 21 23 524 434 47.139 7.39 1.06 1.1 1.34 1.17 Significant 0.0056 FTASAGIQVVGDDLTVTNPK 8 4503571 2xTMT6plex [N-Term; K20] 1.464 3.151371241 40.7 0 2491.380825 3 831.1326904 1.081106925 0.000897816 79.60719657GNPTVEVDLFTSK 41 4503571 2xTMT6plex [N-Term; K13] 1.254 1.285 1.12 4.245165348 61.06 0 1865.04205 2 933.024353 -0.332633418 -0.000310188 64.49949788AAVPSGASTGIYEALELR 70 4503571 1xTMT6plex [N-Term] 1.115 1.212 1.115 4.654744148 66.15 0 2034.106886 2 1017.556091 -0.97325899 -0.000989856 90.31027468VNQIGSVTESIQACK 32 4503571 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 2.979 2.406 2.243 3.623705626 40.1 0 2092.14726 3 698.0535278 -0.587857236 -0.000409961 55.9674302SGETEDTFIADLVVGLCTGQIK 19 4503571 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C17] 1.757 0.602 5.462022305 47.59 0 2811.485032 3 937.8348999 1.819201231 0.001704886 116.8625625



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms DYPVVSIEDPFDQDDWGAWQK 62 4503571 2xTMT6plex [N-Term; K21] 1.19 1.336 1.342 4.380342484 34.15 0 2968.440524 3 990.1516724 -0.020307012 -2.01E-05 104.9440258IGAEVYHNLK 18 4503571 2xTMT6plex [N-Term; K10] 1.884 0.988 1.907 4.114402771 49.93 0 1601.941548 2 801.4737549 -0.820850409 -0.000657477 48.47931552LAMQEFMILPVGAANFR 18 4503571 1xTMT6plex [N-Term] 1.172 1.129 4.356115341 48.7 0 2137.149953 3 713.0546875 -0.20781415 -0.000148043 104.6620923VVIGMDVAASEFFR 66 4503571 1xTMT6plex [N-Term] 2.322 1.124 0.773 3.004650116 43.18 0 1769.945758 2 885.4762573 -0.293557902 -0.000259791 101.8048845DATNVGDEGGFAPNILENK 16 4503571 2xTMT6plex [N-Term; K19] 1.455 1.783 1.23 5.197173119 62.42 0 2419.250539 3 807.0866089 -2.176417762 -0.0017551 63.56641072LAQANGWGVMVSHR 2 4503571 1xTMT6plex [N-Term] 1.586 3.945802689 20.3 0 1754.932173 3 585.6485596 -0.597059578 -0.000349266 62.74549482LMIEMDGTENK 14 4503571 2xTMT6plex [N-Term; K11] 1.538 1.454 100 3.711425781 41.85 0 1738.911964 2 869.9594727 -0.169656375 -0.000147509 66.06022497TIAPALVSK 4 4503571 2xTMT6plex [N-Term; K9] 1.121 3.961619854 46.33 0 1357.881908 2 679.4442139 -0.557445843 -0.000378473 58.89196014KLNVTEQEK 40 4503571 3xTMT6plex [N-Term; K1; K9] 1.211 1.271 1.253 4.197585583 42.1 1 1776.08341 2 888.5444336 -1.024559145 -0.000909851 36.19672055SCNCLLLK 8 4503571 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C2; C4] 0.957 1.08 2.938744783 34.16 0 1465.827113 2 733.413147 -5.522721348 -0.004047677 53.16716474YISPDQLADLYK 41 4503571 2xTMT6plex [N-Term; K12] 1.226 1.245 1.293 3.927219391 41.56 0 1884.051886 2 942.5299072 0.345846699 0.000325797 93.13165754LAMQEFMILPVGAANFR 4 4503571 1xTMT6plex [N-Term]; 1xOxidation [M7] 100 1.55277586 13.33 0 2153.144868 3 713.0546875 -0.20781415 -0.000148043 104.6620923IEEELGSK 4 4503571 2xTMT6plex [N-Term; K8] 0.786 1.168 3.502087593 43.75 0 1362.788067 2 681.8977661 0.138258154 9.42E-05 45.94455235IDKLMIEMDGTENK 6 4503571 3xTMT6plex [N-Term; K3; K14] 0.549 0.478 0.542 2.706885338 14.91 1 2324.280866 3 775.4313354 -0.607694347 -0.000470817 67.60297816LNVTEQEK 10 4503571 2xTMT6plex [N-Term; K8] 1.894 1.797 1.512 3.520886898 44.31 0 1418.825515 2 709.9165039 0.152155778 0.000107941 39.83655162LMIEMDGTENK 22 4503571 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 1.311 1.227 1.174 3.06310463 37.8 0 1754.906879 2 869.9594727 -0.169656375 -0.000147509 66.06022497VVIGMDVAASEFFR 8 4503571 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.247 1.314 1.993044019 24.82 0 1785.940673 2 885.4762573 -0.293557902 -0.000259791 101.8048845AVEHINK 19 4503571 2xTMT6plex [N-Term; K7] 0.7 0.948 0.98 3.325081587 40.85 0 1268.772692 2 634.8893433 -1.010509267 -0.000641053 29.62219938EGLELLK 4 4503571 2xTMT6plex [N-Term; K7] 1.578 1.38 3.000424623 30.06 0 1259.79751 2 630.4014282 -1.531940389 -0.000964967 61.62459348AAVPSGASTGIYEALELRDNDK 2 4503571 2xTMT6plex [N-Term; K22] 100 1.435704827 1.52 1 2735.461594 3 912.4928589 0.888135356 0.00080982 57.89741677DATNVGDEGGFAPNILENKEGLELLK 2 4503571 3xTMT6plex [N-Term; K19; K26] 1.366963744 1 3430.867275 3 1144.292847 -0.958469295 -0.001096127 87.3749397733605926 TUBA1C tubulin alpha-1C chain isoform a 84790 NP_001290043.1 69.7495183 1 3 22 573 519 57.693 5.07 1.26 1.16 1.15 1.19 Significant 0.00087 DVNAAIATIK 25 733605926 2xTMT6plex [N-Term; K10] 1.152 1.222 1.158 5.292680264 59.55 0 1473.9041 2 737.4550781 -0.827971101 -0.000610175 68.06345176TIGGGDDSFNTFFSETGAGK 31 733605926 2xTMT6plex [N-Term; K20] 1.197 1.314 1.134 5.582830429 57.48 0 2466.218904 3 822.7440186 -0.568402884 -0.000467269 74.49892955AYHEQLTVAEITNACFEPANQMVK 9 733605926 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 0.83 4.622302532 30.48 0 3222.632775 4 806.4118652 -2.216905555 -0.001786068 72.17994116AVFVDLEPTVIDEVR 56 733605926 1xTMT6plex [N-Term] 0.919 1.154 1.122 3.982324839 52.47 0 1931.068709 2 966.0397339 1.803039644 0.001740897 80.82953655ECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDK 7 733605926 2xTMT6plex [N-Term; K38]; 3xCarbamidomethyl [C2; C18; C23]; 1xOxidation [M34] 100 1.394 5.606026649 30.81 0 4771.277722 4 1193.57251 -1.99373167 -0.002378162 90.33142578ECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDK 28 733605926 2xTMT6plex [N-Term; K38]; 3xCarbamidomethyl [C2; C18; C23] 3.149 100 1.189 6.228083134 25.12 0 4755.282807 4 1193.57251 -1.99373167 -0.002378162 90.33142578NLDIERPTYTNLNR 12 733605926 1xTMT6plex [N-Term] 1.097 1.333 1.458 4.746809006 27.62 0 1948.044954 3 650.0187988 -1.596973221 -0.001036992 44.0613833VGINYQPPTVVPGGDLAK 5 733605926 2xTMT6plex [N-Term; K18] 100 0.709 3.04886651 24.84 0 2283.311289 2 1142.158691 -0.517860839 -0.000591219 80.08766306IHFPLATYAPVISAEK 4 733605926 2xTMT6plex [N-Term; K16] 1.276 1.48 3.60306406 31.69 0 2215.289097 3 739.1016235 0.551009559 0.000406882 81.69282156AFVHWYVGEGMEEGEFSEAR 60 733605926 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.014 1.094 1.093 4.193455219 50.07 0 2575.176104 3 859.0631714 -0.444066657 -0.000381183 77.35264765AFVHWYVGEGMEEGEFSEAR 159 733605926 1xTMT6plex [N-Term] 1.068 1.065 1.124 4.800458431 48.34 0 2559.181189 3 859.0631714 -0.444066657 -0.000381183 77.35264765FDGALNVDLTEFQTNLVPYPR 10 733605926 1xTMT6plex [N-Term] 1.646 1.619 1.724 4.742277622 74.42 0 2638.371433 3 880.1283569 -0.34697132 -0.000305146 104.4415982QLFHPEQLITGK 37 733605926 2xTMT6plex [N-Term; K12] 1.192 1.224 1.303 4.304189682 46.16 0 1869.09984 2 935.0534058 -0.162980359 -0.000152313 66.83108121LEFSIYPAPQVSTAVVEPYNSILTTHTTLEHSDCAFMVDNEAIYDICR 17 733605926 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C34; C47] 2.73541522 5.3 0 5746.75929 4 1437.44397 -0.912067739 -0.001310358 106.1922846EDAANNYAR 14 733605926 1xTMT6plex [N-Term] 1.783 2.081 1.508 3.349599123 46.31 0 1252.611945 2 626.8093872 -0.35677924 -0.000223453 27.54228179EIIDLVLDR 18 733605926 1xTMT6plex [N-Term] 0.86 0.711 0.717 3.620397091 51.22 0 1314.783033 2 657.8947144 -0.66982083 -0.000440335 84.04237698EDMAALEKDYEEVGADSADGEDEGEEY 4 733605926 2xTMT6plex [N-Term; K8] 0.361 2.821202278 7.05 1 3424.478621 3 1142.162109 -1.99912038 -0.002281982 74.89724575AVCMLSNTTAVAEAWAR 5 733605926 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.549752474 10.39 0 2080.051696 2 1040.528564 -0.886455733 -0.000921937 91.26314566GHYTIGKEIIDLVLDR 6 733605926 2xTMT6plex [N-Term; K7] 5.781 4.657 3.340520859 13.1 1 2300.337838 4 575.838623 -2.249848876 -0.001293853 88.53045888YMACCLLYR 16 733605926 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C5] 0.875 0.696 0.789 3.333981514 29.42 0 1478.715564 2 747.8575439 -1.784967331 -0.001334005 48.25769338TIQFVDWCPTGFK 8 733605926 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 2.098872662 13.82 0 2057.09304 2 1029.049072 -1.055833989 -0.001085974 97.68642525YMACCLLYR 8 733605926 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C5]; 1xOxidation [M2] 1.192 1.123 0.892 1.688249826 34.9 0 1494.710479 2 747.8575439 -1.784967331 -0.001334005 48.25769338FDLMYAK 16 733605926 2xTMT6plex [N-Term; K7] 1.655 2.363 1.156 3.340296984 32.15 0 1345.759016 2 673.3817749 -2.037969117 -0.001371308 81.28086024LSVDYGK 14 733605926 2xTMT6plex [N-Term; K7] 1.364 1.45 0.981 3.336693764 38.06 0 1239.73491 2 620.3706055 -0.786621795 -0.000487601 39.27987182LSVDYGKK 2 733605926 3xTMT6plex [N-Term; K7; K8] 0.439 2.610091925 6.99 1 1596.992804 3 533.0023193 -0.250296799 -0.000133241 41.4246211FDLMYAK 2 733605926 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 1.858 2.091995478 14.82 0 1361.753931 2 673.3817749 -2.037969117 -0.001371308 81.28086024295842578 MX1 interferon-induced GTP-binding protein Mx1 isoform a 4599 NP_001171517.1 65.40785498 1 32 35 189 662 75.473 5.83 0.15 0.21 0.12 0.16 Significant 0.026 GQQEIQDQLSLSEALQR 12 295842578 1xTMT6plex [N-Term] 0.124 4.71675539 42.48 0 2172.14579 3 724.7196655 -0.620104771 -0.000448986 67.99886345ALEEPAVDMLHTVTDMVR 9 295842578 1xTMT6plex [N-Term] 0.152 0.01 0.01 3.308746099 38.54 0 2256.156555 3 752.7243042 0.799863668 0.000601539 93.26237093VAVGNQPADIGYK 4 295842578 2xTMT6plex [N-Term; K13] 0.159 0.234 4.235338211 52.02 0 1790.021255 2 895.513916 -0.390748852 -0.000349724 57.33074052ALGVEQDLALPAIAVIGDQSSGK 12 295842578 2xTMT6plex [N-Term; K23] 0.01 0.01 3.810830832 57.39 0 2710.539116 3 904.1845093 -0.052180752 -4.71E-05 108.345893QETISLVVVPSNVDIATTEALSMAQEVDPEGDR 6 295842578 1xTMT6plex [N-Term] 2.997096777 26.76 0 3742.88943 3 1248.300781 -0.438001184 -0.000546463 108.6738318VRPCIDLIDSLR 7 295842578 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.265 0.01 0.01 4.229460716 29.32 0 1685.956991 3 562.6575317 0.623174167 0.000350215 68.78237565AMLQLLQDKDTYSWLLK 4 295842578 3xTMT6plex [N-Term; K9; K17] 0.133 0.145 4.775332451 47.14 1 2753.58787 3 918.5339966 -0.157468701 -0.000144535 105.6683058SSVLEALSGVALPR 8 295842578 1xTMT6plex [N-Term] 0.01 0.117 4.629473686 55.22 0 1627.958037 2 814.4830322 0.461303736 0.000375492 94.25003457NPGSVAENNLCSQYEEK 2 295842578 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 0.186 4.570549488 58.47 0 2397.17566 3 799.7302856 0.268709384 0.000214715 46.2798116TIGILTKPDLVDKGTEDK 2 295842578 4xTMT6plex [N-Term; K7; K13; K18] 0.01 3.106286287 6.11 1 2859.721276 4 715.6854248 -0.491905019 -0.000351678 65.41583498LTSELITHICK 6 295842578 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.147 0.156 0.01 3.645566463 34.35 0 1773.034462 3 591.6829834 -0.03692804 -2.18E-05 71.42976036VVSEVDIAK 3 295842578 2xTMT6plex [N-Term; K9] 0.155 0.158 59.92 0 1417.866652 2 709.4367065 -0.363499672 -0.000257697 48.76799998LHFQMEQIVYCQDQVYR 2 295842578 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.01 2.875366926 18.75 0 2486.215801 3 829.4099121 -0.248627603 -0.000206047 82.81651375AMLQLLQDK 6 295842578 2xTMT6plex [N-Term; K9] 0.187 0.01 0.01 3.447919846 46.62 0 1517.912556 2 759.4594727 -0.584689478 -0.000443754 79.68648835ATVPCLAEK 5 295842578 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 0.212 0.242 0.115 3.749871731 42.44 0 1446.839057 2 723.9232788 0.154652438 0.000111879 52.3274292YGVDIPEDENEK 2 295842578 2xTMT6plex [N-Term; K12] 0.184 2.941602707 35.36 0 1865.953294 2 933.4800415 -0.261502894 -0.000243976 53.09496749TIGILTKPDLVDK 6 295842578 3xTMT6plex [N-Term; K7; K13] 0.01 0.01 3.103589296 19.22 0 2100.324703 3 700.7787476 -1.434827774 -0.001004535 63.63708594LAFTDVSIK 6 295842578 2xTMT6plex [N-Term; K9] 0.096 0.129 0.121 3.800651312 41.15 0 1451.887387 2 726.4466553 -0.932161225 -0.000676697 64.31386378ELPGFVNYR 10 295842578 1xTMT6plex [N-Term] 0.106 0.01 0.051 3.056459188 38.42 0 1323.725852 2 662.3665771 0.019178348 1.27E-05 68.73274045SLPLLENQIK 7 295842578 2xTMT6plex [N-Term; K10] 0.115 0.147 4.041563988 45.17 0 1613.003814 2 807.0056152 0.086719417 6.99E-05 78.04799427NFEEFFNLHR 4 295842578 1xTMT6plex [N-Term] 0.09 0.107 3.245796442 32.31 0 1581.801142 3 527.9382324 -0.631163013 -0.000332791 75.61675401WSTIIENNFQEGHK 6 295842578 2xTMT6plex [N-Term; K14] 2.321280718 9.74 0 2161.144223 3 721.0513306 -2.214068237 -0.001594974 64.98195713ALEEPAVDMLHTVTDMVR 5 295842578 1xTMT6plex [N-Term]; 1xOxidation [M] 0.01 1.252722383 22.07 0 2272.15147 3 752.7243042 0.799863668 0.000601539 93.26237093AQNAIAGEGMGISHELITLEISSR 2 295842578 1xTMT6plex [N-Term] 1.697118759 4.9 0 2726.434444 3 909.4769897 -6.612248374 -0.006009287 82.08109137DTYSWLLK 4 295842578 2xTMT6plex [N-Term; K8] 0.01 2.120793819 23.42 0 1483.856087 2 742.4310303 -0.878301566 -0.000651637 98.6041243KLVNEDKWR 7 295842578 3xTMT6plex [N-Term; K1; K7] 0.109 0.144 0.104 3.545197964 8.49 2 1875.141928 3 625.7184448 -0.611685615 -0.000382332 43.51263348TFETIVK 4 295842578 2xTMT6plex [N-Term; K7] 0.01 0.185 2.967485428 35.51 0 1295.79751 2 648.4018555 -0.829946417 -0.000537721 52.40401694GTEDKVVDVVR 2 295842578 2xTMT6plex [N-Term; K5] 0.383 0.8 2.567967415 1 1674.979056 3 558.9976807 -0.338492479 -0.000188989 48.77519625KSWDFGAFQSSSATDSSMEEIFQHLMAYHQEASK 2 295842578 3xTMT6plex [N-Term; K1; K34] 1.515381098 2.38 1 4568.21056 5 914.4475098 -0.463486052 -0.00042346 99.02420997IFFENHPYFR 6 295842578 1xTMT6plex [N-Term] 0.11 0.133 0.145 2.771538973 21.36 0 1598.831714 3 533.6150513 -0.69658451 -0.00037124 64.58788058DVPDLTLIDLPGITR 7 295842578 1xTMT6plex [N-Term] 0.01 0.01 0.126 1.621049404 13.03 0 1867.073795 2 934.0394287 -1.18579037 -0.001106979 95.06441176ITEELQK 10 295842578 2xTMT6plex [N-Term; K7] 0.162 0.145 0.138 3.364105463 41.27 0 1318.798238 2 659.9030151 0.391010105 0.000257832 47.54943348NLVFHLK 5 295842578 2xTMT6plex [N-Term; K7] 0.114 0.151 0.01 2.549662828 29.09 0 1328.845463 3 443.6207275 1.63022507 0.000722106 57.88478151MFFLIDK 7 295842578 2xTMT6plex [N-Term; K7] 0.01 0.01 2.530653954 30.11 0 1371.811051 2 686.4083252 -1.222915775 -0.000838805 84.51289675DLLEEGK 2 295842578 2xTMT6plex [N-Term; K7] 0.099 2.995141029 32.14 0 1261.740389 2 631.3737183 -0.181397508 -0.000114438 53.48175396EKELEEEK 2 295842578 3xTMT6plex [N-Term; K2; K8] 0.431 2.030973434 6.61 1 1720.993592 3 574.3361816 0.232117003 0.000133157 35.8745919720070125 P4HB protein disulfide-isomerase precursor 5034 NP_000909.2 62.4015748 1 29 29 228 508 57.081 4.87 1.09 1.06 0.89 1.01 Significant 0.0038 LGETYKDHENIVIAK 7 20070125 3xTMT6plex [N-Term; K6; K15] 1.309 1.216 1.231 4.515923977 16.81 1 2417.400721 4 605.1066284 1.639129103 0.000990608 53.89505304VDATEESDLAQQYGVR 11 20070125 1xTMT6plex [N-Term] 1.226 1.194 0.01 5.149090767 68.32 0 2009.997729 3 670.6704712 -0.432252121 -0.000289609 60.18553408FLESGGQDGAGDDDDLEDLEEAEEPDMEEDDDQK 4 20070125 2xTMT6plex [N-Term; K34]; 1xOxidation [M27] 2.620291471 18.82 0 4231.766876 4 1054.697998 -0.426745687 -0.000449766 76.85048739FLESGGQDGAGDDDDLEDLEEAEEPDMEEDDDQK 14 20070125 2xTMT6plex [N-Term; K34] 0.889 1.624 0.895 3.316466331 30.34 0 4215.771961 4 1054.697998 -0.426745687 -0.000449766 76.85048739HNQLPLVIEFTEQTAPK 2 20070125 2xTMT6plex [N-Term; K17] 1.409 4.080925465 29.47 0 2423.369866 3 808.4613647 -0.134144492 -0.000108361 92.51592224ILFIFIDSDHTDNQR 7 20070125 1xTMT6plex [N-Term] 1.298 1.384 2.017 3.536820173 32.08 0 2063.07592 3 688.3626099 -1.281397418 -0.000881207 99.88528699YKPESEELTAER 22 20070125 2xTMT6plex [N-Term; K2] 1 0.92 0.954 3.887169123 24.58 0 1910.027128 3 637.3461914 -1.626684357 -0.00103567 32.92186089SNFAEALAAHK 2 20070125 2xTMT6plex [N-Term; K11] 1.341 4.169844151 44.99 0 1616.916062 3 539.6436157 0.143673487 7.74E-05 47.72383219IKPHLMSQELPEDWDKQPVK 2 20070125 4xTMT6plex [N-Term; K2; K16; K20] 0.936 4.725407124 12.76 1 3334.90032 5 667.7865601 1.011749271 0.000674817 67.44949905MDSTANEVEAVK 8 20070125 2xTMT6plex [N-Term; K12] 1.506 1.361 1.404 5.230447769 83.53 0 1751.924971 2 876.4645996 -1.740132312 -0.001524291 44.53301355MDSTANEVEAVK 6 20070125 2xTMT6plex [N-Term; K12]; 1xOxidation [M1] 1.528 1.17 1.315 3.428671837 59.76 0 1767.919886 2 876.4645996 -1.740132312 -0.001524291 44.53301355QFLQAAEAIDDIPFGITSNSDVFSK 5 20070125 2xTMT6plex [N-Term; K25] 100 2.779272795 24.74 0 3171.661416 3 1057.884644 -6.948527301 -0.007346125 102.0472308KSNFAEALAAHK 8 20070125 3xTMT6plex [N-Term; K1; K12] 0.962 0.939 5.733545303 29.79 1 1974.173957 4 494.2992859 0.687429131 0.000339276 45.89288749DHENIVIAK 2 20070125 2xTMT6plex [N-Term; K9] 1.725 4.32727766 53.72 0 1496.883699 2 748.9456787 0.255137975 0.000190956 40.62227972LITLEEEMTK 16 20070125 2xTMT6plex [N-Term; K10] 1.173 1.492 0.529 3.447272301 47.87 0 1664.95448 2 832.9803467 -0.638894719 -0.000531865 87.77469275EADDIVNWLK 19 20070125 2xTMT6plex [N-Term; K10] 1.666 100 3.221 2.943321943 28.99 0 1660.931043 2 830.9685669 -0.713913406 -0.00059288 78.17580054NFEDVAFDEK 6 20070125 2xTMT6plex [N-Term; K10] 1.128 1.413 2.894275904 39.38 0 1671.863023 2 836.434021 -1.350318645 -0.001128774 61.42568801NNFEGEVTK 2 20070125 2xTMT6plex [N-Term; K9] 1.435 3.931926489 52.6 0 1495.815679 2 748.4105835 -1.195673931 -0.000894254 46.39144108YQLDKDGVVLFK 6 20070125 3xTMT6plex [N-Term; K5; K12] 1.058 1.018 3.424921989 10.73 1 2112.267188 3 704.7601929 -0.550511188 -0.000387609 77.21311651ILEFFGLK 6 20070125 2xTMT6plex [N-Term; K8] 1.128 1.197 1.124 3.628854275 47.49 0 1424.891744 2 712.949646 0.190107205 0.000135441 99.27721407DVESDSAK 10 20070125 2xTMT6plex [N-Term; K8] 1.248 1.313 0.943 3.501703501 47.57 0 1308.704731 2 654.855896 -0.165138711 -0.000108059 34.29596067ENLLDFIK 21 20070125 2xTMT6plex [N-Term; K8] 1.058 1.038 1.709 3.50371027 37.51 0 1449.871737 2 725.4388428 -0.916172852 -0.000664167 81.39820539THILLFLPK 2 20070125 2xTMT6plex [N-Term; K9] 0.937 3.284542084 22.27 0 1540.002692 2 770.5050049 0.026795814 2.06E-05 85.69366482SVSDYDGK 8 20070125 2xTMT6plex [N-Term; K8] 1.271 1.192 1.1 3.224518776 36.79 0 1328.709817 2 664.859375 1.246690571 0.000828245 39.60193852QLAPIWDK 4 20070125 2xTMT6plex [N-Term; K8] 0.884 1.017 3.034496307 28.37 0 1428.861507 2 714.9338379 -0.775308695 -0.000553904 69.90008823ALAPEYAK 12 20070125 2xTMT6plex [N-Term; K8] 0.877 0.922 0.884 3.173234224 38.38 0 1320.792759 2 660.9006958 1.026846607 0.000678126 47.29798913IKPHLMSQELPEDWDKQPVK 1 20070125 4xTMT6plex [N-Term; K2; K16; K20]; 1xOxidation [M6] 0.809 2.401572704 1 3350.895235 5 667.7865601 1.011749271 0.000674817 67.44949905KEECPAVR 2 20070125 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 1.22 2.725652695 23.67 1 1446.813905 3 482.9428406 0.043791752 2.11E-05 30.43350238IKPHLMSQELPEDWDK 3 20070125 3xTMT6plex [N-Term; K2; K16] 1.946 2.222138405 3.99 0 2653.46267 3 885.1581421 -1.053943777 -0.0009322 58.8114561IFGGEIK 6 20070125 2xTMT6plex [N-Term; K7] 1.198 1.053 1.251 2.749716043 34.48 0 1221.76073 2 611.3829346 -1.749818374 -0.00106893 60.72323244LKAEGSEIR 2 20070125 2xTMT6plex [N-Term; K2] 0.829 3.196992159 12.35 1 1460.883699 3 487.6330566 0.628237467 0.000305927 24.81980386TLDGFKK 2 20070125 3xTMT6plex [N-Term; K6; K7] 0.496 0.543 1.748498201 1 1495.945126 3 499.3195801 -0.627754059 -0.000313029 37.88233683156766050 AHNAK2 protein AHNAK2 113146 NP_612429.2 21.20793788 1 41 41 157 5795 616.242 5.36 0.87 0.79 0.81 0.82 Significant 0.00085 SAPIQTQPEARPEAELPK 2 156766050 2xTMT6plex [N-Term; K18] 1.102 3.708645582 1.74 0 2420.354944 3 807.4562988 -0.248313011 -0.000200335 51.52220137LEGDLSLAHEDVAGK 2 156766050 2xTMT6plex [N-Term; K15] 1.486 4.182722569 20.02 0 2012.106441 3 671.3729248 -1.103180176 -0.000739905 68.50969979GEEVEGAGWMPGR 2 156766050 1xTMT6plex [N-Term] 0.914 3.597608805 49.38 0 1603.773607 2 802.3893433 -1.369923132 -0.001098523 52.98341171EPTTHAEAQGDEGDGEEGLQR 18 156766050 1xTMT6plex [N-Term] 0.747 1.025 1.131 5.162457466 29.01 0 2455.117069 3 819.0427856 -1.329890313 -0.001088345 27.66318967TLEGQAQETAVAQR 4 156766050 1xTMT6plex [N-Term] 1.047 1.362 2.579658747 37.19 0 1730.923442 2 865.9650269 -0.38422789 -0.000332535 39.19856775GEEVEGAGWMPGREPTTHAEAQGDEGDGEEGLQR 2 156766050 1xTMT6plex [N-Term] 0.952 6.474700451 34.93 1 3810.709902 4 953.4335327 0.629438985 0.000599652 45.81085299SMEDSVDVSAPK 4 156766050 2xTMT6plex [N-Term; K12] 1.062 0.931 4.244821548 60.66 0 1722.898422 2 861.9520874 -0.884500963 -0.000761953 42.49121966LLEGHVPEEAGLK 4 156766050 2xTMT6plex [N-Term; K13] 0.885 0.704 3.213602543 43.82 0 1850.07877 3 617.3649292 0.791667728 0.000488216 55.83356978LPEGPVPEGAGPK 2 156766050 2xTMT6plex [N-Term; K13] 0.78 3.808567286 54.76 0 1705.988892 2 853.4997559 1.959543093 0.001671479 50.16638585LPEGHVPEGAGLK 12 156766050 2xTMT6plex [N-Term; K13] 0.839 0.784 0.8 3.694530725 39.69 0 1762.02634 3 588.0137329 0.173221286 0.00010174 44.51264608SIEASVDVSAPK 2 156766050 2xTMT6plex [N-Term; K12] 0.877 3.159374714 33.09 0 1660.952172 2 830.980835 1.337216033 0.001110526 53.53012133DAHDVSPTSTDTEAQLTVER 2 156766050 1xTMT6plex [N-Term] 0.623 4.353582382 18.3 0 2401.168042 3 801.0601807 -0.854982982 -0.000684319 41.91776294ALVDVSAPK 6 156766050 2xTMT6plex [N-Term; K9] 0.796 0.762 0.734 3.998682976 61.99 0 1357.845523 2 679.4268188 0.617548387 0.000419268 49.06239262LEGDLSLADK 6 156766050 2xTMT6plex [N-Term; K10] 1.692 1.115 1.187 3.45062995 58.56 0 1518.877945 2 759.9434814 1.146583655 0.00087076 48.4619465VQADQVDVK 4 156766050 2xTMT6plex [N-Term; K9] 1.044 0.951 3.666611671 56.09 0 1459.852064 2 730.4291992 -0.645669875 -0.000471291 47.07734796VDPECSVEDSK 4 156766050 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.021 1.189 2.759255409 35.47 0 1722.862037 2 861.9346924 0.041364673 3.56E-05 48.23704491LEGDLSLADKDVTAK 6 156766050 3xTMT6plex [N-Term; K10; K15] 1.058 3.150752068 17.01 1 2262.315989 3 754.7758789 -1.284180134 -0.000968407 60.17413606MPSFGVSAPGK 7 156766050 2xTMT6plex [N-Term; K11] 1.343 1.105 1.58 2.768687725 43.4 0 1535.865606 2 768.43573 -0.926304396 -0.00071134 52.63389705VEADVSLPSMQGDLK 7 156766050 2xTMT6plex [N-Term; K15] 100 100 100 2.471214056 25.94 0 2047.114563 2 1024.063599 2.617301309 0.002678958 70.40715523AEVTAPDVK 2 156766050 2xTMT6plex [N-Term; K9] 0.775 3.834777355 43.26 0 1387.819702 2 694.4130859 -0.581073319 -0.000403212 45.26103359STEDGAELEEQK 2 156766050 2xTMT6plex [N-Term; K12] 2.460518599 25.93 0 1793.916909 2 897.4615479 -0.607462291 -0.000544868 40.21372845MPSFGVSAPGR 2 156766050 1xTMT6plex [N-Term] 0.897 3.623501301 41.68 0 1334.708822 2 667.8585205 0.706053342 0.000471188 63.21889544MSLSSMEVDVQAPR 4 156766050 1xTMT6plex [N-Term] 1.810670257 23.54 0 1778.897821 2 889.9524536 -0.107073849 -9.52E-05 59.61196472SMEASVDVSAPK 2 156766050 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 0.629 2.154412508 33.45 0 1694.903508 2 847.9542847 -1.306961755 -0.001107587 37.08190202LLEGPVPEEVGLK 6 156766050 2xTMT6plex [N-Term; K13] 0.01 100 2.032933235 18.87 0 1838.103922 2 919.5540161 -1.722543214 -0.001583107 68.24418624EGEATATADR 4 156766050 1xTMT6plex [N-Term] 0.265 100 2.786885262 30.19 0 1249.622175 2 625.3143311 -0.631791465 -0.00039475 22.0162988AEVTAPDVEVSLPSVEVDVEAPR 2 156766050 1xTMT6plex [N-Term] 100 2.849928141 14.45 0 2637.382057 2 1319.196777 1.600423226 0.002110464 72.89444604MPLFGASAPGK 2 156766050 2xTMT6plex [N-Term; K11] 0.924 2.177960396 25.7 0 1533.886341 2 767.4470825 0.356570789 0.00027347 65.81898938LPEGPLPK 4 156766050 2xTMT6plex [N-Term; K8] 0.813 0.844 2.916707993 35.35 0 1308.829144 2 654.9180298 -0.276048015 -0.00018065 50.88399233VEVTSPNLDVSLPSMEVDIQAPGAK 2 156766050 2xTMT6plex [N-Term; K25] 100 1.254625201 1.77 0 3054.643323 3 1018.885193 -0.752152208 -0.000765852 86.73743062VSAPGESIEALVDVSELK 2 156766050 2xTMT6plex [N-Term; K18] 1.449258327 2.07 0 2301.295364 2 1151.14978 -1.338273728 -0.001539882 93.62955406MPEMDLK 4 156766050 2xTMT6plex [N-Term; K7] 0.773 0.988 2.169203758 31.55 0 1321.726001 2 661.3668213 0.276046718 0.000182429 66.75657482LEGDLSLAEK 6 156766050 2xTMT6plex [N-Term; K10] 100 1.867257953 18.06 0 1532.893595 2 766.9500122 -0.552560165 -0.000423508 55.57018114LPEGPVPEGAGLK 3 156766050 2xTMT6plex [N-Term; K13] 100 1.860034823 17.19 0 1722.020192 2 861.5145874 0.990653127 0.000852962 56.57878273SMEDSVDVSAPK 2 156766050 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 0.904 1.921901345 34.44 0 1738.893337 2 861.9520874 -0.884500963 -0.000761953 42.49121966LPETQVLPGEIDETPLSKPGHDLASMEDK 2 156766050 3xTMT6plex [N-Term; K18; K29] 1.113545656 4.15 0 3834.044981 4 959.2660522 -0.678718074 -0.000650559 70.39926701DVDPSLSSATAGGSFQDTEK 1 156766050 2xTMT6plex [N-Term; K20] 0.968864381 0 2470.234948 2 1235.620972 -0.113916543 -0.0001407 49.21722356VMVTSAAR 2 156766050 1xTMT6plex [N-Term] 0.178 1.925835848 8.94 0 1063.613131 2 532.3093872 -1.535366469 -0.000816518 32.62403966VEADVSLSSMQGDLK 1 156766050 2xTMT6plex [N-Term; K15] 1.427163243 0 2037.093827 2 1019.050415 -0.134412991 -0.000136906 69.52532249KADDESK 2 156766050 3xTMT6plex [N-Term; K1; K7] 0.821 2.270797253 8.51 1 1479.862184 3 493.9589844 0.14571965 7.19E-05 23.27138489IQAPSADLEVQAGQVDLK 2 156766050 2xTMT6plex [N-Term; K18] 1.068332195 0 2340.317496 2 1170.661255 -0.966951868 -0.001131487 65.08897602ESPGLWGASILK 2 156766050 2xTMT6plex [N-Term; K12] 1.855161071 2.56 0 1716.009628 2 858.5080566 -0.460917431 -0.000395469 71.1346035662241042 EPRS bifunctional glutamate/proline--tRNA ligase 2058 NP_004437.2 29.89417989 1 37 37 166 1512 170.483 7.33 1.17 1.1 1.14 1.14 Significant 0.00032 DQDLEPGAPSMGAK 4 62241042 2xTMT6plex [N-Term; K14] 1.428 1.455 3.619449139 54.86 0 1873.972984 2 937.4852905 -5.16524272 -0.004839763 42.94311878EYIPGQPPLSQSSDSSPTR 6 62241042 1xTMT6plex [N-Term] 1.206 0.979 0.834 3.644447327 49.66 0 2275.140371 2 1138.073486 -0.296458082 -0.000337242 45.98972004AIQGGTSHHLGQNFSK 10 62241042 2xTMT6plex [N-Term; K16] 1.136 1.076 5.872221947 45.16 0 2140.166356 4 535.7973633 0.592217982 0.000316861 34.51446652ERPTPSLNNNCTTSEDSLVLYNR 3 62241042 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 100 4.594260216 21.09 0 2909.426064 3 970.4775391 -2.749769997 -0.002666751 60.55061868SLCIPFKPLCELQPGAK 7 62241042 3xTMT6plex [N-Term; K7; K17]; 2xCarbamidomethyl [C3; C10] 100 1.135 3.502349854 20.1 0 2645.512597 3 882.5083618 -0.780635399 -0.000688394 87.94472037GSQFGQSCCLR 2 62241042 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C8; C9] 1.334 4.404395103 53.35 0 1528.719798 2 764.8632202 -0.41479826 -0.000317055 38.13191559EAPCVLIYIPDGHTK 10 62241042 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 1.657 1.354 100 3.966424942 35.62 0 2171.193482 3 724.4015503 -1.558797556 -0.00112815 70.06689044LTVAENEAETK 4 62241042 2xTMT6plex [N-Term; K11] 1.232 1.137 5.035963535 63.69 0 1662.931437 2 831.9702148 1.032079533 0.000858139 50.63128349AYVDDTPAEQMK 6 62241042 2xTMT6plex [N-Term; K12] 1.062 0.985 1.177 4.51752615 54.27 0 1825.940621 2 913.4729004 -1.148492303 -0.001048539 50.85035394LSSCDSFTSTINELNHCLSLR 4 62241042 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C17] 100 3.225340128 20.44 0 2683.301716 3 895.1043091 -1.245399981 -0.001113928 97.4780669DDVSISVEEGKENILHVSENVIFTDVNSILR 2 62241042 2xTMT6plex [N-Term; K11] 100 6.886179924 10.62 1 3929.090796 4 983.0271606 -1.013888984 -0.000995915 111.074416KEENLADWYSQVITK 6 62241042 3xTMT6plex [N-Term; K1; K15] 0.969 1.646 3.579666615 20.89 1 2511.406201 3 837.8070068 0.106170723 8.89E-05 84.73052038NPEVGLKPVWYSPK 2 62241042 3xTMT6plex [N-Term; K7; K14] 0.752 3.513230801 10.64 0 2301.3574 3 767.7904663 -0.240920519 -0.000184815 74.58626262HEELMLGDPCLK 2 62241042 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.233 3.502443552 19.27 0 1900.007261 3 634.0072021 -0.10955468 -6.94E-05 57.54346273QFIAAQGSSR 4 62241042 1xTMT6plex [N-Term] 1.101 1.22 3.386658192 42.58 0 1293.711265 2 647.359375 0.161202894 0.000104275 35.17961363AALLNQHYQVNFK 6 62241042 2xTMT6plex [N-Term; K13] 1.525 0.643 100 3.229614735 28.42 0 2004.143101 3 668.7183838 -1.248994052 -0.000834388 59.964166AYVDDTPAEQMK 6 62241042 2xTMT6plex [N-Term; K12]; 1xOxidation [M11] 1.081 1.006 2.32 2.450695276 38.49 0 1841.935536 2 913.4729004 -1.148492303 -0.001048539 50.85035394SVVNMEWDK 6 62241042 2xTMT6plex [N-Term; K9] 1.174 1.177 1.33 3.934344053 40.71 0 1565.839785 2 783.4227905 -0.945642924 -0.000740363 61.74723348KPYIWEYSR 2 62241042 2xTMT6plex [N-Term; K1] 0.429 2.680330276 6.68 0 1699.957198 3 567.3238525 -0.113998642 -6.46E-05 62.12321108VAVQGDVVR 5 62241042 1xTMT6plex [N-Term] 1.255 1.233 2.923179626 57.47 0 1171.699638 2 586.3530273 -0.733551904 -0.000429751 40.34498397GMTVEGLK 2 62241042 2xTMT6plex [N-Term; K8] 1.079 3.338900089 41.52 0 1292.764829 2 646.8860474 -0.008759085 -5.66E-06 45.16309486IVQIPFCGEIDCEDWIK 6 62241042 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C7; C12] 1.179 1.372783542 5.01 0 2580.324238 2 1290.66394 -1.408404638 -0.00181707 92.80263031KAPKEDVDAAVK 1 62241042 4xTMT6plex [N-Term; K1; K4; K12] 0.665 4.043897629 2 2187.35187 4 547.5941772 1.375734017 0.000752304 37.6062083EVIPVNVPEAQEEMK 6 62241042 2xTMT6plex [N-Term; K15] 0.987 1.246 1.822 1.997767448 14.93 0 2170.182977 2 1085.592041 -2.843626006 -0.003085594 62.1547795FVELPGAEMGK 11 62241042 2xTMT6plex [N-Term; K11] 0.93 1.135 3.371 2.423526287 25.4 0 1635.918035 2 818.4619751 -0.832489561 -0.000680942 71.08455685SLYDEVAAQGEVVR 2 62241042 1xTMT6plex [N-Term] 1.441792488 12.92 0 1764.932944 2 882.9679565 -2.440746588 -0.002153877 64.97069842GDIIQLQR 2 62241042 1xTMT6plex [N-Term] 1.334 2.246742725 25.24 0 1171.699638 2 586.3529053 -0.941916417 -0.000551822 38.37965907EDVDAAVK 4 62241042 2xTMT6plex [N-Term; K8] 1.495 1.357 3.056947231 50.89 0 1304.746202 2 652.8757935 -1.450179302 -0.000946058 40.94404843VASQGEVVR 4 62241042 1xTMT6plex [N-Term] 0.674 0.618 2.776321411 18.6 0 1173.678902 2 587.3433228 0.397704868 0.000233389 28.56320915NETSAPFK 2 62241042 2xTMT6plex [N-Term; K8] 1.176 3.25224638 18.33 0 1351.762187 2 676.3856812 1.404718009 0.000949422 35.78424388DQVDIAVQELLQLK 5 62241042 2xTMT6plex [N-Term; K14] 100 1.725949883 3.08 0 2070.221077 2 1035.613647 -0.51124884 -0.000529199 110.954763FNHWELK 6 62241042 2xTMT6plex [N-Term; K7] 1.108 1.121 100 2.864031553 28.99 0 1431.814891 3 477.9428711 -0.580472207 -0.000277043 63.75934859IISLDAK 4 62241042 2xTMT6plex [N-Term; K7] 1.22 1.347 2.886656046 35.44 0 1217.786945 2 609.3965454 -0.928651512 -0.00056545 59.41308117WDVSTTK 6 62241042 2xTMT6plex [N-Term; K7] 1.117 1.311 1.235 2.644314528 32.57 0 1294.740723 2 647.8737183 -0.435026529 -0.000281623 44.54724117VIDPVAPR 2 62241042 1xTMT6plex [N-Term] 1.318 2.836269379 37.96 0 1095.67236 2 548.3399658 0.269031725 0.000147385 46.53155253NLQMWEEMK 2 62241042 2xTMT6plex [N-Term; K9] 1.338200569 4.49 0 1666.869705 2 833.9390869 0.715195748 0.000596069 59.38156151YYTLFGR 2 62241042 1xTMT6plex [N-Term] 0.801 2.546047211 11.56 0 1148.630161 2 574.8184814 -0.413387521 -0.000237415 73.11017034LNLNNTVLSK 2 62241042 2xTMT6plex [N-Term; K10] 1.179154038 0.85 0 1573.967763 2 787.4866333 -1.126349903 -0.000886419 56.7983859754607035 ITGB4 integrin beta-4 isoform 1 precursor 3691 NP_000204.3 24.25905598 1 33 33 152 1822 202.039 6.09 0.98 1.02 0.84 0.95 Significant 0.0033 ALEHVDGTHVCQLPEDQK 10 54607035 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 0.895 0.867 100 5.802583218 40.25 0 2534.307342 4 634.3326416 0.550105438 0.000348534 40.67375572VAPGYYTLTADQDAR 6 54607035 1xTMT6plex [N-Term] 1.003 1.342 0.867 4.027351856 57.38 0 1869.954408 2 935.4805298 -0.33421119 -0.00031248 61.37085238GNIHLKPSFSDGLK 8 54607035 3xTMT6plex [N-Term; K6; K14] 0.926 0.941 1.023 5.733614445 30.19 0 2200.305699 4 550.8270264 -8.827555762 -0.00485583 48.75667204RPMSIPIIPDIPIVDAQSGEDYDSFLMYSDDVLR 2 54607035 1xTMT6plex [N-Term] 0.586 4.92018795 21.41 0 4097.044885 4 1025.016724 0.04393441 4.50E-05 105.2840621EAIINLATQPK 6 54607035 2xTMT6plex [N-Term; K11] 1.188 1.254 1.204 4.027685165 49.42 0 1656.009628 2 828.5080566 -0.477617241 -0.000395469 63.55494792DYSTLTSVSSHDSR 2 54607035 1xTMT6plex [N-Term] 1.552 4.526274204 57.57 0 1783.865987 3 595.2938232 0.521152693 0.000309889 44.77540351ISGNLDAPEGGFDAILQTAVCTR 2 54607035 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 100 3.044923306 13.29 0 2634.339481 3 878.7850952 0.474955692 0.000417065 95.26761373GECQCGHCVCYGEGR 2 54607035 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C3; C5; C8; C10] 1.114 5.6650033 41.06 0 2057.82475 3 686.6134644 0.529387357 0.000363129 24.41201044SCVQCQAWGTGEK 2 54607035 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C2; C5] 100 3.570192814 38.4 0 1968.967188 2 984.9876099 0.383651169 0.000377698 41.63580726



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms DVVSFEQPEFSVSR 12 54607035 1xTMT6plex [N-Term] 0.949 1.304 1.431 3.375471354 31.26 0 1854.943509 2 927.9750977 -0.318170067 -0.000295094 63.26128382DYIPVEGELLFQPGEAWK 8 54607035 2xTMT6plex [N-Term; K18] 100 100 2.542590857 12.41 0 2549.369197 3 850.4608765 -0.439789368 -0.000373728 93.02556053QEVEENLNEVYR 6 54607035 1xTMT6plex [N-Term] 100 100 1.924 2.876338959 34.65 0 1750.880909 2 875.9446411 0.626522659 0.000548483 45.26684128VPSVELTNLYPYCDYEMK 7 54607035 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C13] 1.164 1.208 100 3.458784342 23.34 0 2679.345033 3 893.7866821 0.171727311 0.000153372 87.10402399ENLMASDHLDTPMLR 6 54607035 1xTMT6plex [N-Term] 0.62 2.727230072 14.3 0 1971.982948 3 657.9995728 0.617349009 0.000405801 61.74165504LVFSALGPTSLR 6 54607035 1xTMT6plex [N-Term] 1.605 1.025 100 3.033428907 44.79 0 1489.89398 2 745.449707 -1.236804447 -0.000921354 72.13781883LTAGVPDTPTR 6 54607035 1xTMT6plex [N-Term] 1.413 1.45 1.482 3.083515644 30.29 0 1356.768445 2 678.8868408 -1.503778616 -0.00102014 33.6208412VLSTSSTLTR 2 54607035 1xTMT6plex [N-Term] 0.576 3.128142834 22.72 0 1293.757546 2 647.3825073 0.148218218 9.59E-05 46.07069627YWIQGDSESEAHLLDSK 6 54607035 2xTMT6plex [N-Term; K17] 100 100 2.697555542 24.03 0 2436.244725 3 812.7521973 -1.102735327 -0.000895511 61.47428161NVISLTEDVDEFR 4 54607035 1xTMT6plex [N-Term] 0.588 2.6584692 25.87 0 1765.91696 2 883.4627075 0.667431759 0.000589315 90.91888547HVTQEFVSR 4 54607035 1xTMT6plex [N-Term] 1.043 0.563 3.530586958 30.89 0 1331.726915 2 666.3667603 -0.503858696 -0.000335501 39.79120961FHVQLSNPK 2 54607035 2xTMT6plex [N-Term; K9] 1.084 2.853810072 25.66 0 1527.904769 3 509.9725037 -1.185272609 -0.000603661 45.59689406VPLFIRPEDDDEKQLLVEAIDVPAGTATLGR 2 54607035 2xTMT6plex [N-Term; K13] 100 3.303365946 6.89 1 3836.120974 4 959.7836304 -2.159156523 -0.002070696 98.1512018VSVPQTDMRPEK 3 54607035 2xTMT6plex [N-Term; K12] 0.763 0.204 3.390877485 14.98 0 1845.030439 3 615.6815796 -0.13755354 -8.46E-05 43.85170126QLLVEAIDVPAGTATLGR 6 54607035 1xTMT6plex [N-Term] 100 1.840528131 19.53 0 2053.18547 2 1027.093018 -3.268990477 -0.003355922 77.07683238TCEECNFK 2 54607035 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C2; C5] 1.356 3.383579254 36.95 0 1545.744171 2 773.3754272 -0.383613164 -0.000296484 40.16735049LLELQEVDSLLR 5 54607035 1xTMT6plex [N-Term] 1.128 100 1.668421507 14.73 0 1656.973353 2 828.9899902 -0.391491661 -0.000324346 104.7834087VDKDCAYCTDEMFR 2 54607035 2xTMT6plex [N-Term; K3]; 2xCarbamidomethyl [C5; C8]; 1xOxidation [M12] 0.913 2.794120073 20.77 1 2284.044846 3 762.0199585 0.208541563 0.000158773 41.13296479VDKDCAYCTDEMFR 2 54607035 2xTMT6plex [N-Term; K3]; 2xCarbamidomethyl [C5; C8] 1.42 2.446503639 14.45 1 2268.049931 3 762.0199585 0.208541563 0.000158773 41.13296479MLLIENLR 4 54607035 1xTMT6plex [N-Term] 0.764 100 2.348928928 41.11 0 1230.744145 2 615.8757324 0.035168764 2.16E-05 67.55920329AEEVVVR 6 54607035 1xTMT6plex [N-Term] 0.793 0.883 0.851 3.107688665 39.75 0 1030.609426 2 515.8082275 -0.239840495 -0.000123591 34.67629646VPLFIRPEDDDEK 2 54607035 2xTMT6plex [N-Term; K13] 100 1.307963252 6.01 0 2031.116277 3 677.710083 -0.286313772 -0.000193846 57.12805214VSVPQTDMRPEK 4 54607035 2xTMT6plex [N-Term; K12]; 1xOxidation [M8] 0.835 0.833 3.136384964 8.01 0 1861.025354 3 615.6815796 -0.13755354 -8.46E-05 43.85170126LTVPGLSENVPYK 1 54607035 2xTMT6plex [N-Term; K13] 100 1.093720555 2.6 0 1875.099171 2 938.0529175 -0.326622225 -0.000306225 75.38847998YEGQFCEYDNFQCPR 2 54607035 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C13] 1.553435802 0 2241.953105 2 1121.479004 -1.058620493 -0.001186689 54.62090677VLVDNPK 2 54607035 2xTMT6plex [N-Term; K7] 1.119 2.979705811 32.02 0 1242.782194 2 621.8948364 0.162668538 0.000101081 46.878850764758304 PDIA4 protein disulfide-isomerase A4 precursor 9601 NP_004902.1 45.73643411 1 27 27 199 645 72.887 5.07 0.982 0.976 0.977 0.98 Non-Significant 1 IDATSASVLASR 8 4758304 1xTMT6plex [N-Term] 1.036 0.975 0.913 4.421196461 62.02 0 1419.800474 2 710.4039307 0.078220938 5.55E-05 45.98369001MDATANDVPSDR 4 4758304 1xTMT6plex [N-Term] 1.175 1.077 3.698279142 39.17 0 1520.721237 2 760.8641968 -0.078952874 -6.00E-05 33.50292533GESDPAYQQYQDAANNLR 12 4758304 1xTMT6plex [N-Term] 1.246 1.178 1.087 4.941523552 59.07 0 2269.068268 2 1135.037354 -0.369230297 -0.000418904 48.90688898DLGLSESGEDVNAAILDESGK 7 4758304 2xTMT6plex [N-Term; K21] 100 100 100 4.032012939 47.52 0 2577.329577 3 859.7810059 -0.431610255 -0.000370801 70.32416404SHMMDVQGSTQDSAIK 10 4758304 2xTMT6plex [N-Term; K16] 1.146 1.284 1.185 6.018318176 49.26 0 2193.104409 3 737.0387573 1.084167032 0.000798344 33.5306797SHMMDVQGSTQDSAIK 12 4758304 2xTMT6plex [N-Term; K16]; 1xOxidation [M] 1.182 1.226 1.41 5.852294445 56.65 0 2209.099324 3 737.0387573 1.084167032 0.000798344 33.5306797SHMMDVQGSTQDSAIK 6 4758304 2xTMT6plex [N-Term; K16]; 2xOxidation [M3; M4] 0.986 1.342 3.855423689 33.44 0 2225.094239 3 737.0387573 1.084167032 0.000798344 33.5306797DFPEYTFAIADEEDYAGEVK 10 4758304 2xTMT6plex [N-Term; K20] 1.031 4.551457882 47.28 0 2767.339079 3 923.1173096 -0.615511513 -0.000567776 92.56767748VDATAETDLAK 6 4758304 2xTMT6plex [N-Term; K11] 0.852 0.762 0.881 4.143276691 73.87 0 1591.894323 2 796.4506226 -0.222717556 -0.000177271 43.15385538RFDVSGYPTLK 5 4758304 2xTMT6plex [N-Term; K11] 0.646 0.507 3.69617486 16.66 1 1741.004877 3 581.0067139 0.408833756 0.000237261 62.47994349VSQGQLVVMQPEK 4 4758304 2xTMT6plex [N-Term; K13] 0.868 3.052822113 35.8 0 1901.09304 2 951.0477295 -2.554943669 -0.002428593 62.84983735GQAVDYEGSR 4 4758304 1xTMT6plex [N-Term] 1.038 0.897 3.832004547 65.81 0 1310.653809 2 655.8307495 0.315051492 0.000206462 26.52469095DLGLSESGEDVNAAILDESGKK 4 4758304 3xTMT6plex [N-Term; K21; K22] 1.166 2.889901638 14.83 1 2934.587472 3 978.8676147 0.279186867 0.000273099 76.02224368QLEPVYNSLAK 6 4758304 2xTMT6plex [N-Term; K11] 1.081 0.01 1.014 3.171114922 35.91 0 1720.004542 2 860.506897 1.148325638 0.000987563 60.52070428TFDSIVMDPK 7 4758304 2xTMT6plex [N-Term; K10] 1.032 100 1.061 2.839670181 39.8 0 1610.886401 2 805.9462891 -0.682521747 -0.000549732 66.98913641VEGFPTIYFAPSGDK 6 4758304 2xTMT6plex [N-Term; K15] 3.267 100 100 2.414637566 26.73 0 2086.126114 2 1043.566406 -0.27700147 -0.00028893 77.27926031DKDPPIPVAK 6 4758304 3xTMT6plex [N-Term; K2; K10] 0.873 0.934 0.898 2.66905427 30.63 1 1767.098332 3 589.7042847 -0.017738738 -1.04E-05 49.76713069MDATANDVPSDR 2 4758304 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.318 2.413214207 30.49 0 1536.716152 2 760.8641968 -0.078952874 -6.00E-05 33.50292533FDVSGYPTIK 16 4758304 2xTMT6plex [N-Term; K10] 0.731 0.911 2.745783806 28.84 0 1584.903766 2 792.9556885 0.211194605 0.000167362 74.96107223EVSQPDWTPPPEVTLVLTK 6 4758304 2xTMT6plex [N-Term; K19] 100 2.434645653 9.23 0 2594.448176 2 1297.72644 -0.991201385 -0.00128581 86.70702967FIEEHATK 12 4758304 2xTMT6plex [N-Term; K8] 0.886 0.915 0.886 3.93857193 46.37 0 1432.820036 2 716.913208 -0.625796927 -0.000448327 38.33631759TQEEIVAK 6 4758304 2xTMT6plex [N-Term; K8] 0.963 0.949 1.022 3.481130123 43.74 0 1375.819702 2 688.413269 -0.319964936 -0.000220107 39.53892403QFAPEYEK 6 4758304 2xTMT6plex [N-Term; K8] 0.785 0.914 0.929 3.070252895 32.35 0 1469.804052 2 735.4059448 0.381961417 0.000280704 45.09105069SPPIPLAK 4 4758304 2xTMT6plex [N-Term; K8] 0.908 2.984713793 44.99 0 1280.83423 2 640.9212646 0.798719187 0.000511513 55.164747FAMEPEEFDSDTLR 5 4758304 1xTMT6plex [N-Term] 100 100 1.733335018 2.1 0 1915.89451 2 958.4494019 -1.556797124 -0.00149133 66.11034805VEGFPTIYFAPSGDKK 2 4758304 3xTMT6plex [N-Term; K15; K16] 0.344 2.395638943 10.23 1 2443.384009 3 815.1334229 0.698459465 0.000568868 75.98031994DLEHLSK 8 4758304 2xTMT6plex [N-Term; K7] 0.868 0.833 3.199472666 40.45 0 1299.767272 2 650.3873901 0.17804221 0.000115707 33.48467131EFVTAFK 8 4758304 2xTMT6plex [N-Term; K7] 0.828 0.99 0.524 3.03629899 38.55 0 1299.771295 2 650.3895264 0.370122326 0.000240537 72.15009665QVQEFLK 4 4758304 2xTMT6plex [N-Term; K7] 1.03 1.015 3.463392019 32.9 0 1349.819308 2 675.4140625 1.141308315 0.00077028 55.87094181AATQFWR 3 4758304 1xTMT6plex [N-Term] 1.298 1.331 2.279090881 23.44 0 1108.610094 2 554.8082886 -0.716078237 -0.000396926 45.3055265341399285 HSPD1 60 kDa heat shock protein, mitochondrial 3329 NP_955472.1 51.48342059 1 26 26 326 573 61.016 5.87 0.73 0.93 0.85 0.84 Significant 0.0048 ALMLQGVDLLADAVAVTMGPK 18 41399285 2xTMT6plex [N-Term; K21] 0.686 100 3.863496065 46.74 0 2571.465423 3 863.1584473 0.174254604 0.000150292 112.0912294ALMLQGVDLLADAVAVTMGPK 13 41399285 2xTMT6plex [N-Term; K21]; 1xOxidation [M] 0.971 1.195 4.077415466 56.98 0 2587.460338 3 863.1584473 0.174254604 0.000150292 112.0912294ALMLQGVDLLADAVAVTMGPK 2 41399285 2xTMT6plex [N-Term; K21]; 2xOxidation [M3; M18] 0.93 4.611672401 38.27 0 2603.455253 3 863.1584473 0.174254604 0.000150292 112.0912294IMQSSSEVGYDAMAGDFVNMVEK 12 41399285 2xTMT6plex [N-Term; K23] 1.088 1.537 1.095 4.756359577 48.45 0 2966.434987 3 989.4818115 -1.383883249 -0.0013684 97.35254469TLNDELEIIEGMK 4 41399285 2xTMT6plex [N-Term; K13] 0.468 1.821 3.118083 57.31 0 1963.0822 2 982.0435791 -1.18101365 -0.001159213 107.2819969KPLVIIAEDVDGEALSTLVLNR 101 41399285 2xTMT6plex [N-Term; K1] 0.827 0.83 0.779 7.153730869 84.81 0 2823.659565 4 706.6704102 0.086864225 6.13E-05 105.2102835IQEIIEQLDVTTSEYEK 9 41399285 2xTMT6plex [N-Term; K17] 1.053 1.017 1.23 4.311676979 48.22 0 2496.348521 3 832.7874756 -0.259519928 -0.000215951 108.7874244KISSIQSIVPALEIANAHR 2 41399285 2xTMT6plex [N-Term; K1] 0.591 4.026110172 39.28 1 2505.491712 4 627.1280518 -0.532964744 -0.000333835 81.26611353ISSIQSIVPALEIANAHR 6 41399285 1xTMT6plex [N-Term] 3.505 3.784864902 43.24 0 2148.233818 3 716.7489014 -0.775836608 -0.000555559 94.63800722VGGTSDVEVNEK 12 41399285 2xTMT6plex [N-Term; K12] 2.028 1.715 1.739 4.718378067 62.68 0 1691.9216 2 846.4642944 -0.17028733 -0.000144056 37.80843286GVMLAVDAVIAELKK 4 41399285 3xTMT6plex [N-Term; K14; K15] 0.406 5.009722233 49.95 1 2244.396822 3 748.8030396 -1.00547623 -0.000752229 113.0784348GYISPYFINTSK 10 41399285 2xTMT6plex [N-Term; K12] 0.522 0.694 0.609 2.946767092 45.7 0 1848.030757 2 924.5183716 -0.698243756 -0.000645188 62.63089938AAVEEGIVLGGGCALLR 18 41399285 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.013 0.599 1.064 2.844613314 39.81 0 1914.067998 2 957.5362549 -1.444595687 -0.001382527 77.47528826EIGNIISDAMK 10 41399285 2xTMT6plex [N-Term; K11] 1.379 0.807 1.489 3.190019846 45.37 0 1648.934414 2 824.9717407 1.086201669 0.000895538 78.94988645LSDGVAVLK 12 41399285 2xTMT6plex [N-Term; K9] 1.071 1.125 0.825 3.773132324 54.2 0 1359.861173 2 680.4342041 -0.030162546 -2.05E-05 57.93783433VGLQVVAVK 10 41399285 2xTMT6plex [N-Term; K9] 1.842 1.135 0.918 3.646413803 52.09 0 1370.913543 2 685.9598999 -0.743566447 -0.000509683 54.13428412GVMLAVDAVIAELK 2 41399285 2xTMT6plex [N-Term; K14] 2.436344147 26.33 0 1887.138927 2 944.0718994 -1.274374579 -0.001202461 112.6616524VTDALNATR 6 41399285 1xTMT6plex [N-Term] 1.195 0.767 1.104 3.659813643 52.27 0 1189.673817 2 595.340332 -0.360827896 -0.000214634 34.8957084DPGMGAMGGMGGGMGGGMF 6 41399285 1xTMT6plex [N-Term] 0.504 2.498749018 26.83 0 1903.783067 2 952.3950195 -0.160200763 -0.000152494 81.87922589VGEVIVTK 6 41399285 2xTMT6plex [N-Term; K8] 2.143 1.865 1.919 3.331897497 39.27 0 1302.839709 2 651.923584 0.140031616 9.12E-05 45.23790857IMQSSSEVGYDAMAGDFVNMVEK 4 41399285 2xTMT6plex [N-Term; K23]; 1xOxidation [M2] 1.826237917 12.04 0 2982.429902 3 989.4818115 -1.383883249 -0.0013684 97.35254469IPAMTIAK 8 41399285 2xTMT6plex [N-Term; K8] 0.825 0.847 0.68 2.645531893 51.82 0 1302.82195 2 651.9150391 0.653270387 0.000425548 68.82441878IGIEIIK 12 41399285 2xTMT6plex [N-Term; K7] 1.313 100 100 2.524600744 29.45 0 1243.838981 2 622.4230957 -0.052976109 -3.29E-05 68.0688176GANPVEIR 4 41399285 1xTMT6plex [N-Term] 0.656 0.629 2.701686144 35.1 0 1084.631224 2 542.8192139 -0.066921939 -3.63E-05 35.31363276CEFQDAYVLLSEK 4 41399285 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C1] 1.771952868 7.76 0 2060.077449 2 1030.538452 -3.79675683 -0.003910807 81.48382813IQEIIEQLDVTTSEYEKEK 2 41399285 3xTMT6plex [N-Term; K17; K19] 1.335618496 1.17 1 2982.649009 3 994.8883057 0.454097074 0.000451471 107.4815112IPAMTIAK 3 41399285 2xTMT6plex [N-Term; K8]; 1xOxidation [M4] 0.933 0.771 1.605599642 25.53 0 1318.816865 2 651.9150391 0.653270387 0.000425548 68.82441878GIIDPTK 16 41399285 2xTMT6plex [N-Term; K7] 0.407 0.751 0.764 3.055323124 34.41 0 1201.755645 2 601.3812866 -0.28987408 -0.000174179 39.31969783DDAMLLK 4 41399285 2xTMT6plex [N-Term; K7] 0.946 1.334 2.892309904 35.57 0 1263.73828 2 632.3728638 0.134979738 8.53E-05 60.43306863KGVITVK 6 41399285 3xTMT6plex [N-Term; K1; K7] 1.102 1.222 1.163 3.392436266 16.37 1 1431.986597 3 477.9994507 -1.95406104 -0.00093273 38.2059354524430192 KRT16 keratin, type I cytoskeletal 16 3868 NP_005548.2 57.50528541 1 12 24 794 473 51.236 5.05 0.15 0.16 0.15 0.15 Significant 0.00047 ASLENSLEETK 70 24430192 2xTMT6plex [N-Term; K11] 0.749 0.681 0.749 5.134794235 76.83 0 1678.926351 2 839.9658203 -1.183723752 -0.000993693 47.08874863LLEGEDAHLSSQQASGQSYSSR 16 24430192 1xTMT6plex [N-Term] 0.154 0.154 0.164 6.98848629 55.93 0 2579.253503 3 860.4223022 -0.445521046 -0.000383037 42.90414471EVFTSSSSSSSR 8 24430192 1xTMT6plex [N-Term] 0.291 0.156 0.136 4.103929043 49.84 0 1489.733182 2 745.3706055 0.50508877 0.000376224 31.87676555ALEEANADLEVK 217 24430192 2xTMT6plex [N-Term; K12] 0.606 0.627 0.555 5.218453407 90.06 0 1759.984201 2 880.4959717 0.264854295 0.00023307 51.10169088APSTYGGGLSVSSR 33 24430192 1xTMT6plex [N-Term] 0.122 0.17 0.151 5.101079464 73.67 0 1567.827751 2 784.4176025 0.113206393 8.87E-05 39.32741745ISSVLAGGSCR 12 24430192 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.724 0.759 0.837 4.074535847 52.1 0 1335.725201 2 668.3656616 -0.863948522 -0.000576999 54.83568128TDLEMQIEGLKEELAYLR 4 24430192 2xTMT6plex [N-Term; K11] 0.097 3.244133711 15.08 1 2609.42606 3 870.4790649 -1.310102568 -0.001139539 107.4413753ASLENSLEETKGR 10 24430192 2xTMT6plex [N-Term; K11] 0.24 0.184 0.187 5.08894968 44.04 1 1892.048926 3 631.3532104 -2.033743573 -0.001282647 42.91752663GSCGIGGGIGGGSSR 158 24430192 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.79 0.779 0.729 5.403667927 114.21 0 1507.748455 2 754.3773193 -0.724980431 -0.000546544 34.52531152EVASNSELVQSSR 14 24430192 1xTMT6plex [N-Term] 0.174 0.191 0.159 4.630272865 67.19 0 1634.854694 2 817.9337158 3.340419577 0.00273055 37.57481686TDLEMQIEGLK 4 24430192 2xTMT6plex [N-Term; K11] 0.859 0.946 3.609122753 47.74 0 1734.971193 2 867.9890747 -0.18463473 -0.000160168 84.89662329KNHEEEMLALR 10 24430192 2xTMT6plex [N-Term; K1] 0.154 0.157 0.14 4.461184502 36.34 1 1828.015124 4 457.755249 -8.72936227 -0.003989352 39.33718614EQSSSSFSQGQSS 16 24430192 1xTMT6plex [N-Term] 0.29 0.174 0.147 3.914475679 91.27 0 1574.713175 2 787.8604126 0.237462491 0.000186968 25.81596347QFTSSSSMK 25 24430192 2xTMT6plex [N-Term; K9] 0.795 0.786 0.734 4.360666752 55.43 0 1460.781936 2 730.8937378 -1.189078274 -0.000868492 32.92057792LEQEIATYR 30 24430192 1xTMT6plex [N-Term] 0.873 0.965 0.895 3.989738941 51.78 0 1351.741896 2 676.3740845 -0.742660038 -0.000501942 59.56020918TKYEHELALR 8 24430192 2xTMT6plex [N-Term; K2] 0.111 0.127 4.536514282 35.06 1 1718.000126 4 430.2549133 -1.339988079 -0.000575525 42.531178VLDELTLAR 31 24430192 1xTMT6plex [N-Term] 0.836 0.802 0.88 3.858995199 41.24 0 1258.756818 2 629.8816528 -0.626805691 -0.000394498 67.98248171DAETWFLSK 6 24430192 2xTMT6plex [N-Term; K9] 0.01 0.071 0.053 3.16270256 39.24 0 1554.856815 2 777.9315186 -0.678480883 -0.00052747 73.64595038VTMQNLNDR 14 24430192 1xTMT6plex [N-Term] 0.936 0.83 0.827 3.519829035 42.79 0 1319.6939 2 660.3503418 -0.373735341 -0.000246608 33.03499222DQYEQMAEK 2 24430192 2xTMT6plex [N-Term; K9] 0.184 3.637370825 19.88 0 1599.808879 2 808.4052734 -0.324077095 -0.000261823 40.96076906TDLEMQIEGLKEELAYLR 3 24430192 2xTMT6plex [N-Term; K11]; 1xOxidation [M5] 0.01 1.901996136 8.53 1 2625.420975 3 870.4790649 -1.310102568 -0.001139539 107.4413753GQTGGDVNVEMDAAPGVDLSR 6 24430192 1xTMT6plex [N-Term] 2.080275774 15.83 0 2317.129154 2 1159.067139 -0.929234457 -0.001076578 57.51182137IIAATIENAQPILQIDNAR 3 24430192 1xTMT6plex [N-Term] 0.01 1.652011037 4.43 0 2293.307711 2 1147.155029 -2.149160458 -0.002464343 92.5114333LASYLDK 51 24430192 2xTMT6plex [N-Term; K7] 0.689 0.687 0.676 3.160550594 38.22 0 1267.76621 2 634.3873291 0.924415808 0.000585972 69.69252583QFTSSSSMK 6 24430192 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 0.776 0.751 2.715188742 36.34 0 1476.776851 2 730.8937378 -1.189078274 -0.000868492 32.92057792DQYEQMAEK 6 24430192 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.288 0.163 0.191 2.740729094 37.52 0 1615.803794 2 808.4052734 -0.324077095 -0.000261823 40.96076906VTMQNLNDR 12 24430192 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.775 0.76 0.858 2.103149652 31.21 0 1335.688815 2 660.3503418 -0.373735341 -0.000246608 33.03499222DYSPYFK 18 24430192 2xTMT6plex [N-Term; K7] 0.722 0.787 0.802 3.307164431 35.13 0 1377.745474 2 689.37677 0.572848235 0.00039462 55.89878755KNHEEEMLALR 1 24430192 2xTMT6plex [N-Term; K1]; 1xOxidation [M7] 0.439 1.488894701 2.49 1 1844.010039 4 457.755249 -8.72936227 -0.003989352 39.337186144503529 EIF4A1 eukaryotic initiation factor 4A-I isoform 1 1973 NP_001407.1 54.67980296 1 11 21 254 406 46.125 5.48 1.56 1.56 1.63 1.59 Significant 0.00022 GIYAYGFEKPSAIQQR 15 4503529 2xTMT6plex [N-Term; K9] 0.768 1.343 1.252 4.605382919 27.73 0 2286.264673 3 762.7591553 -0.769923845 -0.00058675 52.2933608LQMEAPHIIVGTPGR 14 4503529 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.318 1.285 1.292 5.121593475 56.45 0 1864.031219 3 622.0153198 0.100487939 6.24E-05 43.82215091LNSNTQVVLLSATMPSDVLEVTK 2 4503529 2xTMT6plex [N-Term; K23] 3.062567472 22.55 0 2917.63203 3 973.2163696 0.865635794 0.000841869 92.46886584MFVLDEADEMLSR 13 4503529 1xTMT6plex [N-Term] 100 1.237 1.319 4.445526123 50.89 0 1784.876023 2 892.9421387 0.547771239 0.000488852 96.36472649GIDVQQVSLVINYDLPTNR 21 4503529 1xTMT6plex [N-Term] 1.745 100 3.956655025 51.42 0 2373.29754 3 791.7715454 1.071555684 0.000847707 88.83460315DFTVSAMHGDMDQK 19 4503529 2xTMT6plex [N-Term; K14]; 1xOxidation [M] 1.21 1.173 1.36 4.941544056 57.63 0 2055.987982 3 686.0009155 0.102574545 7.03E-05 40.04894543DFTVSAMHGDMDQK 5 4503529 2xTMT6plex [N-Term; K14] 1.642 4.169080257 36.63 0 2039.993067 3 686.0009155 0.102574545 7.03E-05 40.04894543GVAINMVTEEDKR 10 4503529 2xTMT6plex [N-Term; K12] 1.298 1.265 1.366 5.95613575 53.87 1 1920.062468 3 640.6918335 -0.791860548 -0.000506807 51.8518046GYDVIAQAQSGTGK 19 4503529 2xTMT6plex [N-Term; K14] 1.448 1.49 4.311146736 84.58 0 1853.016898 2 927.0126343 0.59052062 0.000547122 54.90388901LQMEAPHIIVGTPGR 20 4503529 1xTMT6plex [N-Term] 1.282 4.438 100 5.159289837 48.08 0 1848.036304 3 622.0153198 0.100487939 6.24E-05 43.82215091ATQALVLAPTR 8 4503529 1xTMT6plex [N-Term] 2.324 1.731 1.756 4.659785271 56.32 0 1369.836465 2 685.421936 0.095004269 6.51E-05 52.50863259VLITTDLLAR 7 4503529 1xTMT6plex [N-Term] 1.338 100 3.460241795 31.03 0 1343.845967 2 672.4265137 -0.161213603 -0.000108323 86.46727257GFKDQIYDIFQK 10 4503529 3xTMT6plex [N-Term; K3; K12] 0.919 0.947 1.153 3.868040085 20.17 1 2189.257352 3 730.4254761 2.066094538 0.001507738 87.63870692GVAINMVTEEDKR 6 4503529 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 1.503 1.218 1.104 3.625261784 39.03 1 1936.057383 3 640.6918335 -0.791860548 -0.000506807 51.8518046KEELTLEGIR 16 4503529 2xTMT6plex [N-Term; K1] 2.563 2.577 2.434 4.118234634 48.11 1 1645.988892 2 823.498291 0.251077788 0.000206636 49.42540259KGVAINMVTEEDKR 9 4503529 3xTMT6plex [N-Term; K1; K13] 1.739 1.668 1.576 4.687574863 16.78 2 2277.320363 4 570.085144 -0.709749999 -0.000404082 43.78714909DIETFYNTSIEEMPLNVADLI 10 4503529 1xTMT6plex [N-Term] 100 2.447560549 30.68 0 2656.326516 2 1328.665527 -1.030777837 -0.001369041 112.6740116DQIYDIFQK 10 4503529 2xTMT6plex [N-Term; K9] 4.24 100 1.74 3.062594414 26.08 0 1627.909579 2 814.4573975 -1.266002824 -0.001030469 73.11595901KGVAINMVTEEDKR 2 4503529 3xTMT6plex [N-Term; K1; K13]; 1xOxidation [M7] 1.715 3.327445984 9.54 2 2293.315278 4 570.085144 -0.709749999 -0.000404082 43.78714909KVDWLTEK 5 4503529 3xTMT6plex [N-Term; K1; K8] 1.637 0.957 2.848537683 19.42 1 1706.045568 3 569.3540039 1.107929815 0.00063006 57.89528673QFYINVER 6 4503529 1xTMT6plex [N-Term] 2.369 1.856 2.9047575 35.2 0 1297.710202 2 649.3590088 0.415137466 0.000269364 63.88641699EELTLEGIR 8 4503529 1xTMT6plex [N-Term] 1.177 2.207 3.307424068 37.61 0 1288.730997 2 644.8657227 -5.298613531 -0.003414244 51.6572586DFTVSAMHGDMDQK 3 4503529 2xTMT6plex [N-Term; K14]; 2xOxidation [M7; M11] 1.164 2.071088791 12.06 0 2071.982897 3 686.0009155 0.102574545 7.03E-05 40.04894543VDWLTEK 6 4503529 2xTMT6plex [N-Term; K7] 100 100 100 2.119421959 25.85 0 1348.787673 2 674.8964233 -1.559378362 -0.001051635 60.49206049AIIPCIK 8 4503529 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.838 0.991 2.736866951 31.64 0 1272.811386 2 636.9108887 2.447074079 0.001557332 64.34632447VFDMLNR 6 4503529 1xTMT6plex [N-Term] 1.629 1.038 100 2.142726898 33.45 0 1123.613131 2 562.3103638 0.284874797 0.000160045 75.2738122411321601 PFKP ATP-dependent 6-phosphofructokinase, platelet type isoform 1 5214 NP_002618.1 41.96428571 1 23 26 174 784 85.542 7.55 1.08 1.02 1.16 1.09 Significant 0.0014 AIGVLTSGGDAQGMNAAVR 2 11321601 1xTMT6plex [N-Term]; 1xOxidation [M14] 1 2.686554909 51.99 0 2033.064704 2 1017.03009 -5.803886082 -0.005899838 45.07123468AIGVLTSGGDAQGMNAAVR 6 11321601 1xTMT6plex [N-Term] 1.463 1.433 1.286 3.306869507 50.04 0 2017.069789 2 1017.03009 -5.803886082 -0.005899838 45.07123468EIGWTDVGGWTGQGGSILGTK 11 11321601 2xTMT6plex [N-Term; K21] 0.969 1.595 1.173 3.707212687 54.19 0 2577.371323 3 859.7949219 -0.430731494 -0.000370052 88.6937911NVLGHMQQGGAPSPFDR 8 11321601 1xTMT6plex [N-Term] 1.013 1.03 4.288109779 38.56 0 2040.028258 3 680.6795654 -2.017261732 -0.001371757 47.35193304NVIFQPVAELK 13 11321601 2xTMT6plex [N-Term; K11] 1.124 0.553 100 4.777285099 54.01 0 1716.046013 2 858.5266113 -0.039092046 -3.35E-05 91.28071132DLQSNVEHLTEK 8 11321601 2xTMT6plex [N-Term; K12] 1.379 1.254 1.373 4.229029655 59.56 0 1871.027462 3 624.3468628 -0.762800719 -0.00047574 60.20124853EWSGLLEELAR 7 11321601 1xTMT6plex [N-Term] 2.104 1.05 100 3.500356913 52.61 0 1531.831774 2 766.418396 -1.4743119 -0.001129199 95.78391065IIEVVDAIMTTAQSHQR 4 11321601 1xTMT6plex [N-Term] 100 1.466 3.941409349 53.78 0 2141.158604 3 714.3903809 -0.940776583 -0.000671451 106.7956318GITNLCVIGGDGSLTGANLFR 12 11321601 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.078 1.273 0.814 4.95896244 75.38 0 2364.254295 3 788.7549438 -1.69900803 -0.001338962 92.75215869EKHEEFCVPMVMVPATVSNNVPGSDFSIGADTALNTITDTCDR 2 11321601 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C7; C41] 3.405872822 4.41 1 5183.483416 4 1296.613403 -9.961000086 -0.01290817 95.32059502KNVLGHMQQGGAPSPFDR 2 11321601 2xTMT6plex [N-Term; K1] 0.922 5.523940086 46.33 1 2397.286153 4 600.0721436 -8.096209634 -0.004852233 45.81367877FTTDDSICVLGISK 6 11321601 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 100 2.799215555 29.07 0 2014.093099 2 1007.549744 -0.441223553 -0.000444333 81.96818363SFAGNLNTYK 6 11321601 2xTMT6plex [N-Term; K10] 1.092 1.05 4.635148048 51.42 0 1572.878613 2 786.9418335 -1.413407108 -0.001111559 59.29805916ASYDVSDSGQLEHVQPWSV 4 11321601 1xTMT6plex [N-Term] 1.087 3.771356344 15.09 0 2333.12472 3 778.3790894 -0.859638397 -0.000668548 72.70218791KFLEHLSGAGK 8 11321601 3xTMT6plex [N-Term; K1; K11] 0.82 0.808 4.787765503 27.95 1 1874.146679 4 469.2923279 0.428138014 0.000200598 46.26119735MLAIYDGFDGFAK 6 11321601 2xTMT6plex [N-Term; K13] 0.882 0.99 1.865 3.000424862 36.21 0 1906.018478 2 953.5118408 -1.087428794 -0.00103633 94.31634949FLEHLSGAGK 6 11321601 2xTMT6plex [N-Term; K10] 1.264 1.083 1.235 3.330709934 44.74 0 1516.888784 2 758.9490356 1.32533056 0.00100519 53.8589218YLEEIATQMR 6 11321601 1xTMT6plex [N-Term] 1.551 100 0.899 2.792491674 34.36 0 1482.782381 2 741.8948975 0.092745825 6.88E-05 65.15189267ELVVTQLGYDTR 6 11321601 1xTMT6plex [N-Term] 1.512 1.849 1.504 2.889024734 48.06 0 1622.895102 2 811.9506226 -0.698592787 -0.000566871 61.62804728MGIYVGAK 6 11321601 2xTMT6plex [N-Term; K8] 2.115 1.297 2.159 3.461037636 43.8 0 1296.775 2 648.8919067 1.184960045 0.000768313 54.77149996TFVLEVMGR 6 11321601 1xTMT6plex [N-Term] 100 2.397 3.18615365 32.92 0 1280.723409 2 640.8654175 0.116231917 7.44E-05 80.6583597AMEWITAK 12 11321601 2xTMT6plex [N-Term; K8] 0.97 1.282 1.373 3.664726734 49.02 0 1407.807029 2 704.406311 -1.195568464 -0.000841565 67.89400727KFTTDDSICVLGISK 6 11321601 3xTMT6plex [N-Term; K1; K15]; 1xCarbamidomethyl [C9] 1.175 0.906 2.546264887 13.28 1 2371.350994 3 791.1238403 2.519001239 0.001991145 70.95327071VTILGHVQR 15 11321601 1xTMT6plex [N-Term] 1.152 1.148 1.288 3.896427155 46.93 0 1251.773471 3 417.9295654 0.53670179 0.000223943 39.82064318LPDDQIPK 3 11321601 2xTMT6plex [N-Term; K8] 0.982 2.953701973 33.7 0 1383.824787 2 692.4094238 -9.550373626 -0.006608022 47.37100971IKELVVTQLGYDTR 2 11321601 2xTMT6plex [N-Term; K2] 0.662 2.527071476 4.81 1 2093.237061 3 698.4157104 -2.141674456 -0.001494344 73.0394768NESCSENYTTDFIYQLYSEEGK 1 11321601 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C4] 1.616515756 0 3135.450497 3 1045.81958 -2.01234739 -0.002103205 88.94174441372466572 KRT8 keratin, type II cytoskeletal 8 isoform 1 3856 NP_001243211.1 55.57729941 1 22 31 332 511 56.573 5.43 0.99 0.96 0.98 0.98 Significant 0.000082 AEAESMYQIK 14 372466572 2xTMT6plex [N-Term; K10] 0.95 0.86 0.959 4.734941483 53.54 0 1627.876565 2 814.442749 1.017820952 0.000828443 52.272465LESGMQNMSIHTK 6 372466572 2xTMT6plex [N-Term; K13] 1.118 1.082 1.138 4.733989716 50.44 0 1934.023974 3 645.3473511 1.823282805 0.001175424 50.11237886ASLEAAIADAEQR 11 372466572 1xTMT6plex [N-Term] 0.827 0.836 1.383 3.505609751 46.2 0 1573.838316 2 787.4234619 0.846070471 0.000665789 71.71015982LKLEAELGNMQGLVEDFK 6 372466572 3xTMT6plex [N-Term; K2; K18] 0.728 100 100 4.426811695 31.77 1 2721.546399 3 907.8530884 -0.619975938 -0.000562431 96.06526693GGLGGGYGGASGMGGITAVTVNQSLLSPLVLEVDPNIQAVR 5 372466572 1xTMT6plex [N-Term] 1.745 8.51291275 69.6 0 4154.211707 4 1039.308228 -0.150960951 -0.000156781 103.493293GGLGGGYGGASGMGGITAVTVNQSLLSPLVLEVDPNIQAVR 4 372466572 1xTMT6plex [N-Term]; 1xOxidation [M13] 0.483 5.543060303 36.04 0 4170.206622 4 1039.308228 -0.150960951 -0.000156781 103.493293LESGMQNMSIHTK 6 372466572 2xTMT6plex [N-Term; K13]; 1xOxidation [M5] 1.137 0.997 3.721143007 48.46 0 1950.018889 3 645.3473511 1.823282805 0.001175424 50.11237886LEAELGNMQGLVEDFK 4 372466572 2xTMT6plex [N-Term; K16] 100 100 2.198619843 14.83 0 2251.20444 2 1126.105469 -0.346219111 -0.000389705 96.76309259QLETLGQEK 8 372466572 2xTMT6plex [N-Term; K9] 1.346 1.159 1.423 4.399294376 47.12 0 1503.878279 2 752.4431763 0.529829491 0.0003984 43.87114589LQAEIEGLK 12 372466572 2xTMT6plex [N-Term; K9] 1.373 0.903 0.585 4.262069702 56.75 0 1458.893201 2 729.9500122 -0.310616251 -0.000226578 69.17444547EYQELMNVK 41 372466572 2xTMT6plex [N-Term; K9] 0.687 0.716 0.615 4.131864071 49.21 0 1611.88165 2 806.4436646 -0.991051941 -0.000798729 52.61948067LEGLTDEINFLR 6 372466572 1xTMT6plex [N-Term] 100 0.541 2.640158892 32.98 0 1648.910752 2 824.9580688 -1.146953942 -0.000945612 91.33029209TEMENEFVLIK 4 372466572 2xTMT6plex [N-Term; K11] 100 2.54099369 17.83 0 1811.002493 2 906.0048828 -0.002344006 -2.12E-06 87.34203738SNMDNMFESYINNLR 10 372466572 1xTMT6plex [N-Term] 0.274 0.466 2.313309431 11.59 0 2076.968026 2 1038.98645 -1.156498003 -0.001201005 93.70660838YEELQSLAGK 8 372466572 2xTMT6plex [N-Term; K10] 1.213 100 0.572 3.640323639 36.1 0 1595.904494 2 798.4541626 -2.158816333 -0.001722632 58.52629961DVDEAYMNKVELESR 2 372466572 2xTMT6plex [N-Term; K9] 2.983228445 15.71 1 2256.158218 3 752.7244263 0.22481517 0.000169073 62.19474375AQYEDIANR 10 372466572 1xTMT6plex [N-Term] 0.937 0.973 0.906 3.406784534 44.59 0 1308.674545 2 654.842041 1.727298249 0.001130236 39.59057787EYQELMNVK 24 372466572 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.61 0.666 0.646 2.821333647 41.8 0 1627.876565 2 806.4436646 -0.991051941 -0.000798729 52.61948067AEAESMYQIK 16 372466572 2xTMT6plex [N-Term; K10]; 1xOxidation [M6] 0.753 0.959 0.865 2.679849863 43.51 0 1643.87148 2 814.442749 1.017820952 0.000828443 52.272465QLYEEEIR 6 372466572 1xTMT6plex [N-Term] 1.405 1.125 1.179 3.494765997 54.65 0 1308.699697 2 654.8536987 0.32381832 0.00021189 49.15633951KDVDEAYMNK 6 372466572 3xTMT6plex [N-Term; K1; K10] 1.008 0.842 0.879 3.726412296 10.14 1 1900.04531 3 634.0187988 -1.824659447 -0.001155645 41.30673479LALDIEIATYR 8 372466572 1xTMT6plex [N-Term] 3.505 2.008917332 16.81 0 1506.87291 2 753.9402466 0.203218241 0.000153112 85.16699517NKYEDEINK 12 372466572 3xTMT6plex [N-Term; K2; K9] 0.918 0.83 0.912 3.587960243 28.5 1 1840.041939 2 920.526123 1.646768851 0.001515062 36.94344344WSLLQQQK 4 372466572 2xTMT6plex [N-Term; K8] 0.811 1.615 3.43593502 37.49 0 1488.89387 2 744.9501343 -0.589535178 -0.000438878 73.24977514FASFIDK 41 372466572 2xTMT6plex [N-Term; K7] 0.677 0.84 0.69 3.288649321 38.52 0 1285.755645 2 643.3812866 -0.27093625 -0.000174179 75.39418814LLEGEESR 6 372466572 1xTMT6plex [N-Term] 1.498 1.484 1.512 3.487635136 41 0 1161.631283 2 581.3189697 -0.534039401 -0.000310178 40.15125271KLLEGEESR 14 372466572 2xTMT6plex [N-Term; K1] 0.985 0.987 0.995 3.586319447 34.85 1 1518.889178 2 759.9478149 -0.543085828 -0.000412444 38.7728649TKTEISEMNR 5 372466572 2xTMT6plex [N-Term; K2]; 1xOxidation [M8] 0.76 0.749 1.940837979 15.34 1 1682.914741 3 561.6427612 -0.600653479 -0.00033695 28.47368186SNMDNMFESYINNLRR 2 372466572 1xTMT6plex [N-Term] 0.677 1.820988894 11.08 1 2233.069137 3 745.0274658 -0.578812828 -0.000430843 95.47611688FLEQQNK 19 372466572 2xTMT6plex [N-Term; K7] 0.833 0.763 0.782 2.620012999 32.3 0 1364.793821 2 682.9000854 -0.679261254 -0.000463526 39.10866059YEDEINKR 6 372466572 2xTMT6plex [N-Term; K7] 1.059 1.134 1.172 3.56978035 27.49 1 1524.842228 3 508.9517822 -0.940779502 -0.00047818 33.28155655ISSSSFSR 2 372466572 1xTMT6plex [N-Term] 0.594 2.338689089 16.3 0 1099.594504 2 550.3001709 -1.308330589 -0.000719317 40.51034848YEDEINK 4 372466572 2xTMT6plex [N-Term; K7] 1.202 0.999 3.350680113 32.52 0 1368.741117 2 684.8745117 0.46013632 0.000314904 42.23766616TEISEMNR 2 372466572 1xTMT6plex [N-Term] 0.797 2.316627264 17.93 0 1208.614253 2 604.8109131 0.245431389 0.000148316 35.86927433LSELEAALQR 2 372466572 1xTMT6plex [N-Term] 0.666 2.303794146 24.18 0 1358.784095 2 679.8966675 1.444659931 0.00098149 85.22516519157419138 LAMC2 laminin subunit gamma-2 isoform a precursor 3918 NP_005553.2 30.25984912 1 28 28 214 1193 130.892 6.19 0.76 0.83 0.8 0.8 Significant 0.00065 ALHEGVGSGSGSPDGAVVQGLVEK 8 157419138 2xTMT6plex [N-Term; K24] 0.766 0.551 0.636 6.634297371 43.72 0 2708.461928 3 903.493103 1.043954874 0.000942504 59.58998133EATQAEIEADR 16 157419138 1xTMT6plex [N-Term] 0.713 0.845 0.733 4.596095085 73.21 0 1461.738267 2 731.3733521 0.793720455 0.000580106 33.66010661LAESHVESASNMEQLTR 10 157419138 1xTMT6plex [N-Term] 0.697 0.756 0.463 5.118054867 54.98 0 2131.065097 2 1066.035889 -0.279886452 -0.000298228 43.76241619LAESHVESASNMEQLTR 9 157419138 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.706 0.794 1.091 4.293376446 48.72 0 2147.060012 2 1066.035889 -0.279886452 -0.000298228 43.76241619ELEFDTNMDAVQMVITEAQK 8 157419138 2xTMT6plex [N-Term; K20] 0.584 3.362851381 38.05 0 2770.404338 3 924.1394043 -0.244996503 -0.000226246 103.4142623AQGGDGVVPDTELEGR 10 157419138 1xTMT6plex [N-Term] 0.939 0.784 0.829 4.59032917 59.67 0 1828.923836 2 914.9645996 -1.046200619 -0.000956711 40.45186837HPSAHDVILEGAGLR 8 157419138 1xTMT6plex [N-Term] 0.743 0.83 0.94 4.479968071 29.01 0 1800.991797 3 601.0018921 -0.37397198 -0.000224507 48.89101581



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms SDGTCVCKPGFGGPNCEHGAFSCPACYNQVK 2 157419138 3xTMT6plex [N-Term; K8; K31]; 5xCarbamidomethyl [C5; C7; C16; C23; C26] 0.979 5.571975708 5.78 0 4148.911242 4 1037.980225 -2.934100488 -0.003043331 57.13337524CIHNTAGIYCDQCK 6 157419138 2xTMT6plex [N-Term; K14]; 3xCarbamidomethyl [C1; C10; C13] 0.751 0.76 0.79 5.994043827 49.33 0 2198.055685 3 733.3566284 -0.160763031 -0.000117789 35.64511377ALGSAAADAQR 10 157419138 1xTMT6plex [N-Term] 0.871 0.886 0.686 3.871039152 72.79 0 1259.690529 2 630.3483276 -0.913491477 -0.000575358 32.23893068DAQISEGASR 18 157419138 1xTMT6plex [N-Term] 0.981 0.751 0.944 3.839276791 45.61 0 1262.653809 2 631.8309937 0.713738541 0.000450602 22.05973118LDPVYFVAPAK 10 157419138 2xTMT6plex [N-Term; K11] 1.094 1.401 100 2.578656912 30.67 0 1677.998 2 839.5020752 -0.671377066 -0.000563285 77.88053496GHLHLLETSIDGILADVK 5 157419138 2xTMT6plex [N-Term; K18] 0.01 3.226207256 16.66 0 2389.385516 3 797.133667 0.3898896 0.000310532 100.6188056GQFCQDCASGYK 6 157419138 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C4; C7] 0.564 0.955 0.986 4.376398087 46.46 0 1878.887875 2 939.9489136 1.424096921 0.001337859 38.98746869IQMDQFMQQLQR 2 157419138 1xTMT6plex [N-Term] 0.521 3.433360338 29.05 0 1794.919225 2 897.9624634 -0.877556029 -0.000787571 85.57100237SSAEYSVHK 8 157419138 2xTMT6plex [N-Term; K9] 1.049 1.001 0.974 3.513200283 28.77 0 1465.805114 3 489.2721252 -2.245685696 -0.001097246 31.74440629KAEAEEAMK 12 157419138 3xTMT6plex [N-Term; K1; K9] 0.741 0.788 0.767 4.499897003 41.33 1 1693.976168 2 847.4910889 -0.747918211 -0.000633478 29.62787462EFDLQVDNR 4 157419138 1xTMT6plex [N-Term] 0.751 0.658 3.606615543 47.11 0 1364.70076 2 682.8532104 -1.183689209 -0.000807691 47.69659999ITAPLMPLGK 9 157419138 2xTMT6plex [N-Term; K10] 0.977 100 3.593619823 35.15 0 1498.943128 2 749.9754639 0.348928765 0.000261512 71.73079873SLGLQLAK 4 157419138 2xTMT6plex [N-Term; K8] 100 0.549 2.830124855 35.98 0 1287.840043 2 644.4235229 -0.212760555 -0.000137001 53.2980203EVEGELER 14 157419138 1xTMT6plex [N-Term] 0.705 0.839 0.691 3.134763956 43.15 0 1189.626198 2 595.3174438 1.188007893 0.000706643 23.92261424MEALISK 6 157419138 2xTMT6plex [N-Term; K7] 0.99 100 0.832 2.650589943 35.29 0 1249.759016 2 625.3833618 0.345036769 0.000215606 67.13538313TLPCGLTK 2 157419138 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.031 3.110946655 40 0 1347.807029 2 674.4066772 -0.705603838 -0.000475509 56.10242276KAEAEEAMK 6 157419138 3xTMT6plex [N-Term; K1; K9]; 1xOxidation [M8] 0.682 0.84 0.767 2.826029062 24.77 1 1709.971083 2 847.4910889 -0.747918211 -0.000633478 29.62787462LQGVSDQSFQVEEAK 3 157419138 2xTMT6plex [N-Term; K15] 1.529310822 0 2123.138469 2 1062.073242 0.347845895 0.000369262 52.81746708LSYISQK 6 157419138 2xTMT6plex [N-Term; K7] 2.69 0.694 0.682 3.141523123 37.16 0 1296.792759 2 648.8996582 -0.554401422 -0.000359472 47.99941ADSLSSLVTR 2 157419138 1xTMT6plex [N-Term] 100 1.90486443 22.69 0 1277.726246 2 639.3671265 0.571452367 0.00036508 63.56335953LNEHPSNNWSPQLSYFEYR 5 157419138 1xTMT6plex [N-Term] 100 100 2.203936815 5.6 0 2610.257466 3 870.7568359 -0.579003228 -0.000503782 65.70551642ETEDYSK 4 157419138 2xTMT6plex [N-Term; K7] 0.769 0.644 3.063319206 38.89 0 1329.693832 2 665.3502197 -0.503594781 -0.000334813 34.44472195ITSTFHQDVDGWK 1 157419138 2xTMT6plex [N-Term; K13] 100 1.812754512 0 1992.059097 3 664.692627 2.123817201 0.001410256 46.009138747519639 MAP4 microtubule-associated protein 4 isoform 1 4134 NP_002366.2 37.84722222 1 33 33 158 1152 120.93 5.43 0.91 0.85 0.96 0.91 Significant 0.0012 GISEDSHLESLQDVGQSAAPTFMISPETVTGTGK 4 47519639 2xTMT6plex [N-Term; K34] 3.598942518 17.55 0 3947.994847 4 987.7543945 0.228266509 0.000225299 75.16441665TTTAAAVASTGPSSR 4 47519639 1xTMT6plex [N-Term] 1.078 1.285 5.274697781 50.98 0 1606.859779 2 803.9335327 0.005905735 4.74E-06 32.91047296DFIATLEAEAFDDVVGETVGK 23 47519639 2xTMT6plex [N-Term; K21] 1.65 0.622 100 4.188511848 49.57 0 2684.407099 3 895.4767456 3.198012109 0.002861589 113.4978464LATNTSAPDLK 2 47519639 2xTMT6plex [N-Term; K11] 1.106 4.34843111 60.77 0 1588.931043 2 794.9697876 0.790245315 0.000627823 50.97264082QPAPTTIGGLNK 2 47519639 2xTMT6plex [N-Term; K12] 0.921 4.119069099 62.19 0 1654.989227 2 827.9979858 -0.321120104 -0.000265725 51.42903101TTTLSGTAPAAGVVPSR 4 47519639 1xTMT6plex [N-Term] 1.332 1.678 5.125453472 73.71 0 1815.017343 2 908.0128174 0.559568 0.000507813 43.08116652WPTETDVSSAK 4 47519639 2xTMT6plex [N-Term; K11] 0.867 0.93 4.107738495 67.88 0 1678.905222 2 839.9552612 -1.17709388 -0.000988115 52.7418409VGSLDNVGHLPAGGAVK 2 47519639 2xTMT6plex [N-Term; K17] 3.057774305 34.32 0 2049.185694 3 683.7340698 0.957420629 0.000653978 49.2824867DMQPSMESDMALVK 6 47519639 2xTMT6plex [N-Term; K14] 0.604 1.812 3.219146729 45.77 0 2040.02159 2 1020.511963 -2.422140419 -0.002470609 72.1252231TAGPIASAQK 2 47519639 2xTMT6plex [N-Term; K10] 0.902 4.211065769 59.62 0 1401.846585 2 701.4273682 0.623868642 0.000437284 37.48095536KPMSLASGLVPAAPPK 10 47519639 3xTMT6plex [N-Term; K1; K16] 100 1.642 0.81 3.085367441 18.55 0 2251.381506 3 751.1304932 -2.034376581 -0.001526719 62.67131873EIEMASEERPPAQALEIMMGLK 4 47519639 2xTMT6plex [N-Term; K22] 2.508090496 8.6 0 2931.539392 3 977.850708 -0.621269688 -0.000607092 89.70724213EAQTLDSQIQETSI 6 47519639 1xTMT6plex [N-Term] 100 100 1.798 2.760778189 47.56 0 1791.917354 2 896.4612427 -1.196996297 -0.001072459 57.67432917DMAQLPETEIAPAK 4 47519639 2xTMT6plex [N-Term; K14] 0.851 2.331669092 30.43 0 1972.082534 2 986.5462646 1.378389001 0.001359148 62.88591619ATPMPSRPSTTPFIDK 6 47519639 2xTMT6plex [N-Term; K16] 0.702 0.762 0.73 4.250996113 18.71 0 2204.214945 3 735.4096069 -0.307551321 -0.00022597 49.07622996KPESNAVTK 6 47519639 3xTMT6plex [N-Term; K1; K9] 0.901 0.859 0.917 3.506406784 27.2 0 1661.020082 3 554.3453979 0.938458044 0.000519599 30.30604971ASPSKPASAPASR 5 47519639 2xTMT6plex [N-Term; K5] 0.835 0.771 0.825 2.456891537 6.59 0 1684.974639 3 562.3302612 0.944460154 0.000530464 25.25482649DMEIAQTQK 4 47519639 2xTMT6plex [N-Term; K9] 1.39 1.249 4.243049145 44.72 0 1521.8347 2 761.4191895 -2.363905719 -0.001798737 48.26017127GISEDSHLESLQDVGQSAAPTFMISPETVTGTGK 2 47519639 2xTMT6plex [N-Term; K34]; 1xOxidation [M23] 100 2.277569532 1.86 0 3963.989762 4 987.7543945 0.228266509 0.000225299 75.16441665DVPPLSETEATPVPIKDMEIAQTQK 4 47519639 3xTMT6plex [N-Term; K16; K25] 100 1.814306259 1.67 1 3424.885233 3 1142.298828 -0.964214791 -0.001100775 67.94065067DMTLPPETNVILTK 4 47519639 2xTMT6plex [N-Term; K14] 1.770143151 7.4 0 2030.160785 2 1015.582336 -1.669054226 -0.001694224 78.49640111ETEMALAK 2 47519639 2xTMT6plex [N-Term; K8] 1.178 3.222363949 39.34 0 1350.770309 2 675.8887939 0.001910484 1.29E-06 52.88848342KPTSAKPSSTTPR 2 47519639 3xTMT6plex [N-Term; K1; K6] 1.107 0.838 1.714425206 0 2045.2322 4 512.0630493 -0.895866188 -0.000458064 25.76384591DMELPTEK 2 47519639 2xTMT6plex [N-Term; K8] 1.046 3.858893156 36.43 0 1420.775788 2 710.8915405 0.011602596 8.24E-06 57.2136934TQPTSLPK 4 47519639 2xTMT6plex [N-Term; K8] 1.085 0.865 2.961080313 41.19 0 1329.814222 2 665.4102173 -0.800464959 -0.000532235 42.72321546DMSPLSETEMALGK 8 47519639 2xTMT6plex [N-Term; K14] 1.699096918 6.88 0 1967.022971 2 984.0144043 -0.731367285 -0.000719308 71.73415122SVPADLSRPK 6 47519639 2xTMT6plex [N-Term; K10] 0.716 0.638 4.083506584 30.31 0 1527.925898 3 509.9797668 -0.753147055 -0.000383584 39.30429536TDYIPLLDVDEK 8 47519639 2xTMT6plex [N-Term; K12] 100 100 1.311766148 4.89 0 1879.046466 2 940.0258179 -1.12149851 -0.001053674 83.70119287NVVLPTETEVAPAK 4 47519639 2xTMT6plex [N-Term; K14] 1.63346386 6.86 0 1926.131199 2 963.5687866 -0.468565076 -0.000451259 52.3780378DVTPPPETEVVLIK 3 47519639 2xTMT6plex [N-Term; K14] 1.501614809 0.78 0 1995.177815 2 998.0910034 -1.546094809 -0.001542367 77.05710112DVAPSTVK 2 47519639 2xTMT6plex [N-Term; K8] 0.855 2.972631216 34.68 0 1274.772023 2 637.8905029 1.338254483 0.000852985 35.85578782SPSTLLPK 3 47519639 2xTMT6plex [N-Term; K8] 0.648 0.862 2.807126522 21.74 0 1300.824059 2 650.9159546 0.441035576 0.000286855 54.06533779STQTVAK 2 47519639 2xTMT6plex [N-Term; K7] 100 2.557650089 27.98 0 1192.730158 2 596.8682861 -0.723419601 -0.000431422 31.57579791DMALATK 4 47519639 2xTMT6plex [N-Term; K7] 0.835 0.895 2.335586071 40.51 0 1207.712066 2 604.3599854 0.520374966 0.000314232 48.894019334505763 PGK1 phosphoglycerate kinase 1 5230 NP_000282.1 60.91127098 1 19 23 201 417 44.586 8.1 0.79 0.83 0.78 0.8 Significant 0.00036 AHSSMVGVNLPQK 16 4505763 2xTMT6plex [N-Term; K13] 0.847 0.822 0.707 5.146076679 60.29 0 1826.035859 2 913.5223389 0.844471026 0.000771017 44.03779052AHSSMVGVNLPQK 2 4505763 2xTMT6plex [N-Term; K13]; 1xOxidation [M5] 0.813 4.562518597 32.95 0 1842.030774 2 913.5223389 0.844471026 0.000771017 44.03779052ALESPERPFLAILGGAK 10 4505763 2xTMT6plex [N-Term; K17] 0.986 0.788 4.077908993 30.89 0 2227.321459 3 743.112854 1.144572872 0.000849777 94.57647299ACANPAAGSVILLENLR 12 4505763 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.826 0.875 5.128544331 83.83 0 1998.100361 3 666.7039795 -1.489261248 -0.000991898 88.6864657ITLPVDFVTADK 6 4505763 2xTMT6plex [N-Term; K12] 0.861 1.237 100 3.295405626 67.11 0 1777.051158 2 889.027832 -1.559081452 -0.001385284 92.69944246VLNNMEIGTSLFDEEGAK 2 4505763 2xTMT6plex [N-Term; K18]; 1xOxidation [M5] 1.154 4.254588604 46 0 2441.263412 3 809.0940552 -0.364789572 -0.000294904 89.59542812VLNNMEIGTSLFDEEGAK 9 4505763 2xTMT6plex [N-Term; K18] 0.91 0.987 3.586721182 51.32 0 2425.268497 3 809.0940552 -0.364789572 -0.000294904 89.59542812GCITIIGGGDTATCCAK 10 4505763 2xTMT6plex [N-Term; K17]; 3xCarbamidomethyl [C2; C14; C15] 0.802 0.651 0.697 5.172567368 81.55 0 2213.112866 3 738.375 -1.093071229 -0.000806363 55.77800754SVVLMSHLGRPDGVPMPDK 7 4505763 2xTMT6plex [N-Term; K19] 1.066 0.584 1.133 3.816208124 23.51 0 2493.372191 3 831.7947388 -1.013884495 -0.000842664 62.67240003SVVLMSHLGRPDGVPMPDKYSLEPVAVELK 2 4505763 3xTMT6plex [N-Term; K19; K30] 0.52 4.292109489 16.77 1 3951.205462 5 791.0463257 -0.744102543 -0.00058802 80.02353781YSLEPVAVELK 10 4505763 2xTMT6plex [N-Term; K11] 1.442 1.38 0.904 4.454042435 46.36 0 1706.014044 2 853.5112915 0.739810916 0.000631064 79.73405122LGDVYVNDAFGTAHR 8 4505763 1xTMT6plex [N-Term] 1.085 1.506 1.088 2.689470053 45.39 0 1863.955077 3 621.9897461 -0.210100959 -0.00013054 54.15234591VSHVSTGGGASLELLEGK 2 4505763 2xTMT6plex [N-Term; K18] 2.696338892 18.62 0 2199.238518 3 733.7507935 -0.313958173 -0.000230156 69.09001014IQLINNMLDK 6 4505763 2xTMT6plex [N-Term; K10] 0.738 0.595 1.296 2.849335194 31.33 0 1659.986784 2 830.4962158 -0.981139965 -0.00081434 85.31110815VLPGVDALSNI 12 4505763 1xTMT6plex [N-Term] 0.751 0.769 0.717 2.495146751 52.93 0 1326.783033 2 663.895874 1.084327158 0.000719333 85.20708143DCVGPEVEK 11 4505763 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.85 0.795 0.853 4.08728075 36.71 0 1490.792501 2 745.8999634 0.100092945 7.46E-05 46.41326157FHVEEEGK 20 4505763 2xTMT6plex [N-Term; K8] 0.81 0.844 0.818 3.318857431 38.03 0 1432.783651 2 716.8949585 -0.705031644 -0.000505079 36.93286401KELNYFAK 9 4505763 3xTMT6plex [N-Term; K1; K8] 0.64 0.692 0.736 4.12903738 31.47 1 1700.035004 3 567.3491821 -1.182618756 -0.000670164 48.17199312VDFNVPMK 8 4505763 2xTMT6plex [N-Term; K8] 0.83 1.012 1.723 2.499948978 22.86 0 1407.807029 2 704.4065552 -0.848730269 -0.000597424 57.96455976ELNYFAK 8 4505763 2xTMT6plex [N-Term; K7] 0.965 0.862 0.821 3.442087173 31.24 0 1342.777109 2 671.8917236 -0.698570425 -0.000469012 54.9566895KYAEAVTR 4 4505763 2xTMT6plex [N-Term; K1] 0.757 0.724 2.918698072 11.99 1 1395.83602 3 465.949585 -1.303052193 -0.000606282 29.13319987ALMDEVVK 4 4505763 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 0.733 0.68 2.422395468 31.94 0 1378.801609 2 689.9047852 0.496432914 0.000342241 48.19782136LTLDKLDVK 6 4505763 3xTMT6plex [N-Term; K5; K9] 0.44 0.01 2.440541029 13.31 1 1732.118733 2 866.5627441 -0.301092956 -0.000260764 72.59953558QIVWNGPVGVFEWEAFAR 5 4505763 1xTMT6plex [N-Term] 1.241 0.725 1.361490965 2.25 0 2334.223253 2 1167.613647 -1.385714979 -0.001617284 115.2600452VDFNVPMK 8 4505763 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.43 0.291 1.642998815 19.1 0 1423.801944 2 704.4065552 -0.848730269 -0.000597424 57.96455976YAEAVTR 4 4505763 1xTMT6plex [N-Term] 0.849 0.767 2.455535412 26.78 0 1038.578126 2 519.7927856 0.162865998 8.46E-05 29.24112163167466173 HSPA1B heat shock 70 kDa protein 1B 3304 NP_005337.2 58.97035881 1 12 27 243 641 70.009 5.66 0.78 0.8 0.78 0.79 Significant 0.000072 HWPFQVINDGDKPK 7 167466173 3xTMT6plex [N-Term; K12; K14] 0.744 0.582 4.894096851 23.71 0 2368.338062 4 592.8397827 -0.321174851 -0.000190163 61.17611875SINPDEAVAYGAAVQAAILMGDK 17 167466173 2xTMT6plex [N-Term; K23] 1.141 100 1.246 4.268444061 46.61 0 2762.479887 3 921.4978638 -0.307166546 -0.000282847 103.8219879KFGDPVVQSDMK 12 167466173 3xTMT6plex [N-Term; K1; K12] 0.862 0.791 0.825 4.354756832 42.15 1 2038.161009 3 680.0578613 -0.970411865 -0.000659285 46.45603367EIAEAYLGYPVTNAVITVPAYFNDSQR 8 167466173 1xTMT6plex [N-Term] 100 2.873129845 22.68 0 3230.65711 3 1077.557251 0.027885871 3.00E-05 101.2171436ATAGDTHLGGEDFDNR 12 167466173 1xTMT6plex [N-Term] 0.833 0.876 0.851 4.630966663 42.42 0 1904.893598 3 635.637146 1.725155822 0.001095413 25.28270071AQIHDLVLVGGSTR 22 167466173 1xTMT6plex [N-Term] 0.669 0.727 0.71 4.355434895 44.35 0 1694.975084 3 565.657959 -9.298176135 -0.005253392 48.28515852DAGVIAGLNVLR 10 167466173 1xTMT6plex [N-Term] 0.861 0.989 4.103200912 66.89 0 1426.857929 2 713.932312 -0.407606497 -0.000290798 81.84942328AAAIGIDLGTTYSCVGVFQHGK 5 167466173 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C14] 0.601 2.371686697 21.4 0 2723.459092 3 908.4904175 -0.878577028 -0.00079759 72.23880389ELEQVCNPIISGLYQGAGGPGPGGFGAQGPK 14 167466173 2xTMT6plex [N-Term; K31]; 1xCarbamidomethyl [C6] 1.324 1.098 0.947 4.078817844 31.31 0 3513.820059 4 879.2102051 -0.304007457 -0.000267057 87.95289896VEILANDQGNR 48 167466173 1xTMT6plex [N-Term] 1.325 1.311 1.289 4.071812153 54.4 0 1457.790972 2 729.3981323 -1.360662537 -0.000991781 36.49181231TTPSYVAFTDTER 12 167466173 1xTMT6plex [N-Term] 1.291 1.404 4.477664471 71.19 0 1716.864196 2 858.9349365 -0.931671316 -0.000799777 51.60226222CQEVISWLDANTLAEKDEFEHK 2 167466173 3xTMT6plex [N-Term; K16; K22]; 1xCarbamidomethyl [C1] 100 1.726743579 8.22 1 3349.734153 4 838.1873779 -1.931822334 -0.001617773 84.99288223GGSGSGPTIEEVD 2 167466173 1xTMT6plex [N-Term] 1.07 2.797777414 51.07 0 1433.695734 2 717.3513184 -0.260621024 -0.000186826 45.44502049SAVEDEGLK 6 167466173 2xTMT6plex [N-Term; K9] 0.86 0.781 0.858 4.60304594 51.89 0 1405.793881 2 703.3964233 -5.911791498 -0.00415538 38.16214034SINPDEAVAYGAAVQAAILMGDK 13 167466173 2xTMT6plex [N-Term; K23]; 1xOxidation [M20] 1.826 2.541149616 26.48 0 2778.474802 3 921.4978638 -0.307166546 -0.000282847 103.8219879FEELCSDLFR 8 167466173 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.094 100 100 2.418096066 26.37 0 1544.761646 2 772.8834839 -1.265228566 -0.000977238 79.20910163LVNHFVEEFK 12 167466173 2xTMT6plex [N-Term; K10] 1.088 1.041 0.841 2.882869244 26.65 0 1719.983413 3 573.9990234 -0.520829151 -0.000298606 63.51970602AFYPEEISSMVLTK 10 167466173 2xTMT6plex [N-Term; K14] 0.866 0.93 0.752 3.058972836 26.75 0 2073.134236 2 1037.070313 -0.427955887 -0.000443605 87.71425392GVPQIEVTFDIDANGILNVTATDK 2 167466173 2xTMT6plex [N-Term; K24] 100 2.650573015 23.83 0 2988.629387 3 996.8739014 -7.440396769 -0.007412196 115.3000616YKAEDEVQR 14 167466173 2xTMT6plex [N-Term; K2] 0.724 0.793 0.743 2.897931337 15.46 1 1595.879342 2 798.4438477 0.674845818 0.000538486 32.73629936NALESYAFNMK 2 167466173 2xTMT6plex [N-Term; K11] 0.01 1.596866608 6.25 0 1745.929663 2 873.4682007 -0.308129717 -0.000268986 63.63010502STLEPVEK 2 167466173 2xTMT6plex [N-Term; K8] 1.034 4.034611225 32.33 0 1360.808803 2 680.9086304 0.868213216 0.000590736 41.45426294LIGDAAK 8 167466173 2xTMT6plex [N-Term; K7] 1.088 1.128 0.991 2.640163898 25.21 0 1145.72943 2 573.368042 -0.543667299 -0.000311448 38.40743522ITITNDK 9 167466173 2xTMT6plex [N-Term; K7] 1.307 1.284 1.082 3.007526398 39.15 0 1262.772023 2 631.8894043 -0.389061716 -0.000245648 34.74030574MVQEAEK 5 167466173 2xTMT6plex [N-Term; K7] 1.286 1.351 1.238 3.254307032 41.37 0 1292.728444 2 646.868042 0.281152919 0.000181727 35.4466632SENVQDLLLLDVAPLSLGLETAGGVMTALIK 1 167466173 2xTMT6plex [N-Term; K31] 1.533399105 0 3639.069456 3 1213.692749 -1.583476149 -0.001920793 114.6571695LVNHFVEEFKR 2 167466173 2xTMT6plex [N-Term; K10] 0.531 1.542152643 6.89 1 1876.084524 4 469.7765198 -0.146378499 -6.87E-05 57.33801059AEDEVQR 2 167466173 1xTMT6plex [N-Term] 0.728 2.401926279 22.94 0 1075.558118 2 538.2827148 0.032334375 1.74E-05 23.02407717740086846 ACLY ATP-citrate synthase isoform 3 47 NP_001290203.1 37.66233766 1 37 37 180 1155 126.138 8.18 1.5 1.57 1.6 1.56 Significant 0.00036 TTDGVYEGVAIGGDR 8 740086846 1xTMT6plex [N-Term] 1.827 1.019 2.067 5.557625771 49.69 0 1738.880909 2 869.9442139 0.139442773 0.000121237 51.22465415KPASFMTSICDER 12 740086846 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C10] 1.055 1.056 4.624 4.905889988 31.72 0 2000.034539 3 667.3498535 0.234309391 0.000156209 62.35034232DLVSSLTSGLLTIGDR 4 740086846 1xTMT6plex [N-Term] 100 1.122 3.10816431 49.2 0 1876.058873 2 938.5325317 -0.578912236 -0.000543037 105.1914701LLQDHPWLLSQNLVVKPDQLIK 6 740086846 3xTMT6plex [N-Term; K16; K22] 100 100 100 2.590606451 13.23 0 3284.970165 4 821.9969482 -1.279056137 -0.001050415 84.65546434FICTTSAIQNR 4 740086846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.959 1.889 4.551499844 68.22 0 1539.815078 2 770.409729 -1.881259788 -0.001448396 50.02925166LYRPGSVAYVSR 4 740086846 1xTMT6plex [N-Term] 1.064 1.198 4.59493494 30.75 0 1596.905942 3 532.9729004 -1.123333615 -0.000597953 41.49580981GVTIIGPATVGGIKPGCFK 10 740086846 3xTMT6plex [N-Term; K14; K19]; 1xCarbamidomethyl [C17] 100 100 100 2.220325232 19.87 0 2559.529962 3 853.8484497 0.325904016 0.000278054 64.89890723SMGFIGHYLDQK 10 740086846 2xTMT6plex [N-Term; K12] 1.1 1.037 0.803 2.695451498 24.64 0 1853.998411 3 618.670166 -1.330186213 -0.000822054 69.82359978FGGALDAAAK 2 740086846 2xTMT6plex [N-Term; K10] 1.836 3.883669853 40.23 0 1378.809471 2 689.9077148 -0.956131015 -0.000659161 49.33681882VDATADYICK 6 740086846 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 100 2.733 2.3 4.431346416 40.1 0 1613.860915 2 807.4351807 1.344550887 0.001084959 51.71417841DYQGPLKEHEVTIFVR 4 740086846 2xTMT6plex [N-Term; K7] 1.248 0.707 3.974735737 7.52 1 2389.328001 4 598.0874634 0.009352263 5.59E-06 52.70681131LGQEATVGK 2 740086846 2xTMT6plex [N-Term; K9] 2.513 3.371781349 30.16 0 1360.820036 2 680.9140625 0.596941534 0.000406165 46.9877904AIVWGMQTR 4 740086846 1xTMT6plex [N-Term] 1.413 1.365 3.295552731 36.43 0 1290.718993 2 645.862793 -0.529551749 -0.000341751 61.65305699EHEVTIFVR 8 740086846 1xTMT6plex [N-Term] 2.238 1.98 3.80507803 43.41 0 1358.762966 2 679.8842163 -1.332125512 -0.000905021 42.79019484YPGSTFMDHVLR 6 740086846 1xTMT6plex [N-Term] 100 100 100 2.853538036 26.11 0 1651.846378 3 551.2866211 -0.646524256 -0.000355986 58.1587923AFDSGIIPMEFVNK 4 740086846 2xTMT6plex [N-Term; K14] 100 1.90971899 29.85 0 2026.108355 2 1013.556458 -1.340906043 -0.00135841 87.16964943DEPSVAAMVYPFTGDHK 6 740086846 2xTMT6plex [N-Term; K17] 1.865260839 13.26 0 2322.184039 3 774.7332153 0.453687596 0.000351182 66.22056152LLVGVDEK 6 740086846 2xTMT6plex [N-Term; K8] 1.422 2.125 1.556 3.603980303 42.54 0 1330.834624 2 665.9208984 -0.07758665 -5.16E-05 52.43139196EAYPEEAYIADLDAK 4 740086846 2xTMT6plex [N-Term; K15] 100 1.66 3.129839659 33.35 0 2156.116337 2 1078.562134 0.303396488 0.000327079 80.10763394QHFPATPLLDYALEVEK 4 740086846 2xTMT6plex [N-Term; K17] 100 100 1.672551513 5.36 0 2429.348068 3 810.4539185 -0.356428507 -0.00028863 97.17817744SAYDSTMETMNYAQIR 2 740086846 1xTMT6plex [N-Term] 1.638226151 11.85 0 2109.978256 2 1055.490356 -2.284288647 -0.0024099 56.81868021AISEQTGK 6 740086846 2xTMT6plex [N-Term; K8] 1.373 1.666 1.613 3.44276619 48.14 0 1291.762187 2 646.3853149 0.90297024 0.000583211 30.82255TASFSESR 6 740086846 1xTMT6plex [N-Term] 1.479 1.638 2.346 3.825709581 35.84 0 1113.573768 2 557.2896729 -1.525958067 -0.000849633 29.81900035EILIPVFK 8 740086846 2xTMT6plex [N-Term; K8] 1.846 1.628 1.754 3.204838037 30.8 0 1416.923045 2 708.9645996 -0.791864635 -0.000561006 90.91909122YQDTPGVK 2 740086846 2xTMT6plex [N-Term; K8] 1.869 3.591222286 42.72 0 1365.777837 2 683.3922119 -0.504981013 -0.000344846 39.50905684AVQGMLDFDYVCSR 3 740086846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.592392206 6.23 0 1889.90872 2 945.4571533 -0.894434401 -0.0008452 74.91244766LTLLNPK 6 740086846 2xTMT6plex [N-Term; K7] 0.823 3.932 100 2.666124344 34.79 0 1256.83423 2 628.9199829 -1.225658604 -0.000770225 60.25765752EAGVFVPR 6 740086846 1xTMT6plex [N-Term] 1.61 0.576 0.698 2.91800189 36.93 0 1103.64106 2 552.3240967 -0.129925054 -7.17E-05 43.93559682TIAIIAEGIPEALTR 8 740086846 1xTMT6plex [N-Term] 100 1.831507802 11.76 0 1797.068315 2 899.0366821 -1.239720365 -0.001113931 92.38499888LIMGIGHR 2 740086846 1xTMT6plex [N-Term] 0.981 3.076108217 26.59 0 1125.6764 2 563.3414307 -0.724099639 -0.000407551 55.81359887EEMGIGGVLGLLWFQK 1 740086846 2xTMT6plex [N-Term; K16] 100 1.478596687 0 2235.261167 2 1118.13269 -1.370386007 -0.001531585 115.4919326VMGEVGK 2 740086846 2xTMT6plex [N-Term; K7] 1.075 2.897451878 34.24 0 1177.701501 2 589.3533936 -1.690131687 -0.000995235 48.5402536YPGSTFMDHVLR 2 740086846 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.242 2.699851274 14.86 0 1667.841293 3 551.2866211 -0.646524256 -0.000355986 58.1587923VTPDTDWAR 2 740086846 1xTMT6plex [N-Term] 1.976 3.460030556 32.24 0 1289.668731 2 645.3374023 -0.932985712 -0.000601621 51.24572343TILSLMTR 5 740086846 1xTMT6plex [N-Term] 1.698583126 16.26 0 1163.701946 2 582.354248 -0.624142851 -0.000363158 67.65645311GQELIYAGMPITEVFK 2 740086846 2xTMT6plex [N-Term; K16] 1.523745656 0 2254.255748 2 1127.631592 0.07068131 7.97E-05 89.80603227LNPEDIKK 2 740086846 3xTMT6plex [N-Term; K7; K8] 1.429 1.046 3.082888603 6.65 1 1644.029918 3 548.6820068 0.942213883 0.000516343 44.82237915AKPAMPQDSVPSPR 1 740086846 2xTMT6plex [N-Term; K2] 0.856 2.769611597 0 1939.083537 3 647.0338135 1.727460227 0.001116563 37.9355113871037379 PYGL glycogen phosphorylase, liver form isoform 1 5836 NP_002854.3 44.86422668 1 29 34 167 847 97.087 7.17 1.15 1.31 1.5 1.32 Significant 0.0058 LKQEYFVVAATLQDIIR 7 71037379 2xTMT6plex [N-Term; K2] 1.112 1.252 100 4.556377888 28.94 1 2465.453202 3 822.4914551 2.68113561 0.002203405 111.9239782GIVGVENVAELK 7 71037379 2xTMT6plex [N-Term; K12] 1.271 1.259 100 5.034859657 85.37 0 1686.020192 2 843.5134888 -0.291420553 -0.00024567 74.03750838WIDTQVVLALPYDTPVPGYMNNTVNTMR 4 71037379 1xTMT6plex [N-Term] 100 2.953600168 21.48 0 3437.743498 3 1146.586792 0.676090745 0.000774742 105.3624676GAGTVFDAFPDQVAIQLNDTHPALAIPELMR 6 71037379 1xTMT6plex [N-Term] 0.786 2.938475847 24.28 0 3536.840904 4 884.963562 -2.399345448 -0.002121526 101.2690528SRPEFMLPVHFYGK 2 71037379 2xTMT6plex [N-Term; K14] 0.751 4.156018734 27.34 0 2166.193422 4 542.3036499 -0.301243009 -0.000163138 77.45785341DYYFALAHTVR 2 71037379 1xTMT6plex [N-Term] 1.143 4.367905617 43.57 0 1584.837194 3 528.9499512 -1.194617581 -0.000631091 68.41848798MSLIEEEGSK 4 71037379 2xTMT6plex [N-Term; K10] 1.241 100 4.122885227 59.74 0 1580.86058 2 790.9342651 0.426061252 0.000336772 63.3971662DIINMLFYHDR 6 71037379 1xTMT6plex [N-Term] 1.358 1.625 3.687046766 46.73 0 1665.862028 2 833.4345703 -0.098474542 -8.20E-05 94.04065285DGWQVEEADDWLR 6 71037379 1xTMT6plex [N-Term] 1.044 2.711137772 22.54 0 1847.876158 2 924.440979 -0.798875066 -0.000738111 79.0211578IDDVAALDK 8 71037379 2xTMT6plex [N-Term; K9] 1.549 1.175 100 3.832199097 46.25 0 1417.830266 2 709.4185791 -0.271370194 -0.000192378 60.11531451IDDVAALDKK 6 71037379 3xTMT6plex [N-Term; K9; K10] 1.205 1.152 3.626789331 18.62 1 1775.088161 3 592.3676758 0.176213079 0.000104265 58.83540536VFADYEAYVK 4 71037379 2xTMT6plex [N-Term; K10] 100 2.298087835 29.85 0 1662.91433 2 831.9606323 -0.205808295 -0.000171121 87.11490099AAPGYHMAK 2 71037379 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.237 2.707461119 38.82 0 1419.781877 3 473.9318848 -0.546431207 -0.000258604 30.69714757AAPGYHMAK 2 71037379 2xTMT6plex [N-Term; K9] 1.077 3.208882809 33.2 0 1403.786962 3 473.9318848 -0.546431207 -0.000258604 30.69714757EYYEALPELK 7 71037379 2xTMT6plex [N-Term; K10] 0.76 100 2.547627449 29.73 0 1712.95111 2 856.9790039 -0.22093888 -0.000189229 69.88180404INPSSMFDVQVK 4 71037379 2xTMT6plex [N-Term; K12] 1.3 2.857550859 28.65 0 1823.013727 2 912.0110474 0.598710008 0.000545728 95.67139864LHSFLGDDVFLR 4 71037379 1xTMT6plex [N-Term] 1.034 4.233451366 29.19 0 1647.905607 3 549.9735718 0.336592114 0.000184891 94.64318821GIVGVENVAELKK 2 71037379 3xTMT6plex [N-Term; K12; K13] 0.271 1.858922482 17.19 1 2043.278087 3 681.7631836 -1.512123469 -0.001029896 56.32396169VSQLYMNPK 2 71037379 2xTMT6plex [N-Term; K9] 1.194 3.017971039 34.37 0 1537.881256 2 769.4437256 -0.703258539 -0.000540764 54.56959349DFSELEPDKFQNK 5 71037379 3xTMT6plex [N-Term; K9; K13] 100 100 3.039768696 10.9 1 2284.242824 3 762.085022 -1.011767229 -0.000770374 56.22597505EYAQNIWNVEPSDLK 4 71037379 2xTMT6plex [N-Term; K15] 2.11553359 11.72 0 2264.196318 2 1132.602783 0.870660479 0.000985673 68.30483723MSLIEEEGSKR 8 71037379 2xTMT6plex [N-Term; K10] 0.986 1.406 2.076 4.113374233 19.15 1 1736.961691 3 579.6588135 0.112903865 6.54E-05 47.43658557VIFLENYR 6 71037379 1xTMT6plex [N-Term] 1.631 1.195 5.229 2.893500805 30.16 0 1282.735689 2 641.8728638 2.153365722 0.0013811 71.08699832VLYPNDNFFEGK 7 71037379 2xTMT6plex [N-Term; K12] 1.543 1.582 1.124 2.476181269 19.35 0 1901.02092 2 951.0133057 -0.834173816 -0.000792891 68.80368886ISLSNESNK 2 71037379 2xTMT6plex [N-Term; K9] 0.7 1.940560102 11.51 0 1449.831329 2 725.4199219 0.854023482 0.000619095 31.00028475YEYGIFNQK 4 71037379 2xTMT6plex [N-Term; K9] 1.028 100 1.693986058 8.65 0 1619.883365 2 810.4436646 -2.044615378 -0.001656019 59.87546256AWELTQK 6 71037379 2xTMT6plex [N-Term; K7] 1.163 0.993 0.884 3.214220047 44.79 0 1333.788008 2 667.3967285 -1.369999385 -0.000913644 54.8409935IFVDIEK 8 71037379 2xTMT6plex [N-Term; K7] 1.091 1.515 3.266314507 35.45 0 1321.81316 2 661.4105225 0.460338793 0.000304241 78.53969389APNDFNLR 4 71037379 1xTMT6plex [N-Term] 0.963 0.92 3.115622044 22.94 0 1175.637037 2 588.3222656 0.18483596 0.00010865 46.96636897DLSQLTK 6 71037379 2xTMT6plex [N-Term; K7] 1.118 1.088 1.1 3.322624683 36.49 0 1262.772023 2 631.8892212 -0.679067299 -0.000428754 45.55697356YGNPWEK 8 71037379 2xTMT6plex [N-Term; K7] 1.079 1.426 1.639 3.035600901 28.4 0 1351.741058 2 676.3731079 -1.567104643 -0.00105916 47.43666643IGEDYVK 4 71037379 2xTMT6plex [N-Term; K7] 1.976 1.95 2.890593052 26.65 0 1281.745474 2 641.3760376 -0.527097385 -0.000337802 37.97863564IVALFPK 6 71037379 2xTMT6plex [N-Term; K7] 1.163 0.761 2.511074066 26.84 0 1245.833501 2 623.4195557 -1.337828749 -0.000833356 99.07148492VIPATDLSEQISTAGTEASGTGNMK 2 71037379 2xTMT6plex [N-Term; K25]; 1xOxidation [M24] 1.176263809 4.81 0 2952.523602 3 984.8433228 -2.772912053 -0.002729029 64.06597612LITSVADVVNNDPMVGSK 2 71037379 2xTMT6plex [N-Term; K18] 1.602995157 0 2317.283753 2 1159.143799 -1.481110695 -0.001716077 81.380162715453603 CCT2 T-complex protein 1 subunit beta isoform 1 10576 NP_006422.1 53.08411215 1 22 22 249 535 57.452 6.46 1.12 1.02 1.13 1.09 Significant 0.001 SLHDALCVLAQTVK 10 5453603 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 0.947 0.802 1.194 4.3971591 36.28 0 2013.156703 3 671.7236938 -0.086633609 -5.81E-05 98.24165475TVYGGGCSEMLMAHAVTQLANR 6 5453603 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 3.215605259 27.56 0 2595.267913 3 865.7595825 -1.432893069 -0.00123958 70.88796526VQDDEVGDGTTSVTVLAAELLR 10 5453603 1xTMT6plex [N-Term] 1.427 1.376 1.646 5.827342987 88.41 0 2517.324542 3 839.7791748 -0.624129273 -0.000523712 103.2191872EALLSSAVDHGSDEVK 8 5453603 2xTMT6plex [N-Term; K16] 1.2 1.207 0.654 5.177409649 54.35 0 2115.133384 3 705.7158203 -0.225112281 -0.000158714 61.46864486LALVTGGEIASTFDHPELVK 8 5453603 2xTMT6plex [N-Term; K20] 1.013 1.286 100 4.079594135 46.75 0 2555.44851 3 852.4893188 1.914757018 0.001631021 92.63014554MLPTIIADNAGYDSADLVAQLR 2 5453603 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.184 3.022075415 15.82 0 2592.354069 3 859.4572144 -0.801104765 -0.000687978 99.22737736MLPTIIADNAGYDSADLVAQLR 12 5453603 1xTMT6plex [N-Term] 3.303 1.012 1.215 3.498361588 48.18 0 2576.359154 3 859.4572144 -0.801104765 -0.000687978 99.22737736GSGNLEAIHIIK 14 5453603 2xTMT6plex [N-Term; K12] 1.404 1.518 0.431 3.516080379 47.57 0 1710.031426 2 855.519043 -0.360427587 -0.000308171 56.09850389GATQQILDEAER 4 5453603 1xTMT6plex [N-Term] 1.453 1.307 4.894545078 67.34 0 1559.822666 2 780.4154663 0.634961403 0.000495214 53.3174899EAVAMESYAK 4 5453603 2xTMT6plex [N-Term; K10] 1.153 1.163 4.639853001 61.98 0 1556.839451 2 778.9232178 -0.187471563 -0.000145932 59.51418117AAHSEGNTTAGLDMR 48 5453603 1xTMT6plex [N-Term]; 1xOxidation [M14] 1.115 1.004 1.277 4.927075863 55.12 0 1775.854377 3 587.2911987 -0.237955702 -0.00013959 37.54674649AAHSEGNTTAGLDMR 40 5453603 1xTMT6plex [N-Term] 0.991 1.005 0.98 5.843164444 86.93 0 1759.859462 3 587.2911987 -0.237955702 -0.00013959 37.54674649LIEEVMIGEDK 11 5453603 2xTMT6plex [N-Term; K11] 1.192 1.658 2.97158885 31.74 0 1733.975944 2 867.4909058 -0.812731323 -0.000704628 74.44769749ILIANTGMDTDK 6 5453603 2xTMT6plex [N-Term; K12] 1.114 0.949 3.220624685 44.31 0 1749.982092 2 875.4956665 1.122427379 0.000982114 60.15851051DASLMVTNDGATILK 8 5453603 2xTMT6plex [N-Term; K15] 100 100 0.01 2.877383471 28.65 0 2007.119648 2 1004.06012 -3.330888716 -0.003342746 71.03655603VAEIEHAEK 8 5453603 2xTMT6plex [N-Term; K9] 1.316 1.48 1.362 3.399830103 42.16 0 1483.852064 3 495.2895813 1.432923494 0.000708749 38.1673061QDLMNIAGTTLSSK 4 5453603 2xTMT6plex [N-Term; K14] 1.928628802 21.92 0 1937.077783 2 969.0418091 -0.744320104 -0.000720903 75.83924142KIHPQTIIAGWR 4 5453603 2xTMT6plex [N-Term; K1] 0.748 0.381 4.024010658 25.77 1 1878.147793 3 626.7208252 0.068959396 4.32E-05 59.62242685EAVAMESYAK 10 5453603 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 1.22 1.197 1.141 2.909208298 49.33 0 1572.834366 2 778.9232178 -0.187471563 -0.000145932 59.51418117EAESLIAK 8 5453603 2xTMT6plex [N-Term; K8] 1.301 1.091 1.355 3.695840836 47.15 0 1318.798238 2 659.899231 -5.347820261 -0.003526348 44.2908528LAVEAVLR 12 5453603 1xTMT6plex [N-Term] 2.328 2.045 0.204 2.707846403 47.18 0 1099.70366 2 550.355896 0.77748417 0.000427501 54.9471302LKGSGNLEAIHIIK 3 5453603 3xTMT6plex [N-Term; K2; K14] 100 1.762681365 7.45 1 2180.373385 4 545.8491211 0.582443819 0.000317486 58.48756446ILIANTGMDTDKIK 1 5453603 3xTMT6plex [N-Term; K12; K14] 1.33734405 1 2220.324051 3 740.7792358 -0.40389621 -0.000298927 56.47223585KLGGSLADSYLDEGFLLDK 3 5453603 3xTMT6plex [N-Term; K1; K19] 1.80019629 3.66 1 2728.537609 3 910.1835938 -0.505981664 -0.000460197 82.01190642VLVDMSR 5 5453603 1xTMT6plex [N-Term] 1.129 0.599 1.083 2.526189327 30.89 0 1048.602232 2 524.8041992 -1.058535321 -0.000554991 43.1623722710863945 XRCC5 X-ray repair cross-complementing protein 5 7520 NP_066964.1 52.04918033 1 27 27 127 732 82.652 5.81 1.35 1.68 1.44 1.49 Significant 0.0043 LGGHGPSFPLK 6 10863945 2xTMT6plex [N-Term; K11] 2.246 2.284 2.136 4.325977325 37.35 0 1567.936069 3 523.3168335 -0.077555279 -4.05E-05 49.89492771YAPTEAQLNAVDALIDSMSLAK 18 10863945 2xTMT6plex [N-Term; K22] 2.256 1.448 1.564 4.401222706 40.87 0 2779.495202 3 927.1705322 0.662400743 0.000613713 107.9648301QVFAENKDEIALVLFGTDGTDNPLSGGDQYQNITVHR 2 10863945 2xTMT6plex [N-Term; K7] 3.238454342 6.25 1 4520.30979 4 1130.83313 0.19892912 0.000224805 97.93981711DQVTAQEIFQDNHEDGPTAK 4 10863945 2xTMT6plex [N-Term; K20] 0.113 2.167 4.023397923 38.74 0 2701.346958 3 901.1210938 0.655180555 0.000589957 57.52015648EEASGSSVTAEEAK 13 10863945 2xTMT6plex [N-Term; K14] 1.777 1.389 1.723 6.26645565 93.83 0 1852.954023 2 926.9799805 -0.722226501 -0.000669126 27.55970312ASFEEASNQLINHIEQFLDTNETPYFMK 8 10863945 2xTMT6plex [N-Term; K28] 1.361 3.437243223 23.52 0 3774.872547 3 1258.958496 -3.076196244 -0.00387075 112.453094



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms KKDQVTAQEIFQDNHEDGPTAK 4 10863945 4xTMT6plex [N-Term; K1; K2; K22] 0.969 0.971 7.4809165 29.8 2 3415.862748 5 683.9770508 -1.932353328 -0.001320131 42.83616113ANPQVGVAFPHIK 2 10863945 2xTMT6plex [N-Term; K13] 1.412 4.642048836 37.01 0 1836.089609 3 612.7009888 -0.65148313 -0.000398727 55.65167381IQPGSQQADFLDALIVSMDVIQHETIGK 2 10863945 2xTMT6plex [N-Term; K28]; 1xOxidation [M18] 1.733 4.863550186 42.35 0 3527.88199 4 882.7268677 1.034777562 0.000912643 105.0925875HLMLPDFDLLEDIESK 10 10863945 2xTMT6plex [N-Term; K16] 1.815 1.05 3.534158468 37.7 0 2373.277605 3 791.7629395 -1.407370388 -0.00111336 102.4033845IQPGSQQADFLDALIVSMDVIQHETIGK 2 10863945 2xTMT6plex [N-Term; K28] 2.42011404 15.57 0 3511.887075 4 882.7268677 1.034777562 0.000912643 105.0925875KASFEEASNQLINHIEQFLDTNETPYFMK 2 10863945 3xTMT6plex [N-Term; K1; K29] 2.989619017 9.44 1 4132.130442 4 1033.780396 -7.427182946 -0.007672522 109.7632699LTIGSNLSIR 2 10863945 1xTMT6plex [N-Term] 100 3.464417696 43.23 0 1302.794266 2 651.9011841 0.633549045 0.000412692 61.93528093SQLDIIIHSLK 3 10863945 2xTMT6plex [N-Term; K11] 1.639 2.991157532 22.83 0 1725.067477 3 575.6928711 -1.980663827 -0.001138926 91.78783555EEASGSSVTAEEAKK 2 10863945 3xTMT6plex [N-Term; K14; K15] 1.548 3.20622015 8.91 1 2210.211918 3 737.4091797 0.483339399 0.000356094 38.37329551EPLPPIQQHIWNMLNPPAEVTTK 5 10863945 2xTMT6plex [N-Term; K23] 3.457606316 22.08 0 3111.706532 3 1037.908569 1.485470357 0.001540783 92.19637602TDTLEDLFPTTK 4 10863945 2xTMT6plex [N-Term; K12] 100 2.119146824 29.94 0 1839.015166 2 920.0109863 -0.255742181 -0.000235157 79.42000296DKPSGDTAAVFEEGGDVDDLLDMI 6 10863945 2xTMT6plex [N-Term; K2] 0.394 100 2.513324261 15.58 0 2967.454519 3 989.8237305 0.714102351 0.000706355 103.2807471HLMLPDFDLLEDIESK 2 10863945 2xTMT6plex [N-Term; K16]; 1xOxidation [M3] 1.177 4.153190136 33.89 0 2389.27252 3 791.7629395 -1.407370388 -0.00111336 102.4033845HNYECLVYVQLPFMEDLR 2 10863945 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 100 2.395749569 10.41 0 2555.262417 3 852.4263916 0.862739057 0.000734842 96.89236858MVMISLEGEDGLDEIYSFSESLR 2 10863945 1xTMT6plex [N-Term] 100 2.887473106 12.44 0 2849.378628 3 950.4665527 2.273117746 0.002158991 109.717859TLFPLIEAK 2 10863945 2xTMT6plex [N-Term; K9] 1.088 2.758393526 25.65 0 1489.939423 2 745.4727783 -0.767064323 -0.00057144 83.65748131DKPSGDTAAVFEEGGDVDDLLDMI 1 10863945 2xTMT6plex [N-Term; K2]; 1xOxidation [M23] 1.096273541 0 2983.449434 3 989.8237305 0.714102351 0.000706355 103.2807471EGLEIVK 6 10863945 2xTMT6plex [N-Term; K7] 1.363 1.894 1.668 2.884269953 35.67 0 1245.78186 2 623.3937988 -1.235098856 -0.000769332 48.9338494KTWTVVDAK 2 10863945 3xTMT6plex [N-Term; K1; K9] 1.287 2.829913378 4.01 1 1735.072117 3 579.0286255 -0.457713053 -0.000264722 46.22937082HIEIFTDLSSR 3 10863945 1xTMT6plex [N-Term] 100 1.938925266 11.23 0 1546.842673 3 516.2855225 -0.425813949 -0.000219556 67.78475491EDIIQGFR 4 10863945 1xTMT6plex [N-Term] 1.404 2.213805199 30.43 0 1206.668003 2 603.8321533 -9.093685543 -0.00548653 53.12327212GITEQQK 4 10863945 2xTMT6plex [N-Term; K7] 1.62 1.523 3.350287914 34.03 0 1261.751622 2 631.3803101 1.364228234 0.000860659 29.43998003VDEEQMK 2 10863945 2xTMT6plex [N-Term; K7] 1.341 2.916997194 41.1 0 1336.718273 2 668.862854 0.118407757 7.91E-05 36.67899757CFSVLGFCK 2 10863945 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C1; C8] 1.623688459 8.72 0 1575.842763 2 788.4257202 0.889092313 0.000700535 77.37931203260099723 LDHA L-lactate dehydrogenase A chain isoform 3 3939 NP_001158886.1 52.35457064 1 18 20 339 361 39.812 8.43 0.8 0.89 0.89 0.86 Significant 0.0012 DLADELALVDVIEDK 23 260099723 2xTMT6plex [N-Term; K15] 2.055 1.273 1.097 4.910812378 93.81 0 2116.178937 2 1058.593018 -0.084351917 -8.93E-05 102.2215605VIGSGCNLDSAR 28 260099723 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.938 0.934 0.93 4.715711594 77.43 0 1477.763043 2 739.3862915 1.531901764 0.001131894 37.24424387GEMMDLQHGSLFLR 23 260099723 1xTMT6plex [N-Term]; 1xOxidation [M] 0.695 1.153 100 3.871815443 50.83 0 1878.940355 3 626.9840088 -1.533780891 -0.000960628 66.99877173GEMMDLQHGSLFLR 18 260099723 1xTMT6plex [N-Term] 0.98 1.093 0.926 3.878205776 44.78 0 1862.94544 3 626.9840088 -1.533780891 -0.000960628 66.99877173LKGEMMDLQHGSLFLR 6 260099723 2xTMT6plex [N-Term; K2] 0.943 0.783 100 3.227262259 24.76 1 2333.287399 4 584.0762939 -1.737029374 -0.001013247 84.72607724GYTSWAIGLSVADLAESIMK 16 260099723 2xTMT6plex [N-Term; K20] 1.017 100 4.820116043 46.71 0 2570.394032 3 857.46875 -0.908456046 -0.000778363 114.1329037KSADTLWGIQK 6 260099723 3xTMT6plex [N-Term; K1; K11] 0.504 0.501 0.562 2.837706327 11.84 1 1934.167809 3 645.3939209 -0.30975838 -0.000199708 52.28200789VTLTSEEEAR 47 260099723 1xTMT6plex [N-Term] 0.879 0.856 0.813 4.675195694 70.99 0 1363.72664 2 682.3670654 0.157091142 0.000107115 43.88710277LKGYTSWAIGLSVADLAESIMK 2 260099723 3xTMT6plex [N-Term; K2; K22] 3.133616447 13.37 1 3040.735991 3 1014.249207 -0.961724761 -0.000974784 112.5710764GYTSWAIGLSVADLAESIMK 2 260099723 2xTMT6plex [N-Term; K20]; 1xOxidation [M19] 100 2.226243258 31.76 0 2586.388947 3 857.46875 -0.908456046 -0.000778363 114.1329037QVVESAYEVIK 11 260099723 2xTMT6plex [N-Term; K11] 1.328 1.244 1.103 3.170071602 42.73 0 1723.004208 2 862.0049438 -0.926727097 -0.000798377 58.60254817SADTLWGIQK 23 260099723 2xTMT6plex [N-Term; K10] 0.726 1.035 0.74 3.27631259 46.44 0 1576.909914 2 788.9578857 -0.899699858 -0.000709373 58.60554888DYNVTANSK 6 260099723 2xTMT6plex [N-Term; K9] 0.91 0.951 1.045 4.375481129 54.75 0 1469.800029 2 735.399231 -6.016822537 -0.004421763 36.15657815LVIITAGAR 48 260099723 1xTMT6plex [N-Term] 0.799 0.877 0.811 3.069191694 45.74 0 1142.74586 2 571.8761597 -0.714773154 -0.000408402 50.88792399TLHPDLGTDKDKEQWK 16 260099723 4xTMT6plex [N-Term; K10; K12; K16] 0.64 0.681 0.708 4.633420467 10.6 2 2827.612394 3 943.2084351 -0.580859039 -0.000547481 54.88376162DQLIYNLLK 16 260099723 2xTMT6plex [N-Term; K9] 1.142 1.296 1.199 3.601190805 40.45 0 1577.9667 2 789.4873657 0.478213712 0.000377303 96.71534819TLHPDLGTDKDK 6 260099723 3xTMT6plex [N-Term; K10; K12] 1.075 1.065 3.895605564 15.94 1 2027.174016 4 507.5483093 -1.28683344 -0.000652159 45.80710201VHPVSTMIK 8 260099723 2xTMT6plex [N-Term; K9] 0.786 3.560096502 43.9 0 1469.891427 2 735.4501953 1.147788857 0.000843563 42.03935445GEMMDLQHGSLFLR 6 260099723 1xTMT6plex [N-Term]; 2xOxidation [M3; M4] 0.802 0.659 2.413901091 20.3 0 1894.93527 3 626.9840088 -1.533780891 -0.000960628 66.99877173LIIVSNPVDILTYVAWK 4 260099723 2xTMT6plex [N-Term; K17] 1.860337019 11.01 0 2402.446326 2 1201.726929 0.106250813 0.000127631 112.444272VHPVSTMIK 2 260099723 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 0.843 2.266981125 16.34 0 1485.886342 2 735.4501953 1.147788857 0.000843563 42.03935445FIIPNVVK 20 260099723 2xTMT6plex [N-Term; K8] 0.785 0.828 0.846 2.974152088 30.29 0 1387.907729 2 694.4563599 -1.646949138 -0.001142907 68.48009EEQTPQNK 2 260099723 2xTMT6plex [N-Term; K8] 1.823 2.641346931 30.58 0 1431.784379 2 716.3945313 -1.810943071 -0.00129644 27.20612577QQEGESR 2 260099723 1xTMT6plex [N-Term] 1.745908499 15.4 0 1062.537717 2 531.7727051 0.391831973 0.000208168 11.036665321361657 PDIA3 protein disulfide-isomerase A3 precursor 2923 NP_005304.3 61.78217822 1 26 26 250 505 56.747 6.35 1.06 0.5 1.02 0.86 Significant 0.041 KTFSHELSDFGLESTAGEIPVVAIR 6 21361657 2xTMT6plex [N-Term; K1] 0.843 6.180625439 43.36 1 3161.724685 4 791.1852417 -1.754692036 -0.001386963 83.09405992FIQENIFGICPHMTEDNKDLIQGK 6 21361657 3xTMT6plex [N-Term; K18; K24]; 1xCarbamidomethyl [C10] 1.443 3.686175346 9.24 1 3534.869207 4 884.4682007 -5.15825185 -0.004558436 77.07543337MDATANDVPSPYEVR 6 21361657 1xTMT6plex [N-Term] 1.284 100 1.172 4.634408474 46.33 0 1893.921393 2 947.4660645 1.826409619 0.001729538 54.66612363TFSHELSDFGLESTAGEIPVVAIR 11 21361657 1xTMT6plex [N-Term] 0.962 2.881 100 4.738928795 21.45 0 2804.46679 3 935.4937134 -0.07235717 -6.76E-05 97.5715391DASIVGFFDDSFSEAHSEFLK 12 21361657 2xTMT6plex [N-Term; K21] 100 100 1.493 5.10529232 62.4 0 2806.397597 3 936.137207 -0.188460912 -0.000176299 101.237856DGEEAGAYDGPR 10 21361657 1xTMT6plex [N-Term] 0.776 0.671 0.783 4.234223843 55.9 0 1465.675667 2 733.3416138 0.193691598 0.000141945 29.50408391EATNPPVIQEEKPK 8 21361657 3xTMT6plex [N-Term; K12; K14] 1.037 1.093 0.983 4.414767265 30.39 0 2267.321408 3 756.4453735 0.070080699 5.30E-05 45.63205617SEPIPESNDGPVK 6 21361657 2xTMT6plex [N-Term; K13] 0.638 1.098 1.124 3.757732391 45.53 0 1826.990014 2 913.9987183 0.079734118 7.28E-05 44.82910642VVVAENFDEIVNNENK 12 21361657 2xTMT6plex [N-Term; K16] 2.034 100 100 3.086368322 30.55 0 2291.228347 3 764.4137573 -0.710565294 -0.000542689 75.66832868TADGIVSHLK 13 21361657 2xTMT6plex [N-Term; K10] 0.985 0.226 0.848 4.145504951 52.49 0 1498.899349 2 749.9526367 -0.902083586 -0.000676066 48.22413196VDCTANTNTCNK 6 21361657 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C3; C10] 1.531 0.933 1.384 4.017229557 37.23 0 1855.904253 2 928.4549561 -0.871602413 -0.000808805 32.66371436FISDKDASIVGFFDDSFSEAHSEFLK 2 21361657 3xTMT6plex [N-Term; K5; K26] 3.21458602 19.92 1 3625.866941 4 907.2134399 -9.655874015 -0.008752729 100.4824136FLQDYFDGNLK 14 21361657 2xTMT6plex [N-Term; K11] 1.169 1.301 100 3.447132349 46.4 0 1817.983807 2 909.494751 -0.869868515 -0.000790703 93.73855048GFPTIYFSPANK 14 21361657 2xTMT6plex [N-Term; K12] 0.996 0.943 1.322 2.831918955 36.62 0 1800.009628 2 900.5074463 -1.117572842 -0.001005821 79.13559164DLLIAYYDVDYEK 36 21361657 2xTMT6plex [N-Term; K13] 0.797 3.561 0.635 3.136658192 33.88 0 2078.109795 2 1039.558105 -0.414137165 -0.000430311 94.77258688VVVAENFDEIVNNENKDVLIEFYAPWCGHCK 2 21361657 3xTMT6plex [N-Term; K16; K31]; 2xCarbamidomethyl [C27; C30] 1.97947979 8.24 1 4396.234925 4 1099.811768 -2.202841219 -0.002421052 105.0211207LSKDPNIVIAK 6 21361657 3xTMT6plex [N-Term; K3; K11] 0.753 0.744 0.695 3.452610731 16.92 1 1885.208945 3 629.0742188 -0.446698496 -0.000280707 46.80907969YGVSGYPTLK 4 21361657 2xTMT6plex [N-Term; K10] 2.301 1.587 3.72298193 36.51 0 1542.893201 2 771.949707 -0.689294307 -0.000531754 55.155576FVMQEEFSR 11 21361657 1xTMT6plex [N-Term] 1.12 0.977 1.104 3.328223467 41.3 0 1401.703402 2 701.3560181 0.968295297 0.000678631 60.54800036FIQENIFGICPHMTEDNK 8 21361657 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 100 1.591772199 7.72 0 2651.3362 3 884.4483032 -2.203900823 -0.001947761 72.96059659MDATANDVPSPYEVR 2 21361657 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.622 2.057111263 30.58 0 1909.916308 2 947.4660645 1.826409619 0.001729538 54.66612363TVAYTEQK 12 21361657 2xTMT6plex [N-Term; K8] 1.157 1.009 1.347 3.835304976 44.11 0 1397.804052 2 699.4057007 0.052315764 3.66E-05 34.70168567QAGPASVPLR 2 21361657 1xTMT6plex [N-Term] 1.286 3.649727345 32.79 0 1224.726187 2 612.8665161 -0.351959027 -0.000215527 38.2581739DPNIVIAK 23 21361657 2xTMT6plex [N-Term; K8] 1.008 0.996 1.136 3.017391682 37.37 0 1327.834958 2 664.4210205 -0.145714175 -9.67E-05 58.32668816LNFAVASR 11 21361657 1xTMT6plex [N-Term] 1.243 1.224 1.192 3.046082258 43.65 0 1106.651959 2 553.8291016 -0.933134389 -0.000516327 52.26257919FAHTNVESLVNEYDDNGEGIILFRPSHLTNK 1 21361657 2xTMT6plex [N-Term; K31] 1.898702621 0 3988.060499 5 798.4192505 1.666620004 0.001329316 84.79375636FVMQEEFSR 4 21361657 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.41 1.138 1.868756175 28.02 0 1417.698317 2 701.3560181 0.968295297 0.000678631 60.54800036GIVPLAK 2 21361657 2xTMT6plex [N-Term; K7] 1.058 2.455747366 18.39 0 1155.786551 2 578.3972168 0.524087903 0.000302867 58.2728980340354195 KRT18 keratin, type I cytoskeletal 18 3875 NP_954657.1 62.09302326 1 23 24 215 430 48.029 5.45 1.4 1.4 1.41 1.4 Significant 0.0000056 AQIFANTVDNAR 14 40354195 1xTMT6plex [N-Term] 1.492 1.582 1.713 4.286262035 63.74 0 1548.833171 2 774.9157104 -5.827910799 -0.004513231 47.47480684GGMGSGGLATGIAGGLAGMGGIQNEK 6 40354195 2xTMT6plex [N-Term; K26] 100 1.674 6.281977654 51.14 0 2719.42714 3 912.4784546 -0.454785566 -0.000414677 75.73719635GGMGSGGLATGIAGGLAGMGGIQNEK 4 40354195 2xTMT6plex [N-Term; K26]; 1xOxidation [M] 1.44 5.330696106 53.74 0 2735.422055 3 912.4784546 -0.454785566 -0.000414677 75.73719635YALQMEQLNGILLHLESELAQTR 6 40354195 1xTMT6plex [N-Term] 1.486 4.081028461 38.48 0 2899.554893 3 967.180542 -9.59477384 -0.009273524 114.508705LLEDGEDFNLGDALDSSNSMQTIQK 7 40354195 2xTMT6plex [N-Term; K25] 0.01 100 2.666665077 23.94 0 3198.587658 3 1066.865234 -2.034812141 -0.002169508 105.198978LQLETEIEALKEELLFMK 7 40354195 3xTMT6plex [N-Term; K11; K18] 2.138 0.684 3.010620832 28.72 1 2864.66618 3 955.5585938 -1.728609789 -0.00165063 109.633142EELDKYWSQQIEESTTVVTTQSAEVGAAETTLTELR 8 40354195 2xTMT6plex [N-Term; K5] 100 3.518 1.676 7.383236885 44.17 1 4501.287383 4 1126.078003 0.621759624 0.00069968 102.744003YWSQQIEESTTVVTTQSAEVGAAETTLTELR 6 40354195 1xTMT6plex [N-Term] 100 1.535 5.343587399 33.48 0 3657.833295 4 915.2139282 0.160682726 0.000146938 102.3207434ETMQSLNDR 6 40354195 1xTMT6plex [N-Term] 1.587 1.265 1.31 3.750977039 55.87 0 1322.65718 2 661.8305054 -2.605495864 -0.001723089 38.01241578LEAEIATYR 12 40354195 1xTMT6plex [N-Term] 1.902 2.034 1.886 3.687997103 43.93 0 1294.720433 2 647.8633423 -0.791344341 -0.000512285 50.75152065IVLQIDNAR 27 40354195 1xTMT6plex [N-Term] 0.822 0.805 0.786 3.429313183 48.49 0 1270.768051 2 635.8876343 -0.046826258 -2.98E-05 51.78171565QAQEYEALLNIK 5 40354195 2xTMT6plex [N-Term; K12] 100 100 100 2.583379269 24.81 0 1878.073684 2 939.5394287 -1.120029604 -0.001051749 67.05433563VIDDTNITR 10 40354195 1xTMT6plex [N-Term] 1.521 1.862 1.358 3.516595125 48.85 0 1275.710596 2 638.3590698 0.209246861 0.000133469 39.86486319TVQSLEIDLDSMR 8 40354195 1xTMT6plex [N-Term] 100 100 100 2.614585638 22.54 0 1735.909766 2 868.4579468 -0.661909585 -0.000574508 81.38822799LLEDGEDFNLGDALDSSNSMQTIQK 6 40354195 2xTMT6plex [N-Term; K25]; 1xOxidation [M20] 0.01 2.003798962 6.52 0 3214.582573 3 1066.865234 -2.034812141 -0.002169508 105.198978VVSETNDTK 6 40354195 2xTMT6plex [N-Term; K9] 1.527 1.673 1.493 3.988177061 44.48 0 1450.815345 2 725.9110107 -0.413316296 -0.000299823 34.78315156YETELAMR 6 40354195 1xTMT6plex [N-Term] 100 1.721 2.49 3.017670155 44.57 0 1241.639739 2 621.3231201 -0.624815396 -0.000387898 32.9861286VKYETELAMR 12 40354195 2xTMT6plex [N-Term; K2] 1.332 1.471 1.413 3.74993825 23.02 1 1697.966048 2 849.4869995 0.397041766 0.000337082 44.25456141KVIDDTNITR 8 40354195 2xTMT6plex [N-Term; K1] 0.961 0.814 1.24 3.517569542 27.02 1 1632.968491 2 816.9875488 -0.410304151 -0.000335007 41.52959241AQYDELAR 12 40354195 1xTMT6plex [N-Term] 1.089 1.046 0.884 3.235019684 42.55 0 1194.631618 2 597.8192139 -0.390451431 -0.000233223 39.24082734ASLENSLR 8 40354195 1xTMT6plex [N-Term] 1.08 1.13 1.402 2.882064104 39.14 0 1118.636703 2 559.8215942 -0.707203184 -0.000395552 44.15949522STFSTNYR 2 40354195 1xTMT6plex [N-Term] 1.909 3.429884195 41.15 0 1204.615967 2 602.8117676 0.241600857 0.000145518 38.10985493LASYLDR 12 40354195 1xTMT6plex [N-Term] 1.317 1.398 1.717 2.766142845 34.71 0 1066.609426 2 533.8082886 -0.117298385 -6.26E-05 56.24145575ETMQSLNDR 4 40354195 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.785 1.791 1.5877738 23.44 0 1338.652095 2 661.8305054 -2.605495864 -0.001723089 38.01241578KNHEEEVK 2 40354195 3xTMT6plex [N-Term; K1; K8] 0.797 1.830724001 4.94 1 1699.994595 3 567.3364868 0.18346483 0.000103963 30.04469796EELLFMK 2 40354195 2xTMT6plex [N-Term; K7] 1.739658713 17.9 0 1367.800881 2 684.4052124 1.657847074 0.001133802 74.64157416DWSHYFK 8 40354195 2xTMT6plex [N-Term; K7] 1.855 1.519 1.317 2.578378677 20.99 0 1440.767607 3 480.927124 -0.546784703 -0.000262597 61.18841057VKYETELAMR 1 40354195 2xTMT6plex [N-Term; K2]; 1xOxidation [M9] 1.516 1.377302408 8.48 1 1713.960963 2 849.4869995 0.397041766 0.000337082 44.2545614121614499 EZR ezrin 7430 NP_003370.2 44.19795222 1 16 30 220 586 69.37 6.27 0.98 0.91 0.97 0.95 Significant 0.00053 SQEQLAAELAEYTAK 6 21614499 2xTMT6plex [N-Term; K15] 1.203 100 3.456320524 39.72 0 2110.14322 2 1055.576538 1.222330243 0.001289646 78.40200017QLLTLSSELSQAR 4 21614499 1xTMT6plex [N-Term] 2.24 1.024 3.765939713 51.38 0 1674.958765 2 837.9821167 -1.0796096 -0.000904151 78.75620908GTDLWLGVDALGLNIYEK 13 21614499 2xTMT6plex [N-Term; K18] 1.284 1.546 1.243 4.758788109 55.47 0 2435.358633 3 812.4584351 0.870202751 0.000706419 103.0292613GTDLWLGVDALGLNIYEKDDK 5 21614499 3xTMT6plex [N-Term; K18; K21] 0.493 3.939820766 38.48 1 3022.670414 3 1008.227417 -0.898478188 -0.000905268 99.16268432KPDTIEVQQMK 9 21614499 3xTMT6plex [N-Term; K1; K11] 0.928 0.765 0.866 4.951767921 43.06 0 2004.176659 3 668.7305908 0.279696371 0.000186854 42.3317132KAPDFVFYAPR 12 21614499 2xTMT6plex [N-Term; K1] 0.737 0.828 0.648 3.476797581 26.85 1 1769.015047 3 590.3424683 -1.24127539 -0.000731945 54.53779583APDFVFYAPR 18 21614499 1xTMT6plex [N-Term] 0.79 0.794 0.433 3.595981359 31.71 0 1411.757152 2 706.3810425 -1.660391136 -0.001172035 65.18701339DNAMLEYLK 6 21614499 2xTMT6plex [N-Term; K9] 100 0.962 0.793 3.017518044 37.04 0 1554.860186 2 777.9331665 -0.726664814 -0.000564931 63.71556138AKEAQDDLVK 8 21614499 3xTMT6plex [N-Term; K2; K10] 0.435 0.457 0.369 3.340918779 30.76 1 1804.078325 2 902.5438843 1.201203217 0.001083532 35.39752778RKPDTIEVQQMK 18 21614499 3xTMT6plex [N-Term; K2; K12] 0.874 0.775 0.851 4.093585968 16.43 1 2160.27777 4 540.8242188 -1.261175779 -0.000681122 39.6647313VTTMDAELEFAIQPNTTGK 2 21614499 2xTMT6plex [N-Term; K19] 100 2.649563313 29.67 0 2524.336911 3 842.1146851 -2.935002133 -0.002469645 79.69920076KPDTIEVQQMK 8 21614499 3xTMT6plex [N-Term; K1; K11]; 1xOxidation [M10] 0.855 4.497064114 24.67 0 2020.171574 3 668.7305908 0.279696371 0.000186854 42.3317132RKEDEVEEWQHR 14 21614499 2xTMT6plex [N-Term; K2] 0.915 0.889 0.967 5.985223293 26.16 2 2099.103421 3 700.3725586 -0.142279197 -9.96E-05 32.50398835QLFDQVVK 12 21614499 2xTMT6plex [N-Term; K8] 1.369 1.393 1.305 4.03649807 44.99 0 1434.872072 2 717.9403687 0.968068663 0.000694527 67.82446326IALLEEAR 12 21614499 1xTMT6plex [N-Term] 1.003 1.059 2.142 3.440700293 46.62 0 1143.69349 2 572.3504028 0.034514547 1.97E-05 69.49373373KFVIKPIDK 4 21614499 4xTMT6plex [N-Term; K1; K5; K9] 0.446 0.888 2.754837513 4.15 1 2004.339121 4 501.8404541 0.432055754 0.000216497 57.66246428ELSEQIQR 7 21614499 1xTMT6plex [N-Term] 0.946 1.153 3.255117893 44.6 0 1231.684381 2 616.3450928 -1.195471135 -0.000736222 45.88565953FVIKPIDKK 2 21614499 4xTMT6plex [N-Term; K4; K8; K9] 0.614 0.411 2.204612494 1 2004.339121 4 501.8398743 -0.725101692 -0.000363337 63.42701961KENPLQFK 6 21614499 3xTMT6plex [N-Term; K1; K8] 1.141 0.83 1.245 3.384720564 22.69 1 1691.045903 3 564.354248 1.353145188 0.000762744 50.20749501ALQLEEER 10 21614499 1xTMT6plex [N-Term] 0.905 0.865 0.841 3.430027723 41.19 0 1216.673482 2 608.8400269 -0.579653516 -0.000352625 40.39575263FYPEDVAEELIQDITQK 3 21614499 2xTMT6plex [N-Term; K17] 100 2.541933775 21.53 0 2496.327392 2 1248.668701 1.095082223 0.001366842 113.9676164IGFPWSEIR 4 21614499 1xTMT6plex [N-Term] 0.996 1.093 2.909641981 30.66 0 1333.746588 2 667.3757935 -1.70756271 -0.001138728 82.08487989FVIKPIDK 8 21614499 3xTMT6plex [N-Term; K4; K8] 1.014 0.898 0.786 2.657356024 10.37 0 1647.081226 3 549.6986694 0.139319651 7.65E-05 56.62551159EAQDDLVK 6 21614499 2xTMT6plex [N-Term; K8] 1.198 1.194 100 3.323882818 44.88 0 1375.783316 2 688.3946533 -0.934841526 -0.00064307 43.60825115EGILSDEIYCPPETAVLLGSYAVQAK 2 21614499 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C10] 1.356391907 0.94 0 3281.737952 3 1094.581665 -2.288407217 -0.002503318 95.42565125ENPLQFK 10 21614499 2xTMT6plex [N-Term; K7] 1.214 0.567 1.292 2.805651665 23.95 0 1333.788008 2 667.3933105 -6.495204785 -0.004331613 50.09883136EKEELMLR 7 21614499 2xTMT6plex [N-Term; K2] 1.05 0.965 1.085 2.921281338 9.58 1 1505.876171 3 502.6308289 1.170509435 0.000587547 31.90273899LQDYEEK 4 21614499 2xTMT6plex [N-Term; K7] 0.964 1.087 3.019783497 45.65 0 1382.756767 2 691.881958 -0.092333213 -6.38E-05 51.90361745LFFLQVK 2 21614499 2xTMT6plex [N-Term; K7] 0.846 2.326160192 22.22 0 1352.870615 2 676.9376831 -1.866829713 -0.00126279 89.42239087GFPTWLK 2 21614499 2xTMT6plex [N-Term; K7] 1.22 2.277904987 26.91 0 1306.792365 2 653.8956299 -6.413967972 -0.004190862 69.59167059QAVDQIK 2 21614499 2xTMT6plex [N-Term; K7] 0.935 3.25781703 36.44 0 1259.772358 2 630.3895264 -0.461611672 -0.000290763 39.605239744507115 FSCN1 fascin 6624 NP_003079.1 49.49290061 1 21 21 172 493 54.496 7.24 1.03 0.72 1.16 0.97 Significant 0.018 KQIWTLEQPPDEAGSAAVCLR 7 4507115 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C19] 0.473 100 0.01 4.400589466 30.66 1 2827.517669 3 943.1780396 0.670553668 0.000632001 71.1936381YWTVGSDSAVTSSGDTPVDFFFEFCDYNK 7 4507115 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C25] 1.574 4.793609142 34.72 0 3799.751429 4 950.6930542 -0.274355611 -0.000260621 111.0179808QIWTLEQPPDEAGSAAVCLR 6 4507115 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.798 4.686805725 44.66 0 2470.259774 3 824.0899048 -1.86755036 -0.001537778 77.2774206DVPWGVDSLITLAFQDQR 6 4507115 1xTMT6plex [N-Term] 1.149 5.18033123 55.23 0 2289.207662 3 763.7408447 0.13918776 0.00010621 107.2515342LVARPEPATGYTLEFR 14 4507115 1xTMT6plex [N-Term] 1.139 1.317 1.387 5.045115948 32.35 0 2049.133041 3 683.7166748 1.18597671 0.000810075 61.18899952LSCFAQTVSPAEK 4 4507115 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.029 100 3.342020273 41.42 0 1896.030105 2 948.5186768 -0.014954602 -1.42E-05 64.53279643DELFALEQSCAQVVLQAANER 2 4507115 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.904 4.573133945 56.08 0 2620.323831 3 874.1122437 -0.631003294 -0.000551144 100.5911544YLAPSGPSGTLK 8 4507115 2xTMT6plex [N-Term; K12] 1.231 1.173 100 4.150877476 70.09 0 1648.967428 2 824.9860229 -1.612628313 -0.001329586 51.38379396FLIVAHDDGR 26 4507115 1xTMT6plex [N-Term] 0.764 0.409 1.436 3.975438118 66.81 0 1371.758215 3 457.9238586 -0.869200018 -0.000397444 50.7696784VGKDELFALEQSCAQVVLQAANER 6 4507115 2xTMT6plex [N-Term; K3]; 1xCarbamidomethyl [C13] 100 100 3.249166489 25.72 1 3133.671604 4 784.1724243 -1.192299273 -0.000934069 94.72510256ASAETVDPASLWEY 6 4507115 1xTMT6plex [N-Term] 1.234 1.371 1.617 2.829653263 64.04 0 1767.863862 2 884.4337769 -2.027599036 -0.00179226 85.6379876LINRPIIVFR 6 4507115 1xTMT6plex [N-Term] 1.402 1.686 4.494 3.97710371 19.47 0 1469.95177 3 490.6520996 -6.819469918 -0.003341431 58.29963918YLTAEAFGFK 4 4507115 2xTMT6plex [N-Term; K10] 1.342 1.996 1.57 3.757421732 36.71 0 1604.908851 2 802.9569092 -1.438879612 -0.001154635 78.62710577GEHGFIGCR 8 4507115 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.107 1.194 1.139 3.839333057 44.91 0 1261.630906 3 421.2151184 -0.082770159 -3.48E-05 33.39741799VNASASSLK 4 4507115 2xTMT6plex [N-Term; K9] 1.798 0.811 3.719134092 31.29 0 1334.804386 2 667.90625 0.627350351 0.000418695 42.69195561KVTGTLDANR 32 4507115 2xTMT6plex [N-Term; K1] 1.204 0.797 1.202 3.770444393 34.36 1 1532.916062 2 766.961792 0.16031822 0.000122877 34.8286645WSLQSEAHR 4 4507115 1xTMT6plex [N-Term] 0.971 2.966663837 34.19 0 1342.706514 3 448.2404175 0.138072918 6.18E-05 41.34903196VTGTLDANR 10 4507115 1xTMT6plex [N-Term] 2.135 1.789 1.594 3.621121645 36.19 0 1175.658167 2 588.3317261 -1.693622874 -0.000995561 32.66167169GDHAGVLK 2 4507115 2xTMT6plex [N-Term; K8] 1.146 2.867437363 34.27 0 1254.757042 3 418.923645 -0.526110939 -0.000220047 29.65920802YLAADKDGNVTCER 8 4507115 2xTMT6plex [N-Term; K6]; 1xCarbamidomethyl [C12] 1.196 1.28 1.162 3.325047731 9.55 1 2070.06901 2 1035.539551 1.359912393 0.001407556 41.48820522YFGGTEDR 2 4507115 1xTMT6plex [N-Term] 1.414 3.214256287 56.14 0 1173.573768 2 587.2901611 -0.615815038 -0.000361352 39.1412967919913412 MVP major vault protein isoform 1 9961 NP_005106.2 42.32922732 1 29 29 187 893 99.266 5.48 0.67 0.69 0.66 0.67 Significant 0.00017 IPPYHYIHVLDQNSNVSR 6 19913412 1xTMT6plex [N-Term] 0.553 0.596 0.428 5.561743736 54.53 0 2381.256344 4 596.0697632 0.369147311 0.000219759 53.01664052DITPLQVVLPNTALHLK 8 19913412 2xTMT6plex [N-Term; K17] 1.212 0.842 3.323154688 32.01 0 2330.421173 3 777.4786987 0.158564216 0.000123174 96.0393329VPHNAAVQVYDYR 10 19913412 1xTMT6plex [N-Term] 0.643 0.635 0.62 5.231887341 48.63 0 1760.928134 2 880.9663696 -1.516849062 -0.001335531 42.8264898IEGEGSVLQAK 6 19913412 2xTMT6plex [N-Term; K11] 1.019 0.805 0.758 4.798906326 64.78 0 1588.931043 2 794.9613647 -9.811664189 -0.007795029 48.04734999GAVASVTFDDFHK 12 19913412 2xTMT6plex [N-Term; K13] 0.69 0.691 0.731 5.221153736 75.17 0 1852.000519 3 618.0046997 -0.525663409 -0.00032451 66.75276626ELLELEALSMAVESTGTAK 12 19913412 2xTMT6plex [N-Term; K19] 0.887 0.788 0.936 5.219954967 52.45 0 2450.346413 3 817.4547729 1.368246399 0.001117559 103.4681451KEVEVVEIIQATIIR 12 19913412 2xTMT6plex [N-Term; K1] 0.767 0.682 0.842 6.028686523 45.86 1 2198.352425 3 733.4555054 -0.210301457 -0.000154106 99.87594731AQQLAEVEVK 12 19913412 2xTMT6plex [N-Term; K10] 0.643 0.649 0.699 4.714886665 66.82 0 1572.936128 2 786.9720459 0.436665458 0.000343423 46.54487788ALQPLEEGEDEEK 6 19913412 2xTMT6plex [N-Term; K13] 0.587 0.618 0.468 3.902554512 44.16 0 1945.016623 2 973.0110474 -0.927860161 -0.000902352 52.51202171DAQGLVLFDVTGQVR 6 19913412 1xTMT6plex [N-Term] 0.503 3.262660027 37.35 0 1847.022428 2 924.0144653 -0.418985674 -0.000386938 86.65095432TAVFGFETSEAK 4 19913412 2xTMT6plex [N-Term; K12] 0.802 0.714 4.236855984 32.72 0 1744.952172 2 872.9796143 -0.12628104 -0.000110177 72.93779413AQLELEVSK 4 19913412 2xTMT6plex [N-Term; K9] 0.883 0.749 3.419670105 53.8 0 1474.888116 2 737.947937 0.326705079 0.000240927 50.80320584DLAVAGPEMQVK 6 19913412 2xTMT6plex [N-Term; K12] 0.685 0.703 0.648 3.71510458 43.75 0 1715.976613 2 858.4924927 0.638605185 0.000547916 56.60917983ILDQSEAEK 6 19913412 2xTMT6plex [N-Term; K9] 0.642 0.717 3.963554859 56.17 0 1490.846645 2 745.9262085 -1.008995672 -0.000752129 50.17178727SFFLQPGEQLEQGIQDVYVLSEQQGLLLR 2 19913412 1xTMT6plex [N-Term] 2.559946537 8.6 0 3563.894714 3 1188.633789 -2.216671124 -0.002633327 112.4392349LFSVPDFVGDACK 6 19913412 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.211 1.277 0.768 2.742534637 36.34 0 1913.024292 2 957.0151978 -0.613025246 -0.000586366 90.45864642ALLDFEDKDGDK 4 19913412 3xTMT6plex [N-Term; K8; K12] 0.756 0.631 3.066931486 14.04 1 2053.142047 3 685.0526733 0.691413209 0.00047319 65.44088208AQALAIETEAELQR 6 19913412 1xTMT6plex [N-Term] 100 0.01 100 2.32401371 28.44 0 1771.975143 2 886.4892578 -2.203397161 -0.001952182 57.93207008LAQDPFPLYPGEVLEK 7 19913412 2xTMT6plex [N-Term; K16] 1.676 2.706487417 18.91 0 2274.278592 2 1137.643433 0.438413473 0.000498537 96.11763304GPLEYVPSAK 7 19913412 2xTMT6plex [N-Term; K10] 0.553 100 2.579087019 23.88 0 1518.893201 2 759.9505005 0.344597344 0.000261703 66.61157499ELELVYAR 4 19913412 1xTMT6plex [N-Term] 0.726 0.542 2.731909513 46.94 0 1221.704054 2 611.3555298 -0.222050247 -0.00013564 66.89102174VVFGPELVSLGPEEQFTVLSLSAGRPK 5 19913412 2xTMT6plex [N-Term; K27] 1.593543649 5.13 0 3314.876434 3 1105.630371 0.037917326 4.19E-05 105.818443QAIPLDENEGIYVQDVK 6 19913412 2xTMT6plex [N-Term; K17] 0.659 1.198 0.385 1.887786746 9.45 0 2389.301512 2 1195.152344 -1.716321686 -0.002050405 61.69694892ALLDFEDK 8 19913412 2xTMT6plex [N-Term; K8] 0.678 0.652 3.423566103 29.69 0 1408.808803 2 704.9088745 1.185223598 0.000834877 86.21087384QMTEAIGPSTIR 2 19913412 1xTMT6plex [N-Term] 0.821 2.288248539 18.65 0 1532.830394 2 766.9211426 3.01075466 0.002307488 50.61067865LLQSLGLK 2 19913412 2xTMT6plex [N-Term; K8] 0.955 2.297981262 45.27 0 1329.886993 2 665.4468384 -0.446144816 -0.000296661 82.57105741ELPPGVEELLNK 8 19913412 2xTMT6plex [N-Term; K12] 0.686 1.044 0.01 1.90166223 12.49 0 1796.056972 2 898.5310059 -1.245250727 -0.001118271 94.13179096VEVVEER 6 19913412 1xTMT6plex [N-Term] 0.691 0.737 0.769 2.825817108 41.71 0 1088.614905 2 544.8110962 0.009978563 5.43E-06 37.71466344HADLEIR 4 19913412 1xTMT6plex [N-Term] 0.818 0.696 3.237542868 40.73 0 1082.615574 2 541.8115234 0.181611095 9.83E-05 31.2432302617921989 TUBA4A tubulin alpha-4A chain isoform 1 7277 NP_005991.1 64.73214286 1 5 19 518 448 49.892 5.06 1.28 1.03 0.86 1.06 Significant 0.013 AYHEQLSVAEITNACFEPANQMVK 43 17921989 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 1.482 1.325 1.887 4.971693516 40.84 0 3208.617125 3 1070.209961 -0.559651535 -0.000598569 72.51123941NLDIERPTYTNLNR 12 17921989 1xTMT6plex [N-Term] 1.097 1.333 1.458 4.746809006 27.62 0 1948.044954 3 650.0187988 -1.596973221 -0.001036992 44.0613833VGINYQPPTVVPGGDLAK 5 17921989 2xTMT6plex [N-Term; K18] 100 0.709 3.04886651 24.84 0 2283.311289 2 1142.158691 -0.517860839 -0.000591219 80.08766306IHFPLATYAPVISAEK 4 17921989 2xTMT6plex [N-Term; K16] 1.276 1.48 3.60306406 31.69 0 2215.289097 3 739.1016235 0.551009559 0.000406882 81.69282156AFVHWYVGEGMEEGEFSEAR 60 17921989 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.014 1.094 1.093 4.193455219 50.07 0 2575.176104 3 859.0631714 -0.444066657 -0.000381183 77.35264765AFVHWYVGEGMEEGEFSEAR 159 17921989 1xTMT6plex [N-Term] 1.068 1.065 1.124 4.800458431 48.34 0 2559.181189 3 859.0631714 -0.444066657 -0.000381183 77.35264765FDGALNVDLTEFQTNLVPYPR 10 17921989 1xTMT6plex [N-Term] 1.646 1.619 1.724 4.742277622 74.42 0 2638.371433 3 880.1283569 -0.34697132 -0.000305146 104.4415982QLFHPEQLITGK 37 17921989 2xTMT6plex [N-Term; K12] 1.192 1.224 1.303 4.304189682 46.16 0 1869.09984 2 935.0534058 -0.162980359 -0.000152313 66.83108121SIQFVDWCPTGFK 22 17921989 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 1.376 1.188 1.163 3.881448746 39.68 0 2043.07739 2 1022.042969 0.622139918 0.00063554 87.09814847AVFVDLEPTVIDEIR 8 17921989 1xTMT6plex [N-Term] 0.804 0.304 0.784 3.076227427 26.34 0 1945.084359 2 973.0457153 -0.105587162 -0.000102688 100.3623402DVNAAIAAIK 6 17921989 2xTMT6plex [N-Term; K10] 0.987 1.359 0.829 3.901872396 51.96 0 1443.893535 2 722.4498901 -0.714503208 -0.000515833 58.44763371LEFSIYPAPQVSTAVVEPYNSILTTHTTLEHSDCAFMVDNEAIYDICR 17 17921989 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C34; C47] 2.73541522 5.3 0 5746.75929 4 1437.44397 -0.912067739 -0.001310358 106.1922846AVCMLSNTTAIAEAWAR 39 17921989 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 2.175 1.012 100 2.735594511 25.77 0 2094.067346 2 1047.537109 -0.192968961 -0.000202045 93.62566765EDAANNYAR 14 17921989 1xTMT6plex [N-Term] 1.783 2.081 1.508 3.349599123 46.31 0 1252.611945 2 626.8093872 -0.35677924 -0.000223453 27.54228179AYHEQLSVAEITNACFEPANQMVK 7 17921989 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15]; 1xOxidation [M22] 0.99 100 2.569916964 7.08 0 3224.61204 3 1070.209961 -0.559651535 -0.000598569 72.51123941EIIDPVLDR 10 17921989 1xTMT6plex [N-Term] 1.34 0.567 0.727 3.260353804 33.62 0 1298.751733 2 649.880127 0.958340396 0.000622323 63.3554707YMACCLLYR 16 17921989 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C5] 0.875 0.696 0.789 3.333981514 29.42 0 1478.715564 2 747.8575439 -1.784967331 -0.001334005 48.25769338



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms YMACCLLYR 8 17921989 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C5]; 1xOxidation [M2] 1.192 1.123 0.892 1.688249826 34.9 0 1494.710479 2 747.8575439 -1.784967331 -0.001334005 48.25769338FDLMYAK 16 17921989 2xTMT6plex [N-Term; K7] 1.655 2.363 1.156 3.340296984 32.15 0 1345.759016 2 673.3817749 -2.037969117 -0.001371308 81.28086024LSVDYGK 14 17921989 2xTMT6plex [N-Term; K7] 1.364 1.45 0.981 3.336693764 38.06 0 1239.73491 2 620.3706055 -0.786621795 -0.000487601 39.27987182LSVDYGKK 2 17921989 3xTMT6plex [N-Term; K7; K8] 0.439 2.610091925 6.99 1 1596.992804 3 533.0023193 -0.250296799 -0.000133241 41.4246211AVCMLSNTTAIAEAWAR 5 17921989 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3]; 1xOxidation [M4] 100 100 0.970247626 2.39 0 2110.062261 2 1047.537109 -0.192968961 -0.000202045 93.62566765TIGGGDDSFTTFFCETGAGK 2 17921989 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C14] 1.398387671 0 2526.222275 2 1263.612915 -1.473303403 -0.001860946 86.59924344FDLMYAK 2 17921989 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 1.858 2.091995478 14.82 0 1361.753931 2 673.3817749 -2.037969117 -0.001371308 81.2808602431621305 LRPPRC leucine-rich PPR motif-containing protein, mitochondrial precursor 10128 NP_573566.2 27.83357245 1 35 35 142 1394 157.805 6.13 1.06 1.05 1.05 1.05 Significant 0.00001 GDVENIEVVQK 6 31621305 2xTMT6plex [N-Term; K11] 1.066 1.099 1.139 4.559975147 68.14 0 1687.963071 2 844.484375 -0.946643933 -0.00079895 47.23638162DLPVTEAVFSALVTGHAR 2 31621305 1xTMT6plex [N-Term] 100 2.935257912 23.94 0 2112.165069 3 704.7250366 -2.136517067 -0.001504226 94.53081426EKDIQEESTFSSR 19 31621305 2xTMT6plex [N-Term; K2] 1.191 1.214 1.082 4.055737019 35.66 1 2014.04932 3 672.0213623 0.106136459 7.13E-05 37.4919189SGGLGGSHALLLLR 2 31621305 1xTMT6plex [N-Term] 1.767 3.672627687 45.15 0 1579.948141 3 527.3210449 0.278860814 0.000146862 61.21549014VIEPQYFGLAYLFR 6 31621305 1xTMT6plex [N-Term] 1.351 1.254 3.394412994 25.58 0 1945.078486 2 973.0428467 -0.035762374 -3.48E-05 109.2020184DIQEESTFSSR 4 31621305 1xTMT6plex [N-Term] 1.454 1.421 4.074452877 43.22 0 1527.748832 2 764.378418 0.476117203 0.000363694 37.62042925YAGEPVPFIEPPESFEFYAQQLR 2 31621305 1xTMT6plex [N-Term] 1.979533672 16.93 0 2943.476626 3 981.8313599 0.985263419 0.0009667 105.1938651DAHLLVESK 6 31621305 2xTMT6plex [N-Term; K9] 1.013 1.06 4.103412151 50.92 0 1469.8728 2 735.4393921 -0.879191936 -0.00064615 41.98508103ALYEHLTAK 8 31621305 2xTMT6plex [N-Term; K9] 0.923 0.884 4.141611576 52.64 0 1503.893535 2 752.449585 -1.091844659 -0.000821009 57.05181469VIEEQLEPAVEK 4 31621305 2xTMT6plex [N-Term; K12] 100 2.291889668 28.86 0 1842.062451 2 921.5355225 0.715177639 0.000658701 53.94809657LVEKGETDLIQK 2 31621305 3xTMT6plex [N-Term; K4; K12] 0.515 3.106016397 9.59 1 2060.257017 3 687.4246216 1.113504808 0.000764702 65.80960879LQDAINILK 8 31621305 2xTMT6plex [N-Term; K9] 100 0.241 100 2.456724167 40.89 0 1485.940485 2 743.4749146 1.391025807 0.001033491 90.2310486TVLDQQQTPSR 2 31621305 1xTMT6plex [N-Term] 0.851 3.354679823 34.69 0 1501.817186 2 751.4133911 1.544326822 0.001159648 34.41267054IQEENVIPR 2 31621305 1xTMT6plex [N-Term] 0.947 3.284152031 32.2 0 1326.757881 2 663.8823242 -0.38350818 -0.000254411 52.15610337VIQALAMK 2 31621305 2xTMT6plex [N-Term; K8] 1.666 3.788589478 46.12 0 1331.848499 2 666.4284058 0.777418331 0.000517702 75.63083168NVQGIIEILK 2 31621305 2xTMT6plex [N-Term; K10] 100 2.287952662 30.32 0 1585.008899 2 793.0083008 0.268498493 0.000212786 96.71154048SVLELIPELNEKEEAYNSLMK 3 31621305 3xTMT6plex [N-Term; K12; K21] 1.702169418 1.26 1 3136.741864 3 1046.249878 -2.162534002 -0.002261104 95.97193802MEEANIQPNR 2 31621305 1xTMT6plex [N-Term] 1.256 3.829446554 34.17 0 1430.725929 2 715.8665161 -0.120871114 -8.65E-05 37.05401388SSLLLGFR 4 31621305 1xTMT6plex [N-Term] 0.708 0.494 2.383630753 28.14 0 1121.68801 2 561.3469849 -1.174304642 -0.000658602 71.31087217KIIETPGIR 6 31621305 2xTMT6plex [N-Term; K1] 0.997 0.79 0.664 3.410514832 19.08 1 1484.95647 3 495.656189 -1.654112776 -0.000818762 49.21042711AFAETHIK 4 31621305 2xTMT6plex [N-Term; K8] 1.205 1.296 3.157403469 27.04 0 1374.814557 3 458.9434814 0.970527939 0.000444765 39.61811614VYLQNEYK 2 31621305 2xTMT6plex [N-Term; K8] 1.366 3.70162034 21.4 0 1514.861901 2 757.9343872 -0.266054574 -0.000201518 46.95268502GETDLIQK 2 31621305 2xTMT6plex [N-Term; K8] 1.239 3.230989695 28.22 0 1361.804052 2 681.4053345 -0.484133298 -0.000329647 48.2365193LDDLFLK 6 31621305 2xTMT6plex [N-Term; K7] 1.252 0.903 2.999599695 37.35 0 1321.81316 2 661.409668 -0.832570392 -0.000550251 91.5645184TVQLTSSELESTLETLK 3 31621305 2xTMT6plex [N-Term; K17] 1.31529808 0 2337.316493 2 1169.160278 -1.374648827 -0.001606495 89.52643247AENQPIRDVLK 2 31621305 2xTMT6plex [N-Term; K11] 0.797 2.016457796 14.25 1 1741.037239 3 581.0170898 -0.300400668 -0.000174336 51.52085351LFECDRDQMYYNLLK 3 31621305 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 1.890273809 3.45 1 2466.256159 3 822.7557983 -1.344872655 -0.0011056 75.16022619GMQELGVHPDQETYTDYVIPCFDSVNSAR 2 31621305 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 2.153699875 0.65 0 3557.651449 3 1186.551147 -3.530316943 -0.004186546 91.52845613LLAEILR 5 31621305 1xTMT6plex [N-Term] 100 100 100 2.259081364 34.35 0 1056.697847 2 528.8515015 -2.006657172 -0.001060215 76.20457604LIASYCNVGDIEGASK 1 31621305 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C6] 1.208467484 0 2155.146926 2 1078.076294 -0.74913193 -0.000807245 63.51258072FSPTDFLAK 6 31621305 2xTMT6plex [N-Term; K9] 100 100 0.76 3.126475096 25.95 0 1483.856087 2 742.4302979 -1.865488775 -0.001384058 77.97121321SCGSLLPELK 2 31621305 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.774689198 11.64 0 1561.902386 2 781.4544678 -0.465319172 -0.000363392 62.10523484LVELTQK 4 31621305 2xTMT6plex [N-Term; K7] 0.858 1.196 2.819532871 31.55 0 1288.824059 2 644.9145508 -1.733291278 -0.001116954 62.56455216ISIMAER 4 31621305 1xTMT6plex [N-Term] 1.217 1.08 2.467783213 23.77 0 1048.602232 2 524.8048706 0.222001185 0.000116395 44.36199307DILIACR 4 31621305 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.085 1.186 2.583771706 28.82 0 1089.628781 2 545.3166504 -2.530255072 -0.001378519 56.82561776148536855 COPA coatomer subunit alpha isoform 1 1314 NP_001091868.1 30.0081103 1 30 30 133 1233 139.235 7.59 1.22 1.21 1.78 1.4 Significant 0.018 GHYNNVSCAVFHPR 6 148536855 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.205 1.177 5.749179363 56.63 0 1886.928151 4 472.4875793 0.178455556 8.42E-05 36.10979628YAVTTGDHGIIR 4 148536855 1xTMT6plex [N-Term] 1.306 5.24849844 68.91 0 1531.843007 3 511.2866516 1.563093589 0.000798138 27.65708337KDMSGHYQNALYLGDVSER 2 148536855 2xTMT6plex [N-Term; K1] 1.093 5.235496044 23.22 1 2641.344456 4 661.0914307 -0.213169376 -0.000140763 83.54908179KVQVPNCDEIFYAGTGNLLLR 4 148536855 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.093 1.04 4.208328247 26.46 1 2865.569705 3 955.8610229 -0.415059645 -0.000396461 88.19888951DMSGHYQNALYLGDVSER 8 148536855 1xTMT6plex [N-Term] 1.255 1.102 5.224385262 44.21 0 2284.086561 3 762.0333252 -0.498463623 -0.000379511 60.42697172LVGQSIIAYLQK 3 148536855 2xTMT6plex [N-Term; K12] 100 100 3.350343704 41.3 0 1791.114427 2 896.0602417 -0.681258296 -0.000610106 98.60459739GVNWAAFHPTMPLIVSGADDR 6 148536855 1xTMT6plex [N-Term] 100 100 3.293040991 33.79 0 2483.270279 3 828.4280396 -0.287482866 -0.000237966 101.0287743GITGVDLFGTTDAVVK 6 148536855 2xTMT6plex [N-Term; K16] 1.003 2.790495634 35.41 0 2051.178878 2 1026.091797 -1.248267534 -0.00128021 85.45880819LLELGPKPEVAQQTR 6 148536855 2xTMT6plex [N-Term; K7] 1.443 1.432 3.746355057 12.55 0 2137.274509 3 713.0958252 -0.742494263 -0.000528971 65.8959354DADSQNPDAPEGK 2 148536855 2xTMT6plex [N-Term; K13] 1.314 3.773777723 48.31 0 1801.896842 2 901.4545288 2.740943362 0.002469449 27.73921022VTTVTEIGK 5 148536855 2xTMT6plex [N-Term; K9] 1.43 1.432 4.290039539 61.63 0 1405.866652 2 703.4321899 -6.791965066 -0.004774299 45.16770875QELILSNSEDK 4 148536855 2xTMT6plex [N-Term; K11] 1.438 1.303 3.979752064 64.37 0 1733.968551 2 867.4824829 -6.263861985 -0.00543067 46.10271871GFFEGTIASK 4 148536855 2xTMT6plex [N-Term; K10] 100 100 2.427668571 39.01 0 1514.861901 2 757.9343262 -0.346636383 -0.000262553 73.48865971GYPEVALHFVK 6 148536855 2xTMT6plex [N-Term; K11] 1.047 1.925 100 2.980628967 31.81 0 1718.004148 3 573.3387451 -1.43552531 -0.000822079 61.32962771DADSITLFDVQQK 4 148536855 2xTMT6plex [N-Term; K13] 100 1.936431646 19.76 0 1938.058428 2 969.5316162 -1.275657168 -0.001236149 69.25628727ERPAYAVHGNMLHYVK 2 148536855 2xTMT6plex [N-Term; K16] 2.616 2.698863268 4.75 0 2343.279611 4 586.5743408 -1.740299677 -0.001019502 40.41916402KYDEVLHMVR 7 148536855 2xTMT6plex [N-Term; K1] 1.234 0.953 100 4.10101366 24.9 1 1747.992932 3 583.3348999 -1.593394869 -0.000928414 47.8500304LLQPPAPIMPLDTNWPLLTVSK 4 148536855 2xTMT6plex [N-Term; K22] 100 2.34529233 19.83 0 2902.688029 3 968.2285156 -5.868799826 -0.005678432 104.5491345MCTLIDKFDEHDGPVR 2 148536855 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 100 2.469078302 10.61 1 2391.220107 4 598.5610352 0.921422914 0.000550831 78.44089546ASNLENSTYDLYTIPK 4 148536855 2xTMT6plex [N-Term; K16] 100 1.589723945 12.06 0 2287.222199 2 1144.113403 -1.166816838 -0.001334385 64.30418223SILLSVPLLVVDNK 6 148536855 2xTMT6plex [N-Term; K14] 1.458675742 7.18 0 1968.25092 2 984.626709 -2.428049798 -0.002389506 99.04417492DVAVMQLR 10 148536855 1xTMT6plex [N-Term] 0.863 0.968 0.78 3.018514633 36.31 0 1160.665895 2 580.8370972 0.881456018 0.000511538 48.81666266VLTIDPTEFK 6 148536855 2xTMT6plex [N-Term; K10] 0.946 2.716 100 2.266710997 21.37 0 1620.96128 2 810.9837646 -0.634051619 -0.000513887 71.31499409QLDFNSSK 4 148536855 2xTMT6plex [N-Term; K8] 0.946 0.951 3.591407776 30.24 0 1396.783651 2 698.8950195 -0.635808917 -0.000444044 43.1298918ETIPDIDPNAK 3 148536855 2xTMT6plex [N-Term; K11] 1.128 100 2.408362389 25.54 0 1670.936522 2 835.9707642 -1.358812652 -0.001135245 55.762467VWDISGLR 6 148536855 1xTMT6plex [N-Term] 100 2.97554636 38.24 0 1174.678174 2 587.8425293 -0.333628613 -0.000195953 75.87420896ISPLQFR 2 148536855 1xTMT6plex [N-Term] 1.646 2.163075924 24.22 0 1089.661796 2 545.3339844 -1.012662832 -0.00055173 60.38236145FEEAVEK 4 148536855 2xTMT6plex [N-Term; K7] 1.36 1.703 2.512305975 38.41 0 1309.740389 2 655.3737793 -0.081547649 -5.34E-05 55.22486352ALDDKNCWEK 1 148536855 3xTMT6plex [N-Term; K5; K10]; 1xCarbamidomethyl [C7] 0.882 2.287359715 1 1966.067109 3 656.0272217 0.001652569 1.08E-06 54.01189915TLDLPIYVTR 2 148536855 1xTMT6plex [N-Term] 0.01 1.746418238 9.6 0 1419.840882 2 710.4231567 -1.299521278 -0.000922557 65.8419131266346679 SERBP1 plasminogen activator inhibitor 1 RNA-binding protein isoform 1 26135 NP_001018077.1 46.56862745 1 19 19 128 408 44.938 8.65 1.31 1.28 1.38 1.32 Significant 0.0005 SEEAHAEDSVMDHHFR 4 66346679 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.493 4.352002621 47.78 0 2141.950796 3 709.3233032 -0.246812286 -0.000174904 37.4301169SEEAHAEDSVMDHHFR 8 66346679 1xTMT6plex [N-Term] 1.455 1.575 5.06829977 51.81 0 2125.955881 3 709.3233032 -0.246812286 -0.000174904 37.4301169EAGGGGVGGPGAK 6 66346679 2xTMT6plex [N-Term; K13] 1.656 1.924 4.805525303 68.06 0 1471.826912 2 736.4168701 -0.304835862 -0.000224333 32.59650887SAAQAAAQTNSNAAGK 8 66346679 2xTMT6plex [N-Term; K16] 1.784 1.717 5.277949333 88.23 0 1919.034673 2 960.0214844 0.531089935 0.00050959 32.39673066RPDQQLQGEGK 10 66346679 2xTMT6plex [N-Term; K11] 1.509 1.354 1.438 4.036943436 31.43 0 1713.964803 2 857.4849854 -1.230210137 -0.001054268 33.07602608KNPLPPSVGVVDKK 6 66346679 4xTMT6plex [N-Term; K1; K13; K14] 1.077 1.171 1.32 5.381424427 22.2 2 2394.525418 4 599.3865967 -0.359437091 -0.00021517 44.71572063PGHLQEGFGCVVTNR 7 66346679 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.35 1.212 1.348 61.81 0 1899.969681 3 633.9940796 -1.050364376 -0.00066522 43.59676412SKSEEAHAEDSVMDHHFR 4 66346679 2xTMT6plex [N-Term; K2]; 1xOxidation [M13] 1.338 1.305 5.657701492 49.19 1 2586.240719 4 647.3167725 1.755646223 0.001135131 30.60546304KEETQPPVALK 6 66346679 3xTMT6plex [N-Term; K1; K11] 1.411 4.564987659 24.29 1 1927.183124 3 643.065979 0.134653379 8.65E-05 45.01974978ENEVEEVKEEGPK 6 66346679 3xTMT6plex [N-Term; K8; K13] 1.087 1.089 1.2 4.218023777 31.73 1 2203.206104 3 735.0732422 -0.422378777 -0.000310196 43.45261972KPNEGADGQWK 7 66346679 3xTMT6plex [N-Term; K1; K11] 1.354 1.389 1.728 4.070802689 22.19 0 1917.079722 3 639.6942139 -6.068338372 -0.003877829 37.76723017EETQPPVALK 4 66346679 2xTMT6plex [N-Term; K10] 2.092 3.848600149 31.45 0 1569.925229 2 785.4660034 -0.317903078 -0.000249542 50.41818241KNPLPPSVGVVDK 3 66346679 3xTMT6plex [N-Term; K1; K13] 0.92 1.653 4.676030636 43.77 1 2037.267523 3 679.7608643 0.25375334 0.000172321 53.94692843SSFSHYSGLK 8 66346679 2xTMT6plex [N-Term; K10] 1.231 1.222 1.088 3.599175453 28.42 0 1570.862963 3 524.2924805 -0.047918725 -2.51E-05 43.95944282ENEVEEVK 4 66346679 2xTMT6plex [N-Term; K8] 1.148 1.502 3.361101151 40.7 0 1433.788795 2 717.3996582 2.262792303 0.001622183 34.59187914SSASAPDVDDPEAFPALA 10 66346679 1xTMT6plex [N-Term] 100 1.705771446 20.77 0 1988.965032 2 994.9855347 -0.623110031 -0.000619672 67.46641552EMTLDEWK 8 66346679 2xTMT6plex [N-Term; K8] 1.389 1.29 3.512017965 37.41 0 1509.802337 2 755.4047852 -0.028710712 -2.17E-05 75.11199099FDQLFDDESDPFEVLK 7 66346679 2xTMT6plex [N-Term; K16] 100 2.191012144 12.77 0 2402.216779 2 1201.61145 -0.48090971 -0.000577625 100.0960454RFEKPLEEK 10 66346679 3xTMT6plex [N-Term; K4; K9] 1.321 1.273 1.262 4.202582836 20.33 1 1863.130695 4 466.5378418 -0.621272841 -0.000289378 44.26072235DELTESPK 2 66346679 2xTMT6plex [N-Term; K8] 1.956 3.27901721 42.76 0 1376.767332 2 688.8867798 -0.761769736 -0.00052439 39.353297124757900 CALR calreticulin precursor 811 NP_004334.1 60.91127098 1 20 20 184 417 48.112 4.44 1.12 1.05 1.08 1.08 Significant 0.00035 KPEDWDEEMDGEWEPPVIQNPEYK 30 4757900 3xTMT6plex [N-Term; K1; K24] 0.636 0.875 0.63 5.122476578 30.42 0 3647.781891 4 912.7020264 1.202119228 0.001096267 80.86743491IDDPTDSKPEDWDKPEHIPDPDAK 6 4757900 4xTMT6plex [N-Term; K8; K14; K24] 1.21 0.939 4.144281387 11.92 0 3676.915237 5 736.1889648 0.130742407 9.61E-05 57.24788415LFPNSLDQTDMHGDSEYNIMFGPDICGPGTK 8 4757900 2xTMT6plex [N-Term; K31]; 1xCarbamidomethyl [C26] 1.158 1.204 6.579847336 47.08 0 3914.843966 4 979.4658203 -0.642411299 -0.000628735 94.84380947LFPNSLDQTDMHGDSEYNIMFGPDICGPGTK 12 4757900 2xTMT6plex [N-Term; K31]; 1xCarbamidomethyl [C26]; 1xOxidation [M] 0.974 3.720925331 25.79 0 3930.838881 4 979.4658203 -0.642411299 -0.000628735 94.84380947GTWIHPEIDNPEYSPDPSIYAYDNFGVLGLDLWQVK 2 4757900 2xTMT6plex [N-Term; K36] 0.523 4.162746429 22.11 0 4607.317502 4 1152.584229 -0.524703908 -0.000604369 107.4358178HEQNIDCGGGYVK 6 4757900 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.461 1.473 1.396 5.274180889 48.37 0 1934.979467 3 645.6655273 1.324118056 0.000854047 41.4048662AKIDDPTDSKPEDWDKPEHIPDPDAK 2 4757900 5xTMT6plex [N-Term; K2; K10; K16; K26] 0.291 2.600269794 5.7 1 4105.210246 6 685.041626 0.761722101 0.000521172 48.78067048GQTLVVQFTVK 15 4757900 2xTMT6plex [N-Term; K11] 0.913 3.296318054 50.63 0 1678.030363 2 839.5169678 -2.207429142 -0.001852067 80.08385284DKGLQTSQDAR 4 4757900 2xTMT6plex [N-Term; K2] 1.078 0.77 4.138816833 23.65 1 1676.933168 3 559.6498413 1.074906153 0.000600849 23.76156114IDNSQVESGSLEDDWDFLPPKK 8 4757900 3xTMT6plex [N-Term; K21; K22] 100 2.948498011 12.94 1 3206.682435 3 1069.563965 -1.588360823 -0.00169779 82.44828252EQFLDGDGWTSR 18 4757900 1xTMT6plex [N-Term] 0.904 1.183 1.083 3.162789583 41.51 0 1639.791365 2 820.3989868 -0.407635509 -0.000334219 58.51075185IDNSQVESGSLEDDWDFLPPK 4 4757900 2xTMT6plex [N-Term; K21] 100 1.814502478 12.56 0 2849.42454 3 950.4782715 -1.501526647 -0.001426162 85.51320897FYALSASFEPFSNK 6 4757900 2xTMT6plex [N-Term; K14] 100 100 2.126210451 12.6 0 2066.099899 2 1033.552368 -1.180635978 -0.001219656 93.16928686LFPNSLDQTDMHGDSEYNIMFGPDICGPGTK 2 4757900 2xTMT6plex [N-Term; K31]; 1xCarbamidomethyl [C26]; 2xOxidation [M11; M20] 1.169 3.238236904 22.44 0 3946.833796 4 979.4658203 -0.642411299 -0.000628735 94.84380947DPDASKPEDWDER 3 4757900 2xTMT6plex [N-Term; K6] 0.936 1.065 3.991962433 4.38 0 2017.98672 3 673.3336792 -0.116607479 -7.84E-05 45.7177389KPEDWDEEMDGEWEPPVIQNPEYK 6 4757900 3xTMT6plex [N-Term; K1; K24]; 1xOxidation [M9] 0.599 100 3.400945425 14.23 0 3663.776806 4 912.7020264 1.202119228 0.001096267 80.86743491IKDPDASKPEDWDER 16 4757900 3xTMT6plex [N-Term; K2; K8] 1.083 1.113 1.189 3.881152391 20.73 1 2488.328679 2 1244.665649 -1.871272841 -0.002328171 43.10132291GLQTSQDAR 4 4757900 1xTMT6plex [N-Term] 0.808 100 2.690596819 37.22 0 1204.64833 2 602.8277588 -0.07409787 -4.46E-05 20.50521961VHVIFNYK 5 4757900 2xTMT6plex [N-Term; K8] 1.387 1.347 1.302 2.737730265 22.54 0 1477.893141 3 493.302002 -1.142742041 -0.00056295 49.50189231QIDNPDYK 4 4757900 2xTMT6plex [N-Term; K8] 0.926 1.107 3.241495848 27.98 0 1450.794215 2 725.8997803 -1.331176472 -0.000965632 41.91036193FVLSSGK 15 4757900 2xTMT6plex [N-Term; K7] 1.021 0.795 0.808 2.629771471 32.16 0 1195.74508 2 598.3759155 -0.439797179 -0.000262943 52.80870561GKNVLINK 2 4757900 3xTMT6plex [N-Term; K2; K8] 0.352 2.897108555 13.62 1 1573.040423 3 525.0175781 -1.425440165 -0.000747425 48.10598792LKEEEEDK 6 4757900 3xTMT6plex [N-Term; K2; K8] 0.905 0.757 2.715985775 32.49 1 1706.977942 2 853.9931641 0.649900021 0.000554682 35.9864080654607053 GCN1 eIF-2-alpha kinase activator GCN1 10985 NP_006827.1 18.00823662 1 39 39 140 2671 292.524 7.43 1.08 1.02 1.07 1.05 Significant 0.00031 LSVADSQAEAK 6 54607053 2xTMT6plex [N-Term; K11] 1.015 1.887 1.253 5.030290127 49.92 0 1576.894657 2 788.9509888 0.02759161 2.18E-05 39.60137988LYRPPPVLDALGR 2 54607053 1xTMT6plex [N-Term] 1.598 4.128397942 28.54 0 1696.010741 3 566.0079346 -0.878950248 -0.000496903 67.07022121AADTQVSETLK 2 54607053 2xTMT6plex [N-Term; K11] 1.4 3.552 47.66 0 1620.920872 2 810.956665 -9.142131568 -0.007409336 41.30510121GDVTDTEQLAQEMLIISHHPSLVAVQSGLWPALLAR 2 54607053 1xTMT6plex [N-Term] 2.656084538 19.03 0 4125.200415 4 1032.053833 -1.675641922 -0.00172809 101.7373711ALADENEFVR 6 54607053 1xTMT6plex [N-Term] 1.152 1.152 1.141 4.476228237 61.65 0 1392.73206 2 696.8686523 -1.458796389 -0.001015856 44.83410907AVMSNLSAHGVK 6 54607053 2xTMT6plex [N-Term; K12] 1.089 0.816 0.806 4.099005222 45.88 0 1671.961632 3 557.9923706 0.55443043 0.000308995 41.5190717GIKEEVQLTSK 5 54607053 3xTMT6plex [N-Term; K3; K11] 0.448 0.988 0.898 4.197563171 37.31 1 1919.178039 3 640.3912964 -9.745291716 -0.006234317 46.3832231GEHVPGFCLPK 4 54607053 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.06 0.887 3.470909357 35.94 0 1698.940168 3 566.984375 -0.939674057 -0.00053215 60.70746653ALGTLVSHVTLR 4 54607053 1xTMT6plex [N-Term] 1.537 100 3.613199472 36.52 0 1495.915778 3 499.3093262 -1.572912332 -0.000784315 61.20726061EDAGGMIQR 6 54607053 1xTMT6plex [N-Term] 1.268 1.431 1.474 3.493677378 47.26 0 1205.614587 2 603.3109741 0.069949541 4.22E-05 37.84296655EMLQAQLDR 6 54607053 1xTMT6plex [N-Term] 1.003 1.011 1.162 3.36124301 48.5 0 1332.714301 2 666.8591919 -2.396695927 -0.001597055 43.5927802LMDEAVLALR 2 54607053 1xTMT6plex [N-Term] 0.939 2.86056304 24.83 0 1359.786738 2 680.3968506 -0.230475939 -0.000156699 86.45839248LTEVLTDSHVK 2 54607053 2xTMT6plex [N-Term; K11] 0.922 2.152901411 22.99 0 1699.999457 3 567.3376465 -0.629763069 -0.000356866 60.30199289LTSADALRPSVVSITGPLIR 1 54607053 1xTMT6plex [N-Term] 0.01 1.748827457 0 2295.359746 3 765.7908936 -0.705260228 -0.000539609 77.63176893EILSELGK 6 54607053 2xTMT6plex [N-Term; K8] 1.314 0.713 1.194 3.545089722 34.25 0 1346.829538 2 673.9133301 -7.53961319 -0.005077287 62.00275687LMEIYQEK 2 54607053 2xTMT6plex [N-Term; K8] 1.076 3.172611713 32.65 0 1511.854373 2 756.4303589 -0.616108654 -0.000465733 74.67002898AASQSTQVPTITEGVAAALLLLK 2 54607053 2xTMT6plex [N-Term; K23] 2.338968515 14.06 0 2740.622452 3 914.2120361 -0.327141581 -0.000298857 116.0231747LTTPPVNTR 2 54607053 1xTMT6plex [N-Term] 1.541 2.748024702 17.09 0 1227.725852 2 614.3659058 -1.073029911 -0.000658693 41.58595402AYSDQAIVNLLK 4 54607053 2xTMT6plex [N-Term; K12] 1.463501692 20.99 0 1793.057306 2 897.0308228 -1.638052603 -0.001468561 76.50718157DLPEGAVK 4 54607053 2xTMT6plex [N-Term; K8] 1.062 0.902 3.325974464 37.8 0 1286.772023 2 643.8900757 0.661715651 0.000425739 49.48962017DLAPYLPSVTPGLK 5 54607053 2xTMT6plex [N-Term; K14] 1.550332904 10.43 0 1929.146121 2 965.0770264 0.339603293 0.000327572 98.79213637GAAYGLAGLVK 4 54607053 2xTMT6plex [N-Term; K11] 100 100 1.685385942 14.5 0 1477.914271 2 739.4602661 -0.686896025 -0.000507587 68.01270302SLVSGLIR 4 54607053 1xTMT6plex [N-Term] 2.068 2.360854626 32.87 0 1073.68801 2 537.3481445 0.933355398 0.000501066 58.04983269EMDVVSQHK 2 54607053 2xTMT6plex [N-Term; K9] 1.502 3.146991491 26.25 0 1530.835034 3 510.9494934 -0.723236251 -0.000369052 38.64873333LVLPSLLAALEEESWR 2 54607053 1xTMT6plex [N-Term] 1.069 2.465076923 12.07 0 2055.168758 2 1028.086426 -1.548669659 -0.001591389 116.7426LVEVQCLLLLEVLGGSHK 2 54607053 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C6] 1.450719595 3.26 0 2465.456573 3 822.4904175 0.051224348 4.21E-05 108.9330683IDPEAFITR 4 54607053 1xTMT6plex [N-Term] 100 100 2.511144876 22.55 0 1290.725518 2 645.8665161 0.184149581 0.000118843 72.98756494KQVFTSEK 2 54607053 3xTMT6plex [N-Term; K1; K8] 1.596 3.341737747 31.17 1 1654.014268 3 552.0090942 -0.930285298 -0.000512902 43.00184986DLILPTIQK 4 54607053 2xTMT6plex [N-Term; K9] 0.9 3.095557451 26.47 0 1498.960887 2 749.9836426 -0.585774958 -0.000439027 73.08746663DAVLYFSESLVPTAR 3 54607053 1xTMT6plex [N-Term] 1.326711059 3.83 0 1897.026845 2 949.015625 -1.513526289 -0.0014356 86.27134087ENVNSLLPVFEEFLK 6 54607053 2xTMT6plex [N-Term; K15] 1.87327373 6.94 0 2236.262941 2 1118.633423 -1.508050244 -0.001686198 109.7860775EEFAIMQTPAGELYDK 2 54607053 2xTMT6plex [N-Term; K16] 1.294657111 0 2300.188456 2 1150.597412 -0.394863842 -0.000454131 82.3344615ALGLVIR 10 54607053 1xTMT6plex [N-Term] 3.102 1.341 1.299 1.663767457 29.44 0 970.6610674 2 485.8333435 -1.707051346 -0.000828484 51.49449934ALGAMVK 2 54607053 2xTMT6plex [N-Term; K7] 0.798 2.928318262 17.96 0 1147.727322 2 574.3674316 0.230752762 0.000132421 47.41886639EDAGGMIQR 4 54607053 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.705 100 1.16017437 4.33 0 1221.609502 2 603.3109741 0.069949541 4.22E-05 37.84296655NPEILAIAPVLLDALTDPSR 2 54607053 1xTMT6plex [N-Term] 1.523529649 1.35 0 2347.343427 2 1174.173462 -1.610429829 -0.001890116 112.0948509TLGDLVR 2 54607053 1xTMT6plex [N-Term] 1.065 2.166297913 12.43 0 1002.614511 2 501.8102417 -1.300860448 -0.000652131 50.66189868GMGFLMR 4 54607053 1xTMT6plex [N-Term] 100 100 1.475701809 21.26 0 1040.558259 2 520.7821045 -1.274523184 -0.000663108 56.76584755ALQAAIQQLAEAQPEATAK 1 54607053 2xTMT6plex [N-Term; K19] 0.876607895 0 2410.370594 2 1205.68811 -0.684632014 -0.000825108 88.20749702NAPNDASYDAVR 1 54607053 1xTMT6plex [N-Term] 1.747 2.632713795 10.5 0 1521.749501 2 761.3778076 -0.76363135 -0.000581028 35.3910749924307939 CCT5 T-complex protein 1 subunit epsilon isoform a 22948 NP_036205.1 62.66173752 1 27 28 180 541 59.633 5.66 1.09 1.16 0.95 1.07 Significant 0.0033 KQQISLATQMVR 8 24307939 2xTMT6plex [N-Term; K1] 1.152 1.161 0.471 3.957998991 25.59 1 1861.109358 3 621.0413818 0.125681928 7.80E-05 46.13740218QQHVIETLIGK 4 24307939 2xTMT6plex [N-Term; K11] 1.165 1.038 4.299319267 40.76 0 1724.047076 3 575.3540649 0.328212743 0.000188618 52.46829243EMNPALGIDCLHK 2 24307939 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10]; 1xOxidation [M2] 1.188 4.048911572 41.26 0 1972.039624 3 658.0177612 -0.453352246 -0.00029801 53.26804002EMNPALGIDCLHK 12 24307939 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.789 1.556 1.412 4.126145363 38.64 0 1956.044709 3 658.0177612 -0.453352246 -0.00029801 53.26804002AFADALEVIPMALSENSGMNPIQTMTEVR 4 24307939 1xTMT6plex [N-Term] 100 3.465659857 44.52 0 3364.678849 3 1122.229492 -1.464031999 -0.001641999 111.5591725MMVDKDGDVTVTNDGATILSMMDVDHQIAK 2 24307939 3xTMT6plex [N-Term; K5; K30] 1.116 6.390100479 24.61 1 3937.998642 4 985.2539063 -1.230686052 -0.00121161 93.87060239VVYGGGAAEISCALAVSQEADK 4 24307939 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C12] 3.821726799 51.7 0 2653.390738 3 885.1352539 0.177466795 0.000156963 82.76744887QQISLATQMVR 6 24307939 1xTMT6plex [N-Term] 1.616 2.036 3.16447401 37.85 0 1503.851463 2 752.4296265 0.341070711 0.00025646 57.81038684DGDVTVTNDGATILSMMDVDHQIAK 2 24307939 2xTMT6plex [N-Term; K25] 100 2.660984039 21.02 0 3104.564421 3 1035.525879 -0.430711388 -0.000445724 92.32264319QMAEIAVNAVLTVADMER 4 24307939 1xTMT6plex [N-Term] 100 1.479 2.98622632 27.89 0 2190.14599 2 1095.57666 0.024483528 2.68E-05 115.1534871SIHDALCVIR 44 24307939 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.004 0.987 1.016 3.972945213 50.61 0 1412.788135 2 706.8984375 1.035647146 0.000731575 52.08500621LDVTSVEDYK 10 24307939 2xTMT6plex [N-Term; K10] 1.358 2.459 2.537 3.766227484 50.23 0 1626.899074 2 813.9538574 0.838499309 0.000682077 72.78451965GVIVDKDFSHPQMPK 5 24307939 3xTMT6plex [N-Term; K6; K15]; 1xOxidation [M13] 1.2 1.125 1.131 3.727318764 14.63 1 2401.351663 4 601.0932007 -0.287457116 -0.000172571 50.08764855DTEPLIQTAK 2 24307939 2xTMT6plex [N-Term; K10] 1.697 4.046461582 50.08 0 1573.920144 2 787.4637451 0.044293464 3.49E-05 50.6257895HKLDVTSVEDYK 6 24307939 3xTMT6plex [N-Term; K2; K12] 0.872 0.972 0.949 4.14443922 31.77 1 2121.215881 3 707.7424316 -1.479890922 -0.001046389 50.42586681IAILTCPFEPPKPK 8 24307939 3xTMT6plex [N-Term; K12; K14]; 1xCarbamidomethyl [C6] 100 100 100 2.554934025 15.54 0 2298.386258 3 766.7992554 -1.324788951 -0.001014959 74.72519101DVDFELIK 6 24307939 2xTMT6plex [N-Term; K8] 1.135 0.732 3.279173613 44.49 0 1436.840103 2 718.9223022 -1.931250253 -0.001387449 82.9401854LMGLEALK 8 24307939 2xTMT6plex [N-Term; K8] 1.599 1.236 2.463 3.608453512 42.1 0 1332.832515 2 666.9197388 -0.235701736 -0.000157075 67.36721081WVGGPEIELIAIATGGR 9 24307939 1xTMT6plex [N-Term] 1.021 1.493 2.503353596 19.66 0 1968.111577 2 984.5593872 -0.040371663 -3.97E-05 109.5510875ISDSVLVDIKDTEPLIQTAK 4 24307939 3xTMT6plex [N-Term; K10; K20] 100 2.704121351 20.06 1 2872.685001 3 958.2334595 0.286901616 0.000274726 91.87785757SQDDEIGDGTTGVVVLAGALLEEAEQLLDR 2 24307939 1xTMT6plex [N-Term] 1.695706367 3.26 0 3342.711389 3 1114.907715 -0.837065611 -0.00093269 114.3669249ETGANLAICQWGFDDEANHLLLQNNLPAVR 2 24307939 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.934850693 4.42 0 3608.81173 3 1203.609741 0.814872881 0.000980241 99.19128023MLVIEQCK 8 24307939 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.448 1.492 3.595707178 37.16 0 1478.847513 2 739.9281616 1.036727704 0.000766581 61.11845576FSELTAEK 4 24307939 2xTMT6plex [N-Term; K8] 1.064 1.112 2.980955362 21.98 0 1382.793153 2 691.9000244 -0.275082267 -0.000190191 63.46092175ISDSVLVDIK 4 24307939 2xTMT6plex [N-Term; K10] 2.304577112 27.63 0 1546.94563 2 773.975769 -0.884920605 -0.000684462 75.0205266VVYGGGAAEISCALAVSQEADKCPTLEQYAMR 3 24307939 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C12; C23] 2.657403946 5.24 1 3902.9491 4 976.4935303 0.81754429 0.000797708 90.00512463LMVELSK 13 24307939 2xTMT6plex [N-Term; K7] 1.072 2.391 100 3.146930933 37.43 0 1277.790316 2 639.3983765 -0.657079884 -0.000419805 59.45550323DFSHPQMPK 4 24307939 2xTMT6plex [N-Term; K9] 1.203 1.25 2.553596973 18.81 0 1544.829555 3 515.6138306 -1.69366308 -0.00087214 46.81707946AVTIFIR 11 24307939 1xTMT6plex [N-Term] 1.392 2.918 2.041 1.900840282 25.12 0 1048.671632 2 524.8390503 -0.77055013 -0.000404027 60.27344493KQQISLATQMVR 1 24307939 2xTMT6plex [N-Term; K1]; 1xOxidation [M10] 0.534 1.605457306 2.45 1 1877.104273 3 621.0413818 0.125681928 7.80E-05 46.13740218157389005 CAPN2 calpain-2 catalytic subunit isoform 1 824 NP_001739.2 51.28571429 1 25 25 196 700 79.959 4.98 0.96 0.96 0.9 0.94 Significant 0.00045 RPTEICADPQFIIGGATR 6 157389005 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 1.015 0.658 5.073363304 23.13 0 2231.180402 3 744.3986816 0.488361172 0.000363207 58.10650031GSLLGCSIDITSAADSEAITFQK 14 157389005 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C6] 1.738 1.175 100 3.773146868 43.35 0 2842.490845 3 948.1687012 0.247964079 0.000234945 91.18767521IMVDMLDSDGSGK 10 157389005 2xTMT6plex [N-Term; K13] 2.996 100 100 2.883499384 57.76 0 1825.943992 2 913.4760132 0.414956423 0.000378844 97.50634617KADYQAVDDEIEANLEEFDISEDDIDDGFR 18 157389005 2xTMT6plex [N-Term; K1] 100 100 3.734357119 28.4 1 3934.839452 4 984.4639893 -1.353201017 -0.001331157 98.92852719LEEEDEDEEDGESGCTFLVGLIQK 8 157389005 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 0.88 0.885 1.585 3.459482908 35.61 0 3199.524055 3 1067.178101 -1.346091517 -0.001435617 97.46405948KMGEDMHTIGFGIYEVPEELSGQTNIHLSK 2 157389005 3xTMT6plex [N-Term; K1; K30] 0.623 5.527040482 16.28 1 4048.112684 5 810.4278564 -0.619553761 -0.000501605 82.88157812KADYQAVDDEIEANLEEFDISEDDIDDGFRR 2 157389005 2xTMT6plex [N-Term; K1] 1.025 4.324053288 24.43 2 4090.940563 4 1023.489624 -0.952476867 -0.000974132 94.96801166LFAQLAGEDAEISAFELQTILR 13 157389005 1xTMT6plex [N-Term] 2.479 4.024168968 58.97 0 2664.444598 3 888.819519 -0.222939931 -0.000198004 112.7328598YLNQDYEALR 9 157389005 1xTMT6plex [N-Term] 0.954 1.231 1.348 3.743254662 51.33 0 1513.784824 2 757.3964233 0.493114791 0.000373235 58.09963493ADYQAVDDEIEANLEEFDISEDDIDDGFRR 2 157389005 1xTMT6plex [N-Term] 4.249469757 19.66 1 3733.682668 3 1245.231323 -0.870803367 -0.001083768 104.3279136SDGFSIETCK 6 157389005 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 100 100 1.544 3.657151222 58.48 0 1601.824529 2 801.4158325 -0.087931565 -7.04E-05 45.27926879MPCQLHQVIVAR 12 157389005 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.233 0.912 1.076 4.937322617 45.04 0 1680.923917 3 560.9793091 -0.323116294 -0.000181045 44.76280627EAAEGLGSHER 6 157389005 1xTMT6plex [N-Term] 1.367 1.054 1.131 2.39638567 24.46 0 1384.701822 3 462.2384338 -0.775615595 -0.000357999 30.91837623



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms NECLEAGTLFQDPSFPAIPSALGFK 4 157389005 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C3] 2.344319582 22.94 0 3167.648743 3 1056.550049 -4.151270135 -0.004383255 106.2518604KPPPNLFK 17 157389005 3xTMT6plex [N-Term; K1; K8] 0.91 0.888 0.823 4.002175808 43.72 0 1628.05026 3 543.3543091 -1.158338875 -0.000628611 49.28330727DGELLFVHSAEGSEFWSALLEK 2 157389005 2xTMT6plex [N-Term; K22] 3.1699543 18.62 0 2922.528945 3 974.8469238 -0.933091058 -0.000908995 108.4146369FADDQLIIDFDNFVR 6 157389005 1xTMT6plex [N-Term] 100 100 2.490626097 24.37 0 2057.054122 2 1029.030884 0.179410994 0.000184529 103.0689721LEICNLTPDTLTSDTYKK 6 157389005 3xTMT6plex [N-Term; K17; K18]; 1xCarbamidomethyl [C4] 0.01 0.01 2.41772747 15.3 1 2799.541708 3 933.8500977 -2.131860095 -0.00198941 70.02259788NPWGEVEWTGR 8 157389005 1xTMT6plex [N-Term] 1.377 100 100 2.540156364 22.1 0 1559.780407 2 780.3915405 -2.950732867 -0.002301248 70.24307313ALEEAGFK 14 157389005 2xTMT6plex [N-Term; K8] 1.015 0.999 1.254 3.862087488 50.85 0 1322.772023 2 661.8904419 1.197408952 0.00079195 47.44200526KALEEAGFK 7 157389005 3xTMT6plex [N-Term; K1; K9] 0.898 1.084 3.915718079 9.32 1 1680.029918 2 840.5184937 -0.123536676 -0.000103773 44.85348735MPCQLHQVIVAR 4 157389005 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3]; 1xOxidation [M1] 1.137 0.937 3.446757317 24.72 0 1696.918832 3 560.9793091 -0.323116294 -0.000181045 44.76280627SDTFINLR 7 157389005 1xTMT6plex [N-Term] 0.986 1.086 0.877 3.086882353 24.33 0 1194.668003 2 597.8380737 0.726361579 0.00043388 51.67558514EFYILWTK 9 157389005 2xTMT6plex [N-Term; K8] 100 2.636 1.039 2.337621927 19.18 0 1557.908123 2 779.4559937 -2.190177497 -0.001706048 84.39589265RHEDGEFWMSFSDFLR 2 157389005 1xTMT6plex [N-Term] 2.726818085 14.42 1 2288.075602 3 763.3637695 0.503914184 0.000384331 91.80011458NYPNTFWMNPQYLIK 2 157389005 2xTMT6plex [N-Term; K15] 0.01 1.143106341 0 2387.26223 2 1194.132202 -2.137315734 -0.002551167 90.508798524502101 ANXA1 annexin A1 301 NP_000691.1 65.31791908 1 20 20 331 346 38.69 7.02 0.79 0.79 0.75 0.78 Significant 0.00029 QAWFIENEEQEYVQTVK 13 4502101 2xTMT6plex [N-Term; K17] 0.607 0.881 0.723 4.036955357 33.18 0 2599.344439 3 867.1173706 -2.647014951 -0.002293501 79.03474273AAYLQETGKPLDETLKK 16 4502101 4xTMT6plex [N-Term; K9; K16; K17] 0.884 0.716 0.362 4.009245396 19.36 1 2821.684497 4 706.1765137 -0.09634759 -6.80E-05 52.35945282GTDVNVFNTILTTR 23 4502101 1xTMT6plex [N-Term] 0.814 0.936 0.963 2.941754818 49.71 0 1779.980229 2 890.493042 -0.798551356 -0.000710703 78.19427516AAYLQETGKPLDETLK 8 4502101 3xTMT6plex [N-Term; K9; K16] 0.821 0.841 1.378 4.435410023 34.34 0 2464.426602 3 822.1463623 -0.839159071 -0.000689349 67.9546298TPAQFDADELR 18 4502101 1xTMT6plex [N-Term] 0.709 0.772 0.717 4.777585506 64.73 0 1491.764088 2 746.3859863 0.407508302 0.000303953 53.83076837GLGTDEDTLIEILASR 45 4502101 1xTMT6plex [N-Term] 0.676 1.192 0.669 5.170063496 73.71 0 1932.048702 3 644.6871338 -0.959609771 -0.000618004 99.81819113GVDEATIIDILTK 50 4502101 2xTMT6plex [N-Term; K13] 0.703 0.705 0.625 4.534866333 65.41 0 1846.093751 2 923.5499878 -0.569881168 -0.000526027 102.0720772ALTGHLEEVVLALLK 22 4502101 2xTMT6plex [N-Term; K15] 0.818 0.777 5.370408535 43.55 0 2064.283283 2 1032.644287 -0.96182596 -0.000992741 111.6557923GGPGSAVSPYPTFNPSSDVAALHK 11 4502101 2xTMT6plex [N-Term; K24] 1.213 1.115 1.028 6.06107235 55.35 0 2814.482664 3 938.8320313 -0.399107095 -0.000374427 70.29793276SEDFGVNEDLADSDAR 26 4502101 1xTMT6plex [N-Term] 0.895 0.941 4.762748718 95.21 0 1968.898409 2 984.9536133 0.782631797 0.000770461 55.97815277DITSDTSGDFR 17 4502101 1xTMT6plex [N-Term] 0.699 0.733 0.786 4.500157833 56.51 0 1442.696068 2 721.8520508 0.524589009 0.000378411 47.54903191MYGISLCQAILDETKGDYEK 4 4502101 3xTMT6plex [N-Term; K15; K20]; 1xCarbamidomethyl [C7] 0.412 3.994183779 21.93 1 3021.588006 3 1007.865906 -1.60250664 -0.001614038 92.60890177CATSKPAFFAEK 4 4502101 3xTMT6plex [N-Term; K5; K12]; 1xCarbamidomethyl [C1] 0.759 0.942 2.995489359 9.3 0 2044.150444 3 682.0546875 -0.457397841 -0.000311663 53.05873867MYGISLCQAILDETK 6 4502101 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 1.759827852 8.87 0 2200.175783 2 1100.5896 -1.754619462 -0.001930236 86.10166459NALLSLAK 4 4502101 2xTMT6plex [N-Term; K8] 0.887 1.001 3.306978464 46.6 0 1287.840043 2 644.4234619 -0.307547414 -0.000198036 74.75961122SEIDMNDIK 8 4502101 2xTMT6plex [N-Term; K9] 1.062 0.97 0.976 3.702710867 51.46 0 1522.818715 2 761.9057007 -9.581299905 -0.007295291 49.25530785KGTDVNVFNTILTTR 5 4502101 2xTMT6plex [N-Term; K1] 100 1.062 1.14 3.421294212 20.38 1 2137.238124 3 713.0844727 0.34670388 0.000246996 78.38579511ALYEAGER 7 4502101 1xTMT6plex [N-Term] 0.693 0.677 0.612 3.156483889 36.35 0 1137.610154 2 569.3086548 -0.106292729 -6.05E-05 37.0480125VLDLELK 36 4502101 2xTMT6plex [N-Term; K7] 1.541 0.793 1.086 3.154746771 46.06 0 1287.82881 2 644.4188843 1.306116679 0.000841027 2.671679101CLTAIVK 3 4502101 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 0.776 0.855 3.19401145 37.53 0 1262.790651 2 631.8981934 -1.219918162 -0.000770251 49.14283001SEIDMNDIK 5 4502101 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 0.933 3.053142309 27.66 0 1538.81363 2 761.9057007 -9.581299905 -0.007295291 49.25530785100913206 DHX9 ATP-dependent RNA helicase A 1660 NP_001348.2 28.42519685 1 27 27 151 1270 140.869 6.84 1.14 1.47 1.59 1.4 Significant 0.0091 AAMEALVVEVTK 6 100913206 2xTMT6plex [N-Term; K12] 100 0.01 3.468012333 48.08 0 1719.012664 2 860.0106812 0.827006524 0.000710817 88.11952268GISHVIVDEIHER 16 100913206 1xTMT6plex [N-Term] 1.27 1.455 1.654 4.454807281 76.25 0 1732.954348 2 866.9804077 -0.46718502 -0.000404805 45.32398562AENNSEVGASGYGVPGPTWDR 10 100913206 1xTMT6plex [N-Term] 1.104 5.676305771 49.72 0 2392.136682 3 798.050354 -0.072457516 -5.78E-05 60.4269188DKDDDGGEDDDANCNLICGDEYGPETR 6 100913206 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C14; C18] 0.54 5.698766232 45.66 1 3503.485121 3 1168.497925 -1.683867844 -0.001966469 58.66484924KFESEILEAISQNSVVIIR 6 100913206 2xTMT6plex [N-Term; K1] 2.601 1.633 1.455 4.36283493 38.06 1 2633.527823 3 878.5143433 0.248110216 0.000217802 106.289252KEEQEVQATLESEEVDLNAGLHGNWTLENAK 2 100913206 3xTMT6plex [N-Term; K1; K31] 2.643348217 26.04 1 4169.160556 4 1043.045166 -0.413044179 -0.000430512 96.45233612AAECNIVVTQPR 9 100913206 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.796 1.546 4.142699242 72.23 0 1586.852192 2 793.9301147 0.479529342 0.000380471 37.10612409LQISHEAAACITGLR 4 100913206 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 100 3.558 3.361911058 33.58 0 1869.021382 3 623.6784058 -0.384348114 -0.000239452 52.82112598KDKDDDGGEDDDANCNLICGDEYGPETR 2 100913206 3xTMT6plex [N-Term; K1; K3]; 2xCarbamidomethyl [C15; C19] 0.856 6.347329617 35.86 2 3860.743016 4 965.9394531 -1.821646759 -0.001758228 43.40972084TPLHEIALSIK 6 100913206 2xTMT6plex [N-Term; K11] 1.361 1.519 0.981 3.786180735 33.62 0 1680.046013 3 560.6876221 1.368915446 0.000766614 63.26610945KVFDPVPVGVTK 2 100913206 3xTMT6plex [N-Term; K1; K12] 1.176 2.633720636 24.43 1 1973.240245 3 658.4178467 -0.6377586 -0.000419484 53.61634255NELMYQLEQDHDLQAILQER 2 100913206 1xTMT6plex [N-Term] 100 2.451462507 13.79 0 2715.360945 3 905.791748 -0.093427496 -8.46E-05 97.64191235QLYHLGVVEAYSGLTK 5 100913206 2xTMT6plex [N-Term; K16] 0.661 0.788 0.01 2.928250074 17.05 0 2236.274175 3 746.0964355 0.258693962 0.000192837 77.7533483YQILPLHSQIPR 6 100913206 1xTMT6plex [N-Term] 1.899 1.264 2.732322693 23.95 0 1693.995091 3 565.3369141 0.64807006 0.000365943 60.71209538ISAVSVAER 8 100913206 1xTMT6plex [N-Term] 1.531 1.626 1.547 3.305867434 38.33 0 1160.683653 2 580.845459 -0.010158883 -5.90E-06 39.89357574ELDALDANDELTPLGR 4 100913206 1xTMT6plex [N-Term] 100 100 2.48371315 18.18 0 1971.023216 2 986.0143433 -0.916141701 -0.000902868 73.84306358LAAQSCALSLVR 6 100913206 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 100 1.726126432 30.25 0 1517.867114 2 759.4368896 -0.402593296 -0.000305542 54.96544125AIEPPPLDAVIEAEHTLR 10 100913206 1xTMT6plex [N-Term] 1.139 0.952 1.211 2.106303692 19.62 0 2200.217499 3 734.0771484 -0.275730695 -0.000202222 76.93260294EGETVEPYK 4 100913206 2xTMT6plex [N-Term; K9] 1.367 1.292 3.031065702 29.37 0 1509.820096 2 755.4129639 -0.956687243 -0.000722213 45.61666214MGGEEAEIR 4 100913206 1xTMT6plex [N-Term] 2.39 1.293 2.83858633 27.52 0 1220.614253 2 610.8105469 -0.357025161 -0.000217895 34.78237105LETHMTPEMFR 8 100913206 1xTMT6plex [N-Term] 1.748 1.905 1.809 3.053349257 24.14 0 1620.80755 3 540.9440308 6.163208678 0.003329792 55.14707793DFVNYLVR 10 100913206 1xTMT6plex [N-Term] 0.433 0.987 1.423 2.841356516 42.06 0 1254.704389 2 627.8555298 -0.482703092 -0.000302825 77.30810536QPAIISQLDPVNER 5 100913206 1xTMT6plex [N-Term] 100 100 100 1.381933928 3.54 0 1809.006778 2 905.0089111 2.082792431 0.001883893 65.05246659DVVQAYPEVR 2 100913206 1xTMT6plex [N-Term] 1.72 3.478131056 14.89 0 1404.768445 2 702.8874512 -0.583424445 -0.000409788 49.32881917VFDPVPVGVTK 4 100913206 2xTMT6plex [N-Term; K11] 0.01 100 1.601021409 14.53 0 1615.98235 2 808.4940796 -0.908252687 -0.00073386 61.57179456GMTLVTPLQLLLFASK 2 100913206 2xTMT6plex [N-Term; K16] 1.302348137 0 2190.333604 2 1095.668945 -1.3651231 -0.001495038 112.7309173GATGCGK 2 100913206 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.984964013 19.71 0 1108.6185 2 554.8131104 0.40062756 0.000222072 23.1119117652632383 HNRNPL heterogeneous nuclear ribonucleoprotein L isoform a 3191 NP_001524.2 51.44312394 1 15 16 108 589 64.092 8.22 1.31 1.29 1.37 1.32 Significant 0.00033 SKPGAAMVEMADGYAVDR 8 52632383 2xTMT6plex [N-Term; K2] 1.239 1.073 0.976 4.061088085 25.72 0 2326.193558 3 781.4006958 -0.400850601 -0.000312956 45.84306472QPAIMPGQSYGLEDGSCSYK 7 52632383 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C17] 1.469 1.296 3.249799967 37.61 0 2646.294394 3 882.7687988 -0.964055863 -0.000850392 60.29756708SKPGAAMVEMADGYAVDR 8 52632383 2xTMT6plex [N-Term; K2]; 1xOxidation [M7] 1.159 1.177 1.185 4.46728754 28.34 0 2342.188473 3 781.4006958 -0.400850601 -0.000312956 45.84306472TDNAGDQHGGGGGGGGGAGAAGGGGGGENYDDPHK 16 52632383 2xTMT6plex [N-Term; K35] 1.511 1.814 2.096 6.204677582 78.5 0 3439.528397 4 860.6365356 -1.187549979 -0.001021153 25.44862381GLIDGVVEADLVEALQEFGPISYVVVMPK 2 52632383 2xTMT6plex [N-Term; K29]; 1xOxidation [M27] 0.995 3.434445143 32.8 0 3561.95303 3 1187.989014 -0.152215476 -0.000180728 113.0838349GLIDGVVEADLVEALQEFGPISYVVVMPK 11 52632383 2xTMT6plex [N-Term; K29] 100 1.131 1.093 3.629524231 26.3 0 3545.958115 3 1187.989014 -0.152215476 -0.000180728 113.0838349LKTDNAGDQHGGGGGGGGGAGAAGGGGGGENYDDPHK 2 52632383 3xTMT6plex [N-Term; K2; K37] 1.126 7.498108387 21.02 1 3909.870356 5 782.7792358 -0.839800424 -0.000656702 27.60247807QALVEFEDVLGACNAVNYAADNQIYIAGHPAFVNYSTSQK 2 52632383 2xTMT6plex [N-Term; K40]; 1xCarbamidomethyl [C13] 1.489 3.831350327 24.08 0 4846.418689 5 970.0844727 -5.247670575 -0.005086482 104.3608262SDALETLGFLNHYQMK 6 52632383 2xTMT6plex [N-Term; K16] 2.095 100 3.361161947 36.02 0 2325.231324 3 775.7481079 -0.668006454 -0.000517757 84.3455665QPPLLGDHPAEYGGPHGGYHSHYHDEGYGPPPPHYEGR 4 52632383 1xTMT6plex [N-Term] 1.098 1.337 6.10855484 19.85 0 4404.02333 5 881.6114502 1.093242746 0.000962933 37.84411908IQHPSNVLHFFNAPLEVTEENFFEICDELGVK 6 52632383 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C26] 100 1.049 3.282319307 14.71 0 4231.157436 4 1058.544434 -0.362069959 -0.000382994 110.0545027AITHLNNNFMFGQK 9 52632383 2xTMT6plex [N-Term; K14] 1.625 1.837 0.719 3.950695038 32.09 0 2093.136636 3 698.3828125 -1.314496127 -0.00091714 55.89589385YYGGGSEGGR 6 52632383 1xTMT6plex [N-Term] 1.327 100 1.532 2.961874723 39.72 0 1231.590481 2 616.2983398 -0.875244261 -0.000538971 31.18365507MAAAGGGGGGGR 4 52632383 1xTMT6plex [N-Term] 100 1.756 2.557200432 33.69 0 1147.583956 2 574.2958374 0.385396367 0.000221137 18.46110295LCFSTAQHAS 6 52632383 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.525 1.291 1.329 2.879874706 37.27 0 1350.667351 2 675.8366699 -0.95374057 -0.000644093 35.16433389SDALETLGFLNHYQMK 1 52632383 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 16.08 0 2341.226239 3 775.7481079 -0.668006454 -0.000517757 84.3455665AITHLNNNFMFGQK 2 52632383 2xTMT6plex [N-Term; K14]; 1xOxidation [M10] 1.997162104 3.12 0 2109.131551 3 698.3828125 -1.314496127 -0.00091714 55.89589385ISRPGDSDDSR 2 52632383 1xTMT6plex [N-Term] 1.31 3.060331821 19.64 0 1433.718201 3 478.5770874 -1.040366906 -0.000497198 27.10441362LNVCVSK 4 52632383 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.253 1.247 1.309 3.070602655 38.28 0 1277.765164 2 639.3822632 -6.193910301 -0.003957181 44.27993969FSTPEQAAK 2 52632383 2xTMT6plex [N-Term; K9] 1.316 3.543363094 31.19 0 1436.814951 2 718.9099121 -1.672484859 -0.001201526 43.55434003167860126 SERPINB5 serpin B5 5268 NP_002630.2 66.66666667 1 21 21 201 375 42.073 6.05 0.86 0.85 0.82 0.84 Significant 0.0002 SLNLSTEFISSTK 10 167860126 2xTMT6plex [N-Term; K13] 1.137 100 100 3.244474888 51.42 0 1885.068265 2 943.0371094 -0.701513057 -0.0006612 65.57462887GDTANEIGQVLHFENVK 16 167860126 2xTMT6plex [N-Term; K17] 0.86 1.388 6.14914608 57.5 0 2329.25523 3 777.0913086 1.778371557 0.00138076 85.32283197DVEDESTGLEK 8 167860126 2xTMT6plex [N-Term; K11] 0.781 0.698 0.668 4.530146599 62.51 0 1679.873981 2 840.4328003 -9.320624187 -0.007828737 41.76717269DVPFGFQTVTSDVNK 10 167860126 2xTMT6plex [N-Term; K15] 1.072 0.914 4.672525406 59.53 0 2112.137741 3 704.7171631 -0.381126747 -0.000268331 79.39305927QLCEKEPLGNVLFSPICLSTSLSLAQVGAK 4 167860126 3xTMT6plex [N-Term; K5; K30]; 2xCarbamidomethyl [C3; C17] 0.573 4.040549755 18.38 1 3947.195292 4 987.553833 -0.453405169 -0.00044742 105.1933803ILQHKDELNADHPFIYIIR 16 167860126 2xTMT6plex [N-Term; K5] 0.687 0.601 0.474 4.760969162 20.19 1 2793.58159 4 699.1490479 -2.587547031 -0.001807131 61.6154718HIFSEDTSDFSGMSETK 14 167860126 2xTMT6plex [N-Term; K17] 0.764 0.954 1.078 5.750134468 66.34 0 2376.142962 3 798.050354 -0.572031526 -0.000456126 83.15140115HIFSEDTSDFSGMSETK 4 167860126 2xTMT6plex [N-Term; K17]; 1xOxidation [M13] 0.918 1.191 5.181191444 76.31 0 2392.137877 3 798.050354 -0.572031526 -0.000456126 83.15140115QLNSESLSQWTNPSTMANAK 2 167860126 2xTMT6plex [N-Term; K20] 100 3.287290096 21.15 0 2665.365585 3 889.1259155 -0.89736957 -0.000797273 65.78502819DLTDGHFENILADNSVNDQTK 11 167860126 2xTMT6plex [N-Term; K21] 1.091 0.921 0.951 6.499063969 44.97 0 2804.410287 3 935.4735718 -1.470725588 -0.001374839 78.65890787ILVVNAAYFVGK 6 167860126 2xTMT6plex [N-Term; K12] 0.599 100 2.56624198 37.18 0 1752.082399 2 876.5454102 0.653538042 0.000572526 91.62032923ACLENLGLK 11 167860126 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.78 0.726 0.593 4.017983437 47.9 0 1475.865606 2 738.43573 -0.964172521 -0.000711495 113.5716217VCLEITEDGGDSIEVPGAR 11 167860126 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.717281818 18.86 0 2246.117193 2 1123.562866 0.562411382 0.000631621 73.86812832ELETVDFKDKLEETK 4 167860126 4xTMT6plex [N-Term; K8; K10; K15] 0.237 0.01 2.877350092 8.08 2 2740.579029 4 685.8990479 -1.702929819 -0.001166753 61.63656696GQINNSIK 4 167860126 2xTMT6plex [N-Term; K8] 0.813 3.759927034 52.91 0 1331.80472 2 666.4051514 -1.272142679 -0.000847123 34.45592098ELETVDFK 8 167860126 2xTMT6plex [N-Term; K8] 1.069 1.336 0.872 3.655225277 43.76 0 1438.819367 2 719.9133301 0.011277475 8.11E-06 89.61462374ELETVDFKDK 9 167860126 3xTMT6plex [N-Term; K8; K10] 0.6 0.662 0.772 2.796848059 18.1 1 1911.104205 3 637.7064819 0.359651127 0.00022911 50.52801385LSSFYSLK 6 167860126 2xTMT6plex [N-Term; K8] 1.209 0.925 1.758 3.475162268 44.63 0 1402.834624 2 701.9203491 -0.856756593 -0.000600944 64.7564264EPLGNVLFSPICLSTSLSLAQVGAK 11 167860126 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C12] 2.51620841 14.22 0 3059.721514 3 1020.577759 -0.912149292 -0.000930308 102.8126914IIELPFQNK 20 167860126 2xTMT6plex [N-Term; K9] 0.716 1.069 0.89 3.104857922 27.94 0 1559.956136 2 780.4814453 -0.334339529 -0.000260778 80.62829807NIIFFGK 14 167860126 2xTMT6plex [N-Term; K7] 0.946 0.448 0.963 3.104553461 28.05 0 1296.808015 2 648.9077759 0.200652533 0.000130104 80.58193789DELNADHPFIYIIR 2 167860126 1xTMT6plex [N-Term] 1.273792028 0.28 0 1945.038078 3 649.0172729 -0.417669121 -0.000270794 71.5762320562868215 LAMB3 laminin subunit beta-3 precursor 3914 NP_000219.2 29.35153584 1 26 26 127 1172 129.489 7.21 0.71 0.73 0.72 0.72 Significant 0.000064 ISSADPSGAFR 6 62868215 1xTMT6plex [N-Term] 0.659 0.872 0.783 4.239112377 51.49 0 1336.705845 2 668.855835 -1.086071502 -0.000725879 40.43463794AHAVEGQVEDVVGNLR 12 62868215 1xTMT6plex [N-Term] 0.645 0.725 0.868 4.519369602 50.22 0 1922.029304 3 641.3469238 -1.605550768 -0.001028639 54.50589204MLSTAYEQSAQAAQQVSDSSR 2 62868215 1xTMT6plex [N-Term] 0.464 4.105399609 44.8 0 2487.198296 3 829.7384644 1.022771852 0.000847945 68.96874383AAEESASQIQSSAQR 12 62868215 1xTMT6plex [N-Term] 0.601 0.599 0.671 5.55686903 78.38 0 1791.903435 3 597.9735107 1.419745346 0.000848016 21.23755286CAPKPGASAGPSTAVQVHDVCVCQHNTAGPNCER 2 62868215 2xTMT6plex [N-Term; K4]; 4xCarbamidomethyl [C1; C21; C23; C32] 1.078 6.21248579 20.6 0 4090.946826 5 818.9996948 5.510047441 0.004508262 36.48210364GYHPPSAYYAVSQLR 4 62868215 1xTMT6plex [N-Term] 0.587 0.63 4.295581341 35.78 0 1938.007112 3 646.6729126 -1.510668879 -0.000975896 53.65445742IQEVGEITNLR 4 62868215 1xTMT6plex [N-Term] 1.189 0.382 3.459809303 38.83 0 1500.858323 2 750.932373 -0.568598806 -0.000426693 71.62367436VAEVQQVLRPAEK 6 62868215 2xTMT6plex [N-Term; K13] 0.849 0.672 0.217 2.523581982 31.54 0 1925.158417 3 642.390686 -0.47378674 -0.000304038 62.81785353VENVASSSGPMR 2 62868215 1xTMT6plex [N-Term] 0.937 4.099811554 52.56 0 1462.752143 2 731.8798828 0.236366087 0.000172872 40.04726117MNEIQAIAAR 5 62868215 1xTMT6plex [N-Term] 0.867 0.771 0.659 3.751445532 52.98 0 1345.745936 2 673.3765259 -0.119362937 -8.03E-05 52.4644224TYGDVATGCR 6 62868215 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.686 0.785 4.207090378 30.95 0 1328.646616 2 664.8270264 0.120547009 8.01E-05 34.49669556DMPCDEESGR 2 62868215 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.728 3.349295139 42.8 0 1424.598345 2 712.8024292 -0.535780183 -0.000381636 31.45220962SADLTGLEK 6 62868215 2xTMT6plex [N-Term; K9] 0.759 0.677 0.67 3.692842722 57.79 0 1391.814616 2 696.4100342 -1.310907792 -0.00091227 41.35802098YPVCVACHPCFQTYDADLR 8 62868215 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C4; C7; C10] 0.924 0.749 0.552 2.891575098 19.69 0 2601.188601 3 867.7324829 -2.193339433 -0.001901763 58.46303577TEAEELFGETMEMMDR 2 62868215 1xTMT6plex [N-Term] 2.510438204 23.47 0 2147.949658 2 1074.478149 -0.296013397 -0.000317911 104.7555923LQAEAEEAR 4 62868215 1xTMT6plex [N-Term] 1.02 0.939 3.599405527 48.16 0 1245.663646 2 623.3363037 1.352605802 0.000842446 35.72338801LETQVSASR 8 62868215 1xTMT6plex [N-Term] 0.775 0.831 0.704 3.426240444 49.45 0 1219.684381 2 610.3459473 0.193936443 0.000118271 40.69922374MKDMELELLR 2 62868215 2xTMT6plex [N-Term; K2] 0.869 2.647371292 12.79 1 1735.985069 3 579.3331909 -0.028580945 -1.65E-05 79.79562775DMELELLR 6 62868215 1xTMT6plex [N-Term] 100 100 3.083552122 42.62 0 1247.68669 2 624.3463135 -1.073391971 -0.000669628 66.98559395VLYYATCK 4 62868215 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 0.716 0.681 3.421265841 43.67 0 1475.833244 2 738.4196777 -0.789222803 -0.000582381 65.4476423SQMEEDVR 5 62868215 1xTMT6plex [N-Term] 1.029 0.936 2.792901754 39.02 0 1222.593517 2 611.800415 0.029444067 1.80E-05 30.77267869LPNVDLVLSQTK 4 62868215 2xTMT6plex [N-Term; K12] 100 0.468 2.594455719 26.6 0 1785.088606 2 893.0464478 -1.673441967 -0.001493621 76.71610432GACYPPVGDLLVGR 2 62868215 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 100 1.907809258 12.87 0 1702.914792 2 851.9599609 -1.26072955 -0.001073458 70.1189563GSQAIMLR 10 62868215 1xTMT6plex [N-Term] 0.681 0.742 0.765 2.830495119 39.09 0 1104.63968 2 552.8237915 0.567124126 0.000313234 38.23318LEMSSLPDLTPTFNK 2 62868215 2xTMT6plex [N-Term; K15] 1.42847538 4.74 0 2151.177163 2 1076.090942 -1.187640153 -0.001277412 79.76739284QQGAEAVQAQQLAEGASEQALSAQEGFER 1 62868215 1xTMT6plex [N-Term] 0.887231767 0 3260.598091 3 1087.536011 -1.414474679 -0.001537344 70.85588059544063423 STIP1 stress-induced-phosphoprotein 1 isoform a 10963 NP_001269581.1 45.59322034 1 27 27 157 590 68.037 7.74 1.11 1.16 1.09 1.12 Significant 0.00035 KETKPEPMEEDLPENK 8 544063423 4xTMT6plex [N-Term; K1; K4; K16] 1.137 1.129 1.153 5.008872032 15.99 1 2830.567812 4 708.3963623 -1.481173223 -0.00104814 42.88869547TYEEGLKHEANNPQLK 6 544063423 3xTMT6plex [N-Term; K7; K16] 1.049 0.838 4.475338459 18.32 1 2558.418162 4 640.3538208 -9.657892224 -0.006177232 43.80893837ALSVGNIDDALQCYSEAIK 7 544063423 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C13] 1.436 1.367 5.288439751 85.36 0 2525.33216 3 842.447937 -1.149296275 -0.000967452 99.02212448ELDPTNMTYITNQAAVYFEK 9 544063423 2xTMT6plex [N-Term; K20] 1.513 2.837 1.224 3.356682062 28.77 0 2806.437353 3 936.1488037 -1.958068717 -0.001831732 93.41054232ETKPEPMEEDLPENK 10 544063423 3xTMT6plex [N-Term; K3; K15] 1.187 1.08 1.369 4.805395126 28.69 0 2473.309917 3 825.1079102 -0.299081504 -0.000246574 48.87496705DPQALSEHLK 10 544063423 2xTMT6plex [N-Term; K10] 1.189 1.013 1.094 4.012467861 48.51 0 1595.915727 2 798.460144 -1.701702675 -0.001357887 35.08316678LMDVGLIAIR 6 544063423 1xTMT6plex [N-Term] 1.342 100 3.781665564 59.77 0 1329.812559 2 665.4102173 0.450544935 0.00029957 94.82106733LAYINPDLALEEK 7 544063423 2xTMT6plex [N-Term; K13] 1.041 100 1.061 2.517708302 31.85 0 1947.1203 2 974.0663452 2.626288518 0.00255685 70.32865069AAALEFLNR 4 544063423 1xTMT6plex [N-Term] 1.032 1.253 2.988528252 39.84 0 1233.715288 2 617.3599854 -2.102224801 -0.001296773 63.95582285ALDLDSSCK 4 544063423 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.109 1.108 4.049443722 53.79 0 1466.792501 2 733.9003906 0.684289018 0.000501855 44.029536DCEECIQLEPTFIK 6 544063423 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C5] 2.294250965 15.12 0 2240.134312 2 1120.569458 -1.193260761 -0.001336532 67.91473859AAALEAMK 10 544063423 2xTMT6plex [N-Term; K8] 1.421 1.576 1.432 3.839673042 50.7 0 1262.754265 2 631.8804932 -0.439564443 -0.000277531 47.96257397TVDLKPDWGK 8 544063423 3xTMT6plex [N-Term; K5; K10] 1.244 1.402 0.642 3.370268345 13.22 0 1846.104146 3 616.0388794 -1.116294772 -0.000686932 63.6986991TLLSDPTYR 2 544063423 1xTMT6plex [N-Term] 1.172 3.431397676 36.61 0 1294.720433 2 647.8632202 -0.979910628 -0.000634355 51.5362356YKDAIHFYNK 4 544063423 3xTMT6plex [N-Term; K2; K10] 0.793 0.851 3.360005617 15.23 1 1986.141594 4 497.2905579 -0.600301958 -0.000298071 57.0809966LLEFQLALK 6 544063423 2xTMT6plex [N-Term; K9] 1.325 0.942 1.03 2.570446968 19.05 0 1532.981622 2 766.9959717 1.986122554 0.001522345 100.0126209GDYPQAMK 2 544063423 2xTMT6plex [N-Term; K8] 1.124 3.185700178 33.59 0 1367.739343 2 684.3735962 0.418809926 0.000286411 43.09049391ELGNDAYK 4 544063423 2xTMT6plex [N-Term; K8] 1.561 1.233 3.459058523 33.92 0 1367.757101 2 684.3818359 -0.51630878 -0.000353092 46.52141032AMADPEVQQIMSDPAMR 9 544063423 1xTMT6plex [N-Term] 1.264 0.01 100 1.389165759 4.5 0 2119.018347 2 1060.01001 -2.644558863 -0.002801934 62.33841975EAADGYQR 4 544063423 1xTMT6plex [N-Term] 0.762 2.463527441 28.84 0 1138.569017 2 569.788269 0.214432269 0.000122073 23.29743711LILEQMQK 6 544063423 2xTMT6plex [N-Term; K8] 100 100 1.069 1.519644856 15.16 0 1460.891093 2 730.9483643 -1.123023053 -0.000820307 58.82892547GDYPQAMK 2 544063423 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.171 1.854399085 23.06 0 1383.734258 2 684.3735962 0.418809926 0.000286411 43.09049391ELIEQLR 7 544063423 1xTMT6plex [N-Term] 2.095 0.998 1.198 2.510425329 32.1 0 1129.67784 2 565.3371582 -9.560003191 -0.005399862 49.11791584AMDVYQK 6 544063423 2xTMT6plex [N-Term; K7] 0.988 1.09 1.178 3.19994235 37.91 0 1312.733529 2 656.8704224 0.029554027 1.94E-05 46.30702275TYEEGLK 4 544063423 2xTMT6plex [N-Term; K7] 1.798 1.488 2.796376467 39.96 0 1297.740389 2 649.3730469 -1.211066569 -0.000785825 44.9127205CMMAQYNR 2 544063423 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.123 2.697095871 23.81 0 1302.595449 2 651.8012695 -0.143135384 -9.32E-05 42.08886387EGLQNMEAR 1 544063423 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.098 1.555770993 14.23 0 1292.646616 2 646.8272705 0.501572214 0.000324178 27.44202662GNECFQK 3 544063423 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.395 1.062 3.057311296 32.27 0 1340.703292 2 670.8490601 -9.285128847 -0.006224301 35.73064409222136639 MTHFD1 C-1-tetrahydrofolate synthase, cytoplasmic 4522 NP_005947.3 38.60962567 1 32 32 144 935 101.467 7.3 1.39 1.38 1.5 1.42 Significant 0.00073 LVGPEGFVVTEAGFGADIGMEK 2 222136639 2xTMT6plex [N-Term; K22] 3.587 3.954395294 33.88 0 2681.42606 3 894.4820557 2.071118898 0.001851184 101.7689732IYGADDIELLPEAQHK 6 222136639 2xTMT6plex [N-Term; K16] 1.371 100 100 3.637832403 39.52 0 2270.243269 3 757.4144287 -6.402722293 -0.004845246 64.38370834TDPTTLTDEEINR 8 222136639 1xTMT6plex [N-Term] 1.639 2 1.762 3.678113699 54.27 0 1733.875489 2 867.4414063 0.027112674 2.35E-05 41.62396931GALALAQAVQR 5 222136639 1xTMT6plex [N-Term] 0.757 100 1.431 3.980458021 68.88 0 1326.8055 2 663.90625 -0.208154096 -0.00013809 58.20879847KVVGDVAYDEAK 6 222136639 3xTMT6plex [N-Term; K1; K12] 1.414 1.51 4.252351284 37.71 1 1981.157303 3 661.0579224 0.964304975 0.000636813 56.63923084VVGDVAYDEAK 4 222136639 2xTMT6plex [N-Term; K11] 1.52 1.339 4.557683468 61.13 0 1623.899408 2 812.4537964 0.558971469 0.000453857 54.27672321IFHELTQTDK 4 222136639 2xTMT6plex [N-Term; K10] 1.213 1.274 3.83606267 42.07 0 1689.957592 3 563.9910889 0.663526451 0.000373777 49.12124222TDTESELDLISR 6 222136639 1xTMT6plex [N-Term] 100 100 100 3.223750591 52.65 0 1607.832561 2 804.4187622 -1.439015475 -0.001156848 51.49834692YVVVTGITPTPLGEGK 4 222136639 2xTMT6plex [N-Term; K16] 1.097 100 2.783373833 22.71 0 2089.230913 2 1045.11853 -0.540487467 -0.000564602 74.20792302ITIGQAPTEK 6 222136639 2xTMT6plex [N-Term; K10] 2.416 2.233 2.189 4.192670822 35.74 0 1515.914665 2 758.4616699 0.922600581 0.000699292 47.04764204QPSQGPTFGIK 6 222136639 2xTMT6plex [N-Term; K11] 100 1.96 1.697 4.617639542 64.51 0 1617.936463 2 809.4719849 0.14240767 0.000115203 48.66529573EHGAFDAVK 2 222136639 2xTMT6plex [N-Term; K9] 1.362 3.887748718 41.71 0 1431.799635 2 716.4036865 0.3222985 0.000230733 39.2068791KITIGQAPTEK 6 222136639 3xTMT6plex [N-Term; K1; K11] 1.173 0.69 1.332 5.463840961 33.72 1 1873.17256 3 625.0562134 -9.861725331 -0.006157571 43.66500112DDSNLYINVK 4 222136639 2xTMT6plex [N-Term; K10] 100 2.742804766 38.03 0 1638.910307 2 819.9591064 0.383669944 0.0003144 40.57391689GEWIKPGAIVIDCGINYVPDDK 5 222136639 3xTMT6plex [N-Term; K5; K22]; 1xCarbamidomethyl [C13] 100 100 2.87183547 6.01 0 3146.716318 3 1049.575806 -1.097791305 -0.001151479 77.842655EQVPGFTPR 2 222136639 1xTMT6plex [N-Term] 1.687 3.138432741 35.97 0 1259.694552 2 630.350769 -0.230773454 -0.000145352 46.71999342ETGVPIAGR 2 222136639 1xTMT6plex [N-Term] 1.556 2.6446805 38.89 0 1128.657438 2 564.8324585 0.17893134 0.000100976 35.95461788TAHLDEEVNK 4 222136639 2xTMT6plex [N-Term; K10] 1.061 1.019 4.13280344 14.01 0 1613.889906 3 538.6351318 0.579889501 0.000311959 34.54144191AAQAPSSFQLLYDLK 4 222136639 2xTMT6plex [N-Term; K15] 100 1.914607644 11.95 0 2110.194862 2 1055.60022 -0.805208517 -0.000849573 84.18198258LAILQVGNR 6 222136639 1xTMT6plex [N-Term] 1.637 100 2.87958622 35.66 0 1212.762572 2 606.8848877 -0.060530706 -3.67E-05 63.22534174AAEEIGIK 6 222136639 2xTMT6plex [N-Term; K8] 1.39 1.243 3.441653252 51.29 0 1288.787673 2 644.8966064 -1.347824324 -0.00086853 42.09130312GVPTGFILPIR 6 222136639 1xTMT6plex [N-Term] 0.815 1.88 1.075 3.030644894 43.5 0 1398.867037 2 699.9364014 -1.080221054 -0.000755543 78.11111368GDLNDCFIPCTPK 4 222136639 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C6; C10] 1.953029394 19.04 0 1995.00799 2 998.0065308 -1.105251996 -0.001102493 55.88479186ASFITPVPGGVGPMTVAMLMQSTVESAK 5 222136639 2xTMT6plex [N-Term; K28] 1.795673728 3.53 0 3264.744634 3 1088.913086 -6.104335786 -0.006643033 108.8327766GCLELIK 4 222136639 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.596 1.409 3.098658085 33.09 0 1290.785565 2 645.895813 -0.941940683 -0.000607922 56.963477LDIDPETITWQR 4 222136639 1xTMT6plex [N-Term] 1.362 100 2.278349876 18.46 0 1715.916566 2 858.4598999 -2.35602674 -0.002021373 70.41814158MVVASSK 4 222136639 2xTMT6plex [N-Term; K7] 1.592 1.576 2.804663897 35.5 0 1179.717151 2 590.3625488 0.56794652 0.000335008 37.20260781VLLSALER 6 222136639 1xTMT6plex [N-Term] 3.183 100 1.341 2.020351648 26.58 0 1129.714225 2 565.3601685 -1.031000506 -0.000582368 61.5186882GDILVVATGQPEMVK 4 222136639 2xTMT6plex [N-Term; K15] 1.280128956 9.32 0 2015.161119 2 1008.079956 -4.209867164 -0.00424178 65.29397599EISAQIR 4 222136639 1xTMT6plex [N-Term] 1.51 1.526 1.494 2.434860468 31.82 0 1045.620325 2 523.3138428 0.080580755 4.21E-05 35.68942116FSDIQIR 4 222136639 1xTMT6plex [N-Term] 1.778 1.816 2.796749115 33.37 0 1107.635975 2 554.3212891 -0.60780348 -0.000336612 60.44474939TPVPSDIDISR 1 222136639 1xTMT6plex [N-Term] 0.856 3.154368639 11.91 0 1428.789575 2 714.8983765 -0.068806712 -4.92E-05 45.183216124503481 EEF1G elongation factor 1-gamma 1937 NP_001395.1 70.70938215 1 23 23 172 437 50.087 6.67 1.25 1.28 1.32 1.28 Significant 0.00025 VLSAPPHFHFGQTNR 10 4503481 1xTMT6plex [N-Term] 1.229 1.361 1.668 3.51669383 26.05 0 1937.03433 3 646.3499146 0.444154412 0.000286781 46.56852349FPEELTQTFMSCNLITGMFQR 7 4503481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 3.149 2.318 100 4.861989498 43.05 0 2779.345495 3 927.1179199 -2.262437105 -0.002096031 114.0666905ALIAAQYSGAQVR 6 4503481 1xTMT6plex [N-Term] 1.211 1.274 4.300621986 61.59 0 1576.900856 2 788.9536133 -0.574822124 -0.000453219 46.36159687GSTPEAAAQVVQWVSFADSDIVPPASTWVFPTLGIMHHNK 2 4503481 2xTMT6plex [N-Term; K40] 100 4.168744087 15.56 0 4749.453952 5 950.6905518 -6.379685169 -0.006060004 107.4559122KLDPGSEETQTLVR 18 4503481 2xTMT6plex [N-Term; K1] 1.648 1.656 1.76 3.922855616 40.82 1 2031.14864 3 677.7208252 -0.35334394 -0.000239231 48.47913252EYFSWEGAFQHVGK 12 4503481 2xTMT6plex [N-Term; K14] 100 2.627 1.366 4.760475159 23.68 0 2143.101296 3 715.0383301 -0.400823623 -0.000286335 82.6514101LDPGSEETQTLVR 2 4503481 1xTMT6plex [N-Term] 2.318 4.231454372 58.04 0 1673.890745 2 837.4490356 0.029631003 2.48E-05 43.97149895GQELAFPLSPDWQVDYESYTWR 14 4503481 1xTMT6plex [N-Term] 100 100 2.614 2.748098135 17.86 0 2916.40419 3 972.803833 -2.483810916 -0.002414599 96.73406386



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms AAAPAPEEEMDECEQALAAEPK 10 4503481 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C13] 1.648 1.184 2.233 3.209808111 31.68 0 2815.353031 3 939.1239014 1.463230904 0.001373171 50.91843119QATENAKEEVR 6 4503481 2xTMT6plex [N-Term; K7] 0.893 1.003 0.732 3.679965019 15.44 1 1732.959383 3 578.3242188 -0.738534332 -0.000426617 26.32332744AKDPFAHLPK 13 4503481 3xTMT6plex [N-Term; K2; K10] 1.06 1.035 0.997 3.818313837 25.32 1 1811.114651 3 604.3728027 -5.960940612 -0.003598649 44.36827469ILGLLDAYLK 6 4503481 2xTMT6plex [N-Term; K10] 100 2.398 1.41 3.302571535 43.57 0 1577.007837 2 789.007019 -0.681863487 -0.000537652 103.2768463STFVLDEFK 10 4503481 2xTMT6plex [N-Term; K9] 2.611 100 2.509 3.344503164 40.04 0 1543.877217 2 772.4432373 1.28343715 0.000990735 76.15943638WFLTCINQPQFR 7 4503481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 100 2.008 2.876085281 38.01 0 1838.957326 2 919.9821167 -0.200609094 -0.000184456 93.5748697VPAFEGDDGFCVFESNAIAYYVSNEELR 10 4503481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.01 2.337717533 13.54 0 3427.599003 3 1143.204468 -0.044491695 -5.08E-05 118.0258736QVLEPSFR 8 4503481 1xTMT6plex [N-Term] 2.126 1.934 2.054 2.992130995 36.29 0 1204.688739 2 602.848999 1.645974443 0.000991443 45.40318477KFAETQPK 4 4503481 3xTMT6plex [N-Term; K1; K8] 1.372 3.2765553 30.9 1 1636.003704 2 818.5053101 -0.220056233 -0.000180006 38.35088517DGWSLWYSEYR 2 4503481 1xTMT6plex [N-Term] 1.524415731 7.33 0 1690.806287 2 845.9072266 0.525917727 0.000444613 80.1367228AVLGEVK 9 4503481 2xTMT6plex [N-Term; K7] 1.171 1.163 1.249 3.083745956 38.76 0 1173.76073 2 587.3834839 -0.885381948 -0.000519613 42.2559634YSNEDTLSVALPYFWEHFDK 2 4503481 2xTMT6plex [N-Term; K20] 1.618775249 7.65 0 2919.460531 3 973.8242798 -0.769061444 -0.000748415 96.15207737MAQFDAK 6 4503481 2xTMT6plex [N-Term; K7] 1.419 1.632 2.786306381 25.59 0 1268.707315 2 634.8582764 1.54608108 0.000980762 33.84668057DPFAHLPK 2 4503481 2xTMT6plex [N-Term; K8] 1.524 1.669552922 11.49 0 1382.819642 3 461.6112366 -0.351255643 -0.000161908 48.0905969TFLVGER 6 4503481 1xTMT6plex [N-Term] 1.787 1.505 2.827785254 31.62 0 1050.614511 2 525.8110352 0.269035405 0.000141326 44.976060445031877 LMNB1 lamin-B1 isoform 1 4001 NP_005564.1 42.15017065 1 23 26 136 586 66.368 5.16 1.43 1.4 1.41 1.41 Significant 0.000039 ALYETELADAR 10 5031877 1xTMT6plex [N-Term] 1.268 1.249 0.573 4.646683216 70.82 0 1480.784489 2 740.8964233 0.72991019 0.00054042 48.21087592KSMYEEEINETR 4 5031877 2xTMT6plex [N-Term; K1] 1.01 1.388 5.375740051 46.64 1 1987.020662 3 663.0116577 -0.122029666 -8.08E-05 39.93168116SMYEEEINETR 6 5031877 1xTMT6plex [N-Term] 2.216 0.906 1.625 5.00522089 62.16 0 1629.762767 2 815.3775024 -9.227813697 -0.007519574 42.81625236IESLSSQLSNLQK 6 5031877 2xTMT6plex [N-Term; K13] 2.009 3.64423418 39.98 0 1905.105713 2 953.0540771 -2.537902801 -0.002417487 73.76430771LSSEMNTSTVNSAR 6 5031877 1xTMT6plex [N-Term] 2.01 2.156 1.793 4.479751587 59.84 0 1725.863878 2 863.4364014 0.954735999 0.000823872 41.59253051AEHDQLLLNYAK 6 5031877 2xTMT6plex [N-Term; K12] 1.569 1.482 1.139 4.771583557 48.06 0 1873.058369 3 625.0246582 0.562048355 0.000350916 48.34425365DQMQQQLNDYEQLLDVK 5 5031877 2xTMT6plex [N-Term; K17] 5.746 1.702 3.112669468 35.51 0 2566.322323 3 856.1115723 -0.841614128 -0.000719951 92.62177452LALDMEISAYR 4 5031877 1xTMT6plex [N-Term] 2.262 4.44628334 34.99 0 1510.813681 2 755.9105835 0.138648591 0.000104736 95.08550704DAALATALGDK 6 5031877 2xTMT6plex [N-Term; K11] 100 100 100 3.318826914 45.41 0 1503.878279 2 752.4424438 -0.4442146 -0.000334022 54.32818975KIGDTSVSYK 2 5031877 3xTMT6plex [N-Term; K1; K10] 1.207 3.736650467 32.4 1 1785.072511 3 595.6955566 -0.22103759 -0.000131523 45.11338888SMYEEEINETR 2 5031877 1xTMT6plex [N-Term]; 1xOxidation [M2] 2.309 2.324163198 33.57 0 1645.757682 2 815.3775024 -9.227813697 -0.007519574 42.81625236KQLADETLLK 4 5031877 3xTMT6plex [N-Term; K1; K10] 1.047 1.182 4.032470226 34.96 1 1846.161661 3 616.0591431 0.658327624 0.000405126 48.23681309IGDTSVSYK 4 5031877 2xTMT6plex [N-Term; K9] 1.547 2.314 3.831271648 39.56 0 1427.814616 2 714.4106445 -0.422910295 -0.000301919 47.2815721QLADETLLK 4 5031877 2xTMT6plex [N-Term; K9] 100 1.664 4.538676262 46.11 0 1488.903766 2 744.9547729 -1.004988769 -0.000748166 55.91513063LYKEELEQTYHAK 4 5031877 3xTMT6plex [N-Term; K3; K13] 2.299 1.179 3.252063274 14.08 1 2339.321408 4 585.5855713 -0.407461645 -0.000238296 49.84594781TTIPEEEEEEEEAAGVVVEEELFHQQGTPR 5 5031877 1xTMT6plex [N-Term] 100 2.315896273 10.18 0 3640.733975 4 910.9373169 -1.795635693 -0.001634358 92.86474908EYEAALNSK 2 5031877 2xTMT6plex [N-Term; K9] 1.452 3.912791252 49.02 0 1482.82043 2 741.9142456 0.529181364 0.00039234 50.0274283DAALATALGDKK 6 5031877 3xTMT6plex [N-Term; K11; K12] 0.882 0.01 2.960970163 17.69 1 1861.136174 3 621.0508423 0.966896186 0.000599842 54.37923266IQELEDLLAK 5 5031877 2xTMT6plex [N-Term; K10] 100 100 2.157687426 23.41 0 1629.982744 2 815.4943848 -0.767633126 -0.000625614 96.96936357LAQALHEMR 4 5031877 1xTMT6plex [N-Term] 1.366 4.065821171 54.79 0 1297.724806 3 433.2469788 1.214879525 0.000525526 47.75440825LLEGEEER 8 5031877 1xTMT6plex [N-Term] 0.891 0.901 0.91 3.30015111 57.52 0 1203.641848 2 602.324585 0.03776196 2.27E-05 47.24056336LVEVDSGR 7 5031877 1xTMT6plex [N-Term] 1.309 1.55 1.759 3.135245085 37.13 0 1103.625804 2 552.3158569 -1.238357066 -0.000683341 44.64090885KLLEGEEER 2 5031877 2xTMT6plex [N-Term; K1] 0.786 2.727909088 12.36 1 1560.899743 3 520.9711914 -0.462452027 -0.000240614 36.54987775LQIELGK 24 5031877 2xTMT6plex [N-Term; K7] 1.154 1.463 100 3.083035707 38.53 0 1258.813494 2 629.9094238 -1.527751139 -0.000961577 71.00877436LAVYIDK 6 5031877 2xTMT6plex [N-Term; K7] 1.44 1.207 2.247 3.429924011 34.64 0 1279.802595 2 640.4004517 -7.007689875 -0.00448423 56.83551256QIEYEYK 4 5031877 2xTMT6plex [N-Term; K7] 1.476 1.333 3.300004482 35.27 0 1430.793153 2 715.9006958 0.672628018 0.000481196 43.01427866SLETENSALQLQVTER 2 5031877 1xTMT6plex [N-Term] 1.299800992 1.3 0 2047.086878 2 1024.046509 -0.555678358 -0.000568761 52.0904607219923142 KPNB1 importin subunit beta-1 isoform 1 3837 NP_002256.2 40.98173516 1 26 26 131 876 97.108 4.78 1.43 1.38 1.35 1.39 Significant 0.00028 SSAYESLMEIVK 6 19923142 2xTMT6plex [N-Term; K12] 1.575 100 3.417889833 47.34 0 1814.997408 2 908.0037231 1.521665568 0.00138091 86.81337259ALQSNIIPFCDEVMQLLLENLGNENVHR 4 19923142 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 100 100 4.221271515 42.3 0 3495.792574 3 1165.933594 -1.81537945 -0.002115397 116.251084GDQENVHPDVMLVQPR 6 19923142 1xTMT6plex [N-Term] 1.351 1.234 4.359088421 54.99 0 2063.054139 3 688.3555908 -0.930391998 -0.000639816 53.6146352VLANPGNSQVAR 4 19923142 1xTMT6plex [N-Term] 1.107 1.374 3.828609943 49.12 0 1454.827691 2 727.9175415 0.078983795 5.75E-05 38.22802929ESTLEAIGYICQDIDPEQLQDK 12 19923142 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C11] 1.081 4.372702122 40.48 0 3023.528353 3 1008.514709 0.40420589 0.000407376 93.06461998QDENDDDDDWNPCK 4 19923142 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 2.743 1.691 3.485323906 51.24 0 2223.950076 2 1112.478638 -0.034874603 -3.88E-05 44.14345143LLETTDRPDGHQNNLR 4 19923142 1xTMT6plex [N-Term] 1.73 5.751907825 38.61 0 2108.104594 4 527.7821045 0.945796881 0.00049846 38.37309176VAALQNLVK 4 19923142 2xTMT6plex [N-Term; K9] 1.272 1.468 4.111748695 45.75 0 1413.919356 2 707.4631958 -0.170588539 -0.000120599 75.1111971ESCLEAYTGIVQGLK 12 19923142 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 100 2.824730873 28.83 0 2126.156762 2 1063.582764 0.700105362 0.000744267 83.02584104LAATNALLNSLEFTK 4 19923142 2xTMT6plex [N-Term; K15] 100 2.133428335 21.53 0 2064.210512 2 1032.607178 -1.66319822 -0.001716596 96.58927617VQHQDALQISDVVMASLLR 5 19923142 1xTMT6plex [N-Term] 100 100 1.204 2.972657919 12.92 0 2352.29068 3 784.7677612 -0.828957327 -0.000649983 90.36297675LQQVLQMESHIQSTSDR 6 19923142 1xTMT6plex [N-Term] 100 3.48 1.041 2.902873278 25.14 0 2229.149495 3 743.7211304 -0.295007903 -0.000219206 66.55493491VAAGLQIK 7 19923142 2xTMT6plex [N-Term; K8] 1.466 1.591 1.103 3.537988663 41.82 0 1257.829479 2 629.4199829 2.552476601 0.00160529 36.99864525DTAAWTVGR 6 19923142 1xTMT6plex [N-Term] 1.651 1.536 0.658 3.285908699 42.63 0 1205.647602 2 603.328186 1.238720427 0.00074673 31.22807189LELEAAQK 6 19923142 2xTMT6plex [N-Term; K8] 1.489 1.195 1.594 3.960560799 51.43 0 1359.824787 2 680.4158325 -0.293170812 -0.00019933 46.38874677WLAIDANAR 10 19923142 1xTMT6plex [N-Term] 1.59 1.281 0.281 3.120041609 32.12 0 1258.710537 2 629.8575439 -2.165175627 -0.001362665 60.47855409TLATWATK 4 19923142 2xTMT6plex [N-Term; K8] 1.007 3.405 3.681094885 38.23 0 1349.819308 2 675.4133301 0.056093619 3.79E-05 51.9774342TTLVIMER 2 19923142 1xTMT6plex [N-Term] 1.339 2.650989294 32.53 0 1191.69686 2 596.3520508 -0.0297454 -1.77E-05 63.47452243TVSPDRLELEAAQK 4 19923142 2xTMT6plex [N-Term; K14] 1.335 1.055 4.297916412 30.3 1 2015.153725 3 672.3858643 -5.302774884 -0.003561969 46.70002381SNEILTAIIQGMR 4 19923142 1xTMT6plex [N-Term] 100 1.973832607 30.75 0 1674.941007 2 837.9729004 -1.482093244 -0.001241209 92.46089262DCYPAVQK 2 19923142 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.411 3.434192896 32.34 0 1438.776457 2 719.8929443 1.497836488 0.001077526 39.91196178ANFDKESER 3 19923142 2xTMT6plex [N-Term; K5] 1.515 1.152 0.775 2.633758783 1 1553.832392 3 518.6147461 -1.741827989 -0.00090217 27.15615716AAVENLPTFLVELSR 3 19923142 1xTMT6plex [N-Term] 1.254129887 6.85 0 1888.074129 2 944.5408325 0.137329917 0.000129645 95.71611311DPSVVVR 4 19923142 1xTMT6plex [N-Term] 1.491 1.302 2.576472282 19.8 0 1000.598861 2 500.8035278 0.917514599 0.000459032 32.28750303SDIDEVALQGIEFWSNVCDEEMDLAIEASEAAEQGRPPEHTSK 1 19923142 2xTMT6plex [N-Term; K43]; 1xCarbamidomethyl [C18] 2.205701828 0 5261.493112 5 1053.105347 0.858117333 0.000902996 112.4238618SDYDMVDYLNELR 4 19923142 1xTMT6plex [N-Term] 1.817282081 0.41 0 1861.883945 2 931.4454346 -0.189361628 -0.000176285 84.061513975454052 SFN 14-3-3 protein sigma 2810 NP_006133.1 71.37096774 1 15 19 455 248 27.757 4.74 0.88 0.88 0.92 0.89 Significant 0.00022 YLAEVATGDDK 24 5454052 2xTMT6plex [N-Term; K11] 0.868 0.76 0.849 5.035099506 53.92 0 1639.894323 2 820.4430542 -9.446499902 -0.007745631 51.46485839VETELQGVCDTVLGLLDSHLIK 31 5454052 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C9] 1.106 0.984 1.169 4.642138004 40.57 0 2897.605816 3 966.5388794 -1.287506529 -0.001243562 110.8066498EKVETELQGVCDTVLGLLDSHLIK 40 5454052 3xTMT6plex [N-Term; K2; K24]; 1xCarbamidomethyl [C11] 0.95 0.825 0.894 7.857717037 49.05 1 3383.906304 4 846.7327881 0.892126873 0.000754718 110.4484145TTFDEAMADLHTLSEDSYK 10 5454052 2xTMT6plex [N-Term; K19] 0.696 100 1.393 4.56392622 63.68 0 2632.285269 3 878.0992432 -0.795087765 -0.000697633 106.3189487YLAEVATGDDKK 6 5454052 3xTMT6plex [N-Term; K11; K12] 0.711 0.904 100 4.719202995 30.97 1 1997.152218 3 666.3884888 -0.653401075 -0.00043498 59.76812554SNEEGSEEKGPEVR 31 5454052 2xTMT6plex [N-Term; K9] 0.977 0.825 1.03 4.737241745 40.4 1 2005.023833 2 1003.017944 2.383334201 0.002389321 26.42581255SAYQEAMDISK 22 5454052 2xTMT6plex [N-Term; K11] 0.814 0.729 0.764 5.028225899 60.89 0 1700.892943 2 850.9467163 -3.990158723 -0.003393416 56.60653632GAVEKGEELSCEER 16 5454052 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C11] 0.552 0.61 0.64 4.712587833 32.18 1 2051.04794 3 684.3536377 -0.770417908 -0.000526721 38.39027954DSTLIMQLLR 37 5454052 1xTMT6plex [N-Term] 1.27 1.271 1.324 4.110405922 66.2 0 1418.823852 2 709.9172974 2.443154983 0.001733203 90.31582375GEELSCEER 20 5454052 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.906 0.822 0.817 3.566242218 49.34 0 1337.620461 2 669.3145142 0.965132002 0.00064549 26.04781226SNEEGSEEK 18 5454052 2xTMT6plex [N-Term; K9] 1.491 1.93 3.91492033 41.97 0 1466.737488 2 733.8729858 0.822907778 0.000603495 20.66073378YEDMAAFMK 24 5454052 2xTMT6plex [N-Term; K9] 0.895 1.29 1.165 3.847100258 51.19 0 1563.795143 2 782.4014282 0.279208766 0.000218313 71.72698506DNLTLWTADNAGEEGGEAPQEPQS 43 5454052 1xTMT6plex [N-Term] 1.84 1.073 2.959 2.551413536 20.68 0 2758.264127 3 920.0933838 0.533439554 0.000490456 62.0053808SAYQEAMDISK 24 5454052 2xTMT6plex [N-Term; K11]; 1xOxidation [M7] 0.884 0.879 0.893 3.198213577 57.57 0 1716.887858 2 850.9467163 -3.990158723 -0.003393416 56.60653632VISSIEQK 56 5454052 2xTMT6plex [N-Term; K8] 1.111 0.959 0.957 3.934776306 49.24 0 1361.840437 2 681.4239502 0.137042946 9.33E-05 59.72555441TTFDEAMADLHTLSEDSYK 7 5454052 2xTMT6plex [N-Term; K19]; 1xOxidation [M7] 2.426323891 13.84 0 2648.280184 3 878.0992432 -0.795087765 -0.000697633 106.3189487NLLSVAYK 24 5454052 2xTMT6plex [N-Term; K8] 0.874 0.882 0.72 3.972506762 46.76 0 1365.850608 2 683.4294434 0.733725009 0.000501079 92.81997229YEDMAAFMK 16 5454052 2xTMT6plex [N-Term; K9]; 1xOxidation [M] 0.954 1.086 1.34 2.4012146 32.43 0 1579.790058 2 782.4014282 0.279208766 0.000218313 71.72698506DSTLIMQLLR 14 5454052 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.102 100 1.706976891 33.93 0 1434.818767 2 709.9172974 2.443154983 0.001733203 90.31582375YEDMAAFMK 2 5454052 2xTMT6plex [N-Term; K9]; 2xOxidation [M4; M8] 0.806 1.65663743 20.36 0 1595.784973 2 782.4014282 0.279208766 0.000218313 71.72698506LAEQAER 6 5454052 1xTMT6plex [N-Term] 1.208 0.935 1.021 2.81289196 25.93 0 1045.583939 2 523.2957764 0.322273863 0.000168482 26.08720983EMPPTNPIR 8 5454052 1xTMT6plex [N-Term] 0.843 0.813 3.245959282 30.22 0 1283.697923 2 642.352356 -0.379914876 -0.000243848 36.980202KEMPPTNPIR 2 5454052 2xTMT6plex [N-Term; K1] 0.775 3.839627266 23.6 1 1640.955818 3 547.6575928 1.466901355 0.000802373 37.45698663NVVGGQR 2 5454052 1xTMT6plex [N-Term] 0.814 2.220030785 26.47 0 958.5631442 2 479.7850342 -0.367696825 -0.00017623 23.368670524885049 ACTC1 actin, alpha cardiac muscle 1 precursor 70 NP_005150.1 53.58090186 1 5 14 644 377 41.992 5.39 0.94 0.89 0.91 0.91 Significant 0.00025 SYELPDGQVITIGNER 64 4885049 1xTMT6plex [N-Term] 1.248 1.218 1.377 3.803804874 38.48 0 2020.05485 2 1010.528687 -2.35325448 -0.002376852 85.21825869AVFPSIVGRPR 34 4885049 1xTMT6plex [N-Term] 0.352 0.364 0.444 4.536440372 51.94 0 1427.868434 3 476.627655 -0.015640173 -7.44E-06 49.14656194EITALAPSTMK 42 4885049 2xTMT6plex [N-Term; K11] 1.222 1.44 1.159 4.486789703 61.33 0 1619.94425 2 810.4758301 0.082321506 6.67E-05 67.20350059KYSVWIGGSILASLSTFQQMWISKQEYDEAGPSIVHR 1 4885049 3xTMT6plex [N-Term; K1; K24]; 1xOxidation [M20] 6.97 2 4915.605986 5 983.927002 -0.016765863 -1.65E-05 112.3189617DSYVGDEAQSK 44 4885049 2xTMT6plex [N-Term; K11] 1.107 1.161 1.095 4.72834444 60.64 0 1656.848101 2 828.9279175 0.275976378 0.000228625 44.20964203HQGVMVGMGQK 24 4885049 2xTMT6plex [N-Term; K11] 1.133 1.188 1.182 5.080441952 68.53 0 1629.896923 3 549.3018799 -0.456592314 -0.000250501 32.73665634HQGVMVGMGQK 52 4885049 2xTMT6plex [N-Term; K11]; 2xOxidation [M5; M8] 1.128 1.098 1.01 5.129117489 55.53 0 1661.886753 3 549.3018799 -0.456592314 -0.000250501 32.73665634HQGVMVGMGQK 41 4885049 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 1.106 1.108 1.093 5.131017685 75.89 0 1645.891838 3 549.3018799 -0.456592314 -0.000250501 32.73665634LCYVALDFENEMATAASSSSLEK 10 4885049 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C2]; 1xOxidation [M12] 0.489 2.56 100 4.063639164 41.88 0 3010.47896 3 1004.171204 6.675728383 0.006699047 118.7756937GYSFVTTAER 8 4885049 1xTMT6plex [N-Term] 0.495 0.575 0.458 4.249853611 39.54 0 1359.710596 2 680.3585815 -0.521893456 -0.000354812 44.35081332EITALAPSTMK 30 4885049 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 1.059 1.146 1.148 3.327458143 52.93 0 1635.939165 2 810.4758301 0.082321506 6.67E-05 67.20350059IWHHTFYNELR 48 4885049 1xTMT6plex [N-Term] 1.078 1.014 1.089 3.88049674 43.62 0 1744.91209 3 582.3091431 0.450549471 0.000262056 45.4901325AGFAGDDAPR 7 4885049 1xTMT6plex [N-Term] 1.487 1.259 3.371614456 57.95 0 1205.611216 2 603.3093262 0.132093786 7.96E-05 32.14685543YPIEHGIITNWDDMEK 86 4885049 2xTMT6plex [N-Term; K16] 1.026 1.06 1.033 3.380174637 17.68 0 2419.236803 3 812.4142456 -1.451378761 -0.001178148 72.00949459YPIEHGIITNWDDMEK 64 4885049 2xTMT6plex [N-Term; K16]; 1xOxidation [M14] 0.972 0.752 0.816 2.273640156 24.06 0 2435.231718 3 812.4142456 -1.451378761 -0.001178148 72.00949459DLTDYLMK 55 4885049 2xTMT6plex [N-Term; K8] 1.087 1.087 1.065 3.984642267 41.49 0 1456.812173 2 736.9068604 -0.437522932 -0.000322193 64.73083726DLTDYLMK 31 4885049 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.04 0.908 0.72 2.499874353 44.45 0 1472.807088 2 736.9068604 -0.437522932 -0.000322193 64.73083726VAPEEHPTLLTEAPLNPK 2 4885049 2xTMT6plex [N-Term; K18] 0.436 2.528061628 15.2 0 2414.369532 3 805.4564209 -6.139182297 -0.004940752 54.34237207IKIIAPPER 1 4885049 2xTMT6plex [N-Term; K2] 1.029 2.575391769 0.47 1 1494.977205 3 498.9970093 -0.488842215 -0.000243603 55.327609154354962 IMMT MICOS complex subunit MIC60 isoform 2 10989 NP_001093639.1 31.17569353 1 1 22 126 757 83.497 6.57 0.72 0.81 0.78 0.77 Significant 0.0012 VVSQYHELVVQAR 8 154354962 1xTMT6plex [N-Term] 0.919 0.919 5.091937542 33.81 0 1756.990734 3 586.3344116 -1.168091942 -0.000684109 56.55258675GIEQAVQSHAVAEEEAR 14 154354962 1xTMT6plex [N-Term] 0.502 0.833 0.807 6.597196102 66.54 0 2053.051162 3 685.0217896 -0.168674635 -0.000115433 48.80925986AVDEAADALLK 6 154354962 2xTMT6plex [N-Term; K11] 0.909 0.767 100 3.837901592 81.94 0 1573.920144 2 787.4641113 0.50964228 0.000401068 74.35865486YSTSGSSGLTTGK 4 154354962 2xTMT6plex [N-Term; K13] 1.334 100 4.15993166 39.61 0 1703.9216 2 852.4644775 0.045834342 3.90E-05 44.95796594KAVDEAADALLK 2 154354962 3xTMT6plex [N-Term; K1; K12] 0.714 3.501346827 30.48 1 1931.178039 3 644.397644 0.17606813 0.00011334 72.75315604EVAGAKPHITAAEGK 6 154354962 3xTMT6plex [N-Term; K6; K15] 0.788 0.736 4.000221729 25.81 0 2166.284963 4 542.3267822 0.154908637 8.39E-05 45.08548LLSYASYCIEHGDLELAAK 2 154354962 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C8] 0.962 5.753736973 51.15 0 2611.384196 3 871.1323853 -0.610101066 -0.000531069 94.07481678AAMDNSEIAGEK 4 154354962 2xTMT6plex [N-Term; K12] 0.73 0.916 5.522397518 65.68 0 1693.883106 2 847.4446411 -0.649863874 -0.000550397 46.1091918TDHPEIGEGKPTPALSEASSSSIR 8 154354962 2xTMT6plex [N-Term; K10] 0.65 0.741 0.914 6.798127651 37.66 0 2924.53655 4 731.8894653 -0.177201367 -0.000129558 40.96696412GMSVSDLADK 6 154354962 2xTMT6plex [N-Term; K10] 1.159 1.1 0.877 4.159358501 60.96 0 1480.808151 2 740.9080811 0.496228613 0.00036741 54.54089676SEFEQNLSEK 6 154354962 2xTMT6plex [N-Term; K10] 1.045 0.922 0.912 4.45746994 47.04 0 1668.884487 2 834.9447632 -1.340334116 -0.001118431 44.97154383VQAAQSEAK 6 154354962 2xTMT6plex [N-Term; K9] 1.107 1.118 2.575 4.414123058 54.22 0 1389.8102 2 695.4086914 -0.067223208 -4.67E-05 27.80726653ISSVSEVMK 8 154354962 2xTMT6plex [N-Term; K9] 0.824 100 100 4.257594109 48.89 0 1437.838723 2 719.4233398 0.473285 0.000340254 53.86338023KVQAAQSEAK 6 154354962 3xTMT6plex [N-Term; K1; K10] 0.703 0.761 4.688598633 38.17 1 1747.068095 3 583.0283203 1.3239939 0.000771036 28.01759519GVYSEETLR 12 154354962 1xTMT6plex [N-Term] 0.671 0.774 0.829 3.861198664 54.59 0 1282.684047 2 641.8468018 1.77744132 0.001139948 26.57489261LSEQELQFR 4 154354962 1xTMT6plex [N-Term] 0.456 0.504 2.189433098 35.41 0 1378.752795 2 689.8795166 -0.753330748 -0.000519328 61.72301146SEIQAEQDR 2 154354962 1xTMT6plex [N-Term] 0.74 3.317947149 54.64 0 1304.664374 2 652.8357544 -0.108817977 -7.10E-05 28.47773498ELDSITPEVLPGWK 2 154354962 2xTMT6plex [N-Term; K14] 100 2.20420146 11.98 0 2042.157414 2 1021.583374 1.007545677 0.001028783 84.02347209DAMENEMR 4 154354962 1xTMT6plex [N-Term] 0.956 0.867 3.300866127 50.42 0 1224.555023 2 612.7808838 -0.434886032 -0.000266271 35.33874841AFDSAVAK 6 154354962 2xTMT6plex [N-Term; K8] 0.934 0.719 3.159055233 39.33 0 1266.745809 2 633.8768921 0.551815276 0.000349505 46.73832995VAMIDETR 4 154354962 1xTMT6plex [N-Term] 1.844 1.659 3.209153652 41.55 0 1163.629175 2 582.3183594 0.229781107 0.00013369 49.86159853DAMENEMR 2 154354962 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.674 1.794281721 28.13 0 1240.549938 2 612.7808838 -0.434886032 -0.000266271 35.33874841VAQDWLK 2 154354962 2xTMT6plex [N-Term; K7] 1.32699573 10.49 0 1317.793093 2 659.3999023 -0.428771787 -0.000282516 55.07284516GMSVSDLADK 2 154354962 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.515 1.927385092 26.39 0 1496.803066 2 740.9080811 0.496228613 0.00036741 54.54089676156523968 PARP1 poly [ADP-ribose] polymerase 1 142 NP_001609.2 34.51676529 1 29 29 118 1014 113.012 8.88 1.62 1.59 1.6 1.6 Significant 0.00003 KTAEAGGVTGK 4 156523968 3xTMT6plex [N-Term; K1; K11] 1.284 1.4 4.38556385 49.7 1 1706.041545 3 569.3508911 -2.007805827 -0.0011418 26.6096994KFYPLEIDYGQDEEAVK 4 156523968 3xTMT6plex [N-Term; K1; K17] 1.487 0.811 3.842167377 33.55 1 2731.479759 3 911.1651001 0.361585315 0.000329221 84.62060173GFSLLATEDKEALKK 2 156523968 4xTMT6plex [N-Term; K10; K14; K15] 1.829 3.351547003 14 2 2566.562591 4 642.3968506 1.161749868 0.000745426 74.28499701HPDVEVDGFSELR 6 156523968 1xTMT6plex [N-Term] 1.561 1.646 3.707862854 41.73 0 1728.875429 3 576.963623 0.512767207 0.000295504 55.87829833KPPLLNNADSVQAK 2 156523968 3xTMT6plex [N-Term; K1; K14] 1.577 5.614970207 40.31 0 2182.316264 3 728.1101685 -0.142714835 -0.000103816 44.03315581GIYFADMVSK 14 156523968 2xTMT6plex [N-Term; K10] 1.513 100 100 3.201926231 48.08 0 1588.880922 2 794.9434814 -0.777553156 -0.00061772 74.34774226GDEVDGVDEVAK 2 156523968 2xTMT6plex [N-Term; K12] 1.877 4.095065594 49.01 0 1690.889966 2 845.9435425 -6.007208788 -0.005078765 41.51121731TAEAGGVTGK 2 156523968 2xTMT6plex [N-Term; K10] 100 3.310047626 25.51 0 1348.783651 2 674.8947754 -1.020451834 -0.000688184 29.86534573FYTLIPHDFGMK 2 156523968 2xTMT6plex [N-Term; K12] 2.108 3.10687542 39.25 0 1927.055198 3 643.0233765 0.196452355 0.000126192 85.89692697MIFDVESMK 8 156523968 2xTMT6plex [N-Term; K9] 1.854 1.668 3.707496881 42.21 0 1557.842093 2 779.4245605 -0.159776303 -0.000124453 86.76475195GGAAVDPDSGLEHSAHVLEK 2 156523968 2xTMT6plex [N-Term; K20] 100 2.324092388 5.96 0 2447.293072 4 612.5789185 0.315335394 0.00019293 52.90918284LQLLEDDKENR 4 156523968 2xTMT6plex [N-Term; K8] 1.229 1.11 3.026112556 10.25 1 1831.032548 3 611.0160522 0.576580838 0.000351913 58.72611605MVDPEKPQLGMIDR 4 156523968 2xTMT6plex [N-Term; K6] 3.273 2.006 2.749254465 9.1 0 2087.139338 3 696.3849487 0.457655792 0.000318397 61.36209505VADGMVFGALLPCEECSGQLVFK 3 156523968 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C13; C16] 100 1.779752374 11.42 0 2985.528828 3 995.8483887 0.597802174 0.000594919 95.23667713VVSEDFLQDVSASTK 6 156523968 2xTMT6plex [N-Term; K15] 1.872984409 24.67 0 2083.132321 2 1042.068237 -1.499300161 -0.00156162 72.65096135QQVPSGESAILDR 2 156523968 1xTMT6plex [N-Term] 1.502 3.015552759 19.62 0 1628.880515 2 814.9434204 -0.583578524 -0.00047529 48.76613898VVDRDSEEAEIIR 6 156523968 1xTMT6plex [N-Term] 2.855 2.01 4.558503151 31.16 1 1759.938758 2 880.4737549 0.83826532 0.000737648 39.8221718MAIMVQSPMFDGK 6 156523968 2xTMT6plex [N-Term; K13] 100 0.542 1.698095441 16.12 0 1913.009904 2 957.0073853 -1.259660069 -0.001204871 74.02386002VFSATLGLVDIVK 2 156523968 2xTMT6plex [N-Term; K13] 100 1.886513591 10.17 0 1820.129743 2 910.5679932 -0.567526507 -0.000516486 103.5999258AMVEYEIDLQK 5 156523968 2xTMT6plex [N-Term; K11] 0.622 1.878846169 12.81 0 1796.986843 2 898.9984131 1.506055476 0.001353181 68.40843009LTVNPGTK 4 156523968 2xTMT6plex [N-Term; K8] 2.042 2.023 3.055418015 44.4 0 1287.803658 2 644.4053955 -0.111324715 -7.17E-05 48.9071676ASLCISTK 4 156523968 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.774 2.191 3.514478207 42.69 0 1337.786293 2 669.395874 -1.361953799 -0.000911002 47.23115863KLTVNPGTK 4 156523968 3xTMT6plex [N-Term; K1; K9] 1.42 1.203 4.028553486 25.43 1 1645.061553 3 549.0252075 -0.293856121 -0.000161137 46.07253592GFSLLATEDK 4 156523968 2xTMT6plex [N-Term; K10] 1.577295423 16.61 0 1538.88303 2 769.9451294 -0.031179067 -2.40E-05 60.0567764GTNSYYK 4 156523968 2xTMT6plex [N-Term; K7] 1.763 2.593 3.155427217 27.45 0 1290.709423 2 645.8581543 -0.30297776 -0.000195528 36.79682615ELLIFNK 6 156523968 2xTMT6plex [N-Term; K7] 100 1.339 1.264 2.476173639 23.42 0 1334.844794 2 667.9249268 -1.661177677 -0.001108707 70.90640866IAPPEAPVTGYMFGK 3 156523968 2xTMT6plex [N-Term; K15] 2.594 0.588 1.542635322 2.81 0 2036.129091 2 1018.567505 -0.66673296 -0.000678777 80.32403334SANYCHTSQGDPIGLILLGEVALGNMYELK 1 156523968 2xTMT6plex [N-Term; K30]; 1xCarbamidomethyl [C5] 1.298578143 0 3721.933374 4 931.2380981 -0.755269263 -0.000702765 111.0798929SDAYYCTGDVTAWTK 2 156523968 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.333198428 0 2196.068341 2 1098.536865 -0.859372732 -0.000943621 58.8408286855956788 NCL nucleolin 4691 NP_005372.2 40.56338028 1 29 29 255 710 76.568 4.7 1.36 1.32 1.34 1.34 Significant 0.000074 EVFEDAAEIR 18 55956788 1xTMT6plex [N-Term] 2.052 2.878 2.763 4.142613888 62.46 0 1407.731725 2 704.3695679 0.09498414 6.69E-05 50.81614751VEGTEPTTAFNLFVGNLNFNK 12 55956788 2xTMT6plex [N-Term; K21] 1.184 100 3.242484331 26.84 0 2770.481601 3 924.166748 1.476173176 0.001363237 104.8481333GLSEDTTEETLK 12 55956788 2xTMT6plex [N-Term; K12] 1.588 1.467 1.658 4.694994926 73.47 0 1780.958045 2 890.9830933 0.48543167 0.000432267 42.8048675KFGYVDFESAEDLEK 8 55956788 3xTMT6plex [N-Term; K1; K15] 1.431 1.343 1.03 4.814443588 34.78 1 2464.321468 3 822.1101685 -2.238274908 -0.00183861 73.67515035EAMEDGEIDGNK 36 55956788 2xTMT6plex [N-Term; K12] 1.537 1.677 1.758 3.902029753 68.51 0 1765.86785 2 883.4378052 0.273820922 0.000241766 29.88821455GLSEDTTEETLKESFDGSVR 7 55956788 2xTMT6plex [N-Term; K12] 0.76 100 0.01 3.232396841 38.34 1 2658.35104 3 886.788147 -0.433634239 -0.000384251 79.78471672TLVLSNLSYSATEETLQEVFEK 12 55956788 2xTMT6plex [N-Term; K22] 1.953 1.674 5.648114204 68.58 0 2959.591605 3 987.2015381 -0.521674066 -0.000514647 105.6224508GYAFIEFASFEDAK 38 55956788 2xTMT6plex [N-Term; K14] 100 100 100 3.017705441 35.53 0 2053.068265 2 1027.03772 -0.049534093 -5.08E-05 96.74684177VTQDELKEVFEDAAEIR 7 55956788 2xTMT6plex [N-Term; K7] 100 3.325352907 24.51 1 2450.31789 3 817.4437866 -0.44213313 -0.000361122 97.82870396SISLYYTGEK 8 55956788 2xTMT6plex [N-Term; K10] 1.754 1.414 1.045 3.151122093 43.48 0 1618.909245 2 809.9562378 -2.499154338 -0.002022952 54.33928175EAMEDGEIDGNK 16 55956788 2xTMT6plex [N-Term; K12]; 1xOxidation [M3] 1.777 1.486 1.756 2.839432478 55.54 0 1781.862765 2 883.4378052 0.273820922 0.000241766 29.88821455KVAVATPAK 2 55956788 3xTMT6plex [N-Term; K1; K9] 1.13 5.455944538 30.89 1 1572.045174 3 524.6862793 -0.56600751 -0.000296596 38.95956466ALELTGLK 8 55956788 2xTMT6plex [N-Term; K8] 1.338 1.211 1.493 3.300933361 51.53 0 1302.839709 2 651.9232788 -0.328446247 -0.000213956 71.19403081GIAYIEFK 16 55956788 2xTMT6plex [N-Term; K8] 1.347 1.298 100 3.103596449 48.68 0 1398.839709 2 699.9232178 -0.393170941 -0.000274992 77.21692456VTLDWAKPK 12 55956788 3xTMT6plex [N-Term; K7; K9] 1.354 1.335 1.15 2.720161915 16.59 0 1745.092853 3 582.3694458 0.533674952 0.000310437 68.44494126NDLAVVDVR 2 55956788 1xTMT6plex [N-Term] 100 2.538877487 45.99 0 1229.705117 2 615.3563843 0.305036291 0.000187552 52.06270267QGTEIDGR 2 55956788 1xTMT6plex [N-Term] 1.587 2.94001174 34.64 0 1104.584667 2 552.7959595 -0.022682451 -1.25E-05 22.42403081KAAVTPGK 4 55956788 3xTMT6plex [N-Term; K1; K8] 0.922 1.079 4.029923916 23.87 1 1458.96111 3 486.9925537 1.369044588 0.000665794 30.3616232EALNSCNK 2 55956788 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.834 3.262621641 32.77 0 1393.750971 2 697.3779297 -1.713186251 -0.001193877 33.22967722KVVVSPTK 6 55956788 3xTMT6plex [N-Term; K1; K8] 1.031 1.049 4.159699917 30.04 1 1545.034275 3 515.6821289 -1.580502963 -0.000813977 40.6358609ESFDGSVR 2 55956788 1xTMT6plex [N-Term] 1.466 2.691430569 26.25 0 1125.573768 2 563.2910767 0.984698066 0.000554175 40.97722793KTVTPAK 4 55956788 3xTMT6plex [N-Term; K1; K7] 1.096 1.199 3.791569948 16.06 1 1431.950211 3 477.9877625 -1.031716377 -0.000492455 28.20708684ALVATPGKK 2 55956788 3xTMT6plex [N-Term; K8; K9] 0.56 3.077111959 19.08 1 1572.045174 3 524.6865234 -0.100103675 -5.25E-05 41.56342265KAAATSAK 2 55956788 3xTMT6plex [N-Term; K1; K8] 0.907 2.285179853 8.81 1 1434.924725 3 478.9788818 -1.834745852 -0.000877574 30.39181306GQNQDYR 2 55956788 1xTMT6plex [N-Term] 1.770909548 28.61 0 1109.553702 2 555.2807007 0.381339981 0.000211559 14.82089475NVAEDEDEEEDDEDEDDDDDEDDEDDDDEDDEEEEEEEEEEPVK 1 55956788 2xTMT6plex [N-Term; K44] 1.081236005 0 5737.045134 4 1435.017578 0.583641914 0.000837095 52.71265112VTQDELK 3 55956788 2xTMT6plex [N-Term; K7] 2.384 2.121 3.155457497 41.36 0 1290.766938 2 645.8864746 -0.980247644 -0.000632636 41.0489003GAAIPAK 2 55956788 2xTMT6plex [N-Term; K7] 1.387 2.719047546 22.96 0 1085.708301 2 543.3579712 0.336022864 0.000182411 35.70946179ALVATPGK 8 55956788 2xTMT6plex [N-Term; K8] 1.475 1.48 1.494 3.381684542 39.7 0 1214.787279 2 607.8970337 -0.402298572 -0.000244354 42.0696533FGYVDFESAEDLEK 1 55956788 2xTMT6plex [N-Term; K14] 1.422444344 0 2107.063573 2 1054.033203 -2.108792566 -0.00222168 77.34157924109148542 AARS alanine--tRNA ligase, cytoplasmic 16 NP_001596.2 39.04958678 1 28 28 132 968 106.743 5.53 1.13 1.26 1.23 1.21 Significant 0.0011 TITVALADGGRPDNTGR 5 109148542 1xTMT6plex [N-Term] 1.534 1.347 2.32 4.553646564 31.53 0 1943.050768 3 648.3552246 0.181538296 0.000117579 42.8050379VGAEDADGIDMAYR 6 109148542 1xTMT6plex [N-Term] 2.885 1.38 4.290960789 38.34 0 1711.815866 2 856.4112549 -0.36945818 -0.000316222 51.00564802EIADLGEALATAVIPQWQK 5 109148542 2xTMT6plex [N-Term; K19] 1.467 1.079 4.717171669 46.68 0 2511.422296 3 837.81604 4.488037399 0.003757119 111.4481569YNYHLDSSGSYVFENTVATVMALR 6 109148542 1xTMT6plex [N-Term] 1.265 1.455 100 5.554113388 26.31 0 2966.455573 3 989.4887695 -1.286999301 -0.001272609 101.0991139IVAVTGAEAQK 4 109148542 2xTMT6plex [N-Term; K11] 1.334 1.301 4.567789555 68.37 0 1544.941214 2 772.9740601 -0.239642007 -0.000185116 44.30316534AVYTQDCPLAAAK 4 109148542 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.132 1.274 5.072114468 54.75 0 1866.019541 2 933.5142212 0.870930222 0.000812586 55.92303481SIDTGMGLER 10 109148542 1xTMT6plex [N-Term] 1.272 1.25 1.338 4.089521408 70.43 0 1307.682667 2 654.3440552 -1.401760904 -0.000916529 44.02705513DIINEEEVQFLK 4 109148542 2xTMT6plex [N-Term; K12] 100 1.921 3.446774244 41.4 0 1935.083915 2 968.0446167 -1.011745045 -0.000978906 85.47475515VVSIGVPVSELLDDPSGPAGSLTSVEFCGGTHLR 3 109148542 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C28] 1.443718076 20.21 0 3681.899542 3 1227.969482 -1.533853466 -0.001882498 100.9534615ITCLCQVPQNAANR 2 109148542 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C5] 1.601 3.246526957 17.63 0 1873.957402 2 937.4814453 -0.954261286 -0.000894123 55.71138352MSNYDTDLFVPYFEAIQK 2 109148542 2xTMT6plex [N-Term; K18] 2.609 2.604039907 13.44 0 2639.346747 3 880.4539795 0.241702445 0.000212646 105.5329018GGYVLHIGTIYGDLK 4 109148542 2xTMT6plex [N-Term; K15] 0.766 100 2.838937759 25.42 0 2064.189383 3 688.734436 -0.304170023 -0.000209288 76.1144414DNFWEMGDTGPCGPCSEIHYDR 6 109148542 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C15] 2.179395199 17.4 0 2872.196264 3 958.0697021 -0.595786127 -0.000570405 60.85644717VDDSSEDKTEFTVK 2 109148542 3xTMT6plex [N-Term; K8; K14] 1.548 3.773342371 15.21 1 2287.227233 3 763.0803223 -0.358369782 -0.000273224 54.73447236SVLGEADQK 8 109148542 2xTMT6plex [N-Term; K9] 1.175 1.122 1.267 4.066214085 59.59 0 1404.809865 2 702.9094238 1.214247061 0.000852893 39.10974187GLEVTDDSPK 6 109148542 2xTMT6plex [N-Term; K10] 0.952 1.142 0.961 3.832134724 55.63 0 1518.841559 2 759.9245605 0.187803493 0.000142622 44.01038639EADGILKPLPK 8 109148542 3xTMT6plex [N-Term; K7; K11] 1.402 0.977 1.56 2.256577969 14.07 0 1868.182396 3 623.3981934 -1.268185526 -0.000789734 49.10151854DVSAQATGK 14 109148542 2xTMT6plex [N-Term; K9] 1.19 1.231 1.255 4.219668388 41.43 0 1334.768 2 667.8879395 0.450877044 0.000300908 29.45717168GAMSTQQIK 4 109148542 2xTMT6plex [N-Term; K9] 1.235 1.243 3.631384373 55.22 0 1421.818656 2 711.4141235 1.627922311 0.001157305 37.18784424



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms LVSVLQNK 4 109148542 2xTMT6plex [N-Term; K8] 1.082 100 3.585589647 41.22 0 1358.877157 2 679.9418945 -0.474353032 -0.000322294 62.86514933KAEEIANEMIEAAK 2 109148542 3xTMT6plex [N-Term; K1; K14] 2.363903761 12.85 1 2234.26693 3 745.4271851 0.032160786 2.40E-05 71.33085045GLVVDMDGFEEER 6 109148542 1xTMT6plex [N-Term] 100 100 100 2.018579006 14.76 0 1724.836267 2 862.920105 -1.932553905 -0.00166667 63.8318051MALELLTQEFGIPIER 3 109148542 1xTMT6plex [N-Term] 0.01 1.78703475 25.69 0 2089.156478 2 1045.075195 -6.397067495 -0.006682237 106.2012125KIQSLGDSK 2 109148542 3xTMT6plex [N-Term; K1; K9] 0.604 2.913430929 8.89 1 1663.035732 3 555.0161133 -1.16970803 -0.000648422 40.73412608QIWQNLGLDDTK 4 109148542 2xTMT6plex [N-Term; K12] 100 100 0.01 1.690187812 9.96 0 1889.053283 2 945.0288086 -1.557733986 -0.001471321 70.89752113ALNEALK 2 109148542 2xTMT6plex [N-Term; K7] 1.01 3.099671364 39.08 0 1216.766544 2 608.8866577 -0.415199049 -0.0002526 45.83584482VMDDLDR 3 109148542 1xTMT6plex [N-Term] 1.063 0.888 2.90295577 34.74 0 1092.555675 2 546.781311 -0.302071276 -0.000165015 43.83222036AQTAPNK 3 109148542 2xTMT6plex [N-Term; K7] 1.147 100 2.680180311 28.86 0 1187.714843 2 594.3613281 0.451985595 0.000268415 21.58248434154354964 IMMT MICOS complex subunit MIC60 isoform 1 10989 NP_006830.2 31.26649077 1 1 22 124 758 83.626 6.48 0.01 0.857 0.664 0.51 Non-Significant 0.19 TDHPEIGEGKPTPALSEEASSSSIR 6 154354964 2xTMT6plex [N-Term; K10] 0.01 0.857 0.664 6.383597851 42.57 0 3053.579143 4 764.1505737 0.433049813 0.000330588 41.74178793VVSQYHELVVQAR 8 154354964 1xTMT6plex [N-Term] 0.919 0.919 5.091937542 33.81 0 1756.990734 3 586.3344116 -1.168091942 -0.000684109 56.55258675GIEQAVQSHAVAEEEAR 14 154354964 1xTMT6plex [N-Term] 0.502 0.833 0.807 6.597196102 66.54 0 2053.051162 3 685.0217896 -0.168674635 -0.000115433 48.80925986AVDEAADALLK 6 154354964 2xTMT6plex [N-Term; K11] 0.909 0.767 100 3.837901592 81.94 0 1573.920144 2 787.4641113 0.50964228 0.000401068 74.35865486YSTSGSSGLTTGK 4 154354964 2xTMT6plex [N-Term; K13] 1.334 100 4.15993166 39.61 0 1703.9216 2 852.4644775 0.045834342 3.90E-05 44.95796594KAVDEAADALLK 2 154354964 3xTMT6plex [N-Term; K1; K12] 0.714 3.501346827 30.48 1 1931.178039 3 644.397644 0.17606813 0.00011334 72.75315604EVAGAKPHITAAEGK 6 154354964 3xTMT6plex [N-Term; K6; K15] 0.788 0.736 4.000221729 25.81 0 2166.284963 4 542.3267822 0.154908637 8.39E-05 45.08548LLSYASYCIEHGDLELAAK 2 154354964 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C8] 0.962 5.753736973 51.15 0 2611.384196 3 871.1323853 -0.610101066 -0.000531069 94.07481678AAMDNSEIAGEK 4 154354964 2xTMT6plex [N-Term; K12] 0.73 0.916 5.522397518 65.68 0 1693.883106 2 847.4446411 -0.649863874 -0.000550397 46.1091918GMSVSDLADK 6 154354964 2xTMT6plex [N-Term; K10] 1.159 1.1 0.877 4.159358501 60.96 0 1480.808151 2 740.9080811 0.496228613 0.00036741 54.54089676SEFEQNLSEK 6 154354964 2xTMT6plex [N-Term; K10] 1.045 0.922 0.912 4.45746994 47.04 0 1668.884487 2 834.9447632 -1.340334116 -0.001118431 44.97154383VQAAQSEAK 6 154354964 2xTMT6plex [N-Term; K9] 1.107 1.118 2.575 4.414123058 54.22 0 1389.8102 2 695.4086914 -0.067223208 -4.67E-05 27.80726653ISSVSEVMK 8 154354964 2xTMT6plex [N-Term; K9] 0.824 100 100 4.257594109 48.89 0 1437.838723 2 719.4233398 0.473285 0.000340254 53.86338023KVQAAQSEAK 6 154354964 3xTMT6plex [N-Term; K1; K10] 0.703 0.761 4.688598633 38.17 1 1747.068095 3 583.0283203 1.3239939 0.000771036 28.01759519GVYSEETLR 12 154354964 1xTMT6plex [N-Term] 0.671 0.774 0.829 3.861198664 54.59 0 1282.684047 2 641.8468018 1.77744132 0.001139948 26.57489261LSEQELQFR 4 154354964 1xTMT6plex [N-Term] 0.456 0.504 2.189433098 35.41 0 1378.752795 2 689.8795166 -0.753330748 -0.000519328 61.72301146SEIQAEQDR 2 154354964 1xTMT6plex [N-Term] 0.74 3.317947149 54.64 0 1304.664374 2 652.8357544 -0.108817977 -7.10E-05 28.47773498ELDSITPEVLPGWK 2 154354964 2xTMT6plex [N-Term; K14] 100 2.20420146 11.98 0 2042.157414 2 1021.583374 1.007545677 0.001028783 84.02347209DAMENEMR 4 154354964 1xTMT6plex [N-Term] 0.956 0.867 3.300866127 50.42 0 1224.555023 2 612.7808838 -0.434886032 -0.000266271 35.33874841AFDSAVAK 6 154354964 2xTMT6plex [N-Term; K8] 0.934 0.719 3.159055233 39.33 0 1266.745809 2 633.8768921 0.551815276 0.000349505 46.73832995VAMIDETR 4 154354964 1xTMT6plex [N-Term] 1.844 1.659 3.209153652 41.55 0 1163.629175 2 582.3183594 0.229781107 0.00013369 49.86159853DAMENEMR 2 154354964 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.674 1.794281721 28.13 0 1240.549938 2 612.7808838 -0.434886032 -0.000266271 35.33874841VAQDWLK 2 154354964 2xTMT6plex [N-Term; K7] 1.32699573 10.49 0 1317.793093 2 659.3999023 -0.428771787 -0.000282516 55.07284516GMSVSDLADK 2 154354964 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.515 1.927385092 26.39 0 1496.803066 2 740.9080811 0.496228613 0.00036741 54.54089676302699237 EIF4G1 eukaryotic translation initiation factor 4 gamma 1 isoform 1 1981 NP_886553.3 19.5625 1 24 29 139 1600 175.48 5.33 1.2 1.23 1.29 1.24 Significant 0.00045 EFLPEGQDIGAFVAEQK 11 302699237 2xTMT6plex [N-Term; K17] 1.373 0.764 0.737 3.782574415 49.93 0 2336.253833 3 779.4232788 0.620607128 0.000483299 85.38174041QVTQLAIDTEER 6 302699237 1xTMT6plex [N-Term] 2.401 2.549 2.249 4.525201797 66.37 0 1631.88018 2 816.4443359 0.744444975 0.000607423 51.70050812EMDEAATAEER 20 302699237 1xTMT6plex [N-Term] 1.405 1.341 1.205 4.604492664 85.39 0 1480.678703 2 740.8425293 -0.622353957 -0.000460753 26.27778541VEYTLGEESEAPGQR 4 302699237 1xTMT6plex [N-Term] 1.217 1.398 4.707348824 66.13 0 1893.939152 2 947.4735718 0.377638683 0.000357612 54.80886724IHNAENIQPGEQK 2 302699237 2xTMT6plex [N-Term; K13] 1.755 4.859632015 50.14 0 1936.065245 3 646.0265503 -0.076036226 -4.91E-05 36.5331309EAVGDLLDAFK 6 302699237 2xTMT6plex [N-Term; K11] 1.201 0.548 2.841021776 37.25 0 1635.935794 2 818.4713745 -0.19655818 -0.000160778 92.20825522EMDEAATAEER 10 302699237 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.98 1.388 1.319 2.854192257 33.76 0 1496.673618 2 740.8425293 -0.622353957 -0.000460753 26.27778541AALSEEELEKK 6 302699237 3xTMT6plex [N-Term; K10; K11] 0.636 0.767 1.045 3.892446756 36.59 1 1934.141319 3 645.3816528 -5.642671401 -0.003637908 43.90453523AIIEEYLHLNDMK 4 302699237 2xTMT6plex [N-Term; K13] 1.314 2.865540266 17.21 0 2047.129819 3 683.0479736 -0.220445991 -0.000150427 96.09053763VPTTEKPTVTVNFR 2 302699237 2xTMT6plex [N-Term; K6] 0.976 1.124 2.470113993 0 2047.195196 3 683.0704956 0.848583667 0.000579072 49.12672338QKEMDEAATAEER 2 302699237 2xTMT6plex [N-Term; K2] 1.367 3.48204875 11.99 1 1965.995176 3 656.0025024 -1.130117616 -0.000740602 32.99732451GEEDADGSK 4 302699237 2xTMT6plex [N-Term; K9] 1.45 100 3.157226324 38.28 0 1365.68981 2 683.3483276 -0.315596235 -0.000215503 21.8036625AALSEEELEK 2 302699237 2xTMT6plex [N-Term; K10] 1.307 1.715862751 9.56 0 1576.883424 2 788.9451904 -0.202786471 -0.000159885 46.84699956NHDEESLECLCR 2 302699237 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C11] 0.851 2.23463726 15.25 0 1790.799899 3 597.6047363 -0.135585011 -8.09E-05 41.07925492GPQAGLGPR 4 302699237 1xTMT6plex [N-Term] 0.959 0.897 2.768066168 37.63 0 1081.631558 2 541.3189697 -0.827672666 -0.000447618 32.41999953VFDWIEANLSEQQIVSNTLVR 2 302699237 1xTMT6plex [N-Term] 1.823872685 8.14 0 2690.435096 3 897.4806519 -2.859579703 -0.002564505 108.5711396SDQWKPLNLEEK 2 302699237 3xTMT6plex [N-Term; K5; K12] 100 2.246629 5.99 0 2174.24243 3 725.4194946 0.69022051 0.000500236 61.68188909AASLTEDR 4 302699237 1xTMT6plex [N-Term] 1.302 5.056 3.213756561 43.07 0 1091.589418 2 546.2984619 0.209600901 0.000114399 28.45528671VQQLMAK 6 302699237 2xTMT6plex [N-Term; K7] 1.731 1.248 1.35 3.369562626 40.93 0 1275.785899 2 638.3969727 0.603104722 0.000384716 43.66790438EFEKDKDDDEVFEK 1 302699237 4xTMT6plex [N-Term; K4; K6; K14] 1.174 3.0054636 2 2689.437844 4 673.1149902 0.106872706 7.19E-05 59.47125262SVTAFFK 4 302699237 2xTMT6plex [N-Term; K7] 0.958 100 3.14231801 35.97 0 1257.76073 2 629.3835449 -0.729197714 -0.000458578 66.86419052ITKPGSIDSNNQLFAPGGR 1 302699237 2xTMT6plex [N-Term; K3] 2.334959269 0 2430.350528 3 810.7890015 0.791476172 0.000641188 48.68899201MLTEAIMHDCVVK 2 302699237 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 100 1.789652348 3.86 0 2005.068481 3 669.0213013 -9.541230927 -0.00637694 62.20653227GLPLVDDGGWNTVPISK 4 302699237 2xTMT6plex [N-Term; K17] 100 1.666907072 6.48 0 2226.253439 2 1113.630005 -0.317247966 -0.000353137 77.74473138FIGELFK 10 302699237 2xTMT6plex [N-Term; K7] 1.145 1.435 100 2.485556602 33.94 0 1311.807681 2 656.4070435 -0.663409698 -0.000435133 93.9411128LKEELEEAR 8 302699237 2xTMT6plex [N-Term; K2] 0.927 0.949 0.98 3.381020546 19.06 1 1574.915393 2 787.961853 0.658171666 0.000518282 54.58071731YLCDEQK 2 302699237 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.623 3.056300402 26.97 0 1413.744823 2 707.3765869 0.760178292 0.000537349 43.20410695TIDQIHK 4 302699237 2xTMT6plex [N-Term; K7] 1.173 1.292 2.45512414 32.93 0 1312.798907 3 438.2709351 -0.49878486 -0.000218268 42.44104903IRDPNQGGK 2 302699237 2xTMT6plex [N-Term; K9] 0.852 2.592639923 14.29 1 1442.847982 3 481.6206055 -0.498287941 -0.000239651 30.51727718LLTTIGK 2 302699237 2xTMT6plex [N-Term; K7] 1.206 2.901763916 20.51 0 1203.807681 2 602.4072266 -0.418717215 -0.000252027 69.3525107421361181 ATP1A1 sodium/potassium-transporting ATPase subunit alpha-1 isoform a 476 NP_000692.2 30.3030303 1 26 26 165 1023 112.824 5.49 1.17 1.21 1.19 1.19 Significant 0.000094 LNIPVSQVNPR 6 21361181 1xTMT6plex [N-Term] 1.065 1.263 1.208 3.612550259 50.23 0 1465.868828 2 733.4379883 -0.087379919 -6.40E-05 54.24106503AVAGDASESALLK 10 21361181 2xTMT6plex [N-Term; K13] 1.152 1.056 1.071 5.113562107 90.24 0 1689.978721 2 845.4932251 0.267598229 0.000226118 59.09822438NPNTSEPQHLLVMK 4 21361181 2xTMT6plex [N-Term; K14] 0.891 1.504 4.223623753 41.18 0 2066.146866 3 689.3866577 -0.69988513 -0.000482022 54.29030049VIMVTGDHPITAK 36 21361181 2xTMT6plex [N-Term; K13] 1.161 1.272 1.274 3.935067177 48.98 0 1840.076661 3 614.0307007 0.482339024 0.000295847 56.05785579KADIGVAMGIAGSDVSK 4 21361181 3xTMT6plex [N-Term; K1; K17] 1.224 100 6.168400288 33.76 1 2306.335678 3 769.4495239 -0.719662221 -0.000553261 68.00947876GVGIISEGNETVEDIAAR 9 21361181 1xTMT6plex [N-Term] 1.252 100 0.811 3.734823465 60.1 0 2059.086878 2 1030.046387 -0.671007384 -0.000690831 79.36053318DKYEPAAVSEQGDK 4 21361181 3xTMT6plex [N-Term; K2; K14] 1.333 1.718 5.485012531 24.9 1 2224.206438 3 742.0718384 -2.462174008 -0.001825461 43.06181156WINDVEDSYGQQWTYEQR 2 21361181 1xTMT6plex [N-Term] 100 2.334921598 16.05 0 2546.178547 3 849.3962402 -1.719995984 -0.001459806 81.5134159TSATWLALSR 6 21361181 1xTMT6plex [N-Term] 1.223 1.384 3.615114927 41.37 0 1334.762966 2 667.8850708 -0.075712647 -5.05E-05 69.38786477SPDFTNENPLETR 6 21361181 1xTMT6plex [N-Term] 0.946 2.115 3.414 3.420320749 28.88 0 1748.865259 2 874.9356689 -0.68462071 -0.000598655 50.05620349YHTEIVFAR 8 21361181 1xTMT6plex [N-Term] 1.628 1.318 1.223 3.621568918 34.86 0 1364.752401 3 455.5885315 -0.996625891 -0.000453383 42.27592545IVEIPFNSTNK 8 21361181 2xTMT6plex [N-Term; K11] 2.041 1.415 2.633775949 29.49 0 1720.004542 2 860.5056763 -0.271092852 -0.00023314 72.02457861EQPLDEELKDAFQNAYLELGGLGER 6 21361181 2xTMT6plex [N-Term; K9] 100 100 2.824881554 24.23 1 3292.710157 4 823.9265747 -7.801431238 -0.006421963 105.1341111DKYEPAAVSEQGDKK 1 21361181 4xTMT6plex [N-Term; K2; K14; K15] 1.214 3.037526608 2 2581.464333 4 646.1217041 0.253071965 0.000163324 37.74061973LIIVEGCQR 7 21361181 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.187 1.207 100 3.154066324 38.96 0 1316.755773 2 658.882019 0.751054947 0.000494478 48.18220624EVSMDDHK 6 21361181 2xTMT6plex [N-Term; K8] 1.1 1.127 1.107 3.730623007 45.74 0 1418.734986 3 473.5844116 2.605027238 0.001231948 31.51288825GIVVYTGDR 8 21361181 1xTMT6plex [N-Term] 1.109 1.185 3.481893539 52.06 0 1208.683653 2 604.8458252 0.596211112 0.000360315 50.03625322NMVPQQALVIR 2 21361181 1xTMT6plex [N-Term] 1.572 2.521906137 28.95 0 1497.877284 2 749.4431763 1.19613875 0.000895835 58.16016934NIAFFSTNCVEGTAR 2 21361181 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.853191853 13.34 0 1915.953362 2 958.480835 0.538072531 0.000515461 69.95739123EVSMDDHK 2 21361181 2xTMT6plex [N-Term; K8]; 1xOxidation [M4] 1.101 3.254289865 32.01 0 1434.729901 3 473.5844116 2.605027238 0.001231948 31.51288825LIFDNLK 6 21361181 2xTMT6plex [N-Term; K7] 1.377 2.232 0.543 2.08139348 32.76 0 1320.829144 2 660.9176636 -0.828056806 -0.000546861 66.81112903QAADMILLDDNFASIVTGVEEGR 6 21361181 1xTMT6plex [N-Term] 1.090847373 4.85 0 2693.365361 2 1347.184082 -1.661043676 -0.002236899 105.9021737ADIGVAMGIAGSDVSK 1 21361181 2xTMT6plex [N-Term; K16] 1.2449615 0 1949.077783 2 975.0407715 -1.804443763 -0.001758501 70.38266136DGPNALTPPPTTPEWIK 6 21361181 2xTMT6plex [N-Term; K17] 1.607754469 5.02 0 2292.264004 2 1146.633545 -1.828260725 -0.002095428 69.76824105AAELLAR 10 21361181 1xTMT6plex [N-Term] 1.068 1.064 1.124 2.737405539 34.36 0 972.6039464 2 486.805603 -0.017422624 -8.47E-06 41.72656599RPGGWVEK 2 21361181 2xTMT6plex [N-Term; K8] 1.775 3.419400692 12.72 0 1386.82579 3 462.9468079 0.057789511 2.67E-05 39.75296928DRDMDELKK 2 21361181 3xTMT6plex [N-Term; K8; K9] 1.162 3.299508333 5.27 2 1837.045645 4 460.0167236 -0.315663768 -0.000144972 39.2799978738455427 CCT4 T-complex protein 1 subunit delta isoform a 10575 NP_006421.2 54.91651206 1 23 24 201 539 57.888 7.83 1.2 1.17 1.22 1.2 Significant 0.00015 AFADAMEVIPSTLAENAGLNPISTVTELR 14 38455427 1xTMT6plex [N-Term] 0.956 1.623 4.201107979 35.3 0 3259.708159 3 1087.234375 -6.008841604 -0.006529023 106.8379998GDVTITNDGATILK 6 38455427 2xTMT6plex [N-Term; K14] 1.147 100 100 3.161209583 35.92 0 1876.079164 2 938.5429688 -0.267941785 -0.00025134 68.53289696DALSDLALHFLNK 6 38455427 2xTMT6plex [N-Term; K13] 2.365 5.026 3.241618395 36.42 0 1915.105319 3 639.0394897 -0.73249325 -0.000467601 91.4774018TDMDNQIVVSDYAQMDR 4 38455427 1xTMT6plex [N-Term] 1.618 100 3.621083021 47.77 0 2230.031748 2 1115.517456 -1.84419824 -0.00205631 65.60440028AQDIEAGDGTTSVVIIAGSLLDSCTK 28 38455427 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C24] 1.292 1.159 1.049 6.255850315 66.07 0 3079.623316 3 1027.213379 0.7362812 0.000755823 98.11178509GIEILTDMSRPVELSDR 8 38455427 1xTMT6plex [N-Term] 1.59 0.812 0.749 3.852257967 44.32 0 2160.153184 3 720.7219238 -0.909970478 -0.000655225 78.09590048TLSGMESYCVR 4 38455427 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.331 1.53 4.382939816 39.16 0 1531.744615 2 774.3739014 0.643360433 0.000497877 37.00682731ALIAGGGAPEIELALR 9 38455427 1xTMT6plex [N-Term] 1.015 0.881 0.991 3.243849516 40.83 0 1780.053 2 890.5305176 0.426238011 0.000379363 70.54979291GIHPTIISESFQK 6 38455427 2xTMT6plex [N-Term; K13] 0.978 0.951 0.977 3.601896286 37.41 0 1915.105319 3 639.0397949 -0.254437377 -0.000162425 51.74028601SIHDALCVIR 44 38455427 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.004 0.987 1.016 3.972945213 50.61 0 1412.788135 2 706.8984375 1.035647146 0.000731575 52.08500621ETLLNSATTSLNSK 4 38455427 2xTMT6plex [N-Term; K14] 100 100 2.524198055 23.66 0 1937.095542 2 969.0511475 -0.270274808 -0.000261774 55.64571603TLSGMESYCVR 8 38455427 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9]; 1xOxidation [M5] 1.603 1.342 2.859568119 51.58 0 1547.73953 2 774.3739014 0.643360433 0.000497877 37.00682731VIDPATATSVDLR 6 38455427 1xTMT6plex [N-Term] 3.303 3.202 0.841 2.962494135 34.66 0 1586.895102 2 793.9506836 -0.637516934 -0.000505836 52.47263057AYILNLVK 10 38455427 2xTMT6plex [N-Term; K8] 1.433 1.908 100 3.52191782 43.37 0 1391.902644 2 696.4543457 -0.882772768 -0.000614367 80.90984681KTGCNVLLIQK 2 38455427 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C4] 0.901 3.534933567 12.3 1 1961.218464 3 654.4104614 -0.832759168 -0.000544408 59.07212977EDIEFICK 6 38455427 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.836 3.461624146 40.91 0 1511.817987 2 756.4122314 -0.529917875 -0.00040057 67.83749281FSNISAAK 5 38455427 2xTMT6plex [N-Term; K8] 1.258 0.805 3.62904048 47.64 0 1295.772358 2 648.3891602 -1.014026493 -0.000656974 47.85818533MLVELSK 10 38455427 2xTMT6plex [N-Term; K7] 0.948 0.863 0.843 3.151226997 32.47 0 1277.790316 2 639.3994751 1.062502428 0.000678828 64.19160154LVIEEAER 6 38455427 1xTMT6plex [N-Term] 1.194 1.276 3.451999903 38.78 0 1187.683319 2 594.3459473 1.093844823 0.000649571 52.69460079TAGINVR 4 38455427 1xTMT6plex [N-Term] 1.248 1.102 2.733072758 28.07 0 959.5835453 2 480.2948914 -1.082964752 -0.000519598 30.99740037DIEREDIEFICK 4 38455427 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 0.602 2.265526772 9.29 1 2025.072698 3 675.6949463 -1.191385778 -0.000804214 56.35520184TVTIVVR 21 38455427 1xTMT6plex [N-Term] 1.235 1.221 1.252 2.880279303 31.88 0 1016.666547 2 508.836731 -0.355402603 -0.000180663 41.28892408KLGGTIDDCELVEGLVLTQK 2 38455427 3xTMT6plex [N-Term; K1; K20]; 1xCarbamidomethyl [C9] 100 1.426592946 7.68 1 2875.641756 3 959.2178955 -0.912156932 -0.000874346 83.54554873VSNSGITR 2 38455427 1xTMT6plex [N-Term] 0.704 2.479415894 10.83 0 1062.610488 2 531.8093262 0.835191973 0.000443742 30.02940395AVADAIR 4 38455427 1xTMT6plex [N-Term] 1.004 1.002 2.288603306 31.01 0 944.5726463 2 472.7896729 -0.611045511 -0.000288588 36.843986115149476 RARS arginine--tRNA ligase, cytoplasmic 5917 NP_002878.2 45.45454545 1 30 30 140 660 75.331 6.68 1.08 1.13 1.01 1.07 Significant 0.001 MLLCEAVAAVMAK 4 15149476 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 0.752 1.23 3.818681002 40.85 0 1865.046289 2 933.0263672 -0.445943355 -0.000415852 110.7184572VIVDFSSPNIAK 6 15149476 2xTMT6plex [N-Term; K12] 0.924 1.742 1.754 3.209881067 56.05 0 1748.035842 2 874.5212402 -0.365250663 -0.000319236 71.11983669STIIGESISR 6 15149476 1xTMT6plex [N-Term] 1.273 1.184 1.059 3.883580685 52.29 0 1291.741896 2 646.3751831 0.923854015 0.00059669 39.79459813LFEFAGYDVLR 4 15149476 1xTMT6plex [N-Term] 0.6 0.922 3.746208191 28.88 0 1558.846696 2 779.9276733 0.881715753 0.00068723 100.4385297IYDALDVSLIER 2 15149476 1xTMT6plex [N-Term] 1.14 2.638303041 25.8 0 1635.915503 2 818.4611206 -0.329319614 -0.00026937 87.36296331LMDLLGEGLKR 4 15149476 2xTMT6plex [N-Term; K10] 0.01 0.901 3.661184311 30.95 1 1703.028983 3 568.3471069 -1.300799482 -0.000738433 88.94654397LNDYIFSFDK 4 15149476 2xTMT6plex [N-Term; K10] 1.524 1.544 2.998121023 42.48 0 1719.935794 2 860.470459 -1.251564888 -0.001076306 94.35881439AYQCVVLLQGK 8 15149476 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.324 100 100 3.772438288 47.73 0 1737.013333 2 869.0176392 8.444725227 0.0073343 65.00706202VEIAGPGFINVHLR 11 15149476 1xTMT6plex [N-Term] 1.306 0.69 1.083 3.453988075 39.02 0 1751.016555 3 584.3429565 -1.278355186 -0.00074614 67.30367697LANIDEEMLQK 6 15149476 2xTMT6plex [N-Term; K11] 100 1.07 1.137 3.111694574 34.24 0 1761.982092 2 881.4937744 -1.032900325 -0.000909976 63.61600876GFDILGIKPVQR 4 15149476 2xTMT6plex [N-Term; K8] 0.987 1.156 2.910323858 18.23 0 1801.11001 3 601.0420532 0.886169062 0.000532029 71.24950012LMDLLGEGLK 2 15149476 2xTMT6plex [N-Term; K10] 100 3.187699556 36.72 0 1546.927872 2 773.9672852 -0.373771467 -0.000289099 100.8590542LQEVFGHAIK 8 15149476 2xTMT6plex [N-Term; K10] 0.725 0.557 0.72 3.099679947 31.56 0 1599.962284 3 533.9916382 -1.201440333 -0.000640753 62.56722948GFVQVDDGR 12 15149476 1xTMT6plex [N-Term] 1.182 1.226 1.146 3.685608864 56.22 0 1221.642517 2 611.3253174 0.688872247 0.000420778 27.98071697GNTAAYLLYAFTR 4 15149476 1xTMT6plex [N-Term] 1.932642579 18.06 0 1689.916172 2 845.4612427 -0.57005102 -0.000481669 95.8442253LLQQEEEIK 6 15149476 2xTMT6plex [N-Term; K9] 1.112 1.021 4.17661047 35.86 0 1587.935794 2 794.4647217 -8.581720166 -0.00681361 51.01783342EIAENITK 10 15149476 2xTMT6plex [N-Term; K8] 1.107 1.042 1.095 3.840601683 44.98 0 1375.819702 2 688.413269 -0.319964936 -0.000220107 36.20930093RFDTEEEFK 2 15149476 2xTMT6plex [N-Term; K9] 1.111 3.878697157 34.16 1 1658.879007 3 553.6314087 0.401158985 0.000221825 50.28905407DFVSEQLTSLLVNGVQLPALGENK 2 15149476 2xTMT6plex [N-Term; K24] 2.042912006 12.56 0 3029.692322 3 1010.562805 -6.092952912 -0.006153258 101.2642871FDTEEEFK 2 15149476 2xTMT6plex [N-Term; K8] 1.798 3.087923765 40.32 0 1502.777896 2 751.8920288 -0.742220667 -0.000557696 51.33699755IVFVPGCSIPLTIVK 6 15149476 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 0.456 1.865 0.01 1.880613923 21.74 0 2101.285926 2 1051.14563 -0.924593056 -0.000971417 90.33384214GFVQVDDGRK 8 15149476 2xTMT6plex [N-Term; K10] 0.957 0.729 0.807 4.145258427 25.62 1 1578.900412 3 526.9718018 0.278974807 0.000146824 42.13219422VFHAGFGVVLGEDK 2 15149476 2xTMT6plex [N-Term; K14] 100 2.219213247 5.72 0 1933.094754 3 645.0365601 0.192849202 0.000124265 72.90617445ILLDHEKEWK 2 15149476 3xTMT6plex [N-Term; K7; K10] 0.344 3.055655718 6.49 1 1998.199109 4 500.305603 0.737433707 0.000368385 63.44231632ILLDHEK 4 15149476 2xTMT6plex [N-Term; K7] 1.395 1.342 3.547755003 30.67 0 1325.819308 3 442.6112976 0.023949165 1.06E-05 37.89628792GESFYQDR 2 15149476 1xTMT6plex [N-Term] 1.552 3.062586784 35.93 0 1230.595232 2 615.8021851 1.512647814 0.000930729 35.79094417FPEILQK 2 15149476 2xTMT6plex [N-Term; K7] 1.967 2.873739481 31.49 0 1332.829144 2 666.9179688 -0.362664639 -0.000241685 80.67926804NMINIISR 2 15149476 1xTMT6plex [N-Term] 100 1.700363398 28.86 0 1189.692444 2 595.3499756 0.194018106 0.000115411 60.4326089SLTAEIDR 4 15149476 1xTMT6plex [N-Term] 0.659 0.608 2.790519476 27.97 0 1133.636369 2 567.3218384 0.027828864 1.58E-05 40.75643631AAYPDLENPPLLVTPSQQAK 1 15149476 2xTMT6plex [N-Term; K20] 0.779838502 0 2610.454324 2 1305.729126 -1.282737202 -0.001674263 68.9610790414165439 HNRNPK heterogeneous nuclear ribonucleoprotein K isoform a 3190 NP_002131.2 49.35344828 1 18 18 459 464 50.996 5.33 1.25 1.16 1.25 1.22 Significant 0.0006 AQPYDPNFYDETYDYGGFTMMFDDR 19 14165439 1xTMT6plex [N-Term]; 2xOxidation [M20; M21] 1.099 1.687 0.534 2.536980152 21.94 0 3319.370977 3 1096.463623 -1.469604271 -0.001610383 100.6311124AQPYDPNFYDETYDYGGFTMMFDDR 137 14165439 1xTMT6plex [N-Term] 0.895 1.052 1.184 4.573762894 57.36 0 3287.381147 3 1096.463623 -1.469604271 -0.001610383 100.6311124AQPYDPNFYDETYDYGGFTMMFDDR 145 14165439 1xTMT6plex [N-Term]; 1xOxidation [M] 1.224 1.158 1.223 3.763697863 39.55 0 3303.376062 3 1096.463623 -1.469604271 -0.001610383 100.6311124GSYGDLGGPIITTQVTIPK 12 14165439 2xTMT6plex [N-Term; K19] 0.659 1.076 2.572460413 35.26 0 2375.358633 2 1188.183716 0.64089296 0.000761175 66.66081801RPAEDMEEEQAFKR 6 14165439 2xTMT6plex [N-Term; K13] 0.626 0.732 0.769 4.839790344 29.76 1 2194.132672 4 549.2880249 -1.095025226 -0.000600658 37.81046466IIPTLEEGLQLPSPTATSQLPLESDAVECLNYQHYK 6 14165439 2xTMT6plex [N-Term; K36]; 1xCarbamidomethyl [C29] 100 1.347 3.66831398 32.47 0 4513.357652 4 1129.093262 -1.425806572 -0.001608794 102.717863LLIHQSLAGGIIGVK 2 14165439 2xTMT6plex [N-Term; K15] 1.138 3.909614325 30.84 0 1977.262488 3 659.7587891 -0.340972685 -0.000224731 73.94591676RPAEDMEEEQAFK 26 14165439 2xTMT6plex [N-Term; K13] 1.216 1.227 1.304 5.549616814 30.18 0 2038.031561 3 680.0159302 0.822301958 0.000558626 39.77958254IDEPLEGSEDR 10 14165439 1xTMT6plex [N-Term] 1.582 1.388 1.301 4.151606083 60.44 0 1488.737933 2 744.8726196 0.019975183 1.49E-05 48.34486567IILDLISESPIK 10 14165439 2xTMT6plex [N-Term; K12] 1.854 1.129 0.883 3.984968901 62.87 0 1799.129408 2 900.0669556 -1.541744121 -0.001386899 111.1250044IITITGTQDQIQNAQYLLQNSVK 3 14165439 2xTMT6plex [N-Term; K23] 0.796 4.269042969 50.97 0 3047.71412 3 1016.574585 -1.613824983 -0.001639492 91.19812253GGDLMAYDR 6 14165439 1xTMT6plex [N-Term] 1.438 0.524 1.335 3.371819735 54.31 0 1226.603688 2 613.8046265 -1.395683324 -0.000855975 40.63766534NTDEMVELR 10 14165439 1xTMT6plex [N-Term] 1.355 1.447 1.595 4.127274036 66.63 0 1335.677581 2 668.3426514 0.33295788 0.000222362 47.96376141ENTQTTIK 10 14165439 2xTMT6plex [N-Term; K8] 1.642 1.829 1.545 3.901585817 41.43 0 1392.809865 2 696.9088745 0.435919829 0.000303577 33.51114001VVLIGGKPDR 7 14165439 2xTMT6plex [N-Term; K7] 1.273 1.123 3.956680059 22.82 0 1511.967369 3 504.6596069 -2.051240842 -0.001033803 47.89348539RPAEDMEEEQAFK 12 14165439 2xTMT6plex [N-Term; K13]; 1xOxidation [M6] 1.25 1.241 1.252 4.294660091 23.88 0 2054.026476 3 680.0159302 0.822301958 0.000558626 39.77958254GSDFDCELR 6 14165439 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.35 1.287 0.3 3.334993362 47.49 0 1327.614981 2 664.3115845 0.686091469 0.000455433 40.1585394GGDLMAYDR 6 14165439 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.533 1.348 1.347 2.378920317 47.33 0 1242.598603 2 613.8046265 -1.395683324 -0.000855975 40.63766534NTDEMVELR 10 14165439 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.471 1.462 1.235 2.960613728 40.7 0 1351.672496 2 668.3426514 0.33295788 0.000222362 47.96376141NAGAVIGK 3 14165439 2xTMT6plex [N-Term; K8] 1.379 0.699 3.364189386 48.49 0 1187.751228 2 594.3803101 1.78082509 0.001057589 35.41546896AQPYDPNFYDETYDYGGFTMMFDDRR 2 14165439 1xTMT6plex [N-Term] 100 1.910180092 1.27 1 3443.482258 3 1148.49707 -1.62635149 -0.001866771 95.41601058DYDDMSPR 3 14165439 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.869 1.266 2.515714645 21.21 0 1243.546233 2 614.2799683 1.092902119 0.000670797 32.01073719DYDDMSPR 6 14165439 1xTMT6plex [N-Term] 1.068 1.059 1.343 3.057422161 37.34 0 1227.551318 2 614.2799683 1.092902119 0.000670797 32.01073719LFQECCPHSTDR 2 14165439 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C6] 1.635980248 2.16 0 1778.815155 3 593.609436 -0.786975829 -0.000466628 43.8708180110835063 NPM1 nucleophosmin isoform 1 4869 NP_002511.1 56.80272109 1 17 17 308 294 32.555 4.78 1.36 1.3 1.41 1.36 Significant 0.00055 LAADEDDDDDDEEDDDEDDDDDDFDDEEAEEKAPVK 4 10835063 3xTMT6plex [N-Term; K32; K36] 3.204 3.709693909 29.18 1 4805.944391 4 1202.241699 0.119875503 0.000144029 60.00820769LAADEDDDDDDEEDDDEDDDDDDFDDEEAEEK 95 10835063 2xTMT6plex [N-Term; K32] 1.893 100 7.825 2.857997656 23.16 0 4181.528204 4 1046.135132 -2.273576976 -0.002376757 56.134625VDNDENEHQLSLR 18 10835063 1xTMT6plex [N-Term] 1.704 2.034 1.849 4.958200455 63.13 0 1797.89287 3 599.9633179 -9.716878579 -0.005823302 36.35024517LAADEDDDDDDEEDDDEDDDDDDFDDEEAEEKAPVKK 6 10835063 4xTMT6plex [N-Term; K32; K36; K37] 0.93 0.403 6.283786774 33.42 2 5163.202286 5 1033.446777 0.483104983 0.000498874 65.78289264MTDQEAIQDLWQWR 16 10835063 1xTMT6plex [N-Term] 2.538 2.778 3.306 3.792027712 54.28 0 2049.006126 2 1025.007324 0.608069192 0.000622969 94.8607536TVSLGAGAKDELHIVEAEAMNYEGSPIK 4 10835063 3xTMT6plex [N-Term; K9; K28]; 1xOxidation [M20] 1.026 4.665376663 9.25 1 3632.944874 4 904.9955444 2.872299726 0.002597241 92.1350012TVSLGAGAKDELHIVEAEAMNYEGSPIK 8 10835063 3xTMT6plex [N-Term; K9; K28] 1.901 0.905 0.923 5.178278446 14.72 1 3616.949959 4 904.9955444 2.872299726 0.002597241 92.1350012DELHIVEAEAMNYEGSPIK 19 10835063 2xTMT6plex [N-Term; K19] 1.848 1.773 2.632 4.993455887 39.16 0 2603.342724 3 868.4522705 -0.179083821 -0.000155406 80.95717396DELHIVEAEAMNYEGSPIK 8 10835063 2xTMT6plex [N-Term; K19]; 1xOxidation [M11] 1.295 100 2.786025047 23.67 0 2619.337639 3 868.4522705 -0.179083821 -0.000155406 80.95717396MSVQPTVSLGGFEITPPVVLR 12 10835063 1xTMT6plex [N-Term] 1.719 1.304 3.368352652 18.47 0 2456.378433 3 819.4641113 -0.265437775 -0.000217339 100.4343175GPSSVEDIK 23 10835063 2xTMT6plex [N-Term; K9] 0.596 1.059 0.96 3.447304964 49.33 0 1389.798966 2 695.4032593 0.198384582 0.000137857 49.65184945ADKDYHFKVDNDENEHQLSLR 4 10835063 3xTMT6plex [N-Term; K3; K8] 0.213 0.274 4.489004135 13.74 2 3260.690314 5 652.9381104 -8.853567621 -0.005773748 43.98520811TVSLGAGAK 26 10835063 2xTMT6plex [N-Term; K9] 1.739 1.69 1.486 4.093010902 50.29 0 1261.788008 2 631.3974609 -0.287247143 -0.000181223 38.92758488SAPGGGSK 14 10835063 2xTMT6plex [N-Term; K8] 1.226 1.369 1.429 2.586324215 38.74 0 1118.656994 2 559.8325195 0.687299596 0.000384426 16.0991507MSVQPTVSLGGFEITPPVVLR 2 10835063 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.09464395 2.28 0 2472.373348 3 819.4641113 -0.265437775 -0.000217339 100.4343175VTLATLK 9 10835063 2xTMT6plex [N-Term; K7] 1.398 1.401 1.007 3.107343674 40.95 0 1203.807681 2 602.4077148 0.392510787 0.000236254 61.34883858MQASIEK 13 10835063 2xTMT6plex [N-Term; K7] 1.423 1.044 1.531 2.91961503 36.18 0 1264.733529 2 632.8704834 0.127194283 8.04E-05 41.56763547LLSISGK 32 10835063 2xTMT6plex [N-Term; K7] 1.541 1.853 1.824 3.144526958 34.2 0 1175.77638 2 588.3917236 -0.178430506 -0.000104897 52.35440633ADKDYHFK 7 10835063 3xTMT6plex [N-Term; K3; K8] 1.41 1.396 3.155201197 19.84 1 1710.978217 3 570.9985962 1.764081032 0.001006101 37.74410464SKGQESFK 4 10835063 3xTMT6plex [N-Term; K2; K8] 1.133 0.985 2.640249014 11.83 1 1597.951668 3 533.3217773 -0.556430315 -0.000296383 32.5363605474136883 HNRNPU heterogeneous nuclear ribonucleoprotein U isoform a 3192 NP_114032.2 32.48484848 1 26 26 151 825 90.528 6 1.24 1.06 1.19 1.16 Significant 0.0021 AEGGGGGGRPGAPAAGDGK 5 74136883 2xTMT6plex [N-Term; K19] 1.244 2.036667585 19.81 0 1997.056471 3 666.3569946 -0.020216394 -1.35E-05 22.53922482KDCEVVMMIGLPGAGK 10 74136883 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C3] 1.302 1.315 1.439 5.451095581 40.74 1 2392.336941 3 798.1168823 -0.354163048 -0.000282426 80.29862091FDENDVITCFANFESDEVELSYAK 13 74136883 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C9] 1.502 1.802 3.506815434 31.2 0 3300.565861 3 1100.859741 -0.360625189 -0.000396756 107.9008785YNILGTNTIMDK 8 74136883 2xTMT6plex [N-Term; K12] 1.409 1.398 1.231 3.821181059 44.81 0 1841.024291 2 921.0148315 -1.034665361 -0.000952422 73.80950568EKPYFPIPEEYTFIQNVPLEDR 14 74136883 2xTMT6plex [N-Term; K2] 1.09 1.192 1.376 5.584051132 41.7 0 3182.681423 3 1061.564819 -0.477038693 -0.000506087 94.80903947TCNCETEDYGEKFDENDVITCFANFESDEVELSYAK 4 74136883 3xTMT6plex [N-Term; K12; K36]; 3xCarbamidomethyl [C2; C4; C21] 1.685 4.544220448 33.04 1 5016.262851 5 1004.056396 -1.988519825 -0.001994988 99.69063686KDCEVVMMIGLPGAGK 2 74136883 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C3]; 1xOxidation [M8] 1.856 2.66812849 12.52 1 2408.331856 3 798.1168823 -0.354163048 -0.000282426 80.29862091GYFEYIEENK 9 74136883 2xTMT6plex [N-Term; K10] 0.896 100 3.269897461 36.9 0 1749.909973 2 875.4584961 -0.147168999 -0.000128766 82.77648495GNFTLPEVAECFDEITYVELQK 6 74136883 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C11] 0.407 100 3.285927057 20.65 0 3060.56401 3 1020.859863 0.335318506 0.000342088 108.1878643NFILDQTNVSAAAQR 6 74136883 1xTMT6plex [N-Term] 100 1.029 100 2.256869078 27.53 0 1877.00784 2 939.0083618 0.855911615 0.000803276 51.47533573KMCLFAGFQR 2 74136883 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.315 2.399919987 19.82 1 1715.948959 3 572.6542969 -0.362140725 -0.000207138 72.64199425SSGPTSLFAVTVAPPGAR 8 74136883 1xTMT6plex [N-Term] 2.624147415 35.32 0 1944.075192 2 972.5401611 -1.10391017 -0.001073042 66.08672289VSELKEELK 9 74136883 3xTMT6plex [N-Term; K5; K9] 1.737 100 1.332 1.932652593 14.75 1 1762.092912 2 881.548645 -1.645152147 -0.001449455 52.3599754DLPEHAVLK 2 74136883 2xTMT6plex [N-Term; K9] 1.022 3.020475626 23.31 0 1479.893535 3 493.9695129 0.30424375 0.000150083 48.61143667



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms LLEQYKEESK 7 74136883 3xTMT6plex [N-Term; K6; K10] 0.54 0.776 2.791793823 10.35 1 1954.146404 3 652.0537109 0.089651676 5.84E-05 47.70411859DIDIHEVR 2 74136883 1xTMT6plex [N-Term] 1.156 3.343386173 36.29 0 1225.673817 2 613.3408203 0.446525815 0.000273648 45.05785955KAVVVCPK 2 74136883 3xTMT6plex [N-Term; K1; K8]; 1xCarbamidomethyl [C6] 0.887 3.563098669 16.79 1 1588.022331 3 530.0119629 -0.626828795 -0.000331806 41.98619261MMVAGFK 6 74136883 2xTMT6plex [N-Term; K7] 1.138 0.953 2.91076231 29.54 0 1241.715043 2 621.3616943 0.861286075 0.000534736 44.01743947AVVVCPK 4 74136883 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.468 1.165 2.984856844 44.17 0 1230.764436 2 615.8851318 -1.177177438 -0.000724414 43.1439897KAEGGGGGGRPGAPAAGDGK 1 74136883 3xTMT6plex [N-Term; K1; K20] 1.725 1.715833306 1 2354.314366 4 589.3346558 1.030957 0.000606799 32.2631099FIEIAAR 12 74136883 1xTMT6plex [N-Term] 1.343 1.08 1.358 2.540248394 29.24 0 1048.635246 2 524.8217163 0.867315104 0.000454749 56.93751986DCEVVMMIGLPGAGK 1 74136883 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 1.502036691 0 2035.079046 2 1018.042664 -0.48917587 -0.000497756 75.75955713LNTLLQR 3 74136883 1xTMT6plex [N-Term] 1.59 2.647099733 30.35 0 1086.683259 2 543.8450928 -0.322405928 -0.000175177 61.56446945MCLFAGFQR 2 74136883 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.976 1.635525942 3.1 0 1358.691064 2 679.848877 -0.431697658 -0.000293272 85.67601937ASYGVSK 4 74136883 2xTMT6plex [N-Term; K7] 1.977 1.423 3.046255827 25.96 0 1169.693045 2 585.3469849 -5.43017116 -0.003175817 35.10744939KAEVEGK 8 74136883 3xTMT6plex [N-Term; K1; K7] 0.936 0.994 1.051 3.017005682 13.91 1 1447.908741 3 483.307251 -1.064204027 -0.000513623 34.93276236GKVCFEMK 1 74136883 3xTMT6plex [N-Term; K2; K8]; 1xCarbamidomethyl [C4] 1.316 1.358723164 17.11 1 1685.968581 3 562.6627808 3.089236191 0.001736118 34.8065129594721241 IARS isoleucine--tRNA ligase, cytoplasmic 3376 NP_002152.2 27.02060222 1 27 27 133 1262 144.406 6.15 1.1 1.26 1.46 1.27 Significant 0.0066 GSELEITLTR 14 94721241 1xTMT6plex [N-Term] 1.56 1.521 1.284 3.998073578 56.1 0 1347.768111 2 674.3876343 -0.088290642 -5.95E-05 50.34714861EEEGTGVVHQAPYFGAEDYR 8 94721241 1xTMT6plex [N-Term] 0.822 1.627 5.140025616 42.94 0 2483.167648 3 828.3948364 0.929533431 0.000769396 45.65277005LFLNETQTQEITEDIPVK 4 94721241 2xTMT6plex [N-Term; K18] 1.513 3.331964254 36.49 0 2576.422355 3 859.4786987 -0.31518846 -0.000270686 92.81907169YAHQSGFHVDR 4 94721241 1xTMT6plex [N-Term] 1.016 1.146 3.834452391 35.99 0 1545.77599 3 515.9296265 -1.07656315 -0.000554708 30.0895737SVVTSIFGVK 4 94721241 2xTMT6plex [N-Term; K10] 2.296 3.995013952 47.93 0 1494.929586 2 747.9677734 -0.88045284 -0.000658107 80.37581967EIVVIHQDPEALK 10 94721241 2xTMT6plex [N-Term; K13] 1.269 1.117 1.502 3.924067259 46.41 0 1949.147184 3 650.3832397 -6.165558876 -0.004005861 49.61708402VMPFSTACNTPLSNFESHQNYK 4 94721241 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C8] 100 0.798 3.930550098 19.15 0 3030.485383 3 1010.83313 -0.180344563 -0.000182177 79.98032263LYLINSPVVR 5 94721241 1xTMT6plex [N-Term] 1.341 100 100 3.721344471 48.88 0 1402.861952 2 701.93396 -0.932734774 -0.000654249 72.60497619LQKEEEIEFLYNENTVR 4 94721241 2xTMT6plex [N-Term; K3] 2.662 100 3.305778742 17.23 1 2612.397203 3 871.4696045 -1.126418844 -0.000980884 83.4102002APLKPYPVSPSDK 4 94721241 3xTMT6plex [N-Term; K4; K13] 1.246 1.132 4.599676609 18.35 0 2086.251538 3 696.0882568 -0.633131798 -0.000440291 54.03632896QLSSEELEQFQK 6 94721241 2xTMT6plex [N-Term; K12] 1.866 100 3.331996202 28.85 0 1924.042778 2 962.5238037 -1.271925008 -0.001223619 62.8281325LMAPYTPFLTELMYQNLK 10 94721241 2xTMT6plex [N-Term; K18] 1.056 100 100 2.612827063 19.98 0 2631.43306 3 877.8141479 -1.964462795 -0.001723117 106.8797443AEPDHMVLGK 4 94721241 2xTMT6plex [N-Term; K10] 1.068 3.671135664 53.7 0 1554.87142 2 777.9407959 1.862229146 0.001447763 43.28028608LESDYEILER 2 94721241 1xTMT6plex [N-Term] 100 2.920648813 38.02 0 1495.784155 2 748.3956909 -0.033182637 -2.48E-05 71.52214087YIIEELNVR 4 94721241 1xTMT6plex [N-Term] 1.14 0.91 3.021752834 24.7 0 1377.793932 2 689.4005127 -0.132835086 -9.15E-05 72.80400732FLIQNVLR 4 94721241 1xTMT6plex [N-Term] 0.732 1.182 2.648964167 41.72 0 1231.772409 2 616.3895264 -0.513484164 -0.000316248 86.26317699KTESAVSQMQSVIELGR 4 94721241 2xTMT6plex [N-Term; K1] 0.564 3.035241127 21.47 1 2321.289901 3 774.4328003 -2.607843635 -0.002017854 63.17620355SDTPLIYK 2 94721241 2xTMT6plex [N-Term; K8] 1.86 2.99638176 32.81 0 1394.829538 2 697.9180298 -0.541399265 -0.00037758 55.49367367VLIDPVSVQDKDTLSIHYLMLPR 2 94721241 2xTMT6plex [N-Term; K11] 100 1.833648562 10.83 1 3110.768798 4 778.4471436 -0.66026805 -0.000513485 80.81343542VCMDFNIIR 6 94721241 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 100 2.231794357 23.68 0 1396.727843 2 698.8670044 -0.795459862 -0.00055552 68.19877614DSLPVCPVDASGCFTTEVTDFAGQYVK 3 94721241 2xTMT6plex [N-Term; K27]; 2xCarbamidomethyl [C6; C13] 1.413109779 7.6 0 3421.669615 3 1141.226685 -1.202351345 -0.00137135 97.4232395AVPSWFVR 2 94721241 1xTMT6plex [N-Term] 0.918 2.767061472 24.28 0 1190.688345 2 595.8478394 0.048216595 2.87E-05 76.01213565KVTLSTDK 7 94721241 3xTMT6plex [N-Term; K1; K8] 1.046 1.333 3.363892317 17.36 1 1579.003369 3 527.0049438 -1.957467027 -0.001030282 38.54182553DVLLPWYNAYR 6 94721241 1xTMT6plex [N-Term] 100 100 1.607641459 12.39 0 1638.884144 2 819.9456787 -0.038390832 -3.15E-05 79.78979367WIDFDNDYK 6 94721241 2xTMT6plex [N-Term; K9] 1.323 100 1.467 2.192079306 14.83 0 1673.857544 2 837.4335327 1.341302727 0.001122575 77.0259686VTLSTDK 2 94721241 2xTMT6plex [N-Term; K7] 1.369 2.708070517 34.07 0 1221.745474 2 611.3762207 -0.253239121 -0.000154697 45.26550276VENMVDQLLR 2 94721241 1xTMT6plex [N-Term] 1.531 1.047065496 11.53 0 1445.798365 2 723.4038696 1.450705619 0.001048714 76.8097529544889481 MYO1B unconventional myosin-Ib isoform 2 4430 NP_036355.2 28.66419295 1 27 27 120 1078 124.872 9.2 0.76 0.66 0.96 0.79 Significant 0.012 GDPLGGVISNYLLEK 6 44889481 2xTMT6plex [N-Term; K15] 0.596 100 2.719846964 46.2 0 2033.168313 2 1017.085876 -1.886995921 -0.00191829 92.05239968AAHIFNEALVCHQIR 8 44889481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.637 0.59 4.935814381 62.48 0 2008.074815 4 502.7745361 0.746840326 0.000374928 47.621866EQLLQSNPVLEAFGNAK 6 44889481 2xTMT6plex [N-Term; K17] 1.31 3.782495022 44.14 0 2316.296367 3 772.7693481 -1.241471708 -0.000958539 90.65686252EAVTTIAAYWHGTQVR 2 44889481 1xTMT6plex [N-Term] 1.692 3.411062479 26.3 0 2032.08134 3 678.0317993 -0.243607759 -0.00016501 77.76912213DQDKDQCILITGESGAGK 4 44889481 3xTMT6plex [N-Term; K4; K18]; 1xCarbamidomethyl [C7] 1.143 4.980975628 26.6 1 2622.401192 3 874.8047485 -0.571775416 -0.000499808 56.82427426LNQVCATHQHFESR 2 44889481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.493 5.321419716 28.35 0 1955.970744 3 652.6625977 1.276061392 0.00083198 33.42639044NWPSRPYLFLDSTHK 2 44889481 2xTMT6plex [N-Term; K15] 0.773 3.016181469 11.98 0 2319.265007 4 580.5720215 0.53847555 0.000312217 75.23511195GDFLFSSDHLIEMATK 8 44889481 2xTMT6plex [N-Term; K16] 100 2.758662939 19.19 0 2269.193876 3 757.0683594 -1.476627906 -0.001116918 87.66131569IIIAEVVNK 6 44889481 2xTMT6plex [N-Term; K9] 0.8 0.623 0.761 4.170514584 41.44 0 1456.950322 2 728.9784546 -0.473159793 -0.000344685 78.36757735MPSLSPIDK 4 44889481 2xTMT6plex [N-Term; K9] 1.227 1.155 3.423826218 48.35 0 1445.843808 2 723.4254761 -0.091594653 -6.62E-05 68.45751625SLPIYSPEK 6 44889481 2xTMT6plex [N-Term; K9] 0.87 0.838 0.885 3.357437134 34.79 0 1491.882302 2 746.4441528 -0.853201312 -0.000636438 50.18213732LEASELFK 6 44889481 2xTMT6plex [N-Term; K8] 0.873 1.093 100 3.46869278 43.74 0 1394.829538 2 697.9196167 1.734024389 0.001209334 70.13169906KIYEFTLQR 6 44889481 2xTMT6plex [N-Term; K1] 0.937 0.461 0.599 3.362909555 15.92 1 1655.988498 3 552.6674194 -0.479006478 -0.00026441 51.68548176LEDLATLIQK 6 44889481 2xTMT6plex [N-Term; K10] 100 1.317 100 2.37221694 30.96 0 1601.98783 2 801.4970093 -0.678909847 -0.000543803 86.01092332FLNDTSLPHSCFR 4 44889481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 100 100 2.55019021 20.78 0 1822.910769 3 608.3070068 -2.360023463 -0.001434037 51.47929829VLYQVEGFVDK 3 44889481 2xTMT6plex [N-Term; K11] 0.567 1.860143423 20.28 0 1755.009293 2 878.0077515 -0.607928583 -0.00053346 85.31192698SEVPLVDVTK 6 44889481 2xTMT6plex [N-Term; K10] 0.398 0.908 0.702 2.479323626 23.89 0 1544.92998 2 772.968811 0.236334538 0.00018256 57.29464132YNYLSLDSAK 4 44889481 2xTMT6plex [N-Term; K10] 1.188 0.765 2.353766203 22.04 0 1631.904494 2 816.4556885 -0.24113352 -0.000196753 55.95766263DLSQAMWK 2 44889481 2xTMT6plex [N-Term; K8] 0.802 3.409580708 34.49 0 1436.797192 2 718.9012451 -1.37704586 -0.000989268 60.35084739EICELTGIDQSVLER 6 44889481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.645 100 100 2.286679983 17.76 0 1991.031672 2 996.0178223 -1.659571164 -0.001652129 67.53146647VLYQVEGFVDKNNDLLYR 4 44889481 2xTMT6plex [N-Term; K11] 100 1.697138548 2.54 1 2643.454658 3 881.8215332 -1.744637689 -0.00153729 88.82255528RPPTAGSQFK 2 44889481 2xTMT6plex [N-Term; K10] 1.046 2.698130131 11.94 0 1546.910582 3 516.3085327 0.299011809 0.000154182 33.9374694IYEFTLQR 6 44889481 1xTMT6plex [N-Term] 100 100 1.003 2.199339151 26.54 0 1298.730603 2 649.8684692 -0.72491049 -0.000470732 58.44357976LKDAIEEK 2 44889481 3xTMT6plex [N-Term; K2; K8] 0.95 3.213499308 3.94 1 1633.013934 3 545.0090942 -0.737492272 -0.000401445 43.75408946YLGLLENVR 6 44889481 1xTMT6plex [N-Term] 100 100 2.202150583 26.25 0 1305.772802 2 653.3890381 -1.53389481 -0.001001459 76.67320375VSMSSQNDGFFAVHLK 2 44889481 2xTMT6plex [N-Term; K16] 1.164 1.312887311 1.09 0 2225.178894 3 742.3981934 0.508955989 0.000377506 79.96390007LVMSYVAAVCGK 1 44889481 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.127176881 0 1755.990155 2 878.4988403 0.141922244 0.000124607 83.2486630671361682 NUMA1 nuclear mitotic apparatus protein 1 isoform 1 4926 NP_006176.2 13.8534279 1 25 25 110 2115 238.115 5.78 1.21 1.19 1.13 1.17 Significant 0.00042 KLDVEEPDSANSSFYSTR 2 71361682 2xTMT6plex [N-Term; K1] 1.584 5.347237587 32.51 1 2503.271668 3 835.0968018 1.671410055 0.001394664 59.32902168EELEQASQAHGAR 2 71361682 1xTMT6plex [N-Term] 1.565 5.529663563 69.8 0 1654.834627 3 552.2826538 -0.736644133 -0.000406341 27.84450661GEVLGDVLQLETLK 4 71361682 2xTMT6plex [N-Term; K14] 100 2.703212976 43.69 0 1972.173064 2 986.5905762 0.411629063 0.000405902 94.60477638FVLDHEDGLNLNEDLENFLQK 5 71361682 2xTMT6plex [N-Term; K21] 2.319 4.724053383 24.64 0 2960.540572 3 987.5186768 0.305533201 0.000301514 100.5076889AVQAQGGESQQEAQR 22 71361682 1xTMT6plex [N-Term] 1.288 1.368 1.245 5.268461704 78.02 0 1815.914668 3 605.9762573 -0.24759277 -0.000149869 17.87399017KVEELQACVETAR 4 71361682 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 1.501 1.266 5.222165585 47.59 1 1991.099582 3 664.3719482 0.858699674 0.000569919 47.90964235SLEAQVAHADQQLR 6 71361682 1xTMT6plex [N-Term] 1.145 1.145 1.21 4.615087032 47.97 0 1794.965976 3 598.9934692 -0.067530615 -4.04E-05 43.43041235EKEHASGSGAQSEAAGR 2 71361682 2xTMT6plex [N-Term; K2] 2.153 4.290086269 35.5 1 2130.093979 4 533.2788086 -0.269530361 -0.000143531 15.92952885AQELGHSQSALASAQR 4 71361682 1xTMT6plex [N-Term] 1.035 1.537 5.077943802 39.66 0 1882.993253 3 628.3357544 -0.288405922 -0.000181022 39.50682823EHASGSGAQSEAAGR 8 71361682 1xTMT6plex [N-Term] 0.637 100 3.290969849 39.27 0 1643.793491 3 548.6027222 0.074585954 4.09E-05 12.31623367QQNELAELHANLAR 2 71361682 1xTMT6plex [N-Term] 0.689 5.240859032 38.2 0 1835.992525 3 612.6680908 -1.528088499 -0.000935186 47.80765344DSAQTSVTQAQR 4 71361682 1xTMT6plex [N-Term] 100 2.517693281 56.97 0 1520.786614 2 760.8973999 0.597562261 0.000454382 19.95274017HLCQQLQAEQAAAEK 2 71361682 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 0.883 3.889618635 22.19 0 2183.164307 3 728.3881836 -6.554535865 -0.004769876 41.29690524ASYAEQLSMLK 5 71361682 2xTMT6plex [N-Term; K11] 100 2.669461012 30.97 0 1698.950064 2 849.9772949 -1.618991817 -0.001375293 63.36647603AQADLALEK 6 71361682 2xTMT6plex [N-Term; K9] 1.04 1.17 1.158 4.063237667 49.44 0 1416.846251 2 708.927063 0.422478136 0.000299293 44.25116862IHGTEEGQQILK 2 71361682 2xTMT6plex [N-Term; K12] 1.135 2.550173283 5.17 0 1811.042719 3 604.3513794 -1.730282988 -0.001044539 33.49448213AADALEEQQR 2 71361682 1xTMT6plex [N-Term] 0.942 3.223713398 29.96 0 1359.706573 2 680.3582764 1.987799742 0.001351412 26.54265913GLEAAQIK 4 71361682 2xTMT6plex [N-Term; K8] 1.206 0.294 2.801563501 37.21 0 1287.803658 2 644.4054565 -0.016535178 -1.06E-05 52.53072122ELEVMTAK 4 71361682 2xTMT6plex [N-Term; K8] 1.323 1.234 3.475536346 31.57 0 1378.801609 2 689.9051514 1.027924805 0.000708652 52.0344465ATQEWLEK 6 71361682 2xTMT6plex [N-Term; K8] 1.018 1.08 2.066043615 12.87 0 1462.830601 2 731.9188843 -0.074359473 -5.44E-05 48.17881081LADDLSTLQEK 4 71361682 2xTMT6plex [N-Term; K11] 100 100 1.78769815 9.3 0 1690.962737 2 845.9835205 -1.757882838 -0.001486257 60.74289021ELGELIPLR 2 71361682 1xTMT6plex [N-Term] 1.808 2.41997695 21.25 0 1268.777553 2 634.8928223 0.641886553 0.000407206 95.7113603ATSSTQSLAR 2 71361682 1xTMT6plex [N-Term] 1.498381853 12.57 0 1250.690195 2 625.848938 0.323306734 0.000202178 22.5453086LALLNEK 4 71361682 2xTMT6plex [N-Term; K7] 100 1.589406252 14.99 0 1258.813494 2 629.909668 -1.139861073 -0.000717436 60.08068139LVMAESEK 2 71361682 2xTMT6plex [N-Term; K8] 0.854 1.760888934 10.33 0 1364.785959 2 682.8973999 1.146285744 0.000782217 51.3368470614043072 HNRNPA2B1 heterogeneous nuclear ribonucleoproteins A2/B1 isoform B1 3181 NP_112533.1 44.19263456 1 13 18 249 353 37.407 8.95 1.19 1.11 1.32 1.21 Significant 0.0026 KIFVGGIKEDTEEHHLR 28 14043072 3xTMT6plex [N-Term; K1; K8] 0.526 0.444 8.3095541 38.13 2 2695.549845 5 539.9158936 0.191487254 0.000103233 44.71434515GFGFVTFDDHDPVDK 18 14043072 2xTMT6plex [N-Term; K15] 1.064 1.147 1.229 3.791395187 42.33 0 2154.090791 3 718.7017212 -0.083792095 -6.02E-05 81.15038562GGGGNFGPGPGSNFR 12 14043072 1xTMT6plex [N-Term] 1.455 1.823 1.198 4.41251421 76.54 0 1606.792369 2 803.9000854 0.327185048 0.000262859 47.5410783NMGGPYGGGNYGPGGSGGSGGYGGR 6 14043072 1xTMT6plex [N-Term] 1.046 1.276 5.689226627 96.09 0 2419.068285 3 807.0284424 1.028874816 0.000829639 46.35303318KLFIGGLSFETTEESLR 12 14043072 2xTMT6plex [N-Term; K1] 0.741 0.963 0.837 4.768558979 33.11 1 2385.342983 3 795.7841797 -2.094792043 -0.001665599 80.90747616LFVGGIKEDTEEHHLR 12 14043072 2xTMT6plex [N-Term; K7] 0.808 0.916 6.502017021 37.12 1 2338.29195 4 585.328186 -0.44300686 -0.00025897 50.517852GGNFGFGDSR 10 14043072 1xTMT6plex [N-Term] 1.352 1.259 1.27 3.403071404 51.65 0 1242.606465 2 621.807312 0.709768911 0.000440982 41.77400868EESGKPGAHVTVK 20 14043072 3xTMT6plex [N-Term; K5; K13] 1.387 1.325 1.398 3.41463232 15.72 0 2026.19 3 676.0682983 0.168434121 0.00011376 27.45752313IDTIEIITDR 27 14043072 1xTMT6plex [N-Term] 1.711 100 100 3.920673609 43.55 0 1417.809976 2 709.4082642 -0.510653543 -0.000362005 73.48551927QEMQEVQSSR 8 14043072 1xTMT6plex [N-Term] 1.413 1.45 0.341 3.776994944 49.06 0 1450.715758 2 725.8624878 1.33811598 0.000970613 31.79752922LFIGGLSFETTEESLR 27 14043072 1xTMT6plex [N-Term] 2.195 100 1.703 2.894027948 21.12 0 2028.085088 2 1014.544922 -1.242807817 -0.00126026 91.59591903DYFEEYGKIDTIEIITDR 4 14043072 2xTMT6plex [N-Term; K8] 0.01 0.01 3.036708832 15.7 1 2678.396534 3 893.4690552 -1.464257665 -0.001307288 91.75993317KLFVGGLK 72 14043072 3xTMT6plex [N-Term; K1; K8] 0.753 0.812 0.878 3.817184925 23.58 1 1549.044446 3 517.0199585 0.565534632 0.000292013 58.62888589NYYEQWGK 12 14043072 2xTMT6plex [N-Term; K8] 1.292 1.817 1.463 3.861892462 39.02 0 1545.8102 2 773.4095459 1.045119818 0.000807778 57.97060766EDTEEHHLR 6 14043072 1xTMT6plex [N-Term] 100 100 2.599963427 22.36 0 1394.686172 3 465.5664368 -1.014670751 -0.000471716 23.73549614DYFEEYGK 10 14043072 2xTMT6plex [N-Term; K8] 1.236 1.351 1.069 3.675152779 39.41 0 1508.767332 2 754.8868408 -0.614216225 -0.000463355 62.76696098LTDCVVMR 12 14043072 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.418 1.421 1.375 3.471637249 38.89 0 1222.64853 2 611.8278198 -0.136819011 -8.36E-05 51.20105504IFVGGIK 48 14043072 2xTMT6plex [N-Term; K7] 2.036 2.477 1.805 2.747451067 32.13 0 1191.786551 2 596.3962402 -1.130564234 -0.000673696 62.34943694LTDCVVMR 5 14043072 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4]; 1xOxidation [M7] 1.664 1.584 1.362 2.235037804 29.15 0 1238.643445 2 611.8278198 -0.136819011 -8.36E-05 51.2010550419920317 CKAP4 cytoskeleton-associated protein 4 10970 NP_006816.2 47.17607973 1 23 23 120 602 65.983 5.92 0.8 0.81 0.71 0.77 Significant 0.0017 VQEQVHTLLSQDQAQAAR 4 19920317 1xTMT6plex [N-Term] 0.674 0.711 3.817556858 24.02 0 2251.199223 3 751.0701294 -1.504934069 -0.001129302 48.46670338LQHVEDGVLSMQVASAR 13 19920317 1xTMT6plex [N-Term] 0.77 0.984 0.532 4.460425377 43.59 0 2069.101089 3 690.3722534 0.540410477 0.000372721 65.47481209VASLEESEGNK 2 19920317 2xTMT6plex [N-Term; K11] 1.465 4.561407089 62.26 0 1620.884487 2 810.9454346 -0.551605856 -0.000447045 48.60886386GAHPSGGADDVAK 6 19920317 2xTMT6plex [N-Term; K13] 0.741 4.850695133 66.28 0 1639.880404 3 547.2982788 -0.073873813 -4.04E-05 30.26600458SSSSSSASAAAAAAAASSSASCSR 2 19920317 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 0.987 7.726963997 51.19 0 2319.06801 3 773.6899414 -5.493345255 -0.00424648 37.00934404ASVSQVEADLK 6 19920317 2xTMT6plex [N-Term; K11] 0.769 0.804 100 4.179384232 67.12 0 1604.925958 2 802.9665527 -0.080178932 -6.43E-05 66.47980987SLGETQLVLYGDVEELKR 7 19920317 2xTMT6plex [N-Term; K17] 1.259 4.041855335 10.59 1 2507.412125 3 836.473877 -2.012872386 -0.001682367 78.74543584SINDNIAIFTEVQK 7 19920317 2xTMT6plex [N-Term; K14] 1.163 2.751142263 25.48 0 2050.158476 2 1025.583984 1.080731088 0.001107835 78.55009145VASLEESEGNKQDLK 4 19920317 3xTMT6plex [N-Term; K11; K15] 1.061 3.57953167 10.73 1 2334.311966 3 778.7748413 -0.854733321 -0.000665071 56.03316996TAVDSLVAYSVK 4 19920317 2xTMT6plex [N-Term; K12] 0.925 100 2.519304037 35.29 0 1711.004208 2 856.0046997 -1.218603629 -0.001042518 63.94686948DLSDGIHVVK 12 19920317 2xTMT6plex [N-Term; K10] 0.789 0.795 0.689 4.146291256 49.53 0 1540.909914 2 770.9580078 -0.762280124 -0.000587302 44.74212356QTESLESLLSK 4 19920317 2xTMT6plex [N-Term; K11] 100 0.631 3.361988783 38.94 0 1692.978387 2 846.9925537 -0.328514604 -0.000278084 81.00222931VQSLQATFGTFESILR 5 19920317 1xTMT6plex [N-Term] 1.885569692 27.8 0 2026.117057 2 1013.561157 -0.996327862 -0.001009338 100.6938664SVGELPSTVESLQK 4 19920317 2xTMT6plex [N-Term; K14] 1.649 1.667 2.068180561 22.8 0 1932.105378 2 966.5551758 -1.192138651 -0.001151669 57.00898166STLQTMESDIYTEVR 3 19920317 1xTMT6plex [N-Term] 2.356012821 18.66 0 2002.000037 2 1001.50354 -0.116839096 -0.000116956 92.28818505LALQALTEK 6 19920317 2xTMT6plex [N-Term; K9] 0.962 1.151 1.198 2.814226627 31.84 0 1444.913936 2 722.9603882 -0.302206797 -0.000218331 65.10328491LEGLGSSEADQDGLASTVR 2 19920317 1xTMT6plex [N-Term] 1.447386146 6.49 0 2134.082521 2 1067.544067 -0.779334613 -0.000831582 53.35299789LQHVEDGVLSMQVASAR 2 19920317 1xTMT6plex [N-Term]; 1xOxidation [M11] 100 1.683020711 10.18 0 2085.096004 3 690.3722534 0.540410477 0.000372721 65.47481209DFTSLENTVEER 4 19920317 1xTMT6plex [N-Term] 2.066027641 10.19 0 1668.82781 2 834.916626 -1.099650224 -0.000917563 57.73805038EWDMEALR 8 19920317 1xTMT6plex [N-Term] 1.243 0.972 0.971 2.937753201 30.56 0 1278.634988 2 639.8202515 -1.378087045 -0.000881035 66.18665652ISEVLQK 5 19920317 2xTMT6plex [N-Term; K7] 1.051 0.976 0.967 3.078518152 34.62 0 1274.808409 2 637.9086914 1.331496159 0.000848701 59.92801861LQNEILK 4 19920317 2xTMT6plex [N-Term; K7] 0.848 0.746 3.165356874 32.1 0 1315.834958 2 658.4175415 -5.434946187 -0.003575746 49.47744369GLLDDLR 4 19920317 1xTMT6plex [N-Term] 0.385 2.421 2.179655075 26.97 0 1030.609426 2 515.8083496 -0.002950924 -1.52E-06 53.9727013EIQTSAK 2 19920317 2xTMT6plex [N-Term; K7] 0.846 2.880824566 23.56 0 1234.740723 2 617.8747559 1.224507074 0.000755974 21.8649637714043070 HNRNPA1 heterogeneous nuclear ribonucleoprotein A1 isoform b 3178 NP_112420.1 47.31182796 1 12 17 216 372 38.723 9.13 1.57 1.31 1.08 1.32 Significant 0.011 KIFVGGIKEDTEEHHLR 28 14043070 3xTMT6plex [N-Term; K1; K8] 0.526 0.444 8.3095541 38.13 2 2695.549845 5 539.9158936 0.191487254 0.000103233 44.71434515SSGPYGGGGQYFAKPR 8 14043070 2xTMT6plex [N-Term; K14] 1.02 0.6 0.549 5.678741932 35.76 0 2087.107444 3 696.3729858 -1.4564274 -0.00101324 42.9936827GFAFVTFDDHDSVDK 26 14043070 2xTMT6plex [N-Term; K15] 1.422 1.101 1.901 5.361237049 56.81 0 2158.085705 3 720.032959 -0.640251159 -0.000460572 72.29045153KLFIGGLSFETTDESLR 12 14043070 2xTMT6plex [N-Term; K1] 1.02 0.962 1.328 6.116363525 47.75 1 2371.327333 3 791.1132813 -0.861142185 -0.000680683 86.70220286SHFEQWGTLTDCVVMR 6 14043070 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12]; 1xOxidation [M15] 2.171 100 3.044971704 33.86 0 2211.052425 3 737.6890869 0.127858654 9.42E-05 66.31343028GGGFGGNDNFGR 4 14043070 1xTMT6plex [N-Term] 1.539 3.442593336 50.92 0 1383.660292 2 692.3331909 -0.857605056 -0.000593317 43.16198606LFVGGIKEDTEEHHLR 12 14043070 2xTMT6plex [N-Term; K7] 0.808 0.916 6.502017021 37.12 1 2338.29195 4 585.328186 -0.44300686 -0.00025897 50.517852SHFEQWGTLTDCVVMR 11 14043070 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.047 1.805 5.196 4.257493496 28.34 0 2195.05751 3 737.6890869 0.127858654 9.42E-05 66.31343028LFIGGLSFETTDESLR 22 14043070 1xTMT6plex [N-Term] 1.105 0.892 2.823 2.721563101 33.72 0 2014.069438 2 1007.539124 0.761076199 0.00076643 93.91104209EDSQRPGAHLTVK 9 14043070 2xTMT6plex [N-Term; K13] 1.941 1.779 2.006 3.369465113 25.02 0 1896.07033 4 474.7724915 -1.15728813 -0.000548575 32.68906383QEMASASSSQR 4 14043070 1xTMT6plex [N-Term] 100 2.477632046 41.44 0 1410.684458 2 705.84552 -0.492102209 -0.0003471 26.00403247IEVIEIMTDR 26 14043070 1xTMT6plex [N-Term] 1.478 1.225 1.12 3.778140783 40.51 0 1447.802782 2 724.4043579 -0.927384381 -0.000671335 81.07470721KLFVGGLK 72 14043070 3xTMT6plex [N-Term; K1; K8] 0.753 0.812 0.878 3.817184925 23.58 1 1549.044446 3 517.0199585 0.565534632 0.000292013 58.62888589IEVIEIMTDR 8 14043070 1xTMT6plex [N-Term]; 1xOxidation [M7] 100 1.646099091 21.86 0 1463.797697 2 724.4043579 -0.927384381 -0.000671335 81.07470721DYFEQYGK 10 14043070 2xTMT6plex [N-Term; K8] 0.809 1.176 2.319 3.132143736 31.08 0 1507.783316 2 754.394165 -1.500681066 -0.001131351 55.06784793EDTEEHHLR 6 14043070 1xTMT6plex [N-Term] 100 100 2.599963427 22.36 0 1394.686172 3 465.5664368 -1.014670751 -0.000471716 23.73549614GFGFVTYATVEEVDAAMNARPHK 2 14043070 2xTMT6plex [N-Term; K23] 1.890907764 3 0 2968.539133 4 742.8911133 1.175819096 0.000872616 88.06921434IFVGGIK 48 14043070 2xTMT6plex [N-Term; K7] 2.036 2.477 1.805 2.747451067 32.13 0 1191.786551 2 596.3962402 -1.130564234 -0.000673696 62.34943694NQGGYGGSSSSSSYGSGR 2 14043070 1xTMT6plex [N-Term] 1.246583819 0 1923.863027 2 962.4367065 1.616464319 0.001554928 24.19436236110556636 TNKS1BP1 182 kDa tankyrase-1-binding protein 85456 NP_203754.2 20.70561018 1 24 24 108 1729 181.685 4.86 0.81 0.9 0.87 0.86 Significant 0.00095 VSAPGVLTAQDR 6 110556636 1xTMT6plex [N-Term] 0.785 0.999 0.963 4.171495438 59.38 0 1442.816458 2 721.9129028 1.435362101 0.001035482 42.75971644DQSSWQNSDASQEVGGHQER 4 110556636 1xTMT6plex [N-Term] 1.016 2.128 5.791824341 53.74 0 2474.112986 3 825.3764038 0.675695003 0.000557249 34.18791213EAAFSPGQQDWSR 7 110556636 1xTMT6plex [N-Term] 0.873 0.862 0.935 4.441935539 62.63 0 1707.828814 2 854.4185791 0.625363102 0.000534007 47.86539408NLEVSSCVGSGGSSEAR 6 110556636 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.156 1.214 1.09 3.879859686 73.42 0 1924.923184 2 962.96521 -0.021324552 -2.05E-05 36.76932878DLAEVGEGGGHSQAR 6 110556636 1xTMT6plex [N-Term] 0.983 0.985 1.064 5.73878479 60.19 0 1711.856091 3 571.2894897 -1.270493314 -0.000724967 29.68600912DLEVTCDPDSGGSQGLR 4 110556636 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.951 0.854 3.151914835 34.55 0 2034.959964 2 1017.974304 -9.155930286 -0.009315976 44.84239001VVGKPAQLGTQR 5 110556636 2xTMT6plex [N-Term; K4] 0.733 0.696 2.885991096 8.6 0 1712.058309 3 571.357605 -0.027702674 -1.58E-05 32.78905141EMEEELVPTGSEPGDTR 2 110556636 1xTMT6plex [N-Term] 0.777 3.619161367 38.24 0 2104.990595 2 1052.997803 -1.076466211 -0.001132976 46.89532496SAEEGELAESK 2 110556636 2xTMT6plex [N-Term; K11] 1.007 4.246976852 50.05 0 1607.852852 2 804.4309692 1.125561061 0.000904868 41.79944942DAELQDQEFGK 4 110556636 2xTMT6plex [N-Term; K11] 0.659 0.774 4.01335907 60.33 0 1737.90595 2 869.4564209 -0.221601822 -0.000192562 56.31226939AAEPQEQEFGK 2 110556636 2xTMT6plex [N-Term; K11] 0.729 4.278545856 48.8 0 1691.900471 2 846.4546509 0.918551557 0.000777049 42.08772324EMEEELVPTGSEPGDTR 2 110556636 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.264 2.575302124 34.52 0 2120.98551 2 1052.997803 -1.076466211 -0.001132976 46.89532496KIPSVEDSLGEGSR 4 110556636 2xTMT6plex [N-Term; K1] 0.802 0.899 4.129061222 37.72 1 1932.080226 3 644.6983032 0.067418509 4.34E-05 56.29844431DFCIEASER 6 110556636 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.139 0.923 1.009 3.347091675 46.46 0 1355.646282 2 678.3269043 0.184704339 0.000125197 42.88820984APVIRPGGTLGLSEAADSDAHLFQDSTEPR 6 110556636 1xTMT6plex [N-Term] 100 3.136233091 11.47 0 3336.702162 4 834.9332275 2.672730683 0.002229527 64.47190699SQEADVQDWEFR 4 110556636 1xTMT6plex [N-Term] 2.217971087 20.69 0 1738.823394 2 869.914917 -0.48103541 -0.000418218 58.59678558GWSQEGPVK 6 110556636 2xTMT6plex [N-Term; K9] 0.886 0.801 0.779 3.333996534 47.19 0 1445.815285 2 723.4104614 -1.133470129 -0.000819394 49.72167106DVSLGDWEFGK 6 110556636 2xTMT6plex [N-Term; K11] 100 2.365257502 24.87 0 1710.910307 2 855.9584351 -0.417305811 -0.000356986 72.97177592GVGQADWTPDLGLR 6 110556636 1xTMT6plex [N-Term] 100 100 100 2.218802929 14.2 0 1713.912149 2 857.4589233 -0.921406802 -0.000789605 66.21436722VNLFPGLSPSALK 8 110556636 2xTMT6plex [N-Term; K13] 0.01 100 100 1.806075335 19.72 0 1801.098777 2 901.0526733 -0.392466155 -0.000353435 87.43838295SYQFGIIGNDR 4 110556636 1xTMT6plex [N-Term] 100 2.42474246 20.36 0 1498.785158 2 749.8959351 -0.376613559 -0.000282231 57.49316916DWTSDVNVK 2 110556636 2xTMT6plex [N-Term; K9] 100 2.405361414 17.63 0 1521.831329 2 761.4192505 -0.068722095 -5.23E-05 49.35898234GCGVGQMDWTQDLAPQNVELFGAPSEAR 1 110556636 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.601899385 0 3262.545862 3 1088.184448 -2.167075572 -0.002356728 89.1278753ESAASGLGGLLEEEGAGAGAAQEEVLEPGR 2 110556636 1xTMT6plex [N-Term] 2.589512825 0 3083.533031 3 1028.516724 0.838793816 0.000862149 83.49021916KAPAPFRPASER 3 110556636 2xTMT6plex [N-Term; K1] 0.701 1.048 3.092945814 1.45 1 1785.053558 4 447.0185547 -0.655005557 -0.000292305 35.796663894503509 EIF3A eukaryotic translation initiation factor 3 subunit A 8661 NP_003741.1 23.08248915 1 33 33 121 1382 166.468 6.79 1.2 1.21 0.97 1.13 Significant 0.0048 HHNQSTAINLNNPESQSMHLETR 2 4503509 1xTMT6plex [N-Term] 2.054 4.414640903 25.17 0 2887.406666 4 722.6074829 0.497283823 0.000358965 26.38338827DIDIEDLEELDPDFIMAK 2 4503509 2xTMT6plex [N-Term; K18] 1.128 3.025684357 48.26 0 2579.320258 3 860.4434204 -1.763918039 -0.00151657 107.4386455EDAPIGPHLQSMPSEQIR 3 4503509 1xTMT6plex [N-Term] 0.971 1.302 5.600793839 39.18 0 2234.143682 3 745.3865967 0.695988837 0.000518313 53.64871764KPPKPQLMANYYNK 2 4503509 4xTMT6plex [N-Term; K1; K4; K14] 1.21 4.800673008 4.15 0 2608.545501 4 652.8919067 0.113501231 7.40E-05 46.63530448ALEVIKPAHILQEK 6 4503509 3xTMT6plex [N-Term; K6; K14] 1.096 1.267 1.375 3.216628075 17.23 0 2276.430899 4 569.8638916 1.24630897 0.000709284 61.90823581ILQEHEQIK 6 4503509 2xTMT6plex [N-Term; K9] 1.129 1.197 1.203 4.361354351 37.95 0 1595.952113 3 532.6555786 0.043754348 2.33E-05 41.15299255ANEFLEVGK 6 4503509 2xTMT6plex [N-Term; K9] 100 100 0.468 3.034390211 30.09 0 1464.846251 2 732.9260254 -1.008029852 -0.000738304 56.53073761NLTQDEMQR 2 4503509 1xTMT6plex [N-Term] 2.155 3.415832758 36.01 0 1363.683729 2 682.3457642 0.383014259 0.000261155 34.47351162TKNETDEDGWTTVR 2 4503509 2xTMT6plex [N-Term; K2] 1.735 3.746926069 26.28 1 2110.081683 3 704.03125 -1.178091834 -0.000828623 47.22546626NICQQVNIK 2 4503509 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.845 3.341430187 25.61 0 1574.908868 2 787.9575806 -0.624523239 -0.000491784 52.39785574RLEEIPLIK 4 4503509 2xTMT6plex [N-Term; K9] 1.316 1.217 3.183814526 21.98 1 1569.013985 3 523.6759033 -0.527757605 -0.00027602 54.52226371DLYNWLEVEFNPLK 6 4503509 2xTMT6plex [N-Term; K14] 100 2.183545589 12.47 0 2238.221077 2 1119.614014 -0.145640774 -0.000162988 104.5849574DIDIEDLEELDPDFIMAK 2 4503509 2xTMT6plex [N-Term; K18]; 1xOxidation [M16] 100 1.739586473 13.69 0 2595.315173 3 860.4434204 -1.763918039 -0.00151657 107.4386455LTSLVPFVDAFQLER 2 4503509 1xTMT6plex [N-Term] 1.629746675 1.61 0 1964.105429 2 982.5548706 -1.509419514 -0.00148233 108.4038155KQPALDVLYDVMK 4 4503509 3xTMT6plex [N-Term; K1; K13] 100 1.858846903 13.18 1 2207.307673 3 736.4408569 0.156204224 0.00011493 85.55635229LEEIPLIK 2 4503509 2xTMT6plex [N-Term; K8] 2.782 2.194434404 23.21 0 1412.912874 2 706.9602661 0.270219466 0.000190898 86.9022627LESLNIQR 6 4503509 1xTMT6plex [N-Term] 1.243 0.763 1.019 2.573858023 12.39 0 1201.710202 2 601.3590088 0.448301199 0.000269364 54.81573562RAEEQMLK 2 4503509 2xTMT6plex [N-Term; K8] 1.07 4.128154755 12.73 1 1462.845205 3 488.2861938 -0.804348285 -0.000392212 37.26576918ITTMQLER 4 4503509 1xTMT6plex [N-Term] 0.938 1.408 2.559224844 29.87 0 1220.687024 2 610.8466187 -0.871046625 -0.000531638 56.51446031ELEIEER 9 4503509 1xTMT6plex [N-Term] 1.1 1.047 0.468 3.100993633 40 0 1146.620384 2 573.8137207 -0.191322039 -0.000109687 32.58812028EESWGPPR 2 4503509 1xTMT6plex [N-Term] 0.992 2.560510397 25.2 0 1186.605403 2 593.8065186 0.301405484 0.000178825 41.02445025LLLTPWVK 6 4503509 2xTMT6plex [N-Term; K8] 100 100 100 1.996960163 21.9 0 1427.939029 2 714.4728394 -0.439058706 -0.000313475 89.05801056AEEQMLK 2 4503509 2xTMT6plex [N-Term; K7] 0.996 3.134817362 29.25 0 1306.744094 2 653.8754272 -0.394949413 -0.000258049 45.22443665EKEELEQR 2 4503509 2xTMT6plex [N-Term; K2] 0.729 2.188453913 8.97 1 1518.852793 3 506.9558716 0.177019192 8.96E-05 32.63240051EGLYQYK 4 4503509 2xTMT6plex [N-Term; K7] 1.824 1.84 3.302810431 33.32 0 1358.772023 2 679.8890381 -0.900605918 -0.000611859 56.21258015QSVYEEK 2 4503509 2xTMT6plex [N-Term; K7] 1.18 2.809533834 38.73 0 1340.746202 2 670.8762817 -0.682868567 -0.000457777 37.47991198QVEQLEK 6 4503509 2xTMT6plex [N-Term; K7] 1.265 1.385 1.225 3.426035166 37.38 0 1331.793487 2 666.3997803 -0.903318072 -0.000601517 45.90996909LLDMDGIIVEK 6 4503509 2xTMT6plex [N-Term; K11] 1.673314333 8.64 0 1704.001765 2 852.5039063 -0.721325544 -0.00061457 79.62082427VSTVFWK 2 4503509 2xTMT6plex [N-Term; K7] 1.05 2.134961367 22.37 0 1324.80293 2 662.9059448 1.270753861 0.000841749 70.73002582KIDYFER 6 4503509 2xTMT6plex [N-Term; K1] 1.588 1.308 1.28 3.458234787 10.06 1 1428.825121 3 476.9469299 0.780427853 0.000371698 43.97544319YLELCVDLR 2 4503509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.504554987 1.75 0 1409.766003 2 705.3859863 -0.926936631 -0.000653382 82.22186907FCLQYTR 1 4503509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.257 2.080864906 14.73 0 1216.634595 2 608.8204956 -0.723503233 -0.00044012 59.82001322EEVSSWR 2 4503509 1xTMT6plex [N-Term] 1.237 1.059 2.476496935 27.99 0 1121.578854 2 561.293335 0.481064593 0.000269776 43.8988075SLEDVVR 4 4503509 1xTMT6plex [N-Term] 1.108 1.206 2.383434057 28.81 0 1046.60434 2 523.805603 -0.392512525 -0.000205403 49.86768563114155142 TPR nucleoprotein TPR 7175 NP_003283.2 12.314854 1 25 26 106 2363 267.131 5.02 0.99 1.08 1.01 1.03 Significant 0.00071 AIQDHLLEVEQSK 4 114155142 2xTMT6plex [N-Term; K13] 0.987 4.266284466 34.1 0 1968.116612 3 656.7110596 1.023202043 0.00067126 58.86585233QLDTETNLHLNTK 6 114155142 2xTMT6plex [N-Term; K13] 0.876 1.176 1.274 4.753304482 45.96 0 1985.106775 3 662.3737793 0.004730539 3.13E-06 44.90729154



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms GQPSNKEDVDDLVSQLR 4 114155142 2xTMT6plex [N-Term; K6] 0.785 1.185 3.822681665 24.89 1 2358.266523 3 786.7602539 -0.133433285 -0.00010489 67.85036166AADSQNSGEGNTGAAESSFSQEVSR 8 114155142 1xTMT6plex [N-Term] 1.586 1.679 6.353588104 94.78 0 2715.229138 3 905.7468262 -1.183301376 -0.001070978 42.48097091QHLSNMEVQVASQSSQR 2 114155142 1xTMT6plex [N-Term] 1.27 6.005144119 45.76 0 2158.08723 3 720.0348511 1.283712085 0.000923454 44.73430828AESQLLECK 2 114155142 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.482 3.539305925 57.95 0 1535.85035 2 768.428894 0.105046652 8.07E-05 52.01055227LEHEISHLK 4 114155142 2xTMT6plex [N-Term; K9] 0.88 1.025 4.180178642 40.24 0 1563.925898 3 521.9804688 0.610617166 0.00031832 41.7611702TMAQHEELMK 4 114155142 2xTMT6plex [N-Term; K10] 0.877 1.026 3.93915844 31.19 0 1675.891169 3 559.3016968 -0.376920638 -0.000210559 37.79496241ASTALSNEQQAR 2 114155142 1xTMT6plex [N-Term] 0.447 3.077200413 41.11 0 1504.7917 2 752.8999023 0.550406744 0.000414124 25.53200511EQQASMEEK 6 114155142 2xTMT6plex [N-Term; K9] 1.98 1.379 1.237 3.8091681 57.09 0 1537.793229 2 769.4001465 -0.138179338 -0.000106246 29.96895703AVASLSVK 6 114155142 2xTMT6plex [N-Term; K8] 0.985 0.954 0.987 3.986538887 49.85 0 1232.797844 2 616.9019775 -0.945549897 -0.000582836 51.28595298KLELDILPLQEANAELSEK 6 114155142 3xTMT6plex [N-Term; K1; K19] 100 100 100 2.14036417 9.13 1 2840.658786 3 947.5575562 -0.236234979 -0.000223688 91.64035449AIESMEQQLSELK 4 114155142 2xTMT6plex [N-Term; K13] 1.529014349 7.86 0 1964.077449 2 982.5406494 -1.744723395 -0.001713386 86.41851377IAVEAQNK 4 114155142 2xTMT6plex [N-Term; K8] 1.261 1.672 3.575229883 40.35 0 1330.809471 2 665.9082642 -0.165079745 -0.000109845 42.91739687ELENANDLLSATK 4 114155142 2xTMT6plex [N-Term; K13] 100 2.223407269 17.22 0 1876.042778 2 938.5259399 0.972911084 0.000912611 58.82825933ELQELQDSLNAER 6 114155142 1xTMT6plex [N-Term] 100 100 1.759985805 22.18 0 1773.918022 2 887.4611206 -1.723754437 -0.0015289 60.3704135IQNEQLEK 2 114155142 2xTMT6plex [N-Term; K8] 1.272 3.704680204 29.12 0 1459.852064 2 730.4303589 0.943077365 0.000688377 42.55053914LLHDQIEK 2 114155142 2xTMT6plex [N-Term; K8] 0.936 3.569490671 30.19 0 1453.877885 3 485.2975464 0.138010323 6.69E-05 46.56036771VLLMELEEAR 8 114155142 1xTMT6plex [N-Term] 1.07 100 2.328056574 22.46 0 1431.807867 2 716.40448 -4.318965696 -0.003091965 78.87590331QVTEEVR 4 114155142 1xTMT6plex [N-Term] 1.276 2.639690161 36.15 0 1089.610154 2 545.309082 0.673243084 0.000366786 26.83079062LIDIQEK 10 114155142 2xTMT6plex [N-Term; K7] 1.253 3.162941694 42.15 0 1316.818973 2 658.913147 0.033319168 2.19E-05 57.69688291LLEEDVK 2 114155142 2xTMT6plex [N-Term; K7] 1.082 2.781343222 31.06 0 1303.787339 2 652.3967285 -0.888602547 -0.000579274 53.4228006LDELQASDVSVK 2 114155142 2xTMT6plex [N-Term; K12] 1.528346419 7.91 0 1761.999851 2 881.5028687 -0.788862333 -0.000694988 47.56926322SQEQILEILR 3 114155142 1xTMT6plex [N-Term] 1.751785159 7.95 0 1457.852509 2 729.4291382 -1.035415313 -0.000754741 65.68745451EAGEANK 2 114155142 2xTMT6plex [N-Term; K7] 1.780127406 22.38 0 1176.662473 2 588.8349609 0.146520352 8.62E-05 24.86013568TQYEELK 4 114155142 2xTMT6plex [N-Term; K7] 1.132 0.989 2.314740896 10.73 0 1368.777503 2 684.8925781 0.275501314 0.00018855 49.477673876274552 STAT1 signal transducer and activator of transcription 1-alpha/beta isoform alpha 6772 NP_009330.1 36.53333333 1 24 24 116 750 87.28 6.05 0.35 0.33 0.4 0.36 Significant 0.0033 TELISVSEVHPSR 4 6274552 1xTMT6plex [N-Term] 0.383 0.392 4.841854572 45.09 0 1682.927465 3 561.6478271 0.869458336 0.000487745 33.84287342ELSAVTFPDIIR 6 6274552 1xTMT6plex [N-Term] 0.306 0.306 4.49499464 55.2 0 1589.910024 2 795.4584961 -0.19403771 -0.000154251 88.59643858FLEQVHQLYDDSFPMEIR 6 6274552 1xTMT6plex [N-Term] 0.01 0.442 4.600038528 38.96 0 2496.243061 3 832.7520142 -0.629842324 -0.00052408 100.7518516WAQLSEVLSWQFSSVTK 2 6274552 2xTMT6plex [N-Term; K17] 0.425 3.761775494 33.74 0 2454.343317 3 818.7866821 0.886655385 0.000725386 107.5714001EAPEPMELDGPK 14 6274552 2xTMT6plex [N-Term; K12] 0.313 0.336 3.860101223 54.96 0 1770.934808 2 885.9723511 1.478269232 0.001308959 51.31768309KELSAVTFPDIIR 4 6274552 2xTMT6plex [N-Term; K1] 100 0.01 3.214428902 28.22 1 1947.167919 3 649.7271118 -0.583838081 -0.000378944 79.58629898VMAAENIPENPLK 4 6274552 2xTMT6plex [N-Term; K13] 0.209 0.234 2.879766941 31.35 0 1884.06649 2 942.5360718 -0.861713385 -0.000811763 63.49841535VMCIEHEIK 8 6274552 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.363 0.33 4.375463486 44.37 0 1616.890441 3 539.6350098 0.021774435 1.17E-05 55.65157653DQQPGTFLLR 3 6274552 1xTMT6plex [N-Term] 0.432 0.352 3.594106913 38.33 0 1403.78443 2 702.3989258 4.377604118 0.003072606 55.29617456SDQKQEQLLLK 6 6274552 3xTMT6plex [N-Term; K4; K11] 0.205 0.696 0.193 3.597074509 14.2 1 2017.226052 3 673.0795898 -0.909842875 -0.000611786 49.61294652YTYEHDPITK 6 6274552 2xTMT6plex [N-Term; K10] 0.366 0.511 3.124391079 33.46 0 1724.925958 3 575.6468506 0.023756273 1.37E-05 42.76770594FNILGTHTK 6 6274552 2xTMT6plex [N-Term; K9] 0.353 0.257 3.49839139 33.8 0 1488.89387 3 496.9683838 -2.197317673 -0.001090524 53.88650535FHDLLSQLDDQYSR 6 6274552 1xTMT6plex [N-Term] 0.218 0.01 2.423640013 23.94 0 1965.986771 3 656.0005493 0.164837945 0.000108023 85.70502516GLNVDQLNMLGEK 4 6274552 2xTMT6plex [N-Term; K13] 2.362502813 25.16 0 1889.056654 2 945.0299683 -2.114349802 -0.001997063 67.7928199YLYPNIDKDHAFGK 4 6274552 3xTMT6plex [N-Term; K8; K14] 0.306 0.255 3.919054985 15.88 1 2368.326828 4 592.8359375 -2.072395558 -0.001227027 54.46964237SLEDLQDEYDFK 5 6274552 2xTMT6plex [N-Term; K12] 1.636937499 12.63 0 1959.995159 2 980.4993286 -1.92781774 -0.001889257 68.55074046FSLENNFLLQHNIR 2 6274552 1xTMT6plex [N-Term] 100 2.793604374 14.73 0 1974.07586 3 658.6982422 2.184740003 0.001437614 76.12590168QDWEHAANDVSFATIR 4 6274552 1xTMT6plex [N-Term] 0.638 2.257273436 0.87 0 2089.030032 3 697.0152588 0.569995246 0.000396912 67.39507982KLEELEQK 8 6274552 3xTMT6plex [N-Term; K1; K8] 0.35 0.359 3.527119398 27.87 1 1704.051048 3 568.6881104 -0.745133377 -0.000423248 53.64764452LEELEQK 2 6274552 2xTMT6plex [N-Term; K7] 2.738279581 29.07 0 1346.793153 2 673.9000854 -0.191797502 -0.000129156 57.43381277QEQLLLK 2 6274552 2xTMT6plex [N-Term; K7] 0.448 3.018395662 37.87 0 1329.850608 2 665.4301147 1.763304971 0.001172466 56.90597068LLGPNASPDGLIPWTR 5 6274552 1xTMT6plex [N-Term] 0.193 0.269 0.01 2.250935793 25.59 0 1936.085363 2 968.5446167 -1.759091633 -0.001702876 80.89369315MYLMLDNK 4 6274552 2xTMT6plex [N-Term; K8] 1.685634494 11.9 0 1485.820964 2 743.4138794 -0.324326382 -0.000240945 63.62169274IIELLNVTELTQNALINDELVEWK 1 6274552 2xTMT6plex [N-Term; K24] 1.668917775 0 3268.844465 3 1090.286499 0.146333152 0.000159447 117.03766874503471 EEF1A1 elongation factor 1-alpha 1 1915 NP_001393.1 65.8008658 1 10 20 269 462 50.109 9.01 1.73 1.69 1.87 1.77 Significant 0.00096 YYVTIIDAPGHR 16 4503471 1xTMT6plex [N-Term] 2.62 2.826 2.728 4.555756092 48.28 0 1633.889957 2 817.444519 -5.016178737 -0.004097942 50.00138699IGGIGTVPVGR 8 4503471 1xTMT6plex [N-Term] 2.066 3.079 2.241 3.727612734 45.11 0 1254.773137 2 627.890625 0.666686252 0.00041827 47.04865289VETGVLKPGMVVTFAPVNVTTEVK 36 4503471 3xTMT6plex [N-Term; K7; K24] 1.843 5.524 1.766 5.689495564 42.64 0 3202.872818 3 1068.296631 0.787061575 0.000840286 77.01031044VETGVLKPGMVVTFAPVNVTTEVK 3 4503471 3xTMT6plex [N-Term; K7; K24]; 1xOxidation [M10] 100 2.56763196 15.48 0 3218.867733 3 1068.296631 0.787061575 0.000840286 77.01031044NDPPMEAAGFTAQVIILNHPGQISAGYAPVLDCHTAHIACK 2 4503471 2xTMT6plex [N-Term; K41]; 2xCarbamidomethyl [C33; C40] 2.849413633 10.15 0 4843.452255 5 969.4975586 1.327846009 0.001286272 90.94880222KDGNASGTTLLEALDCILPPTRPTDKPLR 9 4503471 3xTMT6plex [N-Term; K1; K26]; 1xCarbamidomethyl [C16] 2.372 1.917 2.001 5.689491272 36.91 1 3837.151119 5 768.2354126 -0.824059731 -0.000632408 78.89629053THINIVVIGHVDSGK 8 4503471 2xTMT6plex [N-Term; K15] 1.895 1.803 2.234 5.019645214 55.13 0 2047.20643 4 512.5568237 -0.471231484 -0.000241177 54.78889256STTTGHLIYK 30 4503471 2xTMT6plex [N-Term; K10] 1.44 1.313 1.47 4.323945522 54.41 0 1578.925564 3 526.9812622 2.324176122 0.001223234 35.32994542DGNASGTTLLEALDCILPPTRPTDKPLR 2 4503471 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C15] 100 2.65169549 16.99 0 3479.893224 4 870.7272949 -1.687911704 -0.001468438 88.14988808EHALLAYTLGVK 16 4503471 2xTMT6plex [N-Term; K12] 1.935 2.128 100 4.556538582 46.59 0 1773.067477 2 887.0368652 -0.576944343 -0.000511481 71.88132891SGDAAIVDMVPGKPMCVESFSDYPPLGR 10 4503471 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C16] 100 2.16425848 16.79 0 3453.725689 3 1151.911743 -1.451504336 -0.001671033 80.99147224QTVAVGVIK 21 4503471 2xTMT6plex [N-Term; K9] 1.781 1.723 1.642 4.514291286 62.58 0 1372.892807 2 686.9498291 -0.309934521 -0.000212753 45.46677378GNVAGDSK 14 4503471 2xTMT6plex [N-Term; K8] 1.834 1.912 1.865 2.926821232 46.32 0 1205.689022 2 603.3480225 -0.210367782 -0.000126819 24.28233365LPLQDVYK 25 4503471 2xTMT6plex [N-Term; K8] 1.58 1.565 0.969 3.475753546 46.3 0 1433.876823 2 717.4418335 -0.301481833 -0.000216144 68.8466914QLIVGVNK 36 4503471 2xTMT6plex [N-Term; K8] 2.178 2.067 2.057 3.624680996 43.22 0 1328.866592 2 664.9334717 -5.211682395 -0.003462815 47.65431494NMITGTSQADCAVLIVAAGVGEFEAGISK 3 4503471 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C11] 2.277580976 6.88 0 3367.764183 3 1123.258667 -0.812281766 -0.000911858 117.7281867IGYNPDTVAFVPISGWNGDNMLEPSANMPWFK 3 4503471 2xTMT6plex [N-Term; K32] 2.05193305 7.91 0 4025.997036 3 1342.670898 0.274658051 0.000368591 110.3575382RYEEIVK 2 4503471 2xTMT6plex [N-Term; K7] 1.859 3.938460827 23.79 1 1394.840772 3 465.618927 1.044023009 0.000485415 35.09308987YAWVLDK 4 4503471 2xTMT6plex [N-Term; K7] 6.123 100 2.795761347 29.13 0 1352.797844 2 676.9017334 -1.222616618 -0.000826977 64.29157323EAAEMGK 6 4503471 2xTMT6plex [N-Term; K7] 1.483 1.847 1.914 3.196498394 31.97 0 1193.66003 2 597.3337402 0.145609927 8.69E-05 38.66839001EVSTYIK 10 4503471 2xTMT6plex [N-Term; K7] 1.89 1.792 100 2.653904915 37.67 0 1297.776774 2 649.392334 0.475466014 0.000308524 51.7386891EAAEMGK 5 4503471 2xTMT6plex [N-Term; K7]; 1xOxidation [M5] 1.787 1.801 1.984 1.968911648 16.57 0 1209.654945 2 597.3337402 0.145609927 8.69E-05 38.668390014757810 ATP5A1 ATP synthase subunit alpha, mitochondrial isoform a precursor 498 NP_004037.1 45.38878843 1 21 21 208 553 59.714 9.13 0.71 0.78 0.8 0.76 Significant 0.0013 GIRPAINVGLSVSR 22 4757810 1xTMT6plex [N-Term] 0.684 0.707 1.063 5.697936535 53.8 0 1668.011804 3 556.675354 -0.176862226 -9.83E-05 49.82674987GMSLNLEPDNVGVVVFGNDK 9 4757810 2xTMT6plex [N-Term; K20] 1.504 0.938 3.248134613 36.05 0 2562.363794 3 854.7924805 -0.353643676 -0.000302055 96.6857098ILGADTSVDLEETGR 8 4757810 1xTMT6plex [N-Term] 0.765 0.794 0.878 4.754341602 80.6 0 1804.948988 2 902.9780884 -0.048756052 -4.40E-05 66.59108207FENAFLSHVVSQHQALLGTIR 6 4757810 1xTMT6plex [N-Term] 100 5.290014744 34.66 0 2596.419721 4 649.8594971 -1.371984938 -0.000890562 88.79695463VVDALGNAIDGK 11 4757810 2xTMT6plex [N-Term; K12] 0.829 0.767 100 3.875210047 70.78 0 1629.957592 2 815.4824219 -0.015270336 -1.24E-05 76.06610628EVAAFAQFGSDLDAATQQLLSR 30 4757810 1xTMT6plex [N-Term] 0.671 0.807 0.931 4.23454237 57.03 0 2567.330296 3 856.4454956 -3.25742021 -0.002787625 106.2084613EAYPGDVFYLHSR 23 4757810 1xTMT6plex [N-Term] 0.799 0.802 0.582 4.0788517 31.47 0 1782.90125 3 594.9724731 0.906356195 0.000538648 55.87806374VLSIGDGIAR 10 4757810 1xTMT6plex [N-Term] 0.684 0.71 0.843 3.539447308 57.74 0 1229.741502 2 615.3739624 -0.694589319 -0.000427083 64.54409388TSIAIDTIINQK 8 4757810 2xTMT6plex [N-Term; K12] 0.593 0.652 1.043 3.302469969 36.38 0 1775.067871 2 888.0366211 -1.073256145 -0.000952551 67.40351912HALIIYDDLSK 6 4757810 2xTMT6plex [N-Term; K11] 0.472 0.634 0.717 3.520197153 44.01 0 1746.020192 2 873.5140991 0.417728381 0.000364681 61.69246805KLYCIYVAIGQK 2 4757810 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C4] 0.666 2.749668837 14.85 1 2143.291629 3 715.102356 0.413136076 0.000295157 76.94317792AVDSLVPIGR 16 4757810 1xTMT6plex [N-Term] 0.614 0.643 1.124 3.146650791 36.93 0 1255.757152 2 628.3816528 -0.894572597 -0.000561683 64.83319983TGAIVDVPVGEELLGR 10 4757810 1xTMT6plex [N-Term] 100 2.651781082 34.66 0 1854.053394 2 927.5299072 -0.461603144 -0.000427918 84.47463746STVAQLVK 4 4757810 2xTMT6plex [N-Term; K8] 0.657 0.724 3.235249996 46.27 0 1303.834958 2 652.4213867 0.413347945 0.000269469 54.43251281GYLDKLEPSK 8 4757810 3xTMT6plex [N-Term; K5; K10] 0.352 0.387 0.351 2.928498268 18.31 1 1837.103811 3 613.0402832 1.352672266 0.000828333 51.17932496LTDADAMK 6 4757810 2xTMT6plex [N-Term; K8] 0.824 0.988 0.904 3.518983603 51.57 0 1322.739009 2 661.8726807 -0.69844608 -0.000461931 40.92430789EPMQTGIK 3 4757810 2xTMT6plex [N-Term; K8] 0.582 3.700426102 34.26 0 1361.786293 2 681.3966064 -0.262045063 -0.000178425 34.85337135ISEQSDAK 8 4757810 2xTMT6plex [N-Term; K8] 0.834 0.904 2.782817364 41.33 0 1335.752016 2 668.3798218 0.262694485 0.000175447 35.13055543LTDADAMK 2 4757810 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.006 2.204243898 32.53 0 1338.733924 2 661.8726807 -0.69844608 -0.000461931 40.92430789QVAGTMK 4 4757810 2xTMT6plex [N-Term; K7] 0.778 0.903 2.488307953 23.24 0 1192.7124 2 596.8606567 1.372389993 0.000818433 23.13480231ELIIGDR 5 4757810 1xTMT6plex [N-Term] 0.717 0.744 0.666 2.660664558 28.78 0 1044.625076 2 522.8162842 0.206810443 0.00010802 43.16356192QMSLLLR 4 4757810 1xTMT6plex [N-Term] 0.741 0.818 1.994622827 32.43 0 1089.665166 2 545.3364868 0.486941153 0.000265301 62.08608152EPMQTGIK 3 4757810 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 0.658 0.654 1.726588011 20.84 0 1377.781208 2 681.3966064 -0.262045063 -0.000178425 34.85337135157649073 CAP1 adenylyl cyclase-associated protein 1 10487 NP_001099000.1 58.31578947 1 20 20 232 475 51.641 8.02 1.02 1.05 1.07 1.05 Significant 0.00019 VENQENVSNLVIEDTELK 8 157649073 2xTMT6plex [N-Term; K18] 2.535 4.641731739 46.7 0 2531.360483 3 844.4567871 -1.846798157 -0.001558304 75.86786105EMNDAAMFYTNR 6 157649073 1xTMT6plex [N-Term] 1.332 0.732 4.20310688 47.5 0 1691.771892 2 846.3891602 -0.501650077 -0.000424339 64.48722508EFHTTGLAWSK 6 157649073 2xTMT6plex [N-Term; K11] 1.26 1.583 1.299 4.635063171 41.63 0 1734.957926 3 578.9905396 -0.496258522 -0.000286996 50.56420494ALLVTASQCQQPAENK 74 157649073 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 0.953 1.036 0.998 4.870433807 61.17 0 2216.210923 3 739.4071655 -1.795694592 -0.001326546 39.91605255SALFAQINQGESITHALK 17 157649073 2xTMT6plex [N-Term; K18] 0.916 0.876 0.976 4.331999302 44.67 0 2386.349465 3 796.1207886 -0.69248338 -0.000550836 75.44790477KEPAVLELEGK 10 157649073 3xTMT6plex [N-Term; K1; K11] 1.014 1.061 0.808 5.245721817 52.43 1 1900.172225 3 634.062439 0.283350385 0.000179472 64.44713433NSLDCEIVSAK 49 157649073 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.311 1.186 3.711802006 49.77 0 1693.919492 2 847.4638062 0.4979308 0.000421727 37.25896342EMNDAAMFYTNR 4 157649073 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.109 1.287 3.141255856 43.33 0 1707.766807 2 846.3891602 -0.501650077 -0.000424339 64.48722508CVNTTLQIK 2 157649073 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 1.268 4.018337727 44.75 0 1534.90272 2 767.954895 -0.134641065 -0.00010333 46.95019363LSDLLAPISEQIK 8 157649073 2xTMT6plex [N-Term; K13] 100 0.791 100 2.525902033 30.33 0 1885.141036 2 943.0735474 -0.645820877 -0.000608732 88.2308399AGAAPYVQAFDSLLAGPVAEYLK 5 157649073 2xTMT6plex [N-Term; K23] 1.765 100 2.725824356 17.01 0 2809.554038 3 937.1903687 0.895108974 0.000838286 116.4693024EPAVLELEGK 4 157649073 2xTMT6plex [N-Term; K10] 0.916 0.939 3.527584314 34.63 0 1542.91433 2 771.9596558 -1.487682444 -0.001147683 60.96890763SSEMNVLIPTEGGDFNEFPVPEQFK 6 157649073 2xTMT6plex [N-Term; K25] 0.464 0.621 100 2.545506954 21.22 0 3269.644051 3 1090.551147 -1.578770382 -0.001720672 96.86128573TDGCHAYLSK 4 157649073 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 0.957 0.953 3.685715675 28.16 0 1609.840848 3 537.2854614 0.61059287 0.000327652 35.08601107VPTISINK 8 157649073 2xTMT6plex [N-Term; K8] 1.108 0.998 0.888 3.226134777 50.55 0 1329.850608 2 665.4285889 -0.53150754 -0.000353413 54.04089413LEAVSHTSDMHR 2 157649073 1xTMT6plex [N-Term] 1.037 4.106682301 32.1 0 1611.811055 3 537.9418945 0.046701349 2.51E-05 34.31304961ELSGLPSGPSAGSGPPPPPPGPPPPPVSTSSGSDESASR 2 157649073 1xTMT6plex [N-Term] 100 2.858216286 1.18 0 3819.887456 4 955.7278442 0.547406998 0.000522758 58.37024027LEAVSHTSDMHR 4 157649073 1xTMT6plex [N-Term]; 1xOxidation [M10] 1.722 2.021 2.806159258 26.7 0 1627.80597 3 537.9418945 0.046701349 2.51E-05 34.31304961GYADSPSK 6 157649073 2xTMT6plex [N-Term; K8] 0.819 1.017 0.795 3.14135766 39.96 0 1282.704338 2 641.8563843 0.899899263 0.000577152 32.84107345QVAYIYK 2 157649073 2xTMT6plex [N-Term; K7] 0.834 3.1623106 29.95 0 1342.813494 2 671.9095459 -1.250369565 -0.000839507 50.66465366EIGGDVQK 4 157649073 2xTMT6plex [N-Term; K8] 1.023 1.031 3.246576548 38.18 0 1303.762187 2 652.3845215 -0.322521434 -0.000210246 40.09884571LGLVFDDVVGIVEIINSK 1 157649073 2xTMT6plex [N-Term; K18] 1.656604648 0 2388.415419 2 1194.710327 -0.854793981 -0.001020802 113.498065409971425 BASP1 brain acid soluble protein 1 10409 NP_001258535.1 81.49779736 1 17 17 89 227 22.68 4.63 0.7 0.57 0.69 0.66 Significant 0.0041 AQGPAASAEEPKPVEAPAANSDQTVTVKE 8 409971425 3xTMT6plex [N-Term; K12; K28] 0.69 0.712 6.28610754 46.53 1 3579.910931 4 895.7318726 -1.472222557 -0.001317606 44.07605649AEGAATEEEGTPK 8 409971425 2xTMT6plex [N-Term; K13] 0.728 0.777 0.752 4.156097412 79.49 0 1747.91143 2 874.458313 -1.190108035 -0.001040102 30.0971272KAEGAATEEEGTPK 3 409971425 3xTMT6plex [N-Term; K1; K14] 0.876 1.02 6.152764797 33.99 1 2105.169325 3 702.3944702 -0.221894488 -0.000155708 38.79988406ETPAATEAPSSTPK 6 409971425 2xTMT6plex [N-Term; K14] 0.721 4.037713051 71.65 0 1845.000579 2 923.0050659 1.233780609 0.001138163 34.78701762ESEPQAAAEPAEAK 10 409971425 2xTMT6plex [N-Term; K14] 0.793 0.82 0.85 4.330875397 57.96 0 1885.990742 2 943.4970703 -2.056454951 -0.001939227 29.9012896KTEAPAAPAAQETK 2 409971425 3xTMT6plex [N-Term; K1; K14] 1.039 6.325417519 28.7 1 2100.22678 3 700.7467651 -0.494094187 -0.000345903 31.41758868DKKAEGAATEEEGTPK 2 409971425 4xTMT6plex [N-Term; K2; K3; K16] 0.066 4.597081184 10.27 2 2577.454162 4 645.1201172 1.736768035 0.00111911 31.09893821AQGPAASAEEPKPVEAPAANSDQTVTVK 2 409971425 3xTMT6plex [N-Term; K12; K28] 1.59 4.906199932 53.17 0 3450.868338 3 1150.96106 0.083367695 9.59E-05 42.92916791AAEAAAAPAESAAPAAGEEPSKEEGEPK 16 409971425 3xTMT6plex [N-Term; K22; K28] 0.651 0.634 0.591 5.835977554 65.23 1 3323.721005 3 1108.578369 -0.13559746 -0.000150229 38.65966498AEPPKAPEQEQAAPGPAAGGEAPK 6 409971425 3xTMT6plex [N-Term; K5; K24] 0.426 0.625 0.549 5.834096432 53.39 1 2985.62486 3 995.8799438 0.139995139 0.000139324 37.01723213AEPEKTEGAAEAK 4 409971425 3xTMT6plex [N-Term; K5; K13] 1.403 0.666 3.147557735 15.53 1 2018.137296 3 673.383667 -0.420409176 -0.000282814 31.01388482EGEKDAAAAK 2 409971425 3xTMT6plex [N-Term; K4; K10] 0.473 2.038497925 8.95 1 1676.978611 3 559.6640625 -0.58237475 -0.000325543 32.32419533EKPDQDAEGK 8 409971425 3xTMT6plex [N-Term; K2; K10] 0.76 0.881 2.789931297 31.62 0 1804.005554 2 902.5072021 0.872417977 0.000786923 32.40469849EKPDQDAEGKAEEK 4 409971425 4xTMT6plex [N-Term; K2; K10; K14] 0.392 0.382 3.668694735 7.21 1 2490.385749 4 623.3519287 0.054772137 3.41E-05 37.2511138GYNVNDEK 5 409971425 2xTMT6plex [N-Term; K8] 0.79 0.75 3.506100416 38.63 0 1396.747265 2 698.87677 -0.717088168 -0.000500795 37.00301976KGYNVNDEK 2 409971425 3xTMT6plex [N-Term; K1; K9] 0.751 2.698510408 20.1 1 1754.00516 3 585.3405762 1.1489679 0.000671765 34.5574983AEEKEGEKDAAAAK 1 409971425 4xTMT6plex [N-Term; K4; K8; K14] 0.606 2.820107937 2 2363.358806 4 591.59552 0.611243676 0.000361147 34.97541537188035924 ALDH7A1 alpha-aminoadipic semialdehyde dehydrogenase isoform 1 precursor 501 NP_001173.2 49.90723562 1 19 19 141 539 58.45 7.99 0.73 0.83 0.79 0.78 Significant 0.0014 GEVITTYCPANNEPIAR 16 188035924 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.658 0.651 0.659 4.751187325 44.61 0 2134.080019 3 712.0305786 -1.32925201 -0.000945577 49.18520823GSDCGIVNVNIPTSGAEIGGAFGGEK 10 188035924 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C4] 0.01 100 0.446 3.75222826 37.4 0 2964.513706 3 988.8417358 -1.029450619 -0.001017273 72.91012738LFIHESIHDEVVNR 20 188035924 1xTMT6plex [N-Term] 0.8 0.831 0.848 5.523492336 55.93 0 1937.044226 4 485.0162048 -0.638356133 -0.000309131 83.72973555GAPTTSLISVAVTK 4 188035924 2xTMT6plex [N-Term; K14] 0.916 1.279 4.415801048 71.65 0 1803.099171 2 902.0540161 0.87894032 0.000792408 74.55855457QASVADYEETVK 4 188035924 2xTMT6plex [N-Term; K12] 0.829 4.955616474 56.69 0 1797.963465 2 899.4859619 0.657448356 0.000591034 43.70769197ILVEGVGEVQEYVDICDYAVGLSR 6 188035924 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.203 4.085343361 40.99 0 2912.49129 3 971.5 -2.006361365 -0.001947837 118.9351323KEGGTVVYGGK 2 188035924 3xTMT6plex [N-Term; K1; K11] 0.769 3.953663349 26.55 1 1782.072846 3 594.6959229 0.207452063 0.000123232 35.78783275MIGGPILPSER 4 188035924 1xTMT6plex [N-Term] 0.825 0.643 3.369573116 30.46 0 1398.797637 2 699.9017334 -1.034319109 -0.000723402 51.613328EGGTVVYGGK 6 188035924 2xTMT6plex [N-Term; K10] 1.087 1.246 1.154 4.290941715 51.33 0 1424.814951 2 712.9073486 -5.284899889 -0.003765002 37.54602862VMDRPGNYVEPTIVTGLGHDASIAHTETFAPILYVFK 2 188035924 2xTMT6plex [N-Term; K37]; 1xOxidation [M2] 100 2.918342113 11.07 0 4533.389227 5 907.4851074 1.58895233 0.001440668 100.8827319QAVSMFLGAVEEAK 4 188035924 2xTMT6plex [N-Term; K14] 0.744 3.169420242 31.85 0 1938.077055 2 969.5418091 -0.368187599 -0.000356788 97.35173327VGNPWDPNVLYGPLHTK 5 188035924 2xTMT6plex [N-Term; K17] 0.715 100 2.846435547 20.2 0 2365.306872 3 789.1065063 -0.805889948 -0.000635392 76.70247289DLPLAQGIK 8 188035924 2xTMT6plex [N-Term; K9] 0.684 0.97 0.624 4.234872341 54.7 0 1412.887722 2 706.9481201 0.878997217 0.000620962 58.80339047STCTINYSK 10 188035924 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.907 0.848 1.124 4.220322609 59.7 0 1531.81905 2 766.4122925 -1.136993996 -0.000870835 43.61035097IWADIPAPK 10 188035924 2xTMT6plex [N-Term; K9] 0.763 1.254 100 3.377739191 44.69 0 1468.892807 2 734.949646 -0.538989509 -0.000395859 73.85624154VNLLSFTGSTQVGK 6 188035924 2xTMT6plex [N-Term; K14] 2.014 1.807 0.807 2.399260521 34.28 0 1909.115883 2 955.0635986 2.114693854 0.002018598 77.84963665FKNEEEVFAWNNEVK 6 188035924 3xTMT6plex [N-Term; K2; K15] 0.875 1.355 0.398 2.922150135 24.17 1 2570.3858 3 857.4663086 -0.555169092 -0.000475666 62.8695645QVGLMVQER 10 188035924 1xTMT6plex [N-Term] 0.75 0.8 0.65 3.375872612 37.01 0 1288.724472 2 644.866394 0.806523008 0.000519693 42.13212571MIGGPILPSER 2 188035924 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.741 2.660019398 24.17 0 1414.792552 2 699.9017334 -1.034319109 -0.000723402 51.613328QVGLMVQER 4 188035924 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.718 0.847 1.902990818 21.83 0 1304.719387 2 644.866394 0.806523008 0.000519693 42.13212571KAYAQIR 2 188035924 2xTMT6plex [N-Term; K1] 0.493 3.174104691 9.87 1 1307.819977 3 436.6109619 -1.257105597 -0.000548023 36.7739509377404397 SND1 staphylococcal nuclease domain-containing protein 1 27044 NP_055205.2 35.49450549 1 24 24 106 910 101.934 7.17 1.25 1.22 0.88 1.12 Significant 0.011 DIQNTQCLLNVEHLSAGCPHVTLQFADSK 2 77404397 2xTMT6plex [N-Term; K29]; 2xCarbamidomethyl [C7; C18] 2.256 4.761899948 43.7 0 3753.909285 4 939.2305298 -2.396245805 -0.002248822 81.11718604NDIASHPPVEGSYAPR 4 77404397 1xTMT6plex [N-Term] 1.922 2.1 4.135462284 48.06 0 1938.987105 3 647.0001831 -0.571913857 -0.000369645 43.37234009SSHYDELLAAEAR 14 77404397 1xTMT6plex [N-Term] 0.904 1.495 1.349 5.404278755 67.46 0 1690.859779 2 845.9318848 -1.943631749 -0.001643204 49.51760374DYVAPTANLDQK 2 77404397 2xTMT6plex [N-Term; K12] 1.992 4.414721966 63.03 0 1792.984535 2 896.9958496 -0.062672738 -5.62E-05 53.25829927SASYKPVFVTEITDDLHFYVQDVETGTQLEK 2 77404397 3xTMT6plex [N-Term; K5; K31] 100 4.003824711 19.81 0 4247.236681 4 1062.566284 1.559957508 0.001656377 109.3941929HFVDSHHQKPVNAIIEHVR 4 77404397 2xTMT6plex [N-Term; K9] 0.527 3.237596989 7.34 0 2721.510156 5 545.1033936 -8.19222611 -0.004459045 40.73116773SEAVVEYVFSGSR 6 77404397 1xTMT6plex [N-Term] 1.24 100 3.830422878 48.49 0 1658.858717 2 829.9319458 -1.266978565 -0.001050869 73.82076419VWAHYEEQPVEEVMPVLEEK 3 77404397 2xTMT6plex [N-Term; K20] 3.218107224 20.35 0 2899.495202 3 967.1687012 -1.259537995 -0.001217341 85.0461062VADISGDTQK 7 77404397 2xTMT6plex [N-Term; K10] 1.525 1.306 1.691 3.853584051 52.35 0 1491.841894 2 746.4261475 2.094526162 0.001562351 41.82479585VMQVLNADAIVVK 6 77404397 2xTMT6plex [N-Term; K13] 2.106 100 2.249975204 24.58 0 1858.123611 2 929.5648193 -0.672392363 -0.000624694 81.41074734DTPDEPWAFPAR 8 77404397 1xTMT6plex [N-Term] 2.182 2.081 100 3.310572147 26.95 0 1630.806287 2 815.9060669 -0.876934893 -0.000715055 70.90894224GDVGLGLVK 4 77404397 2xTMT6plex [N-Term; K9] 1.34 1.856 3.423170567 63.87 0 1315.834958 2 658.4216309 0.780659264 0.000513609 57.09390851AAATQPDAK 6 77404397 2xTMT6plex [N-Term; K9] 1.507 1.848 1.735 3.836512327 52.02 0 1330.773086 2 665.8896484 -0.800748836 -0.000532808 28.88645755ADDADEFGYSR 2 77404397 1xTMT6plex [N-Term] 1.287 3.226437569 41.84 0 1474.664768 2 737.8363647 0.46442568 0.000342436 46.47024811TDAVDSVVR 2 77404397 1xTMT6plex [N-Term] 1.919 3.581022978 50.2 0 1190.657832 2 595.8322754 -0.468748229 -0.000279059 38.58012166VITEYLNAQESAK 2 77404397 2xTMT6plex [N-Term; K13] 100 1.597141743 21.26 0 1924.079164 2 962.5413818 -1.910788389 -0.001838254 61.200424VLPAQATEYAFAFIQVPQDDDAR 7 77404397 1xTMT6plex [N-Term] 100 100 2.87271452 16.15 0 2794.424925 3 932.1464233 -0.07452713 -6.94E-05 100.4825949EVCFTIENK 10 77404397 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 2.986 100 100 2.395965815 29.96 0 1597.866 2 799.4368896 0.314473726 0.000251243 55.47876464EYGMIYLGK 6 77404397 2xTMT6plex [N-Term; K9] 1.492 3.202 100 2.704520702 30.45 0 1531.859458 2 766.4326172 -0.979375093 -0.000750132 61.30327806LSECEEQAK 2 77404397 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.72 2.707339048 22.6 0 1551.808879 2 776.4077148 -0.467932946 -0.000363071 33.80400287QINLSNIR 2 77404397 1xTMT6plex [N-Term] 1.791 2.970494986 52.1 0 1186.710537 2 593.8590088 0.172205537 0.000102179 52.63898692QFLPFLQR 2 77404397 1xTMT6plex [N-Term] 0.777 2.189599752 23.26 0 1277.756759 2 639.3820801 0.097816935 6.25E-05 79.03616394GLATVIR 2 77404397 1xTMT6plex [N-Term] 0.635 2.330231905 19.61 0 958.6246818 2 479.8157349 -0.509827722 -0.000244367 41.13838607IHVFYIDYGNR 1 77404397 1xTMT6plex [N-Term] 3.745 1.270418406 2.82 0 1625.863743 3 542.6258545 -0.450470367 -0.000244134 56.771081224505753 PGAM1 phosphoglycerate mutase 1 isoform 1 5223 NP_002620.1 60.23622047 1 12 12 155 254 28.786 7.18 0.57 0.69 0.54 0.6 Significant 0.0058 AMEAVAAQGK 8 4505753 2xTMT6plex [N-Term; K10] 0.831 0.93 0.85 4.747850895 76.95 0 1433.818656 2 717.4119873 -1.365479949 -0.000978925 41.93132997YADLTEDQLPSCESLK 12 4505753 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 0.983 0.782 1.053 3.809581995 64.73 0 2327.184099 3 776.3991089 -0.569611078 -0.000441863 62.39532086FSGWYDADLSPAGHEEAK 10 4505753 2xTMT6plex [N-Term; K18] 1.384 1.11 1.027 4.187107563 52.44 0 2438.20286 3 813.406311 0.623227662 0.000506518 71.43014741NLKPIKPMQFLGDEETVR 6 4505753 3xTMT6plex [N-Term; K3; K6] 0.667 1.601 0.755 4.563177586 9.26 0 2802.615482 4 701.4072266 -2.999134221 -0.002101355 61.96465169KAMEAVAAQGK 6 4505753 3xTMT6plex [N-Term; K1; K11] 0.643 0.54 5.826007843 46.03 1 1791.076551 3 603.0291748 0.833040691 0.000501788 21.24816771HLEGLSEEAIMELNLPTGIPIVYELDK 7 4505753 2xTMT6plex [N-Term; K27]; 1xOxidation [M11] 1.096 100 6.413607121 42.58 0 3497.885344 4 875.2286377 2.108871654 0.001844148 101.7428483HLEGLSEEAIMELNLPTGIPIVYELDK 23 4505753 2xTMT6plex [N-Term; K27] 0.9 0.941 0.471 6.418806553 38.64 0 3481.890429 4 875.2286377 2.108871654 0.001844148 101.7428483FSGWYDADLSPAGHEEAKR 4 4505753 2xTMT6plex [N-Term; K18] 0.471 0.618 5.075926781 43.17 1 2594.303971 4 649.3310547 -0.6099478 -0.000395597 65.92261845VLIAAHGNSLR 16 4505753 1xTMT6plex [N-Term] 0.332 0.622 0.422 4.292860985 59.9 0 1379.832049 3 460.6155701 0.078491494 3.61E-05 37.98443105SYDVPPPPMEPDHPFYSNISK 22 4505753 2xTMT6plex [N-Term; K21] 1.124 0.554 0.784 2.86752224 21.32 0 2875.437687 3 959.1513062 0.583478835 0.000559252 51.93530291ALPFWNEEIVPQIK 19 4505753 2xTMT6plex [N-Term; K14] 0.752 0.703 0.735 3.072958708 28.49 0 2142.236333 2 1071.619751 -1.91742004 -0.002053783 93.43958161AMEAVAAQGK 14 4505753 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.924 0.925 0.96 3.114550352 45.18 0 1449.813571 2 717.4119873 -1.365479949 -0.000978925 41.93132997HGESAWNLENR 2 4505753 1xTMT6plex [N-Term] 1.073 4.093710423 36.28 0 1541.765819 2 771.3865967 0.063089591 4.86E-05 36.37188113KAMEAVAAQGK 4 4505753 3xTMT6plex [N-Term; K1; K11]; 1xOxidation [M3] 0.629 0.562 3.460566282 46.56 1 1807.071466 3 603.0291748 0.833040691 0.000501788 21.24816771YADLTEDQLPSCESLKDTIAR 2 4505753 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 2.043272972 19.33 1 2883.481009 3 961.8305054 -1.403212543 -0.001348712 77.01323238165905589 LIMA1 LIM domain and actin-binding protein 1 isoform 1 51474 NP_001107018.1 34.07894737 1 22 22 117 760 85.171 6.76 1.04 1.1 1.1 1.08 Significant 0.00034 GNYDEGFGHRPHK 4 165905589 2xTMT6plex [N-Term; K13] 1.217 3.997140884 25.38 0 1972.018963 3 658.0111084 -0.097085622 -6.38E-05 32.72084124GWSMSEQSEESVGGR 6 165905589 1xTMT6plex [N-Term] 1.274 1.483 1.057 5.289067268 59.85 0 1854.848957 2 927.927063 -1.136040447 -0.001053592 44.60840732QSSSTNYTNELK 2 165905589 2xTMT6plex [N-Term; K12] 1.328 3.900020838 58.55 0 1829.964528 2 915.4862061 0.332109921 0.000303875 47.73074175ENVPPGPEVCITHQEGEK 4 165905589 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 1.431 1.182 5.235918522 41.34 0 2478.269894 3 826.7610474 -0.526750601 -0.000435143 50.83864541SEISENTDASGK 10 165905589 2xTMT6plex [N-Term; K12] 1.013 1.307 1.033 3.95518899 56.74 0 1695.880129 2 848.4440308 0.386503401 0.000327732 34.23750876ETPHSPGVEDAPIAK 8 165905589 2xTMT6plex [N-Term; K15] 1.072 1.09 5.438776493 55.87 0 2006.095876 3 669.3701782 0.052439153 3.51E-05 46.62036377ISANENSLAVR 6 165905589 1xTMT6plex [N-Term] 1.655 1.247 1.17 4.638221264 57.91 0 1402.785158 2 701.895752 -0.663447103 -0.000465337 43.12697044KGWSMSEQSEESVGGR 2 165905589 2xTMT6plex [N-Term; K1] 1.493 5.642585754 23.65 1 2212.106851 3 738.0406494 0.245689844 0.000181164 40.38327065ADHPPAEVTSHAASGAK 6 165905589 2xTMT6plex [N-Term; K17] 0.389 0.439 5.457952023 39.55 0 2104.118737 4 526.7849121 -0.436440437 -0.000229581 32.44577384GWSMSEQSEESVGGR 6 165905589 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.479 0.884 2.916342258 41.12 0 1870.843872 2 927.927063 -1.136040447 -0.001053592 44.60840732LSLGTYASLHGR 10 165905589 1xTMT6plex [N-Term] 1.255 1.162 1.335 5.040991783 72.17 0 1503.848093 3 501.9516296 -5.158036921 -0.002585635 47.14118394ASSLSESSPPK 2 165905589 2xTMT6plex [N-Term; K11] 1.132 3.725553751 37.77 0 1547.868108 2 774.4364014 -1.668233625 -0.001291103 38.77218752IAWPPPTELGSSGSALEEGIK 10 165905589 2xTMT6plex [N-Term; K21] 1.249 1.043 1.317 2.563341379 25.9 0 2597.422689 3 866.4801636 1.250509849 0.001082701 85.03611731



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms LLANQQVFHISCFR 6 165905589 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.021 0.01 2.665262222 23.51 0 1962.058102 3 654.6900635 -1.256384971 -0.0008217 63.68226121AAEETNMEK 2 165905589 2xTMT6plex [N-Term; K9] 0.807 2.350500345 11.63 0 1480.771765 2 740.8894653 -0.075032453 -5.56E-05 35.58448423ETCVECQK 6 165905589 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C3; C6] 1.323 1.097 100 4.023367882 43.42 0 1511.759821 2 756.3837891 0.317910949 0.000240302 32.78431366WPPEDEISKPEVPEDVDLDLK 4 165905589 3xTMT6plex [N-Term; K9; K21] 100 1.580610991 1.81 0 3137.686123 3 1046.565674 -1.164821936 -0.001218282 84.99312455YQAAVSK 5 165905589 2xTMT6plex [N-Term; K7] 1.143 1.14 1.301 2.943887711 36.57 0 1224.735244 2 612.8677368 -5.753796359 -0.003523439 35.61163743SQDVELWEGEVVK 5 165905589 2xTMT6plex [N-Term; K13] 100 1.7989676 4.02 0 1976.074078 2 988.5391235 -1.572668617 -0.001553855 62.89188897EDKPAETK 2 165905589 3xTMT6plex [N-Term; K3; K8] 1.592 1.611209989 7.13 0 1604.946248 3 535.6530151 -1.094117542 -0.000585333 32.06568474LSETSIK 5 165905589 2xTMT6plex [N-Term; K7] 1.726 1.204 3.082800627 27.9 0 1235.761124 2 618.3853149 1.80376512 0.001114511 41.21925901KQVENAK 4 165905589 3xTMT6plex [N-Term; K1; K7] 0.98 0.876 3.017939568 12.09 1 1503.946189 3 501.9872131 0.596752931 0.000299161 26.83254946GEPTQTK 2 165905589 2xTMT6plex [N-Term; K7] 0.925 2.078648567 19.5 0 1218.709423 2 609.8585815 0.380267789 0.000231718 28.463580026598323 GDI2 rab GDP dissociation inhibitor beta isoform 1 2665 NP_001485.2 58.42696629 1 16 22 122 445 50.631 6.47 1.37 0.89 1.16 1.14 Significant 0.015 NPYYGGESASITPLEDLYK 4 6598323 2xTMT6plex [N-Term; K19] 1.552 1.511 3.579890013 36.78 0 2575.333206 3 859.114563 -1.58036061 -0.001356652 80.92201473VPSTEAEALASSLMGLFEK 8 6598323 2xTMT6plex [N-Term; K19] 1.93 1.869 4.311440468 32.71 0 2438.325284 3 813.4468384 0.27817729 0.000226096 112.2849694FDLGQDVIDFTGHALALYR 6 6598323 1xTMT6plex [N-Term] 1.789 1.99 1.611 5.401965618 63.9 0 2380.249861 3 794.0871582 -1.235202519 -0.00098003 111.6058456DLGTESQIFISR 6 6598323 1xTMT6plex [N-Term] 1.261 100 0.73 4.131120205 51.27 0 1594.863802 2 797.9356079 0.085951109 6.85E-05 63.35136382TYDATTHFETTCDDIK 10 6598323 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 1.375 1.223 100 5.31390667 45.62 0 2376.142962 2 1188.575073 -0.038964669 -4.63E-05 45.24714574KFDLGQDVIDFTGHALALYR 4 6598323 2xTMT6plex [N-Term; K1] 0.808 3.722089767 46.88 1 2737.507756 4 685.1316528 -1.086740985 -0.00074374 105.6699581YIAIVSTTVETK 5 6598323 2xTMT6plex [N-Term; K12] 2.067 100 3.337200165 47.3 0 1783.061723 2 892.0345459 0.051880916 4.63E-05 95.59857806MTGSEFDFEEMK 6 6598323 2xTMT6plex [N-Term; K12] 1.716 100 3.143769979 35.8 0 1908.912358 2 954.9593506 -0.488769493 -0.000466509 73.91258641FVSISDLLVPK 13 6598323 2xTMT6plex [N-Term; K11] 2.072 2.837 100 2.573135614 29.42 0 1676.039865 2 838.5233154 -0.304814125 -0.00025544 102.1579793FKIPGSPPESMGR 6 6598323 2xTMT6plex [N-Term; K2] 0.914 0.195 0.583 4.677865028 19.41 1 1861.04061 3 621.019165 1.252931922 0.000777252 51.6577109DWNVDLIPK 8 6598323 2xTMT6plex [N-Term; K9] 1.759 1.816 1.751 2.552475929 45.72 0 1557.9041 2 779.456543 1.097203287 0.000854669 77.36062454EIRPALELLEPIEQK 4 6598323 2xTMT6plex [N-Term; K15] 100 2.162675858 8.98 0 2236.33169 3 746.1142578 -1.551439134 -0.001156511 73.97561504VTEGSFVYK 8 6598323 2xTMT6plex [N-Term; K9] 100 3.673 3.499011755 26.85 0 1487.851002 2 744.4292603 0.162709715 0.000121044 49.0243421VICILSHPIK 4 6598323 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.869 1.619 2.927391291 31.62 0 1638.01769 3 546.677063 -0.643799614 -0.000351518 57.65316109QLICDPSYVK 3 6598323 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.572 2.666646004 30.04 0 1680.939499 2 840.9736938 0.363853257 0.000305808 49.09585783TDDYLDQPCYETINR 4 6598323 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 100 1.957126141 25.52 0 2131.980365 2 1066.493896 0.071074177 7.58E-05 49.80331767TFEGIDPK 2 6598323 2xTMT6plex [N-Term; K8] 1.23 2.875322104 36.08 0 1364.782588 2 682.8953247 0.575083584 0.000392432 53.62875956IPGSPPESMGR 5 6598323 1xTMT6plex [N-Term] 1.499 1.562 1.697 2.923561335 19.48 0 1356.714301 2 678.8603516 -0.644774658 -0.000437388 36.746688FLVYVANFDEKDPR 6 6598323 2xTMT6plex [N-Term; K11] 100 100 100 2.145719767 16.81 1 2171.190111 3 724.401062 -0.680808574 -0.000492722 80.06171661LYSESLAR 2 6598323 1xTMT6plex [N-Term] 0.877 3.088897467 36.89 0 1167.657104 2 584.3325806 0.668400689 0.000390231 41.66465892MLLYTEVTR 4 6598323 1xTMT6plex [N-Term] 100 2.687894106 16.05 0 1354.760189 2 677.8829956 -1.088214043 -0.000737135 57.4706702SPYLYPLYGLGELPQGFAR 4 6598323 1xTMT6plex [N-Term] 1.613666534 6.43 0 2370.269534 2 1185.636963 -1.21722391 -0.001442574 98.02949194826686 DDX1 ATP-dependent RNA helicase DDX1 1653 NP_004930.1 35.40540541 1 22 22 105 740 82.38 7.23 1.19 1.31 1.11 1.2 Significant 0.0023 GIDIHGVPYVINVTLPDEK 10 4826686 2xTMT6plex [N-Term; K19] 0.817 0.567 0.793 3.682415962 28.2 0 2537.437946 3 846.4883423 4.937277576 0.004176012 83.64179856HYYEVSCHDQGLCR 6 4826686 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C13] 1.324 1.542 1.627 4.768105984 33.82 0 2052.921745 4 513.9849854 -1.769884195 -0.000908358 33.36739603GSAFAIGSDGLCCQSR 4 4826686 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C13] 100 1.047 3.587023973 49.24 0 1914.899947 2 957.9544678 0.894055524 0.000856013 54.83134907GHQFSCVCLHGDR 12 4826686 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C8] 1.297 1.296 1.212 5.717561722 70.55 0 1801.842373 3 601.2838745 -2.942701828 -0.001767428 33.40753912EAQTSFLHLGYLPNQLFR 4 4826686 1xTMT6plex [N-Term] 0.467 0.832 5.045156002 43.74 0 2363.270931 3 788.4279785 -0.655440349 -0.000516328 93.5933627SQHSGNAQVTQTK 13 4826686 2xTMT6plex [N-Term; K13] 1.551 1.971 0.873 5.88020277 54.39 0 1844.002645 3 615.3389893 -0.124770191 -7.67E-05 23.29812772GEDSVPDTVHHVVVPVNPK 6 4826686 2xTMT6plex [N-Term; K19] 1.423 1.713 5.333663464 47.91 0 2483.365843 3 828.4602051 0.08807175 7.29E-05 52.10774211GHVDILAPTVQELAALEK 4 4826686 2xTMT6plex [N-Term; K18] 0.693 1.029 3.599693775 33.13 0 2362.374617 3 788.1288452 -1.115278436 -0.000878235 83.8807821KGHQFSCVCLHGDR 2 4826686 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C7; C9] 0.805 4.730222702 28.59 1 2159.100268 4 540.5297852 -1.36945238 -0.000739196 31.88179643IDCDNLEQYFIQQGGGPDK 2 4826686 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C3] 100 2.985051394 16.77 0 2655.312487 3 885.7750244 -0.740887493 -0.000655763 82.87582738DNTRPGANSPEMWSEAIK 2 4826686 2xTMT6plex [N-Term; K18] 0.628 2.928865194 7.71 0 2461.254578 3 821.0880127 -2.069446252 -0.001697811 54.85536755VPVDEFDGK 2 4826686 2xTMT6plex [N-Term; K9] 0.987 2.944771051 37.7 0 1463.814616 2 732.411377 0.588193505 0.000430503 59.92425581IMHFPTWVDLK 4 4826686 2xTMT6plex [N-Term; K11] 1.436 2.385943174 30.12 0 1845.049718 3 615.6880493 -0.066995908 -4.12E-05 86.78005215FNFGEEEFK 4 4826686 2xTMT6plex [N-Term; K9] 2.987 100 3.167575121 20.95 0 1604.83608 2 802.9217529 0.093012225 7.46E-05 79.34142581LDDLVSTGK 6 4826686 2xTMT6plex [N-Term; K9] 0.915 0.791 1.447 2.826588869 24.55 0 1405.830266 2 703.4185181 -0.360518051 -0.000253414 59.94247492GKHYYEVSCHDQGLCR 2 4826686 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C9; C15] 0.386 1.944075108 14.52 1 2467.201104 4 617.555481 -0.409233715 -0.000252415 40.87555954WQMNPYDR 6 4826686 1xTMT6plex [N-Term] 1.135 1.715 1.185 3.151833057 23.42 0 1338.646222 2 669.8262329 -0.771361149 -0.00051629 52.71263913ALIVEPSR 4 4826686 1xTMT6plex [N-Term] 0.999 0.946 3.023019075 34 0 1113.682925 2 557.3447266 -0.672009046 -0.000374203 50.18982428FGFGFGGTGK 2 4826686 2xTMT6plex [N-Term; K10] 100 1.818091393 10.82 0 1432.798907 2 716.9030762 -0.021640336 -1.55E-05 80.26646679ELLIIGGVAAR 4 4826686 1xTMT6plex [N-Term] 0.01 1.279 100 1.820866942 11.04 0 1340.846302 2 670.9263916 -0.593026116 -0.000397578 79.94595464KYIDNPK 2 4826686 3xTMT6plex [N-Term; K1; K7] 1.073 2.800781012 7.62 1 1564.96659 3 522.3269653 -0.157839731 -8.23E-05 39.23091637FLICTDVAAR 4 4826686 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 100 100 1.489454627 12.85 0 1394.766337 2 697.8869019 0.136166849 9.50E-05 56.9514099246367787 PABPC1 polyadenylate-binding protein 1 26986 NP_002559.2 39.46540881 1 16 23 130 636 70.626 9.5 1.18 1.22 1.19 1.2 Significant 0.0001 GYGFVHFETQEAAER 12 46367787 1xTMT6plex [N-Term] 1.032 1.346 1.432 3.88233757 34.2 0 1969.960556 2 985.484314 0.403764271 0.0003977 60.10458435ALYDTFSAFGNILSCK 6 46367787 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 1.48 3.634217501 34.62 0 2265.198961 3 755.7374268 -0.544904259 -0.000411439 105.5330524SKVDEAVAVLQAHQAK 7 46367787 3xTMT6plex [N-Term; K2; K16] 1.138 1.118 0.497 5.281566143 32.06 1 2381.411955 3 794.4745483 -1.202223942 -0.00095433 67.42604239ALDTMNFDVIK 12 46367787 2xTMT6plex [N-Term; K11] 1.131 2.312 1.533 3.615893126 45.3 0 1724.965714 2 862.987793 1.504637153 0.001297724 78.56771478GFGFVSFER 18 46367787 1xTMT6plex [N-Term] 1.105 0.752 100 3.570410728 44.47 0 1274.673088 2 637.8406372 0.713370409 0.000454657 92.73051949QAHLTNQYMQR 4 46367787 1xTMT6plex [N-Term] 1.164 1.173 4.163813591 30.8 0 1618.832125 3 540.2810669 -2.148132813 -0.001159155 31.41164303QAHLTNQYMQR 8 46367787 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.229 1.191 2.696825027 26.44 0 1634.82704 3 540.2810669 -2.148132813 -0.001159155 31.41164303GFGFVCFSSPEEATK 4 46367787 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 2.077151775 24.62 0 2121.072698 2 1061.039307 -0.641938747 -0.000680799 80.32784712NLDDGIDDER 4 46367787 1xTMT6plex [N-Term] 1.473 1.695 3.952998877 62.73 0 1390.664768 2 695.8352051 -1.175311108 -0.000817232 43.66517154NFGEDMDDER 2 46367787 1xTMT6plex [N-Term] 1.677 4.400073051 49.69 0 1456.621189 2 728.8132935 -1.289522597 -0.000939173 44.85334427YQGVNLYVK 4 46367787 2xTMT6plex [N-Term; K9] 1.612 1.432 3.390162945 41.18 0 1541.909185 2 771.4580688 -0.210326711 -0.000162152 61.40558547SLGYAYVNFQQPADAER 4 46367787 1xTMT6plex [N-Term] 1.630617619 16.53 0 2158.076648 2 1079.542114 0.140729768 0.000151853 66.79109542KSGVGNIFIK 2 46367787 3xTMT6plex [N-Term; K1; K10] 1.02 3.707781076 15.3 1 1750.119402 3 584.0444336 -0.373916631 -0.000218133 61.57471778ITGMLLEIDNSELLHMLESPESLR 2 46367787 1xTMT6plex [N-Term] 2.538816214 16.52 0 2969.55251 3 990.5228882 0.539246495 0.000533774 107.1042507VDEAVAVLQAHQAK 4 46367787 2xTMT6plex [N-Term; K14] 100 2.365481853 15.74 0 1937.122031 3 646.3781128 -1.159617751 -0.000748774 58.67823186KEFSPFGTITSAK 9 46367787 3xTMT6plex [N-Term; K1; K13] 1.156 0.635 0.502 3.485817909 12.71 1 2100.230803 3 700.7489624 0.729104168 0.000510429 69.39421911EFTNVYIK 6 46367787 2xTMT6plex [N-Term; K8] 1.405 2.472 100 3.533689976 29.39 0 1471.856087 2 736.4310913 -0.802526023 -0.000590601 54.0223207AKEFTNVYIK 3 46367787 3xTMT6plex [N-Term; K2; K10] 0.332 2.459365845 16.05 1 1900.151096 3 634.0551758 -0.064108718 -4.06E-05 49.11956037IVATKPLYVALAQR 2 46367787 2xTMT6plex [N-Term; K5] 1.173 2.393447638 14.06 0 2001.262488 3 667.758606 -0.61136853 -0.000407836 77.31211792SGVGNIFIK 5 46367787 2xTMT6plex [N-Term; K9] 100 100 1.931978106 13.98 0 1392.861507 2 696.934082 -0.444787581 -0.000309764 62.36460739LFPLIQAMHPTLAGK 4 46367787 2xTMT6plex [N-Term; K15] 100 0.435 2.333066463 15.3 0 2095.250209 3 699.0887451 0.703119635 0.000491071 89.08923555EAELGAR 3 46367787 1xTMT6plex [N-Term] 1.54 1.556 2.451565742 37.34 0 974.5468254 2 487.7766113 -0.902330937 -0.000439682 18.29077904VMTDESGK 2 46367787 2xTMT6plex [N-Term; K8] 0.72 2.825691462 15.12 0 1324.718273 2 662.8634644 1.040961664 0.00068949 33.81484989FSPAGPILSIR 3 46367787 1xTMT6plex [N-Term] 0.747 3.254523039 18.91 0 1386.830652 2 693.9199829 1.469191866 0.00101876 80.5804520363162572 CCT3 T-complex protein 1 subunit gamma isoform a 7203 NP_005989.3 51.00917431 1 26 26 150 545 60.495 6.49 1.1 1.23 1.16 1.17 Significant 0.001 TLIQNCGASTIR 6 63162572 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.306 1.517 1.435 4.373477459 51.72 0 1562.852192 2 781.9309082 1.50228938 0.001173928 43.27894092AVAQALEVIPR 16 63162572 1xTMT6plex [N-Term] 5.452 3.697134733 48.97 0 1395.852115 2 698.4298096 0.162732587 0.000113575 77.25028164NVLLDPQLVPGGGASEMAVAHALTEK 6 63162572 2xTMT6plex [N-Term; K26] 100 100 100 2.958586216 23.74 0 3075.691276 3 1025.901733 -0.204592929 -0.000209755 85.26274525ISIPVDISDSDMMLNIINSSITTK 16 63162572 2xTMT6plex [N-Term; K24] 100 100 4.461 3.19103837 33.7 0 3065.651445 3 1022.552246 -3.020479959 -0.00308658 106.7030349KGESQTDIEITR 8 63162572 2xTMT6plex [N-Term; K1] 1.725 1.815 1.947 3.992668629 32.96 1 1835.027462 3 612.3464966 -1.376466542 -0.000841951 34.70727596KVQSGNINAAK 6 63162572 3xTMT6plex [N-Term; K1; K11] 0.792 0.958 1.11 4.402420998 25.87 1 1817.121193 3 606.3787231 0.233018907 0.000141141 42.59991358VQSGNINAAK 4 63162572 2xTMT6plex [N-Term; K10] 2.027 1.747 4.01633358 55.55 0 1459.863298 2 730.4351196 -0.229584639 -0.000167581 37.09610428GESQTDIEITR 4 63162572 1xTMT6plex [N-Term] 1.239 1.172 3.943634987 70.12 0 1477.769567 2 739.387146 -1.726938941 -0.001276009 35.12273277GISDLAQHYLMR 8 63162572 1xTMT6plex [N-Term] 1.062 1.271 0.903 3.791966915 33.56 0 1632.872927 3 544.9622192 -0.50378394 -0.000274205 60.59341238IVLLDSSLEYK 9 63162572 2xTMT6plex [N-Term; K11] 1.054 1.344 0.878 3.333396196 38.77 0 1738.040259 2 869.5232544 -0.590786624 -0.000513405 101.9957112NLQDAMQVCR 4 63162572 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.065 1.191 4.167994976 46.12 0 1463.729634 2 732.3685303 0.102400656 7.49E-05 43.57066882EIQVQHPAAK 4 63162572 2xTMT6plex [N-Term; K10] 1.116 1.101 3.271076918 39.15 0 1578.936797 3 526.984436 1.239939099 0.000652595 32.08052189IDDIVSGHK 5 63162572 2xTMT6plex [N-Term; K9] 1.685 1.591 100 3.628156185 54.51 0 1441.8415 3 481.2854309 0.166269739 7.99E-05 56.35314529ELGIWEPLAVK 4 63162572 2xTMT6plex [N-Term; K11] 100 100 2.469574213 26.45 0 1713.035114 2 857.0201416 -1.230276518 -0.001053753 80.22127487TAVETAVLLLR 6 63162572 1xTMT6plex [N-Term] 0.52 100 1.74547863 25.8 0 1414.883081 2 707.9440308 -1.622901986 -0.001148108 84.86020479NLQDAMQVCR 4 63162572 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9]; 1xOxidation [M6] 0.905 0.8 2.16311264 22.1 0 1479.724549 2 732.3685303 0.102400656 7.49E-05 43.57066882WSSLACNIALDAVK 4 63162572 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.755929947 7.88 0 2006.114504 2 1003.561523 0.631422084 0.000633353 92.12742944EILSEVER 4 63162572 1xTMT6plex [N-Term] 0.714 1.087 3.145899057 26.53 0 1203.678233 2 602.3425903 -0.273599645 -0.000164663 46.01634772MLLDPMGGIVMTNDGNAILR 4 63162572 1xTMT6plex [N-Term] 100 1.397638917 4.38 0 2360.233759 2 1180.619263 -1.06363167 -0.00125521 110.1503552KISIPVDISDSDMMLNIINSSITTK 2 63162572 3xTMT6plex [N-Term; K1; K25] 2.434364319 8.67 1 3422.90934 3 1141.639526 -1.552444985 -0.001771293 102.7269835AMTGVEQWPYR 2 63162572 1xTMT6plex [N-Term] 2.264671087 4.79 0 1566.793614 2 783.9008179 0.475456487 0.000372471 61.6351283ALDDMISTLK 2 63162572 2xTMT6plex [N-Term; K10] 100 2.007186651 23.5 0 1564.902051 2 782.9539795 -0.874601464 -0.000684333 75.2644861IVSRPEELREDDVGTGAGLLEIK 4 63162572 2xTMT6plex [N-Term; K23] 100 100 1.856285453 5.7 1 2954.656271 4 739.4195557 0.041248876 3.05E-05 67.08205687TIADIIR 12 63162572 1xTMT6plex [N-Term] 1.062 1.094 1.048 2.371287823 28.86 0 1030.645811 2 515.8256226 -1.787872024 -0.000921331 49.76716347ACTILLR 5 63162572 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.965 1.029 2.339589119 34.88 0 1075.649517 2 538.3284912 0.175839688 9.46E-05 42.94694992SMIEISR 6 63162572 1xTMT6plex [N-Term] 1.088 1.065 0.99 2.550487518 30.87 0 1064.597146 2 532.802002 -0.393682954 -0.000209557 40.91316717IVSRPEELR 1 63162572 1xTMT6plex [N-Term] 0.601 3.170881987 11.21 0 1327.789515 3 443.2678223 -0.453071152 -0.000200528 38.53140232388240801 LMNB2 lamin-B2 84823 NP_116126.3 36.12903226 1 20 23 207 620 69.906 5.59 0.99 1.21 0.95 1.05 Significant 0.0059 TVLVNADGEEVAMR 6 388240801 1xTMT6plex [N-Term] 1.323 1.206 1.2 4.883935928 53.42 0 1732.9101 2 866.9581909 -0.574238711 -0.000497552 47.81607318DVMQQQLAEYQELLDVK 10 388240801 2xTMT6plex [N-Term; K17] 1.006 1.836 1.033 3.892138004 50.09 0 2508.341996 3 836.7852783 -0.284869074 -0.000238183 95.50385377ALYESELADAR 8 388240801 1xTMT6plex [N-Term] 1.178 0.882 0.939 4.651884079 64.93 0 1466.768839 2 733.8876343 -0.577613384 -0.000423613 47.64070012GQSSWGTGESFR 2 388240801 1xTMT6plex [N-Term] 1.708 4.727411747 52.41 0 1527.738936 2 764.3729858 -0.157716942 -0.000120475 48.2398047ATSSSSGSLSATGR 68 388240801 1xTMT6plex [N-Term] 1.471 1.466 1.783 5.368848324 69.5 0 1497.77063 2 749.3884888 -0.620302548 -0.000464535 22.24938536GLESDVAELR 8 388240801 1xTMT6plex [N-Term] 0.976 1.04 1.124 4.003419876 64.23 0 1317.721161 2 659.3644409 0.33729893 0.000222233 56.34620372QVLEGEEIAYK 4 388240801 2xTMT6plex [N-Term; K11] 1.14 0.838 3.798885345 48.73 0 1736.983472 2 868.994812 -0.647655306 -0.000562483 60.10407552EGELTVAQGR 4 388240801 1xTMT6plex [N-Term] 2.126 1.677 3.484988689 58.09 0 1288.705845 2 644.8565063 -0.084569095 -5.45E-05 40.87790927LALDMEINAYR 4 388240801 1xTMT6plex [N-Term] 1.159 4.371444225 37.26 0 1537.82458 2 769.4157104 -0.283290805 -0.000217826 91.40333902ELEEAMAGER 14 388240801 1xTMT6plex [N-Term] 1.149 1.075 0.853 3.939272165 44.5 0 1363.672496 2 682.3395996 -0.420475775 -0.000286696 41.71241374LELEQTYQAK 10 388240801 2xTMT6plex [N-Term; K10] 0.901 2.165 1.087 3.352884054 35.85 0 1680.957258 2 840.9865112 5.049617353 0.004244095 56.18470573SEVELAAALSDKR 4 388240801 2xTMT6plex [N-Term; K12] 100 2.744043112 25.14 1 1847.063848 3 616.3580322 -2.330423129 -0.001434813 55.55208347MAQALEELR 6 388240801 1xTMT6plex [N-Term] 100 3.020178318 56.01 0 1289.708488 2 645.3572998 -0.903041762 -0.00058233 59.56641095AEDGHAVAK 4 388240801 2xTMT6plex [N-Term; K9] 1.002 3.034524679 37.59 0 1355.768335 3 452.5940552 -0.532954368 -0.000240854 29.22199361ELEEAMAGER 4 388240801 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.098 1.133 2.475153446 43.61 0 1379.667411 2 682.3395996 -0.420475775 -0.000286696 41.71241374LLEGEEER 8 388240801 1xTMT6plex [N-Term] 0.891 0.901 0.91 3.30015111 57.52 0 1203.641848 2 602.324585 0.03776196 2.27E-05 47.24056336AELDEVNK 2 388240801 2xTMT6plex [N-Term; K8] 0.945 3.843690395 48.56 0 1375.783316 2 688.3955078 0.307348545 0.000211423 46.40257871LVEVDSSR 6 388240801 1xTMT6plex [N-Term] 1.224 1.439 3.258022308 36.08 0 1133.636369 2 567.321167 -1.156654516 -0.000655613 41.90901395KLLEGEEER 2 388240801 2xTMT6plex [N-Term; K1] 0.786 2.727909088 12.36 1 1560.899743 3 520.9711914 -0.462452027 -0.000240614 36.54987775LQIELGK 24 388240801 2xTMT6plex [N-Term; K7] 1.154 1.463 100 3.083035707 38.53 0 1258.813494 2 629.9094238 -1.527751139 -0.000961577 71.00877436ISEKEEVTTR 14 388240801 2xTMT6plex [N-Term; K4] 1.195 1.189 0.814 3.115927458 30.98 1 1649.947421 2 825.479126 2.154076596 0.001777057 24.36206006SVFEEEVR 2 388240801 1xTMT6plex [N-Term] 0.532 1.562674403 10.66 0 1223.646933 2 612.3269653 -0.228175244 -0.000139603 50.08366693LESLSYQLSGLQK 2 388240801 2xTMT6plex [N-Term; K13] 1.399608731 4.13 0 1924.115549 2 962.56073 -0.709800959 -0.00068287 71.74505731SEVELAAALSDK 3 388240801 2xTMT6plex [N-Term; K12] 1.231984854 11.27 0 1690.962737 2 845.9837036 -1.541313348 -0.001303152 69.2580256921361370 PYGB glycogen phosphorylase, brain form 5834 NP_002853.2 36.77342823 1 21 26 124 843 96.635 6.86 1 1.2 1.07 1.09 Significant 0.0029 GLAGLGDVAEVR 6 21361370 1xTMT6plex [N-Term] 1.098 1.49 1.233 4.487247944 69.83 0 1385.794994 2 693.4017334 0.862888724 0.000597893 58.81860354ARPEYMLPVHFYGR 13 21361370 1xTMT6plex [N-Term] 0.814 1.215 1.907 5.279948235 26.91 0 1965.036638 3 655.6837769 0.070755122 4.63E-05 54.49359385LKQEYFVVAATLQDIIR 7 21361370 2xTMT6plex [N-Term; K2] 1.112 1.252 100 4.556377888 28.94 1 2465.453202 3 822.4914551 2.68113561 0.002203405 111.9239782HLDHVAALFPGDVDR 4 21361370 1xTMT6plex [N-Term] 1.154 1.275 4.488546371 42.22 0 1891.002361 3 631.0062256 0.93194374 0.000587436 57.56803997KTCAYTNHTVLPEALER 2 21361370 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.586 5.177782059 15.6 1 2461.32735 4 616.0861816 -1.809161021 -0.001113234 42.37037522MSVIEEGDCK 2 21361370 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.736 3.94049859 49.95 0 1625.8279 2 813.418457 1.068595575 0.000868676 52.90389338LQDFNVGDYIEAVLDR 2 21361370 1xTMT6plex [N-Term] 1.74 3.328777313 31.8 0 2096.08615 2 1048.55127 4.347241405 0.004556096 112.2108817TCAYTNHTVLPEALER 6 21361370 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.002 0.978 0.828 4.276518822 29.93 0 2104.069455 3 702.0268555 -1.635641705 -0.001147168 48.31273367LLPLVSDEVFIR 4 21361370 1xTMT6plex [N-Term] 1.513 1.275 3.770329952 13.15 0 1629.97771 2 815.4926758 0.224072083 0.000182616 98.31166003AAPGYHMAK 2 21361370 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.237 2.707461119 38.82 0 1419.781877 3 473.9318848 -0.546431207 -0.000258604 30.69714757AAPGYHMAK 2 21361370 2xTMT6plex [N-Term; K9] 1.077 3.208882809 33.2 0 1403.786962 3 473.9318848 -0.546431207 -0.000258604 30.69714757QAVDQISSGFFSPK 6 21361370 2xTMT6plex [N-Term; K14] 100 100 100 1.902932167 16.32 0 1969.079498 2 985.0430298 -0.363103515 -0.00035749 65.49791355VEDVEALDR 6 21361370 1xTMT6plex [N-Term] 1.464 1.487 1.688 3.780227661 56.93 0 1274.678962 2 637.8394165 -5.809472354 -0.003702606 44.46777705DFYELEPEK 4 21361370 2xTMT6plex [N-Term; K9] 1.174 100 2.674793005 33.72 0 1627.86196 2 814.4342041 -0.509095301 -0.000414368 55.79355812EYYDHLPELK 6 21361370 2xTMT6plex [N-Term; K10] 1.271 0.925 0.87 2.640896797 25.76 0 1764.957258 3 588.9902344 -0.62764976 -0.000369258 65.59630758VIPAADLSQQISTAGTEASGTGNMK 2 21361370 2xTMT6plex [N-Term; K25] 100 1.935542226 12.84 0 2905.534107 3 969.1828613 -0.026203659 -2.54E-05 74.00662661WPVSMFEK 6 21361370 2xTMT6plex [N-Term; K8] 100 1.212 3.115939379 36.08 0 1481.822679 2 741.4145508 -0.576113129 -0.000426849 91.27601532LVTSIGDVVNHDPVVGDR 2 21361370 1xTMT6plex [N-Term] 0.733 2.460421324 18.38 0 2121.150147 3 707.7205811 -1.394312393 -0.000985849 64.49020809VAIQLNDTHPALSIPELMR 4 21361370 1xTMT6plex [N-Term] 1.568019867 12.06 0 2347.300517 3 783.1036987 -1.692956895 -0.001324626 79.49454734VIFLENYR 6 21361370 1xTMT6plex [N-Term] 1.631 1.195 5.229 2.893500805 30.16 0 1282.735689 2 641.8728638 2.153365722 0.0013811 71.08699832VLYPNDNFFEGK 7 21361370 2xTMT6plex [N-Term; K12] 1.543 1.582 1.124 2.476181269 19.35 0 1901.02092 2 951.0133057 -0.834173816 -0.000792891 68.80368886ILVDVEK 6 21361370 2xTMT6plex [N-Term; K7] 1.224 1.743 3.156023741 30.99 0 1273.81316 2 637.4091187 -1.726419056 -0.001099568 52.97987958YGNPWEK 8 21361370 2xTMT6plex [N-Term; K7] 1.079 1.426 1.639 3.035600901 28.4 0 1351.741058 2 676.3731079 -1.567104643 -0.00105916 47.43666643INPSSMFDVHVK 2 21361370 2xTMT6plex [N-Term; K12] 1.057 2.188671589 18.24 0 1832.014061 3 611.3427734 -0.160455919 -9.80E-05 76.35838047FSAFLEK 4 21361370 2xTMT6plex [N-Term; K7] 100 100 1.719022155 12.58 0 1299.771295 2 650.3876953 -2.44738056 -0.001590517 68.05565762TITEYAR 4 21361370 1xTMT6plex [N-Term] 0.402 0.839 2.678331137 31.42 0 1082.60434 2 541.8053589 -0.830484905 -0.000449543 39.57279589WLLLCNPGLADTIVEK 1 21361370 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 0.876592815 0 2300.308846 2 1150.657104 -0.831960294 -0.000956883 106.646043461744477 SLC3A2 4F2 cell-surface antigen heavy chain isoform b 6520 NP_001012680.1 41.2044374 1 20 20 183 631 68.059 5.05 1.24 1.44 1.73 1.47 Significant 0.0092 LKLEPHEGLLLR 6 61744477 2xTMT6plex [N-Term; K2] 1.223 1.548 1.203 4.175922394 33.63 1 1876.178424 3 626.0608521 -5.554534431 -0.003473766 50.37174221DLLLTSSYLSDSGSTGEHTK 13 61744477 2xTMT6plex [N-Term; K20] 1.111 3.086 3.473 2.853666782 25.38 0 2569.339748 3 857.1177368 -0.424362244 -0.000363444 73.10303817GQSEDPGSLLSLFR 18 61744477 1xTMT6plex [N-Term] 1.605 1.209 3.391112089 42.12 0 1734.92238 2 867.9627686 -2.374210324 -0.002059535 84.55929729DDVAQTDLLQIDPNFGSK 10 61744477 2xTMT6plex [N-Term; K18] 2.459 3.2 100 4.312117577 64.33 0 2434.28659 3 812.0993652 -1.251868571 -0.001015802 84.32013627EVELNELEPEKQPMNAASGAAMSLAGAEK 2 61744477 3xTMT6plex [N-Term; K11; K29] 100 2.980067253 17.47 1 3701.933322 3 1234.648926 -0.296706114 -0.000366129 79.52112756IGDLQAFQGHGAGNLAGLK 6 61744477 2xTMT6plex [N-Term; K19] 100 100 3.844726324 29.42 0 2325.307935 3 775.7745972 0.560650005 0.000434561 72.55466695SLLHGDFHAFSAGPGLFSYIR 7 61744477 1xTMT6plex [N-Term] 1.049 1.039 5.28592062 47.47 0 2521.318944 4 631.0847778 -0.659421482 -0.000415653 87.12947243EEGSPLELER 6 61744477 1xTMT6plex [N-Term] 2.034 1.64 2.146 3.88354969 50.36 0 1387.72664 2 694.3666992 -0.373411077 -0.000259096 52.63672812EVELNELEPEK 4 61744477 2xTMT6plex [N-Term; K11] 1.986 1.795 3.483186483 45.8 0 1786.983866 2 893.9941406 -1.601357491 -0.0014308 59.24157342EDFDSLLQSAK 11 61744477 2xTMT6plex [N-Term; K11] 1.546 3.308 1.167 3.315120459 36.73 0 1710.931437 2 855.9684448 -1.065946608 -0.000911881 74.06370275ADLLLSTQPGR 8 61744477 1xTMT6plex [N-Term] 2.024 2.29 1.723 3.760313988 35.58 0 1399.810644 2 700.4088135 -0.210111901 -0.000147058 52.43710896GLVLGPIHK 16 61744477 2xTMT6plex [N-Term; K9] 1.024 1.147 2.031 3.686993837 52.62 0 1391.913877 3 464.6426697 -0.302559522 -0.000140379 63.48095467LEPHEGLLLR 5 61744477 1xTMT6plex [N-Term] 1.864 1.848 3.183146 36.61 0 1405.836465 3 469.2837524 0.169837833 7.96E-05 47.18799657VILDLTPNYR 42 61744477 1xTMT6plex [N-Term] 1.318 4.005477428 36.86 0 1432.836131 2 716.921936 0.324189419 0.000232255 83.49322406WWHTGALYR 5 61744477 1xTMT6plex [N-Term] 1.067 1.041 3.365313292 25.44 0 1418.75307 2 709.8798218 -0.495636152 -0.000351593 55.8540074LDYLSSLK 6 61744477 2xTMT6plex [N-Term; K8] 1.68 2.093 1.145 2.995283842 32.63 0 1396.845188 2 698.9260864 -0.20899842 -0.000145969 67.58025978WCSWSLSQAR 6 61744477 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 100 100 2.988624334 31.78 0 1509.746999 2 755.3777466 0.806667649 0.000608932 50.8122444NQKDDVAQTDLLQIDPNFGSK 4 61744477 3xTMT6plex [N-Term; K3; K21] 100 2.477584124 9.84 1 3033.64599 3 1011.885559 -1.274256759 -0.001288548 65.14012682ADLLLSTQPGREEGSPLELER 7 61744477 1xTMT6plex [N-Term] 100 100 1.744074941 14 1 2539.356511 3 847.1221924 -1.767086088 -0.001495754 67.79957615QLPGSHSEAGVQGLSAGDDSETGSDCVTQAGLQLLASSDPPALASK 1 61744477 2xTMT6plex [N-Term; K46]; 1xCarbamidomethyl [C26] 0.858412266 0.31 0 4967.458047 4 1242.61499 -4.00930462 -0.004979013 83.59379294506675 RPN1 dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 precursor 6184 NP_002941.1 54.20098847 1 24 24 150 607 68.527 6.38 1.08 0.94 0.99 1 Significant 0.0017 VIEVSHWGNIAVEENVDLK 28 4506675 2xTMT6plex [N-Term; K19] 0.872 100 3.904468298 19.57 0 2609.433923 3 870.4822998 -0.60419462 -0.000525535 81.16372752VTAEVVLAHLGGGSTSR 6 4506675 1xTMT6plex [N-Term] 1.342 1.195 0.01 4.794380188 50.04 0 1883.054791 3 628.3560791 -0.587654336 -0.000368862 66.40048237DVPAYSQDTFK 6 4506675 2xTMT6plex [N-Term; K11] 1.171 1.166 1.001 3.806073427 70.96 0 1728.920872 2 864.9631958 -1.016326696 -0.000878574 53.75102202FVDHVFDEQVIDSLTVK 10 4506675 2xTMT6plex [N-Term; K17] 1.491 1.102 1.143 4.81222105 40.02 0 2449.337897 3 817.1171265 -0.437287754 -0.000357022 94.56690113TVDLSSHLAK 14 4506675 2xTMT6plex [N-Term; K10] 0.989 0.976 1.106 4.531755924 56.76 0 1528.909914 2 764.9576416 -1.247311472 -0.000953513 41.236291SEDLLDYGPFR 4 4506675 1xTMT6plex [N-Term] 2.229 2.886962891 40.54 0 1540.784489 2 770.8954468 -0.566130642 -0.000436143 96.7527956ISVIVETVYTHVLHPYPTQITQSEK 2 4506675 2xTMT6plex [N-Term; K25] 100 1.94788003 10.93 0 3340.855699 4 835.9693604 -0.026147119 -2.18E-05 97.67909723THYIVGYNLPSYEYLYNLGDQYALK 2 4506675 2xTMT6plex [N-Term; K25] 2.784319878 15.08 0 3455.792764 3 1152.602539 0.086714546 9.99E-05 99.03005211APDELHYTYLDTFGRPVIVAYK 6 4506675 2xTMT6plex [N-Term; K22] 0.802 1.257 0.638 4.04631567 14.27 0 3026.639164 4 757.4169922 2.304367855 0.001743622 76.95374523ALTSEIALLQSR 8 4506675 1xTMT6plex [N-Term] 100 1.03 2.719882488 40.05 0 1530.905273 2 765.9557495 -0.686284502 -0.000525318 70.39755718NIEIDSPYEISR 4 4506675 1xTMT6plex [N-Term] 100 0.794 2.646034718 31.46 0 1664.869281 2 832.9377441 -0.642524168 -0.000534859 53.58718631DISTLNSGK 8 4506675 2xTMT6plex [N-Term; K9] 1.242 1.097 1.256 4.166276932 57.47 0 1392.809865 2 696.9075928 -1.404587355 -0.000978162 33.48009298LAHLGVQVK 6 4506675 2xTMT6plex [N-Term; K9] 0.906 0.758 0.825 3.668379545 46.01 0 1422.919691 3 474.9780273 -0.113687899 -5.39E-05 44.45404258VACITEQVLTLVNK 3 4506675 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 100 2.949534416 19.18 0 2046.203319 2 1023.604492 -0.787192057 -0.000805377 106.1998177NLVEQHIQDIVVHYTFNK 2 4506675 2xTMT6plex [N-Term; K18] 100 2.843779325 11.61 0 2655.465892 4 664.6210938 -1.260234601 -0.000836627 88.26228909ATSFLLALEPELEAR 7 4506675 1xTMT6plex [N-Term] 2.356921196 26.83 0 1889.058145 2 945.0315552 -1.22334426 -0.001155484 98.66563911LPVALDPGAK 6 4506675 2xTMT6plex [N-Term; K10] 1.37 1.26 1.613 3.220657349 46.14 0 1438.903372 2 719.954895 -0.596517427 -0.000429165 63.88131963QFVVFEGNHYFYSPYPTK 2 4506675 2xTMT6plex [N-Term; K18] 100 2.547781944 19.13 0 2681.380431 3 894.463623 -1.534597377 -0.001371613 78.77351023LKTEGSDLCDR 2 4506675 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C9] 1.152 3.071758509 18.48 1 1751.936205 3 584.6500854 -0.286421584 -0.000167264 42.92361919DTYIENEK 4 4506675 2xTMT6plex [N-Term; K8] 1.17 1.751 4.036101341 42.2 0 1469.788795 2 735.3919678 -8.257304153 -0.006068247 38.34153699IILPEGAK 4 4506675 2xTMT6plex [N-Term; K8] 1.099 3.531 2.744026423 24.84 0 1298.844794 2 649.9259644 -0.10949658 -7.11E-05 64.21126249SLETEHK 4 4506675 2xTMT6plex [N-Term; K7] 1.068 1.085 2.727293968 40.08 0 1301.746537 3 434.5866089 -0.970519074 -0.000421123 29.48157941TILPAAAQDVYYR 6 4506675 1xTMT6plex [N-Term] 2.15 100 1.014 2.781565905 23.2 0 1709.942387 2 855.4758911 1.239115761 0.001059408 64.92224936IDHILDAL 6 4506675 1xTMT6plex [N-Term] 0.947 0.94 0.738 1.765517831 45.35 0 1138.66694 2 569.8372803 0.30162189 0.000171723 93.44773128386781571 RDX radixin isoform 1 5962 NP_001247422.1 38.74172185 1 12 28 176 604 71.005 6.71 1.06 1.28 1.1 1.15 Significant 0.0035 AFAAQEDLEK 14 386781571 2xTMT6plex [N-Term; K10] 0.987 1.061 1.131 4.739621162 62.32 0 1579.873194 2 790.4358521 -5.548697498 -0.004383119 47.03481287ILALCMGNHELYMR 8 386781571 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.981 0.797 4.492577076 47.63 0 1949.996096 3 650.6697998 -0.640778687 -0.000416505 79.80310241KPDTIEVQQMK 9 386781571 3xTMT6plex [N-Term; K1; K11] 0.928 0.765 0.866 4.951767921 43.06 0 2004.176659 3 668.7305908 0.279696371 0.000186854 42.3317132KAPDFVFYAPR 12 386781571 2xTMT6plex [N-Term; K1] 0.737 0.828 0.648 3.476797581 26.85 1 1769.015047 3 590.3424683 -1.24127539 -0.000731945 54.53779583TQNDVLHAENVK 2 386781571 2xTMT6plex [N-Term; K12] 1.222 3.709805012 29.58 0 1826.017232 3 609.3443604 0.709601566 0.000431915 42.89012034APDFVFYAPR 18 386781571 1xTMT6plex [N-Term] 0.79 0.794 0.433 3.595981359 31.71 0 1411.757152 2 706.3810425 -1.660391136 -0.001172035 65.18701339RKPDTIEVQQMK 18 386781571 3xTMT6plex [N-Term; K2; K12] 0.874 0.775 0.851 4.093585968 16.43 1 2160.27777 4 540.8242188 -1.261175779 -0.000681122 39.6647313VTTMDAELEFAIQPNTTGK 2 386781571 2xTMT6plex [N-Term; K19] 100 2.649563313 29.67 0 2524.336911 3 842.1146851 -2.935002133 -0.002469645 79.69920076KPDTIEVQQMK 8 386781571 3xTMT6plex [N-Term; K1; K11]; 1xOxidation [M10] 0.855 4.497064114 24.67 0 2020.171574 3 668.7305908 0.279696371 0.000186854 42.3317132QLFDQVVK 12 386781571 2xTMT6plex [N-Term; K8] 1.369 1.393 1.305 4.03649807 44.99 0 1434.872072 2 717.9403687 0.968068663 0.000694527 67.82446326KFVIKPIDK 4 386781571 4xTMT6plex [N-Term; K1; K5; K9] 0.446 0.888 2.754837513 4.15 1 2004.339121 4 501.8404541 0.432055754 0.000216497 57.66246428IALLEEAK 6 386781571 2xTMT6plex [N-Term; K8] 0.968 1.689 1.049 3.40948987 42.25 0 1344.850274 2 672.9276733 -1.638480027 -0.001101755 67.21163618



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms KTQNDVLHAENVK 2 386781571 3xTMT6plex [N-Term; K1; K13] 1.059 3.068309546 8.36 1 2183.275127 4 546.5740356 -0.372981795 -0.00020358 39.39542735KKEEEATEWQHK 2 386781571 4xTMT6plex [N-Term; K1; K2; K12] 1.372 3.314103842 1.63 2 2459.406425 4 615.6062012 -1.40266467 -0.000862431 38.79572104EAILNDEIYCPPETAVLLASYAVQAK 4 386781571 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C10] 2.07301569 23.58 0 3336.780151 3 1112.93042 -1.0322689 -0.001148151 107.1891541FVIKPIDKK 2 386781571 4xTMT6plex [N-Term; K4; K8; K9] 0.614 0.411 2.204612494 1 2004.339121 4 501.8398743 -0.725101692 -0.000363337 63.42701961KENPLQFK 6 386781571 3xTMT6plex [N-Term; K1; K8] 1.141 0.83 1.245 3.384720564 22.69 1 1691.045903 3 564.354248 1.353145188 0.000762744 50.20749501NQEQLAAELAEFTAK 3 386781571 2xTMT6plex [N-Term; K15] 2.025681973 4.43 0 2121.159205 2 1061.081665 -1.485617802 -0.001575616 87.85498235IGFPWSEIR 4 386781571 1xTMT6plex [N-Term] 0.996 1.093 2.909641981 30.66 0 1333.746588 2 667.3757935 -1.70756271 -0.001138728 82.08487989FVIKPIDK 8 386781571 3xTMT6plex [N-Term; K4; K8] 1.014 0.898 0.786 2.657356024 10.37 0 1647.081226 3 549.6986694 0.139319651 7.65E-05 56.62551159ALELDQER 2 386781571 1xTMT6plex [N-Term] 0.934 3.238109589 38.09 0 1202.657832 2 601.8331909 1.058435661 0.000636468 39.98958084EDSMMEYLK 2 386781571 2xTMT6plex [N-Term; K9] 1.219772696 11.76 0 1603.811187 2 802.4084473 -0.978424869 -0.000784604 71.51947979ENPLQFK 10 386781571 2xTMT6plex [N-Term; K7] 1.214 0.567 1.292 2.805651665 23.95 0 1333.788008 2 667.3933105 -6.495204785 -0.004331613 50.09883136QAADQMK 4 386781571 2xTMT6plex [N-Term; K7] 1.172 1.388 2.957131147 31.84 0 1249.697478 2 625.3516235 -1.206459734 -0.000753855 32.65846343LFFLQVK 2 386781571 2xTMT6plex [N-Term; K7] 0.846 2.326160192 22.22 0 1352.870615 2 676.9376831 -1.866829713 -0.00126279 89.42239087VTQQDVK 2 386781571 2xTMT6plex [N-Term; K7] 1.607 2.775376081 29.25 0 1275.767272 2 638.3877563 0.755494622 0.000481918 31.25462266AQLENEK 2 386781571 2xTMT6plex [N-Term; K7] 1.103 3.151601791 39.15 0 1289.746537 2 645.3763428 -0.874476568 -0.000563927 35.67662432EKEELMER 4 386781571 2xTMT6plex [N-Term; K2] 0.823 0.839 2.509242773 8.85 1 1521.8347 3 507.949707 -0.086682377 -4.40E-05 35.52617194ELEEQTR 4 386781571 1xTMT6plex [N-Term] 1.072 0.521 2.411992311 26.64 0 1133.599983 2 567.3035278 -0.17998054 -0.000102013 27.7507133721361794 CAND1 cullin-associated NEDD8-dissociated protein 1 55832 NP_060918.2 25.85365854 1 25 25 128 1230 136.289 5.78 1.17 1.27 1.21 1.22 Significant 0.00057 GYLISGSSYAR 10 21361794 1xTMT6plex [N-Term] 1.248 1.372 1.318 4.344771862 59.77 0 1402.752795 2 701.8803101 0.390843768 0.000274129 44.77371231SPLMSEFQSQISSNPELAAIFESIQK 6 21361794 2xTMT6plex [N-Term; K26] 1.198 3.482647896 22.85 0 3339.754664 4 835.6934814 -0.768999225 -0.000642067 114.0912876FTISDHPQPIDPLLK 4 21361794 2xTMT6plex [N-Term; K15] 1.495 0.892 4.091824055 25.61 0 2179.252711 3 727.0894775 0.536044848 0.000389392 84.47443083ISGSILNELIGLVR 2 21361794 1xTMT6plex [N-Term] 100 2.904150724 47.52 0 1713.047186 2 857.0266724 -0.652681051 -0.000559037 112.9314038AVAALLTIPEAEK 12 21361794 2xTMT6plex [N-Term; K13] 1.084 1.254 100 3.068420887 36.54 0 1784.093357 2 892.5510254 0.794241649 0.000708501 81.7359782DLLDTVLPHLYNETK 10 21361794 2xTMT6plex [N-Term; K15] 100 100 2.816686153 25.06 0 2229.253105 3 743.7559204 0.046172626 3.43E-05 87.00967529FCNVDDDELR 2 21361794 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.207 4.235578537 53.52 0 1511.699774 2 756.3527832 -0.98156643 -0.000741917 44.19405412IDLRPVLGEGVPILASFLR 4 21361794 1xTMT6plex [N-Term] 100 2.552932024 8.4 0 2294.379753 3 765.463623 -1.498260857 -0.00114586 112.3652236ALTLIAGSPLK 5 21361794 2xTMT6plex [N-Term; K11] 3.271 1.421 3.241964817 33.26 0 1542.003086 2 771.5061035 1.196282463 0.000922336 70.93266066AADIDQEVK 10 21361794 2xTMT6plex [N-Term; K9] 1.057 0.999 1.014 3.973841667 58.32 0 1446.82043 2 723.9151001 1.72354859 0.001246833 42.39584724TLEDPDLNVR 2 21361794 1xTMT6plex [N-Term] 1.27 4.210573673 47.12 0 1400.758274 2 700.8832397 0.662764022 0.000464186 52.14190071CLDAVVSTR 4 21361794 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.215 1.165 3.406436443 42.51 0 1249.677188 2 625.3425903 0.573111256 0.000358102 40.95917111DSSSTNLESMDTS 4 21361794 1xTMT6plex [N-Term] 1.401 1.49 3.094429493 54.29 0 1602.700227 2 801.8527222 -1.284671973 -0.001029472 44.29772555TVSPALISR 4 21361794 1xTMT6plex [N-Term] 1.257 1.24 3.178880453 40.02 0 1172.720039 2 586.8635864 -0.121451355 -7.12E-05 49.16628047MLTGPVYSQSTALTHK 2 21361794 2xTMT6plex [N-Term; K16] 0.863 2.933063984 25.64 0 2192.214945 3 731.4100342 0.275442453 0.000201276 65.56698912DSSSTNLESMDTS 2 21361794 1xTMT6plex [N-Term]; 1xOxidation [M10] 100 1.484479427 16.1 0 1618.695142 2 801.8527222 -1.284671973 -0.001029472 44.29772555LTLIDPETLLPR 10 21361794 1xTMT6plex [N-Term] 100 2.680139542 27.86 0 1609.972624 2 805.4898682 -0.102238928 -8.23E-05 95.97800428DLFTCTIK 4 21361794 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.228 1.2 3.958589315 41.62 0 1455.828158 2 728.4176636 -0.073965847 -5.38E-05 70.9781517VYPSSLSK 4 21361794 2xTMT6plex [N-Term; K8] 0.957 1.298 2.516600609 43.74 0 1338.803323 2 669.9050293 -0.404403127 -0.000270708 52.58164258SSVVTAVK 6 21361794 2xTMT6plex [N-Term; K8] 1.282 1.241 3.550292969 53.38 0 1248.792759 2 624.9006958 1.08605015 0.000678126 36.44694317LGTLSALDILIK 2 21361794 2xTMT6plex [N-Term; K12] 1.70276022 17 0 1715.108279 2 858.0578613 0.097396912 8.35E-05 106.7390844VIRPLDQPSSFDATPYIK 6 21361794 2xTMT6plex [N-Term; K18] 100 100 2.095910072 8.51 0 2505.411731 3 835.8084106 -0.419957484 -0.000350722 62.14205544EYCIQAFESFVR 5 21361794 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.41115284 8.52 0 1777.878072 2 889.4413452 -1.495305192 -0.001329235 78.91309453ITSEALLVTQQLVK 4 21361794 2xTMT6plex [N-Term; K14] 100 2.142518759 13 0 2001.235999 2 1001.119019 -2.617402759 -0.00261902 87.30097141SVILEAFSSPSEEVK 3 21361794 2xTMT6plex [N-Term; K15] 1.180625319 2.71 0 2080.157808 2 1040.580811 -1.664895922 -0.001731623 72.46763238TYIQCIAAISR 1 21361794 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.259147882 0 1524.840565 2 762.9240112 0.118813037 9.06E-05 66.9042980720127408 HADHA trifunctional enzyme subunit alpha, mitochondrial precursor 3030 NP_000173.2 41.80865007 1 24 24 109 763 82.947 9.04 0.59 0.88 0.76 0.74 Significant 0.013 EVEAVIPDHCIFASNTSALPISEIAAVSK 7 20127408 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C10] 0.466 3.837153912 19.81 0 3526.886741 4 882.4764404 -0.796552727 -0.000702338 86.84099338ALMGLYHGQVLCK 12 20127408 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 0.714 0.459 4.599730968 39.83 0 1948.091266 3 650.0352173 -0.085819661 -5.57E-05 73.05419785KTVLGTPEVLLGALPGAGGTQR 4 20127408 2xTMT6plex [N-Term; K1] 1.007 5.120960712 30.36 1 2593.544142 3 865.1854248 -0.933381429 -0.000806922 87.6341326SEVSSDEDIQFR 10 20127408 1xTMT6plex [N-Term] 0.921 1.016 0.909 4.384746075 67.04 0 1640.79651 2 820.9007568 -1.385478401 -0.001136644 41.00787835QFTPCQLLADHANSPNKK 4 20127408 3xTMT6plex [N-Term; K17; K18]; 1xCarbamidomethyl [C5] 0.609 0.986 4.988275528 31.39 1 2756.51208 4 689.8838501 0.540839504 0.000372708 57.64985587DSIFSNLTGQLDYQGFEK 4 20127408 2xTMT6plex [N-Term; K18] 0.579 2.944125652 21.95 0 2520.30224 3 840.7709351 -1.582347607 -0.001329331 91.92850698ELHSEFSEVMNEIWASDQIR 2 20127408 1xTMT6plex [N-Term] 100 4.118554592 21.54 0 2649.281632 3 883.7661743 0.882510636 0.00077934 100.2888573VIGMHYFSPVDK 6 20127408 2xTMT6plex [N-Term; K12] 0.71 0.587 0.625 2.938730478 35.56 0 1851.023897 3 617.678833 -1.054376751 -0.000650559 70.5599144ADMVIEAVFEDLSLK 6 20127408 2xTMT6plex [N-Term; K15] 1.793410301 22.11 0 2138.181914 2 1069.595581 0.922040058 0.000985745 109.4453981MQLLEIITTEK 4 20127408 2xTMT6plex [N-Term; K11] 100 2.323219299 32.11 0 1777.054529 2 889.0314941 0.665613368 0.000591416 90.55761843GFYIYQEGVK 5 20127408 2xTMT6plex [N-Term; K10] 0.736 1.303 2.714400291 36.89 0 1661.930315 2 831.4699097 1.34061935 0.001114008 66.64592351FVDLYGAQK 6 20127408 2xTMT6plex [N-Term; K9] 0.644 0.874 0.811 3.805128098 43.49 0 1498.866986 2 749.9370117 -0.159728983 -0.000119706 64.63959633VIGMHYFSPVDK 2 20127408 2xTMT6plex [N-Term; K12]; 1xOxidation [M4] 1.082 3.225206614 12.25 0 1867.018812 3 617.678833 -1.054376751 -0.000650559 70.5599144DLNSDMDSILASLK 5 20127408 2xTMT6plex [N-Term; K14] 2.761045694 25.17 0 1980.072364 2 990.5393066 -0.518626879 -0.000513459 103.7240786KLDSLTTSFGFPVGAATLVDEVGVDVAK 3 20127408 3xTMT6plex [N-Term; K1; K28] 2.367375851 6.07 1 3523.986662 3 1175.329956 -3.219962794 -0.003782369 99.6617815HVAEDLGK 2 20127408 2xTMT6plex [N-Term; K8] 0.723 3.196524858 38.32 0 1326.778171 2 663.8929443 0.332219722 0.000220391 36.87742647TLQEVTQLSQEAQR 2 20127408 1xTMT6plex [N-Term] 1.692409158 15.08 0 1860.002421 2 930.5048828 0.036728447 3.42E-05 54.67982111TVLGTPEVLLGALPGAGGTQR 3 20127408 1xTMT6plex [N-Term] 1.797980547 14.65 0 2236.286247 2 1118.638916 -7.016793477 -0.007845779 84.72726635LTAYAMTIPFVR 2 20127408 1xTMT6plex [N-Term] 1.376690865 6.85 0 1611.913001 2 806.460083 -0.069255831 -5.58E-05 98.9256806FGELVMTK 2 20127408 2xTMT6plex [N-Term; K8] 1.211 2.556672812 21.32 0 1382.81178 2 691.9107666 1.791258334 0.001238487 70.08774729GLYPAPLK 2 20127408 2xTMT6plex [N-Term; K8] 0.615 2.909995079 19.56 0 1316.83423 2 658.9198608 -1.355212579 -0.000892295 61.35285384DATLTALDR 2 20127408 1xTMT6plex [N-Term] 0.803 2.48720932 34.24 0 1204.673482 2 602.840271 -0.180105079 -0.000108484 49.72982282MVGVPAALDMMLTGR 6 20127408 1xTMT6plex [N-Term] 100 1.3501724 1.95 0 1790.952834 2 895.9790649 -1.105756193 -0.000990179 97.83315599GQQQVFK 6 20127408 2xTMT6plex [N-Term; K7] 0.677 0.677 0.696 2.879240751 40.18 0 1292.772692 2 646.8898315 -0.236347862 -0.000152772 43.09954799DKGLVEK 2 20127408 3xTMT6plex [N-Term; K2; K7] 0.272 2.448219299 4.43 1 1475.940041 3 492.6518555 0.658892789 0.000324162 37.32339687937827788 LDHB L-lactate dehydrogenase B chain isoform LDHBx 3945 NP_001302466.1 59.82404692 1 17 19 238 341 37.381 6.25 1.27 1.26 1.21 1.25 Significant 0.00022 GYTNWAIGLSVADLIESMLK 2 937827788 2xTMT6plex [N-Term; K20] 100 2.810222626 38.97 0 2639.451881 3 880.4902344 1.617314955 0.001422942 109.8330195VIGSGCNLDSAR 28 937827788 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.938 0.934 0.93 4.715711594 77.43 0 1477.763043 2 739.3862915 1.531901764 0.001131894 37.24424387MVVESAYEVIK 12 937827788 2xTMT6plex [N-Term; K11] 1.748 100 1.792 4.832505703 68.16 0 1725.986115 2 863.4960327 -0.768343558 -0.000663075 72.33213179SLADELALVDVLEDKLK 4 937827788 3xTMT6plex [N-Term; K15; K17] 1.111 0.506 5.331680775 50.64 1 2558.525981 3 853.5131836 -0.384517788 -0.000327933 109.8330889SLADELALVDVLEDK 16 937827788 2xTMT6plex [N-Term; K15] 2.081 1.48 2.622 4.008817673 56.85 0 2088.184022 2 1044.593872 -1.702397555 -0.00177746 102.5980595GEMMDLQHGSLFLQTPK 8 937827788 2xTMT6plex [N-Term; K17] 1.825 1.828 3.708 3.616232634 27.96 0 2390.261244 3 802.757019 0.14346723 0.000115073 70.08780419LKDDEVAQLK 20 937827788 3xTMT6plex [N-Term; K2; K10] 1.185 1.332 1.299 4.558996677 41.97 1 1846.125275 2 923.5656738 -0.652184208 -0.000602007 51.49293506SADTLWDIQK 12 937827788 2xTMT6plex [N-Term; K10] 1.292 1.33 1.158 4.098417282 61.15 0 1634.915393 2 817.9608154 -0.635280963 -0.000519315 72.94622375GEMMDLQHGSLFLQTPK 6 937827788 2xTMT6plex [N-Term; K17]; 1xOxidation [M] 1.422 1.398 3.723464966 37.15 0 2406.256159 3 802.757019 0.14346723 0.000115073 70.08780419GLTSVINQK 14 937827788 2xTMT6plex [N-Term; K9] 1.31 1.156 1.216 4.447964191 59.81 0 1417.877885 2 709.4424438 -0.193376799 -0.000137092 52.46419317YSPDCIIIVVSNPVDILTYVTWK 2 937827788 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C5] 2.101 3.992558241 32.64 0 3153.731016 3 1051.918091 2.759623726 0.002901037 0.251553897IVADKDYSVTANSK 22 937827788 3xTMT6plex [N-Term; K5; K14] 1.17 1.235 1.695 4.356412888 52.93 1 2198.263559 2 1099.636597 1.072432541 0.001178745 44.21712632LIAPVAEEEATVPNNK 12 937827788 2xTMT6plex [N-Term; K16] 1.542 1.719 1.343 2.276959419 21.14 0 2153.221805 2 1077.112793 -1.623433541 -0.001747806 55.06761483DYSVTANSK 6 937827788 2xTMT6plex [N-Term; K9] 1.992 1.927 0.964 4.257129669 58.88 0 1442.78913 2 721.8989258 1.001638057 0.000722576 34.35762609IVVVTAGVR 47 937827788 1xTMT6plex [N-Term] 1.114 1.345 1.072 3.312609196 38.57 0 1142.74586 2 571.8757935 -1.355704704 -0.000774613 51.25098199GMYGIENEVFLSLPCILNAR 6 937827788 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.734449148 12.24 0 2525.309367 2 1263.156006 -1.834274767 -0.002316056 107.8690156LKGEMMDLQHGSLFLQTPK 2 937827788 3xTMT6plex [N-Term; K2; K19] 100 1.887521148 7.96 1 2860.603203 4 719.9039307 -1.468670136 -0.001056193 78.58841109FIIPQIVK 10 937827788 2xTMT6plex [N-Term; K8] 1.772 1.393 1.657 3.089707851 35.54 0 1415.939029 2 708.4726563 -0.701414383 -0.00049658 85.79408468LKGEMMDLQHGSLFLQTPK 4 937827788 3xTMT6plex [N-Term; K2; K19]; 1xOxidation [M] 1.02 3.168097496 13.83 1 2876.598118 4 719.9039307 -1.468670136 -0.001056193 78.58841109MVVESAYEVIK 2 937827788 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 2.409 1.786210775 14.42 0 1741.98103 2 863.4960327 -0.768343558 -0.000663075 72.33213179LKDDEVAQLKK 1 937827788 4xTMT6plex [N-Term; K2; K10; K11] 0.681 2.161568642 2 2203.38317 4 551.6018066 1.010569805 0.000556668 44.81131808QQEGESR 2 937827788 1xTMT6plex [N-Term] 1.745908499 15.4 0 1062.537717 2 531.7727051 0.391831973 0.000208168 11.036665320127454 ATIC bifunctional purine biosynthesis protein PURH 471 NP_004035.2 48.47972973 1 22 22 127 592 64.575 6.71 1.15 1.25 1.12 1.18 Significant 0.0011 TLHPAVHAGILAR 12 20127454 1xTMT6plex [N-Term] 0.971 0.995 0.925 4.775541306 35.37 0 1584.953561 3 528.9893188 -0.099313339 -5.25E-05 39.43829768APGQLALFSVSDK 7 20127454 2xTMT6plex [N-Term; K13] 0.602 0.87 41.49 0 1791.041656 2 896.024353 -0.12647127 -0.000113258 80.17057642EVSDGIIAPGYEEEALTILSK 8 20127454 2xTMT6plex [N-Term; K21] 1.385 2.876 3.928160429 36.85 0 2692.469699 2 1346.737305 -0.878852973 -0.001183142 102.4683512AEISNAIDQYVTGTIGEDEDLIK 9 20127454 2xTMT6plex [N-Term; K23] 2.782 2.292 3.404 3.634459734 41.38 0 2952.545383 3 984.8522339 -1.095525868 -0.001078197 108.0738898HVSPAGAAVGIPLSEDEAK 4 20127454 2xTMT6plex [N-Term; K19] 1.179 1.158 6.134141922 64.76 0 2306.275631 3 769.4282227 -2.39200431 -0.001838874 53.53248491YTQSNSVCYAK 4 20127454 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 2.039 1.633 5.276547909 56.29 0 1778.914741 2 889.9611816 0.194197755 0.000172731 46.16253805VTVVCEPEDYVVVSTEMQSSESK 2 20127454 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C5] 0.01 2.789419889 16.97 0 3060.515739 3 1020.842346 -1.063254059 -0.001084702 79.65283233VVACNLYPFVK 6 20127454 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.604 2.711179018 35.27 0 1768.02317 2 884.5148926 -0.373860344 -0.000330497 95.92863171NIPEDNADMAR 4 20127454 1xTMT6plex [N-Term] 1.41 3.469158649 37.33 0 1474.715758 2 737.8609619 -0.753048083 -0.000555266 38.50648582SLFSNVVTK 8 20127454 2xTMT6plex [N-Term; K9] 1.067 1.137 3.697478056 46.1 0 1452.882636 2 726.944519 -0.60212989 -0.000437412 71.08138254DVSELTGFPEMLGGR 6 20127454 1xTMT6plex [N-Term] 0.638 1.627 100 2.815735579 40.55 0 1836.936315 2 918.9713135 -0.52517165 -0.000482353 77.56681454VVIEACDELGIILAHTNLR 9 20127454 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 2.286973476 12.94 0 2365.311082 3 789.1073608 -1.501925263 -0.001184173 108.5886178AFTHTAQYDEAISDYFR 8 20127454 1xTMT6plex [N-Term] 100 1.119 4.408 3.13385129 14.7 0 2264.082127 3 755.3638916 -2.211004297 -0.001668632 70.05175439LTEVSISSDAFFPFR 3 20127454 1xTMT6plex [N-Term] 2.089955807 16.83 0 1945.026845 2 973.0167236 -0.34649104 -0.000336967 98.73914452TLTPISAAYAR 6 20127454 1xTMT6plex [N-Term] 1.546 1.307 1.392 3.790976524 36.44 0 1392.804831 2 696.9067993 1.070640178 0.000745596 50.15315633DLIVATIAVK 2 20127454 2xTMT6plex [N-Term; K10] 1.298 3.409823418 35.67 0 1500.976537 2 750.9921265 0.292915763 0.00021983 79.669186ALFEEVPELLTEAEK 8 20127454 2xTMT6plex [N-Term; K15] 1.645405769 7.04 0 2176.215323 2 1088.610107 -1.095634345 -0.001192168 102.3768554VCMVYDLYK 4 20127454 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 100 1.883647442 19.85 0 1648.884293 2 824.9457397 -0.054562841 -4.50E-05 74.23843228LDFNLIR 6 20127454 1xTMT6plex [N-Term] 1.205 100 2.566287279 28.12 0 1119.67236 2 560.3394775 -0.608920876 -0.000340896 83.54711412RAEISNAIDQYVTGTIGEDEDLIK 1 20127454 2xTMT6plex [N-Term; K24] 1.839547634 1 3108.646494 3 1036.88562 -1.346842893 -0.001395619 98.03551138ANYWWLR 4 20127454 1xTMT6plex [N-Term] 1.398 2.457643509 20.96 0 1237.667944 2 619.3363647 -2.012428152 -0.001245359 81.71178336DAGLAVR 6 20127454 1xTMT6plex [N-Term] 1.637 1.569 1.38 2.40094924 27.22 0 930.5569962 2 465.7821655 0.062580463 2.91E-05 37.935202885803225 YWHAE 14-3-3 protein epsilon 7531 NP_006752.1 69.41176471 1 17 20 296 255 29.155 4.74 1.14 1.24 1.18 1.19 Significant 0.0006 YLAEFATGNDR 12 5803225 1xTMT6plex [N-Term] 1.356 1.371 1.527 3.690871954 51.3 0 1485.753523 2 743.3803711 -0.038971807 -2.90E-05 55.59741152EAAENSLVAYK 16 5803225 2xTMT6plex [N-Term; K11] 1.291 1.319 1.335 5.010148525 62.27 0 1652.925958 2 826.9672852 0.80836198 0.000668081 54.37873964DNLTLWTSDMQGDGEEQNK 17 5803225 2xTMT6plex [N-Term; K19] 1.377 1.299 3.802489519 42.37 0 2639.265931 3 880.4268799 0.059012029 5.19E-05 72.71241656KEAAENSLVAYK 4 5803225 3xTMT6plex [N-Term; K1; K12] 1.021 0.662 2.872564316 18.89 1 2010.183852 3 670.7332153 0.616986398 0.000413419 43.39510788AASDIAMTELPPTHPIR 29 5803225 1xTMT6plex [N-Term] 1.171 1.056 1.126 5.494042397 81.55 0 2049.100026 3 683.6984253 -9.420531378 -0.006434537 49.06843246AASDIAMTELPPTHPIR 2 5803225 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.103 5.422996998 50.31 0 2065.094941 3 683.6984253 -9.420531378 -0.006434537 49.06843246DSTLIMQLLR 37 5803225 1xTMT6plex [N-Term] 1.27 1.271 1.324 4.110405922 66.2 0 1418.823852 2 709.9172974 2.443154983 0.001733203 90.31582375VAGMDVELTVEER 28 5803225 1xTMT6plex [N-Term] 1.162 2.624695063 31.02 0 1676.872652 2 838.9393311 -0.75540061 -0.000633355 68.20944527LICCDILDVLDK 11 5803225 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C3; C4] 100 0.995 1.569 3.187869787 37.41 0 1935.069528 2 968.0370483 -1.39915919 -0.001353735 100.7076108EALQDVEDENQ 18 5803225 1xTMT6plex [N-Term] 1.342 1.393 1.312 3.087606907 82.14 0 1518.712112 2 759.852417 -9.583564594 -0.007277338 44.5966014DNLTLWTSDMQGDGEEQNK 3 5803225 2xTMT6plex [N-Term; K19]; 1xOxidation [M10] 100 2.708369255 15.78 0 2655.260846 3 880.4268799 0.059012029 5.19E-05 72.71241656EENKGGEDKLK 2 5803225 4xTMT6plex [N-Term; K4; K9; K11] 0.462 3.362110853 4.53 2 2163.279099 3 721.7644653 -0.1183869 -8.54E-05 36.41888436IISSIEQK 12 5803225 2xTMT6plex [N-Term; K8] 1.52 1.525 1.474 3.677858591 43.66 0 1375.856087 2 688.4310913 -0.858522067 -0.000590601 57.79763906NLLSVAYK 24 5803225 2xTMT6plex [N-Term; K8] 0.874 0.882 0.72 3.972506762 46.76 0 1365.850608 2 683.4294434 0.733725009 0.000501079 92.81997229YDEMVESMK 12 5803225 2xTMT6plex [N-Term; K9] 1.249 1.077 2.598 3.540456057 27.88 0 1589.795537 2 803.3931885 -7.069245468 -0.005675863 42.84394887QMVETELK 8 5803225 2xTMT6plex [N-Term; K8] 1.047 1.103 1.254 3.739144087 36.1 0 1435.823072 2 718.4155273 0.491402815 0.000352784 43.44981515EDLVYQAK 6 5803225 2xTMT6plex [N-Term; K8] 0.672 0.629 0.716 3.69873929 47.92 0 1423.819702 2 712.4143677 1.234040771 0.000878526 49.02749394DNLTLWTSDMQGDGEEQNKEALQDVEDENQ 5 5803225 2xTMT6plex [N-Term; K19] 100 1.284 1.302512527 18.15 1 3909.797269 4 978.2025757 -2.249870011 -0.002199134 77.43551109DSTLIMQLLR 14 5803225 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.102 100 1.706976891 33.93 0 1434.818767 2 709.9172974 2.443154983 0.001733203 90.31582375YDEMVESMK 9 5803225 2xTMT6plex [N-Term; K9]; 1xOxidation [M] 1.064 1.077 1.105 2.562779665 35.76 0 1605.790452 2 803.3931885 -7.069245468 -0.005675863 42.84394887EENKGGEDK 6 5803225 3xTMT6plex [N-Term; K4; K9] 1.293 100 2.219 1.574030161 2.37 1 1692.93714 3 564.9835815 -0.560316784 -0.000316194 22.84646291KVAGMDVELTVEER 2 5803225 2xTMT6plex [N-Term; K1]; 1xOxidation [M5] 0.885 2.805423498 24.17 1 2050.125462 3 684.0455322 -1.667571266 -0.001139577 43.95032072LICCDILDVLDKHLIPAANTGESK 2 5803225 3xTMT6plex [N-Term; K12; K24]; 2xCarbamidomethyl [C3; C4] 1.340711474 4.23 1 3382.868144 4 846.4707642 -2.044877033 -0.001729387 100.0427723VAGMDVELTVEER 11 5803225 1xTMT6plex [N-Term]; 1xOxidation [M4] 2.571 1.585651636 15.19 0 1692.867567 2 838.9393311 -0.75540061 -0.000633355 68.20944527LAEQAER 6 5803225 1xTMT6plex [N-Term] 1.208 0.935 1.021 2.81289196 25.93 0 1045.583939 2 523.2957764 0.322273863 0.000168482 26.08720983746815975 TUBB6 tubulin beta-6 chain isoform 1 84617 NP_001290453.1 61.65919283 1 9 18 151 446 49.825 4.88 0.97 1.08 1.01 1.02 Significant 0.00099 EIVHIQAGQCGNQIGTK 18 746815975 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 0.94 0.998 0.941 5.235685825 64.68 0 2311.25927 3 771.0914307 0.202756218 0.000156207 45.55101513AALVDLEPGTMDSVR 8 746815975 1xTMT6plex [N-Term] 0.902 0.626 0.966 3.417700052 42.67 0 1802.951965 2 901.979126 -0.548970186 -0.000494883 72.0401687EVDEQMLAIQSK 4 746815975 2xTMT6plex [N-Term; K12] 1.057 1.128 4.792182922 69.2 0 1849.014121 2 925.010376 -0.348930204 -0.000322588 66.35070637VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR 32 746815975 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C27; C37] 3.933 2.117 4.833796501 31.32 0 4822.270146 4 1206.324219 1.015870088 0.0012247 101.9591467FWEVISDEHGIDPAGGYVGDSALQLER 4 746815975 1xTMT6plex [N-Term] 1.197 5.207048416 38.64 0 3189.569023 4 798.1470337 -0.852144712 -0.000679494 99.74096765INVYYNESSSQK 8 746815975 2xTMT6plex [N-Term; K12] 1.177 1.187 1.143 3.840741396 45.11 0 1890.000913 2 945.5056763 1.673363775 0.00158133 51.45097032FPGQLNADLR 24 746815975 1xTMT6plex [N-Term] 1.108 1.147 1.255 3.543502092 43.73 0 1359.758215 2 680.3824463 -0.440557643 -0.000299526 52.32976605EVDEQMLAIQSK 2 746815975 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 1.049 2.606637001 48.83 0 1865.009036 2 925.010376 -0.348930204 -0.000322588 66.35070637LAVNMVPFPR 4 746815975 1xTMT6plex [N-Term] 1.652 1.913 3.099212646 32.08 0 1372.797243 2 686.9009399 -1.922976755 -0.001319929 73.50072LHFFMPGFAPLTSR 4 746815975 1xTMT6plex [N-Term] 1.204 100 3.054291487 30.56 0 1849.998462 3 617.3383789 1.146778656 0.00070718 88.15653368MASTFIGNSTAIQELFK 1 746815975 2xTMT6plex [N-Term; K17] 1.368 3.492440939 0 2316.267375 3 772.7601318 -0.661686213 -0.000510881 103.8703781ISEQFSAMFR 2 746815975 1xTMT6plex [N-Term] 1.628 2.453250885 33.08 0 1444.745601 2 722.8766479 0.289240152 0.000208939 77.81599735ALTVPELTQQMFDAR 14 746815975 1xTMT6plex [N-Term] 1.057 1.176 0.876 2.413100481 19.9 0 1949.036363 2 975.0213013 -0.532304557 -0.00051874 89.43239965IMNTFSVMPSPK 6 746815975 2xTMT6plex [N-Term; K12] 100 1.970107198 21.19 0 1810.000719 2 905.5042725 0.303382131 0.000274561 75.80620276LAVNMVPFPR 4 746815975 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.084 100 1.945205092 20.38 0 1388.792158 2 686.9009399 -1.922976755 -0.001319929 73.50072LTTPTYGDLNHLVSATMSGVTTSLR 5 746815975 1xTMT6plex [N-Term] 100 0.728 1.972118974 16.73 0 2864.502523 3 955.5058594 0.175082757 0.000167175 96.0950149NMMAACDPR 2 746815975 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.158 2.256533384 24.59 0 1294.590363 2 647.7979736 -1.307629365 -0.000846422 36.95700301YLTVATVFR 4 746815975 1xTMT6plex [N-Term] 1.092 100 2.322813988 36.65 0 1298.766989 2 649.8864746 -1.013454501 -0.000658121 75.76769563NSSYFVEWIPNNVK 3 746815975 2xTMT6plex [N-Term; K14] 2.179470062 13.24 0 2155.158811 2 1078.081421 -1.505992556 -0.001622827 78.89611646IREEFPDR 2 746815975 1xTMT6plex [N-Term] 0.694 3.936471462 23.41 1 1290.700366 3 430.9062195 2.897184633 0.001246466 36.54519038226529917 TPI1 triosephosphate isomerase isoform 2 7167 NP_001152759.1 67.48251748 1 15 15 214 286 30.772 5.92 0.9 0.94 0.96 0.93 Significant 0.00036 IIYGGSVTGATCK 20 226529917 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 0.972 1.003 0.995 5.660044193 70.63 0 1784.998077 2 892.9980469 -5.187551807 -0.004629885 48.74974371HVFGESDELIGQK 20 226529917 2xTMT6plex [N-Term; K13] 0.938 1.058 0.987 4.506455421 61.69 0 1917.048198 2 959.0185547 -9.579860862 -0.009182527 49.05058232ELASQPDVDGFLVGGASLKPEFVDIINAK 18 226529917 3xTMT6plex [N-Term; K19; K29] 2.343 1.211 100 3.075444221 24.82 0 3717.071789 4 930.0231323 -0.293008364 -0.000272283 101.3289826DCGATWVVLGHSER 20 226529917 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.996 0.874 0.979 5.55786562 59.2 0 1815.900933 2 908.4456177 -9.347541008 -0.008487104 47.77456239VAHALAEGLGVIACIGEK 20 226529917 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C14] 0.642 1.161 0.691 7.11563158 65.67 0 2266.299344 3 756.1033325 -1.72076183 -0.00129992 99.99246599VVLAYEPVWAIGTGK 22 226529917 2xTMT6plex [N-Term; K15] 0.787 0.847 0.847 3.050664902 41.69 0 2061.214869 2 1031.110229 -0.81837447 -0.000843423 86.94345035VPADTEVVCAPPTAYIDFAR 32 226529917 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.753 0.838 0.787 5.620622635 62.82 0 2421.232163 3 807.7487183 -0.231788943 -0.000187072 94.35362895SNVSDAVAQSTR 6 226529917 1xTMT6plex [N-Term] 1.022 1.039 1.328 4.331014633 60.6 0 1463.765151 2 732.385376 -1.144580382 -0.000837698 29.98735259IAVAAQNCYK 9 226529917 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.035 0.93 3.84059906 49.61 0 1595.897969 2 798.4525757 -0.059090753 -4.72E-05 50.84222543QSLGELIGTLNAAK 12 226529917 2xTMT6plex [N-Term; K14] 100 2.668451309 33.46 0 1873.115883 2 937.0606079 -1.03797619 -0.000972125 81.08597443TATPQQAQEVHEK 6 226529917 2xTMT6plex [N-Term; K13] 0.893 1.036 5.17655611 38.36 0 1925.04926 3 642.3544312 -0.270228393 -0.000173401 32.32291191KQSLGELIGTLNAAK 4 226529917 3xTMT6plex [N-Term; K1; K15] 100 1.302 2.790657043 15.91 1 2230.373778 3 744.1288452 -0.805253131 -0.000598672 73.96028047VVFEQTK 10 226529917 2xTMT6plex [N-Term; K7] 0.848 0.829 0.739 2.837207317 36.23 0 1308.792759 2 654.9003296 0.476645125 0.000311915 44.45565329EAGITEK 6 226529917 2xTMT6plex [N-Term; K7] 1.028 0.981 1.056 3.063572168 41.34 0 1205.714174 2 603.3603516 -0.620010128 -0.000373777 35.79556971VIADNVK 9 226529917 2xTMT6plex [N-Term; K7] 1.014 0.954 3.28004837 36.01 0 1216.766544 2 608.8864746 -0.716169634 -0.000435706 36.69393317153266822 ALDH1A3 aldehyde dehydrogenase family 1 member A3 isoform 1 220 NP_000684.2 43.1640625 1 18 20 211 512 56.073 7.25 1.25 1.22 1.4 1.29 Significant 0.0019 AVEAAQVAFQR 18 153266822 1xTMT6plex [N-Term] 1.079 1.161 1.353 4.24002409 57.43 0 1418.795329 2 709.9016724 0.521108681 0.000369673 45.15016418LECGGSAMEDK 8 153266822 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.715 1.465 1.795 4.6339674 77.18 0 1654.818064 2 827.9129028 0.281229745 0.000232692 48.39542539EQICEVEEGDKPDVDK 9 153266822 3xTMT6plex [N-Term; K11; K16]; 1xCarbamidomethyl [C4] 1.204 1.257 4.885926723 36.78 0 2577.332109 3 859.7825928 0.432967218 0.000371967 53.10351749LAPALCCGNTMVLKPAEQTPLTALYLGSLIK 4 153266822 3xTMT6plex [N-Term; K14; K31]; 2xCarbamidomethyl [C6; C7] 0.683 100 3.783215523 29.27 0 4031.271434 4 1008.571838 -1.466052205 -0.001477514 106.7813513IFINNEWHESK 8 153266822 2xTMT6plex [N-Term; K11] 1.466 1.269 1.357 4.039561272 38.32 0 1875.016504 3 625.6767578 -0.417938988 -0.000261214 60.39833534EEIFGPVQPILK 10 153266822 2xTMT6plex [N-Term; K12] 2.886 2.014 2.073 3.393475533 48.64 0 1828.098443 2 914.5512695 -1.739576724 -0.001590059 75.01365101ELGEYALAEYTEVK 8 153266822 2xTMT6plex [N-Term; K14] 100 2.234 3.448260546 29.36 0 2073.115609 2 1037.060669 -0.746364249 -0.00077365 77.8120103GLFIKPTVFSEVTDNMR 14 153266822 2xTMT6plex [N-Term; K5] 0.943 100 1.803 4.111605167 21.17 0 2412.336123 3 804.784668 1.379375046 0.001109172 86.8095632LLHQLADLVER 22 153266822 1xTMT6plex [N-Term] 1.062 1.001 1.076 3.236455202 34.25 0 1535.910693 3 512.6414185 -0.64501726 -0.00033023 91.13558955TIPTDDNVVCFTR 10 153266822 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.364 1.457 1.517 4.34239006 60.49 0 1766.894451 2 883.9508057 -0.065573739 -5.79E-05 65.43858567ILELIESGK 10 153266822 2xTMT6plex [N-Term; K9] 1.813 1.683 2.475 3.973679781 56.37 0 1459.913602 2 730.4593506 -1.491518486 -0.001088744 95.16190303FATCNPSTR 4 153266822 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.68 1.708 2.686816692 38.99 0 1282.641137 2 641.8237305 -0.742508932 -0.000476186 35.01538205YFAGWADK 6 153266822 2xTMT6plex [N-Term; K8] 1.244 1.206 1.313 4.005849361 47.61 0 1415.772358 2 708.3850098 -6.791154452 -0.004807364 62.09491434KFATCNPSTR 2 153266822 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 1.19 3.570556641 23.25 1 1639.899032 3 547.3050537 0.961176745 0.000525411 31.20357807LECGGSAMEDK 12 153266822 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3]; 1xOxidation [M8] 1.235 1.393 1.275 2.75581336 39.55 0 1670.812979 2 827.9129028 0.281229745 0.000232692 48.39542539IAKEEIFGPVQPILK 9 153266822 3xTMT6plex [N-Term; K3; K15] 2.218 1.345 1.926 3.09239459 21.6 1 2369.477515 3 790.4968262 -0.671006314 -0.000529978 70.99694358VTLELGGK 12 153266822 2xTMT6plex [N-Term; K8] 1.356 1.403 1.57 3.598306894 43.22 0 1274.808409 2 637.9078979 0.086670622 5.52E-05 53.78768884ANSTDYGLTAAVFTK 4 153266822 2xTMT6plex [N-Term; K15] 100 100 2.897013187 19.43 0 2017.100627 2 1009.051636 -2.296556534 -0.002316193 69.35591415GLFIKPTVFSEVTDNMR 15 153266822 2xTMT6plex [N-Term; K5]; 1xOxidation [M16] 1.128 0.307 0.701 2.556332111 12.46 0 2428.331038 3 804.784668 1.379375046 0.001109172 86.8095632VFVEEQVYSEFVR 8 153266822 1xTMT6plex [N-Term] 100 2.096195698 17.34 0 1859.974081 2 930.4889526 -1.85600251 -0.001726058 97.39935158SIEEVIK 14 153266822 2xTMT6plex [N-Term; K7] 1.209 1.233 1.446 3.06017518 38.37 0 1275.792424 2 638.3998413 -0.01439326 -9.18E-06 48.70245313SIEEVIKR 4 153266822 2xTMT6plex [N-Term; K7] 0.661 0.179 2.736366987 18.23 1 1431.893535 3 477.9699707 1.273516033 0.000607846 46.193793324503841 XRCC6 X-ray repair cross-complementing protein 6 isoform 1 2547 NP_001460.1 51.39573071 1 24 24 140 609 69.799 6.64 1.37 1.1 1.44 1.3 Significant 0.0063 SDSFENPVLQQHFR 4 4503841 1xTMT6plex [N-Term] 1.528 1.167 5.325106144 57.88 0 1932.97654 3 644.9976807 1.007980256 0.000649467 55.75266865DIISIAEDEDLR 12 4503841 1xTMT6plex [N-Term] 1.438 0.974 4.472200871 64.92 0 1617.853297 2 809.4302979 0.013680551 1.11E-05 72.8211963NLEALALDLMEPEQAVDLTLPK 4 4503841 2xTMT6plex [N-Term; K22] 1.262 100 3.237418175 30.27 0 2881.599667 3 961.2030029 -1.808638097 -0.001737257 108.4869519



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms DTGIFLDLMHLK 6 4503841 2xTMT6plex [N-Term; K12] 1.2 1.683 100 2.742251158 34.47 0 1861.065762 3 621.0265503 -0.357107797 -0.000221534 108.6181748IMLFTNEDNPHGNDSAK 4 4503841 2xTMT6plex [N-Term; K17] 1.41 100 2.811863899 31.16 0 2361.190915 3 787.7348633 -0.37220042 -0.000292945 53.17544313DLLAVVFYGTEK 4 4503841 2xTMT6plex [N-Term; K12] 1.683 1.897 3.734088421 41.22 0 1813.051158 2 907.0286865 -0.585522984 -0.000530792 104.7405463KPGGFDISLFYR 9 4503841 2xTMT6plex [N-Term; K1] 1.462 1.49 1.866 2.834405422 10.67 0 1858.062726 3 620.0250854 -1.088597449 -0.000674227 73.03008648VEYSEEELK 8 4503841 2xTMT6plex [N-Term; K9] 1.299 1.403 1.271 4.194195747 56.87 0 1583.856875 2 792.4274292 -5.86741246 -0.004646571 45.10037214IMATPEQVGK 7 4503841 2xTMT6plex [N-Term; K10] 1.139 1.595 1.419 4.180187702 54.49 0 1531.891821 2 766.4495239 -0.032318495 -2.48E-05 48.56961593NIYVLQELDNPGAK 6 4503841 2xTMT6plex [N-Term; K14] 1.196 100 100 2.762798786 23.49 0 2032.147912 2 1016.575806 -1.760251729 -0.001788546 77.25992518FDDPGLMLMGFKPLVLLK 6 4503841 3xTMT6plex [N-Term; K12; K18] 1.02 1.282 100 2.621001244 22.54 0 2721.605435 3 907.87323 -0.109431217 -9.93E-05 106.1872766DSLIFLVDASK 12 4503841 2xTMT6plex [N-Term; K11] 100 2.488 2.536177158 41.16 0 1665.982744 2 833.4937134 -1.557040249 -0.001297001 81.83450611IQVTPPGFQLVFLPFADDKR 8 4503841 2xTMT6plex [N-Term; K19] 0.99 1.108 2.547 3.106627464 13.06 1 2746.569628 3 916.1921997 -2.760734273 -0.002527516 98.53067152NIPPYFVALVPQEEELDDQK 2 4503841 2xTMT6plex [N-Term; K20] 1.242 3.242182255 24.83 0 2802.496582 3 934.8377686 0.774278933 0.000723305 97.94963847VHFEESSK 4 4503841 2xTMT6plex [N-Term; K8] 1.522 0.719 3.13398385 32.84 0 1420.783651 3 474.2663269 0.546834059 0.000258978 35.72090091ELVYPPDYNPEGK 8 4503841 2xTMT6plex [N-Term; K13] 1.184 1.783 1.491 2.513352156 20.28 0 1979.052614 2 990.0291138 -0.84057944 -0.000831775 71.47248927QELLEALTK 2 4503841 2xTMT6plex [N-Term; K9] 100 2.578855515 31.04 0 1502.919416 2 751.961731 -2.149400629 -0.001615188 74.6182631AMFESQSEDELTPFDMSIQCIQSVYISK 9 4503841 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C20] 100 2.264653444 8.8 0 3741.810207 3 1247.940063 -1.221184416 -0.001523147 116.5908196LGSLVDEFK 4 4503841 2xTMT6plex [N-Term; K9] 100 100 2.412231445 27.98 0 1465.866652 2 733.4354858 -2.01710047 -0.0014784 76.66213202IISSDRDLLAVVFYGTEK 2 4503841 2xTMT6plex [N-Term; K18] 1.870256066 5.88 1 2484.411396 3 828.8095703 1.111413152 0.000920402 100.5502664ILELDQFK 8 4503841 2xTMT6plex [N-Term; K8] 1.37 1.397 100 2.696834326 20.55 0 1463.887387 2 732.4459229 -1.925173275 -0.001409118 73.94229071QIILEKEETEELKR 2 4503841 3xTMT6plex [N-Term; K6; K13] 1.299 4.127470016 4.25 2 2445.453151 4 612.1174927 -2.048690597 -0.001252494 53.19417479IMATPEQVGK 4 4503841 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.519 1.679 2.86817646 47.98 0 1547.886736 2 766.4495239 -0.032318495 -2.48E-05 48.56961593ALKPPPIK 3 4503841 3xTMT6plex [N-Term; K3; K8] 1.058 2.859332561 20.59 0 1551.060096 3 517.6921997 1.256953937 0.00064987 45.59258036FTVPMLK 2 4503841 2xTMT6plex [N-Term; K7] 1.993 2.306458712 30.63 0 1293.800487 2 647.4031372 -1.150815719 -0.000744463 70.6681052655770844 CTNNA1 catenin alpha-1 isoform 1 1495 NP_001894.2 35.54083885 1 27 27 96 906 100.009 6.29 0.9 1.03 1.14 1.02 Significant 0.0046 AAAGEFADDPCSSVK 4 55770844 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 0.997 1.037 4.248071194 60.19 0 1982.989363 2 991.9981689 -0.15193696 -0.000150645 43.94259693EELVAAVEDVR 2 55770844 1xTMT6plex [N-Term] 1.667 4.280869007 73.51 0 1458.800139 2 729.9041748 0.640052979 0.000466855 74.3279435AHVLAASVEQATENFLEK 4 55770844 2xTMT6plex [N-Term; K18] 0.9 2.981950045 30.5 0 2415.328395 3 805.7815552 0.710929142 0.000572376 92.68551084SDALNSAIDK 2 55770844 2xTMT6plex [N-Term; K10] 1.123 4.623106003 53.6 0 1491.841894 2 746.4249878 0.53984671 0.000402683 53.88282736TIADHCPDSACK 2 55770844 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C6; C11] 0.893 3.455406189 34.22 0 1832.903525 3 611.6390381 -0.525866296 -0.000321287 32.37745242VIHVVTSEMDNYEPGVYTEK 6 55770844 2xTMT6plex [N-Term; K20] 0.692 2.970312834 19.48 0 2768.421703 3 923.4776001 -1.248356429 -0.001151992 77.27360551NVPILYTASQACLQHPDVAAYK 3 55770844 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C12] 100 1.691159725 12.25 0 2917.56462 3 973.1922607 -0.819383201 -0.000796868 64.51796633IALYCHQLNICSK 5 55770844 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C5; C11] 100 100 2.158142805 16.17 0 2078.129108 3 693.3808594 -0.521240473 -0.000361068 54.43848164LAQENMDLFK 6 55770844 2xTMT6plex [N-Term; K10] 1.028 0.753 100 3.859780312 38.65 0 1666.923849 2 833.9650879 -0.569869314 -0.000474964 71.01029867IAEQVASFQEEK 6 55770844 2xTMT6plex [N-Term; K12] 1.692 2.199 100 2.784959078 29.77 0 1837.01075 2 919.0087891 -0.243975165 -0.000224092 48.14586704LLILADMADVYK 4 55770844 2xTMT6plex [N-Term; K12] 1.571 100 2.232734919 24.93 0 1823.075264 2 912.039978 -1.417854415 -0.001292428 104.3074161LLSNTVMPR 2 55770844 1xTMT6plex [N-Term] 0.865 3.190629959 21.59 0 1259.734309 2 630.3711548 0.575073893 0.00036222 55.85336727IVAECNAVR 2 55770844 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.902 3.171100855 37.42 0 1260.693172 2 630.850769 0.863965921 0.000544598 36.52835573SKLDAEVSK 6 55770844 3xTMT6plex [N-Term; K2; K9] 0.898 0.761 3.253600121 26.98 1 1664.019747 3 555.3450928 0.587517254 0.00032588 38.83932814ESQFLKEELVAAVEDVR 3 55770844 2xTMT6plex [N-Term; K6] 2.337126017 13.1 1 2420.343711 3 807.4535522 0.988557233 0.000797549 97.92508823ASYVASTK 4 55770844 2xTMT6plex [N-Term; K8] 0.861 3.287299633 44.59 0 1284.756373 2 642.8826294 1.252345656 0.00080448 35.50942765ALKPEVDKLNIMAAK 3 55770844 4xTMT6plex [N-Term; K3; K8; K15] 0.01 100 2.001090527 0.46 1 2557.592117 4 640.1530151 -0.737468306 -0.000471536 61.25285181NLMNAVVQTVK 2 55770844 2xTMT6plex [N-Term; K11] 1.890111208 6.78 0 1674.997683 2 838.0019531 -0.628717288 -0.00052655 76.83099741EKQDETQTK 4 55770844 3xTMT6plex [N-Term; K2; K9] 0.811 0.899 2.813276052 17.34 1 1794.021204 3 598.6775513 -1.729818689 -0.001034444 27.38870443QIIVDPLSFSEER 6 55770844 1xTMT6plex [N-Term] 100 0.788 1.992798686 17.44 0 1761.958431 2 881.480957 -2.15287003 -0.001896634 72.7662695FTEQVEAAVEALSSDPAQPMDENEFIDASR 2 55770844 1xTMT6plex [N-Term] 1.106369615 0.03 0 3525.652888 3 1175.886963 -1.85858856 -0.002184246 107.2455361ALLSAVTR 2 55770844 1xTMT6plex [N-Term] 1.416 2.81449914 37.5 0 1059.67236 2 530.3397217 -0.182613638 -9.68E-05 59.72545172LNIMAAK 4 55770844 2xTMT6plex [N-Term; K7] 1.109 1.2 2.778009892 36.73 0 1218.764436 2 609.8855591 -0.487400124 -0.000297013 66.94649732AVMDHVSDSFLETNVPLLVLIEAAK 2 55770844 2xTMT6plex [N-Term; K25] 1.370230794 0 3169.758293 3 1057.254761 -2.70182539 -0.002854711 107.6380063CVIALQEK 2 55770844 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 0.955 2.712459087 2.47 0 1418.844143 2 709.9251099 -0.845430024 -0.000599767 47.88079081LDAEVSK 2 55770844 2xTMT6plex [N-Term; K7] 1.479 2.646292448 35.98 0 1219.729824 2 610.3673096 -2.034548411 -0.0012408 41.01168259LVYDGIR 6 55770844 1xTMT6plex [N-Term] 0.832 0.836 1.018 2.376921654 28.19 0 1064.630161 2 532.8185425 -0.331344231 -0.00017638 58.8013514438202257 GANAB neutral alpha-glucosidase AB isoform 2 precursor 23193 NP_938148.1 37.81779661 1 27 27 127 944 106.807 6.14 1.01 0.99 0.94 0.98 Significant 0.00045 AEKDEPGAWEETFK 8 38202257 3xTMT6plex [N-Term; K3; K14] 0.719 0.798 1.384 4.771863937 47.55 1 2324.237738 3 775.4155884 -2.377770221 -0.001842168 64.74072124DPAEGDGAQPEETPR 4 38202257 1xTMT6plex [N-Term] 1.563 1.883 3.578310966 37.34 0 1797.845251 2 899.4263306 0.074068006 6.66E-05 31.29459474VSQGSKDPAEGDGAQPEETPR 4 38202257 2xTMT6plex [N-Term; K6] 1.14 1.247 4.690413952 28.64 1 2613.315658 3 871.7762451 -0.564764702 -0.000491969 38.12865631LYNLDVFQYELYNPMALYGSVPVLLAHNPHR 2 38202257 1xTMT6plex [N-Term]; 1xOxidation [M15] 100 3.393750668 10.04 0 3892.009367 4 973.7583618 0.578232325 0.000562621 106.5429625KLVAIVDPHIK 2 38202257 3xTMT6plex [N-Term; K1; K11] 0.937 4.924341679 21.26 1 1920.261315 3 640.7588501 0.355145919 0.000227324 58.13469245DENSVELTMAEGPYK 4 38202257 2xTMT6plex [N-Term; K15] 3.355568647 23.16 0 2141.083656 2 1071.0448 -0.62280641 -0.00066674 57.52905283LSFQHDPETSVLVLR 5 38202257 1xTMT6plex [N-Term] 1.423 0.01 0.01 3.535628796 25.43 0 1970.090842 3 657.368103 -0.551222282 -0.000361986 76.79848256DEADVLEVDQGFDDHNLPCDVIWLDIEHADGK 2 38202257 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C19] 100 1.948976874 15.71 0 4137.975174 4 1035.246216 -2.934067566 -0.003035275 98.13752263FGAVWTGDNTAEWDHLK 2 38202257 2xTMT6plex [N-Term; K17] 100 1.996650696 19.8 0 2405.229016 3 802.4139404 -0.726538274 -0.000582497 90.52579088MMDYLQGSGETPQTDVR 4 38202257 1xTMT6plex [N-Term] 1.222 100 3.126886845 28.12 0 2157.01537 2 1079.009766 -1.444213168 -0.001557595 70.52048522TCEESSFCK 8 38202257 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C2; C8] 1.159 1.426 1.382 3.545389652 51.91 0 1605.7653 2 803.3847046 -1.972642149 -0.0015838 37.70915895GLLEFEHQR 14 38202257 1xTMT6plex [N-Term] 0.878 0.884 0.901 3.842657328 35.05 0 1357.742565 3 453.2522888 -0.185414325 -8.39E-05 44.40814208LVAIVDPHIK 6 38202257 2xTMT6plex [N-Term; K10] 1.065 1.634 1.719 2.315209389 27.49 0 1563.00342 3 521.6726074 -0.096669254 -5.04E-05 46.63007004AHAHLDTGR 4 38202257 1xTMT6plex [N-Term] 0.854 1.06 2.972501278 33.85 0 1206.654084 3 402.8890991 -1.110713282 -0.000446749 15.44246593FSFSGNTLVSSSADPEGHFETPIWIER 3 38202257 1xTMT6plex [N-Term] 2.181025743 5.89 0 3239.584673 3 1080.531616 -1.35126494 -0.001459179 91.24267477SIRPGLSPYR 2 38202257 1xTMT6plex [N-Term] 0.998 3.992541313 28.31 0 1374.8055 3 458.9400635 0.100101205 4.59E-05 39.44223717DVHNIYGLYVHMATADGLR 4 38202257 1xTMT6plex [N-Term] 1.651126385 14.72 0 2374.217515 3 792.0765381 -1.03380679 -0.000818161 69.14449392EPWLLPSQHNDIIR 4 38202257 1xTMT6plex [N-Term] 1.056 2.498657465 18.61 0 1947.064961 3 649.6937866 0.947669091 0.000615058 66.30474412DGDKPEETQGK 2 38202257 3xTMT6plex [N-Term; K4; K11] 1.381 2.295668364 8.26 0 1891.037582 3 631.0175171 0.219900194 0.000138613 32.27019495VTEGGEPYR 2 38202257 1xTMT6plex [N-Term] 1.42 2.539736986 21.19 0 1236.642182 2 618.8238525 -1.418164365 -0.000876881 34.24543585NLGLYVK 10 38202257 2xTMT6plex [N-Term; K7] 100 100 0.742 2.822010994 26.73 0 1264.80293 2 632.9049072 -0.309690044 -0.000195848 52.75854522VVIIGAGKPAAVVLQTK 2 38202257 3xTMT6plex [N-Term; K8; K17] 1.109492064 1.1 0 2351.535699 3 784.517395 0.822028173 0.000644343 78.0594409LDLLEDR 5 38202257 1xTMT6plex [N-Term] 1.475 1.151 1.076 2.832198143 29.72 0 1102.630555 2 551.8198242 1.647748189 0.000908429 63.99268764AFFAGSQR 4 38202257 1xTMT6plex [N-Term] 0.827 1.013 2.326170683 19.2 0 1112.605009 2 556.8064575 0.565734522 0.00031472 42.17561708YFTWDPSR 10 38202257 1xTMT6plex [N-Term] 1.28 100 2.758146048 26.85 0 1300.652353 2 650.8300781 0.404881442 0.000263305 70.21380586VPDVLVADPPIAR 6 38202257 1xTMT6plex [N-Term] 0.673 100 1.920802355 11.19 0 1590.941659 2 795.9734497 -1.279598109 -0.001017883 61.58269683IDELEPR 4 38202257 1xTMT6plex [N-Term] 1.486 1.558 2.672881842 37.36 0 1100.614905 2 550.8108521 -0.43377428 -0.000238709 51.7681543714141152 HNRNPM heterogeneous nuclear ribonucleoprotein M isoform a 4670 NP_005959.2 38.21917808 1 20 20 119 730 77.464 8.7 1.23 1.25 1.12 1.2 Significant 0.0011 GDFFPPERPQQLPHGLGGIGMGLGPGGQPIDANHLNK 4 14141152 2xTMT6plex [N-Term; K37] 1.34 6.124032497 13.4 0 4277.244235 5 856.2546387 -0.034529388 -2.95E-05 74.48984879MGAGMGFGLER 2 14141152 1xTMT6plex [N-Term] 1.116 3.356778145 50.11 0 1354.680893 2 677.8436279 -0.674314246 -0.00045674 69.13083512GIGMGNIGPAGMGMEGIGFGINK 9 14141152 2xTMT6plex [N-Term; K23] 0.712 1.078 100 3.861959219 52 0 2636.37629 3 879.4627075 -1.032019373 -0.00090693 86.00730488MVPAGMGAGLER 4 14141152 1xTMT6plex [N-Term] 1.151 1.101 3.997099876 57.65 0 1417.749307 2 709.378479 0.264361133 0.000187399 61.83276148GNFGGSFAGSFGGAGGHAPGVAR 18 14141152 1xTMT6plex [N-Term] 1.023 1.946 7.143595219 87.78 0 2264.115828 3 755.3753052 -1.972236845 -0.001488458 62.1485259MGPLGLDHMASSIER 6 14141152 1xTMT6plex [N-Term] 2.21 3.782664299 26.43 0 1842.940355 3 614.9862061 2.01325781 0.001236771 64.02200406DKFNECGHVLYADIK 8 14141152 3xTMT6plex [N-Term; K2; K15]; 1xCarbamidomethyl [C6] 1.052 0.986 4.284220219 23.18 1 2496.352391 3 832.7886963 -0.342765234 -0.000285221 57.79617481MGPAMGPALGAGIER 2 14141152 1xTMT6plex [N-Term] 1.466 3.161349297 33.09 0 1656.876298 2 828.9417114 -0.091538782 -7.58E-05 59.9319035GIGTVTFEQSIEAVQAISMFNGQLLFDRPMHVK 3 14141152 2xTMT6plex [N-Term; K33] 0.314 100 3.680610657 4.06 0 4122.192048 4 1031.302368 -1.068565874 -0.001101208 110.0653259AFITNIPFDVK 6 14141152 2xTMT6plex [N-Term; K11] 1.177 1.227 1.173 3.143502474 26.07 0 1723.019464 2 862.0119629 -1.633683663 -0.001407434 81.96556863FEPYANPTK 4 14141152 2xTMT6plex [N-Term; K9] 1.384 1.335 4.128147602 42.39 0 1524.846251 2 762.9221191 -6.091833026 -0.004644554 45.73830334GCAVVEFK 16 14141152 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.143 1.294 1.372 3.729801416 49.82 0 1367.775729 2 684.3915405 0.055319513 3.78E-05 58.33341544ADILEDKDGK 9 14141152 3xTMT6plex [N-Term; K7; K10] 1.291 1.386 1.034 2.766956568 26.25 1 1791.04669 2 896.0281372 1.288304808 0.001153707 48.44795957MGANSLER 4 14141152 1xTMT6plex [N-Term] 1.121 0.943 2.309100866 28.83 0 1106.582559 2 553.7944946 -0.764789017 -0.000423151 38.05462226MVPAGMGAGLER 2 14141152 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.267 2.635988235 45.3 0 1433.744222 2 709.378479 0.264361133 0.000187399 61.83276148ADILEDK 8 14141152 2xTMT6plex [N-Term; K7] 1.588 1.569 0.93 2.824042797 32.71 0 1261.740389 2 631.3745117 1.07632086 0.000679019 62.03198637VGSEIER 4 14141152 1xTMT6plex [N-Term] 1.717 2.371 2.447604656 36.98 0 1018.57304 2 509.7897949 -0.713641753 -0.000363448 32.79422983EVFSMAGVVVR 2 14141152 1xTMT6plex [N-Term] 1.694654346 17.54 0 1422.797637 2 711.9020386 -0.58789215 -0.000418226 68.65418237NLPFDFTWK 4 14141152 2xTMT6plex [N-Term; K9] 100 100 1.600377917 12.47 0 1625.909185 2 813.4558716 -2.902275219 -0.002359418 88.4721723ACQIFVR 2 14141152 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.582 2.495429993 23.75 0 1122.629116 2 561.8182983 0.182152489 0.000102245 43.67158172RGEIIAK 2 14141152 2xTMT6plex [N-Term; K7] 1.27 2.79196167 12.94 1 1244.809078 3 415.6072388 -1.537963886 -0.000638157 36.20533776109389365 G6PD glucose-6-phosphate 1-dehydrogenase isoform a 2539 NP_000393.4 46.23853211 1 21 21 135 545 62.429 8.05 1.93 2.22 1.88 2.01 Significant 0.0028 NIHESCMSQIGWNR 8 109389365 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 2.122 2.266 100 5.528884411 49.17 0 1960.931915 3 654.3158569 0.562029091 0.000367367 43.61826568NIHESCMSQIGWNR 8 109389365 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6]; 1xOxidation [M7] 1.919 2.088 4.313572407 47.8 0 1976.92683 3 654.3158569 0.562029091 0.000367367 43.61826568NSYVAGQYDDAASYQR 10 109389365 1xTMT6plex [N-Term] 2.156 1.598 3.322309971 27.42 0 2036.951113 2 1018.979126 -0.067751687 -6.90E-05 49.04074002LQFHDVAGDIFHQQCK 10 109389365 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 1.547 1.846 3.618 4.676468849 29.93 0 2401.248705 3 801.0875244 -0.285463064 -0.000228489 58.12368529LNSHMNALHLGSQANR 4 109389365 1xTMT6plex [N-Term] 2.118 2.899 6.280424118 39.27 0 1992.039492 4 498.7652283 -0.205068255 -0.000102126 40.45967424EMVQNLMVLR 18 109389365 1xTMT6plex [N-Term] 1.941 100 3.484179258 63.06 0 1461.811907 2 731.4095459 -0.062698302 -4.58E-05 88.82990873GGYFDEFGIIR 10 109389365 1xTMT6plex [N-Term] 0.922 100 3.154834986 56.2 0 1502.784095 2 751.8946533 -1.37434205 -0.00103267 73.89948291DVMQNHLLQMLCLVAMEKPASTNSDDVR 4 109389365 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C12] 100 2.742806673 9.88 0 3673.857448 4 919.217041 -3.025228294 -0.002778564 92.82184811GPTEADELMK 6 109389365 2xTMT6plex [N-Term; K10] 1.158 1.124 100 3.678104162 48.17 0 1548.834365 2 774.9214478 0.809316891 0.000626749 46.09762963LILDVFCGSQMHFVR 7 109389365 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.672 100 100 2.300897121 21.58 0 2051.076789 3 689.696106 0.996980942 0.000686944 91.68321045LILDVFCGSQMHFVR 2 109389365 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7]; 1xOxidation [M11] 1.562 2.979268789 46.85 0 2067.071704 3 689.696106 0.996980942 0.000686944 91.68321045KPGMFFNPEESELDLTYGNR 7 109389365 2xTMT6plex [N-Term; K1] 100 100 1.918277502 4.12 0 2802.417286 3 940.1421509 -0.10714305 -0.000100658 74.42096032DNIACVILTFK 5 109389365 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.964254498 19.08 0 1752.012999 2 876.5093384 -0.912431694 -0.000799296 92.80616994VGFQYEGTYK 4 109389365 2xTMT6plex [N-Term; K10] 100 100 2.691417217 19.52 0 1649.893929 2 825.447876 -3.305574242 -0.002726923 52.72896332IIVEKPFGR 4 109389365 2xTMT6plex [N-Term; K5] 2.223 1.764 3.160228729 10.38 0 1516.961555 3 506.3249207 -0.887706814 -0.000448872 55.10359911KQSEPFFK 2 109389365 3xTMT6plex [N-Term; K1; K8] 1.791 3.75718832 24.08 1 1698.019354 3 566.6780396 0.124752609 7.06E-05 51.58837515KPGMFFNPEESELDLTYGNR 2 109389365 2xTMT6plex [N-Term; K1]; 1xOxidation [M4] 100 2.111112595 6.98 0 2818.412201 3 940.1421509 -0.10714305 -0.000100658 74.42096032EPFGTEGR 2 109389365 1xTMT6plex [N-Term] 1.827 3.016294718 30.65 0 1121.578854 2 561.293335 0.481064593 0.000269776 35.24658885DGLLPENTFIVGYAR 4 109389365 1xTMT6plex [N-Term] 100 1.330797195 1.53 0 1894.027179 2 947.515686 -1.628012376 -0.00154175 80.07415003LSNHISSLFR 6 109389365 1xTMT6plex [N-Term] 100 100 1.72 2.17204833 15.36 0 1402.800414 3 468.2714539 -0.431877356 -0.000201946 51.77837405LEDFFAR 2 109389365 1xTMT6plex [N-Term] 2.732 2.317293882 23.59 0 1126.609426 2 563.8084106 0.105652465 5.95E-05 83.43701225WDGVPFILR 2 109389365 1xTMT6plex [N-Term] 100 1.907530546 16.2 0 1331.767323 2 666.3868408 -0.689451797 -0.000459095 97.71980994LTVADIR 6 109389365 1xTMT6plex [N-Term] 1.982 1.983 2.804454088 45.32 0 1016.630161 2 508.8184509 -0.527098793 -0.000267932 58.52596511LKLEDFFAR 2 109389365 2xTMT6plex [N-Term; K2] 1.561 2.031149864 12.12 1 1596.951385 3 532.9877319 -1.717008574 -0.000913993 75.619106964557305 ALDOA fructose-bisphosphate aldolase A isoform 1 226 NP_000025.1 68.95604396 1 17 21 162 364 39.395 8.09 0.83 0.832 0.831 0.83 Non-Significant 1 TVPPAVTGITFLSGGQSEEEASINLNAINK 4 4557305 2xTMT6plex [N-Term; K30] 0.01 0.603 3.812372684 25.29 0 3515.899748 4 879.7284546 -2.207079604 -0.001939968 117.757393ALANSLACQGK 6 4557305 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 0.679 0.635 0.821 4.792935371 77.89 0 1590.903783 2 795.9555664 0.046208011 3.68E-05 49.23326401ALSDHHIYLEGTLLKPNMVTPGHACTQK 2 4557305 3xTMT6plex [N-Term; K15; K28]; 1xCarbamidomethyl [C25] 0.514 3.845576763 11.54 0 3819.065281 5 764.6195068 0.824062815 0.00062943 61.90065514LQSIGTENTEENR 8 4557305 1xTMT6plex [N-Term] 0.855 0.884 4.29502058 48.71 0 1719.871072 2 860.4379883 -1.379328682 -0.001186134 42.5585721GILAADESTGSIAK 14 4557305 2xTMT6plex [N-Term; K14] 0.702 0.713 0.562 5.593325138 89.77 0 1791.0264 2 896.0164795 -0.400544417 -0.000358693 59.94112383FSHEEIAMATVTALR 6 4557305 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.12 0.643 4.346595287 32.86 0 1921.005064 2 953.0090942 0.400615484 0.000381588 67.58931575FSHEEIAMATVTALR 20 4557305 1xTMT6plex [N-Term] 0.758 0.853 0.848 6.291340828 46.18 0 1905.010149 2 953.0090942 0.400615484 0.000381588 67.58931575IGEHTPSALAIMENANVLAR 6 4557305 1xTMT6plex [N-Term] 1.529 2.323 1.144 4.153810501 21.59 0 2336.25938 3 779.4280396 4.359589706 0.003395044 78.46607242LQSIGTENTEENRR 5 4557305 1xTMT6plex [N-Term] 0.331 1.135 3.739622116 27.23 1 1875.972183 3 625.9956665 0.140242868 8.77E-05 36.69668555QLLLTADDR 14 4557305 1xTMT6plex [N-Term] 0.774 0.804 4.037846565 69.24 0 1273.731332 2 637.3696289 0.510031028 0.000324821 54.56934034YTPSGQAGAAASESLFVSNHAY 4 4557305 1xTMT6plex [N-Term] 0.624 3.619152308 28.63 0 2457.188383 2 1229.096802 -0.836893251 -0.001028202 66.55135386VQEIQVVK 2 94557305 2xTMT6plex [N-Term; K8] 1.04 3.326373816 42.9 0 1400.887722 2 700.9463501 -1.64047029 -0.001149057 46.22489505ALQASALK 12 4557305 2xTMT6plex [N-Term; K8] 0.847 0.804 0.845 3.448075533 52.25 0 1259.808743 2 630.407959 -0.080814846 -5.09E-05 48.67353601ADDGRPFPQVIK 6 4557305 2xTMT6plex [N-Term; K12] 1.073 0.969 3.078594446 10.71 0 1801.037239 3 601.0177002 0.726273677 0.000436015 55.12901731PYQYPALTPEQK 1 4557305 2xTMT6plex [N-Term; K12] 1.124 27.88 0 1893.052221 2 947.0297852 0.038605644 3.65E-05 59.79515703AAQEEYVK 6 4557305 2xTMT6plex [N-Term; K8] 0.582 0.625 0.557 3.731850386 44.33 0 1395.788402 2 698.3968506 -1.416409624 -0.000988504 34.02038283VNPCIGGVILFHETLYQK 2 4557305 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C4] 0.418 2.933045864 23.98 0 2546.420522 3 849.4788818 0.616751161 0.000523503 94.16407691VLAAVYK 21 4557305 2xTMT6plex [N-Term; K7] 0.938 0.979 0.772 3.51181078 34.75 0 1221.797116 2 611.4023438 0.241431246 0.00014749 49.68648777KDGADFAK 6 4557305 3xTMT6plex [N-Term; K1; K8] 0.882 2.988016844 22.67 1 1538.914554 2 769.961853 1.21855673 0.000937627 37.59183431AAQEEYVKR 4 4557305 2xTMT6plex [N-Term; K8] 0.161 0.188 3.16666913 18.93 1 1551.889513 3 517.9675293 -0.952309661 -0.000492626 31.92093002CQYVTEK 4 4557305 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 0.923 1.003 3.47413826 36.42 0 1385.749908 2 693.3788452 0.365072864 0.00025295 33.73137574GGVVGIK 7 4557305 2xTMT6plex [N-Term; K7] 0.894 0.967 2.596080065 39.91 0 1087.723951 2 544.3649902 -1.146569632 -0.000623576 44.00198306LDDSLLYLR 2 94557305 1xTMT6plex [N-Term] 1.540431023 21.35 0 1336.767383 2 668.8876953 0.547069752 0.000365653 98.54194421DGADFAK 4 4557305 2xTMT6plex [N-Term; K7] 1.173 1.189 2.90922761 30.44 0 1181.656659 2 591.3322754 0.520406029 0.000307471 44.98278501DALPEYSTFDVNMKPVVQEPNQK 1 94557305 3xTMT6plex [N-Term; K14; K23] 1.014983773 0 3336.775289 3 1112.930298 0.315015126 0.000350378 65.053069FLSPEFIPR 2 94557305 1xTMT6plex [N-Term] 0.01 2.692970514 23.67 0 1334.766989 2 667.8878174 1.025876154 0.000684653 77.5210666115991831 HK1 hexokinase-1 isoform HKI-ta/tb 3098 NP_277033.1 29.31596091 1 21 24 147 921 102.672 6.76 0.72 0.73 0.71 0.72 Significant 0.000064 ASGVEGADVVK 8 15991831 2xTMT6plex [N-Term; K11] 0.732 0.704 0.778 4.419379711 69.23 0 1489.862629 2 745.4351807 0.305832307 0.000227824 41.83150236GAAMVTAVAYR 12 15991831 1xTMT6plex [N-Term] 0.518 0.647 0.715 4.195102692 57.33 0 1338.740122 2 669.8765259 4.222625227 0.002826499 34.80266121TTVGVDGSLYK 4 15991831 2xTMT6plex [N-Term; K11] 0.751 0.698 4.351520538 63.11 0 1597.920144 2 799.4637451 0.043628197 3.49E-05 58.25025367GAALITAVGVR 12 15991831 1xTMT6plex [N-Term] 0.957 0.593 1.064 4.157474995 58.51 0 1256.788787 2 628.8984375 0.645677307 0.00040574 60.16330628AAQLCGAGMAAVVDK 6 15991831 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 1.024 100 100 3.515939236 51.44 0 1920.044709 2 960.5258179 -0.18246857 -0.000175174 63.1494049ATDCVGHDVVTLLR 10 15991831 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.805 1.085 0.696 5.152123451 39.26 0 1784.952634 3 595.6551514 -0.971061307 -0.000577766 61.5715757HIDLVEGDEGR 4 15991831 1xTMT6plex [N-Term] 0.847 0.791 3.986247063 50.03 0 1468.759337 2 734.8826294 -0.922500306 -0.000677465 42.90303969FLLSESGSGK 4 15991831 2xTMT6plex [N-Term; K10] 0.683 0.651 3.778872967 50.35 0 1482.856815 2 741.9317017 -0.464461356 -0.000344365 65.75823439GDFIALDLGGSSFR 10 15991831 1xTMT6plex [N-Term] 0.48 0.727 2.601686716 29.93 0 1683.890351 2 842.4481812 -0.751548527 -0.000632763 82.6808917KLPVGFTFSFPCQQSK 4 15991831 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C12] 0.362 0.149 4.176822662 25.19 1 2558.440812 3 853.4837646 -1.591471129 -0.001357228 77.7828457MVSGMYLGELVR 4 15991831 1xTMT6plex [N-Term] 0.47 100 3.014086962 36.42 0 1583.848686 2 792.4273682 -0.774380713 -0.000613251 81.75507933AILQQLGLNSTCDDSILVK 3 15991831 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C12] 1.944704652 3.21 0 2546.426395 2 1273.717163 0.257098291 0.000327341 93.51011469DFNPTATVK 4 15991831 2xTMT6plex [N-Term; K9] 0.68 0.742 3.426305532 41.37 0 1450.830601 2 725.9185181 -0.579803863 -0.000420599 54.69832405MISGMYLGEIVR 5 15991831 1xTMT6plex [N-Term] 1.596067429 11.32 0 1597.864336 2 799.4351196 -0.859667593 -0.000686816 101.3698113IDEAILITWTK 6 15991831 2xTMT6plex [N-Term; K11] 2.059892893 23.19 0 1761.056243 2 881.0314941 -0.301948761 -0.000265874 102.5432939AEMELGLR 10 15991831 1xTMT6plex [N-Term] 0.55 0.635 0.607 3.266788244 36.86 0 1147.63426 2 574.3153687 -9.410197732 -0.005399733 47.56114506GQISETLK 6 15991831 2xTMT6plex [N-Term; K8] 0.868 0.898 0.832 3.428822041 44.8 0 1333.809137 2 667.4082031 -0.005540523 -3.70E-06 43.43680706NILIDFTK 5 15991831 2xTMT6plex [N-Term; K8] 100 2.300944805 25.4 0 1421.876823 2 711.440979 -1.50594774 -0.001070636 77.93812823TVCGVVSR 10 15991831 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.761 0.763 0.83 3.046337843 29.99 0 1106.618945 2 553.8128662 -0.441857721 -0.000244484 31.12149101SIPDGSEK 2 15991831 2xTMT6plex [N-Term; K8] 0.652 2.867609262 24.85 0 1290.730552 2 645.8687744 -0.217041329 -0.000140071 37.51176023DMLLEVK 6 15991831 2xTMT6plex [N-Term; K7] 0.754 0.608 3.119456768 43.51 0 1305.785231 2 653.3959351 -0.487846544 -0.000318511 71.57088103LSDETLIDIMTR 4 15991831 1xTMT6plex [N-Term] 1.731353879 22.16 0 1635.882489 2 818.4432983 -1.936918045 -0.001584285 93.59647854SANLVAATLGAILNR 2 15991831 1xTMT6plex [N-Term] 1.062840104 9.28 0 1713.022034 2 857.0131836 -1.718303934 -0.001471746 103.102799FLSQIESDR 3 15991831 1xTMT6plex [N-Term] 1.485193729 18.47 0 1323.710596 2 662.3592529 0.478314049 0.000316575 62.95948961GAAMVTAVAYR 3 15991831 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.786 0.809 2.09624505 25.19 0 1354.735037 2 669.8765259 4.222625227 0.002826499 34.80266121228008291 SYNCRIP heterogeneous nuclear ribonucleoprotein Q isoform 1 10492 NP_006363.4 35.79454254 1 14 20 120 623 69.56 8.59 1.57 1.46 2.21 1.75 Significant 0.017 TGYTLDVTTGQR 6 228008291 1xTMT6plex [N-Term] 2.364 2.396 2.876 4.746033669 59.21 0 1540.816852 2 770.9112549 -1.050607911 -0.000809397 41.79359486VTEGLTDVILYHQPDDK 12 228008291 2xTMT6plex [N-Term; K17] 1.397 100 100 3.019670725 30.52 0 2401.301512 3 801.1063232 1.209671734 0.000968262 83.88983101EFNEDGALAVLQQFK 9 228008291 2xTMT6plex [N-Term; K15] 2.068 100 3.273718596 38.56 0 2167.17994 3 723.0661011 1.757963234 0.001269941 99.11163634AIEALKEFNEDGALAVLQQFK 4 228008291 3xTMT6plex [N-Term; K6; K21] 0.01 0.33 4.795571804 24.42 1 3021.722783 3 1007.911621 -0.818555813 -0.000824483 108.8461342DLEGENIEIVFAKPPDQK 4 228008291 3xTMT6plex [N-Term; K13; K18] 100 100 3.912566423 27.21 0 2729.532858 3 910.5167847 1.078277515 0.000981065 85.31037533VWGNVGTVEWADPIEDPDPEVMAK 4 228008291 2xTMT6plex [N-Term; K24] 100 100 3.10584569 22.73 0 3112.570158 3 1038.19458 -0.311972285 -0.000323679 101.5340724GFCFLEYEDHK 12 228008291 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.31 1.299 1.309 3.861279726 35.59 0 1902.946041 3 634.9869995 0.212284084 0.000134655 93.87060383DLFEDELVPLFEK 6 228008291 2xTMT6plex [N-Term; K13] 100 3.311164618 41.74 0 2052.13053 2 1026.567871 -1.00618965 -0.001032416 102.2178786NLANTVTEEILEK 4 228008291 2xTMT6plex [N-Term; K13] 100 100 2.51018548 27.36 0 1932.105378 2 966.5562134 -0.118079578 -0.000114071 82.18365394SAFLCGVMK 6 228008291 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.383 1.467 3.858357191 51.79 0 1470.821299 2 735.9140625 -0.306196273 -0.00022518 75.28522302LKDYAFIHFDER 8 228008291 2xTMT6plex [N-Term; K2] 1.346 1.092 3.720880032 24.03 1 2012.100568 4 503.7805481 -0.102011396 -5.13E-05 71.79942757VAEKLDEIYVAGLVAHSDLDER 2 228008291 2xTMT6plex [N-Term; K4] 100 3.043519974 18.12 1 2900.576958 4 725.8989258 -1.063497037 -0.000771189 86.47830096EAAQEAVK 10 228008291 2xTMT6plex [N-Term; K8] 1.542 1.529 1.762 3.661378145 46.85 0 1303.762187 2 652.3850708 0.52014207 0.000339071 20.53000102EQILEEFSK 6 228008291 2xTMT6plex [N-Term; K9] 2.179 1.254 100 3.443170309 30.53 0 1580.893595 2 790.9495239 -1.153511181 -0.000911789 65.0093497DYAFIHFDER 4 228008291 1xTMT6plex [N-Term] 1.51 3.294579983 45.08 0 1541.758609 3 514.5908203 -0.454793958 -0.000233727 61.31875545LFVGSIPK 8 228008291 2xTMT6plex [N-Term; K8] 6.929 100 3.451 2.833257198 36.61 0 1318.84988 2 659.9281616 -0.631677513 -0.000416544 66.64259136LMMDPLTGLNR 6 228008291 1xTMT6plex [N-Term] 1.38 100 100 2.494659662 25.13 0 1489.806821 2 745.4069214 -0.171348767 -0.000127638 78.02408863AGPIWDLR 2 228008291 1xTMT6plex [N-Term] 1.779 2.573340654 22.75 0 1156.667609 2 578.8375854 0.246448016 0.000142529 72.14733946LDEIYVAGLVAHSDLDER 5 228008291 1xTMT6plex [N-Term] 100 1.90702796 6.97 0 2244.170942 3 748.7281494 -0.466728177 -0.000349139 95.38887894AFSQFGK 2 228008291 2xTMT6plex [N-Term; K7] 1.319 3.018163443 27.64 0 1242.724679 2 621.864624 -2.178924399 -0.001353902 44.0880690641393561 LAP3 cytosol aminopeptidase 51056 NP_056991.2 53.94990366 1 22 22 133 519 56.131 7.93 0.49 0.56 0.63 0.56 Significant 0.0052 GVLFASGQNLAR 7 41393561 1xTMT6plex [N-Term] 0.489 0.638 0.448 4.062058449 56.62 0 1461.837528 2 731.4212646 -1.556419973 -0.001137617 62.04329223LNLPINIIGLAPLCENMPSGK 8 41393561 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C14] 100 2.226 0.01 3.055760145 20.92 0 2722.539985 3 908.1821899 -2.926780075 -0.002656092 102.7704646AAGIDEQENWHEGKENIR 6 41393561 2xTMT6plex [N-Term; K14] 0.357 0.335 0.49 5.92693615 61.84 1 2554.305034 4 639.3328857 1.831898966 0.001169807 29.9966508TIQVDNTDAEGR 8 41393561 1xTMT6plex [N-Term] 0.715 0.549 0.6 4.632653713 68.25 0 1547.78628 2 774.3971558 0.487698752 0.000377427 43.22977661TFYGLHQDFPSVVLVGLGK 4 41393561 2xTMT6plex [N-Term; K19] 100 0.8 3.030841589 19.09 0 2535.437552 3 845.8173218 -0.055070561 -4.65E-05 92.77718717GSDEPPVFLEIHYK 8 41393561 2xTMT6plex [N-Term; K14] 0.614 0.498 0.342 4.042841911 30.95 0 2089.137013 3 697.0505981 0.109333946 7.61E-05 79.68326088AAGIDEQENWHEGK 2 41393561 2xTMT6plex [N-Term; K14] 0.707 4.745059967 64.99 0 2042.034339 3 681.3493042 -0.479537648 -0.000326411 38.92139277LILADALCYAHTFNPK 4 41393561 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C8] 0.807 2.831600189 26.19 0 2305.27788 3 769.097168 -0.403302247 -0.000309908 101.2643846WAHLDIAGVMTNKDEVPYLR 6 41393561 2xTMT6plex [N-Term; K13] 0.272 4.242599487 11.55 1 2786.506376 4 697.3824463 0.566686753 0.000394769 83.33513091ETLNISGPPLK 8 41393561 2xTMT6plex [N-Term; K11] 0.792 3.461324692 33.03 0 1626.983079 2 813.9953003 0.150865698 0.000122728 60.18379765LYGSGDQEAWQK 4 41393561 2xTMT6plex [N-Term; K12] 0.885 0.895 2.994779587 19.51 0 1839.964134 2 920.4864502 0.80973895 0.000744945 63.15231472GITFDSGGISIK 8 41393561 2xTMT6plex [N-Term; K12] 0.706 0.498 3.201653481 52.24 0 1652.962343 2 826.984375 -0.526128138 -0.000434835 73.06455367ASANMDLMR 8 41393561 1xTMT6plex [N-Term] 0.664 0.681 0.614 3.41339016 43.67 0 1237.623044 2 619.3148193 -0.550618485 -0.000340729 43.82964799GLVLGIYSK 6 41393561 2xTMT6plex [N-Term; K9] 0.431 0.447 0.569 3.199985504 38.61 0 1407.897558 2 704.4523926 -0.035218294 -2.48E-05 75.13700862EKEDDVPQFTSAGENFDK 6 41393561 3xTMT6plex [N-Term; K2; K18] 0.403 0.418 0.393 3.306642294 20.24 1 2743.402966 3 915.1390991 -0.08071243 -7.38E-05 52.59677506



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms QVVDCQLADVNNIGK 4 41393561 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 1.684446454 0.61 0 2131.158159 2 1066.082886 0.157522037 0.000167852 54.43424902TLIEFLLR 8 41393561 1xTMT6plex [N-Term] 0.398 0.292 3.498050213 41.8 0 1233.776825 2 617.3916016 -0.728466431 -0.000449382 106.4524622ADMGGAATICSAIVSAAK 2 41393561 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 1.963820577 9.77 0 2152.150631 2 1076.57605 -2.698677566 -0.00290398 76.01897491MPLFEHYTR 5 41393561 1xTMT6plex [N-Term] 0.583 0.567 2.668183088 26.55 0 1422.740122 3 474.9181824 -0.090157617 -4.28E-05 54.83260496ASANMDLMR 7 41393561 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.66 0.853 0.777 1.723771453 27.43 0 1253.617959 2 619.3148193 -0.550618485 -0.000340729 43.82964799LFEASIETGDR 4 41393561 1xTMT6plex [N-Term] 100 0.01 2.382399797 16.1 0 1466.768839 2 733.8887329 0.920417912 0.00067502 55.85705147ANKPGDVVR 4 41393561 2xTMT6plex [N-Term; K3] 0.516 0.545 2.143322706 6.22 0 1413.857819 3 471.9570007 -0.968691983 -0.000456531 29.94704967FAEIIEK 6 41393561 2xTMT6plex [N-Term; K7] 0.501 1.135 100 2.163825035 23.82 0 1307.79751 2 654.402832 0.67111498 0.000438841 50.9660251510864011 SQRDL sulfide:quinone oxidoreductase, mitochondrial 58472 NP_067022.1 40 1 19 19 122 450 49.929 9.11 0.66 0.82 0.64 0.71 Significant 0.0064 TAAAVAAQSGILDR 4 10864011 1xTMT6plex [N-Term] 0.391 0.653 4.746454716 50.69 0 1572.890686 2 786.949585 0.767835862 0.000603861 50.05471402KYDGYTSCPLVTGYNR 6 10864011 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.834 0.889 100 6.24775219 28.25 1 2352.205838 3 784.7402344 0.132771119 0.000104102 47.08055616RYPNVFGIGDCTNLPTSK 4 10864011 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 0.873 0.92 4.664484978 24.86 1 2497.32735 3 833.1136475 -0.384606042 -0.000320162 68.65385915KVGAENVAIVEPSER 22 10864011 2xTMT6plex [N-Term; K1] 0.578 0.545 0.506 5.511026859 59.08 1 2056.180275 3 686.0645142 -0.625086014 -0.00042843 41.91660401VGAENVAIVEPSER 2 10864011 1xTMT6plex [N-Term] 1.826 4.365399837 58.36 0 1698.92238 2 849.9645996 -0.268971235 -0.000228481 43.62877069NCIHTDDDEK 4 10864011 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1 0.946 3.649125576 37.04 0 1704.82632 3 568.9467773 -0.317521347 -0.00018044 29.93049219VTELNPDKNCIHTDDDEK 5 10864011 3xTMT6plex [N-Term; K8; K18]; 1xCarbamidomethyl [C10] 0.718 100 4.693517685 15.92 1 2830.449598 4 708.3666992 -1.636285982 -0.001157856 74.36070776YPNVFGIGDCTNLPTSK 7 10864011 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 0.737 0.361 2.649332047 22.52 0 2341.226239 3 781.0794678 -1.020230189 -0.000796197 82.97626927GLPEGFAHPK 6 10864011 2xTMT6plex [N-Term; K10] 0.567 0.637 3.526814222 42.02 0 1510.87822 3 504.2983093 1.426387969 0.000718366 45.14148658AEPLETFPFDQSK 14 10864011 2xTMT6plex [N-Term; K13] 0.906 0.644 0.632 2.866713524 40.45 0 1967.052614 2 984.0309448 1.016016767 0.000999279 62.29796843TSPVADAAGWVDVDKETLQHR 4 10864011 2xTMT6plex [N-Term; K15] 100 0.348 3.091711521 23.59 1 2753.462263 4 689.1203003 -1.050095425 -0.00072285 65.09278433YADALQEIIQER 7 10864011 1xTMT6plex [N-Term] 0.418 0.01 2.443206549 42.62 0 1677.900916 2 839.453186 -1.084938729 -0.00091021 83.17743843KYADALQEIIQER 2 10864011 2xTMT6plex [N-Term; K1] 0.357 2.56020689 7.4 1 2035.158811 3 679.0565796 -1.78134033 -0.001208437 83.01507511GYWGGPAFLR 6 10864011 1xTMT6plex [N-Term] 1.646 0.489 2.390629292 35.83 0 1352.731272 2 676.8685303 -1.10009516 -0.000744067 64.79326787IMYLSEAYFR 5 10864011 1xTMT6plex [N-Term] 1.354 1.419 0.64 2.553944111 22.73 0 1521.797303 2 761.4013062 -1.292501511 -0.000983463 82.47304542VTELNPDK 6 10864011 2xTMT6plex [N-Term; K8] 1.57 1.301 1.261 3.322405577 42.65 0 1373.804052 2 687.4051514 -0.746471539 -0.000512753 34.25618259TISVIMK 10 10864011 2xTMT6plex [N-Term; K7] 0.869 0.537 0.641 3.197813511 38.68 0 1249.795401 2 625.4020386 1.119549997 0.000699604 58.10564653LSMYLMK 4 10864011 2xTMT6plex [N-Term; K7] 0.597 0.626 3.210130215 26.34 0 1343.783122 2 672.3963623 1.730866638 0.001162955 70.72002305KLFHLGMS 4 10864011 2xTMT6plex [N-Term; K1] 0.432 0.629 1.947232127 17.78 1 1390.828098 3 464.280426 -0.987601437 -0.000457861 52.3608882212056468 JUP junction plakoglobin 3728 NP_068831.1 40.13422819 1 16 21 110 745 81.693 6.14 0.84 0.79 0.82 0.81 Significant 0.00032 MEEIVEGCTGALHILAR 3 12056468 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8]; 1xOxidation [M1] 2.578 3.878248692 35.02 0 2144.104126 3 710.0407715 -0.681260561 -0.000483266 81.67058513MEEIVEGCTGALHILAR 12 12056468 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.261 1.094 100 4.9167943 50.73 0 2128.109211 3 710.0407715 -0.681260561 -0.000483266 81.67058513AGDKDDITEPAVCALR 2 12056468 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C13] 0.83 3.645156622 22.49 1 2189.163638 3 730.3922729 -0.627099007 -0.000457607 57.88586092TMQNTSDLDTAR 6 12056468 1xTMT6plex [N-Term] 0.959 0.841 1.031 4.735063076 78.45 0 1581.774001 2 791.3900146 -0.789071716 -0.000624067 42.39736826GIMEEDEACGR 10 12056468 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.752 0.773 0.719 4.416365623 73.02 0 1495.671844 2 748.3387451 -1.090283026 -0.000815353 34.26059214NLALCPANHAPLQEAAVIPR 2 12056468 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.772 4.242510796 37.11 0 2384.306999 3 795.4404297 -0.110592931 -8.79E-05 66.07585178HVAAGTQQPYTDGVR 4 12056468 1xTMT6plex [N-Term] 0.806 0.976 4.850989819 45.25 0 1828.950326 3 610.3215332 -0.152689016 -9.31E-05 29.12162333VTEWQQTYTYDSGIHSGANTCVPSVSSK 2 12056468 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C21] 1.974 3.065706491 18.98 0 3560.736782 4 890.9432983 4.094947272 0.003645257 65.62771469EAADAIDAEGASAPLMELLHSR 4 12056468 1xTMT6plex [N-Term] 100 3.115525246 26.32 0 2496.260168 3 832.7584229 0.219253864 0.000182438 96.59673327SAIVHLINYQDDAELATR 8 12056468 1xTMT6plex [N-Term] 0.77 0.517 0.735 2.271876812 22.22 0 2258.197826 3 753.3991699 -6.584611058 -0.004956451 62.09873085LLNDEDPVVVTK 6 12056468 2xTMT6plex [N-Term; K12] 100 100 2.387974739 38.06 0 1800.051886 2 900.5287476 -0.926497078 -0.000833871 57.60591138QEGLESVLK 2 12056468 2xTMT6plex [N-Term; K9] 1.019 3.974995613 41.8 0 1460.872465 2 730.9388428 -1.40776363 -0.001028282 64.33364545GIMEEDEACGR 13 12056468 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9]; 1xOxidation [M3] 0.788 0.735 0.966 2.438574076 38.62 0 1511.666759 2 748.3387451 -1.090283026 -0.000815353 34.26059214VAAGVLCELAQDK 2 12056468 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 100 1.762995839 11.23 0 1832.035191 2 916.522522 1.406455141 0.001288338 71.21631703EGLLAIFK 4 12056468 2xTMT6plex [N-Term; K8] 1.431 1.097 2.944336414 21.76 0 1348.860444 2 674.9327393 -1.662495467 -0.001121237 90.96548859LLNQPNQWPLVK 4 12056468 2xTMT6plex [N-Term; K12] 100 2.577888727 17.53 0 1908.147124 2 954.5762329 -1.014009697 -0.00096744 85.01135424NLSDVATK 2 12056468 2xTMT6plex [N-Term; K8] 0.929 3.036334038 39.15 0 1305.777837 2 653.3917847 -1.182577938 -0.000772092 44.08438828ALMGSPQLVAAVVR 4 12056468 1xTMT6plex [N-Term] 100 1.816726208 16.86 0 1640.971913 2 820.9884033 -1.452078099 -0.00119141 73.37060062LVQNCLWTLR 6 12056468 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.698 100 2.025776148 20.98 0 1531.861634 2 766.4334717 -1.284555067 -0.00098388 65.39937786LVQLLVK 4 12056468 2xTMT6plex [N-Term; K7] 0.824 0.629 3.145849943 35.63 0 1270.886265 2 635.9462891 -0.758309399 -0.000481862 87.35932299ALPELTK 12 12056468 2xTMT6plex [N-Term; K7] 0.61 0.728 0.718 2.832141638 35.55 0 1229.786945 2 615.3967285 -0.621805877 -0.000382344 50.45003139VSVELTNSLFK 2 12056468 2xTMT6plex [N-Term; K11] 1.2838943 1.97 0 1695.009293 2 848.0073853 -1.061552992 -0.000899671 77.01898154EAMCPGVSGEDSSLLLATQVEGQATNLQR 2 12056468 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.01 0.906285286 1.31 0 3290.61942 3 1097.542847 -1.651248669 -0.00181121 74.960255642544159 HSPH1 heat shock protein 105 kDa isoform 1 10808 NP_006635.2 30.3030303 1 19 21 103 858 96.804 5.39 1.47 1.72 1.49 1.56 Significant 0.0026 FICEQDHQNFLR 8 42544159 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.577 1.671 1.657 5.828195572 52.16 0 1835.906018 3 612.6397095 -0.786081649 -0.000481057 48.33156742GCALQCAILSPAFK 8 42544159 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C6] 1.368 0.881 0.535 3.439157248 48.29 0 1994.096745 2 997.550354 -1.661891378 -0.001656986 70.88954447QDLPSLDEKPR 8 42544159 2xTMT6plex [N-Term; K9] 1.631 2.338 1.943 4.432335854 43.39 0 1756.000519 3 586.0042725 -1.284320342 -0.000751756 41.58889389DISTTLNADEAVAR 6 42544159 1xTMT6plex [N-Term] 1.229 1.376 100 4.490425587 88.81 0 1704.896559 2 852.9522705 0.41392284 0.000352848 47.2990251EKENLSYDLVPLK 4 42544159 3xTMT6plex [N-Term; K2; K13] 1.771 100 3.648923397 20.31 1 2235.320346 3 745.7783203 0.027659346 2.06E-05 66.49935786LLTETEDWLYEEGEDQAK 9 42544159 2xTMT6plex [N-Term; K18] 100 1.005 3.303652763 26.09 0 2627.312864 3 876.4421997 -0.311420432 -0.000272733 91.77907441SVLDAAQIVGLNCLR 6 42544159 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 100 2.686159372 30.48 0 1858.041783 2 929.524292 -0.256245919 -0.000238058 79.37912849DLLNMYIETEGK 4 42544159 2xTMT6plex [N-Term; K12] 0.671 100 2.951004267 39.03 0 1884.018872 2 942.5136108 0.569803044 0.00053676 83.50764835NAVEEYVYEFR 4 42544159 1xTMT6plex [N-Term] 100 0.609 3.069672585 37.23 0 1647.821603 2 824.4146118 0.208786444 0.000172021 79.64420058LVEHFCAEFK 4 42544159 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.572 3.423716545 29.41 0 1737.939834 3 579.9840088 -1.358339781 -0.000786904 72.05665514VVNVELPIEANLVWQLGK 3 42544159 2xTMT6plex [N-Term; K18] 2.356453419 17.77 0 2479.468852 3 827.1583252 -3.399717668 -0.002809831 101.2798102FVVQNVSAQK 6 42544159 2xTMT6plex [N-Term; K10] 3.309 1.719 1.755 4.168937683 43.3 0 1577.941548 2 789.4762573 2.338444312 0.001844964 50.56667348LKETAENSLK 6 42544159 3xTMT6plex [N-Term; K2; K10] 1.64 1.314 3.892135859 19.5 1 1820.109625 2 910.5581055 -0.379467528 -0.000345336 44.51101799KVDQPPEAK 4 42544159 3xTMT6plex [N-Term; K1; K9] 1.499 1.675 3.111021757 29.85 1 1699.035732 3 567.0167847 0.040548827 2.30E-05 36.30307643KPVTDCVISVPSFFTDAER 5 42544159 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C6] 100 100 100 2.579428196 10.86 0 2626.395095 3 876.1366577 0.123798789 0.000108382 73.35651233MFEELGQR 6 42544159 1xTMT6plex [N-Term] 1.836 1.323 3.068607092 32.52 0 1238.640074 2 619.8240356 0.582000436 0.000360445 53.92659279AGGIETIANEFSDR 2 42544159 1xTMT6plex [N-Term] 100 1.771399498 10.12 0 1708.870344 2 854.9384766 -0.390594291 -0.000333737 81.95658965IEVPLYSLLEQTHLK 2 42544159 2xTMT6plex [N-Term; K15] 100 1.639785767 3.78 0 2241.325876 3 747.7800293 -0.152342584 -0.000113816 102.9291909AFNDPFIQK 4 42544159 2xTMT6plex [N-Term; K9] 100 1.945788264 13.21 0 1537.877885 2 769.4423828 -0.257663501 -0.000198128 60.4268321FQEAEERPK 2 42544159 2xTMT6plex [N-Term; K9] 1.052 2.158659697 9.31 0 1591.884427 3 531.2997437 0.157415342 8.35E-05 36.8492785SLDQDPVVR 2 42544159 1xTMT6plex [N-Term] 1.018 2.372791052 27.45 0 1257.700031 2 629.3545532 1.429907981 0.000899198 38.0969119657863257 TCP1 T-complex protein 1 subunit alpha isoform a 6950 NP_110379.2 48.38129496 1 18 18 142 556 60.306 6.11 1.16 1.19 1.18 1.18 Significant 0.000056 AFHNEAQVNPER 4 57863257 1xTMT6plex [N-Term] 0.96 1.064 4.479157925 53.55 0 1640.834233 3 547.6155396 -1.321241118 -0.000722646 29.50410163ASGATILSTLANLEGEETFEAAMLGQAEEVVQER 5 57863257 1xTMT6plex [N-Term] 100 2.968197584 17.76 0 3793.900329 4 949.2271729 -3.549748961 -0.003366848 112.3108684GANDFMCDEMER 15 57863257 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.359 1.369 1.276 4.311195374 75.45 0 1703.702492 2 852.3546753 -0.245637994 -0.000209247 46.58499714EQLAIAEFAR 8 57863257 1xTMT6plex [N-Term] 1.261 1.305 2.359 3.788233519 58.05 0 1376.773531 2 688.8901978 -0.299113963 -0.000205906 64.15747586YINENLIVNTDELGR 6 57863257 1xTMT6plex [N-Term] 1.962 1.929 100 3.268493652 39.15 0 1992.059936 2 996.5336304 0.024392935 2.43E-05 73.4110563SQNVMAAASIANIVK 4 57863257 2xTMT6plex [N-Term; K15] 1.770414591 27.58 0 1975.141052 2 988.0726929 -1.490125381 -0.001471604 82.38051264SQMESMLISGYALNCVVGSQGMPK 2 57863257 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 2.194944382 12.47 0 3045.528176 3 1015.846008 -1.544581887 -0.001568023 94.23952514YPVNSVNILK 3 57863257 2xTMT6plex [N-Term; K10] 1.208 100 3.09227562 48.78 0 1604.977599 2 802.9924316 -0.007843567 -6.29E-06 64.62137369SSLGPVGLDK 4 57863257 2xTMT6plex [N-Term; K10] 1.302 1.105 4.053080082 50.56 0 1430.861901 2 715.9302368 -6.082919101 -0.004351909 48.53896939GANDFMCDEMER 26 57863257 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7]; 1xOxidation [M] 1.222 1.506 1.528 2.659081697 48.72 0 1719.697407 2 852.3546753 -0.245637994 -0.000209247 46.58499714SLHDALCVVK 6 57863257 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.969 0.991 4.459208012 37.63 0 1599.929269 3 533.9815674 0.549854581 0.000293243 57.60857749LLEVEHPAAK 8 57863257 2xTMT6plex [N-Term; K10] 1.173 1.219 0.465 3.439894438 39.34 0 1564.946299 3 522.3201294 -0.2966213 -0.000154732 54.27205554SLLVIPNTLAVNAAQDSTDLVAK 6 57863257 2xTMT6plex [N-Term; K23] 100 100 1.912853241 7.53 0 2811.62318 3 937.8757324 -3.747278245 -0.003511978 96.81186899ICDDELILIK 8 57863257 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.18 2.819665432 11.09 0 1689.986115 2 845.4962769 -0.495968017 -0.00041909 72.73996008GANDFMCDEMER 8 57863257 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7]; 2xOxidation [M6; M10] 1.153 0.969 1.425 1.785747528 31.7 0 1735.692322 2 852.3546753 -0.245637994 -0.000209247 46.58499714QAGVFEPTIVK 2 57863257 2xTMT6plex [N-Term; K11] 2.178560257 20.38 0 1646.988164 2 823.9985962 1.063670554 0.000875926 62.77940892IACLDFSLQK 8 57863257 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 2.619 100 2.536027193 32.45 0 1652.944585 2 826.9758911 -0.047946821 -3.96E-05 89.28675923DDKHGSYEDAVHSGALND 7 57863257 2xTMT6plex [N-Term; K3] 0.836 0.924 0.901 5.01544857 6.84 1 2388.146802 3 796.7192383 -1.52433102 -0.001213442 39.23649308DCLINAAK 4 57863257 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.665 1.48 3.716813087 46.25 0 1362.781542 2 681.8947144 0.447387141 0.000304845 49.48089081SVVPGGGAVEAALSIYLENYATSMGSR 8 57863257 1xTMT6plex [N-Term] 1.541192889 5.91 0 2928.497438 3 976.835022 -2.364790196 -0.002308427 107.9335117212549553 ILF3 interleukin enhancer-binding factor 3 isoform d 3609 NP_060090.2 30.28953229 1 21 21 124 898 95.748 8.81 1.15 1.16 1.01 1.11 Significant 0.0019 GSSEQAESDNMDVPPEDDSKEGAGEQK 2 212549553 3xTMT6plex [N-Term; K20; K27] 0.745 6.011763573 24.87 1 3523.65854 4 881.671814 1.954110847 0.001721405 34.78027451AYAALAALEK 12 212549553 2xTMT6plex [N-Term; K10] 1.027 0.996 1.259 4.59884882 60.51 0 1478.898286 2 739.9532471 0.629638045 0.000465585 71.75530858SIGTANRPMGAGEALR 2 212549553 1xTMT6plex [N-Term] 1.153 4.910272121 38.63 0 1829.985331 3 610.6670532 0.696993548 0.000425163 38.09819551YELISETGGSHDK 6 212549553 2xTMT6plex [N-Term; K13] 1.373 1.271 4.769398212 51.89 0 1893.995828 3 632.0043945 1.47966733 0.000934161 45.73723945SGGNSYGSGGASYNPGSHGGYGGGSGGGSSYQGK 2 212549553 2xTMT6plex [N-Term; K34] 2.337 4.724668026 38.68 0 3470.563386 4 868.3962402 -0.073418195 -6.37E-05 42.49523608GSSEQAESDNMDVPPEDDSK 2 212549553 2xTMT6plex [N-Term; K20] 0.583 3.333646297 32.4 0 2595.176841 2 1298.089966 -1.612911039 -0.002092895 44.49634505EDITQSAQHALR 2 212549553 1xTMT6plex [N-Term] 1.264 4.97933054 52.69 0 1597.849549 3 533.2878418 -0.36104111 -0.000192296 43.02591908LAAFGQLHK 12 212549553 2xTMT6plex [N-Term; K9] 0.918 1.286 0.809 3.51354599 40.95 0 1442.88839 3 481.6349792 1.381994722 0.000664688 57.03451687EKPTTALLDK 18 212549553 3xTMT6plex [N-Term; K2; K10] 1.133 1.149 1.149 4.969158649 28.74 0 1803.119461 2 902.0630493 -0.354611661 -0.000319704 46.50862146AVSDWIDEQEK 10 212549553 2xTMT6plex [N-Term; K11] 0.984 1.046 3.39950943 49.86 0 1777.93725 2 889.4710693 -1.343336569 -0.001194184 61.79466991SIGTANRPMGAGEALR 4 212549553 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.042 0.888 3.545951366 18.39 0 1845.980246 3 610.6670532 0.696993548 0.000425163 38.09819551VLGMDPLPSK 8 212549553 2xTMT6plex [N-Term; K10] 0.881 1.847 3.183505774 45.18 0 1514.901657 2 757.9540405 -0.562898132 -0.000426368 75.93346794VLQDMGLPTGAEGR 6 212549553 1xTMT6plex [N-Term] 0.607 100 100 2.491879225 32.04 0 1672.888971 2 836.9473877 -0.880052054 -0.000736115 61.69706262AEPPQAMNALMR 2 212549553 1xTMT6plex [N-Term] 0.919 4.22590065 38.01 0 1557.807884 2 779.4073486 -0.297459256 -0.000231692 61.06034291GDLDLELVLLCK 6 212549553 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.269 1.778 2.170315981 28.54 0 1846.075993 2 923.5405884 -1.133589406 -0.001046346 104.4034141GWPLELICEK 16 212549553 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 0.911 1.438 2.597685814 19.99 0 1702.960235 2 851.9827881 -1.136472881 -0.000967684 99.64501363LNQLKPGLQYK 5 212549553 3xTMT6plex [N-Term; K5; K11] 100 100 100 2.122819662 6.62 0 1989.246393 3 663.7542114 0.848455651 0.000562596 55.8925024EPPLSLTIHLTSPVVR 6 212549553 1xTMT6plex [N-Term] 1.617 1.667 2.558811426 14.8 0 1988.174177 3 663.3955078 -1.110215858 -0.000735767 68.76390192LFPDTPLALDANK 4 212549553 2xTMT6plex [N-Term; K13] 100 1.485578656 9.42 0 1873.083521 2 937.0439453 -1.551839503 -0.001453362 77.9952716VLAGETLSVNDPPDVLDR 3 212549553 1xTMT6plex [N-Term] 1.455488443 1.24 0 2139.149479 2 1070.077148 -1.149272187 -0.001229232 74.21058152IFVNDDR 2 212549553 1xTMT6plex [N-Term] 1.254 2.818669319 39.13 0 1107.599589 2 554.3031006 -0.600088815 -0.000332329 53.00988041SCVIVIR 4 212549553 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.767 2.041300297 24.41 0 1075.649517 2 538.3284912 0.175839688 9.46E-05 46.893859649951915 AHCY adenosylhomocysteinase isoform 1 191 NP_000678.1 43.05555556 1 18 19 134 432 47.685 6.34 1.4 1.42 1.25 1.36 Significant 0.0016 ALDIAENEMPGLMR 12 9951915 1xTMT6plex [N-Term] 1.445 100 100 4.592690945 57.5 0 1788.918557 2 894.9626465 -0.301965256 -0.000270096 94.19422688GISEETTTGVHNLYK 15 9951915 2xTMT6plex [N-Term; K15] 1.361 1.364 1.293 5.625833511 61.71 0 2107.143555 3 703.0533447 0.91417582 0.0006421 46.06313564VPAINVNDSVTK 6 9951915 2xTMT6plex [N-Term; K12] 1.341 100 1.011 3.533759594 72.12 0 1715.010356 2 858.0088501 0.039501401 3.39E-05 62.87610119VAVVAGYGDVGK 6 9951915 2xTMT6plex [N-Term; K12] 2.101 1.848 1.549 3.983961344 54.89 0 1592.941214 2 796.9732666 -1.228637227 -0.000978573 49.8498409KLDEAVAEAHLGK 14 9951915 3xTMT6plex [N-Term; K1; K13] 1.439 1.452 1.536 5.596850395 37.74 1 2068.236951 3 690.0827026 -1.641982967 -0.001132003 57.88563485QAQYLGMSCDGPFKPDHYR 2 9951915 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.602 3.280749083 6.35 0 2728.337597 4 682.8396606 -0.28734416 -0.000195993 61.02560309KALDIAENEMPGLMR 5 9951915 2xTMT6plex [N-Term; K1] 0.854 100 0.463 2.967302561 21.8 1 2146.176451 3 716.064209 0.755857294 0.000540734 74.84217303VADIGLAAWGR 8 9951915 1xTMT6plex [N-Term] 3.299 100 100 3.469236135 43.94 0 1357.77895 2 679.3927002 -0.608861534 -0.00041335 65.74647901ATDVMIAGK 6 9951915 2xTMT6plex [N-Term; K9] 1.468 1.358 1.046 3.838147402 56.04 0 1363.801943 2 682.4044189 -0.280032872 -0.000190955 56.45167584WLNENAVEK 6 9951915 2xTMT6plex [N-Term; K9] 1.872 2.005 2.548 4.020573616 42.38 0 1560.878613 2 780.942688 -0.329387201 -0.000257067 60.43445821AGIPVYAWK 6 9951915 2xTMT6plex [N-Term; K9] 1.512 1.849 2.944888353 31.45 0 1462.882242 2 731.9441528 -0.829448812 -0.000606693 64.32632695YPVGVHFLPK 2 9951915 2xTMT6plex [N-Term; K10] 2.497 2.018065214 19.25 0 1614.977205 3 538.9959717 -2.379972253 -0.0012812 59.33591412ESLIDGIK 12 9951915 2xTMT6plex [N-Term; K8] 1.108 2.817592621 41.24 0 1332.813888 2 666.9104004 -0.273022928 -0.000181944 66.66749299IILLAEGR 12 9951915 1xTMT6plex [N-Term] 1.266 100 1.157 3.065299511 38.4 0 1113.71931 2 557.3631592 -0.241255245 -0.000134345 74.41455466ATDVMIAGK 4 9951915 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 1.652 1.298 2.236607552 29.56 0 1379.796858 2 682.4044189 -0.280032872 -0.000190955 56.45167584FDNLYGCR 6 9951915 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.81 2.294 2.086 3.513880491 46.66 0 1273.619673 2 637.3132324 -0.380628739 -0.000242388 54.66951323SKFDNLYGCR 4 9951915 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C9] 0.992 0.973 3.065304518 15.82 1 1717.909596 3 573.3081055 0.097121671 5.56E-05 55.03487698YPQLLPGIR 6 9951915 1xTMT6plex [N-Term] 1.314 100 2.929963827 21.45 0 1285.782973 2 643.3953247 0.310724338 0.000199762 66.86800703YSASKPLK 3 9951915 3xTMT6plex [N-Term; K5; K8] 1.279 1.359 1.669294357 3.83 0 1580.99789 3 527.6712646 0.854406778 0.000450272 34.67156701VNIKPQVDR 5 9951915 2xTMT6plex [N-Term; K4] 1.186 1.741 1.235 2.769484758 5.85 0 1526.941882 3 509.6515808 -1.108940935 -0.000564429 45.072088731002095800 DDX5 probable ATP-dependent RNA helicase DDX5 isoform b 1655 NP_001307526.1 42.01954397 1 17 24 124 614 69.044 8.85 1.32 1.42 1.39 1.38 Significant 0.00046 QNFTEPTAIQAQGWPVALSGLDMVGVAQTGSGK 6 1002095800 2xTMT6plex [N-Term; K33] 100 100 2.253068209 15.46 0 3816.999479 4 955.0045776 -0.785547166 -0.000749608 97.63715065FVINYDYPNSSEDYIHR 5 1002095800 1xTMT6plex [N-Term] 1.533 1.465 3.792680264 31.68 0 2361.134891 3 787.7155151 -1.227841685 -0.000966367 71.30844714TTYLVLDEADR 6 1002095800 1xTMT6plex [N-Term] 2.397 1.664 4.8236866 58.78 0 1524.810704 2 762.9085693 -0.552126321 -0.000420944 64.23734691GDGPICLVLAPTR 6 1002095800 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.438 1.725 2.022 3.996110439 63.02 0 1597.893328 2 799.4514771 1.470061562 0.001174501 70.17936501GVEICIATPGR 8 1002095800 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.119 1.245 4.67056179 50.39 0 1401.772151 2 701.3901978 0.690617096 0.000484044 48.22089863LIDFLECGK 4 1002095800 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.777 3.452335835 50.06 0 1552.880922 2 776.9434204 -0.874387513 -0.00067891 95.70574095STCIYGGAPK 2 1002095800 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.33 4.202385902 37.05 0 1511.829221 2 756.4179688 -0.370365907 -0.000279965 41.29195412APILIATDVASR 8 1002095800 1xTMT6plex [N-Term] 0.977 0.977 0.792 3.555317879 42.19 0 1455.873245 2 728.4396973 -0.773953882 -0.000563389 56.98387905QVSDLISVLR 4 1002095800 1xTMT6plex [N-Term] 2.143 1.254 3.09610343 36.9 0 1358.820481 2 679.9136353 -0.358393323 -0.000243496 84.49699806EANQAINPK 4 1002095800 2xTMT6plex [N-Term; K9] 1.345 1.599 3.644394636 35.29 0 1442.836749 2 721.9217529 -0.360034235 -0.000259735 34.65112136TIVFVETK 10 1002095800 2xTMT6plex [N-Term; K8] 1.038 1.283 1.406 3.760089874 44.2 0 1394.865924 2 697.9364624 -0.197470816 -0.000137723 60.58934108NFYQEHPDLAR 2 1002095800 1xTMT6plex [N-Term] 1.078 4.007937908 33.01 0 1618.817521 3 540.2770996 -0.478807441 -0.000258367 45.00833172QLAEDFLK 4 1002095800 2xTMT6plex [N-Term; K8] 1.1 2.797 3.542619228 39.11 0 1421.840437 2 711.4228516 -1.414107341 -0.001005317 66.8083586MLDMGFEPQIR 10 1002095800 1xTMT6plex [N-Term] 1.302 0.01 1.498 3.182462692 33.69 0 1565.801736 2 783.40448 -0.033649894 -2.63E-05 68.74450247DWVLNEFK 6 1002095800 2xTMT6plex [N-Term; K8] 0.982 100 2.009 3.049326897 36.35 0 1508.851336 2 754.9282837 -1.355605512 -0.001022704 77.82433654KWNLDELPK 2 1002095800 3xTMT6plex [N-Term; K1; K9] 1.329 2.397658825 13.65 1 1830.109231 3 610.7077026 -0.369633589 -0.00022549 64.47177935WNLDELPK 6 1002095800 2xTMT6plex [N-Term; K8] 1.811 100 3.293512821 31.1 0 1472.851336 2 736.9298706 0.766147207 0.00056421 82.84367846LMEEIMSEK 6 1002095800 2xTMT6plex [N-Term; K9] 100 2.156 1.567 2.568733692 31.45 0 1567.847573 2 784.4268799 -0.694898148 -0.000544747 73.327385TAQEVETYR 2 1002095800 1xTMT6plex [N-Term] 0.977 1.856254339 5.84 0 1325.689861 2 663.348877 0.465158759 0.000308328 32.48210536QTLMWSATWPK 6 1002095800 2xTMT6plex [N-Term; K11] 1.816 2.017383814 28.13 0 1806.997683 2 904.0021973 -0.312573035 -0.000282409 85.54065511GYSSLLK 8 1002095800 2xTMT6plex [N-Term; K7] 1.336 1.284 1.539 2.838941336 33.65 0 1225.755645 2 613.3805542 -1.47925206 -0.000906601 53.26284055ELAQQVQQVAAEYCR 3 1002095800 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.567 1.201993227 11.93 0 2022.02759 2 1011.518982 1.531812525 0.001548684 65.69422091IVDQIRPDR 4 1002095800 1xTMT6plex [N-Term] 1.715 3.394581556 15.04 0 1340.784764 3 447.6002502 1.069062284 0.000477794 34.9336631LLQLVEDR 2 1002095800 1xTMT6plex [N-Term] 1.692 1.796730161 17.16 0 1214.730603 2 607.8684082 -0.875530547 -0.000531767 68.02068784885409 HDLBP vigilin isoform a 3069 NP_005327.1 23.34384858 1 25 25 105 1268 141.352 6.87 1.25 0.96 1.47 1.23 Significant 0.014 AACLESAQEPAGAWGNK 2 4885409 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C3] 1.199 4.808897018 59.29 0 2218.132673 3 740.0488281 -0.334310481 -0.000247182 62.31952303ASVITQVFHVPLEER 10 4885409 1xTMT6plex [N-Term] 1.158 4.625421047 45.37 0 1954.095927 3 652.0366821 -0.222124858 -0.000144684 95.241955VATLNSEEESDPPTYK 4 4885409 2xTMT6plex [N-Term; K16] 1.481 1.752 3.813282013 42.85 0 2238.154179 2 1119.580444 -0.253212281 -0.000283364 53.72269376GNSLQEILER 4 4885409 1xTMT6plex [N-Term] 100 100 3.29120326 46.24 0 1387.774259 2 694.3901978 -0.821489648 -0.000570021 62.37741938IEGDPQGVQQAK 2 4885409 2xTMT6plex [N-Term; K12] 1.4 3.383896828 36.59 0 1727.969219 2 864.4881592 -0.102745247 -8.88E-05 42.79296348DAPWTASSSEK 2 4885409 2xTMT6plex [N-Term; K11] 1.259 4.064714909 60.7 0 1636.858272 2 818.9335327 0.926726347 0.00075846 45.09501994VHIEFTEGEDK 4 4885409 2xTMT6plex [N-Term; K11] 1.571 1.742 3.485431194 34.02 0 1761.942336 3 587.9859009 0.461744237 0.000271189 53.65383643ELQAEQEDR 8 4885409 1xTMT6plex [N-Term] 1.417 1.812 3.982302666 54.99 0 1346.674939 2 673.8405151 -0.880053923 -0.000592573 29.0606761IVGELEQMVSEDVPLDHR 4 4885409 1xTMT6plex [N-Term] 2.483685017 18.14 0 2295.185212 3 765.7318115 -1.886967406 -0.001443647 97.36766539EALEALVPVTIEVEVPFDLHR 6 4885409 1xTMT6plex [N-Term] 100 0.791 3.146077633 25.79 0 2605.44387 3 869.1521606 -0.744969573 -0.000646992 97.31163718TEIVFTGEK 4 4885409 2xTMT6plex [N-Term; K9] 2.104 1.536 3.482468843 42.59 0 1481.861566 2 741.4349365 0.695049321 0.000514983 54.3938239RCDIIIISGR 6 4885409 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.262 1.182 0.864 4.948816776 45.77 1 1431.830334 3 477.9484253 0.271155665 0.000129416 45.25861634TTTIAVEVK 2 4885409 2xTMT6plex [N-Term; K9] 1.392 3.712267876 42.54 0 1419.882302 2 710.4432373 -2.18604783 -0.001551965 49.3959819EIAEEYGGVMVSFPR 2 4885409 1xTMT6plex [N-Term] 1.068 3.282714367 24.12 0 1912.967615 2 956.9859619 -1.551490915 -0.001483976 72.93317675VIFPAAEDKDQDLITIIGK 4 4885409 3xTMT6plex [N-Term; K9; K19] 1.103 1.702 2.976735592 16.98 1 2773.631843 3 925.2144775 -1.068617964 -0.000987984 93.36826357LSVTVDPK 4 4885409 2xTMT6plex [N-Term; K8] 1.225 1.318 3.001055241 29.52 0 1316.818973 2 658.9135132 0.589524607 0.000388149 46.68941761IQDIELK 12 4885409 2xTMT6plex [N-Term; K7] 2.888 100 0.486 2.814588547 28.98 0 1316.818973 2 658.913147 0.033319168 2.19E-05 64.73396635DKFPEVIINFPDPAQK 4 4885409 3xTMT6plex [N-Term; K2; K16] 100 100 2.078361034 7.48 1 2545.463322 3 849.1586914 -0.707388409 -0.00060021 77.11667534DCVEAAK 6 4885409 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.203 0.64 1.224 3.102985859 29.03 0 1250.681494 2 625.8442993 -0.13754676 -8.60E-05 33.1816369DFSVQIK 10 4885409 2xTMT6plex [N-Term; K7] 0.965 100 100 2.664280891 30.89 0 1294.777109 2 647.8921509 -0.064514724 -4.18E-05 56.28500397LVGEIMQETGTR 4 4885409 1xTMT6plex [N-Term] 100 1.419213057 11.84 0 1562.840958 2 781.9239502 -0.214000902 -0.000167225 62.87063171APDMSSSEEFPSFGAQVAPK 1 4885409 2xTMT6plex [N-Term; K20] 0.782563031 0.01 0 2540.274311 2 1270.641357 0.443890545 0.000563802 64.28895738VKELQAEQEDR 2 4885409 2xTMT6plex [N-Term; K2] 0.662 3.289664268 5.89 1 1803.001248 3 601.6729126 1.62890235 0.000978971 33.40828105GAVITQIR 2 4885409 1xTMT6plex [N-Term] 0.975 1.978572845 17.36 0 1086.683259 2 543.8450928 -0.322405928 -0.000175177 45.71229676DLIIEQR 2 4885409 1xTMT6plex [N-Term] 0.407 2.642616987 18.49 0 1115.662189 2 558.3345337 -0.357354754 -0.000199344 43.75436267208973244 YWHAZ 14-3-3 protein zeta/delta 7534 NP_001129174.1 68.97959184 1 11 15 252 245 27.728 4.79 1.02 1.06 1 1.03 Significant 0.0003 GIVDQSQQAYQEAFEISK 33 208973244 2xTMT6plex [N-Term; K18] 0.866 1.475 0.916 5.136380196 65.23 0 2499.313139 3 833.7727051 -3.831839026 -0.003192322 73.83776861DICNDVLSLLEK 12 208973244 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.952 1.098 0.766 3.961630106 50.39 0 1877.045421 2 939.0270386 0.734978718 0.000689794 103.3766738SVTEQGAELSNEER 20 208973244 1xTMT6plex [N-Term] 1.024 0.963 0.987 5.336737156 84.71 0 1777.876551 2 889.4418335 -0.090612485 -8.05E-05 34.9352511YLAEVAAGDDKK 10 208973244 3xTMT6plex [N-Term; K11; K12] 1.131 1.037 1.193 4.920582771 52.19 1 1967.141653 2 984.0744019 -0.064178938 -6.31E-05 60.26351364TAFDEAIAELDTLSEESYK 18 208973244 2xTMT6plex [N-Term; K19] 1.368 1.417 1.042 4.332343102 57.14 0 2590.317615 3 864.1105957 -0.147179104 -0.00012708 107.1364428FLIPNASQAESK 8 208973244 2xTMT6plex [N-Term; K12] 0.915 1.357 0.67 3.355578899 62.22 0 1763.010356 2 882.0081177 -0.7924505 -0.000698549 71.66391512DSTLIMQLLR 37 208973244 1xTMT6plex [N-Term] 1.27 1.271 1.324 4.110405922 66.2 0 1418.823852 2 709.9172974 2.443154983 0.001733203 90.31582375YLAEVAAGDDK 12 208973244 2xTMT6plex [N-Term; K11] 1.137 0.983 0.844 4.073485851 37.64 0 1609.883758 2 805.4470825 1.944264017 0.00156502 57.37631995YDDMAACMK 8 208973244 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.052 1.907 0.98 3.74210906 43.19 0 1562.741728 2 781.8748779 0.480898002 0.00037576 57.47897622DNLTLWTSDTQGDEAEAGEGGEN 28 208973244 1xTMT6plex [N-Term] 0.291 100 1.018 2.132888079 22.98 0 2638.158993 3 880.0532227 -5.260589406 -0.00462609 119.8985961NLLSVAYK 24 208973244 2xTMT6plex [N-Term; K8] 0.874 0.882 0.72 3.972506762 46.76 0 1365.850608 2 683.4294434 0.733725009 0.000501079 92.81997229DSTLIMQLLR 14 208973244 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.102 100 1.706976891 33.93 0 1434.818767 2 709.9172974 2.443154983 0.001733203 90.31582375



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms YDDMAACMK 7 208973244 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7]; 1xOxidation [M] 1.068 1.04 1.046 2.444274902 27.75 0 1578.736643 2 781.8748779 0.480898002 0.00037576 57.47897622VVSSIEQK 8 208973244 2xTMT6plex [N-Term; K8] 0.905 1 1.029 3.883118153 45.63 0 1347.824787 2 674.4160156 -0.02407583 -1.62E-05 52.94310957EMQPTHPIR 4 208973244 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.564 100 2.449209452 23.08 0 1353.714636 3 451.908905 -1.827720587 -0.000824737 18.46995257LAEQAER 6 208973244 1xTMT6plex [N-Term] 1.208 0.935 1.021 2.81289196 25.93 0 1045.583939 2 523.2957764 0.322273863 0.000168482 26.08720983EKIETELR 3 208973244 2xTMT6plex [N-Term; K2] 1.723 0.937 2.341940403 22.27 1 1475.883365 2 738.4459839 0.898874172 0.000663317 41.2614476950592996 TUBB3 tubulin beta-3 chain isoform 1 10381 NP_006077.2 41.77777778 1 2 14 270 450 50.4 4.93 1 1.07 1.1 1.05 Significant 0.00079 AILVDLEPGTMDSVR 24 50592996 1xTMT6plex [N-Term] 0.923 0.984 1.029 3.743171215 38.6 0 1844.998915 2 923.0027466 -0.378718888 -0.000349368 75.34357767GHYTEGAELVDSVLDVVR 33 50592996 1xTMT6plex [N-Term] 1.17 1.17 1.141 5.213302612 59.43 0 2188.144728 3 730.0530396 -0.074166783 -5.41E-05 91.62180174ISVYYNEASSHK 6 50592996 2xTMT6plex [N-Term; K12] 0.995 1.068 1.101 3.892976522 52.43 0 1855.995434 3 619.3361206 -0.875774565 -0.000541811 56.03445331EVDEQMLAIQSK 4 50592996 2xTMT6plex [N-Term; K12] 1.057 1.128 4.792182922 69.2 0 1849.014121 2 925.010376 -0.348930204 -0.000322588 66.35070637EIVHLQAGQCGNQIGAK 66 50592996 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 1.015 1.041 1.03 5.308478355 74.46 0 2281.248705 3 761.0859375 -2.387381081 -0.001815403 47.31921529IMNTFSVVPSPK 54 50592996 2xTMT6plex [N-Term; K12] 1.243 100 3.414 3.53404808 40.35 0 1778.028648 2 889.5175781 -0.432417104 -0.000384425 77.97312852FPGQLNADLR 24 50592996 1xTMT6plex [N-Term] 1.108 1.147 1.255 3.543502092 43.73 0 1359.758215 2 680.3824463 -0.440557643 -0.000299526 52.32976605ISEQFTAMFR 23 50592996 1xTMT6plex [N-Term] 1.376 2.039 100 4.103599548 44.54 0 1458.761251 2 729.8840942 -0.232802617 -0.000169802 80.40800158AILVDLEPGTMDSVR 14 50592996 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.902 1.387 1.301 2.488433123 28.93 0 1860.99383 2 923.0027466 -0.378718888 -0.000349368 75.34357767EVDEQMLAIQSK 2 50592996 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 1.049 2.606637001 48.83 0 1865.009036 2 925.010376 -0.348930204 -0.000322588 66.35070637ALTVPELTQQMFDAK 22 50592996 2xTMT6plex [N-Term; K15] 1.226 1.258 1.163 2.925591469 30.01 0 2150.193147 2 1075.599365 -0.787627499 -0.000846776 86.5537756ALTVPELTQQMFDAK 9 50592996 2xTMT6plex [N-Term; K15]; 1xOxidation [M11] 2.039 100 100 2.555007935 25.04 0 2166.188062 2 1075.599365 -0.787627499 -0.000846776 86.5537756LAVNMVPFPR 4 50592996 1xTMT6plex [N-Term] 1.652 1.913 3.099212646 32.08 0 1372.797243 2 686.9009399 -1.922976755 -0.001319929 73.50072LAVNMVPFPR 4 50592996 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.084 100 1.945205092 20.38 0 1388.792158 2 686.9009399 -1.922976755 -0.001319929 73.50072ISEQFTAMFR 2 50592996 1xTMT6plex [N-Term]; 1xOxidation [M8] 100 1.61943233 17.77 0 1474.756166 2 729.8840942 -0.232802617 -0.000169802 80.40800158NMMAACDPR 2 50592996 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.158 2.256533384 24.59 0 1294.590363 2 647.7979736 -1.307629365 -0.000846422 36.95700301YLTVATVFR 4 50592996 1xTMT6plex [N-Term] 1.092 100 2.322813988 36.65 0 1298.766989 2 649.8864746 -1.013454501 -0.000658121 75.76769563NSSYFVEWIPNNVK 3 50592996 2xTMT6plex [N-Term; K14] 2.179470062 13.24 0 2155.158811 2 1078.081421 -1.505992556 -0.001622827 78.89611646LATPTYGDLNHLVSATMSGVTTSLR 3 50592996 1xTMT6plex [N-Term] 1.399895072 1.99 0 2834.491959 3 945.5006714 -1.586802824 -0.00149926 95.0153519525777602 PSMD2 26S proteasome non-ATPase regulatory subunit 2 isoform 1 5708 NP_002799.3 34.14096916 1 23 23 98 908 100.136 5.2 1.22 1.2 1.13 1.18 Significant 0.00053 LAQGLTHLGK 6 25777602 2xTMT6plex [N-Term; K10] 1.774 1.636 1.451 3.757145882 40.66 0 1495.936069 3 499.3167419 -0.264890947 -0.000132087 51.32849881TITGFQTHTTPVLLAHGER 8 25777602 1xTMT6plex [N-Term] 0.944 1.139 1.299 6.402181149 56.32 0 2308.261095 4 577.8203125 -0.725537507 -0.000418682 46.81694731VCLYLTSCVNYVPEPENSALLR 2 25777602 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C8] 100 3.301769018 23.05 0 2826.436753 3 942.8161011 -1.06236849 -0.001000906 89.33978921APVQPQQSPAAAPGGTDEKPSGK 4 25777602 3xTMT6plex [N-Term; K19; K23] 0.735 1.076 3.864479065 23.51 0 2905.598646 3 969.2047729 0.385461928 0.000373333 32.29492422SSTTSMTSVPKPLK 4 25777602 3xTMT6plex [N-Term; K11; K14] 0.959 1.416 4.363342762 21.72 0 2151.266202 3 717.7595215 -1.018301163 -0.000730212 51.8544044DKAPVQPQQSPAAAPGGTDEKPSGK 2 25777602 4xTMT6plex [N-Term; K2; K21; K25] 1.214 5.82144165 14.15 1 3377.883484 4 845.2255859 -0.879142225 -0.00074241 35.36129413DAGDKDKEQELSEEDK 2 25777602 4xTMT6plex [N-Term; K5; K7; K16] 0.531 3.976830006 10.15 2 2752.465849 4 688.8716431 -0.402110121 -0.000276699 37.77015558LVGSQEELASWGHEYVR 6 25777602 1xTMT6plex [N-Term] 0.494 0.528 100 3.00734067 27.26 0 2189.118847 3 730.3775024 -0.408048098 -0.000297755 68.20791665DTSLYRPALEELR 4 25777602 1xTMT6plex [N-Term] 1.369 0.844 4.079973221 24.53 0 1791.980229 3 597.9971313 -1.890633042 -0.001129326 55.31722516EIVPYNMAHNAEHEACDLLMEIEQVDMLEK 4 25777602 2xTMT6plex [N-Term; K30]; 1xCarbamidomethyl [C16] 2.301947117 5.93 0 4029.947051 4 1008.240845 -1.365301747 -0.001375523 103.8430747DIDENAYAK 6 25777602 2xTMT6plex [N-Term; K9] 1.037 1.162 4.27390337 56.95 0 1496.799694 2 748.90448 1.328762255 0.000994445 39.67137247EPLLTLVK 10 25777602 2xTMT6plex [N-Term; K8] 1.084 1.485 1.053 3.266187191 43.33 0 1370.902309 2 685.9541626 -0.919521894 -0.000630287 73.56076774GEAIEAILAALEVVSEPFR 4 25777602 1xTMT6plex [N-Term] 100 100 2.170568228 13.05 0 2243.248464 2 1122.124756 -2.776946624 -0.003114691 113.3905646LNILDTLSK 4 25777602 2xTMT6plex [N-Term; K9] 1.955 100 2.556342363 27.09 0 1474.924501 2 737.9655151 -0.506749032 -0.000373708 85.06520193MLVTFDEELRPLPVSVR 8 25777602 1xTMT6plex [N-Term] 0.88 100 3.450103521 15.14 0 2230.24669 3 744.0858154 -1.702668568 -0.00126579 78.37371366ELDIMEPK 4 25777602 2xTMT6plex [N-Term; K8] 1.346 1.266 2.123667717 27.74 0 1432.812173 2 716.9095459 -0.250062871 -0.000179147 68.10035053EWQELDDAEK 4 25777602 2xTMT6plex [N-Term; K10] 100 0.01 2.253600597 17.2 0 1720.879401 2 860.9439697 0.733126984 0.000630812 60.43642298EDVLTLLLPVMGDSK 3 25777602 2xTMT6plex [N-Term; K15] 1.787335396 3.18 0 2088.202649 2 1044.60376 -1.152449812 -0.001203274 104.979741LLTDDGNK 4 25777602 2xTMT6plex [N-Term; K8] 1.524 1.413 3.489943266 31.98 0 1333.772751 2 667.3898315 -0.27368535 -0.000182517 52.67138597WLPLGLGLNHLGK 2 25777602 2xTMT6plex [N-Term; K13] 1.745 2.379510164 28.33 0 1876.157295 3 626.0567017 -0.929106283 -0.00058105 88.39663406SETELKDTYAR 1 25777602 2xTMT6plex [N-Term; K6] 1.437 1.932247877 1 1770.9638 3 590.9926758 -0.183750933 -0.000108472 41.02974961YLYSSEDYIK 2 25777602 2xTMT6plex [N-Term; K10] 100 1.066169977 3.25 0 1738.930374 2 869.9691162 0.334465303 0.000290806 70.88425831VPDDIYK 4 25777602 2xTMT6plex [N-Term; K7] 1.016 1.03 2.633311987 31.08 0 1307.761124 2 654.3847656 0.864370395 0.000565195 49.6507456334147630 TUFM elongation factor Tu, mitochondrial precursor 7284 NP_003312.3 48.57142857 1 18 18 138 455 49.843 7.61 0.85 0.78 0.84 0.82 Significant 0.0007 ADAVQDSEMVELVELEIR 10 34147630 1xTMT6plex [N-Term] 0.894 0.881 0.886 5.291006088 64.07 0 2275.168893 3 759.0611572 0.010974872 8.32E-06 97.91089571TVVTGIEMFHK 7 34147630 2xTMT6plex [N-Term; K11] 0.872 1.001 0.945 3.738265753 46.99 0 1719.986784 3 574.0002441 -0.351472541 -0.000201509 64.41879059QIGVEHVVVYVNK 6 34147630 2xTMT6plex [N-Term; K13] 0.63 0.937 1.096 4.104439735 30.21 0 1942.152603 3 648.0562744 0.858146875 0.000555551 51.39861722DKPHVNVGTIGHVDHGK 2 34147630 3xTMT6plex [N-Term; K2; K17] 0.759 5.472416878 23.84 0 2497.424251 5 500.2906494 -0.044125337 -2.20E-05 46.99597267GITINAAHVEYSTAAR 26 34147630 1xTMT6plex [N-Term] 0.72 0.693 0.662 5.634465218 57.7 0 1903.023491 2 952.0148926 -0.516012417 -0.000490992 46.63686131KYEEIDNAPEER 6 34147630 2xTMT6plex [N-Term; K1] 0.971 0.835 0.947 4.641605377 29.59 1 1951.017292 3 651.0102539 -0.555136674 -0.000361027 36.31253325GTVVTGTLER 8 34147630 1xTMT6plex [N-Term] 0.741 0.798 0.763 4.098875046 62.52 0 1261.731332 2 631.3695679 0.418133539 0.000263786 40.80122373TTLTAAITK 6 34147630 2xTMT6plex [N-Term; K9] 0.839 1.287 0.925 4.159566879 61.94 0 1377.871737 2 689.4355469 -5.748089453 -0.003960065 47.63912332ELAMPGEDLK 8 34147630 2xTMT6plex [N-Term; K10] 0.744 0.747 0.5 3.727340221 41.75 0 1560.870751 2 780.9385986 -0.531923847 -0.000415132 60.28030579DLEKPFLLPVEAVYSVPGR 6 34147630 2xTMT6plex [N-Term; K4] 100 0.82 3.190322161 17.75 0 2587.489981 3 863.1676636 -0.596592588 -0.000514559 85.74870641ELLTEFGYK 7 34147630 2xTMT6plex [N-Term; K9] 0.922 1.037 3.49972558 29.71 0 1557.892867 2 779.4505005 0.550600482 0.000428888 87.04795278LLDAVDTYIPVPAR 6 34147630 1xTMT6plex [N-Term] 1.333 0.583 3.196599483 31.22 0 1772.015552 2 886.5107422 -0.758421673 -0.000671967 85.32099217ILAEGGGAK 6 34147630 2xTMT6plex [N-Term; K9] 0.901 0.849 0.867 3.756865978 47.15 0 1273.788008 2 637.3917236 -9.292797784 -0.005918527 42.23576637VEAQVYILSK 7 34147630 2xTMT6plex [N-Term; K10] 100 2.488309622 30.45 0 1607.977265 2 804.4917603 -0.634954368 -0.000510496 65.46261333KGDECELLGHSK 6 34147630 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C5] 1.097 1.078 3.806375265 14.06 1 2060.141336 4 515.7904053 -0.749864207 -0.000386207 38.29341168GEETPVIVGSALCALEGR 4 34147630 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 100 1.448176622 10.63 0 2087.10042 2 1044.052856 -0.9506679 -0.00099207 86.58001136QPMILEK 2 34147630 2xTMT6plex [N-Term; K7] 0.769 3.1994555 26.32 0 1316.801215 2 658.9042358 -0.015105023 -9.95E-06 57.76083929IILPPEK 15 34147630 2xTMT6plex [N-Term; K7] 0.842 0.989 0.887 2.874926805 27.73 0 1267.838981 2 634.4234009 0.429437666 0.000272229 59.19973237148613856 DDX17 probable ATP-dependent RNA helicase DDX17 isoform 3 10521 NP_001091974.1 33.92612859 1 16 23 121 731 80.407 8.37 0.92 1.17 1.11 1.06 Significant 0.005 DMVGIAQTGSGK 2 148613856 2xTMT6plex [N-Term; K12] 1.153 4.407876015 65.7 0 1621.898363 2 811.4539185 1.355013429 0.001098847 50.01879748FVINYDYPNSSEDYVHR 6 148613856 1xTMT6plex [N-Term] 1.218 1.185 0.602 4.216942787 44.03 0 2347.119241 3 783.0458374 1.583965981 0.001239252 68.56658054LTPYEVDELRR 5 148613856 1xTMT6plex [N-Term] 0.877 1.002 1.009 4.622374535 38.9 1 1619.895437 3 540.635376 -2.38406148 -0.00128731 45.6355171GDGPICLVLAPTR 6 148613856 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.438 1.725 2.022 3.996110439 63.02 0 1597.893328 2 799.4514771 1.470061562 0.001174501 70.17936501SSQSSSQQFSGIGR 6 148613856 1xTMT6plex [N-Term] 1.258 1.032 1.404 4.215635777 28.91 0 1684.845192 2 842.9260864 -0.175463264 -0.000147814 32.24599158GVEICIATPGR 8 148613856 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.119 1.245 4.67056179 50.39 0 1401.772151 2 701.3901978 0.690617096 0.000484044 48.22089863VLEEANQAINPK 5 148613856 2xTMT6plex [N-Term; K12] 0.78 1.179 3.211826324 43.41 0 1784.03182 2 892.5189819 -0.63467075 -0.000566136 65.89309132STCIYGGAPK 2 148613856 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.33 4.202385902 37.05 0 1511.829221 2 756.4179688 -0.370365907 -0.000279965 41.29195412NFYVEHPEVAR 2 148613856 1xTMT6plex [N-Term] 0.839 3.675665617 34.37 0 1589.827357 3 530.6137085 -0.493683616 -0.000261624 42.67943213LTPYEVDELR 4 148613856 1xTMT6plex [N-Term] 1.479 1.762 3.731387615 44 0 1463.794326 2 732.401123 0.439832112 0.000321912 62.98366754APILIATDVASR 8 148613856 1xTMT6plex [N-Term] 0.977 0.977 0.792 3.555317879 42.19 0 1455.873245 2 728.4396973 -0.773953882 -0.000563389 56.98387905DGWPAMCIHGDK 2 148613856 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.246 2.879039288 25.9 0 1844.918781 3 615.6447754 0.537780788 0.000330721 57.68360574ELAQQVQQVADDYGK 9 148613856 2xTMT6plex [N-Term; K15] 100 0.258 100 2.615769386 22.59 0 2150.149368 2 1075.579956 1.519536002 0.001633615 75.35469553MLDMGFEPQIR 10 148613856 1xTMT6plex [N-Term] 1.302 0.01 1.498 3.182462692 33.69 0 1565.801736 2 783.40448 -0.033649894 -2.63E-05 68.74450247LIDFLESGK 6 148613856 2xTMT6plex [N-Term; K9] 0.869 100 2.095726967 27.09 0 1479.882302 2 740.4441528 -0.860119711 -0.000636438 90.85186876QTLMWSATWPK 6 148613856 2xTMT6plex [N-Term; K11] 1.816 2.017383814 28.13 0 1806.997683 2 904.0021973 -0.312573035 -0.000282409 85.54065511TIIFVETK 10 148613856 2xTMT6plex [N-Term; K8] 0.946 100 100 3.776169062 34.56 0 1408.881574 2 704.9437866 -0.906440851 -0.000638534 65.10968759DWVLNEFR 4 148613856 1xTMT6plex [N-Term] 100 0.01 2.716156244 29.71 0 1307.694552 2 654.350647 -0.408998177 -0.000267422 96.22689876WDLSELPK 4 148613856 2xTMT6plex [N-Term; K8] 0.942 0.862 2.641740322 28.86 0 1445.840437 2 723.4239502 0.129081066 9.33E-05 84.73911697APLPDLYPFGTMR 4 148613856 1xTMT6plex [N-Term] 0.705 100 2.032912493 12.04 0 1706.913729 2 853.9588013 -1.993856443 -0.00170167 83.81086708QLAEDFLR 6 148613856 1xTMT6plex [N-Term] 0.402 100 100 2.376462221 32.17 0 1220.683653 2 610.8449707 -0.809672307 -0.000494177 62.64772871IVDQIRPDR 4 148613856 1xTMT6plex [N-Term] 1.715 3.394581556 15.04 0 1340.784764 3 447.6002502 1.069062284 0.000477794 34.9336631GTAYTFFTPGNLK 2 148613856 2xTMT6plex [N-Term; K13] 0.921481371 0.31 0 1875.041656 2 938.0244751 0.009399958 8.81E-06 68.0002282109637759 CAST calpastatin isoform f 831 NP_001035905.1 41.6 1 22 22 99 750 80.216 5.15 0.59 0.86 0.97 0.81 Significant 0.019 TYAGGTASATK 10 109637759 2xTMT6plex [N-Term; K11] 0.766 0.855 0.823 5.089231014 62.81 0 1485.831329 2 743.4194946 0.258237799 0.000191849 30.13249835SLTPAVPVESKPDKPSGK 4 109637759 4xTMT6plex [N-Term; K11; K14; K18] 0.886 0.773 5.000781536 15.27 0 2753.658282 4 689.1705933 0.821168295 0.000565304 51.33931221VSASSGATSK 5 109637759 2xTMT6plex [N-Term; K10] 0.869 1.039 4.500371933 61.18 0 1352.778565 2 676.8925781 -0.506734818 -0.00034275 34.25582769CGEDDETIPSEYR 2 109637759 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.344 3.969571352 36.49 0 1799.795524 2 900.3945923 -7.565498138 -0.006808175 40.12202713DTMSDQALEALSASLGTR 6 109637759 1xTMT6plex [N-Term] 100 100 3.263333559 35.7 0 2095.053864 2 1048.029053 -1.44861729 -0.001517466 86.5315283EQLPPMSEDFLLDALSEDFSGPQNASSLK 4 109637759 2xTMT6plex [N-Term; K29] 1.67 2.364447594 14.66 0 3623.819115 4 906.7084961 -1.920690515 -0.001740059 107.4925199GTVPDDAVEALADSLGK 10 109637759 2xTMT6plex [N-Term; K17] 100 0.921 100 3.05919981 49.72 0 2116.153785 2 1058.579834 -0.658539687 -0.000696786 88.04142033KPADDQDPIDALSGDLDSCPSTTETSQNTAK 6 109637759 3xTMT6plex [N-Term; K1; K31]; 1xCarbamidomethyl [C19] 0.77 0.01 2.83497858 3.06 0 3964.95366 4 991.9916992 -2.192420327 -0.002173211 59.98151861QPDPDENKPMEDK 2 109637759 3xTMT6plex [N-Term; K8; K13] 0.703 3.337271929 18.22 0 2230.162859 3 744.0610352 2.552866813 0.00189777 37.6544837DDTIPPEYR 16 109637759 1xTMT6plex [N-Term] 0.896 0.737 0.972 3.644010544 37.28 0 1334.678962 2 667.8430176 -0.152144265 -0.000101532 33.48185769DTSQSDKDLDDALDK 4 109637759 3xTMT6plex [N-Term; K7; K15] 0.851 1.025 4.227209091 5.7 1 2353.233775 3 785.0778809 -6.240668492 -0.004895251 46.19706832TSESPSKPGEK 4 109637759 3xTMT6plex [N-Term; K7; K11] 0.984 0.825 1.962145448 8.67 0 1834.052504 3 612.0230103 1.076033382 0.000657834 28.29210898EESTEVLK 2 109637759 2xTMT6plex [N-Term; K8] 1.36 3.231644392 44.07 0 1392.798632 2 696.9017944 -1.665425826 -0.001159801 42.24472013KTEKEESTEVLK 3 109637759 4xTMT6plex [N-Term; K1; K4; K12] 0.184 0.849 3.670865059 2 2337.404693 4 585.1068726 0.413777031 0.000241791 40.93173841EADPEDGKPVMDK 4 109637759 3xTMT6plex [N-Term; K8; K13] 0.808 1.142 3.260854483 6.15 0 2118.135582 3 706.7174072 0.985224792 0.000695613 46.34129664QAEPELDLR 2 109637759 1xTMT6plex [N-Term] 0.925 3.470261097 41.55 0 1299.710596 2 650.3594971 0.862831025 0.000560715 48.25161985SAAPPQEK 4 109637759 2xTMT6plex [N-Term; K8] 0.829 0.776 3.141639709 38.45 0 1285.751622 2 643.378418 -1.60440202 -0.001031431 29.31285099TKPQDMISAGGESVAGITAISGKPGDK 1 109637759 4xTMT6plex [N-Term; K2; K23; K27] 1.52540338 0 3531.986234 4 883.7518311 -0.209403775 -0.000184903 60.05911423SESELIDELSEDFDR 5 109637759 1xTMT6plex [N-Term] 1.762259007 2.67 0 2012.949776 2 1006.97699 -1.526609282 -0.001536494 92.39110604LAAAISEVVSQTPASTTQAGAPPR 1 109637759 1xTMT6plex [N-Term] 0.828492463 0 2552.388146 2 1276.696533 -0.923003719 -0.001177932 77.20001421EETIPPDYR 2 109637759 1xTMT6plex [N-Term] 0.597 2.894533873 16.28 0 1348.694612 2 674.8518066 1.279015453 0.000862501 38.36829187TEKEESTEVLK 1 109637759 3xTMT6plex [N-Term; K3; K11] 1.138 1.629998922 1 1980.146798 3 660.7200928 -0.541959661 -0.00035772 44.11362431EADPEDGKPVMDK 1 109637759 3xTMT6plex [N-Term; K8; K13]; 1xOxidation [M11] 0.673 1.510474086 0 2134.130497 3 706.7174072 0.985224792 0.000695613 46.3412966428178825 IDH1 isocitrate dehydrogenase [NADP] cytoplasmic 3417 NP_005887.2 53.38164251 1 19 20 143 414 46.63 7.01 1.05 1.24 1.25 1.18 Significant 0.003 VEITYTPSDGTQK 12 28178825 2xTMT6plex [N-Term; K13] 1.1 1.281 1.189 4.231511593 58.47 0 1897.031879 2 949.0110474 -8.993472185 -0.008530452 47.00125782ISGGSVVEMQGDEMTR 6 28178825 1xTMT6plex [N-Term] 1.387 2.686 3.7389853 38.76 0 1924.930578 2 962.9682617 -0.691371686 -0.000665421 48.18305711KISGGSVVEMQGDEMTR 4 28178825 2xTMT6plex [N-Term; K1] 0.918 1.072 4.719310284 31.08 1 2282.188473 3 761.4001465 -1.133305556 -0.000862139 52.40927803LIFPYVELDLHSYDLGIENR 7 28178825 1xTMT6plex [N-Term] 1.244 0.786 1.368 4.069072247 42.35 0 2635.396919 3 879.135437 -1.958602442 -0.001720565 105.0417856TVEAEAAHGTVTR 31 28178825 1xTMT6plex [N-Term] 0.985 1.379 1.366 5.789176464 77.9 0 1570.83865 3 524.284729 0.626265287 0.000327921 26.09688496SIEDFAHSSFQMALSK 10 28178825 2xTMT6plex [N-Term; K16] 1.209 100 2.334496975 17.89 0 2256.173475 3 752.7290039 -0.450351563 -0.00033869 101.8806197LVSGWVKPIIIGR 2 28178825 2xTMT6plex [N-Term; K7] 0.849 2.562268734 7.36 0 1896.219895 3 632.7449951 0.28318528 0.000178994 79.58134663ATDFVVPGPGK 10 28178825 2xTMT6plex [N-Term; K11] 1.03 0.965 0.928 3.430617094 47.23 0 1545.9041 2 773.4503174 -6.948577454 -0.005370917 51.19250054LIDDMVAQAMK 6 28178825 2xTMT6plex [N-Term; K11] 100 100 0.817 2.98871088 43.03 0 1692.94287 2 846.9733887 -1.990171263 -0.001684623 90.0714877SDYLNTFEFMDK 4 28178825 2xTMT6plex [N-Term; K12] 0.815 100 2.37699151 35.53 0 1967.982486 2 984.4940186 -0.87680182 -0.000862765 87.26841259DATNDQVTK 2 28178825 2xTMT6plex [N-Term; K9] 1.296 3.727936268 46.13 0 1449.794943 2 725.4014282 0.438962293 0.000318203 32.06947331GWPLYLSTK 6 28178825 2xTMT6plex [N-Term; K9] 2.149 1.648 1.245 3.327253819 39.48 0 1522.903372 2 761.9550781 -0.323145913 -0.00024606 68.90681279SEGGFIWACK 10 28178825 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 100 2.290626049 23.59 0 1612.85577 2 806.9309082 -0.762692966 -0.000615057 59.40719502GQETSTNPIASIFAWTR 4 28178825 1xTMT6plex [N-Term] 1.59864819 15.11 0 2108.097384 2 1054.552612 0.267700809 0.00028217 100.8024557KISGGSVVEMQGDEMTR 2 28178825 2xTMT6plex [N-Term; K1]; 1xOxidation [M15] 1.474 2.218570471 10.46 1 2298.183388 3 761.4001465 -1.133305556 -0.000862139 52.40927803CATITPDEK 2 28178825 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 1.114 3.58439064 41.24 0 1492.808151 2 746.9073486 -0.489235254 -0.000365167 43.08396636NILGGTVFR 5 28178825 1xTMT6plex [N-Term] 100 1.799440622 26.43 0 1205.720373 2 603.3630981 -1.205388057 -0.00072668 55.90408907FKDIFQEIYDK 2 28178825 3xTMT6plex [N-Term; K2; K11] 1.088 2.844625711 8.44 1 2133.219904 3 711.7449951 0.247729529 0.000176154 98.72347375DLAACIK 12 28178825 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.006 1.107 1.158 3.135351181 38.25 0 1248.738615 2 624.8720093 -1.499981894 -0.000936543 44.57473427SQFEAQK 2 28178825 2xTMT6plex [N-Term; K7] 1.331 3.177722692 34.84 0 1295.735972 2 648.371521 -0.15956014 -0.000103374 37.46988983IIWELIK 4 28178825 2xTMT6plex [N-Term; K7] 100 1.338 2.572081327 24.44 0 1372.89683 2 686.9516602 -0.572655922 -0.000393099 99.958092965453832 HYOU1 hypoxia up-regulated protein 1 precursor 10525 NP_006380.1 33.73373373 1 24 24 109 999 111.266 5.22 1.19 1.01 1.7 1.3 Significant 0.024 VAIVKPGVPMEIVLNK 6 5453832 3xTMT6plex [N-Term; K5; K16] 1.177 0.763 1.17 3.992257357 37.77 0 2394.512521 3 798.8426514 0.367649597 0.000293447 81.07370994LSAASTWLEDEGVGATTVMLK 6 5453832 2xTMT6plex [N-Term; K21] 100 100 100 3.165606499 18.58 0 2637.420975 3 879.8110352 -0.918537948 -0.000807524 98.38806288SLAEDFAEQPIKDAVITVPVFFNQAER 2 5453832 2xTMT6plex [N-Term; K12] 0.505 3.497503281 17.99 1 3492.877891 4 873.9754639 0.611183333 0.000533697 107.4230018TVLSANADHMAQIEGLMDDVDFK 2 5453832 2xTMT6plex [N-Term; K23] 3.340159416 16.53 0 2978.500364 3 993.5023804 -2.610735527 -0.002592026 100.4735351VESVFETLVEDSAEEESTLTK 6 5453832 2xTMT6plex [N-Term; K21] 100 4.714 100 3.330256224 26.86 0 2800.439187 3 934.149231 -2.159310916 -0.002015673 110.6659179VEFEELCADLFER 11 5453832 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.788 1.222 3.680718184 34.04 0 1885.920331 2 943.4608154 -3.16910557 -0.00298834 96.4420071EVEEEPGIHSLK 4 5453832 2xTMT6plex [N-Term; K12] 1.297 3.380131245 32.96 0 1825.01075 2 913.010376 1.493494285 0.001362822 44.61685318FPEHELTFDPQR 4 5453832 1xTMT6plex [N-Term] 1.117 0.871 3.266399145 33.29 0 1744.8856 3 582.2995605 -0.843487604 -0.000490596 57.72804607KTPVIVTLK 6 5453832 3xTMT6plex [N-Term; K1; K9] 1.087 0.994 1.45 4.936151028 31.07 1 1686.149639 3 562.7221069 1.262106714 0.000709367 59.01740798LPATEKPVLLSK 6 5453832 3xTMT6plex [N-Term; K6; K12] 1.281 1.378 1.256 2.647680759 13.39 0 1983.28211 3 661.7655029 -0.07789156 -5.15E-05 57.21480293DAVITVPVFFNQAER 6 5453832 1xTMT6plex [N-Term] 100 1.33118093 14.56 0 1935.053728 2 968.0287476 -1.813666857 -0.001754771 81.38722412VPGPVQQALQSAEMSLDEIEQVILVGGATR 2 5453832 1xTMT6plex [N-Term] 2.232683659 9.9 0 3364.798371 3 1122.27124 0.236775889 0.000265568 113.2266447LYQPEYQEVSTEEQREEISGK 2 5453832 2xTMT6plex [N-Term; K21] 100 1.368059278 6.48 1 3000.520231 3 1000.842407 -2.520379711 -0.002520817 61.21179068AHFNLDESGVLSLDR 2 5453832 1xTMT6plex [N-Term] 1.424 2.533597946 8.88 0 1901.991856 3 634.6688232 0.031780663 2.01E-05 75.34384519EVQYLLNK 4 5453832 2xTMT6plex [N-Term; K8] 100 100 2.327759743 22.33 0 1464.882636 2 732.9447021 -0.34720401 -0.000254307 55.80344319VQEVLLK 6 5453832 2xTMT6plex [N-Term; K7] 1.311 100 0.919 2.840893269 37.98 0 1286.844794 2 643.9261475 0.174062852 0.000111996 53.66749153DAVVYPILVEFTR 8 5453832 1xTMT6plex [N-Term] 0.01 100 1.711877823 10.96 0 1750.994088 2 875.9997559 -1.058199604 -0.000926451 92.4794762AVGKEELGK 6 5453832 3xTMT6plex [N-Term; K4; K9] 0.881 0.465 2.495739698 25.3 1 1618.014268 2 809.5108032 0.038105543 3.08E-05 43.43001844VLQLINDNTATALSYGVFR 3 5453832 1xTMT6plex [N-Term] 100 0.828865826 2.05 0 2324.281162 2 1162.642822 -1.201945271 -0.001396829 108.740885LQDLTLR 6 5453832 1xTMT6plex [N-Term] 1.454 1.333 100 2.769068241 40.74 0 1087.667275 2 544.3366089 -1.226199035 -0.000666848 51.52379149VKPFVVR 4 5453832 2xTMT6plex [N-Term; K2] 1.149 1.412 2.994520664 2.71 0 1302.866199 3 434.9602356 -0.034518426 -1.50E-05 48.55879805GDATPEGEK 2 5453832 2xTMT6plex [N-Term; K9] 1.853187561 6.07 0 1361.731281 2 681.368042 -1.816228841 -0.001236608 25.52375084GVGDSFK 4 5453832 2xTMT6plex [N-Term; K7] 1.318 1.541 2.696947336 23.61 0 1167.677395 2 584.3426514 0.540760982 0.000315717 48.20853286LIPEMDQIFTEVEMTTLEK 1 5453832 2xTMT6plex [N-Term; K19] 0.662638247 0 2725.444412 2 1363.226807 0.706061456 0.000962166 117.252007641349456 PREP prolyl endopeptidase 5550 NP_002717.3 40.28169014 1 20 20 90 710 80.648 5.86 1.06 1.21 1.18 1.15 Significant 0.0016 YTIGHAWTTDYGCSDSK 14 41349456 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C13] 1.88 1.407 100 4.959465027 55.29 0 2420.159281 3 807.3900757 -1.490583387 -0.001202483 53.89534197LWYCDLQQESSGIAGILK 2 41349456 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C4] 0.875 2.969810486 42.44 0 2539.363066 3 847.1253052 -0.671082713 -0.000568041 104.188505LIDNFEGEYDYVTNEGTVFTFK 6 41349456 2xTMT6plex [N-Term; K22] 0.649 1.479 0.606 4.313333988 35.39 0 3059.529005 3 1020.513062 -1.429432334 -0.001457797 101.5602901LYYHVLGTDQSEDILCAEFPDEPK 4 41349456 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C16] 1 5.49134922 31.66 0 3297.638966 4 825.164978 -0.26801922 -0.000220958 88.09043419ICDPYAWLEDPDSEQTK 7 41349456 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C2] 0.739 100 2.800822973 20.05 0 2525.227026 3 842.4133301 -0.629407023 -0.000529799 82.94014786DETAVQDYHGHK 2 41349456 2xTMT6plex [N-Term; K12] 0.63 3.972779036 20.04 0 1857.949546 3 619.9874268 -0.979249714 -0.000606466 29.50441015VLVPEHEKDVLEWIACVR 4 41349456 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C16] 100 1.344 4.928992748 10.42 1 2650.479099 4 663.3753052 0.110030343 7.29E-05 93.44832057GGGEYGETWHK 4 41349456 2xTMT6plex [N-Term; K11] 1.207 1.023 3.609341145 24.34 0 1678.858941 3 560.2910767 -0.157189818 -8.80E-05 40.27381146SDGTETSTNLHQK 6 41349456 2xTMT6plex [N-Term; K13] 0.504 0.994 100 3.603876591 15.29 0 1875.98124 3 625.9994507 1.363766719 0.0008528 25.1158189WMGGAELSDDGR 6 41349456 1xTMT6plex [N-Term] 100 100 2.647388697 38.58 0 1522.715758 2 761.8617554 0.31285037 0.000238191 49.21561915DVLEWIACVR 2 41349456 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 2.046536446 23.36 0 1489.803451 2 745.4052734 -0.121267674 -9.03E-05 95.64171064VIEEVSDMFAFIAR 5 41349456 1xTMT6plex [N-Term] 100 0.463 1.970497727 24.74 0 1855.982537 2 928.4954224 0.55556372 0.000515558 112.3586305VFLDPNILSDDGTVALR 2 41349456 1xTMT6plex [N-Term] 1.695630193 10.95 0 2074.138186 2 1037.572144 -0.566664571 -0.00058767 92.44685121LPEADDIQYPSMLLLTADHDDR 8 41349456 1xTMT6plex [N-Term] 100 100 2.054544687 10.7 0 2757.360276 3 919.78479 -7.419767736 -0.006819658 83.35242397ELPDVLER 2 41349456 1xTMT6plex [N-Term] 1.065 3.213054895 29.42 0 1199.683319 2 600.34552 0.370638697 0.000222325 64.11534877GYAFSEDGEYFAYGLSASGSDWVTIK 2 41349456 2xTMT6plex [N-Term; K26] 2.117664814 4.09 0 3278.593396 3 1093.536255 0.248770841 0.000271873 108.2423237SNFLVLCYLHDVK 3 41349456 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 100 1.956637859 11.5 0 2066.150889 3 689.3873291 -1.672198933 -0.001151672 79.04942824IPMFIVHK 3 41349456 2xTMT6plex [N-Term; K8] 0.792 0.969 1.628957748 15.97 0 1442.895784 3 481.6367188 -0.125476838 -6.04E-05 77.59069492VINIDFR 4 41349456 1xTMT6plex [N-Term] 100 1.89783752 20.04 0 1105.65671 2 553.331604 -0.704379741 -0.000389401 61.39593702WMGGAELSDDGR 2 41349456 1xTMT6plex [N-Term]; 1xOxidation [M2] 2.04 1.952461839 28.31 0 1538.710673 2 761.8617554 0.31285037 0.000238191 49.21561915GGILANK 2 41349456 2xTMT6plex [N-Term; K7] 1.198 2.595683575 24.91 0 1130.729765 2 565.8685913 0.125022965 7.07E-05 44.8252985522027538 PDCD6IP programmed cell death 6-interacting protein isoform 1 10015 NP_037506.2 29.26267281 1 24 24 102 868 95.963 6.52 1.08 1.01 1.04 1.04 Significant 0.00038 TSEVDLAKPLVK 2 22027538 3xTMT6plex [N-Term; K8; K12] 1.281 3.745419264 31.93 0 1987.240639 3 663.085083 0.028518659 1.89E-05 63.30165004STPVNVPISQK 4 22027538 2xTMT6plex [N-Term; K11] 1.251 1.101 3.996111631 54.04 0 1627.978327 2 814.4919434 -1.054916531 -0.000858691 51.27252918EPSAPSIPTPAYQSSPAGGHAPTPPTPAPR 4 22027538 1xTMT6plex [N-Term] 1.094 0.846 5.25528574 26.52 0 3165.616642 3 1055.87561 -1.378554578 -0.001454658 45.96265096LLDEEEATDNDLR 6 22027538 1xTMT6plex [N-Term] 1.161 1.328 100 3.3630867 46.54 0 1761.870403 2 881.4391479 0.349519713 0.000307904 50.45208361EVFPVLAAK 6 22027538 2xTMT6plex [N-Term; K9] 1.42 1.503 1.404 3.391156435 54.6 0 1431.897558 2 716.4516602 -1.057636764 -0.000757214 77.26084375AVQADGQVK 6 22027538 2xTMT6plex [N-Term; K9] 1.026 1.025 1.004 3.799787283 65.58 0 1373.815285 2 687.4115601 0.406515485 0.000279239 31.58249415SVNFDMTSK 4 22027538 2xTMT6plex [N-Term; K9] 1.044 100 4.439923763 57.89 0 1486.797586 2 743.9020386 -0.528304303 -0.000392741 60.43446749LALASLGYEK 4 22027538 2xTMT6plex [N-Term; K10] 1.492 1.348 3.260977745 44.6 0 1522.924501 2 761.9656982 -0.250311571 -0.000190603 72.96901713LQHAAELIK 10 22027538 2xTMT6plex [N-Term; K9] 1.061 0.889 0.953 3.725725651 50.16 0 1480.92517 3 494.3127747 -0.944737397 -0.000466362 45.27914442SVIEQGGIQTVDQLIK 3 22027538 2xTMT6plex [N-Term; K16] 100 1.890503168 11.63 0 2186.279654 2 1093.642212 -1.146665693 -0.001253466 80.5085498DTIVLLCKPEPELNAAIPSANPAK 6 22027538 3xTMT6plex [N-Term; K8; K24]; 1xCarbamidomethyl [C7] 2.147508383 4.7 0 3248.853146 3 1083.619751 -2.599760572 -0.002815413 75.1190881LANQAADYFGDAFK 6 22027538 2xTMT6plex [N-Term; K14] 100 100 100 2.375815868 26.42 0 1989.048198 2 995.0211182 -6.655495774 -0.006619051 78.58788252EILDESLR 6 22027538 1xTMT6plex [N-Term] 0.974 1.064 1.041 3.490617752 45.69 0 1203.678233 2 602.3395996 -5.242905517 -0.003155386 48.51224452YDEYVNVK 6 22027538 2xTMT6plex [N-Term; K8] 100 100 2.528 2.908241987 41.25 0 1487.814616 2 744.411438 0.660752053 0.000491538 46.26224229ELPELLQR 2 22027538 1xTMT6plex [N-Term] 0.984 3.018044233 30.22 0 1226.730603 2 613.8689575 0.028611875 1.75E-05 68.83465499SLLSNLDEVK 2 22027538 2xTMT6plex [N-Term; K10] 1.485105991 5.94 0 1575.935794 2 788.4702759 -1.598302543 -0.001259411 63.40396718FYNELTEILVR 4 22027538 1xTMT6plex [N-Term] 1.535554767 10.54 0 1625.910024 2 813.4575806 -1.315913646 -0.001069779 92.47178079DLQQSIAR 2 22027538 1xTMT6plex [N-Term] 1.161 2.724594355 21.13 0 1159.663252 2 580.3361206 1.476757097 0.00085627 43.44121233MKDAIIAK 2 22027538 3xTMT6plex [N-Term; K2; K8] 1.176 1.136 2.922065496 1 1577.006346 3 526.34021 -0.170872608 -8.98E-05 43.7555208FTDLFEK 4 22027538 2xTMT6plex [N-Term; K7] 100 100 2.260696888 27.33 0 1357.776774 2 679.3917236 -0.444590294 -0.000301827 99.98149935YYDQICSIEPK 5 22027538 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.24136436 5.53 0 1873.977007 2 937.4907837 -1.449488002 -0.001358154 57.80575769SLLSNLDEVKK 2 22027538 3xTMT6plex [N-Term; K10; K11] 1.217936277 3.81 1 1933.193689 3 645.0687866 -0.973677252 -0.000627436 71.82513234KTSEVDLAKPLVK 2 22027538 4xTMT6plex [N-Term; K1; K9; K13] 0.842 0.97 2.819816828 1.68 1 2344.498534 4 586.8792725 -1.396501726 -0.000818524 46.10529384KQEGLLK 4 22027538 3xTMT6plex [N-Term; K1; K7] 1.224 1.026 2.808373213 12.18 1 1502.987325 3 501.6663208 -1.940181136 -0.000972023 47.15602837108773810 LARS leucine--tRNA ligase, cytoplasmic isoform 1 51520 NP_064502.9 27.38095238 1 27 27 111 1176 134.379 7.3 1.52 0.9 1.36 1.26 Significant 0.021 LALADAGDTVEDANFVEAMADAGILR 6 108773810 1xTMT6plex [N-Term] 0.912 1.167 3.916736841 44.66 0 2877.450153 3 959.8183594 -3.346200451 -0.003209508 103.0516519TPISEHAVFNVDLMSK 3 108773810 2xTMT6plex [N-Term; K16] 0.979 0.01 4.329220772 41.22 0 2246.22551 3 749.4138184 0.619576315 0.000463903 82.54937816FSEAEHWLDYFPPLAIQDLK 7 108773810 2xTMT6plex [N-Term; K20] 100 100 100 2.820941448 9.21 0 2877.522738 3 959.8441162 -1.717570159 -0.001647449 102.174646



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms VFASELNAGIIK 6 108773810 2xTMT6plex [N-Term; K12] 1.915 100 0.01 2.649376869 41.1 0 1720.040928 2 860.5239258 -0.205098317 -0.000176389 77.09662475SLGLSDEEIVK 6 108773810 2xTMT6plex [N-Term; K11] 0.786 100 3.011645079 47.27 0 1647.956923 2 824.4822998 0.242548436 0.000199855 52.62307863VIASELGSMPELK 6 108773810 2xTMT6plex [N-Term; K13] 2.905 1.956 100 3.002017498 45.07 0 1832.060342 2 916.5359497 2.336349935 0.002140167 68.11574767NLETFCEETR 2 108773810 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.354 4.084541321 47.54 0 1527.731074 2 764.3688965 -0.364849062 -0.000278696 54.30950021GTGVVTSVPSDSPDDIAALR 4 108773810 1xTMT6plex [N-Term] 100 2.468725681 27 0 2186.150207 2 1093.577515 -1.122646155 -0.001227137 55.69297782GFYEGIMLVDGFK 3 108773810 2xTMT6plex [N-Term; K13] 1.745624304 21.76 0 1934.049778 2 967.5267944 -1.791863298 -0.001732776 100.8952872VDIGDTIIYLVH 4 108773810 1xTMT6plex [N-Term] 2.116371393 30.88 0 1586.899125 2 793.9533081 0.135201371 0.000107275 104.9149883QEFEFWYPVDLR 6 108773810 1xTMT6plex [N-Term] 100 100 2.201314688 21.09 0 1857.937301 2 929.4713135 -1.050119869 -0.000975528 89.84520057VFEVNASNLEK 6 108773810 2xTMT6plex [N-Term; K11] 1.358 100 100 3.120482206 53.16 0 1707.968157 2 854.494812 8.308540989 0.007095362 64.99648864EVWDYVFFK 10 108773810 2xTMT6plex [N-Term; K9] 1.41 1.166 100 3.351023912 23.04 0 1690.924501 2 845.9655151 -0.442016519 -0.000373708 103.2551667FDDPLLGPR 3 108773810 1xTMT6plex [N-Term] 1.727 3.69751358 26.6 0 1258.699303 2 629.8527222 -0.902109074 -0.000567742 73.21275045ILDLQLEFDEK 2 108773810 2xTMT6plex [N-Term; K11] 100 1.667221427 2.83 0 1821.040987 2 911.0241089 -0.025291338 -2.30E-05 92.65304893FASEAEDK 2 108773810 2xTMT6plex [N-Term; K8] 1.345 2.84630537 31.53 0 1354.725467 2 677.8665771 0.303180892 0.000205363 42.41587451SFITTDVNPYYDSFVR 5 108773810 1xTMT6plex [N-Term] 100 100 1.856857181 11.34 0 2153.075251 2 1077.042236 0.903273701 0.000972408 83.9481763VLEPYPSK 2 108773810 2xTMT6plex [N-Term; K8] 1.516 2.867700815 29.67 0 1390.834624 2 695.9213257 0.540134086 0.000375619 50.72664534ELAVEGMHR 2 108773810 1xTMT6plex [N-Term] 1.161 2.867044926 17.41 0 1270.677522 2 635.84198 -0.659930665 -0.00041928 35.75545187EMVANWDSLR 7 108773810 1xTMT6plex [N-Term] 100 2.143066406 18.39 0 1449.735765 2 725.3701172 -1.93636321 -0.001403607 56.38005218LYTWVEWVK 4 108773810 2xTMT6plex [N-Term; K9] 100 2.288598537 15.04 0 1681.971786 2 841.4904175 1.053954027 0.00088636 101.2450095ELMGEEILGASLSAPLTSYK 2 108773810 2xTMT6plex [N-Term; K20] 1.326728106 2.36 0 2567.404262 2 1284.197998 -6.053840635 -0.007771328 94.75769855TEDIIIK 2 108773810 2xTMT6plex [N-Term; K7] 1.701 2.678140163 27.94 0 1289.808074 2 645.4081421 0.723471737 0.00046657 58.51353176YTIYSPK 2 108773810 2xTMT6plex [N-Term; K7] 1.103 2.756255627 28.34 0 1329.78186 2 665.3949585 0.587067858 0.000390336 52.89242264YQWGIMK 4 108773810 2xTMT6plex [N-Term; K7] 0.655 100 2.195808649 9.56 0 1383.785899 2 692.395752 -1.208260433 -0.000835987 59.0581166EKLDQLK 2 108773810 3xTMT6plex [N-Term; K2; K7] 1.542 2.10986805 9.42 1 1560.992804 3 521.0024414 -0.021467908 -1.12E-05 49.57236701VMPFVAMIK 3 108773810 2xTMT6plex [N-Term; K9] 0.46 100 2.515784264 14.65 0 1493.89882 2 747.4529419 -0.142801463 -0.000106665 91.3442005140316915 RNPEP aminopeptidase B isoform a 6051 NP_064601.3 39.84615385 1 20 20 90 650 72.549 5.74 1.06 1.22 1.07 1.12 Significant 0.0021 QHMDITGEENPLNK 2 40316915 2xTMT6plex [N-Term; K14] 1.005 4.82578373 39.8 0 2084.08466 3 695.3662109 -0.278308032 -0.000193339 52.58588478GLSGTAVLDLR 5 40316915 1xTMT6plex [N-Term] 0.891 3.503222704 67.86 0 1330.789181 2 665.8986206 0.588997077 0.000391915 91.49111836IEPGVDPDDTYNETPYEK 6 40316915 2xTMT6plex [N-Term; K18] 2.006 1.557 4.294690132 46.65 0 2540.24445 3 847.4195557 -0.132450959 -0.000112153 62.23867014YSALIEVPDGFTAVMSASTWEK 4 40316915 2xTMT6plex [N-Term; K22] 1.015 3.561282158 24.9 0 2860.484303 3 954.1677246 1.509296212 0.001439106 104.1388981AIEAVAISPWK 13 40316915 2xTMT6plex [N-Term; K11] 1.056 1.26 4.136819839 52.14 0 1642.993249 2 822.0008545 0.720060399 0.000591527 90.47524646RPLHSAQAVDVASASNFR 6 40316915 1xTMT6plex [N-Term] 1.179 1.135 4.123723507 15.7 0 2155.156964 3 719.0575562 0.534071091 0.000383669 35.73666114VDIIPGFEFDR 5 40316915 1xTMT6plex [N-Term] 1.055 1.468 3.322439432 33.23 0 1536.82596 2 768.9160767 -0.704985285 -0.00054172 91.4719284ETFASTASQLHSNVVNYVQQIVAPK 4 40316915 2xTMT6plex [N-Term; K25] 100 3.38635993 29.64 0 3189.730833 3 1063.914429 -0.658327394 -0.000699962 95.12186924LDSHPCLEVTAAALR 4 40316915 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.15 100 4.360663414 24.57 0 1882.005398 3 628.0066528 0.003871452 2.43E-06 64.15703378RVDIIPGFEFDR 2 40316915 1xTMT6plex [N-Term] 1.252 4.072318077 24.92 1 1692.927071 3 564.9798584 -1.210421123 -0.000683052 71.28325093KKPFVYTQGQAVLNR 4 40316915 3xTMT6plex [N-Term; K1; K2] 0.671 0.904 4.074715137 14.82 1 2436.46941 3 812.8280029 0.018645448 1.51E-05 45.10658342GFCFVSYLAHLVGDQDQFDSFLK 2 40316915 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C3] 3.900723696 28.79 0 3151.596314 3 1051.211548 7.544349695 0.007925582 116.5528488VWAEPCLIDAAK 6 40316915 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 100 1.225 100 2.53765583 21.56 0 1831.018812 2 916.0141602 1.218628932 0.001115666 69.27011417TYQLVYFLDK 4 40316915 2xTMT6plex [N-Term; K10] 100 2.168055534 23.96 0 1748.00348 2 874.5058594 0.550645357 0.000481265 98.84965755NDHQEDFWK 2 40316915 2xTMT6plex [N-Term; K9] 0.772 2.717985392 24.92 0 1676.843291 3 559.6185303 -1.343595851 -0.000751 53.18799443AFFPCFDTPAVK 4 40316915 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 0.983 1.277 1.715423465 9.48 0 1857.997349 2 929.5006714 -1.766696042 -0.001641258 76.35545271SPLPPGNVK 9 40316915 2xTMT6plex [N-Term; K9] 1.031 1.229 3.450391769 42.1 0 1366.845857 2 683.9268188 0.368853086 0.000252083 38.29160496WGQIVLK 2 40316915 2xTMT6plex [N-Term; K7] 0.567 2.368926048 27.7 0 1301.834564 2 651.4206543 -0.408689602 -0.000266023 77.57740697AYVHEFK 4 40316915 2xTMT6plex [N-Term; K7] 1.024 3.353961229 27.63 0 1351.777443 2 676.3911133 -1.844310624 -0.001246549 40.73009171LFGPYVWGR 2 40316915 1xTMT6plex [N-Term] 0.571 2.011839151 13.89 0 1323.741108 2 662.3736572 -0.808811382 -0.000535328 88.943361644502107 ANXA5 annexin A5 308 NP_001145.1 65.625 1 19 20 179 320 35.914 5.05 1.16 1.29 1.36 1.27 Significant 0.0021 QVYEEEYGSSLEDDVVGDTSGYYQR 14 4502107 1xTMT6plex [N-Term] 100 2.345 0.01 3.591131449 27.52 0 3117.401014 3 1039.803345 -1.774892062 -0.00184435 73.29850361GTVTDFPGFDER 16 4502107 1xTMT6plex [N-Term] 1.146 1.311 1.481 4.145593166 64.24 0 1569.774653 2 785.3907471 -0.277281439 -0.000217635 68.89270441GLGTDEESILTLLTSR 14 4502107 1xTMT6plex [N-Term] 1.329 2.28 1.311 3.688187838 59.47 0 1934.064352 2 967.5349731 -0.869940514 -0.00084126 107.0032096DPDAGIDEAQVEQDAQALFQAGELK 15 4502107 2xTMT6plex [N-Term; K25] 2.039 1.874 5.915 4.620543957 36.84 0 3116.578808 3 1039.528076 -2.930474388 -0.003044351 96.1352418GAGTDDHTLIR 8 4502107 1xTMT6plex [N-Term] 1.404 1.31 3.911023378 50.99 0 1384.738208 2 692.8726807 -0.088877359 -6.15E-05 33.04500518ETSGNLEQLLLAVVK 7 4502107 2xTMT6plex [N-Term; K15] 3.015590429 24.25 0 2072.236727 2 1036.621704 -0.287214712 -0.000297588 101.0121543NFATSLYSMIK 4 4502107 2xTMT6plex [N-Term; K11] 100 0.779 3.08520484 38.67 0 1732.970799 2 866.987915 -1.295931747 -0.001122906 90.49536987DLLDDLKSELTGK 9 4502107 3xTMT6plex [N-Term; K7; K13] 0.822 100 3.167560816 24.01 1 2134.257411 3 712.0899658 -0.968505041 -0.000689013 96.1671055VLTEIIASR 22 4502107 1xTMT6plex [N-Term] 0.623 3.162 0.804 3.063454151 39.34 0 1230.761903 2 615.8846436 0.086978135 5.35E-05 77.82761274LYDAYELK 13 4502107 2xTMT6plex [N-Term; K8] 0.94 1.073 0.983 3.355526924 31.33 0 1472.840103 2 736.9232788 -0.557951139 -0.000410886 65.921543FITIFGTR 10 4502107 1xTMT6plex [N-Term] 1.342 1.947 2.934346914 33.41 0 1183.70366 2 592.3551636 -0.515197834 -0.000304921 87.92997298QEISAAFK 4 4502107 2xTMT6plex [N-Term; K8] 1.368 1.312 3.732514381 53.14 0 1351.798572 2 676.3989258 -5.916131045 -0.003998709 45.92606468GDTSGDYK 4 4502107 2xTMT6plex [N-Term; K8] 1.395 1.434 2.668554306 19.12 0 1300.678517 2 650.8429565 0.092025767 5.98E-05 27.65138583DLIDDLK 36 4502107 2xTMT6plex [N-Term; K7] 1.329 2.178 1.952 2.906009436 38.83 0 1289.771689 2 645.3887939 -1.068118789 -0.000688815 67.18816778SIPAYLAETLYYAMK 6 4502107 2xTMT6plex [N-Term; K15] 100 0.734 100 2.293182135 15.66 0 2192.207735 2 1096.606934 -0.521981782 -0.000572146 108.8152072MLVVLLQANR 3 4502107 1xTMT6plex [N-Term] 100 1.330350518 20.96 0 1385.850007 2 693.4281006 -0.78102112 -0.000541189 81.92733457ADAETLR 6 4502107 1xTMT6plex [N-Term] 1.245 1.558 2.826098204 33.01 0 1004.55739 2 502.7822876 -0.091069647 -4.57E-05 31.86049247KNFATSLYSMIK 2 4502107 3xTMT6plex [N-Term; K1; K12] 100 2.324007034 4.85 1 2090.228694 3 697.4145508 0.193693518 0.000134955 100.2685703GDTSGDYKK 2 4502107 3xTMT6plex [N-Term; K8; K9] 1.146 1.084 2.091435432 1 1657.936412 3 553.3166504 -0.611487942 -0.000337936 28.96570481GAGTNEK 2 4502107 2xTMT6plex [N-Term; K7] 1.762646794 22.23 0 1134.651908 2 567.8291626 -0.757602117 -0.000429807 22.0990496924234747 ILF2 interleukin enhancer-binding factor 2 isoform 1 3608 NP_004506.2 56.41025641 1 13 13 68 390 43.035 5.26 1.17 1.64 1.25 1.35 Significant 0.011 AQDPSEVLTMLTNETGFEISSSDATVK 4 24234747 2xTMT6plex [N-Term; K27]; 1xOxidation [M10] 1.303 4.234993935 52.98 0 3344.681953 3 1110.2323 -1.409521497 -0.001563952 101.0282091AQDPSEVLTMLTNETGFEISSSDATVK 5 24234747 2xTMT6plex [N-Term; K27] 1.213 5.851546288 71.91 0 3328.687038 3 1110.2323 -1.409521497 -0.001563952 101.0282091ILGQEGDASYLASEISTWDGVIVTPSEK 4 24234747 2xTMT6plex [N-Term; K28] 1.772 5.423271656 58.1 0 3423.793552 3 1141.93457 -1.283460125 -0.001464767 102.6439545WFEENASQSTVK 2 24234747 2xTMT6plex [N-Term; K12] 1.489 3.050445795 52.61 0 1883.990349 2 942.4990234 0.223809533 0.000210827 67.69604033KEGEEEEENTEEPPQGEEEESMETQE 3 24234747 2xTMT6plex [N-Term; K1] 0.01 2.892566919 11.59 1 3510.511377 4 882.3799438 -2.366900463 -0.002086722 43.58421413KEGEEEEENTEEPPQGEEEESMETQE 2 24234747 2xTMT6plex [N-Term; K1]; 1xOxidation [M22] 100 2.578496933 28.65 1 3526.506292 4 882.3799438 -2.366900463 -0.002086722 43.58421413KLDPELHLDIK 8 24234747 3xTMT6plex [N-Term; K1; K11] 1.106 1.077 0.906 3.615728855 15.93 1 2008.240973 4 502.8153076 -0.783213404 -0.00039322 67.91296446VKPAPDETSFSEALLK 4 24234747 3xTMT6plex [N-Term; K2; K16] 1.153 1.896 4.498105049 32.05 0 2419.405138 3 807.1394653 -0.535368751 -0.000431758 60.50934148NQDLAPNSAEQASILSLVTK 5 24234747 2xTMT6plex [N-Term; K20] 5.076 2.643875122 20.57 0 2557.423752 3 853.145752 -0.410319418 -0.000349787 86.15027636QPLALNVAYR 7 24234747 1xTMT6plex [N-Term] 1.228 1.915 1.302 3.549619198 30.8 0 1373.810251 2 687.4077759 -1.437936707 -0.000987726 60.65827742VLQSALAAIR 4 24234747 1xTMT6plex [N-Term] 100 1.011 3.21716857 42.82 0 1270.804437 2 635.9049683 -1.398371386 -0.000888528 76.3164527ILITTVPPNLR 9 24234747 1xTMT6plex [N-Term] 1.031 3.138412237 23.34 0 1465.930366 2 733.4677124 -1.512681205 -0.001108743 70.28190478GGPGGGFRPFVPHIPFDFYLCEMAFPR 3 24234747 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 0.01 100 1.56694603 2.33 0 3297.632767 4 825.1623535 -1.571620573 -0.001295657 96.58374775AYEKPPEK 5 24234747 3xTMT6plex [N-Term; K4; K8] 1.142 1.838 1.527038693 6.5 0 1648.987719 3 550.3342285 0.250588207 0.000137739 39.4510755ILPTLEAVAALGNK 3 24234747 2xTMT6plex [N-Term; K14] 0.01 1.811119437 7.74 0 1868.162105 2 934.5836182 -1.148557649 -0.001072846 100.980775719743813 ITGB1 integrin beta-1 isoform 1A precursor 3688 NP_002202.2 25.43859649 1 16 16 121 798 88.357 5.39 1.15 1.19 1.13 1.16 Significant 0.00023 SAVTTVVNPK 12 19743813 2xTMT6plex [N-Term; K10] 1.148 1.122 1.073 4.334511757 56.06 0 1473.9041 2 737.4554443 -0.331044689 -0.000243964 36.79431468HCECSTDEVNSEDMDAYCR 14 19743813 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C4; C18] 1.37 1.298 1.264 6.469047546 72.93 0 2607.005352 3 869.6743164 1.167438627 0.001014506 24.75923626HCECSTDEVNSEDMDAYCR 13 19743813 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C4; C18]; 1xOxidation [M14] 1.443 1.587 1.446 6.056850433 56.48 0 2623.000267 3 869.6743164 1.167438627 0.001014506 24.75923626DKLPQPVQPDPVSHCK 10 19743813 3xTMT6plex [N-Term; K2; K16]; 1xCarbamidomethyl [C15] 1.1 1.079 1.024 5.866259575 25.07 1 2532.42114 3 844.8106689 -1.455498063 -0.001228645 49.1329118LLVFSTDAGFHFAGDGK 12 19743813 2xTMT6plex [N-Term; K17] 1.323 1.365 2.056 4.713869095 54.32 0 2240.211575 3 747.4086304 -0.105693909 -7.89E-05 91.12765431RAEDYPIDLYYLMDLSYSMK 2 19743813 2xTMT6plex [N-Term; K20] 100 3.851682186 32.69 1 2944.487674 3 982.1656494 -1.792871425 -0.001759696 104.6550184LSENNIQTIFAVTEEFQPVYK 2 19743813 2xTMT6plex [N-Term; K21] 1.311 2.993871689 11.24 0 2928.575895 3 976.8614502 -2.082262601 -0.002032688 108.4936868TVMPYISTTPAK 4 19743813 2xTMT6plex [N-Term; K12] 0.441 3.356223822 45.3 0 1767.012664 2 884.0098267 -0.162618918 -0.000143675 60.2020602SLGTDLMNEMR 4 19743813 1xTMT6plex [N-Term] 1.634 100 3.639528036 51.82 0 1495.744615 2 748.3753052 -0.856642521 -0.000640659 61.27739792FCECDNFNCDR 10 19743813 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C4; C9] 1.721 1.351 1.2 4.361308098 53.22 0 1765.692991 2 883.348999 -1.285383776 -0.001134797 43.63178914LSEGVTISYK 8 19743813 2xTMT6plex [N-Term; K10] 1.343 4.047717571 49.48 0 1554.91433 2 777.9605713 -0.298609297 -0.000232156 65.76985943GEVFNELVGK 6 19743813 2xTMT6plex [N-Term; K10] 1.016 1.175 4.010594368 53.12 0 1549.899015 2 775.4456177 -9.714083496 -0.007527924 64.27948707WDTGENPIYK 6 19743813 2xTMT6plex [N-Term; K10] 1.245 2.516 1.345 3.330152035 40.24 0 1680.899743 2 840.9535522 0.050605152 4.25E-05 63.21566207GICECGVCK 4 19743813 2xTMT6plex [N-Term; K9]; 3xCarbamidomethyl [C3; C5; C8] 1.058 0.917 4.171538353 37.65 0 1540.768612 2 770.8880005 0.073052217 5.63E-05 37.66850987GCPPDDIENPR 8 19743813 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.165 1.1 1.18 4.131980896 59.14 0 1498.715758 2 749.8613281 -0.252496177 -0.00018921 36.6385216IGFGSFVEK 4 19743813 2xTMT6plex [N-Term; K9] 0.01 1.950415611 17.63 0 1441.845523 2 721.425415 -1.365667711 -0.000984541 67.32775769DDLENVK 2 19743813 2xTMT6plex [N-Term; K7] 1.283 2.979654789 39.67 0 1290.730552 2 645.8696289 1.107002927 0.000714421 41.6448230291208426 PRPF8 pre-mRNA-processing-splicing factor 8 10594 NP_006436.3 13.10492505 1 24 24 90 2335 273.427 8.84 1.42 1.45 1.04 1.3 Significant 0.01 EQSQLTATQTR 6 91208426 1xTMT6plex [N-Term] 1.327 1.81 1.548 4.482305527 51.02 0 1491.796451 2 746.4016113 -0.338393183 -0.000252407 25.50518053TNHIYVSSDDIK 6 91208426 2xTMT6plex [N-Term; K12] 1.434 1.394 1.247 4.110084534 42.68 0 1850.005999 3 617.3404541 0.438049762 0.000270132 40.0013721EVGIEFMDLYSHLVPVYDVEPLEK 4 91208426 2xTMT6plex [N-Term; K24] 1.059 5.389633656 64.61 0 3279.726324 3 1093.911499 -1.945415275 -0.00212681 110.3198933EMEPLGWIHTQPNESPQLSPQDVTTHAK 4 91208426 2xTMT6plex [N-Term; K28] 2.602050781 7.58 0 3628.847001 4 907.9673462 0.152551382 0.000138396 64.97869413EELGLIEQAYDNPHEALSR 2 91208426 1xTMT6plex [N-Term] 1.799647927 22.94 0 2413.219683 3 805.0767822 -1.61195035 -0.001296663 77.40193723GMLDPLEVHLLDFPNIVIK 4 91208426 2xTMT6plex [N-Term; K19] 100 100 2.723665953 30.2 0 2621.514087 3 874.508667 -1.00693849 -0.000879901 107.052616LVVDSHVQYR 6 91208426 1xTMT6plex [N-Term] 1.482 1.542 3.841049433 49.16 0 1444.810979 3 482.2753601 0.37946297 0.000182751 47.52914705SQEPLPDDDEEFELPEFVEPFLK 5 91208426 2xTMT6plex [N-Term; K23] 0.01 2.171666145 6.84 0 3207.602563 3 1069.87085 -1.424082873 -0.001522631 102.5833811ALNMAIPGGPK 2 91208426 2xTMT6plex [N-Term; K11] 1.199 3.04120636 38.86 0 1526.912891 2 763.9597168 -0.480444074 -0.000366798 69.00522683ASGFEESMK 4 91208426 2xTMT6plex [N-Term; K9] 1.156 0.668 4.172992229 45.99 0 1443.755387 2 722.3828125 2.05126161 0.00148076 45.90021998DLILADYGK 6 91208426 2xTMT6plex [N-Term; K9] 1.376 1.988 3.50688076 53.75 0 1465.866652 2 733.4362183 -1.017798284 -0.000745978 66.92061025YELQLANPK 2 91208426 2xTMT6plex [N-Term; K9] 1.62 3.471758842 40.82 0 1533.9041 2 767.454834 -1.113910087 -0.000854316 57.79998484GPGNPVPGPLAPLPDYMSEEK 2 91208426 2xTMT6plex [N-Term; K21] 0.778 2.396386385 28.03 0 2623.384195 3 875.1296997 -3.678278966 -0.003216513 75.9049454EAVVNTQELLDLLVK 4 91208426 2xTMT6plex [N-Term; K15] 100 2.492056608 17.5 0 2142.278592 2 1071.644287 1.26316846 0.001353029 105.6633488QQIAEIEK 2 91208426 2xTMT6plex [N-Term; K8] 1.474 3.242057085 37.62 0 1416.846251 2 708.9260864 -0.956023589 -0.000677269 45.28628703ALDIPLVK 8 91208426 2xTMT6plex [N-Term; K8] 1.074 1.269 2.438839197 33.11 0 1326.876094 2 663.9414063 -0.420951136 -0.000279275 79.44433884VDDESMQR 2 91208426 1xTMT6plex [N-Term] 1.428 3.162197113 24.9 0 1208.577867 2 604.7935791 1.666572903 0.001007092 26.80555034VWAEYALK 2 91208426 2xTMT6plex [N-Term; K8] 1.26 2.403808594 22.31 0 1437.850608 2 719.4296265 0.951677233 0.000684185 73.30472713FICISDLR 2 91208426 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.306 2.663687229 33.53 0 1252.69211 2 626.8497314 0.061148805 3.83E-05 71.50903718NNVVINYK 2 91208426 2xTMT6plex [N-Term; K8] 1.329 2.944319963 22.82 0 1421.851671 2 711.4275513 -2.703953596 -0.00192231 42.08606998VQMLLSDR 4 91208426 1xTMT6plex [N-Term] 0.97 0.757 2.540677786 19.29 0 1190.676459 2 595.8418579 -0.016880898 -1.00E-05 57.9065759TAEEVAALIR 6 91208426 1xTMT6plex [N-Term] 100 100 1.975855827 29.43 0 1301.762632 2 651.3860474 1.679596963 0.001093218 50.71698135GSELQLPFQACLK 3 91208426 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 1.306593299 0.38 0 1949.09304 2 975.0487671 -1.427484607 -0.00139115 74.47237884VILKPDK 2 91208426 3xTMT6plex [N-Term; K4; K7] 1.021 1.942539334 4.08 0 1500.012812 3 500.6759338 0.291033296 0.000145518 48.7661825933188445 MACF1 microtubule-actin cross-linking factor 1 23499 NP_036222.3 5.064456722 1 26 26 75 5430 620.034 5.38 0.99 0.96 0.95 0.97 Significant 0.00015 LDIEASEAECR 4 33188445 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.255 0.736 3.639593363 36.41 0 1521.741638 2 761.3729858 -1.934191875 -0.00147167 54.04946068VPEGGEGISATEVDSR 4 33188445 1xTMT6plex [N-Term] 0.948 0.869 4.180765152 39.34 0 1831.923502 2 916.465271 -0.128977991 -0.000118139 41.38939662LLPQAEMFEHLSGK 2 33188445 2xTMT6plex [N-Term; K14] 0.741 3.092561245 25.07 0 2058.145803 3 686.7198486 -0.393903853 -0.000270237 86.1862815ESIAEHKPHIDK 4 33188445 3xTMT6plex [N-Term; K7; K12] 0.924 0.881 4.085086346 26.24 0 2091.21655 4 523.559021 -1.09767476 -0.000573869 36.66688116EKDASSCQEQLDEFR 2 33188445 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C7] 0.927 4.023146629 18.62 1 2300.122896 3 767.3739624 -6.76562674 -0.005187258 40.80955144YADITVTSSK 2 33188445 2xTMT6plex [N-Term; K10] 1.198 3.662642717 55.2 0 1542.877945 2 771.9415283 -1.403046419 -0.001082365 48.67820989DIMEIEGEPAPDHR 2 33188445 1xTMT6plex [N-Term] 0.874 4.217032909 36.48 0 1837.895178 3 613.3009644 -3.720926892 -0.002279558 54.1673553SSAPGECHQIMK 2 33188445 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.035 3.550710917 31.04 0 1802.929345 3 601.6488647 1.495104779 0.000898523 33.88258277ATSFATVVK 2 33188445 2xTMT6plex [N-Term; K9] 1.004 3.915170431 52.74 0 1381.845523 2 691.4267578 0.518484149 0.000358233 60.86451046DQEPIPQNIDR 4 33188445 1xTMT6plex [N-Term] 1.551 1.308 3.069263935 41.65 0 1553.812101 2 777.4101563 0.601726554 0.000467485 42.45601064GALPDDTEALQSLIDTHK 6 33188445 2xTMT6plex [N-Term; K18] 1.383 100 3.353830814 34.32 0 2382.291675 3 794.7683105 -0.544378922 -0.00043229 79.89124896LVLDTVNEVSR 2 33188445 1xTMT6plex [N-Term] 0.969 3.521763086 23.23 0 1473.847424 2 737.4272461 -0.141305332 -0.000104131 66.98528958SATVELEK 6 33188445 2xTMT6plex [N-Term; K8] 0.748 1.017 0.944 3.624870539 37.89 0 1334.793153 2 667.8999634 -0.376427004 -0.000251226 48.64035279QHADHLALNEEIVNR 1 33188445 1xTMT6plex [N-Term] 1.165 2.765231133 0 1988.051102 3 663.3551636 -0.082863737 -5.49E-05 43.3415276ATEVTVAR 4 33188445 1xTMT6plex [N-Term] 0.982 0.749 2.699058533 26.66 0 1075.630889 2 538.3199463 1.605223634 0.000863314 19.748349ELEALNK 6 33188445 2xTMT6plex [N-Term; K7] 1.118 1.136 1.07 3.261033297 35.85 0 1274.772023 2 637.8898315 0.284910502 0.000181598 43.83551101ALLELVPWR 2 33188445 1xTMT6plex [N-Term] 100 2.377923489 30.21 0 1325.814273 2 663.4104004 -0.565108375 -0.000374614 102.0657443EFESWLER 4 33188445 1xTMT6plex [N-Term] 2.050263166 26.93 0 1324.673482 2 662.8407593 0.573420317 0.000379797 77.60407671SLLDDWASK 2 33188445 2xTMT6plex [N-Term; K9] 2.474729776 25.29 0 1492.841165 2 746.9246826 0.618447827 0.000461622 71.07413245MYISELK 2 33188445 2xTMT6plex [N-Term; K7] 1.433 2.42193079 22.1 0 1341.785231 2 671.3956299 -0.929637878 -0.000623687 71.05794317LQDELVTLR 2 33188445 1xTMT6plex [N-Term] 0.987 2.290450811 26.17 0 1315.778282 2 658.3937378 1.457111707 0.000958618 63.96957048ESTDIEK 2 33188445 2xTMT6plex [N-Term; K7] 1.651 2.856302023 15.4 0 1279.714568 2 640.3598022 -1.750427688 -0.001120024 35.61903479GTLVEEINCK 2 33188445 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.320676327 14.48 0 1620.903114 2 810.9537964 -1.726066499 -0.001398893 52.83577465QLEDILVLAK 2 33188445 2xTMT6plex [N-Term; K10] 1.756892443 9.92 0 1600.008565 2 800.5073853 -0.669441533 -0.000535556 89.44590285LIIEMLER 2 33188445 1xTMT6plex [N-Term] 100 1.773748398 11.57 0 1245.743811 2 623.3759155 0.597124931 0.000371932 92.46801421ELESFLR 2 33188445 1xTMT6plex [N-Term] 1.200008869 16.75 0 1122.63564 2 561.8207397 -1.280458023 -0.000718744 56.6124157121361547 RNH1 ribonuclease inhibitor 6050 NP_002930.2 58.35140998 1 18 18 97 461 49.941 4.82 1.19 1.08 0.79 1.02 Significant 0.013 ELSLAGNELGDEGAR 6 21361547 1xTMT6plex [N-Term] 1.093 0.839 1.353 4.969423771 66.7 0 1759.902372 2 880.456665 2.091666096 0.001840564 56.91058403ELTVSNNDINEAGVR 8 21361547 1xTMT6plex [N-Term] 1.188 0.863 1.427 5.068113327 71.32 0 1859.966035 2 930.4870605 0.435117489 0.000404652 82.12603503LESCGVTSDNCR 6 21361547 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C11] 1.566 2.125 4.22692728 46.98 0 1626.741321 2 813.8729858 -1.614294958 -0.00131302 32.21458231ELDLSNNCLGDAGILQLVESVR 11 21361547 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.206 1.196 0.978 3.899491787 61.63 0 2644.381346 3 882.1310425 -1.048180361 -0.00092393 100.1854319VNPALAELNLR 6 21361547 1xTMT6plex [N-Term] 1.07 1.132 100 3.576479912 50.77 0 1438.857929 2 719.9326172 0.0199846 1.44E-05 71.69792638SNELGDVGVHCVLQGLQTPSCK 6 21361547 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C11; C21] 100 100 4.165878296 13.58 0 2856.474819 3 952.829895 0.109655647 0.00010441 70.81624176LLCETLLEPGCQLESLWVK 8 21361547 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C3; C11] 1.35 0.695 3.207767487 31.76 0 2746.492366 3 916.1689453 -0.03042153 -2.79E-05 108.9768553TLPTLQELHLSDNLLGDAGLQLLCEGLLDPQCR 3 21361547 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C24; C32] 4.280835629 28.8 0 3932.045888 4 983.7672729 0.349318628 0.000343384 111.8220862DSPCQLEALK 6 21361547 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.153 1.168 1.316 4.424354553 52.15 0 1618.887464 2 809.9474487 0.096956052 7.85E-05 60.74882424VLWLADCDVSDSSCSSLAATLLANHSLR 3 21361547 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C14] 1.719448924 6.22 0 3290.634677 3 1097.54834 -1.279585601 -0.00140355 97.07333825LDDCGLTEAR 6 21361547 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.13 1.229 1.593 4.224281311 55.01 0 1378.683395 2 689.8448486 -0.706967516 -0.000487342 48.89308434ELCQGLGQPGSVLR 6 21361547 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.092 0.01 100 2.519287109 29.47 0 1742.942069 2 871.9750977 0.487223594 0.000424601 39.95491502DLCGIVASK 6 21361547 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.746 1.576 3.009689093 29.9 0 1420.823407 2 710.9138794 -2.058673107 -0.001462505 47.991553ELALGSNK 4 21361547 2xTMT6plex [N-Term; K8] 0.697 3.086421728 39.8 0 1289.782922 2 645.3953247 0.349278979 0.000225247 46.78767018WAELLPLLQQCQVVR 4 21361547 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 100 1.068 1.57066977 19.23 0 2082.173132 2 1041.589111 -1.049828046 -0.001092962 105.6378803TLWIWECGITAK 4 21361547 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 100 1.998378277 10.31 0 1936.076662 2 968.5410767 -0.921900317 -0.000892435 95.21572381VLCQGLK 2 21361547 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.168 3.226940632 34.13 0 1275.7859 2 638.3963013 -0.449645146 -0.000286825 53.17496385DISSALR 2 21361547 1xTMT6plex [N-Term] 0.709 2.569905043 23.89 0 990.5781255 2 495.7926941 -0.014089152 -6.98E-06 37.0342881532454741 SERPINH1 serpin H1 precursor 871 NP_001226.2 47.84688995 1 16 16 100 418 46.411 8.69 1.13 1.28 1.18 1.2 Significant 0.0014 AVLSAEQLRDEEVHAGLGELLR 9 32454741 1xTMT6plex [N-Term] 1.306 1.037 4.351075172 27.21 1 2634.441244 4 659.3662109 0.67188441 0.00044251 76.68589414GVVEVTHDLQK 12 32454741 2xTMT6plex [N-Term; K11] 1.188 1.237 1.163 4.799574852 55.74 0 1682.984141 2 841.9945068 -1.42844966 -0.001202029 38.54720625DTQSGSLLFIGR 6 32454741 1xTMT6plex [N-Term] 1.163 1.348 4.157497883 62.93 0 1522.842673 2 761.9245605 -0.543934226 -0.000414163 70.09837987KDLYLASVFHATAFELDTDGNPFDQDIYGR 6 32454741 2xTMT6plex [N-Term; K1] 2.04 2.385 100 6.783832073 32.67 1 3876.948489 4 969.9944458 1.925215964 0.001865991 99.96750522DEEVHAGLGELLR 12 32454741 1xTMT6plex [N-Term] 1.199 1.022 3.663055658 30.82 0 1666.896165 3 556.3034668 -0.19059338 -0.0001059 64.03664477DQAVENILVSPVVVASSLGLVSLGGK 6 32454741 2xTMT6plex [N-Term; K26] 1.487 4.35198307 38.71 0 3009.760008 3 1003.923096 -1.752242907 -0.001757944 112.94063KPAAAAAPGTAEK 2 32454741 3xTMT6plex [N-Term; K1; K13] 1.444 4.939554214 23.79 0 1870.136508 3 624.0491943 -1.860127414 -0.001159564 30.54701101LQIVEMPLAHK 13 32454741 2xTMT6plex [N-Term; K11] 1.938 1.926 2.551 2.98043561 34.37 0 1737.049718 3 579.6878052 -0.492808379 -0.000285344 59.13196713ATTASQAK 4 32454741 2xTMT6plex [N-Term; K8] 1.305 1.324 3.584518671 49.13 0 1235.735972 2 618.3713379 -0.463657903 -0.000286479 20.55526678AVLSAEQLR 4 32454741 1xTMT6plex [N-Term] 0.998 1.194 3.501303911 51.59 0 1215.725852 2 608.3655396 -1.686077855 -0.001024904 41.53911332KAVAISLPK 8 32454741 3xTMT6plex [N-Term; K1; K9] 0.998 1.618 0.976 4.627212048 23.35 1 1614.092125 3 538.7022705 0.08281029 4.46E-05 58.03359204AVAISLPK 8 32454741 2xTMT6plex [N-Term; K8] 1.226 1.3 1.514 3.341817141 48.15 0 1256.83423 2 628.9213867 1.008221665 0.000633584 56.9814165LYGPSSVSFADDFVR 7 32454741 1xTMT6plex [N-Term] 1.876 2.669587374 29.36 0 1888.964244 2 944.9857788 0.019405972 1.83E-05 81.83808224TGLYNYYDDEKEK 1 32454741 3xTMT6plex [N-Term; K11; K13] 1.224 3.014928102 1 2325.221754 3 775.7449341 -0.647234572 -0.000501655 47.78708854SALQSINEWAAQTTDGK 1 32454741 2xTMT6plex [N-Term; K17] 1.067743301 0 2278.207946 2 1139.6073 -0.273333532 -0.000311355 72.65320167HLAGLGLTEAIDK 1 32454741 2xTMT6plex [N-Term; K13] 0.900096476 0 1796.068205 2 898.5378418 0.112431003 0.000100967 60.6470215229725609 EGFR epidermal growth factor receptor isoform a precursor 1956 NP_005219.2 24.79338843 1 21 21 81 1210 134.19 6.68 1.41 1.71 1.65 1.59 Significant 0.0033 ACGADSYEMEEDGVR 6 29725609 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 100 1.613 100 3.969882011 55.79 0 1917.815608 2 959.4116821 0.25021061 0.000239929 38.67436017GSTAENAEYLR 6 29725609 1xTMT6plex [N-Term] 1.593 2.064 2.139 4.942775249 76.97 0 1439.732788 2 720.3700562 0.033113567 2.38E-05 36.8896751ATGQVCHALCSPEGCWGPEPR 6 29725609 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C6; C10; C15] 1.56 1.837 1.279 6.034397602 55.12 0 2598.184912 3 866.7313232 -2.115270322 -0.001831954 58.31176268EILDEAYVMASVDNPHVCR 3 29725609 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 100 4.257400513 48.2 0 2447.189646 3 816.4017334 0.409022371 0.000333652 83.49402952RPAGSVQNPVYHNQPLNPAPSR 4 29725609 1xTMT6plex [N-Term] 1.713 1.483 5.547427177 43.6 0 2628.395631 4 657.8526611 -2.593399057 -0.00170412 39.96453671GPDNCIQCAHYIDGPHCVK 4 29725609 2xTMT6plex [N-Term; K19]; 3xCarbamidomethyl [C5; C8; C17] 1.131 1.568 6.057684898 50.11 0 2699.289267 4 675.5780029 0.338955428 0.000228735 47.95428846ALMDEEDMDDVVDADEYLIPQQGFFSSPSTSR 4 29725609 1xTMT6plex [N-Term] 0.604 2.932057858 19.05 0 3836.735631 4 959.9382935 -1.117466067 -0.001071855 105.2932863EISDGDVIISGNK 4 29725609 2xTMT6plex [N-Term; K13] 100 3.3 3.020915747 44.78 0 1805.005664 2 902.9978638 -9.536463668 -0.008606685 50.90864948GDSFTHTPPLDPQELDILK 8 29725609 2xTMT6plex [N-Term; K19] 0.989 100 4.122005463 28.37 0 2581.391389 3 861.1348267 -0.566562489 -0.000487507 79.70157802GSHQISLDNPDYQQDFFPK 4 29725609 2xTMT6plex [N-Term; K19] 1.22 100 2.60106349 14.53 0 2694.356401 3 898.7896729 -0.718314515 -0.000645132 58.47703666SPSDCCHNQCAAGCTGPR 4 29725609 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C5; C6; C10; C14] 100 3.012136459 27.4 0 2263.926255 3 755.3131104 -0.652603109 -0.000492482 18.4321857ITDFGLAK 2 29725609 2xTMT6plex [N-Term; K8] 100 2.520804882 34.07 0 1322.808409 2 661.9074097 -0.654723735 -0.000433037 74.49795595WMALESILHR 2 29725609 1xTMT6plex [N-Term] 100 2.137167931 25.09 0 1484.82452 3 495.6129456 -0.159628343 -7.90E-05 93.23155531NLQEILHGAVR 4 29725609 1xTMT6plex [N-Term] 1.791 1.817 2.844203234 18.83 0 1478.864077 3 493.6252136 -2.02140339 -0.00099646 58.58818449IICAQQCSGR 2 29725609 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C7] 1.265 2.9510324 22.98 0 1421.71907 2 711.3621826 -1.393436768 -0.000990538 33.85893336ELIIEFSK 2 29725609 2xTMT6plex [N-Term; K8] 0.581 2.368821621 24.89 0 1436.876488 2 718.9419556 0.101764357 7.31E-05 87.09995972ESDCLVCR 4 29725609 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C7] 1.375 2.872550964 21.01 0 1267.597223 2 634.3016357 -0.969081978 -0.000614203 34.13045296GKSPSDCCHNQCAAGCTGPR 4 29725609 2xTMT6plex [N-Term; K2]; 4xCarbamidomethyl [C7; C8; C12; C16] 100 2.545233965 3.88 1 2678.205614 4 670.3058472 -1.514113817 -0.001013777 20.32666212GLWIPEGEK 3 29725609 2xTMT6plex [N-Term; K9] 100 1.24 1.73360157 13.55 0 1486.866986 2 743.9366455 -0.653612182 -0.000485917 62.43597773ELVEPLTPSGEAPNQALLR 3 29725609 1xTMT6plex [N-Term] 100 1.188245177 3.37 0 2263.249527 2 1132.127686 -0.632986435 -0.000716303 64.67994251LLGAEEK 2 29725609 2xTMT6plex [N-Term; K7] 1.406 3.020066261 26.7 0 1217.75056 2 609.3778076 -1.823826405 -0.001110483 46.76085845



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms5454158 VARS valine--tRNA ligase 7407 NP_006286.1 19.0664557 1 20 20 82 1264 140.387 7.59 1.21 1.37 1.25 1.28 Significant 0.0014 GFVPSPTSQPGGHESLVDR 12 5454158 1xTMT6plex [N-Term] 1.292 1.294 1.26 5.033790588 44.21 0 2196.124661 3 732.7132568 0.253304297 0.000185429 43.83782607ITPAHDQNDYEVGQR 6 5454158 1xTMT6plex [N-Term] 1.149 4.831240654 38.25 0 1971.972183 3 657.9954834 -0.145146412 -9.54E-05 37.25278219VQGSDSDEEVVVATTR 4 5454158 1xTMT6plex [N-Term] 1.446 1.678 4.261178493 56.29 0 1920.97118 2 960.9891357 -0.09640729 -9.26E-05 40.26723012GIEDNPMVVPLCNR 2 5454158 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.636 2.569102049 32.31 0 1842.940355 2 921.9725342 -1.390804981 -0.001281585 62.22402026DVSGPMPDSYSPR 8 5454158 1xTMT6plex [N-Term] 0.85 1.251 1.047 4.167327404 51.68 0 1636.783837 2 818.8943481 -1.477025177 -0.001208785 40.046808VPLEVQEADEAK 6 5454158 2xTMT6plex [N-Term; K12] 1.309 1.168 1.558 3.326541185 47.36 0 1785.999851 2 893.503418 -0.163125714 -0.000145671 62.24259928KAVLVALK 2 5454158 3xTMT6plex [N-Term; K1; K8] 0.774 4.356149673 33.03 1 1529.075746 3 510.3622131 -2.393711176 -0.001220055 56.25943769SLGNVIDPLDVIYGISLQGLHNQLLNSNLDPSEVEK 2 5454158 2xTMT6plex [N-Term; K36] 2.236250877 11.23 0 4362.359701 4 1091.344482 -0.825471247 -0.000900251 110.0241087LSAAVTEAFVR 6 5454158 1xTMT6plex [N-Term] 2.590526342 38.15 0 1392.804831 2 696.9052734 -1.120447722 -0.000780282 63.67901457LHEEGIIYR 8 5454158 1xTMT6plex [N-Term] 1.49 1.514 3.336547136 39.78 0 1358.762966 3 453.5925293 0.050487559 2.29E-05 47.76878997AASGYPVK 2 5454158 2xTMT6plex [N-Term; K8] 1.288 3.538049936 42.44 0 1250.750894 2 625.8789063 -0.286284025 -0.000179035 38.50079158TWHAWMDNIR 4 5454158 1xTMT6plex [N-Term] 0.905 0.967 3.275886059 26.17 0 1558.778633 3 520.2648926 0.956918669 0.000497208 63.42570272AVLVALK 4 5454158 2xTMT6plex [N-Term; K7] 0.521 1.589 2.975559711 35.76 0 1171.817851 2 586.4122925 -0.463398865 -0.00027151 55.17784205DINLDVNR 2 5454158 1xTMT6plex [N-Term] 1.246 3.506086588 37.04 0 1187.658167 2 594.3322754 -0.751469383 -0.000446244 43.40574057TLLSVPGYK 4 5454158 2xTMT6plex [N-Term; K9] 1.827 1.803 3.340154409 25.95 0 1435.892473 2 718.4494629 -0.573551826 -0.000411779 72.07103933GALINVPPPFLGLPR 2 5454158 1xTMT6plex [N-Term] 1.318543077 7 0 1790.088991 2 895.5473022 -0.92933805 -0.000831799 106.2286452ACFTMDPK 2 5454158 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.275 2.585333824 27.91 0 1427.742714 2 714.3753662 0.519513682 0.000370866 56.9476148KVDEAIALFQK 2 5454158 3xTMT6plex [N-Term; K1; K11] 0.821 2.565452099 9.43 1 1949.20386 3 650.406189 0.078967898 5.13E-05 69.13104428EAFLQEVWK 2 5454158 2xTMT6plex [N-Term; K9] 1.440790772 1.19 0 1607.91975 2 804.4624023 -1.38189266 -0.001110986 75.64097074ALSPLEEWLR 2 5454158 1xTMT6plex [N-Term] 1.192895651 10.11 0 1442.820481 2 721.9137573 -0.168317241 -0.000121426 83.9681820840217847 SNRNP200 U5 small nuclear ribonucleoprotein 200 kDa helicase 23020 NP_054733.2 16.15168539 1 27 27 83 2136 244.353 6.06 1.14 1.06 1.13 1.11 Significant 0.00051 VHGSSEAFWILVEDVDSEVILHHEYFLLK 2 40217847 2xTMT6plex [N-Term; K29] 5.39627409 28.49 0 3870.051832 5 774.8193359 4.067358315 0.003148178 112.2256129SPTLYGISHDDLK 4 40217847 2xTMT6plex [N-Term; K13] 1.472 1.243 4.584192276 41.88 0 1904.052949 3 635.3563843 0.866962252 0.000550247 57.87428688NIEMTQEDVR 4 40217847 1xTMT6plex [N-Term] 1.451 1.116 4.12777853 68.47 0 1463.736159 2 732.3712158 -0.685785733 -0.000501905 46.73029137EIDLLLGQTDDTR 4 40217847 1xTMT6plex [N-Term] 0.681 0.681 3.242949963 39.71 0 1717.91696 2 859.4622803 0.188680176 0.000162068 78.52484343GNIIISTPEK 6 40217847 2xTMT6plex [N-Term; K10] 100 100 1.171 3.487053633 47.07 0 1529.930315 2 765.4692383 0.578616223 0.000442621 45.72350585YAQDEHLITFFVPVFEPLPPQYFIR 2 40217847 1xTMT6plex [N-Term] 1.546 2.610819817 13.49 0 3295.739323 3 1099.25 -1.176200428 -0.00129215 111.9384269GVESVFDIMEMEDEER 3 40217847 1xTMT6plex [N-Term] 0.57 2.764642477 14.29 0 2143.972502 2 1072.488647 -1.158423498 -0.001241814 94.32195677HINMDGTINVDDFK 2 40217847 2xTMT6plex [N-Term; K14] 100 2.713947296 14.87 0 2077.078846 3 693.0313721 0.345201598 0.000239004 70.28843594KPVIVFVPSR 6 40217847 2xTMT6plex [N-Term; K1] 0.812 1.156 1.016 3.678232431 19.77 0 1600.035055 3 534.0166626 0.237459153 0.000126648 50.68338402GTQVYSPEK 2 40217847 2xTMT6plex [N-Term; K9] 1.779 3.740256786 42.39 0 1466.825515 2 733.916687 0.396838909 0.000291047 39.94459446FYDDAIVSQK 4 40217847 2xTMT6plex [N-Term; K10] 1.128 100 2.889283657 19.41 0 1643.904494 2 822.4561157 0.280420982 0.000230493 63.27175686KLPEEVVK 2 40217847 3xTMT6plex [N-Term; K1; K8] 0.818 3.38757515 19.69 1 1629.055405 3 543.6900635 0.142695999 7.75E-05 50.89093221ITDYGGDK 4 40217847 2xTMT6plex [N-Term; K8] 0.65 0.737 2.677313089 19 0 1326.730552 2 663.8691406 0.340898157 0.00022614 39.05444578DTLGLFLR 2 40217847 1xTMT6plex [N-Term] 100 1.961014748 31.65 0 1163.698575 2 582.3528442 -0.140168116 -8.16E-05 98.43500053EGSASTEVLR 2 40217847 1xTMT6plex [N-Term] 1.802 2.438947201 13.88 0 1277.689861 2 639.3495483 1.533572229 0.000979715 34.41352519GDPLLDQR 2 40217847 1xTMT6plex [N-Term] 1.299 2.483609915 15.1 0 1142.636703 2 571.8218994 -0.158188403 -9.04E-05 42.38349698DIDAFWLQR 4 40217847 1xTMT6plex [N-Term] 100 2.566806078 18.42 0 1392.747316 2 696.8769531 -0.49280296 -0.000343175 79.33918759SLQYEYK 4 40217847 2xTMT6plex [N-Term; K7] 1.063 0.97 3.476491213 34.91 0 1388.782588 2 694.8951416 0.301453322 0.000209327 53.4481039EEEKLELQK 5 40217847 3xTMT6plex [N-Term; K4; K9] 1.227 1.333 2.473259687 10.36 1 1833.093641 3 611.7022095 -0.853961847 -0.000521797 51.25630454GLIEIISNAAEYENIPIR 2 40217847 1xTMT6plex [N-Term] 1.122435689 0 2244.243713 2 1122.624512 -0.876300773 -0.000983316 105.695EEGWWVVIGDAK 2 40217847 2xTMT6plex [N-Term; K12] 1.7523278 0.03 0 1847.010356 2 924.008606 -0.227684667 -0.000210268 89.80679699DILCGAADEVLAVLK 2 40217847 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 1.098290086 0 2045.171684 2 1023.089233 -0.241467809 -0.000246922 105.1015274IIYIAPMR 2 40217847 1xTMT6plex [N-Term] 0.01 1.735251069 7.54 0 1205.727767 2 603.3668823 -1.060456264 -0.000639311 75.51707744LIGLSATLPNYEDVATFLR 2 40217847 1xTMT6plex [N-Term] 1.184901834 0 2322.290664 2 1161.647339 -1.40486963 -0.001631258 101.9497388QVLDLEDLVFTQGSHFMANK 1 40217847 2xTMT6plex [N-Term; K20] 1.556336164 0 2750.458757 3 917.4906006 -0.548552922 -0.000502924 96.98527006DLIPYLEK 7 40217847 2xTMT6plex [N-Term; K8] 1.261 1.038 100 1.990857363 14.67 0 1448.876488 2 724.9404297 -2.005371074 -0.001452767 72.02229541LATYGITVAELTGDHQLCK 1 40217847 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C18] 1.113180876 0 2548.38453 3 850.1313477 -1.977869191 -0.001680124 75.667378184827050 USP14 ubiquitin carboxyl-terminal hydrolase 14 isoform a 9097 NP_005142.1 54.048583 1 18 18 87 494 56.033 5.3 0.91 0.86 1.13 0.97 Significant 0.0073 AQLFALTGVQPAR 8 4827050 1xTMT6plex [N-Term] 1.223 0.952 3.650990963 59.4 0 1600.937242 2 800.9721069 -0.190296536 -0.000152326 72.55506807FPLMLDMYELCTPELQEK 7 4827050 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 2.111 1.469 3.242800713 26.93 0 2715.384789 3 905.7991943 -0.648012095 -0.000586534 108.2560716YEPFSFADDIGSNNCGYYDLQAVLTHQGR 4 4827050 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.241 6.496020794 49.22 0 3566.648412 4 892.4171143 -0.500517165 -0.000446292 95.84245778SSSSGHYVSWVK 4 4827050 2xTMT6plex [N-Term; K12] 0.806 0.726 3.394787073 23.53 0 1781.958655 3 594.6573486 -0.65207549 -0.000387324 43.1135046ETDSSSASAATPSK 4 4827050 2xTMT6plex [N-Term; K14] 1.676 4.465116501 76.39 0 1796.927808 2 898.9672852 -0.286131417 -0.000257079 31.27732109GEQGQYLQQDANECWIQMMR 5 4827050 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 100 2.802 3.58460021 25.63 0 2714.232256 3 905.4140625 -1.702695114 -0.001540503 91.01836467CTESEEEEVTK 6 4827050 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.203 2.095 2.071 3.942151546 44.97 0 1798.878081 2 899.942627 -0.057543505 -5.18E-05 34.21331443TVFVEDMTEEQLASAMELPCGLTNLGNTCYMNATVQCIR 2 4827050 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C20; C29; C37] 2.536380053 9.14 0 4696.173292 4 1174.804199 4.615507915 0.005418806 105.7122996RVEIMEEESEQ 10 4827050 1xTMT6plex [N-Term] 1.093 1.117 0.869 3.209332466 68.07 1 1607.778417 2 804.3933105 0.576574321 0.000463502 46.7880501EKFEGVELNTDEPPMVFK 4 4827050 3xTMT6plex [N-Term; K2; K18] 1.979072452 13.28 1 2796.509679 3 932.8426514 1.330788014 0.001240521 73.67500284LEAIEDDSVK 2 4827050 2xTMT6plex [N-Term; K10] 100 1.832576156 20.17 0 1576.883424 2 788.9448853 -0.589848414 -0.000465061 52.5929664GKENQLQLSCFINQEVK 3 4827050 3xTMT6plex [N-Term; K2; K17]; 1xCarbamidomethyl [C10] 100 2.613465786 5.72 1 2722.516496 3 908.1775513 0.589241092 0.00053474 75.85943198GGTLKDDDWGNIK 6 4827050 3xTMT6plex [N-Term; K5; K13] 1.018 100 3.332097292 17.75 1 2106.17983 3 702.7322998 1.194804939 0.000838825 58.78930649DLFDSMDK 6 4827050 2xTMT6plex [N-Term; K8] 100 100 1.648 2.509329557 30.71 0 1428.744488 2 714.8756714 -0.29513784 -0.000210838 64.60274882VSIVTPEDILR 4 4827050 1xTMT6plex [N-Term] 1.617118359 14.27 0 1470.87291 2 735.9401855 0.125200314 9.21E-05 96.96305744LQEEITK 6 4827050 2xTMT6plex [N-Term; K7] 0.705 1.054 0.769 2.978837013 35.42 0 1318.798238 2 659.9031982 0.668695445 0.000440937 42.57169689DDDWGNIK 2 4827050 2xTMT6plex [N-Term; K8] 1.064 2.921358585 17.64 0 1420.747265 2 710.8771362 -0.189455978 -0.000134585 49.89285325RVEIMEEESEQ 2 4827050 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.2 1.118 1.428978324 31.08 1 1623.773332 2 804.3933105 0.576574321 0.000463502 46.7880501SLIDQFFGVEFETTMK 2 4827050 2xTMT6plex [N-Term; K16] 1.183938861 0 2350.240491 2 1175.623047 -0.712399436 -0.000837155 105.273674229029559 CSE1L exportin-2 isoform 1 1434 NP_001307.2 23.99588054 1 22 22 103 971 110.346 5.77 0.94 1.45 0.8 1.06 Significant 0.033 GSNTIASAAADK 6 29029559 2xTMT6plex [N-Term; K12] 3.823 2.548 0.727 4.376844406 74.82 0 1563.874256 2 782.4417725 1.28653686 0.001005991 39.58128694ATIELCSTHANDASALR 7 29029559 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.831 1.636 5.099937916 54.39 0 2059.043968 3 687.0186768 -1.209855934 -0.000830382 45.77747261SQICDNAALYAQK 4 29029559 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 2.062 2.27 4.654443741 65.38 0 1940.031168 2 970.5181885 -1.065713226 -0.001033758 45.01114539IHLAQSLHK 4 29029559 2xTMT6plex [N-Term; K9] 1.486 1.482 4.48773241 44.1 0 1504.936403 3 502.3173523 0.731210145 0.000366808 40.23478524DLEGSDIDTR 2 29029559 1xTMT6plex [N-Term] 1.836 3.927676439 60.33 0 1349.674604 2 675.3403931 -0.811245306 -0.000547459 38.62339846SANVNEFPVLK 4 29029559 2xTMT6plex [N-Term; K11] 1.367 100 3.229620218 34.85 0 1675.978327 2 838.4915771 -1.461715277 -0.001224902 63.06268989KICAVGITK 6 29029559 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C3] 0.239 1.113 0.684 4.55601263 24.79 1 1677.070009 3 559.694397 -0.81784423 -0.000457194 51.11174204AADEEAFEDNSEEYIR 10 29029559 1xTMT6plex [N-Term] 1.833 100 2.604017735 26.9 0 2116.950838 2 1058.977539 -1.43458929 -0.001518478 53.21009363IVEDEPNKICEADR 2 29029559 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C10] 1.561 3.883162022 18.3 1 2146.121439 3 716.045105 -0.315722392 -0.00022586 50.99259528ALTLPGSSENEYIMK 6 29029559 2xTMT6plex [N-Term; K15] 2.928 100 100 2.269901514 16.62 0 2111.145863 2 1056.068481 -7.662464096 -0.00808829 66.46012236QLSDAISIIGR 5 29029559 1xTMT6plex [N-Term] 100 100 0.91 2.52964139 31.33 0 1401.826295 2 701.4169312 0.207710962 0.000145587 62.68814523DAAIYLVTSLASK 2 29029559 2xTMT6plex [N-Term; K13] 1.623963952 17.65 0 1810.072622 2 905.5389404 -1.11457441 -0.00100873 95.05936819MFGMVLEK 6 29029559 2xTMT6plex [N-Term; K8] 100 100 3.289606571 32.9 0 1412.804586 2 706.9049683 -1.363151409 -0.000962933 87.12239843LLQAFLER 4 29029559 1xTMT6plex [N-Term] 2.003 2.172 2.851941586 46.36 0 1218.740774 2 609.8740845 0.096989709 5.91E-05 95.17852187ICAVGITK 6 29029559 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 2.225 1.812 1.957 3.612859488 44.01 0 1319.812114 2 660.4094849 -0.319123785 -0.000210592 48.45921424VCASVTFK 2 29029559 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.353 3.272954464 24 0 1369.791379 2 685.3986206 -1.032448506 -0.00070712 46.31372885TLDPDPAIR 2 29029559 1xTMT6plex [N-Term] 1.621 2.711512566 36 0 1226.694218 2 613.8508911 0.234619646 0.000143903 46.70892058LLQTDDEEEAGLLELLK 6 29029559 2xTMT6plex [N-Term; K17] 1.587610245 9.27 0 2387.332143 2 1194.167847 -1.560876494 -0.001863165 98.21702097SNELWTEIK 2 29029559 2xTMT6plex [N-Term; K9] 100 1.597897291 17.88 0 1577.893929 2 789.4493408 -1.599701557 -0.00126208 60.04461755VSGNVEK 6 29029559 2xTMT6plex [N-Term; K7] 1.8 1.794 1.999 2.869485617 42.55 0 1190.714508 2 595.8604126 -0.806116563 -0.000479927 30.09898237IIIPEIQK 7 29029559 2xTMT6plex [N-Term; K8] 1.398 2.421 2.992304087 30.07 0 1411.928858 2 706.4689941 1.31268742 0.000926711 81.05837763VIVPNMEFR 4 29029559 1xTMT6plex [N-Term] 1.642 0.776 100 2.357890606 19.18 0 1333.749959 2 667.3781738 -0.665442382 -0.000443767 62.1771282511056044 PPA1 inorganic pyrophosphatase 5464 NP_066952.1 67.47404844 1 16 17 92 289 32.639 5.86 1.16 1.13 1.26 1.18 Significant 0.0011 HTGCCGDNDPIDVCEIGSK 6 11056044 2xTMT6plex [N-Term; K19]; 3xCarbamidomethyl [C4; C5; C14] 1.944 1.574 1.626 5.691674709 51.27 0 2592.189278 3 864.7349854 0.433909166 0.000374925 44.90290098VIAINVDDPDAANYNDINDVK 8 11056044 2xTMT6plex [N-Term; K21] 1.846 100 0.875 3.67118597 44.7 0 2746.429959 3 916.147522 -0.708844595 -0.000648931 74.8208965GQYISPFHDIPIYADKDVFHMVVEVPR 2 11056044 2xTMT6plex [N-Term; K16]; 1xOxidation [M21] 1.124 3.824549675 9.46 1 3646.913231 5 726.9887695 -0.984526072 -0.000714947 93.97016013GQYISPFHDIPIYADKDVFHMVVEVPR 7 11056044 2xTMT6plex [N-Term; K16] 0.9 5.969074726 27.94 1 3630.918316 5 726.9887695 -0.984526072 -0.000714947 93.97016013GYIWNYGAIPQTWEDPGHNDK 4 11056044 2xTMT6plex [N-Term; K21] 0.898 1.358 3.872020245 36.44 0 2919.446613 3 973.8200684 -0.329104108 -0.000320267 91.814781DKDFAIDIIK 8 11056044 3xTMT6plex [N-Term; K2; K10] 1.2 100 0.653 4.395748615 15.68 1 1865.135111 3 622.383728 0.814606954 0.000506451 70.23106595YKVPDGKPENEFAFNAEFK 4 11056044 4xTMT6plex [N-Term; K2; K7; K19] 100 1.124 3.502107382 12.58 1 3146.733238 4 787.4417114 3.742974773 0.002944536 72.53353629DVFHMVVEVPR 2 11056044 1xTMT6plex [N-Term] 1.641 3.461932898 43.46 0 1556.84565 3 519.6199341 -0.257420449 -0.000133588 66.94480623AAPFSLEYR 8 11056044 1xTMT6plex [N-Term] 0.801 0.904 0.797 3.081692457 49.2 0 1282.699303 2 641.8533325 0.066437288 4.26E-05 66.16316441GISCMNTTLSESPFK 7 11056044 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 100 2.528 1.82984519 17.19 0 2130.097533 2 1065.549927 -2.32659505 -0.002477937 64.04745736GQYISPFHDIPIYADK 6 11056044 2xTMT6plex [N-Term; K16] 100 1.454 100 3.169476986 21.26 0 2322.253439 3 774.7548828 -1.440080761 -0.001114744 70.47445716YVANIFPYK 24 11056044 2xTMT6plex [N-Term; K9] 0.901 0.794 3.80501771 41.2 0 1572.919022 2 786.963501 0.44727231 0.000351762 81.33913098VIAINVDDPDAANYNDINDVKR 3 11056044 2xTMT6plex [N-Term; K21] 1.704854846 4.03 1 2902.53107 3 968.1810303 -0.872634823 -0.000844283 60.64927514VLGILAMIDEGETDWK 3 11056044 2xTMT6plex [N-Term; K16] 100 1.813022017 2.65 0 2248.229927 2 1124.611572 -6.253305582 -0.007029434 109.8188386DFAIDIIK 2 11056044 2xTMT6plex [N-Term; K8] 100 2.353013277 28.72 0 1392.850274 2 696.9296875 1.310126461 0.000912405 78.09007595LKPGYLEATVDWFR 3 11056044 2xTMT6plex [N-Term; K2] 100 100 1.570586324 1.5 0 2153.215932 3 718.4093018 -1.198108617 -0.000859929 87.94655273GEIIGVK 3 11056044 2xTMT6plex [N-Term; K7] 1.041 1.353 2.86479187 31.69 0 1173.76073 2 587.3840942 0.154611206 9.07E-05 45.31113847DPLNPIK 4 11056044 2xTMT6plex [N-Term; K7] 1.155 1.126 3.048789263 36.32 0 1254.782194 2 627.8947754 0.063828807 4.00E-05 58.5079905651873036 OGDH 2-oxoglutarate dehydrogenase, mitochondrial isoform 1 precursor 4967 NP_002532.2 32.74682307 1 25 25 87 1023 115.861 6.86 0.73 0.75 0.76 0.75 Significant 0.00014 LEAADEGSGDVK 10 51873036 2xTMT6plex [N-Term; K12] 0.769 0.818 0.776 4.335032463 67.17 0 1648.879401 2 824.9431152 -0.271312292 -0.000223681 37.96076721DPAAAPATGNK 2 51873036 2xTMT6plex [N-Term; K11] 0.638 3.814595699 60.44 0 1470.831663 2 735.9192505 -0.298438937 -0.000219477 32.84359498DMVGQVAITR 6 51873036 1xTMT6plex [N-Term] 0.745 0.711 3.940532684 60.52 0 1318.735037 2 659.8711548 -0.002873729 -1.89E-06 51.32930767YPNAELAWCQEEHK 4 51873036 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.032 0.731 3.813945532 36.49 0 2233.111209 3 745.0371094 -6.463674958 -0.004811368 50.16984762VIPEDGPAAQNPENVK 2 51873036 2xTMT6plex [N-Term; K16] 0.876 3.959543467 44.32 0 2136.170104 2 1068.588135 -0.520000139 -0.000555404 57.03596742GSLAAVAHAQSLVEAQPNVDK 2 51873036 2xTMT6plex [N-Term; K21] 0.201 3.103956699 4.96 0 2563.424421 3 855.1462402 -0.098796311 -8.44E-05 88.82856227HWLDSPWPGFFTLDGQPR 2 51873036 1xTMT6plex [N-Term] 100 2.839716434 19.39 0 2385.197766 3 795.737793 0.44410416 0.000353092 101.593228GHHVAQLDPLGILDADLDSSVPADIISSTDK 2 51873036 2xTMT6plex [N-Term; K31] 3.585083008 17.34 0 3657.93759 4 915.2397461 -0.119147741 -0.000108959 103.1534212NQGYYDYVKPR 4 51873036 2xTMT6plex [N-Term; K9] 0.874 0.81 3.094927549 17.25 0 1861.000854 3 621.0045166 -0.997965857 -0.000619072 50.56664216AEQFYCGDTEGK 4 51873036 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 1.1 0.791 3.327903032 54.42 0 1862.899485 2 931.9526978 -0.733325764 -0.000683056 46.06436136LLDTAFDLDVFK 8 51873036 2xTMT6plex [N-Term; K12] 0.84 0.596 0.863 2.516779184 28.98 0 1855.061723 2 928.0343628 -0.147544451 -0.000136852 99.23222892VVNAPIFHVNSDDPEAVMYVCK 2 51873036 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C21] 100 2.105727434 10.78 0 2962.520706 3 988.1705933 -7.925451727 -0.007826438 73.95327942VFHLPTTTFIGGQESALPLR 4 51873036 1xTMT6plex [N-Term] 100 1.61543107 11.62 0 2413.344096 3 805.1188354 -0.888013585 -0.000714361 80.90139855QKFETPGIMQFTNEEK 2 51873036 3xTMT6plex [N-Term; K2; K16] 2.056055784 8.56 1 2614.415385 3 872.1420288 -1.473329082 -0.001283965 65.34665749DVVVDLVCYR 4 51873036 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.01 100 1.923693061 25.7 0 1466.787466 2 733.8972168 -0.211016427 -0.000154758 63.09547063FLQMCNDDPDVLPDLK 3 51873036 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 1.787392139 5.74 0 2378.213625 2 1189.607666 -2.341942158 -0.002784819 94.00686286ICEEAFAR 4 51873036 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.777 0.773 2.967821836 33.9 0 1224.624424 2 612.8147583 -1.783443474 -0.001092024 47.10786028LNVLANVIR 2 51873036 1xTMT6plex [N-Term] 100 2.427522659 36.17 0 1240.793872 2 620.9012451 1.081013055 0.000670657 77.56923092IEQLSPFPFDLLLK 2 51873036 2xTMT6plex [N-Term; K14] 0.458 1.534028888 4.75 0 2118.261485 2 1059.630005 -4.131630791 -0.004375937 114.3936662SWDIFFR 4 51873036 1xTMT6plex [N-Term] 0.807 0.419 3.125195265 25.55 0 1199.64106 2 600.324707 0.898029032 0.000538656 92.10221009SSFDEMLPGTHFQR 2 51873036 1xTMT6plex [N-Term] 1.917850852 6.26 0 1880.916248 3 627.6432495 -0.559852064 -0.000351012 54.26642765FEEFLQR 2 51873036 1xTMT6plex [N-Term] 1.338778496 18.02 0 1197.646539 2 599.3266602 -0.413892984 -0.000247849 76.32700955SSPYPTDVAR 2 51873036 1xTMT6plex [N-Term] 0.747 2.431423187 21.55 0 1321.694946 2 661.3515625 0.682721836 0.000451175 35.29762226QILLPFR 4 51873036 1xTMT6plex [N-Term] 0.849 100 1.786944747 19.7 0 1115.713831 2 558.359436 -2.003846887 -0.00111786 69.5706083VYYDLTR 4 51873036 1xTMT6plex [N-Term] 0.741 0.741 2.796873093 26.94 0 1158.63564 2 579.8213501 -0.187103417 -0.000108392 59.50940344156416003 SDHA succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial isoform 1 6389 NP_004159.2 37.5 1 18 18 116 664 72.645 7.39 0.68 0.52 0.71 0.63 Significant 0.0085 IDEYDYSKPIQGQQK 12 156416003 3xTMT6plex [N-Term; K8; K15] 0.771 0.828 0.885 4.192679882 24.16 0 2499.369815 3 833.7949829 0.232210722 0.00019346 46.41271325GVIALCIEDGSIHR 6 156416003 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.858 0.833 0.721 3.398481131 63.06 0 1768.95772 3 590.3236694 -0.714827271 -0.0004215 65.39400735ACALSIEESCRPGDK 10 156416003 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C2; C10] 0.929 0.971 0.908 4.21962595 30.52 0 2151.093845 3 717.7027588 -0.056498145 -4.05E-05 44.81669798GCGPEKDHVYLQLHHLPPEQLATR 6 156416003 2xTMT6plex [N-Term; K6]; 1xCarbamidomethyl [C2] 0.6 0.511 7.779659748 30.22 1 3253.730456 5 651.5521851 0.418843229 0.000272561 45.08837816TYFSCTSAHTSTGDGTAMITR 8 156416003 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.7 0.81 0.766 6.973955154 43.54 0 2494.153989 3 837.3882446 0.50870955 0.000425646 40.20696973TYFSCTSAHTSTGDGTAMITR 2 156416003 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5]; 1xOxidation [M18] 0.969 3.397200108 52.42 0 2510.148904 3 837.3882446 0.50870955 0.000425646 40.20696973NTVVATGGYGR 2 156416003 1xTMT6plex [N-Term] 0.885 4.266275406 49.29 0 1323.721829 2 662.3644409 -0.169426882 -0.000112137 35.68416634VGSVLQEGCGK 2 156416003 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.295 3.698340654 47.69 0 1591.887798 2 796.4473877 -0.188128444 -0.00014974 50.04178818SMQNHAAVFR 16 156416003 1xTMT6plex [N-Term] 0.562 0.557 0.551 4.807981491 43.46 0 1389.725869 2 695.3666992 0.181882993 0.000126384 39.14424852GSDWLGDQDAIHYMTEQAPAAVVELENYGMPFSR 3 156416003 1xTMT6plex [N-Term] 2.083018541 5.13 0 4026.883967 4 1007.477173 0.718703661 0.000723534 101.9687081VTLEYRPVIDK 6 156416003 2xTMT6plex [N-Term; K11] 0.523 0.504 1.124 2.897606373 14.09 0 1791.078041 3 597.6973877 -0.240991209 -0.000143878 51.2320116DHVYLQLHHLPPEQLATR 1 156416003 1xTMT6plex [N-Term] 0.252 2.073214769 0 2396.303628 4 599.8314209 0.094038062 5.63E-05 44.72166877KHTLSYVDVGTGK 2 156416003 3xTMT6plex [N-Term; K1; K13] 0.01 2.893755198 20.7 1 2092.236951 2 1046.620361 -1.675065412 -0.001752317 40.14313021SMQNHAAVFR 6 156416003 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.564 0.643 1.049 3.034631968 22.11 0 1405.720784 2 695.3666992 0.181882993 0.000126384 39.14424852EPIPVLPTVHYNMGGIPTNYK 4 156416003 2xTMT6plex [N-Term; K21] 100 2.509480953 11.58 0 2798.531528 3 933.5089111 -6.913687184 -0.006449391 78.6638083WHFYDTVK 10 156416003 2xTMT6plex [N-Term; K8] 0.685 0.606 0.513 3.337821245 22.47 0 1553.851671 3 518.6230469 1.877164375 0.000972278 60.34973668AFGGQSLK 4 156416003 2xTMT6plex [N-Term; K8] 0.847 0.723 3.783985138 38.04 0 1265.761793 2 633.3840942 -0.696121057 -0.000440562 45.83456043KPFEEHWR 6 156416003 2xTMT6plex [N-Term; K1] 0.653 0.719 0.627 3.106527328 14.47 0 1586.884368 3 529.6329956 0.041550858 2.20E-05 45.90256128VPPIKPNAGEESVMNLDK 4 156416003 3xTMT6plex [N-Term; K5; K18] 0.64 0.946 1.567338347 3.48 0 2625.488884 3 875.8328857 -1.820751733 -0.001593454 57.46232395SMTLEIR 6 156416003 1xTMT6plex [N-Term] 0.666 0.676 0.68 2.723493099 44.67 0 1078.612796 2 539.8099976 -0.07228063 -3.90E-05 45.3657417284043963 EIF5B eukaryotic translation initiation factor 5B 9669 NP_056988.3 20.08196721 1 21 21 83 1220 138.742 5.49 1.48 1.34 1.25 1.36 Significant 0.0024 APIICVLGHVDTGK 6 84043963 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 0.784 1.135 0.972 3.426182032 56.78 0 1938.124674 3 646.7124634 -0.948062478 -0.000612488 68.53859254ETVAVKPTENNEEEFTSK 5 84043963 3xTMT6plex [N-Term; K6; K18] 1.77 2.699 4.751430988 22.57 0 2739.465566 3 913.8266602 -0.050579665 -4.62E-05 55.54083239AETPTAAEDDNEGDK 4 84043963 2xTMT6plex [N-Term; K15] 1.126 1.361 3.775798798 47.06 0 2020.971129 3 674.3253174 -4.814611858 -0.003243397 33.31760113TSEVPYAGINIGPVHK 3 84043963 2xTMT6plex [N-Term; K16] 1.266 2.903973818 30.28 0 2140.21666 3 714.0769653 -0.148253171 -0.000105765 61.49853399SPDSDVAATLK 2 84043963 2xTMT6plex [N-Term; K11] 1.191 4.46873951 48.83 0 1561.883758 2 781.4458618 0.440898888 0.000344316 51.02269463DAQEMADSLGVR 6 84043963 1xTMT6plex [N-Term] 100 0.37 1.834 3.810830593 49.3 0 1520.757623 2 760.881897 -0.726739535 -0.000552597 50.34981167AIIVEFAQQGLNAALFYENK 2 84043963 2xTMT6plex [N-Term; K20] 0.525 4.250235081 30.9 0 2697.501608 3 899.8359985 -3.027265862 -0.002722018 111.5865355AETPTAAEDDNEGDKK 4 84043963 3xTMT6plex [N-Term; K15; K16] 1.17 1.13 4.755679131 24.94 1 2378.229024 3 793.4138794 -0.815361509 -0.000646372 36.78584796KSPDSDVAATLK 4 84043963 3xTMT6plex [N-Term; K1; K12] 1.562 0.82 3.740358353 29.47 1 1919.141653 3 640.3857422 0.531473275 0.000339991 44.40817321DAQEMADSLGVR 2 84043963 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.902 2.517567873 39.61 0 1536.752538 2 760.881897 -0.726739535 -0.000552597 50.34981167EVEAAQGVK 6 84043963 2xTMT6plex [N-Term; K9] 1.886 1.918 1.815 4.262821674 58.82 0 1388.814951 2 694.9117432 0.906570112 0.000629529 41.55706839AIIVEFAQQGLNAALFYENKDPR 2 84043963 2xTMT6plex [N-Term; K20] 2.908 3.025282145 26.42 1 3065.682426 3 1022.564148 -1.479452766 -0.001511844 107.2380203IEPIPGESPK 2 84043963 2xTMT6plex [N-Term; K10] 1.348 3.550065756 34.25 0 1524.903766 2 762.9535522 -2.58228611 -0.001968869 55.18896832IPGMLIIDTPGHESFSNLR 6 84043963 1xTMT6plex [N-Term] 1.316 100 3.21595192 20.78 0 2326.242668 3 776.0852051 -0.690222756 -0.000535209 80.2086649GLLLPPPMK 12 84043963 2xTMT6plex [N-Term; K9] 1.796 1.241 2.244058132 20.43 0 1423.9111 2 712.4580688 -1.57219414 -0.001119332 70.19848493DELIHELK 6 84043963 2xTMT6plex [N-Term; K8] 1.21 1.364 2.707799435 24.58 0 1454.861901 3 485.625946 0.951330683 0.000461352 56.3568412EMSSDSEYDSDDDR 2 84043963 1xTMT6plex [N-Term] 2.251902819 17.45 0 1879.733711 2 940.3705444 0.053612481 5.04E-05 29.4466072AMQEALAK 2 84043963 2xTMT6plex [N-Term; K8] 1.261 3.28217721 34.56 0 1319.775728 2 660.3920288 0.797512157 0.000526269 48.453916KIPQQLESK 2 84043963 3xTMT6plex [N-Term; K1; K9] 1.323 2.725039482 19.3 1 1758.109231 3 586.7077637 -0.28062214 -0.000164455 48.8435517AQVMEVK 2 84043963 2xTMT6plex [N-Term; K7] 1.164 2.579003096 25.32 0 1262.754265 2 631.8805542 -0.342894556 -0.000216496 49.78153873ASVMLEHDPQYAVILAFDVR 1 84043963 1xTMT6plex [N-Term] 1.319045901 0 2503.321646 3 835.1123047 0.285489682 0.000238224 93.50011261LKEGDTIIVPGVEGPIVTQIR 2 84043963 2xTMT6plex [N-Term; K2] 1.892 1.408719778 0.25 1 2692.601322 3 898.2047729 -0.578177813 -0.000518934 70.1117478439777597 TGM2 protein-glutamine gamma-glutamyltransferase 2 isoform a 7052 NP_004604.2 41.48471616 1 20 20 102 687 77.28 5.22 1.07 1.46 1.21 1.24 Significant 0.0083 VVTNYNSAHDQNSNLLIEYFR 6 39777597 1xTMT6plex [N-Term] 0.508 0.875 100 3.581448078 31.33 0 2726.373558 3 909.4620972 -0.667529982 -0.000606645 76.5579332KLVAEVSLQNPLPVALEGCTFTVEGAGLTEEQK 2 39777597 3xTMT6plex [N-Term; K1; K33]; 1xCarbamidomethyl [C19] 0.702 4.936905861 30.15 1 4215.318971 4 1054.586792 1.510345669 0.001591647 94.4602965VGQSMNMGSDFDVFAHITNNTAEEYVCR 4 39777597 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C27] 100 2.95531559 12.34 0 3421.544875 4 856.1419678 0.340753605 0.000291476 92.46736167DCLTESNLIK 7 39777597 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.985 100 4.062173843 56.34 0 1650.913679 2 825.9608765 0.483192851 0.000398855 62.92370198SEGTYCCGPVPVR 2 39777597 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C7] 1.155 3.628825903 24.62 0 1710.814092 2 855.911377 0.809641595 0.000692573 39.37247953GQPFWLTLHFEGR 2 39777597 1xTMT6plex [N-Term] 0.738 2.932102203 29.17 0 1816.969605 3 606.3279419 -0.182824416 -0.000110729 92.94555331SVPLCILYEK 8 39777597 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.889 0.894 1.156 3.249229431 36.05 0 1679.980636 2 840.4934082 -0.652521658 -0.000548112 77.47118146YPEGSSEER 2 39777597 1xTMT6plex [N-Term] 1.204 2.75749445 25.81 0 1282.611276 2 641.8081055 -1.8256837 -0.001170821 29.52525576LVVNFESDK 6 39777597 2xTMT6plex [N-Term; K9] 0.857 1.372 1.006 3.074627638 36.35 0 1508.872465 2 754.9403076 0.578660155 0.000436562 68.85112278VVSGMVNCNDDQGVLLGR 4 39777597 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 100 2.070319176 12.28 0 2162.089538 2 1081.547363 -0.965823784 -0.001044099 57.70085185LAEKEETGMAMR 16 39777597 2xTMT6plex [N-Term; K4] 1.108 1.574 1.19 3.573568821 24.19 1 1823.975961 3 608.6633911 -0.186861101 -0.00011361 40.92768939DLYLENPEIK 9 39777597 2xTMT6plex [N-Term; K10] 1.269 1.986 1.134 3.380897045 33.84 0 1691.962009 2 846.4841309 -0.604967041 -0.000511791 64.35824123TVEIPDPVEAGEEVK 9 39777597 2xTMT6plex [N-Term; K15] 0.595 0.662 1.914 2.36033535 18.45 0 2070.137072 2 1035.574097 1.857113438 0.00192224 69.24869162ALLVEPVINSYLLAER 3 39777597 1xTMT6plex [N-Term] 0.709 0.01 1.542607307 9.73 0 2029.189493 2 1015.097656 -0.718168512 -0.00072865 102.9068563YLLNLNLEPFSEK 4 39777597 2xTMT6plex [N-Term; K13] 100 100 1.821759343 12.16 0 2038.162499 2 1019.583557 -1.305893023 -0.001330811 90.72888167SLIVGLK 8 39777597 2xTMT6plex [N-Term; K7] 1.303 1.032 1.287 3.052648544 42.58 0 1187.812766 2 594.4104004 0.638317142 0.000379101 46.12344983SSPVYVGR 3 39777597 1xTMT6plex [N-Term] 1.085 1.167 2.534351349 26.97 0 1093.620325 2 547.3132324 -1.039159774 -0.000568223 36.83491089YDAPFVFAEVNADVVDWIQQDDGSVHK 2 39777597 2xTMT6plex [N-Term; K27] 2.262477875 6.89 0 3522.75817 4 881.4501953 5.899295098 0.005195447 111.6379872LVVNFESDKLK 3 39777597 3xTMT6plex [N-Term; K9; K11] 0.839 1.696676254 6.36 1 1979.214424 3 660.4093628 -0.449294974 -0.000296417 76.21843457DEREDITHTYK 2 39777597 2xTMT6plex [N-Term; K11] 1.098 4.00483799 10.43 1 1864.980512 3 622.331665 -0.037696272 -2.34E-05 35.519767464506723 RPS3A 40S ribosomal protein S3a isoform 1 6189 NP_000997.1 64.77272727 1 17 17 140 264 29.926 9.73 1.18 1.17 1.31 1.22 Significant 0.0014 VFEVSLADLQNDEVAFR 6 4506723 1xTMT6plex [N-Term] 1.573 4.74709177 58.77 0 2181.138914 3 727.7171631 -0.906889596 -0.000659351 96.99966387ACQSIYPLHDVFVR 19 4506723 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.089 2.031 1.702 4.761203766 38.68 0 1934.015569 3 645.3447876 2.192734659 0.001413594 64.04893645LMELHGEGSSSGK 16 4506723 2xTMT6plex [N-Term; K13] 1.146 1.15 100 4.089144707 54.76 0 1789.951855 3 597.3217773 -0.601054574 -0.00035862 50.7213212



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms KTSYAQHQQVR 8 4506723 2xTMT6plex [N-Term; K1] 1.11 1.187 5.189045906 29.46 1 1804.022986 3 602.0126343 0.201428715 0.000121127 21.3770744NCLTNFHGMDLTR 4 4506723 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.363 1.091 4.766293049 40.31 0 1807.878089 3 603.2966309 -1.520960894 -0.000916571 61.6058981ATGDETGAK 13 4506723 2xTMT6plex [N-Term; K9] 1.298 1.535 3.994974852 54.08 0 1307.720716 2 654.3649292 1.426801927 0.000932929 22.19339575LMELHGEGSSSGK 6 4506723 2xTMT6plex [N-Term; K13]; 1xOxidation [M2] 0.957 3.358424902 28.56 0 1805.94677 3 597.3217773 -0.601054574 -0.00035862 50.7213212ADGYEPPVQESV 14 4506723 1xTMT6plex [N-Term] 1.236 1.3 1.308 2.937297344 52.52 0 1519.747769 2 760.3766479 -1.1515408 -0.000875026 48.11848646KWQTMIEAHVDVK 2 4506723 3xTMT6plex [N-Term; K1; K13] 1.484 2.954111814 18.17 1 2272.30907 4 568.8320923 -1.11361144 -0.000632617 64.77969304LIPDSIGK 4 4506723 2xTMT6plex [N-Term; K8] 1.25 1.122 3.188129425 45.08 0 1300.824059 2 650.9155884 -0.122008958 -7.94E-05 64.05649285LFCVGFTK 8 4506723 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 2.025 100 1.08 3.79857707 27.77 0 1429.827764 2 715.4169312 -0.824340765 -0.000589333 70.83493892EVQTNDLK 2 4506723 2xTMT6plex [N-Term; K8] 1.36 3.198972464 43 0 1404.809865 2 702.9084473 -0.176065641 -0.000123669 41.47568887APAMFNIR 12 4506723 1xTMT6plex [N-Term] 1.06 1.324 0.839 2.815441847 30.4 0 1148.644765 2 574.8258057 -0.3748869 -0.000215306 66.50750159KVVDPFSK 5 4506723 3xTMT6plex [N-Term; K1; K8] 0.814 0.931 1.21 2.852342606 27.72 1 1607.01354 3 536.3430786 0.711039338 0.000380883 48.13167286TTDGYLLR 2 4506723 1xTMT6plex [N-Term] 1.905 3.2638309 50.67 0 1167.657104 2 584.3331299 1.609287194 0.000939548 44.69025133MMEIMTR 5 4506723 1xTMT6plex [N-Term] 1.421 1.426 1.395 2.987140417 34.9 0 1140.577673 2 570.7918701 -1.060607842 -0.000604853 46.60951427KDWYDVK 8 4506723 3xTMT6plex [N-Term; K1; K7] 1.115 1.218 1.198 2.983943701 10.14 1 1640.961504 3 547.6586914 0.010121353 5.54E-06 46.98522047IASDGLK 6 4506723 2xTMT6plex [N-Term; K7] 1.281 1.26 3.143663406 27.14 0 1161.724345 2 581.3659668 0.268664207 0.000156057 42.42339918469608410 TAGLN2 transgelin-2 isoform a 8407 NP_001264153.1 76.81818182 1 14 14 126 220 24.438 8.25 1.06 0.84 0.8 0.9 Significant 0.008 NVIGLQMGTNR 6 469608410 1xTMT6plex [N-Term] 0.958 0.95 0.98 3.83445859 56.69 0 1431.793949 2 716.4003906 -0.310044613 -0.00022196 49.24932707GASQAGMTGYGMPR 9 469608410 1xTMT6plex [N-Term] 1.133 2.234 1.003 4.89972353 96.58 0 1612.777312 2 806.892395 0.124802762 0.00010064 43.30727954GASQAGMTGYGMPR 16 469608410 1xTMT6plex [N-Term]; 1xOxidation [M] 0.971 0.759 1.076 3.117140293 64.58 0 1628.772227 2 806.892395 0.124802762 0.00010064 43.30727954TLMNLGGLAVAR 4 469608410 1xTMT6plex [N-Term] 1.226 1.118 4.122649193 70.98 0 1444.850735 2 722.9284668 -0.746226737 -0.000539093 70.73420627YGINTTDIFQTVDLWEGK 8 469608410 2xTMT6plex [N-Term; K18] 1.277 1.54 100 3.671316624 35.14 0 2558.354275 3 853.4567871 0.599048435 0.000510859 107.2627802QYDADLEQILIQWITTQCR 12 469608410 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.314 1.22 5.10498333 48.73 0 2623.338753 3 875.1176758 -0.106305848 -9.30E-05 113.1431067QMEQISQFLQAAER 11 469608410 1xTMT6plex [N-Term] 1.323 100 2.916625977 32.65 0 1907.984662 2 954.4951782 -0.829338264 -0.000791182 86.23325824KIQASTMAFK 7 469608410 3xTMT6plex [N-Term; K1; K10] 0.673 0.679 0.609 5.253075123 43.76 1 1812.102037 3 604.7058716 0.565203323 0.000341402 46.49137965IQASTMAFK 12 469608410 2xTMT6plex [N-Term; K9] 1.197 0.768 2.194 3.793005705 42.39 0 1454.844142 2 727.925354 -0.488672406 -0.000355471 64.00129525NFSDNQLQEGK 2 469608410 2xTMT6plex [N-Term; K11] 1.211 3.414488792 49.71 0 1737.917184 2 869.4606323 -1.838793927 -0.001597836 45.80388633DDGLFSGDPNWFPK 13 469608410 2xTMT6plex [N-Term; K14] 1.964 100 100 2.638920546 21.23 0 2053.043112 2 1027.024292 -0.87920493 -0.000902523 82.51285976GASQAGMTGYGMPR 2 469608410 1xTMT6plex [N-Term]; 2xOxidation [M7; M12] 0.554 1.69308269 19.9 0 1644.767142 2 806.892395 0.124802762 0.00010064 43.30727954ENFQNWLK 14 469608410 2xTMT6plex [N-Term; K8] 1.112 1.196 1.434 3.273169518 33.5 0 1536.857484 2 768.9318237 -0.724419196 -0.000556665 62.76184493NVIGLQMGTNR 3 469608410 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.121 0.887 2.357671261 25.04 0 1447.788864 2 716.4003906 -0.310044613 -0.00022196 49.24932707GPAYGLSR 4 469608410 1xTMT6plex [N-Term] 0.861 2.541151762 29.13 0 1049.59411 2 525.2962646 -8.438760318 -0.004428637 33.21757655DVGRPQPGR 2 469608410 1xTMT6plex [N-Term] 100 2.84564209 13.4 0 1210.685384 3 404.2335205 0.515239917 0.000207931 17.32400613DGTVLCELINALYPEGQAPVK 1 469608410 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C6] 1.582317829 0 2745.489723 3 915.8320923 -2.913773256 -0.002666578 107.3266932224809329 FKBP5 peptidyl-prolyl cis-trans isomerase FKBP5 isoform 1 2289 NP_001139248.1 37.19912473 1 18 18 102 457 51.18 5.9 1.13 1.2 1.16 1.16 Significant 0.0003 KGEGYSNPNEGATVEIHLEGR 4 224809329 2xTMT6plex [N-Term; K1] 0.827 1.639 6.391740322 47.22 1 2715.410227 4 679.6082153 0.29621238 0.000201085 56.12003615GTDSQAMEEEKPEGHV 14 224809329 2xTMT6plex [N-Term; K11] 1.169 1.14 0.902 5.76959753 63.3 0 2202.074883 2 1101.541504 0.385342255 0.000424276 31.59728431GTDSQAMEEEKPEGHV 10 224809329 2xTMT6plex [N-Term; K11]; 1xOxidation [M7] 1.149 0.994 1.148 3.763847828 30.35 0 2218.069798 2 1101.541504 0.385342255 0.000424276 31.59728431EEQCILYLGPR 4 224809329 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.978 1.277 3.764195681 34.15 0 1606.846044 2 803.9277344 1.336904683 0.0010741 64.029563AWDIGVATMK 4 224809329 2xTMT6plex [N-Term; K10] 0.784 1.02 2.618383169 48.61 0 1549.881256 2 775.4442139 -0.067724946 -5.25E-05 77.51100427FAEQDAKEEANK 6 224809329 3xTMT6plex [N-Term; K7; K12] 0.9 0.71 0.77 3.367360353 15.19 1 2067.132545 3 689.7154541 -0.356090041 -0.000245362 29.75986842EKLEQAAIVK 14 224809329 3xTMT6plex [N-Term; K2; K10] 1.342 1.272 1.279 4.822957039 25.24 1 1816.151096 3 606.0543823 -1.377741835 -0.000834062 44.91154506GEAQLLMNEFESAK 6 224809329 2xTMT6plex [N-Term; K14] 1.289 2.71860528 27.32 0 2025.072698 3 675.6943359 -2.095424774 -0.001414463 87.79094514AKESWEMDTK 4 224809329 3xTMT6plex [N-Term; K2; K10] 0.724 0.591 2.524297714 19.9 1 1912.04531 3 638.0202026 0.38936847 0.000248163 50.62910209YGFGEAGKPK 4 224809329 3xTMT6plex [N-Term; K8; K10] 1.311 1.179 1.081 2.42957592 9.9 0 1741.025167 3 581.012207 -1.780190378 -0.001033119 51.26707798VLEVNPQNK 4 224809329 2xTMT6plex [N-Term; K9] 0.911 4.044384003 33.85 0 1498.899349 2 749.953186 -0.169123889 -0.00012675 47.84245765LQISMCQK 6 224809329 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.02 1.121 1.183 3.682898998 44.71 0 1465.827112 2 733.4180908 1.222961842 0.000896325 60.02410201GEDLFEDGGIIR 6 224809329 1xTMT6plex [N-Term] 100 100 100 2.776982069 29.48 0 1549.805953 2 775.4064941 -0.155663843 -0.000120624 61.26079897KTSEGVTNEK 2 224809329 3xTMT6plex [N-Term; K1; K10] 0.97 2.924523592 5.53 1 1780.041939 3 594.019165 0.563198633 0.000334172 31.52210658ESWEMDTK 2 224809329 2xTMT6plex [N-Term; K8] 1.546 3.185751915 36.07 0 1483.750301 2 742.3793945 0.816163271 0.000605491 55.60411221NEPFVFSLGK 4 224809329 2xTMT6plex [N-Term; K10] 100 100 2.188954592 17.92 0 1595.91975 2 798.4637451 0.29047474 0.000231787 80.50120485IYANMFK 4 224809329 2xTMT6plex [N-Term; K7] 1.159 2.913974762 31.49 0 1344.775 2 672.8916016 0.688795523 0.000463138 67.28598625LEQAAIVK 2 224809329 2xTMT6plex [N-Term; K8] 1.551 2.949755669 9.76 0 1329.850608 2 665.4302979 2.038682472 0.001355572 50.21142181FAEQDAK 2 224809329 2xTMT6plex [N-Term; K7] 1.348 2.425316572 26.39 0 1266.709423 2 633.8582764 -0.115982105 -7.35E-05 39.6903367113259510 DCTN1 dynactin subunit 1 isoform 1 1639 NP_004073.2 22.0657277 1 22 22 95 1278 141.607 5.81 1.15 1.03 0.78 0.99 Significant 0.012 LVLTQEQLHQLHSR 6 13259510 1xTMT6plex [N-Term] 1.081 0.949 0.997 5.172646523 55.96 0 1931.10241 3 644.3724365 0.179565988 0.000115587 43.66649886AFLQGGQEATDIALLLR 5 13259510 1xTMT6plex [N-Term] 1.318 3.774219513 48.73 0 2045.159256 2 1023.084229 0.941125365 0.000962376 98.06004744AEITDAEGLGLK 6 13259510 2xTMT6plex [N-Term; K12] 1.524 1.257 1.001 4.713686466 94.03 0 1674.967822 2 837.9867554 -0.948190044 -0.000794094 63.38754399QLTAHLQDVNR 6 13259510 1xTMT6plex [N-Term] 1.061 0.572 0.991 4.465610981 63.39 0 1523.849155 3 508.6209412 -0.580722619 -0.000294978 36.5783779LSHEGPGSELPAGALYR 4 13259510 1xTMT6plex [N-Term] 0.536 0.53 4.272895813 25.39 0 1983.049705 3 661.6845703 -5.318854324 -0.003515851 46.87020025ELTNQQEASVER 16 13259510 1xTMT6plex [N-Term] 1.285 1.301 1.333 4.963910103 52.27 0 1632.839044 2 816.9232788 0.145229984 0.000118569 31.35276081MQEQQADLQR 4 13259510 1xTMT6plex [N-Term] 1.679 1.26 3.910594463 46.86 0 1475.747392 2 738.3765869 -1.013060828 -0.000747511 32.85700494GSDGAASSYQLK 2 13259510 2xTMT6plex [N-Term; K12] 0.508 3.224681854 34.28 0 1641.884821 2 821.4454956 -0.673853031 -0.000553195 44.6821254IKGEELSEANVR 6 13259510 2xTMT6plex [N-Term; K2] 1.205 1.265 1 4.044868469 33.25 1 1803.037633 3 601.6836548 -0.677769842 -0.000407348 40.10745084AKEEQQDDTVYMGK 6 13259510 3xTMT6plex [N-Term; K2; K14] 0.914 1.169 1.028 4.975129604 30.34 1 2329.231273 3 777.0825195 0.743835003 0.000577521 39.49430046FELSENCSERPGLR 2 13259510 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.99 3.175625801 8.73 0 1922.959176 3 641.6583862 0.743349846 0.000476477 50.92666889RVEAAQETVADYQQTIK 2 13259510 2xTMT6plex [N-Term; K17] 0.751 4.895591736 7.24 1 2408.318559 3 803.4404297 -4.909195861 -0.003940969 50.05070755SLDFLIELLHK 2 13259510 2xTMT6plex [N-Term; K11] 2.707 2.135416031 17.47 0 1786.087878 3 596.0337524 -0.657204942 -0.000391275 108.1406494EQLDMAGAR 2 13259510 1xTMT6plex [N-Term] 1 2.910925388 53.79 0 1219.630237 2 610.3189697 0.348862395 0.000212742 38.57414957IQLEQVQEWK 5 13259510 2xTMT6plex [N-Term; K10] 100 100 2.049690247 14.72 0 1759.015441 2 880.0112305 -0.146054716 -0.000128456 63.48446626AESLQQEVEALK 2 13259510 2xTMT6plex [N-Term; K12] 100 1.754936814 12.47 0 1803.0264 2 902.0160522 -0.871799666 -0.000785939 76.62816526SLSDTVEK 4 13259510 2xTMT6plex [N-Term; K8] 1.072 1.25 3.605438471 41.17 0 1336.772417 2 668.8909302 1.620770697 0.001083301 27.94344031VDELTTDLEILK 4 13259510 2xTMT6plex [N-Term; K12] 1.480634093 7.91 0 1847.077767 2 924.0413818 -1.234132188 -0.001139769 88.48914011AIEMELR 4 13259510 1xTMT6plex [N-Term] 1.106 1.11 2.391891718 29.48 0 1090.612796 2 545.8100586 0.040442859 2.21E-05 59.31461459EFEETMDALQADIDQLEAEK 3 13259510 2xTMT6plex [N-Term; K20] 1.32279706 0.2 0 2783.369727 3 928.4599609 -1.579871857 -0.001465789 107.2319756DSPLLLQQISAMR 2 13259510 1xTMT6plex [N-Term] 1.692663312 13.62 0 1700.956657 2 850.9814453 -0.612969764 -0.000521317 90.63801238ASEQIYGTPSSSPYECLR 2 13259510 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.833113015 5.49 0 2274.090978 2 1137.547974 -1.01455676 -0.001153597 49.56412094117190174 HNRNPC heterogeneous nuclear ribonucleoproteins C1/C2 isoform b 3183 NP_004491.2 43.3447099 1 16 16 167 293 32.318 5.08 1.18 1.05 1.25 1.16 Significant 0.0025 SAAEMYGSSFDLDYDFQR 17 117190174 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.053 0.742 0.382 4.061746597 39.9 0 2347.038608 3 777.6868896 1.039326427 0.000807572 80.71834646SAAEMYGSSFDLDYDFQR 33 117190174 1xTMT6plex [N-Term] 1.079 1.24 1.382 4.444452763 60.54 0 2331.043693 3 777.6868896 1.039326427 0.000807572 80.71834646MIAGQVLDINLAAEPK 12 117190174 2xTMT6plex [N-Term; K16] 100 100 2.740797281 33.76 0 2141.240432 2 1071.124146 0.272013183 0.000291223 86.37850355SEEEQSSSSVK 14 117190174 2xTMT6plex [N-Term; K11] 1.361 1.664 1.328 4.18208313 52.81 0 1654.85358 2 827.9312134 0.948596197 0.000784894 30.58088052GFAFVQYVNER 10 117190174 1xTMT6plex [N-Term] 5.64 1.313 0.657 3.519525528 49.88 0 1558.821543 2 779.9141846 -0.289295062 -0.00022548 77.55869987VFIGNLNTLVVK 14 117190174 2xTMT6plex [N-Term; K12] 1.342 1.674 100 3.668082476 51.03 0 1775.119512 2 888.0630493 -0.388918708 -0.000345189 93.35387893KSDVEAIFSK 8 117190174 3xTMT6plex [N-Term; K1; K10] 1.504 1.578 1.442 4.19664669 33.17 1 1811.088161 3 604.3665771 -1.64713389 -0.000994368 68.16888674SDVEAIFSK 8 117190174 2xTMT6plex [N-Term; K9] 2.289 2.123 100 3.958196878 49.08 0 1453.830266 2 727.4185181 -0.348615103 -0.000253414 72.89174204VDSLLENLEK 10 117190174 2xTMT6plex [N-Term; K10] 1.707 100 100 2.883940697 32.26 0 1617.946359 2 809.4766235 -0.239915054 -0.000194085 83.17034919QKVDSLLENLEK 4 117190174 3xTMT6plex [N-Term; K2; K12] 0.786 0.567 2.789429903 18.41 1 2103.262831 3 701.7590942 -0.048284577 -3.39E-05 68.08978603LKGDDLQAIK 4 117190174 3xTMT6plex [N-Term; K2; K10] 0.964 1.145 3.714975834 13.98 1 1788.119796 3 596.710083 -2.292920515 -0.001366672 51.45370713AAVAGEDGR 8 117190174 1xTMT6plex [N-Term] 1.253 0.872 0.952 3.541684628 36.05 0 1074.574103 2 537.7905884 -0.188523236 -0.000101291 18.97332099LKGDDLQAIKK 3 117190174 4xTMT6plex [N-Term; K2; K10; K11] 0.511 0.454 2.501829624 3.55 2 2145.377691 4 537.0985107 -2.553238655 -0.001369415 45.96120194IVGCSVHK 10 117190174 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.503 1.629 0.957 3.227006912 35.74 0 1357.802612 3 453.2721863 -0.446782252 -0.000202214 41.68239439NDKSEEEQSSSSVK 2 117190174 3xTMT6plex [N-Term; K3; K14] 100 2.616660118 17.21 1 2241.181346 3 747.7321777 0.283026238 0.000211438 27.66442174GDDLQAIK 6 117190174 2xTMT6plex [N-Term; K8] 1.327 0.497 1.583 3.083981276 48.67 0 1317.777837 2 659.3930664 0.773493431 0.000509646 48.91800769KELTQIK 4 117190174 3xTMT6plex [N-Term; K1; K7] 1.004 0.87 3.251970291 21.54 1 1547.01354 3 516.3431396 0.856977188 0.000441918 48.0241152421626466 MATR3 matrin-3 isoform a 9782 NP_061322.2 30.93270366 1 19 19 83 847 94.565 6.25 1.16 1.23 1.04 1.14 Significant 0.0023 GPSLNPVLDYDHGSR 14 21626466 1xTMT6plex [N-Term] 1.002 0.948 1.04 4.116985321 47.89 0 1855.949991 3 619.3219604 0.720303706 0.000445616 51.63696746EDAMAMVDHCLK 2 21626466 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.659 4.226758003 50.13 0 1877.932382 3 626.6491699 0.305999103 0.000191549 68.28657873SQAFIEMETR 4 21626466 1xTMT6plex [N-Term] 1.559 1.283 4.5235219 74.3 0 1440.735431 2 720.8712769 -0.106549099 -7.68E-05 60.12026783VIHLSNLPHSGYSDSAVLK 2 21626466 2xTMT6plex [N-Term; K19] 0.823 4.798052788 42.52 0 2495.402229 3 832.4727783 0.622312876 0.00051764 65.78815494GYPHLCSICDLPVHSNK 12 21626466 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C6; C9] 0.994 1.176 1 6.069530964 41.95 0 2455.262641 4 614.5671387 -6.482582447 -0.003979111 48.80288859GDADQASNILASFGLSAR 6 21626466 1xTMT6plex [N-Term] 0.576 3.726988792 37.91 0 2022.045348 2 1011.525391 -0.911670948 -0.00092172 91.37681447DLSAAGIGLLAAATQSLSMPASLGR 4 21626466 1xTMT6plex [N-Term] 0.967 2.141 4.623944759 50.79 0 2600.427902 3 867.4789429 -2.163731098 -0.001875542 111.5014489INEAFIEMATTEDAQAAVDYYTTTPALVFGKPVR 2 21626466 2xTMT6plex [N-Term; K31] 100 3.86925149 12.6 0 4191.172417 4 1048.543335 -4.988464842 -0.005226879 107.6254986KDGSASAAAK 2 21626466 3xTMT6plex [N-Term; K1; K10] 2.015 4.06033802 37.56 1 1592.957482 3 531.6571655 -0.337879683 -0.000179409 23.57153369YQLLQLVEPFGVISNHLILNK 4 21626466 2xTMT6plex [N-Term; K21] 100 2.219516277 18.92 0 2896.706456 3 966.2380981 -2.31814183 -0.002238325 107.4672686GAPPSSNIEDFHGLLPK 6 21626466 2xTMT6plex [N-Term; K17] 1.466 1.115 1.44 3.4374578 35.51 0 2237.233038 3 746.4153442 -0.696782646 -0.000519622 63.48369966SQESGYYDR 4 21626466 1xTMT6plex [N-Term] 1.458 1.208 3.838218927 66.39 0 1333.622175 2 667.3156738 1.421726697 0.000948023 23.41888216DGSASAAAK 2 21626466 2xTMT6plex [N-Term; K9] 100 2.857575893 49.19 0 1235.699587 2 618.3531494 -0.456738742 -0.000282196 22.93858391ITPENLPQILLQLK 4 21626466 2xTMT6plex [N-Term; K14] 100 100 2.545922518 16.17 0 2078.298933 2 1039.651367 -1.672225754 -0.001737692 109.0531311LAEPYGK 6 21626466 2xTMT6plex [N-Term; K7] 1.423 1.397 3.089419842 28.38 0 1235.739995 2 618.3734131 -0.360406013 -0.000222684 44.03657456FDSEYER 2 21626466 1xTMT6plex [N-Term] 1.988 2.992874861 45.93 0 1174.557784 2 587.7823486 -0.309286082 -0.000181637 39.2053161LCSLFYTNEEVAK 1 21626466 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.187163472 0 2032.082535 2 1016.544128 -0.764966007 -0.000777237 86.01616302MDYEDDR 2 21626466 1xTMT6plex [N-Term] 1.458 2.826426744 35.9 0 1172.509119 2 586.758667 0.800168084 0.000469102 33.62575473MDYEDDR 2 21626466 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.272 1.925581574 17.3 0 1188.504034 2 586.758667 0.800168084 0.000469102 33.62575473ALWFQGR 2 21626466 1xTMT6plex [N-Term] 1.419 1.396 2.63304472 23.23 0 1106.63083 2 553.8184814 -1.033379284 -0.000571785 68.35595013386642862 TARS threonine--tRNA ligase, cytoplasmic isoform 2 6897 NP_001245367.1 31.21693122 1 22 22 104 756 86.806 6.77 0.8 1.07 0.89 0.92 Significant 0.0074 NELSGALTGLTR 4 386642862 1xTMT6plex [N-Term] 1.287 1.189 4.082652569 81.1 0 1460.827023 2 730.9168701 -0.382745949 -0.000279563 69.80984275FMADIDLDPGCTLNK 8 386642862 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 1.211 100 100 3.543428421 47.98 0 2168.113183 3 723.376709 1.102743687 0.000796958 84.01191021FQQDDAHIFCAMEQIEDEIK 2 386642862 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C10] 100 3.30985713 21.6 0 2925.4163 3 975.8094482 -0.857602194 -0.000836281 104.503929FNLTYVSHDGDDK 6 386642862 2xTMT6plex [N-Term; K13] 0.048 1.313 3.055 3.182437658 27.26 0 1969.006727 3 657.0058594 -1.880143399 -0.001234005 49.86110843GFQEVVTPNIFNSR 6 386642862 1xTMT6plex [N-Term] 100 100 1.645 2.82410264 35.25 0 1836.980563 2 918.9933472 -0.6235363 -0.000572712 74.11726002MIAILTENYGGK 6 386642862 2xTMT6plex [N-Term; K12] 1.006 1.77 1.277 2.981831551 38.82 0 1768.007913 2 884.5072632 -0.375152627 -0.000331636 73.06770811AEHDSILAEK 6 386642862 2xTMT6plex [N-Term; K10] 0.974 0.97 0.865 4.107958317 37.57 0 1570.884093 3 524.2990112 -1.026370183 -0.000537436 38.13844985QVMVVPVGPTCDEYAQK 4 386642862 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 100 1.699069619 15.07 0 2379.24526 2 1190.123535 -2.297303095 -0.002732924 61.01270597GAYIYNALIEFIR 2 386642862 1xTMT6plex [N-Term] 1.053 2.116819859 28.28 0 1771.994422 2 886.5006104 -0.269914436 -0.000239143 111.0832428WELNSGDGAFYGPK 2 386642862 2xTMT6plex [N-Term; K14] 100 1.973355532 13.73 0 1999.032548 2 1000.018799 -1.113895695 -0.001113357 71.75412908QLENSLNEFGEK 4 386642862 2xTMT6plex [N-Term; K12] 100 100 2.331588268 29.45 0 1866.000913 2 933.5053711 1.367795418 0.001276154 64.38445743ETLLAMFK 4 386642862 2xTMT6plex [N-Term; K8] 0.564 0.236 2.469508648 27.35 0 1410.84308 2 705.9248657 -0.442929973 -0.000312452 107.3866246LEMYNILK 12 386642862 2xTMT6plex [N-Term; K8] 4.472 0.929 100 2.315150261 27.24 0 1481.880193 2 741.4431763 -0.754150668 -0.00055878 71.35069118IYGISFPDPK 10 386642862 2xTMT6plex [N-Term; K10] 0.954 2.589 100 2.254098415 17.45 0 1594.924501 2 797.9660034 0.143671965 0.000114573 87.53044549AILGSVER 4 386642862 1xTMT6plex [N-Term] 1.043 1.139 2.915538073 51.9 0 1073.651625 2 537.329895 0.827669834 0.000444315 41.72200668TISETIER 6 386642862 1xTMT6plex [N-Term] 1.276 1.187 1.107 3.371968985 53.85 0 1177.662583 2 589.335144 0.363564185 0.000214078 35.36037332KETLLAMFK 4 386642862 3xTMT6plex [N-Term; K1; K9] 2.385 1.024 2.796672583 13.29 1 1768.100975 3 590.0388184 0.524369444 0.000309046 87.88872307QVDAESWK 2 386642862 2xTMT6plex [N-Term; K8] 1.127 3.614289522 21.33 0 1420.783651 2 710.8944092 -1.484244715 -0.001054395 53.73997766VNTPTTTVYR 2 386642862 1xTMT6plex [N-Term] 1.653 3.621124506 37.22 0 1380.768445 2 690.8886719 1.174585069 0.000810915 37.16391963ISGTVNIR 2 386642862 1xTMT6plex [N-Term] 1.418 2.655060291 31.77 0 1088.662524 2 544.8342285 -1.233999261 -0.000671704 53.82123249ADMETLQR 2 386642862 1xTMT6plex [N-Term] 1.136 2.655190706 36.82 0 1192.619338 2 596.8138428 0.897693707 0.000535303 36.23564528GCLDFLR 6 386642862 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.206 100 0.941 2.269373894 28.16 0 1109.597481 2 555.3016357 -1.339418708 -0.000743108 54.69837241312433975 EIF3C eukaryotic translation initiation factor 3 subunit C isoform a 8663 NP_001186071.1 23.32968237 1 18 18 92 913 105.278 5.68 1.06 1.08 1.06 1.07 Significant 0.000039 RLDEEEEDNEGGEWER 10 312433975 1xTMT6plex [N-Term] 1.517 1.376 1.413 7.292843819 43.53 1 2220.984264 3 741.0004272 1.10973694 0.000821569 26.7634422GTEITHAVVIK 8 312433975 2xTMT6plex [N-Term; K11] 1.107 1.129 1.007 4.474756718 61.16 0 1625.999063 3 542.6711426 -0.115901435 -6.28E-05 48.82599286SEQDQAENEGEDSAVLMER 6 312433975 1xTMT6plex [N-Term] 100 3.043958902 31.72 0 2366.061528 3 794.6903687 0.046168944 3.67E-05 49.03513138SEQDQAENEGEDSAVLMER 2 312433975 1xTMT6plex [N-Term]; 1xOxidation [M17] 5.249 4.119888306 41.53 0 2382.056443 3 794.6903687 0.046168944 3.67E-05 49.03513138DAHNALLDIQSSGR 4 312433975 1xTMT6plex [N-Term] 1.198 0.936 4.428974152 41.08 0 1725.908126 3 575.9746094 0.665391734 0.000382802 50.15893801MIINEELMASLDQPTQTVVMHR 4 312433975 1xTMT6plex [N-Term] 2.294092894 20.2 0 2785.424807 3 929.1474609 1.085063396 0.001007454 103.0078975TCHSFIINEK 8 312433975 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.922 1.092 0.962 4.34997654 43.65 0 1706.929997 3 569.6477051 -0.84093409 -0.000478472 49.25480601DLMLMSHLQDNIQHADPPVQILYNR 4 312433975 1xTMT6plex [N-Term] 100 2.547785044 17.13 0 3190.633889 4 798.4128418 -1.363767405 -0.001087821 77.6919349GCILTLVER 6 312433975 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.873 100 100 3.095861912 42.02 0 1289.744873 2 645.3761597 0.1312166 8.46E-05 75.23130602DFESHITSYK 12 312433975 2xTMT6plex [N-Term; K10] 1.146 1.063 1.129 3.753613234 41.43 0 1684.894657 3 562.3027954 -0.489306277 -0.00027481 45.10522487KLNEILQAR 4 312433975 2xTMT6plex [N-Term; K1] 1.195 1.152 3.092442513 16.46 1 1542.973183 3 514.9954834 -0.833225556 -0.000428548 50.00923653ELLGQGLLLR 10 312433975 1xTMT6plex [N-Term] 3.737 100 100 2.425333738 41.58 0 1340.846302 2 670.9263306 -0.684065867 -0.000458614 75.61198541SIVDKEGVPR 3 312433975 2xTMT6plex [N-Term; K5] 0.605 3.40504837 11.22 1 1557.936463 3 519.9832153 -0.879338753 -0.000456651 40.73282827MDEEFTK 2 312433975 2xTMT6plex [N-Term; K7] 1.446 3.047262192 33.72 0 1357.707374 2 679.3572998 -0.037630071 -2.55E-05 54.59574045AKELLGQGLLLR 2 312433975 2xTMT6plex [N-Term; K2] 1.727305412 5.64 1 1769.14131 3 590.3847656 -0.88564152 -0.000522275 70.28571026FEELTNLIR 2 312433975 1xTMT6plex [N-Term] 0.921 1.865262389 2.88 0 1363.778282 2 682.3920898 -1.010913957 -0.000689331 84.03815223DEAQVCAIIER 2 312433975 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.94 2.011315823 6.16 0 1532.794008 2 766.9005127 -0.169350463 -0.00012979 51.72579737VWDLFPEADK 2 312433975 2xTMT6plex [N-Term; K10] 1.591597199 12.52 0 1677.925229 2 839.4647217 -1.825206852 -0.00153128 86.78800047APTTDEDKK 1 312433975 3xTMT6plex [N-Term; K8; K9] 0.81 2.161192417 5.66 1 1691.978277 3 564.6647949 0.919045857 0.000518335 32.2475619413994151 PDLIM1 PDZ and LIM domain protein 1 9124 NP_066272.1 55.01519757 1 12 12 123 329 36.049 7.02 1.1 1.11 0.95 1.06 Significant 0.0024 HPECYVCTDCGTNLK 20 13994151 2xTMT6plex [N-Term; K15]; 3xCarbamidomethyl [C4; C7; C10] 1.219 1.265 1.15 4.754857063 52.48 0 2312.087379 3 771.3651733 -2.773502648 -0.002137527 52.59705348GHFFVEDQIYCEK 17 13994151 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 1.375 1.099 0.782 3.822696686 37.03 0 2130.073033 3 710.6956787 -0.258088422 -0.000183249 54.48908334MNLASEPQEVLHIGSAHNR 2 13994151 1xTMT6plex [N-Term] 0.852 4.687756062 27.15 0 2332.202928 4 583.8063354 0.250358521 0.000145972 56.97063988GCTDNLTLTVAR 10 13994151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.085 1.114 0.9 4.105473995 73.04 0 1549.820557 2 775.4141846 0.345253276 0.00026754 59.23704397VITNQYNNPAGLYSSENISNFNNALESK 11 13994151 2xTMT6plex [N-Term; K28] 1.394 4.532420635 53.05 0 3559.806911 3 1187.27417 0.293815269 0.000348642 92.79649373AALANLCIGDVITAIDGENTSNMTHLEAQNR 22 13994151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.029 1.865 3.93714118 45.16 0 3541.757645 4 886.1952515 0.43222872 0.000382712 100.8688784VAASIGNAQK 8 13994151 2xTMT6plex [N-Term; K10] 1.084 1.05 0.97 4.655112267 68.34 0 1416.857484 2 708.9329834 0.851184321 0.000603003 35.63032765SAMPFTASPASSTTAR 2 13994151 1xTMT6plex [N-Term] 0.672 4.866990566 64.92 0 1811.915914 2 906.4611816 -0.456582308 -0.000413644 50.00804558DFEQPLAISR 10 13994151 1xTMT6plex [N-Term] 0.933 0.783 100 4.012063026 54.02 0 1404.768445 2 702.8873901 -0.670321551 -0.000470823 61.30719243VWSPLVTEEGKR 5 13994151 2xTMT6plex [N-Term; K11] 0.985 0.957 3.821924448 30.53 1 1859.079104 3 620.3644409 -0.179963345 -0.000111522 67.49871614AALANLCIGDVITAIDGENTSNMTHLEAQNR 2 13994151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7]; 1xOxidation [M23] 1.104881763 1.37 0 3557.75256 4 886.1952515 0.43222872 0.000382712 100.8688784VWSPLVTEEGK 6 13994151 2xTMT6plex [N-Term; K11] 0.831 1.728 0.826 3.268056393 35.68 0 1702.977993 2 851.9923706 -0.310349907 -0.00026426 61.4604488VTPPEGYEVVTVFPK 8 13994151 2xTMT6plex [N-Term; K15] 0.876 0.467 2.551 2.318262815 11.11 0 2120.204364 2 1060.606689 0.819848444 0.000869123 67.393364054501867 ACO2 aconitate hydratase, mitochondrial precursor 50 NP_001089.1 31.53846154 1 18 18 83 780 85.372 7.61 0.65 0.71 0.64 0.67 Significant 0.0011 VAMSHFEPNEYIHYDLLEK 4 4501867 2xTMT6plex [N-Term; K19] 0.714 100 2.518389225 13.96 0 2793.432208 4 699.1123657 -1.637834404 -0.001143795 70.66269525DSSGQHVDVSPTSQR 6 4501867 1xTMT6plex [N-Term] 0.69 0.767 0.4 4.172008038 34.51 0 1828.898684 3 610.3048096 0.651518287 0.000397187 28.84907203IVYGHLDDPASQEIER 8 4501867 1xTMT6plex [N-Term] 0.644 0.664 1.086 4.265097141 47.77 0 2071.065749 3 691.0269165 0.215880022 0.000149034 59.49870352DINQEVYNFLATAGAK 4 4501867 2xTMT6plex [N-Term; K16] 0.677 3.460494757 34.46 0 2212.201404 2 1106.603149 -1.076589081 -0.001190816 102.0143694GEFDPGQDTYQHPPK 4 4501867 2xTMT6plex [N-Term; K15] 0.572 0.598 3.369999886 35.08 0 2174.091853 3 725.3687744 -0.038373637 -2.78E-05 40.5861753VAMQDATAQMAMLQFISSGLSK 2 4501867 2xTMT6plex [N-Term; K22] 1.054 4.915107727 49.58 0 2786.465499 3 929.4920654 -1.383789227 -0.001285294 110.5274891VAVPSTIHCDHLIEAQVGGEK 4 4501867 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C9] 0.749 0.616 5.84920454 38.17 0 2718.464906 4 680.3725586 1.28708853 0.000874726 53.73478097DLGGIVLANACGPCIGQWDR 7 4501867 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C14] 0.01 1.929 1.34 2.844485998 30.95 0 2401.1954 3 801.0686646 -1.649194253 -0.001320013 83.27765648SQFTITPGSEQIR 6 4501867 1xTMT6plex [N-Term] 0.01 0.699 0.713 4.391590595 38.29 0 1692.911815 2 846.960083 0.634702656 0.000537248 50.01235951LEAPDADELPK 6 4501867 2xTMT6plex [N-Term; K11] 0.765 0.567 0.803 2.487000465 43.04 0 1655.925623 2 828.4663696 -0.096938042 -8.03E-05 57.74906046DLEDLQILIK 6 4501867 2xTMT6plex [N-Term; K10] 0.661 100 2.749699831 31.59 0 1658.014044 2 829.5102539 -0.490386377 -0.000406534 91.13215799FNPETDYLTGTDGK 6 4501867 2xTMT6plex [N-Term; K14] 0.468 0.733 0.73 2.441862822 24.1 0 2016.032607 2 1008.519348 -0.589063358 -0.000593785 57.30060789LQLLEPFDK 6 4501867 2xTMT6plex [N-Term; K9] 0.952 100 100 3.087852001 31.09 0 1560.940151 2 780.9733276 -0.494879039 -0.000386238 84.97509203LNRPLTLSEK 4 4501867 2xTMT6plex [N-Term; K10] 0.833 0.875 2.043349266 22.47 0 1629.009962 3 543.6748657 0.050305382 2.73E-05 52.95549995VAGILTVK 2 4501867 2xTMT6plex [N-Term; K8] 100 2.377280235 13.68 0 1258.84988 2 629.9285278 -0.079966594 -5.03E-05 64.52093895LTIQGLK 4 4501867 2xTMT6plex [N-Term; K7] 0.692 0.844 2.833087444 38.42 0 1230.81858 2 615.9117432 -1.925451821 -0.001184941 59.37688585DFTPGKPLK 2 4501867 3xTMT6plex [N-Term; K6; K9] 0.618 2.92441678 2.19 0 1690.050654 3 564.0223389 1.070773564 0.000603221 51.13378566EDIANLADEFK 2 4501867 2xTMT6plex [N-Term; K11] 1.463280559 5.52 0 1722.931437 2 861.9689331 -0.491719545 -0.0004236 80.729264118498356 KTN1 kinectin isoform a 3895 NP_001072989.1 19.52837141 1 22 22 84 1357 156.179 5.64 1.04 1 1.24 1.09 Significant 0.0046 ECMAGTSGSEEVK 6 118498356 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.389 1.372 1.374 4.483464241 66.64 0 1842.89777 2 921.9512329 -1.400630968 -0.00129061 34.90919009SVLAETEGILQK 3 118498356 2xTMT6plex [N-Term; K12] 0.828 3.804648638 46.12 0 1746.041322 2 873.5234985 -0.91700561 -0.000800565 92.07040249EVIDLLKPDQVEGIQK 6 118498356 3xTMT6plex [N-Term; K7; K16] 1.634 100 3.030159235 18.33 0 2511.500101 3 837.8381958 -0.026608662 -2.23E-05 76.27044126AQQSLELIQSK 6 118498356 2xTMT6plex [N-Term; K11] 0.863 100 100 3.743688345 58.61 0 1703.010356 2 852.0083008 -0.60533249 -0.000515444 59.14070825TAEHEAAQQDLQSK 2 118498356 2xTMT6plex [N-Term; K14] 1.256 5.39715147 43.34 0 2014.060553 3 672.0248413 -0.289278402 -0.000194208 33.68379108AHVQEVAQHNLK 4 118498356 2xTMT6plex [N-Term; K12] 0.927 0.759 4.494565964 39.21 0 1832.054286 4 458.7692261 0.430171137 0.000197024 31.88983585GELTTLIHQLQEK 4 118498356 2xTMT6plex [N-Term; K13] 0.758 1.964 3.771281719 26.36 0 1968.152997 3 656.7220459 -0.71780735 -0.000470918 82.41590619LLEEQLQHEISNK 6 118498356 2xTMT6plex [N-Term; K13] 0.903 0.275 1.451 2.681203604 21.16 0 2039.153725 3 680.3886108 -1.19959591 -0.000815387 60.9771619AQQLSITSK 6 118498356 2xTMT6plex [N-Term; K9] 1.327 1.144 1.183 4.395081997 65.37 0 1433.8728 2 717.4403687 0.460867022 0.000330412 41.25345525AQLNETLTK 8 118498356 2xTMT6plex [N-Term; K9] 1.021 0.931 4.033975124 53.48 0 1475.883365 2 738.4454346 0.154484176 0.000114 53.76969872VQELQNLLK 4 118498356 2xTMT6plex [N-Term; K9] 1.359 2.688797951 38.74 0 1542.961949 2 771.986084 1.906825215 0.001471079 78.48096402LVNELTEK 4 118498356 2xTMT6plex [N-Term; K8] 1.34 1.147 3.813205242 48.91 0 1403.851002 2 702.4291382 -0.001462272 -1.03E-06 65.65663741MQQSVYVK 2 118498356 2xTMT6plex [N-Term; K8] 1.057 3.211750746 22.37 0 1440.828492 2 720.9174805 -0.560755499 -0.000403976 42.10728521SVEQEENK 2 118498356 2xTMT6plex [N-Term; K8] 1.195 3.62608099 36.73 0 1420.768394 2 710.8873291 -0.712816304 -0.000506373 29.27760109VQLQEAER 4 118498356 1xTMT6plex [N-Term] 1.189 0.655 3.042603016 26.47 0 1201.673817 2 601.3408813 0.557027459 0.000334683 41.11156385LTDTLVSK 4 118498356 2xTMT6plex [N-Term; K8] 100 100 2.460785389 28 0 1334.829538 2 667.920166 2.635019042 0.001758651 48.70404973LQALANEQAAAAHELEK 2 118498356 2xTMT6plex [N-Term; K17] 0.01 1.614341855 0 2265.260316 3 755.7565918 -2.248531588 -0.001697836 60.55438667EISGLWNELDSLK 1 118498356 2xTMT6plex [N-Term; K13] 100 1.422783375 0 1962.094814 2 981.5489502 -2.135395979 -0.002094925 100.9829282RLEAMLK 2 118498356 2xTMT6plex [N-Term; K7] 0.768 2.936047554 13.17 1 1318.828098 3 440.2806091 -0.624999894 -0.000274756 48.28923102LSDALAVEDDQVAPVPLNVVETSSSVR 2 118498356 1xTMT6plex [N-Term] 1.120064735 2.54 0 3039.60474 3 1013.872559 -0.53201284 -0.000539036 80.74968901SVEELLEAELLK 3 118498356 2xTMT6plex [N-Term; K12] 1.713206053 13.16 0 1831.082852 2 916.0441895 -0.955556843 -0.000874852 99.07210351VSVPSNLSYGEWLHGFEK 3 118498356 2xTMT6plex [N-Term; K18] 1.584433675 0 2507.333481 3 836.4465942 -3.290780911 -0.002750362 79.401924694503131 CTNNB1 catenin beta-1 1499 NP_001895.1 29.57746479 1 11 16 82 781 85.442 5.86 0.86 0.82 0.84 Non-Significant #N/A MEEIVEGCTGALHILAR 3 4503131 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8]; 1xOxidation [M1] 2.578 3.878248692 35.02 0 2144.104126 3 710.0407715 -0.681260561 -0.000483266 81.67058513MEEIVEGCTGALHILAR 12 4503131 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.261 1.094 100 4.9167943 50.73 0 2128.109211 3 710.0407715 -0.681260561 -0.000483266 81.67058513LLNDEDQVVVNK 4 4503131 2xTMT6plex [N-Term; K12] 1.039 100 3.562664986 57.85 0 1844.052949 2 922.5302734 0.17429814 0.000160707 69.04740313



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms HQEAEMAQNAVR 2 4503131 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.016 4.250850677 38.84 0 1628.801219 3 543.6052246 -0.060450516 -3.28E-05 27.03765017HAVVNLINYQDDAELATR 2 4503131 1xTMT6plex [N-Term] 1.143 4.503149033 37.96 0 2271.193075 3 757.7364502 0.758410175 0.000574165 66.22786908TMQNTNDVETAR 10 4503131 1xTMT6plex [N-Term] 1.119 1.046 4.321681976 48.35 0 1608.7849 2 804.8953247 -0.949192112 -0.000763523 31.74871489AAVMVHQLSK 8 4503131 2xTMT6plex [N-Term; K10] 0.813 0.809 3.85801053 51.01 0 1541.92379 2 771.4658203 0.372524897 0.000287203 42.16418356TSMGGTQQQFVEGVR 2 4503131 1xTMT6plex [N-Term] 0.715 2.584107161 25.4 0 1853.937712 2 927.4719849 -0.549588819 -0.000509452 51.26946429AAVSHWQQQSYLDSGIHSGATTTAPSLSGK 2 4503131 2xTMT6plex [N-Term; K30] 2.014776468 5.23 0 3543.823229 4 886.7115479 0.319467472 0.000283034 60.21298962LAEPSQMLK 2 4503131 2xTMT6plex [N-Term; K9] 0.921 3.669286489 48.77 0 1474.870357 2 737.9385986 -0.29589338 -0.000218202 63.79291736VAAGVLCELAQDKEAAEAIEAEGATAPLTELLHSR 4 4503131 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 2.43358469 8.9 1 4092.168729 4 1023.79718 -0.449281786 -0.000459634 102.9509681HQEAEMAQNAVR 2 4503131 1xTMT6plex [N-Term] 0.835 2.99062562 14.67 0 1612.806304 3 543.6052246 -0.060450516 -3.28E-05 27.03765017TMQNTNDVETAR 2 4503131 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.505 2.128145218 31.8 0 1624.779815 2 804.8953247 -0.949192112 -0.000763523 31.74871489VAAGVLCELAQDK 2 4503131 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 100 1.762995839 11.23 0 1832.035191 2 916.522522 1.406455141 0.001288338 71.21631703AAMFPETLDEGMQIPSTQFDAAHPTNVQR 5 4503131 1xTMT6plex [N-Term] 1.762367368 6.71 0 3431.65614 3 1144.557861 0.84237297 0.000963578 79.70992446EGLLAIFK 4 4503131 2xTMT6plex [N-Term; K8] 1.431 1.097 2.944336414 21.76 0 1348.860444 2 674.9327393 -1.662495467 -0.001121237 90.96548859LVQNCLWTLR 6 4503131 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.698 100 2.025776148 20.98 0 1531.861634 2 766.4334717 -1.284555067 -0.00098388 65.39937786ALPELTK 12 4503131 2xTMT6plex [N-Term; K7] 0.61 0.728 0.718 2.832141638 35.55 0 1229.786945 2 615.3967285 -0.621805877 -0.000382344 50.45003139MVALLNK 4 4503131 2xTMT6plex [N-Term; K7] 100 1.833 1.832590222 9.35 0 1246.795736 2 623.9015503 0.070802245 4.41E-05 63.42811285164698494 Sep-09 septin-9 isoform a 10801 NP_001106963.1 38.05460751 1 18 18 90 586 65.361 8.97 0.86 0.98 1.01 0.95 Non-Significant #N/A VPEVPTAPATDAAPK 4 164698494 2xTMT6plex [N-Term; K15] 0.962 0.932 3.49313879 58.56 0 1922.099899 2 961.5446777 -9.271199306 -0.008910086 47.79768689SQEATEAAPSCVGDMADTPR 4 164698494 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 100 3.363917351 44.66 0 2322.05394 2 1161.530273 -0.288574261 -0.000335043 46.20810842LEPKPQPPVAEATPR 10 164698494 2xTMT6plex [N-Term; K4] 0.826 0.93 0.9 5.407478809 29.37 0 2088.221745 3 696.7455444 0.160237188 0.000111537 48.12630512SFEVEEVETPNSTPPR 2 164698494 1xTMT6plex [N-Term] 1.142 3.491613388 37.3 0 2047.01813 2 1024.01123 -1.43912868 -0.001472961 51.89202629LGDSSGPALK 2 164698494 2xTMT6plex [N-Term; K10] 1.244 3.656789303 43.55 0 1402.830601 2 701.9178467 -1.556831327 -0.001091985 46.61739301APVDFGYVGIDSILEQMR 8 164698494 1xTMT6plex [N-Term] 0.775 0.649 3.602310896 49.59 0 2239.16302 3 747.0591431 -0.064484265 -4.81E-05 104.3901623QVENAGAIGPSR 6 164698494 1xTMT6plex [N-Term] 0.879 1.316 1.392 4.33972168 58.54 0 1427.780407 2 714.3950806 1.735268813 0.001238791 33.42243607SITHDIEEK 4 164698494 2xTMT6plex [N-Term; K9] 0.758 4.139952183 52.23 0 1529.857544 2 765.4320068 -0.527243944 -0.000403304 43.55497096LTVIDTPGFGDHINNENCWQPIMK 4 164698494 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C18] 100 100 2.338895559 16.15 0 3257.64876 3 1086.556641 2.028722397 0.002202955 93.77767842ADTLTLEER 8 164698494 1xTMT6plex [N-Term] 1.345 0.773 1.129 3.294257641 42.86 0 1276.694612 2 638.8502197 -1.134826498 -0.000724413 34.06164433ATVASSTQK 6 164698494 2xTMT6plex [N-Term; K9] 0.821 0.996 1.29 3.752277851 56.6 0 1350.799301 2 675.9031982 -0.133791619 -9.04E-05 34.97482217DITSSIHFEAYR 8 164698494 1xTMT6plex [N-Term] 100 100 100 3.464738607 24.06 0 1667.859051 3 556.6243286 -0.370834787 -0.000206167 51.43184981EFDEDSEDR 4 164698494 1xTMT6plex [N-Term] 1.921 1.22 4.014975071 46.83 0 1370.590934 2 685.7988892 -0.315673828 -0.00021633 34.19074091FINDQYEK 6 164698494 2xTMT6plex [N-Term; K8] 1.072 1.362 1.335 3.681815863 40.5 0 1514.825515 2 757.9173584 1.270685538 0.000962433 59.47338122VVNIVPVIAK 6 164698494 2xTMT6plex [N-Term; K10] 1.001 100 100 2.757309437 29.95 0 1510.013257 2 755.5115356 1.680865417 0.001269065 74.2892098YLQEEVNINR 2 164698494 1xTMT6plex [N-Term] 1.408120394 12.17 0 1506.811373 2 753.9088135 -0.678483647 -0.000511173 53.88769429STLINTLFK 4 164698494 2xTMT6plex [N-Term; K9] 1.719846845 14.72 0 1494.929586 2 747.9682617 -0.227203009 -0.000169826 75.8354406RVELSGPK 2 164698494 2xTMT6plex [N-Term; K8] 0.864 4.011602879 25.36 1 1343.841106 3 448.6187134 0.357934221 0.000160336 35.40738141156151394 HNRNPR heterogeneous nuclear ribonucleoprotein R isoform 1 10236 NP_001095868.1 32.2327044 1 12 18 103 636 71.17 8.13 1.28 1.45 1.38 1.37 Significant 0.0013 TGYTLDVTTGQR 6 156151394 1xTMT6plex [N-Term] 2.364 2.396 2.876 4.746033669 59.21 0 1540.816852 2 770.9112549 -1.050607911 -0.000809397 41.79359486STAYEDYYYHPPPR 7 156151394 1xTMT6plex [N-Term] 0.836 1.302 1.302 4.009177685 43.3 0 1987.938758 3 663.3173218 -0.676966513 -0.000448589 43.09920792EEEEPMDTSSVTHTEHYK 3 156151394 2xTMT6plex [N-Term; K18] 0.31 1.214 5.448690891 28.52 0 2607.228483 4 652.5631714 0.910214387 0.000593284 37.03158113LCDSYEIRPGK 8 156151394 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.645 1.458 3.470659733 20.2 0 1795.977676 3 599.3307495 0.010843763 6.49E-06 53.92224675GFCFLEYEDHK 12 156151394 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.31 1.299 1.309 3.861279726 35.59 0 1902.946041 3 634.9869995 0.212284084 0.000134655 93.87060383EFNEEGALSVLQQFK 5 156151394 2xTMT6plex [N-Term; K15] 1.6 3.417670727 36.46 0 2197.190505 3 733.0689697 0.842493941 0.00061704 98.42653767DLYEDELVPLFEK 6 156151394 2xTMT6plex [N-Term; K13] 100 0.913 2.935118437 29.45 0 2068.125445 2 1034.564819 -1.490696869 -0.001541474 95.06060005EIEGEEIEIVLAKPPDKK 2 156151394 4xTMT6plex [N-Term; K13; K17; K18] 0.814 3.042105675 6.87 1 2953.763141 4 739.1956787 -0.763726183 -0.000563967 76.3436714SAFLCGVMK 6 156151394 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.383 1.467 3.858357191 51.79 0 1470.821299 2 735.9140625 -0.306196273 -0.00022518 75.28522302DYAFVHFEDR 4 156151394 1xTMT6plex [N-Term] 2.166 1.814 3.515748501 44.96 0 1527.742959 3 509.9185486 -1.22161129 -0.000622103 54.54929034EEEEPMDTSSVTHTEHYK 2 156151394 2xTMT6plex [N-Term; K18]; 1xOxidation [M6] 0.887 3.798317432 18.04 0 2623.223398 4 652.5631714 0.910214387 0.000593284 37.03158113GYAFITFCGK 2 156151394 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 0.861 2.780025005 32.99 0 1621.881256 2 811.444519 0.311413635 0.000252538 81.75433402EAAQEAVK 10 156151394 2xTMT6plex [N-Term; K8] 1.542 1.529 1.762 3.661378145 46.85 0 1303.762187 2 652.3850708 0.52014207 0.000339071 20.53000102ENILEEFSK 6 156151394 2xTMT6plex [N-Term; K9] 100 1.662 1.592 2.738269091 27.46 0 1566.877945 2 783.9408569 -2.238529698 -0.001753751 71.80395615LFVGSIPK 8 156151394 2xTMT6plex [N-Term; K8] 6.929 100 3.451 2.833257198 36.61 0 1318.84988 2 659.9281616 -0.631677513 -0.000416544 66.64259136NLATTVTEEILEK 2 156151394 2xTMT6plex [N-Term; K13] 0.01 1.422051907 9.32 0 1919.110129 2 960.0588379 0.140612696 0.000134926 94.05996299AGPIWDLR 2 156151394 1xTMT6plex [N-Term] 1.779 2.573340654 22.75 0 1156.667609 2 578.8375854 0.246448016 0.000142529 72.14733946SFSEFGK 6 156151394 2xTMT6plex [N-Term; K7] 1.796 1.359 1.514 3.064883947 32.74 0 1259.703609 2 630.3551025 -0.540557215 -0.000340471 49.50663844LMMDPLSGQNR 6 156151394 1xTMT6plex [N-Term] 100 1.72441721 9.92 0 1490.765685 2 745.8859253 -0.745196964 -0.000555457 61.946963327661920 EIF4A3 eukaryotic initiation factor 4A-III 9775 NP_055555.1 48.90510949 1 14 17 96 411 46.841 6.73 1.25 1.01 1.05 1.1 Significant 0.0045 KLDYGQHVVAGTPGR 12 7661920 2xTMT6plex [N-Term; K1] 1.243 1.287 1.239 5.819386005 35.58 1 2056.170379 3 686.0612183 -0.621089019 -0.000425688 37.012257GIYAYGFEKPSAIQQR 15 7661920 2xTMT6plex [N-Term; K9] 0.768 1.343 1.252 4.605382919 27.73 0 2286.264673 3 762.7591553 -0.769923845 -0.00058675 52.2933608EANFTVSSMHGDMPQK 2 7661920 2xTMT6plex [N-Term; K16]; 1xOxidation [M9] 1.222 5.337425709 51.07 0 2253.104409 3 751.7064209 0.133307321 0.000100118 40.32630519EANFTVSSMHGDMPQK 4 7661920 2xTMT6plex [N-Term; K16] 0.921 0.743 4.127759933 36.63 0 2237.109494 3 751.7064209 0.133307321 0.000100118 40.32630519DVIAQSQSGTGK 4 7661920 2xTMT6plex [N-Term; K12] 1.801 2.028 4.345722675 47.65 0 1648.92702 2 824.9674683 0.387993786 0.000319887 42.42621865VEFETSEEVDVTPTFDTMGLR 2 7661920 1xTMT6plex [N-Term] 1.144 3.650702 24.69 0 2631.26973 3 877.7602539 -1.338164313 -0.00117369 86.40098898RDELTLEGIK 6 7661920 2xTMT6plex [N-Term; K10] 0.779 0.946 1.587 4.958242416 27.87 1 1631.973242 3 544.6596069 -5.499188949 -0.00299151 48.49727575ETQALILAPTR 2 7661920 1xTMT6plex [N-Term] 1.056 3.422571898 31.68 0 1441.857595 2 721.4325562 0.167183423 0.000120527 57.26011962ELAVQIQK 6 7661920 2xTMT6plex [N-Term; K8] 1.544 1.404 1.121 3.746592522 41.38 0 1386.872072 2 693.9390869 -0.846813415 -0.000587211 53.64009061MLVLDEADEMLNK 6 7661920 2xTMT6plex [N-Term; K13] 100 2.043 100 2.104495764 12.85 0 1979.059356 2 990.0325317 -0.79292894 -0.000784627 88.68907321KGVAINFVK 2 7661920 3xTMT6plex [N-Term; K1; K9] 1.495 3.76457572 18.93 1 1663.087374 3 555.0333252 -1.173266115 -0.000650415 60.6611403VEFETSEEVDVTPTFDTMGLR 4 7661920 1xTMT6plex [N-Term]; 1xOxidation [M18] 1.970533371 7.46 0 2647.264645 3 877.7602539 -1.338164313 -0.00117369 86.40098898LDYGQHVVAGTPGR 5 7661920 1xTMT6plex [N-Term] 1.396 0.542 0.505 2.785997629 23.16 0 1698.912484 3 566.9758301 0.266843866 0.000151115 46.14176185KVDWLTEK 5 7661920 3xTMT6plex [N-Term; K1; K8] 1.637 0.957 2.848537683 19.42 1 1706.045568 3 569.3540039 1.107929815 0.00063006 57.89528673EQIYDVYR 6 7661920 1xTMT6plex [N-Term] 1.079 1.087 1.419 3.409768581 35.03 0 1314.689132 2 657.8484497 0.373011422 0.000245197 43.77821944VDWLTEK 6 7661920 2xTMT6plex [N-Term; K7] 100 100 100 2.119421959 25.85 0 1348.787673 2 674.8964233 -1.559378362 -0.001051635 60.49206049QFFVAVER 6 7661920 1xTMT6plex [N-Term] 100 100 100 1.947969913 30.66 0 1224.693824 2 612.8503418 -0.340465708 -0.000208483 53.5863637YLPPATQVVLISATLPHEILEMTNK 1 7661920 2xTMT6plex [N-Term; K25] 1.125712872 0 3236.836878 3 1079.61499 -1.995876567 -0.002153442 108.468292DIEQYYSTQIDEMPMNVADLI 2 7661920 1xTMT6plex [N-Term] 0.917041779 0 2717.28875 2 1359.147827 -0.137174647 -0.000186372 106.10657194758648 KIF5B kinesin-1 heavy chain 3799 NP_004512.1 19.31464174 1 21 21 75 963 109.617 6.51 0.9 1.13 0.98 1 Significant 0.0045 SAEIDSDDTGGSAAQK 10 4758648 2xTMT6plex [N-Term; K16] 2.858 1.322 1.272 4.937544346 68.82 0 2010.002764 2 1005.504944 -0.075872875 -7.63E-05 32.905346QISSLRDEVEAK 2 4758648 2xTMT6plex [N-Term; K12] 1.339 2.949337244 26.77 1 1833.048198 3 611.6860352 -2.534353028 -0.00154853 44.44226212LITDLQDQNQK 4 4758648 2xTMT6plex [N-Term; K11] 1.125 0.977 3.65412426 47.44 0 1774.011084 2 887.508606 -0.647552852 -0.000574383 62.59577393AAEMMASLLK 4 4758648 2xTMT6plex [N-Term; K10] 100 100 2.223248959 38.15 0 1522.873728 2 761.9397583 -0.977026795 -0.000743944 79.68587802LYLVDLAGSEK 6 4758648 2xTMT6plex [N-Term; K11] 0.856 100 1.144 2.359849215 19.79 0 1665.982744 2 833.4943237 -0.824317699 -0.00068665 81.53576327LQAENDASK 2 4758648 2xTMT6plex [N-Term; K9] 1.044 3.706438065 33.45 0 1433.800029 2 717.4029541 -0.974499126 -0.000698618 32.4671924ILQDSLGGNCR 2 4758648 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.205 4.303618431 23.52 0 1461.768128 2 731.3894043 2.328668744 0.001701987 53.27323789LFVQDLATR 2 4758648 1xTMT6plex [N-Term] 1.448 2.668570518 28.65 0 1291.757152 2 646.3821411 -0.113646313 -7.34E-05 65.52697714RDQDNMQAELNR 3 4758648 1xTMT6plex [N-Term] 0.612 2.998163462 16.83 1 1718.844146 3 573.6191406 -0.743170928 -0.000425798 39.40660749GLEETVAK 10 4758648 2xTMT6plex [N-Term; K8] 0.785 0.875 0.749 3.602226734 50.03 0 1304.782588 2 652.8951416 0.320860448 0.000209327 47.99080947ELQTLHNLR 2 4758648 1xTMT6plex [N-Term] 0.955 3.868814945 48.26 0 1352.784764 3 451.599823 0.112097759 5.05E-05 43.02763206DQDNMQAELNR 2 4758648 1xTMT6plex [N-Term] 1.52 2.599779606 11.71 0 1562.743035 2 789.8728027 0.239931364 0.000189394 25.06738588HVAVTNMNEHSSR 4 4758648 1xTMT6plex [N-Term] 100 1.218 1.638943553 2.84 0 1710.854317 3 570.9563599 0.122465041 6.98E-05 25.29688736VQTANEVK 2 4758648 2xTMT6plex [N-Term; K8] 1.139 3.215534449 40.01 0 1346.804386 2 673.9055176 -0.465883358 -0.000313727 35.77333127KLFVQDLATR 4 4758648 2xTMT6plex [N-Term; K1] 0.965 0.81 1.956878304 21.93 1 1649.015047 3 550.3430176 -0.332250228 -0.000182629 60.50469754SLTEYLQNVEQK 3 4758648 2xTMT6plex [N-Term; K12] 1.881856441 0 1910.063513 2 955.534729 -0.697417745 -0.000666056 68.85342012DQDNMQAELNR 2 4758648 1xTMT6plex [N-Term]; 1xOxidation [M5] 100 1.452404618 30.4 0 1578.73795 2 789.8728027 0.239931364 0.000189394 25.06738588EYELLSDELNQK 4 4758648 2xTMT6plex [N-Term; K12] 1.598521352 3.66 0 1939.042444 2 970.0238037 -1.089645114 -0.001056434 63.5976914TNLSVHEDK 2 4758648 2xTMT6plex [N-Term; K9] 1.091 2.035524368 2.7 0 1500.842228 3 500.9527283 0.935204532 0.000467865 33.72228675TNLSVHEDKNR 2 4758648 2xTMT6plex [N-Term; K9] 1.093 3.963492632 10.48 1 1770.986266 4 443.5021362 0.253379647 0.000112183 26.87003684ALESALK 2 4758648 2xTMT6plex [N-Term; K7] 0.575 2.720191956 33.79 0 1189.755645 2 595.3811035 -0.600601269 -0.000357284 48.66521645LQAENDASKEEVK 1 4758648 3xTMT6plex [N-Term; K9; K13] 0.63 2.408231974 1 2148.211524 3 716.7411499 -1.222976853 -0.000875738 37.5343741666392203 NME1-NME2 NME1-NME2 protein 654364 NP_001018146.1 77.90262172 1 6 14 158 267 30.118 8.92 1.22 1.23 1.2 1.22 Significant 0.000053 EISLWFKPEELVDYK 16 66392203 3xTMT6plex [N-Term; K7; K15] 1.192 0.917 1.482 4.80484724 30.47 0 2583.467738 3 861.8283081 1.019097846 0.000877602 97.08717996VMLGETNPADSKPGTIR 12 66392203 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.171 1.485 1.552 4.420407295 27.08 0 2260.237138 3 748.7453613 -9.220058965 -0.006897349 46.94808783VMLGETNPADSKPGTIR 14 66392203 2xTMT6plex [N-Term; K12] 1.458 1.394 1.401 6.463523865 41.68 0 2244.242223 3 748.7453613 -9.220058965 -0.006897349 46.94808783NIIHGSDSVK 8 66392203 2xTMT6plex [N-Term; K10] 1.39 1.08 4.27665329 40.94 0 1527.889513 3 509.967865 -0.308137004 -0.000156933 37.36394306DRPFFPGLVK 9 66392203 2xTMT6plex [N-Term; K10] 1.284 1.262 100 4.000727177 27.01 0 1633.983019 3 545.3327026 0.32781256 0.000178547 72.67506377TFIAIKPDGVQR 14 66392203 2xTMT6plex [N-Term; K6] 0.706 1.686 1.255 3.967687607 38.06 0 1803.089275 2 902.0479126 -0.402805728 -0.000363147 48.0233598GDFCIQVGR 31 66392203 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.071 1.227 1.183 3.838706732 54.64 0 1280.661872 2 640.833374 -1.874595611 -0.001200362 47.03312522YMNSGPVVAMVWEGLNVVK 11 66392203 2xTMT6plex [N-Term; K19] 100 100 100 2.678786278 24.93 0 2551.381693 3 851.1292114 -3.375458356 -0.002870694 105.3609273GLVGEIIK 12 66392203 2xTMT6plex [N-Term; K8] 0.611 1.285 1.86 3.442770004 49.79 0 1286.844794 2 643.9254761 -0.869398988 -0.000559391 57.74624954YMHSGPVVAMVWEGLNVVK 4 66392203 2xTMT6plex [N-Term; K19] 2.457158089 4.69 0 2574.397678 3 858.8040161 -0.070871007 -6.08E-05 92.98478275DRPFFAGLVK 4 66392203 2xTMT6plex [N-Term; K10] 1.265 100 3.377313375 15.9 0 1607.967369 3 536.6607666 0.234827332 0.000125865 74.3320684FMQASEDLLK 5 66392203 2xTMT6plex [N-Term; K10] 1.752 2.490768909 35.51 0 1639.91295 2 820.4603882 0.335192906 0.000274844 86.79043032QHYIDLK 10 66392203 2xTMT6plex [N-Term; K7] 1.256 1.097 1.273 3.188317537 37.32 0 1374.814557 2 687.9100342 -1.283846331 -0.000882525 44.45700147SCAHDWVYE 6 66392203 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.986 0.941 0.966 2.263282537 34.85 0 1395.620067 2 698.3095703 -5.877570261 -0.004101427 42.88067174EHYVDLK 2 66392203 2xTMT6plex [N-Term; K7] 1.837 2.726912737 26.86 0 1361.782922 3 454.598938 -0.485822773 -0.000220528 40.7672278340068518 PGD 6-phosphogluconate dehydrogenase, decarboxylating isoform 1 5226 NP_002622.2 45.13457557 1 17 17 102 483 53.106 7.23 1.28 1.49 1.67 1.48 Significant 0.0057 DVLGMAQDEMAQAFEDWNK 12 40068518 2xTMT6plex [N-Term; K19] 2.238 100 100 4.037967205 53.44 0 2656.278744 3 886.0964966 -1.433412783 -0.001269181 104.2821496AVSTGVQAGIPMPCFTTALSFYDGYR 6 40068518 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 100 2.644498825 37.69 0 3038.49533 3 1013.502014 -1.263977434 -0.001280197 100.1532228LVPLLDTGDIIIDGGNSEYR 18 40068518 1xTMT6plex [N-Term] 1.345 1.819 1.31 4.075098038 52.22 0 2389.281221 3 797.0981445 -0.561137901 -0.000446905 99.70788026SAVENCQDSWR 4 40068518 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.434 1.261 4.683910847 66.74 0 1580.732471 2 790.8690796 -1.004692661 -0.000794075 38.54530863GILFVGSGVSGGEEGAR 9 40068518 1xTMT6plex [N-Term] 1.321 1.537 3.834242105 64.82 0 1820.970392 2 910.9871826 -1.814266525 -0.001651863 61.76385624AGQAVDDFIEK 4 40068518 2xTMT6plex [N-Term; K11] 1.741 100 3.919059277 63 0 1650.910307 2 825.9592285 0.528763583 0.000436471 72.15114979VDDFLANEAK 6 40068518 2xTMT6plex [N-Term; K10] 1.491 1.883 100 4.212030411 55.87 0 1579.873194 2 790.4399414 -0.371882694 -0.000293764 72.20221191TIFQGIAAK 8 40068518 2xTMT6plex [N-Term; K9] 1.246 1.22 3.872226954 62.29 0 1406.877157 2 703.9423828 0.235965875 0.000165987 72.69833054MVHNGIEYGDMQLICEAYHLMK 2 40068518 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C15] 100 2.856475353 19.52 0 3110.533595 4 778.390625 2.274410413 0.001768658 98.10687571WTAISALEYGVPVTLIGEAVFAR 7 40068518 1xTMT6plex [N-Term] 100 100 2.288342476 7.1 0 2692.491154 2 1346.747314 -1.412046886 -0.001900962 112.6764096DAFDRNPELQNLLLDDFFK 2 40068518 2xTMT6plex [N-Term; K19] 2.126 3.596055269 10.02 1 2768.465951 3 923.4907837 -2.945059078 -0.002717765 97.19048882VVGAQSLK 6 40068518 2xTMT6plex [N-Term; K8] 1.374 1.453 3.423499346 44.79 0 1259.808743 2 630.4077148 -0.46839848 -0.000295046 51.33397314FQFDGDKK 4 40068518 3xTMT6plex [N-Term; K7; K8] 1.576 1.517 2.574456692 9.43 1 1671.967318 3 557.9938965 -0.108726333 -6.06E-05 57.28118452SFLEDIR 4 40068518 1xTMT6plex [N-Term] 0.835 2.217827082 37.54 0 1108.61999 2 554.8137207 0.157390496 8.72E-05 60.46441118DVLGMAQDEMAQAFEDWNK 3 40068518 2xTMT6plex [N-Term; K19]; 1xOxidation [M] 1.759232402 3.69 0 2672.273659 3 886.0964966 -1.433412783 -0.001269181 104.2821496EAWPHIK 1 40068518 2xTMT6plex [N-Term; K7] 1.113 2.652229071 21.08 0 1338.793427 3 446.9367371 1.666023746 0.000743487 47.02272796SFLEDIRK 2 40068518 2xTMT6plex [N-Term; K8] 100 1.978206158 10.5 1 1465.877885 3 489.297699 0.44916008 0.000219471 51.90735997FQFDGDK 4 40068518 2xTMT6plex [N-Term; K7] 1.478 1.693 2.55877471 34.89 0 1314.709423 2 657.859436 1.652395788 0.00108621 54.860001914507947 YARS tyrosine--tRNA ligase, cytoplasmic 8565 NP_003671.1 44.6969697 1 21 21 82 528 59.106 7.05 1.04 0.98 1.12 1.05 Significant 0.0015 VHLMNPMVPGLTGSK 2 4507947 2xTMT6plex [N-Term; K15] 1.142 3.923497438 42.38 0 2039.154594 3 680.3893433 -0.547979465 -0.000372472 66.7926975VDAQFGGIDQR 4 4507947 1xTMT6plex [N-Term] 1.093 1.077 4.012211323 73.97 0 1434.753858 2 717.8804321 -0.18832651 -0.000135101 52.09196314AGCEVTILFADLHAYLDNMK 4 4507947 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C3] 0.774 4.218592644 34.96 0 2739.425015 3 913.8053589 -8.575248352 -0.007830417 114.4376699AMLESIGVPLEK 6 4507947 2xTMT6plex [N-Term; K12] 1.803 100 3.917393446 30.52 0 1745.028314 2 873.0169067 -1.01846682 -0.000888627 78.9882375DFAAEVVHPGDLK 6 4507947 2xTMT6plex [N-Term; K13] 0.938 0.01 0.945 3.962206364 46.21 0 1856.03182 3 619.3447876 -6.470781861 -0.004003326 54.45691641LASAAYPDPSK 4 4507947 2xTMT6plex [N-Term; K11] 0.882 1.178 3.230490208 36.71 0 1577.893929 2 789.449646 -1.212887493 -0.000956904 43.15555638MSSSEEESK 4 4507947 2xTMT6plex [N-Term; K9] 1.091 1.391 4.134226799 47.08 0 1471.735045 2 736.3711548 -0.008364065 -6.15E-06 27.96678538GVESQGMLLCASIEGINR 2 4507947 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 100 2.502170801 23.83 0 2163.109939 2 1082.058105 -0.464568389 -0.000502456 77.33002625QVEHPLLSGLLYPGLQALDEEYLK 3 4507947 2xTMT6plex [N-Term; K24] 2.545350313 11.17 0 3183.770572 3 1061.928467 0.086309807 9.16E-05 97.63428048VSYYENVIK 5 4507947 2xTMT6plex [N-Term; K9] 2.518 100 0.691 2.885923147 35.67 0 1572.903766 2 786.9559937 0.600847114 0.000472537 61.99142646ISEECIAQWK 3 4507947 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 2.312931061 28.54 0 1721.929663 2 861.4682617 -0.241712835 -0.000208106 70.3321427GQPDEELKPK 4 4507947 3xTMT6plex [N-Term; K8; K10] 0.831 0.779 2.628508091 20.21 0 1828.078325 3 610.0307617 -0.324364521 -0.000197655 39.25392789IDVGEAEPR 4 4507947 1xTMT6plex [N-Term] 0.881 1.093 3.50361371 57.92 0 1214.657832 2 607.8323364 -0.358988701 -0.000218024 41.26732288KAGAEVVK 7 4507947 3xTMT6plex [N-Term; K1; K8] 1.054 0.913 1.029 3.894208193 19.1 1 1488.971675 3 496.9954529 0.087464779 4.34E-05 40.10543072NLQEVLGEEK 6 4507947 2xTMT6plex [N-Term; K10] 2.1985147 22.9 0 1616.925958 2 808.9664307 -0.230574488 -0.000186411 59.22142823LVVVLCNLKPQK 3 4507947 3xTMT6plex [N-Term; K9; K12]; 1xCarbamidomethyl [C6] 100 1.565444946 1 0 2098.338914 3 700.117981 0.226808496 0.00015864 66.94672782EYTLDVYR 6 4507947 1xTMT6plex [N-Term] 1.39 1.21 1.262 3.559251308 38.06 0 1287.678233 2 644.3427124 -0.066154192 -4.26E-05 49.86507016KIFTFAEK 2 4507947 3xTMT6plex [N-Term; K1; K8] 0.929 2.720786333 17.71 1 1671.04484 3 557.6860962 -0.66110481 -0.000368245 69.54068763IFTFAEK 4 4507947 2xTMT6plex [N-Term; K7] 100 1.221 2.338728905 30.7 0 1313.786945 2 657.3966064 -0.767878977 -0.000504415 74.80701285SEFVILR 2 4507947 1xTMT6plex [N-Term] 0.899 2.427414894 21.13 0 1092.661461 2 546.8345947 0.413314774 0.000225807 58.72683652TVVSGLVQFVPK 1 4507947 2xTMT6plex [N-Term; K12] 100 1.251099586 0 1732.077313 2 866.541748 -0.631476575 -0.000546883 75.663812275453607 CCT7 T-complex protein 1 subunit eta isoform a 10574 NP_006420.1 34.06998158 1 17 17 104 543 59.329 7.65 1.22 1.07 1.37 1.22 Significant 0.005 ATISNDGATILK 12 5453607 2xTMT6plex [N-Term; K12] 1.18 1.205 1.355 4.598573685 62.41 0 1661.983807 2 831.4950562 -0.584274834 -0.000485528 60.53042097GGAEQFMEETER 4 5453607 1xTMT6plex [N-Term] 2.011 1.487 4.676044941 68.39 0 1612.747452 2 806.8776245 0.322854913 0.000260342 45.69231598STVDAPTAAGR 4 5453607 1xTMT6plex [N-Term] 2.206 2.131 3.972993612 67.33 0 1274.690195 2 637.8485107 -0.353133355 -0.000225068 29.50448841SQDAEVGDGTTSVTLLAAEFLK 7 5453607 2xTMT6plex [N-Term; K22] 100 1.519 0.982 3.899437904 27.81 0 2710.455112 3 904.1569214 0.40558877 0.000366443 97.59054663VHTVEDYQAIVDAEWNILYDK 5 5453607 2xTMT6plex [N-Term; K21] 100 2.632 6.389057636 49.34 0 2979.550409 3 993.8544922 -0.498597874 -0.000495199 99.85513272TATQLAVNK 4 5453607 2xTMT6plex [N-Term; K9] 1.569 1.702 4.62624836 50.15 0 1403.862235 2 702.4355469 1.126841338 0.000790965 27.62820658SLHDAIMIVR 8 5453607 1xTMT6plex [N-Term] 0.915 0.884 3.968673468 47.04 0 1383.797971 2 692.4031372 0.741758612 0.000513222 48.97436422GGAEQFMEETER 6 5453607 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.165 1.327 2.572519779 31.26 0 1628.742367 2 806.8776245 0.322854913 0.000260342 45.69231598QQLLIGAYAK 8 5453607 2xTMT6plex [N-Term; K10] 100 100 3.287840366 33 0 1562.967035 2 781.9869385 -0.277841353 -0.000217128 55.03092859IKEIAVTVK 6 5453607 3xTMT6plex [N-Term; K2; K9] 0.83 0.742 0.748 4.485010147 24.86 1 1688.128904 3 563.3804932 -1.171562081 -0.000659249 49.68659114SLHDAIMIVR 2 5453607 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.611 3.02064395 35.2 0 1399.792886 2 692.4031372 0.741758612 0.000513222 48.97436422YNFFTGCPK 4 5453607 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.066 3.411191702 35.83 0 1591.834306 2 796.4212646 0.594576252 0.000473233 73.87197635LLDVVHPAAK 6 5453607 2xTMT6plex [N-Term; K10] 1.22 1.507 2.838333607 29.05 0 1520.95647 3 507.6566467 -0.71204829 -0.000360998 62.04205503QVKPYVEEGLHPQIIIR 2 5453607 2xTMT6plex [N-Term; K3] 2.150694609 12.75 0 2477.464435 4 620.121521 -0.073085055 -4.53E-05 52.27869746VHTVEDYQAIVDAEWNILYDKLEK 2 5453607 3xTMT6plex [N-Term; K21; K24] 2.66498065 2.43 1 3578.934961 4 895.4869385 -2.524992448 -0.002259196 102.6801094EIAVTVK 9 5453607 2xTMT6plex [N-Term; K7] 1.552 1.482 1.593 3.198658705 39.55 0 1217.786945 2 609.3970947 -0.026496322 -1.61E-05 59.85322822QLCDNAGFDATNILNK 3 5453607 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C3] 1.828421712 8.5 0 2252.174537 2 1126.588745 -1.919849263 -0.002161918 79.21233806TCTFILR 4 5453607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.652 0.922 1.111 2.351641655 23 0 1139.644431 2 570.3260498 0.343729469 0.000195865 42.12234495ALEIIPR 8 5453607 1xTMT6plex [N-Term] 1.015 1.045 1.12 2.571485281 33.79 0 1040.666547 2 520.8378906 1.881496053 0.000979005 55.58938372534658 IFIT3 interferon-induced protein with tetratricopeptide repeats 3 isoform a 3437 NP_001026853.1 49.3877551 1 14 15 85 490 55.95 5.2 0.28 0.27 0.28 0.28 Significant 0.00015 HLDGNNEAALECLR 6 72534658 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.271 0.371 0.287 5.749380112 52.4 0 1840.917311 3 614.3112183 0.9725071 0.000596768 45.66971942QAEELIQQEHADQAEIR 6 72534658 1xTMT6plex [N-Term] 0.3 0.244 0.275 5.859850883 79.92 0 2237.135954 3 746.3832397 -0.352178739 -0.000262624 46.54491025GLNPLNAYSDLAEFLETECYQTPFNK 6 72534658 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C19] 2.964078903 25.13 0 3492.739743 3 1164.915039 -2.627940579 -0.003059571 112.0950365SEDTAVQHGLEGLSISK 7 72534658 2xTMT6plex [N-Term; K17] 0.281 5.197986603 51.36 0 2229.212697 3 743.7410889 -1.786899224 -0.001327793 60.09058118QMQNTGESEASGNK 12 72534658 2xTMT6plex [N-Term; K14] 0.332 0.238 4.49881506 50.88 0 1938.959125 3 646.9911499 -0.117729645 -7.61E-05 26.85252395ALEEKPNNPEFSSGLAIAMYHLDNHPEK 2 72534658 3xTMT6plex [N-Term; K5; K28] 0.173 4.579681873 27.45 0 3839.00412 5 768.6054077 -1.611773676 -0.001237521 70.0850134DAPSGIGSIFLSASELEDGSEEMGQGAVSSSPR 2 72534658 1xTMT6plex [N-Term] 3.026914597 32.37 0 3496.658702 3 1166.222656 -1.511811833 -0.001762097 96.29355596FSNPYSIEYSELDCEEGWTQLK 2 72534658 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C14] 0.292 4.078022957 35.11 0 3153.512703 3 1051.843994 1.498707099 0.001575397 92.50011716QMQNTGESEASGNK 2 72534658 2xTMT6plex [N-Term; K14]; 1xOxidation [M2] 0.288 3.236747026 41.79 0 1954.95404 3 646.9911499 -0.117729645 -7.61E-05 26.85252395EAEGEQFVEEALEK 10 72534658 2xTMT6plex [N-Term; K14] 0.01 0.01 2.967592716 29.98 0 2066.069387 2 1033.539917 1.53467468 0.001585372 78.4702677VCNQIEFLNTEFK 6 72534658 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 2.658873558 29.53 0 2100.119983 2 1050.563843 0.202901205 0.000213058 80.57027827SPCQTDVLR 2 72534658 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.251 3.268499613 40.38 0 1304.683001 2 652.8450928 -0.070931502 -4.63E-05 37.2028204QAIELSPDNQYVK 4 72534658 2xTMT6plex [N-Term; K13] 2.21317625 19.39 0 1963.090063 2 982.0474854 -1.206519721 -0.001184253 49.90657028QFSTDVLK 4 72534658 2xTMT6plex [N-Term; K8] 0.267 0.183 3.253578901 37.94 0 1395.824787 2 698.4171143 1.550922182 0.001082408 56.78637146EMIEALK 16 72534658 2xTMT6plex [N-Term; K7] 0.308 0.298 0.378 2.974083424 33.97 0 1291.76958 2 646.3884277 -0.00124732 -8.06E-07 67.48390612AIELFQR 6 72534658 1xTMT6plex [N-Term] 0.01 0.204 0.185 2.616368055 28.64 0 1105.65671 2 553.3312378 -1.366811279 -0.000755612 50.78768346659667952 SSB lupus La protein 6741 NP_001281074.1 54.16666667 1 22 22 111 408 46.808 7.12 1.13 1.23 1.17 1.18 Significant 0.00061 EVTWEVLEGEVEK 8 659667952 2xTMT6plex [N-Term; K13] 1.578 100 0.77 3.510581017 35.36 0 2005.089394 2 1003.046997 -1.334768107 -0.001338165 85.77864604IIEDQQESLNK 8 659667952 2xTMT6plex [N-Term; K11] 1.024 1.245 4.662191868 67.63 0 1774.9951 2 888.0004272 -0.857330712 -0.000760879 54.39013314EDLHILFSNHGEIK 4 659667952 2xTMT6plex [N-Term; K14] 1.49 1.308 2.94641161 31.43 0 2110.16971 4 528.2988281 1.787894112 0.00094319 63.33190931FSGDLDDQTCR 4 659667952 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.554 1.374 3.708505869 53.39 0 1542.705587 2 771.8562622 -0.220039352 -0.000169728 40.51031153GSIFVVFDSIESAK 14 659667952 2xTMT6plex [N-Term; K14] 1.974 2.967194319 33.2 0 1957.10465 2 979.0551147 -0.867188074 -0.000848589 104.4967659GQVLNIQMR 6 659667952 1xTMT6plex [N-Term] 1.146 1.429 1.263 3.347550154 49.17 0 1287.740457 2 644.3682251 -8.761808042 -0.005641467 47.73445387KIIEDQQESLNK 2 659667952 3xTMT6plex [N-Term; K1; K12] 0.355 3.606676102 21.8 1 2132.252995 3 711.4230347 0.729821419 0.000518721 51.95638949LDEGWVPLEIMIK 4 659667952 2xTMT6plex [N-Term; K13] 100 100 2.545888186 23.97 0 2001.149492 2 1001.077881 -0.503056495 -0.000503346 100.4233828QKLEEDAEMK 8 659667952 3xTMT6plex [N-Term; K2; K10] 1.03 1.251 0.912 3.803610563 24.93 1 1908.071525 2 954.5388184 -0.61045471 -0.000582396 41.22366954LTTDFNVIVEALSK 2 659667952 2xTMT6plex [N-Term; K14] 100 1.942431331 32.96 0 2008.173064 2 1004.589355 -0.81148509 -0.000814801 110.820605AELMEISEDK 6 659667952 2xTMT6plex [N-Term; K10] 1.801 2.724 100 3.539364815 35.94 0 1622.871145 2 811.9395142 0.373985522 0.000303465 70.0842259EETDKEEPASK 4 659667952 3xTMT6plex [N-Term; K5; K11] 1.634 1.383 2.469741344 12.06 1 1950.063463 3 650.6925049 -0.256982181 -0.000167044 30.2031847ICHQIEYYFGDFNLPR 6 659667952 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.921 2.999 0.737 2.603478193 11.99 0 2301.132389 3 767.7151489 -0.65000287 -0.000498581 81.81982916LEEDAEMK 6 659667952 2xTMT6plex [N-Term; K8] 1.313 1.478 0.995 3.520579338 37.83 0 1422.755052 2 711.8811646 -5.93E-06 -4.22E-09 50.47147037ETDLLILFK 6 659667952 2xTMT6plex [N-Term; K9] 100 100 1.907794952 23.84 0 1549.960552 2 775.482666 -1.610885352 -0.001248404 91.13324945KFVETPGQK 2 659667952 3xTMT6plex [N-Term; K1; K9] 0.816 4.152006626 17.07 1 1721.056467 3 574.3581543 2.000120676 0.00114744 40.34051358EGIILFK 4 659667952 2xTMT6plex [N-Term; K7] 1.32 2.693392515 33.62 0 1277.823331 2 639.4177856 3.88476947 0.002482025 94.53260475AKQEQEAK 5 659667952 3xTMT6plex [N-Term; K2; K8] 0.467 0.665 0.801 2.462993145 15.01 1 1618.973132 3 540.3295288 0.556868896 0.000300519 22.40170677YKETDLLILFKDDYFAK 2 659667952 4xTMT6plex [N-Term; K2; K11; K17] 0.01 2.062034369 6.34 2 3038.762413 4 760.444519 -2.029216927 -0.001541577 99.35027732



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms GFPTDATLDDIKEWLEDK 2 659667952 3xTMT6plex [N-Term; K12; K18] 100 1.521993995 6.84 1 2780.496138 3 927.5021362 -1.540095142 -0.00142741 103.0879053MAALEAK 4 659667952 2xTMT6plex [N-Term; K7] 1.022 1.212 3.115846872 36.63 0 1191.717151 2 596.3619995 -0.359662997 -0.000214308 42.85410693AAQPGSGK 4 659667952 2xTMT6plex [N-Term; K8] 0.988 1.069 2.585691929 32.96 0 1173.699193 2 587.3527832 -0.769322971 -0.000451477 19.902507795031635 CFL1 cofilin-1 1072 NP_005498.1 73.4939759 1 10 15 183 166 18.491 8.09 1.25 1.31 1.3 1.29 Significant 0.00021 HELQANCYEEVK 26 5031635 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.488 1.416 1.421 4.96638155 43.64 0 1978.010432 3 660.008728 0.605882563 0.000399481 38.45031922EILVGDVGQTVDDPYATFVK 31 5031635 2xTMT6plex [N-Term; K20] 1.67 2.052 0.01 4.651925564 65.07 0 2624.422355 3 875.4783325 -0.72804265 -0.000636897 96.94599504HELQANCYEEVKDR 19 5031635 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.203 1.181 1.095 4.980019093 27.62 1 2249.138486 3 750.3850708 0.966082061 0.000724284 25.74949069KEDLVFIFWAPESAPLK 13 5031635 3xTMT6plex [N-Term; K1; K17] 1.371 1.632 1.506 4.592571259 52.08 1 2677.557222 3 893.1902466 -0.386719618 -0.000345155 100.808738YALYDATYETK 14 5031635 2xTMT6plex [N-Term; K11] 1.274 1.213 1.172 4.850142479 68.77 0 1795.951838 2 898.4779663 -1.771697183 -0.001590941 59.09262505KSSTPEEVK 10 5031635 3xTMT6plex [N-Term; K1; K9] 1.106 1.172 1.028 3.459278822 36.61 1 1692.014662 3 564.6760254 -0.673225919 -0.000379703 32.42733332AVLFCLSEDKK 18 5031635 3xTMT6plex [N-Term; K10; K11]; 1xCarbamidomethyl [C5] 0.988 1.192 0.871 3.553387165 26.92 1 1997.170845 3 666.3954468 0.47154305 0.000313917 71.78089801LGGSAVISLEGKPL 5 5031635 2xTMT6plex [N-Term; K12] 100 1.9768399 5.38 0 1799.104256 2 900.0554199 -0.385172926 -0.000346483 83.5043388KNIILEEGK 4 5031635 3xTMT6plex [N-Term; K1; K9] 0.949 1.035 4.308897495 32.18 1 1731.098332 3 577.7044067 0.193440683 0.000111622 47.52279514AVLFCLSEDK 15 5031635 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.895 0.999 1.165 3.013589859 23.68 0 1639.91295 2 820.4547729 -6.513206424 -0.005340546 68.5555125NIILEEGK 12 5031635 2xTMT6plex [N-Term; K8] 1.523 1.584 1.597 3.502896786 48.18 0 1373.840437 2 687.4240112 0.224699266 0.00015435 47.3917925ESKKEDLVFIFWAPESAPLK 2 5031635 4xTMT6plex [N-Term; K3; K4; K20] 0.449 3.336945534 16.55 2 3250.889738 4 813.4727173 -6.367185922 -0.005174755 88.41964668MIYASSK 10 5031635 2xTMT6plex [N-Term; K7] 1.178 1.229 1.346 2.857272387 29.23 0 1257.727716 2 629.3674927 -0.005524596 -3.47E-06 46.82987487EDLVFIFWAPESAPLK 2 5031635 2xTMT6plex [N-Term; K16] 0.773588717 0.6 0 2320.299327 2 1160.652588 -0.615368342 -0.000713919 110.0920705MLPDKDCR 2 5031635 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C7] 1.117 2.633641243 17.91 1 1492.801626 2 746.9043579 -0.125053245 -9.33E-05 39.713629384506649 RPL3 60S ribosomal protein L3 isoform a 6122 NP_000958.1 35.73200993 1 14 14 92 403 46.08 10.18 1.48 1.52 1.55 1.52 Significant 0.00018 TVFAEHISDECKR 11 4506649 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.42 1.393 1.417 5.689491272 26.88 1 2050.079181 3 684.03125 0.007863111 5.37E-06 40.42166157TVFAEHISDECK 10 4506649 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.616 1.677 1.635 4.448369026 54.01 0 1893.97807 3 631.99646 -1.712288669 -0.001081012 44.7448102SINPLGGFVHYGEVTNDFVMLK 4 4506649 2xTMT6plex [N-Term; K22] 2.41 1.588 5.440297604 43.55 0 2895.547907 3 965.8530273 -1.166559442 -0.001125943 99.92919923SINPLGGFVHYGEVTNDFVMLK 2 4506649 2xTMT6plex [N-Term; K22]; 1xOxidation [M20] 0.324 3.092238188 24.92 0 2911.542822 3 965.8530273 -1.166559442 -0.001125943 99.92919923LEQQVPVNQVFGQDEMIDVIGVTK 2 4506649 2xTMT6plex [N-Term; K24]; 1xOxidation [M16] 1.568 3.44659996 42.05 0 3160.696421 3 1048.904419 -0.891313232 -0.000934305 94.62372783LEQQVPVNQVFGQDEMIDVIGVTK 9 4506649 2xTMT6plex [N-Term; K24] 1.223 4.363668919 51.7 0 3144.701506 3 1048.904419 -0.891313232 -0.000934305 94.62372783NNASTDYDLSDK 2 4506649 2xTMT6plex [N-Term; K12] 2.454 3.357854366 36.44 0 1800.901593 2 900.9534302 -1.115773591 -0.001004699 42.90921976DDPSKPVHLTAFLGYK 8 4506649 3xTMT6plex [N-Term; K5; K16] 1.27 1.521 3.353965044 18.66 0 2475.421457 4 619.6113281 0.818365695 0.00050645 73.1177877KVACIGAWHPAR 2 4506649 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 0.725 4.083055496 10.66 1 1824.046699 3 608.6872559 0.282557528 0.000171799 48.89507164IGQGYLIK 6 4506649 2xTMT6plex [N-Term; K8] 3.688 1.869 3.496705532 32.17 0 1349.855693 2 675.4309692 -0.764143488 -0.000515742 56.58198684EVDRPGSK 6 4506649 2xTMT6plex [N-Term; K8] 0.99 1.171 1.073 2.554744005 9.39 0 1345.783985 3 449.2664795 0.668997828 0.000300109 24.69812299SLLVQTK 6 4506649 2xTMT6plex [N-Term; K7] 1.628 1.824 1.734 3.506144524 40.25 0 1246.813494 2 623.9101563 -0.36758505 -0.000229155 44.85104006AFMGPLK 8 4506649 2xTMT6plex [N-Term; K7] 1.617 1.459 2.341 2.994957209 32.66 0 1221.742972 2 611.3744507 -1.102631931 -0.000673566 60.06987025GCVVGTK 6 4506649 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 2.088 1.884 1.33 2.83089304 33.57 0 1178.69675 2 589.8527832 1.30614278 0.000769773 22.71763743AFMGPLKK 4 4506649 3xTMT6plex [N-Term; K7; K8] 0.735 0.763 2.652757168 11.37 1 1579.000867 3 527.0048218 -0.60465956 -0.000318253 61.48347298FIDTTSK 6 4506649 2xTMT6plex [N-Term; K7] 0.721 1.408 1.296 2.511869669 24.97 0 1269.745474 2 635.3762207 -0.24366596 -0.000154697 52.5122442816579885 RPL4 60S ribosomal protein L4 6124 NP_000959.2 40.04683841 1 15 15 111 427 47.667 11.06 1.16 1.07 1.2 1.14 Significant 0.0011 AAAAAAALQAK 14 16579885 2xTMT6plex [N-Term; K11] 1.08 0.836 1.185 5.319098473 89.63 0 1414.87822 2 707.9422607 -0.688939593 -0.000487383 49.99742473SGQGAFGNMCR 2 16579885 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.582 4.713152885 47.57 0 1413.656469 2 707.3323975 0.742161832 0.000524581 36.09865625APIRPDIVNFVHTNLR 16 16579885 1xTMT6plex [N-Term] 1.081 0.919 100 4.961306572 35.95 0 2091.202458 4 523.5565796 0.971000855 0.00050764 72.79841134QPYAVSELAGHQTSAESWGTGR 8 16579885 1xTMT6plex [N-Term] 1.151 1.346 100 6.67190361 79.67 0 2561.258194 3 854.423584 -0.779084623 -0.000665146 61.15564369YAICSALAASALPALVMSK 8 16579885 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C4] 1.639 4.148874283 39.42 0 2395.349331 3 799.1209717 -0.404496716 -0.00032297 106.6242039NIPGITLLNVSK 9 16579885 2xTMT6plex [N-Term; K12] 3.203 1.555 0.824 3.455828905 43.13 0 1727.083127 2 864.0444946 -0.818855888 -0.000707116 86.65476631IEEVPELPLVVEDK 7 16579885 2xTMT6plex [N-Term; K14] 3.384 1.543 100 2.774027109 33.18 0 2067.198944 2 1034.102051 -1.025217 -0.001059664 92.27467733KLDELYGTWR 11 16579885 2xTMT6plex [N-Term; K1] 1.939 0.931 1.273 3.680495024 14.82 1 1738.989227 3 580.3339844 -1.050400412 -0.000608878 60.23826995SNYNLPMHK 4 16579885 2xTMT6plex [N-Term; K9] 1.06 3.390643358 47.97 0 1561.856104 3 521.289978 -0.462992696 -0.000241043 46.58283207SGQGAFGNMCR 2 16579885 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10]; 1xOxidation [M9] 1.372 2.103777885 24.23 0 1429.651384 2 707.3323975 0.742161832 0.000524581 36.09865625LDELYGTWR 2 16579885 1xTMT6plex [N-Term] 1.448 3.568165779 29.07 0 1381.731332 2 691.3707886 2.148737869 0.001484489 74.02399319FCIWTESAFR 6 16579885 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.445 2.882575512 11.04 0 1545.772151 2 773.3890991 -0.795186931 -0.000614589 76.30892192EAVLLLK 11 16579885 2xTMT6plex [N-Term; K7] 1.212 1.317 1.034 3.299221039 36.3 0 1243.838981 2 622.4221802 -1.525075566 -0.000948474 64.8333846NVTLPAVFK 7 16579885 2xTMT6plex [N-Term; K9] 100 100 1.881342411 14.47 0 1446.908457 2 723.9580078 0.194798087 0.000140928 63.91358984GPCIIYNEDNGIIK 2 16579885 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 0.998672962 0 2064.119983 2 1032.563477 -0.148394959 -0.000153153 58.73229781KVYASQR 2 16579885 2xTMT6plex [N-Term; K1] 0.935 2.572337389 9.05 1 1309.799241 3 437.2706604 -1.38429522 -0.000604383 28.687751646996014 HARS histidine--tRNA ligase, cytoplasmic isoform 1 3035 NP_002100.2 43.02554028 1 15 19 79 509 57.374 5.88 1.37 1.39 1.29 1.35 Significant 0.00051 TTETQVLVASAQK 6 6996014 2xTMT6plex [N-Term; K13] 1.76 1.86 1.685 4.734714985 81.15 0 1834.068599 2 917.5368042 -1.236116012 -0.001133561 46.07065525ASAELIEEEVAK 9 6996014 2xTMT6plex [N-Term; K12] 1.099 1.272 1.083 3.724197865 54.94 0 1746.988952 2 873.9971924 -1.05523528 -0.000921742 73.15064592GLDYYTGVIYEAVLLQTPAQAGEEPLGVGSVAAGGR 4 6996014 1xTMT6plex [N-Term] 1.555 6.152519226 34.82 0 3851.006449 4 963.5065308 -0.559818103 -0.000538966 105.1824047REDLVEEIK 10 6996014 2xTMT6plex [N-Term; K9] 1.389 1.399 1.265 5.250209808 42.05 1 1588.931043 3 530.3153076 0.205592033 0.000108891 44.48500671QALEGLGDLK 4 6996014 2xTMT6plex [N-Term; K10] 0.997 1.277 3.510604143 49.87 0 1501.899015 2 751.4516602 -1.978087389 -0.001485444 61.80592719AALEELVK 6 6996014 2xTMT6plex [N-Term; K8] 0.93 1.096 3.390109777 49.68 0 1330.834624 2 665.9196777 -1.912079236 -0.001272331 63.0930931AQLGPDESK 4 6996014 2xTMT6plex [N-Term; K9] 1.103 1.17 3.497354984 39.14 0 1402.794215 2 701.8995361 -1.724803502 -0.001209772 37.89361693ISFDLSLAR 2 6996014 1xTMT6plex [N-Term] 1.142 3.39715004 22.61 0 1250.730603 2 625.8692627 0.516058873 0.000322725 95.65694043LVSELWDAGIK 4 6996014 2xTMT6plex [N-Term; K11] 100 100 2.58518672 23.97 0 1688.998729 2 845.0014648 -1.820902792 -0.001537751 89.68185917REDLVEEIKR 2 6996014 2xTMT6plex [N-Term; K9] 1.099 4.464654446 16.12 2 1745.032154 4 437.0134583 -0.086395077 -3.77E-05 49.9763245YDGLVGMFDPK 5 6996014 2xTMT6plex [N-Term; K11] 100 1.595305204 16.73 0 1699.91295 2 850.4599609 -0.17930624 -0.000152403 77.22057849ILDGMFAICGVSDSK 3 6996014 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 100 100 1.461582422 7.28 0 2071.096805 2 1036.049438 -2.512778188 -0.002602103 93.5492097EFYQCDFDIAGNFDPMIPDAECLK 3 6996014 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C5; C22] 1.923189044 0 3353.556893 3 1118.521851 -1.75769858 -0.001964847 99.21075841VSWEEVK 6 6996014 2xTMT6plex [N-Term; K7] 1.561 1.775 3.192161322 34.13 0 1334.772023 2 667.8903809 1.095189834 0.000730914 58.90339445KVPCVGLSIGVER 2 6996014 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 100 2.124874115 10.39 1 1872.11411 3 624.7098999 0.553794785 0.000345589 48.53112904LEALEEK 2 6996014 2xTMT6plex [N-Term; K7] 1.416 2.745572329 33.88 0 1289.771689 2 645.3893433 -0.21631469 -0.000139498 61.29809927VFDVIIR 3 6996014 1xTMT6plex [N-Term] 1.981 100 2.50461483 24.68 0 1090.682197 2 545.8450317 0.541107726 0.000295088 95.33085941IFSIVEQR 2 6996014 1xTMT6plex [N-Term] 100 2.501001358 26.88 0 1220.720039 2 610.8646851 1.683299301 0.001027419 68.83048748YDLTVPFAR 2 6996014 1xTMT6plex [N-Term] 1.616174102 21.82 0 1310.730603 2 655.8704224 2.26193434 0.001482393 53.75289978155722983 TRAP1 heat shock protein 75 kDa, mitochondrial isoform 1 precursor 10131 NP_057376.2 33.66477273 1 16 17 128 704 80.06 8.21 1.01 1.11 1.24 1.12 Significant 0.0035 ELGSSVALYSR 6 155722983 1xTMT6plex [N-Term] 100 1.116 1.218 3.773846388 57.67 0 1410.77901 2 705.8934326 0.410166561 0.000289327 49.69702844ELISNASDALEK 6 155722983 2xTMT6plex [N-Term; K12] 0.662 0.581 1.205 3.047614098 52.19 0 1747.984201 2 874.4955444 -0.222171809 -0.000194176 59.10745176GTITIQDTGIGMTQEELVSNLGTIAR 9 155722983 1xTMT6plex [N-Term] 1.24 0.672 4.41961956 43.81 0 2947.560766 3 983.1915894 -0.187139007 -0.000183868 94.74233944SAAPGSLGYQWLSDGSGVFEIAEASGVR 7 155722983 1xTMT6plex [N-Term] 1.162 1.584 1.486 5.769528866 61.58 0 3040.521344 3 1014.178223 -0.404447498 -0.00040991 100.6913085GVVDSEDIPLNLSR 72 155722983 1xTMT6plex [N-Term] 1.313 1.533 1.788 4.148833275 65.84 0 1742.948594 2 871.9779053 -0.034627025 -3.02E-05 73.03318811LVSDGQALPEMEIHLQTNAEK 2 155722983 2xTMT6plex [N-Term; K21] 100 2.499607801 9.88 0 2781.4857 3 927.8327026 -0.771375472 -0.00071519 64.83069113YVAQAHDKPR 6 155722983 2xTMT6plex [N-Term; K8] 0.917 1.072 4.088224411 28.87 0 1642.942945 3 548.3187866 -0.692937464 -0.000379486 29.19392119FFEDYGLFMR 4 155722983 1xTMT6plex [N-Term] 2.554 3.565431356 33.98 0 1553.766002 2 777.3861694 -0.605137975 -0.000470121 100.5059367ELLQESALIR 6 155722983 1xTMT6plex [N-Term] 0.725 1.329 1.573 3.003807068 41.33 0 1400.831046 2 700.9179688 -1.702318069 -0.00119233 57.13226866SIFYVPDMKPSMFDVSR 3 155722983 2xTMT6plex [N-Term; K9] 0.786 0.631 2.555282354 10.95 0 2477.297295 3 826.4355469 -2.102063007 -0.001735812 86.87367692EWQHEEFYR 4 155722983 1xTMT6plex [N-Term] 0.862 3.618659496 35.83 0 1552.738208 2 776.8723755 -0.472341979 -0.000366712 49.6950288AQLLQPTLEINPR 6 155722983 1xTMT6plex [N-Term] 1.115 2.049636841 13.22 0 1722.011135 2 861.5085449 -0.767594485 -0.000660903 59.67531626AFLDALQNQAEASSK 4 155722983 2xTMT6plex [N-Term; K15] 100 1.490417957 9.85 0 2051.11734 2 1026.060425 -1.836521271 -0.00188346 77.85143466YESSALPSGQLTSLSEYASR 4 155722983 1xTMT6plex [N-Term] 1.421728253 9.73 0 2375.1928 2 1188.097412 -2.211341012 -0.002626181 70.72033136ATDILPK 4 155722983 2xTMT6plex [N-Term; K7] 1.087 1.061 2.808956861 30.69 0 1215.771295 2 608.3889771 -0.507956093 -0.000308779 49.61132013FFIDQSK 6 155722983 2xTMT6plex [N-Term; K7] 1.354 1.986 100 2.058720827 22.8 0 1342.777109 2 671.8920288 -0.244026213 -0.000163836 61.72760373LLDIVAR 15 155722983 1xTMT6plex [N-Term] 1.143 2.387044668 25.22 0 1028.666547 2 514.8363647 -1.063267602 -0.000546874 83.456660425730023 RUVBL2 ruvB-like 2 10856 NP_006657.1 43.62850972 1 19 19 85 463 51.125 5.64 1.18 1.17 1.13 1.16 Significant 0.00017 KEVVHTVSLHEIDVINSR 4 5730023 2xTMT6plex [N-Term; K1] 0.876 0.795 5.317939758 14.66 1 2533.450242 4 634.1193848 2.158168497 0.001366903 54.20607483GTSYQSPHGIPIDLLDR 5 5730023 1xTMT6plex [N-Term] 0.998 1.319 1.335 3.980071306 45.41 0 2098.113034 3 700.0425415 0.017897853 1.25E-05 64.31475372GLGLDDALEPR 4 5730023 1xTMT6plex [N-Term] 1.458 100 3.80257988 60.06 0 1384.76336 2 692.8858032 0.700426759 0.000484963 58.02051973FVQCPDGELQK 4 5730023 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 2.309 1.186 3.74566555 41.2 0 1778.951127 2 889.9785156 -0.771291566 -0.000686045 52.70661112GTEVQVDDIK 4 5730023 2xTMT6plex [N-Term; K10] 0.859 1.263 3.880930901 67.71 0 1561.883758 2 781.4469604 1.847703724 0.001442949 43.97038073AVLIAGQPGTGK 6 5730023 2xTMT6plex [N-Term; K12] 1.094 1.152 1.169 4.00621891 54.09 0 1569.972848 2 785.4898071 -0.325217209 -0.000255291 53.42964826EVVHTVSLHEIDVINSR 7 5730023 1xTMT6plex [N-Term] 1.243 0.219 1.698 4.23119688 15.04 0 2176.192347 4 544.803772 0.418805179 0.00022785 58.5282624ALESDMAPVLIMATNR 7 5730023 1xTMT6plex [N-Term] 100 0.715 2.568665981 41.26 0 1961.039734 2 981.0231934 -0.318260379 -0.000312061 92.01749395DYDAMGSQTK 2 5730023 2xTMT6plex [N-Term; K10] 0.98 3.541898012 28.38 0 1573.793229 2 787.3990479 -1.531177559 -0.001204878 42.26501183LLIVSTTPYSEK 4 5730023 2xTMT6plex [N-Term; K12] 1.478 1.104 2.149621964 18.7 0 1809.077373 2 905.0406494 -1.852061125 -0.001675261 69.23270513AAGVVLEMIR 9 5730023 1xTMT6plex [N-Term] 100 1.135 2.362144709 40.8 0 1287.765609 2 644.3862305 -0.329495132 -0.000212156 68.36722016EYQDAFLFNELK 6 5730023 2xTMT6plex [N-Term; K12] 100 100 100 2.109246969 13.33 0 1975.0577 2 988.0323486 -0.1413753 -0.000139612 82.62385527GTEVQVDDIKR 3 5730023 2xTMT6plex [N-Term; K10] 0.843 1.055 3.647237539 16.19 1 1717.984869 3 573.3283081 -8.439115997 -0.004832758 39.36554277QASQGMVGQLAAR 2 5730023 1xTMT6plex [N-Term] 1.133 2.607473373 7.56 0 1545.836876 2 773.4215088 -0.734211929 -0.000567486 42.73377981IGLETSLR 4 5730023 1xTMT6plex [N-Term] 1.447 1.118 3.23659873 31.74 0 1117.67784 2 559.3425903 0.057739413 3.23E-05 59.54290249VYSLFLDESR 6 5730023 1xTMT6plex [N-Term] 100 100 100 1.90160799 12.3 0 1457.783761 2 729.3950195 -0.684976419 -0.000499274 73.05834067VQAGDVITIDK 2 5730023 2xTMT6plex [N-Term; K11] 100 1.971761942 19.02 0 1616.962343 2 808.9849243 0.141600584 0.000114481 52.03275589MIESLTK 4 5730023 2xTMT6plex [N-Term; K7] 0.891 1.261 3.04198432 28.22 0 1279.76958 2 640.3890991 1.04797161 0.000670581 50.27978872TTEMETIYDLGTK 2 5730023 2xTMT6plex [N-Term; K13] 1.9183532 7.7 0 1960.034915 2 980.5227051 1.64184639 0.001609038 74.2744140824119203 TPM3 tropomyosin alpha-3 chain isoform Tpm3.1cy 7170 NP_705935.1 48.79032258 1 11 15 179 248 29.015 4.78 1 1.03 0.94 0.99 Significant 0.00071 KIQVLQQQADDAEER 26 24119203 2xTMT6plex [N-Term; K1] 0.806 0.811 0.849 6.570205688 70.08 1 2229.22393 3 743.7470093 1.141407105 0.000848151 43.48423777EQAEAEVASLNR 20 24119203 1xTMT6plex [N-Term] 1.02 1.265 0.996 4.707933426 69.04 0 1545.807016 2 773.4071045 -0.053787843 -4.16E-05 48.96826091LVIIEGDLER 22 24119203 1xTMT6plex [N-Term] 1.786 1.968 1.545 3.56127429 38.31 0 1385.820147 2 693.4136353 -0.11013131 -7.63E-05 75.90399976IQVLQQQADDAEER 10 24119203 1xTMT6plex [N-Term] 0.846 1.655 2.461 3.235919476 36.59 0 1871.966035 2 936.4865112 -0.154558927 -0.000144665 47.36009996MLDQTLLDLNEM 8 24119203 1xTMT6plex [N-Term] 1.856 1.011 1.016 2.669377565 63.22 0 1664.84366 2 832.9259033 0.522403782 0.00043486 101.0289858YSQKEDKYEEEIK 5 24119203 4xTMT6plex [N-Term; K4; K7; K13] 0.336 0.71 0.426 5.055903912 20.52 2 2605.4531 3 869.1544189 -1.687324198 -0.001465415 41.5244658IQLVEEELDR 18 24119203 1xTMT6plex [N-Term] 1.297 2.38 1.828 3.785353422 49.84 0 1472.815789 2 736.911499 -0.046111079 -3.40E-05 68.55083794KLVIIEGDLER 13 24119203 2xTMT6plex [N-Term; K1] 0.666 0.688 0.419 4.197147846 25.82 1 1743.078041 3 581.6973877 -0.247627503 -0.000143878 55.38001832MEIQEIQLK 24 24119203 2xTMT6plex [N-Term; K9] 1.185 1.187 1.138 3.259823799 33.62 0 1589.933686 2 795.4691162 -1.716875458 -0.001364859 77.26070639CLSAAEEK 6 24119203 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 1.192 1.136 1.13 3.605973959 42.19 0 1365.744823 2 683.3765869 0.786895258 0.000537349 37.09036724TIDDLEDK 4 24119203 2xTMT6plex [N-Term; K8] 0.945 1.047 3.701683044 44.08 0 1406.777896 2 703.8929443 0.50872414 0.000357831 45.97333012EDKYEEEIK 13 24119203 3xTMT6plex [N-Term; K3; K9] 1.54 1.287 1.151 2.958414555 24.3 1 1870.041271 2 935.5215454 -2.917801748 -0.002728205 47.94373045EEHLCTQR 7 24119203 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.055 1.278 3.502723932 26.13 0 1301.64695 3 434.5535278 -0.706853656 -0.000306691 19.44119778MLDQTLLDLNEM 3 24119203 1xTMT6plex [N-Term]; 1xOxidation [M12] 100 1.871321797 17.93 0 1680.838575 2 832.9259033 0.522403782 0.00043486 101.0289858HIAEEADR 4 24119203 1xTMT6plex [N-Term] 100 1.038 2.72195363 28.11 0 1169.611216 2 585.3092651 0.03179128 1.86E-05 20.53571929EMDEQIR 8 24119203 1xTMT6plex [N-Term] 1.081 1.077 0.943 2.965675831 43.83 0 1149.577139 2 575.2919312 -0.481468614 -0.000276743 36.6614605521464101 YWHAG 14-3-3 protein gamma 7532 NP_036611.2 64.77732794 1 8 13 194 247 28.285 4.89 1.1 0.96 1.04 1.03 Significant 0.0015 TAFDDAIAELDTLNEDSYK 11 21464101 2xTMT6plex [N-Term; K19] 1.889 1.599 1.52 3.463399887 31.71 0 2589.297214 3 863.7699585 -0.73061204 -0.000630591 98.41068287LGLALNYSVFYYEIQNAPEQACHLAK 4 21464101 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C22] 1.604 5.935640335 50.37 0 3470.818268 4 868.4614258 1.615012532 0.001401354 100.9957246NVTELNEPLSNEER 4 21464101 1xTMT6plex [N-Term] 1.104 1.016 4.72820425 65.88 0 1872.950051 2 936.977356 -1.396431227 -0.001307723 47.81764515YLAEVATGEK 4 21464101 2xTMT6plex [N-Term; K10] 1.044 1.065 4.414239883 63.67 0 1538.88303 2 769.9440308 -1.459010541 -0.001122623 55.69185508DSTLIMQLLR 37 21464101 1xTMT6plex [N-Term] 1.27 1.271 1.324 4.110405922 66.2 0 1418.823852 2 709.9172974 2.443154983 0.001733203 90.31582375NCSETQYESK 2 21464101 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.594 3.864263296 48 0 1703.831071 2 852.4199219 0.878021316 0.000748 33.00508918YDDMAAAMK 12 21464101 2xTMT6plex [N-Term; K9] 1.054 1.309 1.151 4.237743855 54.62 0 1473.748193 2 737.3778076 0.098791894 7.28E-05 52.30776316AYSEAHEISK 6 21464101 2xTMT6plex [N-Term; K10] 1.153 1.141 100 3.615516901 56.11 0 1592.868443 2 796.9376221 -0.298310496 -0.000237585 39.79363503ATVVESSEK 14 21464101 2xTMT6plex [N-Term; K9] 0.85 0.892 0.887 3.777737617 51.95 0 1407.809531 2 704.4086304 0.321948515 0.000226621 36.80046276VISSIEQK 56 21464101 2xTMT6plex [N-Term; K8] 1.111 0.959 0.957 3.934776306 49.24 0 1361.840437 2 681.4239502 0.137042946 9.33E-05 59.72555441NLLSVAYK 24 21464101 2xTMT6plex [N-Term; K8] 0.874 0.882 0.72 3.972506762 46.76 0 1365.850608 2 683.4294434 0.733725009 0.000501079 92.81997229YDDMAAAMK 25 21464101 2xTMT6plex [N-Term; K9]; 1xOxidation [M] 1.215 0.88 1.298 2.709822893 42.15 0 1489.743108 2 737.3778076 0.098791894 7.28E-05 52.30776316DNLTLWTSDQQDDDGGEGNN 3 21464101 1xTMT6plex [N-Term] 1.464538217 1.85 0 2423.043235 2 1212.026367 0.917307198 0.001111338 58.66144447DSTLIMQLLR 14 21464101 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.102 100 1.706976891 33.93 0 1434.818767 2 709.9172974 2.443154983 0.001733203 90.31582375LAEQAER 6 21464101 1xTMT6plex [N-Term] 1.208 0.935 1.021 2.81289196 25.93 0 1045.583939 2 523.2957764 0.322273863 0.000168482 26.0872098324638454 ATP2A2 sarcoplasmic/endoplasmic reticulum calcium ATPase 2 isoform b 488 NP_733765.1 19.96161228 1 14 20 88 1042 114.683 5.34 0.72 0.6 0.96 0.76 Significant 0.019 IVEFLQSFDEITAMTGDGVNDAPALK 2 24638454 2xTMT6plex [N-Term; K26]; 1xOxidation [M14] 100 2.305406809 30.25 0 3255.685916 3 1085.899292 -0.796638098 -0.000864534 113.5806618AKDIVPGDIVEIAVGDK 4 24638454 3xTMT6plex [N-Term; K2; K17] 1.265 0.878 3.935628891 23.92 1 2426.447337 3 809.4870605 -0.292105814 -0.00023626 89.79579207EFDELNPSAQR 4 24638454 1xTMT6plex [N-Term] 0.855 0.929 3.915002823 49.59 0 1534.769902 2 767.8886108 0.028212495 2.16E-05 52.49586264IRDEMVATEQER 4 24638454 1xTMT6plex [N-Term] 1.229 1.303 4.649727345 50.64 1 1705.874049 3 569.2957764 -0.746431683 -0.000424439 44.02462545DEMVATEQER 4 24638454 1xTMT6plex [N-Term] 1.047 1.27 3.82446003 48.66 0 1436.688874 2 718.8482666 0.26610015 0.000191152 30.87606785VDQSILTGESVSVIK 5 24638454 2xTMT6plex [N-Term; K15] 100 0.01 2.478250742 33.05 0 2033.189442 2 1017.099976 1.589788835 0.001616171 76.58927973TVEEVLGHFGVNESTGLSLEQVK 4 24638454 2xTMT6plex [N-Term; K23] 100 2.342065096 13.94 0 2930.587523 3 977.5330811 -0.966613662 -0.000944249 98.54756305MNVFDTELK 6 24638454 2xTMT6plex [N-Term; K9] 1.014 1.024 1.249 3.302577972 39.03 0 1554.860186 2 777.9331055 -0.805173681 -0.000625966 68.5058746VIMITGDNK 6 24638454 2xTMT6plex [N-Term; K9] 0.96 0.87 1.051 4.219682693 39.91 0 1448.854707 2 724.9321899 1.653908291 0.001198136 55.82436956EWGSGSDTLR 4 24638454 1xTMT6plex [N-Term] 0.855 1.197 2.862742901 29.11 0 1336.66946 2 668.8388062 0.655468471 0.000438072 47.01086193IEVASSVK 6 24638454 2xTMT6plex [N-Term; K8] 1.34 1.385 1.343 3.416451693 49.73 0 1290.803323 2 645.9055176 0.337112744 0.000217573 42.28828448KEFTLEFSR 6 24638454 2xTMT6plex [N-Term; K1] 0.732 0.167 0.867 3.222527504 16.51 1 1614.925564 3 538.9798584 -0.335448704 -0.000180575 52.0910666VPMTSGVK 6 24638454 2xTMT6plex [N-Term; K8] 0.8 0.699 0.821 2.958335638 38.47 0 1276.769915 2 638.8886108 0.023676692 1.51E-05 46.48072085GTAVAICR 6 24638454 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.165 0.189 0.883 2.832738876 39.16 0 1076.60838 2 538.8068848 -1.752911072 -0.000943599 30.59447919IVEFLQSFDEITAMTGDGVNDAPALK 1 24638454 2xTMT6plex [N-Term; K26] 1.679926157 0 3239.691001 3 1085.899292 -0.796638098 -0.000864534 113.5806618DIVPGDIVEIAVGDK 6 24638454 2xTMT6plex [N-Term; K15] 100 100 0.833 1.987119317 11.99 0 1998.152328 2 999.5803223 0.52020621 0.000519726 94.80533202EYEPEMGK 4 24638454 2xTMT6plex [N-Term; K8] 1.299 1.241 3.45945096 29.31 0 1440.744488 2 720.8717041 -5.799950613 -0.004178123 40.08459489EFTLEFSR 2 24638454 1xTMT6plex [N-Term] 100 2.702290297 28.36 0 1257.667669 2 629.3372803 -0.305949763 -0.000192392 70.541687DIVPGDIVEIAVGDKVPADIR 4 24638454 2xTMT6plex [N-Term; K15] 0.837 0.567 2.04200983 17.27 1 2649.522738 3 883.8452759 -0.552304481 -0.000487781 88.56065392IGIFGQDEDVTSK 2 24638454 2xTMT6plex [N-Term; K13] 1.29135859 6.68 0 1867.021314 2 934.006958 -7.860089364 -0.007337477 63.54159058KAEIGIAMGSGTAVAK 2 24638454 3xTMT6plex [N-Term; K1; K16]; 1xOxidation [M8] 0.625 0.534 3.126747847 1 2207.30365 3 736.43573 -4.989648158 -0.003671223 41.7729295483700235 EIF4A2 eukaryotic initiation factor 4A-II 1974 NP_001958.2 45.94594595 1 6 16 126 407 46.373 5.48 0.78 0.72 0.78 0.76 Significant 0.00069 GIYAYGFEKPSAIQQR 15 83700235 2xTMT6plex [N-Term; K9] 0.768 1.343 1.252 4.605382919 27.73 0 2286.264673 3 762.7591553 -0.769923845 -0.00058675 52.2933608LQAEAPHIVVGTPGR 6 83700235 1xTMT6plex [N-Term] 0.767 0.71 0.783 5.891876698 58.52 0 1774.017283 3 592.0103149 -0.502506819 -0.000297152 44.39927989MFVLDEADEMLSR 13 83700235 1xTMT6plex [N-Term] 100 1.237 1.319 4.445526123 50.89 0 1784.876023 2 892.9421387 0.547771239 0.000488852 96.36472649GIDVQQVSLVINYDLPTNR 21 83700235 1xTMT6plex [N-Term] 1.745 100 3.956655025 51.42 0 2373.29754 3 791.7715454 1.071555684 0.000847707 88.83460315GYDVIAQAQSGTGK 19 83700235 2xTMT6plex [N-Term; K14] 1.448 1.49 4.311146736 84.58 0 1853.016898 2 927.0126343 0.59052062 0.000547122 54.90388901KEELTLEGIK 2 83700235 3xTMT6plex [N-Term; K1; K10] 1.311 3.794927835 32.5 1 1847.145676 3 616.387207 0.753434755 0.000463901 58.14583426VLITTDLLAR 7 83700235 1xTMT6plex [N-Term] 1.338 100 3.460241795 31.03 0 1343.845967 2 672.4265137 -0.161213603 -0.000108323 86.46727257DFTVSALHGDMDQK 2 83700235 2xTMT6plex [N-Term; K14] 2.395617247 21.69 0 2022.036647 3 674.6826782 -1.565442464 -0.001055127 49.65282776GVAINFVTEEDKR 4 83700235 2xTMT6plex [N-Term; K12] 0.748 0.817 3.364865541 21.74 1 1936.090397 3 646.0353394 0.551552969 0.000355952 65.03243748GFKDQIYEIFQK 8 83700235 3xTMT6plex [N-Term; K3; K12] 0.466 0.717 3.263860464 8.22 1 2203.273002 3 735.0949707 -1.199561118 -0.000880987 91.53423235KVDWLTEK 5 83700235 3xTMT6plex [N-Term; K1; K8] 1.637 0.957 2.848537683 19.42 1 1706.045568 3 569.3540039 1.107929815 0.00063006 57.89528673QFYINVER 6 83700235 1xTMT6plex [N-Term] 2.369 1.856 2.9047575 35.2 0 1297.710202 2 649.3590088 0.415137466 0.000269364 63.88641699DIETFYNTTVEEMPMNVADLI 2 83700235 1xTMT6plex [N-Term] 0.714298129 1.79 0 2674.282937 2 1337.643311 -1.343282044 -0.001796158 111.3719052VDWLTEK 6 83700235 2xTMT6plex [N-Term; K7] 100 100 100 2.119421959 25.85 0 1348.787673 2 674.8964233 -1.559378362 -0.001051635 60.49206049AIIPCIK 8 83700235 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.838 0.991 2.736866951 31.64 0 1272.811386 2 636.9108887 2.447074079 0.001557332 64.34632447VFDMLNR 6 83700235 1xTMT6plex [N-Term] 1.629 1.038 100 2.142726898 33.45 0 1123.613131 2 562.3103638 0.284874797 0.000160045 75.27381224106049292 PC pyruvate carboxylase, mitochondrial precursor 5091 NP_071504.2 24.10865874 1 19 19 99 1178 129.551 6.84 0.86 0.9 0.88 0.88 Significant 0.00017 TVAIYSEQDTGQMHR 4 106049292 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.061 0.945 3.557299376 51.2 0 1980.964655 3 660.9937744 1.06747598 0.000704877 38.79687882TVAIYSEQDTGQMHR 7 106049292 1xTMT6plex [N-Term] 0.848 1.016 3.635931492 46.75 0 1964.96974 3 660.9937744 1.06747598 0.000704877 38.79687882GLAPVQAYLHIPDIIK 2 106049292 2xTMT6plex [N-Term; K16] 0.807 3.623542309 59.18 0 2206.336381 3 736.1172485 0.367620947 0.000270365 99.31086484LQVEHTVTEEITDVDLVHAQIHVAEGR 2 106049292 1xTMT6plex [N-Term] 0.263 4.609135628 16.61 0 3267.717084 5 654.3483887 -1.299730214 -0.00084943 80.62088897ADFAQACQDAGVR 6 106049292 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.856 0.875 0.962 4.860883236 72.07 0 1637.79032 2 819.3986206 -0.216956382 -0.000177665 41.18644602GQIGAPMPGK 4 106049292 2xTMT6plex [N-Term; K10] 0.733 0.796 3.581113338 55.38 0 1413.828827 2 707.4176025 -0.635283323 -0.000449091 38.18022791YSLQYYMGLAEELVR 2 106049292 1xTMT6plex [N-Term] 0.768 3.378899813 39.14 0 2064.067329 2 1032.5354 -1.843442167 -0.001902494 117.1191142VFDYSEYWEGAR 4 106049292 1xTMT6plex [N-Term] 0.894 3.021580935 21.44 0 1750.827417 2 875.9179077 0.640959627 0.000561105 81.72284165VVHSYEELEENYTR 2 106049292 1xTMT6plex [N-Term] 0.935 2.686863899 15.85 0 1996.981351 3 666.3319092 -0.088418922 -5.89E-05 49.20630805LDNASAFQGAVISPHYDSLLVK 3 106049292 2xTMT6plex [N-Term; K22] 2.662358046 4.09 0 2803.53945 3 935.1810913 -3.827202866 -0.003576571 79.40452361AEAEAQAEELSFPR 4 106049292 1xTMT6plex [N-Term] 1.748122215 15.82 0 1776.896559 2 888.951416 -0.564629801 -0.000501644 51.05982342GTPLDTEVPMER 31 106049292 1xTMT6plex [N-Term] 1.529 0.958 3.712338924 41.01 0 1573.809324 2 787.4082642 -0.045767735 -3.60E-05 30.287815VVEIAPAAHLDPQLR 4 106049292 1xTMT6plex [N-Term] 0.628 2.134587765 12.36 0 1858.074798 3 620.0294189 -0.588934344 -0.000364761 53.59862884IAEEFEVELER 6 106049292 1xTMT6plex [N-Term] 1.850622654 15.75 0 1592.836919 2 796.9205933 -1.888929449 -0.001504378 77.42630872AYVEANQMLGDLIK 5 106049292 2xTMT6plex [N-Term; K14] 0.01 1.98831439 6.84 0 2023.129819 2 1012.070923 2.347923045 0.002375077 90.70776844FLYECPWR 4 106049292 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.946 2.507519007 17.29 0 1399.703009 2 700.3557129 0.814788025 0.000570231 94.87538167SFQPDTGR 2 106049292 1xTMT6plex [N-Term] 0.625 2.485589504 10.84 0 1136.589753 2 568.7977905 -1.274290314 -0.000724173 32.9214105AIAIAAGVPVVPGTDAPITSLHEAHEFSNTYGFPIIFK 1 106049292 2xTMT6plex [N-Term; K38] 1.522176385 0 4409.394964 4 1103.100342 -3.498650637 -0.003856733 93.97889754LTSDSVK 2 106049292 2xTMT6plex [N-Term; K7] 1.346 2.718673706 27.67 0 1207.729824 2 604.3688354 0.472091047 0.000285079 40.60530319ELIPNIPFQMLLR 4 106049292 1xTMT6plex [N-Term] 100 0.698 1.893281817 9.36 0 1813.060728 2 907.0328979 -1.218117809 -0.001104261 99.500194555803187 TALDO1 transaldolase 6888 NP_006746.1 42.72997033 1 17 17 112 337 37.516 6.81 1 0.95 0.81 0.92 Significant 0.0038 WLHNEDQMAVEK 20 5803187 2xTMT6plex [N-Term; K12] 0.791 0.893 0.81 5.219839096 70.61 0 1958.020603 2 979.5128174 -1.146430417 -0.001122367 46.86380906ALAGCDFLTISPK 18 5803187 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.104 1.202 100 4.003836155 72.57 0 1851.045027 2 926.0266724 0.562399373 0.000520513 92.62825297KLGGSQEDQIK 6 5803187 3xTMT6plex [N-Term; K1; K11] 0.944 0.871 4.300880432 35.96 1 1890.126338 2 945.5678711 1.12580702 0.001063959 34.94886464WLHNEDQMAVEK 8 5803187 2xTMT6plex [N-Term; K12]; 1xOxidation [M8] 0.879 0.902 0.848 5.178456783 47.26 0 1974.015518 2 979.5128174 -1.146430417 -0.001122367 46.86380906AAQASDLEK 8 5803187 2xTMT6plex [N-Term; K9] 1.031 0.614 0.936 3.879595041 53.23 0 1390.794215 2 695.9006958 -0.072051233 -5.01E-05 35.32679013LLGELLQDNAK 4 5803187 2xTMT6plex [N-Term; K11] 1.1 0.01 3.319019318 33.03 0 1672.004542 2 836.505249 -0.789933934 -0.000660387 86.61774632MESALDQLK 4 5803187 2xTMT6plex [N-Term; K9] 2.756 1.03 3.274439573 42.57 0 1492.844536 2 746.9278564 2.61251626 0.00195004 65.65100555LGGSQEDQIK 2 5803187 2xTMT6plex [N-Term; K10] 2.226 3.270284176 37.35 0 1532.868443 2 766.9378052 -0.071081402 -5.45E-05 45.51738509SYEPLEDPGVK 2 5803187 2xTMT6plex [N-Term; K11] 1.318 3.364176512 32.04 0 1691.925623 2 846.467041 0.698760769 0.000591126 53.56636936LSSTWEGIQAGK 6 5803187 2xTMT6plex [N-Term; K12] 100 100 100 2.495943546 30.56 0 1734.979056 2 867.9924927 -0.77636582 -0.000673489 57.08760281



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms ILDWHVANTDK 4 5803187 2xTMT6plex [N-Term; K11] 1.025 1.599 2.403164148 17.35 0 1769.99504 3 590.6693726 -0.833739183 -0.000491905 58.17577097KFAADAVK 4 5803187 3xTMT6plex [N-Term; K1; K8] 1.435 1.071 3.61553669 21.74 1 1536.971675 3 512.9953613 -0.093967656 -4.81E-05 39.88645683VSTEVDAR 10 5803187 1xTMT6plex [N-Term] 1.146 0.745 3.478466272 40.95 0 1105.605068 2 553.3068848 1.288381621 0.000712221 38.20564864LVPVLSAK 5 5803187 2xTMT6plex [N-Term; K8] 1.125 0.953 2.859747648 31.82 0 1284.86553 2 642.9362793 -0.19285773 -0.000123898 72.81939061LSFDKDAMVAR 3 5803187 2xTMT6plex [N-Term; K5] 1.01 100 2.636316776 1 1710.961297 3 570.9918213 -0.225950647 -0.000128864 59.09848555ILDWHVANTDKK 3 5803187 3xTMT6plex [N-Term; K11; K12] 0.928 0.846 3.142978907 9.35 1 2127.252935 4 532.5683594 -0.624034866 -0.00033187 50.40096735FAADAVK 4 5803187 2xTMT6plex [N-Term; K7] 1.153 0.441 2.625311613 30.69 0 1179.71378 2 590.3599243 -1.024135861 -0.000604094 49.85875913TIVMGASFR 1 5803187 1xTMT6plex [N-Term] 0.87 2.009752035 0 1210.681545 2 605.8445435 0.21937566 0.000132797 60.1501092634740329 HNRNPA3 heterogeneous nuclear ribonucleoprotein A3 220988 NP_919223.1 29.89417989 1 10 12 121 378 39.571 9.01 1.13 1.22 0.71 1.02 Significant 0.023 SSGSPYGGGYGSGGGSGGYGSR 16 34740329 1xTMT6plex [N-Term] 1.111 0.986 1.008 6.01610899 80.71 0 2139.952904 3 713.9852905 -5.414062126 -0.003861946 34.02580738GFAFVTFDDHDTVDK 15 34740329 2xTMT6plex [N-Term; K15] 0.951 1.03 0.873 5.22302866 51.83 0 2172.101355 3 724.7058105 0.701123187 0.000507637 96.70017143KLFIGGLSFETTDDSLR 6 34740329 2xTMT6plex [N-Term; K1] 0.858 0.61 0.775 6.39465189 43.23 1 2357.311682 3 786.4416504 -0.544929266 -0.000428189 87.69279084LFIGGLSFETTDDSLREHFEK 6 34740329 2xTMT6plex [N-Term; K21] 0.242 0.443 100 4.287283897 26.64 1 2899.524194 4 725.637146 0.882873949 0.000639979 94.5713364KLFIGGLSFETTDDSLREHFEK 2 34740329 3xTMT6plex [N-Term; K1; K22] 0.283 5.759974957 29.68 2 3256.782089 5 652.1617432 -0.761438628 -0.000495968 85.31910368IETIEVMEDR 12 34740329 1xTMT6plex [N-Term] 1.141 100 0.996 3.696579695 43.82 0 1463.761311 2 732.3851929 1.228459978 0.000899086 63.58610511GEEGHDPKEPEQLR 4 34740329 2xTMT6plex [N-Term; K8] 0.92 3.977035284 17.6 1 2079.087102 3 693.7003784 -0.250295475 -0.000173462 32.67596306EDSVKPGAHLTVK 11 34740329 3xTMT6plex [N-Term; K5; K13] 1.242 1.288 3.93898344 25.96 0 2068.236951 3 690.0823975 -2.084643728 -0.001437179 42.2487925EDTEEYNLR 6 34740329 1xTMT6plex [N-Term] 1.692 1.837 3.810845137 37.65 0 1397.674604 2 699.3417358 1.138054367 0.000795315 39.0350549KLFVGGLK 72 34740329 3xTMT6plex [N-Term; K1; K8] 0.753 0.812 0.878 3.817184925 23.58 1 1549.044446 3 517.0199585 0.565534632 0.000292013 58.62888589IFVGGIK 48 34740329 2xTMT6plex [N-Term; K7] 2.036 2.477 1.805 2.747451067 32.13 0 1191.786551 2 596.3962402 -1.130564234 -0.000673696 62.34943694LFIGGLSFETTDDSLR 3 34740329 1xTMT6plex [N-Term] 100 1.183593631 7.12 0 2000.053788 2 1000.530518 -0.014496485 -1.45E-05 93.97852644505029 LTA4H leukotriene A-4 hydrolase isoform 1 4048 NP_000886.1 36.82487725 1 18 18 94 611 69.241 6.18 0.84 0.92 0.82 0.86 Significant 0.0013 LVVDLTDIDPDVAYSSVPYEK 8 4505029 2xTMT6plex [N-Term; K21] 100 1.419 0.987 2.961252213 32.53 0 2796.495914 3 932.8369751 0.163877575 0.000152761 92.16884082SLSNVIAHEISHSWTGNLVTNK 2 4505029 2xTMT6plex [N-Term; K22] 0.94 4.586482525 22.75 0 2865.562311 4 717.1460571 0.0305649 2.19E-05 80.60335908GSPMEISLPIALSK 6 4505029 2xTMT6plex [N-Term; K14] 0.965 0.696 0.234 3.931825161 46.14 0 1901.118192 2 951.0623779 -0.374742942 -0.000356215 85.79310968EHPYLFSQCQAIHCR 4 4505029 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C14] 0.824 0.786 4.677517891 44.52 0 2175.042529 4 544.515625 -0.854539612 -0.000464665 40.60448612HFNALGGWGELQNSVK 4 4505029 2xTMT6plex [N-Term; K16] 1.315 3.975749254 27.74 0 2215.202407 3 739.0718994 -0.569680589 -0.000420653 76.28722204DLSSHQLNEFLAQTLQR 9 4505029 1xTMT6plex [N-Term] 1.755 1.37 100 3.404286861 23.19 0 2229.18251 3 743.7323608 0.008563467 6.36E-06 92.58827107LTYTAEVSVPK 7 4505029 2xTMT6plex [N-Term; K11] 1.074 100 100 3.465219259 39.47 0 1665.982744 2 833.494812 -0.238139659 -0.000198368 67.68661045AILPCQDTPSVK 4 4505029 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 0.744 0.611 3.29648757 36.42 0 1787.013727 2 894.0102539 -0.277427919 -0.000247884 47.70793045ASMHPVTAMLVGK 2 4505029 2xTMT6plex [N-Term; K13] 1.274 2.666208506 29.99 0 1800.027603 3 600.6806641 -0.090944439 -5.46E-05 66.30126294SAYEFSETESMLK 6 4505029 2xTMT6plex [N-Term; K13] 0.558 2.846406221 34.1 0 1980.003615 2 990.5062866 0.849130868 0.000840641 94.21589914TFGETHPFTK 6 4505029 2xTMT6plex [N-Term; K10] 0.809 0.873 0.838 3.045464754 35.9 0 1622.894264 3 541.6361084 -0.302918495 -0.000163868 36.39887938APLPLGHIK 3 4505029 2xTMT6plex [N-Term; K9] 0.748 3.302439928 28.62 0 1403.913877 3 468.6428223 0.026089118 1.22E-05 46.49252243EDDLNSFNATDLK 5 4505029 2xTMT6plex [N-Term; K13] 0.984 3.169612169 20.93 0 1940.001307 2 970.5025024 -1.844770503 -0.001789429 73.26880202WEDAIPLALK 6 4505029 2xTMT6plex [N-Term; K10] 1.346 0.684 0.899 2.622884274 25.92 0 1613.9667 2 807.4868164 -0.213156504 -0.000172014 85.32193763DFLYSYFK 4 4505029 2xTMT6plex [N-Term; K8] 100 100 2.067552567 20.12 0 1540.845188 2 770.9249878 -1.615479661 -0.001244602 80.80395389SLVLDTK 6 4505029 2xTMT6plex [N-Term; K7] 1.029 0.978 0.863 3.123354912 40 0 1233.78186 2 617.3945313 -0.059832295 -3.69E-05 45.69631391DLAAFDK 10 4505029 2xTMT6plex [N-Term; K7] 0.861 1.225 2.882898092 40.19 0 1237.719259 2 619.3624268 -1.359407121 -0.000841282 54.9295124TLVWSEK 2 4505029 2xTMT6plex [N-Term; K7] 0.647 1.923213124 15.94 0 1320.792759 2 660.9000854 0.102626575 6.78E-05 66.24973026574280091 PRKCSH glucosidase 2 subunit beta isoform 3 precursor 5589 NP_001276032.1 41.4953271 1 15 15 105 535 60.154 4.41 0.96 0.99 1.26 1.07 Significant 0.0079 ETMVTSTTEPSR 6 574280091 1xTMT6plex [N-Term] 1.27 1.246 1.191 3.464782238 58.95 0 1567.783503 2 784.3948975 -0.628000054 -0.000492284 35.04034064AQQEQELAADAFK 4 574280091 2xTMT6plex [N-Term; K13] 100 1.254 3.272204161 43.92 0 1907.027462 2 954.0180664 0.73089797 0.000696921 53.34757898YEQGTGCWQGPNR 10 574280091 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.368 1.242 1.55 4.143444538 45.66 0 1781.822683 2 891.414917 -0.070307571 -6.26E-05 36.1000286GVSLTNHHFYDESKPFTCLDGSATIPFDQVNDDYCDCK 2 574280091 3xTMT6plex [N-Term; K14; K38]; 3xCarbamidomethyl [C18; C35; C37] 100 3.204852581 5.14 0 5140.400622 5 1028.887817 1.820518429 0.001871639 80.32188566ESLQQMAEVTR 4 574280091 1xTMT6plex [N-Term] 1.142 1.215 4.560894012 55.77 0 1520.794008 2 760.8990479 -2.096902577 -0.001594478 58.36806187LWEEQLAAAK 12 574280091 2xTMT6plex [N-Term; K10] 1.369 0.586 1.094 3.594459295 40.52 0 1616.941214 2 808.9740601 -0.228971102 -0.000185116 69.76393062SLEDQVEMLR 6 574280091 1xTMT6plex [N-Term] 1.508 1.095 1.014 3.596256971 41.1 0 1448.761645 2 724.8842773 -0.25349408 -0.000183626 60.81678414VNDGVCDCCDGTDEYNSGVICENTCK 3 574280091 2xTMT6plex [N-Term; K26]; 5xCarbamidomethyl [C6; C8; C9; C21; C25] 1.907888293 1.23 0 3499.458061 3 1167.156128 -1.208810297 -0.00141006 54.27248962ELDDDMDGTVSVTELQTHPELDTDGDGALSEAEAQALLSGDTQTDATSFYDR 2 574280091 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.851285696 3.27 0 5790.593326 4 1448.405029 0.856828864 0.001240387 112.1400286ESLQQMAEVTR 4 574280091 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.129 1.27 2.900243521 49.61 0 1536.788923 2 760.8990479 -2.096902577 -0.001594478 58.36806187KLIELQAGK 4 574280091 3xTMT6plex [N-Term; K1; K9] 0.863 0.86 4.807606697 31.39 1 1687.108503 3 563.0405884 -0.765222438 -0.000430338 51.41856244ETMVTSTTEPSR 12 574280091 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.303 1.77 2.939 2.096617222 42.53 0 1583.778418 2 784.3948975 -0.628000054 -0.000492284 35.04034064SLEDQVEMLR 10 574280091 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.602 100 100 2.343542099 30.19 0 1464.75656 2 724.8842773 -0.25349408 -0.000183626 60.81678414LIELQAGK 4 574280091 2xTMT6plex [N-Term; K8] 1.259 1.196 3.715609074 45.19 0 1329.850608 2 665.4282837 -0.990470042 -0.000658589 57.98735022SLKDMEESIR 4 574280091 2xTMT6plex [N-Term; K3] 0.514 0.558 3.394569159 17.6 1 1665.924577 3 555.9801025 0.706542903 0.000392349 56.1790239ILIEDWK 10 574280091 2xTMT6plex [N-Term; K7] 1.062 1.11 0.946 2.895323515 30.22 0 1374.839709 2 687.9229736 -0.7551894 -0.000519132 86.41657716EEAEKPER 4 574280091 2xTMT6plex [N-Term; K5] 1.503 1.938392997 8.63 0 1445.800029 3 482.6048584 -0.004754936 -2.29E-06 28.02205529TVKEEAEKPER 4 574280091 3xTMT6plex [N-Term; K3; K8] 0.928 1.062 1.218 2.537180424 1 2003.174016 3 668.3959351 -0.381461726 -0.000254711 26.3326720293141018 H2AFY core histone macro-H2A.1 isoform 3 9555 NP_613258.2 45.69892473 1 12 14 78 372 39.592 9.79 1.01 0.99 0.94 0.98 Significant 0.00045 AASADSTTEGTPADGFTVLSTK 12 93141018 2xTMT6plex [N-Term; K22] 1.249 1.502 1.505 4.895804882 75.25 0 2585.334662 3 862.4517212 2.300744389 0.001982731 64.64832667FVIHCNSPVWGADKCEELLEK 8 93141018 3xTMT6plex [N-Term; K14; K21]; 2xCarbamidomethyl [C5; C15] 0.771 1.083 1.109 3.358222961 13.28 1 3218.694537 4 805.4294434 0.436937238 0.000351592 67.09122363GVTIASGGVLPNIHPELLAK 8 93141018 2xTMT6plex [N-Term; K20] 1.001 0.89 5.747594357 55.15 0 2444.464101 3 815.4926758 -0.256377768 -0.000208902 83.28706332EFVEAVLELR 10 93141018 1xTMT6plex [N-Term] 2.34 1.236 0.764 3.854055643 53.1 0 1433.820147 2 717.4138184 0.148964813 0.000106794 99.54060881LNLIHSEISNLAGFEVEAIINPTNADIDLK 2 93141018 2xTMT6plex [N-Term; K30] 2 6.908458233 58.38 0 3722.041661 4 931.2663574 0.520767277 0.000484579 108.4689055HILLAVANDEELNQLLK 6 93141018 2xTMT6plex [N-Term; K17] 1.314 0.929 3.327798605 32.63 0 2391.401166 3 797.8042603 -1.228852073 -0.000979559 84.99265188FVIHCNSPVWGADK 7 93141018 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 1.008 1.114 1.245 4.489873409 45.21 0 2088.110087 3 696.7080688 -0.207650465 -0.000144532 70.79652096NCLALADDK 6 93141018 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.844 0.868 0.842 4.2096591 56.58 0 1477.808485 2 739.4076538 -0.307450402 -0.000227176 42.71302711SIAFPSIGSGR 9 93141018 1xTMT6plex [N-Term] 0.83 1.011 0.01 3.307305574 44.21 0 1320.747316 2 660.8766479 -0.981793827 -0.000648351 67.93110818NCLALADDKK 2 93141018 3xTMT6plex [N-Term; K9; K10]; 1xCarbamidomethyl [C2] 1.162 3.266752243 20.29 1 1835.06638 3 612.3608398 0.864258245 0.000528657 44.68896846AGVIFPVGR 2 93141018 1xTMT6plex [N-Term] 1.234 2.805185556 31.72 0 1144.703995 2 572.8556519 0.0282614 1.62E-05 62.65482291LEAIITPPPAK 2 93141018 2xTMT6plex [N-Term; K11] 1.075 1.935679317 30.15 0 1608.01365 2 804.5114746 1.257575612 0.001011099 66.38053657GKLEAIITPPPAK 2 93141018 3xTMT6plex [N-Term; K2; K13] 0.456 2.662684202 14.14 1 2022.293009 3 674.7697144 0.781670312 0.000526922 56.60802587SLFLGQK 2 93141018 2xTMT6plex [N-Term; K7] 0.869 3.321951866 41.2 0 1250.787279 2 625.8982544 1.561175985 0.00097635 58.1420227810716563 CANX calnexin precursor 821 NP_001737.1 31.25 1 20 20 125 592 67.526 4.6 0.97 0.95 0.47 0.79 Significant 0.04 APVPTGEVYFADSFDR 17 10716563 1xTMT6plex [N-Term] 0.862 0.884 0.883 3.259080887 45.9 0 1999.996273 2 1000.500549 -1.225340877 -0.001225339 72.48095559QKSDAEEDGGTVSQEEEDRKPK 2 10716563 4xTMT6plex [N-Term; K2; K20; K22] 0.329 5.366436958 9.88 2 3378.779472 5 676.5620117 0.438100137 0.000296049 39.640281QKSDAEEDGGTVSQEEEDR 4 10716563 2xTMT6plex [N-Term; K2] 1.047 0.662 3.839488745 36.23 1 2567.210918 3 856.4080811 -0.478416451 -0.000409399 35.13155695GTLSGWILSK 10 10716563 2xTMT6plex [N-Term; K10] 1.489 0.685 1.151 3.600299358 51.57 0 1519.924835 2 760.4664917 0.573277321 0.000435669 79.57753511TPELNLDQFHDK 15 10716563 2xTMT6plex [N-Term; K12] 1.167 1.849 1.412 3.26944375 35.37 0 1915.032548 3 639.0165405 1.316208455 0.000840194 59.18535006IVDDWANDGWGLK 14 10716563 2xTMT6plex [N-Term; K13] 1.991 1.65 100 2.903563261 39.21 0 1947.037633 2 974.0220337 -0.432650696 -0.000421194 88.15576861KDDTDDEIAK 6 10716563 3xTMT6plex [N-Term; K1; K10] 1.289 1.249 1.181 4.125054836 22.32 1 1837.015784 3 613.0093994 -1.164458047 -0.000713043 34.81120592DDTDDEIAK 4 10716563 2xTMT6plex [N-Term; K9] 1.543 1.391 3.505695105 47.01 0 1479.757889 2 740.3826294 0.062854243 4.65E-05 40.95875431IPDPEAVKPDDWDEDAPAK 5 10716563 3xTMT6plex [N-Term; K8; K19] 1.168 1.124 2.485512495 9.79 0 2795.470651 3 932.4962158 1.231646248 0.001147677 76.1702455RPDADLK 2 10716563 2xTMT6plex [N-Term; K7] 1.161 3.714274168 17.55 0 1272.767607 3 424.927887 1.179342296 0.000500343 29.97989919TPYTIMFGPDK 5 10716563 2xTMT6plex [N-Term; K11] 1.024 3.279426098 31.41 0 1727.94425 2 864.4731445 -3.031195885 -0.002618869 85.40832902YDGKWEVEEMK 6 10716563 3xTMT6plex [N-Term; K4; K11] 100 100 100 2.278395653 6.66 1 2101.124289 3 701.0462036 -0.109993567 -7.70E-05 58.91979517KPEDWDERPK 10 10716563 3xTMT6plex [N-Term; K1; K10] 0.888 0.966 0.898 3.407395124 6.25 0 1987.121587 3 663.045166 -0.322991371 -0.000213941 38.92195022AEEDEILNR 2 10716563 1xTMT6plex [N-Term] 1.81625855 16.17 0 1317.684775 2 659.3461304 0.158529712 0.000104446 44.27015384WEVEEMK 8 10716563 2xTMT6plex [N-Term; K7] 1.442 1.286 1.469 3.282027483 33.19 0 1408.754659 2 704.8805542 -0.586937944 -0.000413426 67.49682985DKGDEEEEGEEKLEEK 1 10716563 4xTMT6plex [N-Term; K2; K12; K16] 0.805 2.570734024 2 2809.476079 4 703.1243286 -0.211746553 -0.000148724 53.3348354GLVLMSR 7 10716563 1xTMT6plex [N-Term] 0.954 0.739 0.329 2.455106497 40.22 0 1004.612403 2 502.8096619 -0.353857398 -0.000177745 45.809876EIEDPEDR 2 10716563 1xTMT6plex [N-Term] 1.074 3.289701939 20.08 0 1231.600377 2 616.3032227 -0.981030473 -0.000604119 41.24186719IVDDWANDGWGLKK 2 10716563 3xTMT6plex [N-Term; K13; K14] 0.01 1.544084072 3.23 1 2304.295528 3 768.7644043 -7.320445303 -0.005622823 77.77785099WEVEEMKESK 3 10716563 3xTMT6plex [N-Term; K7; K10] 0.354 0.01 0.01 1.756344199 1 1982.087175 3 661.3684692 1.856383962 0.001226505 50.6035258515718687 RPS3 40S ribosomal protein S3 isoform 1 6188 NP_000996.2 71.19341564 1 16 16 161 243 26.671 9.66 1.09 1.25 1.07 1.13 Significant 0.0025 ELAEDGYSGVEVR 26 15718687 1xTMT6plex [N-Term] 1.56 1.339 1.069 5.273017406 86.33 0 1652.832896 2 826.9207153 0.761228837 0.000629092 34.34643466FVDGLMIHSGDPVNYYVDTAVR 10 15718687 1xTMT6plex [N-Term] 1.943 1.04 3.089323521 22.56 0 2697.354403 3 899.7871094 -2.827898697 -0.002542615 79.06808605GLCAIAQAESLR 12 15718687 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.541 1.429 1.824 4.625356674 76.74 0 1517.830728 2 759.4179077 -1.442473309 -0.001094715 60.55181014DEILPTTPISEQK 10 15718687 2xTMT6plex [N-Term; K13] 1.297 1.368 1.383 3.495108843 37.34 0 1929.094479 2 965.0508423 -0.036960184 -3.56E-05 65.09828489GCEVVVSGK 8 15718687 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.36 1.438 3.581981659 59.23 0 1392.792107 2 696.8997192 0.039342959 2.74E-05 36.88567407AELNEFLTR 12 15718687 1xTMT6plex [N-Term] 100 100 1.185 3.194977999 40.33 0 1321.731332 2 661.3692627 -0.062629502 -4.14E-05 69.10835488IMLPWDPTGK 10 15718687 2xTMT6plex [N-Term; K10] 1.086 1.715 0.562 2.66786027 28.19 0 1615.928206 2 808.4671631 -0.715816532 -0.000578354 93.64255132KFVADGIFK 10 15718687 3xTMT6plex [N-Term; K1; K9] 0.982 1.118 0.925 4.817445755 29.35 1 1712.071389 3 571.3616333 -0.608910156 -0.000347499 70.18545713KPLPDHVSIVEPK 14 15718687 3xTMT6plex [N-Term; K1; K13] 0.941 1.08 0.974 4.688374996 26.79 0 2146.320286 3 716.1113281 -0.398470352 -0.000285082 45.35646007ELTAVVQK 12 15718687 2xTMT6plex [N-Term; K8] 1.389 1.483 1.384 3.842382908 51.18 0 1345.845523 2 673.4215088 -7.267982626 -0.004890791 45.25201032FIMESGAK 8 15718687 2xTMT6plex [N-Term; K8] 1.534 1.498 1.618 3.315437555 33.97 0 1340.764829 2 670.8857422 -0.463671918 -0.000310837 58.41809684FVADGIFK 8 15718687 2xTMT6plex [N-Term; K8] 1.29 1.452 100 3.185340643 34.3 0 1354.813494 2 677.9110107 0.923133982 0.000625337 59.55419146LLGGLAVR 4 15718687 1xTMT6plex [N-Term] 1.687 1.567 2.524348259 33.88 0 1027.682531 2 514.3452759 0.72404443 0.000372044 64.28163996GGKPEPPAMPQPVPTA 6 15718687 2xTMT6plex [N-Term; K3] 0.948 1.132 1.253 2.509678602 20.16 0 2032.130153 2 1016.568298 -0.410032945 -0.00041662 47.13706633FGFPEGSVELYAEK 4 15718687 2xTMT6plex [N-Term; K14] 100 100 1.179135323 6.76 0 2031.083915 2 1016.043701 -1.865440528 -0.001894433 82.48235208TEIIILATR 3 15718687 1xTMT6plex [N-Term] 3.297 100 2.283342838 27.83 0 1258.793204 2 629.9000854 -0.24569688 -0.000154641 69.7325397FIMESGAK 2 15718687 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 1.359 1.877414227 29.01 0 1356.759744 2 670.8857422 -0.463671918 -0.000310837 58.41809684IMLPWDPTGK 2 15718687 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.082 1.513095617 8.55 0 1631.923121 2 808.4671631 -0.715816532 -0.000578354 93.642551325032179 TRIM28 transcription intermediary factor 1-beta 10155 NP_005753.1 39.04191617 1 21 21 90 835 88.493 5.77 1.4 1.26 1.75 1.47 Significant 0.0097 HEPLVLFCESCDTLTCR 4 5032179 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C8; C11; C16] 1.686 0.82 3.581120491 33.35 0 2366.114039 3 789.3778076 2.041618233 0.001610234 67.77411134IVAERPGTNSTGPAPMAPPR 5 5032179 1xTMT6plex [N-Term] 0.513 1.636 1.822 6.029350758 42.78 0 2248.206951 3 750.0743408 0.675374185 0.000506127 39.23113385LDLDLTADSQPPVFK 4 5032179 2xTMT6plex [N-Term; K15] 100 1.736 3.216038942 38.8 0 2117.189442 2 1059.097168 -1.125498008 -0.001191446 88.14147417ADVQSIIGLQR 6 5032179 1xTMT6plex [N-Term] 1.626 1.121 1.193 3.620681286 48.25 0 1428.837194 2 714.9223633 0.179448366 0.000128201 55.93964461MIVDPVEPHGEMK 10 5032179 2xTMT6plex [N-Term; K13] 1.915 2.175 1.939 4.428121567 32.55 0 1940.038561 3 647.3502197 -1.26555748 -0.00081841 49.65414445DHQYQFLEDAVR 7 5032179 1xTMT6plex [N-Term] 2.061 1.021 3.219930649 26.5 0 1749.875764 3 583.9634399 0.001613954 9.41E-07 39.35441472DIVENYFMR 4 5032179 1xTMT6plex [N-Term] 3.666 1.245 3.435796976 42.19 0 1415.719052 2 708.3630981 -0.093691568 -6.63E-05 73.19249302FSAVLVEPPPMSLPGAGLSSQELSGGPGDGP 2 5032179 1xTMT6plex [N-Term] 1.655513883 6.9 0 3179.613196 3 1060.543213 0.594274133 0.000629854 105.1546383VLVNDAQK 2 5032179 2xTMT6plex [N-Term; K8] 1.305 3.290547609 40.82 0 1344.825121 2 672.9163818 0.271858303 0.000182801 45.10890821VFPGSTTEDYNLIVIER 2 5032179 1xTMT6plex [N-Term] 0.769 1.677636147 10.39 0 2182.159315 2 1091.580078 -2.949152225 -0.00321776 84.02781866MAILQIMK 9 5032179 2xTMT6plex [N-Term; K8] 0.705 100 100 2.678108692 25.51 0 1405.86752 2 703.4369507 -0.637067718 -0.000447816 82.58477892DCQLNAHK 2 5032179 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.57 2.991499186 29.47 0 1443.777854 3 481.9305725 -0.47769863 -0.000229897 31.73691948EEETEAAIGAPPTATEGPETKPVLMALAEGPGAEGPR 2 5032179 2xTMT6plex [N-Term; K21] 1.430515766 4.11 0 4132.116025 4 1033.7854 0.906787824 0.000936738 77.32079285LLASLVK 6 5032179 2xTMT6plex [N-Term; K7] 2.265 1.681 2.949412823 39.54 0 1201.828416 2 601.4173584 -0.811965429 -0.000487922 84.30624685DIVENYFMR 2 5032179 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.589085698 22.5 0 1431.713967 2 708.3630981 -0.093691568 -6.63E-05 73.19249302VTEGQQER 2 5032179 1xTMT6plex [N-Term] 2.492647409 27 0 1175.621781 2 588.3144531 -0.128867976 -7.58E-05 17.572501KLLASLVK 6 5032179 3xTMT6plex [N-Term; K1; K8] 1.714865446 4.1 1 1559.086311 3 520.3662109 -1.431234104 -0.000743806 56.90020042GAAAAATGQPGTAPAGTPGAPPLAGMAIVK 3 5032179 2xTMT6plex [N-Term; K30] 1.481533527 2.78 0 3030.681046 3 1010.897583 -0.940431051 -0.000950049 61.49548213TVYCNVHK 2 5032179 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.291 2.805318356 31.25 0 1478.818991 3 493.6108093 -0.754515253 -0.00037193 35.75970812LSPPYSSPQEFAQDVGR 3 5032179 1xTMT6plex [N-Term] 0.458 1.426695704 5.16 0 2107.065749 2 1054.036255 -0.24489714 -0.000258007 61.76039535SAEAFGK 4 5032179 2xTMT6plex [N-Term; K7] 0.934 0.793 2.87377286 32.36 0 1167.677395 2 584.3423462 0.01805534 1.05E-05 45.71781139LLPCLHSACSACLGPAAPAAANSSGDGGAAGDGTVVDCPVCK 3 5032179 2xTMT6plex [N-Term; K42]; 5xCarbamidomethyl [C4; C9; C12; C38; C41] 1.557794571 4.32 0 4570.165729 4 1143.294312 -2.25650597 -0.002578152 63.592651085803227 YWHAQ 14-3-3 protein theta 10971 NP_006817.1 65.71428571 1 9 14 191 245 27.747 4.78 1.23 1.19 1.12 1.18 Significant 0.00074 YLAEVACGDDR 12 5803227 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.235 1.22 1.168 4.456773758 60.04 0 1497.720509 2 749.3640747 0.242845084 0.000181857 54.88552577AVTEQGAELSNEER 24 5803227 1xTMT6plex [N-Term] 1.08 1.04 1.022 4.848586082 71.21 0 1761.881637 2 881.4456787 1.387114676 0.001221966 36.44740389YLIANATNPESK 10 5803227 2xTMT6plex [N-Term; K12] 1.514 1.577 1.39 4.224280357 52.47 0 1779.00527 2 890.0054932 -0.87730031 -0.000780361 61.6516983TAFDEAIAELDTLNEDSYK 10 5803227 2xTMT6plex [N-Term; K19] 1.283 1.764 1.182 4.120842934 37.44 0 2603.312864 3 868.4401855 -2.635364911 -0.002286893 99.15466571KQTIDNSQGAYQEAFDISK 4 5803227 3xTMT6plex [N-Term; K1; K19] 1.562 6.237860203 51.72 1 2830.518998 3 944.1773682 -0.511244692 -0.000482363 64.07737446SICTTVLELLDK 4 5803227 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 2.699 100 3.386046171 37.01 0 1850.070907 2 925.5385132 -0.625750509 -0.000578841 115.1607764DSTLIMQLLR 37 5803227 1xTMT6plex [N-Term] 1.27 1.271 1.324 4.110405922 66.2 0 1418.823852 2 709.9172974 2.443154983 0.001733203 90.31582375YDDMATCMK 6 5803227 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.269 1.349 1.442 3.793501139 43.43 0 1592.752292 2 796.8810425 1.579631026 0.00125798 50.24331165VISSIEQK 56 5803227 2xTMT6plex [N-Term; K8] 1.111 0.959 0.957 3.934776306 49.24 0 1361.840437 2 681.4239502 0.137042946 9.33E-05 59.72555441NLLSVAYK 24 5803227 2xTMT6plex [N-Term; K8] 0.874 0.882 0.72 3.972506762 46.76 0 1365.850608 2 683.4294434 0.733725009 0.000501079 92.81997229DSTLIMQLLR 14 5803227 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.102 100 1.706976891 33.93 0 1434.818767 2 709.9172974 2.443154983 0.001733203 90.31582375QTIDNSQGAYQEAFDISK 3 5803227 2xTMT6plex [N-Term; K18] 1.523873091 3.65 0 2473.261103 2 1237.131836 -1.903606131 -0.002354057 62.80629891DNLTLWTSDSAGEECDAAEGAEN 3 5803227 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.502789497 3.14 0 2684.146714 3 895.3815918 -6.144194462 -0.005497306 119.9681034YDDMATCMK 2 5803227 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7]; 1xOxidation [M8] 1.768 2.068782806 13.24 0 1608.747207 2 796.8810425 1.579631026 0.00125798 50.24331165EMQPTHPIR 4 5803227 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.564 100 2.449209452 23.08 0 1353.714636 3 451.908905 -1.827720587 -0.000824737 18.46995257LAEQAER 6 5803227 1xTMT6plex [N-Term] 1.208 0.935 1.021 2.81289196 25.93 0 1045.583939 2 523.2957764 0.322273863 0.000168482 26.08720983194272210 KARS lysine--tRNA ligase isoform 1 3735 NP_001123561.1 33.76 1 18 18 81 625 71.451 6.81 1.26 1.33 1.45 1.35 Significant 0.0017 GDIIGVQGNPGK 4 194272210 2xTMT6plex [N-Term; K12] 1.121 1.513 3.547950029 42.02 0 1612.942276 2 806.9732666 -1.872197734 -0.001509873 51.85075548VTYHPDGPEGQAYDVDFTPPFR 6 194272210 1xTMT6plex [N-Term] 0.776 1.537 1.599 4.991240025 26.39 0 2737.309561 3 913.1077881 -0.273981503 -0.000249991 74.5036745LVGEFLEVTCINPTFICDHPQIMSPLAK 9 194272210 2xTMT6plex [N-Term; K28]; 2xCarbamidomethyl [C10; C17] 100 3.972594976 33.15 0 3687.935288 4 922.7400513 0.836990859 0.000771692 107.5222694YSHLQPGDHLTDITLK 2 194272210 2xTMT6plex [N-Term; K16] 1.319 4.765349388 46.26 0 2296.270152 4 574.8222656 -1.271392217 -0.000729865 54.00491311EICNAYTELNDPMR 4 194272210 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.598 0.841 2.587096214 31.46 0 1954.920013 2 977.9638062 0.164904285 0.000161187 70.27422729LPETNLFETEETR 6 194272210 1xTMT6plex [N-Term] 1.381 1.35 0.753 3.007220507 24.83 0 1807.927524 2 904.4664917 -1.005389618 -0.000908836 67.86544623KILDDICVAK 4 194272210 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C7] 0.981 0.954 3.394852638 33.86 1 1862.138817 3 621.3850098 0.890946937 0.000553022 69.51770839MLVVGGIDR 6 194272210 1xTMT6plex [N-Term] 1.417 1.402 3.441804886 40.57 0 1188.697195 2 594.852478 0.407736041 0.000242337 60.61328886SEEEFIHINNK 6 194272210 2xTMT6plex [N-Term; K11] 1.538 1.789 1.606 3.746199369 24.51 0 1817.979784 3 606.6651001 0.5297655 0.000321034 47.86802379EVLLFPAMKPEDK 5 194272210 3xTMT6plex [N-Term; K9; K13] 1.4 1.111 3.286514759 11.65 0 2204.296774 3 735.4362793 -1.129198847 -0.000829696 81.8496056ILDDICVAK 6 194272210 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.048 3.202 100 3.280600071 50.62 0 1504.880922 2 752.9437256 -0.496695861 -0.000373734 71.21751261INMVEELEK 4 194272210 2xTMT6plex [N-Term; K9] 2.004959583 13.17 0 1562.886401 2 781.9462891 -0.703483631 -0.000549732 64.41929789YLDLILNDFVR 4 194272210 1xTMT6plex [N-Term] 1.880879879 16.14 0 1609.915109 2 805.4593506 -2.288889708 -0.001842459 103.4217207VAMFLTDSNNIK 3 194272210 2xTMT6plex [N-Term; K12] 100 1.168354154 0.23 0 1811.013727 2 906.0095825 -1.015028716 -0.000919115 68.08115322AVECPPPR 2 194272210 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.192 2.506724596 17.18 0 1154.618945 2 577.8120728 -1.797893753 -0.001037941 28.57288806FELFVMK 5 194272210 2xTMT6plex [N-Term; K7] 2.765 100 2.407127857 23.9 0 1371.811051 2 686.4090576 -0.155098346 -0.000106383 89.0758019LQVMANSR 4 194272210 1xTMT6plex [N-Term] 0.525 1.077 2.617452621 18.79 0 1147.645494 2 574.3261108 -0.477926603 -0.000274245 38.33974063SQAIHQLK 1 194272210 2xTMT6plex [N-Term; K8] 0.999 2.940362215 24.05 0 1382.852005 3 461.6221619 -0.052474376 -2.42E-05 35.8218346991823262 ANXA8 annexin A8 isoform 2 653145 NP_001035173.1 57.79816514 1 2 15 116 327 36.858 5.78 1.03 0.99 100 34.01 Non-Significant #N/A GIGTNEQAIIDVLTK 12 91823262 2xTMT6plex [N-Term; K15] 100 0.321 0.826 3.91865921 64.57 0 2030.189777 2 1015.599731 1.186928756 0.001204845 92.36049684SSSHFNPDPDAETLYK 8 91823262 2xTMT6plex [N-Term; K16] 0.887 0.851 0.854 5.702804089 54.2 0 2266.139197 3 756.0505371 -0.944064635 -0.000713127 46.11302173AYEEDYGSSLEEDIQADTSGYLER 27 91823262 1xTMT6plex [N-Term] 1.289 0.811 100 5.074197292 47.36 0 2969.337351 3 990.449585 -1.060676782 -0.001049836 91.23192367SETHGSLEEAMLTVVK 5 91823262 2xTMT6plex [N-Term; K16] 1.213 100 5.191122532 36.43 0 2189.18879 3 730.3997803 -1.828375746 -0.00133422 82.12384011SWIEQEGVTVK 6 91823262 2xTMT6plex [N-Term; K11] 0.889 0.993 4.310604572 61.9 0 1733.983807 2 867.4944458 -1.264001676 -0.001095879 59.5973183DDVSSFVDPGLALQDAQDLYAAGEK 11 91823262 2xTMT6plex [N-Term; K25] 1.373 0.965 100 4.721148491 46.45 0 3082.562096 3 1028.192383 0.162049453 0.000166509 97.72697534SEIDLNLIK 10 91823262 2xTMT6plex [N-Term; K9] 0.929 1.07 1.078 3.64244175 53.38 0 1502.919416 2 751.9629517 -0.524958078 -0.000394485 77.59300504CTQNLHSYFAER 2 91823262 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.265 4.489290237 29.52 0 1754.848169 3 585.6152344 -9.698420239 -0.005673085 42.67728741ILVCLLQGSR 5 91823262 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.934 100 0.722 2.45731926 29.72 0 1387.829272 2 694.4176636 -0.879972477 -0.000610626 82.56305909LIVALMYPPYR 6 91823262 1xTMT6plex [N-Term] 1.703364611 17.54 0 1564.912273 2 782.9595337 -0.308028249 -0.000241019 87.95973983FITILCTR 8 91823262 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 1.196 2.754993677 28.53 0 1252.728495 2 626.8672485 -1.017570601 -0.00063737 80.84486513EGVIIEILASR 2 91823262 1xTMT6plex [N-Term] 1.116 1.379170179 12.24 0 1428.862346 2 714.9346313 -0.251658033 -0.000179792 99.26305716VFEEYEK 4 91823262 2xTMT6plex [N-Term; K7] 1.031 0.807 3.336134195 39.13 0 1401.766603 2 701.3873291 0.555073236 0.000389042 60.17754059DLTETLK 6 91823262 2xTMT6plex [N-Term; K7] 0.932 0.988 0.957 3.22570467 34.69 0 1277.771689 2 639.3892822 -0.31387992 -0.000200533 44.97509592SIEDSIK 3 91823262 2xTMT6plex [N-Term; K7] 0.995 0.998 3.039762259 34.9 0 1249.740389 2 625.3739014 0.109890323 6.87E-05 44.99581467SETHGSLEEAMLTVVK 1 91823262 2xTMT6plex [N-Term; K16]; 1xOxidation [M11] 1.449336171 0 2205.183705 3 730.3997803 -1.828375746 -0.00133422 82.123840114758032 COPB2 coatomer subunit beta' 9276 NP_004757.1 25.93818985 1 18 18 80 906 102.422 5.27 1.07 1.28 0.99 1.11 Significant 0.006 QQALTVSTDPEHR 6 4758032 1xTMT6plex [N-Term] 1.028 1.402 1.69 4.377293587 43.24 0 1710.897227 3 570.9699707 -1.092164155 -0.00062286 32.08586552DNNQFASASLDR 6 4758032 1xTMT6plex [N-Term] 7.413 3.81 0.99 5.026600361 77.2 0 1566.770964 2 783.888855 -0.338925774 -0.00026551 43.58885633KNWVVTGADDMQIR 4 4758032 2xTMT6plex [N-Term; K1] 1.316 1.402 5.080654144 50.6 1 2091.142115 3 697.7192383 0.500522534 0.000348888 67.70580971AAESLADPTEYENLFPGLK 2 4758032 2xTMT6plex [N-Term; K19] 100 2.480829716 23.07 0 2523.338291 3 841.7841797 -0.120973673 -0.000101753 87.96268412SFGSAQEFAWAHDSSEYAIR 3 4758032 1xTMT6plex [N-Term] 1.231 4.125521183 25.08 0 2488.173068 3 830.0627441 0.245787515 0.000203854 79.97182123VHMFEAHSDYIR 2 4758032 1xTMT6plex [N-Term] 1.052 3.824009418 24.86 0 1733.863091 3 578.6258545 -0.046383961 -2.68E-05 53.35071611GSNNVALGYDEGSIIVK 3 4758032 2xTMT6plex [N-Term; K17] 100 100 2.410783768 15.61 0 2194.211968 2 1097.608276 -1.227039896 -0.001346193 58.8214393VWQLGSSSPNFTLEGHEK 4 4758032 2xTMT6plex [N-Term; K18] 100 2.190507412 9.35 0 2474.307994 3 825.4407959 -0.064508819 -5.32E-05 62.58992649GVNCIDYYSGGDKPYLISGADDR 2 4758032 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.907710195 3.59 0 2993.471507 3 998.4954834 0.130285293 0.000130002 58.74297793QLAELAISK 6 4758032 2xTMT6plex [N-Term; K9] 2.635 100 2.414920807 32.85 0 1430.898286 2 715.9523315 -0.6288945 -0.000449942 58.7013487EAFVVEEWVK 10 4758032 2xTMT6plex [N-Term; K10] 0.884 100 0.769 2.593101978 24.48 0 1693.956529 2 847.4802856 -1.909583204 -0.001617375 76.78009471FELALQLGELK 2 4758032 2xTMT6plex [N-Term; K11] 100 2.157214165 23.07 0 1719.045679 2 860.0250244 -1.690788041 -0.001453271 95.05097952SFKPDFGAESIYGGFLLGVR 3 4758032 2xTMT6plex [N-Term; K3] 100 0.761 1.783233047 0 2618.43828 3 873.4854126 1.300241825 0.001134868 100.4917378AMGDAEIKDGER 5 4758032 2xTMT6plex [N-Term; K8] 0.606 0.702 0.616 3.438351393 5.98 1 1749.920555 3 583.9789429 0.983383661 0.000573614 42.72561847LESTLNYGMER 4 4758032 1xTMT6plex [N-Term] 1.529076695 24.09 0 1541.783109 2 771.3955688 0.487789306 0.000376033 55.66975166AMGDAEIK 8 4758032 2xTMT6plex [N-Term; K8] 0.964 1.148 1.001 3.211769104 41.09 0 1292.728444 2 646.8669434 -1.418558753 -0.000916906 38.60976998VAHFLEK 6 4758032 2xTMT6plex [N-Term; K7] 0.993 3.051260471 26.4 0 1301.798178 2 651.4038696 1.754602096 0.001142069 49.93645446IWDYQNK 4 4758032 2xTMT6plex [N-Term; K7] 1.459 1.324 3.144350767 33.79 0 1424.793821 2 712.8999634 -0.822008188 -0.000585596 66.01105612146231940 CTNND1 catenin delta-1 isoform 1ABC 1500 NP_001078927.1 25.82644628 1 17 17 59 968 108.103 6.23 0.83 0.84 0.75 0.8 Significant 0.0012



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms HYEDGYPGGSDNYGSLSR 6 146231940 1xTMT6plex [N-Term] 0.795 0.551 0.683 4.92966032 36.74 0 2202.988955 3 735.0010376 -0.179654569 -0.000131926 38.88331068TVQPVAMGPDGLPVDASSVSNNYIQTLGR 4 146231940 1xTMT6plex [N-Term] 100 2.275061131 22.73 0 3215.656792 3 1072.553467 -3.403609304 -0.00364828 80.68949071SNAAAYLQHLCYR 2 146231940 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.905 4.401621342 40.5 0 1795.911104 3 599.3083496 -0.338636959 -0.000202721 63.30338934DMDLTEVITGTLWNLSSHDSIK 3 146231940 2xTMT6plex [N-Term; K22] 1.173 6.488376141 70.87 0 2933.533044 3 978.5164185 0.565138033 0.000552617 117.3613433SYEDMIGEEVPSDQYYWAPLAQHER 4 146231940 1xTMT6plex [N-Term] 1.565 4.56301403 37.16 0 3242.493809 3 1081.5 -2.578959435 -0.00278742 84.09190666ALSAIADLLTNEHER 10 146231940 1xTMT6plex [N-Term] 4.252 1.44 0.746 3.364902496 45.99 0 1882.023156 3 628.0117798 -1.259306786 -0.000790015 97.56481372SQSSHSYDDSTLPLIDR 2 146231940 1xTMT6plex [N-Term] 0.634 5.448515415 41.08 0 2150.056307 3 717.3580322 1.505467405 0.001078947 51.66176124EVHLGACGALK 2 146231940 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 0.837 4.208488464 38.15 0 1612.924518 3 538.3131714 0.274513873 0.00014759 49.99024017GKKPIEDPANDTVDFPK 2 146231940 4xTMT6plex [N-Term; K2; K3; K17] 0.726 4.568998814 8.26 1 2787.606246 4 697.6566772 -0.490480184 -0.000341816 58.90398629GIPVLVGLLDHPK 5 146231940 2xTMT6plex [N-Term; K13] 1.162 0.763 2.111810923 35.68 0 1816.146061 3 606.0531616 -0.622123266 -0.000376622 97.89880519SLDNNYSTPNER 2 146231940 1xTMT6plex [N-Term] 0.905 4.512010574 46.74 0 1638.792094 2 819.9007568 1.307897374 0.001071686 35.02362169GYELLFQPEVVR 6 146231940 1xTMT6plex [N-Term] 0.684 100 0.479 3.363567114 25.51 0 1678.936573 2 839.9716797 -0.29209263 -0.000245202 79.57752941QDVYGPQPQVR 2 146231940 1xTMT6plex [N-Term] 0.809 3.402349949 39.63 0 1515.811707 2 758.4094238 -0.089729977 -6.80E-05 36.16437229LVENCVCLLR 2 146231940 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C7] 100 2.222748995 24.08 0 1504.817721 2 752.9122314 -0.355398111 -0.000267405 71.8585006YRPSMEGYR 2 146231940 1xTMT6plex [N-Term] 0.866 3.691568613 28.68 0 1387.698986 3 463.2377625 -0.18122553 -8.38E-05 36.50940318EPNEDCKPR 1 146231940 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.676 2.200709581 0 1602.831012 3 534.947937 -1.094223178 -0.000584618 27.91962781NLAVDAR 4 146231940 1xTMT6plex [N-Term] 0.988 0.842 2.656433821 42.34 0 987.5784599 2 494.2915039 -2.763018444 -0.001364349 34.51463841150418007 RANBP2 E3 SUMO-protein ligase RanBP2 5903 NP_006258.3 7.94044665 1 21 22 62 3224 357.974 6.2 0.99 0.8 1.13 0.97 Significant 0.0095 KAEDIENDALSPEEQEECK 2 150418007 3xTMT6plex [N-Term; K1; K19]; 1xCarbamidomethyl [C18] 0.953 2.849993944 23.88 1 2921.465308 3 974.4866943 -6.76996305 -0.006592737 47.19047243EIDTDSTSQGESK 4 150418007 2xTMT6plex [N-Term; K13] 1.331 3.739021301 43.22 0 1854.933287 2 927.9703369 0.059354224 5.50E-05 32.41316129APGTNVAMASNQAVR 3 150418007 1xTMT6plex [N-Term] 0.627 0.567 3.14530468 18.09 0 1715.906018 2 858.4557495 -1.046459738 -0.000897813 39.38846884SWWDAVCTLIHR 2 150418007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.354 2.612270355 16.72 0 1772.910376 3 591.6414795 -0.27654158 -0.000163428 100.3996673ELVGPPLAETVFTPK 5 150418007 2xTMT6plex [N-Term; K15] 100 1.642799258 10.69 0 2056.209449 2 1028.608887 0.509372963 0.000523689 73.63705307DTSFLGSDDIGNIDVR 4 150418007 1xTMT6plex [N-Term] 1.867869496 10.27 0 1952.976265 2 976.9905396 -1.261140999 -0.001231489 64.77899173EIVETFANK 4 150418007 2xTMT6plex [N-Term; K9] 1.109 100 2.852278233 25.86 0 1508.872465 2 754.940918 1.387676923 0.001046914 61.25513265LQDVADSFK 2 150418007 2xTMT6plex [N-Term; K9] 1.901 2.574217796 18.63 0 1480.841165 2 740.9254761 1.695089586 0.001255079 67.70108082IAVAVLEETTR 2 150418007 1xTMT6plex [N-Term] 2.143 2.829273462 34.21 0 1430.84161 2 715.9233398 -1.542541456 -0.001103566 82.74581899KIESFGSPK 2 150418007 3xTMT6plex [N-Term; K1; K9] 1.074 3.890218258 17.15 1 1680.029918 3 560.6821289 1.140002764 0.000638413 44.55670692ILDDSDSNLSVVK 6 150418007 2xTMT6plex [N-Term; K13] 100 1.351307154 10.58 0 1863.047529 2 932.026123 -1.37387598 -0.001279798 57.63888312EYLESLQCLESDK 4 150418007 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 1.518584967 12.73 0 2072.062193 2 1036.528687 -5.837982646 -0.006048332 72.34932912LLVQHEINTLR 2 150418007 1xTMT6plex [N-Term] 1.232 2.907692432 14.94 0 1564.937242 3 522.3178711 1.161791797 0.000606044 49.6178863KLPVPLESVK 6 150418007 3xTMT6plex [N-Term; K1; K10] 0.774 100 100 2.951070547 8.75 1 1797.181668 3 599.7320557 -0.030079214 -1.80E-05 53.94405158EPTSHDNKDICK 1 150418007 3xTMT6plex [N-Term; K8; K12]; 1xCarbamidomethyl [C11] 1.059 2.280421257 1 2131.142064 4 533.5405884 -0.722914911 -0.000385159 34.13070472LFPGSPAIYK 2 150418007 2xTMT6plex [N-Term; K10] 1.229 3.023577452 36.48 0 1550.934672 2 775.9713135 0.437454354 0.000339232 71.34971609EVADCFK 2 150418007 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.632 3.012645483 26.64 0 1326.712794 2 663.859436 -0.903518601 -0.000599355 46.87048467GFSGAGEK 2 150418007 2xTMT6plex [N-Term; K8] 1.004 2.563373566 19.1 0 1210.683208 2 605.8447876 -0.75142257 -0.000454867 38.10101428GEAGQNLLEMMACDR 2 150418007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.127237558 6.73 0 1923.892418 2 962.4459839 -4.016454604 -0.003863613 70.73515987ALCTGEK 8 150418007 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.788 0.798 2.812403202 43.72 0 1236.702229 2 618.8547363 -0.027058858 -1.67E-05 39.22677832SEEPDSITK 2 150418007 2xTMT6plex [N-Term; K9] 1.337 3.260961771 27.6 0 1463.79936 2 732.4033813 0.086074168 6.30E-05 39.18809221KEGHWDCSICLVR 2 150418007 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C7; C10] 0.562 0.928 2.696742535 1 2118.098871 4 530.2798462 -0.62115815 -0.000328919 52.587484715431301 RPL7 60S ribosomal protein L7 6129 NP_000962.2 41.93548387 1 13 13 139 248 29.207 10.65 1.1 1.11 0.94 1.05 Significant 0.0027 IALTDNALIAR 6 15431301 1xTMT6plex [N-Term] 0.965 1.306 1.59 3.976727247 47.96 0 1399.84703 2 700.427063 -0.129023696 -9.03E-05 62.60010228YGIICMEDLIHEIYTVGK 8 15431301 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C5] 2.339 1.948 100 5.126121521 61.51 0 2612.386838 3 871.4666138 -0.593423372 -0.00051675 112.0195214TTHFVEGGDAGNREDQINR 16 15431301 1xTMT6plex [N-Term] 0.914 1.136 1.116 5.35637331 25.22 1 2345.143164 4 587.0419922 1.268327685 0.000743603 30.30884052TTHFVEGGDAGNR 28 15431301 1xTMT6plex [N-Term] 1.164 1.27 0.498 3.938206911 45.53 0 1589.786949 2 795.3963623 -0.944026258 -0.0007504 26.55785547KTTHFVEGGDAGNREDQINR 16 15431301 2xTMT6plex [N-Term; K1] 0.922 0.899 0.841 5.272515774 22.02 2 2702.401059 5 541.2856445 -0.719091544 -0.000388655 30.41872886IVEPYIAWGYPNLK 6 15431301 2xTMT6plex [N-Term; K14] 1.365 1.066 3.487057686 34.07 0 2121.214869 2 1061.110474 -0.565036759 -0.000599282 99.4978002EVPAVPETLK 12 15431301 2xTMT6plex [N-Term; K10] 1.167 1.118 1.222 3.371179819 45.52 0 1540.935066 2 770.9710083 -0.211396602 -0.000162874 63.34030091AGNFYVPAEPK 6 15431301 2xTMT6plex [N-Term; K11] 2.236 100 2.787 2.966368675 36.82 0 1650.925564 2 825.9642334 -2.649115879 -0.002186747 49.85053756EANNFLWPFK 14 15431301 2xTMT6plex [N-Term; K10] 1.286 100 1.201 2.86511898 29.54 0 1723.957198 2 862.4818726 -0.423248798 -0.000364831 86.13540333KAGNFYVPAEPK 3 15431301 3xTMT6plex [N-Term; K1; K12] 1.384 1.076 3.838106394 31.42 1 2008.183459 3 670.0662231 0.327437013 0.000219185 53.00797213SVNELIYK 12 15431301 2xTMT6plex [N-Term; K8] 1.24 1.177 1.292 4.084879398 42.85 0 1423.856087 2 712.430481 -1.68690218 -0.001200953 50.37579257EVPAVPETLKK 10 15431301 3xTMT6plex [N-Term; K10; K11] 0.886 0.77 0.698 3.496253252 17.85 1 1898.192961 3 633.402771 0.420952083 0.000266349 51.30367972KTTHFVEGGDAGNR 2 15431301 2xTMT6plex [N-Term; K1] 1.357 2.00158906 3.52 1 1947.044844 3 649.6868286 0.559226896 0.000362947 32.4172017819913414 AP2A1 AP-2 complex subunit alpha-1 isoform 1 160 NP_055018.2 23.64380757 1 12 22 88 977 107.478 7.03 0.92 1.46 1.24 1.21 Significant 0.016 EMGEAFAADIPR 4 19913414 1xTMT6plex [N-Term] 1.357 3.796006203 47.07 0 1535.772544 2 768.390625 0.930495864 0.000714515 74.27061351AADLLYAMCDR 8 19913414 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.935 100 4.087017536 49.63 0 1527.749701 2 764.3778687 -0.811700576 -0.000620038 89.54701523YLALESMCTLASSEFSHEAVK 8 19913414 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C8] 100 2.854915142 15.34 0 2831.435973 3 944.4821777 -1.41031862 -0.001331076 91.8656623ACNQLGQFLQHR 8 19913414 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.118 0.567 1.177 4.495413303 38.16 0 1700.885223 3 567.630127 -5.524053296 -0.003131927 48.47381364LEPNAQAQMYR 2 19913414 1xTMT6plex [N-Term] 1.179 3.566688538 35.88 0 1549.799428 2 775.4031982 -0.198700309 -0.000153973 46.09301448DDVQGYAAK 4 19913414 2xTMT6plex [N-Term; K9] 1.08 1.395 3.887354136 63.32 0 1424.778565 2 712.8924561 -0.652480777 -0.00046482 36.02957986ANHPMDAEVTK 2 19913414 2xTMT6plex [N-Term; K11] 0.843 3.695846081 41.14 0 1670.893612 3 557.635437 -1.109457138 -0.000617928 35.65980326TCVSLAVSR 4 19913414 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.763 1.329 3.411153793 45.84 0 1221.682273 2 611.3397217 -8.272609701 -0.00505325 43.9384206NADVELQQR 10 19913414 1xTMT6plex [N-Term] 1.148 1.004 0.712 3.68661499 51.74 0 1301.701094 2 651.3540039 -0.278741027 -0.000181419 30.04954233GLAVFISDIR 2 19913414 1xTMT6plex [N-Term] 0.858 3.168102026 51.33 0 1319.788453 2 660.3973999 -0.704162331 -0.000464673 96.10163646ILVAGDSMDSVK 6 19913414 2xTMT6plex [N-Term; K12] 1.632 1.546 1.866 2.214015961 27.67 0 1692.960628 2 846.9824829 -1.736171319 -0.001469635 55.96323134ATIQGVLR 4 19913414 1xTMT6plex [N-Term] 0.584 1.004 3.051699638 40.74 0 1086.683259 2 543.8449097 -0.659404713 -0.000358282 46.89384734HLCELLAQQF 4 19913414 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.573087573 24.63 0 1487.787801 2 744.3967285 -1.089166579 -0.000810224 68.28084542VAILAEK 4 19913414 2xTMT6plex [N-Term; K7] 1.393 2.203 2.56475234 34.5 0 1201.79203 2 601.3995972 -0.093846572 -5.64E-05 59.93929369VLQIVTNR 2 19913414 1xTMT6plex [N-Term] 1.291 2.618297815 21.42 0 1171.736023 2 586.3707886 -1.470093544 -0.000861281 60.70603338FINLFPETK 2 19913414 2xTMT6plex [N-Term; K9] 2.095532417 12.13 0 1566.929586 2 783.968689 0.328565937 0.00025742 85.21771061LINNAIK 4 19913414 2xTMT6plex [N-Term; K7] 1.624 1.558 3.213801384 36.23 0 1243.813829 2 622.4102783 -0.441014051 -0.00027427 46.11044332QSAALCLLR 2 19913414 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.71 2.52968049 15.34 0 1260.729558 2 630.8650513 -5.339662972 -0.003365935 49.63532898ALQVGCLLR 2 19913414 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.302313209 13.78 0 1258.750293 2 629.8789063 0.192754672 0.000121315 72.96437539ALLLSTYIK 3 19913414 2xTMT6plex [N-Term; K9] 100 1.354979038 1.5 0 1479.955073 2 740.480896 -0.376759959 -0.000278794 81.92103943IAGDYVSEEVWYR 1 19913414 1xTMT6plex [N-Term] 1.293 1.235443473 0 1815.911481 2 908.4581909 -1.308056085 -0.001187657 72.44662385FFQPTEMAAQDFFQR 2 19913414 1xTMT6plex [N-Term] 100 1.118708611 0.26 0 2092.015962 2 1046.509277 -2.239104569 -0.002342121 88.486196514502443 DST dystonin isoform 1e precursor 667 NP_001714.1 9.701774254 1 22 22 66 2649 306.564 6.32 0.9 1.1 0.94 0.98 Significant 0.0039 SVQEIAEQLLLENHPAR 6 4502443 1xTMT6plex [N-Term] 0.846 100 0.562 4.035295963 64.35 0 2176.192347 3 726.0684814 -0.668839804 -0.000485175 84.34548194EAMFFESYGHSSHMLTDTK 2 4502443 2xTMT6plex [N-Term; K19] 100 3.490668535 38.83 0 2676.283829 4 669.8272705 1.278904432 0.000855678 69.47705754GLVDEGFAQQLR 4 4502443 1xTMT6plex [N-Term] 0.877 3.438821077 37.12 0 1561.853572 2 781.4297485 -0.865240962 -0.00067569 70.40718176YAEQYSATVK 2 4502443 2xTMT6plex [N-Term; K10] 0.974 3.473919153 49.31 0 1617.888844 2 809.4477539 -0.378633861 -0.000306294 34.53632792YYQADQLVQR 4 4502443 1xTMT6plex [N-Term] 1.498 1.11 3.633483887 35 0 1512.800808 2 756.902832 -1.600063595 -0.001210289 42.9803696TMLPGEHQQVLSNLQSR 4 4502443 1xTMT6plex [N-Term] 1 0.986 4.435422897 19.66 0 2167.149102 3 723.0542603 -0.403344782 -0.000291369 57.97624771AIEEFESSLK 4 4502443 2xTMT6plex [N-Term; K10] 0.698 0.763 2.659338236 36.77 0 1610.904159 2 805.9568481 1.403062404 0.0011301 73.36769126SSDSVFSNTTSTR 2 4502443 1xTMT6plex [N-Term] 100 2.853281736 21.38 0 1617.791759 2 809.4000244 0.626099199 0.000506449 38.3030859KIQENQPENSK 2 4502443 3xTMT6plex [N-Term; K1; K11] 0.968 4.349477768 11.1 1 2002.153615 3 668.0559692 -0.130112472 -8.68E-05 33.64984951QYDMHTEVTTLK 6 4502443 2xTMT6plex [N-Term; K12] 0.777 0.804 0.452 3.634178162 21.68 0 1924.02502 3 642.0152588 3.224270539 0.002067859 34.50546134QQVDELTAANR 2 4502443 1xTMT6plex [N-Term] 1.259 3.951401949 32.45 0 1473.785886 2 737.3977661 1.607707459 0.001184708 40.7025058ILTTEQTK 4 4502443 2xTMT6plex [N-Term; K8] 1.132 1.015 3.594571352 38.42 0 1391.851002 2 696.4302368 1.577189519 0.001097606 40.34182648ADFDFHTGLK 2 4502443 2xTMT6plex [N-Term; K10] 0.871 2.640938759 14.61 0 1608.878613 3 536.9645996 0.392874963 0.000210696 58.85045633ASNVASIK 2 4502443 2xTMT6plex [N-Term; K8] 0.454 2.600841761 39.48 0 1247.772358 2 624.3913574 2.468866802 0.001540292 37.74715903WTQEPQPLEEK 2 4502443 2xTMT6plex [N-Term; K11] 2.156211138 18.55 0 1843.000185 2 921.9975586 -6.698025643 -0.006172231 51.48238556EQMQQGQHMEANHYQK 1 4502443 2xTMT6plex [N-Term; K16] 1.292 1.784680009 0 2445.180368 4 612.0509644 0.678891381 0.000415003 36.95848988INEEIEK 8 4502443 2xTMT6plex [N-Term; K7] 0.631 1.015 2.979470015 36.31 0 1332.777503 2 666.8921509 -0.358193462 -0.000238696 53.06544247ELTYELNALQLEK 1 4502443 2xTMT6plex [N-Term; K13] 1.400922298 0 2022.152328 2 1011.579163 -0.632931886 -0.000639942 76.88166767LTIEAYR 6 4502443 1xTMT6plex [N-Term] 0.894 1.181 1.432 2.520578861 23.16 0 1094.640726 2 547.8240967 0.174467632 9.55E-05 53.97489739VVEQIPK 2 4502443 2xTMT6plex [N-Term; K7] 1.04 2.776000261 31.02 0 1270.813494 2 635.9098511 -0.840927144 -0.000534331 54.22218798LLEVSEPLMTGISSLYYSS 2 4502443 1xTMT6plex [N-Term] 0.918774307 2.14 0 2318.203882 2 1159.60437 -1.043219556 -0.001209198 110.5132347MLVSEIEMK 2 4502443 2xTMT6plex [N-Term; K9] 1.127480865 0.26 0 1537.873393 2 769.4398804 -0.591321637 -0.000454689 65.699280224503607 ETFA electron transfer flavoprotein subunit alpha, mitochondrial isoform a 2108 NP_000117.1 48.64864865 1 12 12 76 333 35.058 8.38 0.76 0.79 0.75 0.77 Significant 0.00025 AAVDAGFVPNDMQVGQTGK 12 4503607 2xTMT6plex [N-Term; K19] 0.685 0.78 0.7 3.528484821 35.32 0 2363.242951 3 788.4187012 -0.592721275 -0.000466915 62.07328485ASSTSPVEISEWLDQK 12 4503607 2xTMT6plex [N-Term; K16] 1.093 3.101750851 43.96 0 2235.190899 3 745.7349854 -0.221844726 -0.000165288 94.11531919GLLPEELTPLILATQK 11 4503607 2xTMT6plex [N-Term; K16] 0.651 0.01 2.939 3.760590792 39.48 0 2194.346277 3 732.1206055 0.449325733 0.000328659 104.8804219LLYDLADQLHAAVGASR 6 4503607 1xTMT6plex [N-Term] 0.69 0.951 0.644 4.098881245 49.86 0 2042.123205 3 681.3786621 -0.867446132 -0.000590477 101.7572958TIYAGNALCTVK 2 4503607 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 0.914 3.514418602 63.9 0 1769.003162 2 885.0048828 -0.380607008 -0.000336648 63.17323755GTSFDAAATSGGSASSEK 8 4503607 2xTMT6plex [N-Term; K18] 0.808 0.741 0.903 4.966082096 77.82 0 2089.044963 2 1045.026123 0.00322815 3.37E-06 45.78988645VLVAQHDVYK 8 4503607 2xTMT6plex [N-Term; K10] 0.765 0.828 0.728 4.49180603 59.84 0 1629.972848 3 543.9954224 -0.695950339 -0.000378127 42.63490077DPEAPIFQVADYGIVADLFK 2 4503607 2xTMT6plex [N-Term; K20] 0.429 2.627604723 14.85 0 2666.448176 3 889.4837036 -4.357208312 -0.003872757 109.9507939TIVAINKDPEAPIFQVADYGIVADLFK 4 4503607 3xTMT6plex [N-Term; K7; K27] 3.280320406 2.96 1 3635.070332 4 909.5233154 0.302538507 0.000274937 104.86581SDRPELTGAK 4 4503607 2xTMT6plex [N-Term; K10] 0.732 0.69 2.82839942 23.18 0 1531.884427 3 511.2993164 -0.673126008 -0.000343717 33.71099018VVVSGGR 4 4503607 1xTMT6plex [N-Term] 0.813 0.762 2.550564289 25.19 0 902.5620816 2 451.7847595 0.178184938 8.04E-05 30.07515199VVPEMTEILK 3 4503607 2xTMT6plex [N-Term; K10] 0.646 0.785 2.947626114 26.96 0 1616.969737 2 808.989624 1.38206475 0.001117378 79.62631746119395758 DIAPH1 protein diaphanous homolog 1 isoform 1 1729 NP_005210.3 17.45283019 1 20 20 71 1272 141.258 5.41 0.89 1.2 1.41 1.17 Significant 0.016 EQLIDMNAEGDETGVMDSLLEALQSGAAFR 3 119395758 1xTMT6plex [N-Term] 0.694 6.054899216 68.81 0 3439.655865 3 1147.222656 -0.712170082 -0.00081654 112.1383859KLSVEEFFMDLHNFR 2 119395758 2xTMT6plex [N-Term; K1] 1.075 3.50835371 25.55 1 2370.268044 4 593.3225098 0.069841257 4.14E-05 101.1691838DVQNFPAATDEKDK 2 119395758 3xTMT6plex [N-Term; K12; K14] 1.894 4.246397972 14.78 1 2265.232987 3 755.744873 -5.704256228 -0.004307156 41.8746574MMHSNMETLYK 4 119395758 2xTMT6plex [N-Term; K11] 1.068 1.062 4.654926777 43.86 0 1842.931653 3 614.9822998 0.375941268 0.000230945 46.94150195EMVSQYLYTSK 4 119395758 2xTMT6plex [N-Term; K11] 1.779 100 3.251138926 25.23 0 1806.971193 2 903.9896851 0.498274234 0.000450184 66.36139721ELGEYFLFDPK 4 119395758 2xTMT6plex [N-Term; K11] 1.479 100 2.004081011 21.04 0 1815.993309 2 908.5001221 -0.187929864 -0.00017064 92.44933971LVAEDLSQDCFWTK 4 119395758 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 1.823877811 9.54 0 2170.125462 2 1085.565063 -1.203495798 -0.001305868 102.0012231DAQEQYNK 5 119395758 2xTMT6plex [N-Term; K8] 1.763 1.313 3.591803551 34.61 0 1453.768729 2 727.3885498 0.7527259 0.000547145 28.00519985KLDSELTAR 4 119395758 2xTMT6plex [N-Term; K1] 1.394 1.27 2.688643456 16.88 1 1490.894264 3 497.6364136 0.284341195 0.000141308 40.90413934EETAGSYDSR 2 119395758 1xTMT6plex [N-Term] 1.99330759 36.66 0 1343.627654 2 672.3175049 0.05871837 3.94E-05 22.76672903AEMDEVER 4 119395758 1xTMT6plex [N-Term] 1.174 1.214 3.408712626 40 0 1207.582618 2 604.2937622 -1.963125257 -0.001185318 32.25899002SAMMYIQELR 4 119395758 1xTMT6plex [N-Term] 0.79 2.080068588 19.55 0 1470.764622 2 735.8862305 0.382139665 0.000281019 82.28849977VLEAMTER 8 119395758 1xTMT6plex [N-Term] 0.709 1.368 1.279 2.987036943 40.4 0 1177.644825 2 589.3266602 1.035017073 0.000609441 50.00351008LNAILFK 4 119395758 2xTMT6plex [N-Term; K7] 1.638 1.241 2.842590332 37.28 0 1276.839315 2 638.9228516 -0.695894142 -0.000444272 80.84903438LIEECISQIVLHK 2 119395758 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 100 1.906762242 15.44 0 2040.192754 3 680.7344971 -1.870357129 -0.001271963 91.39743212EIENEDMR 2 119395758 1xTMT6plex [N-Term] 1.156 2.484454155 25.61 0 1264.604082 2 640.8033447 0.324623966 0.000207857 28.72413353EIENEDMR 2 119395758 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.475 1.933045149 29.6 0 1280.598997 2 640.8033447 0.324623966 0.000207857 28.72413353FPDELAHVEK 4 119395758 2xTMT6plex [N-Term; K10] 1.247 2.532 2.641855001 21.9 0 1642.920478 3 548.3118286 0.276531853 0.00015144 52.16808268QMPEPEQLK 2 119395758 2xTMT6plex [N-Term; K9] 0.846 3.199948788 17.14 0 1557.871085 2 779.4387817 -0.512509312 -0.000399212 50.34623668LYKPEVQLR 3 119395758 2xTMT6plex [N-Term; K3] 1.933 1.868 2.164093018 5.43 0 1603.993584 3 535.3364258 0.710983985 0.000380138 50.41927418EKDIIIK 4 119395758 3xTMT6plex [N-Term; K2; K7] 0.712 2.431831598 9.52 1 1546.018291 3 516.0111084 0.311105836 0.000160325 46.63788445156071459 SLC25A5 ADP/ATP translocase 2 292 NP_001143.2 45.30201342 1 6 16 122 298 32.831 9.69 0.99 0.99 1 1 Significant 0.000011 DFLAGGVAAAISK 19 156071459 2xTMT6plex [N-Term; K13] 1.243 0.804 100 4.466392994 66.78 0 1677.993978 2 839.4998779 -0.892911801 -0.00074915 90.72780073LLLQVQHASK 24 156071459 2xTMT6plex [N-Term; K10] 1.093 1.118 1.078 4.600649834 62.09 0 1595.004483 2 798.0054321 -0.561172208 -0.000447536 56.80001662AAYFGIYDTAK 4 156071459 2xTMT6plex [N-Term; K11] 1.593 100 4.610656738 66.95 0 1677.925229 2 839.4656372 -0.733945659 -0.000615753 72.95003215GMGGAFVLVLYDEIK 4 156071459 2xTMT6plex [N-Term; K15] 1.309 3.785112858 44.77 0 2070.170955 2 1035.588257 -0.83008996 -0.000859214 116.5761027GMGGAFVLVLYDEIKK 4 156071459 3xTMT6plex [N-Term; K15; K16] 0.738 5.55839777 41.86 1 2427.42885 3 809.8138428 -0.772574523 -0.000625123 103.8980395QIFLGGVDK 6 156071459 2xTMT6plex [N-Term; K9] 1.34 2.343 1.377 3.379742146 46.05 0 1434.872072 2 717.9408569 1.648660696 0.001182809 45.95248601GTDIMYTGTLDCWR 6 156071459 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.088 0.911 100 2.08856988 25.38 0 1917.903635 2 959.4553223 -0.139271205 -0.000133554 75.11820304EQGVLSFWR 11 156071459 1xTMT6plex [N-Term] 1.235 1.527 0.958 3.309967995 39.53 0 1350.736751 2 675.8718262 -0.278067691 -0.000187798 67.36787463GLGDCLVK 6 156071459 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.054 0.666 0.794 3.284594774 43.17 0 1319.775729 2 660.3927612 1.90719596 0.001258535 52.41706808GAWSNVLR 6 156071459 1xTMT6plex [N-Term] 1.193 1.038 1.233 3.101995945 41.19 0 1131.647208 2 566.3270264 -0.381758221 -0.000216008 48.52633178GMGGAFVLVLYDEIKK 4 156071459 3xTMT6plex [N-Term; K15; K16]; 1xOxidation [M2] 0.797 3.442583799 11.02 1 2443.423765 3 809.8138428 -0.772574523 -0.000625123 103.8980395QIFLGGVDKR 6 156071459 2xTMT6plex [N-Term; K9] 0.783 0.696 0.903 4.609538078 28.24 1 1590.973183 3 530.9959717 0.112634873 5.97E-05 46.96725051GNLANVIR 4 156071459 1xTMT6plex [N-Term] 1.148 1.201 2.589091778 58.69 0 1085.662858 2 543.3349609 -0.196133632 -0.000106467 52.83431799YFPTQALNFAFK 4 156071459 2xTMT6plex [N-Term; K12] 1.745 1.049 2.621410847 14.25 0 1905.067477 2 953.0360107 -1.434041397 -0.001365973 101.2922915GTDIMYTGTLDCWR 6 156071459 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12]; 1xOxidation [M5] 100 100 1.573530197 12.03 0 1933.89855 2 959.4553223 -0.139271205 -0.000133554 75.11820304GIIDCVVR 4 156071459 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.092 0.512 2.453022718 32.5 0 1160.665895 2 580.8362427 -0.591228225 -0.000343109 55.60796221KGTDIMYTGTLDCWR 3 156071459 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C13] 1.702 2.324502707 5.63 1 2275.16153 3 759.057373 -1.742333159 -0.001321363 57.67905106LAADVGK 7 156071459 2xTMT6plex [N-Term; K7] 0.899 0.956 0.902 2.867013931 36.39 0 1131.71378 2 566.3599243 -1.067573099 -0.000604094 39.55778558124256496 HSPA1L heat shock 70 kDa protein 1-like 3305 NP_005518.3 28.23712949 1 2 15 170 641 70.331 6.02 0.51 0.01 0.26 Non-Significant #N/A SINPDEAVAYGAAVQAAILMGDK 17 124256496 2xTMT6plex [N-Term; K23] 1.141 100 1.246 4.268444061 46.61 0 2762.479887 3 921.4978638 -0.307166546 -0.000282847 103.8219879ATAGDTHLGGEDFDNR 12 124256496 1xTMT6plex [N-Term] 0.833 0.876 0.851 4.630966663 42.42 0 1904.893598 3 635.637146 1.725155822 0.001095413 25.28270071IINEPTAAAIAYGLDK 31 124256496 2xTMT6plex [N-Term; K16] 1.572 1.737 2.328 4.13507843 46.05 0 2118.221077 2 1059.61499 0.768167576 0.000813574 75.35766658DAGVIAGLNVLR 10 124256496 1xTMT6plex [N-Term] 0.861 0.989 4.103200912 66.89 0 1426.857929 2 713.932312 -0.407606497 -0.000290798 81.84942328VEILANDQGNR 48 124256496 1xTMT6plex [N-Term] 1.325 1.311 1.289 4.071812153 54.4 0 1457.790972 2 729.3981323 -1.360662537 -0.000991781 36.49181231TTPSYVAFTDTER 12 124256496 1xTMT6plex [N-Term] 1.291 1.404 4.477664471 71.19 0 1716.864196 2 858.9349365 -0.931671316 -0.000799777 51.60226222SINPDEAVAYGAAVQAAILMGDK 13 124256496 2xTMT6plex [N-Term; K23]; 1xOxidation [M20] 1.826 2.541149616 26.48 0 2778.474802 3 921.4978638 -0.307166546 -0.000282847 103.8219879FEELCADLFR 2 124256496 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.01 3.005153179 26.92 0 1528.766731 2 764.8865967 -0.532645438 -0.000407145 95.573143AFYPEEISSMVLTK 10 124256496 2xTMT6plex [N-Term; K14] 0.866 0.93 0.752 3.058972836 26.75 0 2073.134236 2 1037.070313 -0.427955887 -0.000443605 87.71425392GVPQIEVTFDIDANGILNVTATDK 2 124256496 2xTMT6plex [N-Term; K24] 100 2.650573015 23.83 0 2988.629387 3 996.8739014 -7.440396769 -0.007412196 115.3000616YKAEDEVQR 14 124256496 2xTMT6plex [N-Term; K2] 0.724 0.793 0.743 2.897931337 15.46 1 1595.879342 2 798.4438477 0.674845818 0.000538486 32.73629936NALESYAFNMK 2 124256496 2xTMT6plex [N-Term; K11] 0.01 1.596866608 6.25 0 1745.929663 2 873.4682007 -0.308129717 -0.000268986 63.63010502GTLEPVEK 2 124256496 2xTMT6plex [N-Term; K8] 0.511 3.294013977 23.46 0 1330.798238 2 665.9041138 2.038572779 0.001356465 41.85083847LIGDAAK 8 124256496 2xTMT6plex [N-Term; K7] 1.088 1.128 0.991 2.640163898 25.21 0 1145.72943 2 573.368042 -0.543667299 -0.000311448 38.40743522ITITNDK 9 124256496 2xTMT6plex [N-Term; K7] 1.307 1.284 1.082 3.007526398 39.15 0 1262.772023 2 631.8894043 -0.389061716 -0.000245648 34.74030574AEDEVQR 2 124256496 1xTMT6plex [N-Term] 0.728 2.401926279 22.94 0 1075.558118 2 538.2827148 0.032334375 1.74E-05 23.02407717217272892 EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component isoform a 9343 NP_004238.3 27.36625514 1 18 19 60 972 109.366 5 0.88 1.11 1.2 1.06 Significant 0.0079 GHVTQDAPIPGSPLYTIK 2 217272892 2xTMT6plex [N-Term; K18] 1.17 5.453670979 72.22 0 2352.332752 3 784.7818604 -0.733108575 -0.000574838 59.70423179GLSEDVSISK 4 217272892 2xTMT6plex [N-Term; K10] 1.177 0.985 4.389397144 59.44 0 1492.862295 2 746.9343262 -0.615573354 -0.000459483 46.82694891LMEPYYFVEVQAPADCVSAVYTVLAR 2 217272892 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.963 3.387854338 13.18 0 3220.62601 3 1074.212158 -1.269380739 -0.001362734 106.3744639VLSGTIHAGQPVK 4 217272892 2xTMT6plex [N-Term; K13] 1.464 1.368 3.625695467 23.36 0 1765.073625 3 589.0292358 -0.266584046 -0.000156847 49.88697004ILDAVVAQEPLHR 2 217272892 1xTMT6plex [N-Term] 1.966 2.749413252 39.39 0 1689.98492 3 563.9995117 -0.555273446 -0.000312801 73.2020674SFVEFILEPLYK 4 217272892 2xTMT6plex [N-Term; K12] 2.045 1.006 3.497104645 31.79 0 1943.129408 2 972.0673828 -0.987739155 -0.000959652 113.2913093RYDQDLCYTDILFTEQER 2 217272892 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.481 4.084206581 16.19 1 2594.239433 3 865.4195557 1.804344706 0.001560301 77.4207877GNEEAQIFRPLK 4 217272892 2xTMT6plex [N-Term; K12] 1.074 0.526 2.279075623 14.82 0 1860.074353 3 620.6962891 -0.021022009 -1.30E-05 55.66524789YDWDLLAAR 4 217272892 1xTMT6plex [N-Term] 1.22 2.16 2.9641366 32.65 0 1351.720767 2 676.3637085 -0.463496476 -0.000313259 83.03485293NVTLCGHLHHGK 2 217272892 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 0.551 2.353522778 2.66 0 1831.016127 4 458.5099182 0.93714716 0.000428983 31.34147212GLAEDIENEVVQITWNR 3 217272892 1xTMT6plex [N-Term] 1.566300035 12.09 0 2215.155627 2 1108.078979 -2.232057904 -0.002472178 105.443779DSIVQGFQWGTR 4 217272892 1xTMT6plex [N-Term] 100 100 2.686424971 33.66 0 1622.848821 2 811.9283447 0.364811015 0.000296017 78.58037913SYPSLTTK 6 217272892 2xTMT6plex [N-Term; K8] 1.065 1.185 1.192 3.479939699 36.35 0 1354.798238 2 677.9028931 0.200415682 0.000135761 44.17142123TLDELGIHLTK 4 217272892 2xTMT6plex [N-Term; K11] 0.825 100 2.259111404 22.69 0 1698.020192 3 566.6773682 -1.55535124 -0.000880339 62.24213513GGGQIIPTAR 2 217272892 1xTMT6plex [N-Term] 2.065 2.908091545 32.06 0 1198.710537 2 599.8590088 0.170481629 0.000102179 39.39309849TCFVDCLIEQTHPEIR 2 217272892 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C6] 100 2.317787647 17.57 0 2247.10994 3 749.708252 0.117070096 8.77E-05 78.63917988AFIPAIDSFGFETDLR 3 217272892 1xTMT6plex [N-Term] 100 100 1.207 1.187977552 0 2028.063958 2 1014.534363 -1.237319983 -0.001254682 94.53024059SIWAFGPDATGPNILVDDTLPSEVDK 2 217272892 2xTMT6plex [N-Term; K26] 1.324017644 0 3215.687631 3 1072.563843 -3.313580457 -0.003551813 99.56843472ALLGSVK 4 217272892 2xTMT6plex [N-Term; K7] 0.77 0.833 2.689048767 27.14 0 1145.765816 2 573.3857422 -1.40344997 -0.000804012 51.751329164502643 CCT6A T-complex protein 1 subunit zeta isoform a 908 NP_001753.1 40.48964218 1 17 17 92 531 57.988 6.68 1.23 1.28 1.19 1.23 Significant 0.00045 DGNVLLHEMQIQHPTASLIAK 4 4502643 2xTMT6plex [N-Term; K21] 1.211 100 4.057944775 18.02 0 2773.54349 4 694.1426392 1.888129984 0.001309203 69.93987688AQLGVQAFADALLIIPK 4 4502643 2xTMT6plex [N-Term; K17] 1.55 3.463075638 46.06 0 2226.362596 2 1113.681396 -3.179909356 -0.003539816 116.8190801QADLYISEGLHPR 8 4502643 1xTMT6plex [N-Term] 1.259 1.341 4.517929554 65.09 0 1727.927799 3 576.6466675 -1.360090737 -0.00078338 50.19036629IITEGFEAAK 12 4502643 2xTMT6plex [N-Term; K10] 1.226 1.385 1.31 4.662745476 66.9 0 1536.903766 2 768.956665 1.488608575 0.001143924 64.37581776MLVSGAGDIK 4 4502643 2xTMT6plex [N-Term; K10] 1.131 1.239 4.324973106 58.07 0 1448.854707 2 724.9315796 0.811378589 0.000587785 58.88598053VHAELADVLTEAVVDSILAIK 2 4502643 2xTMT6plex [N-Term; K21] 100 2.583815575 16.15 0 2664.558789 3 888.8563843 -1.572229514 -0.001396433 113.8823897KQDEPIDLFMIEIMEMK 4 4502643 3xTMT6plex [N-Term; K1; K17] 1.801 1.039 2.669579268 25.73 1 2797.515693 3 933.1738281 -3.131912726 -0.002920525 106.1831752GIDPFSLDALSK 10 4502643 2xTMT6plex [N-Term; K12] 1.746 1.367 0.634 2.736771345 39.58 0 1720.988558 2 860.9978638 -0.062086954 -5.34E-05 79.29535001ALQFLEEVK 8 4502643 2xTMT6plex [N-Term; K9] 2.651 1.36 1.061 3.588950157 47.78 0 1534.924501 2 767.9663696 0.626459355 0.000480784 89.69088362GFVVINQK 8 4502643 2xTMT6plex [N-Term; K8] 1.182 1.102 1.466 3.803432703 48.62 0 1362.850942 2 681.9309692 2.729239455 0.001859773 54.51331597VATAQDDITGDGTTSNVLIIGELLK 4 4502643 2xTMT6plex [N-Term; K25] 2.186394691 17.47 0 3002.666167 3 1001.558594 -1.644811553 -0.001646273 100.7701392VLAQNSGFDLQETLVK 6 4502643 2xTMT6plex [N-Term; K16] 100 100 100 2.148735523 10.39 0 2220.264004 2 1110.634521 -1.007867193 -0.001118866 78.71231278TEVNSGFFYK 6 4502643 2xTMT6plex [N-Term; K10] 1.806488514 18.18 0 1649.893929 2 825.4492188 -1.677865438 -0.00138415 58.83581696ETLIDVAR 2 4502643 1xTMT6plex [N-Term] 1.297 2.966023207 31.48 0 1145.672754 2 573.3400269 0.020058902 1.15E-05 54.47966944SVTLLIK 6 4502643 2xTMT6plex [N-Term; K7] 1.318 1.157 0.772 2.79991293 39.98 0 1231.838981 2 616.4224243 -1.14354815 -0.000704334 72.07302782EMDRETLIDVAR 2 4502643 1xTMT6plex [N-Term] 1.151 2.50767374 2.58 1 1676.883886 3 559.6325684 -0.437580611 -0.000244591 52.56771706GLQDVLR 2 4502643 1xTMT6plex [N-Term] 1.013 2.519158125 27.22 0 1029.62541 2 515.315979 -0.707715816 -0.000364341 54.697523534507949 YWHAB 14-3-3 protein beta/alpha 7529 NP_003395.1 55.28455285 1 5 11 211 246 28.065 4.83 1.26 1.18 1.21 1.22 Significant 0.00037 QTTVSNSQQAYQEAFEISK 7 4507949 2xTMT6plex [N-Term; K19] 1.515 100 4.854146004 55.06 0 2617.350981 3 873.1229248 1.237982252 0.001080078 90.47265715AVTEQGHELSNEER 30 4507949 1xTMT6plex [N-Term] 1.081 1.054 1.094 5.924292088 62.96 0 1827.903435 2 914.4563599 1.098622895 0.001004088 31.83391547TAFDEAIAELDTLNEESYK 14 4507949 2xTMT6plex [N-Term; K19] 1.812 2.717 6.439 4.686876297 47.4 0 2617.328514 3 873.1152344 1.007036368 0.000878582 102.8490966YLSEVASGDNK 4 4507949 2xTMT6plex [N-Term; K11] 1.634 1.42 5.041928291 62.12 0 1640.889572 2 820.9488525 0.521941354 0.000428224 45.82320102DSTLIMQLLR 37 4507949 1xTMT6plex [N-Term] 1.27 1.271 1.324 4.110405922 66.2 0 1418.823852 2 709.9172974 2.443154983 0.001733203 90.31582375YDDMAAAMK 12 4507949 2xTMT6plex [N-Term; K9] 1.054 1.309 1.151 4.237743855 54.62 0 1473.748193 2 737.3778076 0.098791894 7.28E-05 52.30776316VISSIEQK 56 4507949 2xTMT6plex [N-Term; K8] 1.111 0.959 0.957 3.934776306 49.24 0 1361.840437 2 681.4239502 0.137042946 9.33E-05 59.72555441NLLSVAYK 24 4507949 2xTMT6plex [N-Term; K8] 0.874 0.882 0.72 3.972506762 46.76 0 1365.850608 2 683.4294434 0.733725009 0.000501079 92.81997229



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms YDDMAAAMK 25 4507949 2xTMT6plex [N-Term; K9]; 1xOxidation [M] 1.215 0.88 1.298 2.709822893 42.15 0 1489.743108 2 737.3778076 0.098791894 7.28E-05 52.30776316DNLTLWTSENQGDEGDAGEGEN 6 4507949 1xTMT6plex [N-Term] 1.41 2.251163483 19.97 0 2580.117128 3 860.7113037 0.864175036 0.000743224 70.91676967DSTLIMQLLR 14 4507949 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.102 100 1.706976891 33.93 0 1434.818767 2 709.9172974 2.443154983 0.001733203 90.31582375EMQPTHPIR 4 4507949 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.564 100 2.449209452 23.08 0 1353.714636 3 451.908905 -1.827720587 -0.000824737 18.46995257LAEQAER 6 4507949 1xTMT6plex [N-Term] 1.208 0.935 1.021 2.81289196 25.93 0 1045.583939 2 523.2957764 0.322273863 0.000168482 26.087209834507651 TPM4 tropomyosin alpha-4 chain isoform Tpm4.2cy 7171 NP_003281.1 49.59677419 1 4 14 122 248 28.504 4.69 0.93 1.04 0.98 0.98 Significant 0.001 IQALQQQADEAEDR 4 4507651 1xTMT6plex [N-Term] 0.996 1.696 4.554738522 74.45 0 1843.934735 2 922.4708862 -0.12972751 -0.000119605 56.4008338KIQALQQQADEAEDR 7 4507651 2xTMT6plex [N-Term; K1] 0.334 1.073 0.989 7.641087055 46.97 1 2201.19263 3 734.4031982 1.095527275 0.000803822 50.15262824EKAEGDVAALNR 14 4507651 2xTMT6plex [N-Term; K2] 0.993 1 0.971 3.843165398 46.39 1 1730.980118 2 865.9940186 0.370991768 0.00032109 38.28920085IQLVEEELDR 18 4507651 1xTMT6plex [N-Term] 1.297 2.38 1.828 3.785353422 49.84 0 1472.815789 2 736.911499 -0.046111079 -3.40E-05 68.55083794AEGDVAALNR 6 4507651 1xTMT6plex [N-Term] 0.948 1.026 0.982 4.27511692 56.26 0 1244.67963 2 622.8432007 -0.406203171 -0.000252796 35.2050086KLVILEGELER 15 4507651 2xTMT6plex [N-Term; K1] 0.853 0.956 0.684 4.428694725 31.82 1 1757.093692 3 586.3692017 -0.364123743 -0.000213267 59.71334727EENVGLHQTLDQTLNELNCI 15 4507651 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 100 1.513 0.707 3.414426565 22.44 0 2569.276547 3 857.0984497 1.653882335 0.001416427 85.66828029MEIQEMQLK 20 4507651 2xTMT6plex [N-Term; K9] 1.324 0.962 3.55449605 46.32 0 1607.890106 2 804.4488525 0.200447856 0.000161149 72.61134951SLEAASEK 6 4507651 2xTMT6plex [N-Term; K8] 1.099 0.859 1.023 3.799231529 49.52 0 1292.746202 2 646.8760376 -1.085932169 -0.000701917 34.71213245YSEKEDKYEEEIK 4 4507651 4xTMT6plex [N-Term; K4; K7; K13] 1.247 1.244 4.074170113 13.75 2 2606.437115 2 1303.714355 -6.016290363 -0.007840541 43.42246357CGDLEEELK 2 4507651 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 1.337 2.410672665 15.73 0 1550.81363 2 775.9111938 0.954876385 0.000740418 56.19358147TIDDLEEK 4 4507651 2xTMT6plex [N-Term; K8] 0.951 1.374 3.846661568 22.09 0 1420.793546 2 710.8937988 -9.308469751 -0.006612707 46.8645142EDKYEEEIK 13 4507651 3xTMT6plex [N-Term; K3; K9] 1.54 1.287 1.151 2.958414555 24.3 1 1870.041271 2 935.5215454 -2.917801748 -0.002728205 47.94373045HIAEEADR 4 4507651 1xTMT6plex [N-Term] 100 1.038 2.72195363 28.11 0 1169.611216 2 585.3092651 0.03179128 1.86E-05 20.5357192935493916 RPN2 dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2 isoform 1 precursor 6185 NP_002942.2 36.76703645 1 15 15 78 631 69.241 5.69 1.59 1.41 1.67 1.55 Significant 0.0024 LQVTNVLSQPLTQATVK 6 35493916 2xTMT6plex [N-Term; K17] 100 2.894384861 39.74 0 2298.379702 2 1149.692383 -0.96306759 -0.001106747 71.16746753SNLDPSNVDSLFYAAQASQALSGCEISISNETK 11 35493916 2xTMT6plex [N-Term; K33]; 1xCarbamidomethyl [C24] 1.841 2.316 1.983 4.99356842 45.45 0 3974.969361 4 994.4976807 -0.117760342 -0.000117023 95.27936893SIVEEIEDLVAR 8 35493916 1xTMT6plex [N-Term] 1.635 1.707 4.325984001 62.33 0 1601.894768 2 801.4501953 -1.032442975 -0.000826933 109.8841686ASLDRPFTNLESAFYSIVGLSSLGAQVPDAK 10 35493916 2xTMT6plex [N-Term; K31] 100 100 3.310055494 16.26 0 3711.999797 3 1238.003418 -1.103462816 -0.001365351 113.8766822FSSGYYDFLVEVEGDNR 2 35493916 1xTMT6plex [N-Term] 100 3.180002451 21.28 0 2226.055244 2 1113.530884 -0.338280857 -0.000376516 95.06716155YIANTVELR 8 35493916 1xTMT6plex [N-Term] 1.881 1.913 1.954 3.778615713 61.62 0 1307.752067 2 654.380127 0.696061794 0.000455138 46.77468293EETVLATVQALQTASHLSQQADLR 4 35493916 1xTMT6plex [N-Term] 1.993892789 5.76 0 2838.515865 3 946.8424072 -1.126208365 -0.001065587 88.6854477YHVPVVVVPEGSASDTHEQAILR 4 35493916 1xTMT6plex [N-Term] 1.44 2.089990377 9.26 0 2732.456894 4 683.8721313 3.587108967 0.002450405 41.63133594LMDHVGTEPSIK 2 35493916 2xTMT6plex [N-Term; K12] 1.152 2.657940149 10.1 0 1784.998077 3 595.670166 -1.19428315 -0.000710598 50.25869453LSKEETVLATVQALQTASHLSQQADLR 4 35493916 2xTMT6plex [N-Term; K3] 100 2.360471964 8.6 1 3395.889852 4 849.7296143 1.994976735 0.00169368 90.13327483MLAQQAVK 2 35493916 2xTMT6plex [N-Term; K8] 1.321 3.52139926 43.92 0 1346.823013 2 673.914856 -0.428947183 -0.000288858 44.03921026FELDTSER 6 35493916 1xTMT6plex [N-Term] 1.225 1.354 1.177 3.497914314 33.18 0 1225.626198 2 613.3165894 -0.24126366 -0.00014785 52.76112279QEIQHLFR 2 35493916 1xTMT6plex [N-Term] 1.508 2.495213032 27.11 0 1299.737086 2 650.3724365 0.392953991 0.000255368 50.42477376LMDHVGTEPSIKEDQVIQLMNAIFSK 6 35493916 3xTMT6plex [N-Term; K12; K26] 1.678729773 2.97 1 3630.984236 4 908.500061 -1.603341958 -0.001455427 101.8386589NPILWNVADVVIK 3 35493916 2xTMT6plex [N-Term; K13] 1.374583006 2.9 0 1939.17809 2 970.0917969 -0.91415018 -0.00088635 95.14192366116534937 IFIT1 interferon-induced protein with tetratricopeptide repeats 1 isoform 1 3434 NP_001539.3 33.89121339 1 15 15 87 478 55.325 7.2 0.24 0.22 0.31 0.26 Significant 0.011 ALQETPTSVLLHHQIGLCYK 9 116534937 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C18] 0.303 0.01 3.01209116 23.95 0 2766.537677 4 692.3897705 -0.153433208 -0.00010612 59.60433842EAENLMQEEHDNQANVR 7 116534937 1xTMT6plex [N-Term] 0.254 0.252 0.228 6.781844616 70.28 0 2256.051238 3 752.6889038 0.407892235 0.000306742 40.47858685EAENLMQEEHDNQANVR 14 116534937 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.201 0.318 0.222 5.002901554 50.42 0 2272.046153 3 752.6889038 0.407892235 0.000306742 40.47858685KPTFEVAHLDLAR 6 116534937 2xTMT6plex [N-Term; K1] 0.246 0.202 4.053602695 37.34 0 1955.147852 4 489.5424805 0.122591752 5.99E-05 58.35271255LAADFENSVR 11 116534937 1xTMT6plex [N-Term] 0.223 0.01 3.784256697 41.05 0 1350.721495 2 675.8640747 -0.46073594 -0.000311163 58.79490845VLDQIEFLDTK 4 116534937 2xTMT6plex [N-Term; K11] 0.26 0.01 2.792890787 43.8 0 1779.030423 2 890.0180664 -0.880455713 -0.000783179 88.24848651LAEAQTYLDK 4 116534937 2xTMT6plex [N-Term; K10] 0.536 1.248 2.380441427 31.86 0 1609.920144 2 805.4630127 -0.866582967 -0.000697565 60.2674629ALDLESLSLLGFVYK 6 116534937 2xTMT6plex [N-Term; K15] 0.01 0.01 2.295535803 11.98 0 2126.251314 2 1063.627686 -1.514283015 -0.001609873 106.0058992KALDLESLSLLGFVYK 2 116534937 3xTMT6plex [N-Term; K1; K16] 2.732547283 11.11 1 2483.509209 3 828.5083618 0.532721688 0.000441006 106.7209059SAIFHFESAVEK 2 116534937 2xTMT6plex [N-Term; K12] 0.195 3.368394852 22.6 0 1823.010356 3 608.34198 0.565472052 0.00034362 69.84760434KSDVNAIIHYLK 2 116534937 3xTMT6plex [N-Term; K1; K12] 0.148 2.210488796 9.59 1 2088.278422 4 522.8244019 -1.266137742 -0.000661012 61.90070144MECPEIDCEEGWALLK 6 116534937 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C3; C8] 0.01 2.024500847 8.86 0 2438.180611 2 1219.59314 -0.659501235 -0.000803992 103.3343861MYIEAGNHR 8 116534937 1xTMT6plex [N-Term] 0.196 0.201 0.264 3.424735308 38.57 0 1319.672771 2 660.3394775 -0.827789964 -0.000546206 32.81595576KAEENFQK 2 116534937 3xTMT6plex [N-Term; K1; K8] 0.222 3.606357574 15.02 1 1680.988782 3 561.0009766 -0.241073887 -0.000135081 37.98658505SDVNAIIHYLK 2 116534937 2xTMT6plex [N-Term; K11] 0.386 2.495286226 21.07 0 1731.020527 3 577.6778564 -0.872632091 -0.000503515 77.04048794IEQASLTR 2 116534937 1xTMT6plex [N-Term] 0.637 2.743138075 26.2 0 1146.668003 2 573.8375244 -0.201341517 -0.000115436 39.176617779257257 WDR1 WD repeat-containing protein 1 isoform 1 9948 NP_059830.1 36.13861386 1 19 19 80 606 66.152 6.65 1.14 1.06 0.83 1.01 Significant 0.0084 FGAVFLWDSGSSVGEITGHNK 2 9257257 2xTMT6plex [N-Term; K21] 1.624 4.504034996 31.04 0 2666.397872 3 889.4695435 -1.423080534 -0.001264833 93.34231052GPVTDVAYSHDGAFLAVCDASK 6 9257257 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C18] 0.665 100 4.002793312 40.66 0 2738.385987 3 913.4660034 -0.923736137 -0.000843182 60.21223638SYIYSGSHDGHINYWDSETGENDSFAGK 2 9257257 2xTMT6plex [N-Term; K28] 1.158 5.409776688 31.89 0 3594.64499 4 899.4160767 -0.699223256 -0.000628365 62.10348223NIDNPALADIYTEHAHQVVVAK 2 9257257 2xTMT6plex [N-Term; K22] 1.446 4.950475216 24.47 0 2876.567062 4 719.8956299 -2.21528948 -0.001593107 72.46970408DYSGQGVVK 10 9257257 2xTMT6plex [N-Term; K9] 0.981 1.096 1.087 4.095932484 57.63 0 1410.799301 2 705.9039307 0.910206097 0.000642059 35.07572959DIAWTEDSK 8 9257257 2xTMT6plex [N-Term; K9] 1.828 1.997 2.739 3.676328897 53.98 0 1522.815345 2 761.9113159 0.007030358 5.35E-06 61.98699558YAPSGFYIASGDVSGK 4 9257257 2xTMT6plex [N-Term; K16] 0.671 1.024 3.18822813 45.8 0 2077.100627 2 1039.054199 0.238104738 0.000247284 76.37890302LYSILGTTLK 4 9257257 2xTMT6plex [N-Term; K10] 100 100 3.070545197 25.62 0 1566.987101 2 783.9969482 -0.307242877 -0.000240723 93.78261851SIQCLTVHK 4 9257257 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.132 1.044 4.160962105 42.12 0 1543.903054 3 515.3056641 -0.398673024 -0.000205171 52.3123327VINSVDIK 6 9257257 2xTMT6plex [N-Term; K8] 1.135 0.939 0.715 3.419437408 42.75 0 1345.845523 2 673.4256592 -1.100275329 -0.0007404 49.07239315YEYQPFAGK 8 9257257 2xTMT6plex [N-Term; K9] 0.854 1.997 0.354 3.215491533 27.56 0 1560.846251 2 780.9255981 -1.493485304 -0.00116555 57.06627563KVFASLPQVER 5 9257257 2xTMT6plex [N-Term; K1] 1.193 1.184 2.973386526 14.58 1 1732.052161 3 578.0224609 0.385925156 0.000222814 62.18837051VCALGGSK 2 9257257 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.148 3.415038586 43.19 0 1249.733864 2 625.3704224 -0.236757158 -0.000147942 42.11698922IKDIAWTEDSK 2 9257257 3xTMT6plex [N-Term; K2; K11] 1.077 2.725482941 8.72 1 1993.157303 3 665.0574951 0.315429977 0.000209567 53.16971231IAVVGEGR 6 9257257 1xTMT6plex [N-Term] 1.047 1.007 1.03 3.170686483 38.77 0 1029.62541 2 515.3164063 0.122190069 6.29E-05 39.73435264DIAWTEDSKR 4 9257257 2xTMT6plex [N-Term; K9] 1.431 0.896 3.536279202 17.83 1 1678.916455 3 560.305542 -8.566682035 -0.004794248 43.47696379IKDIAWTEDSKR 1 9257257 3xTMT6plex [N-Term; K2; K11] 0.461 2.734117031 1.4 2 2149.258414 4 538.0701904 0.240770838 0.00012937 60.12924763MTVDESGQLISCSMDDTVR 2 9257257 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.44871676 0 2373.093362 2 1187.04834 -1.668388848 -0.001979621 62.61532438IIGGDPK 2 9257257 2xTMT6plex [N-Term; K7] 0.98 0.71 2.024790049 13.6 0 1157.72943 2 579.3684692 0.200043772 0.000115798 40.082282295174447 GNB2L1 guanine nucleotide-binding protein subunit beta-2-like 1 10399 NP_006089.1 62.46056782 1 16 16 106 317 35.055 7.69 1.55 1.68 1.46 1.57 Significant 0.0017 AEPPQCTSLAWSADGQTLFAGYTDNLVR 7 5174447 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 1.068 4.842096329 30.61 0 3297.604757 3 1099.87146 -1.495047937 -0.001643359 93.27689189IIVDELKQEVISTSSK 7 5174447 3xTMT6plex [N-Term; K7; K16] 1.214 1.189 1.212 4.793292999 35.5 1 2476.484117 3 826.1651001 -1.360601107 -0.001123169 96.4134678HLYTLDGGDIINALCFSPNR 12 5174447 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.721 4.378 1.498 6.342540741 55.85 0 2505.275759 3 835.7635498 0.134633507 0.000112431 89.01762938YTVQDESHSEWVSCVR 12 5174447 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.677 1.499 1.898 6.025183201 47.23 0 2211.033797 2 1106.020264 -0.247235592 -0.000273323 45.46384311TNHIGHTGYLNTVTVSPDGSLCASGGK 4 5174447 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C22] 1.248 1.512 7.855666637 59.2 0 3201.636281 3 1067.881592 -1.892344677 -0.002019533 53.82090212DGQAMLWDLNEGK 4 5174447 2xTMT6plex [N-Term; K13] 2.499963522 26.51 0 1935.004618 2 968.0057983 -0.154206512 -0.000149195 72.070642DVLSVAFSSDNR 13 5174447 1xTMT6plex [N-Term] 1.669 1.226 100 2.84654665 30.86 0 1538.801202 2 769.9039307 -0.401073169 -0.000308586 50.8560636LWDLTTGTTTR 8 5174447 1xTMT6plex [N-Term] 3.067 1.775 1.356 2.894065142 33.94 0 1493.816124 2 747.4112549 -0.596167333 -0.000445282 68.34858418QEVISTSSK 2 5174447 2xTMT6plex [N-Term; K9] 2.141 3.61153698 47.2 0 1436.83608 2 718.9225464 1.208337862 0.000868092 33.45996681DETNYGIPQR 3 5174447 1xTMT6plex [N-Term] 1.498 0.96 3.351094484 30.04 0 1421.722223 2 711.3644409 -0.434778364 -0.000309067 34.58909143VWNLANCK 10 5174447 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.627 1.852 1.424 3.751808882 47.34 0 1462.824076 2 731.9152832 -0.537408266 -0.000393067 67.20386676IIVDELK 11 5174447 2xTMT6plex [N-Term; K7] 1.838 4.041 3 3.280488253 37.99 0 1287.82881 2 644.4187012 1.021753621 0.000657922 50.52520494YWLCAATGPSIK 2 5174447 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 2.006804943 10.35 0 1825.008248 2 913.0070801 -0.747483608 -0.000682082 72.00159567IWDLEGK 4 5174447 2xTMT6plex [N-Term; K7] 0.812 100 2.699821949 33.33 0 1318.777109 2 659.8918457 -0.526156957 -0.000346942 67.57718514LWNTLGVCK 6 5174447 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 100 100 2.326492548 16.94 0 1548.897241 2 774.9506836 -2.033867978 -0.001575126 71.85824746VWQVTIGTR 1 5174447 1xTMT6plex [N-Term] 0.535 2.40032649 0 1288.757487 2 644.8821411 -0.373362283 -0.000240587 69.5368781366933016 IMPDH2 inosine-5'-monophosphate dehydrogenase 2 3615 NP_000875.2 41.43968872 1 14 15 88 514 55.77 6.9 1.82 1.87 1.87 1.85 Significant 0.000081 QLLCGAAIGTHEDDKYR 4 66933016 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 1.779 2.146 5.275309563 23.78 1 2405.264749 4 602.0725708 1.539931572 0.000925986 48.39741989GKLPIVNEDDELVAIIAR 3 66933016 2xTMT6plex [N-Term; K2] 2.605 4.727107525 23.29 1 2423.427381 3 808.4805298 -0.142279704 -0.000114935 87.83996754REDLVVAPAGITLK 6 66933016 2xTMT6plex [N-Term; K14] 1.337 100 1.713 5.774170399 44.26 1 1940.194468 3 647.4018555 -1.780730647 -0.001151655 62.94741813ALALGASTVMMGSLLAATTEAPGEYFFSDGIR 18 66933016 1xTMT6plex [N-Term] 1.694 4.142122269 28.96 0 3476.764293 4 869.9467773 0.283609965 0.000246511 112.858374VAQGVSGAVQDK 4 66933016 2xTMT6plex [N-Term; K12] 2.165 1.652 5.179255486 78.13 0 1616.937191 2 808.9725342 0.371572488 0.000300405 40.0085154DIDFLKEEEHDCFLEEIMTK 4 66933016 3xTMT6plex [N-Term; K6; K20]; 1xCarbamidomethyl [C12] 100 100 3.454585791 12.19 1 3228.641164 4 807.9098511 -7.306294484 -0.005897351 89.16377308TSSAQVEGGVHSLHSYEK 2 66933016 2xTMT6plex [N-Term; K18] 1.115 2.731547832 4.22 0 2374.240308 4 594.3154907 -0.073880211 -4.39E-05 43.33175899AMMYSGELK 12 66933016 2xTMT6plex [N-Term; K9] 1.637 1.722 1.397 4.172319412 59.35 0 1487.800229 2 744.4042358 0.649589689 0.00048323 52.26133826KYEQGFITDPVVLSPK 6 66933016 3xTMT6plex [N-Term; K1; K16] 100 100 1.214 2.885914803 23.07 1 2508.468073 3 836.8257446 -2.149516408 -0.001797331 61.65315166LVGIISSR 6 66933016 1xTMT6plex [N-Term] 1.571 1.781 2.14 2.808647394 41.22 0 1073.68801 2 537.3479614 0.592277791 0.000317961 53.52200093NLIDAGVDALR 6 66933016 1xTMT6plex [N-Term] 100 100 100 2.489905596 24.96 0 1385.794994 2 693.4005737 -0.81076138 -0.000561775 63.51328654DKYPNLQVIGGNVVTAAQAK 5 66933016 3xTMT6plex [N-Term; K2; K20] 2.233109474 14.06 1 2773.617925 3 925.2105713 -0.275446306 -0.000254661 76.20555999EANEILQR 6 66933016 1xTMT6plex [N-Term] 1.989 2.13 2.02 3.162423611 37.43 0 1201.673817 2 601.34021 -0.560391776 -0.000336704 40.99646277EDLVVAPAGITLK 3 66933016 2xTMT6plex [N-Term; K13] 0.868 100 1.822210908 9.6 0 1784.093357 2 892.5494995 -0.916295415 -0.000817378 72.66806453GMGSLDAMDK 2 66933016 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 1.583 2.023098469 21.65 0 1498.764572 2 749.8857422 -0.242836672 -0.000181978 46.74533275GMGSLDAMDK 1 66933016 2xTMT6plex [N-Term; K10] 1.486 1.731451631 0 1482.769657 2 749.8857422 -0.242836672 -0.000181978 46.7453327511559929 COPG1 coatomer subunit gamma-1 22820 NP_057212.1 30.66361556 1 17 19 65 874 97.655 5.47 1.23 1.22 1.14 1.2 Significant 0.00057 HPSAVTACNLDLENLVTDSNR 6 11559929 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.137 1.07 100 6.386172771 69.08 0 2555.27213 3 852.4290161 0.142904483 0.00012172 70.55108979TLEEAVGNIVK 5 11559929 2xTMT6plex [N-Term; K11] 1.052 100 3.669621944 58.5 0 1630.977993 2 815.9929199 0.349553306 0.000285057 71.74064703KDEESGGGSNPFQHLEK 2 11559929 3xTMT6plex [N-Term; K1; K17] 1.109 5.04157114 43.36 1 2546.345391 4 637.3411865 -0.971979787 -0.000618749 42.85079603ALQQYTLEPSEKPFDLK 4 11559929 3xTMT6plex [N-Term; K12; K17] 1.564 3.284570456 22.19 0 2694.532129 3 898.8482056 -0.76669369 -0.000688627 83.875064QLEEEDGSR 4 11559929 1xTMT6plex [N-Term] 1.464 1.353 3.919180632 43.69 0 1291.63274 2 646.3204346 0.660304279 0.000426435 23.59349339LLLLDTVTMQVTAR 2 11559929 1xTMT6plex [N-Term] 0.957 2.713156939 13.29 0 1803.061122 2 902.0324707 -1.91722494 -0.001728437 99.02263534CVMDDDNEVR 2 11559929 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.265 3.836587191 41.16 0 1481.656194 2 741.3327637 1.387949349 0.001028232 35.32136929VVLEHEEVR 10 11559929 1xTMT6plex [N-Term] 1.191 1.314 1.167 3.913345098 58.31 0 1338.757881 3 446.9236755 -1.051182363 -0.000469093 34.41373919ILHLLGQEGPK 2 11559929 2xTMT6plex [N-Term; K11] 1.204 2.140841007 28.12 0 1663.030697 3 555.0146484 -0.784932895 -0.000435123 71.95094795ATFYLNVLEQK 4 11559929 2xTMT6plex [N-Term; K11] 100 100 2.204829931 20.59 0 1784.035842 2 892.5198975 -1.863201426 -0.001662009 78.71769623EEGGFEYK 4 11559929 2xTMT6plex [N-Term; K8] 2.08 0.853 3.538096428 33.03 0 1416.741117 2 708.8741455 -0.07242987 -5.13E-05 49.5882652ILYLINQGEHLGTTEATEAFFAMTK 3 11559929 2xTMT6plex [N-Term; K25] 100 1.396723151 0.13 0 3256.732807 3 1086.245239 -3.574777931 -0.003880699 111.5837474ETGLSHLCEFIEDCEFTVLATR 4 11559929 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C8; C14] 1.502598643 0.15 0 2856.374546 3 952.7960815 -0.299306369 -0.000284977 112.8347893GLGPLFK 2 11559929 2xTMT6plex [N-Term; K7] 0.794 2.813351631 22.89 0 1189.770901 2 595.3882446 -1.419216242 -0.000844271 66.71854971SSPEPVALTESETEYVIR 4 11559929 1xTMT6plex [N-Term] 100 1.655612469 1.48 0 2236.154624 2 1118.5802 -0.670722569 -0.00074992 64.41225704SLPYNQPGTCYTLVALPK 2 11559929 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 1.089506149 0 2480.362338 2 1240.683594 -0.97860299 -0.001213645 78.55690433SIATLAITTLLK 2 11559929 2xTMT6plex [N-Term; K12] 1.120382786 0 1703.108279 2 852.0571289 -0.762017023 -0.000648899 102.283894VVVVQAISALCQK 1 11559929 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 0.856646776 0 1873.134511 2 937.0712891 0.422139999 0.000395363 78.32344838QEIFQEQLAAVPEFR 2 11559929 1xTMT6plex [N-Term] 1.085221291 0 2034.085756 2 1017.54657 0.052425733 5.33E-05 80.94421749524552373 ANXA8L1 annexin A8-like protein 1 isoform 1 728113 NP_001092315.2 57.79816514 1 2 15 112 327 36.856 5.78 1.01 0.9 0.94 0.95 Significant 0.0011 GIGTNEQAIIDVLTK 12 524552373 2xTMT6plex [N-Term; K15] 100 0.321 0.826 3.91865921 64.57 0 2030.189777 2 1015.599731 1.186928756 0.001204845 92.36049684SSSHFNPDPDAETLYK 8 524552373 2xTMT6plex [N-Term; K16] 0.887 0.851 0.854 5.702804089 54.2 0 2266.139197 3 756.0505371 -0.944064635 -0.000713127 46.11302173AYEEDYGSSLEEDIQADTSGYLER 27 524552373 1xTMT6plex [N-Term] 1.289 0.811 100 5.074197292 47.36 0 2969.337351 3 990.449585 -1.060676782 -0.001049836 91.23192367SETHGSLEEAMLTVVK 5 524552373 2xTMT6plex [N-Term; K16] 1.213 100 5.191122532 36.43 0 2189.18879 3 730.3997803 -1.828375746 -0.00133422 82.12384011DDVSSFVDPALALQDAQDLYAAGEK 6 524552373 2xTMT6plex [N-Term; K25] 100 3.241720438 35.47 0 3096.577746 3 1032.862671 -1.384197343 -0.001428758 105.8116104SEIDLNLIK 10 524552373 2xTMT6plex [N-Term; K9] 0.929 1.07 1.078 3.64244175 53.38 0 1502.919416 2 751.9629517 -0.524958078 -0.000394485 77.59300504AWIEQEGVTVK 7 524552373 2xTMT6plex [N-Term; K11] 1.034 1.007 100 3.764716625 30.5 0 1717.988892 2 859.4979248 -0.1857699 -0.000159575 68.79747333CTQNLHSYFAER 2 524552373 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.265 4.489290237 29.52 0 1754.848169 3 585.6152344 -9.698420239 -0.005673085 42.67728741ILVCLLQGSR 5 524552373 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.934 100 0.722 2.45731926 29.72 0 1387.829272 2 694.4176636 -0.879972477 -0.000610626 82.56305909LIVALMYPPYR 6 524552373 1xTMT6plex [N-Term] 1.703364611 17.54 0 1564.912273 2 782.9595337 -0.308028249 -0.000241019 87.95973983FITILCTR 8 524552373 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 1.196 2.754993677 28.53 0 1252.728495 2 626.8672485 -1.017570601 -0.00063737 80.84486513EGVIIEILASR 2 524552373 1xTMT6plex [N-Term] 1.116 1.379170179 12.24 0 1428.862346 2 714.9346313 -0.251658033 -0.000179792 99.26305716VFEEYEK 4 524552373 2xTMT6plex [N-Term; K7] 1.031 0.807 3.336134195 39.13 0 1401.766603 2 701.3873291 0.555073236 0.000389042 60.17754059DLTETLK 6 524552373 2xTMT6plex [N-Term; K7] 0.932 0.988 0.957 3.22570467 34.69 0 1277.771689 2 639.3892822 -0.31387992 -0.000200533 44.97509592SIEDSIK 3 524552373 2xTMT6plex [N-Term; K7] 0.995 0.998 3.039762259 34.9 0 1249.740389 2 625.3739014 0.109890323 6.87E-05 44.99581467SETHGSLEEAMLTVVK 1 524552373 2xTMT6plex [N-Term; K16]; 1xOxidation [M11] 1.449336171 0 2205.183705 3 730.3997803 -1.828375746 -0.00133422 82.1238401133413400 ESD S-formylglutathione hydrolase 2098 NP_001975.1 78.36879433 1 14 14 125 282 31.442 7.02 1 0.95 1.32 1.09 Significant 0.011 GEDESWDFGTGAGFYVDATEDPWK 57 33413400 2xTMT6plex [N-Term; K24] 1.161 1.364 1.856 3.599422932 35.81 0 3137.441646 3 1046.484741 -0.62975743 -0.000658609 99.09724578SGYHQSASEHGLVVIAPDTSPR 2 33413400 1xTMT6plex [N-Term] 4.070784092 14.77 0 2537.29458 4 635.0795898 0.768470092 0.000487459 45.73452027SYPGSQLDILIDQGKDDQFLLDGQLLPDNFIAACTEK 8 33413400 3xTMT6plex [N-Term; K15; K37]; 1xCarbamidomethyl [C34] 1.156 1.317 6.218817234 30.42 1 4825.521312 5 965.9080811 -2.075140884 -0.002002727 104.2043204LQEGYDHSYYFIATFITDHIR 8 33413400 1xTMT6plex [N-Term] 100 1.538 1.523 4.695633888 26.13 0 2818.403796 4 705.3557739 -0.897631091 -0.000632472 103.6342584KAFSGYLGTDQSK 4 33413400 3xTMT6plex [N-Term; K1; K13] 0.637 0.604 5.723998547 32.91 1 2089.189666 3 697.0680542 -0.027174337 -1.89E-05 46.75328656SVSAFAPICNPVLCPWGK 2 33413400 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C9; C14] 1.051 4.628552914 60.45 0 2461.313614 3 821.1087036 -0.835586389 -0.000685547 95.17613036VFEHDSVELNCK 6 33413400 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.308 1.255 4.613533974 35.38 0 1935.004619 3 645.6734619 0.627250279 0.000404577 44.6435316AFSGYLGTDQSK 6 33413400 2xTMT6plex [N-Term; K12] 100 100 0.843 2.821320772 40.32 0 1731.931771 2 866.4692383 -0.329815244 -0.000285609 51.50005149AYDATHLVK 8 33413400 2xTMT6plex [N-Term; K9] 0.96 0.941 3.543121815 45.53 0 1475.862235 2 738.4337158 -1.409467175 -0.00104009 47.91340101MYSYVTEELPQLINANFPVDPQR 4 33413400 1xTMT6plex [N-Term] 1.575776815 16.38 0 2953.49671 3 985.1682129 -2.242866262 -0.002208099 103.481621CPALYWLSGLTCTEQNFISK 4 33413400 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C1; C12] 100 1.562003613 8.51 0 2846.462129 3 949.4865112 -6.024418319 -0.005716093 106.0265375FAVYLPPK 8 33413400 2xTMT6plex [N-Term; K8] 2.089 100 100 2.238295555 16.13 0 1392.86553 2 696.9373779 1.399610611 0.000974735 71.06875551CFGGLQK 2 33413400 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 1.057 2.637855053 21.64 0 1267.723299 2 634.3640137 -2.010380539 -0.001274303 48.35821557KIPVVFR 6 33413400 2xTMT6plex [N-Term; K1] 1.122 1.027 0.9 3.152001858 6.37 1 1316.881849 3 439.631897 -0.539837368 -0.000236967 57.72138566158937236 NPEPPS puromycin-sensitive aminopeptidase 9520 NP_006301.3 25.46245919 1 19 19 89 919 103.211 5.72 0.69 0.66 0.68 0.67 Significant 0.00017 DAESIHQYLLQR 8 158937236 1xTMT6plex [N-Term] 0.637 0.614 0.603 4.618801594 46.29 0 1701.912149 3 567.9755249 -0.075099628 -4.26E-05 46.2942733KPYPDDENLVEVK 8 158937236 3xTMT6plex [N-Term; K1; K13] 0.56 0.566 0.659 5.093026638 30.25 0 2233.26831 3 745.0946045 0.425361591 0.000316649 48.28230193YAAVTQFEATDAR 2 158937236 1xTMT6plex [N-Term] 0.688 3.514238834 42.68 0 1671.853966 2 836.4312744 0.781478617 0.000653259 85.98404363DVFSPIGER 6 158937236 1xTMT6plex [N-Term] 0.826 1.167 3.303447485 35.94 0 1248.678568 2 624.8435669 1.032634896 0.000644715 51.88652315AQELDALDNSHPIEVSVGHPSEVDEIFDAISYSK 3 158937236 2xTMT6plex [N-Term; K34] 2.086399317 0.73 0 4170.091918 4 1043.276611 -1.751284538 -0.001825754 88.54478395LSVEGFAVDK 6 158937236 2xTMT6plex [N-Term; K10] 0.518 100 2.52990818 27.78 0 1522.888116 2 761.9478149 0.156093419 0.000118856 78.49363131DNWEELYNR 5 158937236 1xTMT6plex [N-Term] 0.839 3.147309542 40.9 0 1467.706573 2 734.3563843 -0.736765326 -0.000540678 63.92120942VALSNMNVIDR 5 158937236 1xTMT6plex [N-Term] 100 0.01 0.637 2.082684517 28.46 0 1460.809264 2 730.9083862 0.1585429 0.0001158 52.66980854MLHDYIGDKDFK 6 158937236 3xTMT6plex [N-Term; K9; K12] 0.39 0.567 0.327 2.698833466 9.53 1 2169.198122 4 543.0550537 0.121069508 6.57E-05 53.77447065GMNMYLTK 2 158937236 2xTMT6plex [N-Term; K8] 0.75 3.672804117 44.88 0 1415.779099 2 708.3931885 0.000743848 5.27E-07 63.87900802ETALLIDPK 4 158937236 2xTMT6plex [N-Term; K9] 100 1.809243798 28 0 1457.897952 2 729.4522095 -0.555357586 -0.000404827 53.75593133QADMQEEK 4 158937236 2xTMT6plex [N-Term; K8] 0.662 0.893 3.410315275 43.76 0 1436.74555 2 718.8760376 -0.523303996 -0.000375927 33.73991507LPADVSPINYSLCLKPDLLDFTFEGK 2 158937236 3xTMT6plex [N-Term; K15; K26]; 1xCarbamidomethyl [C13] 1.404449701 5.86 0 3639.995119 3 1214.000122 -2.55648394 -0.003101863 102.3955531NVKPDQWVK 2 158937236 3xTMT6plex [N-Term; K3; K9] 0.651 3.076158047 7.48 0 1801.093915 3 601.036438 0.46931192 0.000281758 51.94535711ILMDKPEMNVVLK 4 158937236 3xTMT6plex [N-Term; K5; K13] 0.01 1.998477101 5.05 0 2217.331779 3 739.7808228 -1.742647771 -0.001288009 68.48389842LEAAAQVR 11 158937236 1xTMT6plex [N-Term] 0.818 0.803 0.802 2.592961311 45.48 0 1086.646874 2 543.8273926 0.584160563 0.000317388 36.06915997FALEVAAK 4 158937236 2xTMT6plex [N-Term; K8] 0.01 2.15982151 24.13 0 1306.813494 2 653.909729 -1.004582669 -0.000656401 72.0278101ATFDISLVVPK 2 158937236 2xTMT6plex [N-Term; K11] 100 1.814689636 21.56 0 1648.008565 2 824.5077515 -0.205514898 -0.000169345 84.24908642AFPCWDEPAIK 5 158937236 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.961 100 1.961381078 11.2 0 1791.950398 2 896.4803467 1.684337567 0.001509125 73.4682077882659109 UBR4 E3 ubiquitin-protein ligase UBR4 23352 NP_065816.2 5.151456685 1 20 20 58 5183 573.476 6.04 0.98 1.21 1.15 1.11 Significant 0.0038 GITQNALDYMK 2 82659109 2xTMT6plex [N-Term; K11] 0.869 2.618328094 47.78 0 1711.945313 2 856.4764404 0.1702504 0.00014573 74.61576836GREEWESAALQNANTK 2 82659109 2xTMT6plex [N-Term; K16] 1.054 5.435747623 32.84 1 2262.187879 3 754.7348633 0.953773013 0.000719205 51.60144736TSPADHGGSVGSESGGSAVDSVAGEHSVSGR 2 82659109 1xTMT6plex [N-Term] 1.049 6.201497555 42.1 0 3069.430691 4 768.1138916 0.992088291 0.000761287 32.84568725AQQALSELHTVEK 2 82659109 2xTMT6plex [N-Term; K13] 1.14 4.222455025 18.31 0 1912.090397 3 638.0361328 1.803381004 0.001149409 60.91595232DSDQLDVIQENR 2 82659109 1xTMT6plex [N-Term] 1.398 3.452839613 36.27 0 1660.833958 2 830.9207764 0.19126197 0.000158827 48.42976098ACAEIAAQR 12 82659109 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.175 1.423 1.373 3.509832621 43.88 0 1218.646222 2 609.8265991 -0.246558687 -0.000150234 29.16201458LEQVSSDEGIGTLAENLLEALR 2 82659109 1xTMT6plex [N-Term] 100 1.869107962 11.69 0 2586.382392 2 1293.694824 -0.007613917 -9.85E-06 116.5226592ATTPLYHGFK 2 82659109 2xTMT6plex [N-Term; K10] 1.264 2.773740053 33.97 0 1592.920084 3 531.6450806 0.379202463 0.000201346 50.99865105KVQLTPGQTEVK 2 82659109 3xTMT6plex [N-Term; K1; K12] 0.867 3.501964331 14.56 1 2015.246787 3 672.4217529 1.94439663 0.001306146 47.3138364EKDPLAALR 2 82659109 2xTMT6plex [N-Term; K2] 1.366 2.758005619 16.52 1 1470.904434 3 490.9726868 -0.630426589 -0.000309099 51.13730897ESAFQSEPR 4 82659109 1xTMT6plex [N-Term] 0.407 1.21 3.333455086 30.81 0 1279.647996 2 640.3279419 0.477724393 0.00030566 34.30431138IQIGTQAIER 2 82659109 1xTMT6plex [N-Term] 0.151 3.13424468 25.76 0 1357.80008 2 679.4040527 0.551670869 0.000374529 54.3854397GLLGDATEEFIESLDSTTDEEEDEEEVYK 3 82659109 2xTMT6plex [N-Term; K29] 1.420502782 0.91 0 3750.753322 3 1250.91626 -5.091268736 -0.006365364 107.5613147AVSNINTLLDK 5 82659109 2xTMT6plex [N-Term; K11] 1.059599757 9.86 0 1645.988892 2 823.4977417 -0.41638286 -0.000342681 61.57609234LIKPPAPTSK 2 82659109 3xTMT6plex [N-Term; K3; K10] 1.07 2.814168692 4.65 0 1739.139803 3 580.3853149 0.913413756 0.000529518 42.06518476ALATNPALR 2 82659109 1xTMT6plex [N-Term] 1.152 2.854509592 27.5 0 1155.704723 2 578.3565674 0.982236728 0.000567588 40.81799245ASYDAWK 4 82659109 2xTMT6plex [N-Term; K7] 1.115 0.901 3.202145815 29.44 0 1298.714508 2 649.8596191 -1.960991991 -0.001273384 50.37767988GVLPYVGNLITK 2 82659109 2xTMT6plex [N-Term; K12] 1.376820803 0.31 0 1732.077313 2 866.5413208 -1.12481032 -0.000974129 84.27517138EPTYQLNIHDIK 2 82659109 2xTMT6plex [N-Term; K12] 100 1.402523756 4.96 0 1929.084583 3 643.699585 -0.197864412 -0.000127232 53.8777466ILGPAESDEFLAR 2 82659109 1xTMT6plex [N-Term] 0.618 2.155759573 20.34 0 1646.895102 2 823.9505615 -0.762533766 -0.000627907 80.49862189124494254 PA2G4 proliferation-associated protein 2G4 5036 NP_006182.2 44.92385787 1 15 15 155 394 43.759 6.55 1.11 0.98 0.89 1 Significant 0.0041 SEMEVQDAELK 5 124494254 2xTMT6plex [N-Term; K11] 1.343 1.34 4.49162817 67.06 0 1736.914072 2 868.9599609 -0.821511566 -0.000713448 54.68266499TAENATSGETLEENEAGD 13 124494254 1xTMT6plex [N-Term] 1.426 1.473 1.416 3.994978428 80.71 0 2066.919932 2 1033.96228 -1.281265464 -0.001324137 35.6674313LVKPGNQNTQVTEAWNK 6 124494254 3xTMT6plex [N-Term; K3; K17] 3.303 0.998 4.062438965 27.05 0 2614.491996 3 872.1679688 -1.010861767 -0.000880963 59.4902799



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms AAHLCAEAALR 63 124494254 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.055 0.937 0.878 4.57962656 63.13 0 1411.767734 2 706.3878174 0.442003036 0.000312003 36.50349916HELLQPFNVLYEK 8 124494254 2xTMT6plex [N-Term; K13] 1.474 1.043 3.543326855 28.42 0 2088.189383 3 696.7353516 1.01461942 0.000706239 78.41745861AEFEVHEVYAVDVLVSSGEGK 11 124494254 2xTMT6plex [N-Term; K21] 1.036 3.284703255 14.3 0 2722.433982 3 908.1484985 -1.116612763 -0.001013302 94.66349838ITSGPFEPDLYK 11 124494254 2xTMT6plex [N-Term; K12] 1.43 1.3 0.01 2.713265896 25.08 0 1825.014772 2 913.0105591 -0.510103234 -0.000465473 71.39703046TIIQNPTDQQK 4 124494254 2xTMT6plex [N-Term; K11] 1.365 1.545 3.943825245 35.71 0 1744.000519 2 872.5037842 -0.13053931 -0.00011383 49.01823401GIAFPTSISVNNCVCHFSPLK 8 124494254 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C13; C15] 100 100 0.778 2.779683352 21.77 0 2806.478448 3 936.1642456 -0.094051531 -8.80E-05 75.31982277AFFSEVER 8 124494254 1xTMT6plex [N-Term] 1.192 1.209 3.013914347 38.11 0 1213.641454 2 607.3241577 -0.342094703 -0.00020759 64.5036852MGVVECAK 2 124494254 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.76 3.580584288 36.47 0 1351.747799 2 676.3778076 0.398849826 0.000269572 44.30540443RFDAMPFTLR 2 124494254 1xTMT6plex [N-Term] 1.157 3.169412136 12.41 1 1482.80887 3 494.9415588 0.844939423 0.000417628 64.42641479SDQDYILK 8 124494254 2xTMT6plex [N-Term; K8] 1.335 1.442 3.654722929 40 0 1439.814616 2 720.4112549 0.428434062 0.000308433 53.32021134QHVIDGEK 2 124494254 2xTMT6plex [N-Term; K8] 1.231 2.147395611 19.34 0 1383.799635 3 461.9375916 -1.021500339 -0.000471184 30.90470624FDAMPFTLR 4 124494254 1xTMT6plex [N-Term] 2.397 1.937032461 28.67 0 1326.707759 2 663.8587036 1.787271195 0.001185593 79.827564484758516 HDGF hepatoma-derived growth factor isoform a 3068 NP_004485.1 58.33333333 1 13 13 72 240 26.772 4.73 0.96 0.93 0.85 0.91 Significant 0.0013 GPPQEEEEEEDEEEEATKEDAEAPGIR 4 4758516 2xTMT6plex [N-Term; K18] 0.691 0.697 5.293784142 33.13 1 3500.607661 4 875.9071045 -0.306515712 -0.000268248 58.71340359GPPQEEEEEEDEEEEATK 16 4758516 2xTMT6plex [N-Term; K18] 0.81 0.866 0.813 4.443730831 52.4 0 2562.161902 2 1281.571899 -9.905701842 -0.012690006 39.84803189SCVEEPEPEPEAAEGDGDKK 4 4758516 3xTMT6plex [N-Term; K19; K20]; 1xCarbamidomethyl [C2] 1.09 1.404 4.537666321 32.26 1 2860.412544 3 954.1412964 -1.121603893 -0.001069417 38.06774628KSCVEEPEPEPEAAEGDGDK 4 4758516 3xTMT6plex [N-Term; K1; K20]; 1xCarbamidomethyl [C3] 0.832 0.661 6.36900425 46.34 1 2860.412544 3 954.140564 -1.889767782 -0.001801838 37.75639028IDEMPEAAVK 8 4758516 2xTMT6plex [N-Term; K10] 1.158 1.061 3.860754251 52.03 0 1560.870751 2 780.9386597 -0.4537173 -0.000354097 58.57132864EAENPEGEEKEAATLEVERPLPMEVEK 2 4758516 3xTMT6plex [N-Term; K10; K27] 0.232 3.763928175 13.37 1 3740.950747 4 935.9921875 -1.022865646 -0.000956623 69.99052048EAENPEGEEK 4 4758516 2xTMT6plex [N-Term; K10] 0.926 0.647 3.896517515 41.55 0 1589.805902 2 795.4060669 -0.657168863 -0.000522385 32.19543EAATLEVERPLPMEVEK 4 4758516 2xTMT6plex [N-Term; K17] 0.919 2.459201097 28.74 0 2399.325618 3 800.4452515 -1.840861213 -0.001472275 56.06838277ASGYQSSQK 4 4758516 2xTMT6plex [N-Term; K9] 0.699 0.979 3.978276968 55.37 0 1413.773814 2 707.3912964 1.062442537 0.000751027 22.82307996DLFPYEESK 12 4758516 2xTMT6plex [N-Term; K9] 0.893 0.888 0.924 3.068046808 37.28 0 1585.851396 2 793.4292603 -0.095703915 -7.59E-05 70.85069515LVIDEPAK 4 4758516 2xTMT6plex [N-Term; K8] 1.179 1.093 3.318502665 30.94 0 1342.834624 2 671.920166 -1.167752695 -0.000784049 52.7101685GNAEGSSDEEGK 4 4758516 2xTMT6plex [N-Term; K12] 2.029903173 37.35 0 1637.801879 2 819.4046021 0.029516124 2.42E-05 14.25426251YQVFFFGTHETAFLGPK 2 4758516 2xTMT6plex [N-Term; K17] 1.823402047 3.5 0 2447.316374 3 816.4436646 0.027120459 2.21E-05 90.439016687305503 STOML2 stomatin-like protein 2, mitochondrial isoform a 30968 NP_038470.1 50.28089888 1 12 12 85 356 38.51 7.39 0.92 0.99 0.95 0.95 Significant 0.00045 AEQINQAAGEASAVLAK 6 7305503 2xTMT6plex [N-Term; K17] 0.01 0.548 2.529112577 35.9 0 2129.196653 2 1065.101196 -0.721798934 -0.000768426 63.6054252ESLNASIVDAINQAADCWGIR 8 7305503 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 100 1.135 0.848 3.224778891 27.7 0 2532.271402 3 844.7614746 -0.60464367 -0.000510374 107.4634608QAQILASEAEK 6 7305503 2xTMT6plex [N-Term; K11] 0.918 1.029 0.875 4.74007082 67.53 0 1645.952507 2 823.4801025 0.256288151 0.000210919 51.21261797DVQGTDASLDEELDR 6 7305503 1xTMT6plex [N-Term] 0.914 0.926 4.559836864 80.03 0 1891.908245 2 946.4580688 0.325399138 0.000307813 46.60859024VKESMQMQVEAER 4 7305503 2xTMT6plex [N-Term; K2] 0.6 0.354 4.802890778 28.23 1 2023.071652 3 675.0288696 0.199462396 0.000134509 49.75534108ASYGVEDPEYAVTQLAQTTMR 13 7305503 1xTMT6plex [N-Term] 0.738 0.896 5.025392056 51.7 0 2559.259834 3 853.7581787 0.058322649 4.98E-05 91.55276758ESMQMQVEAER 8 7305503 1xTMT6plex [N-Term] 1.103 1.351 1.144 4.541250229 65.03 0 1566.745343 2 783.8760986 -0.269753075 -0.000211317 38.04178195ESAINVAEGK 6 7305503 2xTMT6plex [N-Term; K10] 0.91 4.39110899 53.94 0 1475.846979 2 738.427063 -0.087843414 -6.48E-05 49.78774192ATVLESEGTR 10 7305503 1xTMT6plex [N-Term] 0.955 0.829 0.768 4.238215446 62.98 0 1291.705511 2 646.3500366 -9.842853272 -0.006357034 35.98655812ESMQMQVEAER 10 7305503 1xTMT6plex [N-Term]; 1xOxidation [M] 1.144 0.871 1.084 3.139336586 40.15 0 1582.740258 2 783.8760986 -0.269753075 -0.000211317 38.04178195APVPGTPDSLSSGSSR 4 7305503 1xTMT6plex [N-Term] 0.643 0.991 3.940192699 30.66 0 1743.907458 2 872.4558716 -1.715220566 -0.001495593 43.84172372DSNTILLPSNPGDVTSMVAQAMGVYGALTK 2 7305503 2xTMT6plex [N-Term; K30] 1.339798093 8.16 0 3508.843162 3 1170.283081 -2.414358678 -0.002823869 110.9192081ILEPGLNILIPVLDR 2 7305503 1xTMT6plex [N-Term] 0.909 2.171940804 20.3 0 1904.1782 2 952.59198 -0.796642385 -0.000758475 109.402497146593007 UQCRC1 cytochrome b-c1 complex subunit 1, mitochondrial precursor 7384 NP_003356.2 31.66666667 1 10 10 92 480 52.612 6.37 0.91 0.96 1.15 1 Significant 0.0052 LCTSATESEVAR 6 46593007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.401 1.391 1.713 4.609684944 66.42 0 1552.783838 2 776.8953857 -0.220691133 -0.000171343 40.6081091AVELLGDIVQNCSLEDSQIEK 15 46593007 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C12] 1.598 2.918 1.572 4.372302532 39.61 0 2818.490845 3 940.1674805 -1.049240147 -0.000985758 95.64683237MVLAAAGGVEHQQLLDLAQK 6 46593007 2xTMT6plex [N-Term; K20] 1.555 1.059 100 5.485462666 52.4 0 2550.447799 3 850.819458 -1.559720832 -0.001325996 78.63054208EVESMGAHLNAYSTR 12 46593007 1xTMT6plex [N-Term] 0.804 0.653 1.031 6.038747311 52.35 0 1893.932627 3 631.9763184 -9.622719213 -0.006074927 43.20682228EVESMGAHLNAYSTR 4 46593007 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.61 0.848 4.888905525 50.63 0 1909.927542 3 631.9763184 -9.622719213 -0.006074927 43.20682228NALVSHLDGTTPVCEDIGR 4 46593007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.09 4.506610394 54.91 0 2283.16006 3 761.7261353 1.660882995 0.001264021 58.86861931ADLTEYLSTHYK 6 46593007 2xTMT6plex [N-Term; K12] 1.222 1.716 2.981290102 34.01 0 1899.0264 3 633.680542 0.354379783 0.000224326 75.8857429YIYDQCPAVAGYGPIEQLPDYNR 4 46593007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.638 100 2.962527275 19.03 0 2931.41846 3 977.812439 1.468202029 0.001434638 79.02680766EMQENDASMR 8 46593007 1xTMT6plex [N-Term] 1.357 1.089 3.719898462 56.72 0 1439.645629 2 720.326355 -0.136109233 -9.80E-05 32.44183902IAEVDASVVR 13 46593007 1xTMT6plex [N-Term] 0.813 1.082 1.074 3.510903597 63.07 0 1287.746982 2 644.3771973 0.105844744 6.82E-05 48.01016289RIPLAEWESR 12 46593007 1xTMT6plex [N-Term] 0.901 0.721 1.024 4.83365345 52.82 1 1485.837528 3 495.9503174 -0.759848598 -0.000376337 52.46842177EMQENDASMR 2 46593007 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.113 2.098727465 25.74 0 1455.640544 2 720.326355 -0.136109233 -9.80E-05 32.4418390234098946 YBX1 nuclease-sensitive element-binding protein 1 4904 NP_004550.2 45.37037037 1 6 8 77 324 35.903 9.88 1.72 1.52 1.37 1.54 Significant 0.0043 NYQQNYQNSESGEKNEGSESAPEGQAQQR 4 34098946 2xTMT6plex [N-Term; K14] 1.915 100 4.376273632 19.75 1 3715.722071 4 929.6860962 0.13018617 0.000120934 33.13446634EDVFVHQTAIK 6 34098946 2xTMT6plex [N-Term; K11] 2.465 2.45 2.802 4.298875332 63.87 0 1744.999791 2 873.0026245 -1.042273226 -0.000909383 44.98116996AADPPAENSSAPEAEQGGAE 28 34098946 1xTMT6plex [N-Term] 1.656 1.653 1.515 3.387462139 58.16 0 2126.967551 3 709.6595459 -1.629867219 -0.001155558 27.76550235GAEAANVTGPGGVPVQGSK 8 34098946 2xTMT6plex [N-Term; K19] 1.379 1.624 1.768 5.034312725 70.64 0 2154.191902 2 1077.598511 -1.001264383 -0.001078458 44.20876423EDGNEEDKENQGDETQGQQPPQR 12 34098946 2xTMT6plex [N-Term; K8] 1.767 2.472 1.536 5.774454594 50.8 1 3086.429912 4 772.3618164 -1.450360166 -0.001119109 28.79873689RPQYSNPPVQGEVMEGADNQGAGEQGRPVR 2 34098946 1xTMT6plex [N-Term] 0.841 6.263278484 25.71 0 3452.692677 4 863.928894 0.309735611 0.000267355 37.33451081RPQYSNPPVQGEVMEGADNQGAGEQGRPVR 6 34098946 1xTMT6plex [N-Term]; 1xOxidation [M14] 0.66 0.774 5.014139175 22.9 0 3468.687592 4 863.928894 0.309735611 0.000267355 37.33451081NDTKEDVFVHQTAIK 8 34098946 3xTMT6plex [N-Term; K4; K15] 1.572 1.176 1.099 4.045953751 21.93 1 2432.375235 4 608.848877 -0.640089357 -0.000389234 44.51677574RPENPKPQDGK 3 34098946 3xTMT6plex [N-Term; K6; K11] 1.857 2.216 2.802950382 7.38 0 1953.14847 4 489.0424194 -0.318575692 -0.000155556 31.4673254221361144 PSMC3 26S protease regulatory subunit 6A 5702 NP_002795.2 43.96355353 1 17 17 102 439 49.172 5.24 1.059 1.058 1.061 1.06 Non-Significant 1 AMEVDERPTEQYSDIGGLDK 6 21361144 2xTMT6plex [N-Term; K20] 0.82 0.733 0.756 3.960199594 28.73 0 2711.359831 3 904.4591675 1.150043373 0.001039394 59.14244369AVCVEAGMIALR 2 21361144 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.956 3.725450754 46.42 0 1518.833371 2 759.9203491 0.03344158 2.54E-05 94.03556247GATELTHEDYMEGILEVQAK 17 21361144 2xTMT6plex [N-Term; K20] 0.955 100 100 4.945150852 49.27 0 2692.390403 3 898.1353149 0.367210572 0.000329558 76.75904405KMNVSPDVNYEELAR 2 21361144 2xTMT6plex [N-Term; K1] 0.687 5.281615734 25.91 1 2223.184374 3 741.7333984 0.570574584 0.000422831 61.05728425LKPGDLVGVNK 13 21361144 3xTMT6plex [N-Term; K2; K11] 1.04 1.173 1.126 3.878442526 22.92 0 1827.16708 3 609.7280884 1.440233215 0.000877182 49.60350755GATELTHEDYMEGILEVQAK 6 21361144 2xTMT6plex [N-Term; K20]; 1xOxidation [M11] 100 3.370659828 19.82 0 2708.385318 3 898.1353149 0.367210572 0.000329558 76.75904405APSIIFIDELDAIGTK 4 21361144 2xTMT6plex [N-Term; K16] 2.415952444 29.52 0 2161.252042 2 1081.129028 -0.58411946 -0.000631215 98.77792087MSTEEIIQR 4 21361144 1xTMT6plex [N-Term] 0.546 1.071 3.055693865 31.99 0 1335.713967 2 668.3602295 -0.587360501 -0.000392273 42.63618406KIEFPMPNEEAR 6 21361144 2xTMT6plex [N-Term; K1] 0.393 1.905 0.901 2.949488163 11.95 1 1919.046089 3 640.3532104 -0.526966157 -0.000337091 54.53206248EKAPSIIFIDELDAIGTK 8 21361144 3xTMT6plex [N-Term; K2; K18] 100 0.769 2.315398455 19.48 1 2647.55253 3 883.1881714 -0.970522705 -0.000856503 109.9266186QTYFLPVIGLVDAEK 3 21361144 2xTMT6plex [N-Term; K15] 1.874113441 10.98 0 2151.246563 2 1076.125977 -0.877019414 -0.000943342 104.4292147DSYLILETLPTEYDSR 4 21361144 1xTMT6plex [N-Term] 1.581421018 19.31 0 2144.096046 2 1072.547485 -3.895388404 -0.004176043 84.40391261VDILDPALLR 6 21361144 1xTMT6plex [N-Term] 1.167 100 2.639873743 23.27 0 1353.830317 2 677.4177856 -1.494013623 -0.00101132 82.3691453VTHELQAMK 4 21361144 2xTMT6plex [N-Term; K9] 1.145 0.747 2.8253901 10.6 0 1514.876505 2 757.9411621 -0.962092451 -0.000728726 44.41121103DAFALAK 6 21361144 2xTMT6plex [N-Term; K7] 1.077 1.14 0.978 2.989836454 42.91 0 1193.72943 2 597.3686523 0.500789781 0.000298904 53.07031867MNVSPDVNYEELAR 6 21361144 1xTMT6plex [N-Term] 100 100 2.140633583 10.8 0 1865.926479 2 933.4658813 -1.067852732 -0.000996267 55.84444543LLDSEIK 4 21361144 2xTMT6plex [N-Term; K7] 1.079 1.045 2.656933069 35.58 0 1275.792424 2 638.399353 -0.779848895 -0.000497463 63.99840479EKFENLGIQPPK 1 21361144 3xTMT6plex [N-Term; K2; K12] 1.204 2.138989449 1 2087.246787 3 696.4221802 2.491405126 0.001733392 51.860104487657015 RTCB tRNA-splicing ligase RtcB homolog 51493 NP_055121.1 40.59405941 1 15 15 92 505 55.175 7.23 1.07 1.07 1.09 1.08 Significant 0.000038 NVTDVVNTCHDAGISK 6 7657015 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 1.261 1.434 1.151 4.894494057 64.99 0 2188.143237 3 730.0533447 1.025344068 0.000747867 45.48601631GLPQLGTLGAGNHYAEIQVVDEIFNEYAAK 6 7657015 2xTMT6plex [N-Term; K30] 100 100 3.252794981 13.53 0 3675.942282 4 919.7409058 -0.132946354 -0.000122176 109.8961992GMAAAGNYAWVNR 4 7657015 1xTMT6plex [N-Term] 1.551 100 3.997891903 56.89 0 1609.810661 2 805.4080811 -1.103061787 -0.00088786 48.53994531EQLAQAMFDHIPVGVGSK 4 7657015 2xTMT6plex [N-Term; K18] 1.571 100 3.329129696 30 0 2385.300072 3 795.7697754 -2.221551991 -0.001766356 79.83838436GQVCVMIHSGSR 24 7657015 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4]; 1xOxidation [M6] 1.35 1.233 1.176 4.095812798 52.87 0 1575.793297 3 520.6051025 1.520765257 0.000790696 25.72596583EGYAWAEDKEHCEEYGR 4 7657015 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C12] 0.63 0.734 5.413977623 19.35 1 2587.192372 4 647.5527344 -1.261823448 -0.000816145 42.8943538LVMEEAPESYK 6 7657015 2xTMT6plex [N-Term; K11] 0.793 1.181 1.594 3.371895313 35.19 0 1753.944644 2 877.4754639 -0.566110013 -0.000496463 55.53769811GQVCVMIHSGSR 14 7657015 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.031 1.012 1.043 4.923627377 70.05 0 1559.798382 3 520.6051025 1.520765257 0.000790696 25.72596583SYNDELQFLEK 2 7657015 2xTMT6plex [N-Term; K11] 100 2.115571737 25.43 0 1843.984201 2 922.4955444 -0.210605282 -0.000194176 67.9259428LRPIAVIK 2 7657015 2xTMT6plex [N-Term; K8] 0.989 3.275375366 8.88 0 1367.950262 3 456.6557007 1.671377128 0.00076212 51.42193272VFNTTPDDLDLHVIYDVSHNIAK 2 7657015 2xTMT6plex [N-Term; K23] 0.903 3.657694578 0 3084.640621 4 771.9156494 0.047634804 3.67E-05 95.32986128GVIPMNAK 2 7657015 2xTMT6plex [N-Term; K8] 0.908 3.000530243 30.96 0 1287.785899 2 644.3960571 -0.824377863 -0.000530811 47.66992318LMFEELR 6 7657015 1xTMT6plex [N-Term] 2.201488733 30.57 0 1166.644097 2 583.8249512 -1.260758319 -0.000735428 64.7376829GGGVGGFLPAMK 6 7657015 2xTMT6plex [N-Term; K12] 100 2.06391573 28.59 0 1548.897241 2 774.9523926 0.173043274 0.000134013 78.10850106NLDFQDVLDK 2 7657015 2xTMT6plex [N-Term; K10] 1.707062483 1 0 1664.925958 2 832.9649048 -2.056896087 -0.00171229 73.16833965LADMGIAIR 2 7657015 1xTMT6plex [N-Term] 0.521 1.588074803 26.43 0 1188.697195 2 594.8518066 -0.721881698 -0.000429049 57.61543956271398239 CNDP2 cytosolic non-specific dipeptidase isoform 1 55748 NP_060705.2 52.21052632 1 16 16 70 475 52.845 5.97 1.06 1.01 1.31 1.12 Significant 0.0067 VYMGHGGKPWVSDFSHPHYLAGR 4 271398239 2xTMT6plex [N-Term; K8] 100 2.254868269 7.47 0 3056.57177 5 612.119873 -0.494559179 -0.000302331 56.35397729YPSLSLHGIEGAFSGSGAK 6 271398239 2xTMT6plex [N-Term; K19] 1.077 0.791 0.01 5.449739456 36.87 0 2336.265067 3 779.4262695 -0.347279194 -0.000270445 83.02425684GNILIPGINEAVAAVTEEEHK 6 271398239 2xTMT6plex [N-Term; K21] 0.814 0.89 4.319870472 37.9 0 2662.481601 3 888.1644287 -1.077302163 -0.000956099 99.73668751DVGAQILLHSHK 4 271398239 2xTMT6plex [N-Term; K12] 1.033 0.98 4.538289547 44.81 0 1776.053224 3 592.6893921 0.22482408 0.0001331 44.50582763GICYFFIEVECSNK 2 271398239 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C3; C11] 1.389 3.379096508 43.46 0 2224.118269 3 742.0429077 -1.84281813 -0.001366215 101.6524421QKLPDGSEIPLPPILLGR 4 271398239 2xTMT6plex [N-Term; K2] 1.278 3.465253353 16.24 1 2401.458287 3 801.1570435 -0.712087699 -0.000570016 88.67831208MMEVAAADVK 6 271398239 2xTMT6plex [N-Term; K10] 1.154 1.144 0.95 3.614066601 55.59 0 1522.837342 2 761.9229126 0.792090711 0.000603113 51.94958261DVDYVCISDNYWLGK 4 271398239 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.26 3.302561283 35.2 0 2305.15749 3 769.0568237 -0.682156686 -0.00052416 87.46448401LVPNMTPEVVGEQVTSYLTK 4 271398239 2xTMT6plex [N-Term; K20] 0.7 1.427 2.857488632 23.84 0 2663.47301 3 888.4953003 -0.624275556 -0.000554247 101.3522034EGGSIPVTLTFQEATGK 5 271398239 2xTMT6plex [N-Term; K17] 100 1.661104798 6.95 0 2193.21672 2 1097.110596 -1.278826541 -0.001402372 67.08011501YNYIEGTK 4 271398239 2xTMT6plex [N-Term; K8] 0.953 1.003 3.21534729 40.31 0 1445.804052 2 723.4055176 -0.202713327 -0.000146542 53.09581437WVAIQSVSAWPEK 6 271398239 2xTMT6plex [N-Term; K13] 100 1.759693861 5.4 0 1959.110404 2 980.0588379 -0.002566854 -2.51E-06 76.98670874KKPCITYGLR 4 271398239 3xTMT6plex [N-Term; K1; K2]; 1xCarbamidomethyl [C4] 1.257 1.45 3.067461252 2.67 1 1923.181685 4 481.5509033 0.051233459 2.46E-05 40.68775255QLGGSVELVDIGK 4 271398239 2xTMT6plex [N-Term; K13] 0.01 2.19384551 20.22 0 1773.052221 2 887.0282593 -1.679970436 -0.001489338 67.46371123LYDDIDFDIEEFAK 4 271398239 2xTMT6plex [N-Term; K14] 1.69606781 9.95 0 2191.121088 2 1096.062256 -1.758337899 -0.001926366 101.8953695GSTDDKGPVAGWINALEAYQK 3 271398239 3xTMT6plex [N-Term; K6; K21] 100 1.641956449 0.15 1 2907.581933 3 969.8643188 -1.213945854 -0.001176549 88.2482539823110935 PSMA1 proteasome subunit alpha type-1 isoform 1 5682 NP_683877.1 66.91449814 1 16 16 80 269 30.22 6.99 0.86 0.98 1.11 0.98 Significant 0.0053 ETLPAEQDLTTK 4 23110935 2xTMT6plex [N-Term; K12] 0.917 0.975 3.959629297 53 0 1804.010415 2 902.5093994 0.613570806 0.000553444 59.34283422AQPAQPADEPAEK 4 23110935 2xTMT6plex [N-Term; K13] 0.886 1.024 3.351178885 28.63 0 1809.974699 2 905.4907227 -0.292737517 -0.000264924 34.40276945AQSELAAHQK 4 23110935 2xTMT6plex [N-Term; K10] 1.208 1.192 3.417333126 43.31 0 1540.884761 3 514.2996216 -0.292036054 -0.000149998 32.48854397DLEFTIYDDDDVSPFLEGLEERPQR 8 23110935 1xTMT6plex [N-Term] 100 100 2.191075563 18.66 0 3227.558183 3 1076.524414 0.156656355 0.000168539 98.42272771KAQPAQPADEPAEK 2 23110935 3xTMT6plex [N-Term; K1; K14] 0.896 4.337202072 12.92 1 2167.232593 3 723.0812378 -1.584219019 -0.001144457 28.7041254FVFDRPLPVSR 5 23110935 1xTMT6plex [N-Term] 1.032 100 3.566433668 21.56 0 1561.905214 3 521.3065796 -0.017946332 -9.34E-06 68.84463954HMSEFMECNLNELVK 7 23110935 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 0.873 100 2.497969627 11.21 0 2339.159815 3 780.3925171 1.360582338 0.001060873 79.80681566THAVLVALK 6 23110935 2xTMT6plex [N-Term; K9] 1.035 1.144 0.894 4.564816952 61.88 0 1409.924442 2 705.4662476 0.551034626 0.000388459 47.63993474NVSIGIVGK 6 23110935 2xTMT6plex [N-Term; K9] 0.788 0.905 1.536 3.955301762 42.37 0 1344.861507 2 672.9342651 -0.188358847 -0.000126658 56.56288584AQPAQPADEPAEKADEPMEH 6 23110935 2xTMT6plex [N-Term; K13] 0.664 0.744 0.673 3.932196379 10.65 1 2619.276101 3 873.7630005 -0.631180178 -0.000551078 29.40611186QGSATVGLK 2 23110935 2xTMT6plex [N-Term; K9] 1.369 3.624016523 39.12 0 1318.809471 2 659.9087524 0.573906109 0.000378436 39.29864071LVSLIGSK 6 23110935 2xTMT6plex [N-Term; K8] 0.962 1.033 1.32 3.516243935 36.73 0 1274.844794 2 637.9257202 -0.494570253 -0.00031525 66.90739917IHQIEYAMEAVK 6 23110935 2xTMT6plex [N-Term; K12] 1.957 100 2.312099218 28.15 0 1890.055926 2 945.5336914 2.211782436 0.002090196 70.01769407RPYGVGLLIAGYDDMGPHIFQTCPSANYFDCR 4 23110935 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C23; C31] 2.105539083 14.41 0 3919.855585 4 980.7164917 -2.920628803 -0.002862111 89.78895575AQPAQPADEPAEKADEPMEH 2 23110935 2xTMT6plex [N-Term; K13]; 1xOxidation [M18] 0.761 3.913912058 4.39 1 2635.271016 3 873.7630005 -0.631180178 -0.000551078 29.40611186LLCNFMR 4 23110935 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.174 100 100 2.372479916 31.01 0 1182.632486 2 591.8196411 -0.40653664 -0.000240392 70.6320662ADEPMEH 4 23110935 1xTMT6plex [N-Term] 0.918 0.641 2.260002613 23.88 0 1057.482176 2 529.2445679 -0.299851685 -0.000158544 22.955890175729991 PSMC4 26S protease regulatory subunit 6B isoform 1 5704 NP_006494.1 48.80382775 1 14 15 74 418 47.337 5.21 1.13 0.97 1.04 1.05 Significant 0.002 ADTLDPALLRPGR 6 5729991 1xTMT6plex [N-Term] 1.356 1.296 1.101 3.648705721 30.5 0 1623.93797 3 541.9839478 -0.418808042 -0.000226706 49.39408222GVLMYGPPGCGK 6 5729991 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.326 0.958 0.584 3.446594238 56.15 0 1693.91699 2 847.4609375 -1.411846043 -0.001195775 49.58853924EAVELPLTHFELYK 6 5729991 2xTMT6plex [N-Term; K14] 0.9 1.205 3.917927027 38.02 0 2147.215263 3 716.4095459 -0.54890849 -0.000392875 88.93006896ISGADINSICQESGMLAVR 3 5729991 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.337 5.455245972 90.89 0 2250.141968 3 750.7178345 -1.340987402 -0.001005804 76.85094523ELLKPNASVALHK 10 5729991 3xTMT6plex [N-Term; K4; K13] 1.082 1.088 1.05 4.570241451 22.11 0 2107.320621 4 527.5844116 -2.279736447 -0.001201034 47.7379679EFLHAQEEVK 8 5729991 2xTMT6plex [N-Term; K10] 1.045 0.782 1.043 3.551412106 44.16 0 1687.941942 3 563.3186035 -0.405620068 -0.000228221 49.80160942RFDAQTGADR 6 5729991 1xTMT6plex [N-Term] 0.848 1.286 0.852 5.076553345 34.8 1 1365.707242 3 455.9072876 0.049434437 2.25E-05 25.58586906AQDEIPALSVSRPQTGLSFLGPEPEDLEDLYSR 2 5729991 1xTMT6plex [N-Term] 1.863760233 8.85 0 3858.959893 4 965.4911499 -4.437200982 -0.004280745 95.31185747VVGSEFVQK 6 5729991 2xTMT6plex [N-Term; K9] 1.22 100 1.247 4.017798901 37.24 0 1450.866986 2 725.937439 0.423939405 0.00030754 59.81624679KDEQEHEFYK 2 5729991 3xTMT6plex [N-Term; K1; K10] 1.223 3.953388214 18.11 1 2040.100517 4 510.7798462 -1.451842373 -0.000740476 38.80002297LIFSTITSK 7 5729991 2xTMT6plex [N-Term; K9] 1.755 100 0.642 2.909932852 40.15 0 1467.918687 2 734.4619751 -1.371918421 -0.001006932 76.47732976MNLSEEVDLEDYVARPDK 3 5729991 2xTMT6plex [N-Term; K18] 0.01 1.817997217 3.76 0 2581.321989 3 861.1105347 -1.913080241 -0.001646092 73.13382394GVLMYGPPGCGK 2 5729991 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10]; 1xOxidation [M4] 0.824 3.499701023 46.94 0 1709.911905 2 847.4609375 -1.411846043 -0.001195775 49.58853924KIEFPLPDR 2 5729991 2xTMT6plex [N-Term; K1] 1.379 3.714431524 17.49 1 1572.951385 3 524.9887085 0.119335081 6.26E-05 62.23920247VIMATNR 4 5729991 1xTMT6plex [N-Term] 1.144 1.096 2.463630438 30.76 0 1033.602566 2 517.3053589 0.846537602 0.000437492 35.76522847ENAPAIIFIDEIDAIATK 1 5729991 2xTMT6plex [N-Term; K18] 1.010596991 0 2402.358298 2 1201.679443 -2.78401488 -0.003344101 111.4822762728798446 AIM1 absent in melanoma 1 protein 202 NP_001615.2 13.00058038 1 16 16 58 1723 188.558 5.86 1.5 1.73 1.71 1.64 Significant 0.002 AAGAPGASDADGLKPR 4 728798446 2xTMT6plex [N-Term; K14] 1.38 1.761 5.276669979 43.94 0 1912.065245 3 638.0228882 -5.822782067 -0.00371118 36.38782499SPEAVGSECPSR 2 728798446 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.219 3.833735704 42.89 0 1504.726323 2 752.866394 -0.539130638 -0.000405622 31.41911378SLVLENVTDTAQDIPTTVDTK 2 728798446 2xTMT6plex [N-Term; K21] 100 3.191358089 27.77 0 2718.481326 3 906.8334961 1.695333054 0.001536244 69.99311694DDAVFDDEVAPNAASDNASAEK 4 728798446 2xTMT6plex [N-Term; K22] 1.619 2.248 4.179301739 69.95 0 2709.289168 3 903.7678833 -0.026485787 -2.39E-05 61.26260152ALEAVPAPPASGPR 6 728798446 1xTMT6plex [N-Term] 1.486 1.562 1.459 4.190296173 60.03 0 1561.889957 2 781.4488525 0.301626964 0.000235554 51.23170042GIWVAYEKPGFTGHQYLLEEGEYR 2 728798446 2xTMT6plex [N-Term; K8] 100 4.436841011 25.92 0 3300.709369 4 825.9333496 0.666365091 0.000549869 80.0894778LLEKEDSEAADSK 2 728798446 3xTMT6plex [N-Term; K4; K13] 1.663 3.577588558 28.67 1 2122.18464 3 708.065979 -0.592054177 -0.000418816 41.91017161ASAEQSVLFK 4 728798446 2xTMT6plex [N-Term; K10] 1.864 100 3.7758286 57.51 0 1537.899015 2 769.4515991 -2.011157939 -0.001546479 55.96789474SFVLPVESTQDVSSQVIPESSEVR 6 728798446 1xTMT6plex [N-Term] 100 2.522008181 19.48 0 2848.477748 3 950.1619263 -2.289914819 -0.002174257 76.99031682GFYTSFEDWGGK 4 728798446 2xTMT6plex [N-Term; K12] 100 100 1.979757667 15.49 0 1851.931771 2 926.4680786 -1.560831496 -0.001445277 79.01063806GTAAESGEEAAR 6 728798446 1xTMT6plex [N-Term] 2.485099316 36.75 0 1377.680752 2 689.3441162 0.147619014 0.000101686 24.30452227LKPNLVLDIK 5 728798446 3xTMT6plex [N-Term; K2; K10] 1.726 100 2.894692898 15.71 0 1840.223867 3 614.0805054 1.682356879 0.001031971 71.00615598VVIYSEPDVSEK 4 728798446 2xTMT6plex [N-Term; K12] 100 1.806007624 16.34 0 1823.020252 2 912.0136108 -0.168231983 -0.000153345 51.88235157EDSEAADSK 2 728798446 2xTMT6plex [N-Term; K9] 100 3.335515738 22.4 0 1409.716024 2 705.3623657 1.014704584 0.000715223 27.7053647GSSIDVLGIVANLK 3 728798446 2xTMT6plex [N-Term; K14] 2.158167362 12.99 0 1844.12572 2 922.5656738 -0.894105934 -0.000824422 95.15668265VFTFGLGK 2 728798446 2xTMT6plex [N-Term; K8] 100 2.374224901 28.38 0 1326.81858 2 663.9127197 -0.314102381 -0.000208378 80.86758563189458819 TFRC transferrin receptor protein 1 isoform 1 7037 NP_001121620.1 27.23684211 1 18 18 61 760 84.818 6.61 1.37 1.33 2.22 1.64 Significant 0.03 GFVEPDHYVVVGAQR 6 189458819 1xTMT6plex [N-Term] 1.366 1.886 1.957 5.526858807 32.89 0 1902.007112 3 634.6680908 -9.144560476 -0.005797673 48.79379629VEYHFLSPYVSPK 4 189458819 2xTMT6plex [N-Term; K13] 2.009 2.179 3.998048782 26.88 0 2024.12572 3 675.3799438 -0.21816186 -0.000147196 72.85439786HPVTGQFLYQDSNWASK 4 189458819 2xTMT6plex [N-Term; K17] 4.176 3.29852128 41.66 0 2436.271215 3 812.762085 0.199876274 0.000162318 66.31785358LLNENSYVPR 4 189458819 1xTMT6plex [N-Term] 0.127 0.042 3.609407187 45.57 0 1433.794994 2 717.4017334 0.83400129 0.000597893 58.68072622LTTDFGNAEK 4 189458819 2xTMT6plex [N-Term; K10] 1.304 2.232 4.418911457 52.02 0 1553.857544 2 777.4312744 -1.461814749 -0.001135726 58.08602941LAVDEEENADNNTK 6 189458819 2xTMT6plex [N-Term; K14] 2.471 2.198 1.525 3.47134757 40.63 0 2020.023499 2 1010.515564 0.174388906 0.000176135 39.61668503LVHANFGTK 4 189458819 2xTMT6plex [N-Term; K9] 1.368 1.392 3.285803795 42.53 0 1444.867655 3 482.2939453 -0.257658547 -0.000124094 42.04178098AVLGTSNFK 6 189458819 2xTMT6plex [N-Term; K9] 1.924 2.689 2.339 3.927750349 54.11 0 1394.840772 2 697.9237061 -0.45598081 -0.00031801 48.50835324EAGSQKDENLALYVENQFR 2 189458819 2xTMT6plex [N-Term; K6] 2.482338905 15.44 1 2669.393514 3 890.4685669 -0.886724416 -0.000789005 82.50500078AAAEVAGQFVIK 2 189458819 2xTMT6plex [N-Term; K12] 100 1.887890339 34.41 0 1661.999063 2 831.5026245 -0.656159553 -0.000545268 71.11310796SAFSNLFGGEPLSYTR 5 189458819 1xTMT6plex [N-Term] 100 1.757475853 14.61 0 1975.012257 2 988.0093994 -0.372104969 -0.000367456 84.85249372LTHDVELNLDYER 2 189458819 1xTMT6plex [N-Term] 100 3.313688278 17.52 0 1845.954408 3 615.9897461 0.150123562 9.24E-05 54.83372593DENLALYVENQFR 2 189458819 1xTMT6plex [N-Term] 1.693062305 11.34 0 1839.943843 2 920.4737549 -1.96207313 -0.001805052 90.65630889LAQMFSDMVLK 2 189458819 2xTMT6plex [N-Term; K11] 100 1.911487937 14.6 0 1740.979255 2 870.9925537 -0.818325733 -0.000712344 104.5973255EEPGEDFPAAR 2 189458819 1xTMT6plex [N-Term] 1.79 3.115823746 12.76 0 1446.706239 2 723.8569336 0.24306766 0.000175824 42.96039598VSASPLLYTLIEK 1 189458819 2xTMT6plex [N-Term; K13] 1.216319084 0 1892.150872 2 946.5787964 -0.293764398 -0.000277923 89.55640887MVTSESK 4 189458819 2xTMT6plex [N-Term; K7] 2.082 2.162 2.854114771 33.35 0 1239.701895 2 620.354187 -0.643232511 -0.000398708 38.33621095LYWDDLKR 1 189458819 2xTMT6plex [N-Term; K7] 1.163 3.166884184 2.11 1 1566.904434 3 522.9726563 -0.650231104 -0.000339617 69.792067454507943 XPO1 exportin-1 7514 NP_003391.1 19.98132586 1 18 18 78 1071 123.306 6.06 1.25 1.51 1.28 1.35 Significant 0.0037 LDINLLDNVVNCLYHGEGAQQR 6 4507943 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 100 2.773532391 33.45 0 2770.414377 3 924.1417847 -1.291029285 -0.001192229 103.2537714ETLVYLTHLDYVDTER 6 4507943 1xTMT6plex [N-Term] 2.579 4.125074387 32.32 0 2196.13858 3 732.7171021 -0.831818025 -0.000608929 82.68089943ICLEYWNHLAAELYR 2 4507943 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.636 3.535352707 15.26 0 2180.116011 3 727.3759155 -1.29243029 -0.000939216 98.58882914SAFPHLQDAQVK 4 4507943 2xTMT6plex [N-Term; K12] 1.427 1.271 3.792428732 41.01 0 1799.021589 3 600.3461914 1.351700705 0.00081058 49.69836948DTDSINLYK 2 4507943 2xTMT6plex [N-Term; K9] 1.318 3.95993042 55.32 0 1526.846645 2 763.9257813 -1.54485063 -0.001179375 58.74958442DLLGLCEQK 5 4507943 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.404 3.225066185 26.36 0 1533.871086 2 767.4370728 -2.749059049 -0.002108351 70.1804018YMLLPNQVWDSIIQQATK 8 4507943 2xTMT6plex [N-Term; K18] 100 2.146065474 12.58 0 2606.441651 3 869.4852905 -0.127540921 -0.000110809 110.7023977AVGHPFVIQLGR 8 4507943 1xTMT6plex [N-Term] 1.048 1.175 1.041 3.690191507 31.49 0 1522.905548 3 508.3074341 1.445313596 0.000733692 56.2358588QLLDFSQK 4 4507943 2xTMT6plex [N-Term; K8] 1.224 3.307764769 41.08 0 1436.851336 2 718.9283447 -1.338577504 -0.000961668 64.36204946YYGLQILENVIK 5 4507943 2xTMT6plex [N-Term; K12] 1.40592134 9.87 0 1911.135556 2 956.0696411 -1.857902453 -0.001775352 97.75073953IYLDMLNVYK 5 4507943 2xTMT6plex [N-Term; K10] 100 1.889304638 11.2 0 1729.996286 2 865.5003662 -1.635817457 -0.001414979 88.02287011QLYLPMLFK 4 4507943 2xTMT6plex [N-Term; K9] 1.154 1.775 2.495880842 20.97 0 1610.974428 2 805.989563 -1.600803459 -0.001289427 103.3183843QMSVPGIFNPHEIPEEMCD 2 4507943 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.158766508 4.4 0 2459.124269 2 1230.064331 -1.172401355 -0.00144154 78.5880079QLGSILK 4 4507943 2xTMT6plex [N-Term; K7] 0.709 2.334218264 33.43 0 1216.80293 2 608.9053345 0.380337112 0.000231398 56.0294389DFLVQIK 4 4507943 2xTMT6plex [N-Term; K7] 1.168 2.897847891 37.69 0 1320.829144 2 660.9189453 1.112751794 0.000734878 70.40658615NQCEGIK 4 4507943 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 2.575 1.738 2.971687555 29.92 0 1306.718942 2 653.8627319 -0.577716285 -0.000377456 31.5850962EFAGEDTSDLFLEER 2 4507943 1xTMT6plex [N-Term] 100 1.295653939 4.78 0 1986.949382 2 993.9819336 3.627957292 0.003604284 74.44092674FLVTVIK 3 4507943 2xTMT6plex [N-Term; K7] 100 2.071843624 20.98 0 1277.859716 2 639.4338989 0.630031257 0.000402546 99.9629948121735621 MDH2 malate dehydrogenase, mitochondrial isoform 1 precursor 4191 NP_005909.2 62.13017751 1 14 14 109 338 35.481 8.68 0.75 0.7 0.66 0.7 Significant 0.0014



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms AGAGSATLSMAYAGAR 8 21735621 1xTMT6plex [N-Term] 1.072 1.134 0.786 5.312167168 82.68 0 1683.86857 2 842.4377441 -0.212753392 -0.000179124 45.14703919GCDVVVIPAGVPR 19 21735621 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.825 0.576 0.72 3.800485849 44.84 0 1567.882764 2 784.4471436 2.708537573 0.002123335 58.77303811VAVLGASGGIGQPLSLLLK 8 21735621 2xTMT6plex [N-Term; K19] 0.445 0.977 3.323228598 46.73 0 2251.41536 2 1126.208496 -2.506966329 -0.002822111 106.0533058VNVPVIGGHAGK 4 21735621 2xTMT6plex [N-Term; K12] 0.808 0.702 4.783116817 68.62 0 1605.984082 3 536.0001831 1.192070599 0.000638149 50.9554058DDLFNTNATIVATLTAACAQHCPEAMICVIANPVNSTIPITAEVFK 2 21735621 2xTMT6plex [N-Term; K46]; 3xCarbamidomethyl [C18; C22; C28] 100 3.80601573 26.89 0 5460.7716 4 1365.946899 -1.067992617 -0.001458016 117.5367082LTLYDIAHTPGVAADLSHIETK 8 21735621 2xTMT6plex [N-Term; K22] 0.776 0.757 5.557741165 55.54 0 2823.565665 4 706.6473389 0.658911097 0.00046512 93.81051112IQEAGTEVVK 8 21735621 2xTMT6plex [N-Term; K10] 0.7 0.627 0.305 4.467795372 52.1 0 1531.909579 2 766.458252 -0.229748384 -0.000175977 46.0953277EGVVECSFVK 2 21735621 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.269 3.728576183 41.35 0 1611.88165 2 806.4442749 -0.233928659 -0.000188533 60.76088006TIIPLISQCTPK 11 21735621 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 0.66 100 0.663 3.826887608 44.83 0 1829.097063 2 915.0513916 -0.850734992 -0.000778038 72.77819296ANTFVAELK 6 21735621 2xTMT6plex [N-Term; K9] 0.953 1.475 0.582 4.230772495 46.77 0 1450.866986 2 725.9369507 -0.249149519 -0.000180741 71.67796932IFGVTTLDIVR 8 21735621 1xTMT6plex [N-Term] 0.697 0.827 1.188 3.089595318 34.53 0 1462.883081 2 731.9450073 -0.234531089 -0.000171546 79.7396683MISDAIPELK 16 21735621 2xTMT6plex [N-Term; K10] 1.051 0.381 1.066 3.057816982 28.4 0 1574.922786 2 787.9666138 2.009259812 0.001582215 74.05021072GYLGPEQLPDCLK 7 21735621 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 0.615 0.894 0.635 2.842473745 22.97 0 1948.061405 2 974.5343628 0.022379139 2.18E-05 61.85846368VSSFEEK 2 21735621 2xTMT6plex [N-Term; K7] 0.796 2.95439291 24.95 0 1283.724739 2 642.3667603 1.172500433 0.000752584 48.899517834504327 HADHB trifunctional enzyme subunit beta, mitochondrial isoform 1 precursor 3032 NP_000174.1 39.02953586 1 18 18 97 474 51.262 9.41 0.67 0.69 0.59 0.65 Significant 0.0022 EAALGAGFSDK 6 4504327 2xTMT6plex [N-Term; K11] 0.717 0.855 0.758 4.485950947 59.14 0 1523.846979 2 762.4277344 0.796096994 0.000606565 49.99989025EVVDYIIFGTVIQEVK 17 4504327 2xTMT6plex [N-Term; K16] 0.75 0.676 0.608 3.99967289 49.1 0 2310.336106 3 770.7821045 -1.881177992 -0.001448718 106.3206817TPFLLSGTSYK 4 4504327 2xTMT6plex [N-Term; K11] 0.572 0.689 3.785498857 44.75 0 1671.972179 2 836.489624 -0.124435758 -0.000104027 70.34824901DFMYVSQDPK 4 4504327 2xTMT6plex [N-Term; K10] 0.756 0.739 2.872452497 40.84 0 1687.876565 2 844.4390869 -3.357669627 -0.002833666 57.01081822ALAMGYKPK 6 4504327 3xTMT6plex [N-Term; K7; K9] 0.604 0.617 0.597 3.159867525 21.36 0 1666.032895 3 556.015686 -0.23428981 -0.000130112 37.94683182DQLLLGPTYATPK 6 4504327 2xTMT6plex [N-Term; K13] 1.844 0.707 2.302338839 18.68 0 1875.099171 2 938.0523682 -0.912528735 -0.000855541 59.41050502LAAAFAVSR 6 4504327 1xTMT6plex [N-Term] 0.568 0.538 0.648 3.388242245 46.23 0 1134.683259 2 567.8453979 0.229137458 0.000129999 53.63948081AAPAVQTK 6 4504327 2xTMT6plex [N-Term; K8] 0.589 1.223 0.79 3.423434496 45.27 0 1243.777443 2 622.3921509 -0.335994345 -0.000208951 33.8109478LEQDEYALR 8 4504327 1xTMT6plex [N-Term] 0.878 0.784 0.814 3.52643466 43.71 0 1365.721161 2 683.364502 0.41482571 0.000283268 51.37337116KAQDEGLLSDVVPFK 2 4504327 3xTMT6plex [N-Term; K1; K15] 0.999 2.745966911 23.42 1 2333.368359 3 778.4613037 0.428240491 0.000333081 70.35704472AMDSDWFAENYMGR 4 4504327 1xTMT6plex [N-Term] 0.01 1.674209595 13.32 0 1921.841034 2 961.4240723 -0.086666247 -8.33E-05 90.19509763FNFLAPELPAVSEFSTSETMGHSADR 4 4504327 1xTMT6plex [N-Term] 1.429671645 4.09 0 3069.482516 3 1023.829163 -3.121561039 -0.003193859 89.78092145LMLDLNK 4 4504327 2xTMT6plex [N-Term; K7] 0.731 0.84 3.310153484 25.47 0 1304.801215 2 652.9036865 -0.857236422 -0.000559262 62.54694312LVMAAANR 6 4504327 1xTMT6plex [N-Term] 0.992 0.737 0.849 2.915930748 55.55 0 1074.629115 2 537.8187256 0.985727876 0.000529646 38.85228986AQDEGLLSDVVPFK 4 4504327 2xTMT6plex [N-Term; K14] 1.768768549 5.52 0 1976.110464 2 988.5563354 -2.565343211 -0.002534701 82.73568747AALTGLLHR 3 4504327 1xTMT6plex [N-Term] 0.596 0.84 2.628758669 17.51 0 1180.736357 2 590.8713989 -0.708226212 -0.000418114 46.90356861DLMPHDLAR 2 4504327 1xTMT6plex [N-Term] 0.46 2.585304737 30.92 0 1296.693172 3 432.9025879 0.029661508 1.28E-05 45.9789989KLMLDLNK 5 4504327 3xTMT6plex [N-Term; K1; K8] 0.96 0.717 0.01 2.152802944 9.17 1 1662.05911 3 554.6912842 0.113942435 6.31E-05 51.2147001719923315 SHMT2 serine hydroxymethyltransferase, mitochondrial isoform 1 precursor 6472 NP_005403.2 42.85714286 1 16 16 70 504 55.958 8.53 1.1 1.25 1.41 1.25 Significant 0.0051 GLELIASENFCSR 4 19923315 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.054 0.881 3.564384937 58.74 0 1724.883886 2 862.9448853 -0.807023707 -0.000696011 76.02421276GWTGQESLSDSDPEMWELLQR 11 19923315 1xTMT6plex [N-Term] 0.85 100 4.453126907 33.28 0 2693.271461 3 898.4282837 -0.431837562 -0.000387685 98.7272833HADIVTTTTHK 4 19923315 2xTMT6plex [N-Term; K11] 1.219 1.235 4.537620544 50.5 0 1681.96374 3 561.3254395 -1.17416956 -0.000658304 28.88008395LIIAGTSAYAR 6 19923315 1xTMT6plex [N-Term] 0.978 2.06 3.405258894 40.92 0 1364.809916 2 682.9086304 0.049752121 3.40E-05 64.86501399VLELVSITANK 6 19923315 2xTMT6plex [N-Term; K11] 1.116 3.214426041 49.78 0 1645.030029 2 823.0185547 -0.119107248 -9.80E-05 90.57903105ALEAFDLDPAQWGVNVQPYSGSPANLAVYTALLQPHDR 2 19923315 1xTMT6plex [N-Term] 2.111810446 7.74 0 4353.21415 4 1089.057739 -1.15387357 -0.001255765 102.7824811AALEALGSCLNNK 4 19923315 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 0.615 0.763 2.568591356 38.9 0 1819.01479 2 910.0105591 -0.52117 -0.000474008 62.53121607IMGLDLPDGGHLTHGYMSDVK 4 19923315 2xTMT6plex [N-Term; K21] 100 2.170976162 9.64 0 2714.404613 4 679.3499146 -9.867702385 -0.006696234 67.08604781AMADALLER 4 19923315 1xTMT6plex [N-Term] 1.07 100 3.393517017 50.96 0 1218.671374 2 609.8391724 -0.250923624 -0.000152897 65.03813218AHLLADMAHISGLVAAK 3 19923315 2xTMT6plex [N-Term; K17] 0.01 3.104415655 20.48 0 2176.26765 3 726.0938721 -0.269644711 -0.000195606 96.67316955LGAPALTSR 4 19923315 1xTMT6plex [N-Term] 1.33 1.396 3.018536568 39.89 0 1114.678174 2 557.842041 -1.227680583 -0.000684234 37.25421116EYSLQVLK 4 19923315 2xTMT6plex [N-Term; K8] 0.712 100 2.179045439 25.89 0 1437.871737 2 719.4403687 1.198594174 0.000861712 53.16768539YSEGYPGK 2 19923315 2xTMT6plex [N-Term; K8] 1.186 3.215510368 35.11 0 1358.735638 2 679.8723755 1.35170265 0.000918303 34.86811556GWTGQESLSDSDPEMWELLQR 2 19923315 1xTMT6plex [N-Term]; 1xOxidation [M15] 1.528285623 3.4 0 2709.266376 3 898.4282837 -0.431837562 -0.000387685 98.7272833AFPMPGFDEH 4 19923315 1xTMT6plex [N-Term] 1.974 0.62 1.65491128 7.47 0 1376.650638 2 688.8286133 -0.500125072 -0.000344249 71.92692393EIPYTFEDR 2 19923315 1xTMT6plex [N-Term] 1.892 2.852333069 28.66 0 1398.710262 2 699.8583984 -0.530106213 -0.000370732 50.52920473EVCDEVK 4 19923315 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.177 1.128 3.123735666 33.16 0 1336.718273 2 668.8630981 0.483459436 0.000323125 38.3426084415149465 CALD1 caldesmon isoform 5 800 NP_149131.1 33.64661654 1 15 15 70 532 61.176 6.71 0.87 0.96 0.97 0.93 Significant 0.0012 SAKPTKPAASDLPVPAEGVR 7 15149465 3xTMT6plex [N-Term; K3; K6] 1.033 0.977 5.804100037 33.61 0 2678.580811 4 670.4002686 -0.584828818 -0.000391628 43.24817571GNVFSSPTAAGTPNK 6 15149465 2xTMT6plex [N-Term; K15] 1.254 1.155 1.369 4.773547649 64.34 0 1906.043447 2 953.524353 -1.058394191 -0.001008673 42.37493119STHQAAIVSK 10 15149465 2xTMT6plex [N-Term; K10] 0.789 0.912 0.859 4.689799309 56.86 0 1499.894598 2 750.4508057 -0.175486914 -0.000131606 32.54657704YEIEETETVTK 8 15149465 2xTMT6plex [N-Term; K11] 1.081 1.04 1.09 3.841596127 49.16 0 1799.967882 2 900.4885254 1.051330565 0.000946181 53.36885115GETESEEFEK 8 15149465 2xTMT6plex [N-Term; K10] 0.86 0.956 0.981 3.948645353 51.36 0 1642.821218 2 821.9093628 -5.946273373 -0.004884332 38.50926348LEQYTSAIEGTK 6 15149465 2xTMT6plex [N-Term; K12] 100 2.697098255 28.21 0 1797.999851 2 899.5020752 -1.655667198 -0.001488445 62.06876043MQNDTAENETTEKEEK 4 15149465 3xTMT6plex [N-Term; K13; K16] 1.454 1.612 3.679894447 25.7 1 2584.301537 3 862.105896 0.618259231 0.000532589 39.4665036GSIGENQIKDEK 2 15149465 3xTMT6plex [N-Term; K9; K12] 0.975 2.684537649 20.1 1 2005.153281 3 669.0552979 -0.967654359 -0.000646765 34.83002343SLAALSQIAYQR 2 15149465 1xTMT6plex [N-Term] 0.244 1.978955746 27.58 0 1549.889957 2 775.4486694 0.06768041 5.24E-05 79.06098938QQEAALELEELKK 2 15149465 3xTMT6plex [N-Term; K12; K13] 1.945114851 12.49 1 2216.310509 3 739.4411011 -0.793867708 -0.000586486 64.49832613KVLEEEEQR 2 15149465 2xTMT6plex [N-Term; K1] 1.002 3.188716173 27.01 1 1617.921206 3 539.9785156 -0.131573156 -7.10E-05 34.8988667MPEDGLSDDKKPFK 3 15149465 4xTMT6plex [N-Term; K10; K11; K14] 0.974 1.228 1.29 2.783302069 1 2523.429862 4 631.6132813 0.567897694 0.000358263 54.28171974EFDPTITDASLSLPSR 6 15149465 1xTMT6plex [N-Term] 2.037 1.409 100 2.102810621 19.91 0 1978.033052 2 989.519165 -1.01040368 -0.000999306 65.76535549INEWLTK 2 15149465 2xTMT6plex [N-Term; K7] 100 1.768449903 13.88 0 1361.819308 2 681.4123535 -1.378603416 -0.000938704 63.01333022QKEFDPTITDASLSLPSR 2 15149465 2xTMT6plex [N-Term; K2] 100 1.611050487 1.67 1 2463.349524 3 821.7877808 -0.298550748 -0.000245145 57.533926125453543 AKR1C1 aldo-keto reductase family 1 member C1 1645 NP_001344.2 58.82352941 1 1 13 82 323 36.765 7.88 1.45 1.46 1.61 1.5 Significant 0.0012 HIDSAHLYNNEEQVGLAIR 8 5453543 1xTMT6plex [N-Term] 1.427 1.437 1.453 6.493859768 52.99 0 2408.251987 3 803.4220581 -0.151804544 -0.000121861 46.86134649LNDGHFMPVLGFGTYAPAEVPK 4 5453543 2xTMT6plex [N-Term; K22] 3.475 2.789 3.789035797 28.41 0 2818.500228 3 940.1703491 -1.324848826 -0.001244696 91.85483379NLQLDYVDLYLIHFPVSVKPGEEVIPK 4 5453543 3xTMT6plex [N-Term; K19; K27] 100 100 2.714096069 9.98 0 3813.180945 4 954.0484009 -2.405203033 -0.002292869 104.4364345EEPWVDPNSPVLLEDPVLCALAK 10 5453543 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C19] 1.786 5.079 3.841878414 44.05 0 3049.63203 3 1017.212952 -2.534276088 -0.002576203 100.4847844ILFDTVDLCATWEAVEK 2 5453543 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C9] 1.745 3.949516296 52.81 0 2468.314719 3 823.4428101 -0.341254789 -0.000280775 104.6700335YKPVCNQVECHPYFNQR 22 5453543 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C5; C10] 1.723 1.672 1.669 5.729713917 42.99 0 2697.343017 4 675.0913696 0.234262243 0.000157971 39.59018973DIVLVAYSALGSHR 4 5453543 1xTMT6plex [N-Term] 2.392 100 3.547852278 37.74 0 1729.979835 3 577.3311157 -0.601736512 -0.000346997 80.78086362QLEMILNKPGLK 2 5453543 3xTMT6plex [N-Term; K8; K12] 100 2.294942617 8.25 0 2071.291629 3 691.1014404 -0.898377086 -0.000620267 77.55351676SIGVSNFNR 4 5453543 1xTMT6plex [N-Term] 1.377 3.32353282 53.11 0 1222.674151 2 611.8401489 -0.924079761 -0.000564924 47.14993944EDIFYTSK 6 5453543 2xTMT6plex [N-Term; K8] 1.723 100 2.939 3.184840202 29.5 0 1460.803717 2 730.9067383 1.699538734 0.001241346 51.61610646LAIEAGFR 8 5453543 1xTMT6plex [N-Term] 1.732 1.498 2.801836014 33.94 0 1105.65671 2 553.3306274 -2.470863843 -0.001365964 52.49389932GVVVLAK 6 5453543 2xTMT6plex [N-Term; K7] 1.359 1.369 1.478 3.208216906 43.61 0 1143.786551 2 572.3959961 -1.604908274 -0.000917836 55.74388556KLLDFCK 4 5453543 3xTMT6plex [N-Term; K1; K7]; 1xCarbamidomethyl [C6] 1.17 100 3.126327753 16.63 1 1610.990696 3 537.6692505 1.552997698 0.000833955 60.2416833332455266 PRDX1 peroxiredoxin-1 5052 NP_859048.1 76.88442211 1 12 15 162 199 22.096 8.13 1.09 1.18 1.11 1.13 Significant 0.00059 HGEVCPAGWKPGSDTIKPDVQK 8 32455266 4xTMT6plex [N-Term; K10; K17; K22]; 1xCarbamidomethyl [C5] 1.351 1.656 1.6 5.340525627 21.54 0 3322.838782 4 831.4644165 -0.886661848 -0.000736559 44.78111339KQGGLGPMNIPLVSDPK 12 32455266 3xTMT6plex [N-Term; K1; K17] 0.963 1.268 0.615 4.505271435 35.14 1 2438.440812 3 813.4833984 -2.120210371 -0.001723336 60.91060462QITVNDLPVGR 13 32455266 1xTMT6plex [N-Term] 1.096 1.304 1.277 3.191392183 49.7 0 1440.837194 2 720.9219971 -0.330376934 -0.00023801 50.46492346TIAQDYGVLK 16 32455266 2xTMT6plex [N-Term; K10] 1.08 1.413 1.161 4.114012241 59.74 0 1565.930315 2 783.470459 2.124391308 0.001663324 61.24453231KLNCQVIGASVDSHFCHLAWVNTPK 2 32455266 3xTMT6plex [N-Term; K1; K25]; 2xCarbamidomethyl [C4; C16] 1.097 3.952134848 9.42 1 3568.912409 5 714.5872192 -1.518526647 -0.001083898 76.35809451ATAVMPDGQFK 34 32455266 2xTMT6plex [N-Term; K11] 0.96 1.226 1.452 4.052209377 57.67 0 1622.897634 2 811.9523315 -0.152753974 -0.000123952 53.33486435LNCQVIGASVDSHFCHLAWVNTPK 2 32455266 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C3; C15] 100 2.34747839 4.16 0 3211.654514 4 803.6692505 0.204836206 0.000164466 83.39502684ATAVMPDGQFK 2 32455266 2xTMT6plex [N-Term; K11]; 1xOxidation [M5] 1.191 2.737766981 52.36 0 1638.892549 2 811.9523315 -0.152753974 -0.000123952 53.33486435LVQAFQFTDK 10 32455266 2xTMT6plex [N-Term; K10] 1.246 0.898 0.543 2.308000326 37.91 0 1654.956864 2 827.9821777 0.129948251 0.000107529 67.77411515GLFIIDDK 25 32455266 2xTMT6plex [N-Term; K8] 0.918 0.972 0.829 3.583465338 50.12 0 1378.834624 2 689.9197388 -1.75698441 -0.001211295 73.26184271DISLSDYK 12 32455266 2xTMT6plex [N-Term; K8] 1.288 1.278 1.331 3.457821369 46.22 0 1398.788067 2 699.8981323 0.658311619 0.000460419 52.24986883QGGLGPMNIPLVSDPK 4 32455266 2xTMT6plex [N-Term; K16] 100 100 1.810313702 11.75 0 2081.182917 2 1041.094482 -0.590474888 -0.000614443 68.5625444IGHPAPNFK 4 32455266 2xTMT6plex [N-Term; K9] 1.228 1.329 2.806742907 26.18 0 1438.85709 3 480.2901917 -0.742678919 -0.000356203 45.12514155ADEGISFR 6 32455266 1xTMT6plex [N-Term] 1.084 1.103 1.044 3.125806093 36.22 0 1123.594504 2 562.3015137 1.109754227 0.000623457 42.28683237SKEYFSK 5 32455266 3xTMT6plex [N-Term; K2; K7] 0.547 0.63 0.681 2.481574297 15.86 1 1575.934955 3 525.9829102 -0.493707718 -0.00025935 41.76937599SVDETLR 7 32455266 1xTMT6plex [N-Term] 1.093 1.154 100 3.049638271 31.39 0 1048.583605 2 524.7949829 -0.8731585 -0.00045779 36.432728792859701 MYO6 unconventional myosin-VI isoform 1 4646 NP_004990.3 17.9766537 1 19 19 64 1285 148.62 8.53 1.03 0.99 0.57 0.86 Significant 0.028 QKEEESQQQAVLEQER 6 92859701 2xTMT6plex [N-Term; K2] 1.032 1.164 0.761 5.062793732 29.57 1 2417.267251 3 806.4230957 -5.178372651 -0.004172504 34.79962839DPLLDDHGDFIR 4 92859701 1xTMT6plex [N-Term] 1.031 1.088 4.386748314 46.46 0 1641.843401 3 547.9523315 -0.584496118 -0.000319884 64.52074292VVAGVLHLGNIDFEEAGSTSGGCNLK 2 92859701 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C23] 0.439 3.30172658 33.13 0 3102.629405 3 1034.881592 0.263528291 0.000272544 86.94199279VMLTTAGGTK 2 92859701 2xTMT6plex [N-Term; K10] 0.882 4.286092758 52.1 0 1436.854707 2 718.930542 -0.626107581 -0.000449813 43.47344896LCAGASEDIR 10 92859701 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.363 1.225 0.496 4.046586514 68.95 0 1320.677916 2 660.8435669 1.469774756 0.00097055 45.24758886YLTESYGTGQDIDDR 2 92859701 1xTMT6plex [N-Term] 1.302 3.119810343 23.32 0 1961.928981 2 981.4685669 0.446631388 0.00043813 47.15806056ASFHELYNMYK 2 92859701 2xTMT6plex [N-Term; K11] 1.057 3.601126194 34.17 0 1860.971862 3 620.9942627 -1.948999948 -0.001209011 65.06323843SDPDHLAELVK 4 92859701 2xTMT6plex [N-Term; K11] 1.045 0.872 3.292781353 19.54 0 1681.952507 3 561.3225708 0.387961218 0.000217511 57.61194433LPQPSDQHFTSAVHQK 2 92859701 2xTMT6plex [N-Term; K16] 1.102 4.69255209 15.03 0 2278.234435 4 570.3143311 0.464850646 0.00026476 40.47447615DVEDNCSLMYLNEATLLHNIK 3 92859701 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C6] 1.631177306 13.05 0 2950.50545 3 984.1734619 0.129754781 0.000127614 88.19469183LSFISVGNK 2 92859701 2xTMT6plex [N-Term; K9] 100 1.993529797 27.6 0 1422.872072 2 711.9394531 -0.310639311 -0.000221 78.06325074IVEANPLLEAFGNAK 2 92859701 2xTMT6plex [N-Term; K15] 1.242929459 2.32 0 2044.184297 2 1022.595093 -0.679191757 -0.000694197 95.77558913GPAVLATK 2 92859701 2xTMT6plex [N-Term; K8] 0.802 2.696841002 30.13 0 1214.787279 2 607.8971558 -0.201324599 -0.000122283 49.01707557FVEIHFNEK 6 92859701 2xTMT6plex [N-Term; K9] 2.126 0.01 0.755 2.083387852 19.76 0 1620.914999 3 540.9759521 -1.046208276 -0.000565272 55.0876971EEQELYQK 2 92859701 2xTMT6plex [N-Term; K8] 1.199 2.585951805 19.75 0 1524.830995 2 762.9185791 -0.72990835 -0.000556493 42.44656257EYDALVK 4 92859701 2xTMT6plex [N-Term; K7] 0.893 0.999 2.922291756 37.2 0 1295.761124 2 648.3847656 0.8723753 0.000565195 53.93406479QFEEIWER 3 92859701 1xTMT6plex [N-Term] 100 2.010184288 24.54 0 1365.700031 2 683.354248 0.869915591 0.000594022 66.66413875DDEGFIIR 2 92859701 1xTMT6plex [N-Term] 0.972 2.380997896 23.5 0 1193.636369 2 597.3212891 -0.89397829 -0.000533542 58.2986543SSEELLSALQK 4 92859701 2xTMT6plex [N-Term; K11] 1.588097334 10.32 0 1662.967822 2 831.9873047 -0.294386333 -0.000244777 65.97790968528281407 PHB prohibitin isoform 1 5245 NP_001268644.1 69.85294118 1 16 16 113 272 29.786 5.76 0.78 0.77 0.85 0.8 Significant 0.00099 GVQDIVVGEGTHFLIPWVQKPIIFDCR 8 528281407 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C26] 0.999 5.755400658 23.7 0 3581.970686 4 896.2467651 -1.523036787 -0.001363868 100.9199117KLEAAEDIAYQLSR 8 528281407 2xTMT6plex [N-Term; K1] 1.189 100 0.744 3.46934557 26.16 1 2065.169375 3 689.0595703 -2.526573637 -0.001739267 71.3805098AATFGLILDDVSLTHLTFGK 2 528281407 2xTMT6plex [N-Term; K20] 1.128 3.944225788 19.78 0 2577.469246 3 859.8278198 -0.131705681 -0.000113156 104.7157133AAIISAEGDSK 16 528281407 2xTMT6plex [N-Term; K11] 0.844 0.79 0.81 4.351126671 71.02 0 1519.873194 2 760.4401245 -0.14561515 -0.000110658 40.20616668KAAIISAEGDSK 8 528281407 3xTMT6plex [N-Term; K1; K12] 0.487 0.534 5.884687424 45.77 1 1877.131089 3 626.381958 0.123642637 7.74E-05 40.529095DLQNVNITLR 10 528281407 1xTMT6plex [N-Term] 0.808 0.927 0.859 3.678748846 53.69 0 1414.821543 2 707.9152832 1.234294359 0.000873153 51.38869068AAELIANSLATAGDGLIELR 6 528281407 1xTMT6plex [N-Term] 0.772 2.665698767 16.02 0 2227.249527 2 1114.128906 0.45293533 0.0005044 105.4727812QVSDDLTER 13 528281407 1xTMT6plex [N-Term] 1.001 1.024 0.895 3.608385801 48.28 0 1291.669125 2 646.3340454 -6.434286866 -0.004155485 34.75834279QVAQQEAER 4 528281407 1xTMT6plex [N-Term] 0.626 1.172 3.444565296 42.35 0 1287.685444 2 644.3463135 -0.072717196 -4.68E-05 18.5789922FDAGELITQR 10 528281407 1xTMT6plex [N-Term] 100 0.01 100 2.809149981 35.08 0 1378.752795 2 689.8795166 -0.753330748 -0.000519328 56.11224749NITYLPAGQSVLLQLPQ 4 528281407 1xTMT6plex [N-Term] 1.92034173 9.13 0 2084.195307 2 1042.599121 -2.082934591 -0.002170621 95.4705351VLPSITTEILK 10 528281407 2xTMT6plex [N-Term; K11] 0.997 0.535 1.097 2.420459747 31.45 0 1672.06608 2 836.5385132 2.194833824 0.001834954 85.52141928ILFRPVASQLPR 5 528281407 1xTMT6plex [N-Term] 100 100 2.883161783 13.35 0 1626.005262 3 542.6731567 -0.212142706 -0.000114982 55.01022432IFTSIGEDYDER 2 528281407 1xTMT6plex [N-Term] 1.493907928 0.13 0 1673.821997 2 837.4145508 -0.102691624 -8.59E-05 66.09270692LEAAEDIAYQLSR 3 528281407 1xTMT6plex [N-Term] 100 1.422316194 11.86 0 1707.911481 2 854.4597778 0.467538319 0.000399257 87.55242903VFESIGK 4 528281407 2xTMT6plex [N-Term; K7] 1.034 1.332 2.88350749 34.49 0 1237.755645 2 619.3818359 0.606157607 0.000375138 61.0859273314141157 HNRNPH3 heterogeneous nuclear ribonucleoprotein H3 isoform a 3189 NP_036339.1 43.6416185 1 8 9 48 346 36.903 6.87 0.98 0.98 0.99 0.98 Significant 0.000012 DGMDNQGGYGSVGR 2 14141157 1xTMT6plex [N-Term] 0.809 3.256570816 40.4 0 1641.748849 2 821.3770752 -1.202936355 -0.00098746 36.82895985GGGGSGGYYGQGGMSGGGWR 4 14141157 1xTMT6plex [N-Term] 100 100 4.842745781 82.7 0 2033.908537 2 1017.458618 0.699450393 0.000711309 49.69017423GMGGHGYGGAGDASSGFHGGHFVHMR 10 14141157 1xTMT6plex [N-Term] 0.797 0.899 7.491443634 55.62 0 2772.246935 5 555.2553101 0.183610256 0.000101803 37.07960368GMGGHGYGGAGDASSGFHGGHFVHMR 8 14141157 1xTMT6plex [N-Term]; 1xOxidation [M] 0.736 0.851 6.782629013 44.96 0 2788.24185 5 555.2553101 0.183610256 0.000101803 37.07960368ATGEADVEFVTHEDAVAAMSK 1 14141157 2xTMT6plex [N-Term; K21] 0.01 3.635248184 0 2636.327803 3 879.4485474 1.246498952 0.001095393 71.61190944STGEAFVQFASK 5 14141157 2xTMT6plex [N-Term; K12] 1.593 3.414910555 41.95 0 1729.952507 2 865.4788208 -1.237975279 -0.001070819 58.04495965VHIDIGADGR 12 14141157 1xTMT6plex [N-Term] 1.11 1.009 1.003 4.049481392 55.59 0 1281.711265 2 641.3599243 1.019873078 0.000653591 39.49564768EIAENALGK 2 14141157 2xTMT6plex [N-Term; K9] 1.301 4.181018829 60.13 0 1402.830601 2 701.9188843 -0.077539877 -5.44E-05 54.13753632GGDGYDGGYGGFDDYGGYNNYGYGNDGFDDR 2 14141157 1xTMT6plex [N-Term] 2.151492119 4.97 0 3508.37363 3 1170.130493 0.939567029 0.001098784 72.11530261GLPFGCSK 2 14141157 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.125 2.666947842 38.46 0 1323.749514 2 662.3783569 -0.058019143 -3.84E-05 58.635225874504505 HSD17B4 peroxisomal multifunctional enzyme type 2 isoform 2 3295 NP_000405.1 28.94021739 1 16 16 79 736 79.636 8.84 1.02 1.02 1.16 1.06 Significant 0.0019 AVANYDSVEEGEK 6 4504505 2xTMT6plex [N-Term; K13] 1.031 0.92 0.912 4.094250202 86.39 0 1868.964193 2 934.9804688 -5.635469121 -0.005266245 41.13080822FAKPVYPGQTLQTEMWK 4 4504505 3xTMT6plex [N-Term; K3; K17] 1.056 0.778 4.663641453 16.62 0 2711.519791 3 904.5113525 -0.105561764 -9.54E-05 80.05999925IDSEGGVSANHTSR 4 4504505 1xTMT6plex [N-Term] 1.379 1.733 5.691594601 70.71 0 1658.829542 3 553.6151123 0.748638743 0.000413955 29.05521652VLHGEQYLELYKPLPR 8 4504505 2xTMT6plex [N-Term; K12] 0.979 0.854 0.562 4.265491486 18.13 0 2413.400772 4 604.1061401 0.811442881 0.000489584 67.09605169KICDFENASKPQSIQESTGSIIEVLSK 2 4504505 4xTMT6plex [N-Term; K1; K10; K27]; 1xCarbamidomethyl [C3] 0.987 2.867710829 24.64 1 3925.17622 4 982.0477295 -1.816881804 -0.001782895 90.77866756ATSTATSGFAGAIGQK 2 4504505 2xTMT6plex [N-Term; K16] 0.609 2.330167294 39.99 0 1926.069661 2 963.538147 -0.334450358 -0.000322087 47.47707473LKDIGPEVVK 4 4504505 3xTMT6plex [N-Term; K2; K10] 0.694 0.931 3.422696114 15.44 1 1785.145282 3 595.7193604 -0.982819342 -0.000584825 54.68497796VLQQFADNDVSR 6 4504505 1xTMT6plex [N-Term] 2.192 0.567 100 2.414423704 32.54 0 1620.8543 2 810.9314575 0.825712134 0.00066918 51.58174007AYALAFAER 12 4504505 1xTMT6plex [N-Term] 0.981 1.897 1.629 3.434743404 42.57 0 1240.688739 2 620.8477173 -0.46795757 -0.000290295 65.29063342GALVVVNDLGGDFK 9 4504505 2xTMT6plex [N-Term; K14] 100 2.517541647 22.77 0 1862.07877 2 931.5427856 -0.255107864 -0.000237515 94.06683833VAVAIPNRPPDAVLTDTTSLNQAALYR 3 4504505 1xTMT6plex [N-Term] 100 0.907551527 3.35 0 3095.705063 3 1032.572876 -0.319216557 -0.0003294 68.6768688GNIMLSQK 4 4504505 2xTMT6plex [N-Term; K8] 1.509 1.075 3.285281658 49.62 0 1348.802278 2 674.9042969 -0.712053958 -0.00048021 51.81782924DIGPEVVK 2 4504505 2xTMT6plex [N-Term; K8] 1.265 3.322415829 38.36 0 1314.803323 2 657.9049072 -0.597471014 -0.000392778 51.7414875ISDEDWDIIHR 6 4504505 1xTMT6plex [N-Term] 100 100 100 3.052083731 31.09 0 1627.827751 3 543.2803345 -0.799102995 -0.000433601 57.63226127GSLAADK 6 4504505 2xTMT6plex [N-Term; K7] 1.04 1.006 0.995 2.548777103 43.3 0 1119.677395 2 560.3421021 -0.41726165 -0.000233599 35.42048092LQSTFVFEEIGR 1 4504505 1xTMT6plex [N-Term] 1.498716354 4.79 0 1654.900188 2 827.9530029 -0.881261985 -0.0007292 81.45500536577019448 GPI glucose-6-phosphate isomerase isoform 3 2821 NP_001276718.1 34.50586265 1 15 15 87 597 67.243 8.97 1 0.92 0.93 0.95 Significant 0.0007 TFTTQETITNAETAK 2 577019448 2xTMT6plex [N-Term; K15] 1.934 4.511572838 61.45 0 2114.138135 2 1057.571045 -1.571153841 -0.001660818 60.82462518TITDVINIGIGGSDLGPLMVTEALKPYSSGGPR 2 577019448 2xTMT6plex [N-Term; K25]; 1xOxidation [M19] 1.057 5.207026482 39.07 0 3803.066496 4 951.5223389 0.270620761 0.000257297 99.16648961TITDVINIGIGGSDLGPLMVTEALKPYSSGGPR 2 577019448 2xTMT6plex [N-Term; K25] 1.48 4.682319164 24.97 0 3787.071581 4 951.5223389 0.270620761 0.000257297 99.16648961TLAQLNPESSLFIIASK 6 577019448 2xTMT6plex [N-Term; K17] 1.812 1.004 2.840723515 31.45 0 2290.342254 2 1145.671753 -2.630672605 -0.00301257 91.85036624VFEGNRPTNSIVFTK 5 577019448 2xTMT6plex [N-Term; K15] 1.573 1.521 3.492882252 19.29 0 2167.227559 3 723.0805054 -0.275101115 -0.000198736 65.03808958VWYVSNIDGTHIAK 10 577019448 2xTMT6plex [N-Term; K14] 1.544 0.946 0.562 3.169744253 34.29 0 2061.153332 3 687.7233276 1.017920464 0.000699363 66.07540276MIPCDFLIPVQTQHPIR 11 577019448 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.905 1.069 0.991 3.538398504 34.12 0 2294.23508 3 765.4177856 1.622965156 0.001241155 79.69523074HFVALSTNTTK 2 577019448 2xTMT6plex [N-Term; K11] 1.147 4.256455898 54.6 0 1676.973576 2 838.9909668 0.644329622 0.000540262 39.87406408NLVTEDVMR 2 577019448 1xTMT6plex [N-Term] 1.255 3.663993597 47.91 0 1305.703402 2 653.3555298 0.291567221 0.00019035 58.95041758EWFLQAAK 8 577019448 2xTMT6plex [N-Term; K8] 1.258 0.934 1.08 3.365110874 29.15 0 1450.845857 2 725.9274292 1.188870912 0.000862434 82.07173842DVMPEVNK 8 577019448 2xTMT6plex [N-Term; K8] 0.991 1.046 3.309013128 33.42 0 1389.781208 2 695.3952637 1.470018258 0.001021502 48.30080841AVLHVALR 14 577019448 1xTMT6plex [N-Term] 0.864 0.847 0.898 3.381983519 43.58 0 1107.719979 2 554.3640747 0.806723792 0.000446812 41.76140405MLVDLAK 8 577019448 2xTMT6plex [N-Term; K7] 1.015 0.98 0.999 3.320102215 33.97 0 1247.779751 2 624.3934326 -0.130348024 -8.13E-05 75.20717309VDHQTGPIVWGEPGTNGQHAFYQLIHQGTK 1 577019448 2xTMT6plex [N-Term; K30] 0.696 1.656840324 0 3773.955247 5 755.5936279 -4.296148339 -0.003242694 76.84313285SPEDLER 4 577019448 1xTMT6plex [N-Term] 0.934 0.864 2.262965202 30.06 0 1074.562869 2 537.7855225 0.8366024 0.000449491 30.06220688INYTEGR 2 577019448 1xTMT6plex [N-Term] 1.247 2.95556283 15.23 0 1081.583939 2 541.2952271 -0.704215743 -0.000380834 35.78699604308818195 DPYSL2 dihydropyrimidinase-related protein 2 isoform 1 1808 NP_001184222.1 33.67799114 1 14 15 87 677 73.457 6.35 0.9 0.9 1.36 1.05 Significant 0.021 ILDLGITGPEGHVLSRPEEVEAEAVNR 6 308818195 1xTMT6plex [N-Term] 100 100 0.974 3.026478767 20.19 0 3129.674157 4 783.173645 -0.449382844 -0.000351605 68.22107756QIGENLIVPGGVK 6 308818195 2xTMT6plex [N-Term; K13] 100 100 2.991291761 47.21 0 1782.08894 2 891.546875 -1.384397795 -0.00123356 63.72323219AALAGGTTMIIDHVVPEPGTSLLAAFDQWR 4 308818195 1xTMT6plex [N-Term] 100 0.611 5.136677265 44.19 0 3366.771762 3 1122.926514 -2.012136507 -0.002258135 109.4699822IVLEDGTLHVTEGSGR 13 308818195 1xTMT6plex [N-Term] 0.88 0.894 0.603 5.006536007 45.55 0 1912.033721 3 638.0164795 0.608993738 0.000388139 60.4666234GTVVYGEPITASLGTDGSHYWSK 8 308818195 2xTMT6plex [N-Term; K23] 1.763 100 3.678530216 37.5 0 2883.492894 3 961.8340454 -1.841894441 -0.001770363 72.86626039MVIPGGIDVHTR 4 308818195 1xTMT6plex [N-Term] 0.843 0.881 3.409754276 47.52 0 1523.856549 3 508.6237488 0.094692569 4.81E-05 48.19804271GIQEEMEALVK 8 308818195 2xTMT6plex [N-Term; K11] 0.721 1.015 100 3.38953352 38.88 0 1704.960628 2 852.9842529 0.352365541 0.000300385 79.2166926GSPLVVISQGK 6 308818195 2xTMT6plex [N-Term; K11] 0.893 1.194 3.631722927 46.03 0 1542.961949 2 771.9859619 1.748596669 0.001349009 59.54980715SSAEVIAQAR 2 308818195 1xTMT6plex [N-Term] 1.238 3.741255283 41.3 0 1260.71093 2 630.8591919 0.140166202 8.84E-05 36.93998949AITIANQTNCPLYITK 6 308818195 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 100 100 2.430480003 23.87 0 2279.28336 2 1140.143799 -1.33313997 -0.001519302 68.31659342FQMPDQGMTSADDFFQGTK 6 308818195 2xTMT6plex [N-Term; K19] 1.052 0.976 2.646060467 30.24 0 2609.24163 3 870.4186401 -0.100845334 -8.77E-05 85.61557471GLYDGPVCEVSVTPK 4 308818195 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 0.898 100 1.96782732 18.57 0 2079.119648 2 1040.062622 -0.808476499 -0.00084046 55.15929506KPFPDFVYK 4 308818195 3xTMT6plex [N-Term; K1; K9] 0.979 0.789 3.094186306 11.12 0 1828.097604 3 610.0360718 -2.156224022 -0.001313929 63.76338127TVTPASSAK 4 308818195 2xTMT6plex [N-Term; K9] 0.8 0.888 3.397539854 43.82 0 1319.793487 2 660.3997803 -0.911531339 -0.000601517 33.25307969MSVIWDK 6 308818195 2xTMT6plex [N-Term; K7] 1.2 0.908 1.016 2.513372183 26.13 0 1336.769915 2 668.8878784 -1.073194457 -0.000717307 63.25670181209869993 GART trifunctional purine biosynthetic protein adenosine-3 isoform 1 2618 NP_001129477.1 21.18811881 1 18 18 83 1010 107.699 6.7 1.14 1.22 1.53 1.3 Significant 0.0083 VDLGGFAGLFDLK 6 209869993 2xTMT6plex [N-Term; K13] 1.579 1.145 1.483 3.586750269 42.03 0 1810.051492 2 905.5284424 -1.040983852 -0.000942117 100.7113077DIQQHKEEAWVIGSVVAR 4 209869993 2xTMT6plex [N-Term; K6] 0.886 5.619861126 17.12 1 2523.408377 4 631.6078491 0.471510829 0.000297454 89.64757062GDTVATLSER 8 209869993 1xTMT6plex [N-Term] 1.432 1.239 1.582 3.732913256 64.04 0 1277.689861 2 639.3469849 -2.47910196 -0.001583762 35.47163008LDLSVTEAVVAGIAK 3 209869993 2xTMT6plex [N-Term; K15] 100 3.175051212 31.45 0 1944.178149 2 972.592041 -0.691247739 -0.000671954 101.7359273AFAHITGGGLLENIPR 2 209869993 1xTMT6plex [N-Term] 1.523 2.680408001 11.28 0 1895.070047 3 632.3613892 -0.228281552 -0.000144203 71.44980137ENLISALEEAK 5 209869993 2xTMT6plex [N-Term; K11] 100 1.328 2.541206121 34.72 0 1674.967822 2 837.9868774 -0.802431646 -0.000672024 80.04257796AVQEIMQEK 6 209869993 2xTMT6plex [N-Term; K9] 1.302 2.093 1.411 2.918816328 35.42 0 1533.871085 2 767.4371948 -2.58969062 -0.001986126 47.66625115VLAVTAIR 10 209869993 1xTMT6plex [N-Term] 1.056 1.355 1.508 3.235881805 35.54 0 1071.708746 2 536.357605 -0.758068893 -0.000406215 50.82083607GVEITGFPEAQALGLEVFHAGTALK 6 209869993 2xTMT6plex [N-Term; K25] 100 2.257134438 10 0 3013.676278 3 1005.230286 0.00847921 8.52E-06 101.558476VLIIGSGGR 4 209869993 1xTMT6plex [N-Term] 1.289 0.835 2.835269451 39.97 0 1100.698909 2 550.8536987 1.100665157 0.00060575 55.88032079ASGLAAGK 2 209869993 2xTMT6plex [N-Term; K8] 0.964 3.057544947 41.61 0 1132.709029 2 566.8581543 0.002475261 1.40E-06 35.88507967AAVAGLDK 6 209869993 2xTMT6plex [N-Term; K8] 1.169 1.497 1.831 3.058051348 31.78 0 1202.750894 2 601.8789063 -0.297709195 -0.000179035 43.08210935TVDGMQQEGTPYTGILYAGIMLTK 3 209869993 2xTMT6plex [N-Term; K24] 1.692229152 1.01 0 3045.604101 3 1015.870117 -2.726033071 -0.002767472 104.2042269IAQLCNK 2 209869993 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.438 3.251126051 33.56 0 1304.776063 2 652.8914185 -0.38538869 -0.000251423 45.83750419AIAFLQQPR 3 209869993 1xTMT6plex [N-Term] 1.3154006 17.88 0 1272.762572 2 636.8850098 0.134142262 8.54E-05 59.38224296



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms ILSGPFVQK 2 209869993 2xTMT6plex [N-Term; K9] 1.145 2.768102407 24.95 0 1446.908457 2 723.9584961 0.869728485 0.000629209 68.78618554IKDTVLQR 7 209869993 2xTMT6plex [N-Term; K2] 1.265 1.306 2.981771469 21.38 1 1430.90952 2 715.958313 -0.119080511 -8.52E-05 44.25927721VLEFNCR 4 209869993 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.969 1.111 2.4053092 21.85 0 1166.618945 2 583.8125 -1.046948539 -0.000610695 50.612467918105007 CAD CAD protein isoform 1 790 NP_004332.2 10.29213483 1 16 18 69 2225 242.829 6.46 1.52 1.42 1.39 1.44 Significant 0.00074 VIMGEEVEPVGLMTGSGVVGVK 3 18105007 2xTMT6plex [N-Term; K22] 1.679 3.327940226 59.12 0 2645.465817 3 882.4970703 4.098014585 0.003613719 89.11863467ASDPGLPAEEPK 2 18105007 2xTMT6plex [N-Term; K12] 1.526 3.47202754 53.58 0 1668.920872 2 834.9639282 -0.175145924 -0.000146152 44.6171057SVGEVMGIGR 4 18105007 1xTMT6plex [N-Term] 1.643 1.704 3.860193491 52.71 0 1233.682273 2 617.3445435 -0.375004122 -0.000231318 61.76541337TLHEWLQQHGIPGLQGVDTR 2 18105007 1xTMT6plex [N-Term] 2.678955793 13.99 0 2514.34147 3 838.784668 -0.803269474 -0.000673231 75.47734076IIAHAQLLEQHR 6 18105007 1xTMT6plex [N-Term] 0.804 1.037 1.279 4.093884468 34.8 0 1657.969939 3 553.328064 -0.181152542 -0.000100115 40.72371356VTAVDWHFEEAVDGECPPQR 4 18105007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 100 3.273915052 12.16 0 2571.213552 3 857.7420654 -0.742626351 -0.000636484 70.38184806VLGTPVETIELTEDR 8 18105007 1xTMT6plex [N-Term] 1.851 3.295811653 27.43 0 1901.042888 2 951.0236816 -1.473842998 -0.001400919 73.0103121LAADFSVPLIIDIK 6 18105007 2xTMT6plex [N-Term; K14] 1.834302068 8.45 0 1973.208721 2 987.1088867 0.899857922 0.000887804 108.1845445KEEILLIK 4 18105007 3xTMT6plex [N-Term; K1; K8] 2.634 2.227 3.689779758 21.46 1 1673.118005 3 558.3771362 -0.687051714 -0.000383173 70.2286445SILEQLAEK 4 18105007 2xTMT6plex [N-Term; K9] 2.095 100 2.710275173 31.8 0 1488.903766 2 744.9545898 -1.250948881 -0.000931271 74.13979926MAEIGEHVAPSEAANSLEQAQAAAER 2 18105007 1xTMT6plex [N-Term] 1.984964252 14.13 0 2909.426064 3 970.4732666 -7.155131238 -0.006939108 59.34262283AMLSTGFK 4 18105007 2xTMT6plex [N-Term; K8] 1.876 1.776 3.319519758 39.89 0 1312.769915 2 656.8887329 0.209001067 0.000137185 65.29172863ILALDCGLK 6 18105007 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.692 100 3.25 2.638997555 30.94 0 1460.891093 2 730.9472046 -2.710852528 -0.00198013 70.4123738SFEEAFQK 6 18105007 2xTMT6plex [N-Term; K8] 1.534 100 2.791423082 30.96 0 1443.788402 2 722.3961792 -2.299354642 -0.001659891 59.37357591TLGVDLVALATR 2 18105007 1xTMT6plex [N-Term] 100 1.997839451 13.75 0 1457.888895 2 729.4488525 1.052006179 0.000766854 85.14685541VPQFSFSR 2 18105007 1xTMT6plex [N-Term] 1.093 2.349300623 17.26 0 1196.662524 2 598.8341675 -1.224638554 -0.00073274 60.48568143VFNTGGAPR 2 18105007 1xTMT6plex [N-Term] 1.3 2.036062956 1.28 0 1147.642123 2 574.3250732 0.651016863 0.000373567 40.22740233SFPFVSK 2 18105007 2xTMT6plex [N-Term; K7] 1.403 1.423 2.742493391 31.63 0 1269.76073 2 635.383606 -0.62616989 -0.000397543 73.049442434826643 ANXA3 annexin A3 306 NP_005130.1 60.0619195 1 18 18 119 323 36.353 5.92 0.9 0.92 0.7 0.84 Significant 0.0069 GIGTDEFTLNR 11 4826643 1xTMT6plex [N-Term] 0.732 0.937 0.705 4.569674969 71.8 0 1451.769174 2 726.3885498 0.447357188 0.00032473 63.25224251GAGTNEDALIEILTTR 6 4826643 1xTMT6plex [N-Term] 100 0.01 3.787669897 55.36 0 1903.033386 2 952.0193481 -1.033492608 -0.000983385 90.81858402GELSGHFEDLLLAIVNCVR 12 4826643 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.862 100 0.751 4.565666676 25.76 0 2371.264132 3 791.0911255 -2.238635117 -0.001769465 110.6970023SDTSGDYEITLLK 11 4826643 2xTMT6plex [N-Term; K13] 1.055 100 2.850600243 41.69 0 1900.031545 2 950.5188599 -0.579744815 -0.000550767 69.18471053WGTDEDKFTEILCLR 2 4826643 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C13] 1.142 4.663181782 21.79 1 2341.226239 3 781.0787354 -1.958740781 -0.001528618 92.62327423DISQAYYTVYK 6 4826643 2xTMT6plex [N-Term; K11] 1.054 0.705 3.99266839 30.96 0 1808.983472 2 904.9945679 -0.891797983 -0.000806624 57.13363255ALLTLADGR 17 4826643 1xTMT6plex [N-Term] 0.753 0.591 0.811 3.503188133 41.83 0 1158.704389 2 579.8549194 -1.57620255 -0.000913176 53.65530372MLISILTER 6 4826643 1xTMT6plex [N-Term] 1.128 1.006 3.087094545 28.71 0 1304.780924 2 652.8939209 -0.275251667 -0.000179572 92.94402249SEIDLLDIR 10 4826643 1xTMT6plex [N-Term] 1.331 0.781 2.935110092 59.4 0 1302.746647 2 651.8764038 -0.856837985 -0.000558121 67.49865393EYQAAYGK 7 4826643 2xTMT6plex [N-Term; K8] 0.907 1.136 0.921 3.827005863 46.02 0 1387.762187 2 694.3849487 0.312734373 0.000217 36.8273323RDESLKVDEHLAK 3 4826643 3xTMT6plex [N-Term; K6; K13] 0.656 3.892651558 6.86 2 2227.301342 4 557.5800781 -1.283670039 -0.00071478 36.97377589DYPDFSPSVDAEAIQK 4 4826643 2xTMT6plex [N-Term; K16] 100 1.644872427 9.69 0 2240.1487 2 1120.574951 -2.711336194 -0.003036898 63.74241233DIVDSIK 3 4826643 2xTMT6plex [N-Term; K7] 0.434 2.825705051 13.46 0 1247.761124 2 624.3841553 -0.07238014 -4.52E-05 49.7353827LTFDEYR 12 4826643 1xTMT6plex [N-Term] 0.948 0.899 0.816 2.448415279 28.75 0 1172.614905 2 586.8110352 -0.094837188 -5.56E-05 51.4667727GDLSGHFEHLMVALVTPPAVFDAK 1 4826643 2xTMT6plex [N-Term; K24] 1.238667965 0 3009.62722 3 1003.88031 -0.279962984 -0.000280861 96.40421895DESLKVDEHLAK 2 4826643 3xTMT6plex [N-Term; K5; K12] 0.692 2.401104212 0.13 1 2071.200231 4 518.5552368 -0.53755999 -0.000278349 51.25238031GIGTDEK 2 4826643 2xTMT6plex [N-Term; K7] 0.858 2.53646183 30.5 0 1177.682874 2 589.3455811 0.858931889 0.000505775 31.58343477VDEHLAK 4 4826643 2xTMT6plex [N-Term; K7] 1.095 3.197467804 26.13 0 1269.756708 3 423.9241943 1.041284369 0.000440726 35.16935534223555975 TPM4 tropomyosin alpha-4 chain isoform Tpm4.1cy 7171 NP_001138632.1 41.90140845 1 2 14 125 284 32.703 4.73 1.02 1.07 1.05 1.05 Significant 0.00019 ASDAEGDVAALNR 6 223555975 1xTMT6plex [N-Term] 0.933 0.969 0.819 4.668531418 65.27 0 1517.775715 2 759.3908691 -0.826030313 -0.000626864 32.67116669KASDAEGDVAALNR 12 223555975 2xTMT6plex [N-Term; K1] 0.851 0.807 1.095 4.551401138 65 1 1875.03361 3 625.6827393 0.028891982 1.81E-05 46.35743744IQLVEEELDR 18 223555975 1xTMT6plex [N-Term] 1.297 2.38 1.828 3.785353422 49.84 0 1472.815789 2 736.911499 -0.046111079 -3.40E-05 68.55083794KLVILEGELER 15 223555975 2xTMT6plex [N-Term; K1] 0.853 0.956 0.684 4.428694725 31.82 1 1757.093692 3 586.3692017 -0.364123743 -0.000213267 59.71334727EENVGLHQTLDQTLNELNCI 15 223555975 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 100 1.513 0.707 3.414426565 22.44 0 2569.276547 3 857.0984497 1.653882335 0.001416427 85.66828029MEIQEMQLK 20 223555975 2xTMT6plex [N-Term; K9] 1.324 0.962 3.55449605 46.32 0 1607.890106 2 804.4488525 0.200447856 0.000161149 72.61134951AEQAEADK 6 223555975 2xTMT6plex [N-Term; K8] 1.855 1.353 2.024 3.345167875 46.74 0 1319.720716 2 660.3638306 -0.251119183 -0.000165704 26.71381538SLEAASEK 6 223555975 2xTMT6plex [N-Term; K8] 1.099 0.859 1.023 3.799231529 49.52 0 1292.746202 2 646.8760376 -1.085932169 -0.000701917 34.71213245AEQAEADKK 10 223555975 3xTMT6plex [N-Term; K8; K9] 1.354 1.532 1.56 2.406741858 16.76 1 1676.978611 3 559.6641235 -0.473187032 -0.000264508 34.59182199YSEKEDKYEEEIK 4 223555975 4xTMT6plex [N-Term; K4; K7; K13] 1.247 1.244 4.074170113 13.75 2 2606.437115 2 1303.714355 -6.016290363 -0.007840541 43.42246357CGDLEEELK 2 223555975 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 1.337 2.410672665 15.73 0 1550.81363 2 775.9111938 0.954876385 0.000740418 56.19358147TIDDLEEK 4 223555975 2xTMT6plex [N-Term; K8] 0.951 1.374 3.846661568 22.09 0 1420.793546 2 710.8937988 -9.308469751 -0.006612707 46.8645142EDKYEEEIK 13 223555975 3xTMT6plex [N-Term; K3; K9] 1.54 1.287 1.151 2.958414555 24.3 1 1870.041271 2 935.5215454 -2.917801748 -0.002728205 47.94373045HIAEEADR 4 223555975 1xTMT6plex [N-Term] 100 1.038 2.72195363 28.11 0 1169.611216 2 585.3092651 0.03179128 1.86E-05 20.53571929212276104 LRRFIP1 leucine-rich repeat flightless-interacting protein 1 isoform 5 9208 NP_001131025.1 18.48404255 1 12 13 54 752 82.639 4.61 1.36 1.04 1.29 1.23 Significant 0.0062 AMVSNAQLDNEK 4 212276104 2xTMT6plex [N-Term; K12] 1.245 1.111 4.702671528 74.84 0 1777.951855 2 889.4789429 -0.700535174 -0.000622759 34.62448937IAAESSENVDCPENPK 10 212276104 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 1.535 1.465 1.435 4.360197067 64.37 0 2218.106183 2 1109.557251 0.469888742 0.000521132 39.66576811DHNEEEGEETGLRDEKPIK 3 212276104 3xTMT6plex [N-Term; K16; K19] 1.013 5.85721159 6 1 2912.520455 4 728.8840942 -2.028386398 -0.001476929 35.31051134EFTNQEAAEPK 2 212276104 2xTMT6plex [N-Term; K11] 1.385 3.646540403 47.69 0 1721.911036 2 861.4605713 1.643672679 0.001415129 43.15020092EIKDSLAEVEEK 6 212276104 3xTMT6plex [N-Term; K3; K12] 1.083 100 3.186485529 14.06 1 2077.199562 3 693.0707397 -0.912792277 -0.000632017 61.4406356SPVPVETLK 6 212276104 2xTMT6plex [N-Term; K9] 1.367 1.347 1.116 3.519575357 56.04 0 1427.887387 2 714.4474487 0.163542965 0.00011676 55.01204998DSLAEVEEK 4 212276104 2xTMT6plex [N-Term; K9] 1.89 1.833 4.268862724 55.26 0 1477.81501 2 739.411377 0.31610604 0.000233573 54.87713505KSPVPVETLK 2 212276104 3xTMT6plex [N-Term; K1; K10] 1.237 3.451766014 24.34 1 1785.145282 3 595.7197876 -0.264817119 -0.000157579 55.22977148EIDCLSPEAQK 4 212276104 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.311 1.464 4.246141911 51.58 0 1747.930057 2 874.4678955 -0.882469163 -0.000771247 51.53163813SAVEAQNEVTENPK 2 212276104 2xTMT6plex [N-Term; K14] 1.633540988 5.43 0 1974.054405 2 987.5296631 -1.193355218 -0.001177874 40.25363787DMLLELEEQLAESR 6 212276104 1xTMT6plex [N-Term] 1.018 100 2.289969683 18.97 0 1904.983659 2 952.9935303 -2.034218565 -0.001937577 95.91328153EVEERPEKDFTEK 1 212276104 3xTMT6plex [N-Term; K8; K13] 0.605 3.225899935 1 2323.274852 4 581.5740967 -0.127105603 -7.38E-05 38.96673411AMVSNAQLDNEK 2 212276104 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.505 1.918420196 24.7 0 1793.94677 2 889.4789429 -0.700535174 -0.000622759 34.62448937ASEVEVK 2 212276104 2xTMT6plex [N-Term; K7] 0.775 2.464611292 15.66 0 1219.729824 2 610.368103 -0.733511057 -0.000447343 37.64353352255958282 PLIN3 perilipin-3 isoform 1 10226 NP_005808.3 52.07373272 1 13 13 79 434 47.046 5.44 1.03 1.02 1.02 1.02 Significant 0.000011 SVVTGGVQSVMGSR 6 255958282 1xTMT6plex [N-Term] 0.757 1.018 1.007 4.680616379 57.09 0 1592.862756 2 796.9346924 -0.40689907 -0.000324067 48.37311955VASMPLISSTCDMVSAAYASTK 8 255958282 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C11] 100 100 100 3.285878897 39.66 0 2748.40223 3 916.8057861 0.20917551 0.000191633 96.41685046EALDHMVEYVAQNTPVTWLVGPFAPGITEK 11 255958282 2xTMT6plex [N-Term; K30] 100 100 4.018789768 35.61 0 3770.986789 4 943.5031738 1.080935237 0.001019048 112.3145327SEEWADNHLPLTDAELAR 10 255958282 1xTMT6plex [N-Term] 0.944 0.888 4.13211298 33.62 0 2296.140705 3 766.0522461 0.644621319 0.00049338 65.19531867QVEDLQATFSSIHSFQDLSSSILAQSR 6 255958282 1xTMT6plex [N-Term] 100 100 2.704003096 24.39 0 3223.64325 3 1075.216064 -2.981176848 -0.003203417 96.39452707TLTAAAVSGAQPILSK 6 255958282 2xTMT6plex [N-Term; K16] 2.953276157 39.3 0 1986.199947 2 993.6050415 1.439436053 0.001429504 66.93405595GAVQSGVDK 8 255958282 2xTMT6plex [N-Term; K9] 0.833 0.946 0.945 3.445109606 63.65 0 1318.773086 2 659.8905029 0.487854493 0.000321685 30.06207556DTVATQLSEAVDATR 6 255958282 1xTMT6plex [N-Term] 0.726 100 3.278048992 33.03 0 1805.944237 2 903.4747314 -1.135605038 -0.00102542 58.89642959LEPQIASASEYAHR 9 255958282 1xTMT6plex [N-Term] 1.061 1.07 4.073052406 40.57 0 1800.944178 3 600.9855347 -1.180972803 -0.000708955 47.79049446GLDKLEENLPILQQPTEK 2 255958282 3xTMT6plex [N-Term; K4; K18] 0.597 2.800685406 21.21 1 2752.606357 3 918.2063599 -0.665002517 -0.000610163 78.31061385QLQGPEKEPPKPEQVESR 1 255958282 3xTMT6plex [N-Term; K7; K11] 1.04 4.644860744 1 2763.560804 4 691.638916 -9.75894486 -0.006742359 38.47994287DIAQQLQATCTSLGSSIQGLPTNVK 2 255958282 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C10] 1.738710999 5.54 0 3088.671269 3 1030.228271 -0.326382055 -0.000336029 86.74062271EPPKPEQVESR 4 255958282 2xTMT6plex [N-Term; K4] 0.882 0.934 3.036494732 4.05 0 1753.984869 3 585.3327637 -0.64514489 -0.000377191 30.21123726112789562 IFI16 gamma-interferon-inducible protein 16 isoform 2 3428 NP_005522.2 31.96159122 1 18 18 69 729 82.044 9.32 0.76 0.91 0.98 0.89 Significant 0.0054 GEFTYYEIQDNTGK 2 112789562 2xTMT6plex [N-Term; K14] 0.685 3.54390049 44.96 0 2123.069721 2 1062.038696 0.186036342 0.000197484 66.50527713EVDATSPAPSTSSTVK 2 112789562 2xTMT6plex [N-Term; K16] 0.876 4.07612133 41.38 0 2035.095936 3 679.0362549 -0.847287606 -0.000574771 36.35332119MDVVGTGQCHNIPCEEGDK 2 112789562 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C9; C14] 1.522 4.507897854 31.98 0 2604.225663 3 868.7387695 -9.18042418 -0.007969299 44.70212641MFHATVATENEVFR 6 112789562 1xTMT6plex [N-Term] 0.783 0.01 4.011412621 37.08 0 1880.952634 3 627.6557617 0.05213648 3.27E-05 87.7028351VSEEQTQPPSPAGAGMSTAMGR 2 112789562 1xTMT6plex [N-Term] 100 3.070674896 29.9 0 2418.159074 2 1209.573486 -8.013432185 -0.009688877 43.17419141TEGAEATPGAQK 2 112789562 2xTMT6plex [N-Term; K12] 0.875 4.270382881 67.96 0 1617.884821 2 809.4470825 1.277865418 0.00103372 32.12655091LTTINCEEGDKLK 4 112789562 3xTMT6plex [N-Term; K11; K13]; 1xCarbamidomethyl [C6] 0.81 0.879 3.951553106 11.92 1 2208.25128 3 736.7507324 -6.175159728 -0.004545435 48.17406623GLEVINDYHFR 6 112789562 1xTMT6plex [N-Term] 0.659 0.536 0.432 3.693189859 49.95 0 1591.843007 3 531.2860107 0.296390134 0.000157269 59.25267648LISEMHSFIQIK 8 112789562 2xTMT6plex [N-Term; K12] 0.556 100 0.01 3.047489405 17.51 0 1904.107961 3 635.3729858 -1.868124361 -0.001185703 75.84818656LTCFELAPK 4 112789562 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 100 0.01 2.274644375 33.93 0 1536.886007 2 768.9465942 -0.062179913 -4.78E-05 71.9203786IQIADLMEEK 4 112789562 2xTMT6plex [N-Term; K10] 0.461 1.404 2.657946587 26.81 0 1647.939165 2 824.4736938 0.574229518 0.000473148 81.53195383VLNTSLK 6 112789562 2xTMT6plex [N-Term; K7] 0.87 1.132 1.117 3.257479906 39.29 0 1232.797844 2 616.902832 0.440714999 0.000271656 48.09318679MEVVVHGR 6 112789562 1xTMT6plex [N-Term] 0.877 0.779 0.807 2.952040672 22.33 0 1155.650579 2 578.328064 -1.494950415 -0.00086382 32.80778689VFNIDLK 4 112789562 2xTMT6plex [N-Term; K7] 0.59 100 3.006968021 32.45 0 1306.813494 2 653.9099731 -0.630940024 -0.00041226 83.27609823DILNPDSSMETSPDFFF 4 112789562 1xTMT6plex [N-Term] 1.667945862 5.4 0 2191.010268 2 1096.008301 -0.430266126 -0.000471359 113.1948196KSEDTISK 4 112789562 3xTMT6plex [N-Term; K1; K8] 0.82 1.01 2.836615324 10.77 1 1594.961898 3 532.3250122 -0.887073796 -0.000471616 37.01859056IFEDIPTLEDLAETLKK 2 112789562 3xTMT6plex [N-Term; K16; K17] 100 1.292683959 0.25 1 2662.552196 3 888.1877441 -1.320867298 -0.001172293 111.5855203VLSTTKPFEYETPEMEK 1 112789562 3xTMT6plex [N-Term; K6; K17] 1.655273795 0 2716.472231 3 906.1618042 -0.505001424 -0.000457274 76.80229308586798211 USO1 general vesicular transport factor p115 isoform 1 8615 NP_001276978.1 18.80781089 1 15 15 64 973 109.127 4.89 0.79 0.8 0.85 0.81 Significant 0.00052 SSQTSGTNEQSSAIVSAR 6 586798211 1xTMT6plex [N-Term] 0.854 1.38 1.103 4.386626244 43.8 0 2039.020255 2 1020.013794 0.027381104 2.79E-05 28.68592448GVMGGQSAGPQHTEAETIQK 6 586798211 2xTMT6plex [N-Term; K20] 0.918 0.704 6.887491226 70.63 0 2484.291692 3 828.7679443 -0.97100602 -0.000804087 41.36318496GVMGGQSAGPQHTEAETIQK 2 586798211 2xTMT6plex [N-Term; K20]; 1xOxidation [M3] 100 4.363914013 34.22 0 2500.286607 3 828.7679443 -0.97100602 -0.000804087 41.36318496SQLNSQSVEITK 2 586798211 2xTMT6plex [N-Term; K12] 1.029 4.758662701 61.53 0 1792.021649 2 896.5161133 1.842177801 0.001650611 44.51499034VASSTLLDDR 4 586798211 1xTMT6plex [N-Term] 1.109 1.159 4.142559528 64.71 0 1305.721161 2 653.3642578 0.059932398 3.91E-05 53.5678713TLEQHDNIVTHYK 10 586798211 2xTMT6plex [N-Term; K13] 0.515 0.577 0.85 5.544497967 41.92 0 2056.12276 4 514.781189 -9.646165596 -0.004958425 40.3537422DSEQVAELK 2 586798211 2xTMT6plex [N-Term; K9] 1.194 3.742637157 39.75 0 1476.830995 2 738.918335 -1.08425956 -0.000800634 43.68671744ELEGVITK 4 586798211 2xTMT6plex [N-Term; K8] 0.908 0.848 3.362944603 46.74 0 1346.829538 2 673.9193726 1.433282485 0.000965194 48.44921223MKPWFEVGDENSGWSAQK 3 586798211 3xTMT6plex [N-Term; K2; K18] 0.637 2.587759495 7.95 0 2783.442997 3 928.4865723 0.778455631 0.000722262 75.60165213EQDLQLEELR 4 586798211 1xTMT6plex [N-Term] 0.01 2.353167295 28.36 0 1501.805953 2 751.4066162 0.001925598 1.45E-06 48.34643931LSALLQETK 3 586798211 2xTMT6plex [N-Term; K9] 0.969 2.265823841 6.26 0 1460.908851 2 730.9591675 1.51092995 0.001103665 81.86766835LMDLLADSR 6 586798211 1xTMT6plex [N-Term] 100 1.371 2.209684372 44.7 0 1262.697589 2 631.8522949 -0.218101509 -0.000137698 71.47630086DQYNLLK 4 586798211 2xTMT6plex [N-Term; K7] 1.042 1.256 3.199888468 35.18 0 1351.798572 2 676.4030762 0.224414906 0.000151682 61.61169371ASQKPQPNFPSPEYMIFDHEFTK 2 586798211 3xTMT6plex [N-Term; K4; K23] 1.248864651 0.17 0 3425.780709 4 857.1947021 -6.926954253 -0.005932557 72.42766034QELATLK 4 586798211 2xTMT6plex [N-Term; K7] 1.264 1.108 2.460280657 35.52 0 1260.792759 2 630.8996582 -0.570231503 -0.000359472 52.49744366IVAFENAFER 2 586798211 1xTMT6plex [N-Term] 1.114117265 5.78 0 1424.773531 2 712.8898926 -0.717421912 -0.000511082 73.519762823238211 ARPC2 actin-related protein 2/3 complex subunit 2 10109 NP_690601.1 45.66666667 1 11 11 69 300 34.311 7.36 1.13 1.09 1.04 1.09 Significant 0.00057 DDETMYVESK 6 23238211 2xTMT6plex [N-Term; K10] 1.4 1.424 1.24 4.637595654 77.21 0 1674.829674 2 837.9187012 0.269802809 0.000225937 45.14550327VYGSFLVNPESGYNVSLLYDLENLPASK 4 23238211 2xTMT6plex [N-Term; K28] 1.241 3.772232056 47.93 0 3546.877222 4 887.4749756 0.239761259 0.000212601 105.8429224ASHTAPQVLFSHR 4 23238211 1xTMT6plex [N-Term] 1.097 0.997 5.186507225 56.39 0 1679.917903 3 560.6437988 -0.631087759 -0.000353392 41.7282623ELQAHGADELLK 12 23238211 2xTMT6plex [N-Term; K12] 1.437 1.442 1.296 5.035421371 48.39 0 1782.016169 2 891.5102539 -1.648844466 -0.001469134 49.58471369DTDAAVGDNIGYITFVLFPR 2 23238211 1xTMT6plex [N-Term] 1.098 5.134865284 63.13 0 2413.260092 3 805.0904541 -1.360270003 -0.001094228 105.0392673DSIVHQAGMLK 16 23238211 2xTMT6plex [N-Term; K11] 0.944 0.899 0.934 4.876075268 58.34 0 1656.950733 2 828.9804688 1.767300586 0.001464165 48.46241235DNTINLIHTFR 4 23238211 1xTMT6plex [N-Term] 1.121 1.185 3.692628384 56.89 0 1572.869556 3 524.9612427 -0.242539284 -0.000127161 63.82252405IIEETLALK 6 23238211 2xTMT6plex [N-Term; K9] 100 2.695 1.217 2.437057018 30.14 0 1487.944902 2 744.4755249 -0.758748063 -0.000564488 77.30271332DDETMYVESK 5 23238211 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 1.64 1.099 2.432089806 41.97 0 1690.824589 2 837.9187012 0.269802809 0.000225937 45.14550327YFQFQEEGK 3 23238211 2xTMT6plex [N-Term; K9] 1.239 3.171218157 36.19 0 1633.862629 2 817.4351807 0.278877867 0.000227824 61.13735987VFMQEFK 5 23238211 2xTMT6plex [N-Term; K7] 2.377 100 2.39089179 20.78 0 1386.785565 2 693.8963623 -0.084296107 -5.85E-05 69.85266618EPPLELK 2 23238211 2xTMT6plex [N-Term; K7] 0.982 2.380907059 23.44 0 1283.79751 2 642.4033203 1.444343821 0.000927123 53.135490924503729 FKBP4 peptidyl-prolyl cis-trans isomerase FKBP4 2288 NP_002005.1 38.99782135 1 16 16 63 459 51.772 5.43 1.26 1.22 1.39 1.29 Significant 0.0016 GEDLTEEEDGGIIR 10 4503729 1xTMT6plex [N-Term] 0.656 2.053 1.628 4.376208305 75.12 0 1761.870403 2 881.4393311 0.557373217 0.00049101 44.53354981GEGYAKPNEGAIVEVALEGYYK 3 4503729 3xTMT6plex [N-Term; K6; K22] 1.293 5.802571297 36.82 0 3044.654763 3 1015.555847 -0.583059897 -0.000591739 87.75440042SNTAGSQSQVETEA 14 4503729 1xTMT6plex [N-Term] 1.734 1.646 1.864 3.719779253 87.01 0 1637.781589 2 819.3946533 0.269578452 0.000220755 27.41803652RGEAHLAVNDFELAR 2 4503729 1xTMT6plex [N-Term] 1.568 6.077880859 32.35 1 1927.034724 3 643.0157471 -1.056524326 -0.000678653 44.49603391GEAHLAVNDFELAR 2 4503729 1xTMT6plex [N-Term] 1.039 4.343502998 32.16 0 1770.933613 3 590.9829712 0.422017072 0.000249121 61.10757483VFVHYTGWLLDGTK 2 4503729 2xTMT6plex [N-Term; K14] 0.677 3.612560511 15.05 0 2094.178818 3 698.7304688 -0.938343938 -0.00065502 90.55888565AWDIAIATMK 2 4503729 2xTMT6plex [N-Term; K10] 1.128 3.386593819 39.85 0 1577.912556 2 789.4599609 0.056438489 4.45E-05 93.71436661ALELDSNNEK 2 4503729 2xTMT6plex [N-Term; K10] 1.213 3.960134983 45.08 0 1590.873922 2 795.9401855 -0.520139427 -0.000413738 50.68460905IVSWLEYESSFSNEEAQK 2 4503729 2xTMT6plex [N-Term; K18] 100 2.722323656 17.23 0 2604.323369 3 868.7774658 -2.121483502 -0.001841676 98.95553027KLYANMFER 4 4503729 2xTMT6plex [N-Term; K1] 0.974 0.78 3.968015909 26.25 1 1629.918704 3 543.9772339 -0.954519903 -0.000518597 54.65780943AKESWEMNSEEK 5 4503729 3xTMT6plex [N-Term; K2; K12] 100 0.952 1.268 4.566130638 15.78 1 2155.130831 3 719.0487061 0.34074686 0.000244785 41.92878084DKFSFDLGK 2 4503729 3xTMT6plex [N-Term; K2; K9] 1.596 2.90148592 22.23 1 1744.024833 3 582.0130005 -0.220533073 -0.000128205 64.21240409FEIGEGENLDLPYGLER 3 4503729 1xTMT6plex [N-Term] 100 1.704530358 2.64 0 2180.10728 2 1090.55542 -1.704662098 -0.001858173 82.06064685LEQSTIVK 6 4503729 2xTMT6plex [N-Term; K8] 1.586 1.027 1.665 3.376317501 41.24 0 1375.856087 2 688.4317017 0.028709625 1.98E-05 49.70082011QALLQYK 2 4503729 2xTMT6plex [N-Term; K7] 1.318 3.105844498 25.37 0 1321.824393 2 661.4155273 -0.46538141 -0.000307576 58.53751548FSFDLGK 2 4503729 2xTMT6plex [N-Term; K7] 2.110158443 14.77 0 1271.739995 2 636.3737183 0.129730478 8.25E-05 65.120028065453555 RAN GTP-binding nuclear protein Ran isoform 1 5901 NP_006316.1 63.42592593 1 11 11 92 216 24.408 7.49 1.14 1.6 1.43 1.39 Significant 0.0092 LIGDPNLEFVAMPALAPPEVVMDPALAAQYEHDLEVAQTTALPDEDDDL 4 5453555 1xTMT6plex [N-Term] 100 1.91749239 5.14 0 5488.690525 5 1098.547852 3.575800532 0.003925292 111.4247346KLIGDPNLEFVAMPALAPPEVVMDPALAAQYEHDLEVAQTTALPDEDDDL 13 5453555 2xTMT6plex [N-Term; K1] 1.692 100 0.521 2.772305965 9.91 1 5845.94842 5 1169.992065 -2.942065227 -0.003439832 105.8958772YVATLGVEVHPLVFHTNR 9 5453555 1xTMT6plex [N-Term] 1.393 1.834 2.03 4.874919415 40.93 0 2281.265452 4 571.0720825 0.45947223 0.000262045 72.42526014LVLVGDGGTGK 24 5453555 2xTMT6plex [N-Term; K11] 1.215 1.536 1.245 4.134624958 54.31 0 1473.9041 2 737.4550171 -0.910792169 -0.00067121 58.76428813SNYNFEKPFLWLAR 7 5453555 2xTMT6plex [N-Term; K7] 100 0.911 1.103 3.782208443 20.85 0 2243.23773 3 748.4188843 1.947948705 0.001456571 94.41151461KYVATLGVEVHPLVFHTNR 2 5453555 2xTMT6plex [N-Term; K1] 0.443 1.922952175 14.35 1 2638.523347 5 528.5106812 0.360910856 0.000190454 89.01294623VCENIPIVLCGNK 9 5453555 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C2; C10] 100 1.986 1.141 3.507136822 48.29 0 1974.09166 2 987.5474243 -2.070799077 -0.002043974 66.53035085KNLQYYDISAK 6 5453555 3xTMT6plex [N-Term; K1; K11] 1.202 1.05 1.1 4.75934124 23.23 1 2030.188938 3 677.3967896 -6.463678041 -0.004374163 47.18104449NLQYYDISAK 4 5453555 2xTMT6plex [N-Term; K10] 1.362 1.71 3.318092346 30.48 0 1672.931043 2 836.9695435 0.458694377 0.000383682 42.34826895FNVWDTAGQEK 6 5453555 2xTMT6plex [N-Term; K11] 2.074 2.046 2.42821908 29.81 0 1752.932106 2 876.9691162 -0.655888566 -0.000574864 59.33873138HLTGEFEK 8 5453555 2xTMT6plex [N-Term; K8] 1.639 1.549 1.535 3.596393585 37.15 0 1418.804386 3 473.6062927 -0.043040586 -2.04E-05 39.36200261153946395 TNC tenascin precursor 3371 NP_002151.2 10.44979555 1 15 15 58 2201 240.7 4.89 0.82 0.98 1.15 0.98 Significant 0.0093 YAPISGGDHAEVDVPK 5 153946395 2xTMT6plex [N-Term; K16] 1.074 1.068 4.558451653 37.35 0 2113.13299 3 705.0477295 -2.060799513 -0.001451581 55.59904164GYDCSDMSCPNDCHQHGR 2 153946395 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C4; C9; C13] 1.07 5.246084213 66.36 0 2424.937548 3 808.9844971 0.573264635 0.000463377 30.64262921TPVLSAEASTAK 4 153946395 2xTMT6plex [N-Term; K12] 1.835 1.615 4.491948128 67.96 0 1632.957258 2 816.9829712 0.862308432 0.000704056 50.68268116DLTATEVQSETALLTWRPPR 2 153946395 1xTMT6plex [N-Term] 0.843 4.351345062 28.29 0 2513.356117 3 838.4550781 -2.162914743 -0.001812058 85.2495264EQCTAGAGCCLQPATGR 6 153946395 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C3; C9; C10] 100 2.666308165 29.2 0 2065.941494 2 1033.474365 -0.019618779 -2.03E-05 31.61457785ITAQGQYELR 6 153946395 1xTMT6plex [N-Term] 1.774 1.503 1.537 4.160611153 54.33 0 1407.779344 2 704.3934937 0.260235874 0.000183177 41.89927628EVIVGPDTTSYSLADLSPSTHYTAK 6 153946395 2xTMT6plex [N-Term; K25] 100 2.621251106 21.38 0 3110.629781 3 1037.547485 -0.603895495 -0.000626165 71.91735385DHGETAFAVYDK 2 153946395 2xTMT6plex [N-Term; K12] 1.059 2.42027998 25.67 0 1810.937585 2 905.9716187 -0.896831192 -0.000812053 43.46222261ETFTTGLDAPR 6 153946395 1xTMT6plex [N-Term] 0.558 0.73 0.746 4.069524765 56.67 0 1436.758274 2 718.8831787 0.561195219 0.000403151 45.31500183GLEPGQEYNVLLTAEK 5 153946395 2xTMT6plex [N-Term; K16] 1.990429759 28.5 0 2219.23237 2 1110.118042 -1.605161169 -0.001781113 72.42756344VPGDQTSTIIQELEPGVEYFIR 4 153946395 1xTMT6plex [N-Term] 100 2.376901388 13.6 0 2720.434427 3 907.4815063 -1.639920811 -0.001487099 100.8095399ACGCAAAPDVK 2 153946395 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C2; C4] 1.666 3.115476608 37.61 0 1577.818004 2 789.4119873 -0.828036327 -0.000653245 36.92410708ASTEQAPELENLTVTEVGWDGLR 2 153946395 1xTMT6plex [N-Term] 1.584557652 13.53 0 2744.394019 3 915.4694824 -0.045457895 -4.16E-05 80.34496212VFAILENK 4 153946395 2xTMT6plex [N-Term; K8] 0.765 100 2.602037668 29.68 0 1391.866258 2 696.4368286 0.08808789 6.13E-05 82.9778995FTTDLDSPR 2 153946395 1xTMT6plex [N-Term] 0.739 2.700298548 11.99 0 1280.668397 2 640.8384399 0.941947826 0.000603161 47.8180729545007007 OAS3 2'-5'-oligoadenylate synthase 3 4940 NP_006178.2 20.33118675 1 17 17 75 1087 121.093 8.4 0.36 0.28 0.56 0.4 Significant 0.041 FIQDHLKPSPQFQEQVK 3 45007007 3xTMT6plex [N-Term; K7; K17] 0.4 0.271 5.114658356 21.95 0 2756.570246 4 689.8978271 -0.278417084 -0.000191869 63.61638192LLTSGCQEGEHK 8 45007007 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 0.296 0.276 0.358 4.776339531 57.81 0 1816.962754 3 606.3252563 -0.84657048 -0.000512729 41.9815736AQLESWWQDQVPSLSLQFPEQNVPEALQFQLVSTALK 2 45007007 2xTMT6plex [N-Term; K37] 1.650963902 13.55 0 4713.496863 4 1179.129639 -0.029301494 -3.45E-05 109.2099474AQLEACQQER 6 45007007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.303 0.3 0.574 3.58369112 42.96 0 1461.731742 2 731.3685913 -1.256374723 -0.000918241 29.89958964ASLESWWQNPVPGLR 5 45007007 1xTMT6plex [N-Term] 2.505597591 24.49 0 1969.049311 2 985.0280151 -0.28324662 -0.000278863 90.69980529GMGDPVQSWK 4 45007007 2xTMT6plex [N-Term; K10] 0.171 2.732551098 24.56 0 1562.84012 2 781.9240112 0.400751766 0.000313155 57.83944049QDCFNMAQGFR 2 45007007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.928 2.612925768 4.14 0 1602.735448 2 801.8712769 -0.106429956 -8.53E-05 62.63099563DSQFNMAEGFR 2 45007007 1xTMT6plex [N-Term] 0.655 3.747541428 30.95 0 1530.720843 2 765.8646851 0.816842074 0.000625179 63.06992403GGCDSELVIFLDCFK 2 45007007 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C3; C13] 2.112952232 21.72 0 2218.128833 2 1109.567139 -0.826136076 -0.000916238 107.0750176ALGALAAALR 8 45007007 1xTMT6plex [N-Term] 0.129 0.01 2.974721909 44.9 0 1155.741108 2 578.3735352 -1.137622855 -0.000657399 74.58562243AEIISEIR 8 45007007 1xTMT6plex [N-Term] 0.318 0.479 3.085564852 35.71 0 1159.688404 2 580.3480835 0.419252435 0.000243101 56.18271204DAFSLAEGLR 5 45007007 1xTMT6plex [N-Term] 2.54204464 48.34 0 1307.715681 2 654.3614502 -0.044137557 -2.89E-05 65.35211467AEILDEMR 6 45007007 1xTMT6plex [N-Term] 0.01 0.159 0.63 2.696259737 26.83 0 1205.639739 2 603.324585 1.78651367 0.001076946 56.53038306SDADLVVFLSCFSQFTEQGNK 2 45007007 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C11] 1.710897207 6.02 0 2850.438416 3 950.8186035 0.996796443 0.000947102 112.50487AVDTICSFLK 2 45007007 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.01 1.820323944 13.77 0 1611.918036 2 806.4622192 -0.542157491 -0.000436957 99.38959162DFIISRPTK 2 45007007 2xTMT6plex [N-Term; K9] 0.655 2.266727686 5.02 0 1534.935734 3 512.3167725 0.019325117 9.89E-06 51.8324277AIDIILR 8 45007007 1xTMT6plex [N-Term] 0.38 0.206 0.298 2.250755787 28.26 0 1042.682197 2 521.8441162 -1.190082778 -0.000620439 59.660608164885379 HIST1H1E histone H1.4 3008 NP_005312.1 42.00913242 1 4 14 127 219 21.852 11.03 1.87 1.74 1.82 1.81 Significant 0.00044 ASGPPVSELITK 11 4885379 2xTMT6plex [N-Term; K12] 2.468 2.746 2.739 4.860414505 78.21 0 1656.993643 2 829.0006104 0.181601858 0.000150457 66.19361867KASGPPVSELITK 16 4885379 3xTMT6plex [N-Term; K1; K13] 1.721 1.428 1.877 5.893885612 42.56 1 2014.251538 3 672.0892334 0.798716189 0.000536272 58.09582745KALAAAGYDVEK 12 4885379 3xTMT6plex [N-Term; K1; K12] 1.152 1.152 1.007 6.476112366 60.9 1 1923.151824 3 641.7223511 0.351419294 0.000225278 52.13334856ALAAAGYDVEK 5 4885379 2xTMT6plex [N-Term; K11] 2.065 2.053 4.63003397 59.06 0 1565.893929 2 783.4494629 -1.456049294 -0.001140009 51.35155329KPAAAAGAK 6 4885379 3xTMT6plex [N-Term; K1; K9] 2.273 2.067 1.976 4.782018185 28.63 0 1471.956359 3 491.3237305 0.189330511 9.29E-05 27.31521347KATGAATPK 10 4885379 3xTMT6plex [N-Term; K1; K9] 1.709 1.552 1.624 4.393535137 31 1 1531.977489 3 511.3306885 0.015267644 7.80E-06 25.59137409SGVSLAALK 10 4885379 2xTMT6plex [N-Term; K9] 2.54 100 100 3.625626802 59.93 0 1303.834958 2 652.4209595 -0.242020423 -0.000157777 61.01925825GTGASGSFK 20 4885379 2xTMT6plex [N-Term; K9] 1.768 1.906 1.992 3.84473753 55.74 0 1269.720322 2 635.364624 1.299000139 0.000824683 32.06205911AASGEAKPK 15 4885379 3xTMT6plex [N-Term; K7; K9] 1.259 1.961 2.248 2.505070686 12.35 0 1545.956753 2 773.4815674 -0.579048782 -0.000447592 34.75106002ATGAATPK 6 4885379 2xTMT6plex [N-Term; K8] 100 1.401 1.924 2.701102734 40.43 0 1174.719594 2 587.8638306 0.673082169 0.000395341 26.03022919KSAGAAK 3 4885379 3xTMT6plex [N-Term; K1; K7] 100 1.261 2.535447359 10.59 1 1319.861397 3 440.6254272 0.251525109 0.000110659 22.07052733KPAGAAK 6 4885379 3xTMT6plex [N-Term; K1; K7] 24.863 5.708 6.759 2.264737606 16.75 0 1329.882132 3 443.9654846 -0.173972243 -7.71E-05 24.93449607KAASGEAKPK 2 4885379 4xTMT6plex [N-Term; K1; K8; K10] 1.906 2.287 1.973932862 1 1903.214648 4 476.559845 1.524637704 0.000725428 26.06840674GTLVQTK 5 4885379 2xTMT6plex [N-Term; K7] 2.149 1.798 2.043 3.357786417 40.19 0 1204.766544 2 602.8865967 -0.520657407 -0.000313635 34.711542774885281 GLUD1 glutamate dehydrogenase 1, mitochondrial isoform a precursor 2746 NP_005262.1 27.59856631 1 14 14 78 558 61.359 7.8 0.83 0.74 0.76 0.78 Significant 0.0012 AKPYEGSILEADCDILIPAASEK 5 4885281 3xTMT6plex [N-Term; K2; K23]; 1xCarbamidomethyl [C13] 0.583 3.198639631 17.73 0 3177.732028 3 1059.915527 0.000330818 3.50E-07 72.35830722LQHGSILGFPK 2 4885281 2xTMT6plex [N-Term; K11] 0.712 4.224870682 50.81 0 1655.004483 3 552.3397217 0.07799318 4.30E-05 68.8076516DIVHSGLAYTMER 12 4885281 1xTMT6plex [N-Term] 0.832 0.814 0.798 3.810566425 34.85 0 1720.888971 3 574.3009644 -0.366777639 -0.000210395 49.27020379TAAYVNAIEK 4 4885281 2xTMT6plex [N-Term; K10] 0.841 0.784 4.948320389 58.05 0 1537.899015 2 769.4535522 0.528833285 0.000406646 59.74060867DSNYHLLMSVQESLER 2 4885281 1xTMT6plex [N-Term] 0.912 2.634652615 15.75 0 2150.074934 3 717.3632202 0.080827198 5.79E-05 74.43312035



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms NYTDNELEK 2 4885281 2xTMT6plex [N-Term; K9] 0.793 3.704126835 54.38 0 1583.831723 2 792.4187622 -0.931289553 -0.000737503 46.49055083DDGSWEVIEGYR 6 4885281 1xTMT6plex [N-Term] 0.583 3.181992531 26.79 0 1654.791031 2 827.8981323 -1.234628134 -0.001021526 62.86570242ALASLMTYK 10 4885281 2xTMT6plex [N-Term; K9] 0.75 0.965 0.9 4.062063694 43.1 0 1455.864543 2 728.4359131 0.004211844 3.07E-06 70.6349318RDDGSWEVIEGYR 2 4885281 1xTMT6plex [N-Term] 1.221 3.343880653 17.27 1 1810.892142 3 604.3015747 -1.088507074 -0.000657056 56.39873963DIVHSGLAYTMER 4 4885281 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.776 0.744 3.233889818 28.2 0 1736.883886 3 574.3009644 -0.366777639 -0.000210395 49.27020379GASIVEDK 6 4885281 2xTMT6plex [N-Term; K8] 0.714 0.761 3.345249891 56.21 0 1276.751288 2 638.8789063 -0.588940076 -0.000375965 46.79882012MVEGFFDR 9 4885281 1xTMT6plex [N-Term] 0.859 0.803 3.175993919 39.6 0 1229.61861 2 615.3127441 -0.324026285 -0.000199214 75.82298847GFIGPGIDVPAPDMSTGER 6 4885281 1xTMT6plex [N-Term] 0.982 100 2.042868853 18.03 0 2145.08477 2 1073.044922 -1.026957084 -0.001101455 66.07205107YNLGLDLR 4 4885281 1xTMT6plex [N-Term] 0.879 100 3.130409956 43.57 0 1192.688739 2 596.8486328 1.048442028 0.000625233 62.7767177FTMELAK 4 4885281 2xTMT6plex [N-Term; K7] 0.685 100 3.085471392 37.98 0 1297.759016 2 649.3825073 -0.984598486 -0.000638886 64.5676530520070205 LAD1 ladinin-1 3898 NP_005549.2 34.04255319 1 16 16 69 517 57.097 9.67 0.97 1.05 0.99 1 Significant 0.00057 GLPCTELFVAPVGVASK 4 20070205 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C4] 0.956 0.914 3.721407413 46.25 0 2203.256082 2 1102.129761 -1.7417202 -0.001918728 88.56393705IPSKEEEADMSSPTQR 8 20070205 2xTMT6plex [N-Term; K4] 0.899 1.131 4.522712708 20.14 1 2263.164032 3 760.392334 1.536414619 0.001167244 33.5267847TQESGDQDPQEAQK 2 20070205 2xTMT6plex [N-Term; K14] 1.391 3.404587507 38.95 0 2019.003098 2 1010.005615 0.423921465 0.000427949 30.79792875NLSSTTDDEAPR 2 20070205 1xTMT6plex [N-Term] 1.001 4.266755581 56.11 0 1534.754646 2 767.8807983 -0.212086221 -0.00016275 37.12122019TLEDEEEQER 4 20070205 1xTMT6plex [N-Term] 1.217 1.334 4.3690238 41.12 0 1506.712112 2 753.8596802 -0.018788219 -1.42E-05 29.72788134SLAPGMALGSGR 2 20070205 1xTMT6plex [N-Term] 0.936 3.569838047 44.85 0 1345.745936 2 673.3762817 -0.482196097 -0.000324457 54.18637794LPSVEEAEVPKPLPPASK 2 20070205 3xTMT6plex [N-Term; K11; K18] 2.75466156 20.84 0 2575.531401 3 859.18396 2.300702997 0.001975178 63.75591728KENSETTLTR 7 20070205 2xTMT6plex [N-Term; K1] 1.148 1.232 1.155 3.140055418 32.63 1 1636.92702 3 546.3141479 0.531769374 0.000290156 26.05162437SPTADAKPAPK 2 20070205 3xTMT6plex [N-Term; K7; K11] 0.826 2.600283623 10.69 0 1770.072846 3 590.6958618 0.105413299 6.22E-05 40.86335164KDWSALSSLAR 6 20070205 2xTMT6plex [N-Term; K1] 0.84 1.702 1.167 2.883256197 24.05 1 1691.984475 3 564.6661987 -0.255639812 -0.00014418 60.71037626IPSKEEEADMSSPTQR 6 20070205 2xTMT6plex [N-Term; K4]; 1xOxidation [M10] 0.928 0.924 0.92 3.314275742 22.87 1 2279.158947 3 760.392334 1.536414619 0.001167244 33.5267847DEDEDIQSILR 6 20070205 1xTMT6plex [N-Term] 2.548328876 23.91 0 1561.790697 2 781.399231 0.312835813 0.000244292 61.10921248GPWALEEESLVGR 4 20070205 1xTMT6plex [N-Term] 2.285332441 24.79 0 1671.890351 2 836.449585 0.922364241 0.000771046 62.73677295GPWALEEESLVGREPEER 5 20070205 1xTMT6plex [N-Term] 100 1.947241902 7.29 1 2312.172005 3 771.3960571 0.697667265 0.000537709 59.53144138LPPVTLQVK 4 20070205 2xTMT6plex [N-Term; K9] 0.718 1.11 2.404678345 45.36 0 1452.955407 2 726.9804077 -1.28601353 -0.00093426 64.78920194LPSVEEAEVPKPLPPASKDEDEDIQSILR 1 20070205 3xTMT6plex [N-Term; K11; K18] 100 2.185077667 1 3889.141325 4 973.0390015 -1.838074276 -0.001787133 77.28753383LEAEEGR 4 20070205 1xTMT6plex [N-Term] 0.915 0.988 2.687856674 30.36 0 1032.552305 2 516.7800903 0.580487845 0.000299692 27.0595636447519616 TPM2 tropomyosin beta chain isoform Tpm2.1sm/cy 7169 NP_998839.1 46.83098592 1 2 14 114 284 32.97 4.67 1.01 2.53 1.77 Non-Significant #N/A KATDAEADVASLNR 12 47519616 2xTMT6plex [N-Term; K1] 1.851 1.897 1.721 4.062987804 55.99 1 1919.059825 3 640.3546753 -5.39453797 -0.003450814 40.68041543ATDAEADVASLNR 8 47519616 1xTMT6plex [N-Term] 3.743 2.361 2.468 4.139335155 51.47 0 1561.80193 2 781.4029541 -2.112000767 -0.001649263 41.60521378SLMASEEEYSTK 4 47519616 2xTMT6plex [N-Term; K12] 2.528 3.535896063 58.44 0 1832.935201 2 916.9716797 0.480805322 0.000440642 47.16965665QLEEEQQALQK 2 47519616 2xTMT6plex [N-Term; K11] 2.76 4.280395985 38.33 0 1802.005999 2 901.505188 -1.608931069 -0.001449652 52.60908437TIDDLEETLASAK 6 47519616 2xTMT6plex [N-Term; K13] 100 2.269931555 28.7 0 1864.031545 2 932.5187378 -0.721915928 -0.000672837 78.34970863IQLVEEELDR 18 47519616 1xTMT6plex [N-Term] 1.297 2.38 1.828 3.785353422 49.84 0 1472.815789 2 736.911499 -0.046111079 -3.40E-05 68.55083794KLVILEGELER 15 47519616 2xTMT6plex [N-Term; K1] 0.853 0.956 0.684 4.428694725 31.82 1 1757.093692 3 586.3692017 -0.364123743 -0.000213267 59.71334727MEIQEMQLK 20 47519616 2xTMT6plex [N-Term; K9] 1.324 0.962 3.55449605 46.32 0 1607.890106 2 804.4488525 0.200447856 0.000161149 72.61134951AEQAEADK 6 47519616 2xTMT6plex [N-Term; K8] 1.855 1.353 2.024 3.345167875 46.74 0 1319.720716 2 660.3638306 -0.251119183 -0.000165704 26.71381538EENVEIHQTLDQTLLELNNL 4 47519616 1xTMT6plex [N-Term] 2.305280685 6.62 0 2594.351091 3 865.4542847 -1.075658612 -0.000930212 99.08640446AEQAEADKK 10 47519616 3xTMT6plex [N-Term; K8; K9] 1.354 1.532 1.56 2.406741858 16.76 1 1676.978611 3 559.6641235 -0.473187032 -0.000264508 34.59182199GTEDEVEK 4 47519616 2xTMT6plex [N-Term; K8] 3.027 7.464 3.056016922 36.73 0 1364.730946 2 682.8652954 -5.592318185 -0.003816005 30.32165682EDKYEEEIK 13 47519616 3xTMT6plex [N-Term; K3; K9] 1.54 1.287 1.151 2.958414555 24.3 1 1870.041271 2 935.5215454 -2.917801748 -0.002728205 47.94373045AEVAESR 2 47519616 1xTMT6plex [N-Term] 1.005 2.050173283 18.09 0 990.54174 2 495.774231 -0.560002588 -0.000277353 24.258588615729953 NUDC nuclear migration protein nudC 10726 NP_006591.1 45.31722054 1 14 14 61 331 38.219 5.38 0.9 1.58 1.4 1.29 Significant 0.024 SMGLPTSDEQK 6 5729953 2xTMT6plex [N-Term; K11] 1.501 1.438 1.356 4.033549309 59.19 0 1650.877293 2 825.9421997 -0.102960976 -8.50E-05 40.15933088LITQTFSHHNQLAQK 10 5729953 2xTMT6plex [N-Term; K15] 1.476 1.562 1.504 7.583188057 52.34 0 2224.260256 4 556.8206787 0.282702417 0.000157201 44.41839999QDTEEDEEEDEKDK 4 5729953 3xTMT6plex [N-Term; K12; K14] 1.078 3.427958012 20.12 1 2426.166149 3 809.3936768 0.135231232 0.000109364 36.04089598ELTDEEAER 6 5729953 1xTMT6plex [N-Term] 1.215 1.613 1.206 3.92123127 57.03 0 1320.648055 2 660.8283081 0.972439956 0.000642125 33.04482279VEESSWLIEDGK 4 5729953 2xTMT6plex [N-Term; K12] 100 100 2.748345613 27.65 0 1849.994765 2 925.500061 -1.037737903 -0.000959905 70.33725968DAENHEAQLK 4 5729953 2xTMT6plex [N-Term; K10] 1.62 1.768 3.611550808 33.54 0 1612.869505 3 538.2943115 -0.696875776 -0.000374657 30.19876008KDAENHEAQLK 2 5729953 3xTMT6plex [N-Term; K1; K11] 1.349 3.208908319 7.08 1 1970.1274 4 493.2878418 1.084730612 0.000534264 29.1996648FMDQHPEMDFSK 6 5729953 2xTMT6plex [N-Term; K12] 1.88 2.878 2.509 2.336749077 30.26 0 1969.955225 3 657.3237305 0.717120994 0.000470899 54.51062385SETSGPQIK 2 5729953 2xTMT6plex [N-Term; K9] 1.451 3.14017415 44.38 0 1404.809865 2 702.90802 -0.784327449 -0.000550915 36.31213282LSDLDSETR 2 5729953 1xTMT6plex [N-Term] 1.232 2.818316221 40.14 0 1264.658226 2 632.8327026 -0.077085303 -4.87E-05 40.8209361GKDMVVDIQR 3 5729953 2xTMT6plex [N-Term; K2] 0.572 1.113 3.521448851 17.36 1 1618.935082 3 540.3163452 -0.370672966 -0.000200032 47.62806272LQLEIDQK 6 5729953 2xTMT6plex [N-Term; K8] 1.289 1.942 100 3.340079546 35.46 0 1444.877551 2 722.9423218 -0.127315503 -9.20E-05 60.04965876SMGLPTSDEQK 2 5729953 2xTMT6plex [N-Term; K11]; 1xOxidation [M2] 1.5 2.413143635 19.39 0 1666.872208 2 825.9421997 -0.102960976 -8.50E-05 40.15933088GQPAIIDGELYNEVK 2 5729953 2xTMT6plex [N-Term; K15] 1.281258106 1.05 0 2104.169041 2 1052.586548 -1.531263322 -0.001611018 70.28846411KTDFFIGGEEGMAEK 2 5729953 3xTMT6plex [N-Term; K1; K15] 1.135 1.822806835 6.34 1 2346.261845 3 782.7579346 -1.105677556 -0.000864736 56.474495665453990 PSME1 proteasome activator complex subunit 1 isoform 1 5720 NP_006254.1 60.24096386 1 15 15 99 249 28.705 6.02 0.72 0.74 0.71 0.72 Significant 0.00015 LEGFHTQISK 20 5453990 2xTMT6plex [N-Term; K10] 0.704 0.733 0.672 4.500810623 54.01 0 1617.936463 2 809.4718018 -0.083936779 -6.79E-05 45.45684158IEDGNNFGVAVQEK 6 5453990 2xTMT6plex [N-Term; K14] 0.626 100 3.423214197 41.53 0 1978.064576 2 989.5353394 -0.593514022 -0.000587005 60.58592489QLVHELDEAEYR 14 5453990 1xTMT6plex [N-Term] 0.784 0.896 0.848 4.558784962 60.78 0 1730.891079 2 865.9486084 -0.658194579 -0.000569632 45.3310004GEDEDKGPPCGPVNCNEK 4 5453990 3xTMT6plex [N-Term; K6; K18]; 2xCarbamidomethyl [C10; C15] 1.573 1.576 4.029250622 21.92 1 2689.316476 3 897.109375 -1.079988178 -0.000968143 44.65591078EPALNEANLSNLK 6 5453990 2xTMT6plex [N-Term; K13] 100 2.57 2.491034031 39.48 0 1871.063848 2 936.0356445 0.087956646 8.23E-05 54.79995898APLDIPVPDPVK 4 5453990 2xTMT6plex [N-Term; K12] 1.199 0.719 2.708971739 24.95 0 1719.045679 2 860.026001 -0.554619861 -0.000476708 81.06928053VFELMTSLHTK 6 5453990 2xTMT6plex [N-Term; K11] 1.064 0.677 3.302769899 24 0 1764.012998 3 588.6757202 -0.221668133 -0.000130342 88.20625729KISELDAFLKEPALNEANLSNLK 2 5453990 4xTMT6plex [N-Term; K1; K10; K23] 100 3.492171764 13.07 2 3474.038922 4 869.2637329 -1.675211334 -0.001454937 91.21811268TENLLGSYFPK 4 5453990 2xTMT6plex [N-Term; K11] 100 1.941659451 18.75 0 1726.977993 2 863.9916382 -1.154249111 -0.000996681 83.65492282VDVFREDLCTK 6 5453990 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 0.483 0.429 0.729 2.81098175 20.16 1 1840.003891 3 614.000061 -9.924258652 -0.006086892 59.36621022APLDIPVPDPVKEK 8 5453990 3xTMT6plex [N-Term; K12; K14] 0.454 0.396 0.688 2.683859587 15.42 1 2205.346167 3 735.7888794 2.683575796 0.001972738 69.6496742LMVMEIR 6 5453990 1xTMT6plex [N-Term] 0.579 1.096 0.776 2.743420839 31.57 0 1120.641988 2 560.8236694 -1.718562068 -0.000962946 67.34651687NAYAVLYDIILK 1 5453990 2xTMT6plex [N-Term; K12] 1.313046455 0 1854.114093 2 927.5588989 -1.926196695 -0.001785694 101.6883637KISELDAFLK 2 5453990 3xTMT6plex [N-Term; K1; K10] 100 2.086690903 10.92 1 1851.155847 3 617.7215576 -3.093925585 -0.001909113 69.92191586IVVLLQR 10 5453990 1xTMT6plex [N-Term] 0.926 0.571 0.544 2.172071695 25.01 0 1069.729481 2 535.3679199 -0.858166729 -0.000459003 57.1891224948762920 PFKL ATP-dependent 6-phosphofructokinase, liver type isoform b 5211 NP_002617.3 19.74358974 1 9 13 58 780 84.964 7.5 0.94 0.72 0.95 0.87 Significant 0.0074 AIGVLTSGGDAQGMNAAVR 2 48762920 1xTMT6plex [N-Term]; 1xOxidation [M14] 1 2.686554909 51.99 0 2033.064704 2 1017.03009 -5.803886082 -0.005899838 45.07123468AIGVLTSGGDAQGMNAAVR 6 48762920 1xTMT6plex [N-Term] 1.463 1.433 1.286 3.306869507 50.04 0 2017.069789 2 1017.03009 -5.803886082 -0.005899838 45.07123468TNVLGHLQQGGAPTPFDR 2 48762920 1xTMT6plex [N-Term] 0.892 5.196228981 55.08 0 2137.135166 3 713.0499878 0.114166343 8.13E-05 64.72878161GQVQEVGWHDVAGWLGR 6 48762920 1xTMT6plex [N-Term] 0.533 0.744 5.153786659 38.67 0 2123.098387 3 708.3710938 0.160727361 0.000113747 78.83192657IMEVIDAITTTAQSHQR 1 48762920 1xTMT6plex [N-Term] 38.54 0 2143.137868 3 715.0510254 0.305487521 0.000218234 101.1060261GQLESIVENIR 5 48762920 1xTMT6plex [N-Term] 100 0.01 3.436628103 27.37 0 1486.842673 2 743.9246826 -0.392903456 -0.000292093 81.5856683MGIYVGAK 6 48762920 2xTMT6plex [N-Term; K8] 2.115 1.297 2.159 3.461037636 43.8 0 1296.775 2 648.8919067 1.184960045 0.000768313 54.77149996RFDEATQLR 2 48762920 1xTMT6plex [N-Term] 0.761 5.278146267 33.74 1 1364.748379 3 455.5875244 -0.262750129 -0.000119529 38.29391072TFVLEVMGR 6 48762920 1xTMT6plex [N-Term] 100 2.397 3.18615365 32.92 0 1280.723409 2 640.8654175 0.116231917 7.44E-05 80.6583597AMLWLSEK 2 48762920 2xTMT6plex [N-Term; K8] 0.624 3.417603493 40.5 0 1435.838329 2 718.4221191 -0.952084035 -0.000683519 84.49929537VNVEHMTEK 8 48762920 2xTMT6plex [N-Term; K9] 0.872 0.894 3.583301067 32.91 0 1544.850684 3 520.953186 -0.380777273 -0.000198112 27.03560561AVAFSPVTELK 2 48762920 2xTMT6plex [N-Term; K11] 1.233 2.615772724 33.47 0 1619.977265 2 810.4915771 -0.856310243 -0.000693602 66.7632069VNVEHMTEK 2 48762920 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.942 3.504247904 34.31 0 1560.845599 3 520.953186 -0.380777273 -0.000198112 27.03560561LLAHQKPPK 2 48762920 3xTMT6plex [N-Term; K6; K9] 0.766 2.927485943 16.25 0 1719.124822 4 430.5369873 0.754825207 0.00032441 35.67592523VTVLGHVQR 6 48762920 1xTMT6plex [N-Term] 1.15 0.22 1.159 4.169350147 40.04 0 1237.757821 3 413.2573853 -0.176640597 -7.29E-05 36.8527883142734430 PTRF polymerase I and transcript release factor 284119 NP_036364.2 31.02564103 1 10 10 117 390 43.45 5.6 1.19 1.28 1.4 1.29 Significant 0.0022 AHATTSNTVSK 26 42734430 2xTMT6plex [N-Term; K11] 1.217 1.265 1.231 4.97038269 66.4 0 1574.890241 2 787.9480591 -0.888446637 -0.000699603 20.81362683ATEMVEVGADDDEGGAER 24 42734430 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.151 0.952 1.725 5.280358791 61.05 0 2095.928723 3 693.9819336 -1.231125116 -0.000853553 45.47873294ATEMVEVGADDDEGGAER 26 42734430 1xTMT6plex [N-Term] 1.275 1.19 4.338969231 69.63 0 2079.933808 3 693.9819336 -1.231125116 -0.000853553 45.47873294IIGAVDQIQLTQAQLEER 7 42734430 1xTMT6plex [N-Term] 1.104 1.272 0.829 4.221159935 58.75 0 2254.260426 3 752.0922852 0.832250227 0.00062537 83.50465346VMIYQDEVK 8 42734430 2xTMT6plex [N-Term; K9] 1.237 1.393 1.231 3.733644724 50.71 0 1582.891486 2 791.9487305 -0.822578497 -0.000651026 57.66610349KLEVNEAELLR 4 42734430 2xTMT6plex [N-Term; K1] 1.649 1.34 3.17044735 39.95 1 1772.068205 3 591.3598633 -1.787993397 -0.001056149 56.07301049EGQVEVLK 4 42734430 2xTMT6plex [N-Term; K8] 1.693 1.482 3.3361938 44.31 0 1359.824787 2 680.414917 -1.639708032 -0.001114858 42.9910423VPPFTFHVK 11 42734430 2xTMT6plex [N-Term; K9] 1.055 1.662 3.066427708 15.67 0 1529.924442 3 510.6459961 -0.657907491 -0.000335516 56.96963318ESEALPEK 2 42734430 2xTMT6plex [N-Term; K8] 1.489 3.239233017 37.42 0 1360.772417 2 680.8898926 0.067172327 4.57E-05 40.75139474QAEMEGAVQSIQGELSK 4 42734430 2xTMT6plex [N-Term; K17] 1.90127182 14.03 0 2263.200417 2 1132.102417 -1.263752694 -0.001430063 70.65489428KSFTPDHVVYAR 1 42734430 2xTMT6plex [N-Term; K1] 0.819 2.518972158 9.87 1 1878.063788 4 470.2723083 1.924928461 0.000903785 46.8766445514591909 RPL5 60S ribosomal protein L5 6125 NP_000960.2 37.37373737 1 10 10 95 297 34.341 9.72 1.3 1.26 1.07 1.21 Significant 0.0034 IYEGQVEVTGDEYNVESIDGQPGAFTCYLDAGLAR 7 14591909 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C27] 100 3.260273218 26.97 0 4065.922521 4 1017.234863 -1.204623299 -0.001224476 118.0902411HIMGQNVADYMR 14 14591909 1xTMT6plex [N-Term] 1.277 1.288 0.882 4.732991219 52.85 0 1663.824597 3 555.2792969 -0.756879663 -0.000419772 53.60538509IEGDMIVCAAYAHELPK 6 14591909 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C8] 100 100 2.805 3.629392385 24.66 0 2375.250345 3 792.4221802 0.691437577 0.000547446 77.84850897HIMGQNVADYMR 4 14591909 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.208 3.358705997 25.47 0 1679.819512 3 555.2792969 -0.756879663 -0.000419772 53.60538509DIICQIAYAR 8 14591909 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 2.685 1.238 1.039 3.583624363 33.83 0 1451.787801 2 726.3969116 -0.863926403 -0.000627119 57.55965609HIMGQNVADYMR 2 14591909 1xTMT6plex [N-Term]; 2xOxidation [M3; M11] 1.481 2.848009109 34.11 0 1695.814427 3 555.2792969 -0.756879663 -0.000419772 53.60538509FPGYDSESK 17 14591909 2xTMT6plex [N-Term; K9] 1.148 0.988 1.284 3.399674892 38.65 0 1487.778231 2 744.3936157 1.158818752 0.000862033 52.03804248YLMEEDEDAYKK 7 14591909 3xTMT6plex [N-Term; K11; K12] 1.617 1.487 2.481 2.955633879 7.86 1 2221.166547 3 741.06073 0.490441119 0.000363117 47.02359651YLMEEDEDAYK 6 14591909 2xTMT6plex [N-Term; K11] 100 1.324 100 1.883737803 20.86 0 1863.908652 2 932.4590454 1.159831685 0.00108091 59.18996888EFNAEVHR 8 14591909 1xTMT6plex [N-Term] 1.301 1.058 1.362 3.002802134 33.68 0 1230.642851 2 615.8242188 -1.373331018 -0.00084504 40.32043493RFPGYDSESK 4 14591909 2xTMT6plex [N-Term; K10] 1.281 4.094311237 18.92 1 1643.879342 2 822.4423218 -1.201295778 -0.000987393 41.39796531QFSQYIK 8 14591909 2xTMT6plex [N-Term; K7] 1.411 1.506 3.276279449 32.58 0 1371.803658 2 686.4055786 0.162447856 0.000111423 63.06723617IEGDMIVCAAYAHELPK 2 14591909 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C8]; 1xOxidation [M5] 100 2.144854784 7.89 0 2391.24526 3 792.4221802 0.691437577 0.000547446 77.84850897YLMEEDEDAYKK 2 14591909 3xTMT6plex [N-Term; K11; K12]; 1xOxidation [M3] 1.274 2.340353012 6.65 1 2237.161462 3 741.06073 0.490441119 0.000363117 47.02359651544186032 PDIA6 protein disulfide-isomerase A6 isoform a 10130 NP_001269633.1 41.66666667 1 14 14 98 492 53.867 5.33 0.96 0.96 0.93 0.95 Significant 0.00011 GSTAPVGGGAFPTIVER 11 544186032 1xTMT6plex [N-Term] 0.837 1.913 1.236 4.13550806 63.73 0 1845.006778 2 923.0073853 0.38808953 0.000358014 59.16002689KDVIELTDDSFDK 6 544186032 3xTMT6plex [N-Term; K1; K13] 1.724 1.291 1.52 4.383124828 36.53 1 2212.23159 3 738.0812988 -1.01578679 -0.000749052 65.39842106ALDLFSDNAPPPELLEIINEDIAK 22 544186032 2xTMT6plex [N-Term; K24] 1.264 0.812 0.722 4.11619091 42.79 0 3095.691653 3 1032.568115 -0.60111183 -0.000620286 109.203602NLEPEWAAAASEVK 6 544186032 2xTMT6plex [N-Term; K14] 1.467 1.667 1.425 3.839657784 43.66 0 1973.074413 2 987.0404663 -0.383428424 -0.000378266 73.51483372TCEEHQLCVVAVLPHILDTGAAGR 5 544186032 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C8] 4.270783424 13.1 0 2875.475598 4 719.6237183 -0.888414121 -0.000638653 78.48165973GSFSEQGINEFLR 12 544186032 1xTMT6plex [N-Term] 0.01 3.447702169 51.52 0 1712.880515 2 856.9424438 -1.695217304 -0.001451852 70.5221913GESPVDYDGGR 12 544186032 1xTMT6plex [N-Term] 0.749 0.894 0.897 3.929615259 46.78 0 1380.659289 2 690.8330078 -0.398168473 -0.000274868 42.29853355LAAVDATVNQVLASR 6 544186032 1xTMT6plex [N-Term] 0.99 1.639 2.179441214 31.02 0 1757.011863 2 879.0092163 -0.402537301 -0.000353631 105.2465564DVIELTDDSFDK 2 544186032 2xTMT6plex [N-Term; K12] 0.786 1.894571781 18.61 0 1854.973695 2 927.9900513 -0.468745697 -0.000434755 66.0175824NSYLEVLLK 4 544186032 2xTMT6plex [N-Term; K9] 2.232026577 22.63 0 1536.940151 2 768.9736938 -0.026061319 -2.00E-05 92.32360661NRPEDYQGGR 4 544186032 1xTMT6plex [N-Term] 100 2.800953627 18.06 0 1420.713056 3 474.2424011 -0.285448816 -0.00013518 17.45599867DGELPVEDDIDLSDVELDDLGKDEL 4 544186032 2xTMT6plex [N-Term; K22] 0.522 100 2.170291185 11.77 1 3216.593515 3 1072.868042 -1.225530493 -0.001314011 94.98408286KDVIELTDDSFDKNVLDSEDVWMVEFYAPWCGHCK 2 544186032 4xTMT6plex [N-Term; K1; K13; K35]; 2xCarbamidomethyl [C31; C34]; 1xOxidation [M23] 2.37491107 3.8 2 5180.550136 5 1036.910156 -5.493908803 -0.005692294 102.535293VGAVDADK 2 544186032 2xTMT6plex [N-Term; K8] 1.09 3.067318916 17.79 0 1232.725073 2 616.8676758 2.435135429 0.001500926 37.042294644503609 ETFB electron transfer flavoprotein subunit beta isoform 1 2109 NP_001976.1 58.82352941 1 15 15 76 255 27.826 8.1 0.72 0.74 0.76 0.74 Significant 0.00024 EVIAVSCGPAQCQETIR 12 4503609 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C12] 0.78 0.785 0.811 4.699000835 55.85 0 2147.078639 3 716.3582153 -8.638097164 -0.006182225 46.26767846VETTEDLVAK 6 4503609 2xTMT6plex [N-Term; K10] 0.894 0.763 0.858 4.383967876 54.27 0 1562.904159 2 781.9556885 -0.037837813 -2.96E-05 47.4749334GIHVEVPPAEAER 6 4503609 1xTMT6plex [N-Term] 0.602 0.601 0.644 4.779693604 55.83 0 1632.890686 3 544.9682007 -0.389970513 -0.00021226 39.77469838EIDGGLETLR 8 4503609 1xTMT6plex [N-Term] 0.727 0.587 0.777 3.973138809 64.03 0 1331.736811 2 666.3712769 -1.151668295 -0.00076686 46.68451329IEVIKPGDLGVDLTSK 5 4503609 3xTMT6plex [N-Term; K5; K16] 0.827 0.842 3.580787897 14.25 0 2371.441524 3 791.1526489 0.788544573 0.000623329 83.30720546KIEVIKPGDLGVDLTSK 2 4503609 4xTMT6plex [N-Term; K1; K6; K17] 0.511 4.164526463 14.35 1 2728.699418 4 682.930603 0.426477672 0.000290932 65.96285996LSVISVEDPPQR 6 4503609 1xTMT6plex [N-Term] 1.081 0.728 0.746 2.823466301 43.83 0 1568.884538 2 784.9448853 -1.302640276 -0.001021846 55.75925845HSMNPFCEIAVEEAVR 2 4503609 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.807 3.060707092 28.3 0 2118.030961 3 706.6824951 0.93077089 0.000657134 68.54245162EKVDLVLLGK 4 4503609 3xTMT6plex [N-Term; K2; K10] 0.659 0.678 3.258865118 20.1 1 1801.176582 3 601.0633545 -0.595262812 -0.000357391 76.41922781TALAMGADR 4 4503609 1xTMT6plex [N-Term] 0.692 0.668 3.417374849 49.96 0 1134.613859 2 567.8109131 0.608569928 0.000345246 35.80033869LKLPAVVTADLR 8 4503609 2xTMT6plex [N-Term; K2] 0.846 0.52 1.412 3.197159767 18.32 1 1754.130411 3 585.3825073 1.457874876 0.000852434 58.63231699LGPLQVAR 2 4503609 1xTMT6plex [N-Term] 1.139 2.042279959 29.87 0 1082.688345 2 541.8476563 -0.285215964 -0.0001544 56.85701254VIDYAVK 6 4503609 2xTMT6plex [N-Term; K7] 0.934 0.956 0.864 3.161324263 39.91 0 1265.786945 2 633.3966064 -0.796997772 -0.000504415 50.13942551YATLPNIMK 3 4503609 2xTMT6plex [N-Term; K9] 100 100 1.647061467 8.41 0 1508.891093 2 754.9477539 -1.896304852 -0.001430659 62.37287322VDLVLLGK 2 4503609 2xTMT6plex [N-Term; K8] 0.638 1.937942505 18.34 0 1314.876094 2 657.9416504 -0.053441347 -3.51E-05 71.9448357824797086 IPO5 importin-5 3843 NP_002262.3 17.66816143 1 15 15 54 1115 125.464 4.92 1.02 1.32 1.54 1.3 Significant 0.013 QLALEVIVTLSETAAAMLR 5 24797086 1xTMT6plex [N-Term] 1.043 3.806821823 30.53 0 2258.29912 3 753.4381104 0.291349663 0.000219318 113.7474934KQAEETYENIPGQSK 4 24797086 3xTMT6plex [N-Term; K1; K15] 1.472 1.488 5.466313362 35.77 1 2409.322865 3 803.7802124 1.336075409 0.001073012 39.38408565TKENVNATENCISAVGK 2 24797086 3xTMT6plex [N-Term; K2; K17]; 1xCarbamidomethyl [C11] 1.652 4.870210648 34.77 1 2522.385148 3 841.4647827 -2.122184026 -0.001784322 46.74124135YAACNAVGQMATDFAPGFQK 2 24797086 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C4] 100 3.362183571 35.6 0 2605.294335 3 869.0994873 -4.001949338 -0.003475419 81.2720229AIGTEPDSDVLSEIMHSFAK 6 24797086 2xTMT6plex [N-Term; K20] 1.579 2.677710295 15.68 0 2605.358375 3 869.1237183 -0.68052628 -0.000591005 105.5671427QAEETYENIPGQSK 2 24797086 2xTMT6plex [N-Term; K14] 3.183 2.838597059 32.24 0 2052.06497 2 1026.535034 -1.061477417 -0.00108911 46.77380811MLVQCMQDQEHPSIR 4 24797086 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.551 1.708 4.300625801 33.04 0 2101.019016 3 701.0097656 -2.033396636 -0.001424068 45.68630608SLVEIADTVPK 4 24797086 2xTMT6plex [N-Term; K11] 100 1.884917498 23.55 0 1629.982744 2 815.4938354 -1.441648122 -0.001174931 78.26211302AKLEEHFK 4 24797086 3xTMT6plex [N-Term; K2; K8] 1.067 3.026450872 8.91 1 1689.030253 4 423.0137329 1.686861808 0.00071229 39.3025635HFADLLPGFLQAVNDSCYQNDDSVLK 4 24797086 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C17] 1.684167862 6.66 0 3424.724761 3 1142.244385 -1.798767362 -0.002053428 104.5605363EHIMQMLQNPDWK 2 24797086 2xTMT6plex [N-Term; K13] 100 2.250772715 8.61 0 2128.108372 3 710.0407104 -0.373055411 -0.000264634 74.21239782VIQSADSK 2 24797086 2xTMT6plex [N-Term; K8] 1.819 2.929592133 36.13 0 1305.777837 2 653.3917847 -1.182577938 -0.000772092 38.71033205LVLPMIK 4 24797086 2xTMT6plex [N-Term; K7] 1.151 1.529 2.89989996 29.13 0 1271.852522 2 636.4293213 -0.909179213 -0.000578171 87.83561721QMAAVLLR 4 24797086 1xTMT6plex [N-Term] 0.535 0.464 2.461591721 25.55 0 1130.691715 2 565.8515625 3.655178457 0.00206644 55.95276766VCDIAAELAR 5 24797086 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.297067642 20.13 0 1346.729952 2 673.8688354 0.328669038 0.000221314 63.446639767549809 PLS3 plastin-3 isoform 1 5358 NP_005023.2 32.53968254 1 18 18 79 630 70.766 5.6 1.01 1.29 1.22 1.17 Significant 0.0051 KIENCNYAVELGK 8 7549809 3xTMT6plex [N-Term; K1; K13]; 1xCarbamidomethyl [C5] 0.942 1.069 4.680074215 25.57 1 2225.2567 3 742.4226074 -1.541878011 -0.001143691 45.98976812TISSSLAVVDLIDAIQPGCINYDLVK 2 7549809 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C19] 4.392166615 24.66 0 3262.800886 3 1088.270264 -1.424746571 -0.001549555 108.9892319AVGDGIVLCK 8 7549809 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 0.789 0.746 0.823 3.897968531 51.02 0 1489.881256 2 745.4401245 -5.560165635 -0.004141993 51.67212333VYALPEDLVEVKPK 12 7549809 3xTMT6plex [N-Term; K12; K14] 0.987 0.946 100 3.176658154 13.54 0 2287.388031 3 763.1347046 0.668456558 0.000509673 87.07727111EANMPLPGYK 4 7549809 2xTMT6plex [N-Term; K10] 1.126 1.027 3.609449148 38.87 0 1577.876171 2 789.4421997 0.603414945 0.000476057 57.34847705YAFVNWINK 6 7549809 2xTMT6plex [N-Term; K9] 1.528 1.206 0.944 3.239675045 33.88 0 1612.92517 2 806.9660645 -0.196862047 -0.000158762 87.82685639AYFHLLNQIAPK 7 7549809 2xTMT6plex [N-Term; K12] 100 0.942 1.193 2.292049408 21.41 0 1873.11001 3 625.0412598 -0.418706387 -0.000261428 66.05088614ANDDIIVNWVNR 4 7549809 1xTMT6plex [N-Term] 100 100 2.402885914 30.98 0 1657.885935 2 829.4442749 -2.8116321 -0.002330683 82.12764977MINLSVPDTIDER 4 7549809 1xTMT6plex [N-Term] 0.631 1.04 3.029119015 32.98 0 1731.914851 2 866.4584961 -2.965378174 -0.002567891 70.19724143AESMLQQADK 2 7549809 2xTMT6plex [N-Term; K10] 0.543 2.52917695 27.24 0 1578.856163 2 789.9240723 -9.687734136 -0.007647769 45.63174715QFVTPADVVSGNPK 3 7549809 2xTMT6plex [N-Term; K14] 100 1.739912629 14.87 0 1917.084583 2 959.0449219 -1.051701118 -0.0010081 58.34173224IDINMSGFNETDDLK 3 7549809 2xTMT6plex [N-Term; K15] 1.433056712 4.05 0 2170.110206 2 1085.556274 -2.273318591 -0.002466676 76.32963738VNKPPYPK 4 7549809 3xTMT6plex [N-Term; K3; K8] 1.285 1.853 2.60780859 5.73 0 1630.029524 3 544.0144043 -0.53049921 -0.000288243 38.13716369VPVDWSK 3 7549809 2xTMT6plex [N-Term; K7] 1.495 1.433 2.608583689 40.37 0 1288.766544 2 644.8861694 -1.149752699 -0.000740881 56.39802512IKVPVDWSK 3 7549809 3xTMT6plex [N-Term; K2; K9] 0.682 3.567139864 18.05 1 1759.108503 3 587.0407715 -0.421632249 -0.000247232 63.17763003DELDELK 4 7549809 2xTMT6plex [N-Term; K7] 1.365 1.863 2.980513096 39.75 0 1319.745868 2 660.3754883 -1.642814388 -0.001084049 58.06437603HVIPMNPNTDDLFK 1 7549809 2xTMT6plex [N-Term; K14] 100 1.319506407 1.37 0 2099.135967 2 1050.067871 -3.573547697 -0.003750681 58.14488211LSPEELLLR 5 7549809 1xTMT6plex [N-Term] 100 1.593 2.556158304 31.95 0 1298.788118 2 649.8970337 -1.022027511 -0.000663699 83.353571455031977 NAMPT nicotinamide phosphoribosyltransferase precursor 10135 NP_005737.1 43.3808554 1 15 15 62 491 55.487 7.15 0.68 0.98 0.74 0.8 Significant 0.013 GTDTVAGLALIK 6 5031977 2xTMT6plex [N-Term; K12] 0.582 0.767 0.779 3.220933676 61.67 0 1616.998729 2 809.0019531 -1.298046784 -0.00104947 64.09054859VIQGDGVDINTLQEIVEGMK 10 5031977 2xTMT6plex [N-Term; K20] 1.083 100 3.553385019 32.7 0 2616.431874 3 872.8147583 -0.822558263 -0.000717389 103.7697991GVSSQETAGIGASAHLVNFK 2 5031977 2xTMT6plex [N-Term; K20] 0.585 5.367619991 59.64 0 2431.334543 3 811.1146851 -2.073439146 -0.001680408 60.87928701DAFEHIVTQFSSVPVSVVSDSYDIYNACEK 2 5031977 2xTMT6plex [N-Term; K30]; 1xCarbamidomethyl [C28] 0.637 5.687090874 24.08 0 3864.904242 4 966.9798584 -1.717469783 -0.001659464 104.3134823EHFQDDVFNEK 4 5031977 2xTMT6plex [N-Term; K11] 0.811 1.131 3.983390093 23.75 0 1865.943398 3 622.6520996 -0.885794219 -0.000550947 46.47989213DPVPGYSVPAAEHSTITAWGK 10 5031977 2xTMT6plex [N-Term; K21] 0.602 3.380987406 35.33 0 2641.402623 3 881.1383667 -0.785871236 -0.000691934 59.46525054YLLETSGNLDGLEYK 3 5031977 2xTMT6plex [N-Term; K15] 2.153742313 10.33 0 2173.179271 2 1087.092407 -0.797714619 -0.000866788 81.61708084DLLNCSFK 4 5031977 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 0.522 0.76 3.386128902 41.82 0 1454.807757 2 727.9071045 -0.566917258 -0.000412378 69.51283604KFPVTENSK 2 5031977 3xTMT6plex [N-Term; K1; K9] 0.747 3.554178953 31.14 1 1737.051382 3 579.6889648 0.55229296 0.000319787 40.98899248GWNYILEK 5 5031977 2xTMT6plex [N-Term; K8] 0.423 100 2.344325066 20.93 0 1480.856422 2 740.9313965 -0.611282253 -0.000452611 66.83055583TPAGNFVTLEEGKGDLEEYGQDLLHTVFK 2 5031977 3xTMT6plex [N-Term; K13; K29] 1.906367898 7.22 1 3895.073245 4 974.5214233 -2.40856334 -0.002345383 109.5004926AVPEGFVIPR 4 5031977 1xTMT6plex [N-Term] 0.662 0.738 3.166938543 24.27 0 1313.777888 2 657.3917847 -1.214173322 -0.000797577 60.60383335VYSYFECR 2 5031977 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.06 2.920654774 30.43 0 1352.650639 2 676.8300171 1.566413105 0.001059405 60.40571952DVYKEHFQDDVFNEK 2 5031977 3xTMT6plex [N-Term; K4; K15] 0.01 2.567175627 9 1 2600.359979 4 650.8414917 -6.092138494 -0.003960438 52.16439747SYSFDEIR 4 5031977 1xTMT6plex [N-Term] 0.435 0.702 3.667513132 28.25 0 1245.631283 2 623.3139648 -8.533923837 -0.005315061 47.8799459911863154 ARCN1 coatomer subunit delta isoform 1 372 NP_001646.2 30.52837573 1 15 15 70 511 57.174 6.21 1.13 1.12 1.12 1.13 Significant 0.0000088 GVQLQTHPNVDK 8 11863154 2xTMT6plex [N-Term; K12] 1.323 1.265 1.191 4.183296204 52.26 0 1794.027403 3 598.6807861 0.224237621 0.000134096 40.08514088GVQLQTHPNVDKK 4 11863154 3xTMT6plex [N-Term; K12; K13] 1.061 4.983276367 30.62 1 2151.285298 3 717.767334 0.999813055 0.000716961 34.28543298SEGETIMSSSMGK 2 11863154 2xTMT6plex [N-Term; K13] 1.181 3.910768509 67.2 0 1801.907607 2 901.4581299 0.76397126 0.000688303 51.92588755LFTAESLIGLK 2 11863154 2xTMT6plex [N-Term; K11] 1.017 2.83927846 45.97 0 1650.024215 2 825.5149536 -0.960260718 -0.000792227 98.8899477QHTFVETESVR 13 11863154 1xTMT6plex [N-Term] 1.246 1.281 1.226 4.356964588 38.43 0 1561.817186 3 521.2775879 0.655718149 0.000341371 22.82375763KNYCNIQVTK 2 11863154 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C4] 1.398 3.523410797 23.14 1 1955.135129 3 652.3841553 1.423952888 0.000928007 30.87069487VAPAPARPSGPSK 2 11863154 2xTMT6plex [N-Term; K13] 0.944 2.958115101 24.82 0 1693.01611 3 565.0108643 1.139713572 0.000643184 33.05862804GKEVDNFVDK 4 11863154 3xTMT6plex [N-Term; K2; K10] 0.818 0.78 3.413025618 27.16 1 1838.062675 3 613.3590088 -0.109731194 -6.72E-05 46.43848572IEGLLAAFPK 4 11863154 2xTMT6plex [N-Term; K10] 100 2.672251463 23.53 0 1516.950322 2 758.9785767 -0.293503143 -0.000222615 93.65494587VLLAAAVCTK 1 11863154 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 0.01 21.41 0 1503.933292 2 752.4702148 -0.092359482 -6.95E-05 68.21331043LYMVLITTK 4 11863154 2xTMT6plex [N-Term; K9] 1.866358757 23.63 0 1539.958444 2 770.4827271 -0.17292573 -0.000133149 81.50444449SFPVNSDVGVLK 8 11863154 2xTMT6plex [N-Term; K12] 100 1.896898746 16.09 0 1720.004542 2 860.5057983 -0.129151003 -0.00011107 61.78106242ENVNLAQIR 2 11863154 1xTMT6plex [N-Term] 1.974 3.053133488 19.14 0 1285.742565 2 643.3748169 -0.161603841 -0.00010389 50.10055738NTLEWCLPVIDAK 3 11863154 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 1.51543963 0 2017.119255 2 1009.062073 -1.18272243 -0.001192846 87.8399364NSNILEDLETLR 11 11863154 1xTMT6plex [N-Term] 0.664 0.748 0.803 2.420230627 6.86 0 1645.89583 2 823.4515381 -0.018784983 -1.55E-05 32.4150830750592988 UQCRC2 cytochrome b-c1 complex subunit 2, mitochondrial precursor 7385 NP_003357.2 39.73509934 1 15 15 59 453 48.413 8.63 1.28 0.72 1.21 1.07 Significant 0.026 AVAFQNPQTHVIENLHAAAYR 6 50592988 1xTMT6plex [N-Term] 1.343 0.879 0.01 3.527209044 32.17 0 2579.368019 4 645.597229 -0.361834515 -0.000233326 40.57772865MALIGLGVSHPVLK 4 50592988 2xTMT6plex [N-Term; K14] 1.185 1.403 3.494692087 39.88 0 1893.175981 3 631.7293701 -1.280540458 -0.000808096 81.57957302



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms VTSEELHYFVQNHFTSAR 7 50592988 1xTMT6plex [N-Term] 1.047 100 1.576 5.29470253 30.42 0 2394.203974 4 599.3064575 0.010996609 6.58E-06 73.08618934GSNTTSHLHQAVAK 6 50592988 2xTMT6plex [N-Term; K14] 1.469 0.908 1.413 4.596703529 36.68 0 1909.065579 3 637.0272827 0.898703821 0.000571895 32.97865918TIAQGNLSNTDVQAAK 2 50592988 2xTMT6plex [N-Term; K16] 1.558 4.569586277 45.84 0 2089.165353 2 1045.085571 -0.711639159 -0.000743366 43.21127479RWEVADLQPQLK 2 50592988 2xTMT6plex [N-Term; K12] 1.029 4.343812466 13.18 1 1941.132202 3 647.7149658 -0.957193467 -0.000619346 72.03933314WEVADLQPQLK 6 50592988 2xTMT6plex [N-Term; K11] 2.356 1.273 2.316124916 25.97 0 1785.031091 2 893.0137329 -6.107506889 -0.005451045 70.52043584GGLGLSGAK 4 50592988 2xTMT6plex [N-Term; K9] 1.035 1.177 3.831944466 43.52 0 1217.761793 2 609.383606 -1.525492053 -0.000928843 44.77226219SMAASGNLGHTPFVDEL 3 50592988 1xTMT6plex [N-Term] 0.923 2.687218666 34.14 0 1974.979242 2 987.9923706 -0.900176075 -0.000888915 72.49688624ATAAPAGAPPQPQDLEFTK 3 50592988 2xTMT6plex [N-Term; K19] 100 2.232232571 20.7 0 2368.291281 2 1184.647339 -1.638432593 -0.001940143 53.63667722LTSSLTTK 4 50592988 2xTMT6plex [N-Term; K8] 1.618 0.685 3.775420189 36.46 0 1308.813888 2 654.9115601 1.494060542 0.000977724 47.15859418AAYNQVK 2 50592988 2xTMT6plex [N-Term; K7] 0.923 3.211283922 33.9 0 1251.746143 2 626.3759766 -1.171495521 -0.000733207 35.89760229QVAEQFLNMR 3 50592988 1xTMT6plex [N-Term] 1.290626884 10.77 0 1464.78305 2 732.8948975 -0.362659935 -0.000265609 58.52208278LSVTATR 5 50592988 1xTMT6plex [N-Term] 1.311 1.164 1.384 2.65438199 34.1 0 976.598861 2 488.8026428 -0.872369918 -0.000425978 37.79278477GIEAVGGK 2 50592988 2xTMT6plex [N-Term; K8] 0.499 1.983236074 13.57 0 1188.735244 2 594.8703613 -1.512408889 -0.000898927 42.284362574507879 VDAC1 voltage-dependent anion-selective channel protein 1 7416 NP_003365.1 57.59717314 1 11 12 101 283 30.754 8.54 0.82 0.7 0.9 0.8 Significant 0.0052 KLETAVNLAWTAGNSNTR 13 4507879 2xTMT6plex [N-Term; K1] 0.972 2.206 1.019 5.204223156 41.91 1 2404.334878 3 802.1171875 0.886619422 0.000710577 72.82358313TDEFQLHTNVNDGTEFGGSIYQK 5 4507879 2xTMT6plex [N-Term; K23] 0.981 100 5.728435993 36.78 0 3058.515814 3 1020.177124 0.328460068 0.000334867 90.64129256EHINLGCDMDFDIAGPSIR 2 4507879 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7]; 1xOxidation [M9] 0.631 3.388618708 23.62 0 2405.142696 3 797.053894 -0.27303924 -0.000217444 84.41814899EHINLGCDMDFDIAGPSIR 11 4507879 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.878 1.154 0.812 4.859394073 33.5 0 2389.147781 3 797.053894 -0.27303924 -0.000217444 84.41814899LTFDSSFSPNTGK 6 4507879 2xTMT6plex [N-Term; K13] 0.637 0.711 3.586622715 49.51 0 1858.9951 2 929.9995728 -1.737897097 -0.001615371 63.66076483GALVLGYEGWLAGYQMNFETAK 2 4507879 2xTMT6plex [N-Term; K22]; 1xOxidation [M16] 0.899 4.404008389 44.04 0 2892.500622 3 964.8370972 -1.342854022 -0.001294735 100.7779951GALVLGYEGWLAGYQMNFETAK 2 4507879 2xTMT6plex [N-Term; K22] 1.209 3.801235199 41.54 0 2876.505707 3 964.8370972 -1.342854022 -0.001294735 100.7779951LTLSALLDGK 28 4507879 2xTMT6plex [N-Term; K10] 0.681 0.648 1.157 3.642230988 54.24 0 1488.940151 2 744.9733276 -0.518809679 -0.000386238 106.3576279WTEYGLTFTEK 8 4507879 2xTMT6plex [N-Term; K11] 0.612 3.025372744 20.57 0 1832.983472 2 916.9949951 -0.413945699 -0.000379378 83.15784201GYGFGLIK 12 4507879 2xTMT6plex [N-Term; K8] 0.663 0.674 0.722 3.302273035 40.5 0 1312.80293 2 656.9053955 0.44550908 0.000292433 79.63969426YQIDPDACFSAK 14 4507879 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 0.731 0.751 0.856 2.899585485 40.17 0 1872.956606 2 936.9803467 -1.702784045 -0.00159462 54.0827699NVNAGGHK 4 4507879 2xTMT6plex [N-Term; K8] 0.632 0.704 3.466496229 29.51 0 1254.73189 3 418.9151306 -0.837815876 -0.000350411 19.07406007VTGSLETK 6 4507879 2xTMT6plex [N-Term; K8] 0.814 0.588 1.075 2.957478046 36.99 0 1292.782588 2 646.8950195 0.134989829 8.73E-05 47.27649024VTQSNFAVGYK 2 4507879 2xTMT6plex [N-Term; K11] 0.281 2.094964266 16.31 0 1671.947027 2 836.4824829 6.376900786 0.00533092 51.4929872654607135 TOMM70 mitochondrial import receptor subunit TOM70 9868 NP_055635.3 27.30263158 1 16 16 75 608 67.412 7.12 0.84 0.86 0.85 0.85 Significant 0.000046 ECLEDVTAVCILEGFQNQQSMLLADK 10 54607135 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C2; C10] 0.906 0.91 0.994 5.807914257 48.36 0 3469.741734 4 868.19104 0.171974255 0.000149177 105.0536986SEMEMAHLYSLCDAAHAQTEVAK 4 54607135 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C12] 2.722859383 20.13 0 3050.478583 4 763.3757324 0.825069717 0.000629214 65.82388381AAAFEQLQK 6 54607135 2xTMT6plex [N-Term; K9] 0.591 0.74 0.837 4.563717365 50.1 0 1463.862235 2 732.4343872 -0.503739983 -0.000368703 45.44104488ECLEDVTAVCILEGFQNQQSMLLADK 2 54607135 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C2; C10]; 1xOxidation [M21] 2.451473713 17.04 0 3485.736649 4 868.19104 0.171974255 0.000149177 105.0536986LRPESALAQAQK 5 54607135 2xTMT6plex [N-Term; K12] 100 0.992 0.882 4.520418167 24.1 0 1770.063788 3 590.6868896 -9.984207803 -0.005890895 42.26449068QYMEEENYDK 4 54607135 2xTMT6plex [N-Term; K10] 0.803 1.807 2.496946096 21.19 0 1806.862037 2 903.9343262 -0.365742506 -0.000330423 46.12463148GLLQLQWK 6 54607135 2xTMT6plex [N-Term; K8] 0.583 1.324 100 2.873666763 36.62 0 1443.908792 2 722.4572144 -1.135410403 -0.000819715 71.94163836GLELISK 8 54607135 2xTMT6plex [N-Term; K7] 0.803 0.817 2.852934599 43.87 0 1217.786945 2 609.3970337 -0.126735788 -7.72E-05 66.29191316GFEEVIK 6 54607135 2xTMT6plex [N-Term; K7] 2.039 0.709 1.276 2.53530097 38.15 0 1279.76621 2 640.3863525 -0.61040983 -0.000390591 50.78494027SDEDKDKEGEALEVK 2 54607135 4xTMT6plex [N-Term; K5; K7; K15] 0.591 3.233857632 1.52 2 2608.448743 4 652.8674927 -0.230725973 -0.000150459 40.47035966AIEIDNK 6 54607135 2xTMT6plex [N-Term; K7] 0.764 0.826 0.815 3.179577827 37.9 0 1260.756373 2 630.8812866 -0.853922166 -0.000538294 35.13483905AIDMFNK 4 54607135 2xTMT6plex [N-Term; K7] 100 3.446 2.052371979 14.93 0 1296.738615 2 648.8729248 -0.032173504 -2.09E-05 68.70339037EIDAEGK 4 54607135 2xTMT6plex [N-Term; K7] 0.962 0.957 2.954209566 28.77 0 1219.693439 2 610.3510742 1.175063712 0.000716609 24.3243768GDASGLK 2 54607135 2xTMT6plex [N-Term; K7] 1.189 2.508904934 35.29 0 1105.661745 2 553.335022 0.924971238 0.000511353 30.90030922ADEMYDK 2 54607135 2xTMT6plex [N-Term; K7] 0.872 2.779970884 25.4 0 1329.676074 2 665.3421631 0.733706422 0.000487796 43.08914873IISECSK 2 54607135 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.858 2.948119164 22.98 0 1294.744094 2 647.8762817 0.92109056 0.000596288 40.38674589AVELNPK 2 54607135 2xTMT6plex [N-Term; K7] 0.838 2.913857222 34.73 0 1228.766544 2 614.8862915 -1.007206937 -0.000618811 46.8390684618375623 DDX39B spliceosome RNA helicase DDX39B 7919 NP_542165.1 44.85981308 1 16 16 89 428 48.96 5.67 1.11 1.15 0.97 1.08 Significant 0.0026 GLAITFVSDENDAK 8 18375623 2xTMT6plex [N-Term; K14] 1.037 100 100 4.080256939 56.35 0 1938.058428 2 969.5320435 -0.834756019 -0.000808903 72.28748655LTLHGLQQYYVK 6 18375623 2xTMT6plex [N-Term; K12] 1.167 1.209 1.216 4.330354691 29.55 0 1921.13114 3 641.0481567 -0.636440236 -0.000407562 72.99734039VNIAFNYDMPEDSDTYLHR 6 18375623 1xTMT6plex [N-Term] 0.974 1.45 0.878 3.445330858 39.03 0 2529.191754 3 843.7341919 -1.475446217 -0.001243895 74.92161557AIVDCGFEHPSEVQHECIPQAILGMDVLCQAK 8 18375623 2xTMT6plex [N-Term; K32]; 3xCarbamidomethyl [C5; C17; C29] 100 3.140805244 9.02 0 4110.032119 4 1028.262451 -1.008257936 -0.001035993 79.90816724GSYVSIHSSGFR 10 18375623 1xTMT6plex [N-Term] 1.261 1.348 0.714 4.093782902 48.52 0 1525.796057 3 509.2703552 0.29848932 0.000151811 46.8110682FMQDPMEIFVDDETK 2 18375623 2xTMT6plex [N-Term; K15] 2.117516518 22.83 0 2303.133977 2 1152.067871 -2.393218351 -0.002755951 97.92117384HFILDECDK 8 18375623 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.975 0.979 0.895 3.864212275 44.84 0 1634.861249 2 817.9330444 -1.490593048 -0.001218456 44.63137001CIALAQLLVEQNFPAIAIHR 2 18375623 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.529130697 4.93 0 2506.41655 3 836.1437378 0.043970706 3.67E-05 104.4620587ILVATNLFGR 8 18375623 1xTMT6plex [N-Term] 0.908 0.776 100 3.109953642 29.46 0 1332.820087 2 666.9138794 0.296475921 0.000197575 80.55511788ELAFQISK 8 18375623 2xTMT6plex [N-Term; K8] 1.217 100 100 3.248663664 31.56 0 1393.845523 2 697.4271851 1.127066925 0.000785479 68.24663238MLEQLDMR 10 18375623 1xTMT6plex [N-Term] 1.711 100 0.465 3.022969961 42.06 0 1264.659095 2 632.8328857 -0.474274551 -0.000299898 54.23667347KDEEVLKK 2 18375623 4xTMT6plex [N-Term; K1; K7; K8] 2.329 2.555793524 2.43 2 1905.219065 3 635.7453003 1.198118866 0.000760893 38.35205917ILNDVQDR 2 18375623 1xTMT6plex [N-Term] 1.625 3.306821823 31.27 0 1201.673817 2 601.3416138 1.776030261 0.001067105 44.58895872KDEEVLK 4 18375623 3xTMT6plex [N-Term; K1; K7] 1.583 1.628 3.241156578 29.31 1 1547.96117 3 516.6593628 1.527905837 0.00078838 34.76915314DFLLKPELLR 3 18375623 2xTMT6plex [N-Term; K5] 1.988980651 0 1702.066749 3 568.0261841 -1.615438354 -0.000916528 75.07153284DVQEIFR 2 18375623 1xTMT6plex [N-Term] 0.925 2.061033964 6.68 0 1135.630889 2 568.3187866 -0.521919418 -0.000296354 59.314169821002623478 ANXA4 annexin A4 isoform a 307 NP_001307627.1 50.15576324 1 13 14 84 321 36.062 6.13 0.9 0.89 0.79 0.86 Significant 0.0017 GLGTDDNTLIR 2 1002623478 1xTMT6plex [N-Term] 0.829 4.246881485 61.56 0 1403.769174 2 702.3878174 -0.580853598 -0.000407692 52.45982662GLGTDEDAIISVLAYR 2 1002623478 1xTMT6plex [N-Term] 0.959 3.834561825 51.14 0 1922.043223 2 961.524292 -0.996598621 -0.000957753 95.77440753GAGTDEGCLIEILASR 8 1002623478 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.082 1.028 4.323816776 62.96 0 1890.979243 2 945.9907837 -2.618731647 -0.002475984 88.01148427AASGFNAMEDAQTLR 6 1002623478 1xTMT6plex [N-Term] 0.655 0.876 0.8 4.048028946 72.39 0 1810.895513 2 905.9519043 0.562767837 0.000509557 53.81600987QDAQDLYEAGEK 4 1002623478 2xTMT6plex [N-Term; K12] 1.112 1.031 4.242478371 50.56 0 1824.937979 2 912.9732666 0.700261127 0.000638967 50.36488982ISQTYQQQYGR 6 1002623478 1xTMT6plex [N-Term] 1.069 0.997 1.001 3.998121738 34.99 0 1600.828085 2 800.9179688 0.359526426 0.00028777 40.96016446VLVSLSAGGR 4 1002623478 1xTMT6plex [N-Term] 0.871 2.94591713 38.68 0 1187.730938 2 594.3685913 -0.868625022 -0.000515846 60.70511899DEGNYLDDALVR 4 1002623478 1xTMT6plex [N-Term] 0.946 100 2.348112583 17 0 1608.806681 2 804.9057007 -1.588999376 -0.001278196 55.02972814AEIDMLDIR 8 1002623478 1xTMT6plex [N-Term] 0.64 0.721 0.461 3.150856256 51.61 0 1304.708153 2 652.8571167 -0.917064525 -0.000598251 60.9512468SETSGSFEDALLAIVK 3 1002623478 2xTMT6plex [N-Term; K16] 2.441376686 12.54 0 2125.179271 2 1063.093628 0.333068078 0.000353915 104.1142294SLYSFIK 6 1002623478 2xTMT6plex [N-Term; K7] 0.674 0.677 0.281 2.907388926 38.66 0 1315.802595 2 658.4041138 -1.249610651 -0.00082212 72.07518409AASGFNAMEDAQTLR 2 1002623478 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.725 1.111645341 3.57 0 1826.890428 2 905.9519043 0.562767837 0.000509557 53.81600987DLIDDLK 36 1002623478 2xTMT6plex [N-Term; K7] 1.329 2.178 1.952 2.906009436 38.83 0 1289.771689 2 645.3887939 -1.068118789 -0.000688815 67.18816778SAYFAEK 6 1002623478 2xTMT6plex [N-Term; K7] 0.862 0.869 0.795 3.369449377 38.43 0 1273.719259 2 637.3635254 0.404093167 0.000257351 42.2905572AEIDMLDIR 3 1002623478 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.787 0.215 1.522821546 30.9 0 1320.703068 2 652.8571167 -0.917064525 -0.000598251 60.9512468NHLLHVFDEYKR 2 1002623478 2xTMT6plex [N-Term; K11] 1.272 1.488940954 2.73 1 2029.13835 4 508.0395203 -1.034466335 -0.000524769 47.8492634758950 PPIB peptidyl-prolyl cis-trans isomerase B precursor 5479 NP_000933.1 48.61111111 1 13 13 127 216 23.728 9.41 1.21 1.12 1.46 1.26 Significant 0.0064 TVDNFVALATGEK 6 4758950 2xTMT6plex [N-Term; K13] 0.701 1.212 1.198 3.91283989 54.41 0 1823.031485 2 912.0183105 -1.174239868 -0.001070338 73.29195725HYGPGWVSMANAGK 8 4758950 2xTMT6plex [N-Term; K14] 1.297 1.254 6.115603924 52.39 0 1933.015458 3 645.010498 0.767143697 0.0004943 55.39708913DKPLKDVIIADCGK 10 4758950 4xTMT6plex [N-Term; K2; K5; K14]; 1xCarbamidomethyl [C12] 0.731 0.526 0.752 5.133942127 17.32 1 2488.497882 4 622.880188 0.417795463 0.000259921 50.45204893DFMIQGGDFTR 14 4758950 1xTMT6plex [N-Term] 1.593 1.635 1.59 3.765550613 52.16 0 1515.74633 2 758.3756104 -1.573843082 -0.001192773 57.26173881VIKDFMIQGGDFTR 6 4758950 2xTMT6plex [N-Term; K3] 0.39 0.368 3.872724771 21.62 1 2085.156702 3 695.7228394 -1.312886264 -0.000912525 75.60430885DVIIADCGK 12 4758950 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.719 1.868 1.711 3.774209023 51.35 0 1448.818322 2 724.9139404 1.575393782 0.00114123 48.9898772VLEGMEVVR 12 4758950 1xTMT6plex [N-Term] 1.317 0.929 1.108 3.367016792 48.98 0 1260.718324 2 630.8625488 -0.399013594 -0.000251522 65.19456573IEVEKPFAIAK 14 4758950 3xTMT6plex [N-Term; K5; K11] 0.578 1.351 100 3.092025042 16.26 0 1932.213696 3 644.7427979 0.074605975 4.81E-05 92.26420134HYGPGWVSMANAGK 7 4758950 2xTMT6plex [N-Term; K14]; 1xOxidation [M9] 1.464 0.758 4.364719391 30.84 0 1949.010373 3 645.010498 0.767143697 0.0004943 55.39708913VIFGLFGK 7 4758950 2xTMT6plex [N-Term; K8] 1.284 1.309 1.59 3.414723873 43.21 0 1338.854965 2 669.9310303 -0.135326925 -9.06E-05 89.11355787VLEGMEVVR 6 4758950 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.187 1.232 2.292671442 41.84 0 1276.713239 2 630.8625488 -0.399013594 -0.000251522 65.19456573IEVEKPFAIAKE 5 4758950 3xTMT6plex [N-Term; K5; K11] 0.567 0.01 2.11177969 7.9 1 2061.256289 3 687.7562256 -1.050646734 -0.000721884 59.6644161TAWLDGK 7 4758950 2xTMT6plex [N-Term; K7] 1.084 1.002 100 2.639980316 27.65 0 1248.735244 2 624.8713989 0.22209797 0.000138671 59.15978285GDGTGGK 4 4758950 2xTMT6plex [N-Term; K7] 1.211 1.929669261 25.09 0 1049.599144 2 525.3031006 -0.209440076 -0.000109914 21.5372697FPDENFK 7 4758950 2xTMT6plex [N-Term; K7] 0.781 0.783 0.961 2.988547087 25.02 0 1354.740723 2 677.868103 -8.705514724 -0.005896858 56.27736865DFMIQGGDFTR 2 4758950 1xTMT6plex [N-Term]; 1xOxidation [M3] 100 1.930636168 20.11 0 1531.741245 2 758.3756104 -1.573843082 -0.001192773 57.2617388128872725 PSMD11 26S proteasome non-ATPase regulatory subunit 11 5717 NP_002806.2 44.78672986 1 16 16 66 422 47.434 6.48 1.02 1.05 1.34 1.14 Significant 0.008 LQATLDMQSGIIHAAEEK 2 28872725 2xTMT6plex [N-Term; K18] 100 3.592499018 38.69 0 2413.316116 3 805.1096802 -0.6748526 -0.000542878 83.8969047FHGILDQGEGVLIIFDEPPVDK 8 28872725 2xTMT6plex [N-Term; K22] 100 100 100 4.76004982 34.67 0 2896.586066 3 966.2002563 0.051644579 4.99E-05 102.5348096DIQENDEEAVQVK 6 28872725 2xTMT6plex [N-Term; K13] 1.183 1.193 1.386 4.644471645 55.07 0 1975.038421 2 988.0239258 1.090648403 0.001077036 48.68247607EASIDILHSIVK 5 28872725 2xTMT6plex [N-Term; K12] 0.93 1.177 2.704244614 21.87 0 1783.072956 3 595.0284424 -1.223826291 -0.000727391 66.02073568EQSILELGSLLAK 6 28872725 2xTMT6plex [N-Term; K13] 100 0.01 3.149197102 41 0 1859.125386 2 930.0655518 -0.838358933 -0.000779307 102.4388067YQEALHLGSQLLR 4 28872725 1xTMT6plex [N-Term] 1.176 1.785 2.902191639 21.4 0 1756.990734 3 586.3339844 -1.897599649 -0.001111355 69.13476886VQIEHISSLIK 2 28872725 2xTMT6plex [N-Term; K11] 1.621 2.697854042 22.95 0 1725.067477 3 575.6947021 1.203654547 0.000692128 59.7377148ALLVEVQLLESK 4 28872725 2xTMT6plex [N-Term; K12] 100 2.10458374 17.62 0 1800.124657 2 900.5641479 -2.020972019 -0.001819001 102.7898588KLSQMILDK 4 28872725 3xTMT6plex [N-Term; K1; K9] 1.34 2.95929718 12.75 1 1763.106788 3 588.3729858 -1.352187221 -0.000794683 63.86924804LSQMILDK 2 28872725 2xTMT6plex [N-Term; K8] 3.91 3.039646149 42.31 0 1405.848893 2 703.4293823 1.845623986 0.001297334 70.71141817VVDSLYNK 6 28872725 2xTMT6plex [N-Term; K8] 0.602 1.132 1.285 3.941903591 40.68 0 1395.824787 2 698.4164429 0.588929352 0.000411021 51.99583463LVSLYFDTK 4 28872725 2xTMT6plex [N-Term; K9] 1.089 0.01 2.230156898 13.63 0 1543.913602 2 772.4594727 -1.252238142 -0.000966674 80.6301814IMLNTPEDVQALVSGK 3 28872725 2xTMT6plex [N-Term; K16] 0.993851006 0.27 0 2173.230261 2 1087.116577 -2.017031146 -0.002191737 91.96554192LYDNLLEQNLIR 4 28872725 1xTMT6plex [N-Term] 1.246399045 9.38 0 1732.979501 2 866.9918213 -1.808781855 -0.001567291 91.37648106TYEAALETIQNMSK 2 28872725 2xTMT6plex [N-Term; K14] 1.165624738 0.82 0 2057.098913 2 1029.051392 -1.655772046 -0.001703043 82.84181137SLADFEK 4 28872725 2xTMT6plex [N-Term; K7] 0.968 0.994 3.032993793 35.29 0 1267.729824 2 634.3682861 -0.416866721 -0.000264237 61.61800298221307584 PHB2 prohibitin-2 isoform 1 11331 NP_001138303.1 48.82943144 1 13 13 84 299 33.276 9.83 1.01 1.05 1.1 1.05 Significant 0.00061 ESVFTVEGGHR 20 221307584 1xTMT6plex [N-Term] 1.045 1.065 1.116 4.76762867 51.91 0 1446.753858 2 723.8807373 0.235112126 0.000170075 37.30714222IVQAEGEAEAAK 8 221307584 2xTMT6plex [N-Term; K12] 0.949 0.993 5.38053894 74.39 0 1673.947421 2 837.477478 0.154254957 0.000129107 51.43945175VLSRPNAQELPSMYQR 2 221307584 1xTMT6plex [N-Term] 0.745 3.672010183 12.07 0 2118.132723 3 706.7158813 0.173484393 0.000122488 54.72383465IYLTADNLVLNLQDESFTR 4 221307584 1xTMT6plex [N-Term] 1.093 5.444824219 52.32 0 2454.30777 3 818.7739868 -0.147883157 -0.000120984 99.6364875AKDFSLILDDVAITELSFSR 4 221307584 2xTMT6plex [N-Term; K2] 0.689 4.772704124 29.43 1 2698.506753 3 900.1739502 0.201606291 0.000181345 108.031755VLPSIVNEVLK 2 221307584 2xTMT6plex [N-Term; K11] 1.142 3.648976326 47.55 0 1669.066414 2 835.0367432 -0.122524708 -0.000102251 101.8186664EYTAAVEAK 6 221307584 2xTMT6plex [N-Term; K9] 1.263 1.257 1.298 4.288752556 57.83 0 1439.814616 2 720.4106445 -0.419385588 -0.000301919 40.44931061MLGEALSK 8 221307584 2xTMT6plex [N-Term; K8] 1.076 1.013 3.272095919 38.86 0 1306.780479 2 653.8938599 -0.027842042 -1.82E-05 64.72629874DLQMVNISLR 10 221307584 1xTMT6plex [N-Term] 100 100 2.51331234 35.94 0 1417.803451 2 709.4064331 1.508658296 0.00106949 69.697907AQVSLLIR 8 221307584 1xTMT6plex [N-Term] 0.984 1.095 2.893883228 36.97 0 1128.730209 2 564.868042 -1.242188446 -0.000701048 55.95941842LGLDYEER 4 221307584 1xTMT6plex [N-Term] 1.324 3.26371479 28.37 0 1223.646933 2 612.3272095 0.17086245 0.000104538 53.97564497AQFLVEK 6 221307584 2xTMT6plex [N-Term; K7] 0.762 0.892 3.352846622 39.28 0 1292.797844 2 646.90271 0.231414274 0.000149586 59.20037593AAQNISK 2 221307584 2xTMT6plex [N-Term; K7] 1.019 3.085610628 27.69 0 1189.730493 2 595.3690796 0.327552912 0.00019485 36.92098134334085248 PITRM1 presequence protease, mitochondrial isoform 1 precursor 10531 NP_001229236.1 22.35067437 1 18 18 57 1038 117.437 6.92 0.98 1.18 0.96 1.04 Significant 0.0045 STHGLAILGPENPK 6 334085248 2xTMT6plex [N-Term; K14] 0.895 0.995 0.909 5.321866035 46.76 0 1892.100568 3 631.3665771 -8.133587056 -0.005129855 45.17979184LEHENPSDPQTPLVFK 4 334085248 2xTMT6plex [N-Term; K16] 0.955 4.041827202 41.17 0 2309.254168 3 770.4223633 -0.706313005 -0.000543685 66.2123948TVPYTDPDHASLK 4 334085248 2xTMT6plex [N-Term; K13] 1.313 1.337 4.160381794 31.19 0 1902.037299 3 634.6845703 0.97732442 0.000619636 43.2673221GMDHFLYGLSDEMK 4 334085248 2xTMT6plex [N-Term; K14] 1.131 2.904947042 22.11 0 2101.049854 3 701.020813 -0.936834103 -0.000656112 77.97686424IEPSTVVPAQTPWDKPR 2 334085248 2xTMT6plex [N-Term; K15] 1.049 3.558631897 13.41 0 2379.343651 3 793.7855225 -0.688096142 -0.000545739 70.49647463ELDFWQEGWR 2 334085248 1xTMT6plex [N-Term] 1.041 3.277760267 27 0 1594.785158 2 797.8955078 -0.889746806 -0.000709478 88.30345623EQAQQIELK 2 334085248 2xTMT6plex [N-Term; K9] 0.88 3.382490635 39.44 0 1544.904828 2 772.9556885 -0.471146741 -0.000363938 48.86368862FTQQDIDEAK 2 334085248 2xTMT6plex [N-Term; K10] 0.951 3.258543491 26.12 0 1652.889572 2 826.9469604 -1.7712808 -0.001463866 45.2213626TIDEVVEK 4 334085248 2xTMT6plex [N-Term; K8] 0.859 1.034 3.581555128 49.35 0 1390.819367 2 695.911377 -2.796929523 -0.001945012 50.01084578QAQVEATK 8 334085248 2xTMT6plex [N-Term; K8] 1.195 1.061 1.095 3.18351388 49.14 0 1332.788736 2 666.8980103 0.005970798 3.98E-06 35.79809352GVVFNEMK 2 334085248 2xTMT6plex [N-Term; K8] 1.584893107 24.05 0 1381.791379 2 691.399231 -0.139837272 -9.66E-05 56.45869496LSVFSTVDAPVAPSDK 2 334085248 2xTMT6plex [N-Term; K16] 1.058679342 5.91 0 2091.173792 2 1046.089233 -1.24426441 -0.001300987 66.8925482GFEDDRIEALLHK 2 334085248 2xTMT6plex [N-Term; K13] 100 2.007839918 2.14 1 2001.116946 4 501.0336914 -2.004033301 -0.001002576 59.22525803AVEDFLR 6 334085248 1xTMT6plex [N-Term] 1.168 1.08 0.816 2.230471849 37.96 0 1078.609426 2 539.8076782 -1.24773125 -0.000672907 50.66286588DPNTIETLQSFGK 2 334085248 2xTMT6plex [N-Term; K13] 100 2.230947495 14.01 0 1908.047863 2 954.5282593 0.722463369 0.000689247 73.7801783EFQITCGPDSFATDPSK 2 334085248 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C6] 1.283518672 0 2358.168783 2 1179.580688 -6.226431704 -0.007341488 63.10918611VEALSPGDR 2 334085248 1xTMT6plex [N-Term] 1.075 2.308503151 13.76 0 1172.647268 2 586.8272705 -0.002749655 -1.61E-06 40.6705484RPVRPHTVEKPVPSSSGGDAHVPHGSQVIR 1 334085248 2xTMT6plex [N-Term; K10] 0.401 3.15166688 0 3642.014099 6 607.8411255 -1.023922536 -0.000621523 32.01255798374092020 PDLIM5 PDZ and LIM domain protein 5 isoform a 10611 NP_006448.4 31.04026846 1 13 13 51 596 63.935 8.21 0.89 0.86 1 0.92 Significant 0.0021 ASAAPKPEPVPVQK 4 374092020 3xTMT6plex [N-Term; K6; K14] 0.83 4.785739899 29.04 0 2106.288986 3 702.7686768 1.182541168 0.000830258 40.7502934ISNSATYSGSVAPANSALGQTQPSDQDTLVQR 2 374092020 1xTMT6plex [N-Term] 3.00058341 20.65 0 3492.740398 3 1164.917603 -0.613742382 -0.000714548 61.68865694GCTGSLNMTLQR 4 374092020 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.026 0.854 4.646972656 57.93 0 1566.792963 2 783.9002686 0.19018427 0.00014899 42.4438785EVVKPVPITSPAVSK 4 374092020 3xTMT6plex [N-Term; K4; K15] 0.802 0.808 6.043034554 30.9 0 2238.404016 3 746.8052979 -1.195327248 -0.000891875 53.25801938YTEFYHVPTHSDASK 8 374092020 2xTMT6plex [N-Term; K15] 0.927 0.938 0.936 4.830399036 54.58 0 2240.138804 4 560.7910156 1.530717648 0.000857255 42.93368404QPTVTSVCSETSQELAEGQR 4 374092020 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.093 0.964 6.227813721 68.53 0 2436.187397 3 812.734436 0.557262332 0.000452532 53.71884518SPSWQRPNQGVPSTGR 4 374092020 1xTMT6plex [N-Term] 0.739 0.757 4.54934597 19.84 0 1983.035787 3 661.6821899 -1.901098208 -0.001256649 30.69614312SWHPEEFNCAHCK 4 374092020 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C9; C12] 0.9 4.939875603 31.1 0 2160.015535 4 540.7591553 -0.344278195 -0.000185912 46.59090322DFNMPLTISSLK 6 374092020 2xTMT6plex [N-Term; K12] 1.128 100 1.698032618 13.18 0 1824.034128 2 912.5202637 -0.480811316 -0.000438508 79.42751744LIEDTEDWRPR 2 374092020 1xTMT6plex [N-Term] 100 1.927360296 8.72 0 1658.86995 3 553.6271362 -1.865534181 -0.00103156 52.17178953ESEADNTK 2 374092020 2xTMT6plex [N-Term; K8] 0.772 2.454041481 26.24 0 1351.710545 2 676.3589478 0.054573675 3.69E-05 27.06741616FFAPECGR 3 374092020 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.991 1.1 2.940214157 22.88 0 1212.603295 2 606.8049927 -0.483240018 -0.000292989 46.16765718GPFLVALGK 4 374092020 2xTMT6plex [N-Term; K9] 0.8 0.486 2.787245274 32.13 0 1359.876429 2 680.4415894 -0.387321268 -0.000263355 80.39063773312283701 MDH1 malate dehydrogenase, cytoplasmic isoform 2 4190 NP_001186040.1 40.625 1 14 14 115 352 38.603 7.71 1.01 0.86 1.09 0.99 Significant 0.0046 NVIIWGNHSSTQYPDVNHAK 6 312283701 2xTMT6plex [N-Term; K20] 1.144 1.163 1.255 6.468931675 50.77 0 2738.441468 4 685.3658447 0.029683399 2.03E-05 46.78941666EVGVYEALKDDSWLK 6 312283701 3xTMT6plex [N-Term; K9; K15] 0.742 1.086 3.366881847 28.97 1 2439.373838 3 813.7962036 0.090059933 7.32E-05 101.2481264VIVVGNPANTNCLTASK 6 312283701 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C12] 0.696 0.925 2.524565697 33.59 0 2216.247308 2 1108.626709 -0.526629517 -0.000583571 54.12902172KLSSAMSAAK 4 312283701 3xTMT6plex [N-Term; K1; K10] 0.889 4.844493866 49.58 1 1681.028538 2 841.0182495 0.407121844 0.000342192 44.48163816GEFVTTVQQR 24 312283701 1xTMT6plex [N-Term] 0.873 0.965 0.934 4.29540205 59.07 0 1393.763694 2 697.3858643 0.543582551 0.000378813 38.94110711DVIATDKEDVAFK 14 312283701 3xTMT6plex [N-Term; K7; K13] 1.576 2.028 1.445 4.283895016 16.68 1 2138.231197 3 713.4136963 -2.17979834 -0.001553638 49.81101558EVGVYEALK 12 312283701 2xTMT6plex [N-Term; K9] 1.249 1.419 1.476 4.131286144 48.82 0 1465.866652 2 733.4362183 -1.017798284 -0.000745978 64.67550434DLDVAILVGSMPR 14 312283701 1xTMT6plex [N-Term] 100 3.027170181 23.83 0 1614.908644 2 807.9589233 1.192760776 0.0009631 89.93268484LSSAMSAAK 2 312283701 2xTMT6plex [N-Term; K9] 1.623 3.868340969 49.54 0 1323.770643 2 662.3892822 0.487073141 0.000322387 49.17629811ESAFEFLSSA 8 312283701 1xTMT6plex [N-Term] 1.291 1.14 1.098 2.496059895 59.47 0 1316.657164 2 658.831665 -0.843106243 -0.000555041 87.22639253FVEGLPINDFSR 8 312283701 1xTMT6plex [N-Term] 0.815 1.74 1.198 2.49722147 15.83 0 1622.873973 2 811.9405518 -0.089978875 -7.30E-05 78.61605909ENFSCLTR 4 312283701 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.376 1.323 3.075030088 34.75 0 1255.630238 2 628.3190918 0.533050041 0.000334657 45.97616112EKMDLTAK 4 312283701 3xTMT6plex [N-Term; K2; K8] 0.502 0.535 2.525068283 8.51 1 1622.97544 3 541.663269 -0.11458035 -6.20E-05 46.42594549SAPSIPK 3 312283701 2xTMT6plex [N-Term; K7] 1.111 2.638880491 17.78 0 1157.72943 2 579.3693848 1.78163498 0.001031326 38.95690069384229051 TYMP thymidine phosphorylase isoform 2 1890 NP_001244918.1 39.63039014 1 12 12 73 487 50.373 5.53 0.37 0.29 0.24 0.3 Significant 0.016 DVTATVDSLPLITASILSK 12 384229051 2xTMT6plex [N-Term; K19] 0.262 0.233 0.299 4.156861782 45.85 0 2402.415813 3 801.4780273 1.546627037 0.001238547 105.5307655GMDLEETSVLTQALAQSGQQLEWPEAWR 7 384229051 1xTMT6plex [N-Term] 0.215 5.691976547 41.18 0 3402.683735 4 851.4271851 0.93321173 0.000793856 104.6519022VAAALDDGSALGR 12 384229051 1xTMT6plex [N-Term] 0.292 0.24 4.354310513 67.64 0 1444.795723 2 722.9019165 0.577083528 0.000416884 60.16588457ALPLALVLHELGAGR 6 384229051 1xTMT6plex [N-Term] 0.304 0.145 0.104 3.63335228 46.44 0 1759.079155 3 587.0303345 -1.537663626 -0.000901624 95.06135377MLAAQGVDPGLAR 4 384229051 1xTMT6plex [N-Term] 0.213 0.285 3.071251631 40.53 0 1527.851463 2 764.428772 -0.782840948 -0.000598032 55.16573003VSLVLAPALAACGCK 6 384229051 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C12; C14] 1.941339016 20.23 0 1988.143696 2 994.5741577 -1.336286868 -0.001328365 75.0248088ALQEALVLSDR 12 384229051 1xTMT6plex [N-Term] 0.01 2.708301306 32.36 0 1443.836859 2 722.4229736 1.254626251 0.000905738 69.4133814DLVTTLGGALLWLSGHAGTQAQGAAR 3 384229051 1xTMT6plex [N-Term] 1.683533311 16.82 0 2793.520891 3 931.84375 -1.501456464 -0.001398117 107.9012553KLVEGLSALVVDVK 2 384229051 3xTMT6plex [N-Term; K1; K14] 2.495813847 10.47 1 2157.382552 3 719.7982178 -1.136641105 -0.00081739 99.45004682GLGHTGGTLDK 2 384229051 2xTMT6plex [N-Term; K11] 0.579 3.104965925 15.69 0 1513.873862 3 505.2956848 -0.899194229 -0.000453756 40.07366196GMDLEETSVLTQALAQSGQQLEWPEAWR 2 384229051 1xTMT6plex [N-Term]; 1xOxidation [M2] 100 2.275446415 10.86 0 3418.67865 4 851.4271851 0.93321173 0.000793856 104.6519022ALCSGSPAER 2 384229051 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.737408996 9.84 0 1276.651701 2 638.8292847 -0.320082652 -0.000204317 30.22002605APFAAPSPFAELVLPPQQ 3 384229051 1xTMT6plex [N-Term] 1.899841905 6.64 0 2109.158193 2 1055.0802 -2.403465701 -0.002534645 102.97201054506243 PTBP1 polypyrimidine tract-binding protein 1 isoform a 5725 NP_002810.1 32.13644524 1 9 9 51 557 59.596 9.16 0.98 1.06 0.8 0.95 Significant 0.0065 KLPIDVTEGEVISLGLPFGK 12 4506243 3xTMT6plex [N-Term; K1; K20] 0.915 0.486 100 3.886454582 30.03 1 2799.683879 3 933.8995972 0.128355172 0.000119785 103.1974174IAIPGLAGAGNSVLLVSNLNPER 7 4506243 1xTMT6plex [N-Term] 1.636 0.806 1.205 3.887744188 43.67 0 2504.439787 3 835.4850464 0.318849812 0.00026618 91.38215264AQAALQAVNSVQSGNLALAASAAAVDAGMAMAGQSPVLR 6 4506243 1xTMT6plex [N-Term] 100 100 4.107895851 29.02 0 3910.047619 3 1304.020996 0.208675527 0.000271977 108.6247564GQPIYIQFSNHK 8 4506243 2xTMT6plex [N-Term; K12] 0.957 1.045 0.709 4.03584671 50.01 0 1890.063788 3 630.6920166 -1.212565061 -0.000763942 53.46306657GKNQAFIEMNTEEAANTMVNYYTSVTPVLR 4 4506243 2xTMT6plex [N-Term; K2] 0.375 6.852760315 48.84 1 3849.955565 4 963.2429199 -1.484578823 -0.001428891 97.86180407IIVENLFYPVTLDVLHQIFSK 2 4506243 2xTMT6plex [N-Term; K21] 2.131626844 12.24 0 2946.710873 3 982.9052734 -3.259823551 -0.003201919 113.8194822LSLDGQNIYNACCTLR 4 4506243 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C13] 100 100 1.890977979 17.93 0 2127.052425 2 1064.032227 2.233985841 0.002375903 68.38080192EGQEDQGLTK 2 4506243 2xTMT6plex [N-Term; K10] 1.756 3.136241913 23.82 0 1562.842622 2 781.9180298 -8.854941306 -0.00691944 36.89131022VTNILMLK 12 4506243 2xTMT6plex [N-Term; K8] 1.163 100 1.987153053 14.87 0 1389.890364 2 695.4482422 -0.832098005 -0.000578262 72.3720237254633312 GLG1 Golgi apparatus protein 1 isoform 1 precursor 2734 NP_036333.2 18.45386534 1 17 17 57 1203 137.132 6.9 0.51 0.77 0.8 0.69 Significant 0.017 DAHSQGEVVSCLEK 8 54633312 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 0.776 0.759 0.724 6.228398323 64.01 0 2017.042461 3 673.0132446 -8.567049835 -0.005760034 41.86007036LDPQLQLHCSDEISSLCAEEAAAQEQTGQVEECLK 2 54633312 2xTMT6plex [N-Term; K35]; 3xCarbamidomethyl [C9; C17; C33] 1.496 4.38761282 20.27 0 4445.1311 5 889.8306885 -1.52169127 -0.001352823 85.6304437FCENTQAGEGR 6 54633312 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.478 1.117 1.153 4.677295208 58.96 0 1497.695357 2 749.3502808 -1.383496686 -0.001036028 29.01479846GGAGAGGGWK 4 54633312 2xTMT6plex [N-Term; K10] 0.107 0.73 3.231637716 27.44 0 1275.720991 2 638.3638306 -0.475250617 -0.000303144 39.51997028LSSDCEDQIR 2 54633312 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.87 3.669928074 39.81 0 1451.699774 2 726.3535156 -0.013081217 -9.50E-06 38.58795014QITQNTDYR 6 54633312 1xTMT6plex [N-Term] 0.847 0.92 0.923 3.477081776 57.19 0 1367.711659 2 684.3590698 -0.581746567 -0.000397831 28.33316608GNLGMNCQQALQTLIQETDPGADYR 3 54633312 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.980626583 14.57 0 3022.455984 3 1008.155823 -1.015428611 -0.001023029 92.03668464ADIFVDPVLHTACALDIK 7 54633312 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C13] 100 100 2.072858572 18.5 0 2456.362338 3 819.4580078 -1.167573063 -0.000955994 93.99704664LEPDLYEACK 2 54633312 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.273 3.242776155 35.66 0 1695.90278 2 848.4511108 -4.61966948 -0.003917255 60.15773601VEELEMTEDIR 2 54633312 1xTMT6plex [N-Term] 1.617 2.409638166 17.52 0 1592.803904 2 796.9050293 -0.70440953 -0.000560993 71.35337942FEESMSEK 4 54633312 2xTMT6plex [N-Term; K8] 0.554 0.544 2.151910782 14.02 0 1444.739402 2 722.8733521 0.017339849 1.25E-05 51.74248974AKDDSELEGQVISCLK 2 54633312 3xTMT6plex [N-Term; K2; K16]; 1xCarbamidomethyl [C14] 2.835892677 15.43 1 2479.368101 3 827.1264038 -1.388520816 -0.001147551 63.75237156



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms LAEEESCR 2 54633312 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.962 2.347563267 14.86 0 1222.593518 2 611.7994385 -1.568335548 -0.000958718 26.67795584IQVSELCK 2 54633312 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 0.641 2.416861296 9.12 0 1434.839057 2 717.9234009 0.326097767 0.000233949 60.77498648ALNEACESVIQTACK 1 54633312 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C6; C14] 1.526546597 2.08 0 2152.114246 2 1076.557983 -2.581444334 -0.002777782 55.03353557VSYSLAK 2 54633312 2xTMT6plex [N-Term; K7] 0.821 2.66652751 10.05 0 1225.755645 2 613.381958 0.811267424 0.000497208 51.18823888EVLNMLK 2 54633312 2xTMT6plex [N-Term; K7] 100 1.670063615 14.88 0 1304.801215 2 652.9046631 0.6396391 0.000417301 61.9886329751093863 FAM129B niban-like protein 1 isoform 1 64855 NP_073744.2 26.54155496 1 15 15 63 746 84.085 6.19 0.82 0.73 1.1 0.88 Significant 0.016 ILTSVDQYLELIGNSLPGTTAK 6 51093863 2xTMT6plex [N-Term; K22] 1.202 4.695259571 32.59 0 2791.585732 3 931.2009888 0.960467939 0.000893743 116.5402061VQQVQPAMQAVIR 4 51093863 1xTMT6plex [N-Term] 1.066 1.208 3.25345993 47.72 0 1696.972975 2 848.9899292 -0.231978687 -0.000196831 62.96250983FDVSSTSVFK 6 51093863 2xTMT6plex [N-Term; K10] 0.693 0.794 3.385682106 51.81 0 1574.88303 2 787.9448242 -0.418019934 -0.000329166 75.42948988FILVENTYEEVVLQTVMK 2 51093863 2xTMT6plex [N-Term; K18]; 1xOxidation [M17] 2.06 2.983040094 24.75 0 2629.456298 3 877.1559448 -1.147342645 -0.001005629 109.8751675QWIQISDAVYHMVYEQAK 7 51093863 2xTMT6plex [N-Term; K18] 0.184 100 2.053439379 11.58 0 2667.400514 3 889.8056641 0.721574241 0.000641576 107.2384711IVFSGNLFQHQEDSK 2 51093863 2xTMT6plex [N-Term; K15] 0.01 2.163527966 11.11 0 2207.186088 3 736.3991089 -1.501794462 -0.001104913 60.92043487EVTDMNLNVINEGGIDK 4 51093863 2xTMT6plex [N-Term; K17] 0.01 2.537827015 15.09 0 2319.226632 2 1160.118286 1.148415419 0.001331718 77.08201215YDYDSSSVR 4 51093863 1xTMT6plex [N-Term] 0.725 0.974 3.574694395 28.62 0 1320.626926 2 660.8169556 -0.220733942 -0.000145754 39.33689056AAPEASSPPASPLQHLLPGK 6 51093863 2xTMT6plex [N-Term; K20] 0.52 0.443 1.311 2.797053576 23.92 0 2426.380765 3 809.4650269 -0.09799929 -7.93E-05 57.66238155EALLQISIPFLLK 2 51093863 2xTMT6plex [N-Term; K13] 1.816204906 17.02 0 1943.234542 2 972.1196289 -1.317842723 -0.001280439 111.642609AVINSAGYK 2 51093863 2xTMT6plex [N-Term; K9] 0.765 1.997639775 13.77 0 1380.825121 2 690.9124146 -5.481482282 -0.003784484 48.51968285FEEVLSK 6 51093863 2xTMT6plex [N-Term; K7] 2.86 100 0.01 2.278373003 24.4 0 1309.776774 2 655.3929443 1.403103117 0.000918876 45.55521816FILVENTYEEVVLQTVMK 1 51093863 2xTMT6plex [N-Term; K18] 1.156638741 0 2613.461383 3 877.1559448 -1.147342645 -0.001005629 109.8751675GPTKEELCK 4 51093863 3xTMT6plex [N-Term; K4; K9]; 1xCarbamidomethyl [C8] 0.811 0.615 1.087 2.402179956 4.41 1 1749.018368 3 583.6777954 0.266120972 0.00015515 32.52471109LGEYMEK 4 51093863 2xTMT6plex [N-Term; K7] 0.845 0.77 2.654102087 23.16 0 1327.733195 2 664.3699341 -0.454455714 -0.000301698 63.33341198FQELIFEDFAR 3 51093863 1xTMT6plex [N-Term] 1.148513675 1.05 0 1643.863074 2 822.43396 -1.478583079 -0.001215294 98.121777494504183 GSTP1 glutathione S-transferase P 2950 NP_000843.1 60.47619048 1 10 10 156 210 23.341 5.64 0.85 0.93 1 0.93 Significant 0.0022 FQDGDLTLYQSNTILR 17 4504183 1xTMT6plex [N-Term] 0.813 0.8 4.651676178 62.12 0 2113.112699 3 705.0421143 -0.430557519 -0.000303272 78.59147374DQQEAALVDMVNDGVEDLR 60 4504183 1xTMT6plex [N-Term] 1.019 0.983 0.987 5.443379879 77.67 0 2346.14447 3 782.7200317 0.457088154 0.000357465 95.32560205YISLIYTNYEAGKDDYVK 18 4504183 3xTMT6plex [N-Term; K13; K18] 1.014 0.923 0.665 3.686698914 23.73 1 2842.548173 3 948.1867676 -0.852673544 -0.000807922 87.10376586MLLADQGQSWK 4 4504183 2xTMT6plex [N-Term; K11] 1.354 1.753 3.579501629 43.36 0 1734.961297 2 867.9836426 -0.74276801 -0.000644337 76.20313305ASCLYGQLPK 10 4504183 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.816 2.139 3.32968998 45.04 0 1594.90272 2 797.9553833 0.482726346 0.000384951 52.35436193YISLIYTNYEAGK 6 4504183 2xTMT6plex [N-Term; K13] 1.382 0.744 100 3.197574377 32.94 0 1993.10465 2 997.0557861 -0.177815237 -0.000177202 91.71745126MLLADQGQSWKEEVVTVETWQEGSLK 4 4504183 3xTMT6plex [N-Term; K11; K26]; 1xOxidation [M1] 0.686 0.594 4.369605064 17.7 1 3694.960524 4 924.4970093 1.538116399 0.00142082 102.5461733ALPGQLKPFETLLSQNQGGK 8 4504183 3xTMT6plex [N-Term; K7; K20] 0.548 1.239 2.97789669 19.38 0 2813.649225 3 938.5527344 -1.981357502 -0.001858282 89.12273307PPYTVVYFPVR 11 4504183 1xTMT6plex [N-Term] 0.59 35.93 0 1566.888167 2 783.9473267 -0.504068959 -0.00039491 93.92111805DQQEAALVDMVNDGVEDLR 6 4504183 1xTMT6plex [N-Term]; 1xOxidation [M10] 1.740906358 7.59 0 2362.139385 3 782.7200317 0.457088154 0.000357465 95.32560205TLGLYGK 8 4504183 2xTMT6plex [N-Term; K7] 0.96 0.823 0.576 3.077487946 41.24 0 1209.76073 2 605.3845825 0.957246366 0.00057902 47.81315463MLLADQGQSWK 4 4504183 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 1.397 1.323 2.075903893 12.43 0 1750.956212 2 867.9836426 -0.74276801 -0.000644337 76.2031330533239445 EIF3B eukaryotic translation initiation factor 3 subunit B 8662 NP_003742.2 27.02702703 1 17 17 85 814 92.424 5 1.3 1.45 1.34 1.36 Significant 0.0011 AQAVSEDAGGNEGR 10 33239445 1xTMT6plex [N-Term] 1.265 1.228 1.495 4.380795479 82.61 0 1589.771693 2 795.390686 1.511449929 0.00120143 23.66638192DRPQEADGIDSVIVVDNVPQVGPDR 2 33239445 1xTMT6plex [N-Term] 3.182426691 23.6 0 2919.500943 3 973.836792 -1.753941354 -0.001706878 58.65378982FSHQGVQLIDFSPCER 8 33239445 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.504 100 2.640510798 18.28 0 2149.069789 3 717.0236816 -6.187494791 -0.004432453 60.40097896GFHCESSAHWPIFK 2 33239445 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 1.336 2.593399286 17.91 0 2161.105336 4 541.0317993 0.014587732 7.88E-06 66.18776283GIALWGGEK 6 33239445 2xTMT6plex [N-Term; K9] 100 1.329 1.145 2.885083914 33.82 0 1388.830207 2 694.9188232 0.117375309 8.15E-05 56.8515076DFSWSPGGNIIAFWVPEDKDIPAR 4 33239445 2xTMT6plex [N-Term; K19] 0.01 3.354537487 9.14 1 3175.661691 3 1059.22522 -0.184131803 -0.000194913 104.5356041GTQGVVTNFEIFR 15 33239445 1xTMT6plex [N-Term] 1.144 2.398000479 33.53 0 1696.921986 2 848.9638672 -0.900421477 -0.000763972 82.28110186MAQELYMEQK 4 33239445 2xTMT6plex [N-Term; K10] 2.314469099 23.84 0 1728.906484 2 864.9553833 -1.732001392 -0.001497234 52.19266178QVPVDVVEMK 6 33239445 2xTMT6plex [N-Term; K10] 2.113 2.497 1.063 2.588694334 28.49 0 1601.933686 2 801.4697266 -0.941995923 -0.000754507 55.23611723NLFNVVDCK 4 33239445 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.234 2.853162289 29.66 0 1566.87142 2 783.9384155 -1.190605233 -0.000932763 69.44459108DQYSVIFESGDR 2 33239445 1xTMT6plex [N-Term] 2.281723261 30.86 0 1644.806681 2 822.9059448 -1.25735844 -0.001034056 53.33825049ISVSFYHVK 4 33239445 2xTMT6plex [N-Term; K9] 2.03 2.013 2.70564127 22.86 0 1537.914271 3 513.3098145 0.402707347 0.000206443 61.22609481VNLFTDFDK 6 33239445 2xTMT6plex [N-Term; K9] 1.429 1.589 2.433858156 30.17 0 1556.872465 2 778.9394531 -0.536884053 -0.00041793 101.8553216GYIFLEYASPAHAVDAVK 2 33239445 2xTMT6plex [N-Term; K18] 2.157772064 11.14 0 2409.321853 3 803.7773438 -1.815984026 -0.00145843 72.16213515VTLMQLPTR 6 33239445 1xTMT6plex [N-Term] 100 100 2.659309149 32.12 0 1287.765609 2 644.3856812 -1.182626172 -0.000761473 58.86363102TMMEDFR 2 33239445 1xTMT6plex [N-Term] 1.199 2.571466923 26.86 0 1158.548482 2 579.7779541 0.129423263 7.50E-05 53.15043215ITNDFYPEEDGK 2 33239445 2xTMT6plex [N-Term; K12] 1.202741742 8.06 0 1885.95838 2 943.4827271 -0.10724438 -0.000101129 58.27720569116534898 DSG2 desmoglein-2 preproprotein 1829 NP_001934.2 15.56350626 1 14 14 53 1118 122.218 5.24 1.5 1.5 1.69 1.56 Significant 0.0016 SEIQFLISDNQGFSCPEK 2 116534898 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C15] 100 3.537481308 32.56 0 2557.30086 3 853.105957 0.96110074 0.000819275 83.97535193VLDINDNEPVFTQDVFVGSVEELSAAHTLVMK 6 116534898 2xTMT6plex [N-Term; K32] 2.363 2.426 1.694 7.35990715 48.6 0 3975.08254 4 994.5263672 0.276459668 0.000274737 106.2027652AASYTEEDENHTAK 4 116534898 2xTMT6plex [N-Term; K14] 1.616 1.382 5.16078043 59.56 0 2023.997284 3 675.3356323 -2.441009868 -0.001646866 33.03154938IVAISEDYPR 6 116534898 1xTMT6plex [N-Term] 100 1.772 1.385 3.643149853 56.28 0 1391.773196 2 696.3898926 -0.494185225 -0.000343897 51.68928992EEHSSYTLTVEAR 6 116534898 1xTMT6plex [N-Term] 1.313 1.526 2.003 4.576557159 36.84 0 1750.880909 3 584.2982788 -0.357228305 -0.000208488 34.56154003SLQEANAEK 4 116534898 2xTMT6plex [N-Term; K9] 1.087 1.467 4.052981853 56.02 0 1447.815679 2 724.4109497 -0.729433969 -0.000528043 36.65806961GSSSASIVK 6 116534898 2xTMT6plex [N-Term; K9] 1.381 1.606 1.502 3.159575939 58.42 0 1293.777837 2 647.3880005 -7.043360288 -0.004556272 38.38352169YKPTPIPIK 2 116534898 3xTMT6plex [N-Term; K2; K9] 1.633 3.349347591 18 0 1744.133989 3 582.0496216 0.184679672 0.000107369 54.50219425GNNVEKPLELR 2 116534898 2xTMT6plex [N-Term; K6] 1.469 3.525007248 14.07 0 1727.021589 3 576.3453979 0.029743494 1.71E-05 40.2167296AWITAPVALR 4 116534898 1xTMT6plex [N-Term] 1.646 1.631 3.510660172 40.48 0 1326.809522 2 663.9085083 0.164018692 0.000108811 73.02068317VTQEIVTER 4 116534898 1xTMT6plex [N-Term] 1.418 1.043 3.128733873 44.17 0 1303.741896 2 652.3748169 0.353566196 0.00023048 43.82721134TLAEVCLGQK 2 116534898 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 100 2.479877234 22.77 0 1576.913285 2 788.9588623 -1.798926201 -0.001418375 48.03379043EVDYEEMK 2 116534898 2xTMT6plex [N-Term; K8] 1.636 3.755732536 42.11 0 1500.765617 2 750.887146 0.931672589 0.000699111 51.3887898VATPLPDPMASR 3 116534898 1xTMT6plex [N-Term] 1.275918841 9.22 0 1483.814015 2 742.4104004 -0.330977296 -0.000245554 52.3026802338327625 CS citrate synthase, mitochondrial precursor 1431 NP_004068.2 40.34334764 1 14 14 80 466 51.68 8.32 0.78 0.65 0.63 0.69 Significant 0.0047 AALPSHVVTMLDNFPTNLHPMSQLSAAVTALNSESNFAR 2 38327625 1xTMT6plex [N-Term] 0.973 3.541024208 10.59 0 4381.22704 4 1096.062744 0.48087727 0.000526708 105.8925005GLVYETSVLDPDEGIR 8 38327625 1xTMT6plex [N-Term] 0.825 0.971 3.208077192 31.88 0 1992.048702 2 996.5276489 -0.341808128 -0.000340449 82.21373852VVPGYGHAVLR 11 38327625 1xTMT6plex [N-Term] 0.743 0.547 0.619 3.885541916 59.15 0 1396.826235 3 466.2805176 0.547286667 0.000254821 39.88519776ALGFPLERPK 12 38327625 2xTMT6plex [N-Term; K10] 0.936 1.052 0.904 3.586201429 30.59 0 1585.983019 3 529.3323364 -0.354980255 -0.000187664 55.96483776SMSTEGLMK 4 38327625 2xTMT6plex [N-Term; K9] 0.887 0.944 3.895902157 62.41 0 1441.779493 2 721.3931274 -0.357112298 -0.000257439 50.47646425YWELIYEDSMDLIAK 2 38327625 2xTMT6plex [N-Term; K15] 2.14 2.999456882 29.27 0 2347.229592 2 1174.121338 2.473874422 0.002903376 118.9088803TKYWELIYEDSMDLIAK 2 38327625 3xTMT6plex [N-Term; K2; K17] 0.523 3.478379965 12.13 1 2805.535166 3 935.8505249 0.661434244 0.000618559 105.1349309HLPNDPMFK 8 38327625 2xTMT6plex [N-Term; K9] 0.754 0.835 3.07094574 36.57 0 1556.86594 3 519.6268311 -0.000305702 -1.59E-07 50.73085701DILADLIPK 6 38327625 2xTMT6plex [N-Term; K9] 0.677 0.974 2.566179037 36.21 0 1455.918687 2 728.4625244 -0.628628427 -0.000457616 94.04239428DYIWNTLNSGR 7 38327625 1xTMT6plex [N-Term] 100 2.837 100 1.819369197 18.97 0 1567.806622 2 784.4072876 0.431765821 0.000338463 76.91022379GFSIPECQK 2 38327625 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.138 2.09194994 27.14 0 1523.829221 2 762.4178467 -0.527664527 -0.000402035 47.8200144LVAQLYK 6 38327625 2xTMT6plex [N-Term; K7] 0.855 0.61 0.754 3.289602518 35.97 0 1292.83423 2 646.9202881 -0.719425665 -0.000465049 68.57530279IVPNVLLEQGK 9 38327625 2xTMT6plex [N-Term; K11] 0.935 0.908 0.738 2.72342205 25.87 0 1668.046013 2 834.5273438 0.837962496 0.00069888 73.68928472GGEEPLPEGLFWLLVTGHIPTEEQVSWLSK 1 38327625 2xTMT6plex [N-Term; K30] 1.220389247 0 3807.040933 3 1269.683594 -1.235936278 -0.00156842 112.4464444208431833 PABPC4 polyadenylate-binding protein 4 isoform 1 8761 NP_001129125.1 28.03030303 1 8 15 68 660 72.345 9.35 1.23 1.29 1.31 1.28 Significant 0.00035 ALYDTFSAFGNILSCK 6 208431833 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 1.48 3.634217501 34.62 0 2265.198961 3 755.7374268 -0.544904259 -0.000411439 105.5330524KSGVGNVFIK 4 208431833 3xTMT6plex [N-Term; K1; K10] 1.18 1.171 4.293465614 23.8 1 1736.103752 3 579.3724365 -0.573439051 -0.00033185 51.1602248ALDTMNFDVIK 12 208431833 2xTMT6plex [N-Term; K11] 1.131 2.312 1.533 3.615893126 45.3 0 1724.965714 2 862.987793 1.504637153 0.001297724 78.56771478LFPLIQTMHSNLAGK 2 208431833 2xTMT6plex [N-Term; K15] 0.564 2.552888632 20.52 0 2128.235287 3 710.0842285 1.336899586 0.000948412 85.34950583GFGFVCFSSPEEATK 4 208431833 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 2.077151775 24.62 0 2121.072698 2 1061.039307 -0.641938747 -0.000680799 80.32784712GYAFVHFETQEAADK 5 208431833 2xTMT6plex [N-Term; K15] 1.337 3.225337267 23.25 0 2171.11734 3 724.3779907 0.95757513 0.000693003 65.9032623SLGYAYVNFQQPADAER 4 208431833 1xTMT6plex [N-Term] 1.630617619 16.53 0 2158.076648 2 1079.542114 0.140729768 0.000151853 66.79109542GFGFVSYEK 9 208431833 2xTMT6plex [N-Term; K9] 1.321 100 3.554552555 45.39 0 1491.824787 2 746.4173584 1.778423913 0.001326548 66.16144048FSPAGPVLSIR 2 208431833 1xTMT6plex [N-Term] 1.781 3.57863307 25.63 0 1372.815002 2 686.9101563 -1.431904516 -0.00098287 65.68537509ITGMLLEIDNSELLHMLESPESLR 2 208431833 1xTMT6plex [N-Term] 2.538816214 16.52 0 2969.55251 3 990.5228882 0.539246495 0.000533774 107.1042507SKVDEAVAVLQAHHAK 1 208431833 3xTMT6plex [N-Term; K2; K16] 1.111 3.37810111 1 2390.412289 4 598.3566284 -3.181600998 -0.001901335 64.57594898EFTNVYIK 6 208431833 2xTMT6plex [N-Term; K8] 1.405 2.472 100 3.533689976 29.39 0 1471.856087 2 736.4310913 -0.802526023 -0.000590601 54.0223207AKEFTNVYIK 3 208431833 3xTMT6plex [N-Term; K2; K10] 0.332 2.459365845 16.05 1 1900.151096 3 634.0551758 -0.064108718 -4.06E-05 49.11956037EAELGAK 6 208431833 2xTMT6plex [N-Term; K7] 1.497 1.316 1.288 2.917725563 37.34 0 1175.703609 2 588.3554077 -0.060040908 -3.53E-05 37.83043663YQGVNLYIK 2 208431833 2xTMT6plex [N-Term; K9] 1.325882912 8.48 0 1555.924835 2 778.4651489 -1.166000051 -0.000907104 66.69770402153945728 MAP1B microtubule-associated protein 1B 4131 NP_005900.2 9.076175041 1 19 19 65 2468 270.468 4.81 0.9 1.13 1.31 1.11 Significant 0.011 TPQASTYSYETSDLCYTAEK 3 153945728 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C15] 100 3.798022747 31.17 0 2773.327862 3 925.114502 0.393083483 0.000363383 60.61779735MSISEGTVSDK 2 153945728 2xTMT6plex [N-Term; K11] 1.61 4.221243382 59.01 0 1611.866394 2 806.4367065 -0.159612523 -0.000128637 42.48793063DSISAVSSEK 4 153945728 2xTMT6plex [N-Term; K10] 1.833 1.912 4.037290573 51.91 0 1480.825909 2 740.9165039 -0.120187997 -8.90E-05 46.79145759DLSTPGLEK 6 153945728 2xTMT6plex [N-Term; K9] 2.33 1.239 1.327 3.448653936 46.54 0 1417.830266 2 709.418396 -0.529659883 -0.000375484 45.23087684AAKPTTTPEVK 4 153945728 3xTMT6plex [N-Term; K3; K11] 1.293 1.327 3.736396551 21.32 0 1830.13036 3 610.7156372 1.091682394 0.000665974 33.10491837AIGNIELGIR 6 153945728 1xTMT6plex [N-Term] 0.846 100 100 2.583396435 35.14 0 1284.783701 2 642.8954468 -0.065820661 -4.23E-05 63.9513902AEEVDVTK 6 153945728 2xTMT6plex [N-Term; K8] 0.681 1.212 1.145 3.64341259 44.55 0 1348.772417 2 674.8900146 0.248779461 0.000167773 37.30751501ASTTLDIK 4 153945728 2xTMT6plex [N-Term; K8] 0.843 0.733 3.04737258 22.96 0 1306.798238 2 653.9020386 -1.099987374 -0.000718731 47.67158285LMITDAAR 6 153945728 1xTMT6plex [N-Term] 0.581 1.017 1.239 2.98733139 35.95 0 1119.639346 2 560.3234863 0.313034953 0.000175243 46.01560369DSVAAGKPK 2 153945728 3xTMT6plex [N-Term; K7; K9] 0.81 2.121073008 9.75 0 1559.972403 3 520.6624756 0.301362903 0.000156706 33.11144673NVDVEFFK 2 153945728 2xTMT6plex [N-Term; K8] 100 2.282855511 30.98 0 1455.824787 2 728.4176025 2.157799588 0.001570689 77.65574587DIKPQLELIEDEEK 5 153945728 3xTMT6plex [N-Term; K3; K14] 100 2.386498213 4.65 0 2386.368418 3 796.1269531 -0.885028893 -0.000704002 65.30071074ASLTLFCPEEGDWK 1 153945728 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 1.447227955 0 2111.088348 2 1056.047119 -0.656845438 -0.000693329 77.86652062AEADAYIR 4 153945728 1xTMT6plex [N-Term] 1.062 1.178 2.736250877 35.81 0 1137.610154 2 569.3081665 -0.964726083 -0.000548741 40.46272752TPEDGDYSYEIIEK 2 153945728 2xTMT6plex [N-Term; K14] 1.855463028 12.75 0 2117.069052 2 1059.035156 -2.841839284 -0.003008185 57.56740284LSMKPEPLFR 2 153945728 2xTMT6plex [N-Term; K4] 100 100 1.810479283 1.31 0 1675.996954 3 559.3383179 2.056008081 0.001148621 64.08603085AVLDALLEGK 4 153945728 2xTMT6plex [N-Term; K10] 100 1.735066056 10.84 0 1486.924501 2 743.9658203 -0.092180201 -6.85E-05 87.9971482AAEAVAAAVGTGATTAAVMAAAGIAAIGPAK 1 153945728 2xTMT6plex [N-Term; K31] 1.229023576 0 3082.733475 3 1028.249756 0.40190569 0.000412989 112.9275401TSDVGGYYYEK 1 153945728 2xTMT6plex [N-Term; K11] 0.843 1.619207978 0 1739.889238 2 870.4468994 -1.56069238 -0.001357716 44.14369458970259874 SEC31A protein transport protein Sec31A isoform 1 22872 NP_001305049.1 13.27868852 1 16 16 74 1220 132.931 6.89 1.02 0.96 1.03 1 Significant 0.00047 EQTLSPTITSGLHNIAR 5 970259874 1xTMT6plex [N-Term] 1.214 5.837854862 58.36 0 2067.139583 3 689.7174683 -0.837517146 -0.000577088 62.81534348KIDASQTEFEK 2 970259874 3xTMT6plex [N-Term; K1; K11] 1.01 4.407740116 19.13 1 1983.136568 3 661.7164917 -0.830044874 -0.000548697 49.33604378IIAGDKEVVIAQNDK 2 970259874 3xTMT6plex [N-Term; K6; K15] 1.077 4.505441189 17.52 1 2300.379258 3 767.4645386 -0.084854418 -6.51E-05 63.47036152RPVGASFSFGGK 6 970259874 2xTMT6plex [N-Term; K12] 1.455 0.944 0.997 4.846894741 33.19 0 1667.963346 3 556.6599121 1.10129406 0.000612306 43.71230386EALAAVLTYAKPDEFSALCDLLGTR 6 970259874 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C19] 1.68974638 8.49 0 3182.717157 3 1061.572754 -4.225446556 -0.0044828 103.2407719EVVIAQNDK 6 970259874 2xTMT6plex [N-Term; K9] 1.412 1.264 1.354 3.862303019 44.43 0 1473.867714 2 737.4354248 -2.809933744 -0.002070735 38.23884563VDGANVALK 4 970259874 2xTMT6plex [N-Term; K9] 1.148 0.531 3.221050024 34.47 0 1344.825121 2 672.916626 0.634939898 0.000426942 53.80959343AQDGSHPLSLQDLIEK 4 970259874 2xTMT6plex [N-Term; K16] 100 100 2.392268658 16.1 0 2209.222868 3 737.0773926 -2.373253374 -0.001747682 64.6555444RLEFLYDK 4 970259874 2xTMT6plex [N-Term; K8] 1.199 1.079 3.259158611 23.83 1 1541.909185 3 514.6411743 -0.139879043 -7.19E-05 66.92638796YLELLGYR 5 970259874 1xTMT6plex [N-Term] 100 3.041923046 31.01 0 1255.72479 2 628.3654175 -0.98058832 -0.000615675 78.97702053KPIPDEHLILK 9 970259874 3xTMT6plex [N-Term; K1; K11] 0.87 0.882 0.979 4.192836761 16.97 0 1990.266794 3 664.0944214 0.962976502 0.00063886 48.58139571ATVWDLR 6 970259874 1xTMT6plex [N-Term] 0.917 1.029 1.195 2.603868961 29.9 0 1089.62541 2 545.315979 -0.66874559 -0.000364341 57.2161222IALALNK 6 970259874 2xTMT6plex [N-Term; K7] 100 0.994 2.308634996 29.65 0 1200.808015 2 600.9076538 0.013380313 8.03E-06 53.35682202LIWGPYK 3 970259874 2xTMT6plex [N-Term; K7] 1.051 0.809 2.167748213 16.32 0 1334.823665 2 667.9150391 -0.646890689 -0.000431742 75.75325599LEFLYDK 4 970259874 2xTMT6plex [N-Term; K7] 100 3.805 2.736243963 26.39 0 1385.808074 2 693.4064331 -1.793054254 -0.001242415 75.43067753TTFEDLIQR 2 970259874 1xTMT6plex [N-Term] 1.247877121 6.92 0 1351.741896 2 676.373291 -1.916637161 -0.001295399 58.8156811814251209 CLIC1 chloride intracellular channel protein 1 1192 NP_001279.2 65.56016598 1 10 10 132 241 26.906 5.17 1.07 1.09 1.1 1.09 Significant 0.000066 VLDNYLTSPLPEEVDETSAEDEGVSQR 14 14251209 1xTMT6plex [N-Term] 1.183 100 100 3.897506714 36.51 0 3221.553492 3 1074.520874 -1.683336844 -0.001807653 82.49568279GVTFNVTTVDTK 4 14251209 2xTMT6plex [N-Term; K12] 0.875 100 4.40710783 50.65 0 1739.994371 2 870.5011597 0.385815005 0.000335658 68.84845115EEFASTCPDDEEIELAYEQVAK 29 14251209 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C7] 1.732 2.359 1.251 3.965842724 34.89 0 3031.449434 3 1011.153015 -1.630190426 -0.00164728 78.61920141LAALNPESNTAGLDIFAK 9 14251209 2xTMT6plex [N-Term; K18] 1.237 100 1.163 3.880279303 51.96 0 2303.301118 3 768.4381104 -0.581784684 -0.000446675 91.10215464KFLDGNELTLADCNLLPK 4 14251209 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C13] 1.034 0.885 4.580627441 31.47 1 2748.557299 3 916.8565063 -0.848709624 -0.000777576 87.69744381IEEFLEAVLCPPR 7 14251209 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 100 2.92405653 26.56 0 1801.971973 2 901.4848633 -5.28459801 -0.004761349 114.8007593LCPGGQLPFLLYGTEVHTDTNK 7 14251209 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C2] 100 100 2.631432295 23.5 0 2918.548635 3 973.5195923 -1.511554229 -0.001470515 83.54749826LHIVQVVCK 38 14251209 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.855 1.073 1.074 3.834784746 49.36 0 1553.960175 2 777.4834595 -0.343062001 -0.000266552 57.09357176YLSNAYAR 4 14251209 1xTMT6plex [N-Term] 1.181 1.348 2.940947533 42.13 0 1186.641788 2 593.8239746 -0.940267957 -0.000557881 47.37757411GFTIPEAFR 16 14251209 1xTMT6plex [N-Term] 100 2.465 1.086 3.183350563 28.37 0 1266.704389 2 633.8549194 -1.441814546 -0.000913176 64.13820414157266300 ANPEP aminopeptidase N precursor 290 NP_001141.2 22.95760083 1 14 14 46 967 109.471 5.48 1.73 1.35 1.4 1.49 Significant 0.0063 VVATTQMQAADAR 6 157266300 1xTMT6plex [N-Term] 2.01 1.492 1.735 4.824554443 50.83 0 1590.847106 2 795.920105 -8.909013951 -0.00708644 38.12195028STVYCNAIAQGGEEEWDFAWEQFR 6 157266300 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 100 100 3.700857639 21.67 0 3122.415165 3 1041.476318 -0.244468411 -0.000254444 102.1944485KVVATTQMQAADAR 8 157266300 2xTMT6plex [N-Term; K1] 1.627 1.076 1.233 7.396971703 53.54 1 1948.105001 3 650.0402222 0.570849059 0.000370691 38.44243363KDNEETGFGSGTR 2 157266300 2xTMT6plex [N-Term; K1] 1.307 3.768559933 31.88 1 1855.955026 3 619.3231812 -0.019113054 -1.18E-05 33.79023698DSQYEMDSEFEGELADDLAGFYR 2 157266300 1xTMT6plex [N-Term] 100 4.041684628 28.26 0 2916.271914 3 972.760437 -1.768163256 -0.001718815 102.7787423VMAVDALASSHPLSTPASEINTPAQISELFDAISYSK 2 157266300 2xTMT6plex [N-Term; K37] 2.687431097 18.45 0 4319.252124 4 1080.565918 -2.380561427 -0.002570561 101.5776575GVGGSQPPDIDKTELVEPTEYLVVHLK 4 157266300 3xTMT6plex [N-Term; K12; K27] 100 100 2.228002071 10.92 1 3608.019025 4 902.7597656 -0.496704698 -0.00044803 81.23533657ALEQALEK 2 157266300 2xTMT6plex [N-Term; K8] 1.227 2.798816681 41.03 0 1359.824787 2 680.4151001 -1.370400588 -0.000931752 49.0874254VNYDEENWR 2 157266300 1xTMT6plex [N-Term] 2.353 4.111946583 41.52 0 1453.690923 2 727.3499146 1.12076889 0.000814626 46.92125844EATDVIIIHSK 2 157266300 2xTMT6plex [N-Term; K11] 1.93 2.624437571 11.48 0 1684.004542 3 562.0053711 -1.770879279 -0.000994056 40.54699185DLMVLNDVYR 4 157266300 1xTMT6plex [N-Term] 100 100 2.681217909 25.43 0 1466.787466 2 733.8959961 -1.875263161 -0.001375306 70.31287439SDQIGLPDFNAGAMENWGLVTYR 2 157266300 1xTMT6plex [N-Term] 100 2.449863911 13.85 0 2783.36603 3 928.4592285 -1.041071528 -0.000965894 100.6177331VTLRPYLTPNDR 2 157266300 1xTMT6plex [N-Term] 1.386 3.531313419 18.3 0 1673.95362 3 558.6550903 -1.733885498 -0.000967481 48.45146372LPNTLKPDSYR 2 157266300 2xTMT6plex [N-Term; K6] 1.288 1.14 2.324996948 0 1762.02634 3 588.0128174 -1.385542036 -0.000813787 45.88248266222831595 DDX60 probable ATP-dependent RNA helicase DDX60 55601 NP_060101.3 10.74766355 1 16 16 61 1712 197.727 7.59 0.29 0.3 0.28 0.29 Significant 0.0004 ECEDSQLVSHLMSCK 4 222831595 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C2; C14] 0.271 4.454859257 29.66 0 2281.102695 3 761.0384521 -0.829219435 -0.000630512 66.13195853MVLQNLSPEADLSPENMITMFPLLVEK 2 222831595 2xTMT6plex [N-Term; K27] 2.88858819 27.39 0 3517.876042 3 1173.290527 -5.40463863 -0.006337616 112.1846337VFLDDLPEDFSDALDEYNMK 4 222831595 2xTMT6plex [N-Term; K20] 0.01 0.01 2.549591064 21.54 0 2834.384649 3 945.4599609 -6.816011196 -0.006439732 106.0505256ALVNQVAATVQNR 6 222831595 1xTMT6plex [N-Term] 0.175 0.01 0.01 2.546007395 40.33 0 1612.933219 2 806.9697266 -0.64639688 -0.000521297 51.56560623AVDTETLQK 4 222831595 2xTMT6plex [N-Term; K9] 0.22 4.253993988 47.69 0 1462.85173 2 731.928894 -0.833005859 -0.000609282 42.99516362FQDAHFEFYQSK 2 222831595 2xTMT6plex [N-Term; K12] 0.396 2.559149504 19.27 0 2005.021983 3 669.0129395 1.138151798 0.000760673 63.90944547DLSIAVQVMK 2 222831595 2xTMT6plex [N-Term; K10] 0.709 3.559652328 36.15 0 1561.938771 2 781.4721069 -1.173972275 -0.000916836 72.75742587YSELLQEDDR 2 222831595 1xTMT6plex [N-Term] 0.548 3.17944026 31.37 0 1496.743018 2 748.8719482 -4.274905944 -0.003199218 53.24232613IIVTQTIK 4 222831595 2xTMT6plex [N-Term; K8] 0.37 0.371 3.575713158 36.83 0 1373.913208 2 687.4605103 0.389913867 0.000267854 59.77781039AELTSWIK 8 222831595 2xTMT6plex [N-Term; K8] 0.316 3.584008217 46.99 0 1405.845523 2 703.4249268 -2.095283107 -0.001472822 72.92912104EAHVMANK 2 222831595 2xTMT6plex [N-Term; K8] 0.272 2.852516174 35.99 0 1357.766226 3 453.2596436 -1.361785189 -0.000616329 28.7851216GDDPEDAK 2 222831595 2xTMT6plex [N-Term; K8] 0.378 2.696352243 27.93 0 1304.673431 2 652.8413086 1.463352786 0.000954599 27.19865061DFEVGQPFPLR 4 222831595 1xTMT6plex [N-Term] 1.802769899 15.3 0 1533.826295 2 767.4158325 -1.242703261 -0.000953045 69.41823075VQDFIPDTWQR 4 222831595 1xTMT6plex [N-Term] 0.513 2.460239649 26.58 0 1633.853572 2 817.4307251 0.36829819 0.000300873 81.2843685EAHVMANK 6 222831595 2xTMT6plex [N-Term; K8]; 1xOxidation [M5] 0.293 0.322 0.306 2.776453257 33.96 0 1373.761141 3 453.2596436 -1.361785189 -0.000616329 28.7851216SISVSLR 2 222831595 1xTMT6plex [N-Term] 1.633776903 23.47 0 990.614511 2 495.8112488 0.716624465 0.000354949 32.78837229SLEDFLK 3 222831595 2xTMT6plex [N-Term; K7] 1.719599962 9.18 0 1309.776774 2 655.3928833 1.309903791 0.000857841 67.5882941961676188 HUWE1 E3 ubiquitin-protein ligase HUWE1 10075 NP_113584.3 4.915409236 1 15 15 38 4374 481.589 5.22 1.598 0.499 1.006 1.03 Non-Significant 0.083 VPVSEGLEHSDLPDGTGEFLDAWLMLVEK 3 61676188 2xTMT6plex [N-Term; K29] 0.772 3.711356878 21.55 0 3641.881321 3 1214.628296 -3.016755275 -0.003662222 116.2227531GSGTASDDEFENLR 4 61676188 1xTMT6plex [N-Term] 1.081 0.671 4.492636204 66.97 0 1726.808138 2 863.9081421 0.503796379 0.00043498 52.22749815SAATSGAGSTTSGVVSGSLGSR 2 61676188 1xTMT6plex [N-Term] 100 3.665062428 41 0 2126.088669 2 1063.545532 -2.295989319 -0.002440738 37.36391196DSAVAISGADSR 4 61676188 1xTMT6plex [N-Term] 1.53 1.294 4.605303764 71.38 0 1377.717138 2 689.3571167 -7.389885254 -0.005090586 35.41104219SDGSGESAQPPEDSSPPASSESSSTR 2 61676188 1xTMT6plex [N-Term] 3.54598856 16.11 0 2765.218299 3 922.4116211 0.727382446 0.000670457 26.45475312QQQAATSESSQSEASVR 6 61676188 1xTMT6plex [N-Term] 1.995 1.386 5.571549416 52.02 0 2022.988955 3 675.0008545 -0.467176766 -0.000315031 23.29363092ELAQNASSDTPMDPVTFIQTLPSDLR 2 61676188 1xTMT6plex [N-Term] 1.715249777 5.21 0 3075.550596 3 1025.853149 -1.853530818 -0.001900209 99.77697393VFPSHFTQQR 2 61676188 1xTMT6plex [N-Term] 1.271 3.523382902 23.65 0 1475.795663 3 492.6034546 0.099871232 4.91E-05 44.89490608ETSLEETK 2 61676188 2xTMT6plex [N-Term; K8] 1.751 3.009481192 37.27 0 1394.777896 2 697.8924561 -0.187055319 -0.00013045 38.53953041YICQKPSIQK 2 61676188 3xTMT6plex [N-Term; K5; K10]; 1xCarbamidomethyl [C3] 0.44 0.618 2.27883935 0 1952.160615 3 651.3919678 0.376521433 0.00024501 43.6451323VLLSPDYLPAMR 2 61676188 1xTMT6plex [N-Term] 1.174577117 5.6 0 1603.907916 2 802.4570923 -0.6282653 -0.00050384 81.52554247LLEEICNLGR 2 61676188 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.43987596 4.61 0 1445.798366 2 723.40271 -0.15369925 -0.000111109 84.32722926VLDFDVK 2 61676188 2xTMT6plex [N-Term; K7] 1.166 2.519185781 18.32 0 1293.78186 2 647.394043 -0.811869862 -0.000525191 79.41664277EMFNPMYALFR 2 61676188 1xTMT6plex [N-Term] 1.054577351 6.14 0 1647.822471 2 824.413208 -2.022119757 -0.001666047 102.9555867ELAQNASSDTPMDPVTFIQTLPSDLRR 1 61676188 1xTMT6plex [N-Term] 100 1.72484231 1 3231.651707 3 1077.884399 -4.04176842 -0.004353863 101.034181273486658 GOT2 aspartate aminotransferase, mitochondrial isoform 1 precursor 2806 NP_002071.2 30.93023256 1 15 15 84 430 47.487 9.01 0.72 0.72 0.75 0.73 Significant 0.00019 ASAELALGENSEVLK 5 73486658 2xTMT6plex [N-Term; K15] 0.703 0.679 3.448612213 65.79 0 1989.126842 2 995.0668945 -0.165664398 -0.000164764 70.01596891IAAAILNTPDLR 4 73486658 1xTMT6plex [N-Term] 0.74 0.437 3.839676619 45.61 0 1496.899794 2 748.9536743 0.185872704 0.000139116 84.99260965NLDKEYLPIGGLAEFCK 7 73486658 3xTMT6plex [N-Term; K4; K17]; 1xCarbamidomethyl [C16] 0.616 1.027 0.346 3.935394049 22.3 1 2654.483071 3 885.4987183 -0.553586067 -0.000489828 76.28072382KAEAQIAAK 21 73486658 3xTMT6plex [N-Term; K1; K9] 0.689 0.697 0.797 4.991714001 48.39 1 1617.030253 2 809.0181885 -0.712582138 -0.000576133 34.29259964VGAFTMVCK 4 73486658 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.994 1.002 3.772161961 46.44 0 1470.821299 2 735.9144897 0.274766342 0.000202066 69.47842567DAGMQLQGYR 4 73486658 1xTMT6plex [N-Term] 0.792 0.834 3.505651951 47.85 0 1367.6939 2 684.3505859 -0.003608263 -2.47E-06 40.64049841EYLPIGGLAEFCK 6 73486658 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 0.801 1.463 0.823 2.199686289 30.92 0 1955.071242 2 978.0377808 -1.512423946 -0.001478448 86.7086487KQWLQEVK 6 73486658 3xTMT6plex [N-Term; K1; K8] 0.618 0.627 0.615 3.469305515 22.34 1 1746.088102 3 582.7007446 -0.241209639 -0.000140391 49.40860611FVTVQTISGTGALR 5 73486658 1xTMT6plex [N-Term] 0.68 2.134472609 20.95 0 1678.968936 2 839.9867554 -1.609176772 -0.001350879 64.63998006TQLVSNLK 2 73486658 2xTMT6plex [N-Term; K8] 0.832 3.503842592 50.97 0 1360.856422 2 680.9328613 1.487641325 0.001012233 50.91560416EFSIYMTK 6 73486658 2xTMT6plex [N-Term; K8] 100 0.01 0.541 2.109663725 20.83 0 1476.817259 2 738.9119873 -0.379790134 -0.00028044 60.8432652IGASFLQR 4 73486658 1xTMT6plex [N-Term] 1.312 100 1.813823938 35.83 0 1120.667609 2 560.8375244 0.145438419 8.15E-05 58.74758586AEAQIAAK 2 73486658 2xTMT6plex [N-Term; K8] 0.936 2.855969906 29.77 0 1259.772358 2 630.3905029 1.088767639 0.0006858 24.81785783EIATVVK 6 73486658 2xTMT6plex [N-Term; K7] 0.869 0.828 0.873 3.058646441 42.17 0 1217.786945 2 609.3965454 -0.928651512 -0.00056545 51.83116249NMGLYGER 2 73486658 1xTMT6plex [N-Term] 0.845 2.229483366 18.92 0 1168.598209 2 584.8015747 -1.99915242 -0.001168103 42.09223557



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms27881482 DDX58 probable ATP-dependent RNA helicase DDX58 23586 NP_055129.2 19.45945946 1 17 17 69 925 106.531 6.4 0.5 0.65 0.42 0.52 Significant 0.016 VIEECHYTVLGDAFK 6 27881482 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 0.357 4.511985779 30.65 0 2239.183311 3 747.0665283 0.768329653 0.000573477 73.16589192AAGFDEIEQDLTQR 16 27881482 1xTMT6plex [N-Term] 0.471 3.52193284 48.67 0 1821.918022 2 911.4634399 0.867697006 0.000790436 85.20848568ALACYTADVR 5 27881482 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.558 0.512 0.358 4.124828339 52.22 0 1368.714302 2 684.8605957 -0.282603718 -0.000193402 44.65286524LQTWDEAVFR 6 27881482 1xTMT6plex [N-Term] 0.593 0.171 3.505528927 43.91 0 1493.794994 2 747.4007568 -0.506989331 -0.000378669 80.63242785DLENLSQIQNR 4 27881482 1xTMT6plex [N-Term] 0.575 0.443 3.911378384 32.53 0 1558.83865 2 779.9234619 0.639712215 0.000498604 57.99980588EEEVQYIQAEK 4 27881482 2xTMT6plex [N-Term; K11] 0.483 0.437 3.333547354 42.5 0 1823.979115 2 912.4926147 -0.637248422 -0.000581164 50.42971255LQELESVSR 4 27881482 1xTMT6plex [N-Term] 0.413 0.34 2.953737497 35.86 0 1289.726246 2 645.3668823 0.187542464 0.000120939 63.14750627QHPYNMIMFNYLDQK 2 27881482 2xTMT6plex [N-Term; K15] 0.293 3.160154581 14.76 0 2400.224464 3 800.7451172 -1.527343611 -0.001221989 84.21349539GMMAGAEK 2 27881482 2xTMT6plex [N-Term; K8] 0.343 3.118155718 31.24 0 1252.679385 2 626.8428955 -0.695225279 -0.000435447 37.61415511GIKDVETEDLEDK 2 27881482 3xTMT6plex [N-Term; K3; K13] 0.229 3.089036703 6.91 1 2178.210855 3 726.7425537 1.034313463 0.000750984 56.24726894ALVDALK 4 27881482 2xTMT6plex [N-Term; K7] 0.01 0.31 2.36736393 34.38 0 1187.77638 2 594.3920898 0.440004961 0.000261314 62.86386805FSELWIVEK 2 27881482 2xTMT6plex [N-Term; K9] 100 1.604382396 17 0 1608.940151 2 804.9726563 -1.314685322 -0.001057625 90.08246751MKDALDYLK 1 27881482 3xTMT6plex [N-Term; K2; K9] 0.657 2.449264288 1 1784.059504 3 595.3579712 -0.080404146 -4.78E-05 67.80102957SLQAFQDYIR 2 27881482 1xTMT6plex [N-Term] 1.739676356 14.05 0 1469.794994 2 735.3999023 -1.678004422 -0.001233161 70.55538715DSQEKPKPVPDKENK 1 27881482 5xTMT6plex [N-Term; K5; K7; K12; K15] 0.373 3.363604069 1 2884.711664 5 577.7472534 -1.560970621 -0.00090059 32.94110291DTESLAK 4 27881482 2xTMT6plex [N-Term; K7] 0.604 2.924482822 37.8 0 1221.709089 2 611.3577271 -0.745822754 -0.000455589 37.35378512DFFSNVR 6 27881482 1xTMT6plex [N-Term] 0.524 0.903 0.506 2.138515711 16.71 0 1113.589025 2 557.2974854 -1.194755736 -0.000665233 45.93826276148277071 TXNRD1 thioredoxin reductase 1, cytoplasmic isoform 3 7296 NP_001087240.1 30.20030817 1 14 14 50 649 70.862 7.39 1.45 1 1.21 1.22 Significant 0.011 KIGLETVGVK 4 148277071 3xTMT6plex [N-Term; K1; K10] 0.927 1.089 4.393839359 34.2 1 1731.134718 3 577.7162476 -0.305114451 -0.000176065 48.54011659KVVYENAYGQFIGPHR 4 148277071 2xTMT6plex [N-Term; K1] 1.166 0.965 3.561894894 31.12 1 2336.291556 4 584.8253784 -5.081766483 -0.002968122 48.87129961VVGFHVLGPNAGEVTQGFAAALK 6 148277071 2xTMT6plex [N-Term; K23] 100 2.483712196 11.82 0 2740.555041 3 914.1890869 -0.851458109 -0.000777823 81.25646007VVYENAYGQFIGPHR 2 148277071 1xTMT6plex [N-Term] 1.662 4.1056633 20.54 0 1979.033661 3 660.3497925 0.587595567 0.000387624 88.10747959CDYENVPTTVFTPLEYGACGLSEEK 2 148277071 2xTMT6plex [N-Term; K25]; 2xCarbamidomethyl [C1; C19] 2.815249443 24.31 0 3337.600866 3 1113.202148 -2.688819862 -0.002991402 94.32955003FLIATGERPR 2 148277071 1xTMT6plex [N-Term] 1.42 3.945915699 30.85 0 1388.82115 3 463.6118774 -0.05079544 -2.35E-05 50.27522995IPVTDEEQTNVPYIYAIGDILEDK 5 148277071 2xTMT6plex [N-Term; K24] 0.01 2.358077765 26.63 0 3193.692047 3 1065.233521 -1.89088255 -0.002012966 105.15863IPVTDEEQTNVPYIYAIGDILEDKVELTPVAIQAGR 3 148277071 2xTMT6plex [N-Term; K24] 2.53487277 7.71 1 4428.395418 3 1476.800659 -1.80501066 -0.002664434 113.2721229MIEAVQNHIGSLNWGYR 6 148277071 1xTMT6plex [N-Term] 100 2.014925003 25.24 0 2217.143622 3 739.7186279 -1.033681767 -0.00076394 69.95852292GFDQDMANK 2 148277071 2xTMT6plex [N-Term; K9] 1.605 3.484811306 37.31 0 1483.761535 2 742.3843994 -0.008526893 -6.33E-06 49.47739162LMHQAALLGQALQDSR 2 148277071 1xTMT6plex [N-Term] 1.852 3.261114836 24.87 0 1981.085045 3 661.03302 -0.271624586 -0.00017937 84.17933456LYAGSTVK 6 148277071 2xTMT6plex [N-Term; K8] 1.504 0.931 1.289 3.407368183 45.28 0 1296.792759 2 648.8986816 -2.060521029 -0.001336034 40.40719006VMVLDFVTPTPLGTR 4 148277071 1xTMT6plex [N-Term] 0.851 1.401484847 14.74 0 1875.061122 2 938.0338135 -0.411360924 -0.000385663 96.33111171VEQIEAGTPGR 2 148277071 1xTMT6plex [N-Term] 2.221 3.892870665 55.22 0 1385.758609 2 693.3839111 1.397628427 0.000968388 38.6696658514141168 PCBP2 poly(rC)-binding protein 2 isoform a 5094 NP_005007.2 45.08196721 1 7 11 96 366 38.627 6.79 1.28 1.5 1.44 1.41 Significant 0.0022 ESTGAQVQVAGDMLPNSTER 4 14141168 1xTMT6plex [N-Term] 100 1.804 5.246453285 60.96 0 2319.144804 3 779.0526733 1.604970144 0.001249277 39.26885697ESTGAQVQVAGDMLPNSTER 16 14141168 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.514 1.485 1.45 5.598577023 70.61 0 2335.139719 3 779.0526733 1.604970144 0.001249277 39.26885697GYWAGLDASAQTTSHELTIPNDLIGCIIGR 6 14141168 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C26] 2.588387251 13.95 0 3458.757569 3 1153.589355 -1.172595555 -0.001351908 97.94097972AITIAGIPQSIIECVK 13 14141168 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 100 1.204 2.504477978 29.5 0 2171.287382 2 1086.147583 0.233481587 0.000253478 92.1777972GVTIPYRPKPSSSPVIFAGGQDR 6 14141168 2xTMT6plex [N-Term; K9] 0.591 5.232746601 16.27 0 2887.619432 4 722.6613159 1.385834238 0.00100044 58.05272551LSSETGGMGSS 6 14141168 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.752 1.818 1.902 3.384574652 61.7 0 1257.583013 2 629.2950439 -0.16016388 -0.00010071 27.35716979IITLAGPTNAIFK 12 14141168 2xTMT6plex [N-Term; K13] 1.283 100 100 2.678122759 15.81 0 1817.130077 2 909.0681152 -0.618118243 -0.000561601 83.05599119INISEGNCPER 6 14141168 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.173 1.228 4.092879295 46.25 0 1517.757957 2 759.3817139 -1.189969465 -0.000903043 42.94824785IANPVEGSTDR 2 14141168 1xTMT6plex [N-Term] 1.503 3.729225874 17.6 0 1387.737873 2 694.3724365 -0.199593259 -0.000138492 40.25054491LVVPASQCGSLIGK 12 14141168 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 1.801 2.571 1.15 3.001482964 35.12 0 1887.113775 2 944.0593262 -1.271569463 -0.001199798 59.37797868AFAMIIDK 6 14141168 2xTMT6plex [N-Term; K8] 1.715 100 100 2.67135644 36.2 0 1366.816865 2 683.9122314 0.235042919 0.00016063 71.49796337EVGSIIGK 7 14141168 2xTMT6plex [N-Term; K8] 1.191 1.315 3.256545544 31.61 0 1260.792759 2 630.9000244 0.010690199 6.74E-06 57.82595904389565509 TBC1D2 TBC1 domain family member 2A isoform 1 55357 NP_001254500.1 20.15086207 1 14 14 49 928 105.348 6.58 1.12 1.12 1.42 1.22 Significant 0.0067 QAQGTGHEPPGEDSPQSGEPQR 4 389565509 1xTMT6plex [N-Term] 100 4.782898426 26.53 0 2518.175587 3 840.0640869 0.842205841 0.000706941 27.25225566EQQVQELQQHVQLLMDK 4 389565509 2xTMT6plex [N-Term; K17] 100 3.185659885 30.69 0 2552.390678 3 851.4683838 -0.031211057 -2.66E-05 76.47041683ASSAYLAAAEDKDR 4 389565509 2xTMT6plex [N-Term; K12] 1.074 0.479 4.58312273 53.38 1 1926.033276 3 642.6818237 -1.224297951 -0.000786013 48.17074322AVSEGCASEDEVEGEA 2 389565509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.74 3.29491353 62.03 0 1867.806483 2 934.4072266 0.371390187 0.000346842 37.94229932VTQDFTHPPDQSPLRPDAANR 2 389565509 1xTMT6plex [N-Term] 1.005 5.205282211 25.55 0 2591.316378 4 648.5842896 -0.404966713 -0.000262349 50.55307063ALEAAQQEK 2 389565509 2xTMT6plex [N-Term; K9] 0.95 4.200566769 59.16 0 1445.836414 2 723.4215088 -0.465738633 -0.000336691 38.92530242DPQVPPPEEESGDCAR 2 389565509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.175 2.687720537 27.75 0 2011.92285 2 1006.464111 -0.946330397 -0.000951972 36.7238115HLGTEIQNTMHNIR 2 389565509 1xTMT6plex [N-Term] 0.817 3.456819534 12.3 0 1892.99623 3 631.6704712 0.332998138 0.000210121 44.21501193IEHLKDDMEAYR 6 389565509 2xTMT6plex [N-Term; K5] 0.998 100 2.828280449 6.33 1 1978.046818 4 495.2672119 0.101198945 5.00E-05 50.8448227WAALGDLVPSAELK 6 389565509 2xTMT6plex [N-Term; K14] 100 2.526082754 25.29 0 1928.12572 2 964.5665283 0.031191236 3.01E-05 94.36439472DFLSQQGK 8 389565509 2xTMT6plex [N-Term; K8] 1.222 1.099 1.104 3.783848763 42.15 0 1380.788736 2 690.8973999 -0.878298961 -0.000606373 43.91494588RVEALEQER 3 389565509 1xTMT6plex [N-Term] 2.402 2.098 2.817582846 16.1 1 1358.758943 3 453.5907898 -0.829510812 -0.000375702 40.09377319QIELDLNR 2 389565509 1xTMT6plex [N-Term] 0.809 2.085175753 11.38 0 1229.705117 2 615.3551636 -1.680322814 -0.001033151 47.57636705SLEAVPK 2 389565509 2xTMT6plex [N-Term; K7] 0.907 2.56398344 14.75 0 1201.755645 2 601.3807373 -1.20406393 -0.000723495 47.80391502119395742 ITGA6 integrin alpha-6 isoform b preproprotein 3655 NP_000201.2 20.59645853 1 16 16 73 1073 119.402 6.77 0.88 0.83 0.77 0.83 Significant 0.0015 LRPIPITASVEIQEPSSR 4 119395742 1xTMT6plex [N-Term] 0.95 5.302569389 12.12 0 2222.270597 3 741.4282837 -0.134585672 -9.97E-05 69.80693575SAHLLPEHIFDGEGLASSFGYDVAVVDLNK 4 119395742 2xTMT6plex [N-Term; K30] 0.828 0.719 6.062731266 40.34 0 3658.915733 4 915.4854126 1.117197258 0.001021933 100.2829281AFIDVTAAAENIR 8 119395742 1xTMT6plex [N-Term] 1.005 3.141927719 52.43 0 1619.895437 2 810.4542236 3.539756638 0.002867018 74.32102987TAHIDVHFLK 6 119395742 2xTMT6plex [N-Term; K10] 0.891 0.706 0.75 3.709891558 25.27 0 1638.973183 3 546.9957886 -0.225822697 -0.000123372 47.60087193AEIHAQPSDK 6 119395742 2xTMT6plex [N-Term; K10] 0.873 0.937 2.902207375 24.88 0 1553.868777 3 518.6278076 0.059555584 3.08E-05 29.92993183LETTSNQDNLAPITAK 5 119395742 2xTMT6plex [N-Term; K16] 100 0.687 2.449449539 23.28 0 2174.206883 2 1087.604858 -2.04346843 -0.002221462 53.30559659GIVSKDEITFVSGAPR 3 119395742 2xTMT6plex [N-Term; K5] 0.445 3.42730999 15.38 1 2134.227225 3 712.0810547 0.6494681 0.000462037 65.78714731LNYLDILMR 4 119395742 1xTMT6plex [N-Term] 0.376 0.662 2.617987871 36.24 0 1379.791823 2 690.3994141 -0.197018851 -0.000135922 97.8342998YTQELTLK 6 119395742 2xTMT6plex [N-Term; K8] 0.996 1.118 1.284 3.616373777 28.82 0 1453.866652 2 727.4367065 -0.354498854 -0.000257697 56.20257384LIATFPDTLTYSAYR 8 119395742 1xTMT6plex [N-Term] 0.433 0.958 100 1.779174447 17.58 0 1961.058145 2 981.0322876 -0.431463335 -0.000423062 95.3265203NPTKDGDDAHEAK 2 119395742 3xTMT6plex [N-Term; K4; K13] 0.597 3.074805737 11.75 1 2085.117958 4 522.034668 -0.535070448 -0.000278921 28.18808902FSYLPIQK 6 119395742 2xTMT6plex [N-Term; K8] 1.152 1 3.269150734 35.89 0 1453.881908 2 727.4437256 -1.192330763 -0.000866754 72.4549661IEDDMDGGDWSFCDGR 3 119395742 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.265707493 4.14 0 2103.858535 2 1052.431519 -1.318848477 -0.001387335 64.81556638GVPELVLK 5 119395742 2xTMT6plex [N-Term; K8] 1.339 0.797 0.793 2.945601463 29.84 0 1312.860444 2 656.9335327 -0.499337394 -0.00032778 63.87287966VTCEPQK 2 119395742 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.027 2.717444897 18.64 0 1319.739343 2 660.3713379 -2.988536161 -0.001972044 34.69387171NIGDINQDGYPDIAVGAPYDDLGK 1 119395742 2xTMT6plex [N-Term; K24] 1.239025474 0 2978.514752 3 993.5099487 0.18174206 0.00018044 85.761317244504281 HIST1H3A histone H3.1 8350 NP_003520.1 50 1 6 6 132 136 15.394 11.12 2.02 2.02 1.76 1.93 Significant 0.002 FQSSAVMALQEACEAYLVGLFEDTNLCAIHAK 24 4504281 2xTMT6plex [N-Term; K32]; 2xCarbamidomethyl [C13; C27]; 1xOxidation [M7] 3.318 2.564 2.852 6.707695961 54.44 0 4061.022266 5 813.0090942 -1.453082059 -0.0011802 110.6630763FQSSAVMALQEACEAYLVGLFEDTNLCAIHAK 53 4504281 2xTMT6plex [N-Term; K32]; 2xCarbamidomethyl [C13; C27] 3.08 2.655 100 6.346853256 51.71 0 4045.027351 5 813.0090942 -1.453082059 -0.0011802 110.6630763SAPATGGVK 6 4504281 2xTMT6plex [N-Term; K9] 6.615 3.015 3.731 3.818621159 55.61 0 1245.756708 2 623.381897 -0.152722186 -9.51E-05 28.05554016YRPGTVALR 10 4504281 1xTMT6plex [N-Term] 1.625 1.665 1.638 4.488333702 36.21 0 1261.757821 3 421.2570801 -0.898877428 -0.000378055 37.36996053EIAQDFKTDLR 5 4504281 2xTMT6plex [N-Term; K7] 0.79 100 0.01 2.782479048 19.77 1 1794.016169 3 598.6773071 0.668152684 0.000399559 51.04152422EIAQDFK 21 4504281 2xTMT6plex [N-Term; K7] 1.597 1.622 1.667 2.927356243 37.14 0 1308.756373 2 654.8820801 0.389932199 0.000255163 44.1183868STELLIR 13 4504281 1xTMT6plex [N-Term] 1.649 1.955 1.61 2.902575731 33.62 0 1060.656376 2 530.831604 -0.419016184 -0.000222216 42.690424441281453 SLK STE20-like serine/threonine-protein kinase isoform 1 9748 NP_055535.2 14.25101215 1 13 15 54 1235 142.607 5.15 1.01 0.87 0.78 0.89 Significant 0.0056 DVISNTSDVIGTCEAADVAQK 4 41281453 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C13] 0.965 4.040351868 43.28 0 2651.359831 3 884.4590454 1.037829885 0.00091722 66.40548881VDEDSAEDTQSNDGK 2 41281453 2xTMT6plex [N-Term; K15] 1.888 2.54872489 31.85 0 2067.971857 3 689.9951172 -0.512099571 -0.000353002 35.14584511ALGSEVQDASK 2 41281453 2xTMT6plex [N-Term; K11] 0.922 4.082104683 44.95 0 1562.879007 2 781.942688 -0.580974876 -0.000453997 42.63280371DSGSISLQETR 4 41281453 1xTMT6plex [N-Term] 1.939 1.742 4.019226074 51.95 0 1421.743353 2 711.374939 -0.528478161 -0.00037568 39.04103039DLQLQCEANVR 6 41281453 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.988 1.31 0.953 3.985584974 46.3 0 1574.815806 2 787.9123535 1.031232506 0.000812001 42.00299547LADFGVSAK 4 41281453 2xTMT6plex [N-Term; K9] 1.297 1.18 3.628530979 48.73 0 1365.814222 2 683.4108887 0.203763986 0.000139152 63.68654214ILNEKPTTDEPEK 4 41281453 3xTMT6plex [N-Term; K5; K13] 1.098 1.007 3.59056735 23.57 0 2201.263225 3 734.4251709 -1.029152108 -0.000755145 51.67293971SEEELEDYMVEIDILASCDHPNIVK 2 41281453 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C18] 1.935768485 13.4 0 3406.679844 4 852.4249268 -0.577494464 -0.000491835 105.5815261SVVADTDQK 2 41281453 2xTMT6plex [N-Term; K9] 0.925 3.400661945 35.5 0 1420.80478 2 710.9058838 -0.203329746 -0.000144446 38.94612825TLEEEFAR 4 41281453 1xTMT6plex [N-Term] 0.926 1.405 3.073910952 35.81 0 1223.646933 2 612.326416 -1.126010055 -0.000688919 55.35265666ELHQLQNEK 3 41281453 2xTMT6plex [N-Term; K9] 0.954 3.968414307 35.2 0 1596.910976 3 532.975769 1.11319224 0.000592556 35.69376436ELIAEAK 14 41281453 2xTMT6plex [N-Term; K7] 1.008 0.864 0.732 3.105089664 41.18 0 1231.76621 2 616.3860474 -1.129705805 -0.000695767 44.39085676SEEEKDQEK 2 41281453 3xTMT6plex [N-Term; K5; K9] 0.69 1.548270345 2.57 1 1808.984484 3 603.6660767 -0.446255641 -0.00026909 29.22037063EAAIWELEER 6 41281453 1xTMT6plex [N-Term] 0.336 100 2.076360703 18.59 0 1474.773925 2 737.8934937 3.923397743 0.002893062 66.50865962QFAAQEEK 2 41281453 2xTMT6plex [N-Term; K8] 0.299 2.513270617 8.77 0 1408.783651 2 704.897583 3.008883318 0.002119433 35.9274906324307879 DYNC1I2 cytoplasmic dynein 1 intermediate chain 2 isoform 1 1781 NP_001369.1 26.01880878 1 11 11 49 638 71.412 5.2 1.36 1.29 1.29 1.31 Significant 0.00032 QQILHSEEFLSFFDHSTR 4 24307879 1xTMT6plex [N-Term] 1.822 4.285937309 33.09 0 2450.230189 4 613.3136597 1.069369681 0.00065505 80.457629EAVAPVQEESDLEK 6 24307879 2xTMT6plex [N-Term; K14] 1.334 1.317 1.348 4.516729355 69.01 0 2002.074472 2 1001.541443 0.567961983 0.000568551 51.69823546APPHELTEEEK 6 24307879 2xTMT6plex [N-Term; K11] 1.321 1.298 1.439 4.668521881 46.3 0 1737.942336 3 579.9850464 -1.006886021 -0.000583303 40.27572068EDEEEDDDVVAPKPPIEPEEEK 2 24307879 3xTMT6plex [N-Term; K13; K22] 1.033 4.556077957 32.22 0 3225.61414 3 1075.874512 -1.599029991 -0.001719285 57.98268327EIAVGDSEGQIVIYDVGEQIAVPR 2 24307879 1xTMT6plex [N-Term] 1.377 5.964170933 59.93 0 2786.477354 3 929.5010376 4.021232382 0.003735024 91.87336012SVSTPSEAGSQDSGDGAVGSR 8 24307879 1xTMT6plex [N-Term] 1.845 1.671 5.587890625 84.35 0 2180.026463 3 727.347229 0.307717236 0.000223611 28.74135589ETQTPVMAQPK 2 24307879 2xTMT6plex [N-Term; K11] 1.216 3.603909254 41.77 0 1687.945313 2 844.4770508 0.895859889 0.000756081 41.19106794EGEIQAGAK 6 24307879 2xTMT6plex [N-Term; K9] 1.504 1.304 1.339 3.874414444 50.72 0 1360.783651 2 680.8951416 -0.473217675 -0.000321973 32.9247647ICSWSLDMLSHPQDSMELVHK 6 24307879 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C2] 100 1.730911136 1.46 0 2971.488026 4 743.6268921 -0.769661734 -0.00057176 80.15091439EIVTYTK 6 24307879 2xTMT6plex [N-Term; K7] 1.237 1.091 1.095 3.047121286 31.96 0 1311.792424 2 656.3995972 -0.386222738 -0.000253322 50.74965404KDEENDSK 1 24307879 3xTMT6plex [N-Term; K1; K8] 1.692 1.25435245 3.12 1 1651.910591 3 551.3087158 0.607382108 0.000334447 29.8607650718375501 APEX1 DNA-(apurinic or apyrimidinic site) lyase 328 NP_001632.2 50 1 11 11 60 318 35.532 8.12 1.56 1.27 1.22 1.35 Significant 0.0061 GAVAEDGDELR 6 18375501 1xTMT6plex [N-Term] 1.137 1.227 1.136 4.611597061 80.59 0 1360.690589 2 680.8484497 -0.709982082 -0.000483033 35.56529346EAAGEGPALYEDPPDQK 4 18375501 2xTMT6plex [N-Term; K17] 2.451 4.559075832 36.48 0 2245.138863 3 749.0507202 -0.559295235 -0.000418565 56.02082784VSYGIGDEEHDQEGR 9 18375501 1xTMT6plex [N-Term] 1.795 1.598 5.505318165 65.22 0 1919.893264 3 640.6361084 0.264501846 0.000169272 43.3732032EGYSGVGLLSR 2 18375501 1xTMT6plex [N-Term] 1.764 3.642325878 58.29 0 1366.752795 2 683.8762817 -5.493592889 -0.003754192 47.72433182KPLVLCGDLNVAHEEIDLR 6 18375501 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C6] 0.01 1.657 100 3.314423561 23.39 0 2649.479827 4 663.1248779 -0.809812261 -0.000536395 60.63485635LPAELQELPGLSHQYWSAPSDK 8 18375501 2xTMT6plex [N-Term; K22] 1.65 2.732222557 35.25 0 2924.555829 3 975.5229492 -0.524617699 -0.000511425 96.43893369GLDWVKEEAPDILCLQETK 3 18375501 3xTMT6plex [N-Term; K6; K19]; 1xCarbamidomethyl [C14] 100 2.405474186 16.2 1 2931.610456 3 977.8735352 -1.502236165 -0.00146799 91.59825289LDYFLLSHSLLPALCDSK 8 18375501 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C15] 100 3.328765631 22.77 0 2550.404203 3 850.805603 -0.763454658 -0.000649039 106.8741169EEAPDILCLQETK 6 18375501 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 100 0.917 100 2.672492743 19.82 0 2004.072364 2 1002.53772 -2.09626007 -0.002100528 59.49917074ICSWNVDGLR 5 18375501 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.603243351 13.68 0 1448.75175 2 724.8781128 -1.933211858 -0.001400372 60.93017906QGFGELLQAVPLADSFR 3 18375501 1xTMT6plex [N-Term] 1.996150613 5.02 0 2077.127956 2 1039.067261 -0.342143402 -0.000355338 103.3302274221316723 NAT10 RNA cytidine acetyltransferase isoform a 55226 NP_078938.2 19.6097561 1 16 16 60 1025 115.631 8.27 1.29 1.31 1.16 1.25 Significant 0.0014 TLHEVSLQESIR 4 221316723 1xTMT6plex [N-Term] 1.098 1.171 4.152317047 32.68 0 1640.9169 3 547.6439819 0.299985198 0.000164084 81.69099351ALQLLQMYYEGR 2 221316723 1xTMT6plex [N-Term] 1.946 2.703957081 31.91 0 1713.919543 2 857.4624023 -1.175564225 -0.001007411 96.28850956SMDLSEYIIR 6 221316723 1xTMT6plex [N-Term] 0.923 0.25 3.403748989 44.79 0 1455.771482 2 728.3896484 0.369910392 0.000269253 92.17110062AIEEQMVAAK 6 221316723 2xTMT6plex [N-Term; K10] 1.245 1.07 1.153 4.95592308 64.09 0 1547.886735 2 774.4429932 -5.184896086 -0.004012816 47.12232115VLETPQEIHTVSSEAVSLLEEVITPR 2 221316723 1xTMT6plex [N-Term] 100 2.122889996 25.74 0 3105.688075 3 1035.900757 -0.115298826 -0.000119361 116.7573IAVHPDYQGMGYGSR 4 221316723 1xTMT6plex [N-Term] 1.385 1.298 4.244215012 34.52 0 1879.932233 3 627.3154907 -0.166937949 -0.000104611 46.99335541EELEALFLPYDLK 4 221316723 2xTMT6plex [N-Term; K13] 100 2.806706905 31.39 0 2038.151266 2 1019.577393 -1.843496021 -0.001878662 104.438372KDLPPLLLK 4 221316723 3xTMT6plex [N-Term; K1; K9] 1.015 1.651 3.0317173 22.66 1 1724.16529 3 575.3934326 0.263948918 0.000151697 77.51263955STVALTAAR 4 221316723 1xTMT6plex [N-Term] 1.435 1.389 2.423784018 40.05 0 1118.673088 2 559.8394165 -1.369562031 -0.000766046 33.69888889FIEGISEK 4 221316723 2xTMT6plex [N-Term; K8] 1.201 3.402551413 35.63 0 1380.813888 2 690.9101563 -0.617150513 -0.000426085 60.31020215DVVMEPTMK 2 221316723 2xTMT6plex [N-Term; K9] 1.135 3.263774395 25.88 0 1507.826443 2 754.4180298 1.551657568 0.001169815 53.04864034GDDEEWNEVLNK 6 221316723 2xTMT6plex [N-Term; K12] 100 2.288172007 24.26 0 1905.959442 2 953.4818115 -1.624333161 -0.001547957 58.63591828LFNEVQEK 2 221316723 2xTMT6plex [N-Term; K8] 0.823 2.714785814 17.24 0 1464.846251 2 732.9275513 1.075299924 0.000787575 57.74212916EIELPSGQLMGLFNR 3 221316723 1xTMT6plex [N-Term] 100 1.218801856 2.08 0 1933.041449 2 967.0234985 -0.894108964 -0.000864175 93.91695325ASGDLIPWTVSEQFQDPDFGGLSGGR 3 221316723 1xTMT6plex [N-Term] 100 1.572449088 2.5 0 2965.452931 3 989.1555786 -0.252234709 -0.00024933 91.4279251SVDQLEK 4 221316723 2xTMT6plex [N-Term; K7] 1.378 2.973333359 37.4 0 1276.751288 2 638.8788452 -0.684550171 -0.000437 41.765045044502013 AK2 adenylate kinase 2, mitochondrial isoform a 204 NP_001616.1 64.85355649 1 12 12 69 239 26.461 7.81 0.62 0.64 0.6 0.62 Significant 0.00035 LQAYHTQTTPLIEYYR 8 4502013 1xTMT6plex [N-Term] 0.543 0.555 0.94 4.138854027 28.86 0 2226.175634 3 742.7312622 1.616863036 0.001199807 61.44120271EKLDSVIEFSIPDSLLIR 5 4502013 2xTMT6plex [N-Term; K2] 0.316 0.01 0.569 5.615905285 30.9 1 2532.468911 3 844.8272095 -0.725044253 -0.000612051 100.1061065APSVPAAEPEYPK 2 4502013 2xTMT6plex [N-Term; K13] 0.616 0.573 51.13 0 1814.010021 2 907.5077515 -0.989603305 -0.000897575 54.23914292AMVASGSELGK 10 4502013 2xTMT6plex [N-Term; K11] 0.616 0.625 0.598 4.704311848 75.55 0 1507.855435 2 754.4321899 1.106235235 0.000834021 45.79064638LVSDEMVVELIEK 6 4502013 2xTMT6plex [N-Term; K13] 100 1.824 0.698 3.837066889 66.54 0 1962.123337 2 981.5638428 -1.492073954 -0.001463817 100.3127948SYHEEFNPPKEPMKDDITGEPLIR 10 4502013 3xTMT6plex [N-Term; K10; K14] 0.637 5.294291019 19.54 2 3529.860416 5 706.779541 2.31818462 0.001636574 60.92778231GIHSAIDASQTPDVVFASILAAFSK 5 4502013 2xTMT6plex [N-Term; K25] 100 0.232 4.700727463 30.67 0 3003.655543 3 1001.883301 -6.723000012 -0.006731192 109.8664983QAEMLDDLMEK 6 4502013 2xTMT6plex [N-Term; K11] 0.343 100 2.738140106 33.8 0 1780.922528 2 890.9642944 -0.682861154 -0.000608061 78.65740641AMVASGSELGK 4 4502013 2xTMT6plex [N-Term; K11]; 1xOxidation [M2] 0.661 3.039379597 58.48 0 1523.85035 2 754.4321899 1.106235235 0.000834021 45.79064638LAENFCVCHLATGDMLR 6 4502013 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C8] 100 0.798 0.676 2.713981152 22.83 0 2236.08743 3 746.0320435 -2.617468721 -0.001950963 65.45152611EPMKDDITGEPLIR 2 4502013 2xTMT6plex [N-Term; K4] 0.623 3.430184126 0.38 1 2072.146197 3 691.3861084 -1.170416784 -0.000808425 63.35008907SYHEEFNPPK 1 4502013 2xTMT6plex [N-Term; K10] 0.729 2.08646965 10.07 0 1705.894992 3 569.3064575 5.760922355 0.003275843 45.87938781ATMDAGK 4 4502013 2xTMT6plex [N-Term; K7] 0.645 0.7 3.135813951 36.68 0 1151.649465 2 576.328064 -0.533209393 -0.000307035 29.8205247119220559 PAICS multifunctional protein ADE2 isoform 1 10606 NP_001072993.1 41.89814815 1 15 15 68 432 47.928 7.69 1.45 1.88 1.34 1.55 Significant 0.011 AEYEGDGIPTVFVAVAGR 6 119220559 1xTMT6plex [N-Term] 100 0.816 0.957 2.952224731 37.68 0 2080.091236 2 1040.547241 -1.937342005 -0.002014924 73.77709445EIVLADVIDNDSWR 6 119220559 1xTMT6plex [N-Term] 100 1.888 1.776 3.1712358 41.17 0 1873.985708 2 937.4952393 -1.337328435 -0.001253067 97.4939569VVVLMGSTSDLGHCEK 6 119220559 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 100 1.904 1.42 3.014228821 44.13 0 2190.166281 3 730.7266235 -0.439991493 -0.000321218 67.64528601DQITAGNAAR 2 119220559 1xTMT6plex [N-Term] 1.442 3.672792912 59.87 0 1245.674879 2 623.3407593 -0.51167068 -0.000318688 29.54760795LPSGLGCSTVLSPEGSAQFAAQIFGLSNHLVWSK 4 119220559 2xTMT6plex [N-Term; K34]; 1xCarbamidomethyl [C7] 1.276 5.070472717 29.82 0 4017.130828 4 1005.03833 0.164929281 0.000165636 109.5196012TKEVYELLDSPGK 6 119220559 3xTMT6plex [N-Term; K2; K13] 0.862 0.729 4.414859295 23.13 1 2166.262497 3 722.7594604 0.614628956 0.000443816 66.65273046EVYELLDSPGK 6 119220559 2xTMT6plex [N-Term; K11] 1.33 1.26 1.531 3.493501663 40.23 0 1707.956923 2 854.4821777 0.091084704 7.78E-05 62.88828706ASILNTWISLK 6 119220559 2xTMT6plex [N-Term; K11] 100 100 2.213254452 22.75 0 1704.046013 2 852.5269775 0.390446103 0.000332669 95.87740163ACGNFGIPCELR 4 119220559 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C9] 100 2.4025774 25.84 0 1622.798048 2 811.9022827 -0.467963536 -0.000379705 53.77832076SWLPQNCTLVDMK 4 119220559 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 100 3.885 2.250341415 19.5 0 2050.086574 2 1025.546143 -0.763730552 -0.000782857 82.57779019KNFEWVAER 4 119220559 2xTMT6plex [N-Term; K1] 1.495 3.032090902 14.36 1 1636.921147 3 546.3123779 0.87574717 0.000477843 49.46124045EVTPEGLQMVK 9 119220559 2xTMT6plex [N-Term; K11] 0.89 2.423 0.702 2.780291319 31.46 0 1688.965714 2 844.986084 -0.486997008 -0.000411261 53.77452375NFEWVAER 2 119220559 1xTMT6plex [N-Term] 100 2.237988472 23.16 0 1279.663252 2 640.3355103 0.384349407 0.000245919 64.2125507DDANNDPQWSEEQLIAAK 1 119220559 2xTMT6plex [N-Term; K18] 100 1.044326186 0 2502.251267 2 1251.626099 -2.536233854 -0.003173147 62.94671847IKAEYEGDGIPTVFVAVAGR 2 119220559 2xTMT6plex [N-Term; K2] 2.09597373 9.64 1 2550.433195 3 850.8149414 -1.146303795 -0.000974524 72.1567246646852147 IARS2 isoleucine--tRNA ligase, mitochondrial precursor 55699 NP_060530.3 16.99604743 1 15 15 56 1012 113.719 7.2 0.67 0.8 0.72 0.73 Significant 0.0027 TALAEAELEYNPEHVSR 4 46852147 1xTMT6plex [N-Term] 0.692 0.981 4.805736065 53.79 0 2158.097778 3 720.0379639 0.72324877 0.000520281 86.57604388YTAESSDTLCPR 6 46852147 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.72 0.657 0.821 4.342812061 60.9 0 1628.778752 2 814.894165 1.412904068 0.001150654 36.98030671AVLEEGTDVVIK 6 46852147 2xTMT6plex [N-Term; K12] 0.672 0.01 0.01 3.308918476 39.66 0 1731.030423 2 866.0181274 -0.834351129 -0.000722144 64.4021072ASPLLPANHVTMAK 2 46852147 2xTMT6plex [N-Term; K14] 0.739 4.404466152 45.6 0 1908.114109 3 636.7098389 0.447547428 0.000284657 53.99720514KPGLEEAVESACAMR 4 46852147 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C12] 0.827 0.995 4.274919987 15.1 0 2106.108766 3 702.708252 0.682034755 0.000478813 61.10026524QQPDTELEIQQK 2 46852147 2xTMT6plex [N-Term; K12] 0.76 4.011348724 34.75 0 1915.053677 2 958.0255127 -5.184345219 -0.00496415 42.67818587TVIVHGFTLGEK 2 46852147 2xTMT6plex [N-Term; K12] 0.576 3.629986286 24.42 0 1759.051827 3 587.0216064 -0.88721892 -0.000520221 69.10284048ELSNFYFSIIK 2 46852147 2xTMT6plex [N-Term; K11] 2.044966221 13.64 0 1819.040593 2 910.0227661 -1.285151879 -0.001168872 90.69974394ADLYLEGK 8 46852147 2xTMT6plex [N-Term; K8] 0.656 0.776 0.665 3.809553385 44.87 0 1366.798238 2 683.9029541 0.287967246 0.000196797 52.57228606EMTADVIELK 4 46852147 2xTMT6plex [N-Term; K10] 100 1.167 2.497814417 20.62 0 1606.912616 2 803.9599609 0.018398636 1.48E-05 69.59762171FLINLEGGDIR 6 46852147 1xTMT6plex [N-Term] 100 100 1.663324475 18.67 0 1475.841945 2 738.4243164 -0.398672434 -0.000294189 90.53363806EPPYGADVLR 2 46852147 1xTMT6plex [N-Term] 0.752 3.594698906 21.15 0 1345.731332 2 673.3686523 -0.9686053 -0.000651741 55.18754278EAQNLSAMEIR 2 46852147 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.358 1.81648159 3.44 0 1506.778358 2 753.8933105 0.654438488 0.000493047 35.96515898QWFINITDIK 2 46852147 2xTMT6plex [N-Term; K10] 1.323298097 5.33 0 1736.014713 2 868.5101929 -0.923884919 -0.000801939 93.88393287VLSELGR 4 46852147 1xTMT6plex [N-Term] 0.699 0.816 2.338875055 33.9 0 1002.614511 2 501.8105469 -0.692100496 -0.000346955 57.17777213156071462 SLC25A6 ADP/ATP translocase 3 293 NP_001627.2 42.95302013 1 2 12 84 298 32.845 9.74 100 0.87 1.33 34.06 Non-Significant #N/A LLLQVQHASK 24 156071462 2xTMT6plex [N-Term; K10] 1.093 1.118 1.078 4.600649834 62.09 0 1595.004483 2 798.0054321 -0.561172208 -0.000447536 56.80001662GMGGAFVLVLYDEIK 4 156071462 2xTMT6plex [N-Term; K15] 1.309 3.785112858 44.77 0 2070.170955 2 1035.588257 -0.83008996 -0.000859214 116.5761027YFAGNLASGGAAGATSLCFVYPLDFAR 4 156071462 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.326 6.347934246 68.09 0 3025.507943 3 1009.172485 -1.666042664 -0.001680208 100.5315483GMGGAFVLVLYDEIKK 4 156071462 3xTMT6plex [N-Term; K15; K16] 0.738 5.55839777 41.86 1 2427.42885 3 809.8138428 -0.772574523 -0.000625123 103.8980395QIFLGGVDK 6 156071462 2xTMT6plex [N-Term; K9] 1.34 2.343 1.377 3.379742146 46.05 0 1434.872072 2 717.9408569 1.648660696 0.001182809 45.95248601GADIMYTGTVDCWR 6 156071462 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 100 0.868 1.814891696 29.3 0 1873.87742 2 937.4436035 1.339527988 0.001255056 52.06782915EQGVLSFWR 11 156071462 1xTMT6plex [N-Term] 1.235 1.527 0.958 3.309967995 39.53 0 1350.736751 2 675.8718262 -0.278067691 -0.000187798 67.36787463GLGDCLVK 6 156071462 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.054 0.666 0.794 3.284594774 43.17 0 1319.775729 2 660.3927612 1.90719596 0.001258535 52.41706808GAWSNVLR 6 156071462 1xTMT6plex [N-Term] 1.193 1.038 1.233 3.101995945 41.19 0 1131.647208 2 566.3270264 -0.381758221 -0.000216008 48.52633178GMGGAFVLVLYDEIKK 4 156071462 3xTMT6plex [N-Term; K15; K16]; 1xOxidation [M2] 0.797 3.442583799 11.02 1 2443.423765 3 809.8138428 -0.772574523 -0.000625123 103.8980395GNLANVIR 4 156071462 1xTMT6plex [N-Term] 1.148 1.201 2.589091778 58.69 0 1085.662858 2 543.3349609 -0.196133632 -0.000106467 52.83431799YFPTQALNFAFK 4 156071462 2xTMT6plex [N-Term; K12] 1.745 1.049 2.621410847 14.25 0 1905.067477 2 953.0360107 -1.434041397 -0.001365973 101.2922915LAADVGK 7 156071462 2xTMT6plex [N-Term; K7] 0.899 0.956 0.902 2.867013931 36.39 0 1131.71378 2 566.3599243 -1.067573099 -0.000604094 39.55778558747165389 RPSA 40S ribosomal protein SA isoform 2 3921 NP_001291217.1 46.33333333 1 11 11 91 300 33.293 4.87 1.15 1.34 1.46 1.32 Significant 0.0047 FAAATGATPIAGR 8 747165389 1xTMT6plex [N-Term] 1.148 1.415 1.333 4.322813034 58.71 0 1432.810979 2 716.907959 -1.631388428 -0.001168736 42.08039705DPEEIEKEEQAAAEK 10 747165389 3xTMT6plex [N-Term; K7; K15] 1.687 1.831 1.86 4.219096661 23.91 1 2403.285811 3 801.7670288 0.300636644 0.000240839 46.19222484FLAAGTHLGGTNLDFQMEQYIYK 4 747165389 2xTMT6plex [N-Term; K23] 100 1.248 2.953973293 24.28 0 3075.601399 3 1025.871338 -0.630194838 -0.000646076 91.94557676ADHQPLTEASYVNLPTIALCNTDSPLR 16 747165389 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 1.096 1.092 100 4.893429756 34.25 0 3225.641142 4 807.1589966 -8.366021106 -0.006746445 75.02905931



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms AIVAIENPADVSVISSR 16 747165389 1xTMT6plex [N-Term] 1.266 1.476 2.09 3.106648445 39.11 0 1970.111971 2 985.5577393 -1.913198047 -0.001884607 62.82179863EHPWEVMPDLYFYR 4 747165389 1xTMT6plex [N-Term] 1.842 3.873557806 26.85 0 2111.025799 3 704.3453369 -2.056463647 -0.001447083 88.86130725EHPWEVMPDLYFYR 4 747165389 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.874 3.13658905 15.98 0 2127.020714 3 704.3453369 -2.056463647 -0.001447083 88.86130725YVDIAIPCNNK 8 747165389 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.266 1.058 100 2.895766258 28.68 0 1764.971862 2 882.9898071 0.269385491 0.000237729 48.07945424KSDGIYIINLK 6 747165389 3xTMT6plex [N-Term; K1; K11] 100 100 1.889 3.855345011 17.67 1 1951.21951 3 651.0780029 -0.02779848 -1.81E-05 72.61642041EEQAAAEK 2 747165389 2xTMT6plex [N-Term; K8] 100 3.294529915 32.92 0 1333.736366 2 667.3720093 0.28188081 0.000187977 25.64309295LLVVTDPR 10 747165389 1xTMT6plex [N-Term] 1.087 1.175 1.195 2.822752476 52.7 0 1141.714225 2 571.3604126 -0.592490373 -0.000338227 61.6162881EHPWEVMPDLYFYRDPEEIEKEEQAAAEK 3 747165389 3xTMT6plex [N-Term; K21; K29] 0.69 0.993 2.786953926 1.9 2 4266.130836 5 854.0318604 -0.150218597 -0.00012817 83.1833588620357552 CTTN src substrate cortactin isoform a 2017 NP_005222.2 29.09090909 1 12 12 59 550 61.549 5.4 0.93 0.86 1.11 0.96 Significant 0.0059 ASAGHAVSIAQDDAGADDWETDPDFVNDVSEK 10 20357552 2xTMT6plex [N-Term; K32] 0.752 100 100 4.718715668 29.97 0 3790.772041 3 1264.262207 0.007076065 8.94E-06 72.33404013VDQSAVGFEYQGK 4 20357552 2xTMT6plex [N-Term; K13] 1.106 1.859 4.836033344 65.7 0 1886.005999 2 943.5073853 0.792801197 0.000747614 62.05843986GPVSGTEPEPVYSMEAADYR 4 20357552 1xTMT6plex [N-Term] 0.581 0.655 3.185428858 24.1 0 2384.127757 2 1192.565918 -1.341200148 -0.001598796 62.03665988QDSAAVGFDYK 6 20357552 2xTMT6plex [N-Term; K11] 1.065 3.058555603 47.44 0 1658.879007 2 829.9428711 -0.326595549 -0.000270891 49.43514845ENVFQEHQTLK 9 20357552 2xTMT6plex [N-Term; K11] 1.384 1.39 1.229 4.341224194 35.41 0 1831.011418 3 611.0084229 -0.384009245 -0.000234375 42.06120488SAVGFDYQGK 6 20357552 2xTMT6plex [N-Term; K10] 0.778 0.969 4.615643978 61.43 0 1529.836414 2 765.4224243 0.756729806 0.000578836 52.73521641SAVGFEYQGK 4 20357552 2xTMT6plex [N-Term; K10] 0.813 0.805 4.668024063 57.13 0 1543.852064 2 772.4290161 -0.847745369 -0.000654397 53.96366391SAVGHEYQSK 4 20357552 2xTMT6plex [N-Term; K10] 0.777 0.784 3.609032154 38.27 0 1563.853127 3 521.9553223 -1.095661156 -0.000571151 27.18514095TVQGSGHQEHINIHK 1 20357552 2xTMT6plex [N-Term; K15] 2.522801161 0 2143.177255 4 536.5497437 -0.051372617 -2.75E-05 30.15981582LQLHESQK 5 20357552 2xTMT6plex [N-Term; K8] 0.848 0.851 1.059 3.280436277 35.45 0 1440.857484 3 480.9573364 -0.019531881 -9.38E-06 34.21857184ANFENLAK 2 20357552 2xTMT6plex [N-Term; K8] 0.972 3.640263319 41.53 0 1364.793821 2 682.9017944 1.825123435 0.001245459 52.71529694YGLFPANYVELR 4 20357552 1xTMT6plex [N-Term] 100 1.144 1.889646053 8.04 0 1670.910358 2 835.9573364 -1.772811104 -0.001481104 88.32358021304555581 EEF1D elongation factor 1-delta isoform 1 1936 NP_115754.3 23.64760433 1 1 11 69 647 71.378 6.42 1.51 1.97 1.56 1.68 Significant 0.0074 SLAGSSGPGASSGTSGDHGELVVR 16 304555581 1xTMT6plex [N-Term] 1.468 1.228 1.371 8.647955894 84.27 0 2414.21091 3 805.4091187 0.784155611 0.000631039 40.50574872FEEHVQSVDIAAFNK 3 304555581 2xTMT6plex [N-Term; K15] 2.933 100 3.750022411 23.11 0 2192.175189 3 731.3964844 -0.131944291 -9.64E-05 69.83692986KLQIQCVVEDDKVGTDLLEEEITK 2 304555581 4xTMT6plex [N-Term; K1; K12; K24]; 1xCarbamidomethyl [C6] 100 3.891557693 23.8 2 3719.095844 4 930.5296021 0.197400969 0.000183538 95.85568663IASLEVENQSLR 8 304555581 1xTMT6plex [N-Term] 0.834 1.561 0.523 3.316690445 47.41 0 1587.890351 2 794.4486084 -0.258854854 -0.000205517 40.91087265SSILLDVKPWDDETDMAQLEACVR 3 304555581 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C22] 100 2.064123631 10.63 0 3249.65357 3 1083.887451 -1.775578304 -0.001923338 93.11657514ATAPQTQHVSPMR 4 304555581 1xTMT6plex [N-Term] 1.398 1.399 3.828348398 24.2 0 1652.87399 3 556.9610596 -0.167310363 -9.31E-05 19.76264985KLQIQCVVEDDK 2 304555581 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C6] 100 2.898474216 15.92 1 2162.245801 3 721.4188843 -1.71186734 -0.001233826 49.98674594LVPVGYGIR 6 304555581 1xTMT6plex [N-Term] 0.826 1.401 1.311 2.727860451 28.03 0 1202.74586 2 601.8760986 -0.78060911 -0.000469437 52.92072809GVVQELQQAISK 3 304555581 2xTMT6plex [N-Term; K12] 100 1.499357343 12.54 0 1758.052555 2 879.5282593 -1.884497311 -0.001656523 78.40887838SIQLDGLVWGASK 9 304555581 2xTMT6plex [N-Term; K13] 100 2.235387564 17.12 0 1832.068205 2 916.5379028 0.176851529 0.000162002 75.82562881KPALVAK 9 304555581 3xTMT6plex [N-Term; K1; K7] 1.764 2.097 1.843 4.198227882 23.71 0 1413.976032 3 471.9967041 -0.334712401 -0.000157758 38.18265003ATAPQTQHVSPMR 4 304555581 1xTMT6plex [N-Term]; 1xOxidation [M12] 2.067 0.702 2.370640993 34.04 0 1668.868905 3 556.9610596 -0.167310363 -9.31E-05 19.76264985207113160 TCOF1 treacle protein isoform d 6949 NP_001128715.1 10.01344086 1 14 14 55 1488 152.015 9.04 1.17 1.19 1.3 1.22 Significant 0.0011 GSLGQGTAPVLPGK 2 207113160 2xTMT6plex [N-Term; K14] 1.039 4.188392162 64.56 0 1740.04199 3 580.6856689 0.266238367 0.000154422 53.6429649KAEEDAALQAK 10 207113160 3xTMT6plex [N-Term; K1; K11] 1.261 1.066 1.205 4.861545563 39.65 1 1861.099789 3 621.0377808 -0.537061392 -0.000333175 30.23955075ASMAGASSSK 4 207113160 2xTMT6plex [N-Term; K10] 1.269 0.895 4.270593643 47.34 0 1354.740071 2 677.8729858 -1.015774422 -0.000688055 31.08258228KTGPAAAQVQVGK 4 207113160 3xTMT6plex [N-Term; K1; K13] 0.881 4.711523056 13.35 1 1942.205257 3 648.0732422 -0.042929294 -2.78E-05 39.50966038VVTAAAQAK 12 207113160 2xTMT6plex [N-Term; K9] 1.178 1.252 1.229 4.32945776 53.13 0 1316.830207 2 658.9187012 -0.061607221 -4.06E-05 36.2700299AGPVAVQVK 6 207113160 2xTMT6plex [N-Term; K9] 100 1.958 1.719 3.890934944 52.98 0 1326.850942 2 663.9297485 0.963288544 0.00063907 40.1009129KGAAPAPPGK 2 207113160 3xTMT6plex [N-Term; K1; K10] 1.67 3.853279114 16.98 1 1581.009123 3 527.6738892 -1.270738734 -0.000669683 34.46014423KTNTTASAK 2 207113160 3xTMT6plex [N-Term; K1; K9] 1.381 2.396593571 23.77 1 1608.988782 3 537.0007935 -0.593266353 -0.000318186 27.02260191AGAVASQTK 2 207113160 2xTMT6plex [N-Term; K9] 0.469 2.258742332 20.08 0 1290.778171 2 645.8921509 -0.887938929 -0.000573066 35.44722538GSLGSQGAKDEPEEELQK 1 207113160 3xTMT6plex [N-Term; K9; K18] 0.314 3.45110774 1 2589.397486 3 863.8032837 -0.845160232 -0.000729485 46.41498213TVANLLSGK 2 207113160 2xTMT6plex [N-Term; K9] 1 2.318078518 21.6 0 1360.856422 2 680.9312744 -0.844587171 -0.000574681 69.77672553ASMAGASSSK 2 207113160 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 1.343 2.037586212 30.66 0 1370.734986 2 677.8729858 -1.015774422 -0.000688055 31.08258228GTISAPGK 2 207113160 2xTMT6plex [N-Term; K8] 1.136 2.628116131 34.11 0 1188.735244 2 594.8723755 1.876335857 0.001115233 35.66892301LPEVQQATK 2 207113160 2xTMT6plex [N-Term; K9] 0.935 2.829289198 28.71 0 1471.88845 2 736.4491577 1.758889872 0.001294445 49.81684234KQEGPATQVSK 2 207113160 3xTMT6plex [N-Term; K1; K11] 0.749 2.224839687 3.91 1 1860.115773 3 620.7109985 1.435053402 0.000889788 33.30671318959092920 HSPA4L heat shock 70 kDa protein 4L isoform 2 22824 NP_001304310.1 21.6091954 1 10 13 60 870 97.597 5.95 0.86 0.84 1.01 0.9 Significant 0.0035 GCALQCAILSPAFK 8 959092920 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C6] 1.368 0.881 0.535 3.439157248 48.29 0 1994.096745 2 997.550354 -1.661891378 -0.001656986 70.88954447EDISSIEIVGGATR 2 959092920 1xTMT6plex [N-Term] 1.098 3.209349394 30.49 0 1675.906395 2 838.4564819 -0.422388037 -0.000353941 67.81834719KPVADCVISIPSFFTDAER 4 959092920 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C6] 1.639 0.798 4.249548435 24.79 0 2610.40018 3 870.8043213 -0.677877984 -0.000589844 93.40155094DISTTLNADEAVAR 6 959092920 1xTMT6plex [N-Term] 1.229 1.376 100 4.490425587 88.81 0 1704.896559 2 852.9522705 0.41392284 0.000352848 47.2990251EPFELEAFYTNLHEVPYPDAR 5 959092920 1xTMT6plex [N-Term] 100 3.751682043 34.89 0 2766.361262 3 922.7907715 -1.265556644 -0.001166996 90.51022634SFDDPIVQTER 2 959092920 1xTMT6plex [N-Term] 0.932 3.259037495 35.74 0 1535.790303 2 768.3996582 1.130972273 0.000868468 57.38960979AVMEQANLQR 6 959092920 1xTMT6plex [N-Term] 0.898 1.027 3.875321865 47.54 0 1388.751749 2 694.880127 0.884165403 0.000613943 26.47391873LSAVLEDTENWLYEDGEDQPK 2 959092920 2xTMT6plex [N-Term; K21] 1.795413017 4.14 0 2909.445669 3 970.4856567 -1.117754214 -0.001084015 103.3371806AVMEQANLQR 13 959092920 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.014 0.928 0.99 2.208696127 42.04 0 1404.746664 2 694.880127 0.884165403 0.000613943 26.47391873YDHLDPTEMEK 4 959092920 2xTMT6plex [N-Term; K11] 0.768 0.804 4.050023556 22.6 0 1835.924971 3 612.6471558 1.058243222 0.000647618 45.80712671LMNETTAVALAYGIYK 2 959092920 2xTMT6plex [N-Term; K16] 1.830987811 10.84 0 2216.240098 2 1108.621094 -2.340315025 -0.00259335 101.150695VLATTFDPYLGGR 2 959092920 1xTMT6plex [N-Term] 1.838020444 13.8 0 1638.905273 2 819.9562988 0.029285555 2.40E-05 97.20593277AEVPEDKPK 2 959092920 3xTMT6plex [N-Term; K7; K9] 0.86 2.649415255 18.52 0 1700.019747 3 567.3455811 1.436738642 0.000814161 35.36166502EFSITDLVPYSITLR 2 959092920 1xTMT6plex [N-Term] 1.07131803 4 0 1983.100009 2 992.0516357 -2.024414102 -0.002007308 102.28441974758256 EIF2S1 eukaryotic translation initiation factor 2 subunit 1 1965 NP_004085.1 37.46031746 1 11 11 88 315 36.089 5.08 1.2 1.18 1.11 1.16 Significant 0.00055 ADIEVACYGYEGIDAVK 8 4758256 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C7] 1.324 1.302 1.32 4.597197533 51.63 0 2331.19427 3 777.7363281 0.069202727 5.38E-05 76.10749824ENAEVDGDDDAEEMEAK 4 4758256 2xTMT6plex [N-Term; K17] 2.16 1.451 4.284051418 73.83 0 2325.044036 2 1163.024658 -0.858514385 -0.000998042 43.36369543ENAEVDGDDDAEEMEAK 6 4758256 2xTMT6plex [N-Term; K17]; 1xOxidation [M14] 1.468 1.614 1.534 3.942666292 54.85 0 2341.038951 2 1163.024658 -0.858514385 -0.000998042 43.36369543VVTDTDETELAR 12 4758256 1xTMT6plex [N-Term] 1.231 1.318 1.193 5.009390831 63.8 0 1577.821997 2 789.414856 0.27789197 0.000219232 43.34068698GVFNVQMEPK 6 4758256 2xTMT6plex [N-Term; K10] 1.136 0.992 1.124 3.152423143 46.27 0 1606.90272 2 803.9540405 -1.191942293 -0.000957668 59.54065654YVMTTTTLER 4 4758256 1xTMT6plex [N-Term] 1.254 1.215 3.729712963 35.41 0 1443.771482 2 722.3880615 -1.825304876 -0.001317662 49.56895242RPGYGAYDAFK 12 4758256 2xTMT6plex [N-Term; K11] 1.044 1.021 0.981 4.526769161 35.23 0 1702.931712 3 568.3146973 -1.276107028 -0.000724374 42.94711961VSPEEAIK 8 4758256 2xTMT6plex [N-Term; K8] 1.339 1.493 1.162 3.44662714 36.45 0 1330.798238 2 665.9036865 1.396482819 0.000929218 41.63826258DEQLESLFQR 6 4758256 1xTMT6plex [N-Term] 1.07 100 100 2.771814823 37.91 0 1493.779738 2 747.3961182 3.495507398 0.002610759 78.82131861YVMTTTTLER 4 4758256 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.338 1.532 2.729652405 23.99 0 1459.766397 2 722.3880615 -1.825304876 -0.001317662 49.56895242TAWVFDDK 6 4758256 2xTMT6plex [N-Term; K8] 1.41 1.738 1.33 2.463502884 16.33 0 1439.793487 2 720.3997192 -0.920342709 -0.000662552 61.27859549GYIDLSK 6 4758256 2xTMT6plex [N-Term; K7] 1.182 1.185 0.554 3.186417103 34.88 0 1253.75056 2 627.3790283 0.175824947 0.00011022 48.49193294INLIAPPR 6 4758256 1xTMT6plex [N-Term] 1.316 0.774 100 2.382357597 20.04 0 1122.719645 2 561.862915 -0.972051999 -0.000545671 48.19888947116805340 GARS glycine--tRNA ligase isoform 1 precursor 2617 NP_002038.2 28.28146143 1 16 16 75 739 83.113 7.03 0.9 0.96 0.89 0.92 Significant 0.00057 EFTMAEIEHFVDPSEKDHPK 2 116805340 3xTMT6plex [N-Term; K16; K20] 1.768 3.318992853 21.82 1 3073.590783 5 615.5241089 0.213074427 0.000130981 77.87970345SPITGNDLSPPVSFNLMFK 7 116805340 2xTMT6plex [N-Term; K19] 100 100 3.387253761 44.6 0 2522.372903 3 841.4639893 1.788793177 0.001504001 96.22121975VDDSSGSIGR 6 116805340 1xTMT6plex [N-Term] 1.044 1.811 0.779 4.161161423 47.68 0 1221.62726 2 611.3173828 0.187139733 0.000114307 26.95577482TVNVVQFEPSK 6 116805340 2xTMT6plex [N-Term; K11] 1.321 100 3.864085674 51.27 0 1705.988892 2 853.4996338 1.816435112 0.001549409 60.7727488YPLFEGQETGK 5 116805340 2xTMT6plex [N-Term; K11] 1.106 100 1.423 3.654037952 46.72 0 1726.941608 2 863.9736938 -0.866569362 -0.000748257 61.07854633VPLVAEKPLKEPK 3 116805340 4xTMT6plex [N-Term; K7; K10; K13] 0.796 1.092 0.898 3.200932264 1 2364.540005 4 591.8909302 0.797551795 0.000471461 48.50430099TFFSFPAVVAPFK 6 116805340 2xTMT6plex [N-Term; K13] 0.01 2.228916883 9.13 0 1916.108613 2 958.5580444 0.10379745 9.94E-05 106.4762826TSYGWIEIVGCADR 4 116805340 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 3.104659081 25.06 0 1855.921 2 928.4663696 2.404724023 0.002231489 85.20301614LLEFNQGK 4 116805340 2xTMT6plex [N-Term; K8] 1.38 1.147 3.760556936 40.88 0 1406.840772 2 703.9240112 -0.01824589 -1.28E-05 68.32708634APQVDVDK 12 116805340 2xTMT6plex [N-Term; K8] 0.808 0.852 0.765 3.210887909 34.97 0 1329.777837 2 665.3920898 -0.702247003 -0.000466916 41.29586463ELSEALTR 4 116805340 1xTMT6plex [N-Term] 0.867 0.88 2.792393446 31.71 0 1147.652019 2 574.3284302 -2.121652206 -0.001217459 42.39101428IYLYLTK 4 116805340 2xTMT6plex [N-Term; K7] 1.546 0.863 2.420403004 22.17 0 1371.865195 2 686.4351196 -1.6275376 -0.001116381 86.85750231FADFMVK 4 116805340 2xTMT6plex [N-Term; K7] 1.504 100 2.073703289 21.98 0 1315.748451 2 658.3771973 -1.013285441 -0.000666614 75.95488659ELALQPK 6 116805340 2xTMT6plex [N-Term; K7] 0.89 0.956 0.955 2.65081048 26.33 0 1256.797844 2 628.9005127 -3.258566518 -0.00204768 51.94301298KSEMESVLAQLDNYGQQELADLFVNYNVK 1 116805340 3xTMT6plex [N-Term; K1; K29] 1.653716207 1 4033.119543 4 1009.033447 -1.880437071 -0.001896007 112.2135745QHFIQEEQILEIDCTMLTPEPVLK 1 116805340 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C14] 1.248233914 0 3369.783856 3 1123.925049 -6.903388056 -0.007754309 88.511358224506725 RPS4X 40S ribosomal protein S4, X isoform X isoform 6191 NP_000998.1 49.04942966 1 13 13 79 263 29.579 10.15 0.98 1.01 1.2 1.06 Significant 0.0042 FDTGNLCMVTGGANLGR 6 4506725 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.345 100 3.174690723 39.89 0 2011.989096 2 1006.497864 -0.320578744 -0.0003225 81.02611179GIPHLVTHDAR 8 4506725 1xTMT6plex [N-Term] 1.012 0.973 3.893630743 53.74 0 1444.822212 3 482.278717 -0.425205917 -0.000204782 39.65695123HPGSFDVVHVK 12 4506725 2xTMT6plex [N-Term; K11] 1.073 1.166 1.19 3.842875719 39.32 0 1679.963346 2 840.484314 -1.187436808 -0.000997425 42.46141004GNKPWISLPR 6 4506725 2xTMT6plex [N-Term; K3] 1.166 1.249 2.808866739 12.52 0 1625.989167 3 542.6679688 0.114379606 6.20E-05 59.1193459YALTGDEVK 8 4506725 2xTMT6plex [N-Term; K9] 1.303 1.413 100 4.128304958 55 0 1453.830266 2 727.4185791 -0.264650478 -0.000192378 45.14072066TDITYPAGFMDVISIDK 7 4506725 2xTMT6plex [N-Term; K17] 100 2.098073959 8.49 0 2344.251056 2 1172.619751 -8.032743262 -0.009415383 92.94266284LSNIFVIGK 8 4506725 2xTMT6plex [N-Term; K9] 2.11 100 2.934022188 39.79 0 1448.924107 2 724.9650879 -0.833755712 -0.000604024 75.94908782VNDTIQIDLETGK 6 4506725 2xTMT6plex [N-Term; K13] 100 1.957692981 30.72 0 1904.074078 2 952.5401001 -0.606375929 -0.000577292 58.83126103ECLPLIIFLR 5 4506725 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.059305668 25.05 0 1502.896623 2 751.9511108 -1.116504147 -0.000838995 96.81631246YALTGDEVKK 2 4506725 3xTMT6plex [N-Term; K9; K10] 0.871 2.673891306 24.79 1 1811.088161 2 906.0487671 1.157458666 0.00104813 51.43278333LTIAEER 3 4506725 1xTMT6plex [N-Term] 1.095 1.116 2.603277683 35.45 0 1060.61999 2 530.8135376 -0.180766617 -9.59E-05 39.09566344YPDPLIK 4 4506725 2xTMT6plex [N-Term; K7] 1.262 2.537100077 28.02 0 1303.802595 2 652.4068604 2.952075061 0.001924462 59.2276725KIFVGTK 4 4506725 3xTMT6plex [N-Term; K1; K7] 0.514 0.559 3.07281208 18.42 1 1479.986597 3 494.0000916 -0.59161468 -0.000291861 47.6428983525777600 PSMD1 26S proteasome non-ATPase regulatory subunit 1 isoform 1 5707 NP_002798.2 21.93074502 1 16 16 56 953 105.769 5.39 1.2 1.19 0.82 1.07 Significant 0.013 DTSEDIEELVEPVAAHGPK 6 25777600 2xTMT6plex [N-Term; K19] 100 100 0.01 2.519345999 26.65 0 2494.307719 3 832.1069946 -0.516593551 -0.000429514 66.73918617MITSAAGIISLLDEDEPQLK 3 25777600 2xTMT6plex [N-Term; K20] 1.842 2.599869728 33.91 0 2602.441376 3 868.1517334 -0.280096487 -0.000242978 109.6181149DSDSMETEEK 4 25777600 2xTMT6plex [N-Term; K10] 1.46 1.478 3.386993408 50.58 0 1628.772553 2 814.8894043 -0.626788712 -0.000510448 33.59544056KKEPEPNFQLLDNPAR 4 25777600 3xTMT6plex [N-Term; K1; K2] 0.878 0.953 4.86914587 14.47 2 2583.486182 4 646.6266479 -0.549777713 -0.000355086 47.92520681VLTMPETCR 2 25777600 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.045 3.548152208 26.63 0 1335.696209 2 668.3516846 -0.086995362 -5.81E-05 52.84118424QDVYDLLK 4 25777600 2xTMT6plex [N-Term; K8] 1.241 1.161 2.949298382 40.94 0 1451.851002 2 726.4295654 0.587139709 0.00042622 78.14079961AAVESLGFILFR 2 25777600 1xTMT6plex [N-Term] 2.397 1.612413406 14.57 0 1551.90963 2 776.4580688 -0.495605332 -0.000384567 103.8168592DNLEWLAR 5 25777600 1xTMT6plex [N-Term] 1.499 100 3.382651567 23.82 0 1245.678902 2 623.3427124 -0.605232465 -0.000376963 70.74900904EAINLLEPMTNDPVNYVR 7 25777600 1xTMT6plex [N-Term] 1.511645436 10.11 0 2317.205948 2 1159.105713 -0.776175614 -0.000899279 85.88278117VINDKHDDVMAK 1 25777600 3xTMT6plex [N-Term; K5; K12] 1.082 3.201943636 1 2072.177721 4 518.7999268 0.075235463 3.90E-05 47.61587131EALQLMATYLPK 3 25777600 2xTMT6plex [N-Term; K12] 1.583092809 10.69 0 1836.070513 2 918.5379639 -1.014201585 -0.000931073 96.81234504RLDVFEK 4 25777600 2xTMT6plex [N-Term; K7] 1.226 1.136 4.290370464 30.09 1 1364.830207 3 455.614624 -0.650652135 -0.00029601 46.13637123MEVDEAEK 2 25777600 2xTMT6plex [N-Term; K8] 1.899 3.341271162 20.98 0 1408.739402 2 704.8748169 2.097434811 0.00147737 40.66201901MEEADALIESLCR 4 25777600 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 100 2.531731367 18.64 0 1765.866187 2 883.43573 -1.134604126 -0.00100178 90.65128349YQPFKPLSIGGIIILK 1 25777600 3xTMT6plex [N-Term; K5; K16] 2.679 2.169505358 0 2474.57175 3 825.5278931 -1.060377732 -0.00087466 101.2890884TPEQCPSVVSLLSESYNPHVR 2 25777600 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.706541061 2.85 0 2628.328917 3 876.781311 0.176277583 0.000154438 62.94402047DSDSMETEEK 2 25777600 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 1.334 1.805225015 11.09 0 1644.767468 2 814.8894043 -0.626788712 -0.000510448 33.59544056157694494 MYBBP1A myb-binding protein 1A isoform 1 10514 NP_001099008.1 15.16516517 1 15 15 61 1332 149.274 9.28 1.53 2.94 1.66 2.04 Significant 0.045 EIPSATQSPISK 2 157694494 2xTMT6plex [N-Term; K12] 1.128 3.310459137 55.83 0 1715.994371 2 858.5013428 0.604621374 0.000518763 51.58018269KSEDGTPAEDGTPAATGGSQPPSMGR 6 157694494 2xTMT6plex [N-Term; K1] 2.291 100 100 5.874052525 44.54 1 2959.446748 3 987.1540527 0.28944029 0.000285528 41.17184857ALVDILSEVSK 4 157694494 2xTMT6plex [N-Term; K11] 1.546 100 2.478384018 32.19 0 1631.998394 2 816.5028076 -0.034059853 -2.78E-05 98.08385063VVVTDDSDER 4 157694494 1xTMT6plex [N-Term] 2.554 1.563 3.876366615 49.6 0 1363.690254 2 682.3486328 -0.194681306 -0.000132743 35.00756897EFLDFFWDIAKPEQETR 6 157694494 2xTMT6plex [N-Term; K11] 0.668 2.911765099 19.54 0 2629.37026 3 877.12677 -1.712623541 -0.00150104 109.7379352KLPAIALDLLR 6 157694494 2xTMT6plex [N-Term; K1] 100 100 1.542 3.565448999 23.33 1 1681.114033 3 561.0424194 -0.789999484 -0.000442693 79.11022867ATLQEILPEVLK 6 157694494 2xTMT6plex [N-Term; K12] 2.360867262 27.75 0 1812.124657 2 906.5647583 -1.33395814 -0.001208649 89.01937744AMFLQPDLDSLVDFSTNNQK 4 157694494 2xTMT6plex [N-Term; K20] 100 1.698431134 6.1 0 2741.422037 3 914.4802246 1.489441636 0.001361063 95.55603026LLGAALPLLTK 2 157694494 2xTMT6plex [N-Term; K11] 100 1.897276044 23.49 0 1568.055121 2 784.5316162 0.532176365 0.000417241 97.46726696VLGEAQTK 2 157694494 2xTMT6plex [N-Term; K8] 1.63 3.269126415 46.81 0 1303.798572 2 652.4025269 -0.609963133 -0.000397635 42.00603581EVVEQGLLK 6 157694494 2xTMT6plex [N-Term; K9] 100 0.804 100 2.52086544 25.85 0 1472.908851 2 736.9586182 0.752726908 0.000554349 54.63823282EQLHLVMQGDVIR 6 157694494 1xTMT6plex [N-Term] 100 100 1.862865448 10.93 0 1766.978455 3 589.6640625 -0.464323715 -0.000273483 57.81352215FAPEMDDYVGTFLEGCQDDPER 4 157694494 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 100 1.899949312 8.72 0 2820.233027 3 940.7486572 -0.57026859 -0.000536097 92.26752053EQLMTVLQAGK 1 157694494 2xTMT6plex [N-Term; K11] 1.471041322 0 1675.981698 2 838.4926147 -2.234766535 -0.001872714 63.83597641LITGLGVGR 2 157694494 1xTMT6plex [N-Term] 1.619980812 12.37 0 1114.714559 2 557.8607178 -0.359260693 -0.000200237 53.21745351344217711 PXN paxillin isoform 3 5829 NP_001230685.1 35.70247934 1 13 13 38 605 66.17 6.37 0.94 0.78 0.92 0.88 Significant 0.0033 AILENYISALNTLWHPECFVCR 4 344217711 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C18; C21] 0.66 4.951508045 53.98 0 2935.479621 3 979.1643066 -0.427156133 -0.000417969 118.1639185TWHPEHFVCTHCQEEIGSR 2 344217711 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C12] 0.728 5.871444702 37.32 0 2639.20809 4 660.5559082 -2.382293205 -0.001571842 41.21139994FIHQQPQSSSPVYGSSAK 2 344217711 2xTMT6plex [N-Term; K18] 0.996 5.023554802 61.52 0 2406.281779 3 802.7655029 0.073224617 5.87E-05 41.11482057TSSVSNPQDSVGSPCSR 2 344217711 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 3.195 3.871961832 34.67 0 1993.944648 2 997.4753418 -0.622417604 -0.000620533 34.11229397EQNDKPYCQNCFLK 4 344217711 3xTMT6plex [N-Term; K5; K14]; 2xCarbamidomethyl [C8; C11] 1.089 0.87 3.852193356 24.61 0 2531.298976 3 844.4370728 -0.912886349 -0.000770263 53.75483439KPIAGQVVTAMGK 4 344217711 3xTMT6plex [N-Term; K1; K13] 0.794 0.91 4.864686966 30.72 0 1987.234114 3 663.0786743 -6.362763548 -0.004214767 50.15936177GLEDVRPSVESLLDELESSVPSPVPAITVNQGEMSSPQR 2 344217711 1xTMT6plex [N-Term] 0.794 2.630512238 5.18 0 4378.228539 4 1095.310181 -2.203234405 -0.002411566 106.7200423ELDELMASLSDFK 4 344217711 2xTMT6plex [N-Term; K13] 0.709 1.229 3.23355794 34.66 0 1956.040001 2 978.5230713 -0.580203817 -0.000567451 100.7208716GSLCSGCQKPITGR 2 344217711 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C4; C7] 1.814 2.600468636 9.58 0 1979.056671 3 660.3563843 -1.046876524 -0.000690609 37.90456595DYHNLFSPR 2 344217711 1xTMT6plex [N-Term] 0.909 3.330345869 34.27 0 1377.711265 3 459.908844 0.518179999 0.000237967 51.36266705DYFDMFAPK 4 344217711 2xTMT6plex [N-Term; K9] 1.856718183 12.76 0 1591.823072 2 796.4154663 0.366559072 0.000291749 76.91593862GVCGACK 4 344217711 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C3; C6] 0.844 0.87 2.763058424 28.1 0 1209.64842 2 605.3276978 -0.249057646 -0.000150636 29.75106646SAEPSPTVMSTSLGSNLSELDR 2 344217711 1xTMT6plex [N-Term] 0.726661921 0 2507.249663 2 1254.128052 -0.333402927 -0.000417962 64.8120740724497435 PSMC5 26S protease regulatory subunit 8 isoform 1 5705 NP_002796.4 42.1182266 1 13 15 80 406 45.597 7.55 1.02 1.16 1.02 1.07 Significant 0.0019 LEGGSGGDSEVQR 8 24497435 1xTMT6plex [N-Term] 1.295 1.396 1.325 4.533055782 85.19 0 1519.75498 2 760.3809814 -0.193228105 -0.00014683 28.41454083GVCTEAGMYALR 6 24497435 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.528 0.799 1.015 4.515370846 56.24 0 1556.77625 2 778.8870239 -6.088619632 -0.004739309 47.41886404EHAPSIIFMDEIDSIGSSR 6 24497435 1xTMT6plex [N-Term] 1.09 1.428 3.874756813 36.48 0 2333.164477 3 778.3928833 -0.162932215 -0.000126716 94.34670496GVILYGPPGTGK 24 24497435 2xTMT6plex [N-Term; K12] 1.568 1.174 1.019 3.675203562 47.47 0 1616.977599 2 808.9927979 0.445171983 0.000359917 57.29599323AVAHHTDCTFIR 8 24497435 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.971 1.182 0.966 3.275265217 28.33 0 1656.847775 3 552.9541626 0.096130116 5.31E-05 33.55826225IEELQLIVNDK 5 24497435 2xTMT6plex [N-Term; K11] 100 100 2.138665199 30.4 0 1772.056972 2 886.5324707 0.391153479 0.000346573 85.54190238VSGSELVQK 4 24497435 2xTMT6plex [N-Term; K9] 0.897 0.556 3.165097475 35.8 0 1404.846251 2 702.9259644 -1.137974395 -0.00079934 45.86949043VDPLVSLMMVEK 6 24497435 2xTMT6plex [N-Term; K12] 1.37 100 0.01 2.036542416 28.48 0 1819.047335 2 910.0273438 0.04171964 3.79E-05 100.0150229NIDINDVTPNCR 2 24497435 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.878 3.332466364 19.91 0 1659.832185 2 830.4213257 1.921909466 0.001595024 56.08620331VPDSTYEMIGGLDK 4 24497435 2xTMT6plex [N-Term; K14] 100 1.173 1.758047938 17.59 0 1983.0509 2 992.0287476 -0.343608332 -0.000340696 66.6801593FVVDVDK 4 24497435 2xTMT6plex [N-Term; K7] 1.44 0.696 2.894344807 34.45 0 1279.76621 2 640.3850708 -2.613491755 -0.001672329 52.09091725EVIELPVK 6 24497435 2xTMT6plex [N-Term; K8] 1.09 100 100 2.298885584 22.83 0 1384.881574 2 692.9440918 -0.481424739 -0.000333358 57.8567723ELFVMAR 4 24497435 1xTMT6plex [N-Term] 0.871 0.977 2.401668072 33.73 0 1094.622967 2 547.8148193 -0.552891857 -0.000302604 54.24048341VIMATNR 4 24497435 1xTMT6plex [N-Term] 1.144 1.096 2.463630438 30.76 0 1033.602566 2 517.3053589 0.846537602 0.000437492 35.76522847TMLELLNQLDGFEATK 1 24497435 2xTMT6plex [N-Term; K16] 1.363710761 0 2281.25139 2 1141.126953 -2.08694229 -0.00238042 105.051173919743875 FH fumarate hydratase, mitochondrial 2271 NP_000134.2 27.64705882 1 11 11 70 510 54.602 8.76 0.84 0.9 0.91 0.88 Significant 0.00061 AIEMLGGELGSK 14 19743875 2xTMT6plex [N-Term; K12] 1.009 0.962 0.604 3.266772032 49.31 0 1662.950064 2 831.9780884 -0.699763759 -0.000581836 67.68679686AAAEVNQDYGLDPK 10 19743875 2xTMT6plex [N-Term; K14] 0.94 0.874 0.821 3.194914341 80.87 0 1949.038027 2 975.0214233 -1.260596396 -0.001228475 46.30643493ETAIELGYLTAEQFDEWVKPK 9 19743875 3xTMT6plex [N-Term; K19; K21] 1.343 0.847 1.251 4.309598923 44.65 0 3154.727928 3 1052.247437 -0.054537092 -5.73E-05 109.0192573IYELAAGGTAVGTGLNTR 4 19743875 1xTMT6plex [N-Term] 0.01 3.01 1.966398001 25.82 0 1993.09157 2 997.0479736 -1.454712076 -0.001449687 65.58914981VAALTGLPFVTAPNK 6 19743875 2xTMT6plex [N-Term; K15] 100 100 2.24631691 15.96 0 1957.188654 2 979.0956421 -2.374288397 -0.002323465 79.78171745SKEFAQIIK 6 19743875 3xTMT6plex [N-Term; K2; K9] 0.643 1.064 0.986 3.719019413 15.26 1 1751.103417 3 584.3738403 2.027433707 0.001183415 54.96684215IEYDTFGELK 3 19743875 2xTMT6plex [N-Term; K10] 100 1.456 3.04223609 27.89 0 1672.91981 2 836.9638062 0.314512796 0.000263077 75.82632418AADEVAEGK 4 19743875 2xTMT6plex [N-Term; K9] 0.989 3.901955128 55.86 0 1347.752016 2 674.3794556 -0.283084116 -0.000190764 35.43981838EFAQIIK 6 19743875 2xTMT6plex [N-Term; K7] 1.111 3.243 0.936 3.019765854 32.81 0 1306.813494 2 653.9105835 0.303166588 0.000198091 59.44693241IANAIMK 6 19743875 2xTMT6plex [N-Term; K7] 1.261 1.133 1.003 3.081526756 38.75 0 1218.764436 2 609.8853149 -0.888036405 -0.000541154 50.19334755FEALAAHDALVELSGAMNTTACSLMK 2 19743875 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C22] 1.225513339 0 3209.640897 3 1070.550049 -1.652504375 -0.001767982 103.55180584504035 GMPS GMP synthase [glutamine-hydrolyzing] 8833 NP_003866.1 24.38672439 1 14 14 59 693 76.667 6.87 1.06 1.33 1.84 1.41 Significant 0.025 EEVVLLTHGDSVDK 6 4504035 2xTMT6plex [N-Term; K14] 2.211 1.49 4.375523567 38.51 0 1999.111192 3 667.0410156 -1.349742331 -0.000899428 51.92735012QADFEAHNILR 6 4504035 1xTMT6plex [N-Term] 0.648 1.289 5.133037567 60.58 0 1542.822606 3 514.9447021 -1.978765851 -0.001017628 46.63854209ELGLPEELVSR 4 4504035 1xTMT6plex [N-Term] 100 1.292 3.51495862 38.67 0 1470.836525 2 735.9205322 -1.860823299 -0.001368483 66.79274245GLQKEEVVLLTHGDSVDK 2 4504035 3xTMT6plex [N-Term; K4; K18] 1.094 4.042000771 12.06 1 2654.533192 4 664.388855 0.149974344 9.95E-05 68.46132184IVADFSASVK 4 4504035 2xTMT6plex [N-Term; K10] 1.476 1.241 3.802914619 60.03 0 1494.893201 2 747.9503174 0.105155087 7.86E-05 74.0011072ESQSVEEALK 2 4504035 2xTMT6plex [N-Term; K10] 1.691 3.893999338 31.25 0 1577.878673 2 789.4440308 1.338457433 0.001055962 49.46075263EPPTDVTPTFLTTGVLSTLR 3 4504035 1xTMT6plex [N-Term] 2.104 3.742776394 41.88 0 2374.306708 3 792.1063843 -0.887824628 -0.000702656 95.37037695TVGVQGDCR 10 4504035 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.555 1.584 3.055272102 35.45 0 1220.625487 2 610.8164063 0.040348166 2.46E-05 23.14312555ACTTEEDQEK 6 4504035 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 100 100 2.295045376 24.15 0 1668.815087 2 834.9107666 -0.497428913 -0.000415058 31.1689008VVYIFGPPVK 4 4504035 2xTMT6plex [N-Term; K10] 2.748 1.398 3.345187187 35.73 0 1576.986707 2 788.9953613 -2.068130146 -0.001630707 87.98228653ELFVQSEIFPLETPAFAIK 2 4504035 2xTMT6plex [N-Term; K19] 1.892995358 2.89 0 2637.494398 2 1319.248535 -1.745640675 -0.002302059 101.6705347IIGDTFVK 4 4504035 2xTMT6plex [N-Term; K8] 1.403 1.437 3.27267766 34.63 0 1350.839709 2 675.9234009 -0.136042927 -9.19E-05 72.43968277TFITSDFMTGIPATPGNEIPVEVVLK 2 4504035 2xTMT6plex [N-Term; K26] 1.320872545 0 3234.773609 3 1078.929321 -0.061266362 -6.61E-05 99.00575891ESGYAGK 4 4504035 2xTMT6plex [N-Term; K7] 1.307 1.369 2.698981047 29.58 0 1169.656659 2 585.3322754 0.525745094 0.000307471 32.541625175453700 IRF6 interferon regulatory factor 6 isoform 1 3664 NP_006138.1 36.61670236 1 12 12 65 467 53.096 5.33 0.56 0.46 0.45 0.49 Significant 0.0051 TEPLEMEVPQAPIQPFYSSPELWISSLPMTDLDIK 5 5453700 2xTMT6plex [N-Term; K35] 0.48 3.884312391 33.82 0 4460.306134 4 1115.83313 1.021450348 0.001138995 115.2626735GKEYGQTMTVSNPQGCR 2 5453700 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C16]; 1xOxidation [M8] 0.314 3.89637661 30.25 1 2387.184785 3 791.0675659 -0.727649909 -0.000575132 41.41110209GKEYGQTMTVSNPQGCR 6 5453700 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C16] 0.433 0.478 5.906110287 32.16 1 2371.18987 3 791.0675659 -0.727649909 -0.000575132 41.41110209LFYGDLGPMPDQEELFGPVSLEQVK 5 5453700 2xTMT6plex [N-Term; K25] 0.31 3.311487913 30.25 0 3266.705923 3 1089.56958 -3.59266365 -0.003912059 100.4562784LFCLETFLSDLIAHQK 7 5453700 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C3] 0.746 2.885761499 18.49 0 2393.33031 3 798.4473877 -1.128128471 -0.000899995 111.8083067KLILVQVIPVVAR 4 5453700 2xTMT6plex [N-Term; K1] 100 100 2.743865252 20.51 1 1906.298145 3 636.1043701 0.215958644 0.000137227 75.07211843EFNLMYDGTK 6 5453700 2xTMT6plex [N-Term; K10] 1.13 0.294 100 2.039111137 22.86 0 1675.876565 2 838.4408569 -1.269361275 -0.001063646 75.31257879AWAVETGK 8 5453700 2xTMT6plex [N-Term; K8] 0.368 0.441 0.453 3.659686804 48.77 0 1319.772358 2 660.3904419 0.946776204 0.000624765 54.706482DNIVAQLK 6 5453700 2xTMT6plex [N-Term; K8] 0.642 0.527 3.187501192 46.71 0 1358.840772 2 679.9250488 1.508290223 0.001024763 57.23793001LFYGDLGPMPDQEELFGPVSLEQVK 2 5453700 2xTMT6plex [N-Term; K25]; 1xOxidation [M9] 1.803748608 5.82 0 3282.700838 3 1089.56958 -3.59266365 -0.003912059 100.4562784



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms MIYEMFSGDFTR 2 5453700 1xTMT6plex [N-Term] 0.574 2.344278336 15.47 0 1725.81778 2 863.4120483 -0.556194474 -0.000479945 101.8667949LQISTPDIK 6 5453700 2xTMT6plex [N-Term; K9] 100 1.844 0.281 2.258162975 23.79 0 1472.908851 2 736.9573975 -0.904813712 -0.000666354 54.34821503LLDVMDR 4 5453700 1xTMT6plex [N-Term] 0.698 0.642 2.768541336 30.9 0 1090.612796 2 545.8106689 1.159724725 0.000632405 66.16069261FPGPEHITNEK 2 5453700 2xTMT6plex [N-Term; K11] 0.452 3.840357065 17.48 0 1726.952841 3 576.3218994 -0.982075348 -0.000565333 46.321427164506753 RUVBL1 ruvB-like 1 isoform 1 8607 NP_003698.1 38.81578947 1 12 12 67 456 50.196 6.42 1.23 1.4 1.79 1.47 Significant 0.012 AQTEGINISEEALNHLGEIGTK 8 4506753 2xTMT6plex [N-Term; K22] 0.836 100 100 3.835676432 49.08 0 2782.498708 3 928.1706543 -0.466508527 -0.000432686 79.8377243EHVEEISELFYDAK 2 4506753 2xTMT6plex [N-Term; K14] 1.341 4.683034897 36.06 0 2167.132321 3 723.0490112 0.073466398 5.31E-05 81.56971768GLGLDESGLAK 4 4506753 2xTMT6plex [N-Term; K11] 1.179 1.078 4.763688087 71.62 0 1517.893929 2 759.4484863 -2.788827117 -0.002116572 56.30273463QAASGLVGQENAR 6 4506753 1xTMT6plex [N-Term] 1.376 1.436 1.467 5.172087193 62.06 0 1529.823334 2 765.414856 -0.587659972 -0.000449508 38.32128696LDPSIFESLQK 2 4506753 2xTMT6plex [N-Term; K11] 1.248 3.264163971 36.15 0 1735.004208 2 868.005127 -0.709245398 -0.000615272 103.2823167KTEVLMENFR 6 4506753 2xTMT6plex [N-Term; K1] 100 1.884 3.587983608 26.32 1 1724.976947 3 575.6634521 -0.663240566 -0.000381358 48.65454653ALESSIAPIVIFASNR 8 4506753 1xTMT6plex [N-Term] 100 2.163666725 19.63 0 1917.100678 2 959.0545044 0.549761979 0.000526975 93.94942062EVYEGEVTELTPCETENPMGGYGK 4 4506753 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C13] 2.095332146 7.48 0 3147.490253 3 1049.83606 1.071495276 0.001124174 77.3849479TISHVIIGLK 6 4506753 2xTMT6plex [N-Term; K10] 1.202 1.015 1.33 3.411078215 31.45 0 1539.00342 3 513.6712646 -2.715663028 -0.001393138 53.14196129TALALAIAQELGSK 2 4506753 2xTMT6plex [N-Term; K14] 1.772656918 22.66 0 1844.12572 2 922.5653076 -1.291270763 -0.001190633 95.32479715YSVQLLTPANLLAK 8 4506753 2xTMT6plex [N-Term; K14] 100 1.890095353 8.2 0 1989.214869 2 995.1107788 -0.295700993 -0.000294106 92.03396364GTEDITSPHGIPLDLLDR 11 4506753 1xTMT6plex [N-Term] 1.093 100 100 2.094996214 14.76 0 2178.160378 3 726.7250366 0.082116672 5.96E-05 64.8865679145446745 AKR1C2 aldo-keto reductase family 1 member C2 isoform 1 1646 NP_995317.1 47.67801858 1 2 10 71 323 36.712 7.49 1.84 1.76 1.85 1.82 Significant 0.00025 LNDGHFMPVLGFGTYAPAEVPK 4 45446745 2xTMT6plex [N-Term; K22] 3.475 2.789 3.789035797 28.41 0 2818.500228 3 940.1703491 -1.324848826 -0.001244696 91.85483379NLQLDYVDLYLIHFPVSVKPGEEVIPK 4 45446745 3xTMT6plex [N-Term; K19; K27] 100 100 2.714096069 9.98 0 3813.180945 4 954.0484009 -2.405203033 -0.002292869 104.4364345EEPWVDPNSPVLLEDPVLCALAK 10 45446745 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C19] 1.786 5.079 3.841878414 44.05 0 3049.63203 3 1017.212952 -2.534276088 -0.002576203 100.4847844ILFDTVDLCATWEAMEK 6 45446745 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C9] 1.903 1.762 1.785 4.624899864 45.85 0 2500.28679 3 834.1019287 1.776969278 0.001480978 106.8413944YKPVCNQVECHPYFNQR 22 45446745 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C5; C10] 1.723 1.672 1.669 5.729713917 42.99 0 2697.343017 4 675.0913696 0.234262243 0.000157971 39.59018973DIVLVAYSALGSHR 4 45446745 1xTMT6plex [N-Term] 2.392 100 3.547852278 37.74 0 1729.979835 3 577.3311157 -0.601736512 -0.000346997 80.78086362EDIFYTSK 6 45446745 2xTMT6plex [N-Term; K8] 1.723 100 2.939 3.184840202 29.5 0 1460.803717 2 730.9067383 1.699538734 0.001241346 51.61610646ILFDTVDLCATWEAMEK 2 45446745 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C9]; 1xOxidation [M15] 100 1.478923202 0.64 0 2516.281705 3 834.1019287 1.776969278 0.001480978 106.8413944GVVVLAK 6 45446745 2xTMT6plex [N-Term; K7] 1.359 1.369 1.478 3.208216906 43.61 0 1143.786551 2 572.3959961 -1.604908274 -0.000917836 55.74388556KLLDFCK 4 45446745 3xTMT6plex [N-Term; K1; K7]; 1xCarbamidomethyl [C6] 1.17 100 3.126327753 16.63 1 1610.990696 3 537.6692505 1.552997698 0.000833955 60.24168333LLEMILNKPGLK 3 45446745 3xTMT6plex [N-Term; K8; K12] 0.855 100 1.55868721 1.69 0 2056.317115 3 686.105957 -6.709804702 -0.004599162 90.977293679910280 UGGT1 UDP-glucose:glycoprotein glucosyltransferase 1 precursor 56886 NP_064505.1 14.7266881 1 17 17 62 1555 177.078 5.63 0.77 1.19 1.37 1.11 Significant 0.025 EQLDPDELETITMHK 6 9910280 2xTMT6plex [N-Term; K15] 1.38 100 100 3.242829561 30.84 0 2257.178619 3 753.0686646 5.680087625 0.004273657 79.49011764AITTSLTTK 4 9910280 2xTMT6plex [N-Term; K9] 1.052 1.493 4.271968842 47.88 0 1393.866652 2 697.4366455 -0.457335265 -0.000318732 52.54430532KEPVYLSGYGVELAIK 4 9910280 3xTMT6plex [N-Term; K1; K16] 0.992 100 3.196832895 33.13 1 2453.462259 3 818.4916382 -0.773478056 -0.000632566 78.48546745DLHPDLEGQLK 6 9910280 2xTMT6plex [N-Term; K11] 0.725 1.167 3.971382141 35.17 0 1722.979056 3 574.998291 0.733663518 0.000421362 53.95191784SLPQEWLWCETWCDDASK 2 9910280 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C9; C13] 100 3.623749495 23.59 0 2769.305294 3 923.7729492 -0.36086442 -0.000333115 95.18841111FTILDSQGK 3 9910280 2xTMT6plex [N-Term; K9] 1.004 3.739487171 41.34 0 1466.861901 2 733.9348145 0.307770111 0.000225728 63.93636142IIGPLEDSELFNQDDFHLLENIILK 3 9910280 2xTMT6plex [N-Term; K25] 100 1.753673077 8.3 0 3383.850279 3 1128.61853 -2.731072277 -0.003080513 111.8519192ANPGAWILR 4 9910280 1xTMT6plex [N-Term] 0.744 2.027 2.664832354 25.14 0 1226.720707 2 613.8652954 2.125015333 0.0013034 65.88773575DLSQNFPTK 2 9910280 2xTMT6plex [N-Term; K9] 1.166 3.386970758 37.77 0 1507.852064 2 754.4310913 1.884533141 0.001420799 51.80668347LNIQPSEADYAVDIR 6 9910280 1xTMT6plex [N-Term] 0.01 100 1.799335837 17.44 0 1933.022822 2 967.0169067 1.921900001 0.001857538 68.75320025ADMVNEDLLSDGTSENESGFWDSFK 3 9910280 2xTMT6plex [N-Term; K25] 1.570939064 9.26 0 3251.509074 3 1084.506226 -1.522438374 -0.001650074 99.3320889IEYQFFEDR 4 9910280 1xTMT6plex [N-Term] 1.425 2.753044605 12.17 0 1475.736811 2 738.3721924 0.201482827 0.000148668 71.07286428FLFVDADQIVR 4 9910280 1xTMT6plex [N-Term] 100 2.151144505 22.79 0 1551.873245 2 776.4402466 -0.01813675 -1.41E-05 88.24892053EISYENTQISR 4 9910280 1xTMT6plex [N-Term] 0.905 0.703 3.69527626 14.58 0 1568.811767 2 784.9101563 0.809109179 0.00063467 39.54803754VWQLQDLSFQTAAR 3 9910280 1xTMT6plex [N-Term] 1.632800579 2.48 0 1892.022762 2 946.5142212 -0.843820286 -0.000798264 83.75098146ILETTTFFQR 2 9910280 1xTMT6plex [N-Term] 0.752 1.729590058 8.07 0 1484.831046 2 742.9188232 -0.455052194 -0.000337838 76.47352082IVPEWQDYDQEIK 2 9910280 2xTMT6plex [N-Term; K13] 1.297072172 2.46 0 2121.126842 2 1061.065063 -1.881847326 -0.001995818 73.7793732342794771 TXNDC5 thioredoxin domain-containing protein 5 isoform 1 precursor 81567 NP_110437.2 31.48148148 1 13 13 72 432 47.599 5.97 1.46 1.44 1.55 1.48 Significant 0.00052 VDCTQHYELCSGNQVR 8 42794771 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C10] 1.541 1.411 1.606 5.422596455 34.68 0 2195.017102 3 732.3373413 -8.943485772 -0.006543701 38.15775851VDCTAHSDVCSAQGVR 12 42794771 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C10] 1.739 1.687 1.332 5.510723114 49 0 1990.927224 3 664.3136597 -0.401052376 -0.000266155 31.36678305ALAPTWEQLALGLEHSETVK 4 42794771 2xTMT6plex [N-Term; K20] 0.937 1.297 3.729568005 29.33 0 2651.480873 3 884.4984741 -0.00144701 -1.28E-06 100.6074514KEFPGLAGVK 6 42794771 3xTMT6plex [N-Term; K1; K10] 1.844 1.211 0.856 3.637609005 19.85 1 1733.092853 3 578.3684692 -1.153068719 -0.000666125 47.79904402IAEVDCTAER 4 42794771 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.269 1.711 3.852902889 47.02 0 1392.699045 2 696.8531494 -0.016645287 -1.16E-05 39.47664597EYVESQLQR 6 42794771 1xTMT6plex [N-Term] 1.454 1.58 1.389 3.734435797 44.9 0 1380.73206 2 690.8660278 -5.273098344 -0.003640368 38.4084175LFKPGQEAVK 5 42794771 3xTMT6plex [N-Term; K3; K10] 1.599 1.336 2.55440855 8.13 0 1804.129967 3 602.0475464 -1.042430356 -0.000626893 60.7800756GYPTLLLFR 6 42794771 1xTMT6plex [N-Term] 0.977 1.383 3.0369277 38.15 0 1308.787724 2 654.8967896 -1.086362907 -0.000710909 92.56799688FYAPWCGHCK 3 42794771 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C6; C9] 1.082 2.537024498 17.43 0 1783.881273 3 595.2985229 -0.144551292 -8.60E-05 59.76482763EFPGLAGVK 6 42794771 2xTMT6plex [N-Term; K9] 0.999 1.619 1.255 3.109790087 30.01 0 1375.834958 2 688.4210815 -0.05190598 -3.57E-05 62.28153982TLAPTWEELSK 6 42794771 2xTMT6plex [N-Term; K11] 1.234 0.879 1.602 2.15664959 17.8 0 1732.988558 2 866.9974976 -0.484292183 -0.000419636 63.3839452YNSMEDAK 4 42794771 2xTMT6plex [N-Term; K8] 2.419 1.059 3.125539064 33.8 0 1415.724087 2 708.3646851 -1.407931695 -0.000996621 43.71722468FVLSQAK 2 42794771 2xTMT6plex [N-Term; K7] 1.521 2.871433735 31.36 0 1250.787279 2 625.897583 0.487633377 0.000304963 58.1370973221361368 ALDH18A1 delta-1-pyrroline-5-carboxylate synthase isoform 1 5832 NP_002851.2 19.11949686 1 13 13 63 795 87.248 7.12 1.24 0.97 1.08 1.1 Significant 0.0051 TEYGDLELCIEVVDNVQDAIDHIHK 2 21361368 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C9] 1.684 5.254072666 26.57 0 3383.719342 4 846.684082 -1.43135837 -0.001210829 104.1625461GKDHVVSDFSEHGSLK 4 21361368 3xTMT6plex [N-Term; K2; K16] 1.013 1.051 5.736696243 30.09 1 2429.339184 4 608.0900269 -0.373014246 -0.000226545 47.7304445VSGHVITDIVEGK 2 21361368 2xTMT6plex [N-Term; K13] 1.293 3.307490587 37.26 0 1812.06312 3 604.6923218 -0.390470928 -0.000235853 60.90324201QIAASSQDSVGR 20 21361368 1xTMT6plex [N-Term] 1.029 0.967 1.144 4.608733654 54.83 0 1447.770236 2 724.3892212 0.642113499 0.000464816 33.99591903GDECGLALGR 2 21361368 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.502 3.624641657 64.32 0 1276.651701 2 638.8289795 -0.79817042 -0.000509493 40.5701891EAVQLVNTR 6 21361368 1xTMT6plex [N-Term] 1.394 1.1 0.997 3.233199358 42.12 0 1258.731666 2 629.8689575 -0.816298632 -0.00051375 44.8843758YLHENLPIPQR 3 21361368 1xTMT6plex [N-Term] 1.372 0.915 3.602316618 26.25 0 1608.905942 3 536.9729614 -1.001147807 -0.000536918 50.0139685TPLFDQIIDMLR 2 21361368 1xTMT6plex [N-Term] 1.219 3.754543781 48.82 0 1690.939944 2 845.9743652 0.892916839 0.000754934 119.5788527GPVGLEGLLTTK 4 21361368 2xTMT6plex [N-Term; K12] 2.361965895 36.48 0 1643.014379 2 822.0100098 -0.995559607 -0.000817859 81.46933715EMAIPVLEAR 8 21361368 1xTMT6plex [N-Term] 100 2.448885918 26.69 0 1357.771088 2 679.3892212 0.057353418 3.89E-05 67.45967685MIDLIIPR 2 21361368 1xTMT6plex [N-Term] 1.294002533 25.54 0 1199.738331 2 600.3726807 -0.205546383 -0.000123301 75.44443143LAAPLLK 4 21361368 2xTMT6plex [N-Term; K7] 1.13 0.81 2.846532106 24.85 0 1183.817851 2 592.4120483 -0.871164691 -0.00051565 61.73127795LSLSTSK 4 21361368 2xTMT6plex [N-Term; K7] 1.281 1.029 2.565807104 23.79 0 1193.75056 2 597.3793335 0.695951245 0.000415396 51.003468664885377 HIST1H1D histone H1.3 3007 NP_005311.1 41.62895928 1 4 12 109 221 22.336 11.02 1.28 1.86 2.06 1.74 Significant 0.018 ASGPPVSELITK 11 4885377 2xTMT6plex [N-Term; K12] 2.468 2.746 2.739 4.860414505 78.21 0 1656.993643 2 829.0006104 0.181601858 0.000150457 66.19361867KASGPPVSELITK 16 4885377 3xTMT6plex [N-Term; K1; K13] 1.721 1.428 1.877 5.893885612 42.56 1 2014.251538 3 672.0892334 0.798716189 0.000536272 58.09582745KALAAAGYDVEK 12 4885377 3xTMT6plex [N-Term; K1; K12] 1.152 1.152 1.007 6.476112366 60.9 1 1923.151824 3 641.7223511 0.351419294 0.000225278 52.13334856ALAAAGYDVEK 5 4885377 2xTMT6plex [N-Term; K11] 2.065 2.053 4.63003397 59.06 0 1565.893929 2 783.4494629 -1.456049294 -0.001140009 51.35155329KPATAAGTK 6 4885377 3xTMT6plex [N-Term; K1; K9] 2.124 100 3.116887331 28.91 0 1531.977489 3 511.3306885 0.015267644 7.80E-06 27.41490308SGVSLAALK 10 4885377 2xTMT6plex [N-Term; K9] 2.54 100 100 3.625626802 59.93 0 1303.834958 2 652.4209595 -0.242020423 -0.000157777 61.01925825GTGASGSFK 20 4885377 2xTMT6plex [N-Term; K9] 1.768 1.906 1.992 3.84473753 55.74 0 1269.720322 2 635.364624 1.299000139 0.000824683 32.06205911KVAGAATPK 8 4885377 3xTMT6plex [N-Term; K1; K9] 1.821 1.99 4.853065968 35.53 1 1529.998224 3 510.6704712 -0.891455794 -0.000454642 30.12843517KAGATAGK 5 4885377 3xTMT6plex [N-Term; K1; K8] 1.342 1.647 2.889970303 11.48 1 1390.89851 3 464.3044739 0.257474472 0.000119374 23.80468971AASGEGKPK 5 4885377 3xTMT6plex [N-Term; K7; K9] 1.265 2.068 2.47 2.08298111 0 1531.941103 3 511.3186951 0.279831305 0.000142895 22.65305794KPAGAAK 6 4885377 3xTMT6plex [N-Term; K1; K7] 24.863 5.708 6.759 2.264737606 16.75 0 1329.882132 3 443.9654846 -0.173972243 -7.71E-05 24.93449607GTLVQTK 5 4885377 2xTMT6plex [N-Term; K7] 2.149 1.798 2.043 3.357786417 40.19 0 1204.766544 2 602.8865967 -0.520657407 -0.000313635 34.7115427738045913 NME1 nucleoside diphosphate kinase A isoform a 4830 NP_937818.1 59.88700565 1 1 9 104 177 19.641 5.58 1.08 1.24 1.16 Non-Significant #N/A NIIHGSDSVESAEK 6 38045913 2xTMT6plex [N-Term; K14] 1.078 1.238 5.044165611 55.47 0 1944.043841 3 648.6859741 -0.242549427 -0.000157176 40.55471719VMLGETNPADSKPGTIR 12 38045913 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.171 1.485 1.552 4.420407295 27.08 0 2260.237138 3 748.7453613 -9.220058965 -0.006897349 46.94808783VMLGETNPADSKPGTIR 14 38045913 2xTMT6plex [N-Term; K12] 1.458 1.394 1.401 6.463523865 41.68 0 2244.242223 3 748.7453613 -9.220058965 -0.006897349 46.94808783TFIAIKPDGVQR 14 38045913 2xTMT6plex [N-Term; K6] 0.706 1.686 1.255 3.967687607 38.06 0 1803.089275 2 902.0479126 -0.402805728 -0.000363147 48.0233598GDFCIQVGR 31 38045913 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.071 1.227 1.183 3.838706732 54.64 0 1280.661872 2 640.833374 -1.874595611 -0.001200362 47.03312522GLVGEIIK 12 38045913 2xTMT6plex [N-Term; K8] 0.611 1.285 1.86 3.442770004 49.79 0 1286.844794 2 643.9254761 -0.869398988 -0.000559391 57.74624954YMHSGPVVAMVWEGLNVVK 4 38045913 2xTMT6plex [N-Term; K19] 2.457158089 4.69 0 2574.397678 3 858.8040161 -0.070871007 -6.08E-05 92.98478275DRPFFAGLVK 4 38045913 2xTMT6plex [N-Term; K10] 1.265 100 3.377313375 15.9 0 1607.967369 3 536.6607666 0.234827332 0.000125865 74.3320684FMQASEDLLK 5 38045913 2xTMT6plex [N-Term; K10] 1.752 2.490768909 35.51 0 1639.91295 2 820.4603882 0.335192906 0.000274844 86.79043032EHYVDLK 2 38045913 2xTMT6plex [N-Term; K7] 1.837 2.726912737 26.86 0 1361.782922 3 454.598938 -0.485822773 -0.000220528 40.767227834506661 RPL7A 60S ribosomal protein L7a 6130 NP_000963.1 49.2481203 1 13 13 55 266 29.977 10.61 1.01 1.08 1.29 1.13 Significant 0.0055 AGVNTVTTLVENK 6 4506661 2xTMT6plex [N-Term; K13] 100 100 100 3.899826288 51.64 0 1804.058034 2 902.5332031 0.607181132 0.000547695 67.45169284TCTTVAFTQVNSEDK 2 4506661 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 1.243 3.267556906 45.59 0 2159.105455 2 1080.054565 -1.66763537 -0.0018003 57.53206484KTCTTVAFTQVNSEDKGALAK 2 4506661 4xTMT6plex [N-Term; K1; K16; K21]; 1xCarbamidomethyl [C3] 0.563 4.44756937 12.9 2 3185.801 4 797.2049561 -0.943417762 -0.000751385 57.3645152KTCTTVAFTQVNSEDK 2 4506661 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C3] 1.258 4.978892803 18.29 1 2516.36335 3 839.4592285 -0.0864355 -7.25E-05 42.51103054KMGVPYCIIK 2 4506661 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C7] 0.338 4.010333061 29.46 1 1896.141794 3 632.7189331 0.238445462 0.000150709 69.40512537NFGIGQDIQPK 6 4506661 2xTMT6plex [N-Term; K11] 1.07 1.621 0.632 3.92381525 42.18 0 1674.957926 2 837.9820557 -0.651766745 -0.000545841 63.96559652KVVNPLFEK 6 4506661 3xTMT6plex [N-Term; K1; K9] 1.022 1.033 1 4.043667793 40.14 1 1761.124153 3 587.7128906 -0.01949607 -1.14E-05 66.37692915HWGGNVLGPK 2 4506661 2xTMT6plex [N-Term; K10] 1.6 2.239568472 17.3 0 1522.889453 2 761.9493408 1.281767775 0.000975995 46.96290915LKVPPAINQFTQALDR 4 4506661 2xTMT6plex [N-Term; K2] 1.628 2.351084948 5.97 1 2269.343257 3 757.1184082 -1.139594293 -0.000862044 83.77302414QTATQLLK 6 4506661 2xTMT6plex [N-Term; K8] 1.37 1.211 1.286 3.825517893 49.91 0 1360.856422 2 680.9308472 -1.472494843 -0.001001927 41.62673739VVNPLFEK 7 4506661 2xTMT6plex [N-Term; K8] 1.113 1.2 2.843 3.691378832 37.18 0 1403.866258 2 702.4379272 1.65248803 0.001159936 65.77408195VAPAPAVVK 2 4506661 2xTMT6plex [N-Term; K9] 1.841 3.14770937 46.86 0 1309.860779 2 655.4346313 0.921727967 0.000603668 46.46393571AQLVVIAHDVDPIELVVFLPALCR 8 4506661 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 100 1.938599348 8.68 0 2916.658237 3 972.8892822 -1.694785577 -0.001647703 108.644383510937025 DNM1L dynamin-1-like protein isoform 5 10059 NP_001265393.1 26.96929239 1 15 15 52 749 83.347 7.08 1.08 1.28 1.28 1.21 Significant 0.003 YIETSELCGGAR 6 510937025 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.274 1.498 1.414 4.27876997 53.43 0 1584.788923 2 792.8974609 -0.806224085 -0.000638847 45.62323531VPSALAPASQEPSPAASAEADGK 2 510937025 2xTMT6plex [N-Term; K23] 0.638 4.516816139 55.08 0 2609.382281 3 870.467041 1.643587031 0.001429582 61.94608621IIQHCSNYSTQELLR 4 510937025 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.204 1.249 4.218119621 45.41 0 2091.085439 3 697.6998901 -0.153953462 -0.00010731 55.55944171LDLMDAGTDAMDVLMGR 6 510937025 1xTMT6plex [N-Term] 1.488 1.428 2.907606363 46.38 0 2052.996549 2 1027.001099 -0.793023435 -0.000814037 111.1813214ALQGASQIIAEIR 4 510937025 1xTMT6plex [N-Term] 0.98 3.212683916 45.06 0 1598.942721 2 799.9747314 -0.334526914 -0.000267445 79.47597127FISNPNSIILAVTAANTDMATSEALK 3 510937025 2xTMT6plex [N-Term; K26] 100 2.057039976 15.61 0 3150.712071 3 1050.911133 2.149998904 0.002258009 104.3481209QEIENETER 2 510937025 1xTMT6plex [N-Term] 1.215 3.912841558 60.51 0 1376.685503 2 688.84729 1.307486801 0.000899999 27.00638647SSVLESLVGR 4 510937025 1xTMT6plex [N-Term] 1.297 0.92 3.52786231 41.44 0 1275.746982 2 638.3752441 -2.955091256 -0.001884974 66.50441293TLESVDPLGGLNTIDILTAIR 4 510937025 1xTMT6plex [N-Term] 100 2.25271821 12.2 0 2440.38602 2 1220.697754 0.90589869 0.001105371 105.6499507AEELLAEEK 2 510937025 2xTMT6plex [N-Term; K9] 100 2.404048204 17.46 0 1489.851396 2 745.4290771 -0.347674356 -0.000258992 50.05554092SSLLDDLLTESEDMAQR 2 510937025 1xTMT6plex [N-Term] 1.668277383 11.51 0 2152.064094 2 1076.530762 -4.575724546 -0.004923626 100.3972682LYTDFDEIR 4 510937025 1xTMT6plex [N-Term] 1.37 2.4551301 14.13 0 1400.725912 2 700.8659058 -0.982973579 -0.000688438 60.63755955EAADMLK 2 510937025 2xTMT6plex [N-Term; K7] 1.016 3.302964449 29.57 0 1235.70698 2 618.355957 -1.895900515 -0.001171389 45.50567996DIELQIR 5 510937025 1xTMT6plex [N-Term] 0.612 0.637 0.975 2.416026354 33 0 1115.662189 2 558.3295898 -9.219979486 -0.005143191 49.64290595DCLPELK 2 510937025 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.352 2.912974119 26.04 0 1332.759744 2 666.8833008 -0.314683499 -0.000209699 59.86765641116295258 ITGA2 integrin alpha-2 precursor 3673 NP_002194.2 13.63251482 1 13 13 57 1181 129.215 5.25 0.86 0.79 0.75 0.8 Significant 0.0016 VMVVVTDGESHDGSMLK 2 116295258 2xTMT6plex [N-Term; K17] 0.911 4.861272335 54.78 0 2262.18741 3 754.7340088 0.027892113 2.10E-05 69.71313143SVACDVGYPALK 4 116295258 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 1.107 1.064 3.627240658 51.37 0 1737.960963 2 869.4829102 -1.392124191 -0.001209729 62.41455085VDISLENPGTSPALEAYSETAK 6 116295258 2xTMT6plex [N-Term; K22] 0.306 100 3.146804571 34.31 0 2750.450026 3 917.4874878 -0.769347225 -0.00070535 78.26332921AVIDQCNHDNILR 8 116295258 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.618 0.745 0.643 5.239739418 44.76 0 1796.927482 3 599.6416016 -9.588919237 -0.005743531 41.11959231CPVDLSTATCEK 2 116295258 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C1; C10] 1.084 2.855284691 28.07 0 1838.939242 2 919.9729004 -0.390164467 -0.000358744 54.92067328EKNPLMYLTGVQTDK 4 116295258 3xTMT6plex [N-Term; K2; K15] 1.054 0.01 3.601505041 17.49 1 2424.377543 3 808.7984619 1.356802779 0.001096467 75.8185678AIASIPTER 6 116295258 1xTMT6plex [N-Term] 0.701 0.793 0.77 3.381733656 41.3 0 1186.699303 2 593.8535767 0.483273489 0.00028675 39.47930795IPLLYDAEIHLTR 3 116295258 1xTMT6plex [N-Term] 0.827 3.004467964 25.37 0 1783.031536 3 595.0151367 -0.380931989 -0.000226405 86.06890352KYAYSAASGGR 2 116295258 2xTMT6plex [N-Term; K1] 0.71 2.872775078 21.36 1 1588.884761 3 530.2993164 -0.859421201 -0.000455174 30.70904471FVQGLDIGPTK 6 116295258 2xTMT6plex [N-Term; K11] 100 100 2.400495529 16.63 0 1632.972514 2 816.9898682 -0.033155411 -2.71E-05 70.94903982QAFDQILQDR 4 116295258 1xTMT6plex [N-Term] 0.973 1.739864945 26.38 0 1462.785158 2 731.8965454 0.448623852 0.00032812 56.43653997VVFNLNTYK 6 116295258 2xTMT6plex [N-Term; K9] 0.79 0.558 0.893 2.390906334 19.47 0 1555.924835 2 778.4675903 1.97220585 0.001534302 72.0808014VYLFTIK 4 116295258 2xTMT6plex [N-Term; K7] 0.657 2.087 2.732418537 30.91 0 1341.854631 2 671.4302368 -1.068466848 -0.000716864 80.45927974222352151 PCBP1 poly(rC)-binding protein 1 5093 NP_006187.2 39.88764045 1 5 9 83 356 37.474 7.09 1.23 1.54 1.29 1.35 Significant 0.0049 GYWASLDASTQTTHELTIPNNLIGCIIGR 10 222352151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C25] 100 1.386 3.761808634 17.37 0 3430.762654 3 1144.25708 -1.739349592 -0.001989099 102.0029045ESTGAQVQVAGDMLPNSTER 4 222352151 1xTMT6plex [N-Term] 100 1.804 5.246453285 60.96 0 2319.144804 3 779.0526733 1.604970144 0.001249277 39.26885697ESTGAQVQVAGDMLPNSTER 16 222352151 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.514 1.485 1.45 5.598577023 70.61 0 2335.139719 3 779.0526733 1.604970144 0.001249277 39.26885697AITIAGVPQSVTECVK 12 222352151 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 1.8 1.551 1.141 3.017373085 26.52 0 2131.219697 2 1066.110962 -2.369343659 -0.002524796 66.67321745VMTIPYQPMPASSPVICAGGQDR 12 222352151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.021 1.072 1.348 2.428642035 17.74 0 2704.345829 3 902.1191406 -1.094665841 -0.000986785 66.3442949IITLTGPTNAIFK 4 222352151 2xTMT6plex [N-Term; K13] 1.897 2.202 2.903017044 22.04 0 1847.140642 2 924.0736084 -0.379794104 -0.000350767 79.46201424INISEGNCPER 6 222352151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.173 1.228 4.092879295 46.25 0 1517.757957 2 759.3817139 -1.189969465 -0.000903043 42.94824785LVVPATQCGSLIGK 6 222352151 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 0.896 1.666 1.293 2.154476643 28.08 0 1901.129425 2 951.0673828 -1.018539282 -0.000968187 62.65859672AFAMIIDK 6 222352151 2xTMT6plex [N-Term; K8] 1.715 100 100 2.67135644 36.2 0 1366.816865 2 683.9122314 0.235042919 0.00016063 71.49796337EVGSIIGK 7 222352151 2xTMT6plex [N-Term; K8] 1.191 1.315 3.256545544 31.61 0 1260.792759 2 630.9000244 0.010690199 6.74E-06 57.8259590424430151 PSMC1 26S protease regulatory subunit 4 5700 NP_002793.2 43.18181818 1 12 14 61 440 49.154 6.21 1.06 0.79 1.25 1.03 Significant 0.016 VHAVIGVLMDDTDPLVTVMK 6 24430151 2xTMT6plex [N-Term; K20] 1.202 100 3.642028809 30.8 0 2611.460337 3 871.1588745 0.663619176 0.000577672 103.4766894AICTEAGLMALR 4 24430151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.117 1.091 3.68560195 62.33 0 1534.828285 2 767.9173584 -0.550715108 -0.000422627 72.45630089AVANQTSATFLR 4 24430151 1xTMT6plex [N-Term] 1.095 1.191 4.402022362 58.88 0 1507.843007 2 754.4245605 -0.77109901 -0.000581348 47.99735544VAEEHAPSIVFIDEIDAIGTK 8 24430151 2xTMT6plex [N-Term; K21] 0.971 0.507 4.035150528 21.64 0 2712.486018 3 904.8331909 -0.36805207 -0.000332779 96.18000473GVILYGPPGTGK 24 24430151 2xTMT6plex [N-Term; K12] 1.568 1.174 1.019 3.675203562 47.47 0 1616.977599 2 808.9927979 0.445171983 0.000359917 57.29599323ESVELPLTHPEYYEEMGIKPPK 2 24430151 3xTMT6plex [N-Term; K19; K22] 1.818122029 1.81 0 3273.768413 4 819.1965942 -1.180861438 -0.000966467 70.01722089NQEQMKPLEEK 2 24430151 3xTMT6plex [N-Term; K6; K11] 1.45 2.941062689 16.68 0 2061.161737 3 687.7260742 0.937619895 0.000644195 41.21528871SKENVLYK 4 24430151 3xTMT6plex [N-Term; K2; K8] 0.908 0.827 3.285755157 14.93 1 1668.029918 3 556.6809082 -1.047265763 -0.00058229 46.59048544MTLADDVTLDDLIMAK 2 24430151 2xTMT6plex [N-Term; K16] 1.878098845 15.89 0 2223.201663 2 1112.102783 -1.517326928 -0.001686662 101.0890975LPLVTPHTQCR 3 24430151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.704 1.337 3.140674353 36.56 0 1550.867448 3 517.6279297 1.152698448 0.000595894 40.33722099KIEFPLPDEK 4 24430151 3xTMT6plex [N-Term; K1; K10] 100 0.532 2.451390028 14.78 1 1903.150762 3 635.0545044 -0.946644082 -0.000600535 63.56415677IETLDPALIRPGR 2 24430151 1xTMT6plex [N-Term] 100 1.783787847 3.65 0 1680.00057 3 560.671814 0.189449062 0.000106092 68.30745799TMLELLNQLDGFDSR 4 24430151 1xTMT6plex [N-Term] 1.724568486 3.98 0 1981.026193 2 991.0161743 -0.565659955 -0.000560294 113.1463744VIMATNR 4 24430151 1xTMT6plex [N-Term] 1.144 1.096 2.463630438 30.76 0 1033.602566 2 517.3053589 0.846537602 0.000437492 35.765228474503139 CTSB cathepsin B isoform 1 preproprotein 1508 NP_001899.1 32.15339233 1 9 9 62 339 37.797 6.3 0.59 0.59 0.81 0.66 Significant 0.012 SGVYQHVTGEMMGGHAIR 8 4503139 1xTMT6plex [N-Term] 0.519 0.563 0.978 6.725152016 74.33 0 2159.068743 4 540.5222168 -0.789957478 -0.000426393 44.06934794GQDHCGIESEVVAGIPR 13 4503139 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.566 0.507 100 5.080700397 57.12 0 2053.033404 3 685.0151367 -1.240410285 -0.000848868 53.04366066HYGYNSYSVSNSEK 6 4503139 2xTMT6plex [N-Term; K14] 0.483 0.823 0.941 5.376674652 43.98 0 2093.034004 3 698.3486328 -1.270415337 -0.000886341 37.77333111QDKHYGYNSYSVSNSEK 7 4503139 3xTMT6plex [N-Term; K3; K17] 1.034 1.841 0.977 3.681237459 10.48 1 2693.37742 3 898.4645386 0.609982338 0.000547638 36.34177994ICEPGYSPTYK 4 4503139 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 0.675 0.63 3.625589609 27.18 0 1772.929329 2 886.9667969 -1.698618186 -0.001505765 49.61744886EQWPQCPTIK 6 4503139 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.631 0.669 0.567 3.451078176 40.3 0 1744.945647 2 872.9766846 0.255057013 0.00022253 51.84424375DIMAEIYK 7 4503139 2xTMT6plex [N-Term; K8] 0.733 0.75 1.649 3.326732874 45.66 0 1440.817259 2 720.911499 -1.067063235 -0.000768722 75.74834373LPASFDAR 10 4503139 1xTMT6plex [N-Term] 0.562 0.52 0.625 3.086221933 32.4 0 1105.620325 2 553.3135376 -0.475836665 -0.000263047 49.5082916DQGSCGSCWAFGAVEAISDR 1 4503139 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 1.022800922 0 2402.070259 2 1201.538208 -0.4662871 -0.000560027 93.0661409568160937 TRIM25 E3 ubiquitin/ISG15 ligase TRIM25 7706 NP_005073.2 30 1 14 14 62 630 70.928 8.09 0.77 0.81 0.64 0.74 Significant 0.0048 VILDYNTAHNK 8 68160937 2xTMT6plex [N-Term; K11] 0.982 1.054 4.088370323 45.42 0 1745.99504 3 582.6698608 -0.006225945 -3.62E-06 43.46022804ALLDASETTSTR 6 68160937 1xTMT6plex [N-Term] 0.699 0.683 0.667 3.951886892 60.52 0 1493.800868 2 747.4041748 0.13755473 0.00010274 41.17113743ASAPSPNAQVACDHCLK 2 68160937 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C12; C15] 0.634 5.055011272 40.05 0 2284.157842 3 762.057251 -0.281145331 -0.00021406 40.5630546GIHQSTIDLK 2 68160937 2xTMT6plex [N-Term; K10] 0.635 3.273822069 47.72 0 1569.936463 3 523.9838257 0.293706651 0.0001537 43.78808585KVEQLQQEYTEMK 4 68160937 3xTMT6plex [N-Term; K1; K13] 0.837 1.031 5.638456821 34.58 1 2341.304044 3 781.1071777 1.254058879 0.000978711 60.35511473KPPPVPALPSK 8 68160937 3xTMT6plex [N-Term; K1; K11] 0.6 0.628 0.557 4.640883446 48.08 0 1818.182002 3 606.7325439 0.592028706 0.000358805 48.17347762QAGLEAAAK 10 68160937 2xTMT6plex [N-Term; K9] 0.812 0.842 1.056 4.281806469 53.18 0 1316.793821 2 658.9000244 -0.796724482 -0.000524561 35.92316836RDEFEFLEK 6 68160937 2xTMT6plex [N-Term; K9] 0.878 0.979 0.868 3.616297722 28.88 1 1670.915393 3 557.6432495 -0.11824946 -6.59E-05 69.05919045VALSECYTVASVAEMPQNYRPHPQR 2 68160937 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.632 4.24053669 7.35 0 3132.555639 4 783.8952026 1.066881888 0.000835517 67.99263669EPPADVWTPPAR 4 68160937 1xTMT6plex [N-Term] 0.769 0.795 3.436301231 31.31 0 1564.832108 2 782.9188232 -1.110838419 -0.000869138 53.00623984KSEIQTLKEEIEQSLTK 2 68160937 4xTMT6plex [N-Term; K1; K8; K17] 0.739 2.639988422 1.35 2 2920.737654 4 730.9396362 -0.321596198 -0.000234825 100.5106528NTVLCNVVEQFLQADLAR 2 68160937 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.162149429 0 2319.232831 2 1160.119629 -0.366628778 -0.000425149 110.5646822GIHYWEVELQK 2 68160937 2xTMT6plex [N-Term; K11] 1.449408412 3.74 0 1860.04199 2 930.5183105 -6.798688587 -0.006322923 62.22348334LPTFGAPEQLVDLK 4 68160937 2xTMT6plex [N-Term; K14] 0.222 0.665 1.202892184 5.66 0 1986.167585 2 993.5874634 0.032966912 3.27E-05 91.63578739145275189 C1orf116 specifically androgen-regulated gene protein isoform 1 79098 NP_076427.2 27.78702163 1 10 10 48 601 63.925 8.62 0.89 0.95 0.87 0.9 Significant 0.00071 HTEAAPGDSGLISCSLQEQR 4 145275189 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.153 1.299 5.285919666 62.89 0 2385.166602 3 795.7271118 0.075419981 6.00E-05 50.98974677AQHLSPAPGLAQPAAPAQASAAIPAAGK 4 145275189 2xTMT6plex [N-Term; K28] 1.293 100 5.150170326 44.08 0 3020.704559 3 1007.571716 -1.311907253 -0.001320961 54.12994944LAPEPEKEQVSQSSQPR 4 145275189 2xTMT6plex [N-Term; K7] 1.006 1.094 3.986783743 38.24 1 2368.287259 3 790.100647 0.054498443 4.30E-05 45.2807037ECLLFLEETIGSLDTEADSGLSTDESEPATTPR 10 145275189 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.054 100 4.41160965 33.17 0 3812.810905 4 953.9584961 0.327704423 0.000312369 107.4240731LADLEQEQSSK 2 145275189 2xTMT6plex [N-Term; K11] 1.176 4.066048622 56.56 0 1705.93725 2 853.4719849 -0.326690467 -0.000278657 55.31416831KLPPNIVLK 4 145275189 3xTMT6plex [N-Term; K1; K9] 0.888 4.439673424 37.16 1 1709.165624 3 570.3939819 1.034815326 0.000589557 65.42876387DFAGIQVGK 6 145275189 2xTMT6plex [N-Term; K9] 0.426 0.922 1.343 3.417208672 44.12 0 1392.825121 2 696.914978 -1.75328207 -0.001221008 55.26443567ALAQAPAPAPGPAQGPLPMK 6 145275189 2xTMT6plex [N-Term; K20] 1.819719195 10.25 0 2341.346628 3 786.444458 -9.63905151 -0.007574179 47.10436852DKLPRPPCVSVK 2 145275189 3xTMT6plex [N-Term; K2; K12]; 1xCarbamidomethyl [C8] 0.383 3.221491814 10.1 1 2083.266477 4 521.5722656 0.362694839 0.000188898 42.6302335ALAQAPAPAPGPAQGPLPMK 2 145275189 2xTMT6plex [N-Term; K20]; 1xOxidation [M19] 0.927 2.738528967 28.27 0 2357.341543 3 786.444458 -9.63905151 -0.007574179 47.10436852



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms AKETVSTR 4 145275189 2xTMT6plex [N-Term; K2] 0.4 0.436 0.581 2.063114166 6.38 1 1349.815285 3 450.6100159 0.155085977 6.98E-05 29.276089924504981 LGALS1 galectin-1 3956 NP_002296.1 76.2962963 1 8 8 179 135 14.706 5.5 0.91 0.94 0.9 0.92 Significant 0.00017 DSNNLCLHFNPR 38 4504981 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.913 0.892 0.802 4.989067078 62.81 0 1715.848503 3 572.6155396 -9.580156769 -0.005479366 44.66631897LNLEAINYMAADGDFK 41 4504981 2xTMT6plex [N-Term; K16] 0.905 0.912 4.048577785 53.98 0 2243.178226 3 748.3983765 1.047876849 0.000783525 99.67067337EAVFPFQPGSVAEVCITFDQANLTVK 4 4504981 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C15] 1.11 3.546753168 31.26 0 3325.754271 3 1109.256348 0.065879416 7.30E-05 100.6734569FNAHGDANTIVCNSK 20 4504981 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 1.444 1.437 1.392 5.506313801 53.19 0 2106.080243 3 702.6983643 0.140684781 9.88E-05 54.04756074DGGAWGTEQR 8 4504981 1xTMT6plex [N-Term] 1.226 1.376 0.918 4.155816078 65.15 0 1305.638494 2 653.3218994 -1.51005189 -0.000985791 36.37611918SFVLNLGK 23 4504981 2xTMT6plex [N-Term; K8] 0.878 0.967 0.791 3.984275579 51.36 0 1335.840043 2 668.4248047 1.713884092 0.001144738 80.38444691LNLEAINYMAADGDFK 6 4504981 2xTMT6plex [N-Term; K16]; 1xOxidation [M9] 1.656209946 10 0 2259.173141 3 748.3983765 1.047876849 0.000783525 99.67067337LPDGYEFK 26 4504981 2xTMT6plex [N-Term; K8] 0.823 0.811 0.756 3.251029491 39.94 0 1426.798238 2 713.9023438 -0.579696539 -0.000413555 69.11456888GEVAPDAK 13 4504981 2xTMT6plex [N-Term; K8] 1.003 0.776 100 3.06091857 42.44 0 1244.725073 2 622.866272 0.156046758 9.71E-05 29.605131564506189 PSMA7 proteasome subunit alpha type-7 5688 NP_002783.1 55.64516129 1 12 12 76 248 27.87 8.46 1.12 1.09 1.18 1.13 Significant 0.00055 KICALDDNVCMAFAGLTADAR 12 4506189 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C3; C10] 0.832 0.835 3.745 6.008970737 40.93 1 2770.409047 3 929.4743042 1.578036679 0.001465683 86.71440916LYQTDPSGTYHAWK 8 4506189 2xTMT6plex [N-Term; K14] 1.113 1.039 0.979 4.355134487 44.16 0 2125.111861 3 709.0422363 0.138855926 9.84E-05 49.78402376KICALDDNVCMAFAGLTADAR 4 4506189 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C3; C10]; 1xOxidation [M11] 1.063 4.41585207 45.16 1 2786.403962 3 929.4743042 1.578036679 0.001465683 86.71440916AITVFSPDGHLFQVEYAQEAVK 4 4506189 2xTMT6plex [N-Term; K22] 1.222 100 4.371357918 26.17 0 2907.565665 3 969.8586426 -1.475676259 -0.001430209 95.13089871ICALDDNVCMAFAGLTADAR 2 4506189 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C9] 0.983 3.759127378 45.64 0 2413.151152 3 805.0540161 -1.515549555 -0.001219083 98.28281327DIVVLGVEK 6 4506189 2xTMT6plex [N-Term; K9] 1.692 1.241 1.35 4.407051563 57.16 0 1429.903037 2 715.4549561 -0.281061453 -0.000200945 66.49554841ALLEVVQSGGK 10 4506189 2xTMT6plex [N-Term; K11] 1.41 1.039 100 3.253608704 45.6 0 1558.956864 2 779.9790649 -3.855480114 -0.003005264 60.45213471GSTAVGVR 6 4506189 1xTMT6plex [N-Term] 1.412 1.275 1.18 2.951016426 53.03 0 975.5784599 2 488.2926941 -0.35704602 -0.000174163 21.22812557NIELAVMR 4 4506189 1xTMT6plex [N-Term] 1.046 0.888 3.26039052 49.92 0 1174.681545 2 587.8435059 -1.540503686 -0.000904801 56.90481326ILNPEEIEK 6 4506189 2xTMT6plex [N-Term; K9] 0.723 1.075 1.071 2.897813082 25.31 0 1542.91433 2 771.9604492 -0.459165156 -0.000354226 56.02047028LTVEDPVTVEYITR 6 4506189 1xTMT6plex [N-Term] 2.356 2.330137968 21.96 0 1864.02651 2 932.5157471 -1.229966077 -0.001146345 72.24066282NYTDEAIETDDLTIK 4 4506189 2xTMT6plex [N-Term; K15] 2.253936768 17.81 0 2199.14328 2 1100.075562 0.257680743 0.000283338 67.04466104YVAEIEK 4 4506189 2xTMT6plex [N-Term; K7] 1.017 1.101 3.441994429 37.8 0 1309.776774 2 655.3915405 -0.740481379 -0.000484933 45.15969795221316630 COPB1 coatomer subunit beta 1315 NP_001137533.1 20.67156348 1 14 14 61 953 107.074 6.05 1.06 1.32 1.06 1.15 Significant 0.0057 SIFGEDALANVSIEKPIHQGPDAAVTGHIR 4 221316630 2xTMT6plex [N-Term; K15] 0.782 100 3.708237648 20.99 0 3600.95385 5 720.9995117 4.055159927 0.002920489 70.28007385VTVNTNMVDLNDYLQHILK 5 221316630 2xTMT6plex [N-Term; K19] 1.586 2.629334688 32.52 0 2688.479493 3 896.8312378 -0.123717177 -0.00011087 103.375154LLHEMILVCDAYR 7 221316630 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.944 0.834 3.8142519 38.95 0 1861.986577 3 621.3334961 -0.344701061 -0.000213943 81.16391871KEAADPLASK 2 221316630 3xTMT6plex [N-Term; K1; K10] 1.029 3.215598583 30.27 1 1717.046297 3 573.0200806 -0.354137674 -0.00020269 42.9692085LVEKPSPLTLAPHDFANIK 4 221316630 3xTMT6plex [N-Term; K4; K19] 0.01 0.522 3.552093744 16.37 0 2777.653248 4 695.1669312 -2.647123298 -0.001838198 67.69668195AAAQCYIDLIIK 6 221316630 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 100 100 100 2.377026558 21.88 0 1837.065763 2 919.036438 -0.088828305 -8.16E-05 97.71750198EDIQSVMTEIR 4 221316630 1xTMT6plex [N-Term] 100 1.955245972 29.42 0 1549.809324 2 775.4078979 -0.519064862 -0.000402226 60.79456189YVALVQEK 6 221316630 2xTMT6plex [N-Term; K8] 1.724 1.805 2.809 3.875656366 44.93 0 1407.861173 2 704.4329224 -1.849964676 -0.001302247 48.2147739SLGEIPIVESEIK 6 221316630 2xTMT6plex [N-Term; K13] 0.282 100 1.67236042 13.5 0 1872.109401 2 936.5580444 -0.314529061 -0.000294416 78.67386011DLQHPNEFIR 2 221316630 1xTMT6plex [N-Term] 1.033 3.109848261 28.99 0 1497.801142 3 499.938446 -0.238686715 -0.000119168 48.14362338EAELLEPLMPAIR 4 221316630 1xTMT6plex [N-Term] 100 2.040449142 9.16 0 1710.966159 2 855.9870605 0.400810821 0.000342887 95.99559935VLSTPDLEVR 6 221316630 1xTMT6plex [N-Term] 0.01 1.869062066 12.93 0 1357.788846 2 679.3972168 -1.244240777 -0.000844708 54.79229859VLQDLVMDILR 2 221316630 1xTMT6plex [N-Term] 1.331990838 9.22 0 1543.907916 2 772.4570923 -0.652681211 -0.00050384 112.8795225EAGELKPEEEITVGPVQK 3 221316630 3xTMT6plex [N-Term; K6; K18] 1.298928022 3.88 0 2640.506308 3 880.8391724 -1.266662437 -0.001114877 52.37992255031703 G3BP1 ras GTPase-activating protein-binding protein 1 10146 NP_005745.1 32.1888412 1 10 11 91 466 52.132 5.52 1.52 1.56 1.47 1.52 Significant 0.00029 EAGEQGDIEPR 24 5031703 1xTMT6plex [N-Term] 1.691 1.692 1.457 4.400251389 72.91 0 1429.712053 2 715.3596191 -0.063571367 -4.54E-05 26.9525283LPNFGFVVFDDSEPVQK 12 5031703 2xTMT6plex [N-Term; K17] 1.357 1.735 1.904 3.2175107 41.8 0 2396.290219 3 799.434021 -1.130523213 -0.000903021 100.916156HPDSHQLFIGNLPHEVDK 8 5031703 2xTMT6plex [N-Term; K18] 1.457 1.669 5.932120323 44.63 0 2541.361427 4 636.0960693 0.401695619 0.000255213 47.4210393VPASQPRPESKPESQIPPQRPQR 24 5031703 2xTMT6plex [N-Term; K11] 1.493 1.416 1.44 5.307108402 0.1 0 3067.71652 5 614.3481445 -1.598597432 -0.000980809 32.03285334TFSWASVTSK 4 5031703 2xTMT6plex [N-Term; K10] 2.712120533 31.14 0 1571.883365 2 786.4449463 -0.476219732 -0.000374281 64.29247788VMEKPSPLLVGR 1 5031703 2xTMT6plex [N-Term; K4] 1.875 6.69 0 1784.086832 3 595.3671265 -0.003315684 -1.97E-06 61.19842QYYTLLNQAPDMLHR 4 5031703 1xTMT6plex [N-Term] 1.974 3.076357603 26.8 0 2092.084711 3 698.0341797 1.565549657 0.001091754 71.80383512FYVHNDIFR 3 5031703 1xTMT6plex [N-Term] 1.387 1.279 2.81888175 20.58 0 1439.7633 3 480.5925903 -0.057414928 -2.76E-05 67.70961766DFFQSYGNVVELR 8 5031703 1xTMT6plex [N-Term] 0.604 100 100 2.00692749 18.29 0 1802.927465 2 901.9620361 -5.917772391 -0.005334657 75.46567699SSSPAPADIAQTVQEDLR 2 5031703 1xTMT6plex [N-Term] 1.395954013 0 2114.092692 2 1057.548584 -1.324805322 -0.001400381 71.05284101SELKDFFQSYGNVVELR 1 5031703 2xTMT6plex [N-Term; K4] 1.43832159 1 2489.344045 3 830.4525757 -0.350055759 -0.00029047 90.9932948125777612 PSMD3 26S proteasome non-ATPase regulatory subunit 3 5709 NP_002800.2 27.71535581 1 14 14 79 534 60.939 8.44 1.17 1.18 1.24 1.2 Significant 0.00033 AIQLEYSEAR 12 25777612 1xTMT6plex [N-Term] 1.089 1.043 1.238 4.51313448 58.86 0 1408.76336 2 704.8858032 0.688494136 0.000484963 60.6522819EEAATGGGSTGEADGK 12 25777612 2xTMT6plex [N-Term; K16] 1.489 1.528 1.143 4.126571655 70.58 0 1894.939435 2 947.9713135 -2.155623974 -0.002042388 33.62609575DGVIEASINHEK 4 25777612 2xTMT6plex [N-Term; K12] 1.04 1.216 4.058195114 37.78 0 1769.979784 3 590.6636353 -1.938682189 -0.001143809 43.41363215EQQDLEFAK 4 25777612 2xTMT6plex [N-Term; K9] 1.121 1.122 4.241186142 48.2 0 1565.857544 2 783.432373 -0.047377394 -3.71E-05 46.20230433ISLADIAQK 5 25777612 2xTMT6plex [N-Term; K9] 1.712 100 4.195736885 47.04 0 1416.882636 2 708.9440308 -1.306661903 -0.000925693 67.97934063ELDTVTLEDIKEHVK 3 25777612 3xTMT6plex [N-Term; K11; K15] 0.628 3.387432337 16.35 1 2456.421516 4 614.8599243 -1.485463448 -0.000912231 69.85706572DFLLPFLEEPMDTEADLQFRPR 6 25777612 1xTMT6plex [N-Term] 100 2.068549156 16.76 0 2908.475246 3 970.1624146 -0.878682966 -0.000851876 115.1645841EMIDIYSTR 6 25777612 1xTMT6plex [N-Term] 1.085 1.491 1.971 3.432276249 46.19 0 1356.703068 2 678.8554688 0.43708901 0.0002965 56.97236344ALDLVAAK 6 25777612 2xTMT6plex [N-Term; K8] 1.498 0.813 1.23 3.100020885 42.65 0 1258.813494 2 629.9107666 0.605644227 0.000381197 52.96013389ELDTVTLEDIK 4 25777612 2xTMT6plex [N-Term; K11] 100 0.979 2.248634577 29.95 0 1733.993703 2 867.4980469 -2.817501582 -0.002442765 69.28410416ISDDLMQK 4 25777612 2xTMT6plex [N-Term; K8] 1.623 1.993 3.130213976 46.26 0 1407.791772 2 704.3998413 0.450078769 0.000316809 59.22897748LQLDSPEDAEFIVAK 5 25777612 2xTMT6plex [N-Term; K15] 1.494517207 7.04 0 2133.184357 2 1067.093628 -2.052129536 -0.002188785 77.86415028VYEFLDK 4 25777612 2xTMT6plex [N-Term; K7] 1.194 100 2.725709677 15.14 0 1371.792424 2 686.399292 -0.814259946 -0.000558498 81.81175598MISLSYSR 4 25777612 1xTMT6plex [N-Term] 100 0.851 2.012048721 23.54 0 1185.64991 2 593.3282471 -0.584227578 -0.000346345 48.441624494504517 HSPB1 heat shock protein beta-1 3315 NP_001531.1 81.46341463 1 12 12 102 205 22.768 6.4 0.69 0.58 0.59 0.62 Significant 0.0032 VSLDVNHFAPDELTVK 12 4504517 2xTMT6plex [N-Term; K16] 0.555 0.666 0.424 3.760309696 46.51 0 2242.248354 3 748.0858154 -2.435493342 -0.001820327 69.42386492AQLGGPEAAK 5 4504517 2xTMT6plex [N-Term; K10] 0.503 0.512 4.233282566 48.77 0 1399.830935 2 700.4194946 0.555465516 0.000388779 35.80201231KYTLPPGVDPTQVSSSLSPEGTLTVEAPMPK 4 4504517 3xTMT6plex [N-Term; K1; K31] 0.886 0.01 2.631895065 18.04 1 3914.143967 4 979.2890625 -2.439097816 -0.002386745 74.10288312QLSSGVSEIR 9 4504517 1xTMT6plex [N-Term] 0.755 0.759 4.203203678 63 0 1304.737145 2 652.8720703 -0.215503177 -0.000140587 46.72775064LATQSNEITIPVTFESR 8 4504517 1xTMT6plex [N-Term] 0.401 1.479 0.203 3.467451096 39.77 0 2135.154564 2 1068.079468 -1.36064769 -0.001452597 75.39182531TKDGVVEITGK 16 4504517 3xTMT6plex [N-Term; K2; K11] 0.443 0.395 0.469 4.63835144 28.76 1 1834.125275 3 612.0467529 0.234710828 0.000143496 42.80501711LFDQAFGLPR 19 4504517 1xTMT6plex [N-Term] 0.862 0.582 1.131 4.236218929 47.42 0 1392.783701 2 696.8949585 -0.761875524 -0.000530564 75.09739755DGVVEITGK 8 4504517 2xTMT6plex [N-Term; K9] 0.804 0.801 0.831 4.22599268 47.33 0 1375.819702 2 688.4094238 -5.909672423 -0.004065322 44.48414948KYTLPPGVDPTQVSSSLSPEGTLTVEAPMPK 3 4504517 3xTMT6plex [N-Term; K1; K31]; 1xOxidation [M29] 100 1.737867475 2.44 1 3930.138882 4 979.2890625 -2.439097816 -0.002386745 74.10288312SDETAAK 6 4504517 2xTMT6plex [N-Term; K7] 0.522 0.748 100 2.977975845 38 0 1179.662138 2 590.3345947 -0.191280933 -0.000112823 27.22975983LPEEWSQWLGGSSWPGYVRPLPPAAIESPAVAAPAYSR 2 4504517 1xTMT6plex [N-Term] 1.899546862 4.23 0 4322.223593 4 1081.309448 -1.765223637 -0.001907423 101.4275316GPSWDPFR 8 4504517 1xTMT6plex [N-Term] 1.15 0.86 0.9 2.699232578 27.84 0 1190.615574 2 595.810791 -1.065187436 -0.000634114 72.24237558QDEHGYISR 2 4504517 1xTMT6plex [N-Term] 1.408655524 5.38 0 1333.669794 2 667.3391724 0.95540633 0.000637098 21.9149513613569962 RAB1B ras-related protein Rab-1B 81876 NP_112243.1 66.16915423 1 4 12 92 201 22.157 5.73 1.35 1.38 1.02 1.25 Significant 0.0084 GAHGIIVVYDVTDQESYANVK 10 13569962 2xTMT6plex [N-Term; K21] 1.202 1.211 3.867734909 33.07 0 2736.460866 3 912.8232422 -2.080207896 -0.001897469 60.3303377EFADSLGIPFLETSAK 12 13569962 2xTMT6plex [N-Term; K16] 0.648 1.658 4.256291389 63.71 0 2183.200007 3 728.4047241 -0.177609343 -0.000129252 95.53944884LLIIGDSGVGK 16 13569962 2xTMT6plex [N-Term; K11] 1.245 1.279 1.206 3.92585659 52.68 0 1529.9667 2 765.4867554 -0.304645724 -0.000233049 82.80666899FADDTYTESYISTIGVDFK 6 13569962 2xTMT6plex [N-Term; K19] 1.335 1.135 1.707 4.299939156 28.17 0 2630.327786 3 877.4492188 2.021459085 0.001772367 94.54809241LQIWDTAGQER 64 13569962 1xTMT6plex [N-Term] 1.503 1.383 1.259 3.509291172 38.51 0 1545.822272 2 773.4157715 1.290341578 0.000997319 52.93626792KVVDNTTAK 6 13569962 3xTMT6plex [N-Term; K1; K9] 0.992 1.07 0.996 3.69635582 34.29 1 1663.035732 3 555.0162964 -0.839398587 -0.000465317 30.98149983MGPGAASGGERPNLK 2 13569962 2xTMT6plex [N-Term; K15] 0.606 2.683303595 18.78 0 1900.047486 3 634.0209961 0.499298705 0.00031623 39.81535459QWLQEIDR 8 13569962 1xTMT6plex [N-Term] 1.978 100 1.565 3.18134594 37.98 0 1316.716016 2 658.8616333 -0.019653773 -1.29E-05 68.58052679YASENVNK 8 13569962 2xTMT6plex [N-Term; K8] 1.534 1.525 1.485 3.860823154 41.99 0 1382.768 2 691.8876343 -0.006172628 -4.27E-06 31.3774086VVDNTTAK 4 13569962 2xTMT6plex [N-Term; K8] 1.432 1.237 2.919525623 40.46 0 1305.777837 2 653.3928833 0.500147532 0.000326541 31.154116TITSSYYR 6 13569962 1xTMT6plex [N-Term] 1.426 1.376 0.67 3.533387899 34.53 0 1219.652019 2 610.328125 -2.496835125 -0.001522635 35.99153246TIELDGK 6 13569962 2xTMT6plex [N-Term; K7] 1.244 1.655 1.125 2.812875271 37.97 0 1233.745474 2 617.3762207 -0.250775996 -0.000154697 43.77686366108773784 ABCE1 ATP-binding cassette sub-family E member 1 6059 NP_001035809.1 29.54924875 1 13 13 62 599 67.271 8.34 0.95 1.43 1.55 1.31 Significant 0.019 NVEDLSGGELQR 4 108773784 1xTMT6plex [N-Term] 0.745 1.679 4.282520771 57.89 0 1545.807016 2 773.4071045 -0.053787843 -4.16E-05 48.57184236LKPDEGGEVPVLNVSYKPQK 3 108773784 4xTMT6plex [N-Term; K2; K17; K20] 100 100 1.719207168 1.93 0 3113.838037 4 779.215271 0.390847038 0.000304259 67.54612985VAETANEEEVKK 6 108773784 3xTMT6plex [N-Term; K11; K12] 1.773 1.52 1.425 3.93556881 31.56 1 2034.168596 3 678.7213745 -9.353209404 -0.006342002 37.81652574GSELQNYFTK 6 108773784 2xTMT6plex [N-Term; K10] 1.37 100 1.761 2.972708225 36.2 0 1644.899743 2 822.9526978 -0.987246909 -0.000811961 60.0659683DAYTHPQFVTDVMKPLQIENIIDQEVQTLSGGELQR 4 108773784 2xTMT6plex [N-Term; K14] 100 2.190066338 3.74 0 4571.385598 4 1143.601196 -0.578083755 -0.000660661 104.2628157GTVGSILDR 6 108773784 1xTMT6plex [N-Term] 1.26 1.379 1.49 3.672876358 64.56 0 1146.668003 2 573.8378296 0.330941202 0.00018974 45.26090938LCIEVTPQSK 4 108773784 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 100 2.842032433 32.09 0 1632.939499 2 816.9733276 -0.07398104 -6.04E-05 51.03716417VIVFDGVPSK 6 108773784 2xTMT6plex [N-Term; K10] 5.008 100 2.668620586 34.22 0 1518.929586 2 759.9681396 -0.384345088 -0.000291897 68.17485152AIIKPQYVDQIPK 6 108773784 3xTMT6plex [N-Term; K4; K13] 1.035 100 1.299 2.46586895 11.45 0 2200.367237 3 734.1281738 1.241467483 0.000910561 60.14469715YDDPPDWQEILTYFR 4 108773784 1xTMT6plex [N-Term] 1.41 1.761 1.863134027 9.97 0 2187.059601 2 1094.030151 -3.006340395 -0.003287523 108.5210495DASLVFK 6 108773784 2xTMT6plex [N-Term; K7] 100 1.044 2.053 3.035494328 33.95 0 1237.755645 2 619.3811035 -0.577310031 -0.000357284 54.02210282ADIFMFDEPSSYLDVK 4 108773784 2xTMT6plex [N-Term; K16] 100 1.759350777 14.37 0 2335.193207 2 1168.099365 -0.750705014 -0.000876521 99.45142823ILEDDLK 3 108773784 2xTMT6plex [N-Term; K7] 1.435 100 2.800420523 35.8 0 1303.787339 2 652.3978271 0.796691948 0.000519358 60.2378443829826335 EIF2S2 eukaryotic translation initiation factor 2 subunit 2 isoform 1 8894 NP_003899.2 40.84084084 1 12 12 60 333 38.364 5.8 1.08 1.02 1.15 1.09 Significant 0.0012 EVEPEPTEDKDLEADEEDTR 14 29826335 2xTMT6plex [N-Term; K10] 1.069 0.949 1.151 5.488481522 43.58 1 2804.336178 3 935.4491577 -1.161838404 -0.001086062 46.16181561IFDIDEAEEGVK 8 29826335 2xTMT6plex [N-Term; K12] 1.089 100 2.031 4.677771091 68.15 0 1822.983866 2 911.994751 -0.900115961 -0.000820448 92.26012095IESDVQEPTEPEDDLDIMLGNK 6 29826335 2xTMT6plex [N-Term; K22] 100 2.66 3.041249752 25.48 0 2945.470169 3 982.4943848 -0.532377867 -0.000522701 89.76319241KIFDIDEAEEGVK 4 29826335 3xTMT6plex [N-Term; K1; K13] 1.006 0.915 5.128186703 34.85 1 2180.241761 3 727.4188232 0.071224469 5.18E-05 72.04300202TSFVNFTDICK 4 29826335 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 100 2.714686155 41.61 0 1789.955878 2 895.4797974 -1.988676638 -0.001779822 79.99088985DYTYEELLNR 6 29826335 1xTMT6plex [N-Term] 1.164 0.997 3.777516842 40.47 0 1544.779404 2 772.8932495 -0.117438491 -9.07E-05 71.55748517EKNPDMVAGEK 2 29826335 3xTMT6plex [N-Term; K2; K11] 1.098 3.472260952 14.6 1 1905.071859 3 641.0264282 -1.063389393 -0.000680947 36.96696527SPDTILQK 2 29826335 2xTMT6plex [N-Term; K8] 1.348 3.504050016 48.28 0 1359.824787 2 680.4171143 1.591981295 0.001082408 49.91646006EYVTCHTCR 4 29826335 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 1.222 0.837 2.677396297 8.39 0 1454.671785 3 485.5615845 -1.089573639 -0.000528324 23.55375388EKNPDMVAGEK 2 29826335 3xTMT6plex [N-Term; K2; K11]; 1xOxidation [M6] 1.071 2.512439013 18.71 1 1921.066774 3 641.0264282 -1.063389393 -0.000680947 36.96696527FVMKPPQVVR 3 29826335 2xTMT6plex [N-Term; K4] 1.051 1.132 1.217 2.787305593 0 1659.018024 3 553.6780396 0.92890633 0.000513691 49.49631407DASDDLDDLNFFNQK 3 29826335 2xTMT6plex [N-Term; K15] 1.406149268 0 2215.091913 2 1108.047607 -1.794366286 -0.001987343 77.90468959CSVASIK 2 29826335 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 0.841 2.32656455 20.85 0 1222.722965 2 611.8651123 -0.01387937 -8.49E-06 41.90065009296317244 ESYT1 extended synaptotagmin-1 isoform 1 23344 NP_001171725.1 20.73608618 1 16 16 48 1114 123.925 5.78 1.87 2.24 1.25 1.79 Significant 0.025 GSSVDAPPRPCHTTPDSQFGTEHVLR 3 296317244 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.523 6.316440582 41.02 0 3077.506046 5 616.3078003 1.250728605 0.000769825 37.06240073KPHTESLELQVR 2 296317244 2xTMT6plex [N-Term; K1] 1.226 4.032080173 22.15 0 1895.111467 3 632.3751221 -0.345008235 -0.000217943 41.66453922GSNPHLQTFTFTR 2 296317244 1xTMT6plex [N-Term] 1.211 3.392508507 18.14 0 1734.912484 3 578.975769 0.155765152 9.01E-05 51.47134245LLAETVAPAVR 6 296317244 1xTMT6plex [N-Term] 100 100 100 3.634775162 45.7 0 1368.841216 2 684.9249268 0.993947003 0.000680278 57.18035339HLSPYATLTVGDSSHK 2 296317244 2xTMT6plex [N-Term; K16] 0.01 2.574147463 9.04 0 2171.186088 3 724.4005127 0.41299359 0.000298895 42.15694412QLLDDEEQLTAK 5 296317244 2xTMT6plex [N-Term; K12] 2.09347105 11 0 1861.031879 2 931.0178223 -1.886640841 -0.001755549 60.14124335ALTLGALTLPLAR 3 296317244 1xTMT6plex [N-Term] 1.554419875 11.65 0 1538.983129 2 769.9946899 -0.666815099 -0.000513109 85.3041898VELGEKPLR 2 296317244 2xTMT6plex [N-Term; K6] 1.174 2.323616266 1.65 0 1498.935734 3 500.3167114 -0.102367735 -5.11E-05 45.21789229GMQLHGVLR 5 296317244 1xTMT6plex [N-Term] 2.383 2.425 0.959 2.933922529 33 0 1239.719327 3 413.9105225 -1.86579102 -0.000771019 40.1169123KLDVSVK 2 296317244 3xTMT6plex [N-Term; K1; K7] 1.886 3.199730396 14.62 1 1475.976426 3 492.6635437 -0.236004097 -0.000116112 41.9626206ELPAWVSFPDVEK 7 296317244 2xTMT6plex [N-Term; K13] 1.835252047 9.72 0 1975.094085 2 988.0525513 1.893848546 0.001870265 86.04475999LTLWYYSEER 2 296317244 1xTMT6plex [N-Term] 100 1.749966502 8.17 0 1588.820875 2 794.9147339 0.828547421 0.000658207 78.17339136LLVPLVPDLQDVAQLR 3 296317244 1xTMT6plex [N-Term] 1.388 100 1.795459151 5.25 0 2018.221128 2 1009.612671 -1.517421992 -0.001531247 99.31811153GEGTGVLGSLSLPLSELLVADQLCLDR 2 296317244 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C24] 1.421341658 0 3041.639017 3 1014.549866 -1.306240487 -0.001324371 108.4122356FLGGLVK 1 296317244 2xTMT6plex [N-Term; K7] 100 1.876996398 13.89 0 1191.786551 2 596.3969116 -0.003874698 -2.31E-06 68.98449058ILYLDSSEICFPTVPGCPGAWDVDSENPQR 1 296317244 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C17] 0.948636889 0 3651.729699 3 1217.910889 -3.172911286 -0.003862205 96.13293377314122177 CALU calumenin isoform c precursor 813 NP_001186600.1 45.82043344 1 11 11 70 323 38.027 4.63 1 1.03 1.14 1.06 Significant 0.0016 GHDLNEDGLVSWEEYK 6 314122177 2xTMT6plex [N-Term; K16] 2.052 2.642 100 4.011956215 38.16 0 2349.176311 3 783.7301025 -0.237037471 -0.000185614 58.95489086EEIVDKYDLFVGSQATDFGEALVR 15 314122177 2xTMT6plex [N-Term; K6] 2.247 1.905 1.174 6.028128624 57.06 1 3159.661416 3 1053.892334 0.326906269 0.000344304 97.12717292DWILPSDYDHAEAEAR 10 314122177 1xTMT6plex [N-Term] 0.964 1.427 0.899 5.050711632 30.12 0 2117.013714 3 706.3436279 1.236155933 0.00087232 68.09917038EEFTAFLHPEEYDYMK 6 314122177 2xTMT6plex [N-Term; K16] 100 100 100 2.761716843 18.16 0 2507.220484 3 836.40625 -6.496221654 -0.005429153 79.42853819TFDQLTPEESK 4 314122177 2xTMT6plex [N-Term; K11] 1.339 1.494 3.085713148 48.21 0 1752.942001 2 876.9735107 -1.287313341 -0.001128293 53.61847943VHHEPQLSDK 4 314122177 2xTMT6plex [N-Term; K10] 0.858 0.886 3.334166527 33.89 0 1647.921875 3 549.9784546 -0.646098874 -0.000354907 31.67632866MADKDGDLIATK 6 314122177 3xTMT6plex [N-Term; K4; K12] 1.183 1.261 1.48 3.462075472 19.65 1 1965.129374 3 655.7140503 -0.903997018 -0.000592157 54.94128331DIVVQETMEDIDK 6 314122177 2xTMT6plex [N-Term; K13] 100 100 0.658 2.55729413 20.12 0 1993.056379 2 997.0245361 -7.317155966 -0.007291752 69.2839649WIYEDVER 4 314122177 1xTMT6plex [N-Term] 1.187 2.518 3.392725706 39.23 0 1338.689132 2 669.8480225 -0.271981087 -0.000182049 69.37144203EEFTAFLHPEEYDYMK 2 314122177 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 1.181137443 12.04 0 2523.215399 3 836.40625 -6.496221654 -0.005429153 79.42853819EQFVEFR 5 314122177 1xTMT6plex [N-Term] 1.051 0.576 0.921 2.95345664 39.5 0 1183.630889 2 592.3190308 -0.088225614 -5.22E-05 58.58529355IDGDKDGFVTVDELK 2 314122177 3xTMT6plex [N-Term; K5; K15] 100 100 2.033727169 1 2338.310903 3 780.1087036 0.2798173 0.0002181 67.697610934758988 RAB1A ras-related protein Rab-1A isoform 1 5861 NP_004152.1 57.56097561 1 3 11 96 205 22.663 6.21 1 1.02 1.1 1.04 Significant 0.00086 EFADSLGIPFLETSAK 12 4758988 2xTMT6plex [N-Term; K16] 0.648 1.658 4.256291389 63.71 0 2183.200007 3 728.4047241 -0.177609343 -0.000129252 95.53944884LLIIGDSGVGK 16 4758988 2xTMT6plex [N-Term; K11] 1.245 1.279 1.206 3.92585659 52.68 0 1529.9667 2 765.4867554 -0.304645724 -0.000233049 82.80666899GAHGIIVVYDVTDQESFNNVK 14 4758988 2xTMT6plex [N-Term; K21] 1.229 2.29 100 5.088516235 47.28 0 2763.471765 3 921.8284302 -0.371805013 -0.000342491 73.96000112FADDTYTESYISTIGVDFK 6 4758988 2xTMT6plex [N-Term; K19] 1.335 1.135 1.707 4.299939156 28.17 0 2630.327786 3 877.4492188 2.021459085 0.001772367 94.54809241LQIWDTAGQER 64 4758988 1xTMT6plex [N-Term] 1.503 1.383 1.259 3.509291172 38.51 0 1545.822272 2 773.4157715 1.290341578 0.000997319 52.93626792QWLQEIDR 8 4758988 1xTMT6plex [N-Term] 1.978 100 1.565 3.18134594 37.98 0 1316.716016 2 658.8616333 -0.019653773 -1.29E-05 68.58052679KVVDYTTAK 10 4758988 3xTMT6plex [N-Term; K1; K9] 0.976 1.003 1.085 3.715566635 42.08 1 1712.056133 2 856.531189 -0.602573883 -0.00051582 41.84133201YASENVNK 8 4758988 2xTMT6plex [N-Term; K8] 1.534 1.525 1.485 3.860823154 41.99 0 1382.768 2 691.8876343 -0.006172628 -4.27E-06 31.3774086VVDYTTAK 2 4758988 2xTMT6plex [N-Term; K8] 1.152 3.403191805 40.09 0 1354.798238 2 677.9022827 -0.700606397 -0.00047459 46.9684721TITSSYYR 6 4758988 1xTMT6plex [N-Term] 1.426 1.376 0.67 3.533387899 34.53 0 1219.652019 2 610.328125 -2.496835125 -0.001522635 35.99153246TIELDGK 6 4758988 2xTMT6plex [N-Term; K7] 1.244 1.655 1.125 2.812875271 37.97 0 1233.745474 2 617.3762207 -0.250775996 -0.000154697 43.7768636632483374 NOP56 nucleolar protein 56 10528 NP_006383.2 30.97643098 1 15 15 59 594 66.009 9.19 0.93 0.99 1.03 0.99 Significant 0.00087 EEPVSSGPEEAVGK 4 32483374 2xTMT6plex [N-Term; K14] 1.014 4.376235962 59.82 0 1872.995493 2 937.001709 0.345894452 0.000323929 47.1538522EVEEISLLQPQVEESVLNLGK 6 32483374 2xTMT6plex [N-Term; K21] 100 2.533605099 23.23 0 2811.575561 3 937.8618774 -1.594108244 -0.001493985 101.9621142IINDNATYCR 2 32483374 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.252 4.093918324 40.59 0 1468.741579 2 734.8734131 -1.38169856 -0.001014679 44.86690419IDCFSEVPTSVFGEK 4 32483374 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 100 3.107149363 29.38 0 2173.125128 2 1087.066895 0.637212502 0.000692371 83.48414471YPASTVQILGAEK 6 32483374 2xTMT6plex [N-Term; K13] 1.909 100 0.79 2.517035007 37.4 0 1835.067871 2 918.0357666 -1.969456788 -0.001807043 57.0408423LIAHAGSLTNLAK 4 32483374 2xTMT6plex [N-Term; K13] 1.301 0.751 3.751386881 20.14 0 1767.089275 3 589.7017822 0.859356519 0.000506187 60.54152455LEELTMDGAK 6 32483374 2xTMT6plex [N-Term; K10] 100 0.606 100 2.247060537 25.87 0 1564.865666 2 782.9361572 -0.401105915 -0.000313838 61.58722215LLLETHLPSK 6 32483374 2xTMT6plex [N-Term; K10] 1.499 0.802 0.977 2.4567132 19.97 0 1609.008899 3 537.0075073 -0.578397885 -0.000310216 60.02151449VVSLSEYR 2 32483374 1xTMT6plex [N-Term] 1.084 2.802174568 46.84 0 1181.672754 2 591.3399048 -0.187158151 -0.00011058 58.24473526LLLETHLPSKK 2 32483374 3xTMT6plex [N-Term; K10; K11] 0.769 2.921715975 11.6 1 1966.266794 4 492.3215027 -1.329152188 -0.000653367 57.09561316EAMVQAEEAAAEITR 4 32483374 1xTMT6plex [N-Term] 1.46224308 14.16 0 1847.937043 2 924.4713745 -0.850064978 -0.000785433 76.14330704LAQFIGNR 6 32483374 1xTMT6plex [N-Term] 100 0.941 0.857 2.334707499 23.67 0 1147.678508 2 574.3425293 -0.632822036 -0.000363138 54.70705539VLLGVGDPK 4 32483374 2xTMT6plex [N-Term; K9] 0.658 100 1.599841356 15.37 0 1355.866258 2 678.4358521 -1.350073008 -0.000915259 54.14486788LVAFCPFASSQVALENANAVSEGVVHEDLR 1 32483374 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.204930425 0 3458.757569 3 1153.588501 -1.913750872 -0.0022064 98.49997231KNLDVMK 2 32483374 3xTMT6plex [N-Term; K1; K7] 0.818 3.079798698 18.6 1 1534.959396 3 512.3252563 1.185616358 0.000606624 44.252904334506209 PSMC2 26S protease regulatory subunit 7 isoform 1 5701 NP_002794.1 36.48960739 1 14 14 61 433 48.603 5.95 1.11 1.06 1.14 1.1 Significant 0.00045 GVLLFGPPGTGK 10 4506209 2xTMT6plex [N-Term; K12] 1.168 100 0.825 3.774013758 49.88 0 1600.982685 2 800.994873 -0.134402609 -0.000107588 82.53844417IINADSEDPK 2 4506209 2xTMT6plex [N-Term; K10] 1.119 2.924594164 49.43 0 1559.868108 2 780.4384155 0.927074975 0.000723057 45.08019077ALDEGDIALLK 5 4506209 2xTMT6plex [N-Term; K11] 1.073 0.466 3.270168304 38.28 0 1615.967094 2 808.4875488 0.449858325 0.000363478 83.83770815EVVETPLLHPER 4 4506209 1xTMT6plex [N-Term] 1.096 4.203891754 37.38 0 1647.926737 3 549.9803467 -0.151669933 -8.33E-05 53.32352987IATEKDFLEAVNK 2 4506209 3xTMT6plex [N-Term; K5; K13] 0.694 3.072160006 19.94 1 2165.278481 3 722.4304199 -0.819554801 -0.000591521 81.79736073VIGSELVQK 6 4506209 2xTMT6plex [N-Term; K9] 1.194 1.884 1.548 3.177957296 46.24 0 1430.898286 2 715.9517212 -1.481997154 -0.001060294 50.8398094TMLELINQLDGFDPR 2 4506209 1xTMT6plex [N-Term] 2.183207273 28.88 0 1991.046928 2 996.026123 -0.983696678 -0.000979293 108.149363KINELTGIK 6 4506209 3xTMT6plex [N-Term; K1; K9] 1.427 1.076 1.109 4.136483192 27.35 1 1703.103417 3 568.3728027 0.256856466 0.000145818 51.66393916FVNLGIEPPK 4 4506209 2xTMT6plex [N-Term; K10] 1.733 2.997900248 32.08 0 1571.956136 2 786.4819946 0.367108089 0.000288539 83.08227917ESDTGLAPPALWDLAADK 2 4506209 2xTMT6plex [N-Term; K18] 2.098110199 19.48 0 2328.248748 2 1164.625122 -2.482706962 -0.00289018 86.48750079DFLEAVNK 6 4506209 2xTMT6plex [N-Term; K8] 1.596 100 3.290902376 39.9 0 1393.809137 2 697.4093018 1.571144547 0.001094938 64.4950887ACLIFFDEIDAIGGAR 2 4506209 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.54178381 17.81 0 1997.036364 2 999.0197144 -2.108934589 -0.00210581 106.8580382KIEFSLPDLEGR 6 4506209 2xTMT6plex [N-Term; K1] 0.613 0.284 100 3.063545227 25.89 1 1862.07877 3 621.3636475 -1.278446017 -0.000793522 68.90288895QVEDDIQQLLK 4 4506209 2xTMT6plex [N-Term; K11] 1.671705008 4.1 0 1787.031485 2 894.0181274 -1.402822059 -0.001253444 101.664586154759421 PRMT1 protein arginine N-methyltransferase 1 isoform 1 3276 NP_001527.3 39.08355795 1 12 12 68 371 42.434 5.35 1.88 1.88 1.74 1.83 Significant 0.00065 GQLCELSCSTDYR 8 154759421 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C8] 1.323 1.62 1.321 3.96641469 58.39 0 1817.83595 2 909.4209595 -0.719187387 -0.000653682 46.93646354GKVEEVELPVEK 6 154759421 3xTMT6plex [N-Term; K2; K12] 2.151 1.198 2.288 4.127269745 31.11 1 2043.230468 3 681.743042 -7.779628233 -0.005298524 49.67716796DYYFDSYAHFGIHEEMLK 4 154759421 2xTMT6plex [N-Term; K18] 0.942 4.375462532 30.2 0 2723.321595 4 681.585083 -1.135752294 -0.000773255 80.6170423KVIGIECSSISDYAVK 3 154759421 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C7] 1.35 5.914723396 50.14 1 2456.403758 3 819.4725342 -0.288564506 -0.000236277 70.54316103ATLYVTAIEDR 6 154759421 1xTMT6plex [N-Term] 1.387 0.813 100 3.054118633 34.2 0 1480.820875 2 740.9140015 -0.100235157 -7.42E-05 54.9800361EPLVDVVDPK 4 154759421 2xTMT6plex [N-Term; K10] 2.038 100 3.262595654 46.21 0 1568.92998 2 784.9677734 -1.0899626 -0.000855038 71.7316997QLVTNACLIK 6 154759421 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 2.292 100 100 3.278843641 48.53 0 1617.976219 2 809.4931641 1.750430548 0.001416078 59.32746DVAIKEPLVDVVDPK 4 154759421 3xTMT6plex [N-Term; K5; K15] 100 100 2.502990246 9.2 1 2324.40441 3 775.4720459 -1.215513392 -0.000941782 62.58296335EVDIYTVK 12 154759421 2xTMT6plex [N-Term; K8] 1.891 2.348 2.135 3.801253319 43.19 0 1424.840103 2 712.9232788 -0.576747391 -0.000410886 61.7714478VVLDVGSGTGILCMFAAK 3 154759421 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C13] 100 1.631456256 3.67 0 2296.280917 2 1148.642456 -1.428980488 -0.00164067 106.5173629ANKLDHVVTIIK 4 154759421 3xTMT6plex [N-Term; K3; K12] 1.51 2.598346949 9.12 1 2038.299157 4 510.3293457 -1.768198494 -0.000901029 57.11164644WLAPDGLIFPDR 8 154759421 1xTMT6plex [N-Term] 3.456 100 1.736 2.898572922 28.21 0 1628.899794 2 814.9526978 -1.02823525 -0.000837446 93.41053338960139298 EEF1D elongation factor 1-delta isoform 4 1936 NP_001304672.1 58.36575875 1 1 11 57 257 28.54 4.92 2.14 2.09 2.12 Non-Significant #N/A FEEHVQSVDIAAFNK 3 960139298 2xTMT6plex [N-Term; K15] 2.933 100 3.750022411 23.11 0 2192.175189 3 731.3964844 -0.131944291 -9.64E-05 69.83692986KLQIQCVVEDDKVGTDLLEEEITK 2 960139298 4xTMT6plex [N-Term; K1; K12; K24]; 1xCarbamidomethyl [C6] 100 3.891557693 23.8 2 3719.095844 4 930.5296021 0.197400969 0.000183538 95.85568663QSSGPGASSGTSGDHGELVVR 4 960139298 1xTMT6plex [N-Term] 2.142 2.088 8.090305328 89.61 0 2214.094817 3 738.7051392 2.731102761 0.00201564 29.5794632IASLEVENQSLR 8 960139298 1xTMT6plex [N-Term] 0.834 1.561 0.523 3.316690445 47.41 0 1587.890351 2 794.4486084 -0.258854854 -0.000205517 40.91087265SSILLDVKPWDDETDMAQLEACVR 3 960139298 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C22] 100 2.064123631 10.63 0 3249.65357 3 1083.887451 -1.775578304 -0.001923338 93.11657514ATAPQTQHVSPMR 4 960139298 1xTMT6plex [N-Term] 1.398 1.399 3.828348398 24.2 0 1652.87399 3 556.9610596 -0.167310363 -9.31E-05 19.76264985KLQIQCVVEDDK 2 960139298 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C6] 100 2.898474216 15.92 1 2162.245801 3 721.4188843 -1.71186734 -0.001233826 49.98674594LVPVGYGIR 6 960139298 1xTMT6plex [N-Term] 0.826 1.401 1.311 2.727860451 28.03 0 1202.74586 2 601.8760986 -0.78060911 -0.000469437 52.92072809GVVQELQQAISK 3 960139298 2xTMT6plex [N-Term; K12] 100 1.499357343 12.54 0 1758.052555 2 879.5282593 -1.884497311 -0.001656523 78.40887838



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms SIQLDGLVWGASK 9 960139298 2xTMT6plex [N-Term; K13] 100 2.235387564 17.12 0 1832.068205 2 916.5379028 0.176851529 0.000162002 75.82562881KPALVAK 9 960139298 3xTMT6plex [N-Term; K1; K7] 1.764 2.097 1.843 4.198227882 23.71 0 1413.976032 3 471.9967041 -0.334712401 -0.000157758 38.18265003ATAPQTQHVSPMR 4 960139298 1xTMT6plex [N-Term]; 1xOxidation [M12] 2.067 0.702 2.370640993 34.04 0 1668.868905 3 556.9610596 -0.167310363 -9.31E-05 19.762649854885381 HIST1H1B histone H1.5 3009 NP_005313.1 33.62831858 1 8 12 147 226 22.566 10.92 2.51 2.43 2.76 2.57 Significant 0.0015 ALAAGGYDVEK 25 4885381 2xTMT6plex [N-Term; K11] 2.53 2.551 2.361 4.973702908 70.46 0 1551.878279 2 776.442627 -0.194495763 -0.000150917 45.5701604KATGPPVSELITK 24 4885381 3xTMT6plex [N-Term; K1; K13] 2.667 2.14 1.878 5.475508213 42.79 1 2028.267188 3 676.7599487 -0.934417618 -0.00063175 54.64608839ATGPPVSELITK 16 4885381 2xTMT6plex [N-Term; K12] 2.152 100 100 4.265607357 69.27 0 1671.009293 2 836.0076294 -0.784592248 -0.00065553 61.54384657KALAAGGYDVEK 2 4885381 3xTMT6plex [N-Term; K1; K12] 1.438 4.553998947 33.56 1 1909.136174 3 637.0506592 0.654855887 0.000416736 50.36353669KAAGAGAAK 6 4885381 3xTMT6plex [N-Term; K1; K9] 2.177 2.022 2.105 4.140359879 31.86 1 1431.925059 3 477.9801636 0.613246238 0.000292708 23.55740237GTGASGSFK 20 4885381 2xTMT6plex [N-Term; K9] 1.768 1.906 1.992 3.84473753 55.74 0 1269.720322 2 635.364624 1.299000139 0.000824683 32.06205911AASGEAKPK 15 4885381 3xTMT6plex [N-Term; K7; K9] 1.259 1.961 2.248 2.505070686 12.35 0 1545.956753 2 773.4815674 -0.579048782 -0.000447592 34.75106002KPAGATPK 10 4885381 3xTMT6plex [N-Term; K1; K8] 2.461 2.408 3.191 2.972795963 16.14 0 1456.94546 3 486.319397 -1.251091465 -0.000607591 27.69524735AAGAGAAK 13 4885381 2xTMT6plex [N-Term; K8] 2.538 3.266 2.167 3.435284138 38.57 0 1074.667164 2 537.8369751 -0.456713207 -0.000245407 21.06442947KPAAAGVK 9 4885381 3xTMT6plex [N-Term; K1; K8] 3.652 2.522 4.648 3.706671 22.16 0 1428.950546 3 476.9889832 1.294917376 0.000616791 30.46350532KAASGEAKPK 2 4885381 4xTMT6plex [N-Term; K1; K8; K10] 1.906 2.287 1.973932862 1 1903.214648 4 476.559845 1.524637704 0.000725428 26.06840674GTLVQTK 5 4885381 2xTMT6plex [N-Term; K7] 2.149 1.798 2.043 3.357786417 40.19 0 1204.766544 2 602.8865967 -0.520657407 -0.000313635 34.7115427721361621 PGM1 phosphoglucomutase-1 isoform 1 5236 NP_002624.2 25.6227758 1 13 13 72 562 61.411 6.76 1.09 1.31 1.17 1.19 Significant 0.0029 YDYEEVEAEGANK 6 21361621 2xTMT6plex [N-Term; K13] 1.035 1.87 1.422 4.31327486 64.66 0 1974.969673 2 987.9888306 0.360452529 0.000355941 49.52320765QEATLVVGGDGR 4 21361621 1xTMT6plex [N-Term] 1.513 1.412 4.669970989 63.77 0 1430.780073 2 715.8892822 -6.139816345 -0.004392363 37.88868SGEHDFGAAFDGDGDR 4 21361621 1xTMT6plex [N-Term] 1.173 1.289 4.920029163 28.36 0 1881.820099 3 627.9450684 0.293650878 0.000184199 40.54729799LSGTGSAGATIR 12 21361621 1xTMT6plex [N-Term] 1.239 1.357 1.227 4.188350677 91.88 0 1319.748044 2 660.3776245 -0.054409296 -3.59E-05 35.29522128KQSVEDILK 6 21361621 3xTMT6plex [N-Term; K1; K9] 0.495 1.026 0.962 4.065009117 25.35 1 1747.093247 3 583.0352783 -1.124719053 -0.000654996 50.67052575IDAMHGVVGPYVK 4 21361621 2xTMT6plex [N-Term; K13] 0.959 1.003 3.116313934 22.57 0 1844.050447 3 615.3521118 -4.698537829 -0.002888114 58.84598121ADNFEYSDPVDGSISR 6 21361621 1xTMT6plex [N-Term] 100 100 2.217526674 26.05 0 2000.93988 2 1000.972656 -0.921596905 -0.00092203 51.11268489SIFDFSALK 6 21361621 2xTMT6plex [N-Term; K9] 100 2.318747044 32.04 0 1485.871737 2 743.4393921 -0.154589597 -0.00011485 97.66991287IALYETPTGWK 6 21361621 2xTMT6plex [N-Term; K11] 0.906 0.265 3.112776756 34.52 0 1736.998729 2 869.0061035 3.570435112 0.003100921 73.69712803LYIDSYEK 6 21361621 2xTMT6plex [N-Term; K8] 0.648 0.638 2.942487478 26.87 0 1488.835017 2 744.921814 0.895962059 0.00066697 43.30048922VDLGVLGK 6 21361621 2xTMT6plex [N-Term; K8] 1.03 100 100 3.053340197 41.17 0 1258.813494 2 629.9096069 -1.236833589 -0.000778471 66.76011722EAIQLIAR 4 21361621 1xTMT6plex [N-Term] 1.266 1.411 2.53614068 47.58 0 1142.709474 2 571.8588257 0.78825564 0.000450374 56.60799446DLEALMFDR 2 21361621 1xTMT6plex [N-Term] 1.212934256 8.66 0 1338.692503 2 669.8491821 -1.057436405 -0.000707791 78.3030484115431303 RPL9 60S ribosomal protein L9 6133 NP_000652.2 57.8125 1 8 8 73 192 21.85 9.95 1.37 1.61 1.48 1.49 Significant 0.0022 DELILEGNDIELVSNSAALIQQATTVK 15 15431303 2xTMT6plex [N-Term; K27] 1.898 2.176 1.382 5.780025482 52.06 0 3342.840837 4 836.4685669 3.470448846 0.00290029 105.5125084TICSHVQNMIK 10 15431303 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.162 1.381 4.614714622 67.56 0 1788.986466 3 597.0014038 1.784125169 0.001063925 52.59137278TILSNQTVDIPENVDITLK 9 15431303 2xTMT6plex [N-Term; K19] 0.84 1.373 1.588 4.647532463 58.69 0 2571.464554 3 857.8250122 -1.583058534 -0.001356926 85.62140419DFNHINVELSLLGK 6 15431303 2xTMT6plex [N-Term; K14] 100 1.833 1.007 3.201603651 27.89 0 2057.179546 3 686.3967285 -1.902601614 -0.001304664 78.65163706TICSHVQNMIK 8 15431303 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3]; 1xOxidation [M9] 1.496 1.668 1.342 4.503155231 42.63 0 1804.981381 3 597.0014038 1.784125169 0.001063925 52.59137278FLDGIYVSEK 11 15431303 2xTMT6plex [N-Term; K10] 1.582 1.887 3.019344807 33.66 0 1628.92998 2 814.9685669 -0.075608491 -6.16E-05 67.57644918SVYAHFPINVVIQENGSLVEIR 1 15431303 1xTMT6plex [N-Term] 100 2.840461254 0 2713.487466 3 905.1677856 0.493056854 0.000445968 90.37875081GVTLGFR 9 15431303 1xTMT6plex [N-Term] 1.715 1.581 1.492 2.38177824 47.66 0 978.5933817 2 489.800293 -0.073986296 -3.62E-05 46.39922859KFLDGIYVSEK 4 15431303 3xTMT6plex [N-Term; K1; K11] 0.483 0.533 1.894229174 7.73 1 1986.187875 3 662.7348022 0.995977423 0.000659399 65.602723914503971 GDI1 rab GDP dissociation inhibitor alpha 2664 NP_001484.1 35.79418345 1 7 13 56 447 50.55 5.14 0.97 0.87 1.04 0.96 Significant 0.0026 FDLGQDVIDFTGHALALYR 6 4503971 1xTMT6plex [N-Term] 1.789 1.99 1.611 5.401965618 63.9 0 2380.249861 3 794.0871582 -1.235202519 -0.00098003 111.6058456KFDLGQDVIDFTGHALALYR 4 4503971 2xTMT6plex [N-Term; K1] 0.808 3.722089767 46.88 1 2737.507756 4 685.1316528 -1.086740985 -0.00074374 105.6699581KSDIYVCMISYAHNVAAQGK 2 4503971 3xTMT6plex [N-Term; K1; K20]; 1xCarbamidomethyl [C7] 0.769 3.069632769 32.83 1 2942.58353 4 736.4012451 -0.128938141 -9.49E-05 78.09532566IICILSHPIK 4 4503971 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.945 0.854 2.943593979 25.1 0 1652.03334 3 551.3488159 -0.875179731 -0.000481942 81.28585051VVEGSFVYK 6 4503971 2xTMT6plex [N-Term; K9] 0.92 1.477 1.042 3.723640203 45.34 0 1485.871737 2 743.4401245 0.83125845 0.000617572 57.75199293DWNVDLIPK 8 4503971 2xTMT6plex [N-Term; K9] 1.759 1.816 1.751 2.552475929 45.72 0 1557.9041 2 779.456543 1.097203287 0.000854669 77.36062454YIAIASTTVETTDPEKEVEPALELLEPIDQK 2 4503971 3xTMT6plex [N-Term; K16; K31] 2.113792419 10.28 1 4130.261499 4 1033.319458 -1.330891216 -0.001374232 96.22374565LYSESLAR 2 4503971 1xTMT6plex [N-Term] 0.877 3.088897467 36.89 0 1167.657104 2 584.3325806 0.668400689 0.000390231 41.66465892FQLLEGPPESMGR 2 4503971 1xTMT6plex [N-Term] 0.567 1.770856738 22.01 0 1689.883157 2 845.4454346 0.25750338 0.000217575 66.47272112QLICDPSYIPDR 8 4503971 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.307 0.01 2.223098516 12.48 0 1705.878072 2 853.4436035 1.089252087 0.000929066 58.41961387MLLYTEVTR 4 4503971 1xTMT6plex [N-Term] 100 2.687894106 16.05 0 1354.760189 2 677.8829956 -1.088214043 -0.000737135 57.4706702EVEPALELLEPIDQK 4 4503971 2xTMT6plex [N-Term; K15] 1.706835628 1.42 0 2181.241872 2 1091.122314 -2.071922334 -0.002259682 84.05291182SPYLYPLYGLGELPQGFAR 4 4503971 1xTMT6plex [N-Term] 1.613666534 6.43 0 2370.269534 2 1185.636963 -1.21722391 -0.001442574 98.0294919219555707 EIF5A eukaryotic translation initiation factor 5A-1 isoform A 1984 NP_001137232.1 53.26086957 1 8 8 124 184 20.157 7.01 1.38 1.36 1.33 1.35 Significant 0.00011 VHLVGIDIFTGK 10 219555707 2xTMT6plex [N-Term; K12] 1.318 1.305 1.388 3.853645802 68.34 0 1757.072562 3 586.3618774 -0.844094782 -0.000494379 86.6748845YEDICPSTHNMDVPNIK 9 219555707 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C5] 2.033 1.84 1.257 4.630937099 40.32 0 2491.236151 3 831.0827637 -0.968826008 -0.000804525 59.84108399YDCGEEILITVLSAMTEEAAVAIK 12 219555707 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C3]; 1xOxidation [M15] 2.431 4.152915001 32.88 0 3100.619811 3 1028.87915 -0.647750761 -0.000666023 118.5817078YDCGEEILITVLSAMTEEAAVAIK 38 219555707 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C3] 100 1.529 1.839 5.339526653 45.18 0 3084.624896 3 1028.87915 -0.647750761 -0.000666023 118.5817078KYEDICPSTHNMDVPNIK 10 219555707 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C6] 1.415 1.439 0.596 5.378558159 27.45 1 2848.494046 4 712.8787842 -0.25959726 -0.000184865 53.30904635KYEDICPSTHNMDVPNIK 6 219555707 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C6]; 1xOxidation [M12] 1.469 0.885 4.272449017 16.34 1 2864.488961 4 712.8787842 -0.25959726 -0.000184865 53.30904635RNDFQLIGIQDGYLSLLQDSGEVR 2 219555707 1xTMT6plex [N-Term] 2.305090904 18.48 1 2965.558064 3 989.1889648 -1.929842082 -0.001907686 95.39215801EDLRLPEGDLGK 6 219555707 2xTMT6plex [N-Term; K12] 1.082 1.108 2.327 3.482068062 23 1 1800.026734 3 600.6803589 -0.117059286 -7.02E-05 60.64215933IVEMSTSK 21 219555707 2xTMT6plex [N-Term; K8] 1.368 1.354 1.28 3.57556653 45.38 0 1352.785959 2 676.897644 1.517398909 0.001026358 46.01331155LPEGDLGK 6 219555707 2xTMT6plex [N-Term; K8] 1.695 1.553 1.439 2.978373289 42.53 0 1286.772023 2 643.8897095 0.09252246 5.95E-05 52.00228684IVEMSTSK 4 219555707 2xTMT6plex [N-Term; K8]; 1xOxidation [M4] 1.367 1.249 2.071260929 28.46 0 1368.780874 2 676.897644 1.517398909 0.001026358 46.0133115510863927 PPIA peptidyl-prolyl cis-trans isomerase A isoform 1 5478 NP_066953.1 56.96969697 1 4 11 201 165 18.001 7.81 1.17 1.22 1.16 1.18 Significant 0.00025 VKEGMNIVEAMER 8 10863927 2xTMT6plex [N-Term; K2] 0.61 0.712 0.556 3.668728113 28.82 1 1964.070924 3 655.3614502 -0.57357606 -0.000375515 67.53364616IIPGFMCQGGDFTR 18 10863927 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.189 1.248 1.271 3.275605202 25.81 0 1827.908327 2 914.4564209 -1.51067922 -0.001380692 76.07188283SIYGEKFEDENFILK 11 10863927 3xTMT6plex [N-Term; K6; K15] 0.582 0.39 0.639 4.233078003 20.77 1 2519.400053 3 840.4719849 0.535333736 0.000449573 76.79469465EGMNIVEAMER 10 10863927 1xTMT6plex [N-Term] 1.272 1.767 2.158 3.7438941 47.94 0 1507.744615 2 762.3735352 0.173023338 0.000131821 42.18665129VSFELFADK 29 10863927 2xTMT6plex [N-Term; K9] 1.265 1.172 1.598 4.032718182 56.35 0 1513.866652 2 757.4373169 0.465899068 0.000352655 88.64388129FEDENFILK 42 10863927 2xTMT6plex [N-Term; K9] 2.106 2.218 1.919 3.094510794 36.73 0 1612.89868 2 806.9523926 -0.726439772 -0.000585837 79.35936974EGMNIVEAMER 14 10863927 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.769 1.726 1.135 2.95938921 57.02 0 1523.73953 2 762.3735352 0.173023338 0.000131821 42.18665129ITIADCGQLE 4 10863927 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.565 1.644 2.867586374 70.46 0 1348.697983 2 674.8526001 -0.043905076 -2.96E-05 91.85427452VNPTVFFDIAVDGEPLGR 6 10863927 1xTMT6plex [N-Term] 100 12.13 0 2175.164735 2 1088.084961 -0.960692754 -0.001044832 100.748845VKEGMNIVEAMER 4 10863927 2xTMT6plex [N-Term; K2]; 1xOxidation [M] 0.578 0.484 0.583 1.648639441 6.81 1 1980.065839 3 655.3614502 -0.57357606 -0.000375515 67.53364616TEWLDGK 22 10863927 2xTMT6plex [N-Term; K7] 1.276 1.426 1.415 3.218470335 37.99 0 1306.740723 2 653.8748169 1.250453922 0.00081701 60.05343646KITIADCGQLE 14 10863927 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.078 1.075 1.015 2.497133255 37.42 1 1705.955878 2 853.4811401 -0.512379349 -0.000437048 49.65216505IIPGFMCQGGDFTR 11 10863927 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7]; 1xOxidation [M6] 1.477 1.412 1.055 2.242575169 15.28 0 1843.903242 2 914.4564209 -1.51067922 -0.001380692 76.07188283ALSTGEK 8 10863927 2xTMT6plex [N-Term; K7] 0.902 1.143 1.124 2.200657606 35.88 0 1163.703609 2 582.3557739 0.568728633 0.000330916 40.747536515031573 ACTR3 actin-related protein 3 isoform 1 10096 NP_005712.1 34.92822967 1 12 12 62 418 47.341 5.88 1.08 0.79 0.84 0.9 Significant 0.0097 GVDDLDFFIGDEAIEKPTYATK 6 5031573 3xTMT6plex [N-Term; K16; K22] 0.7 0.704 0.781 2.896530151 39.13 0 3131.675558 3 1044.561279 -2.003329929 -0.00209126 89.14859543DITYFIQQLLR 6 5031573 1xTMT6plex [N-Term] 0.859 0.895 3.885401011 54.75 0 1638.941659 2 819.9744873 0.024057827 1.97E-05 119.6341042LKPKPIDVQVITHHMQR 2 5031573 3xTMT6plex [N-Term; K2; K4] 0.542 5.425464153 12.97 0 2727.642306 5 549.5280762 -9.456939288 -0.005189282 43.43941724KDYEEIGPSICR 8 5031573 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C11] 1.138 1.322 0.905 4.148105145 30.75 1 1925.020269 3 642.3450928 0.237010654 0.000152083 42.14894326AEPEDHYFLLTEPPLNTPENR 7 5031573 1xTMT6plex [N-Term] 0.919 1.702 0.949 3.06075573 26.27 0 2711.351426 3 904.4541626 -1.287629851 -0.001163739 65.42495664LKPKPIDVQVITHHMQR 4 5031573 3xTMT6plex [N-Term; K2; K4]; 1xOxidation [M15] 0.857 0.733 4.610970497 17.83 0 2743.637221 5 549.5280762 -9.456939288 -0.005189282 43.43941724LPACVVDCGTGYTK 5 5031573 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C4; C8] 100 0.73 0.983 2.993989229 22.69 0 1999.03929 2 1000.023132 -0.151063345 -0.000150991 56.85969973NIVLSGGSTMFR 4 5031573 1xTMT6plex [N-Term] 0.889 2.701847553 26.9 0 1510.824914 2 755.9179077 2.399026951 0.001812255 64.56879568YSYVCPDLVK 6 5031573 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.089 100 100 3.460989714 31.41 0 1701.9286 2 851.4694214 1.742566308 0.001482862 63.47224595FMEQVIFK 4 5031573 2xTMT6plex [N-Term; K8] 3.309 100 2.781999111 27.65 0 1499.869629 2 750.4386597 0.275954609 0.000206948 92.69222161EFSIDVGYER 2 5031573 1xTMT6plex [N-Term] 1.427 2.865534782 28.03 0 1443.731725 2 722.3692627 -0.330144006 -0.00023832 71.13745715DYEEIGPSICR 2 5031573 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 100 3.240871906 33.89 0 1567.762374 2 784.3847046 -0.153913831 -0.00012065 53.230745LSEELSGGR 6 5031573 1xTMT6plex [N-Term] 1.044 1.009 1.065 3.137238264 41.73 0 1176.642182 2 588.8248901 0.273178578 0.000160717 39.749106084506289 PTPN1 tyrosine-protein phosphatase non-receptor type 1 isoform 1 5770 NP_002818.1 34.71264368 1 11 11 69 435 49.935 6.27 1.66 1.26 1.29 1.4 Significant 0.0083 ESGSLSPEHGPVVVHCSAGIGR 19 4506289 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.637 1.258 1.436 8.948385239 72.69 0 2461.245521 4 616.067627 1.282514269 0.000789146 26.4213565ELSHEDLEPPPEHIPPPPRPPK 6 4506289 2xTMT6plex [N-Term; K22] 1.328 1.177 7.134246826 47.38 0 2966.614012 5 594.1228638 -9.708011297 -0.005759984 46.02145559GAQAASPAK 6 4506289 2xTMT6plex [N-Term; K9] 1.419 1.031 1.852 3.565939426 48.9 0 1258.751957 2 629.8795166 -0.158861223 -1.00E-04 29.3646064EETQEDKDCPIKEEK 2 4506289 4xTMT6plex [N-Term; K7; K12; K15]; 1xCarbamidomethyl [C9] 1.856 3.251237154 7.22 2 2794.495041 4 699.3779297 -1.843732024 -0.001288075 36.8385453EFFPNHQWVK 7 4506289 2xTMT6plex [N-Term; K10] 1.343 0.979 0.952 3.543901205 22.67 0 1789.978996 3 597.331604 0.705338846 0.000420847 62.73428908LTLISEDIK 11 4506289 2xTMT6plex [N-Term; K9] 1.147 2.795 1.19 2.897083759 26.13 0 1489.924167 2 745.4649658 -1.014601554 -0.00075584 65.75825093KDPSSVDIK 2 4506289 3xTMT6plex [N-Term; K1; K9] 1.86 3.420566797 25.18 1 1676.019747 3 559.3443604 -0.727691493 -0.000406542 40.8201389GSPLNAAPYGIESMSQDTEVR 4 4506289 1xTMT6plex [N-Term] 100 1.973610878 14.33 0 2451.202319 2 1226.102295 -2.042082048 -0.002502778 60.96237269EMIFEDTNLK 7 4506289 2xTMT6plex [N-Term; K10] 1.751 1.117 100 3.058647633 32.56 0 1697.918429 2 849.4674683 5.436411596 0.004615292 78.61123941FIMGDSSVQDQWK 3 4506289 2xTMT6plex [N-Term; K13] 100 100 1.73330307 4.87 0 1999.035919 2 1000.020813 -0.784985113 -0.000784607 68.95049232FSYLAVIEGAK 2 4506289 2xTMT6plex [N-Term; K11] 1.862889171 4.76 0 1655.977265 2 828.4915161 -0.911409516 -0.000754637 83.0834776155770888 EEA1 early endosome antigen 1 8411 NP_003557.2 10.41814316 1 13 13 40 1411 162.367 5.66 0.97 0.91 0.86 0.91 Significant 0.0012 KLDNTTAAVQELGR 4 55770888 2xTMT6plex [N-Term; K1] 0.875 0.945 5.220710278 48.35 1 1974.13841 3 658.7178345 0.273753839 0.000180143 52.82311189HYEAVHDAGNDSGHGGESNLALK 4 55770888 2xTMT6plex [N-Term; K23] 1.392 1.259 5.578413963 26.92 0 2836.401453 4 709.855835 0.019984389 1.42E-05 35.08230222QAQENLHDQVQEQK 4 55770888 2xTMT6plex [N-Term; K14] 0.973 1.237 5.373432636 26.56 0 2153.135115 3 718.3828125 -0.5716873 -0.000410307 37.76605146QQHQEQQALQQSTTAK 6 55770888 2xTMT6plex [N-Term; K16] 0.803 0.759 0.515 5.521017075 53.54 0 2312.235892 3 771.4161987 -0.799580441 -0.000616273 28.51316202KLEADSLEVK 2 55770888 3xTMT6plex [N-Term; K1; K10] 0.918 3.418410063 21.67 1 1819.114376 3 607.0427246 -0.415280031 -0.000251814 58.03995279KSEALESIK 2 55770888 3xTMT6plex [N-Term; K1; K9] 1.055 3.319785357 25.36 1 1692.051048 3 564.6882935 -0.42577256 -0.000240143 35.36603213QLNTDLELR 2 55770888 1xTMT6plex [N-Term] 1.017 3.697053194 33.88 0 1330.752795 2 665.8793335 -1.055694053 -0.000702434 51.50334525DLDCQQLQSR 4 55770888 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.871 0.776 3.665958881 32.52 0 1491.742307 2 746.3734741 -1.766737995 -0.001317759 38.20330688AAILDLEK 2 55770888 2xTMT6plex [N-Term; K8] 0.956 3.704679728 43.98 0 1330.834624 2 665.9205322 -0.627934426 -0.000417838 72.83051831AAQLATEIADIK 2 55770888 2xTMT6plex [N-Term; K12] 1.497613668 7.64 0 1702.015107 2 851.5106812 -0.59998017 -0.000510588 71.02690212ENQSLQIK 2 55770888 2xTMT6plex [N-Term; K8] 0.73 2.23178196 10.43 0 1417.8415 2 709.4246826 0.415331598 0.000294437 44.7270262QLLIQQK 4 55770888 2xTMT6plex [N-Term; K7] 0.949 0.801 3.264967918 36.8 0 1328.866592 2 664.9367065 -0.343077375 -0.000227952 44.97181641GFSVTVR 2 55770888 1xTMT6plex [N-Term] 0.894 2.739096642 30.51 0 994.5882963 2 497.7973938 -0.789615509 -0.000392671 42.705506544507951 YWHAH 14-3-3 protein eta 7533 NP_003396.1 44.71544715 1 7 11 149 246 28.201 4.84 1.13 1.22 1.34 1.23 Significant 0.0024 QAFDDAIAELDTLNEDSYK 10 4507951 2xTMT6plex [N-Term; K19] 3.196 0.816 100 3.303586245 38.59 0 2616.308113 3 872.7730713 -1.319578071 -0.001150808 96.34096819NSVVEASEAAYK 4 4507951 2xTMT6plex [N-Term; K12] 1.268 4.763678074 64.69 0 1725.942336 2 863.472229 -2.98644519 -0.002577216 48.230027KNSVVEASEAAYK 2 4507951 3xTMT6plex [N-Term; K1; K13] 1.252 5.268000126 34.43 1 2083.200231 3 695.0675659 -5.801783197 -0.004028759 42.74611428AVTELNEPLSNEDR 6 4507951 1xTMT6plex [N-Term] 1.061 1.191 3.778021812 63.17 0 1815.928587 2 908.4677734 -0.174453446 -0.000158397 52.36443582DSTLIMQLLR 37 4507951 1xTMT6plex [N-Term] 1.27 1.271 1.324 4.110405922 66.2 0 1418.823852 2 709.9172974 2.443154983 0.001733203 90.31582375ELETVCNDVLSLLDK 4 4507951 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.415 2.07 3.391364574 41.85 0 2206.204106 2 1103.604004 -1.529793862 -0.001687519 111.023941YDDMASAMK 8 4507951 2xTMT6plex [N-Term; K9] 1.194 1.281 1.297 3.671692848 55.33 0 1489.743108 2 745.3748779 -0.421804687 -0.00031419 47.70263789VISSIEQK 56 4507951 2xTMT6plex [N-Term; K8] 1.111 0.959 0.957 3.934776306 49.24 0 1361.840437 2 681.4239502 0.137042946 9.33E-05 59.72555441NLLSVAYK 24 4507951 2xTMT6plex [N-Term; K8] 0.874 0.882 0.72 3.972506762 46.76 0 1365.850608 2 683.4294434 0.733725009 0.000501079 92.81997229DSTLIMQLLR 14 4507951 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.102 100 1.706976891 33.93 0 1434.818767 2 709.9172974 2.443154983 0.001733203 90.31582375EAFEISK 6 4507951 2xTMT6plex [N-Term; K7] 1.231 1.198 100 3.187971115 35.59 0 1281.745474 2 641.3765869 0.330040662 0.000211514 47.70560624LAEQAER 6 4507951 1xTMT6plex [N-Term] 1.208 0.935 1.021 2.81289196 25.93 0 1045.583939 2 523.2957764 0.322273863 0.000168482 26.087209834826898 PFN1 profilin-1 5216 NP_005013.1 62.14285714 1 9 9 120 140 15.045 8.27 1 1.04 1.27 1.1 Significant 0.0058 STGGAPTFNVTVTK 13 4826898 2xTMT6plex [N-Term; K14] 1.204 1.648 1.729 4.698647499 52.83 0 1838.042384 2 919.524231 -0.6522624 -0.000599443 50.08940719DSPSVWAAVPGK 32 4826898 2xTMT6plex [N-Term; K12] 1.206 1.275 1.298 3.72545743 58.97 0 1671.947027 2 836.4765625 -0.70515392 -0.00058949 61.72879155TFVNITPAEVGVLVGK 21 4826898 2xTMT6plex [N-Term; K16] 100 1.548 1.244 3.542429209 34.14 0 2102.262548 2 1051.633179 -1.649089039 -0.001733409 93.57676035KCYEMASHLR 8 4826898 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 0.809 0.872 3.617216349 29.5 1 1752.928952 4 438.9876709 -0.05581872 -2.45E-05 35.68104479EGVHGGLINKK 2 4826898 3xTMT6plex [N-Term; K10; K11] 1.008 2.990436316 6.37 1 1839.141928 4 460.5406189 -0.697343714 -0.000320629 35.5722981DSLLQDGEFSMDLR 6 4826898 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.156 100 100 3.457900286 41.62 0 1870.905409 2 935.9567261 0.409613674 0.000383174 67.70562454CYEMASHLR 6 4826898 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.428 1.274 3.998520851 53.68 0 1395.671057 3 471.2268372 -0.009474898 -4.46E-06 31.7512687TLVLLMGK 20 4826898 2xTMT6plex [N-Term; K8] 1.134 1.287 1.51 3.368404865 52.62 0 1332.868901 2 666.9391479 1.589570014 0.001059344 79.04930395CYEMASHLR 3 4826898 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1]; 1xOxidation [M4] 1.264 1.134 3.259902954 54.62 0 1411.665972 3 471.2268372 -0.009474898 -4.46E-06 31.7512687TDKTLVLLMGK 2 4826898 3xTMT6plex [N-Term; K3; K11] 0.639 2.376002789 5.18 1 1906.201417 3 636.0713501 -1.007169029 -0.000639956 73.57134948DSLLQDGEFSMDLR 4 4826898 1xTMT6plex [N-Term] 0.01 1.760141492 0 1854.910494 2 935.9567261 0.409613674 0.000383174 67.70562454TLVLLMGK 3 4826898 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 100 1.392299533 16.69 0 1348.863816 2 666.9391479 1.589570014 0.001059344 79.049303954885063 ALDOC fructose-bisphosphate aldolase C 230 NP_005156.1 37.63736264 1 9 13 112 364 39.431 6.87 0.86 1 1.06 0.98 Significant 0.0037 ALQASALNAWR 4 4885063 1xTMT6plex [N-Term] 1.199 1.303 4.091310978 62.51 0 1429.811313 2 715.4098511 0.777961698 0.000556169 64.16873328GILAADESVGSMAK 3 4885063 2xTMT6plex [N-Term; K14] 0.914 2.855809927 30.46 0 1807.003556 2 904.005127 -0.320178534 -0.000289282 66.62590272GVVPLAGTDGETTTQGLDGLSER 42 4885063 1xTMT6plex [N-Term] 0.772 0.735 0.742 5.474657059 97.87 0 2502.288491 3 834.7680054 0.388329837 0.000323904 74.90123958QVLFSADDR 10 4885063 1xTMT6plex [N-Term] 100 1.156 1.237 4.078010559 57.33 0 1279.684381 2 640.3459473 0.18484343 0.000118271 44.37873577DNAGAATEEFIK 2 4885063 2xTMT6plex [N-Term; K12] 2.040661335 12.98 0 1723.926686 2 862.4656372 -1.559211282 -0.001343983 48.10400088TPSALAILENANVLAR 4 4885063 1xTMT6plex [N-Term] 100 1.108 3.233126402 27.3 0 1882.095927 2 941.5557861 4.446349149 0.004184228 96.53138283VLAAVYK 21 4885063 2xTMT6plex [N-Term; K7] 0.938 0.979 0.772 3.51181078 34.75 0 1221.797116 2 611.4023438 0.241431246 0.00014749 49.68648777ELSDIALR 4 4885063 1xTMT6plex [N-Term] 1.073 1.261 2.227524042 41.31 0 1145.672754 2 573.3424072 4.175470795 0.002391862 63.74972114KDGADFAK 6 4885063 3xTMT6plex [N-Term; K1; K8] 0.882 2.988016844 22.67 1 1538.914554 2 769.961853 1.21855673 0.000937627 37.59183431YTPEEIAMATVTALR 2 4885063 1xTMT6plex [N-Term] 100 1.219965339 2.28 0 1895.014565 2 948.0105591 -0.381947427 -0.000361898 103.5207321GIVVGIK 6 4885063 2xTMT6plex [N-Term; K7] 0.953 1.076 0.962 3.058637619 39.58 0 1143.786551 2 572.3970947 0.316136892 0.000180797 49.26993406CQYVTEK 4 4885063 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 0.923 1.003 3.47413826 36.42 0 1385.749908 2 693.3788452 0.365072864 0.00025295 33.73137574DGADFAK 4 4885063 2xTMT6plex [N-Term; K7] 1.173 1.189 2.90922761 30.44 0 1181.656659 2 591.3322754 0.520406029 0.000307471 44.982785015031863 LGALS3BP galectin-3-binding protein precursor 3959 NP_005558.1 23.93162393 1 9 9 103 585 65.289 5.27 0.29 0.3 0.32 0.3 Significant 0.00084 ASHEEVEGLVEK 12 5031863 2xTMT6plex [N-Term; K12] 0.287 0.287 0.299 5.618663311 71.13 0 1784.97945 2 892.9882813 -5.694009532 -0.005081845 40.69776769YSSDYFQAPSDYR 4 5031863 1xTMT6plex [N-Term] 0.629 0.543 3.328196526 31.4 0 1827.838709 2 914.4223022 -0.755875125 -0.000690809 60.48679246GQWGTVCDNLWDLTDASVVCR 18 5031863 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C20] 0.265 0.357 0.381 6.768583298 77.67 0 2681.264936 3 894.4266968 0.224029346 0.000200227 94.86213951ALMLCEGLFVADVTDFEGWK 48 5031863 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C5] 0.153 0.352 0.377 4.636519909 46.9 0 2759.418867 3 920.4777832 -0.025476605 -2.34E-05 114.3944118SDLAVPSELALLK 6 5031863 2xTMT6plex [N-Term; K13] 0.427 0.274 0.941 2.51787734 29.99 0 1814.103922 2 907.5557861 0.206066268 0.000186913 84.63291311AAFGQGSGPIMLDEVQCTGTEASLADCK 3 5031863 2xTMT6plex [N-Term; K28]; 2xCarbamidomethyl [C17; C27] 2.480332613 14.23 0 3371.632183 3 1124.549927 0.902789294 0.001014624 69.40078762IDITLSSVK 2 5031863 2xTMT6plex [N-Term; K9] 100 2.478966236 21.37 0 1433.897952 2 717.4530029 0.542060454 0.00038863 68.98684658AVDTWSWGER 6 5031863 1xTMT6plex [N-Term] 0.19 0.273 0.545 2.866198301 27.08 0 1435.716744 2 718.3618164 -0.270176901 -0.000193949 54.4792601ELSEALGQIFDSQR 4 5031863 1xTMT6plex [N-Term] 100 1.996082664 25.86 0 1821.954408 2 911.4832764 2.671968274 0.002434102 91.7215738817298690 PUF60 poly(U)-binding-splicing factor PUF60 isoform b 22827 NP_055096.2 24.1697417 1 12 12 50 542 58.135 5.35 1.29 1.4 1.22 1.3 Significant 0.0016 DIDDDLEGEVTEECGK 4 17298690 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 1.775 3.783347607 44.53 0 2282.074608 3 761.3632813 0.299039303 0.000227477 62.98354824QTIAHQQQQLTNLQMAAQR 2 17298690 1xTMT6plex [N-Term] 1.723 3.480127335 25.53 0 2437.29314 3 813.102356 -0.256571069 -0.000208446 43.58823822VVAEVYDQER 6 17298690 1xTMT6plex [N-Term] 2.681 1.851 2.36 3.876081467 36.21 0 1436.758274 2 718.8816528 -1.562862715 -0.001122728 44.57725375KQESTVMVLR 4 17298690 2xTMT6plex [N-Term; K1] 1.507 1.128 3.951064587 27.08 1 1648.982033 3 550.3317871 -0.742635062 -0.000408197 36.03969278WKPPQGTDSIK 6 17298690 3xTMT6plex [N-Term; K2; K11] 1.394 1.134 1.16 4.520038605 27.07 0 1944.152159 3 648.722229 -0.012729601 -8.25E-06 45.25338503KVVAEVYDQER 6 17298690 2xTMT6plex [N-Term; K1] 0.97 1.132 4.105964661 46.51 1 1794.016169 2 897.510437 -1.433686388 -0.001286028 45.00758759GYGFIEYEK 6 17298690 2xTMT6plex [N-Term; K9] 1.397 1.276 100 3.511730433 42.45 0 1563.845916 2 782.427124 0.674636078 0.000527513 70.34085814AVTPPMPLLTPATPGGLPPAAAVAAAAATAK 4 17298690 2xTMT6plex [N-Term; K31] 2.026187181 6.23 0 3252.879411 3 1084.964844 0.174214881 0.0001889 94.09696747SVFEAFGK 2 17298690 2xTMT6plex [N-Term; K8] 1.229 2.72445941 37.78 0 1342.777109 2 671.8922119 0.028700314 1.93E-05 75.91552677YAMEQSIK 4 17298690 2xTMT6plex [N-Term; K8] 1.437 1.494 3.407013178 43.59 0 1427.796858 2 714.4025879 0.729362335 0.000520691 52.28858968KYAMEQSIK 2 17298690 3xTMT6plex [N-Term; K1; K9] 0.881 2.880837917 7.07 1 1785.054753 3 595.68927 -0.838031105 -0.000498644 45.01559864VIIYQEK 4 17298690 2xTMT6plex [N-Term; K7] 1.473 1.392 2.714452505 37.38 0 1350.839709 2 675.9222412 -1.853001587 -0.001251554 57.5980206654112117 SF3B1 splicing factor 3B subunit 1 isoform 1 23451 NP_036565.2 15.33742331 1 13 13 56 1304 145.738 7.09 1.43 1.52 1.51 1.49 Significant 0.00037 IWDPTPSHTPAGAATPGR 6 54112117 1xTMT6plex [N-Term] 1.447 1.355 1.572 4.148805618 51.35 0 2061.071503 3 687.6942139 -1.656880138 -0.001138316 47.4141386AALDEAQGVGLDSTGYYDQEIYGGSDSR 6 54112117 1xTMT6plex [N-Term] 1.221 4.201552391 55.01 0 3166.465011 3 1056.159668 -0.177021931 -0.000186845 74.63492663THEDIEAQIR 18 54112117 1xTMT6plex [N-Term] 1.417 1.49 1.522 4.776166439 68.62 0 1440.764422 2 720.885437 -0.572679717 -0.000412548 33.23969439FAGYVTSIAATELEDDDDDYSSSTSLLGQK 2 54112117 2xTMT6plex [N-Term; K30] 2.741852045 15.81 0 3656.774332 3 1219.594849 -1.186792284 -0.001446611 99.04064462LDPFADGGK 4 54112117 2xTMT6plex [N-Term; K9] 1.463 1.677 3.211339474 37.44 0 1377.777837 2 689.3930054 0.651209624 0.000448611 67.1126681IVDDLKDEAEQYR 1 54112117 2xTMT6plex [N-Term; K6] 1.516 2.286172628 1 2052.101355 3 684.704895 -0.596301641 -0.00040789 76.98108116GAEYVSAR 6 54112117 1xTMT6plex [N-Term] 1.408 1.595 1.148 3.162396431 44 0 1081.583939 2 541.2963867 1.44017255 0.000778834 26.28218217TEILPPFFK 4 54112117 2xTMT6plex [N-Term; K9] 100 100 2.125439167 21.25 0 1549.939423 2 775.4727173 -0.816128468 -0.000632475 79.15285777LLVDVDESTLSPEEQK 2 54112117 2xTMT6plex [N-Term; K16] 100 2.149941444 9.81 0 2260.232429 2 1130.616699 -2.790537123 -0.003153631 68.0604106ILVVIEPLLIDEDYYAR 3 54112117 1xTMT6plex [N-Term] 100 1.000822783 0.36 0 2263.278702 2 1132.142944 -0.039742399 -4.50E-05 113.6630167AIVNVIGMHK 2 54112117 2xTMT6plex [N-Term; K10] 1.790763617 11.04 0 1539.944525 3 513.9860229 -0.655518642 -0.000336487 51.34545634AAGLATMISTMRPDIDNMDEYVR 1 54112117 1xTMT6plex [N-Term] 1.485828876 0 2799.367686 3 933.7937012 -0.405789629 -0.000378651 87.18211614VGAAEIISR 1 54112117 1xTMT6plex [N-Term] 1.112 2.406991243 1.22 0 1144.688739 2 572.8479614 -0.080640644 -4.62E-05 39.079782634504041 GNAI2 guanine nucleotide-binding protein G(i) subunit alpha-2 isoform 1 2771 NP_002061.1 44.22535211 1 8 11 68 355 40.425 5.54 0.72 0.78 0.85 0.78 Significant 0.0023 QLFALSCTAEEQGVLPDDLSGVIR 2 4504041 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.01 3.691393852 26.12 0 2847.475975 3 949.8275146 -2.803842687 -0.002661292 98.49478202IIHEDGYSEEECR 10 4504041 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.65 0.743 0.938 3.954860687 48.37 0 1865.853708 2 933.4355469 5.418029269 0.005054625 39.9057358EIYTHFTCATDTK 11 4504041 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 0.978 0.931 4.803531647 44.64 0 2045.041398 2 1023.021973 -2.312641448 -0.002364724 49.86245208ILLLGAGESGK 18 4504041 2xTMT6plex [N-Term; K11] 0.902 0.919 0.846 3.951235533 49.11 0 1515.95105 2 758.4802856 1.480594682 0.001122255 72.51511041



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms ITHSPLTICFPEYTGANK 4 4504041 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 100 2.945409536 16.75 0 2507.336852 3 836.4510498 0.695751774 0.000581495 74.00282109LWADHGVQACFGR 10 4504041 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.983 0.861 0.641 4.092086315 23.54 0 1745.874324 3 582.6298828 0.441513739 0.000256943 53.47979986YDEAASYIQSK 6 4504041 2xTMT6plex [N-Term; K11] 100 100 0.581 2.590557814 28.04 0 1732.915787 2 866.9611816 -0.403983134 -0.000350034 53.43936793AMGNLQIDFADPSR 6 4504041 1xTMT6plex [N-Term] 2.405620098 22.55 0 1763.894785 2 882.4515381 0.575386856 0.000507461 72.76756152IAQSDYIPTQQDVLR 3 4504041 1xTMT6plex [N-Term] 0.357 1.799721599 13.99 0 1976.065021 2 988.5356445 -0.510351375 -0.000504244 67.85095648MFDVGGQR 4 4504041 1xTMT6plex [N-Term] 0.958 1.179 3.016866446 34.52 0 1138.587644 2 569.7973022 -0.277947696 -0.000158234 47.01449694EYQLNDSAAYYLNDLER 3 4504041 1xTMT6plex [N-Term] 1.278647304 0 2306.113821 2 1153.559692 -0.742931402 -0.000856642 70.553600384506597 RPL12 60S ribosomal protein L12 6136 NP_000967.1 63.63636364 1 8 8 78 165 17.808 9.42 1.27 1.21 1.19 1.22 Significant 0.00039 HSGNITFDEIVNIAR 10 4506597 1xTMT6plex [N-Term] 1.392 1.621 4.971460819 41.27 0 1915.023491 3 639.0130005 0.500095612 0.000319232 76.56221547EILGTAQSVGCNVDGR 8 4506597 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.275 1.375 1.202 4.864479542 67.58 0 1904.969741 2 952.9873047 -1.264017453 -0.001203957 47.91211163HPHDIIDDINSGAVECPAS 33 4506597 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.997 1.084 1.064 4.920743942 46.36 0 2276.081476 3 759.3657837 0.580842221 0.000440681 56.86147418CTGGEVGATSALAPK 4 4506597 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C1] 1.825 1.441 4.550354004 93.16 0 1877.020269 2 939.0119629 -1.928406853 -0.001809829 42.45291777QAQIEVVPSASALIIK 3 4506597 2xTMT6plex [N-Term; K16] 100 3.007535696 23.31 0 2125.299661 2 1063.151733 -1.633272328 -0.001735597 70.46588277IGPLGLSPK 6 4506597 2xTMT6plex [N-Term; K9] 1.933 1.571 0.817 2.869231939 47.51 0 1339.871343 2 670.4387817 -0.788540962 -0.000528272 71.68295183KVGDDIAK 8 4506597 3xTMT6plex [N-Term; K1; K8] 1.281 1.372 1.197 3.63212204 28.59 1 1532.961504 2 766.9852295 1.094616121 0.000839002 37.3023909ELSGTIK 6 4506597 2xTMT6plex [N-Term; K7] 1.333 1.14 2.985604048 35.72 0 1205.75056 2 603.3793335 0.689024924 0.000415396 48.1563578631226390 IGF2BP2 insulin-like growth factor 2 mRNA-binding protein 2 isoform c 10644 NP_001278798.1 25.61983471 1 10 12 54 605 66.745 8.46 0.88 0.93 0.92 0.91 Significant 0.00028 DQTPDENEEVIVR 8 631226390 1xTMT6plex [N-Term] 1.153 0.882 0.908 4.649502277 61.11 0 1772.886388 2 886.9454346 -1.576739149 -0.00139769 41.079432KENSGAAEKPVTIHATPEGTSEACR 4 631226390 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C24] 0.984 0.964 6.533802032 12.74 1 3327.757014 4 832.6940918 -0.744129601 -0.000619071 33.99875631IAPAEGPDVSER 2 631226390 1xTMT6plex [N-Term] 0.861 4.179121017 43.39 0 1469.779738 2 735.3945923 1.476248622 0.00108488 38.35340847KLPLAGQVLLK 4 631226390 3xTMT6plex [N-Term; K1; K11] 1.156 0.976 4.343523502 24.9 1 1867.271151 3 623.0953369 0.16387132 0.000101997 70.80544832LKEENFFNPK 4 631226390 3xTMT6plex [N-Term; K2; K10] 0.807 0.869 3.785946608 14.34 1 1953.141259 3 651.7183228 -0.432364161 -0.000281489 66.61095041LYIGNLSPAVTADDLR 5 631226390 1xTMT6plex [N-Term] 0.01 100 100 2.420892239 19.72 0 1947.074857 2 974.0397949 -1.30664532 -0.001272068 71.76684712TVNELQNLTSAEVIVPR 4 631226390 1xTMT6plex [N-Term] 1.979161382 13.76 0 2112.186199 2 1056.59375 -2.828931466 -0.002987615 75.1334984ILVPTQFVGAIIGK 14 631226390 2xTMT6plex [N-Term; K14] 0.711 100 0.632 1.92578578 22.55 0 1914.219226 2 957.6138306 0.605015767 0.000579066 108.1251754MVIITGPPEAQFK 6 631226390 2xTMT6plex [N-Term; K13] 0.564 0.959 0.576 2.032250404 17.61 0 1889.097062 2 945.050415 -1.857443932 -0.001754446 67.46356496MILEIMQK 2 631226390 2xTMT6plex [N-Term; K8] 0.721 2.637319565 18.61 0 1463.873 2 732.4402466 0.148171366 0.000108452 95.24984739AIETLSGK 2 631226390 2xTMT6plex [N-Term; K8] 0.868 3.233854532 49.3 0 1276.787673 2 638.8986206 1.794551268 0.00114563 47.00789505LAEEIPLK 6 631226390 2xTMT6plex [N-Term; K8] 2.003467083 10.13 0 1370.865924 2 685.9351807 -2.070896815 -0.001419461 59.92062889148529014 DDB1 DNA damage-binding protein 1 1642 NP_001914.3 13.33333333 1 17 17 60 1140 126.887 5.26 1.15 1.42 1.11 1.23 Significant 0.0062 VTLGTQPTVLR 4 148529014 1xTMT6plex [N-Term] 1.552 1.379 4.094925404 40.04 0 1413.86268 2 707.435791 1.149603334 0.000812691 50.88763566ALYYLQIHPQELR 6 148529014 1xTMT6plex [N-Term] 1.178 100 100 3.452525139 34.89 0 1873.053334 3 625.0238037 1.881261333 0.001174568 69.84352582TVPLYESPR 6 148529014 1xTMT6plex [N-Term] 1.482 1.271 1.013 3.642086983 37.64 0 1290.725518 2 645.8670044 0.94074925 0.000607125 41.05901349YLLGDMEGR 4 148529014 1xTMT6plex [N-Term] 1.664 1.402 2.868581295 43.18 0 1282.666288 2 641.8370361 0.39538392 0.000253573 68.1802527YLAIAPPIIK 6 148529014 2xTMT6plex [N-Term; K10] 1.142 100 100 2.4654634 28.24 0 1557.018008 2 779.0134277 1.009159009 0.000785639 79.15712796LVFSNVNLK 4 148529014 2xTMT6plex [N-Term; K9] 1.128 100 3.117943048 33.29 0 1491.929921 2 746.4692383 0.857347575 0.000639551 81.60036124ALVSEWKEPQAK 2 148529014 3xTMT6plex [N-Term; K7; K12] 0.718 2.702537298 19.31 1 2073.231137 3 691.7485962 0.047406301 3.28E-05 63.76655218EMLGGEIIPR 2 148529014 1xTMT6plex [N-Term] 2.418 3.159524918 28.19 0 1343.755438 2 672.3810425 -0.468455081 -0.000314745 68.26205916LEELHVIDVK 2 148529014 2xTMT6plex [N-Term; K10] 100 1.875377059 14.54 0 1652.998729 3 551.6705933 -0.908672716 -0.000500678 60.87366159GDFILVGDLMR 2 148529014 1xTMT6plex [N-Term] 100 2.343766451 31.63 0 1464.808202 2 732.9078979 0.216846436 0.000158819 98.74210379IVVFQYSDGK 6 148529014 2xTMT6plex [N-Term; K10] 0.338 2.918 1.29 1.882910848 13.1 0 1613.930315 2 807.4666748 -2.628186971 -0.002120855 62.37668059DLLFILTAK 4 148529014 2xTMT6plex [N-Term; K9] 1.745338559 14.14 0 1491.955073 2 746.480896 -0.373729627 -0.000278794 95.49504497ALVSEWK 3 148529014 2xTMT6plex [N-Term; K7] 1.142 3.151849508 32.04 0 1290.782194 2 645.8950195 0.440331841 0.000284186 68.39220873LYEWTTEK 2 148529014 2xTMT6plex [N-Term; K8] 1.760521889 4.97 0 1527.845916 2 764.4262085 -0.507922824 -0.000388014 63.32912141TYEVSLR 2 148529014 1xTMT6plex [N-Term] 1.227 2.072877884 29.26 0 1096.61999 2 548.8131104 -0.954037756 -0.000523108 50.3445534LYDGLFK 4 148529014 2xTMT6plex [N-Term; K7] 100 100 1.979694605 18.72 0 1313.786945 2 657.3932495 -5.878195541 -0.003861348 67.73181483VVEELTR 1 148529014 1xTMT6plex [N-Term] 0.953 2.429197311 33.66 0 1074.63564 2 537.8214111 -0.088136268 -4.74E-05 48.29635918296317337 VDAC2 voltage-dependent anion-selective channel protein 2 isoform 1 7417 NP_001171712.1 45.30744337 1 11 11 84 309 33.351 7.59 0.62 0.93 0.72 0.76 Significant 0.014 SCSGVEFSTSGSSNTDTGK 21 296317337 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C2] 1.08 0.975 0.868 4.498569012 81.16 0 2366.118204 2 1183.560059 -2.266844695 -0.002681811 38.96308356VCEDLDTSVNLAWTSGTNCTR 4 296317337 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C19] 100 0.01 3.890506268 56.51 0 2628.223131 3 876.7462158 0.366445651 0.000321034 78.19996255WNTDNTLGTEIAIEDQICQGLK 4 296317337 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C18] 1.44 0.838 3.552376747 27.56 0 2977.534107 3 993.1826172 -0.271656838 -0.000269622 96.1324219LTLSALVDGK 6 296317337 2xTMT6plex [N-Term; K10] 0.454 0.516 0.554 4.276949883 55.08 0 1474.924501 2 737.9649048 -1.334386734 -0.00098406 72.78065032LTFDTTFSPNTGK 10 296317337 2xTMT6plex [N-Term; K13] 0.861 0.89 3.579200983 27.55 0 1887.0264 2 944.0158081 -1.091748935 -0.00103008 74.44704513YQLDPTASISAK 12 296317337 2xTMT6plex [N-Term; K12] 0.688 0.753 0.472 3.572529554 46.99 0 1751.994371 2 876.5025635 1.985698802 0.001739467 58.42930794GFGFGLVK 8 296317337 2xTMT6plex [N-Term; K8] 0.67 1.206 0.994 3.274226427 40.53 0 1282.792365 2 641.899353 -0.729218023 -0.000467718 84.09308163SINAGGHK 4 296317337 2xTMT6plex [N-Term; K8] 0.451 0.5 3.838227987 30.13 0 1241.736641 3 414.5837097 -0.052313516 -2.17E-05 32.03743711VTGTLETK 8 296317337 2xTMT6plex [N-Term; K8] 1.042 0.902 1.02 3.104122877 40.49 0 1306.798238 2 653.9022217 -0.819752119 -0.000535625 43.62494522WCEYGLTFTEK 5 296317337 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.432070017 6.35 0 1891.966442 2 946.4863281 -0.561733008 -0.00053139 77.77558735NNFAVGYR 2 296317337 1xTMT6plex [N-Term] 0.701 2.909720659 19.15 0 1169.626473 2 585.3172607 0.660205966 0.000386097 45.984606324758638 PRDX6 peroxiredoxin-6 9588 NP_004896.1 58.03571429 1 12 12 96 224 25.019 6.38 1.08 1 1.07 1.05 Significant 0.00057 DINAYNCEEPTEK 8 4758638 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.943 1.001 1.165 3.973594427 44.28 0 2040.994842 2 1020.99469 -6.241347076 -0.006369279 41.00027971LIALSIDSVEDHLAWSK 6 4758638 2xTMT6plex [N-Term; K17] 0.92 1.096 0.969 5.554775238 57.33 0 2355.332418 3 785.781311 -1.2898793 -0.001012698 103.8273854DFTPVCTTELGR 12 4758638 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.19 1.055 1.214 3.904914618 51.86 0 1624.820223 2 812.9140625 0.38484873 0.000312655 61.78213421ELAILLGMLDPAEKDEK 4 4758638 3xTMT6plex [N-Term; K14; K17] 1.155 0.989 4.513349056 29.19 1 2572.487487 3 858.1657104 -1.908375597 -0.001636424 109.459061LPFPIIDDR 12 4758638 1xTMT6plex [N-Term] 0.908 0.886 0.939 3.576138735 39.06 0 1314.761903 2 657.8845825 -0.011424835 -7.51E-06 87.45571104DGDSVMVLPTIPEEEAK 9 4758638 2xTMT6plex [N-Term; K17] 100 2.354511738 20.24 0 2288.209585 2 1144.604736 -3.229225066 -0.003694572 66.93317413VVFVFGPDK 9 4758638 2xTMT6plex [N-Term; K9] 1.465 1.221 1.091 3.872175694 43.82 0 1465.881908 2 733.4452515 0.89928778 0.000659125 87.55365506ELAILLGMLDPAEK 4 4758638 2xTMT6plex [N-Term; K14] 1.626053452 13.16 0 1971.160056 2 986.083313 -0.358719443 -0.000353547 107.9416935LSILYPATTGR 9 4758638 1xTMT6plex [N-Term] 1.209 100 2.950329304 33.24 0 1420.836131 2 710.9212036 -0.704045608 -0.000500167 72.42897451VVFVFGPDKK 11 4758638 3xTMT6plex [N-Term; K9; K10] 0.709 1.011 0.805 3.779869795 24.91 1 1823.139803 3 608.3850098 0.369158127 0.000224342 75.46182322FHDFLGDSWGILFSHPR 6 4758638 1xTMT6plex [N-Term] 0.522 2.184924841 11.07 0 2260.150088 3 754.0534668 -1.876348565 -0.00141361 99.9056118NFDEILR 6 4758638 1xTMT6plex [N-Term] 1.379 0.923 1.113 3.015421391 31.92 0 1135.630889 2 568.3184814 -1.059375354 -0.00060153 53.40402466346730 CKMT1A creatine kinase U-type, mitochondrial precursor 548596 NP_001015001.1 44.8441247 1 10 10 65 417 47.007 8.34 0.75 0.7 0.69 0.71 Significant 0.00068 LSEMTEAEQQQLIDDHFLFDKPVSPLLTAAGMAR 6 66346730 2xTMT6plex [N-Term; K21] 0.72 3.647494316 23.14 0 4260.208485 4 1065.800781 -6.382380133 -0.006797568 93.4852396TVGMVAGDEETYEVFADLFDPVIQER 11 66346730 1xTMT6plex [N-Term] 1.28 1.776 100 5.871709824 48.34 0 3159.539362 3 1053.855957 4.416980499 0.004651875 114.6379918TVGMVAGDEETYEVFADLFDPVIQER 6 66346730 1xTMT6plex [N-Term]; 1xOxidation [M4] 100 0.524 4.040939808 35.12 0 3175.534277 3 1053.855957 4.416980499 0.004651875 114.6379918GTGGVDTAATGGVFDISNLDR 4 66346730 1xTMT6plex [N-Term] 2.54202199 33.62 0 2252.135619 2 1126.569214 -1.984061522 -0.002234188 70.26067628TTPTGWTLDQCIQTGVDNPGHPFIK 8 66346730 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C11] 0.01 0.532 3.13759923 17.58 0 3241.671604 4 811.168335 -6.198560097 -0.005023424 71.58842279IPTPVIHTK 16 66346730 2xTMT6plex [N-Term; K9] 0.684 0.699 0.692 3.157573938 45.59 0 1463.935006 2 732.4718628 0.985512288 0.000721363 45.32115633GIWHNNEK 2 66346730 2xTMT6plex [N-Term; K8] 0.368 2.43888998 14.57 0 1455.810868 3 485.94104 -1.580900969 -0.000767164 40.27340027SEVELVQLVIDGVNYLIDCER 2 66346730 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.123255849 0.1 0 2692.406498 2 1346.705688 -0.890566442 -0.001198883 113.4649085GLSLPPACTR 8 66346730 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.815 3.157661676 25.62 0 1300.724472 2 650.8670044 1.7373234 0.00112989 45.73610451KHNNCMASHLTPAVYAR 1 66346730 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 0.629 4.048390865 1 2428.274209 4 607.8247681 1.249313448 0.000758419 39.66596393LGYILTCPSNLGTGLR 1 66346730 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.918462098 0 1964.083648 2 982.5430908 -2.414988475 -0.00237162 79.94091209540344518 EHD1 EH domain-containing protein 1 isoform 2 10938 NP_001269374.1 29.74452555 1 10 13 46 548 61.888 6.71 0.83 1.16 0.82 0.94 Significant 0.014 EHQISPGDFPSLR 2 540344518 1xTMT6plex [N-Term] 0.822 3.859864712 33.12 0 1711.896499 3 571.3029785 -1.236589435 -0.000705638 46.56997356KLFEAEEQDLFK 2 540344518 3xTMT6plex [N-Term; K1; K12] 0.762 3.047862768 11.93 1 2184.251932 3 728.7559204 0.584177333 0.00042533 86.70653634ADQIETQQLMR 2 540344518 1xTMT6plex [N-Term] 0.975 3.922127485 35.28 0 1561.820557 2 781.4146729 0.968070959 0.000755977 52.83068349KMQELLQTQDFSK 2 540344518 3xTMT6plex [N-Term; K1; K13] 0.73 4.202365398 22.65 1 2283.298565 3 761.7701416 -1.179436345 -0.000897668 65.48586936KKEPELFQTVAEGLR 5 540344518 3xTMT6plex [N-Term; K1; K2] 0.689 1.314 4.540286541 10.74 2 2432.448006 3 811.4866333 -1.09324337 -0.000886419 72.35376339ELVNNLGEIYQK 6 540344518 2xTMT6plex [N-Term; K12] 1.013 0.602 0.494 3.05442977 28.49 0 1878.073684 2 939.5420532 1.674867892 0.001572763 70.35934755LDISDEFSEVIK 3 540344518 2xTMT6plex [N-Term; K12] 1.234 100 2.247270107 20.78 0 1853.030816 2 927.0197754 0.786684839 0.000728876 87.01734994LADVDKDGLLDDEEFALANHLIK 2 540344518 3xTMT6plex [N-Term; K6; K23] 0.674 3.25323391 15.21 1 3241.792319 4 811.2012329 -2.843389849 -0.00230442 85.15635027LFEAEEQDLFK 3 540344518 2xTMT6plex [N-Term; K11] 100 1.397 1.689031363 5.9 0 1826.994037 2 914.0005493 -0.117689047 -0.000107509 79.4289132LLPLEEHYR 7 540344518 1xTMT6plex [N-Term] 0.776 1.535 0.772 2.874795437 30.94 0 1398.794266 3 466.9359741 -0.641299968 -0.000299016 53.13559079KLNDLIK 6 540344518 3xTMT6plex [N-Term; K1; K7] 0.91 0.97 0.813 3.307072163 18.9 1 1531.018625 3 511.0110168 -0.083639015 -4.27E-05 53.66516814FMCAQLPNPVLDSISIIDTPGILSGEK 2 540344518 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C3] 1.474053741 6.93 0 3373.815156 3 1125.276123 -0.397291883 -0.000446796 109.9727597IILLFDAHK 4 540344518 2xTMT6plex [N-Term; K9] 0.877 0.729 1.158 1.380453348 3.35 0 1527.966306 3 509.9927063 -1.79370023 -0.000913571 72.05147726119964726 IGF2R cation-independent mannose-6-phosphate receptor precursor 3482 NP_000867.2 6.824568446 1 14 14 45 2491 274.1 5.91 1.33 1.36 1.48 1.39 Significant 0.0011 GNIQLSYSDGDDCGHGK 4 119964726 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C13] 1.684 1.334 3.465707779 26.09 0 2281.09193 3 761.034668 -1.086902162 -0.000826441 45.18564597HAEPEQNWEAVDGSQTETEK 2 119964726 2xTMT6plex [N-Term; K20] 1.08 3.339119196 21.64 0 2743.321137 3 915.1118164 -0.087959534 -8.04E-05 40.52585911YVDGDLCPDGIR 2 119964726 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 2.538 3.796139717 48.12 0 1608.788923 2 804.8979492 -0.18717962 -0.000150566 54.28450974GCPEDAAVCAVDK 2 119964726 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C2; C9] 1.651 4.240434647 52.76 0 1849.918841 2 925.4569092 -6.648302809 -0.00614941 43.34466287EKEDLLCGATDGK 4 119964726 3xTMT6plex [N-Term; K2; K13]; 1xCarbamidomethyl [C7] 1.35 1.208 4.607011795 26.27 1 2123.162131 3 708.3927612 0.753334558 0.00053315 57.68427222SYEECIIESR 6 119964726 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.914 1.725 1.512 4.208250523 61.65 0 1514.735825 2 757.871582 0.041375202 3.13E-05 43.10351079KPWTAVDTSVDGR 4 119964726 2xTMT6plex [N-Term; K1] 1.109 1.319 4.537531853 22.39 0 1890.048532 3 630.6872559 -0.69725822 -0.000439284 55.26725232VEGDNCEVKDPR 2 119964726 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.813 2.675903797 11.45 1 1875.963482 3 625.9920654 -0.980387388 -0.000613057 34.49626109ACPPGTAACLVR 4 119964726 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C9] 1.177 3.320554018 29.89 0 1501.78167 2 751.3930664 -1.873599576 -0.001406869 41.74038337GHQAFDVGQPR 4 119964726 1xTMT6plex [N-Term] 1.724 1.335 3.418681383 26.49 0 1440.754527 3 480.9225464 -0.999941223 -0.000480223 33.39523155EVPCYVFDEELR 5 119964726 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.082 1.285 100 1.768038511 15.21 0 1784.872653 2 892.9387207 -1.39378221 -0.001243862 64.18566126VVVTYSK 2 119964726 2xTMT6plex [N-Term; K7] 1.128 2.907797813 28.52 0 1253.786945 2 627.3988647 2.797741834 0.001753886 32.92431397SFSLGDIYFK 2 119964726 2xTMT6plex [N-Term; K10] 1.886687756 7.21 0 1634.919416 2 817.9625854 -0.930560582 -0.000760696 96.98818066YDLSALVR 2 119964726 1xTMT6plex [N-Term] 1.438785553 7.5 0 1165.67784 2 583.3418579 -1.201283614 -0.000700155 62.93593985531990816 CAPZB F-actin-capping protein subunit beta isoform 4 832 NP_001269091.1 36.21262458 1 10 10 63 301 33.76 6.43 1.1 1.24 1.02 1.12 Significant 0.0033 GCWDSIHVVEVQEK 6 531990816 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.388 1.378 4.638742924 31.2 0 2144.121045 3 715.3779907 -0.758582187 -0.000542164 53.40667232QMEKDETVSDCSPHIANIGR 6 531990816 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C11] 1.207 1.268 4.740160465 32.56 1 2745.370019 3 915.7941895 -0.729872699 -0.000667924 48.71273072YDPPLEDGAMPSAR 4 531990816 1xTMT6plex [N-Term] 1.744 1.694 3.353086948 34.75 0 1747.852251 2 874.4293823 -0.436582418 -0.000381541 50.73370802KLEVEANNAFDQYR 6 531990816 2xTMT6plex [N-Term; K1] 1.489 1.655 1.063 5.673537254 38.74 1 2155.154788 3 719.0567627 0.439321548 0.000315602 60.52213947STLNEIYFGK 6 531990816 2xTMT6plex [N-Term; K10] 0.53 100 2.925231218 30.04 0 1629.925229 2 815.4646606 -1.953850938 -0.001592315 60.32015571DYLLCDYNR 8 531990816 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.879 1.011 0.95 3.512038231 36.5 0 1460.704131 2 730.8518677 -5.252301459 -0.003836029 50.46334795LVEDMENK 8 531990816 2xTMT6plex [N-Term; K8] 0.882 1.213 0.937 4.163817883 36.79 0 1435.786687 2 718.3961182 -1.203014271 -0.000863636 48.7440009NDLVEALK 4 531990816 2xTMT6plex [N-Term; K8] 1.528 1.721 3.445877075 49.6 0 1359.824787 2 680.4152222 -1.190862292 -0.000809682 59.75476199SVQTFADK 8 531990816 2xTMT6plex [N-Term; K8] 0.891 0.924 0.973 3.748303413 47.73 0 1353.777837 2 677.3927002 0.211903768 0.000143435 49.04425638LVEDMENK 5 531990816 2xTMT6plex [N-Term; K8]; 1xOxidation [M5] 0.913 0.949 1.174 2.424321651 22.08 0 1451.781602 2 718.3961182 -1.203014271 -0.000863636 48.7440009VVGKDYLLCDYNR 2 531990816 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C9] 0.776 0.78 2.665970087 1 2073.120317 3 691.7116699 0.067210583 4.64E-05 66.9173873918426915 DBN1 drebrin isoform a 1627 NP_004386.2 24.65331279 1 11 11 49 649 71.395 4.45 1.23 1.21 1.19 1.21 Significant 0.000091 SPSDSSTASTPVAEQIER 4 18426915 1xTMT6plex [N-Term] 1.005 0.783 4.504980087 50.45 0 2091.040322 2 1046.024658 0.821421869 0.000858813 41.11039648EESAADWALYTYEDGSDDLK 9 18426915 2xTMT6plex [N-Term; K20] 0.759 1.519 100 4.435566902 52.6 0 2736.292857 3 912.7682495 -0.972686398 -0.000887185 88.84853719LAASGEGGLQELSGHFENQK 4 18426915 2xTMT6plex [N-Term; K20] 3.020633221 42.62 0 2530.330186 3 844.114502 -0.487434657 -0.000411124 58.17136447KSESEVEEAAAIIAQRPDNPR 4 18426915 2xTMT6plex [N-Term; K1] 1.243 4.702363491 24.47 1 2768.494291 4 692.8789673 -0.090944517 -6.29E-05 60.11885142EQSIFGDHRDEEEETHMK 4 18426915 2xTMT6plex [N-Term; K18] 1.365 1.054 5.574602604 18.78 1 2675.277164 4 669.5735474 -1.795880045 -0.001201119 38.42478072KQQTLEAEEAK 2 18426915 3xTMT6plex [N-Term; K1; K11] 0.599 3.396913528 9.08 1 1962.147467 3 654.7210693 0.605350939 0.000395929 36.06189398EQFWEQAK 8 18426915 2xTMT6plex [N-Term; K8] 1.759 1.042 2.138 3.708573103 54.88 0 1523.82585 2 762.4168701 0.402890117 0.000306967 53.70267738YVLINWVGEDVPDAR 6 18426915 1xTMT6plex [N-Term] 100 0.01 100 2.18017149 16.94 0 1975.048643 2 988.0270386 -0.932691744 -0.000921056 82.59963618VMYGFCSVK 4 18426915 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 0.564 0.952 2.773980141 29.06 0 1548.831863 2 774.9192505 -0.412597037 -0.000319522 61.67878923DSQAALPK 2 18426915 2xTMT6plex [N-Term; K8] 1.142 2.579578638 29.58 0 1287.767272 2 644.3885498 1.980753378 0.001275375 35.89343704LELLAAYEEVIR 2 18426915 1xTMT6plex [N-Term] 0.01 2.196412802 16.25 0 1647.951889 2 824.4785767 -1.221000262 -0.001006075 104.977801119924129 RAD50 DNA repair protein RAD50 10111 NP_005723.2 12.65243902 1 15 15 45 1312 153.797 6.89 1.36 1.49 0.94 1.26 Significant 0.017 AMLAGATAVYSQFITQLTDENQSCCPVCQR 3 19924129 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C24; C25; C28] 0.838 5.176952362 32.68 0 3648.711624 4 912.93396 0.654034628 0.000596596 107.2845079SDADENVSASDK 4 19924129 2xTMT6plex [N-Term; K12] 2.071 2.392 4.052938461 57.22 0 1695.843744 2 848.4260254 0.607509538 0.000515121 28.82315989KLDQEMEQLNHHTTTR 2 19924129 2xTMT6plex [N-Term; K1] 1.319 5.857908249 37.52 1 2439.281462 4 610.5765991 1.272864335 0.000776219 40.42195337ILELDQELIK 4 19924129 2xTMT6plex [N-Term; K10] 100 1.664 2.970710993 47.38 0 1672.029694 2 836.5176392 -1.012314371 -0.00084631 91.69731557SDADENVSASDKR 2 19924129 2xTMT6plex [N-Term; K12] 0.664 3.251424789 8.75 1 1851.944855 3 617.9865723 0.166671742 0.000102889 23.53600306EAQLTSSK 4 19924129 2xTMT6plex [N-Term; K8] 1.145 1.235 3.666194677 47.94 0 1321.772751 2 661.3903198 0.462657773 0.000305764 34.72640429SELLVEQGR 2 19924129 1xTMT6plex [N-Term] 1.013 2.977735996 26.92 0 1259.715681 2 630.3613892 -0.142722434 -8.99E-05 44.92164662DNSELEEK 2 19924129 2xTMT6plex [N-Term; K8] 0.776 3.227557182 24.73 0 1421.75241 2 711.3798218 -0.030219968 -2.15E-05 37.45640766LQGIDLDR 4 19924129 1xTMT6plex [N-Term] 100 0.922 2.412664413 22.47 0 1158.668003 2 579.8370361 -1.042088305 -0.000603717 48.87732694DLDIYYK 6 19924129 2xTMT6plex [N-Term; K7] 100 100 1.81540823 21.16 0 1387.787339 2 694.3966675 -0.922777595 -0.00064031 55.32015541GYEEEIIHFK 4 19924129 2xTMT6plex [N-Term; K10] 100 100 1.854781747 16.08 0 1722.946693 3 574.9875488 0.812703249 0.000466748 66.39413971TVQQVNQEK 2 19924129 2xTMT6plex [N-Term; K9] 1.285 2.583351135 5.46 0 1531.884427 2 766.4470215 1.527026914 0.001169614 33.32178104DSLIQSLATQLELDGFER 1 19924129 1xTMT6plex [N-Term] 1.15670979 0 2264.197157 2 1132.59729 -4.351949583 -0.004926836 104.5774329DKADKDEQIR 2 19924129 3xTMT6plex [N-Term; K2; K5] 1.643 2.235500336 1.76 2 1905.100851 4 477.0306396 -0.064272844 -3.06E-05 32.28844052GQDIEYIEIR 3 19924129 1xTMT6plex [N-Term] 1.455 0.62 1.293999314 3.34 0 1464.789575 2 732.8984985 0.099557175 7.29E-05 65.8994055414043022 MARS methionine--tRNA ligase, cytoplasmic 4141 NP_004981.2 18.88888889 1 13 13 52 900 101.052 6.16 0.95 0.88 0.96 0.93 Significant 0.00073 GLESLPPLRPQQNPVLPVAGER 6 14043022 1xTMT6plex [N-Term] 0.325 0.01 0.599 3.061945915 14.56 0 2596.477235 3 866.1633911 -0.62215071 -0.000538467 61.07927245ADKNEVAAEVAK 6 14043022 3xTMT6plex [N-Term; K3; K12] 0.988 0.766 4.040809631 38.95 1 1932.136902 3 644.7172852 0.20697744 0.000133303 48.40947289GFVLQDTVEQLR 6 14043022 1xTMT6plex [N-Term] 1.286 1.243 4.139737129 52.66 0 1633.911087 2 817.4597168 0.6550563 0.000535152 80.16533703QLAVAEGKPPEAPK 2 14043022 3xTMT6plex [N-Term; K8; K14] 1.074 3.497514009 16.83 0 2122.283901 3 708.0991211 -0.513983426 -0.000363606 51.60601164LENDQIESLR 6 14043022 1xTMT6plex [N-Term] 0.734 0.986 0.989 4.567635059 59.1 0 1445.779738 2 723.3938599 0.487568434 0.000352458 53.82691929KQLAVAEGKPPEAPK 2 14043022 4xTMT6plex [N-Term; K1; K9; K15] 0.861 3.453325987 6.93 1 2479.541796 4 620.6403198 -0.946301099 -0.000586598 44.31025421LFVSDGVPGCLPVLAAAGR 5 14043022 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 100 0.506 2.393383026 27.91 0 2128.178611 2 1064.591919 -0.963241226 -0.001024975 91.86185226GVGVFGDMAQDTGIPADIWR 6 14043022 1xTMT6plex [N-Term] 1.577735186 10.78 0 2334.174982 2 1167.589966 -0.996904428 -0.001163475 95.99569585LINAVELK 6 14043022 2xTMT6plex [N-Term; K8] 1.426 1.334 3.609601498 47.61 0 1357.881908 2 679.4440918 -0.737241025 -0.000500543 67.29839321ALEEGLTPQEICDK 1 14043022 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 100 1.398517251 0 2061.093828 2 1031.049683 -0.843710074 -0.000869483 54.59459177TTTPQQTK 2 14043022 2xTMT6plex [N-Term; K8] 1.345 3.317182302 41.58 0 1362.799301 2 681.9033203 0.046532897 3.17E-05 22.95969819FFGGYVPEMVLTPDDQR 1 14043022 1xTMT6plex [N-Term] 0.922263265 2.87 0 2200.094606 2 1100.549316 -1.477335334 -0.001625139 90.85683455NPEQVDLYQFMAK 3 14043022 2xTMT6plex [N-Term; K13] 100 1.875962615 10.04 0 2041.082869 2 1021.045898 0.809131773 0.000825753 73.55706762260436862 AP1B1 AP-1 complex subunit beta-1 isoform a 162 NP_001118.3 18.01896733 1 8 14 48 949 104.54 5.06 1.18 1.31 0.78 1.09 Significant 0.021 APEVSQHVYQAYETILK 6 260436862 2xTMT6plex [N-Term; K17] 1.178 100 3.843618631 29.12 0 2434.338232 3 812.1175537 -0.050813476 -4.12E-05 77.75966512GLEISGTFTR 4 260436862 1xTMT6plex [N-Term] 1.353 1.564 4.17448473 54.89 0 1309.731332 2 655.3694458 0.216404354 0.000141716 58.74781102KVIASMTVGK 2 260436862 3xTMT6plex [N-Term; K1; K10] 0.773 5.684650421 52.59 1 1721.096224 3 574.3666382 -6.311302686 -0.003620786 45.06742674DIPNENEAQFQIR 2 260436862 1xTMT6plex [N-Term] 1.126 2.879052877 21.63 0 1802.923442 2 901.9656982 0.375891932 0.000338852 58.41033931DCEDPNPLIR 2 260436862 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.931 2.782501698 36.62 0 1457.725594 2 729.3659668 -0.643129443 -0.000468753 46.12375657KTAAVCVAK 2 260436862 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C6] 0.986 5.100313187 29.94 1 1635.023059 3 545.6797485 0.998937269 0.000544428 33.85378077EAQSICER 4 260436862 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.33 1.402 3.088042974 45.35 0 1221.609502 2 611.3086548 0.434468062 0.000265375 21.95304852MEPLNNLQVAVK 3 260436862 2xTMT6plex [N-Term; K12] 100 0.384 1.645392776 15.82 0 1814.061011 2 907.5340576 -0.095137718 -8.63E-05 62.38538923TAAVCVAK 6 260436862 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.369 1.315 1.318 4.177876472 49.24 0 1277.765164 2 639.385498 -1.130596052 -0.000722318 37.11852542DVSALFPDVVNCMQTDNLELK 2 260436862 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C12] 2.114940166 5.67 0 2866.473087 3 956.1606445 -1.990804057 -0.001902195 97.39393796KGEIFELK 5 260436862 3xTMT6plex [N-Term; K1; K8] 100 0.911 1.379 3.310690641 20.19 1 1651.039755 3 551.0169067 -2.172991381 -0.001195898 57.25018724LHDINAQLVEDQGFLDTLK 2 260436862 2xTMT6plex [N-Term; K19] 1.666974306 2.27 0 2627.444487 3 876.4863892 0.048259999 4.23E-05 82.30400821AVWLPAMK 6 260436862 2xTMT6plex [N-Term; K8] 0.841 1.224 0.847 2.127254725 18.78 0 1373.837935 2 687.4221191 -0.70836503 -0.000486589 74.09663707KPTETQELVQQVLSLATQDSDNPDLR 2 260436862 2xTMT6plex [N-Term; K1] 1.208627343 0 3383.805848 3 1128.604126 -2.371090622 -0.002674437 96.0723571737655183 NDRG1 protein NDRG1 isoform 1 10397 NP_006087.2 28.17258883 1 6 6 96 394 42.808 5.82 1.16 1.13 1.2 1.16 Significant 0.0003 TASGSSVTSLDGTR 10 37655183 1xTMT6plex [N-Term] 0.623 0.608 0.402 5.488084316 78.02 0 1567.812495 2 784.4025269 -9.38739748 -0.00735884 33.5683691GETITGLLQEFDVQEQDIETLHGSVHVTLCGTPK 25 37655183 2xTMT6plex [N-Term; K34]; 1xCarbamidomethyl [C30] 0.99 0.863 1.035 4.527442932 33.06 0 4210.174209 4 1053.298706 -0.288415916 -0.00030357 99.69994406EMQDVDLAEVKPLVEK 4 37655183 3xTMT6plex [N-Term; K11; K16] 0.801 100 4.69096899 27.88 0 2530.440537 3 844.1518555 0.1880962 0.000158655 84.88534994EEMQSNVEVVHTYR 21 37655183 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.381 0.951 1.247 5.884652615 61.83 0 1965.953756 2 975.4821777 -0.903855616 -0.000881241 45.03142716EEMQSNVEVVHTYR 26 37655183 1xTMT6plex [N-Term] 1.262 1.293 1.257 6.005679607 78.7 0 1949.958841 2 975.4821777 -0.903855616 -0.000881241 45.03142716GNRPVILTYHDIGMNHK 2 37655183 2xTMT6plex [N-Term; K17] 0.825 4.072526932 18.22 0 2423.338189 5 485.4739075 0.92516741 0.000448399 43.60300856YFVQGMGYMPSASMTR 8 37655183 1xTMT6plex [N-Term] 0.828 100 100 2.44443965 17.55 0 2054.96994 2 1027.987427 -1.150014085 -0.001181622 67.021115915055539 RPS2 40S ribosomal protein S2 6187 NP_002943.2 37.54266212 1 11 11 120 293 31.305 10.24 1.19 1.16 1.18 1.18 Significant 0.000056 GTGIVSAPVPK 12 15055539 2xTMT6plex [N-Term; K11] 1.231 1.219 1.116 3.955155373 66.22 0 1483.924835 2 742.4663696 0.422661443 0.000313599 45.06300979ESEIIDFFLGASLKDEVLK 17 15055539 3xTMT6plex [N-Term; K14; K19] 1.501 1.015 1.367 4.808354378 40.32 1 2840.626424 3 947.5466919 -0.317224539 -0.000300372 107.8132649GCTATLGNFAK 6 15055539 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.307 1.091 4.399421692 70 0 1597.877234 2 799.442688 0.541822954 0.000432883 47.54885075ESEIIDFFLGASLK 8 15055539 2xTMT6plex [N-Term; K14] 1.278 1.727 3.908661842 43.7 0 2027.146515 2 1014.078247 1.333248784 0.001351345 117.0041986AEDKEWMPVTK 17 15055539 3xTMT6plex [N-Term; K4; K11] 1.109 1.114 1.161 4.323388577 21.28 1 2021.134459 3 674.3826904 -0.465808167 -0.00031382 57.12374592SLEEIYLFSLPIK 8 15055539 2xTMT6plex [N-Term; K13] 1.251 1.399 2.282 3.251070738 31.64 0 2010.192737 2 1005.599121 -0.881115759 -0.000885606 107.0260133SPYQEFTDHLVK 12 15055539 2xTMT6plex [N-Term; K12] 1.158 0.99 100 3.154326439 23.41 0 1922.042384 3 641.3521729 -0.217932401 -0.000139625 69.39040967TYSYLTPDLWK 7 15055539 2xTMT6plex [N-Term; K11] 100 0.01 2.774282932 27.03 0 1845.019858 2 923.0127563 -0.87902289 -0.000810907 84.80344545ATFDAISK 10 15055539 2xTMT6plex [N-Term; K8] 1.042 0.861 1.235 3.517616034 51.76 0 1310.772023 2 655.883606 -9.222027723 -0.006043988 48.02562556GAIILAK 18 15055539 2xTMT6plex [N-Term; K7] 1.203 1.194 1.201 3.31297946 46.5 0 1143.786551 2 572.3964233 -0.857835154 -0.00049059 57.92129414AEDKEWMPVTK 3 15055539 3xTMT6plex [N-Term; K4; K11]; 1xOxidation [M7] 1.155 1.201 2.262194633 11.12 1 2037.129374 3 674.3826904 -0.465808167 -0.00031382 57.12374592LSIVPVR 2 15055539 1xTMT6plex [N-Term] 1.357 2.227084875 22.02 0 1012.671632 2 506.84021 1.492371098 0.000755641 53.8824548624431933 RTN4 reticulon-4 isoform B 57142 NP_722550.1 28.15013405 1 6 6 45 373 40.293 4.78 0.97 1.1 1 1.02 Significant 0.0015 HQAQIDHYLGLANK 10 24431933 2xTMT6plex [N-Term; K14] 1.107 1.171 1.164 5.764289856 62.9 0 2066.154729 3 689.3893433 -0.605958899 -0.000417335 45.49340528YSNSALGHVNCTIK 10 24431933 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 0.999 1.306 1.307 4.669428825 52.4 0 2022.084266 3 674.7000122 0.60202293 0.00040578 41.67013551GPLPAAPPVAPER 6 24431933 1xTMT6plex [N-Term] 0.768 0.633 4.371600628 51.19 0 1500.873579 2 750.9402466 -0.241536624 -0.000181258 42.92314681AYLESEVAISEELVQK 12 24431933 2xTMT6plex [N-Term; K16] 0.925 0.968 1.05 4.300174713 51.2 0 2266.25825 2 1133.63269 -0.064291272 -7.29E-05 93.89365891



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms GSSGSVVVDLLYWR 4 24431933 1xTMT6plex [N-Term] 100 100 3.982139111 66.71 0 1766.96385 2 883.9846802 -0.999878089 -0.000883374 99.59754748KPAAGLSAAPVPTAPAAGAPLMDFGNDFVPPAPR 3 24431933 2xTMT6plex [N-Term; K1] 0.948 3.936411619 22.35 0 3730.019092 4 933.2588501 -1.480410486 -0.00138049 83.5722169717986258 MYL6 myosin light polypeptide 6 isoform 1 4637 NP_066299.2 52.31788079 1 8 8 96 151 16.919 4.65 1.12 1.11 0.92 1.05 Significant 0.0038 VLDFEHFLPMLQTVAK 17 17986258 2xTMT6plex [N-Term; K16] 0.692 1.081 0.854 4.043719769 41.92 0 2346.329581 3 788.1133423 0.413713472 0.000325775 102.4673154VLDFEHFLPMLQTVAK 8 17986258 2xTMT6plex [N-Term; K16]; 1xOxidation [M10] 100 1.069 1.147 3.573654413 47.21 0 2362.324496 3 788.1133423 0.413713472 0.000325775 102.4673154ILYSQCGDVMR 7 17986258 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.313 1.115 1.183 4.284228325 55.59 0 1570.7919 2 785.8991089 -0.610365105 -0.000479378 60.07418124ALGQNPTNAEVLK 2 17986258 2xTMT6plex [N-Term; K13] 1.069 4.552031994 65.39 0 1813.058369 2 907.0334473 0.68905738 0.000624651 54.58713546NKDQGTYEDYVEGLR 8 17986258 2xTMT6plex [N-Term; K2] 1.006 1.02 5.421555996 51.14 1 2245.150096 3 749.0541382 -0.99556338 -0.000745063 58.43992215DQGTYEDYVEGLR 6 17986258 1xTMT6plex [N-Term] 100 100 3.111709833 39.25 0 1773.849274 2 887.4282837 0.009365403 8.31E-06 54.6333439HVLVTLGEK 8 17986258 2xTMT6plex [N-Term; K9] 1.059 0.944 0.948 4.014524937 43.08 0 1453.914271 2 727.4591675 -2.209510648 -0.00160622 43.59142878ILYSQCGDVMR 14 17986258 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6]; 1xOxidation [M10] 1.306 1.429 0.792 2.761403799 46.11 0 1586.786815 2 785.8991089 -0.610365105 -0.000479378 60.07418124EAFQLFDR 17 17986258 1xTMT6plex [N-Term] 1.094 1.492 0.864 2.816461802 41.56 0 1254.668003 2 627.8375854 -0.086717412 -5.44E-05 72.55268997SDEMNVK 8 17986258 2xTMT6plex [N-Term; K7] 1.229 1.358 1.064 2.985001802 35.89 0 1280.692058 2 640.8493652 -0.472042632 -0.000302271 34.63485271SDEMNVK 1 17986258 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 1.128 1.430780172 17.13 0 1296.686973 2 640.8493652 -0.472042632 -0.000302271 34.6348527151477708 HNRNPD heterogeneous nuclear ribonucleoprotein D0 isoform d 3184 NP_001003810.1 45.29616725 1 2 14 96 287 30.653 8.41 1.34 0.68 1.19 1.07 Significant 0.033 EYFGGFGEVESIELPMDNK 15 51477708 2xTMT6plex [N-Term; K19] 1.705 1.378 1.235 3.568977594 35.19 0 2619.305276 3 873.7730103 -0.304988612 -0.000266286 89.01877916FGEVVDCTIK 16 51477708 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.287 2.16 3.644254446 61.13 0 1625.8973 2 813.4521484 -0.172246426 -0.000140027 72.97194639GGDQQSGYGK 4 51477708 2xTMT6plex [N-Term; K10] 3.643 3.665 3.274371624 48.97 0 1454.763978 2 727.8855591 -0.093572524 -6.81E-05 29.94677321IFVGGLSPDTPEEK 10 51477708 2xTMT6plex [N-Term; K14] 1.375 6.772 1.456 3.04994297 38.01 0 1947.083915 2 974.0423584 -3.325184434 -0.003237207 67.04985314MFIGGLSWDTTK 10 51477708 2xTMT6plex [N-Term; K12] 1.592 1.213 1.33 3.469357491 46.54 0 1813.992263 2 907.5007324 1.061340662 0.000962632 87.10195852GFGFVLFK 12 51477708 2xTMT6plex [N-Term; K8] 1.086 0.887 1.109 3.20630002 54.31 0 1372.839315 2 686.9214478 -2.692348731 -0.001848081 88.05977174KYHNVGLSK 6 51477708 3xTMT6plex [N-Term; K1; K9] 1.026 1.087 1.032 4.067380428 21.64 1 1733.067701 3 578.3600464 -1.220269608 -0.000704937 34.88429474GFCFITFK 12 51477708 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.187 1.267 2.864 3.297394753 31.19 0 1477.827764 2 739.4161987 -1.788780213 -0.001321755 82.1070354GFCFITFKEEEPVK 3 51477708 3xTMT6plex [N-Term; K8; K14]; 1xCarbamidomethyl [C3] 100 2.018415451 22.92 1 2418.334616 3 806.7843628 1.620581734 0.00130637 78.36889453ESESVDK 7 51477708 2xTMT6plex [N-Term; K7] 1.4 1.514 1.173 2.729229689 31.79 0 1251.683268 2 626.3392334 -9.649104878 -0.006038812 25.06328306IDASKNEEDEGK 2 51477708 3xTMT6plex [N-Term; K5; K12] 0.607 2.686633825 4.97 1 2022.095825 3 674.7030029 -0.677371923 -0.00045657 37.90328708DLKDYFSK 2 51477708 3xTMT6plex [N-Term; K3; K8] 0.313 2.464514971 12.54 1 1702.998284 3 568.3369141 -1.2300673 -0.000698267 55.73283504LDPITGR 3 51477708 1xTMT6plex [N-Term] 0.398 1.234 2.560351133 22.31 0 1000.598861 2 500.8025208 -1.095440077 -0.000548048 36.72999072NEEDEGK 2 51477708 2xTMT6plex [N-Term; K7] 1.1 2.628692865 15.29 0 1278.657781 2 639.8330688 0.84445215 0.000539883 25.4345600547419914 WARS tryptophan--tRNA ligase, cytoplasmic isoform a 7453 NP_004175.2 30.14861996 1 12 12 55 471 53.132 6.23 0.89 0.76 1.07 0.91 Significant 0.0097 DLTLDQAYSYAVENAK 11 47419914 2xTMT6plex [N-Term; K16] 1.107 100 2.856 3.586625099 45.33 0 2259.190899 3 753.734375 -1.029979362 -0.00077564 78.93880249ALIEVLQPLIAEHQAR 8 47419914 1xTMT6plex [N-Term] 0.732 0.719 0.928 4.009022236 60.86 0 2030.195976 3 677.40271 -1.181618531 -0.000799639 96.76861108WLQDVFNVPLVIQMTDDEK 4 47419914 2xTMT6plex [N-Term; K19] 100 2.152151585 16.92 0 2748.468259 3 916.8270874 -0.564089821 -0.000516794 109.9702194KDYTSGAMLTGELK 2 47419914 3xTMT6plex [N-Term; K1; K14] 1.556 2.809880733 13.75 1 2201.245466 3 734.4203491 0.466887177 0.000342578 52.75469586DMNQVLDAYENK 3 47419914 2xTMT6plex [N-Term; K12] 100 2.656774521 19.19 0 1897.972984 2 949.4882202 -2.012752734 -0.001910075 81.31713171ISFPAIQAAPSFSNSFPQIFR 2 47419914 1xTMT6plex [N-Term] 100 1.761095643 6.93 0 2554.36556 3 852.1265259 -0.209634552 -0.000178494 101.9499383DYTSGAMLTGELK 5 47419914 2xTMT6plex [N-Term; K13] 2.604833603 26.45 0 1843.987571 2 922.4968262 -0.648429669 -0.000597848 57.12272125DIIACGFDINK 6 47419914 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.364 1.624 100 3.164729118 34.37 0 1723.945313 2 862.4753418 -1.105670949 -0.000953058 82.4647913AAAGEDYK 6 47419914 2xTMT6plex [N-Term; K8] 1.046 0.833 0.998 3.721453667 41.23 0 1282.704338 2 641.855896 0.138568322 8.89E-05 31.2018633EVTDEIVK 2 47419914 2xTMT6plex [N-Term; K8] 0.859 3.641284943 49.88 0 1390.819367 2 695.9129639 -0.514945105 -0.000358098 53.02155243DEIDSAVK 4 47419914 2xTMT6plex [N-Term; K8] 1.123 0.947 3.433658838 42.13 0 1334.756767 2 667.881897 -0.187108763 -0.000124872 42.97055589KPFYLYTGR 2 47419914 2xTMT6plex [N-Term; K1] 1.098 2.618294001 1.72 0 1602.94082 3 534.984375 -1.402497193 -0.000749373 50.6967716839995082 NSUN2 tRNA (cytosine(34)-C(5))-methyltransferase isoform 1 54888 NP_060225.4 26.59713168 1 16 16 59 767 86.416 6.77 1.33 1.19 1.07 1.2 Significant 0.0039 MVYSTCSLNPIEDEAVIASLLEK 2 39995082 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C6] 100 2.736577749 21.07 0 3040.598681 3 1014.203369 -1.028448162 -0.001042366 113.2099119LQQQQRPEDAEDGAEGGGK 2 39995082 2xTMT6plex [N-Term; K19] 0.809 2.84157753 27.45 0 2471.252664 3 824.4221191 -0.34789568 -0.000286579 30.37900719ELEDLEVDGQK 4 39995082 2xTMT6plex [N-Term; K11] 1.515 1.399 3.958063602 56.05 0 1732.936916 2 866.972229 0.153114525 0.000132669 64.29386537MMGLEVLGEK 4 39995082 2xTMT6plex [N-Term; K10] 100 2.022 2.865129948 35.25 0 1564.884293 2 782.9451294 -0.837353243 -0.00065518 75.75187702GAEQLAEGGR 6 39995082 1xTMT6plex [N-Term] 0.953 0.884 1.192 3.724265814 51.79 0 1216.64833 2 608.8269653 -1.377699616 -0.000838088 28.62244749YEPDSANPDALQCPIVLCGWR 4 39995082 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C13; C18] 2.449556351 21.38 0 2690.290423 3 897.4356689 0.754824059 0.000676899 72.70895982VEVPQPLSWYPEELAWHTNLSR 6 39995082 1xTMT6plex [N-Term] 100 100 100 1.536239624 5.02 0 2880.488194 3 960.8335571 -0.720667172 -0.000691958 94.13795224LQIDVDGR 6 39995082 1xTMT6plex [N-Term] 1.242 1.28 1.155 3.299965382 43.62 0 1144.652353 2 572.8301392 0.566705088 0.00032434 43.76305776ILCDVPCSGDGTMR 4 39995082 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C7] 100 1.904191256 9.87 0 1809.849491 2 905.4273071 -1.189973088 -0.001076836 49.1909225LFEHYYQELK 4 39995082 2xTMT6plex [N-Term; K10] 100 100 1.629066944 8.6 0 1828.004542 3 610.005249 -1.831713002 -0.001116127 61.98315876KNIDVWK 4 39995082 3xTMT6plex [N-Term; K1; K7] 0.969 0.921 3.067017794 10.07 1 1589.998224 3 530.6712036 0.524113695 0.00027778 50.48617354ILLTQENPFFR 2 39995082 1xTMT6plex [N-Term] 100 1.482291222 6.5 0 1606.915444 2 803.9612427 -0.146310398 -0.000117554 88.59805272IVPEGEWGQFMDALR 2 39995082 1xTMT6plex [N-Term] 0.833 1.649653316 6.62 0 1977.010149 2 989.0084229 -0.293168386 -0.000289798 102.3148663EILFYDR 6 39995082 1xTMT6plex [N-Term] 0.846 1.175 0.69 2.624768019 35.55 0 1184.65129 2 592.8295898 0.517154293 0.000306324 59.9164863VINTGIK 1 39995082 2xTMT6plex [N-Term; K7] 1.423 2.711868763 35.76 0 1202.787279 2 601.8986206 2.232415476 0.00134256 45.987568WMPGITQWK 2 39995082 2xTMT6plex [N-Term; K9] 1.53714776 1.14 0 1604.902326 2 802.9538574 -1.176200084 -0.000943843 75.1020452263252900 TPM1 tropomyosin alpha-1 chain isoform Tpm1.7cy 7168 NP_001018006.1 34.85915493 1 3 13 93 284 32.856 4.78 1.07 0.91 0.92 0.97 Significant 0.0029 KATDAEADVASLNR 12 63252900 2xTMT6plex [N-Term; K1] 1.851 1.897 1.721 4.062987804 55.99 1 1919.059825 3 640.3546753 -5.39453797 -0.003450814 40.68041543ATDAEADVASLNR 8 63252900 1xTMT6plex [N-Term] 3.743 2.361 2.468 4.139335155 51.47 0 1561.80193 2 781.4029541 -2.112000767 -0.001649263 41.60521378GTEDELDKYSEALK 2 63252900 3xTMT6plex [N-Term; K8; K14] 1.316 3.65694952 12.66 1 2285.247969 3 762.4207764 -0.084379656 -6.43E-05 70.82721379IQLVEEELDR 18 63252900 1xTMT6plex [N-Term] 1.297 2.38 1.828 3.785353422 49.84 0 1472.815789 2 736.911499 -0.046111079 -3.40E-05 68.55083794MEIQEIQLK 24 63252900 2xTMT6plex [N-Term; K9] 1.185 1.187 1.138 3.259823799 33.62 0 1589.933686 2 795.4691162 -1.716875458 -0.001364859 77.26070639AEQAEADK 6 63252900 2xTMT6plex [N-Term; K8] 1.855 1.353 2.024 3.345167875 46.74 0 1319.720716 2 660.3638306 -0.251119183 -0.000165704 26.71381538AEQAEADKK 10 63252900 3xTMT6plex [N-Term; K8; K9] 1.354 1.532 1.56 2.406741858 16.76 1 1676.978611 3 559.6641235 -0.473187032 -0.000264508 34.59182199SIDDLEEK 4 63252900 2xTMT6plex [N-Term; K8] 0.861 0.788 3.431399345 43.1 0 1406.777896 2 703.8856812 -9.817260669 -0.006905353 46.60997809ALMAAEDK 2 63252900 2xTMT6plex [N-Term; K8] 1.087 3.336138725 40.23 0 1306.744094 2 653.8758545 0.258959942 0.000169197 52.42724366KLVIIESDLER 6 63252900 2xTMT6plex [N-Term; K1] 0.524 0.592 0.466 2.744301319 18.94 1 1773.088606 3 591.7004395 -1.038312817 -0.000613674 59.27457855EDRYEEEIK 3 63252900 2xTMT6plex [N-Term; K9] 1.324 0.91 2.752022982 14.87 1 1668.884487 3 556.9671021 1.357968369 0.000755431 38.01269378IMDQTLK 4 63252900 2xTMT6plex [N-Term; K7] 0.916 1.033 3.253888607 33.33 0 1306.780479 2 653.8934326 -0.68173319 -0.000445438 47.89348463LVIIESDLER 6 63252900 1xTMT6plex [N-Term] 2.578 100 2.267266989 22.88 0 1415.830711 2 708.4202881 1.828171867 0.001294191 77.6258322614591902 RECQL ATP-dependent DNA helicase Q1 5965 NP_116559.1 25.1155624 1 14 14 55 649 73.41 7.88 1.46 1.39 1.46 1.43 Significant 0.00026 AANMLQQSGSK 4 14591902 2xTMT6plex [N-Term; K11] 1.317 1.367 5.134109974 83.64 0 1592.883047 2 796.9447021 -0.577087644 -0.000459617 35.80975778VLMAQHFDEVWNSEACNK 2 14591902 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 1.643 3.960412264 30.47 0 2636.300149 3 879.4377441 -0.557363746 -0.000489793 79.46096805EVFLVMPTGGGK 8 14591902 2xTMT6plex [N-Term; K12] 1.33 100 100 4.119461536 48.29 0 1692.975885 2 846.9920654 0.572701232 0.000484785 90.6115995AESSQTCHSEQGDKK 4 14591902 3xTMT6plex [N-Term; K14; K15]; 1xCarbamidomethyl [C7] 1.567 100 4.435761929 19.39 1 2379.217748 4 595.5593262 -0.9555336 -0.000568356 26.90177687AESSQTCHSEQGDK 4 14591902 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 100 3.175017595 26.13 0 2021.959853 3 674.6581421 0.009767519 6.58E-06 16.21678654ANLLNNEAHAITMQVTK 4 14591902 2xTMT6plex [N-Term; K17] 100 2.200758934 12.92 0 2326.295321 3 776.1037598 0.604001935 0.000468362 61.99108997SMENYYQESGR 2 14591902 1xTMT6plex [N-Term] 2.068 3.370605469 31.26 0 1592.721237 2 796.8630981 -1.454950737 -0.001158665 42.94065005ADCILYYGFGDIFR 9 14591902 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 2.158805847 15.87 0 1938.962136 2 969.9827271 -2.041673926 -0.001979364 100.2859761QAEELNEK 4 14591902 2xTMT6plex [N-Term; K8] 1.291 1.208 3.72327137 44.39 0 1418.78913 2 709.8978882 -0.444070792 -0.000315021 37.78665293QKPSNTEDFIEDIVK 4 14591902 3xTMT6plex [N-Term; K2; K15] 100 100 2.44717288 15.71 0 2450.374566 3 817.4616089 -1.751862716 -0.001430907 68.12490381LIDSWMGK 2 14591902 2xTMT6plex [N-Term; K8] 1.168 2.056638241 19.84 0 1407.807029 2 704.4071655 0.018365221 1.29E-05 76.78885127EDFPWSGK 4 14591902 2xTMT6plex [N-Term; K8] 100 100 2.263829947 18.11 0 1423.762187 2 712.3853149 0.819253962 0.000583211 65.47397266VKDILQNVFK 2 14591902 3xTMT6plex [N-Term; K2; K10] 1.769896507 4.45 1 1891.19838 3 631.0708008 -0.280968012 -0.000177122 93.90938663FRPLQLETINVTMAGK 2 14591902 2xTMT6plex [N-Term; K16] 1.222760201 2.59 0 2276.320079 3 759.4441528 -0.95503876 -0.000724658 68.90536349614458221 PCK2 phosphoenolpyruvate carboxykinase [GTP], mitochondrial isoform 1 precursor 5106 NP_004554.3 22.5 1 12 12 59 640 70.654 7.62 0.72 0.97 0.83 0.84 Significant 0.0073 DEGWLAEHMLILGITSPAGK 2 614458221 2xTMT6plex [N-Term; K20] 0.604 3.982521772 33.09 0 2596.420915 3 866.1448364 -0.369459609 -0.000319758 97.47579083YVAAAFPSACGK 7 614458221 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 0.802 3.766545534 42.86 0 1699.924184 2 850.4644775 -1.473778595 -0.001252656 57.76414346SESTAAAEHK 4 614458221 2xTMT6plex [N-Term; K10] 0.481 3.179994106 37.16 0 1488.805842 3 496.9400635 -0.137875811 -6.84E-05 29.01562488AIDTTQLFSLPK 11 614458221 2xTMT6plex [N-Term; K12] 0.431 0.722 0.744 2.530604601 31.47 0 1792.062057 2 896.534729 0.069388118 6.22E-05 93.6946806EGALDLSGLR 4 614458221 1xTMT6plex [N-Term] 1.209 3.582540274 42.62 0 1259.715681 2 630.3609009 -0.917946966 -0.000578176 58.37152986GQLGNWMSPADFQR 5 614458221 1xTMT6plex [N-Term] 100 2.4758811 31.93 0 1835.906018 2 918.4568481 0.218768858 0.00020082 83.56712422VECVGDDIAWMR 4 614458221 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.01 2.605214119 25.45 0 1679.808278 2 840.4055176 -2.690583091 -0.002259832 69.69535016DEAGHFLWPGFGENAR 2 614458221 1xTMT6plex [N-Term] 100 2.354150295 13.91 0 2031.987439 3 677.9991455 -2.242187365 -0.001518699 76.36190239ETPIGLVPK 6 614458221 2xTMT6plex [N-Term; K9] 0.66 0.89 1.033 3.401763439 35.08 0 1411.892473 2 706.449585 -0.410384031 -0.000289709 58.41719095DFWEQEVR 8 614458221 1xTMT6plex [N-Term] 0.669 1.786 3.458595037 39.66 0 1337.668731 2 669.3383789 0.560589092 0.000374941 52.81643148GVPLVYEAFNWR 4 614458221 1xTMT6plex [N-Term] 1.080990195 9.13 0 1679.910693 2 840.4589844 -0.000404783 -3.40E-07 94.9507417TVIVTPSQR 2 614458221 1xTMT6plex [N-Term] 0.794 3.001843691 33.72 0 1229.741502 2 615.3737793 -0.992384373 -0.000610188 41.2732546819913424 ATP6V1A V-type proton ATPase catalytic subunit A 523 NP_001681.2 21.23176661 1 11 11 69 617 68.26 5.52 0.9 0.85 0.9 0.88 Significant 0.00036 EILQEEEDLAEIVQLVGK 15 19913424 2xTMT6plex [N-Term; K18] 0.826 1.154 100 3.688792467 42.25 0 2513.411456 3 838.4807129 6.417354324 0.005376484 114.3018088DMGYHVSMMADSTSR 6 19913424 1xTMT6plex [N-Term] 0.839 0.736 0.888 3.628653288 34.67 0 1916.850219 3 639.6213379 -0.395700257 -0.000252833 42.57549331LEGDMATIQVYEETSGVSVGDPVLR 2 19913424 1xTMT6plex [N-Term] 1.19 4.724685192 42.56 0 2894.465469 3 965.493042 -0.309681856 -0.000298788 90.74946654AVETTAQSDNK 10 19913424 2xTMT6plex [N-Term; K11] 0.794 1.008 0.833 4.509476185 77.82 0 1621.879736 2 811.4438477 0.421185668 0.000341556 34.21795805LEGDMATIQVYEETSGVSVGDPVLR 2 19913424 1xTMT6plex [N-Term]; 1xOxidation [M5] 3.745871782 25.43 0 2910.460384 3 965.493042 -0.309681856 -0.000298788 90.74946654DFPELTMEVDGK 6 19913424 2xTMT6plex [N-Term; K12] 1.73 0.694 1.551 2.435954332 19 0 1838.961022 2 919.9819336 -2.40992737 -0.002215881 71.02602869GVNVSALSR 6 19913424 1xTMT6plex [N-Term] 0.82 0.798 0.85 3.394469738 49.03 0 1131.668337 2 566.3377075 -0.175873912 -9.95E-05 40.40094129ALDEYYDK 4 19913424 2xTMT6plex [N-Term; K8] 1.013 1.119 3.052611113 34.34 0 1474.782982 2 737.8952637 0.182354796 0.000134467 56.65606116LAEMPADSGYPAYLGAR 6 19913424 1xTMT6plex [N-Term] 0.514 1.253 1.620274186 13.55 0 2011.015628 2 1006.00946 -1.980920241 -0.001991831 62.45218552ITWSIIR 4 19913424 1xTMT6plex [N-Term] 100 100 2.746012449 25.66 0 1117.693096 2 559.3503418 0.278487674 0.000155632 80.118077LASFYER 6 19913424 1xTMT6plex [N-Term] 0.505 0.524 0.968 2.678737879 19.69 0 1114.609426 2 557.8079224 -0.769357784 -0.000428767 49.85570199AKEILQEEEDLAEIVQLVGK 2 19913424 3xTMT6plex [N-Term; K2; K20] 1.445862532 3.83 1 2941.706465 3 981.239624 -0.729460846 -0.000715287 104.227589811342664 MX2 interferon-induced GTP-binding protein Mx2 4600 NP_002454.1 20.41958042 1 8 11 60 715 82.037 8.76 0.161 0.106 0.444 0.24 Non-Significant 0.15 VLLEEGSATVPR 6 11342664 1xTMT6plex [N-Term] 0.01 0.106 0.095 4.328711033 52.57 0 1499.863074 2 750.4360352 1.14663967 0.000859901 53.60652656ALGVEQDLALPAIAVIGDQSSGK 12 11342664 2xTMT6plex [N-Term; K23] 0.01 0.01 3.810830832 57.39 0 2710.539116 3 904.1845093 -0.052180752 -4.71E-05 108.345893VRPCIDLIDSLR 7 11342664 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.265 0.01 0.01 4.229460716 29.32 0 1685.956991 3 562.6575317 0.623174167 0.000350215 68.78237565SSVLEALSGVALPR 8 11342664 1xTMT6plex [N-Term] 0.01 0.117 4.629473686 55.22 0 1627.958037 2 814.4830322 0.461303736 0.000375492 94.25003457GISHELISLEITSPEVPDLTIIDLPGITR 3 11342664 1xTMT6plex [N-Term] 2.562025547 19.11 0 3357.871853 3 1119.958618 -3.142471861 -0.003517339 113.3610066AENMIQLQFR 2 11342664 1xTMT6plex [N-Term] 0.156 2.790393353 29.13 0 1478.7987 2 739.9030151 0.036565787 2.70E-05 65.98871253LVEGEEVVR 6 11342664 1xTMT6plex [N-Term] 0.106 0.557 3.454473019 42.32 0 1258.720433 2 629.8637085 -0.232099047 -0.000146074 44.64601845NIIHEEVEK 2 11342664 2xTMT6plex [N-Term; K9] 0.188 3.568244457 18.19 0 1568.904828 3 523.6394043 -0.74483127 -0.000389523 47.38186102EITFFQTHPYFR 4 11342664 1xTMT6plex [N-Term] 0.01 0.01 2.336872339 23.68 0 1814.942721 3 605.6517334 -1.142854076 -0.000691405 68.03156256AMMQILQEK 6 11342664 2xTMT6plex [N-Term; K9] 0.01 0.01 2.037775755 23.13 0 1549.884627 2 775.4421387 -4.920479962 -0.003813088 69.42207978DIGLQIK 4 11342664 2xTMT6plex [N-Term; K7] 0.184 0.01 2.885996103 33.18 0 1244.797844 2 622.9020386 -0.838370316 -0.000521801 55.968686794557735 MAOA amine oxidase [flavin-containing] A isoform 1 4128 NP_000231.1 22.9601518 1 12 12 45 527 59.644 7.85 0.48 0.54 0.43 0.48 Significant 0.0043 VLGSQEALHPVHYEEK 3 4557735 2xTMT6plex [N-Term; K16] 1.025 0.66 5.45930481 41.89 0 2294.254502 4 574.3197021 1.079520057 0.000619173 44.61691981NEHVDYVDVGGAYVGPTQNR 5 4557735 1xTMT6plex [N-Term] 0.39 0.32 4.902732372 39.96 0 2419.183967 3 807.0656738 -0.619384737 -0.000499469 53.05529992EIPTDAPWEAQHADKWDK 2 4557735 3xTMT6plex [N-Term; K15; K18] 0.355 4.350721836 21.04 1 2824.487304 4 706.8775024 0.309980372 0.000218884 69.73733486FVGGSGQVSER 6 4557735 1xTMT6plex [N-Term] 0.556 0.582 0.591 4.12646389 48.58 0 1351.716744 2 676.3613281 -1.00942746 -0.00068223 34.20921402KFVGGSGQVSER 6 4557735 2xTMT6plex [N-Term; K1] 0.314 0.383 0.322 3.593182564 37.3 1 1708.974639 3 570.3295898 -0.247381524 -0.000140923 43.35873307IMDLLGDQVK 4 4557735 2xTMT6plex [N-Term; K10] 0.305 0.519 3.211883545 50.34 0 1589.933686 2 795.4696045 -1.10265959 -0.000876578 89.52075254ELGIETYK 4 4557735 2xTMT6plex [N-Term; K8] 0.54 3.531043053 37.37 0 1410.824453 2 705.9161377 0.387050723 0.00027303 49.08907796DIWVQEPESK 6 4557735 2xTMT6plex [N-Term; K10] 0.411 0.382 0.25 2.563210726 30.25 0 1688.925958 2 844.9678345 1.441623478 0.001217398 58.17457733EIPTDAPWEAQHADK 2 4557735 2xTMT6plex [N-Term; K15] 0.904 3.481881618 19.26 0 2166.123154 3 722.7119141 -0.90696713 -0.000654867 46.82865938KICELYAK 8 4557735 3xTMT6plex [N-Term; K1; K8]; 1xCarbamidomethyl [C3] 0.474 0.371 3.599742174 20.31 1 1712.038375 3 571.3505859 -0.683511256 -0.000390066 45.30828192LPMGAVIK 2 4557735 2xTMT6plex [N-Term; K8] 0.476 2.620560884 30.69 0 1286.827036 2 643.9173584 0.314235607 0.000202183 72.4699048IFFAGTETATK 3 4557735 2xTMT6plex [N-Term; K11] 0.01 1.446948647 5.62 0 1643.940879 2 822.4730835 -1.209890111 -0.000994494 60.216503014826760 HNRNPF heterogeneous nuclear ribonucleoprotein F 3185 NP_004957.1 31.08433735 1 7 9 61 415 45.643 5.58 1.21 1.03 1.06 1.1 Significant 0.0026 ITGEAFVQFASQELAEK 2 4826760 2xTMT6plex [N-Term; K17] 1.604 3.096675396 42.48 0 2326.269483 3 776.0952759 0.769922286 0.000597016 103.5608978MRPGAYSTGYGGYEEYSGLSDGYGFTTDLFGR 9 4826760 1xTMT6plex [N-Term] 100 6.089747906 28.02 0 3703.684857 4 926.6761475 -0.566208069 -0.000524264 90.31618041DLSYCLSGMYDHR 16 4826760 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.295 1.563 100 3.557117701 29.74 0 1845.84612 3 615.9536133 0.090155809 5.55E-05 63.15223507VHIEIGPDGR 12 4826760 1xTMT6plex [N-Term] 1.171 0.941 0.924 3.878456116 41.11 0 1321.742565 2 661.3739624 -1.450180514 -0.000958383 39.22510271ATENDIYNFFSPLNPVR 4 4826760 1xTMT6plex [N-Term] 1.780806541 12.93 0 2226.139248 2 1113.571411 -1.663321096 -0.001851392 96.14648116TEMDWVLK 5 4826760 2xTMT6plex [N-Term; K8] 1.257 3.320037842 40.83 0 1479.828158 2 740.4169312 -1.062431002 -0.000786108 94.73962183GLPFGCTK 4 4826760 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.132 1.258 3.03034997 35.37 0 1337.765164 2 669.3864746 0.380103148 0.000254244 52.48767348SYSDPPLK 6 4826760 2xTMT6plex [N-Term; K8] 1.296 1.293 1.385 3.287114382 36.2 0 1364.782588 2 682.8948975 -0.051017741 -3.48E-05 39.482159QSGEAFVELGSEDDVK 1 4826760 2xTMT6plex [N-Term; K16] 100 2.033554554 0 2168.112314 2 1084.55896 -0.770577296 -0.000835349 89.99208236MRPGAYSTGYGGYEEYSGLSDGYGFTTDLFGR 2 4826760 1xTMT6plex [N-Term]; 1xOxidation [M1] 2.724196196 5.54 0 3719.679772 4 926.6761475 -0.566208069 -0.000524264 90.3161804112408656 CAPN1 calpain-1 catalytic subunit 823 NP_005177.2 24.22969188 1 15 15 73 714 81.838 5.67 0.98 0.9 1.21 1.03 Significant 0.008 LDETDDPDDYGDR 16 12408656 1xTMT6plex [N-Term] 2.061 1.489 1.588 3.422825813 55.27 0 1754.755433 2 877.8815308 0.200383159 0.000175812 38.64613336LVFVHSAEGNEFWSALLEK 4 12408656 2xTMT6plex [N-Term; K19] 100 1.339 6.580146313 47.78 0 2634.433195 3 878.8152466 -0.762229959 -0.000669348 100.5850063YLGQDYEQLR 8 12408656 1xTMT6plex [N-Term] 1.098 0.965 3.812946796 45.03 0 1513.784824 2 757.3964844 0.573753935 0.00043427 60.97354636MAIESAGFK 6 12408656 2xTMT6plex [N-Term; K9] 0.829 0.965 2.959 3.446429729 40.9 0 1411.801943 2 706.4047852 0.248273139 0.000175256 51.91037834SMVNLMDR 2 12408656 1xTMT6plex [N-Term] 1.218 3.34494257 43.06 0 1194.61723 2 597.8123169 0.106552174 6.36E-05 54.8995863DFFLANASR 4 12408656 1xTMT6plex [N-Term] 100 100 2.337913752 15.86 0 1269.678902 2 635.3432007 0.175349206 0.000111319 59.86894271QLAGEDMEISVK 2 12408656 2xTMT6plex [N-Term; K12] 1.061 2.52850771 13.7 0 1777.977007 2 889.4904785 -1.870861511 -0.001663174 54.32505869GFSLESCR 6 12408656 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.687 0.83 1.064 3.017102718 35.86 0 1184.593124 2 592.7999268 -0.461774059 -0.000273507 40.53594223APSDLYQIILK 6 12408656 2xTMT6plex [N-Term; K11] 1.112 0.911 100 2.481566429 15.21 0 1719.045679 2 860.0274048 1.078621898 0.0009271 87.14606665MEDGEFWMSFR 2 12408656 1xTMT6plex [N-Term] 1.259 2.357553482 8.15 0 1663.744615 2 832.3769531 1.210870936 0.00100729 90.62511564DLGPNSSK 2 12408656 2xTMT6plex [N-Term; K8] 0.987 3.121561527 32.76 0 1275.730887 2 638.3696899 0.953604577 0.000608271 35.475348GQVVSLIR 7 12408656 1xTMT6plex [N-Term] 1.034 0.715 0.894 2.713822365 32.03 0 1100.698909 2 550.8530273 -0.11926286 -6.56E-05 53.64213315LEICNLTPDALK 4 12408656 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 100 1.33590126 5.29 0 1845.055592 2 923.0303345 -1.192058764 -0.001099707 71.26237WNTTLYEGTWR 2 12408656 1xTMT6plex [N-Term] 100 1.446524501 11.24 0 1655.837922 2 828.4213257 -1.538207803 -0.001273511 75.46562904LPPGEYVVVPSTFEPNKEGDFVLR 2 12408656 2xTMT6plex [N-Term; K17] 0.01 1.774719715 0.16 1 3147.713058 3 1049.907837 -1.302538617 -0.001366673 89.00908472742670570 FUBP1 far upstream element-binding protein 1 isoform 1 8880 NP_001290362.1 26.46616541 1 12 15 60 665 69.821 7.36 1.21 1.09 0.73 1.01 Significant 0.02 SCMLTGTPESVQSAK 2 742670570 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 1.498 3.958814383 38.8 0 2054.066233 2 1027.537231 0.46425992 0.00047681 52.84834348QQAAYYAQTSPQGMPQHPPAPQGQ 2 742670570 1xTMT6plex [N-Term] 1.376 3.147124767 29.96 0 2810.351777 3 937.456604 1.238945155 0.001160624 40.44647908GTPQQIDYAR 4 742670570 1xTMT6plex [N-Term] 1.08 3.703068495 46.59 0 1377.732394 2 689.3690796 -1.097158141 -0.000755795 35.13261099CQHAAEIITDLLR 2 742670570 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.598 3.170814276 32.6 0 1768.95772 3 590.3245239 0.734317915 0.000432992 77.46185208LLDQIVEK 8 742670570 2xTMT6plex [N-Term; K8] 1.144 1.446 1.057 3.160379171 35.06 0 1415.887387 2 708.4470215 -0.438573897 -0.000310486 79.81386037KIQNDAGVR 4 742670570 2xTMT6plex [N-Term; K1] 1.017 1.008 2.589521646 22.13 1 1458.879282 3 486.965271 1.355498228 0.000659169 27.92410246MVMIQDGPQNTGADKPLR 2 742670570 2xTMT6plex [N-Term; K15] 0.976 3.078696966 17.01 0 2429.304505 3 810.4318237 -9.709556188 -0.00786249 49.20124872IQFKPDDGTTPER 3 742670570 2xTMT6plex [N-Term; K4] 0.996 3.188441038 10.29 0 1962.069661 3 654.6946411 -0.14852182 -9.71E-05 50.33297851EMVLEIIR 16 742670570 1xTMT6plex [N-Term] 0.859 1.892 0.635 2.765518427 29.03 0 1231.728161 2 616.3677368 0.029635445 1.83E-05 69.62881266AWEEYYK 14 742670570 2xTMT6plex [N-Term; K7] 0.944 1.067 1.143 3.371551514 36.48 0 1446.766938 2 723.8872681 0.222318332 0.000160821 52.96161612IAQITGPPDR 2 742670570 1xTMT6plex [N-Term] 1.061 2.323510408 17.33 0 1296.747316 2 648.8776855 0.600343444 0.000389247 51.43740391IQIAPDSGGLPER 2 742670570 1xTMT6plex [N-Term] 0.562 2.34429884 16.63 0 1581.879787 2 791.4428711 -0.835071357 -0.000660491 47.38774936ITGDPYK 4 742670570 2xTMT6plex [N-Term; K7] 1.366 3.299744368 31.64 0 1251.73491 2 626.3706665 -0.681559794 -0.000426566 43.45076586SISQQSGAR 2 742670570 1xTMT6plex [N-Term] 0.976277053 4.24 0 1162.637766 2 581.8227539 0.400496624 0.000232816 18.34536245VPDGMVGFIIGR 1 742670570 1xTMT6plex [N-Term] 2.313211203 13.19 0 1489.839836 2 745.4234009 -0.208742027 -0.000155496 80.03794344150417996 UBA6 ubiquitin-like modifier-activating enzyme 6 55236 NP_060697.4 15.01901141 1 13 13 42 1052 117.895 6.14 0.8 0.84 0.52 0.72 Significant 0.019 KPNVGCQQDSEELLK 4 150417996 3xTMT6plex [N-Term; K1; K15]; 1xCarbamidomethyl [C6] 0.683 0.953 4.643136501 35.15 0 2432.34222 3 811.4529419 0.843612209 0.000683985 55.45572427MLYVPVMPGHAK 2 150417996 2xTMT6plex [N-Term; K12] 1.023 3.291828871 33.73 0 1801.026874 3 601.0134888 -0.533779601 -0.00032045 63.80425705EDFTLLDFINAVK 4 150417996 2xTMT6plex [N-Term; K13] 100 100 2.724688292 34.54 0 1983.1203 2 992.0640259 0.23953555 0.000237514 111.7031717AILSNEATK 4 150417996 2xTMT6plex [N-Term; K9] 0.814 0.483 4.381621838 58.76 0 1404.846251 2 702.9265137 -0.355943755 -0.000250023 46.76832805ACIGDTLCQK 4 150417996 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C2; C8] 1.046 0.983 3.993911982 36.19 0 1623.859869 2 812.4326782 -1.101963736 -0.000894717 54.73978681KPDHVPISSEDER 2 150417996 2xTMT6plex [N-Term; K1] 0.752 3.99530673 33.56 0 1967.059825 3 656.3591309 1.532367286 0.001004753 33.63709688MYSIEPADR 2 150417996 1xTMT6plex [N-Term] 0.881 3.227878094 45.46 0 1310.661203 2 655.8339233 -0.482993096 -0.00031652 45.27348292VVQTDETAR 4 150417996 1xTMT6plex [N-Term] 0.801 0.959 3.442942142 37.58 0 1247.679296 2 624.3439941 1.134659567 0.000707846 25.00730608AVTIHDTEK 4 150417996 2xTMT6plex [N-Term; K9] 0.832 0.804 3.884966373 25.12 0 1471.852064 3 491.2889404 0.138355659 6.79E-05 32.20968278LFCDFGDEFEVLDTTGEEPK 4 150417996 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C3] 0.721 100 2.144665718 18.37 0 2806.353349 3 936.1237183 1.159007706 0.001084195 104.9174929GMITVTDPDLIEK 4 150417996 2xTMT6plex [N-Term; K13] 1.708172321 10.53 0 1890.065822 2 945.536499 -0.053063298 -5.01E-05 63.01911356FDLNEPLHLSFLQNAAK 2 150417996 2xTMT6plex [N-Term; K17] 1.733934283 6.45 0 2415.343651 3 805.7853394 -0.905268115 -0.000728845 90.39672507TVFFESLER 2 150417996 1xTMT6plex [N-Term] 1.321 2.168832779 13.17 0 1356.736083 2 678.8707275 -1.403457828 -0.000952061 80.7296254850592994 TXN thioredoxin isoform 1 7295 NP_003320.2 88.57142857 1 8 8 187 105 11.73 4.92 0.83 0.82 1.35 1 Significant 0.029 YSNVIFLEVDVDDCQDVASECEVK 96 50592994 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C14; C21] 6.204 100 3.556312561 27.75 0 3291.580131 3 1097.864502 -0.357943777 -0.000392734 94.71620485TAFQEALDAAGDK 6 50592994 2xTMT6plex [N-Term; K13] 0.973 1.066 3.878944635 56.5 0 1794.9638 2 897.9853516 -0.207806419 -0.000186502 62.95001833LVVVDFSATWCGPCK 29 50592994 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C11; C14] 100 100 1.009 4.725827694 46.83 0 2197.154988 3 733.0564575 -0.076972907 -5.64E-05 96.69323665MIKPFFHSLSEK 22 50592994 3xTMT6plex [N-Term; K3; K12] 0.671 0.664 0.333 3.454985857 15.88 0 2151.260329 4 542.5698242 1.02584825 0.000555819 61.08977723VGEFSGANK 10 50592994 2xTMT6plex [N-Term; K9] 1.162 1.66 1.665 3.632363558 48.42 0 1366.773086 2 683.8895874 -0.868970369 -0.000593843 47.15128964CMPTFQFFK 12 50592994 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 0.973 1.453 2.289 3.329350948 32.03 0 1663.874063 2 832.4403076 -0.435090396 -0.000361968 84.85330228LEATINELV 2 50592994 1xTMT6plex [N-Term] 1.122 2.692290306 58.61 0 1230.714285 2 615.8604126 -0.597981755 -0.000367972 93.10656987MIKPFFHSLSEK 9 50592994 3xTMT6plex [N-Term; K3; K12]; 1xOxidation [M1] 0.677 0.701 0.58 3.308503628 17.7 0 2167.255244 4 542.5698242 1.02584825 0.000555819 61.08977723EKLEATINELV 1 50592994 2xTMT6plex [N-Term; K2] 1.06 1.462263107 31.17 1 1717.014772 2 859.0107422 -0.328905149 -0.000282368 86.742838724505891 PLOD3 procollagen-lysine,2-oxoglutarate 5-dioxygenase 3 precursor 8985 NP_001075.1 24.66124661 1 16 16 75 738 84.731 6.05 1.07 1.11 0.89 1.02 Significant 0.0043 LVGPEEALSPGEAR 4 4505891 1xTMT6plex [N-Term] 1.327 1.093 4.497521877 59.64 0 1653.900916 2 827.4533691 -0.879259898 -0.000727104 53.83658046YKDDDDDQLFYTR 6 4505891 2xTMT6plex [N-Term; K2] 1.192 1.115 4.365381241 25.36 1 2152.059885 3 718.0249634 0.210183147 0.000150776 59.89674257GLDYEGGGCR 4 4505891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.133 1.107 3.841804266 58.07 0 1312.615316 2 656.8126221 2.020158224 0.001325845 34.788302SEDYVELVQR 5 4505891 1xTMT6plex [N-Term] 1.333 1.281 4.515191078 55.23 0 1466.768839 2 733.8885498 0.67074603 0.000491915 56.02510981DVFSGSDTDPDMAFCK 4 4505891 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 100 100 2.448134661 24.46 0 2250.045891 2 1125.522949 -3.230704106 -0.003634616 64.60310475



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms YDCVISSPR 2 4505891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.043 4.061243057 40.39 0 1325.672102 2 663.3395996 -0.135660432 -8.99E-05 43.47812576GIFLHLSNQHEFGR 4 4505891 1xTMT6plex [N-Term] 1.149 1.162 2.997970343 21.1 0 1884.007781 4 471.7572632 -0.296238493 -0.000139529 50.16706731VIAPMLSR 7 4505891 1xTMT6plex [N-Term] 1.032 1.032 0.791 3.126272917 38.38 0 1115.680816 2 558.3441772 0.234298362 0.000130701 53.42664433LSLNLDHK 3 4505891 2xTMT6plex [N-Term; K8] 1.233 0.813 2.662658215 26.17 0 1397.851671 3 466.6218567 -0.467661666 -0.000217907 53.67957864LLLLDYPPDR 4 4505891 1xTMT6plex [N-Term] 0.292 1.72831893 7.44 0 1443.840882 2 722.4243774 0.41299067 0.000298146 82.2848913LLFSAESFCWPEWGLAEQYPEVGTGK 2 4505891 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C9] 1.931531906 3.21 0 3459.733535 3 1153.908203 -6.786370905 -0.007826345 106.4419034ILIEENR 6 4505891 1xTMT6plex [N-Term] 0.934 1.106 2.766931534 31.02 0 1115.662189 2 558.3345337 -0.357354754 -0.000199344 43.34196841AVMNFVVR 2 4505891 1xTMT6plex [N-Term] 100 1.834995866 19.27 0 1164.676065 2 582.8408203 -1.460865429 -0.000850717 52.71470597LYLDPGLR 12 4505891 1xTMT6plex [N-Term] 0.894 0.691 1.264 1.725649357 13.04 0 1175.698575 2 588.3520508 -1.488500146 -0.000875014 58.27503561QVGYEDQWLQLLR 6 4505891 1xTMT6plex [N-Term] 1.466940761 6.06 0 1877.011863 2 939.0091553 -0.441836912 -0.000414667 100.3591405DMAMDLCR 4 4505891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.917 1.017 0.984 1.979148746 12.1 0 1240.568565 2 620.786438 -2.390898432 -0.001483037 44.1533302127262628 NASP nuclear autoantigenic sperm protein isoform 2 4678 NP_002473.2 17.25888325 1 12 12 50 788 85.186 4.3 1.74 1.47 1.62 1.61 Significant 0.0023 EAEGSSAEYK 6 27262628 2xTMT6plex [N-Term; K10] 2.139 1.953 1.811 4.715873718 58.49 0 1528.789524 2 764.8980103 -0.510052022 -0.000389881 30.12618928EVSEEQPVVTLEK 4 27262628 2xTMT6plex [N-Term; K13] 2.355 100 4.030474663 41.11 0 1945.089394 2 973.0475464 -0.811117765 -0.000788848 62.83079133SVSGTDVQEECR 6 27262628 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 2.655 1.259 2.31 5.492068291 68.46 0 1595.753266 2 798.3803711 0.125274693 1.00E-04 18.31949518VQIAANEETQER 8 27262628 1xTMT6plex [N-Term] 1.721 2.14 1.754 4.493548393 50.89 0 1616.844129 2 808.9259033 0.247865962 0.00020038 34.98187299VVTSENEAGK 2 27262628 2xTMT6plex [N-Term; K10] 1.756 4.468044758 50.5 0 1491.841894 2 746.4230347 -2.078560788 -0.001550442 32.52027086MAVLNEQVK 4 27262628 2xTMT6plex [N-Term; K9] 1.194 1.459 3.838804007 50.49 0 1489.881256 2 745.4446411 0.503078054 0.000374763 48.63663942EQVYDAMGEKEEAK 2 27262628 3xTMT6plex [N-Term; K10; K14] 0.465 3.741134167 15.52 1 2314.220374 3 772.0786133 0.394449794 0.000304281 44.81524611SLAKPETDKEQDSEMEK 2 27262628 4xTMT6plex [N-Term; K4; K9; K17] 2.219 4.353766441 6 1 2881.563455 4 721.1465454 0.311299973 0.000224258 39.85420407KLLGLGQK 4 27262628 3xTMT6plex [N-Term; K1; K8] 1.409 1.187 3.483334064 21.45 1 1544.05026 3 515.3544922 -0.865591966 -0.000445506 48.20236982LLGLGQK 6 27262628 2xTMT6plex [N-Term; K7] 100 1.587 2.774 2.42975378 28.11 0 1186.792365 2 593.9006348 1.371799565 0.000814021 57.88165753SIEVIENR 4 27262628 1xTMT6plex [N-Term] 1.234 1.564 1.685 3.398617983 47.17 0 1188.678568 2 594.8427734 -0.250265301 -0.000148742 40.42274157HLVMGDIPAAVNAFQEAASLLGK 1 27262628 2xTMT6plex [N-Term; K23] 1.082494736 0 2810.563891 3 937.5228882 -3.479635973 -0.003259913 107.3669979SLAKPETDKEQDSEMEK 1 27262628 4xTMT6plex [N-Term; K4; K9; K17]; 1xOxidation [M15] 1.518 2.757699013 1 2897.55837 4 721.1465454 0.311299973 0.000224258 39.85420407118601081 HNRNPUL2 heterogeneous nuclear ribonucleoprotein U-like protein 2 221092 NP_001073027.1 21.95448461 1 11 11 58 747 85.052 4.91 0.87 1.02 0.87 0.92 Significant 0.0029 LQEALDAEMLEDEAGGGGAGPGGACK 6 118601081 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C25] 3.457107306 27.48 0 2961.433407 3 987.8157349 -0.255112998 -0.000251833 71.60559174AAEEQGDDQDSEK 15 118601081 2xTMT6plex [N-Term; K13] 0.971 1.04 0.986 4.120967865 54.9 0 1879.892151 3 627.3013916 -1.345292767 -0.000843002 22.5241049KVVVVVPNEEDWKK 2 118601081 4xTMT6plex [N-Term; K1; K13; K14] 0.59 4.43919754 13.49 2 2585.583661 4 647.1516113 0.369294761 0.000238711 61.02107981VGWSVDFSRPQLGEDEFSYGFDGR 3 118601081 1xTMT6plex [N-Term] 100 2.679941416 9.67 0 2979.411066 3 993.8075562 -0.990327586 -0.000983531 89.97688522GLEEPEMDPK 6 118601081 2xTMT6plex [N-Term; K10] 0.857 0.959 0.825 2.831292391 45.58 0 1602.84493 2 801.9267578 0.816644814 0.000654478 49.43135067EEPFFPPPEEFVFIHAVPVEER 4 118601081 1xTMT6plex [N-Term] 100 2.667797089 14.86 0 2870.460248 3 957.4898682 -1.81040926 -0.001732236 98.32855125DLLVQQASQCLSK 6 118601081 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 100 100 100 1.8451612 14.22 0 1948.093768 2 974.5495605 -0.987435144 -0.000961808 61.60112255ALLPHVLCK 4 118601081 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.883 0.88 2.664328098 18.2 0 1508.938712 3 503.651001 -0.173671939 -8.74E-05 64.94886519SKPAGSDGER 2 118601081 2xTMT6plex [N-Term; K2] 2.019230127 5.08 0 1461.806177 3 487.9401855 -0.118640472 -5.78E-05 23.63198773GLEEPEMDPK 2 118601081 2xTMT6plex [N-Term; K10]; 1xOxidation [M7] 1.02 2.195694923 32.41 0 1618.839845 2 801.9267578 0.816644814 0.000654478 49.43135067YNVLGAETVLNQMR 6 118601081 1xTMT6plex [N-Term] 100 1.320008159 13.32 0 1836.983934 2 918.9942627 -1.461738083 -0.001342595 78.81140374NYYGYQGYR 2 118601081 1xTMT6plex [N-Term] 1.327 2.512723446 14.3 0 1412.67963 2 706.8422852 -1.654053368 -0.001168324 47.5677969534932414 NONO non-POU domain-containing octamer-binding protein isoform 1 4841 NP_031389.3 24.62845011 1 11 12 77 471 54.197 8.95 1.05 1.38 1.03 1.15 Significant 0.0095 FACHSASLTVR 6 34932414 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.651 1.586 3.597151995 41.4 0 1477.778299 3 493.2646179 0.677848475 0.000333903 37.63915776EKLEMEMEAAR 10 34932414 2xTMT6plex [N-Term; K2] 1.188 1.176 4.103749275 28.32 1 1794.949412 2 897.9788208 0.531018622 0.000476576 58.72248593GIVEFSGKPAAR 4 34932414 2xTMT6plex [N-Term; K8] 0.15 0.356 3.724238396 14.01 0 1690.005211 3 564.0065918 0.006627568 3.73E-06 54.06265064MEELHNQEVQK 2 34932414 2xTMT6plex [N-Term; K11] 1.394 3.939141035 35.62 0 1842.978404 3 614.9976807 0.046127609 2.83E-05 42.70157908LEMEMEAAR 4 34932414 1xTMT6plex [N-Term] 1.938 1.549 3.383181334 42.26 0 1308.648924 2 654.8284912 0.597518449 0.000390971 47.62023069HEHQVMLMR 4 34932414 1xTMT6plex [N-Term] 0.976 3.833582163 35.24 0 1409.734325 3 470.5827026 -0.546634802 -0.00025687 33.14702802LFVGNLPPDITEEEMR 4 34932414 1xTMT6plex [N-Term] 100 1.781363606 11.9 0 2089.083707 2 1045.044678 -0.779572041 -0.000814296 82.25948463AGEVFIHK 4 34932414 2xTMT6plex [N-Term; K8] 1.454 2.637 2.263509035 37.79 0 1358.819642 3 453.6113281 -0.155329665 -7.04E-05 41.49163548AVVIVDDR 21 34932414 1xTMT6plex [N-Term] 1.148 1.132 1.07 3.194954157 43.92 0 1115.662189 2 558.3349609 0.408551087 0.000227902 53.84556514VELDNMPLR 6 34932414 1xTMT6plex [N-Term] 1.731 100 1.355 3.486301661 29.78 0 1315.724138 2 658.3617554 -6.007025018 -0.003951794 53.33554774ALIEMEK 6 34932414 2xTMT6plex [N-Term; K7] 1.12 1.135 1.02 3.305520773 38.36 0 1291.76958 2 646.3881226 -0.473739916 -0.000305981 50.34464427ALIEMEK 2 34932414 2xTMT6plex [N-Term; K7]; 1xOxidation [M5] 1.218 2.019530058 23.71 0 1307.764495 2 646.3881226 -0.473739916 -0.000305981 50.34464427FAQPGSFEYEYAMR 4 34932414 1xTMT6plex [N-Term] 1.073 100 1.021 1.364070058 4.01 0 1924.9101 2 962.9575806 -1.151122427 -0.001107904 67.237363355956921 HNRNPAB heterogeneous nuclear ribonucleoprotein A/B isoform b 3182 NP_004490.2 43.15789474 1 10 11 61 285 30.569 7.91 1.51 1.35 1.48 1.45 Significant 0.0012 EYFGEFGEIEAIELPMDPK 8 55956921 2xTMT6plex [N-Term; K19] 1.944 1.248 1.831 2.949174404 30.13 0 2672.356978 3 891.454834 -2.630216297 -0.002342959 111.8582159GSGGGGGGGGQGSTNYGK 6 55956921 2xTMT6plex [N-Term; K18] 100 1.546 5.966000557 74.47 0 1912.951337 2 956.9796143 0.321307507 0.000307323 29.38681587FGEVVDCTIK 16 55956921 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.287 2.16 3.644254446 61.13 0 1625.8973 2 813.4521484 -0.172246426 -0.000140027 72.97194639EVYQQQQYGSGGR 6 55956921 1xTMT6plex [N-Term] 1.45 1.512 1.546 4.604271889 48.02 0 1728.850277 2 864.9284668 -0.358785407 -0.000310143 35.80270899MFVGGLSWDTSK 7 55956921 2xTMT6plex [N-Term; K12] 100 1.627 2.507279396 25.34 0 1785.960963 2 893.4836426 -0.534336287 -0.000477152 87.16849659GFVFITFKEEEPVKK 3 55956921 4xTMT6plex [N-Term; K8; K14; K15] 0.912 0.738 3.006740808 8.29 2 2714.630276 4 679.4118042 -1.801159873 -0.001222371 71.52418956IFVGGLNPEATEEK 7 55956921 2xTMT6plex [N-Term; K14] 100 1.420153379 12.65 0 1962.094814 2 981.5497437 -1.326610363 -0.001301468 67.96758787GFVFITFK 6 55956921 2xTMT6plex [N-Term; K8] 100 1.42 2.006819248 20.71 0 1416.86553 2 708.9345703 -2.587235643 -0.001832882 85.97711355DAASVEK 6 55956921 2xTMT6plex [N-Term; K7] 1.386 1.289 1.444 2.965832233 41.21 0 1177.682874 2 589.3447266 -0.592209512 -0.000348718 27.95902543DLKDYFTK 3 55956921 3xTMT6plex [N-Term; K3; K8] 0.777 0.779 2.580884695 9.93 1 1717.013934 3 573.0090942 -0.70141257 -0.000401445 62.55246115MDPNTGR 1 55956921 1xTMT6plex [N-Term] 2.064 2.010612965 16.25 0 1019.514145 2 510.2605286 -0.357583164 -0.000182281 27.412317784826960 QARS glutamine--tRNA ligase isoform a 5859 NP_005042.1 21.5483871 1 13 13 59 775 87.743 7.15 1.37 1.15 1.44 1.32 Significant 0.0044 GPSGCVESLEVTCR 6 4826960 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C13] 1.345 0.719 1.161 4.455131531 60.07 0 1779.856685 2 890.4307251 -1.411110629 -0.001255787 42.10669569SHPLDPIDTVDFER 4 4826960 1xTMT6plex [N-Term] 1.115 0.8 4.109931946 33.56 0 1869.954408 3 623.9887695 -1.41851921 -0.000884189 59.05247223QHLEITGGQVR 4 4826960 1xTMT6plex [N-Term] 1.391 1.529 3.565199614 34.78 0 1466.827691 3 489.6141663 0.173196415 8.47E-05 42.08028194LNLHYAVVSK 2 4826960 2xTMT6plex [N-Term; K10] 2.083 3.587582111 22.96 0 1601.977934 3 534.6644897 0.613222105 0.000327456 52.18570552AINFNFGYAK 4 4826960 2xTMT6plex [N-Term; K10] 0.69 100 2.685479403 29.15 0 1602.904434 2 801.954834 -1.274562105 -0.001021501 75.73861067DRPMEESLLLFEAMR 2 4826960 1xTMT6plex [N-Term] 100 2.968317747 5.94 0 2066.061198 3 689.3591919 0.883092716 0.000608175 97.86949816NEVDMQVLHLLGPK 2 4826960 2xTMT6plex [N-Term; K14] 1.128 2.229907036 23.66 0 2051.172352 3 684.3963623 1.063398724 0.000727071 91.272681VIITNFPAAK 6 4826960 2xTMT6plex [N-Term; K10] 1.421 0.988 3.685477495 43.67 0 1531.961221 2 766.4852905 1.360004848 0.001041737 66.43705415AMAVLESLR 10 4826960 1xTMT6plex [N-Term] 1.057 1.056 3.380779505 44.3 0 1218.707759 2 609.8572998 -0.358109335 -0.000218215 94.64699732GFHQVPFAPIVFIER 2 4826960 1xTMT6plex [N-Term] 0.564 1.447194934 5.79 0 1986.116269 3 662.7084961 -2.685521907 -0.00177792 95.49081462LEADLEK 9 4826960 2xTMT6plex [N-Term; K7] 1.157 1.491 3.061585426 36.74 0 1275.756039 2 638.3814087 -0.390417268 -0.000249039 58.17932068SLDIQVPNFPADETK 4 4826960 2xTMT6plex [N-Term; K15] 1.099228501 2.21 0 2132.163956 2 1066.584229 -1.301639465 -0.001387654 72.03930287ECGVGVIVTPEQIEEAVEAAINR 4 4826960 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.645150781 4.27 0 2712.407561 3 904.8077393 0.406953385 0.000367941 109.18503624504311 HIST1H4H histone H4 8365 NP_003534.1 51.45631068 1 6 6 249 103 11.36 11.36 1.57 1.36 1.29 1.41 Significant 0.0036 TVTAMDVVYALK 32 4504311 2xTMT6plex [N-Term; K12] 2.187 3.335 1.635 3.935514688 49.21 0 1769.028314 2 885.017334 -0.521620396 -0.000461381 89.13660368KTVTAMDVVYALK 13 4504311 3xTMT6plex [N-Term; K1; K13]; 1xOxidation [M6] 1.03 1.783 1.854 3.32292223 28.65 1 2142.281124 3 709.4336548 0.095018003 6.73E-05 117.7732453KTVTAMDVVYALK 20 4504311 3xTMT6plex [N-Term; K1; K13] 1.314 1.355 1.43 4.805255413 50.45 1 2126.286209 3 709.4336548 0.095018003 6.73E-05 117.7732453DNIQGITKPAIR 38 4504311 2xTMT6plex [N-Term; K8] 0.956 1.338 1.062 4.415126801 44.49 0 1784.079438 2 892.543396 0.043121503 3.85E-05 43.27585677DAVTYTEHAK 50 4504311 2xTMT6plex [N-Term; K10] 1.892 1.315 1.483 4.618982315 64.61 0 1592.868443 2 796.9373779 -0.604852604 -0.000481725 36.23491779ISGLIYEETR 28 4504311 1xTMT6plex [N-Term] 2.04 1.957 100 4.398350716 63.98 0 1409.783761 2 705.3959351 0.590521192 0.000416254 65.73238972TVTAMDVVYALK 21 4504311 2xTMT6plex [N-Term; K12]; 1xOxidation [M5] 2.123 3.929 100 2.496198177 36.29 0 1785.023229 2 885.017334 -0.521620396 -0.000461381 89.13660368VFLENVIR 47 4504311 1xTMT6plex [N-Term] 1.949 2.018 1.965 3.102206945 45.28 0 1218.740774 2 609.87323 -1.305264496 -0.00079539 64.42905122937834198 PLCB3 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase beta-3 isoform 1 5331 NP_001303243.1 16.20745543 1 14 14 69 1234 138.713 5.9 1.38 1.39 1.8 1.52 Significant 0.0081 RPPGPTTSPASTSLSSPGQR 2 937834198 1xTMT6plex [N-Term] 0.839 6.287695885 43.61 0 2210.172674 3 737.3954468 -0.401175881 -0.000295556 36.04780261EAQVDAEAQR 32 937834198 1xTMT6plex [N-Term] 1.276 1.486 1.775 3.981939554 56.02 0 1345.690923 2 673.3493042 0.303597528 0.000204274 23.91375661VISGQFLSDR 2 937834198 1xTMT6plex [N-Term] 2.199 3.594697714 39.83 0 1350.757881 2 675.8822632 -0.467065802 -0.000315446 65.0054886EVVLDANTTQFK 4 937834198 2xTMT6plex [N-Term; K12] 100 1.211 1.903639436 16.67 0 1823.031485 2 912.0189819 -0.437679118 -0.000398951 54.01420397GPYVLGPADREDEEEDEEEEEQTDPK 4 937834198 2xTMT6plex [N-Term; K26] 1.222 1.438 2.883440971 17.89 1 3463.591283 3 1155.199829 -1.832992058 -0.002116245 57.30033621KPTTDEGTASSEVNATEEMSTLVNYIEPVK 3 937834198 3xTMT6plex [N-Term; K1; K30] 2.219875097 1.41 0 3928.035204 4 982.7628174 -1.467590908 -0.001441187 90.98925602DDLIASILSEVAPTPLDELR 2 937834198 1xTMT6plex [N-Term] 1.745144248 13.33 0 2396.312187 2 1198.657959 -1.479548979 -0.001772731 111.7792658DVLEAIAETAFK 3 937834198 2xTMT6plex [N-Term; K12] 1.328877926 0.31 0 1765.014772 2 883.0098267 -1.357376564 -0.001197895 97.62397267SLGDEGLNR 2 937834198 1xTMT6plex [N-Term] 2.626 2.325844288 23.57 0 1189.637431 2 595.3228149 0.775087256 0.000461036 35.85450152GKPYLTLEQLMDFINQK 3 937834198 3xTMT6plex [N-Term; K2; K17] 1.592912197 0.12 0 2725.55657 3 909.1853027 -5.582355928 -0.005071676 101.5774334AMEQLTK 4 937834198 2xTMT6plex [N-Term; K7] 1.493 1.206 2.93528676 36.91 0 1278.749179 2 639.8778687 -0.56202211 -0.000359343 48.8126056VVLPTLASLR 2 937834198 1xTMT6plex [N-Term] 1.795 100 2.705543518 0.12 0 1297.840488 2 649.4227295 -1.776601706 -0.001152873 72.73274334QVQSLLELR 4 937834198 1xTMT6plex [N-Term] 1.506695271 9.53 0 1314.794266 2 657.9006958 -0.11498258 -7.56E-05 57.85462861WDEETSSR 2 937834198 1xTMT6plex [N-Term] 0.822 2.342782974 13.06 0 1238.585061 2 619.7962036 0.056004682 3.47E-05 39.65839545154355000 KHSRP far upstream element-binding protein 2 8570 NP_003676.2 23.76933896 1 11 13 60 711 73.07 7.3 1.27 1.33 1.29 1.3 Significant 0.00018 SVSLTGAPESVQK 4 154355000 2xTMT6plex [N-Term; K13] 1.018 1.002 5.475634098 75.95 0 1761.015835 2 881.012146 0.670228038 0.000590141 52.92585341GSPQQIDHAK 4 154355000 2xTMT6plex [N-Term; K10] 1.22 1.259 3.57882309 42.97 0 1538.869111 3 513.6275635 -0.633094982 -0.00032475 30.74110194VQQACEMVMDILR 4 154355000 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 2.381 1.659 2.543087959 28.52 0 1821.922262 2 911.4640503 -0.789316917 -0.000719037 102.5459853KIGQQPQQPGAPPQQDYTK 2 154355000 3xTMT6plex [N-Term; K1; K19] 0.818 4.076593399 21.75 1 2796.561138 3 932.8587036 0.150041363 0.000139867 45.32054009VQISPDSGGLPER 4 154355000 1xTMT6plex [N-Term] 1.346 1.562 4.087874413 51.07 0 1583.859051 2 792.4314575 -2.154655703 -0.001706335 47.28255359MILIQDGSQNTNVDKPLR 6 154355000 2xTMT6plex [N-Term; K15] 100 100 1.483 3.330362558 21.35 0 2500.395763 3 834.1287231 -9.657269766 -0.008048999 59.3624048IQQDSGCK 4 154355000 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.707 1.187 3.348591089 32.83 0 1393.750971 2 697.37854 -0.837346054 -0.000583526 27.05837274KIQNDAGVR 4 154355000 2xTMT6plex [N-Term; K1] 1.017 1.008 2.589521646 22.13 1 1458.879282 3 486.965271 1.355498228 0.000659169 27.92410246MMLDDIVSR 5 154355000 1xTMT6plex [N-Term] 1.296 100 2.688677549 29.74 0 1308.685309 2 654.8458252 -0.714923113 -0.000467805 77.34122109IGGGIDVPVPR 4 154355000 1xTMT6plex [N-Term] 100 100 2.811343908 29.46 0 1308.783701 2 654.894165 -2.023284575 -0.001324021 57.87654105AWEEYYK 14 154355000 2xTMT6plex [N-Term; K7] 0.944 1.067 1.143 3.371551514 36.48 0 1446.766938 2 723.8872681 0.222318332 0.000160821 52.96161612VPDGMVGLIIGR 3 154355000 1xTMT6plex [N-Term] 1.192 100 2.502810955 32.09 0 1455.855486 2 728.4311523 -0.314675807 -0.000229061 84.69944493GQGNWGPPGGEMTFSIPTHK 2 154355000 2xTMT6plex [N-Term; K20] 1.41703701 2.22 0 2556.306948 3 852.772644 -1.396288148 -0.00118978 62.48358097209571582 FDPS farnesyl pyrophosphate synthase isoform a 2224 NP_001129293.1 23.62768496 1 8 8 70 419 48.245 6.15 1.18 1.38 2.03 1.53 Significant 0.027 VLTEDEMGHPEIGDAIAR 6 209571582 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.322 2.413 0.578 4.373868465 44.38 0 2198.096063 3 728.0379639 -0.829465875 -0.000603326 59.81666419VLTEDEMGHPEIGDAIAR 12 209571582 1xTMT6plex [N-Term] 1.834 1.135 100 4.852604866 65.04 0 2182.101148 3 728.0379639 -0.829465875 -0.000603326 59.81666419EVLEYNAIGGK 4 209571582 2xTMT6plex [N-Term; K11] 100 100 2.588476658 29.39 0 1650.946693 2 825.9768066 -0.215832983 -0.000178164 52.45865997LKEVLEYNAIGGK 4 209571582 3xTMT6plex [N-Term; K2; K13] 1.467 100 3.857694149 19.31 1 2121.288652 3 707.7666626 -1.51668988 -0.001072446 81.22506258ATPEQYQILK 10 209571582 2xTMT6plex [N-Term; K10] 1.479 1.397 1.685 3.691706419 51.87 0 1648.967428 2 824.9870605 -0.354146625 -0.000291988 62.45461836IGTDIQDNK 14 209571582 2xTMT6plex [N-Term; K9] 0.937 0.92 2.228 3.460443497 51.26 0 1461.831329 2 731.4190674 -0.322057932 -0.000235397 34.33583178QDFVQHFSQIVR 6 209571582 1xTMT6plex [N-Term] 1.501 1.657 2.93542695 15.11 0 1732.933219 3 578.315918 -0.010643082 -6.15E-06 66.52076144GQICWYQKPGVGLDAINDANLLEACIYR 6 209571582 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C4; C25] 2.458774567 7.53 0 3695.907828 4 924.7312622 -1.247093296 -0.001152285 90.19230207KQDADSLQR 8 209571582 2xTMT6plex [N-Term; K1] 1.887 2.06 3.286253691 24.02 1 1518.864026 2 759.9364624 1.068005206 0.000811077 26.231020445453597 CAPZA1 F-actin-capping protein subunit alpha-1 829 NP_006126.1 54.8951049 1 7 9 54 286 32.902 5.69 1.26 1.45 1.42 1.38 Significant 0.0018 IEGYEDQVLITEHGDLGNSR 4 5453597 1xTMT6plex [N-Term] 1.416 5.645346165 60.72 0 2474.236062 3 825.4164429 -0.51989652 -0.000428782 89.59710516IIENAENEYQTAISENYQTMSDTTFK 6 5453597 2xTMT6plex [N-Term; K26] 100 1.718 5.108095169 47.39 0 3498.698665 3 1166.902466 -1.6637812 -0.001940356 97.57739514DVQDSLTVSNEAQTAK 10 5453597 2xTMT6plex [N-Term; K16] 1.365 1.464 2.396 5.437475204 55.04 0 2164.149762 3 722.055481 0.983065558 0.000709167 44.19893724TIDGQQTIIACIESHQFQPK 9 5453597 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C11] 0.961 2.706 3.81782794 25.73 0 2772.47547 3 924.8282471 -1.905260883 -0.001760763 74.72817573FITHAPPGEFNEVFNDVR 8 5453597 1xTMT6plex [N-Term] 1.146 1.273 3.63049984 34.92 0 2318.176697 3 773.3963013 -1.011998529 -0.000781997 80.58741206LLLNNDNLLR 8 5453597 1xTMT6plex [N-Term] 0.925 1.101 1.074 3.491000414 44.94 0 1426.857929 2 713.9317627 -1.177573002 -0.000840115 63.83514564EASDPQPEEADGGLK 4 5453597 2xTMT6plex [N-Term; K15] 0.951 1.124 4.057084084 36.17 0 2001.017685 2 1001.005981 -6.496264111 -0.00649957 37.96937035FTITPPTAQVVGVLK 4 5453597 2xTMT6plex [N-Term; K15] 100 2.367383003 18.77 0 2029.246169 2 1015.12561 -1.096587939 -0.001112623 91.05061229IQVHYYEDGNVQLVSHK 1 5453597 2xTMT6plex [N-Term; K17] 1.645 3.230139732 0 2487.339629 4 622.5903931 0.045766016 2.85E-05 83.74391036394025723 ACADVL very long-chain specific acyl-CoA dehydrogenase, mitochondrial isoform 3 37 NP_001257376.1 22.41887906 1 13 13 53 678 72.881 8.75 1.02 1.05 1.1 1.06 Significant 0.00049 ALEQFATVVEAK 6 394025723 2xTMT6plex [N-Term; K12] 0.458 0.838 3.46528697 51.96 0 1764.030757 2 882.5211182 2.38249141 0.002101394 81.33995659TPVTDPATGAVK 6 394025723 2xTMT6plex [N-Term; K12] 0.981 1.07 1.166 5.158668041 66.49 0 1614.946693 2 807.9758301 -1.430049524 -0.001154727 36.33897333GQLTTDQVFPYPSVLNEEQTQFLK 2 394025723 2xTMT6plex [N-Term; K24] 3.455382109 28.93 0 3240.719265 3 1080.910278 -0.920563868 -0.00099443 96.80795185GIVNEQFLLQR 6 394025723 1xTMT6plex [N-Term] 0.697 0.865 1.595 3.243778706 54.67 0 1545.895043 2 773.4515381 0.489555794 0.000378401 52.21103366GFGGITHGPPEK 2 394025723 2xTMT6plex [N-Term; K12] 1.035 4.177910328 48.36 0 1654.931712 3 552.3161011 1.231653634 0.000679434 42.96831078ASNTAEVFFDGVR 3 394025723 1xTMT6plex [N-Term] 1.068 3.020588875 13.92 0 1641.843401 2 821.4271851 2.248976477 0.001846234 93.95003899IFGSEAAWK 2 394025723 2xTMT6plex [N-Term; K9] 100 1.894226074 19.8 0 1466.840772 2 733.9246826 0.89791912 0.000658552 80.55790975MLCDTWCIEAAAR 4 394025723 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C7] 0.88 2.515785933 25.34 0 1825.859662 2 913.432373 -1.200878849 -0.001096318 79.44542231GILLFGTK 8 394025723 2xTMT6plex [N-Term; K8] 100 1.04 2.758238554 23.06 0 1306.84988 2 653.9282837 -0.450661699 -0.000294474 84.11840525IFEGTNDILR 4 394025723 1xTMT6plex [N-Term] 100 1.009 2.649729013 27.41 0 1406.784095 2 703.8948364 -1.207810383 -0.000849564 66.69610403GKELSGLGSALK 2 394025723 3xTMT6plex [N-Term; K2; K12] 0.738 2.314014912 9.55 1 1847.15691 3 616.3867188 -6.121050108 -0.003768847 49.14507954ITAFVVER 4 394025723 1xTMT6plex [N-Term] 2.621044874 22.12 0 1163.698575 2 582.3521118 -1.398950916 -0.000813979 59.35410692SFAVGMFK 4 394025723 2xTMT6plex [N-Term; K8] 0.927 2.307079315 16.52 0 1344.775 2 672.8928833 2.595044942 0.001744876 71.4081457169354671 ABCF1 ATP-binding cassette sub-family F member 1 isoform a 23 NP_001020262.1 17.15976331 1 11 11 41 845 95.866 6.8 0.96 1.09 1.57 1.21 Significant 0.023 ATGAAAAEAK 4 69354671 2xTMT6plex [N-Term; K10] 1.327 1.174 3.728877544 78.36 0 1318.773086 2 659.8898926 -0.437780962 -0.000288667 30.10638906GAVIVVSHDAR 12 69354671 1xTMT6plex [N-Term] 0.831 1.003 4.333693981 61.24 0 1352.784764 2 676.8960571 0.05436032 3.68E-05 32.53880839EPDVLILDEPTNNLDIESIDALGEAINEYK 6 69354671 2xTMT6plex [N-Term; K30] 2.071 3.659044981 21.08 0 3800.973367 4 951.0008545 2.162995622 0.002055372 106.9418396LQGQLEQGDDTAAER 2 69354671 1xTMT6plex [N-Term] 0.739 2.205347776 17.17 0 1859.92965 2 930.4682007 -0.282216487 -0.000262451 41.50307748ADDPYAHLSK 4 69354671 2xTMT6plex [N-Term; K10] 1.232 1.181 3.687964916 41.71 0 1574.857878 3 525.6237183 -0.810546057 -0.000425498 47.39255505AVSEEQQPALK 2 69354671 2xTMT6plex [N-Term; K11] 0.583 3.390167236 26.07 0 1657.952507 2 829.4796753 -0.260956849 -0.000216327 45.378523EVLEALGEVMVSRPR 2 69354671 1xTMT6plex [N-Term] 100 1.994617224 15.11 0 1914.067998 3 638.6946411 0.716902349 0.0004574 85.31646236VVFAELACR 4 69354671 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.838 1.329 2.543816566 19.01 0 1293.718659 2 647.3630371 0.107317576 6.94E-05 75.10461095GFNLPYQDAR 2 69354671 1xTMT6plex [N-Term] 2.163 1.974314809 12.69 0 1409.73748 2 705.371521 -1.215955337 -0.000857089 65.73990544FAALDNEEEDKEEEIIK 1 69354671 3xTMT6plex [N-Term; K11; K17] 1.102754474 1 2709.443768 3 903.8182983 -1.264447895 -0.001141983 81.3315458GNYMTFK 2 69354671 2xTMT6plex [N-Term; K7] 0.599 1.945601344 10.39 0 1318.722965 2 659.8657227 0.913036727 0.000602021 57.27336147194097365 FTSJ3 pre-rRNA processing protein FTSJ3 117246 NP_060117.3 22.66824085 1 12 12 46 847 96.499 8.4 1.5 1.47 1.35 1.44 Significant 0.001 AEGYAEGDLTLYHR 2 194097365 1xTMT6plex [N-Term] 1.46 4.043082237 40.26 0 1823.912543 3 608.6420288 -0.553729521 -0.000336651 82.9839066GTEASSGTEAATGLEGEEK 2 194097365 2xTMT6plex [N-Term; K19] 100 3.416629076 17.63 0 2282.139985 2 1141.573853 0.194237921 0.000221639 39.38627818ASEIMVDDEELAQHPATTEDIR 6 194097365 1xTMT6plex [N-Term] 1.174 3.965870857 40.85 0 2699.303155 3 900.4368286 -2.675605422 -0.002407423 59.59470371KAEAVVNTVDISER 8 194097365 2xTMT6plex [N-Term; K1] 1.744 1.777 1.584 5.3501091 35.68 1 1989.138075 3 663.7182617 1.084156136 0.000718845 44.5723364GSFAGIEDDADEALEISQAQLLFENR 4 194097365 1xTMT6plex [N-Term] 0.973 4.858717918 44.33 0 3067.505754 3 1023.17511 1.637310651 0.001674153 102.760541DLIDNSFNR 4 194097365 1xTMT6plex [N-Term] 1.341 1.483 3.838367224 49.08 0 1322.690195 2 661.8484497 -0.432607681 -0.000286103 46.56243936GHQLLEEVTQGDMSAADTFLSDLPR 5 194097365 1xTMT6plex [N-Term] 2.254317999 18.13 0 2959.466866 3 987.1593018 -1.187388378 -0.001171346 101.6702665MDLPGVSIADEGETGMFSLSTIR 2 194097365 1xTMT6plex [N-Term] 1.12 1.978310227 2.74 0 2655.320719 3 885.781189 3.123677103 0.002764788 97.01805559LACDFLAR 2 194097365 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.888 2.61332798 23.67 0 1194.650245 2 597.8289795 0.366194522 0.000218737 69.26590977ILDPEGLALGAVIASSK 3 194097365 2xTMT6plex [N-Term; K17] 100 1.24343574 4.07 0 2112.268027 2 1056.635864 -1.692486147 -0.001787492 96.44453595EVEVQAK 6 194097365 2xTMT6plex [N-Term; K7] 1.429 1.491 1.307 3.257329941 34.6 0 1260.756373 2 630.8811646 -1.047568321 -0.000660364 37.76344199AQEVAELK 2 194097365 2xTMT6plex [N-Term; K8] 0.78 2.228644848 17.23 0 1345.809137 2 673.407959 -0.368307241 -0.000247836 50.81795989779176942 CALM2 calmodulin isoform 1 805 NP_001292553.1 39.59390863 1 8 10 101 197 22.173 4.63 1.29 0.69 1.11 1.03 Significant 0.029 EAFSLFDKDGDGTITTK 26 779176942 3xTMT6plex [N-Term; K8; K17] 0.902 0.957 0.88 4.590345383 39.36 1 2532.380045 3 844.7976685 -0.629158688 -0.00053109 65.261511EADIDGDGQVNYEEFVQMMTAK 27 779176942 2xTMT6plex [N-Term; K22] 0.718 0.754 1.659 4.747110367 42.81 0 2948.405795 3 983.4702148 -3.291120499 -0.00323452 117.2573458VFDKDGNGYISAAELR 3 779176942 2xTMT6plex [N-Term; K4] 1.347 100 4.672296524 25.3 1 2213.196653 3 738.4023438 -1.886325824 -0.001391603 72.21441229DTDSEEEIREAFR 4 779176942 1xTMT6plex [N-Term] 3.971 8.116 4.380601883 33.37 1 1825.876551 3 609.2972412 0.338967501 0.000206304 53.38975443EAFSLFDK 12 779176942 2xTMT6plex [N-Term; K8] 1.12 1.004 1.201 3.809560061 42.78 0 1414.798238 2 707.9026489 -0.15320802 -0.000108379 71.21514291DGDGTITTK 10 779176942 2xTMT6plex [N-Term; K9] 1.261 1.26 1.268 3.558999062 38.64 0 1365.762581 2 683.3847656 -0.238745741 -0.000163035 31.12489662KMKDTDSEEEIR 2 779176942 3xTMT6plex [N-Term; K1; K3] 0.084 4.210448265 12.08 2 2168.183594 4 542.800415 -1.736058588 -0.000941023 42.53703094EADIDGDGQVNYEEFVQMMTAK 11 779176942 2xTMT6plex [N-Term; K22]; 1xOxidation [M] 0.01 2.221734285 16.97 0 2964.40071 3 983.4702148 -3.291120499 -0.00323452 117.2573458MKDTDSEEEIR 2 779176942 2xTMT6plex [N-Term; K2] 0.991 1.98885262 4.42 1 1810.925699 3 604.3133545 -0.104467807 -6.31E-05 39.58249209ELGTVMR 3 779176942 1xTMT6plex [N-Term] 0.965 0.933 2.38535738 31.55 0 1034.586582 2 517.7972412 0.603199274 0.000312031 39.19906641MKDTDSEEEIREAFR 1 779176942 2xTMT6plex [N-Term; K2] 2.287 1.755515337 2 2314.174931 4 579.2998657 1.167591347 0.000675503 56.56125833302191615 CSRP1 cysteine and glycine-rich protein 1 isoform 1 1465 NP_001180501.1 55.95854922 1 11 11 41 193 20.554 8.57 1.05 1.09 1.07 1.07 Significant 0.00012 GFGFGQGAGALVHSE 6 302191615 1xTMT6plex [N-Term] 100 2.831974506 47.73 0 1662.843735 2 831.9255371 0.037405048 3.11E-05 57.70199125GLESTTLADK 6 302191615 2xTMT6plex [N-Term; K10] 1.109 1.081 1.065 4.09408617 62.68 0 1492.862295 2 746.93396 -1.106189185 -0.000825694 38.32811529GYGYGQGAGTLSTDK 6 302191615 2xTMT6plex [N-Term; K15] 0.976 1.067 4.418405056 62.55 0 1933.006727 2 967.0075073 0.523091008 0.000505569 42.61360904KNLDSTTVAVHGEEIYCK 2 302191615 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C17] 1.076 4.294253826 24.11 1 2751.495427 4 688.6290894 -0.326719832 -0.000224742 56.21050209NLDSTTVAVHGEEIYCK 4 302191615 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C16] 1.337 5.764801502 43.34 0 2394.237532 3 798.7507324 0.046973462 3.75E-05 59.74545721GYGYGQGAGTLSTDKGESLGIK 4 302191615 3xTMT6plex [N-Term; K15; K22] 0.589 100 3.274056673 25.26 1 2846.550298 3 949.5165405 -5.350377254 -0.005076706 53.97715012GLESTTLADKDGEIYCK 6 302191615 3xTMT6plex [N-Term; K10; K17]; 1xCarbamidomethyl [C16] 0.434 0.615 3.112326145 25.79 1 2587.38923 3 863.1346436 0.056916084 4.91E-05 51.99628791CSQAVYAAEK 2 302191615 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C1] 1.032 3.4234972 42.22 0 1584.845599 2 792.9276123 1.482093509 0.001174445 38.11446945SCFLCMVCK 2 302191615 2xTMT6plex [N-Term; K9]; 3xCarbamidomethyl [C2; C5; C8] 2.959 2.776674509 34.41 0 1662.824018 2 831.9157715 0.149233321 0.000124074 76.68461852TVYFAEEVQCEGNSFHK 2 302191615 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 1.939476848 4 0 2503.232781 3 835.0834351 1.187027353 0.000990469 65.93168028GESLGIK 1 302191615 2xTMT6plex [N-Term; K7] 1.058 2.764230967 41.84 0 1161.724345 2 581.366272 0.794048362 0.000461233 45.3119765139753957 TOR1AIP1 torsin-1A-interacting protein 1 isoform 2 26092 NP_056417.2 25.21440823 1 10 11 37 583 66.208 8.18 0.94 0.84 1.04 0.94 Significant 0.0038 DSHSSEEDEASSQTDLSQTISK 4 39753957 2xTMT6plex [N-Term; K22] 0.879 0.823 5.389931679 36.58 0 2839.34814 3 947.1202393 -0.695647897 -0.000658396 40.76862591SELGNQSPSTSSR 4 39753957 1xTMT6plex [N-Term] 1.371 0.687 3.767399788 55.2 0 1578.792094 2 789.8999634 0.352457942 0.000278229 28.65368664VNFSEEGETEEDDQDSSHSSVTTVK 4 39753957 2xTMT6plex [N-Term; K25] 1.475 1.003 5.040151596 41.56 0 3214.491175 3 1072.169678 1.028160585 0.001101671 44.03140045ISHLVLPVQPENALK 3 39753957 2xTMT6plex [N-Term; K15] 0.735 3.922734022 28.8 0 2116.289431 3 706.1052856 5.610103901 0.003957535 79.47573226YEATSVQQK 2 39753957 2xTMT6plex [N-Term; K9] 0.905 4.126926899 43.33 0 1511.846979 2 756.4268188 -0.408721713 -0.000308962 35.52245871YCDHENAAFK 6 39753957 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.108 0.84 1.129 3.341403723 35 0 1712.846662 2 856.9259033 -1.244524348 -0.00106584 38.96793156TPQEWAPQTAR 2 39753957 1xTMT6plex [N-Term] 0.897 3.27334094 27.26 0 1513.796057 2 757.4013062 -0.476487773 -0.000360653 42.18476818QVTGQPQNASFVK 2 39753957 2xTMT6plex [N-Term; K13] 0.89 3.023132563 30.18 0 1862.053618 2 931.5305786 0.14125617 0.000131513 47.83966196



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms MQNDSILK 4 39753957 2xTMT6plex [N-Term; K8] 0.972 0.774 3.009845018 44.33 0 1406.807757 2 703.9061279 -1.974378241 -0.001388785 54.50683529SIQEAPVSEDLVIR 4 39753957 1xTMT6plex [N-Term] 1.663370252 9.29 0 1784.995544 2 892.9990234 -2.674631326 -0.002387102 55.39327982SQTFLEK 2 39753957 2xTMT6plex [N-Term; K7] 0.751 3.336966991 34.05 0 1310.772023 2 655.8897095 0.09082839 5.95E-05 47.498160547078295 ADA adenosine deaminase 100 NP_000013.2 40.22038567 1 9 9 49 363 40.739 5.95 1.08 1.02 1.08 1.06 Significant 0.00036 TVHAGEVGSAEVVK 4 47078295 2xTMT6plex [N-Term; K14] 1.128 1.004 6.287849903 59.01 0 1841.053283 3 614.3562622 0.516096466 0.00031672 44.75279743VEPIPWNQAEGDLTPDEVVALVGQGLQEGER 8 47078295 1xTMT6plex [N-Term] 1.028 3.111283064 23.21 0 3574.822671 4 894.4581909 -3.28332877 -0.00293433 107.6807774GIALPANTAEGLLNVIGMDKPLTLPDFLAK 8 47078295 3xTMT6plex [N-Term; K20; K30] 0.867 1.083 4.545782566 36.36 0 3780.195215 4 945.803894 -0.388516476 -0.000367167 115.3120964STLDTDYQMTK 2 47078295 2xTMT6plex [N-Term; K11] 1.287 3.043064356 33.7 0 1760.914072 2 880.9603882 -0.325060048 -0.000286201 51.26683883DMGFTEEEFKR 8 47078295 2xTMT6plex [N-Term; K10] 1.234 0.818 3.198858976 32.45 1 1846.940956 3 616.3184204 -0.134075499 -8.25E-05 60.32293342SSFLPEDEKR 6 47078295 2xTMT6plex [N-Term; K9] 0.919 1.087 1.084 4.486130238 29.69 1 1665.921206 3 555.9780884 -0.897169251 -0.000498204 34.08842408ELLDLLYK 6 47078295 2xTMT6plex [N-Term; K8] 1.597 100 3.371444941 30.66 0 1464.907788 2 732.9579468 0.565581461 0.000414262 97.17927545FDYYMPAIAGCR 4 47078295 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.661054611 11.85 0 1692.80755 2 846.90625 -1.374397225 -0.001163295 74.44060105LKNDQANYSLNTDDPLIFK 3 47078295 3xTMT6plex [N-Term; K2; K19] 1.912711263 6 1 2896.602334 3 966.2055054 -0.128138652 -0.000123722 66.4737808715553127 HK2 hexokinase-2 3099 NP_000180.2 17.88440567 1 10 13 49 917 102.313 6.05 1.22 1.46 1.57 1.42 Significant 0.0053 GAAMVTAVAYR 12 15553127 1xTMT6plex [N-Term] 0.518 0.647 0.715 4.195102692 57.33 0 1338.740122 2 669.8765259 4.222625227 0.002826499 34.80266121AILQHLGLESTCDDSIIVK 2 15553127 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C12] 1.347 4.932007313 39.25 0 2570.426395 3 857.4795532 -0.890300549 -0.000762817 72.94702303DISDIEGEKDGIR 2 15553127 2xTMT6plex [N-Term; K9] 1.511 3.526143312 29.17 1 1905.032942 3 635.6829224 0.66782564 0.000424077 45.77785156GLGATTHPTAAVK 2 15553127 2xTMT6plex [N-Term; K13] 1.365 4.427216053 37.23 0 1682.000126 3 561.3379517 -0.489779709 -0.000274603 38.41927694GAALITAVACR 4 15553127 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 100 2.292163134 54.4 0 1331.766672 2 666.3883057 1.999725764 0.001331584 59.59550139STIGVDGSVYK 4 15553127 2xTMT6plex [N-Term; K11] 0.752 1.461 3.09256506 38.37 0 1583.904494 2 792.4545288 -1.71275656 -0.001356421 48.78851723HIDMVEGDEGR 2 15553127 1xTMT6plex [N-Term] 1.437 3.34117341 31.73 0 1486.715758 2 743.8616333 0.156211139 0.000116121 34.2617228MISGMYLGEIVR 5 15553127 1xTMT6plex [N-Term] 1.596067429 11.32 0 1597.864336 2 799.4351196 -0.859667593 -0.000686816 101.3698113NILIDFTK 5 15553127 2xTMT6plex [N-Term; K8] 100 2.300944805 25.4 0 1421.876823 2 711.440979 -1.50594774 -0.001070636 77.93812823DISDIEGEK 2 15553127 2xTMT6plex [N-Term; K9] 0.659 2.60312438 11.01 0 1463.79936 2 732.3996582 -5.000886016 -0.003660147 50.12675909GDFLALDLGGTNFR 2 15553127 1xTMT6plex [N-Term] 1.940174103 12.5 0 1724.9169 2 862.961731 -0.414516165 -0.000357503 96.40935MLPTYVCATPDGTEK 1 15553127 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 100 1.231179595 0 2141.102284 2 1071.055054 0.25547676 0.000273501 48.46575431GAAMVTAVAYR 3 15553127 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.786 0.809 2.09624505 25.19 0 1354.735037 2 669.8765259 4.222625227 0.002826499 34.80266121GVSLPLGFTFSFPCQQNSLDESILLK 3 15553127 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C14] 1.335258961 0 3355.801221 3 1119.271118 -0.721007489 -0.000806519 104.450022103472005 MKI67 antigen KI-67 isoform 1 4288 NP_002408.3 6.111793612 1 12 12 34 3256 358.474 9.45 1.778 2.525 1.057 1.79 Non-Significant 0.052 QESGSEIHVEVK 4 103472005 2xTMT6plex [N-Term; K12] 3.807 1.911 3.543681622 34.93 0 1799.990349 3 600.6690063 1.176224623 0.000705731 37.68883578ELFQTPVCTDKPTTHEK 2 103472005 3xTMT6plex [N-Term; K11; K17]; 1xCarbamidomethyl [C8] 1.705 3.567300558 13.13 0 2718.473963 4 680.3734741 -0.697529441 -0.000474054 50.54077198AMDTPKPAGGDEK 2 103472005 3xTMT6plex [N-Term; K6; K13] 1.921 2.526603222 18.23 0 2004.103888 3 668.7044678 -2.513612053 -0.00167918 31.23618784AQALEDLAGFK 6 103472005 2xTMT6plex [N-Term; K11] 3.422 100 2.873529911 40.33 0 1620.936128 2 810.9730225 1.62867113 0.001319986 78.75849337KADVEEEFLALR 2 103472005 2xTMT6plex [N-Term; K1] 5.866 2.521273851 16.96 1 1878.073684 3 626.6953735 -1.127189284 -0.000705648 81.79355157KADVEGELLACR 3 103472005 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C11] 1.311 0.819 3.738417864 11.37 1 1819.01479 3 607.0101929 0.679380557 0.000411934 50.74627126GHTEESMTNDK 2 103472005 2xTMT6plex [N-Term; K11] 1.342 3.156141281 27.1 0 1706.84197 3 569.6186523 -0.331646842 -0.00018869 29.15439291AQALEELTGFR 2 103472005 1xTMT6plex [N-Term] 100 2.115787268 27.08 0 1463.805559 2 732.40625 -0.229313243 -0.000167835 96.14347692EDSTADDSKDSVAQGTTNVHSSEHAGR 1 103472005 2xTMT6plex [N-Term; K9] 0.713 3.358271837 1 3259.546339 4 815.6422119 0.208294707 0.000169737 27.58992307EEVLPVGK 2 103472005 2xTMT6plex [N-Term; K8] 2.94 3.203032732 31.12 0 1328.818973 2 664.9144287 1.962157319 0.001303676 49.74600357GHTEESMTNDK 2 103472005 2xTMT6plex [N-Term; K11]; 1xOxidation [M7] 2.029395103 10.27 0 1722.836885 3 569.6186523 -0.331646842 -0.00018869 29.15439291KAEDNVCVK 4 103472005 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C7] 1.388 2.578 3.470190525 19.13 1 1750.013616 3 584.0048218 -7.83103505 -0.004568139 37.55414944AQPLEDLAGLK 2 103472005 2xTMT6plex [N-Term; K11] 1.378474951 5.25 0 1612.967428 2 806.9851685 -2.708148882 -0.002184078 70.216490486005757 SUPT16H FACT complex subunit SPT16 11198 NP_009123.1 13.46704871 1 15 15 48 1047 119.838 5.66 1.47 1.46 1.41 1.45 Significant 0.00016 VMEIVDADEK 4 6005757 2xTMT6plex [N-Term; K10] 1.414 1.21 4.279306889 62.23 0 1606.87623 2 803.9416504 -0.128204492 -0.000103004 69.44227397ELAAQLNEEAK 2 6005757 2xTMT6plex [N-Term; K11] 1.408 4.254563332 41.6 0 1673.947421 2 837.4764404 -1.085446653 -0.00090849 46.64653981YTEGVQSLNWTK 2 6005757 2xTMT6plex [N-Term; K12] 100 2.933724642 31.51 0 1884.026734 2 942.5178223 0.867180503 0.000816896 74.27442099HQHMHDRDDLYAEQMER 1 6005757 1xTMT6plex [N-Term] 1.434 3.909952641 1 2440.108376 4 610.7825928 0.06783459 4.14E-05 29.22871867DDLYAEQMER 4 6005757 1xTMT6plex [N-Term] 1.234 0.923 3.32138586 23.27 0 1498.704524 2 749.8551636 -0.983390347 -0.000736906 40.67643095EDGELNLMK 2 6005757 2xTMT6plex [N-Term; K9] 1.272 3.319221973 33.55 0 1506.823801 2 753.9143677 -1.554261644 -0.001170999 62.744565EELEFEVPFR 6 6005757 1xTMT6plex [N-Term] 100 100 1.756 3.149105549 31.25 0 1523.794326 2 762.3995361 -1.660331931 -0.001265002 70.45683286YEEEEEQSR 4 6005757 1xTMT6plex [N-Term] 0.325 2.614506245 23.94 0 1427.648784 2 714.3271484 -1.235118203 -0.000881658 31.73651402AASITSEVFNK 2 6005757 2xTMT6plex [N-Term; K11] 100 1.858839393 16.31 0 1624.931043 2 812.9680176 -1.405840426 -0.001142197 56.28484294QKPELLNK 2 6005757 3xTMT6plex [N-Term; K2; K8] 1.463 3.00483036 17.05 0 1657.061553 3 553.0256958 0.592272714 0.000327144 48.15346085ICDVYNAVMDVVK 4 6005757 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 100 1.643870473 21.17 0 1984.064776 2 992.5349731 -1.06171984 -0.00105326 105.4982892QDSLVINLNR 4 6005757 1xTMT6plex [N-Term] 1.415301204 23.08 0 1400.805893 2 700.9074097 1.177390776 0.000824648 49.355609AALLTER 4 6005757 1xTMT6plex [N-Term] 1.324 1.395 2.867503643 25.63 0 1002.614511 2 501.8106689 -0.448596514 -0.000224885 46.33531728GEQQIQK 4 6005757 2xTMT6plex [N-Term; K7] 1.776 1.475 3.082595825 36.4 0 1288.762521 2 644.8848267 -0.112130579 -7.23E-05 33.64262835LAESVEK 3 6005757 2xTMT6plex [N-Term; K7] 1.59 1.606 2.933278799 33.26 0 1233.745474 2 617.3761597 -0.349718861 -0.000215732 36.543373354885585 SAE1 SUMO-activating enzyme subunit 1 isoform a 10055 NP_005491.1 45.0867052 1 13 13 42 346 38.426 5.3 1.2 1.05 1.03 1.09 Significant 0.0024 EEAGGGISEEEAAQYDR 6 4885585 1xTMT6plex [N-Term] 1.394 2.27 3.212633848 42.24 0 2039.935523 2 1020.470886 -0.50341251 -0.000513465 43.98137633FFTGDVFGYHGYTFANLGEHEFVEEK 2 4885585 2xTMT6plex [N-Term; K26] 1.036 4.431119442 18.75 0 3498.704678 4 875.4318848 0.294864127 0.000257911 94.4399144VEKEEAGGGISEEEAAQYDR 1 4885585 2xTMT6plex [N-Term; K3] 2.399 18.12 1 2625.304425 3 875.7734985 0.578121704 0.000505915 41.11412729EALEVDWSSEK 4 4885585 2xTMT6plex [N-Term; K11] 1.777 3.175648212 31.48 0 1750.926351 2 875.9661865 -0.716742383 -0.000627482 72.04314108GLTMLDHEQVTPEDPGAQFLIR 6 4885585 1xTMT6plex [N-Term] 100 2.79165554 20.73 0 2696.391516 3 899.4708252 2.375718029 0.002135289 67.64079343AKLDSSETTMVK 2 4885585 3xTMT6plex [N-Term; K2; K12] 0.46 3.780412912 17.99 1 1997.155589 3 666.3895874 -0.690914106 -0.000459954 42.45024978VSQGVEDGPDTK 2 4885585 2xTMT6plex [N-Term; K12] 0.864 2.652305841 25.98 0 1689.90595 2 845.454895 -2.03377054 -0.00171844 39.04726165GLGAEIAK 4 4885585 2xTMT6plex [N-Term; K8] 1.094 0.991 3.519230366 44.74 0 1216.766544 2 608.8856201 -2.120699026 -0.001290198 42.32838989VDTEDIEK 6 4885585 2xTMT6plex [N-Term; K8] 1.353 1.528 3.313348532 46.71 0 1406.777896 2 703.8936768 1.549999919 0.001090253 44.56633655YCFSEMAPVCAVVGGILAQEIVK 2 4885585 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C2; C10] 1.754133105 5.86 0 2999.580864 3 1000.526062 -5.744404177 -0.005743602 109.1671597AEASLER 4 4885585 1xTMT6plex [N-Term] 1.141 1.038 2.453844309 29.66 0 1004.55739 2 502.7829285 1.184853753 0.000595127 25.74057875VVFCPVK 2 4885585 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.332 2.74650383 32.36 0 1306.795736 2 653.9011841 -0.493157362 -0.000322228 66.22648116LDSSETTMVK 1 4885585 2xTMT6plex [N-Term; K10] 1.098 2.435806036 5.44 0 1568.86058 2 784.934082 0.195895355 0.000153666 54.05406916155030192 RAP1GDS1 rap1 GTPase-GDP dissociation stimulator 1 isoform 1 5910 NP_001093896.1 25.16447368 1 12 12 45 608 66.346 5.31 1.11 1.16 1.03 1.1 Significant 0.0012 ALGNICYDSHEGR 8 155030192 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.147 1.197 0.807 3.878480911 48.71 0 1720.827434 3 574.2810669 0.705337194 0.000404588 38.28372252SAVDQAGGAQIVIDHLR 2 155030192 1xTMT6plex [N-Term] 1.16 5.945690632 66.99 0 1979.087153 3 660.3673706 0.204744094 0.000135069 65.57741397HVEDGNVTVQHAALSALR 2 155030192 1xTMT6plex [N-Term] 1.777 6.216895103 46.71 0 2146.15663 3 716.0565796 -0.672975331 -0.000481437 46.48172289SVAQQASLTEQR 6 155030192 1xTMT6plex [N-Term] 1.092 1.078 1.087 4.997311592 71.78 0 1546.83865 2 773.9223633 -0.775812978 -0.000600029 31.98322473VDSDKEDDITELK 8 155030192 3xTMT6plex [N-Term; K5; K13] 1.992 1.419 1.308 3.799010992 17.93 1 2194.20577 3 732.0722656 -1.606916292 -0.001175302 49.88146222VANIIAEVAK 4 155030192 2xTMT6plex [N-Term; K10] 100 1.482 2.237521648 25.37 0 1485.940485 2 743.4736328 -0.334128456 -0.000248247 86.46220214TIVQSGGIK 2 155030192 2xTMT6plex [N-Term; K9] 0.839 3.545547485 25.83 0 1360.856422 2 680.9312744 -0.844587171 -0.000574681 45.16736847LVEWCEAK 5 155030192 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.283 2.148 0.655 3.697007895 36.22 0 1492.823407 2 746.916626 1.720332836 0.001284077 62.15818685EMIFEVLAPLAENDAIK 2 155030192 2xTMT6plex [N-Term; K17] 1.330698133 0 2361.313991 2 1181.158569 -1.74845791 -0.002064329 102.5689382MLSAGVTEAVLK 2 155030192 2xTMT6plex [N-Term; K12] 1.392121553 7.45 0 1677.002099 2 839.0047607 0.086746686 7.27E-05 74.08147921EQFASTNIAEELVK 3 155030192 2xTMT6plex [N-Term; K14] 1.555835724 9.02 0 2037.126842 2 1019.063843 -3.157900133 -0.003216522 70.24263599DQEVLLQTGR 1 155030192 1xTMT6plex [N-Term] 0.333 1.595970392 0 1387.774259 2 694.3912354 0.673851038 0.000467577 31.30582695119829187 COL17A1 collagen alpha-1(XVII) chain 1308 NP_000485.3 8.283233133 1 11 11 50 1497 150.326 8.79 1.56 1.47 1.42 1.48 Significant 0.00076 QAAYNADSGLK 2 119829187 2xTMT6plex [N-Term; K11] 1.278 4.774932861 65.66 0 1595.879342 2 798.4437866 0.598354877 0.000477451 42.79451945QSLTHGSSGYINSTGSTR 6 119829187 1xTMT6plex [N-Term] 1.215 1.133 0.95 6.270392895 38.03 0 2082.041325 3 694.6856689 0.541927734 0.000376105 41.81878224LQGMAPAAGADLDK 4 119829187 2xTMT6plex [N-Term; K14] 9.9 10.077 3.556941271 60.45 0 1816.00389 2 908.5056763 0.102256974 9.28E-05 64.73128491LLSTDASHSR 2 119829187 1xTMT6plex [N-Term] 5.189 3.459284782 36.65 0 1315.716744 2 658.3622437 0.354631565 0.000233297 36.40996057SILPYGDSMDR 2 119829187 1xTMT6plex [N-Term] 1.576 3.311048031 29.8 0 1482.745995 2 741.8769531 0.427834573 0.000317185 51.28680836VFTASPASIAATSFSEDTLKK 2 119829187 3xTMT6plex [N-Term; K20; K21] 100 2.228820324 20.55 1 2858.611836 3 953.5421753 0.04776406 4.55E-05 82.13547364GEQGLTGMPGIR 2 119829187 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.352 2.833796501 35.94 0 1460.772879 2 730.8897095 -0.504386889 -0.000368397 50.28027297WTELDDVKR 4 119829187 2xTMT6plex [N-Term; K8] 1.242 1.281 3.809351683 20.81 1 1619.915727 3 540.6428223 -1.1196219 -0.000604564 53.49963244IVTETVTTR 10 119829187 1xTMT6plex [N-Term] 1.493 1.514 1.513 3.48514986 44.4 0 1248.736083 2 624.8712769 -0.645043475 -0.000402745 38.58407575WTELDDVK 6 119829187 2xTMT6plex [N-Term; K8] 100 3.23 2.847284079 36.02 0 1463.814616 2 732.4100342 -1.246428752 -0.00091227 57.0370324KEFASSSTR 4 119829187 2xTMT6plex [N-Term; K1] 0.884 1.107 2.284878254 15.98 1 1470.831663 3 490.948761 0.045143837 2.21E-05 29.07586851SILPYGDSMDR 6 119829187 1xTMT6plex [N-Term]; 1xOxidation [M9] 100 2.007807255 12.43 0 1498.74091 2 741.8769531 0.427834573 0.000317185 51.28680836157502193 PSMD13 26S proteasome non-ATPase regulatory subunit 13 isoform 1 5719 NP_002808.3 37.23404255 1 13 13 63 376 42.918 5.81 1.38 1.31 1.19 1.3 Significant 0.0018 ETIEDVEEMLNNLPGVTSVHSR 5 157502193 1xTMT6plex [N-Term] 100 2.921898127 24.27 0 2698.355525 3 900.1231689 -0.211693403 -0.000190408 104.3452411YYQTIGNHASYYK 4 157502193 2xTMT6plex [N-Term; K13] 1.341 1.331 4.601795197 38.31 0 2066.074747 3 689.362854 -0.35726601 -0.000246046 44.71706866SSDEAVILCK 6 157502193 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.694 1.263 1.093 3.91360116 50.69 0 1579.876565 2 790.4416504 -0.342234806 -0.000270344 51.97812255ITVNEVELLVMK 3 157502193 2xTMT6plex [N-Term; K12] 100 0.814 3.212406158 40.35 0 1846.112378 2 923.5595703 -0.278441879 -0.000257017 100.1866696LNIGDLQVTK 4 157502193 2xTMT6plex [N-Term; K10] 2.016 1.365 3.479653835 45.18 0 1558.956864 2 779.9813843 -0.879982855 -0.000685928 75.15894426QLTFEEIAK 4 157502193 2xTMT6plex [N-Term; K9] 1.172 1.352 3.982404232 58.37 0 1536.903766 2 768.9553223 -0.258766202 -0.000198849 71.75408746ALSVGLVK 6 157502193 2xTMT6plex [N-Term; K8] 1.969 1.069 1.531 3.732031584 53.44 0 1244.83423 2 622.9214478 1.116002259 0.000694619 52.57683047QMTDPNVALTFLEK 6 157502193 2xTMT6plex [N-Term; K14] 100 100 2.246656418 16.84 0 2065.140384 2 1033.074951 1.085705247 0.001121067 79.96920691VLDLQQIK 4 157502193 2xTMT6plex [N-Term; K8] 0.948 1.356 3.312829018 49.45 0 1414.903372 2 707.954834 -0.692910392 -0.000490201 73.05549541LYENFISEFEHR 6 157502193 1xTMT6plex [N-Term] 100 2.069218636 14.08 0 1812.911815 3 604.9744263 -1.704077044 -0.00102978 82.22748461LEELYTK 5 157502193 2xTMT6plex [N-Term; K7] 2.256 100 100 3.279165745 33.21 0 1353.802989 2 677.4060059 1.28975838 0.000873039 61.13567302FYDLSSK 6 157502193 2xTMT6plex [N-Term; K7] 1.22 1.156 100 3.041083574 37.32 0 1317.745474 2 659.3758545 -0.790604594 -0.000520908 64.17303319FLGCVDIK 4 157502193 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.721 100 1.638016343 14.15 0 1409.822679 2 705.4144287 -0.778926415 -0.000549074 65.0780783314043024 BAG3 BAG family molecular chaperone regulator 3 9531 NP_004272.2 33.2173913 1 12 12 40 575 61.557 6.95 0.83 0.41 0.77 0.67 Significant 0.036 QCGQVAAAAAAQPPASHGPER 2 14043024 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.675 6.27986002 59.65 0 2303.151227 3 768.3886108 0.022638345 1.74E-05 34.00857073SQSPAASDCSSSSSSASLPSSGR 6 14043024 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.985 0.895 1.088 6.180250168 79.77 0 2429.10479 3 810.3720703 -1.289406086 -0.001044034 25.76281631AAPSTAPAEATPPKPGEAEAPPK 2 14043024 3xTMT6plex [N-Term; K14; K23] 0.869 3.85172224 17.2 0 2872.602334 3 958.2045898 -1.085339489 -0.00103925 46.71240842EVDSKPVSQKPPPPSEK 2 14043024 4xTMT6plex [N-Term; K5; K10; K17] 0.88 4.251111984 2.8 0 2765.621896 4 692.1589966 -2.798640655 -0.001934995 39.36698061ELLALDSVDPEGR 6 14043024 1xTMT6plex [N-Term] 0.86 0.513 3.51534152 45.64 0 1642.884931 2 821.9458618 -0.294863735 -0.000242214 79.53362467GMPETTQPDK 2 14043024 2xTMT6plex [N-Term; K10] 0.853 3.439645529 45.46 0 1561.829614 2 781.4187622 0.405571809 0.000316717 38.48168837AIDVPGQVQVYELQPSNLEADQPLQAIMEMGAVAADK 2 14043024 2xTMT6plex [N-Term; K37] 1.659 1.730383158 2.51 0 4397.277293 4 1100.072998 -1.621642672 -0.001782703 108.1402455KVQTILEK 4 14043024 3xTMT6plex [N-Term; K1; K8] 1.191 0.326 3.53549099 24.32 1 1646.081954 3 549.3651123 -0.710867363 -0.000390049 40.48118993VEAILEK 6 14043024 2xTMT6plex [N-Term; K7] 0.776 1.411 0.702 2.956790686 36.83 0 1259.79751 2 630.4020996 -0.466075894 -0.000293581 54.57104794VQGLEQAVDNFEGK 4 14043024 2xTMT6plex [N-Term; K14] 1.878851295 12 0 1992.080226 2 996.5432129 -0.540640249 -0.000538499 75.44581055YLMIEEYLTK 2 14043024 2xTMT6plex [N-Term; K10] 100 1.66482687 9.16 0 1760.990866 2 880.9983521 -0.816874446 -0.000719254 100.5875705TTTWNDPR 2 14043024 1xTMT6plex [N-Term] 0.525 2.198683977 26.38 0 1219.626867 2 610.3170776 0.009940284 6.06E-06 38.568293154759034 ETF1 eukaryotic peptide chain release factor subunit 1 isoform 1 2107 NP_004721.1 35.01144165 1 13 13 46 437 49 5.71 1.84 1.7 1.58 1.7 Significant 0.0019 KVAETAVQLFISGDK 4 4759034 3xTMT6plex [N-Term; K1; K15] 1.309 0.874 4.220824718 27.42 1 2293.373444 3 765.1282349 -1.435745306 -0.001097567 91.89284133YVLHCQGTEEEK 4 4759034 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.873 1.548 3.82567811 41.55 0 1950.999533 3 650.9984131 -9.660357097 -0.006282451 37.59299074VNVAGLVLAGSADFK 2 4759034 2xTMT6plex [N-Term; K15] 100 3.512333393 31.3 0 1919.136619 2 960.0705566 -1.449739806 -0.001391124 95.10062738YCFGVEDTLK 4 4759034 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 2.093 1.768 3.484732866 39.62 0 1689.892215 2 845.4512939 1.83228291 0.00154818 72.84185559LVDISYGGENGFNQAIELSTEVLSNVK 2 4759034 2xTMT6plex [N-Term; K27] 100 2.481123209 11.13 0 3354.783322 3 1118.927368 -4.700887151 -0.005256819 111.0458886GFGGIGGILR 4 4759034 1xTMT6plex [N-Term] 1.813 2.317153931 47.2 0 1175.709808 2 588.3595581 1.727655007 0.00101561 53.59649732YFDEISQDTGK 6 4759034 2xTMT6plex [N-Term; K11] 1.919 100 100 3.357119799 37.46 0 1760.910701 2 880.9599609 1.103931618 0.000971962 62.01176477ILYLTPEQEKDK 4 4759034 3xTMT6plex [N-Term; K10; K12] 1.571 1.506 3.8897264 8.59 1 2164.283232 3 722.0992432 -0.02581354 -1.86E-05 68.07603338KVNIDFEPFKPINTSLYLCDNK 4 4759034 4xTMT6plex [N-Term; K1; K10; K22]; 1xCarbamidomethyl [C19] 100 2.119344473 5.48 1 3572.000428 4 893.7543945 -1.31008243 -0.001169904 81.41021639VNIDFEPFKPINTSLYLCDNK 2 4759034 3xTMT6plex [N-Term; K9; K21]; 1xCarbamidomethyl [C18] 2.002868176 8.28 0 3214.742533 4 804.4423218 1.531795883 0.001231082 93.12431711ILYLTPEQEK 4 4759034 2xTMT6plex [N-Term; K10] 100 1.824 2.200104475 20.35 0 1691.998394 2 846.5025024 -0.393580272 -0.000332969 69.28492911TELSQSDMFDQR 2 4759034 1xTMT6plex [N-Term] 100 2.240316391 34.88 0 1685.800216 2 843.4077759 4.780879572 0.004029804 46.22526972FTVDLPK 4 4759034 2xTMT6plex [N-Term; K7] 2.04 1.673 2.612351179 25.74 0 1277.786945 2 639.3969727 -0.216317361 -0.000138204 72.9056680416933546 RPLP0 60S acidic ribosomal protein P0 6175 NP_444505.1 45.42586751 1 10 10 85 317 34.252 5.97 1.27 1.32 1.24 1.28 Significant 0.00033 CFIVGADNVGSK 6 16933546 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C1] 100 1.064 1.301 3.490197659 54.43 0 1724.940562 2 862.9732666 -0.756824266 -0.000652738 51.212536AFLADPSAFVAAAPVAAATTAAPAAAAAPAK 6 16933546 2xTMT6plex [N-Term; K31] 1.381 1.643 3.414633989 20.39 0 3210.792705 3 1070.935547 -0.192290521 -0.000205802 85.61633466GTIEILSDVQLIK 4 16933546 2xTMT6plex [N-Term; K13] 2.632 3.392103195 40.31 0 1887.156686 2 944.0811157 -0.917149435 -0.000865402 93.34611587GHLENNPALEK 12 16933546 2xTMT6plex [N-Term; K11] 1.259 1.224 1.197 5.221028328 61.55 0 1679.94809 2 840.477478 -0.244367856 -0.000205263 38.72287144VLALSVETDYTFPLAEK 17 16933546 2xTMT6plex [N-Term; K17] 1.553 0.834 100 3.563672781 54.7 0 2354.325936 2 1177.66687 0.224282614 0.000264017 96.01518585IIQLLDDYPK 6 16933546 2xTMT6plex [N-Term; K10] 1.418 1.624 1.109 4.037694454 51.48 0 1676.00348 2 838.5040894 -1.537890043 -0.001288755 95.10654815GNVGFVFTK 16 16933546 2xTMT6plex [N-Term; K9] 1.037 1.025 2.207 3.692178965 44.02 0 1426.845857 2 713.9255981 -1.357708633 -0.00096862 57.29490289TSFFQALGITTK 5 16933546 2xTMT6plex [N-Term; K12] 2.1874125 22.18 0 1772.035842 2 886.5206299 -1.049174249 -0.000929587 91.7086129AVVLMGK 12 16933546 2xTMT6plex [N-Term; K7] 1.232 1.544 1.367 3.114908695 36.51 0 1175.758622 2 588.3831177 0.286446177 0.000168396 57.61906029AGAIAPCEVTVPAQNTGLGPEK 1 16933546 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C7] 1.516587138 0 2638.427457 2 1319.712891 -3.393248495 -0.00447642 54.084546975453710 LASP1 LIM and SH3 domain protein 1 isoform a 3927 NP_006139.1 40.99616858 1 11 11 65 261 29.698 7.05 0.9 0.88 0.88 0.89 Significant 0.000057 QQSELQSQVR 6 5453710 1xTMT6plex [N-Term] 1.4 1.366 1.359 4.29364872 54.51 0 1431.775322 2 716.3907471 -0.771077248 -0.000552005 29.68839223GFSVVADTPELQR 10 5453710 1xTMT6plex [N-Term] 0.757 0.973 0.681 3.926206112 45.2 0 1647.890351 2 824.4480591 -0.916120382 -0.000754833 52.47287451ACFHCETCK 20 5453710 2xTMT6plex [N-Term; K9]; 3xCarbamidomethyl [C2; C5; C8] 0.906 0.859 0.862 4.087451935 42.5 0 1670.785324 3 557.6000977 0.248541057 0.00013842 33.98875185TQDQISNIK 2 5453710 2xTMT6plex [N-Term; K9] 1.041 4.022974014 51.65 0 1504.873528 2 752.9404297 0.036325312 2.73E-05 44.6014837QSFTMVADTPENLR 4 5453710 1xTMT6plex [N-Term] 100 2.68046689 20.32 0 1837.931564 2 919.4682007 -1.327178259 -0.001219631 54.37304732EPAAPVSIQR 2 5453710 1xTMT6plex [N-Term] 1.807 2.927301168 31.1 0 1296.747316 2 648.8782349 1.447565412 0.000938563 37.95121414LKQQSELQSQVR 5 5453710 2xTMT6plex [N-Term; K2] 0.661 0.552 0.78 3.706305504 15.24 1 1902.11728 3 634.7108154 0.322072182 0.000204206 39.01978226KPYCNAHYPK 4 5453710 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C4] 0.842 3.235508919 13.58 0 1965.098349 4 492.0297546 -0.590553299 -0.000290124 36.95302537MGPSGGEGMEPER 4 5453710 1xTMT6plex [N-Term] 1.36 0.986 3.126185656 33.72 0 1562.714043 2 781.8588867 -2.269348327 -0.001773171 37.69699067DSQDGSSYR 2 5453710 1xTMT6plex [N-Term] 2.267729282 21.86 0 1243.575225 2 622.291626 0.603520487 0.000375262 16.79938507SAPGGGGK 4 5453710 2xTMT6plex [N-Term; K8] 1.036 1.209 2.298541307 30.64 0 1088.646429 2 544.8268433 -0.017477265 -9.51E-06 19.71641254MGPSGGEGMEPER 2 5453710 1xTMT6plex [N-Term]; 1xOxidation [M] 1.953 1.85054791 15.42 0 1578.708958 2 781.8588867 -2.269348327 -0.001773171 37.6969906763055049 PGM2 phosphoglucomutase-2 55276 NP_060760.2 23.69281046 1 14 14 57 612 68.24 6.73 0.92 0.78 0.82 0.84 Significant 0.0024 ASYFICHDQETIK 6 63055049 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 0.865 0.958 0.819 4.109014034 31.18 0 2070.073033 3 690.696106 0.35360641 0.000243997 47.54306553ASYFICHDQETIKK 4 63055049 3xTMT6plex [N-Term; K13; K14]; 1xCarbamidomethyl [C6] 0.867 0.899 4.872685432 16.01 1 2427.330928 4 607.5879517 -0.391718065 -0.000237707 51.86456707IVLANDPDADR 2 63055049 1xTMT6plex [N-Term] 0.933 3.53543067 41.28 0 1427.769174 2 714.3881226 -0.143603613 -0.000102516 50.18080017ELNELVSAIEEHFFQPQK 6 63055049 2xTMT6plex [N-Term; K18] 100 2.547 2.545146704 18.34 0 2616.407374 3 872.8059692 -1.536158014 -0.001339738 106.8144195DLTTGYDDSQPDKK 2 63055049 3xTMT6plex [N-Term; K13; K14] 0.833 4.17107439 22.37 1 2270.211918 3 757.40802 -1.061892675 -0.000803574 43.37533442AFDLVPPEAVPEQK 6 63055049 2xTMT6plex [N-Term; K14] 2.351 100 1.728101373 14.13 0 1998.131199 2 999.5690308 -0.207311994 -0.000207118 64.92709914DPDPEFPTVK 6 63055049 2xTMT6plex [N-Term; K10] 0.935 0.634 0.571 2.546041727 29.83 0 1602.877945 2 801.9420166 -0.741270961 -0.000594083 50.3041646AAMGPGISR 2 63055049 1xTMT6plex [N-Term] 0.782 2.579576015 43.49 0 1088.60838 2 544.8082886 0.845784815 0.000460364 31.60677626LDQETAQWLR 6 63055049 1xTMT6plex [N-Term] 2.936088562 35.22 0 1488.800808 2 744.9039307 -0.149994461 -0.000111656 63.49545894GVLTLSFALADK 4 63055049 2xTMT6plex [N-Term; K12] 0.786 1.94566834 20.37 0 1693.030029 2 847.0195923 1.109998217 0.00093963 92.41255134YPNPEEGK 6 63055049 2xTMT6plex [N-Term; K8] 0.989 0.825 0.926 2.89111495 27.89 0 1391.757101 2 696.3816528 -0.770533836 -0.000536198 43.26812063FEISAIR 2 63055049 1xTMT6plex [N-Term] 0.836 2.586513042 22.55 0 1064.630161 2 532.8195801 1.617872866 0.000861218 58.25541376LIAEGNKEELR 1 63055049 2xTMT6plex [N-Term; K7] 0.476 2.695519924 4.57 1 1730.021255 3 577.3446655 -1.047113129 -0.000603843 46.03680478QLIDQGK 4 63055049 2xTMT6plex [N-Term; K7] 0.984 0.986 2.837676764 30.42 0 1259.772358 2 630.3897095 -0.170915552 -0.000107657 46.478538334506411 RANGAP1 ran GTPase-activating protein 1 5905 NP_002874.1 25.04258944 1 13 13 56 587 63.502 4.68 0.93 1.07 1.03 1.01 Significant 0.0017 EIEDFDSLEALR 6 4506411 1xTMT6plex [N-Term] 1.404 2.021 3.913939953 66.16 0 1665.853297 2 833.4296265 -0.792771077 -0.00066032 80.66511695LEGNTVGVEAAR 4 4506411 1xTMT6plex [N-Term] 0.846 0.946 4.238748074 44.26 0 1444.795723 2 722.9011841 -0.436792501 -0.000315538 39.02662577GAVAIADAIR 10 4506411 1xTMT6plex [N-Term] 1.219 1.081 1.276 3.6433146 53.11 0 1185.715288 2 593.362793 2.548408991 0.001510844 54.04606848GAVAMAETLK 6 4506411 2xTMT6plex [N-Term; K10] 1.044 100 100 3.837913513 54.27 0 1448.854707 2 724.9268188 -5.760353089 -0.004172957 52.72613932LENDGATALAEAFR 2 4506411 1xTMT6plex [N-Term] 0.824 2.266638517 23.99 0 1706.891079 2 853.9489136 -0.309868374 -0.000264456 76.75022655ILAAALTECHR 4 4506411 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 100 100 2.285357475 25.82 0 1483.825249 3 495.2801208 0.377617801 0.000186773 49.14877412VSSVFKDEATVR 5 4506411 2xTMT6plex [N-Term; K6] 0.791 0.847 0.892 2.521736622 7.85 1 1796.03182 3 599.3482056 -0.977750373 -0.000585357 46.34987222DAALAVAEAMADK 4 4506411 2xTMT6plex [N-Term; K13] 100 100 1.622825265 18.46 0 1733.950792 2 867.4787598 -0.316692234 -0.000274564 75.41778146ELNLSFCEIK 5 4506411 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.531 100 2.579036713 27.22 0 1710.950064 2 855.9797974 1.317388865 0.001126993 76.01400529VVSAFLK 2 4506411 2xTMT6plex [N-Term; K7] 1.204 2.922318935 26.45 0 1221.797116 2 611.4021606 -0.058300136 -3.56E-05 76.08951747VINLNDNTFTEK 3 4506411 2xTMT6plex [N-Term; K12] 0.01 2.066749811 21.07 0 1866.037299 2 933.5148315 -7.991434079 -0.007456157 61.96573121MAVQDAVDALMQK 4 4506411 2xTMT6plex [N-Term; K13] 100 1.65272212 14.65 0 1878.022911 2 939.5168457 1.86562487 0.001751843 101.5465445SSACFTLQELK 1 4506411 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.296509504 0 1741.955878 2 871.4824829 1.039894486 0.000905725 59.7902253323510451 APEH acylamino-acid-releasing enzyme 327 NP_001631.3 23.22404372 1 12 12 50 732 81.173 5.48 1.26 1.16 1.14 1.19 Significant 0.00098 ALDVSASDDEIAR 6 23510451 1xTMT6plex [N-Term] 1.179 1.154 5.541782856 94.19 0 1590.817246 2 795.9129639 0.883391464 0.000702657 51.94298244STHALSEVEVESDSFMNAVLWLR 2 23510451 1xTMT6plex [N-Term] 0.688 3.383049726 3.76 0 2849.434109 3 950.4827271 -0.169008174 -0.000160526 109.4197353KAGGTGPGEEK 4 23510451 3xTMT6plex [N-Term; K1; K11] 1.155 1.187 3.732202053 41.43 1 1718.00516 3 573.3397217 -0.319079913 -0.000182727 29.66123951SFNLSALEK 4 23510451 2xTMT6plex [N-Term; K9] 100 3.478630781 48.96 0 1466.861901 2 733.9341431 -0.607635379 -0.000445659 76.4342506QVLLSEPEEAAALYR 6 23510451 1xTMT6plex [N-Term] 2.192 100 100 3.182650805 31.13 0 1918.048308 2 959.5272217 -0.595152176 -0.000570765 71.02552384QYLVFHDGDSVVFAGPAGNSVETR 2 23510451 1xTMT6plex [N-Term] 3.578632593 13.11 0 2794.399773 3 932.1384888 0.408011983 0.00038005 73.04300276GDQFVFYEDWGENMVSK 2 23510451 2xTMT6plex [N-Term; K17] 100 2.535766125 14.8 0 2509.210982 3 837.0756226 0.530954069 0.000444092 100.5703104ESPSGTMK 4 23510451 2xTMT6plex [N-Term; K8] 1.274 1.096 2.855963469 40.15 0 1294.707708 2 647.8565674 -1.429129033 -0.000925152 31.68819413VVFDSAQR 4 23510451 1xTMT6plex [N-Term] 1.3 1.204 2.544995308 36.8 0 1150.641788 2 575.8236084 -1.606219367 -0.000924092 45.7713147QLGENFSGIYCSLLPLGCWSADSQR 5 23510451 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C18] 2.15115118 3.6 0 3087.486556 3 1029.83313 -0.557055563 -0.000573301 105.8911761TVHTEWTQR 3 23510451 1xTMT6plex [N-Term] 0.843 1.136 3.409901142 26.59 0 1386.732729 3 462.9147034 -2.287147706 -0.001057221 31.46443214QFLEVWEK 6 23510451 2xTMT6plex [N-Term; K8] 1.654 100 0.582 2.019931793 14 0 1536.882636 2 768.9440918 -1.125210351 -0.000864658 71.65335638ESPSGTMK 2 23510451 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.301 1.983008146 15.1 0 1310.702623 2 647.8565674 -1.429129033 -0.000925152 31.68819413124494238 MYO1C unconventional myosin-Ic isoform a 4641 NP_001074248.1 16.18062088 1 12 12 63 1063 121.606 9.41 1.03 1.02 0.65 0.9 Significant 0.019 GAPVGGHILSYLLEK 7 124494238 2xTMT6plex [N-Term; K15] 0.705 0.381 0.817 3.286608458 41.93 0 2012.194468 3 671.4014893 -2.263000239 -0.001517866 79.15053101



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms GIISILDEECLRPGEATDLTFLEK 4 124494238 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C10] 0.702 0.896 3.745726585 38.59 0 3177.711737 3 1059.907471 -1.220450735 -0.001292747 101.8560341DQAVMISGESGAGK 2 124494238 2xTMT6plex [N-Term; K14] 1.093 4.051869869 44.95 0 1807.962419 2 904.4854126 0.62461216 0.000564638 49.35056402VTMESALTAR 6 124494238 1xTMT6plex [N-Term] 1.058 1.172 0.624 3.612960339 47.54 0 1307.719052 2 654.362793 -0.568159115 -0.000371496 45.54639714NFHIFYQLLEGGEEETLR 6 124494238 1xTMT6plex [N-Term] 0.764 0.294 3.224119663 27.73 0 2424.239691 3 808.7509766 -0.542113267 -0.000438071 98.59511307GDVVLQSDHVIETLTK 8 124494238 2xTMT6plex [N-Term; K16] 100 1.196 100 3.407655954 35.2 0 2212.258919 3 738.0906982 -0.622532664 -0.000459068 74.25530219AVASEIFK 6 124494238 2xTMT6plex [N-Term; K8] 0.896 0.818 1.084 3.753484964 42.9 0 1322.808409 2 661.9071045 -1.116129604 -0.000738213 50.75821474GEELLSPLNLEQAAYAR 6 124494238 1xTMT6plex [N-Term] 0.585 100 1.899244905 14.78 0 2103.128349 2 1052.057617 -9.69586331 -0.010195822 77.7234047LLSVEGSTLR 6 124494238 1xTMT6plex [N-Term] 0.801 1.059 0.798 3.001633167 43.56 0 1303.778282 2 652.3911743 -2.461858149 -0.001604859 49.82570722GVSFYEVPPHLFAVADTVYR 4 124494238 1xTMT6plex [N-Term] 1.720471859 9.21 0 2496.312462 3 832.7747192 -1.144578333 -0.000952408 85.60792648MSLLQLVEILQSK 3 124494238 2xTMT6plex [N-Term; K13] 1.521964669 12.62 0 1960.191691 2 980.5982056 -1.304172035 -0.001278214 110.2379188FDEVLIR 5 124494238 1xTMT6plex [N-Term] 1.065 100 1.801100612 18.92 0 1120.656376 2 560.8314819 -0.614437063 -0.000344286 57.26727021701461513 CAPNS1 calpain small subunit 1 isoform 1 826 NP_001289561.1 63.05970149 1 9 9 70 268 28.298 5.2 1.1 1.11 1 1.07 Significant 0.0011 GGGGGGGGGGGLGGGLGNVLGGLISGAGGGGGGGGGGGGGGGGGGGGTAMR 2 701461513 1xTMT6plex [N-Term] 3.921891451 23.92 0 3810.823584 4 953.4597168 -1.717975749 -0.001636726 89.17011647SMVAVMDSDTTGK 6 701461513 2xTMT6plex [N-Term; K13] 1.028 1.161 0.979 4.507868767 71.17 0 1799.928342 2 900.4676514 -0.175499 -0.000157943 52.78546745THYSNIEANESEEVR 28 701461513 1xTMT6plex [N-Term] 1.082 1.109 0.989 5.404268265 75.63 0 2006.961678 2 1003.984741 0.262985527 0.000263901 32.30724013TDGFGIDTCR 6 701461513 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.28 0.939 0.989 4.286883354 59.68 0 1370.657181 2 685.8323975 0.246372236 0.000168846 50.37934662YSDESGNMDFDNFISCLVR 5 701461513 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 100 2.481609106 15.36 0 2498.116541 2 1249.561279 -0.503822071 -0.000629303 96.55993734GGGGGGGGGGGLGGGLGNVLGGLISGAGGGGGGGGGGGGGGGGGGGGTAMR 2 701461513 1xTMT6plex [N-Term]; 1xOxidation [M50] 100 2.120986938 4.06 0 3826.818499 4 953.4597168 -1.717975749 -0.001636726 89.17011647LFAQLAGDDMEVSATELMNILNK 4 701461513 2xTMT6plex [N-Term; K23]; 1xOxidation [M] 1.602977991 4.1 0 2997.567716 3 999.8589478 -1.810000239 -0.001808533 107.1812809ILGGVISAISEAAAQYNPEPPPPR 3 701461513 1xTMT6plex [N-Term] 100 1.759836078 5.49 0 2676.455831 3 892.8232422 -0.245839103 -0.000219326 106.9595409LFAQLAGDDMEVSATELMNILNK 2 701461513 2xTMT6plex [N-Term; K23] 1.152751923 3.33 0 2981.572801 3 999.8589478 -1.810000239 -0.001808533 107.1812809LGFEEFK 6 701461513 2xTMT6plex [N-Term; K7] 1.692 100 1.766 2.604343891 24.12 0 1327.76621 2 664.3859253 -1.231899148 -0.000817837 61.97140164YLWNNIK 6 701461513 2xTMT6plex [N-Term; K7] 1.199 0.99 0.828 3.21659708 26.8 0 1408.835292 2 704.9215698 0.405142064 0.000285389 72.3152715741872500 DGKA diacylglycerol kinase alpha 1606 NP_963848.1 22.31292517 1 13 13 44 735 82.577 6.73 0.84 0.83 1.01 0.89 Significant 0.0042 EIDYDGSGSVSQAEWVR 2 41872500 1xTMT6plex [N-Term] 0.83 2.448601484 23.56 0 2127.019193 2 1064.012695 -0.507205108 -0.000539417 65.68749395ANLPVLPPVAVLPLGTGNDLAR 8 41872500 1xTMT6plex [N-Term] 1.922 1.081 2.732494354 27.87 0 2426.433246 3 809.4829102 0.383982849 0.00031057 95.15502724DIGVQSHVWVR 6 41872500 1xTMT6plex [N-Term] 0.592 0.817 0.928 4.805891991 51.38 0 1524.848427 3 508.9538879 -0.863280322 -0.000438791 43.69783672ALPCEVSTYAK 2 41872500 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.991 3.392978668 48.09 0 1696.934414 2 848.9708862 0.04819334 4.09E-05 60.8989643DVVCLNDVSCYFSLLEGGRPEDKLEFTFK 2 41872500 3xTMT6plex [N-Term; K23; K29]; 2xCarbamidomethyl [C4; C10] 1.638563752 7.42 1 4125.128 4 1032.036011 -1.402856166 -0.00144674 100.0345882YTVHDQCAMK 2 41872500 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.986 3.406768322 9.31 0 1710.870768 3 570.9614258 -0.610149094 -0.000347962 41.83397529GLISPSDFAQLQK 5 41872500 2xTMT6plex [N-Term; K13] 0.713 100 2.070761919 22.8 0 1862.07877 2 931.5411377 -2.025118076 -0.001885465 77.05295761WSVEVIPQQTEEK 3 41872500 2xTMT6plex [N-Term; K13] 1.617666602 1.67 0 2031.116277 2 1016.061157 -0.610244174 -0.000619738 60.54581441VITDPDILK 4 41872500 2xTMT6plex [N-Term; K9] 0.8 0.556 2.285979033 24.79 0 1471.913602 2 736.4591675 -1.728157861 -0.00127185 64.01650475KVSDVLK 2 41872500 3xTMT6plex [N-Term; K1; K7] 0.83 2.91885519 12.56 1 1475.976426 3 492.6644897 1.686882146 0.000829933 43.21206684YMEYSTK 4 41872500 2xTMT6plex [N-Term; K7] 0.856 0.838 3.007078171 30.28 0 1379.72811 2 690.3674316 -0.378972311 -0.000261439 51.5681681DGPEIGLR 2 41872500 1xTMT6plex [N-Term] 1.145 2.049287558 6.17 0 1085.615239 2 543.3113403 0.15177943 8.24E-05 42.069043QVFNLLK 2 41872500 2xTMT6plex [N-Term; K7] 1.339447498 10.35 0 1319.845129 2 660.4259644 -0.361094686 -0.000238295 67.84834005157168362 PNP purine nucleoside phosphorylase 4860 NP_000261.2 44.6366782 1 9 9 40 289 32.097 6.95 1.28 1.25 1.34 1.29 Significant 0.00042 DHINLPGFSGQNPLR 6 157168362 1xTMT6plex [N-Term] 1.14 1.182 100 4.255405903 47.61 0 1894.01326 3 632.0092163 -0.086881239 -5.49E-05 70.12861887ELQEGTYVMVAGPSFETVAECR 8 157168362 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 1.472 5.386401176 56.5 0 2702.300318 3 901.4396362 1.493890734 0.001345647 79.54296667ELQEGTYVMVAGPSFETVAECR 6 157168362 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21]; 1xOxidation [M9] 100 3.676700354 27.1 0 2718.295233 3 901.4396362 1.493890734 0.001345647 79.54296667VFHLLGVDTLVVTNAAGGLNPK 2 157168362 2xTMT6plex [N-Term; K22] 1.141 5.404124737 37.77 0 2693.575442 3 898.5297241 -0.305518348 -0.000274312 96.19392116NTAEWLLSHTK 4 157168362 2xTMT6plex [N-Term; K11] 1.355 1.999 2.961272478 30.88 0 1757.99504 3 586.6690063 -1.464365355 -0.000858116 61.37733265ANHEEVLAAGK 2 157168362 2xTMT6plex [N-Term; K11] 1.324 4.609318733 35.57 0 1596.910976 3 532.9745483 -1.180053551 -0.000628147 36.73120412FHMYEGYPLWK 2 157168362 2xTMT6plex [N-Term; K11] 1.449 3.248318195 25.76 0 1929.013333 3 643.6756592 -0.470966645 -0.000302834 82.670332FPAMSDAYDR 4 157168362 1xTMT6plex [N-Term] 1.474 1.046 3.60694623 45.47 0 1401.667017 2 701.3358154 -1.899517213 -0.001331245 54.7269318VFGFSLITNK 3 157168362 2xTMT6plex [N-Term; K10] 0.945 2.277234316 13.47 0 1583.956136 2 792.4814453 -0.329273639 -0.000260778 88.29498778LTQAQIFDYGEIPNFPR 3 157168362 1xTMT6plex [N-Term] 1.371749401 3.12 0 2238.175634 2 1119.590576 -0.785562233 -0.000879113 88.267534154885649 UBA2 SUMO-activating enzyme subunit 2 10054 NP_005490.1 26.09375 1 10 10 80 640 71.179 5.29 0.95 1.13 0.94 1 Significant 0.0037 GTILISSEEGETEANNHKK 4 4885649 3xTMT6plex [N-Term; K18; K19] 0.852 0.804 1.074 5.104559422 59.24 1 2744.503348 4 686.8813477 0.077418379 5.31E-05 40.94691226KPPVPLDWAEVQSQGEETNASDQQNEPQLGLK 2 4885649 3xTMT6plex [N-Term; K1; K32] 100 3.154337883 14.65 0 4220.207841 4 1055.805054 -2.240604398 -0.002363954 81.28966092ANIVAYHDSIMNPDYNVEFFR 7 4885649 1xTMT6plex [N-Term] 100 1.135 3.724039555 12.77 0 2744.334002 3 915.447937 -1.728596024 -0.001581282 85.37257747GVTECYECHPKPTQR 3 4885649 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C5; C8] 0.938 4.749135017 28.55 0 2320.157842 4 580.7946777 -0.414110834 -0.000240201 33.98806559ADPEAAWEPTEAEAR 49 4885649 1xTMT6plex [N-Term] 1.157 3.560928106 41.86 0 1871.897287 2 936.4515991 -0.729371116 -0.000682654 39.50463098NLVLTGFSHIDLIDLDTIDVSNLNR 2 4885649 1xTMT6plex [N-Term] 0.596 3.524458647 4.14 0 3026.63598 3 1009.549988 -0.188374518 -0.000190047 101.5759047ELAEAVAGGR 2 4885649 1xTMT6plex [N-Term] 0.77 3.425500154 47.54 0 1201.673817 2 601.340271 -0.45880821 -0.000275669 44.81610462ESVLQFYPK 6 4885649 2xTMT6plex [N-Term; K9] 0.758 1.074 1.244 2.366459846 25.76 0 1568.908851 2 784.9575195 -0.693837312 -0.000544284 61.25227591FAMVAPDVQIEDGK 3 4885649 2xTMT6plex [N-Term; K14] 1.484979272 0.08 0 1978.07197 2 989.5366211 -3.035355938 -0.003002076 68.21799353LSEFGIR 2 4885649 1xTMT6plex [N-Term] 1.337 2.695930958 14.16 0 1050.614511 2 525.8106079 -0.544290681 -0.00028592 65.675217234503475 EEF1A2 elongation factor 1-alpha 2 1917 NP_001949.1 26.56587473 1 1 11 166 463 50.438 9.03 0.77 0.91 0.84 Non-Significant #N/A IGGIGTVPVGR 8 4503475 1xTMT6plex [N-Term] 2.066 3.079 2.241 3.727612734 45.11 0 1254.773137 2 627.890625 0.666686252 0.00041827 47.04865289THINIVVIGHVDSGK 8 4503475 2xTMT6plex [N-Term; K15] 1.895 1.803 2.234 5.019645214 55.13 0 2047.20643 4 512.5568237 -0.471231484 -0.000241177 54.78889256STTTGHLIYK 30 4503475 2xTMT6plex [N-Term; K10] 1.44 1.313 1.47 4.323945522 54.41 0 1578.925564 3 526.9812622 2.324176122 0.001223234 35.32994542EHALLAYTLGVK 16 4503475 2xTMT6plex [N-Term; K12] 1.935 2.128 100 4.556538582 46.59 0 1773.067477 2 887.0368652 -0.576944343 -0.000511481 71.88132891QTVAVGVIK 21 4503475 2xTMT6plex [N-Term; K9] 1.781 1.723 1.642 4.514291286 62.58 0 1372.892807 2 686.9498291 -0.309934521 -0.000212753 45.46677378LPLQDVYK 25 4503475 2xTMT6plex [N-Term; K8] 1.58 1.565 0.969 3.475753546 46.3 0 1433.876823 2 717.4418335 -0.301481833 -0.000216144 68.8466914QLIVGVNK 36 4503475 2xTMT6plex [N-Term; K8] 2.178 2.067 2.057 3.624680996 43.22 0 1328.866592 2 664.9334717 -5.211682395 -0.003462815 47.65431494NMITGTSQADCAVLIVAAGVGEFEAGISK 3 4503475 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C11] 2.277580976 6.88 0 3367.764183 3 1123.258667 -0.812281766 -0.000911858 117.7281867YAWVLDK 4 4503475 2xTMT6plex [N-Term; K7] 6.123 100 2.795761347 29.13 0 1352.797844 2 676.9017334 -1.222616618 -0.000826977 64.29157323EAAEMGK 6 4503475 2xTMT6plex [N-Term; K7] 1.483 1.847 1.914 3.196498394 31.97 0 1193.66003 2 597.3337402 0.145609927 8.69E-05 38.66839001EVSAYIK 4 4503475 2xTMT6plex [N-Term; K7] 0.767 0.91 3.116511345 23.66 0 1267.76621 2 634.3865356 -0.327324497 -0.000207485 54.6280405EAAEMGK 5 4503475 2xTMT6plex [N-Term; K7]; 1xOxidation [M5] 1.787 1.801 1.984 1.968911648 16.57 0 1209.654945 2 597.3337402 0.145609927 8.69E-05 38.6683900111225260 TOP1 DNA topoisomerase 1 7150 NP_003277.1 16.47058824 1 12 12 46 765 90.669 9.31 1.33 1.35 1.56 1.41 Significant 0.0027 EEGETADTVGCCSLR 2 11225260 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C12] 2.115 3.583830833 48.39 0 1912.857807 2 956.9320068 -0.559470819 -0.000535094 41.04982618AGNEKEEGETADTVGCCSLR 4 11225260 2xTMT6plex [N-Term; K5]; 2xCarbamidomethyl [C16; C17] 1.576 0.931 4.728209972 46.88 1 2641.2598 3 881.0913086 -0.161854109 -0.0001425 42.9590157LEVQATDREENK 10 11225260 2xTMT6plex [N-Term; K12] 1.567 1.47 1.58 3.096163034 25.11 1 1890.033276 3 630.6821899 -0.666340533 -0.000419802 35.44757861WWEEERYPEGIK 4 11225260 2xTMT6plex [N-Term; K12] 100 2.854238272 15.53 1 2080.090397 3 694.0355835 0.865480791 0.000600093 70.80947944KLEEEEDGK 2 11225260 3xTMT6plex [N-Term; K1; K9] 1.474 2.701606989 26.44 1 1763.999406 3 588.6708374 -0.820223048 -0.000482291 37.48454191AEEVATFFAK 5 11225260 2xTMT6plex [N-Term; K10] 100 100 2.289459944 24.46 0 1570.888116 2 785.9476318 -0.081799667 -6.42E-05 67.27239837FAWAIDMADEDYEF 2 11225260 1xTMT6plex [N-Term] 100 1.935544133 14.08 0 1951.862147 2 976.4359131 1.230887068 0.001201261 108.0832397DEDDADYKPK 2 11225260 3xTMT6plex [N-Term; K8; K10] 1.518 2.094557285 1.56 0 1883.000134 3 628.338562 0.53039038 0.000332908 36.18391779KLEEEEDGKLK 3 11225260 4xTMT6plex [N-Term; K1; K9; K11] 1.145 0.647 2.259591818 6.04 2 2234.341365 4 559.3408203 0.038781003 2.17E-05 42.8065949IMPEDIIINCSK 6 11225260 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 100 1.635585666 9.69 0 1891.043312 2 946.0245972 -0.737573832 -0.000697392 69.34291446QPEDDLFDR 2 11225260 1xTMT6plex [N-Term] 1.488 3.125461817 21.25 0 1363.669125 2 682.3324585 -8.421982723 -0.005742399 45.39260566GPVFAPPYEPLPENVK 4 11225260 2xTMT6plex [N-Term; K16] 1.425242782 4.23 0 2212.241812 2 1106.623169 -1.243484939 -0.001375445 81.0912784321361399 PPP2R1A serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform 5518 NP_055040.2 26.99490662 1 12 14 54 589 65.267 5.11 1.35 1.3 1.25 1.3 Significant 0.00049 DNTIEHLLPLFLAQLKDECPEVR 4 21361399 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C19] 0.705 100 4.049002171 26.13 1 3208.74404 4 802.9418945 0.532269006 0.000426979 107.9562006EFCENLSADCR 8 21361399 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C10] 2.188 1.988 4.372133255 50.84 0 1629.719857 2 815.3633423 -0.275789539 -0.00022473 49.41980368ELVSDANQHVK 4 21361399 2xTMT6plex [N-Term; K11] 1.238 1.243 3.809276581 46.62 0 1697.958655 3 566.6576538 -0.145141472 -8.21E-05 39.12593875MAGDPVANVR 2 21361399 1xTMT6plex [N-Term] 1.098 3.480555058 48.28 0 1258.677522 2 629.8425293 0.206624608 0.000130037 43.12489988LTQDQDVDVK 4 21361399 2xTMT6plex [N-Term; K10] 1.165 1.175 3.803057432 44.55 0 1618.905222 2 809.9564209 0.211937592 0.000171553 49.80645193VLELDNVK 4 21361399 2xTMT6plex [N-Term; K8] 0.806 1.038 3.431036711 46.35 0 1387.856087 2 694.4314575 -0.323362733 -0.00022439 68.72187288SALASVIMGLSPILGK 3 21361399 2xTMT6plex [N-Term; K16] 2.017399788 8.45 0 2015.23389 2 1008.119934 -0.644364877 -0.000649273 105.1664467DNTIEHLLPLFLAQLK 4 21361399 2xTMT6plex [N-Term; K16] 1.871276379 10.22 0 2323.378974 3 775.1298218 -1.74839663 -0.001354063 103.4791896EAATSNLK 2 21361399 2xTMT6plex [N-Term; K8] 1.377 3.778515577 39.03 0 1291.762187 2 646.3859253 1.847960841 0.001193563 34.07374058LSTIALALGVER 4 21361399 1xTMT6plex [N-Term] 1.663393497 14.86 0 1471.904545 2 736.4552612 -0.882509037 -0.000649485 90.07865767TDLVPAFQNLMK 6 21361399 2xTMT6plex [N-Term; K12] 1.25505805 3.38 0 1835.050112 2 918.0278931 -0.873358813 -0.000801329 89.07131933LNIISNLDCVNEVIGIR 4 21361399 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 100 1.289437056 13.34 0 2171.205554 2 1086.099609 -6.269346527 -0.00680602 95.95606961HMLPTVLR 2 21361399 1xTMT6plex [N-Term] 0.812 2.097786188 11.68 0 1195.718265 2 598.3621826 -0.983488887 -0.000587988 54.54147331ENVIMSQILPCIK 3 21361399 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 1.065674663 5.48 0 2003.143361 2 1002.074219 -1.09826388 -0.00109999 89.495470884758484 GSTO1 glutathione S-transferase omega-1 isoform 1 9446 NP_004823.1 60.58091286 1 14 14 82 241 27.548 6.6 1.05 1.06 1.16 1.09 Significant 0.001 KNPFGLVPVLENSQGQLIYESAITCEYLDEAYPGK 4 4758484 3xTMT6plex [N-Term; K1; K35]; 1xCarbamidomethyl [C25] 100 1.665 4.340947151 18.53 1 4630.435792 4 1158.362549 -1.603861458 -0.001856644 107.1015674GSAPPGPVPEGSIR 10 4758484 1xTMT6plex [N-Term] 0.981 0.964 0.839 4.404818535 65.99 0 1549.853572 2 775.4298706 -0.714415273 -0.00055362 39.37868973LNECVDHTPK 6 4758484 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.206 1.165 1.318 3.688107014 29.98 0 1670.893612 3 557.6358643 -0.342545186 -0.000190786 38.17986129VPSLVGSFIR 6 4758484 1xTMT6plex [N-Term] 1.019 3.211628675 42.03 0 1303.793538 2 652.3997803 -0.961811121 -0.000627002 80.45546964MILELFSK 14 4758484 2xTMT6plex [N-Term; K8] 0.986 1.339 100 3.128912449 38.44 0 1438.87438 2 719.9407349 -0.129784393 -9.34E-05 101.3383312LEEVLTNK 8 4758484 2xTMT6plex [N-Term; K8] 1.237 100 100 3.653482437 42.3 0 1403.851002 2 702.4298706 1.041984467 0.000731395 62.54929783EDPTVSALLTSEK 5 4758484 2xTMT6plex [N-Term; K13] 1.905 100 2.48341465 35.06 0 1848.03663 2 924.5205688 -1.498327816 -0.001384482 75.29791819LWMAAMK 7 4758484 2xTMT6plex [N-Term; K7] 1.517 0.01 2.803625345 37.8 0 1308.757242 2 654.881958 -0.460233843 -0.000301167 74.91910992NKPEWFFK 5 4758484 3xTMT6plex [N-Term; K2; K8] 1.141 100 2.494666815 15.07 0 1783.050988 3 595.0212402 -1.02106271 -0.000606869 60.1265328KLLPDDPYEK 2 4758484 3xTMT6plex [N-Term; K1; K10] 0.68 4.16450119 18.68 1 1905.130026 3 635.7158203 1.512551616 0.000960536 52.8050336SQNKEDYAGLKEEFR 3 4758484 3xTMT6plex [N-Term; K4; K11] 0.852 0.891 3.799790859 0.93 2 2501.360313 4 626.0959473 0.658098912 0.000411536 45.87912051LEEVLTNKK 4 4758484 3xTMT6plex [N-Term; K8; K9] 1.069 100 2.005144596 7.71 1 1761.108897 3 587.7075195 -0.506167592 -0.000297139 50.89212487FCPFAER 6 4758484 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.152 1.062 1.14 2.792047739 22.13 0 1155.581831 2 578.2944336 -0.208079163 -0.000120226 50.30017316EDYAGLK 2 4758484 2xTMT6plex [N-Term; K7] 2.646 2.814586163 26.39 0 1253.714174 2 627.3599243 -1.277840851 -0.000801024 48.0500420257634534 NUP205 nuclear pore complex protein Nup205 23165 NP_055950.1 6.908548708 1 12 12 40 2012 227.775 6.21 1.04 1.23 0.98 1.08 Significant 0.0048 DLPSADSVQYR 2 57634534 1xTMT6plex [N-Term] 1.091 3.683118105 38.1 0 1479.764088 2 740.3858032 0.163333679 0.000120848 50.33561066ASTEGVAIQGQQGTR 6 57634534 1xTMT6plex [N-Term] 1.768 1.225 1.003 4.238539696 65.74 0 1731.918691 2 866.4623413 -0.742028375 -0.000642566 36.01041915KPVSTTNLQDPGVLGCPR 2 57634534 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C16] 0.893 3.294145346 29.04 0 2397.332435 3 799.7808838 -1.809053575 -0.001445634 45.34091825LVGDFTHDQSISQK 4 57634534 2xTMT6plex [N-Term; K14] 1.384 0.813 4.21541214 33.75 0 2033.106775 3 678.3734741 -0.445690669 -0.000302046 62.31887886AQIEQVIANCEHK 4 57634534 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 100 1.211 3.148004293 32.76 0 1998.084266 3 666.6998291 0.33433259 0.000222675 55.5736697LLDIEGLYSK 4 57634534 2xTMT6plex [N-Term; K10] 2.538 1.357 3.492990017 34.69 0 1608.96128 2 804.9837036 -0.714649539 -0.000574922 91.70112318VLVDSLVEDDR 2 57634534 1xTMT6plex [N-Term] 0.71 3.812353373 36.32 0 1488.810704 2 744.9085693 -0.565476943 -0.000420944 72.68285675FQDDNVEGDK 2 57634534 2xTMT6plex [N-Term; K10] 0.965 3.008495569 29.29 0 1624.821886 2 812.9140625 -0.638833098 -0.000518995 47.71114162DILQDVHDK 4 57634534 2xTMT6plex [N-Term; K9] 1.11 1.29 3.104785681 22.66 0 1540.873528 3 514.2959595 -0.131692853 -6.76E-05 49.57344911LTAPEDVFSK 6 57634534 2xTMT6plex [N-Term; K10] 1.931 100 2.778130054 33.5 0 1564.89868 2 782.9538574 1.1234042 0.000879007 67.544611LPGLQATVR 2 57634534 1xTMT6plex [N-Term] 0.651 2.181710243 25.28 0 1183.736023 2 592.371582 -0.114592694 -6.78E-05 52.58259122ADNVVNIAR 2 57634534 1xTMT6plex [N-Term] 0.635 2.617375851 4.82 0 1200.689801 2 600.8483887 -0.25020305 -0.000150208 46.98071005194097323 ECHS1 enoyl-CoA hydratase, mitochondrial 1892 NP_004083.3 49.65517241 1 12 12 64 290 31.367 8.07 0.79 0.9 0.81 0.83 Significant 0.0016 ALNALCDGLIDELNQALK 7 194097323 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C6] 0.644 1.158 0.25 3.499565363 48.54 0 2429.347416 3 810.4536133 -0.46504104 -0.000376582 111.2576936LFYSTFATDDR 3 194097323 1xTMT6plex [N-Term] 0.801 3.850666046 44.94 0 1564.784489 2 782.8964844 0.768738448 0.000601455 92.36989565AFAAGADIK 12 194097323 2xTMT6plex [N-Term; K9] 0.738 0.734 0.81 3.679234505 52.23 0 1321.788008 2 661.3912964 -9.601801869 -0.006345773 46.74054073ICPVETLVEEAIQCAEK 8 194097323 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C2; C14] 0.82 0.679 3.739500046 27.42 0 2447.292604 3 816.4359741 0.312681565 0.000255074 109.1378401EGMTAFVEK 6 194097323 2xTMT6plex [N-Term; K9] 100 100 2.304044247 36.9 0 1469.807422 2 735.407959 0.829298268 0.000609454 54.25235516AQFAQPEILIGTIPGAGGTQR 5 194097323 1xTMT6plex [N-Term] 0.261 1.541427493 3.6 0 2354.30296 2 1177.65332 -1.527256713 -0.001797813 78.95042491KLFYSTFATDDR 2 194097323 2xTMT6plex [N-Term; K1] 0.668 3.527247906 20 1 1922.042384 3 641.3516846 -0.980061146 -0.000627906 61.86516652EMQNLSFQDCYSSK 2 194097323 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 0.967 2.087874413 11.74 0 2195.051311 2 1098.0271 -1.999142903 -0.002194111 51.95143148SLAMEMVLTGDR 4 194097323 1xTMT6plex [N-Term] 100 1.904886603 23.89 0 1551.807215 2 776.4086304 1.784262994 0.001384416 75.18056023IVVAMAK 12 194097323 2xTMT6plex [N-Term; K7] 0.812 0.606 0.834 3.148106813 39.35 0 1189.774272 2 595.3909302 0.262008996 0.000155866 60.85048096QAGLVSK 2 194097323 2xTMT6plex [N-Term; K7] 0.781 2.82361269 33.54 0 1160.740329 2 580.8735352 -0.461427493 -0.000267799 38.22656878TFEEDPAVGAIVLTGGDKAFAAGADIK 1 194097323 3xTMT6plex [N-Term; K18; K27] 1.24 2.23 1 3350.845083 6 559.3103027 -5.86418747 -0.003274997 48.7636699322165433 ANXA11 annexin A11 isoform 1 311 NP_665876.1 24.15841584 1 10 10 49 505 54.355 7.65 0.9 0.81 0.77 0.83 Significant 0.0022 EMSGDLEEGMLAVVK 4 22165433 2xTMT6plex [N-Term; K15] 0.564 1.222 3.378345251 33.09 0 2066.091384 2 1033.549438 0.104483822 0.000107937 90.14875442GTITDAPGFDPLR 6 22165433 1xTMT6plex [N-Term] 0.908 100 1.256 3.872712612 48.57 0 1588.853237 2 794.9295044 -0.947407163 -0.000752645 63.83163354DESTNVDMSLAQR 8 22165433 1xTMT6plex [N-Term] 1.68 1.35 1.297 5.234297276 77.54 0 1694.821679 2 847.9146729 0.230031944 0.000194932 40.69595399GFGTDEQAIIDCLGSR 4 22165433 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 100 0.629 3.314461231 45.49 0 1967.969406 2 984.487854 -0.49538991 -0.000487456 83.09154035SLYHDISGDTSGDYR 12 22165433 1xTMT6plex [N-Term] 0.827 0.702 0.749 4.228179455 49.54 0 1914.903101 3 638.9721069 -0.696123589 -0.000444336 43.20581722SETDLLDIR 6 22165433 1xTMT6plex [N-Term] 0.922 100 0.01 2.986187696 68.56 0 1290.710262 2 645.8581543 -0.952767082 -0.000614873 59.66287036AHLVAVFNEYQR 4 22165433 1xTMT6plex [N-Term] 0.918 0.909 3.495342493 36.82 0 1675.911755 3 559.3088989 0.231585788 0.000129372 64.00445317DAQELYAAGENR 2 22165433 1xTMT6plex [N-Term] 0.863 3.311864376 18.86 0 1565.775715 2 783.3912964 -0.254976852 -0.000199618 40.04766072QQILLSFK 2 22165433 2xTMT6plex [N-Term; K8] 0.82 2.13101244 14.76 0 1434.908457 2 717.9576416 -0.314003916 -0.000225283 71.58878854SELSGNFEK 1 22165433 2xTMT6plex [N-Term; K9] 0.853 2.569024563 0 1468.80478 2 734.9060669 0.052640803 3.87E-05 52.4858469530581135 SMC1A structural maintenance of chromosomes protein 1A isoform 1 8243 NP_006297.2 8.110300081 1 9 9 52 1233 143.144 7.64 1.12 1.17 1.07 1.12 Significant 0.00066 GTMDDISQEEGSSQGEDSVSGSQR 10 30581135 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.551 1.403 1.271 4.905548573 51.2 0 2731.179805 3 905.7325439 -0.667178898 -0.000603838 40.43932591GTMDDISQEEGSSQGEDSVSGSQR 12 30581135 1xTMT6plex [N-Term] 1.49 1.681 2.035 5.551242352 66.68 0 2715.18489 3 905.7325439 -0.667178898 -0.000603838 40.43932591DKFQETSDEFEAAR 2 30581135 2xTMT6plex [N-Term; K2] 0.653 2.596498251 0.83 1 2131.070784 3 711.0217285 -9.455947348 -0.006717098 47.46127497DLTLEENQVK 2 30581135 2xTMT6plex [N-Term; K10] 1.137 3.948914766 37.26 0 1646.936522 2 823.9717407 -0.192700012 -0.000158682 57.94284723LYHNEVEIEK 4 30581135 2xTMT6plex [N-Term; K10] 1.122 1.099 4.354990959 41.38 0 1731.968157 3 577.9938965 -0.589200714 -0.000340159 44.64409951AEEDTQFNYHR 9 30581135 1xTMT6plex [N-Term] 0.998 1.189 1.26 4.047086239 45.35 0 1638.770964 3 546.925293 -5.881666175 -0.003212901 33.30879349KAEIMESIK 4 30581135 3xTMT6plex [N-Term; K1; K9] 1.11 1.367 3.160282135 26.5 1 1736.059504 3 579.3583984 0.655675971 0.000379431 57.55430547EVTAIETK 2 30581135 2xTMT6plex [N-Term; K8] 0.966 2.299292564 19.3 0 1348.808803 2 674.9077148 -0.481597168 -0.000324791 49.36401086EIEENQK 4 30581135 2xTMT6plex [N-Term; K7] 1.295 1.085 3.070847034 32.88 0 1347.752016 2 674.3787842 -1.279390129 -0.00086215 32.4929326LVIDVIR 3 30581135 1xTMT6plex [N-Term] 1.651 2.302488089 24.57 0 1056.697847 2 528.8521118 -0.851451709 -0.000449864 76.470220576912238 PRDX5 peroxiredoxin-5, mitochondrial isoform a precursor 25824 NP_036226.1 56.54205607 1 8 8 88 214 22.012 8.57 0.69 0.66 0.89 0.75 Significant 0.0092 ETDLLLDDSLVSIFGNR 11 6912238 1xTMT6plex [N-Term] 0.628 0.916 4.699783325 51.96 0 2136.13858 2 1068.571167 -1.648921872 -0.001761163 103.6003098ALNVEPDGTGLTCSLAPNIISQL 11 6912238 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.716 0.771 0.738 2.762742519 42.31 0 2612.380283 3 871.4677124 3.177399969 0.002766859 96.72709259GVQVVACLSVNDAFVTGEWGR 2 6912238 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.29 3.265380621 21.19 0 2493.275759 3 831.7622681 -1.406952588 -0.001169307 103.1587681LLADPTGAFGK 21 6912238 2xTMT6plex [N-Term; K11] 0.711 0.543 1.237 3.545334816 43.65 0 1547.91975 2 774.4622192 -1.672039805 -0.001294092 65.0918412FSMVVQDGIVK 14 6912238 2xTMT6plex [N-Term; K11] 0.641 0.746 0.749 3.792202711 44.19 0 1680.975885 2 840.989563 -2.400577828 -0.002017657 67.59187253GVLFGVPGAFTPGCSK 14 6912238 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 0.935 0.703 2.689 2.777650118 26.4 0 2052.135239 2 1026.569824 -1.397175218 -0.001433596 74.98932805THLPGFVEQAEALK 9 6912238 2xTMT6plex [N-Term; K14] 0.669 0.825 0.759 3.476069927 25.57 0 1998.142433 3 666.7182007 -1.192977628 -0.00079458 68.22037149VNLAELFK 6 6912238 2xTMT6plex [N-Term; K8] 0.559 0.643 0.976 3.523334265 37.78 0 1391.866258 2 696.4354248 -1.929072287 -0.001342505 88.2117261417149828 NAA15 N-alpha-acetyltransferase 15, NatA auxiliary subunit 80155 NP_476516.1 19.16859122 1 16 16 53 866 101.208 7.42 1.46 1.77 1.81 1.68 Significant 0.0043 EALEHLCTYEK 4 17149828 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 0.924 1.51 3.847130775 23.49 0 1850.972256 3 617.6630249 1.22390653 0.000755139 35.75269017GCPPVFNTLR 4 17149828 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.104 1.159 3.340581894 24.12 0 1389.751021 2 695.3781128 -1.491284432 -0.001036257 55.65895555LEDAADVYR 6 17149828 1xTMT6plex [N-Term] 1.912 1.793 1.699 3.615767479 60.74 0 1280.668397 2 640.8372192 -0.964405337 -0.000617542 52.27979723ASWIGYAIAYHLLEDYEMAAK 4 17149828 2xTMT6plex [N-Term; K21] 2.184637547 12.59 0 2873.494808 3 958.50177 -1.409997817 -0.00135054 110.6627825NLQTCMEVLEALYDGSLGDCK 2 17149828 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C5; C20] 1.979577422 6.88 0 2874.408772 3 958.807251 -0.547152627 -0.000524247 105.5097958WMDEAQALDTADR 6 17149828 1xTMT6plex [N-Term] 100 2.139170885 23.58 0 1750.826765 2 875.9161987 -0.93885877 -0.00082189 59.48442126LPLNFLSGEK 2 17149828 2xTMT6plex [N-Term; K10] 3.223 2.328337431 19.1 0 1575.95105 2 788.479187 0.029977732 2.36E-05 85.27252468DLSLLQIQMR 4 17149828 1xTMT6plex [N-Term] 100 100 2.485821486 34.71 0 1445.834751 2 723.4197998 -1.679127316 -0.00121387 75.07045383SYVDLLK 4 17149828 2xTMT6plex [N-Term; K7] 100 2.006015301 19.57 0 1295.79751 2 648.4017334 -1.018355966 -0.000659792 59.46151742NPENWAYYK 2 17149828 2xTMT6plex [N-Term; K9] 100 2.331251144 19.64 0 1642.862963 2 821.9360352 1.114068879 0.000915131 60.6133133RLPLNFLSGEK 2 17149828 2xTMT6plex [N-Term; K11] 1.41 2.721966028 15.32 1 1732.052161 3 578.0233154 1.865947883 0.001077306 69.50306378AIELATTLDESLTNR 1 17149828 1xTMT6plex [N-Term] 1.249529004 0 1876.022487 2 938.5152588 0.40167329 0.000376774 94.91091198QILSNPK 4 17149828 2xTMT6plex [N-Term; K7] 1.448 1.385 2.270266056 27.5 0 1257.793093 2 629.3999634 -0.352174129 -0.000221481 46.0969457LAVEETK 4 17149828 2xTMT6plex [N-Term; K7] 1.805 1.903 3.161641598 32.69 0 1247.761124 2 624.3849487 1.199429048 0.0007483 38.93469174AQIEEEK 4 17149828 2xTMT6plex [N-Term; K7] 1.191 3.345184326 35.3 0 1304.746202 2 652.8776855 1.450139304 0.000946032 35.14303248IYEEAWTK 2 17149828 2xTMT6plex [N-Term; K8] 1.717397451 7.68 0 1497.835352 2 749.4205933 -0.962613521 -0.000720918 63.6252971671773106 AP2B1 AP-2 complex subunit beta isoform a 163 NP_001025177.1 12.82860147 1 8 14 48 951 105.625 5.34 0.82 1.15 1.27 1.08 Significant 0.015 DCEDPNPLIR 2 71773106 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.931 2.782501698 36.62 0 1457.725594 2 729.3659668 -0.643129443 -0.000468753 46.12375657KTAAVCVAK 2 71773106 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C6] 0.986 5.100313187 29.94 1 1635.023059 3 545.6797485 0.998937269 0.000544428 33.85378077GLEISGTFTHR 4 71773106 1xTMT6plex [N-Term] 0.741 1.167 3.876152039 50.44 0 1446.790243 3 482.9344177 -1.066800235 -0.000514479 48.63594646DSDYYNMLLK 4 71773106 2xTMT6plex [N-Term; K10] 0.685 2.535 2.736756325 39.52 0 1719.902779 2 860.4544678 -0.651393287 -0.000560167 78.29227207KVIAAMTVGK 1 71773106 3xTMT6plex [N-Term; K1; K10]; 1xOxidation [M6] 52.59 1 1721.096224 3 574.3666382 -6.311535094 -0.00362092 45.06742674EAQSICER 4 71773106 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.33 1.402 3.088042974 45.35 0 1221.609502 2 611.3086548 0.434468062 0.000265375 21.95304852QVFLATWK 2 71773106 2xTMT6plex [N-Term; K8] 0.692 3.639189482 36.17 0 1450.882242 2 725.9450684 0.425719422 0.000308834 83.05305671MEPLNNLQVAVK 3 71773106 2xTMT6plex [N-Term; K12] 100 0.384 1.645392776 15.82 0 1814.061011 2 907.5340576 -0.095137718 -8.63E-05 62.38538923TAAVCVAK 6 71773106 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.369 1.315 1.318 4.177876472 49.24 0 1277.765164 2 639.385498 -1.130596052 -0.000722318 37.11852542KGEIFELK 5 71773106 3xTMT6plex [N-Term; K1; K8] 100 0.911 1.379 3.310690641 20.19 1 1651.039755 3 551.0169067 -2.172991381 -0.001195898 57.25018724DVSSLFPDVVNCMQTDNLELK 3 71773106 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C12] 1.669991255 5.04 0 2882.468002 3 961.4941406 -0.046108057 -4.43E-05 94.2153142AVWLPAVK 6 71773106 2xTMT6plex [N-Term; K8] 4.351 0.473 0.533 2.216883183 16.49 0 1341.865864 2 671.4358521 -1.070642361 -0.000718329 66.3898712FLELLPK 4 71773106 2xTMT6plex [N-Term; K7] 2 1.462 2.545750618 27.14 0 1317.854631 2 659.4306641 -0.439528751 -0.000289617 95.12077527VIAAMTVGK 2 71773106 2xTMT6plex [N-Term; K9] 0.01 1.334557891 2.49 0 1347.843414 2 674.4245605 -1.16454644 -0.000784813 56.46308254



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms63252913 CAPG macrophage-capping protein isoform 1 822 NP_001738.2 32.75862069 1 9 9 62 348 38.474 6.19 0.84 0.85 0.85 0.85 Significant 0.000016 YQEGGVESAFHK 9 63252913 2xTMT6plex [N-Term; K12] 0.831 0.781 0.76 4.472764015 58.27 0 1809.953569 3 603.9838867 -9.095434286 -0.005487438 44.63531444EGNPEEDLTADK 8 63252913 2xTMT6plex [N-Term; K12] 1.012 1.065 1.014 4.270260811 57.18 0 1775.906344 2 888.4553223 -1.675904115 -0.001488124 41.63883563TSTGAPAAIK 4 63252913 2xTMT6plex [N-Term; K10] 0.872 0.774 4.20950985 50.99 0 1374.835686 2 687.9213257 -0.226472746 -0.000155681 38.50805923ANAQAAALYK 10 63252913 2xTMT6plex [N-Term; K10] 1.032 1.035 1.145 4.713943005 56.69 0 1478.873134 2 739.9401855 -0.026882799 -1.99E-05 48.82403544VSDATGQMNLTK 4 63252913 2xTMT6plex [N-Term; K12] 0.82 0.759 4.441162109 65.04 0 1722.946041 2 861.975769 -1.032849561 -0.000889772 48.71166186MQYAPNTQVEILPQGHESPIFK 6 63252913 2xTMT6plex [N-Term; K22] 1.114 0.861 3.306386709 17.41 0 2985.590834 3 995.8668213 -1.649044724 -0.001641124 77.36564429EVQGNESDLFMSYFPR 4 63252913 1xTMT6plex [N-Term] 0.373 1.115 2.503287792 27.63 0 2148.026921 2 1074.515869 -1.14485006 -0.001229584 96.44274115QAALQVAEGFISR 7 63252913 1xTMT6plex [N-Term] 1.249 0.275 1.124 1.621867895 18.68 0 1618.911421 2 809.9584351 -1.128871406 -0.000913771 76.75224574VSDATGQMNLTK 2 63252913 2xTMT6plex [N-Term; K12]; 1xOxidation [M8] 0.904 1.624098659 4.54 0 1738.940956 2 861.975769 -1.032849561 -0.000889772 48.71166186DLALAIR 8 63252913 1xTMT6plex [N-Term] 0.751 0.779 2.658543825 37.47 0 1000.635246 2 500.821228 -0.067022736 -3.35E-05 54.3527640531377697 COLGALT1 procollagen galactosyltransferase 1 precursor 79709 NP_078932.2 17.84565916 1 12 12 48 622 71.59 7.31 0.821 0.695 1.501 1.01 Non-Significant 0.056 KLLAAEPLSK 2 31377697 3xTMT6plex [N-Term; K1; K10] 0.661 5.31806469 35.56 1 1757.150368 3 586.3878174 -0.835888373 -0.000489594 60.79794357MLPVDEFLPVMFDKHPVSEYK 2 31377697 3xTMT6plex [N-Term; K14; K21] 0.95 2.809617519 10.39 1 3208.739362 4 802.9397583 -0.672608969 -0.000539557 99.6272755ALQAQEIECR 4 31377697 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.863 0.908 3.984519243 55.2 0 1446.757229 2 723.8826904 0.604987041 0.000437635 37.66720113SLYHSVEWRPAEEPR 4 31377697 1xTMT6plex [N-Term] 0.666 0.648 4.04330349 5.61 0 2085.071503 4 522.0234375 0.199906814 0.000104205 43.46791419SLVFEDDLR 10 31377697 1xTMT6plex [N-Term] 0.995 100 100 3.460097313 57.44 0 1322.715347 2 661.8607178 -0.898298434 -0.000594097 72.0133725SYPDEEGPK 2 31377697 2xTMT6plex [N-Term; K9] 0.756 3.863313913 40.24 0 1479.773145 2 740.3897095 -0.677830038 -0.000501517 37.95022603GELGCFLSHYNIWK 4 31377697 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 0.776 100 2.437561512 20.71 0 2182.151952 3 728.0546875 -1.119271276 -0.00081414 85.58029909IVEAVDGK 4 31377697 2xTMT6plex [N-Term; K8] 0.813 3.38306427 35.61 0 1288.787673 2 644.8977051 0.357084615 0.000230103 52.52937589LLAAEPLSK 4 31377697 2xTMT6plex [N-Term; K9] 100 1.198 2.218071461 33.44 0 1399.892473 2 700.4494629 -0.588301435 -0.000411779 63.5545771MLPVDEFLPVMFDK 4 31377697 2xTMT6plex [N-Term; K14] 0.896 1.401 2.69912672 31.32 0 2139.163427 2 1070.083984 -1.278602637 -0.00136757 112.4107963MQVEHPEK 2 31377697 2xTMT6plex [N-Term; K8] 0.925 2.793062925 29.77 0 1455.803006 3 485.9397888 1.241531355 0.000602475 33.70708664MQVEHPEK 2 31377697 2xTMT6plex [N-Term; K8]; 1xOxidation [M1] 0.964 1.912135363 15.89 0 1471.797921 3 485.9397888 1.241531355 0.000602475 33.70708664EWLVAVK 6 31377697 2xTMT6plex [N-Term; K7] 0.966 0.675 1.404 3.264624119 35.45 0 1302.81858 2 651.9141846 1.928841563 0.001256465 70.373972617656952 CACYBP calcyclin-binding protein isoform 1 27101 NP_055227.1 65.78947368 1 13 13 46 228 26.194 8.25 1.895 0.831 0.901 1.21 Non-Significant 0.073 ISNYGWDQSDK 4 7656952 2xTMT6plex [N-Term; K11] 2.617 3.024 3.92831254 59.28 0 1770.906285 2 885.9559326 -0.957733133 -0.000848028 60.0549865KAELLDNEKPAAVVAPITTGYTVK 6 7656952 4xTMT6plex [N-Term; K1; K9; K24] 100 100 3.840965986 20.35 1 3445.048758 4 862.0168457 -0.930322827 -0.000801252 70.19155065IYITLTGVHQVPTENVQVHFTER 4 7656952 1xTMT6plex [N-Term] 3.640161276 26.26 0 2910.567507 4 728.3973999 0.090298327 6.57E-05 73.08953026IYEDGDDDMK 2 7656952 2xTMT6plex [N-Term; K10] 2.066 4.01288414 52.81 0 1658.798374 2 829.8981323 -5.658132846 -0.004692851 43.91693201KIYEDGDDDMKR 2 7656952 3xTMT6plex [N-Term; K1; K11] 1.169 3.922409534 16.74 2 2172.15738 4 543.7943726 -0.791515219 -0.000429824 36.49418298TDTVLILCR 4 7656952 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 2.48 100 2.537558317 33.43 0 1319.755438 2 660.3817749 0.63272684 0.000417522 61.34453342EKPSYDTETDPSEGLMNVLK 4 7656952 3xTMT6plex [N-Term; K2; K20] 100 100 2.970152855 11.35 0 2940.547915 3 980.8544312 0.280586154 0.000275026 64.69750102WDYLTQVEK 6 7656952 2xTMT6plex [N-Term; K9] 100 1.513499618 21.4 0 1639.909579 2 820.4572144 -1.480050542 -0.001213575 66.80345628SYSMIVNNLLKPISVEGSSK 3 7656952 3xTMT6plex [N-Term; K11; K20] 2.269698858 9.03 0 2853.636277 3 951.885498 1.984888779 0.00188805 92.38960699SFDLLVK 4 7656952 2xTMT6plex [N-Term; K7] 1.273 100 2.869966507 28.34 0 1279.802595 2 640.4054565 0.813645746 0.000520653 72.15415086SKIETEIK 4 7656952 3xTMT6plex [N-Term; K2; K8] 1.161 0.673 0.56 2.783159494 21.46 1 1635.029584 2 818.0200195 1.94405198 0.001589291 41.66345727IYEDGDDDMKR 1 7656952 2xTMT6plex [N-Term; K10] 1.359 3.758198738 1 1814.899485 3 605.6384277 0.686133384 0.000415088 38.40141029DALTAEK 2 7656952 2xTMT6plex [N-Term; K7] 1.591 2.639526367 28.13 0 1205.714174 2 603.3609009 0.291178307 0.000175539 39.3322303310835049 RHOA transforming protein RhoA isoform 1 precursor 387 NP_001655.1 65.28497409 1 2 9 66 193 21.754 6.1 0.94 0.86 0.87 0.89 Significant 0.0008 KLVIVGDGACGK 7 10835049 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C10] 0.819 0.789 0.768 6.554726601 32.93 1 1904.160615 3 635.3916016 -0.190951592 -0.000121201 48.14679944LVIVGDGACGK 8 10835049 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.068 1.063 0.853 3.964678526 54.14 0 1546.90272 2 773.9550781 0.103141586 7.98E-05 64.07560537QVELALWDTAGQEDYDR 9 10835049 1xTMT6plex [N-Term] 1.514 3.513519049 33.13 0 2238.087607 3 746.7015381 1.09660489 0.000818099 84.30758323LRPLSYPDTDVILMCFSIDSPDSLENIPEK 9 10835049 2xTMT6plex [N-Term; K30]; 1xCarbamidomethyl [C15] 100 100 2.025015116 4.53 0 3923.022248 4 981.510376 -0.65617363 -0.000643546 106.0944007DQFPEVYVPTVFENYVADIEVDGK 9 10835049 2xTMT6plex [N-Term; K24] 100 2.301564932 12.36 0 3231.650182 3 1077.881348 -6.403128458 -0.006897557 107.4172134HFCPNVPIILVGNK 8 10835049 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 1.88 0.874 100 3.221891165 27.61 0 2066.198508 3 689.4034424 -1.323247283 -0.000911364 62.56749889TCLLIVFSK 6 10835049 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 100 2.228679657 18.31 0 1538.938043 2 769.9721069 -0.718516783 -0.000552876 87.9416039EVFEMATR 8 10835049 1xTMT6plex [N-Term] 1.043 0.62 0.974 3.10060215 41.58 0 1211.629175 2 606.3147583 -5.723507309 -0.003467384 47.05174779IGAFGYMECSAK 2 10835049 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.374116182 5.68 0 1791.917384 2 896.4614868 -0.94132531 -0.000843389 71.1276609624308013 PMPCA mitochondrial-processing peptidase subunit alpha isoform 1 precursor 23203 NP_055975.1 27.61904762 1 11 11 37 525 58.216 6.92 0.72 1.19 0.82 0.91 Significant 0.024 GKPAVAALGDLTDLPTYEHIQTALSSK 2 24308013 3xTMT6plex [N-Term; K2; K27] 0.867 4.273050308 46.32 0 3483.966595 4 871.7466431 -0.531840454 -0.000463229 93.73825651GLDTVVALLADVVLQPR 4 24308013 1xTMT6plex [N-Term] 100 0.932 3.162586212 44.65 0 2008.200392 2 1004.603149 -0.682203768 -0.000685001 109.6212504DTTMYAVSADSK 2 24308013 2xTMT6plex [N-Term; K12] 0.85 4.165954113 42.32 0 1746.898422 2 873.9518433 -1.151862373 -0.001006093 48.04346401MVLAGVGVEHEHLVDCAR 2 24308013 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.632 3.406436682 9.81 0 2221.141908 4 556.041626 1.245276693 0.000691484 62.22492157LTDEEVEMTR 6 24308013 1xTMT6plex [N-Term] 0.362 1.047 0.821 3.667274475 33.9 0 1451.724925 2 726.3660278 -0.100835864 -7.32E-05 44.1737057KYLLGVQPAWGSAEAVDIDR 2 24308013 2xTMT6plex [N-Term; K1] 0.01 2.737792969 8.58 1 2646.465557 3 882.8271484 0.504371763 0.000444934 79.60953647FCPTENVAK 4 24308013 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.042 3.454037666 28.94 0 1523.829221 2 762.4190674 1.074487615 0.000818668 47.47326963EMVEIITK 4 24308013 2xTMT6plex [N-Term; K8] 100 1.685 3.450619221 40.07 0 1420.848559 2 710.9266357 -1.804643858 -0.001282063 61.65202508LYLNVLNR 4 24308013 1xTMT6plex [N-Term] 0.693 100 2.480052948 32.17 0 1233.751673 2 617.3791504 -0.526028669 -0.000324494 75.53123965EVLHSYLR 2 24308013 1xTMT6plex [N-Term] 0.668 3.397435904 27.81 0 1245.715288 2 623.3618164 0.857790308 0.000534281 41.16227694LAFSSTAR 3 24308013 1xTMT6plex [N-Term] 0.93 1.094 2.42246151 23.3 0 1081.620325 2 541.3139648 0.303616244 0.000164199 48.53620196LTDEEVEMTR 2 24308013 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.372 1.706893444 7.97 0 1467.71984 2 726.3660278 -0.100835864 -7.32E-05 44.1737057740087210 MYL12A myosin regulatory light chain 12A isoform 2 10627 NP_001289978.1 43.50282486 1 7 7 92 177 20.444 4.75 1.07 1.14 1.15 1.12 Significant 0.0005 ATSNVFAMFDQSQIQEFK 23 740087210 2xTMT6plex [N-Term; K18] 1.193 1.123 1.3 4.849375248 58.29 0 2549.311031 3 850.4422607 0.470113905 0.000399489 95.29514164ATSNVFAMFDQSQIQEFK 11 740087210 2xTMT6plex [N-Term; K18]; 1xOxidation [M8] 1.193 100 0.895 4.292152405 32.8 0 2565.305946 3 850.4422607 0.470113905 0.000399489 95.29514164FTDEEVDELYR 7 740087210 1xTMT6plex [N-Term] 1.317 1.218 3.904425621 52.99 0 1644.795448 2 822.9017944 0.525601642 0.000432254 69.73463846EAFNMIDQNR 16 740087210 1xTMT6plex [N-Term] 1.107 0.993 1.153 4.278942108 59.59 0 1466.725929 2 733.8666382 0.048548394 3.56E-05 55.41511899DGFIDKEDLHDMLASLGK 6 740087210 3xTMT6plex [N-Term; K6; K18] 0.929 2.003 1.718 3.995221376 20.87 1 2691.463063 4 673.6204224 -1.190396004 -0.000800977 88.22885502GNFNYIEFTR 10 740087210 1xTMT6plex [N-Term] 1.012 1.167 100 4.249745846 58.44 0 1489.763694 2 745.385437 -0.065021428 -4.84E-05 70.59816861ELLTTMGDR 12 740087210 1xTMT6plex [N-Term] 1.088 1.131 1.025 3.582614899 47.82 0 1264.676853 2 632.8419189 -0.230801548 -0.000145945 53.03759349EAFNMIDQNR 4 740087210 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.027 1.413 2.488857031 41.4 0 1482.720844 2 733.8666382 0.048548394 3.56E-05 55.41511899ELLTTMGDR 2 740087210 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.143 2.126221895 32.11 0 1280.671768 2 632.8419189 -0.230801548 -0.000145945 53.03759349KGNFNYIEFTR 1 740087210 2xTMT6plex [N-Term; K1] 0.757 1.118127227 1 1847.021589 3 616.3450317 -0.56700212 -0.000349088 58.5047670423110944 PSMA6 proteasome subunit alpha type-6 isoform a 5687 NP_002782.1 47.15447154 1 11 11 60 246 27.382 6.76 1.03 1.05 0.95 1.01 Significant 0.00091 AINQGGLTSVAVR 7 23110944 1xTMT6plex [N-Term] 1.144 1.116 1.022 5.051510334 79.32 0 1514.885206 2 757.9464722 0.304574852 0.000230698 46.67574224LLDSSTVTHLFK 12 23110944 2xTMT6plex [N-Term; K12] 1.167 1.649 1.626 3.576352596 37.44 0 1819.072956 3 607.0284424 -1.199606401 -0.000727391 70.52054865ITENIGCVMTGMTADSR 3 23110944 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.62 2.260467052 29.77 0 2084.997612 2 1043.000977 -1.407735425 -0.001467562 72.49560037QTESTSFLEK 2 23110944 2xTMT6plex [N-Term; K10] 1.066 3.959829569 54.19 0 1627.894323 2 814.4506226 -0.217792278 -0.000177271 56.34924599GKDCAVIVTQK 8 23110944 3xTMT6plex [N-Term; K2; K11]; 1xCarbamidomethyl [C4] 0.92 0.963 0.871 5.118752003 27.01 1 1906.13988 3 636.0513306 -0.231426238 -0.000147044 39.30843221ILTEAEIDAHLVALAERD 12 23110944 1xTMT6plex [N-Term] 1.45 3.324516296 42.29 1 2208.207328 3 736.7410889 0.627396506 0.000461807 90.5545284DCAVIVTQK 4 23110944 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.231 1.594 3.905174732 35.74 0 1491.860521 2 746.43396 0.082026351 6.12E-05 41.31121095LYQVEYAFK 4 23110944 2xTMT6plex [N-Term; K9] 100 2.447657824 17.46 0 1618.924501 2 809.9662476 0.443150491 0.000358714 85.03173643YGYEIPVDMLCK 2 23110944 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.398508191 0.82 0 1946.016763 2 973.510498 -1.564188093 -0.001521968 82.07970467YEAANWK 4 23110944 2xTMT6plex [N-Term; K7] 1.165 1.028 2.859449148 32.34 0 1339.741058 2 670.3744507 0.423385687 0.000283614 52.49004146ATAAGVK 2 23110944 2xTMT6plex [N-Term; K7] 1.458 2.630166531 26.18 0 1075.687565 2 538.3477173 0.550782896 0.000296235 32.449059846249376 PPP1CB serine/threonine-protein phosphatase PP1-beta catalytic subunit isoform 1 5500 NP_996759.1 48.01223242 1 4 10 53 327 37.163 6.19 1.24 1.41 1.16 1.27 Significant 0.0034 IMRPTDVPDTGLLCDLLWSDPDKDVQGWGENDR 4 46249376 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C14] 0.757 3.90598774 8.12 1 4272.110563 4 1068.782227 -0.81602991 -0.000871542 101.2552956IFCCHGGLSPDLQSMEQIR 6 46249376 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C4] 1.137 1.459 1.469 4.470701218 27.34 0 2477.193686 3 826.4030762 0.39940584 0.000329802 83.93097354TFTDCFNCLPIAAIVDEK 2 46249376 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C5; C8] 100 3.111518145 17.54 0 2572.319153 3 858.1113892 0.179313079 0.00015375 105.3566257EIFLSQPILLELEAPLK 6 46249376 2xTMT6plex [N-Term; K17] 100 1.295 1.567 3.529203892 26.02 0 2411.456556 2 1206.231079 -0.694288633 -0.000837123 104.0440521AHQVVEDGYEFFAK 8 46249376 2xTMT6plex [N-Term; K14] 100 1.074 2.672929049 21.09 0 2098.100962 3 700.0375977 -1.297316621 -0.0009073 68.49820629IVQMTEAEVR 12 46249376 1xTMT6plex [N-Term] 1.01 2.61 0.792 4.119612694 42.01 0 1404.771816 2 702.8889771 -0.810550457 -0.000569319 62.77417914GVSFTFGADVVSK 2 46249376 2xTMT6plex [N-Term; K13] 1.853251934 21.5 0 1771.999457 2 886.5025024 -0.975472752 -0.000864269 82.09877823ICGDIHGQYTDLLR 2 46249376 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.076 2.495453835 14.58 0 1889.974098 3 630.663269 0.61166918 0.000385346 59.74331334GNHECASINR 7 46249376 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.303 1.365 2.478792667 14.41 0 1386.674562 2 693.840332 -0.847039047 -0.000587284 15.8116695IYGFYDECK 4 46249376 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.01 2.185935974 14.83 0 1652.839451 2 826.9230957 -0.324480245 -0.000268157 63.2007410814589866 ASPH aspartyl/asparaginyl beta-hydroxylase isoform a 444 NP_004309.2 19.26121372 1 10 10 44 758 85.809 5.01 1.28 1.67 0.97 1.31 Significant 0.023 GAIETYQEVASLPDVPADLLK 8 14589866 2xTMT6plex [N-Term; K21] 0.664 0.903 4.368059635 44.41 0 2687.490769 3 896.5003662 -1.571535514 -0.001407829 94.86954713VLIFDDSFEHEVWQDASSFR 10 14589866 1xTMT6plex [N-Term] 1.741 1.551 0.523 5.370706081 57.11 0 2656.288097 3 886.100708 -0.198215157 -0.000175506 101.3632508SSGNSSSSGSGSGSTSAGSSSPGAR 4 14589866 1xTMT6plex [N-Term] 3.859754086 41.88 0 2332.044632 3 778.0202637 0.688544123 0.000535239 13.1722815EGIESGDPGTDDGR 2 14589866 1xTMT6plex [N-Term] 1.693 3.51157856 39.62 0 1633.750288 2 817.3789063 0.151485819 0.000123745 28.62629135ETGYTELVK 2 14589866 2xTMT6plex [N-Term; K9] 1.237 3.486009359 49.74 0 1497.856481 2 749.4318237 -0.073584528 -5.51E-05 58.55709418GDWSQFTLWQQGR 4 14589866 1xTMT6plex [N-Term] 100 100 2.68782568 15.64 0 1837.918297 2 919.4624023 -0.418518332 -0.000384601 86.0307962KVYEEVLSVTPNDGFAK 2 14589866 3xTMT6plex [N-Term; K1; K17] 0.719 3.03132987 8.78 1 2583.463715 3 861.8264771 0.449954972 0.000387481 84.5745121AELDAAEK 4 14589866 2xTMT6plex [N-Term; K8] 1.235 0.981 3.861424923 51.83 0 1304.746202 2 652.8706055 -9.402665804 -0.006134046 38.74245102GLFLPEDENLR 6 14589866 1xTMT6plex [N-Term] 1.594 1.284 1.855194449 26.98 0 1531.831774 2 766.4187622 -0.996177233 -0.000762988 60.61075791FPETTGCR 2 14589866 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.113 2.714842081 17.63 0 1196.593124 2 598.800415 0.358975926 0.000214774 38.41799291194688133 HMGB2 high mobility group protein B2 3148 NP_001124160.1 49.28229665 1 7 9 40 209 24.019 7.81 1.12 1.23 1.42 1.26 Significant 0.0048 KKNEPEDEEEEEEEEDEDEEEEDEDEE 11 194688133 3xTMT6plex [N-Term; K1; K2] 100 13.443 4.784098625 12.96 2 4071.693643 3 1357.90271 -0.016383155 -2.22E-05 35.63937734SEHPGLSIGDTAK 4 194688133 2xTMT6plex [N-Term; K13] 1.629 4.572419167 68.08 0 1769.979784 3 590.6647949 0.026879191 1.59E-05 41.88108156KLGEMWSEQSAK 4 194688133 3xTMT6plex [N-Term; K1; K12] 1.508 1.186 4.652327061 38.26 1 2081.166822 3 694.3933716 -0.605777438 -0.000420241 61.67503248IKSEHPGLSIGDTAK 6 194688133 3xTMT6plex [N-Term; K2; K15] 0.813 0.891 0.875 4.663836479 25.84 1 2240.321743 4 560.8354492 -0.792669627 -0.000443959 40.19429814KHPDSSVNFAEFSK 4 194688133 3xTMT6plex [N-Term; K1; K14] 1.502 1.452 4.142566204 18.77 1 2280.259143 3 760.7578735 -0.032993851 -2.51E-05 45.8021192MSSYAFFVQTCR 2 194688133 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 2.397490978 17.82 0 1725.829014 2 863.4171143 -1.19465159 -0.001030882 81.90982788SKFEDMAK 4 194688133 3xTMT6plex [N-Term; K2; K8] 1.35 1.243 2.851331949 16.73 1 1642.94414 3 548.3190308 -0.974278312 -0.000533562 43.23966195DKQPYEQK 2 194688133 3xTMT6plex [N-Term; K2; K8] 1.39 2.922692537 12.26 1 1722.999346 3 575.0043335 -0.521823598 -0.000299701 37.74646257KDPNAPK 3 194688133 3xTMT6plex [N-Term; K1; K7] 2.203 1.723 2.46927166 12.45 1 1456.909075 3 486.3074646 -0.847253403 -0.000411457 21.70500052208022622 RPS27A ubiquitin-40S ribosomal protein S27a precursor 6233 NP_001129064.1 50 1 7 7 129 156 17.953 9.64 1.32 1.43 1.3 1.35 Significant 0.0009 ECPSDECGAGVFMASHFDR 6 208022622 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C7]; 1xOxidation [M13] 1.339 1.892 1.481 5.667170525 54.54 0 2417.015781 3 806.34375 0.378685984 0.000305097 43.89153171ECPSDECGAGVFMASHFDR 10 208022622 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C7] 1.133 1.383 0.791 5.538350105 53.53 0 2401.020866 3 806.34375 0.378685984 0.000305097 43.89153171TITLEVEPSDTIENVK 33 208022622 2xTMT6plex [N-Term; K16] 1.576 1.991 1.436 4.222051144 48.67 0 2246.253165 3 749.4226074 0.046511064 3.48E-05 71.09108902TLSDYNIQK 16 208022622 2xTMT6plex [N-Term; K9] 1.599 1.399 1.595 4.518572807 54.54 0 1539.878279 2 770.4433594 0.755260994 0.000581505 45.76466043IQDKEGIPPDQQR 15 208022622 2xTMT6plex [N-Term; K4] 1.073 1.139 1.188 4.342695236 23 1 1982.10711 3 661.3734741 -0.625852514 -0.000413502 29.29585286ESTLHLVLR 18 208022622 1xTMT6plex [N-Term] 1.448 1.502 3.861185789 58.67 0 1296.783701 3 432.9328308 0.183285494 7.92E-05 53.45628163LIFAGKQLEDGR 5 208022622 2xTMT6plex [N-Term; K6] 0.647 0.762 100 2.699332952 7.64 1 1805.068539 3 602.3606567 -0.62182966 -0.000374148 68.07292074EGIPPDQQR 26 208022622 1xTMT6plex [N-Term] 1.116 1.207 1.151 3.178286552 33.91 0 1268.67963 2 634.8435669 0.178791444 0.000113415 30.48582534992319630 RPL6 60S ribosomal protein L6 isoform 1 6128 NP_001307066.1 33.33333333 1 11 11 52 288 32.708 10.58 1.15 1.3 1.32 1.26 Significant 0.0018 HQEGEIFDTEK 4 992319630 2xTMT6plex [N-Term; K11] 1.597 4.436690807 64.1 0 1790.932499 2 895.9700928 0.228672424 0.000204768 43.52641129VLATVTKPVGGDK 1 992319630 3xTMT6plex [N-Term; K7; K13] 1.427 2.628470898 0 1972.240973 3 658.0843506 -1.254898474 -0.000824987 52.17250493AVDSQILPK 6 992319630 2xTMT6plex [N-Term; K9] 1.063 1.082 0.524 3.579779625 45.11 0 1428.882636 2 714.9447021 -0.355951645 -0.000254307 56.70544966YYPTEDVPR 2 992319630 1xTMT6plex [N-Term] 1.135 2.78986001 41.08 0 1368.699697 2 684.854187 1.023119564 0.000700172 48.15724393ASITPGTILIILTGR 4 992319630 1xTMT6plex [N-Term] 3.04 4.317 2.805042028 50.19 0 1755.094136 2 878.0494385 -1.444952053 -0.001268013 111.4904716HLTDAYFK 8 992319630 2xTMT6plex [N-Term; K8] 0.935 1.242 1.329 3.853770494 41.96 0 1452.825121 2 726.9170532 1.175898797 0.000854188 47.14710624FVIATSTK 12 992319630 2xTMT6plex [N-Term; K8] 1.352 1.507 1.483 3.092766047 39.97 0 1324.824059 2 662.9146729 -1.501910281 -0.000994883 48.31375917HQEGEIFDTEKEK 1 992319630 3xTMT6plex [N-Term; K11; K13] 0.666 3.909510851 1 2277.232987 4 570.0626221 -1.900973143 -0.00108224 42.52972663EKYEITEQR 2 992319630 2xTMT6plex [N-Term; K2] 0.814 2.484863758 1.25 1 1653.921206 3 551.9783325 -0.460839007 -0.000254064 37.98921698IDISNVK 6 992319630 2xTMT6plex [N-Term; K7] 1.407 1.54 1.592 2.910540342 38.08 0 1246.777109 2 623.8917236 -0.752359318 -0.000469012 48.00399921KVDAGGK 6 992319630 3xTMT6plex [N-Term; K1; K7] 1.245 1.385 1.479 3.000844955 14.76 1 1361.871961 3 454.6293335 1.091195299 0.000495356 29.660044250301238 GSR glutathione reductase, mitochondrial isoform 1 precursor 2936 NP_000628.2 27.39463602 1 9 9 43 522 56.221 8.5 1.33 1.38 1.41 1.37 Significant 0.00029 GHAAFTSDPKPTIEVSGK 6 50301238 3xTMT6plex [N-Term; K10; K18] 1.386 1.251 1.338 5.22363615 43.06 0 2529.427999 4 633.1121216 -0.530646405 -0.000335558 47.37149815GHIIVDEFQNTNVK 2 50301238 2xTMT6plex [N-Term; K14] 1.681 4.035536289 47.79 0 2072.15406 3 691.3911743 2.369466303 0.001636633 49.59442018GIYAVGDVCGK 6 50301238 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 0.818 1.263 100 3.680609941 56.81 0 1596.881985 2 798.9463501 2.153543809 0.001719478 38.74418587LDYNNIPTVVFSHPPIGTVGLTEDEAIHK 2 50301238 2xTMT6plex [N-Term; K29] 1.921758175 12.69 0 3634.952118 4 909.492981 -0.556912941 -0.000506088 84.04078114ADFDNTVAIHPTSSEELVTLR 6 50301238 1xTMT6plex [N-Term] 100 2.281492949 28.71 0 2544.314312 3 848.7741699 -2.497920302 -0.002118498 61.15098456AAVVESHK 6 50301238 2xTMT6plex [N-Term; K8] 1.283 100 1.632 3.823595524 48.18 0 1298.783257 3 433.5993347 0.149547963 6.47E-05 35.52104076ALLTPVAIAAGR 10 50301238 1xTMT6plex [N-Term] 1.32 1.117 0.684 3.535402536 32.32 0 1381.872851 2 691.4389038 -1.678759961 -0.001159916 67.04142801SFDSMISTNCTEELENAGVEVLK 2 50301238 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C10]; 1xOxidation [M5] 100 2.553406715 10.48 0 3047.495339 3 1016.504944 1.620856612 0.001646518 84.92482427YGIENVK 2 50301238 2xTMT6plex [N-Term; K7] 1.439 2.735485315 32.81 0 1280.761459 2 640.8839722 -0.617518631 -0.000395447 51.833359SFDSMISTNCTEELENAGVEVLK 1 50301238 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C10] 1.106875896 0 3031.500424 3 1016.504944 1.620856612 0.001646518 84.924824274506439 RBBP7 histone-binding protein RBBP7 isoform 2 5931 NP_002884.1 29.17647059 1 5 10 52 425 47.79 5.05 1.46 1.41 1.33 1.4 Significant 0.00073 YMPQNPHIIATK 6 4506439 2xTMT6plex [N-Term; K12] 1.124 1.259 1.151 4.330136299 46.82 0 1871.061346 3 624.3586426 0.015453462 9.64E-06 47.67554958DYALHWLVLGTHTSDEQNHLVVAR 4 4506439 1xTMT6plex [N-Term] 1.508 1.173 4.531445503 38.56 0 3003.563818 4 751.6468506 0.583967532 0.000438496 77.43911891VHIPNDDAQFDASHCDSDK 4 4506439 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C15] 1.948 2.029 5.47959137 50.91 0 2629.2353 4 658.0644531 0.259786562 0.00017076 41.4007238EMFEDTVEER 6 4506439 1xTMT6plex [N-Term] 2.379 1.092 1.486 3.968726158 55.47 0 1513.70419 2 757.3560791 0.45690111 0.000345807 44.63362304EMFEDTVEER 6 4506439 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.956 1.2 1.417 2.724876404 36.67 0 1529.699105 2 757.3560791 0.45690111 0.000345807 44.63362304HPAKPDPSGECNPDLR 2 4506439 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C11] 1.41 4.185438156 33.97 0 2248.154471 4 562.7944946 0.746348014 0.000419476 33.2525513TVALWDLR 7 4506439 1xTMT6plex [N-Term] 1.726 1.564 3.268918037 35.71 0 1202.709474 2 601.8583984 0.038458997 2.31E-05 78.64342295TPSSDVLVFDYTK 4 4506439 2xTMT6plex [N-Term; K13] 1.611 100 2.274770975 17.61 0 1930.057365 2 965.5316162 -0.730391827 -0.000704849 74.34252263LMIWDTR 4 4506439 1xTMT6plex [N-Term] 0.668 1.086 1.883 2.840496302 33.26 0 1163.644431 2 582.3253174 -0.921934868 -0.000536402 76.83276499LNVWDLSK 4 4506439 2xTMT6plex [N-Term; K8] 100 2.138 2.349403381 16.64 0 1432.856422 2 716.9314575 -0.546566233 -0.000391575 80.63529347VINEEYK 5 4506439 2xTMT6plex [N-Term; K7] 1.436 1.061 1.377 3.037093163 40.71 0 1352.782588 2 676.8952026 0.399712003 0.000270362 38.093231684826998 SFPQ splicing factor, proline- and glutamine-rich 6421 NP_005057.1 19.23620934 1 11 12 73 707 76.102 9.44 1.3 1.18 1.18 1.22 Significant 0.0011 DKLESEMEDAYHEHQANLLR 4 4826998 2xTMT6plex [N-Term; K2]; 1xOxidation [M7] 1.315 0.825 6.094855309 51.53 1 2902.440541 5 581.2937622 -0.288293535 -0.000167351 41.85159445DKLESEMEDAYHEHQANLLR 4 4826998 2xTMT6plex [N-Term; K2] 0.87 3.02093339 30.83 1 2886.445626 5 581.2937622 -0.288293535 -0.000167351 41.85159445FAQHGTFEYEYSQR 4 4826998 1xTMT6plex [N-Term] 1.437 1.401 4.377125263 33.71 0 1991.944906 3 664.6471558 -9.032285376 -0.005997272 45.5508609LFVGNLPADITEDEFK 6 4826998 2xTMT6plex [N-Term; K16] 100 2.550223112 13.23 0 2266.237121 2 1133.622925 0.640872644 0.000726185 91.47311444MEELHNQEMQK 2 4826998 2xTMT6plex [N-Term; K11] 1.291 3.580597878 29.56 0 1874.950474 3 625.6555786 0.911042647 0.000569387 46.67979516NLSPYVSNELLEEAFSQFGPIER 4 4826998 1xTMT6plex [N-Term] 100 3.074527264 17.88 0 2868.461704 3 956.8221436 -3.425876637 -0.003275665 103.6288549ISDSEGFK 6 4826998 2xTMT6plex [N-Term; K8] 1.695 1.607 1.485 3.246755123 36.8 0 1340.746202 2 670.8764038 -0.500775472 -0.000335706 41.50624477AVVIVDDR 21 4826998 1xTMT6plex [N-Term] 1.148 1.132 1.07 3.194954157 43.92 0 1115.662189 2 558.3349609 0.408551087 0.000227902 53.84556514YGEPGEVFINK 3 4826998 2xTMT6plex [N-Term; K11] 100 1.713793993 17.09 0 1710.946693 2 855.9769287 -0.065570789 -5.61E-05 54.89141523ALAEIAK 11 4826998 2xTMT6plex [N-Term; K7] 1.348 1.04 1.11 3.184601068 39.11 0 1173.76073 2 587.3842163 0.362609837 0.000212809 54.5781508LFVGNLPADITEDEFKR 2 4826998 2xTMT6plex [N-Term; K16] 1.142514944 0.34 1 2422.338232 3 808.116394 -1.487282431 -0.0012009 77.4385141GREEYEGPNK 3 4826998 2xTMT6plex [N-Term; K10] 0.758 1.011 3.083491087 14.18 1 1636.869505 3 546.2954712 1.438742802 0.000785011 27.7264107EMEEQMR 3 4826998 1xTMT6plex [N-Term] 1.383 1.418 2.794547319 41.05 0 1181.54921 2 591.277771 -0.799372387 -0.000472249 34.14273598525507390 EPPK1 epiplakin 83481 NP_112598.3 8.844339623 1 5 11 69 5088 555.316 5.62 0.53 0.7 0.66 0.63 Significant 0.0066 LLEAQIATGGVIDPVHSHR 3 525507390 1xTMT6plex [N-Term] 0.683 1.02 5.290122032 51.1 0 2242.25053 3 748.0886841 0.432068621 0.000322935 66.98597845LLEAQIATGGIIDPVHSHR 6 525507390 1xTMT6plex [N-Term] 1.15 100 3.080124617 34.91 0 2256.26618 3 752.7589111 -1.772885485 -0.001333367 65.62193604VLADPSDDTK 12 525507390 2xTMT6plex [N-Term; K10] 0.905 0.921 0.968 3.946383953 52.5 0 1518.841559 2 759.9228516 -2.062575244 -0.001566363 43.77595946GYFDQMLNLILLDPSDDTK 2 525507390 2xTMT6plex [N-Term; K19] 0.01 2.645697117 11.99 0 2656.394426 2 1328.701904 0.792907006 0.001053137 118.3800334GSAVHQLSEELR 6 525507390 1xTMT6plex [N-Term] 0.524 0.654 0.66 3.71109724 42.76 0 1554.843735 3 518.9523315 -0.83225154 -0.00043134 40.49524723GYFDEEMNR 12 525507390 1xTMT6plex [N-Term] 0.83 0.921 0.869 4.375277519 46.28 0 1389.630631 2 695.3197021 1.076881037 0.000748233 43.40984957VPVDVAYQR 7 525507390 1xTMT6plex [N-Term] 0.912 0.892 0.903 3.633316278 30.09 0 1275.725852 2 638.3661499 -0.649908686 -0.000414553 37.43007233GFFDPNTHENLTYLQLLER 5 525507390 1xTMT6plex [N-Term] 0.816 2.562074661 13.38 0 2536.303353 3 846.1073608 1.646403821 0.001391927 88.78179237DATMEVQR 6 525507390 1xTMT6plex [N-Term] 0.641 0.939 2.947678566 49.68 0 1178.603688 2 589.805542 0.101055491 5.96E-05 27.83276012GVVGPELYGR 2 525507390 1xTMT6plex [N-Term] 0.438 2.839766264 24.17 0 1275.725852 2 638.3651123 -2.276586791 -0.00145215 39.2121491GYFDEEMNR 6 525507390 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.745 0.514 2.21927762 38.41 0 1405.625546 2 695.3197021 1.076881037 0.000748233 43.40984957LALFQAIGK 2 525507390 2xTMT6plex [N-Term; K9] 1.153641701 5.16 0 1418.913543 2 709.9606934 0.399988254 0.000283774 85.09087939150378533 USP7 ubiquitin carboxyl-terminal hydrolase 7 isoform 1 7874 NP_003461.2 11.61524501 1 10 10 25 1102 128.22 5.55 1.36 1.7 1.27 1.44 Significant 0.0081 RPAMLDNEADGNK 2 150378533 2xTMT6plex [N-Term; K13] 1.279 4.55273819 30.55 0 1888.995116 3 630.3372192 1.052451024 0.000662692 38.87558901GFIDDDKVTFEVFVQADAPHGVAWDSK 2 150378533 3xTMT6plex [N-Term; K7; K27] 100 4.167660713 10.22 1 3680.920373 4 920.9863281 0.844699066 0.000777317 98.22706039EEAIEHNYGGHDDDLSVR 8 150378533 1xTMT6plex [N-Term] 1.615 1.686 1.712 6.332036018 52.72 0 2285.063183 4 572.0217285 0.832083119 0.000475341 44.0454622YDAGEHGLQEAEK 2 150378533 2xTMT6plex [N-Term; K13] 1.701 4.739746094 22.11 0 1904.975427 3 635.6633911 0.101481542 6.44E-05 45.90540999GTCVEGTIPK 2 150378533 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.255 2.8020432 39.95 0 1519.855436 2 760.4310303 -0.428727042 -0.000325802 46.10397425VLLDNVENK 2 150378533 2xTMT6plex [N-Term; K9] 0.834 3.934261084 50.8 0 1501.899015 2 751.4540405 1.191727719 0.000894927 60.11318057DLLQFFKPR 2 150378533 2xTMT6plex [N-Term; K7] 100 2.22732091 16.18 0 1621.983019 3 541.3323364 -0.347101449 -0.000187664 82.42155532IQDYDVSLDK 2 150378533 2xTMT6plex [N-Term; K10] 100 1.264165759 11.25 0 1653.909973 2 827.4586182 -0.0080971 -6.70E-06 54.36777455FDDDVVSR 2 150378533 1xTMT6plex [N-Term] 0.898 2.757320166 27.19 0 1181.599983 2 591.3023071 -2.238855979 -0.001322716 44.89693645SEATFQFTVER 1 150378533 1xTMT6plex [N-Term] 0.738 1.420772076 0 1543.795388 2 772.4007568 -0.74569346 -0.000575599 88.49777314502049 AKR1B1 aldose reductase 231 NP_001619.1 40.82278481 1 11 12 62 316 35.83 6.98 1.26 1.18 1.22 1.22 Significant 0.00036 VCALLSCTSHK 6 4502049 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C2; C7] 1.401 1.3 1.348 5.307357311 57.81 0 1733.944268 3 578.652771 -0.292870843 -0.000169274 46.78807148



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms YKPAVNQIECHPYLTQEK 2 4502049 3xTMT6plex [N-Term; K2; K18]; 1xCarbamidomethyl [C10] 1.131 5.478353977 35.94 0 2905.58491 4 727.1517944 0.150621781 0.000109411 47.43827653REELFIVSK 7 4502049 2xTMT6plex [N-Term; K9] 1.59 1.184 0.976 4.518661499 28.3 1 1578.961949 3 526.9918213 -0.657756707 -0.000346191 55.3568189MPLIGLGTWK 18 4502049 2xTMT6plex [N-Term; K10] 0.89 0.709 0.782 3.396821976 45.18 0 1573.954027 2 787.4802856 -0.465357263 -0.000366225 91.22798561GIVVTAYSPLGSPDRPWAKPEDPSLLEDPR 3 4502049 2xTMT6plex [N-Term; K19] 1.500154376 0.49 0 3721.000131 4 931.005188 -0.324914494 -0.000302252 70.17260007SPPGQVTEAVK 8 4502049 2xTMT6plex [N-Term; K11] 0.973 1.119 3.941481113 61.94 0 1570.920478 2 785.963623 -0.323884154 -0.000254398 40.63961052EELFIVSK 6 4502049 2xTMT6plex [N-Term; K8] 1.184 2.967819214 30.9 0 1422.860838 2 711.9350586 1.407261656 0.001001169 68.65675579LIQYCQSK 4 4502049 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.238 1.47 3.522288084 34.08 0 1497.849956 2 749.4296265 1.348626195 0.00101002 48.86776714LWCTYHEK 2 4502049 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.388 3.361289978 17.93 0 1594.845205 3 532.2872314 1.213814313 0.000645282 48.08644319TTAQVLIR 6 4502049 1xTMT6plex [N-Term] 1.249 1.163 1.053 3.410386324 30.44 0 1130.709474 2 565.8583984 0.040907944 2.31E-05 42.08803427VAIDVGYR 4 4502049 1xTMT6plex [N-Term] 1.211 1.133 2.841858625 33.81 0 1121.651625 2 561.3286133 -1.493197587 -0.000837424 49.51632323DYPFHEEF 5 4502049 1xTMT6plex [N-Term] 1.017 1.03 0.721 2.306605577 31.01 0 1312.604734 2 656.8057861 -0.334033821 -0.000219227 69.30132856100816392 FUBP3 far upstream element-binding protein 3 8939 NP_003925.1 25 1 9 11 56 572 61.602 8.38 1.05 1.05 1.11 1.07 Significant 0.00035 SINQQSGAHVELQR 18 100816392 1xTMT6plex [N-Term] 1.079 1.035 1.188 6.542885303 56.55 0 1795.961225 3 599.324707 -0.922517829 -0.000552269 30.54340813GVPQQIEVAR 2 100816392 1xTMT6plex [N-Term] 0.993 3.118886471 49.94 0 1325.773865 2 663.390625 0.081695682 5.42E-05 44.85591201RPLDDGVGNQLGALVHQR 4 100816392 1xTMT6plex [N-Term] 2.919886827 15.73 0 2174.199163 4 544.3044434 -1.48090964 -0.000804948 49.98700983IQIASESSGIPERPCVLTGTPESIEQAK 4 100816392 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C15] 0.856 100 100 2.093228579 10.01 0 3455.845605 4 864.7150269 -2.120204131 -0.001831775 62.4998849KIQNDAGVR 4 100816392 2xTMT6plex [N-Term; K1] 1.017 1.008 2.589521646 22.13 1 1458.879282 3 486.965271 1.355498228 0.000659169 27.92410246EMVLEIIR 16 100816392 1xTMT6plex [N-Term] 0.859 1.892 0.635 2.765518427 29.03 0 1231.728161 2 616.3677368 0.029635445 1.83E-05 69.62881266MVMIQDGPLPTGADKPLR 2 100816392 2xTMT6plex [N-Term; K15] 100 2.075989485 13.6 0 2397.339828 3 799.7852173 0.529868755 0.000423425 58.87590037AAQVMGPPDR 4 100816392 1xTMT6plex [N-Term] 1.287 1.04 2.898267269 36.55 0 1270.677522 2 635.8421631 -0.371729347 -0.000236174 36.12955051AWEDYYK 6 100816392 2xTMT6plex [N-Term; K7] 0.842 1.071 0.746 3.577088833 46.23 0 1432.751288 2 716.873291 -8.363209199 -0.005991199 58.34705181IQFKPDDGISPER 2 100816392 2xTMT6plex [N-Term; K4] 1.163 0.972 3.562705517 0 1960.090397 3 654.0342407 -1.136703713 -0.000742681 48.47550607MVGFIIGR 2 100816392 1xTMT6plex [N-Term] 1.552291512 13.24 0 1121.670252 2 561.3395386 1.380725249 0.000774359 71.55557604189083844 CTSC dipeptidyl peptidase 1 isoform a preproprotein 1075 NP_001805.3 25.48596112 1 8 8 53 463 51.808 6.99 0.54 0.35 0.53 0.47 Significant 0.017 NVHGINFVSPVR 8 189083844 1xTMT6plex [N-Term] 0.492 0.294 0.505 4.344285488 61.55 0 1567.890626 3 523.302124 0.760722905 0.000397577 48.17412573GTDECAIESIAVAATPIPK 9 189083844 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C5] 0.526 0.574 0.662 3.208001137 46.07 0 2401.304883 3 801.1066284 0.187058257 0.000149728 69.4774936YYSSEYHYVGGFYGGCNEALMK 6 189083844 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C16] 100 1.202 1.296 3.90874052 20.62 0 3053.421386 3 1018.478088 -0.548182864 -0.000557944 73.93687493YAQDFGLVEEACFPYTGTDSPCK 6 189083844 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C12; C22] 0.519 0.01 100 3.237297535 25.45 0 3113.463645 3 1038.490112 -2.524842694 -0.002620335 85.53071911LELVHHGPMAVAFEVYDDFLHYK 8 189083844 2xTMT6plex [N-Term; K23] 100 1.7808851 5.09 0 3188.664333 4 797.9202881 -1.571440493 -0.001252699 100.9783173ILHLPTSWDWR 10 189083844 1xTMT6plex [N-Term] 0.715 0.795 0.79 3.271543264 34.88 0 1652.911027 3 551.6419067 0.084568886 4.66E-05 89.56875998KVVVYLQK 2 189083844 3xTMT6plex [N-Term; K1; K8] 0.582 4.682967663 25.46 1 1664.107775 3 555.3744507 0.61542335 0.000341377 56.54771367VVVYLQK 4 189083844 2xTMT6plex [N-Term; K7] 0.633 0.631 3.095122337 33.29 0 1306.84988 2 653.9284668 -0.170437518 -0.000111368 67.8547644214141193 RPS9 40S ribosomal protein S9 6203 NP_001004.2 50 1 13 13 100 194 22.578 10.65 1.54 1.44 1.43 1.47 Significant 0.00057 LFEGNALLR 6 14141193 1xTMT6plex [N-Term] 1.518 1.791 1.049 2.963587999 37.73 0 1261.746588 2 631.3768921 -0.063555006 -4.01E-05 72.06710715KGQGGAGAGDDEEED 14 14141193 2xTMT6plex [N-Term; K1] 4.28 2.443 1.615 1.851259947 66.97 1 1892.8874 2 946.9474487 0.116917117 0.000110655 20.31968172MKLDYILGLK 4 14141193 3xTMT6plex [N-Term; K2; K10] 0.664 0.767 3.404465914 21.92 1 1881.185039 3 627.7321167 -1.723260752 -0.001080591 93.16478127ELLTLDEKDPR 13 14141193 2xTMT6plex [N-Term; K8] 1.213 1.416 1.377 3.039329767 23.91 1 1787.031485 3 596.343811 -8.172936321 -0.004868432 49.55703449IGVLDEGK 6 14141193 2xTMT6plex [N-Term; K8] 2.006 1.919 2.575 3.513542891 43.61 0 1288.787673 2 644.8977051 0.357084615 0.000230103 62.30045738QVVNIPSFIVR 12 14141193 1xTMT6plex [N-Term] 1.698 100 1.049 3.060368061 32.22 0 1500.909965 2 750.958313 -0.409900295 -0.000307612 76.17483646LIGEYGLR 12 14141193 1xTMT6plex [N-Term] 1.303 0.145 1.661 2.958941221 33.66 0 1149.682925 2 575.3447876 -0.544789066 -0.000313167 64.67291297KQVVNIPSFIVR 6 14141193 2xTMT6plex [N-Term; K1] 0.863 100 3.122819424 20.29 1 1858.16786 3 620.0619507 1.850888101 0.00114642 69.31512852LDYILGLK 4 14141193 2xTMT6plex [N-Term; K8] 100 1.182 2.672011375 37.98 0 1392.886659 2 696.9472046 0.339919752 0.000236735 99.12739957ELLTLDEK 8 14141193 2xTMT6plex [N-Term; K8] 3.08 1.365 0.976 2.733429432 24.65 0 1418.850667 2 709.9290161 0.062146471 4.41E-05 61.2040402SPYGGGRPGR 1 14141193 1xTMT6plex [N-Term] 0.749 2.611756563 7.51 0 1232.669734 3 411.5613098 -0.290610397 -0.000119409 26.26519796IEDFLER 10 14141193 1xTMT6plex [N-Term] 1.768 100 4.443 2.998568773 30.3 0 1150.630555 2 575.8190308 0.199841241 0.000114972 68.02766586LQTQVFK 4 14141193 2xTMT6plex [N-Term; K7] 1.974 3.333243847 35.8 0 1321.824393 2 661.4165649 1.104566401 0.000730021 53.32271146157311635 FAM83H protein FAM83H 286077 NP_940890.3 11.53519932 1 9 9 32 1179 127.053 6.99 1.09 1.05 1.07 1.07 Significant 0.00012 KEEASSPGAGEGPAEEGTR 2 157311635 2xTMT6plex [N-Term; K1] 1.231 7.153949261 55.31 1 2317.167203 3 773.0598145 -0.99815871 -0.000770967 31.77306353DPGGGAGAITVASHSK 6 157311635 2xTMT6plex [N-Term; K16] 1.001 1.133 1.034 6.18499279 64.39 0 1883.038696 3 628.3526001 2.416993862 0.001517098 25.96053441RLEAEAGPAGELAGAR 4 157311635 1xTMT6plex [N-Term] 0.906 1.37 6.659096718 58.26 1 1796.981626 3 599.6617432 -6.093271993 -0.003649833 40.14995557AILEQISAHGQK 4 157311635 2xTMT6plex [N-Term; K12] 0.887 4.645977497 50.13 0 1753.037239 3 585.0172119 -0.089443515 -5.23E-05 48.54501386LSLGQGDSTEAATEER 4 157311635 1xTMT6plex [N-Term] 1.56 100 3.64981699 53.48 0 1892.93988 2 946.973938 0.380052515 0.000359708 49.9252172EQTVSETLGPGGEAVR 6 157311635 1xTMT6plex [N-Term] 1.375 2.014 0.773 4.601423264 60.08 0 1858.970786 2 929.9893799 0.374909401 0.000348473 47.47745784APAGDLLPSAFR 2 157311635 1xTMT6plex [N-Term] 0.772 3.555764198 41.11 0 1443.81573 2 722.4111328 -0.513116033 -0.000370422 67.81443545VPVYILLDEMNAQHFLDMADK 2 157311635 2xTMT6plex [N-Term; K21] 1.312093496 2.55 0 2920.535293 3 974.1829224 -0.369507658 -0.00035972 109.8447209AVVSQAWR 2 157311635 1xTMT6plex [N-Term] 1.09 3.022427082 28.42 0 1145.662858 2 573.3356323 0.986187542 0.000564919 39.83170405297374782 ARHGDIA rho GDP-dissociation inhibitor 1 isoform a 396 NP_001172006.1 58.82352941 1 10 10 49 204 23.193 5.11 0.9 0.7 1.04 0.88 Significant 0.012 IDKTDYMVGSYGPR 6 297374782 2xTMT6plex [N-Term; K3] 1.244 1.053 0.973 4.048169136 21.97 1 2060.088682 3 687.3677979 0.07665917 5.26E-05 50.67228145VAVSADPNVPNVVVTGLTLVCSSAPGPLELDLTGDLESFK 2 297374782 2xTMT6plex [N-Term; K40]; 1xCarbamidomethyl [C21] 100 3.371121407 28.18 0 4539.430817 4 1135.614136 0.85826151 0.000974005 112.5500569SIQEIQELDKDDESLR 6 297374782 2xTMT6plex [N-Term; K10] 0.825 0.735 100 3.482796431 27.23 1 2376.265854 3 792.7593384 -1.006837377 -0.000797504 54.49418532AEEYEFLTPVEEAPK 12 297374782 2xTMT6plex [N-Term; K15] 1.045 0.818 0.867 2.88008523 36.24 0 2210.163287 2 1105.585693 0.372424406 0.000411559 61.6559374TDYMVGSYGPR 2 297374782 1xTMT6plex [N-Term] 2.138 3.438694239 34.43 0 1474.719781 2 737.8633423 -0.252651176 -0.000186295 54.18894467FTDDDKTDHLSWEWNLTIK 6 297374782 3xTMT6plex [N-Term; K6; K19] 1.249 2.811955452 8.22 1 3051.603062 4 763.6558838 -0.444678984 -0.000339246 94.95432458SIQEIQELDKDDESLRK 4 297374782 3xTMT6plex [N-Term; K10; K17] 0.804 100 3.066703081 12.7 2 2733.523749 3 911.8434448 -2.914969129 -0.002656046 59.14451655TDHLSWEWNLTIK 2 297374782 2xTMT6plex [N-Term; K13] 1.224 2.745252371 8.99 0 2101.148246 3 701.0546265 0.513992543 0.000359992 84.59784564IDKTDYMVGSYGPR 3 297374782 2xTMT6plex [N-Term; K3]; 1xOxidation [M7] 0.987 1.027 3.115195751 15.92 1 2076.083597 3 687.3677979 0.07665917 5.26E-05 50.67228145YKEALLGR 2 297374782 2xTMT6plex [N-Term; K2] 0.317 2.002350092 8.53 1 1407.872406 3 469.9631042 1.671667213 0.000784498 45.76790241EIVSGMK 4 297374782 2xTMT6plex [N-Term; K7] 1.313 0.481 2.87767911 29.4 0 1221.727716 2 611.3676147 0.194144886 0.000118596 44.7380005930410792 PSME2 proteasome activator complex subunit 2 5721 NP_002809.2 52.30125523 1 10 10 76 239 27.384 5.73 0.8 0.8 0.7 0.77 Significant 0.0019 IIYLNQLLQEDSLNVADLTSLR 7 30410792 1xTMT6plex [N-Term] 1.156 0.531 3.799805641 35 0 2760.534475 3 920.8493652 -0.337976896 -0.000310999 108.9442949AFYAELYHIISSNLEK 8 30410792 2xTMT6plex [N-Term; K16] 1.892 0.737 3.404199362 29.61 0 2356.295304 3 786.1022339 -1.339301504 -0.00105193 106.2601834TKVEAFQTTISK 4 30410792 3xTMT6plex [N-Term; K2; K12] 0.887 0.859 4.931409836 33.91 1 2040.230803 3 680.7421265 -9.301166047 -0.006325508 48.91028726VEAFQTTISK 6 30410792 2xTMT6plex [N-Term; K10] 2.178 3.567 1.648 3.814661026 53.96 0 1581.925229 2 791.4667969 0.687662084 0.000543915 54.63953807APLDIPIPDPPPKDDEMETDKQEK 4 30410792 4xTMT6plex [N-Term; K13; K21; K24] 0.398 0.01 2.537671328 5.28 2 3634.969581 4 909.4978027 -0.054944751 -4.99E-05 76.68465147DEAAYGELR 12 30410792 1xTMT6plex [N-Term] 0.919 0.837 0.655 3.540053368 63.35 0 1252.637097 2 626.8219604 -0.361271085 -0.000226271 39.39966113ETHVMDYR 8 30410792 1xTMT6plex [N-Term] 0.783 0.789 3.163973808 33.2 0 1279.630237 3 432.5462341 -0.774303756 -0.000334402 24.21679117ETHVMDYR 4 30410792 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.758 2.389024019 37.76 0 1295.625152 3 432.5462341 -0.774303756 -0.000334402 24.21679117QNLFQEAEEFLYR 5 30410792 1xTMT6plex [N-Term] 1.222 1.423038244 4.31 0 1915.975143 2 958.489624 -1.655524152 -0.001585972 99.61626796AMVLDLR 16 30410792 1xTMT6plex [N-Term] 0.738 0.567 0.689 2.797977924 32.89 0 1046.622967 2 523.8148804 -0.461615909 -0.000241569 52.8184248IEDGNDFGVAIQEK 2 30410792 2xTMT6plex [N-Term; K14] 1.641553044 2.4 0 1993.064242 2 997.0338745 -1.89122181 -0.001884663 59.13398534507467 TGFBI transforming growth factor-beta-induced protein ig-h3 precursor 7045 NP_000349.1 23.86530015 1 13 13 76 683 74.634 7.71 0.81 0.98 0.94 0.91 Significant 0.0032 QAGLGNHLSGSER 13 4507467 1xTMT6plex [N-Term] 1.099 0.849 1.24 3.921059132 38.72 0 1554.818583 3 518.9439087 -0.907151353 -0.000470152 26.67556886YLYHGQTLETLGGK 10 4507467 2xTMT6plex [N-Term; K14] 1.417 0.712 2.441 3.356245279 39.88 0 2038.137347 3 680.0498657 -1.130062228 -0.000767741 52.09152576GDELADSALEIFK 19 4507467 2xTMT6plex [N-Term; K13] 0.513 100 100 3.144320965 43.86 0 1866.026065 2 933.5110474 -6.027393532 -0.005623637 87.00772516SPYQLVLQHSR 6 4507467 1xTMT6plex [N-Term] 0.758 0.911 0.874 3.911058426 49.1 0 1556.874642 3 519.6293335 -0.767191967 -0.000398141 44.58540439STVISYECCPGYEK 2 4507467 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C8; C9] 100 2.165293217 9.5 0 2151.050249 2 1076.028076 -0.638202781 -0.000686403 47.07054446DLLNNHILK 6 4507467 2xTMT6plex [N-Term; K9] 0.835 1.084 2.885778904 28.46 0 1537.946633 3 513.3199463 -0.876417155 -0.000449294 64.26512974SLQGDKLEVSLK 2 4507467 3xTMT6plex [N-Term; K6; K12] 100 2.153472662 10.49 1 2004.230803 3 668.7495117 1.586262543 0.001059745 58.2805975GCPAALPLSNLYETLGVVGSTTTQLYTDR 7 4507467 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.147518754 4.87 0 3326.713973 3 1109.57373 -2.204759354 -0.002444868 108.4378888IPSETLNR 2 4507467 1xTMT6plex [N-Term] 0.682 2.688330889 16.08 0 1158.668003 2 579.8375854 -0.093902276 -5.44E-05 42.97559687LTLLAPLNSVFK 3 4507467 2xTMT6plex [N-Term; K12] 1.213567734 8.71 0 1774.124263 2 887.5649414 -0.93411016 -0.000828614 101.8151839VLTDELK 2 4507467 2xTMT6plex [N-Term; K7] 0.613 2.524900675 20.64 0 1275.792424 2 638.3999023 0.081288694 5.19E-05 59.31156564VLTPPMGTVMDVLK 2 4507467 2xTMT6plex [N-Term; K14]; 1xOxidation [M] 100 1.06902194 0 1975.137213 2 988.069519 -2.76005334 -0.002725742 75.35181709LAPVYQK 2 4507467 2xTMT6plex [N-Term; K7] 1.072 2.701242208 30.45 0 1276.80293 2 638.9053345 0.362464169 0.000231398 52.35838842167614504 LAMB1 laminin subunit beta-1 precursor 3912 NP_002282.2 6.774916013 1 10 10 35 1786 197.909 4.94 1.58 1.49 1.21 1.43 Significant 0.006 GIETPQCDQSTGQCVCVEGVEGPR 10 167614504 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C7; C14; C16] 100 1.823 1.151 4.745168686 78 0 2892.312357 3 964.7755737 -0.065365898 -6.30E-05 45.9525298LNVEGEHCDVCK 4 167614504 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C8; C11] 2.001 1.469 4.48523283 33.22 0 1917.956289 3 639.9898682 -0.645185618 -0.000412479 43.85440575AAQNSGEAEYIEK 2 167614504 2xTMT6plex [N-Term; K13] 1.627 2.952437401 23.88 0 1867.980178 2 934.4937134 -0.014808609 -1.38E-05 43.16088616NFLTQDSADLDSIEAVANEVLK 2 167614504 2xTMT6plex [N-Term; K22] 100 2.892380953 18.95 0 2850.513689 3 950.8427124 -0.036857556 -3.50E-05 108.2983812KVENLIAK 2 167614504 3xTMT6plex [N-Term; K1; K8] 1.47 3.405990362 19.21 1 1602.055739 3 534.6900024 -0.177906283 -9.50E-05 54.50729848GALDSITK 4 167614504 2xTMT6plex [N-Term; K8] 1.461 1.476 3.556416035 48.74 0 1262.772023 2 631.8894653 -0.292393188 -0.000184613 52.23544474AEMLLEEAK 3 167614504 2xTMT6plex [N-Term; K9] 100 2.076523304 28.05 0 1491.849287 2 746.4304199 2.866243786 0.002138002 65.12017198LLDELAGK 4 167614504 2xTMT6plex [N-Term; K8] 100 100 2.655144215 33.4 0 1316.818973 2 658.9140625 1.423832765 0.000937465 59.850069ELAEQLEFIK 2 167614504 2xTMT6plex [N-Term; K10] 100 1.854908943 10.72 0 1677.982744 2 839.494751 -0.309184869 -0.000259403 71.17708602AQVAAEK 2 167614504 2xTMT6plex [N-Term; K7] 1.402 3.047923803 40.44 0 1174.719594 2 587.8626099 -1.405206354 -0.000825362 29.4064448568509926 DHX15 pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 1665 NP_001349.2 18.23899371 1 12 12 51 795 90.875 7.46 1.34 1.35 1.81 1.5 Significant 0.011 EVDDLGPEVGDIK 4 68509926 2xTMT6plex [N-Term; K13] 1.371 1.084 4.093883038 48.18 0 1844.00533 2 922.5061035 -0.216652709 -0.000199754 66.45471707FAHIDGDHLTLLNVYHAFK 4 68509926 2xTMT6plex [N-Term; K19] 1.44 3.160053253 14.14 0 2669.460412 5 534.6972656 -1.195280883 -0.000638151 92.92355246ASTNAMLISAGLPPLK 6 68509926 2xTMT6plex [N-Term; K16] 100 2.523538828 20.8 0 2042.208404 2 1021.605469 -2.322348685 -0.00237136 74.77390615VAAMSVAQR 4 68509926 1xTMT6plex [N-Term] 1.546 2.178 3.124247074 36.91 0 1161.661144 2 581.3343506 0.241844945 0.000140471 36.56097195YMTDGMLLR 2 68509926 1xTMT6plex [N-Term] 1.4 2.886137962 22.12 0 1328.690395 2 664.8483887 -0.672885311 -0.000447028 63.62398449ALVTGYFMQVAHLER 2 68509926 1xTMT6plex [N-Term] 1.835708618 11.32 0 1964.062519 3 655.3587646 -0.396084483 -0.000259312 95.67232755VESLLVTAISK 6 68509926 2xTMT6plex [N-Term; K11] 100 1.93795073 13.84 0 1618.01913 2 809.5120239 -1.45760232 -0.001179214 83.25111855LQLPVWEYK 7 68509926 2xTMT6plex [N-Term; K9] 100 0.818 1.72 2.511603832 30.93 0 1633.971786 2 817.4886475 -1.081608716 -0.000883659 76.619473DYLEAAIR 6 68509926 1xTMT6plex [N-Term] 1.305 1.429 0.66 2.750442505 41.09 0 1179.657104 2 590.3327637 0.97203988 0.000573337 57.60571571LGIDDLVHFDFMDPPAPETLMR 4 68509926 1xTMT6plex [N-Term] 2.078898668 4.69 0 2758.378175 3 920.1308594 -0.05429096 -4.99E-05 105.3901791DYYINIR 4 68509926 1xTMT6plex [N-Term] 100 100 2.180585384 20.18 0 1185.646539 2 593.326416 -0.829909014 -0.000491989 38.73309604KAADEAK 2 68509926 3xTMT6plex [N-Term; K1; K7] 1.221 2.846232176 13.79 1 1419.87744 3 473.9639587 -0.082724955 -3.92E-05 28.640112825729850 GNAI3 guanine nucleotide-binding protein G(k) subunit alpha 2773 NP_006487.1 33.33333333 1 5 8 47 354 40.506 5.69 1.93 1.94 1.58 1.81 Significant 0.0042 IIHEDGYSEDECK 4 5729850 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 2.118 2.048 4.797893047 47.61 0 2052.994842 3 685.0029297 -0.295182183 -0.000202002 38.75859805SPLTICYPEYTGSNTYEEAAAYIQCQFEDLNR 7 5729850 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C25] 100 3.496071577 22.93 0 4032.846914 3 1344.954224 0.298523218 0.000401299 105.5966377QLFVLAGSAEEGVMTPELAGVIK 2 5729850 2xTMT6plex [N-Term; K23] 1.362 4.537434578 56.78 0 2817.583623 3 939.8668213 0.811769052 0.000762409 100.28724EIYTHFTCATDTK 11 5729850 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 0.978 0.931 4.803531647 44.64 0 2045.041398 2 1023.021973 -2.312641448 -0.002364724 49.86245208ILLLGAGESGK 18 5729850 2xTMT6plex [N-Term; K11] 0.902 0.919 0.846 3.951235533 49.11 0 1515.95105 2 758.4802856 1.480594682 0.001122255 72.51511041DGGVQACFSR 4 5729850 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.995 1.892 3.568540335 51.07 0 1325.64695 2 663.3279419 1.249841869 0.000828425 35.90683533IDFGEAAR 6 5729850 1xTMT6plex [N-Term] 1.686 1.549 1.576 2.980334997 36.13 0 1107.599589 2 554.3028564 -1.040935177 -0.00057647 38.82479055MFDVGGQR 4 5729850 1xTMT6plex [N-Term] 0.958 1.179 3.016866446 34.52 0 1138.587644 2 569.7973022 -0.277947696 -0.000158234 47.014496944503515 EIF3H eukaryotic translation initiation factor 3 subunit H 8667 NP_003747.1 28.97727273 1 11 11 34 352 39.905 6.54 1.26 1.33 1.03 1.21 Significant 0.0056 GEPPLPEEDLSK 4 4503515 2xTMT6plex [N-Term; K12] 1.082 1.099 3.169510841 59.76 0 1768.973302 2 884.9902344 -0.061866394 -5.47E-05 60.23756025KEGTGSTATSSSSTAGAAGK 4 4503515 3xTMT6plex [N-Term; K1; K20] 1.217 0.967 5.685434341 35.73 1 2443.324321 3 815.1119995 -1.17712365 -0.000958698 33.60781888ANITFEYMFEEVPIVIK 2 4503515 2xTMT6plex [N-Term; K17] 0.949 3.22353816 28.3 0 2501.376591 3 834.4627075 -1.207991398 -0.001007214 106.4598438VDEMSQDIVK 6 4503515 2xTMT6plex [N-Term; K10] 1.389 100 1.255 4.23728466 51.78 0 1621.887129 2 811.4475708 0.453657686 0.000367891 62.86721137EKDFSPEALK 2 4503515 3xTMT6plex [N-Term; K2; K10] 1.151 4.414897919 25.7 1 1851.083076 3 617.6991577 -0.08427794 -5.20E-05 49.62715816NSHLINVLMWELEK 2 4503515 2xTMT6plex [N-Term; K14] 2.299441814 8.49 0 2184.225116 3 728.746521 -0.048768654 -3.55E-05 97.57330952TAQGSLSLK 4 4503515 2xTMT6plex [N-Term; K9] 1.534 1.469 4.031105042 48.4 0 1362.835686 2 681.921936 0.667241342 0.00045467 41.28029643EFTAQNLGK 2 4503515 2xTMT6plex [N-Term; K9] 1.43 3.6373353 24.14 0 1465.8415 2 733.4244385 0.068624831 5.03E-05 55.06111349DFSPEALKK 3 4503515 3xTMT6plex [N-Term; K8; K9] 1.057 1.072 3.039560556 11.25 1 1722.040483 3 574.6845093 -0.875884152 -0.000502769 49.45313314EKDFSPEALKK 2 4503515 4xTMT6plex [N-Term; K2; K10; K11] 1.023 3.186191797 2.42 2 2208.340971 4 552.840271 -0.777396085 -0.000429189 45.822012EGTGSTATSSSSTAGAAGK 3 4503515 2xTMT6plex [N-Term; K19] 1.495684385 4.87 0 2086.066426 2 1043.537598 0.71535234 0.000746136 16.627952234503513 EIF3I eukaryotic translation initiation factor 3 subunit I 8668 NP_003748.1 38.76923077 1 11 11 46 325 36.479 5.64 1.26 1.2 1.52 1.33 Significant 0.0054 GHFGPINSVAFHPDGK 4 4503513 2xTMT6plex [N-Term; K16] 1.213 1.229 5.476538181 59.56 0 2138.154729 4 535.2946777 1.006717368 0.000538129 47.11273975DPSQIDNNEPYMK 4 4503513 2xTMT6plex [N-Term; K13] 2.45 2.75 3.195037603 29.24 0 2009.005012 2 1005.006287 0.141518904 0.000142156 45.30429329HVLTGSADNSCR 2 4503513 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.419 3.133667469 30.31 0 1545.764105 3 515.9260254 -0.376692746 -0.000194093 22.92404613SGEVLVNVK 4 4503513 2xTMT6plex [N-Term; K9] 1.561 1.26 3.601014853 45.4 0 1402.866986 2 701.937439 0.438444766 0.00030754 53.65719657LFDSTTLEHQK 6 4503513 2xTMT6plex [N-Term; K11] 1.466 1.281 0.787 3.515838146 20.59 0 1776.98962 3 593.0015259 0.227360202 0.000134672 46.96426526QINDIQLSR 4 4503513 1xTMT6plex [N-Term] 1.138 3.428664446 45.11 0 1315.75313 2 658.3809814 1.183094754 0.00077833 45.33836234FFHLAFEEEFGR 6 4503513 1xTMT6plex [N-Term] 1.207 0.882 1.509 3.23891902 21.17 0 1757.884872 3 586.6331177 -0.041056532 -2.41E-05 86.75755707DMTMFVTASK 4 4503513 2xTMT6plex [N-Term; K10] 2.299110413 25.63 0 1588.847907 2 794.9271851 -0.512014277 -0.000406756 69.67837656IHYFDPQYFEFEFEA 6 4503513 1xTMT6plex [N-Term] 2.327 1.436 100 1.655912519 24.73 0 2211.027238 2 1106.016113 -1.035038131 -0.001144249 102.863832LWDCETGK 4 4503513 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.719 1.415 3.585883856 31.75 0 1466.771372 2 733.8903809 1.440919008 0.001056749 55.17379271MKPILLQGHER 2 4503513 2xTMT6plex [N-Term; K2] 0.921 2.948701859 7.38 0 1780.066765 3 594.0267944 -0.525423673 -0.000311763 46.236110174758762 NARS asparagine--tRNA ligase, cytoplasmic 4677 NP_004530.1 30.65693431 1 12 12 48 548 62.903 6.25 0.716 2.09 1.06 1.29 Non-Significant 0.089 KEDGTFYEFGEDIPEAPER 4 4758762 2xTMT6plex [N-Term; K1] 0.892 1.547 3.730932236 32.2 1 2687.324097 3 896.4451294 -1.214046497 -0.001087512 60.5278849LTESVDVLMPNVGEIVGGSMR 2 4758762 1xTMT6plex [N-Term] 3.44020462 40.09 0 2432.272647 3 811.4278564 -1.492811288 -0.001210308 98.08742715EGSDATGDGTK 4 4758762 2xTMT6plex [N-Term; K11] 1.557 100 2.786510706 43.03 0 1495.764037 2 748.3868408 1.583044228 0.00118393 21.41497042KYGTCPHGGYGLGLER 4 4758762 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 0.398 1.04 5.151881695 29.85 1 2223.174478 4 556.5490723 -0.008446256 -4.69E-06 40.70289577MNYSDAIVWLK 4 4758762 2xTMT6plex [N-Term; K11] 100 100 2.626603603 22.62 0 1797.997348 2 899.5022583 -0.060277307 -5.42E-05 88.52081881LMTDTINEPILLCR 6 4758762 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.974 2.17181468 19.3 0 1918.033921 2 959.5205688 -0.031190631 -2.99E-05 79.89429583IFDSEEILAGYK 6 4758762 2xTMT6plex [N-Term; K12] 100 2.385225296 22.45 0 1843.025337 2 922.0184937 2.373019296 0.002186767 85.70863326EPFPTIYVDSQK 5 4758762 2xTMT6plex [N-Term; K12] 1.455 1.589 100 2.189831972 18.73 0 1882.036236 2 941.5204468 -1.391708226 -0.001309623 64.20043697IGALEGYR 4 4758762 1xTMT6plex [N-Term] 1.843 2.044 2.892799616 31.33 0 1107.635975 2 554.3209229 -1.269051301 -0.000702823 57.54476182GYYEVTPPTLVQTQVEGGATLFK 3 4758762 2xTMT6plex [N-Term; K23] 1.78115654 16.83 0 2956.607196 3 986.1987915 -8.582221649 -0.008458086 85.83204665LEDLVCDVVDR 5 4758762 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 2.273710966 15.68 0 1561.809324 2 781.4086914 0.50079897 0.000391076 96.6635766VLAELYVSDR 1 4758762 1xTMT6plex [N-Term] 0.267 3.69 0 1393.788846 2 697.3977051 -0.511450319 -0.000356427 70.6615034515431288 RPL10A 60S ribosomal protein L10a 4736 NP_009035.3 39.63133641 1 9 9 62 217 24.816 9.94 1.26 1.39 1.43 1.36 Significant 0.0014 FPSLLTHNENMVAK 8 15431288 2xTMT6plex [N-Term; K14] 1.789 1.889 1.508 3.92918849 33.95 0 2059.141052 3 687.0521851 0.461161114 0.000316532 66.21557052KYDAFLASESLIK 10 15431288 3xTMT6plex [N-Term; K1; K13] 1.245 1.274 1.836 4.985363007 28.57 1 2172.288318 3 724.7675171 -0.147075536 -0.000106497 82.28493875KFLETVELQISLK 6 15431288 3xTMT6plex [N-Term; K1; K13] 0.824 1.213 1.349 4.836519241 36.01 1 2235.393117 3 745.8018188 -0.990254025 -0.000737869 98.39286444FSVCVLGDQQHCDEAK 6 15431288 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C4; C12] 1.238 1.343 5.306211948 56.8 0 2351.152422 3 784.3891602 0.214843047 0.000168376 64.07839994AVDIPHMDIEALKK 8 15431288 3xTMT6plex [N-Term; K13; K14] 0.774 1.385 0.609 2.978924513 20.15 1 2267.340035 4 567.5899048 -0.990684829 -0.000561555 63.27136669AVDIPHMDIEALK 6 15431288 2xTMT6plex [N-Term; K13] 1.09 0.969 3.23 2.572109461 32.09 0 1910.082141 3 637.3650513 -0.806227844 -0.00051332 66.06066534AVDIPHMDIEALK 2 15431288 2xTMT6plex [N-Term; K13]; 1xOxidation [M7] 2.689 1.491546035 23.59 0 1926.077056 3 637.3650513 -0.806227844 -0.00051332 66.06066534DTLYEAVR 6 15431288 1xTMT6plex [N-Term] 1.442 1.569 1.482 3.00814724 51.4 0 1195.652019 2 598.329895 0.413806906 0.000247385 48.42206589YDAFLASESLIK 3 15431288 2xTMT6plex [N-Term; K12] 1.51376617 10.63 0 1815.030423 2 908.0199585 1.221920118 0.001108911 78.66997609FPSLLTHNENMVAK 2 15431288 2xTMT6plex [N-Term; K14]; 1xOxidation [M11] 1.98139286 8.31 0 2075.135967 3 687.0521851 0.461161114 0.000316532 66.21557052ILGPGLNK 5 15431288 2xTMT6plex [N-Term; K8] 1.493 1.075 0.715 3.068365812 41.81 0 1269.829479 2 635.4185181 0.221205144 0.000140446 59.549485347657069 ERO1A ERO1-like protein alpha precursor 30001 NP_055399.1 29.91452991 1 13 13 52 468 54.358 5.68 0.56 0.49 0.55 0.53 Significant 0.0017 SFPLHFDENSFFAGDKK 2 7657069 3xTMT6plex [N-Term; K16; K17] 0.435 4.345153332 21.28 1 2673.427999 4 669.1119995 -0.684706349 -0.000457628 74.46321681DCAVKPCQSDEVPDGIK 4 7657069 3xTMT6plex [N-Term; K5; K17]; 2xCarbamidomethyl [C2; C7] 0.171 0.558 3.82587862 18 0 2605.356884 3 869.1228027 -1.162814543 -0.001009849 50.90235151LIANMPESGPSYEFHLTR 6 7657069 1xTMT6plex [N-Term] 2.16 1.488 0.877 2.518219948 19.59 0 2291.169168 3 764.394104 -0.615222263 -0.000469859 62.74484102SFPLHFDENSFFAGDK 3 7657069 2xTMT6plex [N-Term; K16] 0.329 2.799650669 16.76 0 2316.170104 3 772.727478 -0.959725698 -0.000740963 94.24602166MLLLEILHEIK 6 7657069 2xTMT6plex [N-Term; K11] 0.969 0.44 0.499 2.842386723 31.86 0 1810.127634 3 604.0463867 -1.672442149 -0.001009111 103.0548785YLLQETWLEK 4 7657069 2xTMT6plex [N-Term; K10] 0.987 0.668 2.875461817 37.03 0 1781.024943 2 891.015686 -0.476040322 -0.00042392 92.03578476LLESDYFR 10 7657069 1xTMT6plex [N-Term] 0.636 0.658 0.257 3.27481699 45.53 0 1271.683319 2 636.3451538 -0.226292826 -0.000143886 69.51423148QEIVSLFNAFGR 4 7657069 1xTMT6plex [N-Term] 1.964 1.80569315 27.62 0 1609.889957 2 805.4486694 0.065157986 5.24E-05 99.2214118RPCPFWNDISQCGR 1 7657069 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C12] 0.636 2.30263257 0 2021.96355 3 674.6587524 -0.913060861 -0.000615392 63.38909634AVLQWTK 4 7657069 2xTMT6plex [N-Term; K7] 0.431 0.843 2.977597952 28.15 0 1303.813829 2 652.4099731 -0.888846944 -0.000579445 67.2448045IQDEENK 2 7657069 2xTMT6plex [N-Term; K7] 0.518 3.013860703 31.51 0 1333.736366 2 667.37146 -0.541844808 -0.000361339 35.03063266NLLQNIH 4 7657069 1xTMT6plex [N-Term] 0.508 0.544 2.641848087 34.42 0 1080.636309 2 540.8223877 1.100898253 0.000594835 48.0726097FDGILTEGEGPR 2 7657069 1xTMT6plex [N-Term] 1.364 1.084089398 7.22 0 1519.795388 2 760.4006958 -0.837789381 -0.000636634 57.67177769746817424 RPL10 60S ribosomal protein L10 isoform a 6134 NP_006004.3 42.52336449 1 8 8 47 214 24.561 10.08 1.27 1.15 0.95 1.12 Significant 0.0068 VDEFPLCGHMVSDEYEQLSSEALEAAR 8 746817424 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 100 1.698 5.570794582 46.03 0 3311.539773 3 1104.516846 -1.144268493 -0.001263097 93.96836423AKVDEFPLCGHMVSDEYEQLSSEALEAAR 4 746817424 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C9] 1.075 0.01 5.275172234 34.88 1 3739.834782 4 935.7137451 -0.436188053 -0.000407818 87.47413414VHIGQVIMSIR 12 746817424 1xTMT6plex [N-Term] 1.222 1.639 1.324 3.515853405 41.85 0 1481.88237 2 741.446106 1.731341242 0.001282822 64.37962543VDEFPLCGHMVSDEYEQLSSEALEAAR 3 746817424 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7]; 1xOxidation [M10] 2.992829561 18.27 0 3327.534688 3 1104.516846 -1.144268493 -0.001263097 93.96836423GAFGKPQGTVAR 6 746817424 2xTMT6plex [N-Term; K5] 1.238 1.227 2.692701578 33.16 0 1646.974245 2 823.9917603 1.213557418 0.000999349 35.89215406FNADEFEDMVAEK 2 746817424 2xTMT6plex [N-Term; K13] 1.723 2.41332674 26.13 0 2002.983214 2 1001.993713 -1.529774272 -0.001532056 83.20902767MLSCAGADR 5 746817424 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.7 0.875 3.358579397 35.08 0 1209.591744 2 605.2996216 0.184230806 0.000111422 34.10098432EHVIEALR 2 746817424 1xTMT6plex [N-Term] 1.555 2.838107824 37.44 0 1195.699638 2 598.354248 1.322994254 0.000790952 37.23597487LIPDGCGVK 5 746817424 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.542 0.93 1.332 2.757432938 31.18 0 1416.828493 2 708.9187622 1.23883312 0.000877607 58.065641264506623 RPL27 60S ribosomal protein L27 6155 NP_000979.1 48.52941176 1 6 6 69 136 15.788 10.56 1.32 1.17 1.25 1.24 Significant 0.0012 NIDDGTSDRPYSHALVAGIDR 14 4506623 1xTMT6plex [N-Term] 1.503 1.439 100 5.706789494 37.01 0 2501.258194 3 834.423645 -0.724567904 -0.00060411 43.77215364VYNYNHLMPTR 12 4506623 1xTMT6plex [N-Term] 1.206 0.886 1.426 4.099972248 40.93 0 1636.846712 2 818.9269409 -0.065457603 -5.36E-05 46.56855883VYNYNHLMPTR 5 4506623 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.104 0.892 3.535416126 34.79 0 1652.841627 2 818.9269409 -0.065457603 -5.36E-05 46.56855883DVFRDPALK 10 4506623 2xTMT6plex [N-Term; K9] 1.303 1.384 1.432 3.540547848 24.63 1 1518.904434 3 506.9729309 -0.128299968 -6.50E-05 53.81694132YSVDIPLDK 8 4506623 2xTMT6plex [N-Term; K9] 1.142 1.213 1.529 2.921185732 26.26 0 1507.877217 2 754.4414673 -1.033618434 -0.000779285 60.75585119KVTAAMGK 14 4506623 3xTMT6plex [N-Term; K1; K8] 1.179 1.201 1.039 4.26671648 38.38 1 1492.948831 2 746.9783325 0.373193676 0.00027858 39.29735542VVLVLAGR 6 4506623 1xTMT6plex [N-Term] 1.915 0.931 1.208 2.582982063 25.04 0 1055.713831 2 528.3601685 -0.730194031 -0.000385438 55.17367706110224476 PSAP prosaposin isoform b preproprotein 5660 NP_001035930.1 21.44212524 1 12 12 78 527 58.445 5.14 0.65 0.63 0.46 0.58 Significant 0.011 DVVTAAGDMLK 8 110224476 2xTMT6plex [N-Term; K11] 0.447 0.464 0.453 3.931410074 62.71 0 1577.8973 2 789.4508057 -1.879267982 -0.001482646 72.11288377GSAVWCQNVK 2 110224476 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.904 3.715859413 53.05 0 1606.877568 2 803.9423218 -0.125103067 -0.000100513 43.58358438



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms EIVDSYLPVILDIIK 6 110224476 2xTMT6plex [N-Term; K15] 0.687 0.808 1.264 2.664426088 27.25 0 2188.324479 2 1094.664063 -1.659141519 -0.00181537 113.3219535EMPMQTLVPAK 2 110224476 2xTMT6plex [N-Term; K11] 0.651 3.075928688 36.95 0 1702.963605 2 851.9860229 0.683425314 0.000581924 73.57968987SDVYCEVCEFLVK 4 110224476 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C5; C8] 100 100 2.349155426 25.34 0 2106.06517 2 1053.535645 -0.549801362 -0.000578959 88.65632226GCSFLPDPYQK 8 110224476 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 0.635 100 100 3.063737631 21.64 0 1769.929663 2 885.4599609 -9.61494423 -0.008508888 58.89273275EILDAFDK 12 110224476 2xTMT6plex [N-Term; K8] 0.778 0.59 0.775 3.720152617 42.07 0 1408.808803 2 704.9074707 -0.80767791 -0.000568932 65.95657774QEILAALEK 10 110224476 2xTMT6plex [N-Term; K9] 0.692 100 100 2.81083107 31.25 0 1472.908851 2 736.9561768 -2.562354332 -0.001887057 64.37050929DGGFCEVCK 2 110224476 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C5; C8] 0.567 2.522185326 16.58 0 1529.749256 2 765.3779297 -0.440258426 -0.000336742 48.69257157SLPCDICK 5 110224476 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C4; C7] 0.738 0.682 3.302542686 30.35 0 1450.779828 2 725.8937378 0.255611451 0.000185418 55.22621107KLVGYLDR 11 110224476 2xTMT6plex [N-Term; K1] 0.496 0.578 0.42 3.619049549 24.66 1 1421.888056 3 474.633728 -1.002348928 -0.000475076 45.02420378LVGYLDR 8 110224476 1xTMT6plex [N-Term] 0.717 0.514 2.703008413 32.73 0 1064.630161 2 532.8137207 -9.389470743 -0.004998157 51.25393849226059133 PTGR1 prostaglandin reductase 1 isoform 1 22949 NP_036344.2 48.02431611 1 11 11 40 329 35.847 8.29 1.3 1.36 1.09 1.25 Significant 0.0043 TVESLEETLK 4 226059133 2xTMT6plex [N-Term; K10] 1.67 1.633 4.239650249 61.24 0 1606.930374 2 803.9683838 -0.549639169 -0.000441616 72.56604022LKEGDTMMGQQVAK 2 226059133 3xTMT6plex [N-Term; K2; K14] 1.094 5.414483547 13.19 1 2223.244421 3 741.7524414 -0.741965766 -0.000549857 44.82181045GGETVMVNAAAGAVGSVVGQIAK 2 226059133 2xTMT6plex [N-Term; K23] 1.072 3.550951958 26.88 0 2544.421978 3 848.8118286 -0.410824213 -0.000348437 101.8935864VVGAVGSDEK 4 226059133 2xTMT6plex [N-Term; K10] 1.264 1.308 4.238999367 43.32 0 1418.825515 2 709.9170532 0.926481303 0.000657258 37.97556627TVESLEETLKK 4 226059133 3xTMT6plex [N-Term; K10; K11] 1.522 1.456 2.998147964 21.19 1 1964.188269 3 655.4013672 0.651242307 0.000426387 71.94469553HFVGYPTNSDFELK 6 226059133 2xTMT6plex [N-Term; K14] 1.063 1.592 1.082 3.096898079 22.59 0 2112.116612 3 704.711792 1.993756661 0.001403682 63.36171862ASPDGYDCYFDNVGGEFSNTVIGQMK 2 226059133 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C8] 100 2.584237814 13.13 0 3329.549499 3 1110.520264 -0.979518213 -0.001087118 100.2335233LGFDVVFNYK 4 226059133 2xTMT6plex [N-Term; K10] 2.497 2.209926605 18.57 0 1659.95105 2 830.4789429 -0.265693264 -0.000220519 95.36323746EYIIEGFENMPAAFMGMLK 4 226059133 2xTMT6plex [N-Term; K19] 100 1.683368206 5.67 0 2649.353095 2 1325.168091 -9.130549424 -0.012095025 112.3559908GTIVLASPGWTTHSISDGKDLEK 2 226059133 3xTMT6plex [N-Term; K19; K23] 100 2.177623987 20.27 1 3099.729325 4 775.6873779 -0.530207988 -0.000410875 63.9994904MEAFVVYR 6 226059133 1xTMT6plex [N-Term] 100 0.527 1.851242065 26.62 0 1243.670646 2 622.3378906 -1.721549035 -0.00107052 56.94849135170763500 SET protein SET isoform 1 6418 NP_001116293.1 30.34482759 1 1 6 82 290 33.469 4.32 0.85 0.67 0.76 Significant #N/A EQQEAIEHIDEVQNEIDRLNEQASEEILK 2 170763500 2xTMT6plex [N-Term; K29] 2.662687302 16.87 1 3907.992539 4 977.7526245 -0.990447931 -0.000967666 89.63424736IDFYFDENPYFENK 16 170763500 2xTMT6plex [N-Term; K14] 1.625 1.828 1.468 4.269560814 34.96 0 2299.132321 2 1150.068359 -1.252255024 -0.00143955 93.34180169KKPRPPPALGPEETSASAGLPK 4 170763500 4xTMT6plex [N-Term; K1; K2; K22] 0.851 0.665 4.101792336 17.73 1 3144.89147 4 786.9790039 0.863662554 0.000679031 42.24558305EFHLNESGDPSSK 28 170763500 2xTMT6plex [N-Term; K13] 1.076 1.115 1.081 4.971426964 62.68 0 1904.975427 3 635.663147 -0.282996843 -0.000179701 40.53663981LNEQASEEILK 18 170763500 2xTMT6plex [N-Term; K11] 1.364 2.065 1.792 4.321436882 58.8 0 1731.989286 2 866.4967041 -1.821268122 -0.001577208 57.7247918VEVTEFEDIK 14 170763500 2xTMT6plex [N-Term; K10] 1.484 1.818 1.41 4.439945221 56.35 0 1666.930374 2 833.9693604 0.641834321 0.000534947 79.6412291361835148 FXR1 fragile X mental retardation syndrome-related protein 1 isoform a 8087 NP_005078.2 25.12077295 1 10 12 45 621 69.678 6.15 1.23 1.12 1.13 1.16 Significant 0.00092 IYGESADAVK 6 61835148 2xTMT6plex [N-Term; K10] 1.305 1.608 1.489 3.965080261 56.68 0 1510.85173 2 755.9298096 0.405394264 0.000306245 44.12174683EDLMGLAIGTHGSNIQQAR 2 61835148 1xTMT6plex [N-Term] 1.806 4.26456213 38.24 0 2240.16548 3 747.3878174 -7.401690505 -0.005527004 60.18986327EACANENAHK 4 61835148 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.054 1.224 4.113191605 36.06 0 1601.810611 3 534.6074829 -1.695000341 -0.000905023 28.80871883KVPGVTAIELDEDTGTFR 4 61835148 2xTMT6plex [N-Term; K1] 1.172 1.477 5.152094364 19.2 1 2406.328061 3 802.7807617 -0.136670372 -0.000109625 91.86293195KDELSDWSLAGEDDRDSR 4 61835148 2xTMT6plex [N-Term; K1] 1.251 1.141 4.5078969 13.02 2 2552.262894 4 638.8215942 0.647610843 0.000413218 62.06822903VIQEIVDK 4 61835148 2xTMT6plex [N-Term; K8] 1.026 0.96 3.485212326 47.09 0 1401.871737 2 701.4389648 -0.773389227 -0.000542096 68.68680787LQIDEQLR 6 61835148 1xTMT6plex [N-Term] 1.191 0.924 0.934 3.362670898 40.02 0 1243.720767 2 622.3599854 -6.490851556 -0.004036403 46.32267634EDGMVPFVFVGTK 4 61835148 2xTMT6plex [N-Term; K13] 1.806327343 7.29 0 1884.034128 2 942.5187378 -2.085298777 -0.001964387 86.97008483GEFYVIEYAACDATYNEIVTFER 2 61835148 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.879270077 15.82 0 2989.412706 3 997.1411133 -1.310958585 -0.001306332 108.7645167SSISSVLK 2 61835148 2xTMT6plex [N-Term; K8] 1.267 2.99290061 23.78 0 1278.803323 2 639.9055176 0.340276133 0.000217573 60.20409193ANDQEPCGWWLAK 3 61835148 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 100 1.753776073 1.2 0 2033.031502 2 1017.018005 -1.361561692 -0.001384049 73.68403521LPPPPDIK 4 61835148 2xTMT6plex [N-Term; K8] 1.865851998 33.78 0 1334.844794 2 667.9263306 0.442150889 0.000295101 59.9327460619923181 PDLIM4 PDZ and LIM domain protein 4 isoform 1 8572 NP_003678.2 44.54545455 1 10 10 53 330 35.376 7.91 0.9 0.96 1.04 0.96 Significant 0.0018 IHIDPEIQDGSPTTSR 5 19923181 1xTMT6plex [N-Term] 1.122 1.193 4.607661247 43.49 0 1995.034449 3 665.6830444 0.065668431 4.37E-05 43.24716428RPSGTGTGPEDGRPSLGSPYGQPPR 4 19923181 1xTMT6plex [N-Term] 0.43 0.939 6.601406574 18.83 0 2752.396419 4 688.8560181 2.115805552 0.001455884 35.16171784YLQGMLEAGEGGDWPGPGGPR 2 19923181 1xTMT6plex [N-Term] 0.798 3.44721055 30.24 0 2373.149495 3 791.7215576 0.26299294 0.000208041 85.21521232GCHDHLTLSVSRPEGR 19 19923181 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.813 0.972 0.937 6.274044991 25.6 0 2050.044971 3 684.0179443 -2.776291382 -0.001897174 31.34695124DFSAPLTISR 4 19923181 1xTMT6plex [N-Term] 100 100 3.397829294 37.02 0 1335.746982 2 668.3773804 0.376203124 0.000251256 61.01545035VDLGSEVYR 8 19923181 1xTMT6plex [N-Term] 0.892 0.444 1.259 3.602438211 53.63 0 1266.689132 2 633.8487549 0.868994291 0.000550373 52.89026114GPSPWGFR 2 19923181 1xTMT6plex [N-Term] 0.633 1.936740279 15.32 0 1132.610094 2 566.8088379 0.269096357 0.000152391 60.38517586GYFFLDER 6 19923181 1xTMT6plex [N-Term] 1.455 1.013 2.554821491 28.11 0 1275.657104 2 638.333252 1.664425529 0.001061618 70.99296815LYHPECFMCSDCGLNLK 1 19923181 2xTMT6plex [N-Term; K17]; 3xCarbamidomethyl [C6; C9; C12] 1.668245077 0 2602.232663 3 868.081604 -0.92403278 -0.000801516 64.12862051VKPPEGYDVVAVYPNAK 2 19923181 3xTMT6plex [N-Term; K2; K17] 1.463939905 0 2533.463322 3 845.1574707 -2.156234345 -0.001820914 53.89876485031601 ARPC1B actin-related protein 2/3 complex subunit 1B 10095 NP_005711.1 33.06451613 1 9 10 41 372 40.923 8.35 1.01 0.98 0.98 0.99 Significant 0.0001 ASSEGGTAAGAGLDSLHK 8 5031601 2xTMT6plex [N-Term; K18] 1.052 1.033 1.218 6.409067154 79.55 0 2087.113317 3 696.3756104 -0.49796305 -0.000346435 49.910472STVLSLDWHPNNVLLAAGSCDFK 6 5031601 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C20] 0.944 0.788 4.116900921 17.1 0 3002.580998 3 1001.530212 -1.636563001 -0.001637971 94.18719379EVEERPAPTPWGSK 6 5031601 2xTMT6plex [N-Term; K14] 1.748 0.876 1.321 4.329948902 27.22 0 2041.111861 3 681.0418091 -0.483390414 -0.000328885 48.66041701KASSEGGTAAGAGLDSLHK 2 5031601 3xTMT6plex [N-Term; K1; K19] 0.687 6.376585007 54.62 1 2444.371212 4 611.84729 -1.58805411 -0.000970448 38.01261595VISICYFEQENDWWVCK 3 5031601 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C5; C16] 1.102 2.488203764 14.53 0 2734.340951 3 912.1194458 1.036122559 0.000944371 100.562025VAWVSHDSTVCLADADK 4 5031601 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 2.474192381 9.69 0 2332.200752 3 778.0708618 -1.16626786 -0.000906657 58.12004317NAYVWTLK 2 5031601 2xTMT6plex [N-Term; K8] 1.670986772 13.41 0 1452.861507 2 726.9345093 0.161725455 0.000117482 60.54585547TWKPTLVILR 4 5031601 2xTMT6plex [N-Term; K3] 1.107 3.48 1.999021888 9.87 0 1685.087818 3 562.3670044 -0.806175436 -0.000452825 78.33044642SLESALK 4 5031601 2xTMT6plex [N-Term; K7] 0.964 0.957 2.525600672 39.94 0 1205.75056 2 603.3753052 -5.992821965 -0.003612924 45.13034425IVTCGTDR 2 5031601 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.995 2.113104105 11.83 0 1150.608774 2 575.809082 1.836829814 0.001056736 29.8476255824233517 IKBIP inhibitor of nuclear factor kappa-B kinase-interacting protein isoform 1 121457 NP_710154.1 37.66578249 1 11 14 53 377 43.057 4.92 0.75 0.81 0.68 0.75 Significant 0.0025 KMEDLTMQMFNMEDDMLK 2 24233517 3xTMT6plex [N-Term; K1; K18] 1.07 3.364103556 10.24 1 2937.450726 3 979.8214722 -0.293671681 -0.000287549 103.8783953VEEQLGSDTK 2 24233517 2xTMT6plex [N-Term; K10] 0.963 4.308828831 31.17 0 1563.863023 2 782.4343262 -1.053286781 -0.000823598 44.81986848VSQDLIETEK 4 24233517 2xTMT6plex [N-Term; K10] 0.937 0.787 4.11661911 50.45 0 1619.925623 2 810.4658203 -0.77729186 -0.000629577 57.60182593LEEEQHALFAR 6 24233517 1xTMT6plex [N-Term] 0.671 0.77 0.66 3.288518667 32.47 0 1571.837922 3 524.6170654 -0.813525949 -0.000426244 45.18907298AVSEIMEMQK 6 24233517 2xTMT6plex [N-Term; K10] 0.794 0.959 1.224 2.451342583 33.9 0 1623.885021 2 812.4486694 3.104583836 0.002520744 62.19756834MQNELDILK 6 24233517 2xTMT6plex [N-Term; K9] 0.01 2.489471674 30.56 0 1561.902385 2 781.4556274 1.019822255 0.000796431 65.00472464LKDLEDSTLR 6 24233517 2xTMT6plex [N-Term; K2] 0.916 1.165 0.666 3.160099983 18.24 1 1647.968157 3 549.9938965 -0.61923337 -0.000340159 53.84018018LETNEFQQLQSK 4 24233517 2xTMT6plex [N-Term; K12] 2.199278831 15.06 0 1923.058762 2 962.0324707 -0.57080094 -0.000548842 55.52085014RQEEEDLLR 2 24233517 1xTMT6plex [N-Term] 0.737 2.290933847 11.91 1 1416.764422 2 708.885437 -0.582380916 -0.000412548 37.11935829LSDYEPK 5 24233517 2xTMT6plex [N-Term; K7] 0.945 0.895 0.709 2.762313604 27.6 0 1309.740389 2 655.3737793 -0.081547649 -5.34E-05 37.56029259ISLISEK 4 24233517 2xTMT6plex [N-Term; K7] 0.757 1.009 2.980565071 26.35 0 1247.79751 2 624.3994141 -4.775017544 -0.002979127 53.04842649VENQYQLLK 2 24233517 2xTMT6plex [N-Term; K9] 1.6694839 11.04 0 1592.941214 2 796.9746094 0.457267345 0.0003642 60.14866033SLEEMNINTDIFK 2 24233517 2xTMT6plex [N-Term; K13] 1.66805625 3.72 0 2012.077449 2 1006.542358 -0.004375142 -4.40E-06 80.95596266DEDLTNK 2 24233517 2xTMT6plex [N-Term; K7] 0.874 3.423030853 32.07 0 1292.709817 2 646.8563843 -3.345650552 -0.002162478 37.3125277987196351 DDX3X ATP-dependent RNA helicase DDX3X isoform 1 1654 NP_001347.3 19.03323263 1 10 11 106 662 73.198 7.18 1.3 1.53 1.62 1.48 Significant 0.0041 VVWVEESDKR 62 87196351 2xTMT6plex [N-Term; K9] 1.529 1.63 4.051963806 34.47 1 1704.968491 3 568.9943848 0.064515488 3.67E-05 43.04289794KQYPISLVLAPTR 2 87196351 2xTMT6plex [N-Term; K1] 1.955 4.120213985 30.5 1 1944.204639 3 648.7401123 0.588798134 0.000381581 65.70699936HVINFDLPSDIEEYVHR 2 87196351 1xTMT6plex [N-Term] 1.874 3.166521311 16.01 0 2312.187261 4 578.7997437 -4.375286031 -0.00252912 91.8545745DLLDLLVEAK 6 87196351 2xTMT6plex [N-Term; K10] 0.882 1.314 3.007006168 37.84 0 1586.976931 2 793.9917603 -0.432660472 -0.000343311 98.52877455ELAVQIYEEAR 3 87196351 1xTMT6plex [N-Term] 1.441 3.339685917 38.24 0 1549.842338 2 775.4254761 0.862731908 0.000668549 70.13087574YLVLDEADR 9 87196351 1xTMT6plex [N-Term] 1.428 3.14 1.204 3.572650909 44.62 0 1322.715347 2 661.8612061 -0.159997104 -0.000105815 57.72961072GCHLLVATPGR 2 87196351 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.326 3.665081501 40.7 0 1409.78847 2 705.3989868 1.579962427 0.001113706 36.39982799QSSGASSSSFSSSR 2 87196351 1xTMT6plex [N-Term] 100 2.177890301 29.17 0 1590.755708 2 795.8832397 2.196888039 0.001747356 25.88585456SFLLDLLNATGK 4 87196351 2xTMT6plex [N-Term; K12] 2.158461809 21.65 0 1750.051492 2 875.5282593 -1.285930912 -0.001125223 102.9041399MLDMGFEPQIR 10 87196351 1xTMT6plex [N-Term] 1.302 0.01 1.498 3.182462692 33.69 0 1565.801736 2 783.40448 -0.033649894 -2.63E-05 68.74450247GLDISNVK 4 87196351 2xTMT6plex [N-Term; K8] 1.199 1.35 3.095177174 31.16 0 1303.798572 2 652.3970337 -9.036363007 -0.005890799 48.245087995803167 SF3A3 splicing factor 3A subunit 3 isoform 1 10946 NP_006793.1 25.3493014 1 9 9 40 501 58.812 5.38 1.47 1.53 1.44 1.48 Significant 0.00032 WQPDTEEEYEDSSGNVVNK 3 5803167 2xTMT6plex [N-Term; K19] 1.866 3.997712135 41.22 0 2684.27279 3 895.4280396 -1.201337535 -0.001074906 66.76401667ETSSALTHAGAHLDLSAFSSWEELASLGLDR 8 5803167 1xTMT6plex [N-Term] 1.495 1.255 3.17 8.651971817 37.68 0 3500.749506 4 875.9439697 1.297669611 0.001135704 99.74508313YLDLHDCYLK 6 5803167 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.474 100 100 3.070499182 25.5 0 1797.960963 3 599.9914551 -0.640261746 -0.000383722 63.20269938YMEVSGNLR 6 5803167 1xTMT6plex [N-Term] 1.176 1.424 1.428 3.87505722 56.47 0 1297.677188 2 649.3364258 -8.948749051 -0.005806294 45.04369484VKPLQDQNELFGK 4 5803167 3xTMT6plex [N-Term; K2; K13] 1.853 3.141957283 13.21 0 2203.305365 3 735.1056519 -1.344445324 -0.000987408 65.13942345SLESLDTSLFAK 4 5803167 2xTMT6plex [N-Term; K12] 100 2.088926315 15.02 0 1769.009687 2 885.0075073 -1.10178117 -0.000974531 75.18150175LMDVMAK 2 5803167 2xTMT6plex [N-Term; K7] 1.31 3.20751071 35.87 0 1265.736172 2 633.3724976 1.221895385 0.000773299 64.52384223IQAEFEK 6 5803167 2xTMT6plex [N-Term; K7] 1.521 1.571 1.375 3.267604828 40.04 0 1322.772023 2 661.8897705 0.18228812 0.000120563 46.83809181KEELNAISGPNEFAEFYNR 1 5803167 2xTMT6plex [N-Term; K1] 100 1.136937022 1.38 1 2686.387701 3 896.1340332 -0.057497518 -5.15E-05 65.301518329826282 PPM1G protein phosphatase 1G 5496 NP_817092.1 21.79487179 1 8 8 30 546 59.235 4.36 1.17 1.35 1.2 1.24 Significant 0.002 ALDMSYDHKPEDEVELAR 10 29826282 2xTMT6plex [N-Term; K9] 1.261 1.24 1.198 6.045205593 56.56 0 2576.306673 4 644.8319092 -0.336334668 -0.000216625 48.82879218VSMEDAHNCIPELDSETAMFSVYDGHGGEEVALYCAK 3 29826282 2xTMT6plex [N-Term; K37]; 2xCarbamidomethyl [C9; C35] 100 3.249799252 9.6 0 4590.097357 4 1148.282593 2.436650659 0.002796116 86.71821878ELAQIAGRPTEDEDEKEK 5 29826282 3xTMT6plex [N-Term; K16; K18] 1.394 2.15 3.975007534 10.14 1 2745.487364 4 687.1274414 0.208307278 0.000142976 49.04138207ALEDAFLAIDAK 4 29826282 2xTMT6plex [N-Term; K12] 1.734632611 26.58 0 1735.004208 2 868.0049438 -0.920317473 -0.000798377 96.80151983LTTEEVIK 2 29826282 2xTMT6plex [N-Term; K8] 1.217 3.279701233 24.01 0 1390.855753 2 695.9303589 -1.662053421 -0.001155838 46.72279388QLIVANAGDSR 2 29826282 1xTMT6plex [N-Term] 0.887 2.202629089 7.36 0 1372.774593 2 686.8910522 0.170874511 0.000117286 46.93976593AIGDHFYK 2 29826282 2xTMT6plex [N-Term; K8] 1.164 2.828044176 29.45 0 1408.798907 3 470.2713318 0.380026791 0.00017846 49.2785596YLPDIIK 2 29826282 2xTMT6plex [N-Term; K7] 1.441 2.679685116 25.02 0 1319.833895 2 660.4205322 -0.081409392 -5.37E-05 73.9091792670166852 ADAR double-stranded RNA-specific adenosine deaminase isoform a 103 NP_001102.2 11.25611746 1 12 12 47 1226 135.882 8.6 0.73 1.02 0.98 0.91 Significant 0.0098 GETVNDCHAEIISR 6 70166852 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.045 1.508 1.492 5.16607523 42.27 0 1829.901327 3 610.6395264 1.474971095 0.000899684 36.57368616AIMEMPSFYSHGLPR 4 70166852 1xTMT6plex [N-Term] 0.493 0.517 3.939774513 46.09 0 1964.99239 3 655.668335 -0.986541829 -0.000646182 72.93583277SEESSHYSTEK 4 70166852 2xTMT6plex [N-Term; K11] 1.001 0.888 3.65150547 33.77 0 1741.864479 3 581.293457 0.76840866 0.000446155 26.49461883ICDYLFNVSDSSALNLAK 2 70166852 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C2] 100 2.717685699 14.41 0 2488.315782 3 830.1104126 0.362772674 0.000300898 98.50818618QEAADAALR 6 70166852 1xTMT6plex [N-Term] 0.882 0.938 1.109 3.301694632 67.7 0 1173.642517 2 587.324646 -0.427061738 -0.000250609 29.16000898AMTILLEEAK 6 70166852 2xTMT6plex [N-Term; K10] 0.609 0.669 1.355 2.826892376 34.68 0 1576.938437 2 788.9719849 -1.105587509 -0.000871722 77.91957273ETSVNWCLADGYDLEILDGTR 6 70166852 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.84 0.916 0.241 2.43430233 5.33 0 2656.276212 3 886.0997925 3.242121948 0.002870657 93.83870052VLIGENEK 4 70166852 2xTMT6plex [N-Term; K8] 0.76 0.8 3.145125389 35.36 0 1359.824787 2 680.4160156 -0.023863369 -1.62E-05 50.61297912DINAVLIDMER 3 70166852 1xTMT6plex [N-Term] 2.278224468 23.4 0 1517.819495 2 759.4129639 -0.555675841 -0.000421708 72.57892661SPEAQPK 2 70166852 2xTMT6plex [N-Term; K7] 0.759 2.038403749 26.91 0 1214.714508 2 607.861145 0.415726542 0.000252495 28.17367571GDSLSLK 2 70166852 2xTMT6plex [N-Term; K7] 1.199 2.661238194 38.64 0 1177.719259 2 589.3638916 1.058930738 0.000623562 47.51741123LTECQLK 2 70166852 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.496 2.163718939 14.28 0 1349.786293 2 675.3960571 -1.078535317 -0.000727896 45.4574749325777730 ALDH1B1 aldehyde dehydrogenase X, mitochondrial precursor 219 NP_000683.3 36.17021277 1 12 14 63 517 57.213 6.99 1.18 0.8 1.37 1.12 Significant 0.022 TFPTVNPTTGEVIGHVAEGDR 6 25777730 1xTMT6plex [N-Term] 1.354 0.567 1.44 3.489746809 29.83 0 2426.251318 3 809.421814 -0.176925393 -0.000143088 55.23112987VAFTGSTEVGHLIQK 4 25777730 2xTMT6plex [N-Term; K15] 1.166 0.866 4.291704655 39.86 0 2045.179546 3 682.3970947 -1.376583448 -0.000938453 61.79086242YFAGWADK 6 25777730 2xTMT6plex [N-Term; K8] 1.244 1.206 1.313 4.005849361 47.61 0 1415.772358 2 708.3850098 -6.791154452 -0.004807364 62.09491434VYLASLETLDNGKPFQESYALDLDEVIK 2 25777730 3xTMT6plex [N-Term; K13; K28] 1.861005187 14.21 0 3858.103148 3 1286.703369 -1.968321694 -0.002531329 104.7298432VAEQTPLSALYLASLIK 6 25777730 2xTMT6plex [N-Term; K17] 1.769688487 7.64 0 2275.367741 2 1138.186401 -0.973361618 -0.001107378 99.38822066VTLELGGK 12 25777730 2xTMT6plex [N-Term; K8] 1.356 1.403 1.57 3.598306894 43.22 0 1274.808409 2 637.9078979 0.086670622 5.52E-05 53.78768884LADLVER 6 25777730 1xTMT6plex [N-Term] 1.122 0.722 1.25 2.622018099 22.54 0 1044.625076 2 522.815979 -0.377467664 -0.000197156 45.89044264KIEEVVER 4 25777730 2xTMT6plex [N-Term; K1] 0.811 1.585 2.910831451 11.72 1 1459.88845 3 487.3007507 -0.514404189 -0.000250324 35.73195089TFVEESIYNEFLER 4 25777730 1xTMT6plex [N-Term] 1.262191296 6.28 0 2005.011588 2 1003.008118 -1.311537775 -0.001314824 93.39242525KVGNPFELDTQQGPQVDKEQFER 2 25777730 3xTMT6plex [N-Term; K1; K18] 0.688 3.036207199 13.99 2 3376.810429 4 844.9524536 -6.646655874 -0.005611124 57.04685226LAPALATGNTVVMK 4 25777730 2xTMT6plex [N-Term; K14] 100 1.383 1.526521683 6.01 0 1844.107961 2 922.5562134 -1.524445557 -0.001405621 58.76003162LLCGGER 3 25777730 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.178 1.177 2.5869627 24.22 0 1033.566181 2 517.286377 -0.680821183 -0.000351837 43.36187982IEEVVER 2 25777730 1xTMT6plex [N-Term] 1.025 2.626685858 15.55 0 1102.630555 2 551.8189697 0.097832519 5.39E-05 45.6451377GFFIKPTVFGGVQDDMR 2 25777730 2xTMT6plex [N-Term; K5] 1.737696886 0 2372.283694 3 791.4318237 -1.170078689 -0.000925253 81.6277457621264341 SMS spermine synthase isoform 1 6611 NP_004586.2 47.81420765 1 13 13 44 366 41.242 5.02 1.22 1.16 1.21 1.19 Significant 0.00024 GLQSIFQEQGMAESVHTWQDHGYLATYTNK 2 21264341 2xTMT6plex [N-Term; K30] 100 3.275287151 23.33 0 3897.927042 4 975.2371826 -0.036388893 -3.55E-05 94.82488021TCGDVLDNLK 2 21264341 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.33 2.334458351 14.75 0 1592.871814 2 796.9388428 -0.88198756 -0.000702447 66.98354921LYCPVEFSK 4 21264341 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.121 1.47 2.969423294 33.28 0 1600.880922 2 800.942627 -1.839445838 -0.001472367 63.75230249IYPHGLVLLDLQSYDGDAQGKEEIDSILNK 2 21264341 3xTMT6plex [N-Term; K21; K30] 1.078 2.116350889 3.53 1 4031.194423 4 1008.554626 0.55896321 0.000563322 92.77268383GDCYQVLIEDCIPVLK 4 21264341 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C3; C11] 100 1.981588125 15.49 0 2380.265661 2 1190.635986 -0.405376495 -0.000482452 90.47649234EFDYVINDLTAVPISTSPEEDSTWEFLR 2 21264341 1xTMT6plex [N-Term] 1.300954103 5.11 0 3502.710327 3 1168.23938 -1.924324575 -0.002246784 117.1146997KTCGDVLDNLK 2 21264341 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C3] 1.251 3.100877285 14.82 1 1950.129709 3 650.7150269 0.41973434 0.000272845 59.7271566ADGETILK 2 21264341 2xTMT6plex [N-Term; K8] 1.2 3.512403011 36.73 0 1304.782588 2 652.8952637 0.507972559 0.000331397 47.85460621EEIDSILNK 4 21264341 2xTMT6plex [N-Term; K9] 1.76475811 14.82 0 1518.877945 2 759.9433594 0.985846167 0.00074869 59.45239591DVLILGGGDGGILCEIVK 6 21264341 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C14] 100 1.714746714 3.14 0 2286.314325 2 1143.651489 -8.145640417 -0.009311747 95.0649262LILDLSMK 4 21264341 2xTMT6plex [N-Term; K8] 1.669 1.525 2.265311241 24.62 0 1390.87438 2 695.9401245 -1.011914938 -0.000703723 105.3087622YWPTADGR 4 21264341 1xTMT6plex [N-Term] 1.157 1.126 2.926700115 29.89 0 1194.610488 2 597.809082 0.334169593 0.000199601 55.28033091ELSQDSTGR 6 21264341 1xTMT6plex [N-Term] 0.521 100 2.220556498 13.36 0 1221.62726 2 611.3175659 0.48691279 0.000297413 20.934275064507869 VASP vasodilator-stimulated phosphoprotein 7408 NP_003361.1 25 1 7 7 42 380 39.805 8.94 0.88 0.99 0.91 0.93 Significant 0.0013 SSSSVTTSETQPCTPSSSDYSDLQR 14 4507869 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.319 1.204 1.776 6.830935001 73.85 0 2936.326469 3 979.446228 -0.796351493 -0.000779449 38.70755155ATVMLYDDGNKR 8 4507869 2xTMT6plex [N-Term; K11] 0.996 0.912 0.929 5.066633224 33.35 1 1840.999139 3 614.3342285 -5.978760604 -0.003668964 42.10433601VQIYHNPTANSFR 2 4507869 1xTMT6plex [N-Term] 0.722 3.823943377 27.82 0 1775.939033 3 592.6520386 1.424453548 0.000843248 44.40945868VKEEIIEAFVQELR 8 4507869 2xTMT6plex [N-Term; K2] 1.679 100 1.083 3.3126719 15.03 1 2161.263276 3 721.0927124 0.142558769 0.000102702 98.30721995QVWGLNFGSK 2 4507869 2xTMT6plex [N-Term; K10] 2.276 2.732267141 37.46 0 1593.915333 2 797.461792 0.61106406 0.000486992 81.45146013VKQELLEEVK 2 4507869 3xTMT6plex [N-Term; K2; K10] 0.843 3.371503353 16.28 1 1902.187875 3 634.7352905 1.810043096 0.001147681 64.06395958QQPGPSEHIER 2 4507869 1xTMT6plex [N-Term] 1.15 4.030920506 35.12 0 1506.786221 3 502.9335632 -0.055822606 -2.80E-05 22.04046974ATVMLYDDGNKR 4 4507869 2xTMT6plex [N-Term; K11]; 1xOxidation [M4] 0.794 3.108602762 17.82 1 1856.994054 3 614.3342285 -5.978760604 -0.003668964 42.1043360167089149 PML protein PML isoform 1 5371 NP_150241.2 15.6462585 1 11 11 48 882 97.489 6.21 0.38 0.49 0.36 0.41 Significant 0.0096 GCSKPLCCSCALLDSSHSELK 2 67089149 3xTMT6plex [N-Term; K4; K21]; 4xCarbamidomethyl [C2; C7; C8; C10] 0.431 4.609176159 32.47 0 3096.555344 4 774.8936768 -0.796484634 -0.00061659 56.07380975KASPEAASTPR 2 67089149 2xTMT6plex [N-Term; K1] 0.304 2.503800869 29.86 1 1572.910976 3 524.9747925 -0.732411822 -0.000384006 26.95371682DPIDVDLPEEAER 6 67089149 1xTMT6plex [N-Term] 0.306 0.263 0.393 3.579430342 43.75 0 1726.869675 2 863.9376221 -0.988910396 -0.00085386 63.17791194VLDENLADPQAEDRPLVFFDLK 3 67089149 2xTMT6plex [N-Term; K22] 2.510647535 13.81 0 3002.623908 3 1001.544373 -1.779694821 -0.001781251 89.73247499ELLEAVDAR 11 67089149 1xTMT6plex [N-Term] 0.412 0.476 0.35 3.712673903 56.07 0 1244.704782 2 622.8555908 -0.704937739 -0.00043872 50.86971867QIVDAQAVCTR 4 67089149 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.455 0.398 3.896305084 44.76 0 1489.799428 2 745.4029541 -0.534660478 -0.000398268 45.58520698AETEELIR 4 67089149 1xTMT6plex [N-Term] 0.369 0.722 3.020706415 34.49 0 1189.662583 2 595.3343506 -0.974022501 -0.000579379 43.74774642APASEEEFQFLR 4 67089149 1xTMT6plex [N-Term] 0.01 2.389263868 15.55 0 1652.848152 2 826.9268188 -1.083574849 -0.000895492 62.31075173DYEEMASR 4 67089149 1xTMT6plex [N-Term] 0.4 0.428 2.602094889 23.85 0 1229.566968 2 623.2850342 0.729284821 0.000454185 28.61314127LQDLSSCITQGK 4 67089149 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.534643769 7.97 0 1807.998805 2 904.5021362 -1.000713638 -0.000904645 58.23355185DYEEMASR 2 67089149 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.362 1.846495748 28.14 0 1245.561883 2 623.2850342 0.729284821 0.000454185 28.61314127AEGVSTPLAGR 2 67089149 1xTMT6plex [N-Term] 0.336 3.308298826 20.01 0 1286.726581 2 643.8667603 -0.261619051 -0.000168316 40.0365018952487191 ERP44 endoplasmic reticulum resident protein 44 precursor 23071 NP_055866.1 28.07881773 1 10 11 76 406 46.941 5.26 0.85 0.84 0.85 0.85 Significant 0.000016 GTINFLHADCDK 12 52487191 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.048 0.993 1.009 3.859743595 44.66 0 1848.967839 3 616.9904785 -5.926053927 -0.003652361 48.49003539VANILHDDCAFLSAFGDVSKPER 5 52487191 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9] 0.795 3.320353746 23.04 0 3019.571161 4 755.6483154 0.089548726 6.76E-05 98.43672639VDCDQHSDIAQR 6 52487191 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.139 0.889 1.059 4.421228409 37.63 0 1672.791048 3 558.2684937 -0.072001203 -4.01E-05 15.85565019DLAEITTLDR 6 52487191 1xTMT6plex [N-Term] 0.77 0.915 1.706 3.777193546 53.14 0 1375.763026 2 688.3851318 -0.02796857 -1.92E-05 70.70403651QFVFDLHSGK 6 52487191 2xTMT6plex [N-Term; K10] 0.703 0.888 1.302 3.265171528 33.95 0 1635.925898 3 545.9807739 1.143381461 0.000623496 61.12161131HPLLHIQK 2 52487191 2xTMT6plex [N-Term; K8] 0.697 4.046077728 33.39 0 1443.920025 3 481.977478 -1.484907704 -0.000714696 36.9231646NIIGYFEQK 6 52487191 2xTMT6plex [N-Term; K9] 1.106 100 0.53 3.232773781 32.4 0 1569.9041 2 785.4568481 1.477599213 0.001159845 78.5639048TPADCPVIAIDSFR 6 52487191 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.169 100 3.010090351 25.83 0 1790.930836 2 895.97052 1.634529376 0.001463665 70.56782241GTINFLHADCDKFR 2 52487191 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 0.499 2.618681192 12.26 1 2152.137364 4 538.7894897 -0.573897208 -0.000308776 55.54304472AIADYLR 36 52487191 1xTMT6plex [N-Term] 0.733 0.692 0.789 2.573820353 26.05 0 1050.614511 2 525.8077393 -6.005194397 -0.003154572 49.82642851DVLIPGK 7 52487191 2xTMT6plex [N-Term; K7] 0.889 0.975 0.858 2.958339453 31.78 0 1199.77638 2 600.3918457 0.02862721 1.72E-05 59.919389445453880 ANP32A acidic leucine-rich nuclear phosphoprotein 32 family member A 8125 NP_006296.1 35.74297189 1 3 8 69 249 28.568 4.09 1 1.29 1.88 1.39 Significant 0.033 VSGGLEVLAEK 8 5453880 2xTMT6plex [N-Term; K11] 0.968 1.304 3.926079035 67.3 0 1559.940879 2 780.4744263 0.446529142 0.00034828 73.93369042LEGLTDEFEELEFLSTINVGLTSIANLPK 9 5453880 2xTMT6plex [N-Term; K29] 1.198 1.88 3.551791668 29.64 0 3650.982081 3 1217.66748 1.590590181 0.001935739 113.0726352SLDLFNCEVTNLNDYR 15 5453880 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.004 1.614 1.417 3.136609554 48.03 0 2202.069849 3 734.6950684 0.364796841 0.000267769 90.41984167LLPQLTYLDGYDR 4 5453880 1xTMT6plex [N-Term] 0.808 1.096 2.992161751 16.43 0 1795.979166 2 898.4926147 -0.675563411 -0.000606649 93.40540104LKDISTLEPLK 24 5453880 3xTMT6plex [N-Term; K2; K11] 0.661 0.674 0.342 3.573206186 20.56 1 1944.234825 3 648.7502441 0.696264596 0.000451234 76.4116799DLSTIEPLK 18 5453880 2xTMT6plex [N-Term; K9] 1.462 1.36 1.703 3.679416418 42.7 0 1473.892867 2 737.4503174 0.333515167 0.000245783 68.44833646ELVLDNSR 2 5453880 1xTMT6plex [N-Term] 1.008 2.949478388 45.57 0 1174.662918 2 587.8352661 0.287679604 0.000168963 44.24764102DISTLEPLKK 20 5453880 3xTMT6plex [N-Term; K9; K10] 1.904 2.7 1.922 2.390586853 11.61 1 1831.150762 3 611.0550537 -0.083912909 -5.12E-05 51.674258394502599 CBR1 carbonyl reductase [NADPH] 1 isoform 1 873 NP_001748.1 50.90252708 1 9 12 65 277 30.356 8.32 0.83 0.92 1.24 0.99 Significant 0.015 GQAAVQQLQAEGLSPR 4 4502599 1xTMT6plex [N-Term] 0.791 0.945 4.805981636 54.02 0 1882.03439 2 941.5200195 -0.864547167 -0.000813554 56.67045238DVCTELLPLIKPQGR 6 4502599 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 0.79 3.645487785 21.92 0 2197.27788 3 733.0960693 -1.923116882 -0.001408541 73.27664433VADPTPFHIQAEVTMK 4 4502599 2xTMT6plex [N-Term; K16] 0.74 1.492 2.913437366 24.65 0 2242.230596 3 748.0821533 0.584770782 0.000437064 67.92354958SCSPELQQK 2 4502599 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.268 3.998718739 50.97 0 1534.829949 2 767.9182129 -0.521151383 -0.000399939 36.25369151FHQLDIDDLQSIR 6 4502599 1xTMT6plex [N-Term] 0.675 1.049 1.651 3.699717522 25.81 0 1828.975478 3 610.3292236 -1.290389943 -0.000786697 60.8569221



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms GIGLAIVR 16 4502599 1xTMT6plex [N-Term] 0.85 0.904 0.911 2.629229069 43.79 0 1027.682531 2 514.3448486 -0.107430429 -5.52E-05 66.17305643ILLNACCPGWVR 6 4502599 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C7] 0.864 0.946 0.681 2.065313578 24.11 0 1687.897368 2 844.4528198 0.589300307 0.000497339 73.17603741KEYGGLDVLVNNAGIAFK 4 4502599 3xTMT6plex [N-Term; K1; K18] 0.578 1.454 1.921266437 16.28 1 2595.511334 3 865.8405762 -1.602425819 -0.001386371 78.31277137VVNVSSIMSVR 4 4502599 1xTMT6plex [N-Term] 3.271 100 2.334109545 24.04 0 1419.819101 2 710.413208 0.027275042 1.94E-05 64.05542532SETITEEELVGLMNK 4 4502599 2xTMT6plex [N-Term; K15] 1.597831488 6.31 0 2151.161907 2 1076.083984 -0.564643692 -0.00060732 103.5063946EYGGLDVLVNNAGIAFK 4 4502599 2xTMT6plex [N-Term; K17] 1.64299643 3.32 0 2238.253439 2 1119.62793 -2.169845878 -0.002428333 88.48238237IGVTVLSR 10 4502599 1xTMT6plex [N-Term] 0.754 0.658 2.417943239 25.32 0 1073.68801 2 537.3475952 -0.089877424 -4.83E-05 62.26403067148747351 PACSIN2 protein kinase C and casein kinase substrate in neurons protein 2 isoform A 11252 NP_009160.2 30.4526749 1 11 11 53 486 55.704 5.2 0.87 0.92 1.01 0.93 Significant 0.0019 ALYDYEGQEHDELSFK 6 148747351 2xTMT6plex [N-Term; K16] 0.999 0.906 0.418 5.771400452 69.58 0 2402.191627 3 801.4016113 -0.560390607 -0.000448722 69.41394953ELDQGTPQYMENMEQVFEQCQQFEEK 2 148747351 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C20] 2.487273693 13.02 0 3723.701719 4 931.6812134 0.350413573 0.000326209 95.53584293AIYHDLEQSIR 11 148747351 1xTMT6plex [N-Term] 0.802 1.016 1.018 3.623453617 33.85 0 1573.853572 3 525.2893066 -0.13035401 -6.84E-05 60.48715242MEDEDEQGWCK 2 148747351 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.948 2.929790497 20.87 0 1884.85082 2 942.9279785 -1.135277512 -0.001069914 52.59560443ADPSLNPEQLK 8 148747351 2xTMT6plex [N-Term; K11] 1.03 0.998 3.178887367 34.33 0 1669.952507 2 835.4810791 1.422174053 0.001187482 57.45716691GPQYGTVEK 4 148747351 2xTMT6plex [N-Term; K9] 0.975 0.973 3.739621878 44.02 0 1436.814951 2 718.9121704 1.470996882 0.001056775 34.00419683ASLMNDDFEK 5 148747351 2xTMT6plex [N-Term; K10] 1.035 100 3.261362553 28.34 0 1627.840179 2 814.4234009 -0.401686969 -0.000326941 66.03693112AADAVEDLR 6 148747351 1xTMT6plex [N-Term] 1.173 0.803 1 3.252321482 52.39 0 1188.642182 2 594.8250732 0.578512512 0.000343822 42.44554987AYAQQLTEWAR 5 148747351 1xTMT6plex [N-Term] 0.627 1.094 1.827058673 16.85 0 1565.827357 2 783.4174805 0.208967801 0.000163604 66.69066369AWMAFMSEAER 2 148747351 1xTMT6plex [N-Term] 1.291507006 11.07 0 1557.739136 2 779.3731689 -0.047838161 -3.73E-05 86.308165ANHGPGMAMNWPQFEEWSADLNR 2 148747351 1xTMT6plex [N-Term] 1.398219705 0 2887.324182 3 963.1109619 -2.025913075 -0.001949823 80.294927295902076 SRSF1 serine/arginine-rich splicing factor 1 isoform 1 6426 NP_008855.1 35.88709677 1 11 11 66 248 27.728 10.36 1.15 1.17 1.18 1.17 Significant 0.000057 EAGDVCYADVYR 12 5902076 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.041 1.171 1.167 4.156491756 78.47 0 1646.768187 2 823.8877563 0.029503432 2.43E-05 50.31026622SHEGETAYIR 14 5902076 1xTMT6plex [N-Term] 1.132 1.208 1.203 4.903619766 51.2 0 1391.711659 2 696.3601074 0.919395726 0.000639767 25.93791366DGYDYDGYR 6 5902076 1xTMT6plex [N-Term] 1.568 1.48 1.593 3.705892324 41.77 0 1352.595626 2 676.802124 0.994773936 0.000672763 35.52841773DAEDAVYGR 6 5902076 1xTMT6plex [N-Term] 1.448 1.067 3.253988266 43.53 0 1224.605797 2 612.8059082 -1.026382329 -0.000628457 34.6829492TKDIEDVFYK 3 5902076 3xTMT6plex [N-Term; K2; K10] 1.043 2.544374943 11.07 1 1945.124941 3 649.0460205 -0.736408512 -0.000477469 59.45165603DIEDVFYK 4 5902076 2xTMT6plex [N-Term; K8] 100 1.155 2.985235214 28.39 0 1486.819367 2 743.913147 -0.235391531 -0.000174992 64.35968068EDMTYAVR 4 5902076 1xTMT6plex [N-Term] 1.316 1.216 2.939177036 43.16 0 1213.608439 2 607.3069458 -1.503210079 -0.000912154 45.41883471KEDMTYAVR 4 5902076 2xTMT6plex [N-Term; K1] 0.98 1.023 3.277620792 19.79 1 1570.866334 3 524.2935791 -0.095613044 -5.01E-05 36.89413979GGPPFAFVEFEDPR 7 5902076 1xTMT6plex [N-Term] 100 100 1.78543365 12.06 0 1793.906001 2 897.4559937 -0.719427501 -0.000645293 77.8100151VVVSGLPPSGSWQDLK 2 5902076 2xTMT6plex [N-Term; K16] 1.077258587 0 2127.221411 2 1064.112305 -1.917202872 -0.002039157 83.58035691GGPPFAFVEFEDPRDAEDAVYGR 4 5902076 1xTMT6plex [N-Term] 0.01 1.818055868 0.64 1 2770.331025 3 924.1159058 0.772241706 0.000713122 86.632191875454088 ANP32B acidic leucine-rich nuclear phosphoprotein 32 family member B 10541 NP_006392.1 32.27091633 1 5 10 76 251 28.77 4.06 1.1 1.34 1.27 1.24 Significant 0.0033 SLDLFNCEVTNLNDYR 15 5454088 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.004 1.614 1.417 3.136609554 48.03 0 2202.069849 3 734.6950684 0.364796841 0.000267769 90.41984167LLPQLTYLDGYDR 4 5454088 1xTMT6plex [N-Term] 0.808 1.096 2.992161751 16.43 0 1795.979166 2 898.4926147 -0.675563411 -0.000606649 93.40540104IFGGLDMLAEKLPNLTHLNLSGNK 2 5454088 3xTMT6plex [N-Term; K11; K24]; 1xOxidation [M7] 0.602 4.005482674 46.56 1 3298.880029 6 550.6564331 6.725319689 0.00369767 60.96381768IFGGLDMLAEK 2 5454088 2xTMT6plex [N-Term; K11] 1.228 2.928456783 36.4 0 1651.949336 2 826.4777832 -0.633066479 -0.000522897 100.0790486LKDISTLEPLK 24 5454088 3xTMT6plex [N-Term; K2; K11] 0.661 0.674 0.342 3.573206186 20.56 1 1944.234825 3 648.7502441 0.696264596 0.000451234 76.4116799DLSTIEPLK 18 5454088 2xTMT6plex [N-Term; K9] 1.462 1.36 1.703 3.679416418 42.7 0 1473.892867 2 737.4503174 0.333515167 0.000245783 68.44833646ELVLDNCK 6 5454088 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.516 1.365 1.238 3.630875111 35.09 0 1448.818322 2 724.9124146 -0.530983372 -0.000384649 45.55464148LPNLTHLNLSGNK 6 5454088 2xTMT6plex [N-Term; K13] 0.706 1.404 2.614565372 23.4 0 1879.116552 3 627.0431519 -0.878004928 -0.000549958 73.06959634DISTLEPLKK 20 5454088 3xTMT6plex [N-Term; K9; K10] 1.904 2.7 1.922 2.390586853 11.61 1 1831.150762 3 611.0550537 -0.083912909 -5.12E-05 51.67425839KLELSENR 10 5454088 2xTMT6plex [N-Term; K1] 1.437 1.555 1.359 3.082778215 26.02 1 1446.868049 2 723.9381714 0.703121089 0.000508662 36.529707565454064 RBM14 RNA-binding protein 14 isoform 1 10432 NP_006319.1 16.14349776 1 8 8 40 669 69.449 9.67 1.12 1.14 0.93 1.06 Significant 0.0039 AQPSVSLGAAYR 4 5454064 1xTMT6plex [N-Term] 0.985 0.967 4.167221546 51.14 0 1448.805893 2 724.9076538 1.475406193 0.001068789 31.8993742AQPSASLGVGYR 12 5454064 1xTMT6plex [N-Term] 1.089 1.125 0.979 4.422194958 64.09 0 1434.790243 2 717.8981323 -0.874923403 -0.000627666 37.88961889IFVGNVDGADTTPEELAALFAPYGTVMSCAVMK 4 5454064 2xTMT6plex [N-Term; K33]; 1xCarbamidomethyl [C29] 1.528 6.349155903 52.2 0 3932.98884 4 984.0023193 -0.353976659 -0.000348047 119.7816751ASYVAPLTAQPATYR 8 5454064 1xTMT6plex [N-Term] 0.964 1.108 3.446205854 34.55 0 1838.000964 2 919.5042725 0.165436189 0.000152036 52.36931325YSGSYNDYLR 2 5454064 1xTMT6plex [N-Term] 0.7 3.078635693 26.91 0 1466.711324 2 733.8587646 -0.73064352 -0.000535822 53.16892285VIECDVVK 4 5454064 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.373 1.288 3.708690166 44.75 0 1419.828158 2 710.4165649 -1.623398701 -0.001152474 55.34174693AAQMHSGYQR 2 5454064 1xTMT6plex [N-Term] 0.997 2.368337631 17.98 0 1377.689484 3 459.901123 -0.484608022 -0.000222546 20.89814367LAELSDYR 4 5454064 1xTMT6plex [N-Term] 1.993490696 29.74 0 1195.652019 2 598.3295288 -0.198764196 -0.000118826 48.660603274506221 PSMD12 26S proteasome non-ATPase regulatory subunit 12 isoform 1 5718 NP_002807.1 22.5877193 1 9 9 43 456 52.871 7.65 1.17 1.14 1.06 1.12 Significant 0.00085 AIYDTPCIQAESEK 4 4506221 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 1.538 1.396 3.456201077 49.05 0 2083.078178 2 1042.042603 -0.119564344 -0.000124531 61.36796074EAASILQELQVETYGSMEK 2 4506221 2xTMT6plex [N-Term; K19] 2.04 4.630213261 61.06 0 2584.35804 3 862.1239014 -0.344119671 -0.000296443 98.24871707TASDMVSTSR 4 4506221 1xTMT6plex [N-Term] 1.875 1.844 4.071274757 50.88 0 1283.646281 2 642.3268433 0.100209411 6.43E-05 28.35751091MEVDYSATVDQR 6 4506221 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.177 1.2 1.349 3.114518642 45.9 0 1658.789317 2 829.897644 -0.786980028 -0.000652717 35.88315124DPNNLLNDWSQK 4 4506221 2xTMT6plex [N-Term; K12] 2.106 2.84299016 25.63 0 1902.012147 2 951.5084839 -1.291004669 -0.001227753 72.67123597VEFILEQMR 4 4506221 1xTMT6plex [N-Term] 100 1.558 3.277323008 31.01 0 1393.771088 2 697.3880005 -1.695783087 -0.001181767 92.52965935MEVDYSATVDQR 2 4506221 1xTMT6plex [N-Term] 2.345 2.26561594 37.06 0 1642.794402 2 829.897644 -0.786980028 -0.000652717 35.88315124WSTLVEDYGMELR 2 4506221 1xTMT6plex [N-Term] 100 2.25788331 21.54 0 1827.914851 2 914.4602661 -0.872985651 -0.000797872 92.73988591TASDMVSTSR 4 4506221 1xTMT6plex [N-Term]; 1xOxidation [M5] 100 0.952 1.565820336 29.07 0 1299.641196 2 642.3268433 0.100209411 6.43E-05 28.35751091IYVEIER 4 4506221 1xTMT6plex [N-Term] 1.403 1.449 2.746305704 31.68 0 1150.66694 2 575.8378906 1.359342087 0.000782075 48.67543916KLEEIPK 7 4506221 3xTMT6plex [N-Term; K1; K7] 1.049 1.069 1.022 3.429546118 24.53 1 1544.002641 2 772.5054321 0.613164633 0.000473364 42.012825244557741 PAFAH1B1 platelet-activating factor acetylhydrolase IB subunit alpha 5048 NP_000421.1 33.65853659 1 10 11 63 410 46.608 7.37 1.1 1.22 1.22 1.18 Significant 0.0011 EEFTSGGPLGQK 6 4557741 2xTMT6plex [N-Term; K12] 0.58 1.542 1.254 3.96917057 55.42 0 1707.931771 2 854.4690552 -0.548867615 -0.000468714 48.98690832MVRPNQDGTLIASCSNDQTVR 6 4557741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.419 1.731 1.197 6.684013367 51.78 0 2591.286734 3 864.4257813 -9.240061968 -0.007981217 42.45707771TMHGHDHNVSSVAIMPNGDHIVSASR 2 4557741 1xTMT6plex [N-Term] 0.857 5.500808716 4.7 0 2998.457321 4 750.3660889 -4.934431164 -0.00369892 39.50663166EAELDVNEELDKK 2 4557741 3xTMT6plex [N-Term; K12; K13] 1.176 3.448911428 20.78 1 2219.237404 3 740.418335 1.373270299 0.001015871 56.39032632LLASCSADMTIK 2 4557741 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.216 2.431588173 29.09 0 1767.974899 2 884.4916382 0.622812681 0.000550559 71.82567682VWDYETGDFER 7 4557741 1xTMT6plex [N-Term] 0.919 100 2.866457701 30.23 0 1645.769567 2 823.3893433 1.119545211 0.000921257 68.85273756EWIPRPPEK 4 4557741 2xTMT6plex [N-Term; K9] 0.79 0.882 3.007187128 16.9 0 1609.946633 3 537.3204346 0.072648953 3.90E-05 48.31454783LWDFQGFECIR 6 4557741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 100 0.641 2.443934679 21.67 0 1699.846378 2 850.4260864 -0.871883751 -0.000741034 95.16428543FILSCADDK 6 4557741 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.288 0.984 1.49 2.61496973 37.4 0 1526.828886 2 763.911499 -8.622454842 -0.006582507 61.92283927VWVVATK 4 4557741 2xTMT6plex [N-Term; K7] 1.272 100 3.292372704 36.66 0 1260.808015 2 630.9077148 0.109562676 6.91E-05 67.52308991AIADYLR 36 4557741 1xTMT6plex [N-Term] 0.733 0.692 0.789 2.573820353 26.05 0 1050.614511 2 525.8077393 -6.005194397 -0.003154572 49.8264285120070220 PRMT5 protein arginine N-methyltransferase 5 isoform a 10419 NP_006100.2 28.4144427 1 11 11 45 637 72.638 6.29 1.3 1.02 1.38 1.23 Significant 0.0077 DDIIENAPTTHTEEYSGEEK 6 20070220 2xTMT6plex [N-Term; K20] 1.608 1.901 1.555 5.590659142 56.2 0 2736.32522 3 912.7818604 2.122644138 0.001936082 48.94034541ADIIVSELLGSFADNELSPECLDGAQHFLK 4 20070220 2xTMT6plex [N-Term; K30]; 1xCarbamidomethyl [C21] 100 2.493192673 19.98 0 3746.935148 4 937.4884033 -0.89791486 -0.000841107 111.2653511YSQYQQAIYK 4 20070220 2xTMT6plex [N-Term; K10] 1.113 1.382 4.200481415 52.43 0 1749.957592 2 875.4820557 -0.43276013 -0.000378656 53.73427878EKDRDPEAQFEMPYVVR 4 20070220 2xTMT6plex [N-Term; K2] 0.31 100 4.72555542 7.29 2 2567.332829 4 642.588562 -0.159855832 -0.000102601 63.34866192DWNTLIVGK 8 20070220 2xTMT6plex [N-Term; K9] 1.245 100 100 3.113637447 40.43 0 1503.893535 2 752.449585 -1.091844659 -0.000821009 71.89115214AAILPTSIFLTNK 4 20070220 2xTMT6plex [N-Term; K13] 0.79 1.003 1.929861665 18.57 0 1847.140642 2 924.0734253 -0.57805239 -0.000533872 82.02933208KVWYEWAVTAPVCSAIHNPTGR 2 20070220 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C13] 2.327 2.486273289 4.59 1 3000.591837 4 750.904541 1.498628519 0.001124193 77.15192905GPLVNASLR 2 20070220 1xTMT6plex [N-Term] 1.053 2.803156376 24.8 0 1155.704723 2 578.3568115 1.40473327 0.000811728 41.88145001VPLVAPEDLR 4 20070220 1xTMT6plex [N-Term] 1.448 1.426 3.47982049 38.09 0 1337.799017 2 669.4039917 1.262961339 0.000844794 64.79676156LSPWIRPDSK 3 20070220 2xTMT6plex [N-Term; K10] 1.158 1.243 3.495136738 8.31 0 1656.983747 3 552.9997559 0.583637665 0.000322359 50.00086757GYEDYLQSPLQPLMDNLESQTYEVFEKDPIK 4 20070220 3xTMT6plex [N-Term; K27; K31] 1.017442346 2.46 1 4377.245531 4 1095.065674 -1.065962023 -0.001166494 113.27639226912494 MAPRE1 microtubule-associated protein RP/EB family member 1 22919 NP_036457.1 50.37313433 1 10 10 44 268 29.98 5.14 1.43 0.98 1.78 1.4 Significant 0.026 KPLTSSSAAPQRPISTQR 3 6912494 2xTMT6plex [N-Term; K1] 1.21 3.406001091 17.84 0 2383.382162 4 596.6022949 2.176628483 0.001296934 33.56350542IEQLCSGAAYCQFMDMLFPGSIALK 3 6912494 2xTMT6plex [N-Term; K25]; 2xCarbamidomethyl [C5; C11] 3.855 100 4.796858788 49.98 0 3308.65919 3 1103.55896 0.94796491 0.001045498 119.7153184HDMLAWINESLQLNLTK 2 6912494 2xTMT6plex [N-Term; K17] 100 3.027601957 18.61 0 2484.368486 3 828.7944946 0.179030092 0.000148259 105.415489FQDNFEFVQWFK 4 6912494 2xTMT6plex [N-Term; K12] 1.956181049 15.71 0 2093.089669 2 1047.047729 -0.710129932 -0.000743183 98.82287642LEHEYIQNFK 8 6912494 2xTMT6plex [N-Term; K10] 1.457 0.95 4.107470989 37.18 0 1778.984141 3 593.6663818 0.253598558 0.000150383 62.2463697FFDANYDGK 3 6912494 2xTMT6plex [N-Term; K9] 1.62 100 3.685131311 37.81 0 1534.794215 2 767.9008789 0.173314766 0.000133001 71.54136431LTVEDLEK 6 6912494 2xTMT6plex [N-Term; K8] 1.617 100 0.666 2.698048592 32.14 0 1404.835017 2 702.9206543 -0.70143201 -0.000492698 54.59723479LTVEDLEKER 1 6912494 2xTMT6plex [N-Term; K8] 3.245091677 1 1689.978721 3 563.9983521 1.054192175 0.000593854 59.50833242IVDILYATDEGFVIPDEGGPQEEQEEY 10 6912494 1xTMT6plex [N-Term] 2.27 1.729088187 9.25 0 3284.55718 3 1095.525024 1.016813532 0.001113261 119.7190123ILQAGFK 4 6912494 2xTMT6plex [N-Term; K7] 100 100 2.632511139 35.6 0 1234.792365 2 617.9003906 0.923037777 0.00056988 62.74605755195539395 PSMC6 26S protease regulatory subunit 10B 5706 NP_002797.3 37.46898263 1 11 11 48 403 45.768 7.78 0.91 0.9 0.68 0.83 Significant 0.0081 MIMATNRPDTLDPALLRPGR 3 195539395 1xTMT6plex [N-Term] 0.833 100 3.541808367 5.89 0 2467.347484 4 617.5916138 -1.158556666 -0.00071464 59.67139081DHQPCIIFMDEIDAIGGR 3 195539395 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.097 4.411376476 21.34 0 2316.131403 3 772.7160034 0.886859832 0.000684695 91.73741118GCLLYGPPGTGK 2 195539395 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 0.972 3.471681595 29.11 0 1677.939834 2 839.4742432 0.819980608 0.000687939 55.76832689AVASQLDCNFLK 6 195539395 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 0.607 1.369 0.991 2.913924694 29.19 0 1824.008976 2 912.5076904 -0.47789821 -0.000435845 76.47004455VVSSSIVDK 2 195539395 2xTMT6plex [N-Term; K9] 1.055 4.219988823 45.81 0 1391.851002 2 696.4284058 -1.053917812 -0.000733448 45.78240402ALQSVGQIVGEVLK 7 195539395 2xTMT6plex [N-Term; K14] 3.986 3.045111418 27.43 0 1899.167919 2 950.086853 -0.784341025 -0.000744798 104.5303813FSEGTSADR 4 195539395 1xTMT6plex [N-Term] 0.973 1.05 3.674835205 42.18 0 1198.590147 2 599.7990112 0.499921461 0.0002996 28.92735692KIHIDLPNEQAR 6 195539395 2xTMT6plex [N-Term; K1] 0.86 0.753 0.654 4.281973839 20.73 1 1892.111801 3 631.3745117 -1.490003787 -0.000939751 44.39211044EVIELPLTNPELFQR 9 195539395 1xTMT6plex [N-Term] 1.467327833 13.34 0 2027.137458 2 1014.071045 -1.304487883 -0.001322188 86.67291893IHIDLPNEQAR 2 195539395 1xTMT6plex [N-Term] 0.839 2.410035849 20.24 0 1534.853906 3 512.2894287 -0.112920967 -5.78E-05 46.85700724EVDPLVYNMSHEDPGNVSYSEIGGLSEQIR 4 195539395 1xTMT6plex [N-Term] 100 1.735172987 4.57 0 3563.716157 3 1188.57019 -5.651151789 -0.006713034 83.1238977816306548 SARS serine--tRNA ligase, cytoplasmic 6301 NP_006504.2 33.65758755 1 12 12 52 514 58.74 6.43 1.36 1.27 1.28 1.3 Significant 0.00048 ELVSCSNCTDYQAR 10 16306548 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 1.387 1.278 1.194 4.366773605 61.67 0 1931.878877 2 966.4429932 -0.08663166 -8.37E-05 36.93343183EVMQEVAQLSQFDEELYK 7 16306548 2xTMT6plex [N-Term; K18] 100 100 2.177577972 16.28 0 2644.35804 3 882.1236572 -0.613286963 -0.000540583 106.4636039KKEPVGDDESVPENVLSFDDLTADALANLK 2 16306548 4xTMT6plex [N-Term; K1; K2; K30] 0.01 2.769095659 22.4 2 4146.262786 4 1037.320557 -0.576159212 -0.000597227 101.4406376EIGNLLHPSVPISNDEDVDNKVER 2 16306548 2xTMT6plex [N-Term; K21] 100 2.352440357 9.37 1 3147.668626 4 787.6651001 -9.548616116 -0.00751397 57.93023668LLIDEAILK 6 16306548 2xTMT6plex [N-Term; K9] 100 1.54 0.562 2.291980267 36.43 0 1485.965638 2 743.4849854 -1.980891617 -0.001471768 81.03836484KLDLEAWFPGSGAFR 4 16306548 2xTMT6plex [N-Term; K1] 1.338 2.915142775 12.6 1 2152.195531 3 718.0698242 -0.28404192 -0.000203771 92.76231498VLDLDLFR 4 16306548 1xTMT6plex [N-Term] 1.756 1.568 100 40.43 0 1219.72479 2 610.3649292 -1.810171918 -0.001103956 92.87792873FKDPGLVDQLVK 6 16306548 3xTMT6plex [N-Term; K2; K12] 1.278 1.964 0.738 2.657445192 19.13 1 2046.256624 3 682.7581787 1.641706506 0.001119784 71.15335977DEWLRPEDLPIK 2 16306548 2xTMT6plex [N-Term; K12] 100 1.543405056 0 1969.115883 3 657.0435791 0.152659724 0.000100202 64.445781YLIATSEQPIAALHR 2 16306548 1xTMT6plex [N-Term] 100 1.508708835 5.28 0 1912.085363 3 638.0326538 -1.022106155 -0.000651451 55.41301977YAGLSTCFR 3 16306548 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.128 100 1.794569016 13.81 0 1303.666623 2 652.3374634 0.787745728 0.000513479 45.72702581DVTLENR 4 16306548 1xTMT6plex [N-Term] 1.216 0.905 2.882337809 48.98 0 1075.594504 2 538.3005981 -0.543086577 -0.00029207 37.69004156666335594 TJP1 tight junction protein ZO-1 isoform d 7082 NP_001287955.1 8.333333333 1 10 10 25 1692 189.56 6.71 1.59 1.56 1.67 1.61 Significant 0.00042 ADGATSDDLDLHDDR 6 666335594 1xTMT6plex [N-Term] 2.014 1.825 1.762 5.309192657 74.33 0 1844.84598 3 615.6201782 0.000996272 6.13E-07 35.09488AIPVSPSAVEEDEDEDGHTVVATAR 2 666335594 1xTMT6plex [N-Term] 1.156 4.487997055 76.91 0 2823.384576 3 941.8004761 0.814190414 0.000766258 85.01597598STAMEETAIWEQHTVTLHR 2 666335594 1xTMT6plex [N-Term] 1.998 3.32518816 14.71 0 2469.239373 4 618.0653076 0.011156776 6.89E-06 64.9799427YESSSYTDQFSR 2 666335594 1xTMT6plex [N-Term] 1.368 4.13466692 25.93 0 1698.78086 2 849.8927002 -1.610866616 -0.001368255 41.43439179EISQDSLAAR 2 666335594 1xTMT6plex [N-Term] 1.735 3.690618515 47.46 0 1318.71641 2 659.8619385 0.14454444 9.53E-05 39.06196539ESPYGLSFNK 2 666335594 2xTMT6plex [N-Term; K10] 1.424 3.786298037 40.35 0 1599.878279 2 800.442627 -0.188660446 -0.000150917 60.05350563TVEEVTVER 4 666335594 1xTMT6plex [N-Term] 1.458 1.459 3.737729073 45.18 0 1290.710262 2 645.8590088 0.371297989 0.000239619 36.16250245IDSPGFKPASQQVYR 1 666335594 2xTMT6plex [N-Term; K7] 0.982 3.441160679 0 2151.196259 3 717.7369385 0.001501345 1.08E-06 44.08280318EAGFLRPVTIFGPIADVAR 2 666335594 1xTMT6plex [N-Term] 2.108764887 10.52 0 2258.285853 3 753.4341431 0.895740996 0.00067428 89.43238111QIIDQDK 2 666335594 2xTMT6plex [N-Term; K7] 1.392 3.022569418 27.42 0 1317.777837 2 659.3917847 -1.171809101 -0.000772092 41.8760463120544151 CBX3 chromobox protein homolog 3 11335 NP_057671.2 51.91256831 1 7 8 65 183 20.798 5.33 1.51 1.59 1.55 1.55 Significant 0.00022 SLSDSESDDSK 6 20544151 2xTMT6plex [N-Term; K11] 1.602 1.646 1.702 3.813256979 52.76 0 1627.806296 2 814.4060059 -0.95877578 -0.000780351 36.32802286GFTDADNTWEPEENLDCPELIEAFLNSQK 17 20544151 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C17] 1.534 1.579 1.945 4.98306942 45.7 0 3840.831471 3 1280.94751 -0.909824644 -0.001164828 107.2040523WKDSDEADLVLAK 8 20544151 3xTMT6plex [N-Term; K2; K13] 1.546 100 0.899 4.07592392 26.86 1 2177.242096 3 726.4176025 -1.76424699 -0.001280398 66.41867402KVEEAEPEEFVVEK 14 20544151 3xTMT6plex [N-Term; K1; K14] 1.492 1.462 1.429 6.059955597 37.52 1 2349.315654 3 783.7699585 -8.654469944 -0.006777361 52.40746112IIGATDSSGELMFLMK 6 20544151 2xTMT6plex [N-Term; K16] 2.837 2.80222106 17.77 0 2171.185619 2 1086.095337 -1.02339563 -0.001110991 101.2260575DSDEADLVLAK 4 20544151 2xTMT6plex [N-Term; K11] 2.067 100 2.565442562 27.27 0 1633.904888 2 817.4555664 -0.631314287 -0.000515754 51.87701094LTWHSCPEDEAQ 6 20544151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.401 1.251 1.501 3.082438707 28.6 0 1701.774001 2 851.3898315 -0.948806399 -0.000807327 52.83902237VEEAEPEEFVVEK 4 20544151 2xTMT6plex [N-Term; K13] 100 100 1.91247201 6.87 0 1992.057759 2 996.5309448 -1.579437919 -0.001573166 57.36912153124028525 FARSB phenylalanine--tRNA ligase beta subunit 10056 NP_005678.3 21.73174873 1 12 12 50 589 66.074 6.84 1.03 1.1 0.97 1.03 Significant 0.0013 ALVAIGTHDLDTLSGPFTYTAK 6 124028525 2xTMT6plex [N-Term; K22] 100 100 3.844297647 22.63 0 2749.517652 3 917.1764526 -1.035697967 -0.000949223 91.54190378AAGASDVVLYK 4 124028525 2xTMT6plex [N-Term; K11] 1.107 1.187 4.554989338 72.97 0 1551.914665 2 776.460083 -1.143905922 -0.000887622 52.31984827LIITEETAK 6 124028525 2xTMT6plex [N-Term; K9] 1.16 0.908 1.181 3.380823374 50.16 0 1475.908517 2 738.4576416 -0.345588408 -0.000255028 50.58159866LGVDISATK 6 124028525 2xTMT6plex [N-Term; K9] 0.942 1.024 1.142 3.523324251 51.41 0 1361.840437 2 681.4238281 -0.042229617 -2.88E-05 52.54622085ASEGPAFFPGR 2 124028525 1xTMT6plex [N-Term] 0.964 2.772214174 36.68 0 1364.716016 2 682.8614502 -0.287304736 -0.000196045 56.49032637LFEISDIVIK 4 124028525 2xTMT6plex [N-Term; K10] 100 100 2.168089628 20.54 0 1635.013316 2 818.010376 0.097432311 7.97E-05 90.54616139TTLLPGLLK 2 124028525 2xTMT6plex [N-Term; K9] 1.235 2.841527462 26.82 0 1413.944508 2 707.4772339 1.897424844 0.001341427 88.33482795LGVLHPDVITK 2 124028525 2xTMT6plex [N-Term; K11] 1.027 1.906744242 16.64 0 1650.035448 3 550.6800537 -5.963858047 -0.003280192 52.56778529TAEFQVAR 6 124028525 1xTMT6plex [N-Term] 1.096 1.022 0.883 2.757311344 27.25 0 1150.641788 2 575.8248291 0.515558475 0.000296612 42.32177643KMPLPLK 4 124028525 3xTMT6plex [N-Term; K1; K7] 0.726 1.082 3.122877598 13.83 1 1514.010703 3 505.3414307 -0.637068028 -0.000321509 54.25806764DLLFQALGR 6 124028525 1xTMT6plex [N-Term] 100 100 2.04541254 27.17 0 1261.746588 2 631.3760376 -1.418014287 -0.000894587 75.9280464EYTACELMNIYK 2 124028525 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.495076537 0 1993.017492 2 997.0112915 -1.096454094 -0.001092626 78.5145853418491024 DPP3 dipeptidyl peptidase 3 isoform 1 10072 NP_005691.2 19.6743555 1 11 11 42 737 82.538 5.1 1 1.15 0.95 1.04 Significant 0.0034 VILGSEAAQQHPEEVR 6 18491024 1xTMT6plex [N-Term] 1.354 1.133 1.433 5.308695793 55.94 0 1992.071169 3 664.6952515 0.016171376 1.07E-05 39.71329049GEFEGFVAVVNK 4 18491024 2xTMT6plex [N-Term; K12] 100 3.052418709 43.33 0 1753.988892 2 877.4971924 -1.017106997 -0.000891997 77.17752287EVDGEGKPYYEVR 4 18491024 2xTMT6plex [N-Term; K7] 1.123 1.076 3.929632664 14.98 0 1999.053677 3 667.0229492 0.308814244 0.000205779 40.96164209LVASAEQLLK 4 18491024 2xTMT6plex [N-Term; K10] 100 1.013 3.892575502 43.86 0 1529.9667 2 765.4857788 -1.581225795 -0.001209611 87.50295418GAFNFDQETVINPETGEQIQSWYR 7 18491024 1xTMT6plex [N-Term] 100 1.916691184 13.34 0 3058.474394 3 1020.154968 -7.861022113 -0.008014245 84.40601592GDYAPILQK 2 18491024 2xTMT6plex [N-Term; K9] 1.04 2.779419422 46.59 0 1462.866986 2 731.9370728 -0.080213846 -5.87E-05 50.03948027LTFLEEDDKDLYILWK 3 18491024 3xTMT6plex [N-Term; K9; K16] 0.714 1.026 2.852605104 5.82 1 2728.541631 3 910.1860962 0.771083789 0.000701311 102.2314564GPSFDVQVGLHELLGHGSGK 2 18491024 2xTMT6plex [N-Term; K20] 1.656736851 7.72 0 2492.366178 4 623.8458862 -1.790506614 -0.00111565 71.25943949VVEQLEK 6 18491024 2xTMT6plex [N-Term; K7] 1.18 1.253 1.003 3.422809362 39.18 0 1302.803323 2 651.9048462 -0.696672453 -0.000453814 42.88457701SVGKPALER 2 18491024 2xTMT6plex [N-Term; K4] 0.748 2.487385511 8.4 0 1414.87822 3 472.2975769 -0.029802642 -1.41E-05 37.61671862KLIVQPNTR 2 18491024 2xTMT6plex [N-Term; K1] 0.716 3.103046656 14.02 1 1526.978268 3 509.6643677 0.184539197 9.39E-05 39.853218584758958 PRKAR2A cAMP-dependent protein kinase type II-alpha regulatory subunit 5576 NP_004148.1 34.65346535 1 11 11 50 404 45.49 5.07 1.01 1.05 1.1 1.05 Significant 0.00061 GQYFGELALVTNKPR 6 4758958 2xTMT6plex [N-Term; K13] 1.575 1.353 0.602 3.907301903 33.34 0 2151.232644 3 717.7506104 2.153804564 0.001544445 70.48970623APASVLPAATPR 4 4758958 1xTMT6plex [N-Term] 1.11 1.154 4.008898735 50.86 0 1379.820815 2 690.4138184 -0.329862577 -0.000227576 49.80886171ADEHVIDQGDDGDNFYVIER 6 4758958 1xTMT6plex [N-Term] 0.98 0.913 4.536882877 37.67 0 2536.178941 3 846.0640869 -0.486258202 -0.000411079 61.73911248AASAYAVGDVK 12 4758958 2xTMT6plex [N-Term; K11] 1.005 1.036 1.114 5.188653946 85.85 0 1509.867714 2 755.4378052 0.410149549 0.000309636 42.34215354VSVCAETYNPDEEEEDTDPR 2 4758958 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.156 2.770401239 37.28 0 2584.119437 2 1292.564331 0.754125118 0.000974375 44.8555326DGGNQEVEIAR 2 4758958 1xTMT6plex [N-Term] 2.949472666 31.61 0 1416.728037 2 708.8676758 0.026795898 1.90E-05 30.95917315GTYDILVTK 6 4758958 2xTMT6plex [N-Term; K9] 0.684 100 3.085628033 27.32 0 1467.882302 2 734.4451294 0.463422075 0.000340125 52.70729781NLDQEQLSQVLDAMFER 2 4758958 1xTMT6plex [N-Term] 1.455308199 0.05 0 2265.138262 2 1133.070435 -2.061489779 -0.00233478 106.2788523LLGPCMDIMK 2 4758958 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.251 1.726709247 5.78 0 1635.903648 2 818.4545898 -1.066702493 -0.000872511 88.81081556SLEVSER 6 4758958 1xTMT6plex [N-Term] 1.02 1.071 0.989 3.143637896 28.94 0 1048.583605 2 524.7952881 -0.291086112 -0.000152614 30.92813772IVDVIGEK 2 4758958 2xTMT6plex [N-Term; K8] 100 1.821045518 15 0 1330.834624 2 665.9205933 -0.536209796 -0.000356803 56.58315759216548085 LUZP1 leucine zipper protein 1 7798 NP_361013.3 9.758364312 1 9 9 46 1076 120.202 8.5 1.14 1.11 1.16 1.14 Significant 0.00016 SQENILQGFSTSHK 2 216548085 2xTMT6plex [N-Term; K14] 1.093 3.881309986 30.71 0 2034.102024 3 678.7056274 0.149871646 0.000101618 55.58277747ASHMGVSTDSGTQETK 6 216548085 2xTMT6plex [N-Term; K16] 1.098 1.142 1.184 5.97596693 77.3 0 2094.053753 3 698.6890259 -0.586868068 -0.000409644 36.80605483ASHMGVSTDSGTQETK 12 216548085 2xTMT6plex [N-Term; K16]; 1xOxidation [M4] 1.692 0.749 1.422 4.967722893 38.71 0 2110.048668 3 698.6890259 -0.586868068 -0.000409644 36.80605483EKLEEEENLTR 10 216548085 2xTMT6plex [N-Term; K2] 0.984 0.973 1.01 3.975317955 32.79 1 1848.011478 2 924.5100708 0.750569777 0.000693531 42.80674944AEDELLDLQDK 2 216548085 2xTMT6plex [N-Term; K11] 2.266824961 31.45 0 1746.952566 2 873.9790039 -1.050353361 -0.000917459 64.92761473AIIKPVIVDK 6 216548085 3xTMT6plex [N-Term; K4; K10] 1.271 100 100 2.737445116 16.35 0 1783.202403 3 595.0718384 -0.808306044 -0.000480458 58.51773972AIGALASSR 2 216548085 1xTMT6plex [N-Term] 0.914 2.575273514 40.67 0 1074.646874 2 537.8267212 -0.65881845 -0.000353999 40.88305555VGPSSGDAPEPSSR 2 216548085 1xTMT6plex [N-Term] 100 2.296372414 23.92 0 1571.78628 2 786.3964233 -0.451709193 -0.000354995 29.71783747FVPGSSQSEGK 2 216548085 2xTMT6plex [N-Term; K11] 1.363 3.016032696 40.5 0 1580.868443 2 790.9381714 0.394380342 0.000311732 42.26515394ISSELEMLR 2 216548085 1xTMT6plex [N-Term] 1.065 1.542544246 3.71 0 1306.723803 2 653.8658447 0.466428425 0.000304747 77.825944935031753 HNRNPH1 heterogeneous nuclear ribonucleoprotein H 3187 NP_005511.1 26.28062361 1 3 8 60 449 49.198 6.3 0.87 1.15 1.34 1.12 Significant 0.015 STGEAFVQFASQEIAEK 10 5031753 2xTMT6plex [N-Term; K17] 1.062 1.156 1.521 3.536869764 45.05 0 2300.217448 3 767.4096069 -1.382568949 -0.00106007 89.56478251DLNYCFSGMSDHR 14 5031753 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5]; 1xOxidation [M9] 1.034 1.179 1.46 3.288483858 39.04 0 1846.804984 3 610.935791 -9.421639861 -0.005749744 48.03261732DLNYCFSGMSDHR 14 5031753 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.747 1.054 1.078 3.868460655 49.68 0 1830.810069 3 610.935791 -9.421639861 -0.005749744 48.03261732VHIEIGPDGR 12 5031753 1xTMT6plex [N-Term] 1.171 0.941 0.924 3.878456116 41.11 0 1321.742565 2 661.3739624 -1.450180514 -0.000958383 39.22510271ATENDIYNFFSPLNPVR 4 5031753 1xTMT6plex [N-Term] 1.780806541 12.93 0 2226.139248 2 1113.571411 -1.663321096 -0.001851392 96.14648116GLPFGCSK 2 5031753 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.125 2.666947842 38.46 0 1323.749514 2 662.3783569 -0.058019143 -3.84E-05 58.63522587YGDGGSTFQSTTGHCVHMR 1 5031753 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.92 2.529513836 0 2327.049464 3 776.3533936 -1.648772833 -0.001278925 36.1970433GLPWSCSADEVQR 2 5031753 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.93 2.029984236 10.16 0 1733.847835 2 867.4274292 -0.145907592 -0.000126491 50.86979339VTGEADVEFATHEDAVAAMSK 1 5031753 2xTMT6plex [N-Term; K21] 29.69 0 2636.327803 3 879.4485474 1.246498952 0.001095393 71.611909444504151 GRN granulins precursor 2896 NP_002078.1 15.5143339 1 5 5 32 593 63.5 6.83 0.54 0.56 0.52 0.54 Significant 0.00046 LQSGAWGCCPFTQAVCCEDHIHCCPAGFTCDTQK 2 4504151 2xTMT6plex [N-Term; K34]; 7xCarbamidomethyl [C8; C9; C16; C17; C23; C24; C30] 2.268182516 7.82 0 4516.952248 4 1129.99292 -0.530964767 -0.000599586 75.49003352



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms DVECGEGHFCHDNQTCCR 8 4504151 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C4; C10; C16; C17] 0.555 0.582 5.786416531 61.38 0 2509.990312 4 628.2531738 0.220511807 0.000138371 28.49366218VHCCPHGAFCDLVHTR 14 4504151 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C3; C4; C10] 0.533 0.542 0.527 7.082686424 54.16 0 2195.025833 4 549.5118408 -0.136576411 -7.49E-05 38.29980537APAHLSLPDPQALK 6 4504151 2xTMT6plex [N-Term; K14] 0.638 0.452 0.351 2.151392221 17.41 0 1916.136953 3 639.3830566 -1.21943691 -0.000778869 59.52159884GSEIVAGLEK 2 4504151 2xTMT6plex [N-Term; K10] 1.425739288 16.82 0 1460.872465 2 730.9401245 0.346993628 0.000253457 50.292393694504373 HEXB beta-hexosaminidase subunit beta isoform 1 preproprotein 3074 NP_000512.1 25.53956835 1 11 12 59 556 63.071 6.76 0.74 0.79 0.83 0.79 Significant 0.0011 EISEVFPDQFIHLGGDEVEFK 4 4504373 2xTMT6plex [N-Term; K21] 100 3.10029459 20.92 0 2893.502396 3 965.1720581 -0.26786347 -0.000258355 94.67501516GSYSLSHVYTPNDVR 6 4504373 1xTMT6plex [N-Term] 0.965 2.264 0.855 4.661430836 34.64 0 1923.976206 3 641.9970703 0.234783309 0.000150573 42.45991798GSIVWQEVFDDK 5 4504373 2xTMT6plex [N-Term; K12] 100 0.415 2.8974967 25.26 0 1881.015835 2 941.010437 -1.189616015 -0.001118843 84.97800811DSAYPEELSR 8 4504373 1xTMT6plex [N-Term] 0.743 0.681 0.892 3.933842421 51.97 0 1395.69534 2 698.350708 -0.860140706 -0.000600247 30.39629215GIAAQPLYAGYCNHENM 4 4504373 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 100 100 1.668047905 23.08 0 2137.999661 2 1069.503418 -0.047363197 -5.06E-05 52.83308357GILIDTSR 20 4504373 1xTMT6plex [N-Term] 0.621 0.537 0.776 3.068377733 38.72 0 1103.662189 2 552.3353882 1.187226671 0.000655149 42.64933535VLPEFDTPGHTLSWGK 7 4504373 2xTMT6plex [N-Term; K16] 1.148 0.732 2.139800787 13.79 0 2242.227225 3 748.0805664 -0.035112967 -2.62E-05 68.14962114LAPGTIVEVWK 4 4504373 2xTMT6plex [N-Term; K11] 0.761 0.875 2.858874798 23.18 0 1671.024549 2 836.0159912 0.093578443 7.82E-05 81.6421514VLDIIATINK 3 4504373 2xTMT6plex [N-Term; K10] 2.407727957 21.73 0 1557.998 2 779.5029907 0.452173438 0.000352243 91.12040029DMDDAYDR 2 4504373 1xTMT6plex [N-Term] 0.967 2.905665636 37.52 0 1229.530583 2 615.2686157 -0.510784112 -0.000314012 34.71977036GFGTDFK 2 4504373 2xTMT6plex [N-Term; K7] 1.137 2.155166388 30.42 0 1229.693045 2 615.3500977 -0.102503223 -6.30E-05 58.84268269MVIEYAR 4 4504373 1xTMT6plex [N-Term] 0.696 0.82 2.618104935 33.27 0 1110.617882 2 555.8126221 0.077128801 4.28E-05 51.5248772515431293 RPL15 60S ribosomal protein L15 isoform 1 6138 NP_002939.2 35.29411765 1 7 7 54 204 24.131 11.62 1.12 1.08 1.09 1.1 Significant 0.00012 RNPDTQWITKPVHK 8 15431293 3xTMT6plex [N-Term; K10; K14] 1.016 0.974 5.296034813 18.15 1 2407.417709 5 482.2887878 -1.19472454 -0.00057524 50.87658847GATYGKPVHHGVNQLK 8 15431293 3xTMT6plex [N-Term; K6; K16] 1.032 1.033 0.993 5.830234051 26.18 0 2393.402059 4 599.105957 -0.025317518 -1.51E-05 35.56533091FFEVILIDPFHK 13 15431293 2xTMT6plex [N-Term; K12] 1.435 1.578 1.799 3.785005331 34.32 0 1963.145727 3 655.0527344 -1.058115539 -0.000692412 105.6872608VLNSYWVGEDSTYK 6 15431293 2xTMT6plex [N-Term; K14] 100 100 100 2.979629755 32.92 0 2119.111192 2 1060.057617 -1.526184663 -0.001617077 76.93042376SLQSVAEER 8 15431293 1xTMT6plex [N-Term] 1.331 1.241 1.154 4.11645031 66.61 0 1247.679296 2 624.3426514 -1.017774062 -0.000634928 43.34492543NPDTQWITKPVHK 2 15431293 3xTMT6plex [N-Term; K9; K13] 1.245 3.429365873 13.37 0 2251.316598 4 563.5847168 0.195160246 0.000109842 53.20475718YIQELWR 9 15431293 1xTMT6plex [N-Term] 1.344 1.226 1.473 2.722310543 27.5 0 1236.693824 2 618.850647 0.15637283 9.67E-05 74.7779863349574502 CYB5R1 NADH-cytochrome b5 reductase 1 51706 NP_057327.2 42.29508197 1 11 11 45 305 34.073 9.38 0.32 0.53 0.32 0.39 Significant 0.031 GPSGLLTYTGK 6 49574502 2xTMT6plex [N-Term; K11] 0.233 0.01 0.01 4.664070606 58.3 0 1551.914665 2 776.4597168 -1.615853183 -0.001253833 60.06606025RPQVTLLDPNEK 6 49574502 2xTMT6plex [N-Term; K12] 0.592 0.596 4.882915974 24.57 0 1868.100568 3 623.3707275 -1.572930742 -0.000979464 48.77760734VPEDPTQCFLLFANQTEK 8 49574502 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 0.345 0.171 0.234 3.534848213 39.54 0 2595.352896 3 865.7869873 -2.499442734 -0.002162312 85.17119272GFVTADMIR 12 49574502 1xTMT6plex [N-Term] 0.274 0.01 0.207 3.251392603 38.96 0 1238.676459 2 619.838562 -5.33787214 -0.003305948 53.24321547LWFTLDHPPK 2 49574502 2xTMT6plex [N-Term; K10] 0.531 2.61550951 21.97 0 1711.993584 3 571.3348999 -2.007731221 -0.001145741 74.14903116EDLEELQAR 2 49574502 1xTMT6plex [N-Term] 0.375 3.218639612 46.48 0 1331.700425 2 666.354126 0.413038184 0.000275022 47.9526438LWFTLDHPPKDWAYSK 2 49574502 3xTMT6plex [N-Term; K10; K16] 0.01 3.35404563 15.48 1 2691.490205 4 673.6278076 -0.298894363 -0.000201118 83.88907024DIILREDLEELQAR 2 49574502 1xTMT6plex [N-Term] 2.341434956 14.06 1 1942.080671 3 648.0315552 -0.287687666 -0.000186238 63.57873084GHFNIQPNKK 2 49574502 3xTMT6plex [N-Term; K9; K10] 0.231 3.38076973 11.71 1 1870.126613 4 468.287262 0.323743622 0.00015136 39.51739712VGDVVEFR 2 49574502 1xTMT6plex [N-Term] 0.668 2.206204176 19.9 0 1149.646539 2 575.3271484 0.418272037 0.000240433 64.29423258EHLPAPGDDVLVLLCGPPPMVQLACHPNLDK 1 49574502 2xTMT6plex [N-Term; K31]; 2xCarbamidomethyl [C15; C25] 1.320302606 0 3861.026563 4 966.0080566 -4.187041254 -0.004041569 91.0037925762240992 CARS cysteine--tRNA ligase, cytoplasmic isoform c 833 NP_001014437.1 20.81829122 1 13 13 47 831 94.578 6.83 0.82 0.87 1.08 0.92 Significant 0.0074 APVDITGQFEK 4 62240992 2xTMT6plex [N-Term; K11] 1.033 1.03 3.694310904 53 0 1662.946693 2 831.9767456 -0.287681538 -0.0002392 68.03108084IQHAVQLATEPLEK 5 62240992 2xTMT6plex [N-Term; K14] 1.361 1.341 1.992 3.269990921 23.61 0 2035.195196 3 679.0700684 0.223800708 0.000151826 59.87591928FEDHEGLPTVVK 2 62240992 2xTMT6plex [N-Term; K12] 1.235 4.03001976 29.61 0 1829.02092 3 610.3445435 -1.007844626 -0.000614456 63.06736992ALCDNVDTR 6 62240992 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.966 1.106 0.772 3.340600967 38.35 0 1292.646616 2 646.8276978 1.162682665 0.000751469 22.56042767ALQEGEGDLSISADR 4 62240992 1xTMT6plex [N-Term] 0.822 2.461134911 26.22 0 1789.912937 2 895.4604492 0.382603805 0.000342414 53.31916751AQALNEHLSTR 4 62240992 1xTMT6plex [N-Term] 0.559 0.75 3.253866673 27.36 0 1468.806956 3 490.2744446 1.242144331 0.000608157 22.95369867ASKPGEPSWPCPWGK 4 62240992 3xTMT6plex [N-Term; K3; K15]; 1xCarbamidomethyl [C11] 100 2.672409534 7.96 0 2371.283584 3 791.1013794 2.53085866 0.002000461 63.69980958DLLSDWLDSTLGCDVTDNSIFSK 4 62240992 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C13] 1.33582449 6.86 0 3059.528353 3 1020.515808 1.476706827 0.001506009 111.6911141DMEALNVLPPDVLTR 5 62240992 1xTMT6plex [N-Term] 1.856217146 11.96 0 1912.041114 2 956.5231934 -1.048267861 -0.001002166 80.41180154SYISFDILR 4 62240992 1xTMT6plex [N-Term] 100 2.672088146 22.09 0 1342.756818 2 671.8814697 -0.860324714 -0.000577603 79.44529932FPHHDNELAQSEAYFENDCWVR 1 62240992 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.01 1.304828405 0 2993.34742 3 998.4552002 1.211789154 0.001209102 75.97606302DNILPELGVR 2 62240992 1xTMT6plex [N-Term] 0.393 2.087295532 13.08 0 1354.789181 2 677.8994751 1.840002377 0.001246408 75.69348091LFEAQEK 2 62240992 2xTMT6plex [N-Term; K7] 1.148 3.211548328 17.89 0 1322.772023 2 661.8905029 1.289692664 0.000852985 50.728509354504067 GOT1 aspartate aminotransferase, cytoplasmic 2805 NP_002070.1 31.96125908 1 11 11 51 413 46.219 7.01 0.96 0.95 0.97 0.96 Significant 0.000036 APPSVFAEVPQAQPVLVFK 3 4504067 2xTMT6plex [N-Term; K19] 0.993 0.903 33.58 0 2482.447388 3 828.1531982 -0.945302385 -0.000782221 95.27725736NLDYVATSIHEAVTK 6 4504067 2xTMT6plex [N-Term; K15] 100 0.222 2.666333437 23.03 0 2119.17994 3 707.064209 -0.880740158 -0.000622149 72.71694695QVEYLVNEK 6 4504067 2xTMT6plex [N-Term; K9] 100 1.212 1.13 4.131196022 50.37 0 1579.909579 2 790.4581909 -0.3000324 -0.000237012 49.62534766VNLGVGAYR 2 4504067 1xTMT6plex [N-Term] 1.37 3.15427494 59.59 0 1177.689073 2 589.3477173 -0.776911078 -0.00045748 39.49996666IANDNSLNHEYLPILGLAEFR 4 4504067 1xTMT6plex [N-Term] 2.821884871 12.32 0 2628.398316 3 876.8053589 1.220119545 0.001068987 96.25506791LALGDDSPALK 7 4504067 2xTMT6plex [N-Term; K11] 0.803 0.01 1.1 3.669355631 45.95 0 1557.925229 2 779.4681396 2.422052615 0.001886688 60.92413931INVSGLTTK 2 4504067 2xTMT6plex [N-Term; K9] 1.014 3.399600983 45.9 0 1390.866986 2 695.9362793 -1.225319363 -0.000852128 63.19876319KVNLGVGAYR 6 4504067 2xTMT6plex [N-Term; K1] 0.857 0.891 0.952 3.706721783 26.44 1 1534.946968 3 512.3201904 -0.618803748 -0.00031661 44.93966794TPGTWNHITDQIGMFSFTGLNPK 5 4504067 2xTMT6plex [N-Term; K23] 0.01 100 1.597356796 1.87 0 3020.570433 3 1007.526306 -2.008790427 -0.002022564 88.56707313IGADFLAR 6 4504067 1xTMT6plex [N-Term] 2.221 0.84 100 2.358464479 23.06 0 1091.64106 2 546.3232422 -1.696871863 -0.000926187 52.36651296QIASVMK 4 4504067 2xTMT6plex [N-Term; K7] 1.053 1.048 2.897866964 37.94 0 1234.75935 2 617.8839722 1.067046739 0.000658773 54.2986491491208423 TRIP6 thyroid receptor-interacting protein 6 7205 NP_003293.2 31.09243697 1 8 8 32 476 50.255 7.37 0.98 0.86 0.9 0.91 Significant 0.0015 LVHDMNHPPSGEYFGQCGGCGEDVVGDGAGVVALDR 2 91208423 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C17; C20] 5.187995434 31.71 0 4000.821385 4 1000.9599 -0.903514623 -0.0009037 69.4880817GPAWVGSHGVLQHTQGLPADR 12 91208423 1xTMT6plex [N-Term] 0.824 0.814 0.905 8.50976181 64.87 0 2412.273391 4 603.8241577 0.584564494 0.000352532 52.42091704GLDGIPFTVDATSQIHCIEDFHR 2 91208423 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.933 5.037053108 36.68 0 2857.414043 4 715.1101074 1.594706763 0.001139184 85.75711416GGEHGPQVPLSQPPEDELDR 4 91208423 1xTMT6plex [N-Term] 1.211 1.192 5.757000446 41.5 0 2386.183632 3 796.0662842 0.279533836 0.00022234 43.53337606AYHPGCFTCVVCHR 2 91208423 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C6; C9; C12] 0.806 3.486130953 15.27 0 1992.919243 3 664.9785767 0.970315519 0.000644587 43.0005881GEVWGPGYR 6 91208423 1xTMT6plex [N-Term] 0.987 1.225 1.128 3.409407139 33.95 0 1249.652687 2 625.3292847 -1.116049344 -0.000697337 50.31653776VFHVGCFVCSTCR 2 91208423 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C6; C9; C12] 100 1.519522071 0.82 0 1857.875981 3 619.9639893 0.771474228 0.000477768 63.39545701EEAAGVSGPAGR 2 91208423 1xTMT6plex [N-Term] 1.432550669 8.1 0 1329.696009 2 665.3514404 -0.304122613 -0.000202195 34.3483508655743134 RPS6KA1 ribosomal protein S6 kinase alpha-1 isoform b 6195 NP_001006666.1 19.62365591 1 5 11 41 744 83.88 8.78 1.04 1.13 1.36 1.18 Significant 0.0065 APQAPLHSVVQQLHGK 4 55743134 2xTMT6plex [N-Term; K16] 0.985 0.909 5.740199089 51.97 0 2168.270427 4 542.8233643 0.553524706 0.000300048 57.70362148ETIGVGSYSECK 2 55743134 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.071 3.875279665 52.49 0 1787.924971 2 894.467041 1.025726068 0.000916961 50.63997321DLKPENILLDEEGHIK 5 55743134 3xTMT6plex [N-Term; K3; K16] 1.056 0.01 2.926678896 27.82 0 2550.474614 4 638.3719482 -3.392075028 -0.00216285 77.58542466VLGQGSFGK 6 55743134 2xTMT6plex [N-Term; K9] 0.853 1.43 1.46 3.7418015 48.84 0 1350.814557 2 675.9104004 -0.764448935 -0.000516314 49.13009191GFSFVATGLMEDDGKPR 2 55743134 2xTMT6plex [N-Term; K15] 0.407 3.1011796 25.21 0 2285.200024 3 762.4053345 0.624250812 0.000475513 80.32149119DKLPQSQLSHQDLQLVK 2 55743134 3xTMT6plex [N-Term; K2; K17] 100 2.32426095 3.32 1 2664.565161 4 666.8970947 0.520999175 0.000347059 39.03051531ITDFGLSK 10 55743134 2xTMT6plex [N-Term; K8] 0.725 100 100 3.380727768 36.43 0 1338.803323 2 669.9067383 2.148599761 0.001438276 67.86906463LCDFGFAK 4 55743134 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.36 2.409327507 22.33 0 1415.775729 2 708.3911743 -0.463885045 -0.000328379 69.44839907EIKPPFKPAVAQPDDTFYFDTEFTSR 3 55743134 3xTMT6plex [N-Term; K3; K7] 2.587055683 0 3733.972075 4 934.2483521 -0.132897854 -0.000124059 76.77777614EVMFTEEDVK 4 55743134 2xTMT6plex [N-Term; K10] 1.124 1.431926012 4.15 0 1684.886795 2 842.9467773 -0.306704582 -0.000258381 59.31975188GGELLDK 6 55743134 2xTMT6plex [N-Term; K7] 1.28 1.228 1.317 2.260227442 36.27 0 1189.719259 2 595.3637085 0.740437024 0.000440456 42.24272391167234419 THRAP3 thyroid hormone receptor-associated protein 3 9967 NP_005110.2 11.93717277 1 9 9 51 955 108.601 10.15 0.84 0.87 1.18 0.96 Significant 0.012 EESAASGGAAYTK 10 167234419 2xTMT6plex [N-Term; K13] 1.754 1.493 1.26 5.408037663 75.51 0 1699.8903 2 850.4492188 0.506291494 0.00043032 32.38326662GSFSDTGLGDGK 2 167234419 2xTMT6plex [N-Term; K12] 1.278 4.419147015 65.6 0 1598.842622 2 799.9244995 -0.562548527 -0.000449713 53.79041622DSRPSQAAGDNQGDEAK 2 167234419 2xTMT6plex [N-Term; K17] 100 3.402547598 16.66 0 2204.094372 3 735.369751 0.148450852 0.000109067 27.68934648ASESSKPWPDATYGTGSASR 6 167234419 2xTMT6plex [N-Term; K6] 1.539 1.146 1.233 4.170655251 26.88 0 2513.267251 3 838.4268799 -0.463528724 -0.000388324 41.88714282EQTFSGGTSQDTK 6 167234419 2xTMT6plex [N-Term; K13] 1.538 1.39 1.46 4.277596951 59.23 0 1843.943792 2 922.4748535 -0.738563049 -0.000680934 32.94411818KTEELEEESFPER 4 167234419 2xTMT6plex [N-Term; K1] 1.299 1.237 3.695777893 18.72 1 2081.080286 3 694.3661499 1.735063782 0.001203602 33.22010663ASAVSELSPR 5 167234419 1xTMT6plex [N-Term] 0.225 0.135 3.935607195 54.55 0 1245.700031 2 623.3533325 -0.516184411 -0.000321505 46.50954476ESEFDDEPK 4 167234419 2xTMT6plex [N-Term; K9] 0.955 1.191 3.096226931 26.82 0 1553.773539 2 777.3892212 -1.527543833 -0.001186729 41.61462017EAQVNVR 12 167234419 1xTMT6plex [N-Term] 1.128 1.182 1.088 2.888453484 30.01 0 1044.599924 2 522.8039551 0.679644172 0.000354978 27.66964534238624110 HIST2H2BF histone H2B type 2-F isoform b 440689 NP_001154806.1 50 1 4 8 215 134 14.832 10.35 1.62 1.62 1.29 1.51 Significant 0.0053 QVHPDTGISSK 20 238624110 2xTMT6plex [N-Term; K11] 1.564 1.589 0.886 4.375612736 56.23 0 1626.921541 2 813.9641113 -0.365619199 -0.000297417 33.53900487AMGIMNSFVNDIFER 37 238624110 1xTMT6plex [N-Term] 1.543 2.28 1.814 4.690056324 65.75 0 1972.982219 2 986.9975586 2.849081682 0.002810594 108.755632KESYSVYVYK 28 238624110 3xTMT6plex [N-Term; K1; K10] 2.023 1.954 2.284 5.084803581 41.44 1 1953.130026 2 977.0690918 0.451016439 0.000440447 55.05302372LLLPGELAK 44 238624110 2xTMT6plex [N-Term; K9] 1.535 1.489 1.422 3.514589787 44.49 0 1411.928858 2 706.4678955 -0.243528116 -0.000171922 66.75295797ESYSVYVYK 17 238624110 2xTMT6plex [N-Term; K9] 1.829 1.952 4.269713879 43 0 1595.872131 2 798.4387817 -1.155646121 -0.000922132 54.87999057AMGIMNSFVNDIFER 20 238624110 1xTMT6plex [N-Term]; 1xOxidation [M] 2.863 100 100 1.667893291 21.33 0 1988.977134 2 986.9975586 2.849081682 0.002810594 108.755632HAVSEGTK 2 238624110 2xTMT6plex [N-Term; K8] 100 2.231532574 10.68 0 1286.746871 2 643.8765259 -0.851769849 -0.000548006 19.11283612EIQTAVR 42 238624110 1xTMT6plex [N-Term] 1.533 1.52 1.575 3.074199915 32.73 0 1045.620325 2 523.314209 0.781047127 0.000408339 31.14270852IAGEASR 5 238624110 1xTMT6plex [N-Term] 100 1.298 1.306 2.379155874 23.83 0 932.5362607 2 466.7710876 -1.460604899 -0.000681034 22.262823154503743 FLII protein flightless-1 homolog isoform 1 2314 NP_002009.1 9.535066982 1 11 11 36 1269 144.659 6.05 1.12 0.88 1.13 1.04 Significant 0.0061 EGEEATAEAEEK 2 4503743 2xTMT6plex [N-Term; K12] 1.686 4.813564301 84.76 0 1750.87471 2 875.9398193 -1.340825881 -0.001173809 28.13022867SLEGTEAQVFK 4 4503743 2xTMT6plex [N-Term; K11] 100 2.664034843 46.19 0 1666.941608 2 833.973938 -0.604840285 -0.000504117 54.64585842ENPNLVMPPKPADR 4 4503743 2xTMT6plex [N-Term; K10] 0.981 0.87 4.458340645 24.95 0 2036.136301 3 679.3828735 -1.097148815 -0.000744648 42.88127648AVQGAQQPSLYQIR 2 4503743 1xTMT6plex [N-Term] 1.592 3.288972139 23.9 0 1787.996548 2 894.5026855 0.865160368 0.000773452 54.90929759LAEDILNTMFDTSYSK 2 4503743 2xTMT6plex [N-Term; K16] 2.044270992 18.62 0 2306.199021 2 1153.602295 -0.740307421 -0.000853648 112.408343GYFAVTEK 6 4503743 2xTMT6plex [N-Term; K8] 1.101 1.011 1.06 3.983749151 46.35 0 1372.787673 2 686.897522 0.068470394 4.70E-05 54.30236067GMSDVAQEK 4 4503743 2xTMT6plex [N-Term; K9] 1.077 1.025 3.568924189 47.31 0 1422.766286 2 711.8865356 -0.345257645 -0.00024561 42.77418791KFESLFPGK 2 4503743 3xTMT6plex [N-Term; K1; K9] 1.288 3.151005268 11.87 1 1740.066304 3 580.6934204 -0.342383236 -0.00019859 66.08994055NYLGAECR 4 4503743 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.614 0.564 2.453657866 24.73 0 1211.604023 2 606.3040161 -2.696700717 -0.001633667 40.22680502GLDIYVWR 2 4503743 1xTMT6plex [N-Term] 100 1.761312008 18.77 0 1250.709474 2 625.8581543 -0.353420406 -0.000221013 67.4760478GMSDVAQEK 2 4503743 2xTMT6plex [N-Term; K9]; 1xOxidation [M2] 1.044 2.086725473 26.92 0 1438.761201 2 711.8865356 -0.345257645 -0.00024561 42.77418791LDFDGLPSGIGK 2 4503743 2xTMT6plex [N-Term; K12] 1.822664499 8.91 0 1676.962343 2 838.9833984 -1.683278704 -0.001411397 73.5720819118379349 VAT1 synaptic vesicle membrane protein VAT-1 homolog 10493 NP_006364.2 39.18575064 1 9 9 45 393 41.893 6.29 1.05 1 0.95 1 Significant 0.00083 EVAEAATGEDASSPPPK 6 18379349 2xTMT6plex [N-Term; K17] 1.214 1.099 0.742 4.75582695 61.39 0 2114.101749 2 1057.553467 -0.989718802 -0.001046183 36.6413266GVDIVMDPLGGSDTAK 4 18379349 2xTMT6plex [N-Term; K16] 2.386 2.724339724 43.98 0 2033.098913 2 1017.05127 -1.795400842 -0.001825114 67.9359899AVCGFHLGYLDGEVELVSGVVAR 4 18379349 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 100 3.418869257 24.58 0 2676.401688 3 892.8043213 -1.224391252 -0.001092321 97.71475377TEAASDPQHPAASEGAAAAAASPPLLR 2 18379349 1xTMT6plex [N-Term] 1.45 6.386300564 48.31 0 2786.42705 3 929.4805298 -0.005069048 -4.71E-06 50.68899101ACGLNFADLMAR 6 18379349 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.585 0.533 1.873 3.007187366 42.32 0 1567.792234 2 784.3986206 -1.447697605 -0.001134845 70.7454431LPPLPVTPGMEGAGVVIAVGEGVSDR 6 18379349 1xTMT6plex [N-Term] 100 0.01 2.431920052 17.6 0 2746.501067 3 916.1716309 -0.264905004 -0.000242521 97.50428529GYNLLKPMGK 6 18379349 3xTMT6plex [N-Term; K6; K10] 1.4 2.357 100 2.398524046 19.66 0 1808.107123 3 603.3747559 1.433343242 0.000863879 58.13098343VVTYGMANLLTGPK 5 18379349 2xTMT6plex [N-Term; K14] 0.01 1.552723885 16.24 0 1922.118526 2 961.5609741 -2.005296635 -0.001927209 79.86008855VLLVPGPEK 6 18379349 2xTMT6plex [N-Term; K9] 0.767 0.967 0.814 2.84858942 29.65 0 1409.913208 2 705.4593506 -1.265062356 -0.000891814 58.87843343545478466 Sep-02 septin-2 isoform b 4735 NP_001269901.1 46.21212121 1 12 12 46 396 45.432 6.89 0.92 0.92 0.92 0.92 Non-Significant #N/A KVENEDMNKDQILLEK 2 545478466 4xTMT6plex [N-Term; K1; K9; K16] 0.82 5.358967781 20.39 2 2862.641646 4 716.4146729 -1.671188483 -0.001196003 54.04504185ILDEIEEHNIK 6 545478466 2xTMT6plex [N-Term; K11] 1.17 1.072 0.987 3.577400684 37.94 0 1811.031485 3 604.3496704 1.641512306 0.000990943 74.80537777TMLITHMQDLQEVTQDLHYENFR 2 545478466 1xTMT6plex [N-Term] 100 2.223734617 13.2 0 3091.517856 4 773.6337891 -1.465115264 -0.001132357 78.78715938YLHDESGLNR 6 545478466 1xTMT6plex [N-Term] 0.836 0.907 0.922 3.601558924 36.11 0 1432.738208 3 478.2507019 -0.457387892 -0.000218439 33.3922747VNIVPVIAK 8 545478466 2xTMT6plex [N-Term; K9] 0.852 1.055 3.489847183 40.79 0 1410.944843 2 705.975708 -0.498442146 -0.000351637 74.39983709LTVVDTPGYGDAINCR 4 545478466 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.517 1.009 2.079585552 16.03 0 1980.005792 2 990.5061035 -0.435053652 -0.000430704 53.64952369LYPWGVVEVENPEHNDFLK 4 545478466 2xTMT6plex [N-Term; K19] 1.161 2.928033829 14.96 0 2743.449573 3 915.1546631 -0.049872317 -4.56E-05 97.59003258TIISYIDEQFER 4 545478466 1xTMT6plex [N-Term] 1.065 2.486373425 21.72 0 1742.916232 2 871.9602051 -1.777494348 -0.001549012 96.87790658VIPGAAEK 2 545478466 2xTMT6plex [N-Term; K8] 1.017 2.836844921 34.3 0 1242.782194 2 621.8944702 -0.426671958 -0.00026513 47.59531271QQPTQFINPETPGYVGFANLPNQVHR 4 545478466 1xTMT6plex [N-Term] 1.027011156 4.03 0 3181.638046 3 1061.214233 -3.111301331 -0.003299678 67.16511124ASIPFSVVGSNQLIEAK 2 545478466 2xTMT6plex [N-Term; K17] 0.01 1.019044042 0 2218.28474 2 1109.644775 -1.111389672 -0.001232689 88.8320101STLINSLFLTDLYPER 2 545478466 1xTMT6plex [N-Term] 1.264860153 0 2111.158587 2 1056.081055 -1.778248694 -0.001877082 96.2487690717105394 RPL23A 60S ribosomal protein L23a 6147 NP_000975.2 48.71794872 1 9 9 80 156 17.684 10.45 1.06 1.1 0.81 0.99 Significant 0.0083 KIEDNNTLVFIVDVK 11 17105394 3xTMT6plex [N-Term; K1; K15] 1.071 4.679704189 20.17 1 2434.452423 3 812.1553345 -0.399433574 -0.000324134 85.75326712FPLTTESAMK 7 17105394 2xTMT6plex [N-Term; K10] 1.185 100 100 3.394598007 48.33 0 1582.891486 2 791.9489746 -0.514104256 -0.000406886 64.41497837NKLDHYAIIK 4 17105394 3xTMT6plex [N-Term; K2; K10] 0.633 0.516 3.730611086 20.98 1 1902.177979 3 634.7316284 1.23681061 0.000784211 49.07581083LAPDYDALDVANK 18 17105394 2xTMT6plex [N-Term; K13] 1.205 1.593 1.076 3.5676651 32.63 0 1863.0264 2 932.0157471 -1.171335723 -0.001091115 64.36958778VNTLIRPDGEK 10 17105394 2xTMT6plex [N-Term; K11] 1.698 1.471 0.596 2.778562307 17.71 0 1700.01069 2 850.5097656 0.920247154 0.000782215 42.81223472KLYDIDVAK 8 17105394 3xTMT6plex [N-Term; K1; K9] 0.897 0.901 0.82 3.336076975 34.8 1 1752.087433 3 584.7001343 -0.903772231 -0.000527829 62.03165394LYDIDVAK 8 17105394 2xTMT6plex [N-Term; K8] 2.403 1.702 1.348 3.269432068 37.87 0 1394.829538 2 697.9182129 -0.278850382 -0.000194474 63.71711944KEAPAPPK 4 17105394 3xTMT6plex [N-Term; K1; K8] 1.168 4.257804871 20.01 1 1524.971675 3 508.9949036 -0.995242512 -0.000505906 33.98198178EAPAPPK 10 17105394 2xTMT6plex [N-Term; K7] 1.265 1.284 1.411 2.525181055 35.7 0 1167.71378 2 584.3602295 -0.511971028 -0.000298918 34.587013514504747 ITGA3 integrin alpha-3 preproprotein 3675 NP_002195.1 14.08182683 1 13 13 45 1051 116.538 6.77 1.28 1.35 1.17 1.26 Significant 0.0017 AAFVSEQQQK 6 4504747 2xTMT6plex [N-Term; K10] 1.196 1.35 1.105 4.76545763 63.63 0 1593.900077 2 797.4524536 -1.534960361 -0.001223287 46.73977056FAGSESAVFHGFFSMPEMR 2 4504747 1xTMT6plex [N-Term] 100 2.626138687 22.37 0 2363.115024 3 788.3761597 -0.4648805 -0.000366189 92.37260306QPQQVIHGEK 2 4504747 2xTMT6plex [N-Term; K10] 1.205 3.544414282 27.57 0 1621.942611 3 541.3198242 1.423420431 0.000769569 33.68558327SETVLTCATGR 4 4504747 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.362 100 4.022260666 32.25 0 1423.741245 2 712.3741455 -0.161647614 -0.000115072 46.26409651YTQVLWSGSEDQR 8 4504747 1xTMT6plex [N-Term] 2.188290596 22.51 0 1797.896893 2 899.4500732 -2.237728782 -0.002011603 51.96215103VYIYHSSSK 5 4504747 2xTMT6plex [N-Term; K9] 1.348 1.367 1.159 3.341155291 36.44 0 1541.8728 3 514.62854 -1.123953164 -0.000577664 38.39493922TVEDVGSPLK 2 4504747 2xTMT6plex [N-Term; K10] 0.893 3.415818691 13.94 0 1502.88303 2 751.9442139 -1.250287339 -0.000939518 55.09126505EAGNPGSLFGYSVALHR 4 4504747 1xTMT6plex [N-Term] 0.234 2.653339148 20.75 0 2004.05004 3 668.6880493 -0.222005824 -0.000148304 72.94517122YLLLAGAPR 2 4504747 1xTMT6plex [N-Term] 1.743 2.209708452 28.54 0 1202.74586 2 601.8762817 -0.476130043 -0.000286332 63.34765226LQSFFGGTVMGESGMKTVEDVGSPLK 2 4504747 3xTMT6plex [N-Term; K16; K26] 0.841 1.426808953 5.25 1 3388.80996 4 847.9576416 -0.361065909 -0.000305896 78.96078156VLVCAHR 2 4504747 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.104 2.121049166 20.97 0 1083.62945 2 542.3179321 -0.79575374 -0.000431151 30.0865356ECGPDNK 2 4504747 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.612 2.571546555 25.36 0 1277.656008 2 639.3329468 2.042321777 0.001304692 27.6412606LELLLMDNLR 4 4504747 1xTMT6plex [N-Term] 100 1.69246757 14.13 0 1458.855152 2 729.9264526 -6.527835577 -0.004761583 94.0287742648255966 UGP2 UTP--glucose-1-phosphate uridylyltransferase isoform a 7360 NP_006750.3 26.96850394 1 11 11 37 508 56.905 8.15 0.87 0.83 0.79 0.83 Significant 0.00077 IQRPPEDSIQPYEK 6 48255966 2xTMT6plex [N-Term; K14] 0.696 0.786 4.706252575 22.68 0 2158.190839 3 720.0646362 -5.321002381 -0.003827913 42.89295863GTVIIIANHGDR 6 48255966 1xTMT6plex [N-Term] 0.867 0.815 3.785022736 55.92 0 1494.858992 3 498.9578552 0.013930296 6.94E-06 47.17606601SFENSLGINVPR 2 48255966 1xTMT6plex [N-Term] 0.678 3.266967297 40.26 0 1561.853572 2 781.4296265 -1.021555632 -0.00079776 68.57900323ILTTASSHEFEHTK 2 48255966 2xTMT6plex [N-Term; K14] 0.85 5.35987854 30.15 0 2059.122425 4 515.5360107 -0.10306393 -5.31E-05 41.46183026AMSQDGASQFQEVIR 2 48255966 1xTMT6plex [N-Term] 1.952895999 26.49 0 1895.948277 2 948.4776611 -0.121851623 -0.000115512 53.57810671LVEIAQVPK 4 48255966 2xTMT6plex [N-Term; K9] 0.98 0.996 3.326910496 43.03 0 1454.934672 2 727.97229 1.808732843 0.001315794 65.63216667ESLLPVAK 6 48255966 2xTMT6plex [N-Term; K8] 1.269 0.799 0.804 3.254529715 42.35 0 1314.839709 2 657.9234009 -0.13976775 -9.19E-05 56.2557038QELELSVK 2 48255966 2xTMT6plex [N-Term; K8] 0.927 3.467830658 31.76 0 1403.851002 2 702.4287109 -0.610139537 -0.000428272 59.82732885NENTFLDLTVQQIEHLNK 2 48255966 2xTMT6plex [N-Term; K18] 1.731551766 3.99 0 2614.424086 3 872.1452026 -1.15959758 -0.00101056 96.65322928TLDGGLNVIQLETAVGAAIK 3 48255966 2xTMT6plex [N-Term; K20] 1.45728302 2.83 0 2441.437946 2 1221.221313 -1.062995224 -0.001297618 101.4483499AHVDEFK 2 48255966 2xTMT6plex [N-Term; K7] 0.917 2.639148951 31.06 0 1303.741058 2 652.3751221 1.465015322 0.000955 35.93661203148727341 STRAP serine-threonine kinase receptor-associated protein 11171 NP_009109.3 34 1 10 10 53 350 38.414 5.12 1.58 1.49 1.46 1.51 Significant 0.00057 AATAAADFTAK 8 148727341 2xTMT6plex [N-Term; K11] 1.621 1.313 1.436 5.67318821 85.23 0 1495.852064 2 748.4295044 -0.222101467 -0.000166115 44.12866208VWDAVSGDELMTLAHK 5 148727341 2xTMT6plex [N-Term; K16] 1.407 1.186 3.326983452 30.91 0 2230.19421 3 744.0704956 1.221223871 0.000907855 85.65872832SFEAPATINSASLHPEK 6 148727341 2xTMT6plex [N-Term; K17] 3.138 2.064 1.372 3.603352547 36.36 0 2257.222868 3 753.0791626 0.029688238 2.23E-05 54.70257807EISGHTSGIK 4 148727341 2xTMT6plex [N-Term; K10] 1.423 1.497 3.350558758 29.01 0 1486.862963 3 496.292572 0.134097397 6.65E-05 32.27394508LWDHATMTEVK 6 148727341 2xTMT6plex [N-Term; K11] 1.752 1.401 1.744 3.605273724 24.72 0 1788.971862 3 596.9942627 -2.027440531 -0.001209011 63.07195673GAVWGATLNK 4 148727341 2xTMT6plex [N-Term; K10] 1.708 100 3.345589876 48.02 0 1474.87822 2 737.9429932 0.33228379 0.000245039 52.42183629IYDLNKPEAEPK 4 148727341 3xTMT6plex [N-Term; K6; K12] 1.359 100 2.9142344 10.51 0 2104.225717 3 702.0792236 -1.235429042 -0.000866541 58.7509302YDYNSGEELESYK 4 148727341 2xTMT6plex [N-Term; K13] 100 100 1.725444078 16.69 0 2054.995887 2 1028.001221 -0.351613234 -0.000361282 52.10107006EFLVAGGEDFK 6 148727341 2xTMT6plex [N-Term; K11] 100 100 100 2.351279736 18.34 0 1669.920144 2 835.4632568 -0.543048797 -0.000453424 63.17565373LWQTVVGK 6 148727341 2xTMT6plex [N-Term; K8] 100 1.807729483 17.54 0 1388.866592 2 694.9369507 0.023311949 1.62E-05 57.76276644394582093 MCM3 DNA replication licensing factor MCM3 isoform 1 4172 NP_002379.3 17.58499414 1 12 12 41 853 95.848 5.77 2.08 1.83 1.53 1.81 Significant 0.0076 GSSGVGLTAAVTTDQETGER 2 394582093 1xTMT6plex [N-Term] 100 4.068616867 39.67 0 2165.088335 2 1083.045654 -1.987432189 -0.002151483 43.38067898TVDLQDAEEAVELVQYAYFK 5 394582093 2xTMT6plex [N-Term; K20] 100 2.900521517 25.68 0 2789.464948 3 930.4920654 -1.184804613 -0.001101657 112.9075553GVVCIDEFDK 9 394582093 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 2.237 100 100 3.498939753 31.07 0 1639.876565 2 820.4412231 -0.850784118 -0.00069759 74.35897046DYLDFLDDEEDQGIYQSK 5 394582093 2xTMT6plex [N-Term; K18] 100 100 2.678898811 34.87 0 2651.276479 3 884.4332886 3.331950752 0.002944641 98.59255876LLNNAFEELVAFQR 2 394582093 1xTMT6plex [N-Term] 100 1.640849829 12.41 0 1893.043163 2 947.0240479 -1.238374761 -0.001172148 107.4047548LIVNVNDLR 4 394582093 1xTMT6plex [N-Term] 1.9 1.135 3.219571352 43.68 0 1284.783701 2 642.8953857 -0.160833006 -0.000103318 68.74902435DAQPSFSAEDIAK 2 394582093 2xTMT6plex [N-Term; K13] 100 2.016408443 13.02 0 1836.974364 2 918.9904175 -0.438671915 -0.000402915 48.93524618VQVVGTYR 2 394582093 1xTMT6plex [N-Term] 1.304 2.949441433 27.73 0 1150.678174 2 575.8422241 -0.871014881 -0.000501129 52.10700974YVLCTAPR 4 394582093 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.97 1.514 3.170712471 27.38 0 1208.665895 2 604.8372192 1.048185911 0.000633453 39.85117871VALLDVFR 2 394582093 1xTMT6plex [N-Term] 100 1.412071228 18.1 0 1161.71931 2 581.3629761 -0.546518902 -0.000317451 96.65256238GDINILLIGDPSVAK 2 394582093 2xTMT6plex [N-Term; K15] 1.575392246 0.94 0 1983.189048 2 992.0979004 -0.264316077 -0.000262094 79.01842496VELSESR 2 394582093 1xTMT6plex [N-Term] 1.253 2.526553631 21.3 0 1048.583605 2 524.7958984 0.873058663 0.000457737 23.2506445316983160 NDUFS1 NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial isoform 5 4719 NP_001186913.1 20.37786775 1 10 10 36 741 80.945 6.64 1.17 1.3 1.58 1.35 Significant 0.0079 MHEDINEEWISDK 2 316983160 2xTMT6plex [N-Term; K13] 1.44 4.789139271 43.91 0 2104.042126 3 702.0192261 0.474758867 0.000332971 66.00272466KPMVVLGSSALQR 4 316983160 2xTMT6plex [N-Term; K1] 1.408 1.298 4.531043053 34.2 0 1844.119195 3 615.3780518 0.220833577 0.000135748 48.59428454DVAAIAGGLVDAEALVALK 2 316983160 2xTMT6plex [N-Term; K19] 1.455 4.989899158 64 0 2254.342254 3 752.1183472 -0.78343299 -0.000588709 106.3058019AVTEGAQAVEEPSIC 2 316983160 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 2.554695845 41 0 1789.883945 2 895.4371948 -9.404169251 -0.008416186 50.38749168ILQDIASGSHPFSQVLK 4 316983160 2xTMT6plex [N-Term; K17] 100 100 2.070541859 12.44 0 2298.322188 3 766.7781372 -1.013473619 -0.00077643 80.75393233DFYMTDSISR 5 316983160 1xTMT6plex [N-Term] 1.52 3.191805363 27.13 0 1463.703796 2 732.3554688 -0.092388911 -6.76E-05 58.25450152GWNILTNSEK 6 316983160 2xTMT6plex [N-Term; K10] 1.492 100 2.032564878 21.25 0 1619.915727 2 810.461853 0.43347606 0.000351097 66.50945VALIGSPVDLTYTYDHLGDSPK 4 316983160 2xTMT6plex [N-Term; K22] 1.694593191 5.24 0 2819.523132 3 940.5125732 0.012373214 1.16E-05 79.09966616LEEVSPNLVR 6 316983160 1xTMT6plex [N-Term] 0.681 100 2.552593946 25.48 0 1384.799745 2 692.9013062 -3.184384838 -0.002204868 49.3864107VDSDTLCTEEVFPTAGAGTDLR 1 316983160 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.233462572 0 2583.244578 2 1292.121948 -3.080569952 -0.003978933 64.650764445031571 ACTR2 actin-related protein 2 isoform b 10097 NP_005713.1 31.72588832 1 8 8 56 394 44.732 6.74 0.91 0.96 1.02 0.96 Significant 0.0011 DLMVGDEASELR 8 5031571 1xTMT6plex [N-Term] 0.785 0.717 1.344 4.512861729 53.69 0 1563.788588 2 782.3980713 0.177573955 0.000138844 60.07158622GYAFNHSADFETVR 18 5031571 1xTMT6plex [N-Term] 0.936 0.95 1 4.689671516 55.45 0 1842.897227 2 921.9464722 -6.272582047 -0.005779862 44.40584778HLWDYTFGPEK 8 5031571 2xTMT6plex [N-Term; K11] 0.905 0.748 100 3.933274269 31.51 0 1850.984141 3 617.6669312 1.134043769 0.000699699 73.56055903LCYVGYNIEQEQK 6 5031571 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 100 100 2.142027855 22.79 0 2102.099247 2 1051.554199 0.891712179 0.000937234 65.06769379ILLTEPPMNPTK 7 5031571 2xTMT6plex [N-Term; K12] 100 100 0.642 2.20006156 19.15 0 1812.070513 2 906.5387573 -0.151887888 -0.000137616 64.09930656



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms FEAPEALFQPHLINVEGVGVAELLFNTIQAADIDTR 2 5031571 1xTMT6plex [N-Term] 3.381414652 11.29 0 4167.196375 4 1042.555542 0.951032395 0.000990785 112.7640814DLMVGDEASELR 2 5031571 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.865 2.351396322 34.94 0 1579.783503 2 782.3980713 0.177573955 0.000138844 60.07158622DKDNFWMTR 4 5031571 2xTMT6plex [N-Term; K2] 0.856 1.05 2.59540987 10.1 1 1670.872482 3 557.6294556 0.796709045 0.000443733 51.66013053LALETTVLVESYTLPDGR 1 5031571 1xTMT6plex [N-Term] 1.512533784 0 2206.21683 2 1103.610718 -1.210698372 -0.001335532 101.5881103183227678 PARK7 protein deglycase DJ-1 11315 NP_001116849.1 62.43386243 1 10 10 81 189 19.878 6.79 1.15 1.26 1.33 1.25 Significant 0.0018 VTVAGLAGKDPVQCSR 4 183227678 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C14] 0.684 0.536 4.507513046 26.3 1 2116.194879 3 706.0700073 0.278647615 0.000196558 54.60638359GAEEMETVIPVDVMR 10 183227678 1xTMT6plex [N-Term] 100 1.209 100 3.655900002 50.33 0 1904.965901 2 952.9859619 -0.657949769 -0.000626686 68.92934097GAEEMETVIPVDVMR 8 183227678 1xTMT6plex [N-Term]; 1xOxidation [M] 0.618 3.082554102 34.8 0 1920.960816 2 952.9859619 -0.657949769 -0.000626686 68.92934097VTVAGLAGK 8 183227678 2xTMT6plex [N-Term; K9] 1.422 1.258 1.413 4.26011467 52.71 0 1273.824393 2 637.4163818 0.858699112 0.000546916 52.33585277DVVICPDASLEDAK 6 183227678 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 0.973 1.499 1.292 3.058821201 33.56 0 1990.056714 2 995.5307007 -1.301009561 -0.001294541 56.00577062KGLIAAICAGPTALLAHEIGFGSK 3 183227678 3xTMT6plex [N-Term; K1; K24]; 1xCarbamidomethyl [C8] 100 2.697374582 18.59 1 3082.805408 4 771.4553833 -1.850488798 -0.001426174 101.0532451EGPYDVVVLPGGNLGAQNLSESAAVK 2 183227678 2xTMT6plex [N-Term; K26] 2.011316061 6.35 0 3042.651185 3 1014.889221 0.632614158 0.000641608 74.13397577DGLILTSR 4 183227678 1xTMT6plex [N-Term] 1.325 1.242 2.667559147 32.47 0 1103.662189 2 552.3344727 -0.471845013 -0.000260379 49.92703316ALVILAK 12 183227678 2xTMT6plex [N-Term; K7] 0.907 0.832 1.014 3.479727268 41.99 0 1185.833501 2 593.4205933 0.34446947 0.000204242 70.98041511EVAAQVK 21 183227678 2xTMT6plex [N-Term; K7] 1.186 1.287 1.341 3.291306019 39.45 0 1202.750894 2 601.8782349 -1.414127768 -0.000850422 32.51078521DVVICPDASLEDAKK 3 183227678 3xTMT6plex [N-Term; K14; K15]; 1xCarbamidomethyl [C5] 1.225517273 2.38 1 2347.314609 2 1174.15979 -0.982114569 -0.001152666 52.190598625453565 BAIAP2 brain-specific angiogenesis inhibitor 1-associated protein 2 isoform 3 10458 NP_006331.1 20.76923077 1 10 10 31 520 57.409 8.79 1.2 1.12 1.04 1.12 Significant 0.0017 LSDSYSNTLPVR 2 5453565 1xTMT6plex [N-Term] 100 3.980366707 43.43 0 1580.848152 2 790.928772 1.338057238 0.001057633 51.27486805AIFSHAAGDNSTLLSFK 2 5453565 2xTMT6plex [N-Term; K17] 1.165 4.573508263 44.8 0 2237.233038 3 746.4153442 -0.696782646 -0.000519622 78.32605491ELGDVLFQMAEVHR 2 5453565 1xTMT6plex [N-Term] 3.666 3.030371666 51.15 0 1872.983934 3 624.9994507 -0.072162508 -4.51E-05 87.05134828ALAGVTYAAK 6 5453565 2xTMT6plex [N-Term; K10] 1.065 1.41 1.09 4.617146969 62.53 0 1422.872072 2 711.9394531 -0.310639311 -0.000221 51.15758034AFPAQTASGFK 2 5453565 2xTMT6plex [N-Term; K11] 1.399 3.141504288 44.72 0 1582.899349 2 791.9537964 0.61103281 0.000483602 57.85860085SSSMAAGLER 3 5453565 1xTMT6plex [N-Term] 1.467 0.757 2.903707981 38.12 0 1237.640802 2 619.3236694 -0.597720123 -0.000369881 33.36436473GYFDALVK 6 5453565 2xTMT6plex [N-Term; K8] 1.012 1.072 2.584538221 44.77 0 1370.808409 2 685.9074707 -0.542748166 -0.000372002 77.07383537SMSSADVEVAR 2 5453565 1xTMT6plex [N-Term] 0.734 2.843750954 15.41 0 1380.699045 2 690.8527222 -0.63544917 -0.000438682 38.8984168FCFLVEK 4 5453565 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 100 0.982 2.593237162 36.03 0 1400.801215 2 700.9042358 -0.014420542 -1.01E-05 86.63084063GKELLAQK 2 5453565 3xTMT6plex [N-Term; K2; K8] 0.616 3.879460096 15.19 1 1574.024439 3 525.3468628 1.01406234 0.000532053 42.8811418665821274 PPIA peptidyl-prolyl cis-trans isomerase A isoform 2 5478 NP_001287910.1 52.38095238 1 1 8 133 105 11.411 7.9 3.04 2.65 2.84 Significant #N/A VKEGMNIVEAMER 8 665821274 2xTMT6plex [N-Term; K2] 0.61 0.712 0.556 3.668728113 28.82 1 1964.070924 3 655.3614502 -0.57357606 -0.000375515 67.53364616SIYGEKFEDENFILK 11 665821274 3xTMT6plex [N-Term; K6; K15] 0.582 0.39 0.639 4.233078003 20.77 1 2519.400053 3 840.4719849 0.535333736 0.000449573 76.79469465EGMNIVEAMER 10 665821274 1xTMT6plex [N-Term] 1.272 1.767 2.158 3.7438941 47.94 0 1507.744615 2 762.3735352 0.173023338 0.000131821 42.18665129FEDENFILK 42 665821274 2xTMT6plex [N-Term; K9] 2.106 2.218 1.919 3.094510794 36.73 0 1612.89868 2 806.9523926 -0.726439772 -0.000585837 79.35936974MCQGGDFTR 4 665821274 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 3.037 2.648 3.307767391 44.98 0 1300.597557 2 650.8013916 -1.576772818 -0.001025373 40.13583405EGMNIVEAMER 14 665821274 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.769 1.726 1.135 2.95938921 57.02 0 1523.73953 2 762.3735352 0.173023338 0.000131821 42.18665129ITIADCGQLE 4 665821274 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.565 1.644 2.867586374 70.46 0 1348.697983 2 674.8526001 -0.043905076 -2.96E-05 91.85427452VKEGMNIVEAMER 4 665821274 2xTMT6plex [N-Term; K2]; 1xOxidation [M] 0.578 0.484 0.583 1.648639441 6.81 1 1980.065839 3 655.3614502 -0.57357606 -0.000375515 67.53364616TEWLDGK 22 665821274 2xTMT6plex [N-Term; K7] 1.276 1.426 1.415 3.218470335 37.99 0 1306.740723 2 653.8748169 1.250453922 0.00081701 60.05343646KITIADCGQLE 14 665821274 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.078 1.075 1.015 2.497133255 37.42 1 1705.955878 2 853.4811401 -0.512379349 -0.000437048 49.65216505322303127 RPS10 40S ribosomal protein S10 6204 NP_001190174.1 49.6969697 1 2 9 62 165 18.886 10.15 1.26 1.43 1.23 1.31 Significant 0.0023 AEAGAGSATEFQFR 7 322303127 1xTMT6plex [N-Term] 0.884 1.383 1.669 5.239200592 75.07 0 1670.833565 2 835.9193115 -1.327584729 -0.001109087 46.58092268KAEAGAGSATEFQFR 2 322303127 2xTMT6plex [N-Term; K1] 1.214 5.294626236 58.36 1 2028.09146 3 676.7020264 0.032686673 2.21E-05 50.69739771DYLHLPPEIVPATLR 17 322303127 1xTMT6plex [N-Term] 1.145 1.478 1.271 3.655930042 29.14 0 1963.121414 3 655.0450439 -0.425390939 -0.000278365 84.67123438NVPNLHVMK 2 322303127 2xTMT6plex [N-Term; K9] 1.228 3.072084904 39.6 0 1509.897575 3 503.9710693 0.715199382 0.000359959 52.35041771IAIYELLFK 10 322303127 2xTMT6plex [N-Term; K9] 1.397 1.578 1.575 3.936320543 41.69 0 1567.986373 2 784.4953613 -1.866753309 -0.001463522 107.4975175GLEGERPAR 4 322303127 1xTMT6plex [N-Term] 1.056 3.756006002 30.7 0 1213.68505 3 405.233551 0.864899977 0.000349905 25.6993502GEADRDTYR 8 322303127 1xTMT6plex [N-Term] 100 1.809 100 2.650276184 17.88 1 1311.649058 3 437.8878174 -0.12164196 -5.32E-05 16.98501306SAVPPGADK 4 322303127 2xTMT6plex [N-Term; K9] 1.088 1.059 2.927779198 24.69 0 1299.767272 2 650.3881836 1.398963906 0.000909164 30.91364082HPELADK 8 322303127 2xTMT6plex [N-Term; K7] 1.47 1.562 2.263942957 33.82 0 1267.741058 3 423.251709 -0.381636985 -0.000161272 32.395978994506201 PSMB5 proteasome subunit beta type-5 isoform 1 5693 NP_002788.1 38.78326996 1 8 8 55 263 28.462 6.92 1.5 1.66 1.53 1.56 Significant 0.00099 VSSDNVADLHEK 8 4506201 2xTMT6plex [N-Term; K12] 2.024 1.805 1.699 4.338119507 36.47 0 1771.959048 3 591.3244629 -0.120238741 -7.10E-05 37.90473634DAYSGGAVNLYHVR 8 4506201 1xTMT6plex [N-Term] 100 1.441 1.577 5.862533569 82.34 0 1750.907398 3 584.3076172 0.514060596 0.000300024 57.2822431ATAGAYIASQTVK 6 4506201 2xTMT6plex [N-Term; K13] 1.878 1.789 4.576771736 66.26 0 1739.010356 2 870.0093994 0.670713731 0.000583189 46.63437707GPGLYYVDSEGNR 13 4506201 1xTMT6plex [N-Term] 2.06 3.847183466 69.14 0 1655.822666 2 828.4162598 1.556532172 0.001288671 52.25909449HGVIVAADSR 6 4506201 1xTMT6plex [N-Term] 1.575 2.695 2.314 3.559858799 51.32 0 1253.71635 2 627.3615112 -0.482077993 -0.000302195 26.26871846VIEINPYLLGTMAGGAADCSFWER 2 4506201 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 4.195 2.510455132 17.52 0 2899.432001 3 967.1484985 -0.365242065 -0.000352998 107.0488061VIEINPYLLGTMAGGAADCSFWER 2 4506201 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19]; 1xOxidation [M12] 100 1.860602975 7.24 0 2915.426916 3 967.1484985 -0.365242065 -0.000352998 107.0488061ISVAAASK 4 4506201 2xTMT6plex [N-Term; K8] 1.643 1.806 3.454286814 42.5 0 1204.766544 2 602.887146 0.39124774 0.000235681 48.70572676AIYQATYR 6 4506201 1xTMT6plex [N-Term] 0.976 1.482 1.152 3.007344723 31.44 0 1214.673088 2 607.8392944 -1.462313465 -0.000888116 43.506014621396489 LONP1 lon protease homolog, mitochondrial isoform 1 precursor 9361 NP_004784.2 13.97288843 1 11 11 40 959 106.422 6.39 0.72 0.71 0.49 0.64 Significant 0.013 AQAVLEEDHYGMEDVK 6 21396489 2xTMT6plex [N-Term; K16] 0.671 100 0.657 3.899308681 48.43 0 2292.158218 3 764.7247925 0.700584887 0.000535284 57.47287017YSNENLDLAR 2 21396489 1xTMT6plex [N-Term] 0.684 3.999316454 33.99 0 1423.737873 2 712.3725586 -0.0230678 -1.64E-05 48.93375147VVDNPIYLSDMGAALTGAESHELQDVLEETNIPK 3 21396489 2xTMT6plex [N-Term; K34] 1.355 1.665054202 14.54 0 4127.125861 4 1032.528931 -7.745919273 -0.007992096 104.7225638DIIALNPLYR 8 21396489 1xTMT6plex [N-Term] 0.795 0.561 3.057346106 42.05 0 1416.841216 2 708.923645 -0.849016053 -0.00060146 75.1271775ALTAEIVK 6 21396489 2xTMT6plex [N-Term; K8] 0.745 0.567 0.71 3.768645287 37.64 0 1302.839709 2 651.9227905 -1.078010827 -0.000702238 49.14663819EAEDELSAR 4 21396489 1xTMT6plex [N-Term] 0.971 0.443 3.134282589 22.8 0 1248.626926 2 624.8171997 0.157592359 9.84E-05 41.25380494EIFDIAFPDEQAEALAVER 4 21396489 1xTMT6plex [N-Term] 1.542495489 18.59 0 2392.223372 2 1196.61499 -0.279238661 -0.000334001 101.9644236ILPVGGIK 2 21396489 2xTMT6plex [N-Term; K8] 0.607 2.657903671 35.09 0 1254.854965 2 627.9317017 0.925676947 0.000580795 64.19541138KEAEDELSAR 2 21396489 2xTMT6plex [N-Term; K1] 0.624 2.595125437 14.96 1 1605.884821 3 535.9664917 0.062811264 3.36E-05 30.56452575LAQPYVGVFLK 2 21396489 2xTMT6plex [N-Term; K11] 0.564 1.831708431 12.17 0 1693.045285 2 847.0256348 -0.763109387 -0.000645989 82.99702264YLLQEQLK 1 21396489 2xTMT6plex [N-Term; K8] 0.777 1.613261104 0 1492.913936 2 746.9616089 1.342839255 0.001002372 71.104969564501993 AGPS alkyldihydroxyacetonephosphate synthase, peroxisomal precursor 8540 NP_003650.1 24.46808511 1 11 11 52 658 72.866 7.34 2.625 1.307 1.149 1.69 Non-Significant 0.069 EWIQNTLGVNVEHK 5 4501993 2xTMT6plex [N-Term; K14] 1.632 1.523 4.938116074 34.22 0 2125.180609 3 709.0643921 -0.934447858 -0.000661957 72.24151507ETNISYSQEADDR 4 4501993 1xTMT6plex [N-Term] 1.816 5.341404915 77.27 0 1756.818702 2 878.9123535 -0.723949915 -0.000635924 30.14281153ESGYCTGHEPDSLEFSTVGGWVSTR 2 4501993 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 3.325349331 10.9 0 2987.367881 3 996.4611206 0.31062676 0.000309319 73.21354889ASLNPSDTPPSVVNEDFLHDLK 4 4501993 2xTMT6plex [N-Term; K22] 100 100 2.174950361 18.96 0 2853.503459 3 951.8328247 -6.846972218 -0.00651262 73.49883529IPDIVLWPTCHDDVVK 8 4501993 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 100 100 2.026 2.223372459 19.26 0 2365.29901 3 789.1029663 -1.97185396 -0.001554675 79.27189536GQIELTGK 2 4501993 2xTMT6plex [N-Term; K8] 1.847 3.298233509 49.83 0 1303.798572 2 652.4022217 -1.07809646 -0.00070281 46.17521538ESISDVGFGMLK 6 4501993 2xTMT6plex [N-Term; K12] 100 100 2.922487259 27.81 0 1740.960628 2 870.9849854 1.186478942 0.001032807 78.82506522IRPVPEYQK 4 4501993 2xTMT6plex [N-Term; K9] 1.193 0.939 3.61248374 27.29 0 1587.962284 3 529.9931641 1.672191794 0.000885126 37.20678965EYVDPNNIFGNR 8 4501993 1xTMT6plex [N-Term] 100 2.24535346 11.53 0 1666.83865 2 833.9238892 1.110905553 0.00092585 73.65006605TIISLDTSQMNR 6 4501993 1xTMT6plex [N-Term] 1.541460037 11.39 0 1607.862422 2 804.4337769 -1.333956832 -0.00107241 50.29144449GFDPNQLSVATLLFEGDR 3 4501993 1xTMT6plex [N-Term] 100 1.350853562 3.44 0 2208.149813 2 1104.567627 -9.888732921 -0.010917902 96.916255123110942 PSMA5 proteasome subunit alpha type-5 isoform 1 5686 NP_002781.2 45.64315353 1 9 9 50 241 26.394 4.79 0.95 1.08 1.05 1.03 Significant 0.0015 GPQLFHMDPSGTFVQCDAR 15 23110942 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.953 0.742 0.762 3.605535746 39.77 0 2392.137551 3 798.0508423 0.176697811 0.000140895 65.74160609AIGSASEGAQSSLQEVYHK 2 23110942 2xTMT6plex [N-Term; K19] 0.906 6.182887077 82.59 0 2420.282173 3 807.4331665 1.145759676 0.000924354 61.22007321IVEIDAHIGCAMSGLIADAK 6 23110942 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C10] 100 0.648 3.007809639 16.02 0 2542.377336 3 848.1293335 -1.529675262 -0.001296337 89.60152895LFQVEYAIEAIK 5 23110942 2xTMT6plex [N-Term; K12] 100 2.676264763 43.99 0 1882.109007 2 941.5584106 0.28555682 0.000268725 104.7217407GVNTFSPEGR 2 23110942 1xTMT6plex [N-Term] 1.084 3.903952599 53.07 0 1292.67963 2 646.8433228 -0.202255982 -0.000130726 39.68805609EELEEVIK 4 23110942 2xTMT6plex [N-Term; K8] 1.375 0.943 2.607837915 33.8 0 1446.845582 2 723.9265747 0.200964129 0.000145382 61.92629334ITSPLMEPSSIEK 6 23110942 2xTMT6plex [N-Term; K13] 1.265 0.821 1.197 2.834209204 36.89 0 1890.065822 2 945.5366821 0.140692355 0.000132959 52.39816291EELEEVIKDI 6 23110942 2xTMT6plex [N-Term; K8] 0.53 100 1.839841962 23.27 1 1674.956589 2 837.9816895 -0.290529171 -0.000243312 107.2015193SSLIILK 4 23110942 2xTMT6plex [N-Term; K7] 1.64 100 3.025142908 25.1 0 1231.838981 2 616.4229736 -0.251684173 -0.000155017 66.9245372738372921 BSG basigin isoform 3 682 NP_940992.1 44.88636364 1 1 6 73 176 19.426 6.68 1.17 1.09 1.13 Non-Significant #N/A SSEHINEGETAMLVCK 2 38372921 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15]; 1xOxidation [M12] 0.878 4.317322731 37.28 0 2279.141189 3 755.0465088 -9.411969107 -0.007100221 46.2801483SSEHINEGETAMLVCK 16 38372921 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 0.722 0.822 0.754 6.081959724 54.87 0 2263.146274 3 755.0465088 -9.411969107 -0.007100221 46.2801483SELHIENLNMEADPGQYR 6 38372921 1xTMT6plex [N-Term] 0.627 0.723 4.006057262 27.28 0 2345.139325 3 782.3848267 0.256722687 0.000200683 66.51566372GTANIQLHGPPR 2 38372921 1xTMT6plex [N-Term] 1.172 1.089 53.74 0 1489.843676 3 497.286377 0.605230864 0.000300566 24.23312428GSDQAIITLR 34 38372921 1xTMT6plex [N-Term] 1.889 1.608 1.934 3.953248262 58.12 0 1302.757881 2 651.8827515 0.265336862 0.000172835 52.60338135SESVPPVTDWAWYK 7 38372921 2xTMT6plex [N-Term; K14] 0.839 1.791 2.281479359 17.86 0 2123.121363 2 1062.063599 -0.679219003 -0.000721032 83.41801934FFVSSSQGR 6 38372921 1xTMT6plex [N-Term] 0.665 0.544 100 3.158937454 20.57 0 1243.663252 2 622.3349609 -0.487909407 -0.000303398 45.4520069139725634 LARP1 la-related protein 1 23367 NP_056130.2 15.99607458 1 14 14 39 1019 116.393 9.09 1.49 1.01 1.36 1.28 Significant 0.012 FSHLTSLPQQLPSQQLMSK 2 39725634 2xTMT6plex [N-Term; K19] 2.02685976 10.19 0 2628.458363 3 876.8220215 -2.606933772 -0.002284072 63.9218582VVEIVDEK 6 39725634 2xTMT6plex [N-Term; K8] 1.164 1.723 1.489 3.595259428 46.64 0 1388.840103 2 694.9224243 -1.822209182 -0.001265379 50.995784SLPTTVPESPNYR 2 39725634 1xTMT6plex [N-Term] 1.119 3.76916194 46.93 0 1689.900916 2 845.4478149 -7.433931226 -0.006281304 44.43013614QLALEDAK 4 39725634 2xTMT6plex [N-Term; K8] 1.94 1.909 3.608859301 44.68 0 1345.809137 2 673.4074707 -1.093939482 -0.000736117 39.12970882TEEVSNLK 2 39725634 2xTMT6plex [N-Term; K8] 1.13 3.171687365 30.28 0 1377.798966 2 689.4025879 -0.774466215 -0.000533529 44.85636018DFQEETVK 2 39725634 2xTMT6plex [N-Term; K8] 1.856 3.033013105 17.76 0 1453.793881 2 727.3998413 -1.014464865 -0.000737411 47.29833501YMNNITYYFDNVSSTELYSVDQELLK 2 39725634 2xTMT6plex [N-Term; K26] 100 1.531254768 1.01 0 3607.791837 3 1203.268433 -0.302902298 -0.000364269 111.5556655KMDADGFLPITLIASFHR 2 39725634 2xTMT6plex [N-Term; K1] 1.605 2.893925667 10.69 1 2490.394307 4 623.3549805 1.51995007 0.000946319 95.17826314AVTPVPTK 4 39725634 2xTMT6plex [N-Term; K8] 0.986 1.018 3.345347404 24.98 0 1270.813494 2 635.9108887 0.792038922 0.000503267 35.63160983HSVVAGGGGGEGR 2 39725634 1xTMT6plex [N-Term] 1.676579118 6.57 0 1368.718141 2 684.8625488 -0.233812748 -0.000160012 15.86276622MSAELAK 2 39725634 2xTMT6plex [N-Term; K7] 1.142 3.029300213 37.61 0 1207.712066 2 604.3598633 0.318223616 0.000192161 46.55016136LQEYLGK 6 39725634 2xTMT6plex [N-Term; K7] 100 0.984 2.403 3.136480331 28.38 0 1308.792759 2 654.901001 1.502608501 0.000983302 63.13112136EQEKGEGSDSK 1 39725634 3xTMT6plex [N-Term; K4; K11] 1.186138988 1 1881.016847 3 627.677124 -0.014832237 -9.30E-06 21.8446657FEPEYSQIK 2 39725634 2xTMT6plex [N-Term; K9] 100 2.303068876 20.93 0 1598.88303 2 799.9449463 -0.259050767 -0.000207096 51.6082309829171702 PPA2 inorganic pyrophosphatase 2, mitochondrial isoform 1 precursor 27068 NP_789845.1 30.53892216 1 9 10 52 334 37.896 7.39 0.91 0.84 0.97 0.9 Significant 0.0017 LIAINANDPEASK 6 29171702 2xTMT6plex [N-Term; K13] 0.926 0.593 0.997 3.104395151 46.57 0 1814.042384 2 907.5233154 -1.670270029 -0.00151497 55.61216781GYIWNYGTLPQTWEDPHEKDK 6 29171702 3xTMT6plex [N-Term; K19; K21] 0.486 100 0.743 3.636784554 22 1 3264.693274 4 816.9292603 0.593300951 0.000484236 79.62933408SLVESVSSSPNK 2 29171702 2xTMT6plex [N-Term; K12] 0.86 4.458863258 49.07 0 1691.957986 2 846.4819946 -0.752525889 -0.000636621 42.35437899ESNEEEQVWHFLGK 6 29171702 2xTMT6plex [N-Term; K14] 100 0.355 2.674500704 34.27 0 2190.123154 3 730.7120361 -0.72981812 -0.000532797 74.21316201ILSCGEVIHVK 6 29171702 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.768 0.912 1.142 3.493228674 33.38 0 1713.013333 3 571.6762085 0.431484255 0.000246379 51.40747968FKPGYLEATLNWFR 4 29171702 2xTMT6plex [N-Term; K2] 100 0.978 3.186571836 12.44 0 2200.231916 3 734.0817871 -0.503656849 -0.000369387 101.4770474YVANIFPYK 24 29171702 2xTMT6plex [N-Term; K9] 0.901 0.794 3.80501771 41.2 0 1572.919022 2 786.963501 0.44727231 0.000351762 81.33913098AFALEVIK 6 29171702 2xTMT6plex [N-Term; K8] 0.992 0.534 100 3.443636179 39.7 0 1348.860444 2 674.9346313 1.142968733 0.000770853 73.66238679GYIWNYGTLPQTWEDPHEK 2 29171702 2xTMT6plex [N-Term; K19] 1.9894526 7.37 0 2792.408436 3 931.4713135 -3.240607711 -0.003016367 76.94487046SLVESVSSSPNKESNEEEQVWHFLGK 2 29171702 3xTMT6plex [N-Term; K12; K26] 1.525320172 1.3 1 3633.900366 4 909.2283325 -2.439781222 -0.00221648 78.13763436170763498 SET protein SET isoform 2 6418 NP_003002.2 29.24187726 1 1 6 84 277 32.084 4.22 1.16 1.15 1.18 1.16 Significant 0.000058 EQQEAIEHIDEVQNEIDRLNEQASEEILK 2 170763498 2xTMT6plex [N-Term; K29] 2.662687302 16.87 1 3907.992539 4 977.7526245 -0.990447931 -0.000967666 89.63424736IDFYFDENPYFENK 16 170763498 2xTMT6plex [N-Term; K14] 1.625 1.828 1.468 4.269560814 34.96 0 2299.132321 2 1150.068359 -1.252255024 -0.00143955 93.34180169EFHLNESGDPSSK 28 170763498 2xTMT6plex [N-Term; K13] 1.076 1.115 1.081 4.971426964 62.68 0 1904.975427 3 635.663147 -0.282996843 -0.000179701 40.53663981LNEQASEEILK 18 170763498 2xTMT6plex [N-Term; K11] 1.364 2.065 1.792 4.321436882 58.8 0 1731.989286 2 866.4967041 -1.821268122 -0.001577208 57.7247918ELNSNHDGADETSEK 6 170763498 2xTMT6plex [N-Term; K15] 2.162 2.947 1.96 5.42512989 53.99 0 2104.019476 3 702.0118408 0.709580379 0.000497657 26.83725263VEVTEFEDIK 14 170763498 2xTMT6plex [N-Term; K10] 1.484 1.818 1.41 4.439945221 56.35 0 1666.930374 2 833.9693604 0.641834321 0.000534947 79.641229134503507 EIF2S3 eukaryotic translation initiation factor 2 subunit 3 1968 NP_001406.1 27.33050847 1 10 10 52 472 51.077 8.4 1.2 1.37 1.42 1.33 Significant 0.0025 LTPLSHEVISR 8 4503507 1xTMT6plex [N-Term] 1.292 1.141 1.391 3.988052845 55.51 0 1480.868494 3 494.2945251 0.356905057 0.000176176 45.6071199VGQEIEVRPGIVSK 4 4503507 2xTMT6plex [N-Term; K14] 1.794 2.112 3.26506567 31.01 0 1969.184632 3 657.0670776 1.040009212 0.000682657 55.2134114SFDVNKPGCEVDDLK 4 4503507 3xTMT6plex [N-Term; K6; K15]; 1xCarbamidomethyl [C9] 1.551 1.331 2.832896233 19.88 0 2410.289122 3 804.1010132 -0.263868435 -0.000212 54.85378432IVLTNPVCTEVGEK 4 4503507 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 0.997 0.839 2.29419446 30.66 0 2017.140384 2 1009.072815 -1.006691058 -0.001015319 60.00243303QDLTTLDVTK 6 4503507 2xTMT6plex [N-Term; K10] 2.42 2.861840248 45.11 0 1591.930709 2 796.468811 -0.228093902 -0.000181555 52.68113656LDDPSCPRPECYR 2 4503507 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C11] 1.536 2.990317822 16.79 0 1893.878483 3 631.9648438 0.789274504 0.000498263 37.43779911LMCKPIFSK 3 4503507 3xTMT6plex [N-Term; K4; K9]; 1xCarbamidomethyl [C3] 1 2.290071011 8.95 0 1811.08903 3 604.3666992 -1.924656211 -0.001161908 62.92329164LIGWGQIR 18 4503507 1xTMT6plex [N-Term] 0.969 100 2.973334312 36.58 0 1171.714894 2 586.3615112 0.727199886 0.000426035 85.01043706EQYEQILAFVQGTVAEGAPIIPISAQLK 2 4503507 2xTMT6plex [N-Term; K28] 1.340084672 0.36 0 3471.950327 3 1157.987915 -0.327079222 -0.000378534 110.5413433FKNELER 1 4503507 2xTMT6plex [N-Term; K2] 1.43 2.251949072 6.03 1 1393.82037 3 465.2792969 2.128649475 0.000988985 36.12149594507491 THOP1 thimet oligopeptidase 7064 NP_003240.1 18.86792453 1 11 11 40 689 78.789 6.05 0.99 0.96 1.41 1.12 Significant 0.016 VDQALHTQTDADPAEEYAR 4 4507491 1xTMT6plex [N-Term] 1.553 1.33 4.365837097 47.25 0 2359.136348 3 787.0499878 -0.397429803 -0.00031253 50.08053107DAASGEVVGK 6 4507491 2xTMT6plex [N-Term; K10] 1.211 1.665 1.393 4.316752911 61.2 0 1390.794215 2 695.9008789 0.191259424 0.000133001 41.42041539GLQVGGCEPEPQVC 4 4507491 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C14] 0.685 2.860728025 34.75 0 1758.835221 2 879.9207153 -0.60688797 -0.000533708 49.84323351NILDFPQHVSPSK 6 4507491 2xTMT6plex [N-Term; K13] 1.007 100 1.47 3.474931717 31.2 0 1940.100568 3 647.3688965 -4.345938048 -0.002810519 59.13471333TASTEADK 4 4507491 2xTMT6plex [N-Term; K8] 100 2.833384991 31.22 0 1280.709817 2 640.8582153 -0.517561378 -0.000331423 21.93393185YCVDQNLLK 2 4507491 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.652 2.907836437 35.02 0 1610.897635 2 805.9509888 -1.821196378 -0.00146688 59.63349985YPHYFPLLK 2 4507491 2xTMT6plex [N-Term; K9] 0.898 2.184932947 30.54 0 1635.966306 3 545.9927979 -1.507399818 -0.000822018 70.30604141KVEEAFNCR 3 4507491 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.536 0.583 2.336355209 6.39 1 1610.872483 3 537.628479 -0.992504558 -0.000532933 45.80838599DFVEAPSQMLENWVWEQEPLLR 2 4507491 1xTMT6plex [N-Term] 1.094186544 1.65 0 2945.470495 3 982.4926147 -2.445793204 -0.002401337 107.6097941LSLLCIDFNK 2 4507491 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.487836003 8.58 0 1680.975885 2 840.9912109 -0.440056878 -0.000369862 99.79172893AVILELK 5 4507491 2xTMT6plex [N-Term; K7] 0.693 100 2.716861725 29.95 0 1243.838981 2 622.4238281 1.124703456 0.000699475 68.02466867387849337 AP3D1 AP-3 complex subunit delta-1 isoform 3 8943 NP_001248755.1 12.59259259 1 11 11 32 1215 136.565 7.64 0.66 0.7 100 33.79 Non-Significant #N/A VDSCASMYSR 4 387849337 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.538 1.364 3.542724133 49.78 0 1404.644901 2 702.8255005 -0.837943765 -0.000588507 37.35368522ASCILQLVK 5 387849337 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.191 3.505156517 52.98 0 1489.917642 2 745.4630127 0.742900543 0.00055343 95.70191814AVFHEEEQR 6 387849337 1xTMT6plex [N-Term] 0.655 0.803 3.24732542 42.48 0 1373.701094 3 458.5715637 -0.696015964 -0.000318706 29.10180389VTTLPGHIQAVYVQNVVK 2 387849337 2xTMT6plex [N-Term; K18] 100 2.916762829 11.06 0 2424.437886 3 808.8184814 1.239465014 0.001001669 79.13719722AEGTTYRDELLTK 2 387849337 2xTMT6plex [N-Term; K13] 1.202 2.330147505 19.65 1 1955.084977 3 652.3670044 0.758403656 0.000494248 55.43918691DLANDIMTLMSHTKPYIR 2 387849337 2xTMT6plex [N-Term; K14] 100 2.644044876 0.91 0 2577.39332 4 645.1030273 -1.179825747 -0.000760219 103.237646KQEQANNPFYIK 4 387849337 3xTMT6plex [N-Term; K1; K12] 0.425 0.436 2.170174837 7.44 1 2167.24785 3 723.0873413 -0.174887343 -0.000126341 60.57745118GMELSVLDSLNAR 1 387849337 1xTMT6plex [N-Term] 0.724 1.133129478 0 1633.878072 2 817.4418335 -1.029206427 -0.000840799 83.541311DLILQCLDDKDESIR 3 387849337 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.504140854 4.45 1 2291.231718 3 764.4144287 -1.302808949 -0.000995012 66.08296079ALDIDLDKPLADSEK 1 387849337 3xTMT6plex [N-Term; K8; K15] 100 1.479820251 0 2330.342203 3 777.4522705 0.023543082 1.83E-05 62.59448011LEDPDPGVQSAAVNVICELAR 2 387849337 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.078788042 3.34 0 2482.280904 2 1241.641113 -2.398526892 -0.002976909 98.8930084557809 OAT ornithine aminotransferase, mitochondrial isoform 1 precursor 4942 NP_000265.1 34.39635535 1 11 11 45 439 48.504 7.03 1.06 1.03 1.01 1.03 Significant 0.0002 VAIAALEVLEEENLAENADK 7 4557809 2xTMT6plex [N-Term; K20] 100 100 3.171851158 46.78 0 2599.423083 3 867.1449585 -1.062155575 -0.000920331 97.78579058GIYLWDVEGR 6 4557809 1xTMT6plex [N-Term] 0.735 0.491 2.177 3.362332344 34.55 0 1436.773531 2 718.8903809 -0.031738648 -2.28E-05 86.32409351GLLNAIVIK 6 4557809 2xTMT6plex [N-Term; K9] 0.651 0.953 100 2.757871389 41.04 0 1398.944843 2 699.9746094 -2.073376956 -0.00145027 73.59943915LPSDVVTAVR 4 4557809 1xTMT6plex [N-Term] 1.04 1.014 2.753434896 28.42 0 1285.767717 2 643.387207 -0.450802654 -0.000289814 61.308544AFYNNVLGEYEEYITK 6 4557809 2xTMT6plex [N-Term; K16] 100 2.136715651 12.06 0 2411.253499 2 1206.128784 -1.330084384 -0.001603585 104.1649044ESIEIINK 5 4557809 2xTMT6plex [N-Term; K8] 1.364 1.144 3.821563005 36.86 0 1403.851002 2 702.4281006 -1.479678486 -0.001038624 48.78189982VLPMNTGVEAGETACK 2 4557809 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 2.282 1.783597231 5.92 0 2135.124082 2 1068.06543 -0.233759248 -0.000249552 60.34077851FAPPLVIK 2 4557809 2xTMT6plex [N-Term; K8] 1.395 3.041615248 33.05 0 1342.886265 2 671.9478149 1.554884331 0.001044016 72.70776388TVQGPPTSDDIFER 4 4557809 1xTMT6plex [N-Term] 100 0.52 1.415552139 0.93 0 1790.912209 2 895.9607544 1.129820352 0.001011705 39.80030817KWGYTVK 2 4557809 3xTMT6plex [N-Term; K1; K7] 1.116 2.506638765 4.52 1 1568.976761 3 523.663147 -1.19370285 -0.000624297 43.02031694ALQDPNVAAFMVEPIQGEAGVVVPDPGYLMGVR 1 4557809 1xTMT6plex [N-Term] 1.243576527 0 3668.90179 3 1223.635742 -2.484835524 -0.003038873 105.849904527477136 ZC3HAV1 zinc finger CCCH-type antiviral protein 1 isoform 1 56829 NP_064504.2 14.07982262 1 10 10 36 902 101.367 8.4 0.96 0.69 0.87 0.84 Significant 0.0088 ASLEDAPVDDLTR 6 27477136 1xTMT6plex [N-Term] 1.093 0.619 0.761 4.019900799 50.81 0 1630.848546 2 815.9292603 1.654333763 0.001348984 53.31848698ATDLGGTSQAGTSQR 10 27477136 1xTMT6plex [N-Term] 0.95 0.801 0.627 3.787811279 56.16 0 1678.855757 2 839.9313965 -0.143056513 -0.000120086 18.05249941VDDHDSEEICLDHLCK 4 27477136 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C10; C15] 1.108 1.035 4.934050083 15.8 0 2443.163381 4 611.5454712 -1.361236993 -0.000831431 52.87066897GTGLLSSDYR 2 27477136 1xTMT6plex [N-Term] 0.625 3.272840023 42.4 0 1297.694946 2 649.3510742 -0.057187939 -3.71E-05 35.32865662YSHEVLSEENFK 5 27477136 2xTMT6plex [N-Term; K12] 0.792 0.684 3.585577011 28.57 0 1940.016563 3 647.3431396 -0.875056801 -0.000565875 54.68618168SCTPSPDQISHR 2 27477136 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.785 4.097573757 45.69 0 1613.79032 3 538.6015625 -0.115052122 -6.19E-05 28.90657816EHGLNPDVVQNIQDICNSK 2 27477136 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C16] 2.624730587 10.98 0 2638.36592 3 880.1223755 -5.058667206 -0.004448872 59.85402655VMSCDSFPIR 2 27477136 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.514 2.701883554 11.89 0 1440.717672 2 720.8621216 -0.4899405 -0.000352933 64.37594265WQMLIGK 2 27477136 2xTMT6plex [N-Term; K7] 1.892886758 15.48 0 1333.806635 2 667.4069824 0.040113573 2.68E-05 80.9863957LSEIHHLHPEYVR 1 27477136 1xTMT6plex [N-Term] 1.076 2.526959658 0 1859.012532 3 620.3414307 -1.502549211 -0.000931086 39.8363131121114298 CUL4B cullin-4B isoform 1 8450 NP_003579.3 12.1577218 1 5 11 50 913 103.916 7.37 1.57 1.58 1.41 1.52 Significant 0.0013 ETVEEQASTTER 16 121114298 1xTMT6plex [N-Term] 1.661 1.693 2.043 4.341233253 57.97 0 1608.791425 2 804.9003906 1.29270331 0.001039845 36.96133079GLNNLLDENR 4 121114298 1xTMT6plex [N-Term] 1.986 1.654 4.082387924 56.23 0 1386.753858 2 693.8812256 0.94949213 0.000658356 53.67821911TIDGILLLIER 2 121114298 1xTMT6plex [N-Term] 100 2.901059628 43.2 0 1484.924946 2 742.9658813 -0.309661905 -0.000229912 107.1576535EATDEELEK 2 121114298 2xTMT6plex [N-Term; K9] 1.531 4.485734463 48.29 0 1521.804839 2 761.4052734 -1.031068478 -0.000784543 40.20498323SASVDAEK 6 121114298 2xTMT6plex [N-Term; K8] 1.325 1.408 1.412 3.520618916 45.3 0 1264.714902 2 632.8606567 -0.684291326 -0.000432717 27.12782231QLLGEHLTAILQK 2 121114298 2xTMT6plex [N-Term; K13] 100 2.680665255 12.03 0 1922.183903 3 641.4008789 2.174614376 0.001393336 75.5531653RPNKPAELIAK 2 121114298 3xTMT6plex [N-Term; K4; K11] 1.333 3.270607948 2.94 0 1924.231078 4 481.8135681 0.70939034 0.000341258 42.54213703DVFEAFYK 8 121114298 2xTMT6plex [N-Term; K8] 2.457 100 2.138091087 18.64 0 1476.813888 2 738.909668 -1.238295844 -0.000914366 73.45547115LITYLDQTTQK 2 121114298 2xTMT6plex [N-Term; K11] 100 1.135711908 3.91 0 1782.041322 2 891.5235596 -0.829980403 -0.00073953 65.519782DIMIQFK 2 121114298 2xTMT6plex [N-Term; K7] 1.926 3.304161787 30.33 0 1352.801215 2 676.9036255 -0.917055236 -0.000620297 73.0116556EDSLDSVLFLK 4 121114298 2xTMT6plex [N-Term; K11] 1.71989572 6.95 0 1723.988223 2 862.4970093 -0.859324497 -0.000740733 81.3410673



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms38372919 BSG basigin isoform 1 precursor 682 NP_001719.2 21.03896104 1 1 6 77 385 42.174 5.66 0.64 0.99 0.92 0.85 Significant 0.015 SSEHINEGETAMLVCK 2 38372919 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15]; 1xOxidation [M12] 0.878 4.317322731 37.28 0 2279.141189 3 755.0465088 -9.411969107 -0.007100221 46.2801483SSEHINEGETAMLVCK 16 38372919 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 0.722 0.822 0.754 6.081959724 54.87 0 2263.146274 3 755.0465088 -9.411969107 -0.007100221 46.2801483SELHIENLNMEADPGQYR 6 38372919 1xTMT6plex [N-Term] 0.627 0.723 4.006057262 27.28 0 2345.139325 3 782.3848267 0.256722687 0.000200683 66.51566372GSDQAIITLR 34 38372919 1xTMT6plex [N-Term] 1.889 1.608 1.934 3.953248262 58.12 0 1302.757881 2 651.8827515 0.265336862 0.000172835 52.60338135GGVVLKEDALPGQK 6 38372919 3xTMT6plex [N-Term; K6; K14] 0.372 0.374 0.173 5.062188625 24.39 1 2098.283901 3 700.0988159 -0.956184286 -0.000668782 47.39518585SESVPPVTDWAWYK 7 38372919 2xTMT6plex [N-Term; K14] 0.839 1.791 2.281479359 17.86 0 2123.121363 2 1062.063599 -0.679219003 -0.000721032 83.41801934FFVSSSQGR 6 38372919 1xTMT6plex [N-Term] 0.665 0.544 100 3.158937454 20.57 0 1243.663252 2 622.3349609 -0.487909407 -0.000303398 45.452006914506681 RPS11 40S ribosomal protein S11 6205 NP_001006.1 43.03797468 1 9 9 56 158 18.419 10.3 1.12 1.09 1.09 1.1 Significant 0.000083 NMSVHLSPCFR 9 4506681 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.917 0.795 0.486 4.234815121 51.16 0 1576.792569 3 526.2694092 0.701194998 0.000368546 47.91456695DVQIGDIVTVGECRPLSK 6 4506681 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C13] 2.361 2.632012129 11.83 0 2444.358315 3 815.4575806 -0.051923967 -4.23E-05 64.9938087EAIEGTYIDK 12 4506681 2xTMT6plex [N-Term; K10] 1.353 1.505 1.481 4.786331177 55.03 0 1596.888509 2 798.9475708 -0.403552555 -0.000322214 46.88462832EAIEGTYIDKK 8 4506681 3xTMT6plex [N-Term; K10; K11] 1.08 1.162 0.825 3.951196671 34.62 1 1954.146404 2 977.5762329 -0.621841682 -0.000607585 45.31109156CPFTGNVSIR 6 4506681 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.334 1.368 1.419 3.640221357 45.47 0 1379.730286 2 690.3677979 -1.425595201 -0.000983468 44.59373137KCPFTGNVSIR 4 4506681 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 0.662 1.026 3.394963264 31.97 1 1736.988181 3 579.6671753 -0.695658789 -0.000402784 43.22157428VLLGETGK 6 4506681 2xTMT6plex [N-Term; K8] 1.16 1.592 1.239 3.113244295 49.25 0 1274.808409 2 637.9085083 1.044228727 0.000665596 54.64105839ILSGVVTK 4 4506681 2xTMT6plex [N-Term; K8] 1.377 2.172 3.085110664 36.14 0 1274.844794 2 637.9272461 1.899256687 0.001210629 62.55641601VLLGETGKEK 1 4506681 3xTMT6plex [N-Term; K8; K10] 0.295 2.498475552 1 1761.108897 3 587.708313 0.845464381 0.000496318 46.93585439157412328 CORO1C coronin-1C isoform a 23603 NP_001098707.1 19.92409867 1 8 8 34 527 58.91 7.75 0.99 1.05 0.98 1.01 Significant 0.00047 KTTDTASVQNEAK 2 157412328 3xTMT6plex [N-Term; K1; K13] 1.158 3.934977531 18.97 1 2080.185309 3 694.0663452 -0.397347037 -0.000275518 38.03315417KNILDSKPTANK 4 157412328 4xTMT6plex [N-Term; K1; K7; K12] 1.12 1.255 3.214809656 13.17 1 2245.404968 4 562.1066284 -0.126604389 -7.11E-05 49.45388299KCEPIIMTVPR 6 157412328 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 1.007 0.97 1.014 3.960449457 34.32 1 1802.043253 3 601.3519287 -1.121020366 -0.000673376 46.443722KSDLFQDDLYPDTAGPEAALEAEEWFEGK 8 157412328 3xTMT6plex [N-Term; K1; K29] 1.269 1.18 2.99299264 11.33 1 3958.984155 4 990.4994507 -2.066771501 -0.002045579 99.27300781NILDSKPTANK 2 157412328 3xTMT6plex [N-Term; K6; K11] 1.014 3.18497324 13.74 0 1888.147073 3 630.0541992 0.514417687 0.000323765 45.55710802SIKDTICNQDER 4 157412328 2xTMT6plex [N-Term; K3]; 1xCarbamidomethyl [C7] 0.95 3.568994045 14.66 1 1937.016246 3 646.343689 0.138163287 8.92E-05 43.0209907YFEITDESPYVHYLNTFSSK 2 157412328 2xTMT6plex [N-Term; K20] 2.019643545 5.51 0 2898.460197 3 966.8255615 0.667368251 0.00064478 84.65042813KQEIVAEK 6 157412328 3xTMT6plex [N-Term; K1; K8] 0.925 3.530487537 36.35 1 1632.029918 2 816.5197754 1.443558861 0.001177966 37.833703823097250 TIPRL TIP41-like protein isoform 1 261726 NP_690866.1 46.69117647 1 9 9 51 272 31.424 5.91 1.27 1.13 1.22 1.21 Significant 0.0012 VACAEEWQESR 8 23097250 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.128 0.668 1.227 4.544955254 53.25 0 1593.752872 2 797.3791504 -1.159300656 -0.000923819 45.08391439VVPTTDHIDTEK 10 23097250 2xTMT6plex [N-Term; K12] 1.197 1.155 1.128 4.11477375 46.88 0 1813.01075 3 605.0084839 0.082029385 4.96E-05 47.68972081FFEEVLLFEDELHDHGVSSLSVK 6 23097250 2xTMT6plex [N-Term; K23] 1.656 1.621 1.304 4.552186489 46.16 0 3134.645037 4 784.4173584 0.818661673 0.000641553 105.0527067IQHGSGFGIEFNATDALR 4 23097250 1xTMT6plex [N-Term] 0.849 0.666 3.807152987 24.86 0 2162.119182 3 721.3773193 -0.821856724 -0.000592317 75.70907505EVIKPYDWTYTTDYK 3 23097250 3xTMT6plex [N-Term; K4; K15] 1.32 0.602 3.232388496 18.63 0 2609.410617 3 870.4732666 -2.058213942 -0.001790242 80.48360521GTLLGESLK 6 23097250 2xTMT6plex [N-Term; K9] 1.824 3.32016468 54.22 0 1375.856087 2 688.4317017 0.028709625 1.98E-05 55.449428IDPNPADSQK 2 23097250 2xTMT6plex [N-Term; K10] 1.29 3.303766251 42.71 0 1542.852793 2 771.930481 0.57858019 0.000446332 41.62889796LADELHMPSLPEMMFGDNVLR 8 23097250 1xTMT6plex [N-Term] 0.855 2.622929573 11.95 0 2644.313466 3 882.1085815 -0.86017453 -0.00075819 105.1906323DFCFGPWK 4 23097250 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.692 2.496536255 21.53 0 1514.786628 2 757.8985596 2.122226699 0.00160736 80.2161929945439306 DARS aspartate--tRNA ligase, cytoplasmic isoform 1 1615 NP_001340.2 21.95608782 1 10 10 47 501 57.1 6.55 0.97 1.07 1.18 1.07 Significant 0.0032 LPLQLDDAVRPEAEGEEEGR 9 45439306 1xTMT6plex [N-Term] 1.215 1.391 0.899 4.64618063 31.36 0 2452.251712 3 818.0904541 2.078613979 0.001699095 64.10538138ESIVDVEGVVR 6 45439306 1xTMT6plex [N-Term] 1.676 100 0.771 3.423542261 52.05 0 1430.805225 2 715.9024048 -5.375804865 -0.003845865 54.48608311GEEILSGAQR 8 45439306 1xTMT6plex [N-Term] 0.882 0.981 1.225 4.124501705 59.48 0 1288.705845 2 644.8566284 0.10487726 6.76E-05 43.89101623EIMDAAEDYAK 4 45439306 2xTMT6plex [N-Term; K11] 1.433 3.653 3.414360762 37.24 0 1713.876958 2 857.440918 -1.399798561 -0.001199541 71.32367456FQTEIQTVNK 2 45439306 2xTMT6plex [N-Term; K10] 1.248 4.623984814 59.55 0 1665.957592 2 833.4833374 1.084160063 0.000903082 54.78740868ALHHGIDLEK 4 45439306 2xTMT6plex [N-Term; K10] 0.804 0.875 3.618366718 38.81 0 1590.936797 3 530.9841309 0.65512227 0.000347419 46.25087656GFVEIQTPK 4 45439306 2xTMT6plex [N-Term; K9] 0.588 1.568 2.840452909 30.73 0 1476.882636 2 738.9451294 0.234195361 0.00017294 50.87292968ADEVVWVR 4 45439306 1xTMT6plex [N-Term] 1.14 1.187 3.12768364 32.85 0 1202.673088 2 601.8408203 1.060574991 0.000637763 56.79605441EKYDTDFYILDK 4 45439306 3xTMT6plex [N-Term; K2; K12] 1.282 100 1.866403103 8.98 1 2237.230862 3 746.4141846 -1.279125508 -0.0009539 65.56923305VFSIGPVFR 2 45439306 1xTMT6plex [N-Term] 100 1.445139527 17.11 0 1250.74586 2 625.8780518 2.372484868 0.001483688 79.06406829284448551 CYB5R3 NADH-cytochrome b5 reductase 3 isoform 3 1727 NP_001165131.1 46.70658683 1 8 8 44 334 38.202 6.9 0.8 1.24 0.94 0.99 Significant 0.017 DHLPPPEEEPLVLMCGPPPMIQYACLPNLDHVGHPTER 2 284448551 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C15; C25] 100 2.908004761 1.71 0 4585.233782 5 917.8528442 0.290622347 0.000266514 88.74433142GPSGLLVYQGK 8 284448551 2xTMT6plex [N-Term; K11] 0.712 0.96 0.577 4.15105629 47.07 0 1576.946299 2 788.975708 -1.369567484 -0.001079867 58.69851384APEAWDYGQGFVNEEMIR 6 284448551 1xTMT6plex [N-Term] 0.806 100 3.957382917 37.38 0 2341.112047 3 781.0426025 0.515570021 0.000402336 93.52037888DILLRPELEELR 10 284448551 1xTMT6plex [N-Term] 0.716 100 100 3.581253767 24.97 0 1725.010801 3 575.6748657 -0.438688286 -0.000252247 61.63613012SVGMIAGGTGITPMLQVIR 6 284448551 1xTMT6plex [N-Term] 100 0.713 1.925304413 23.15 0 2130.197632 2 1065.600342 -1.983297787 -0.002112408 87.54057859AIMKDPDDHTVCHLLFANQTEK 2 284448551 3xTMT6plex [N-Term; K4; K22]; 1xCarbamidomethyl [C12] 0.778 2.807500124 6.31 1 3270.721814 4 818.4359131 0.002526583 2.07E-06 55.20357425FALPSPQHILGLPVGQHIYLSAR 4 284448551 1xTMT6plex [N-Term] 1.720263362 11.78 0 2743.560906 4 686.6442261 -2.125392264 -0.001457786 79.28629741STPAITLESPDIK 6 284448551 2xTMT6plex [N-Term; K13] 100 0.709 0.393 2.165935755 25.07 0 1830.062451 2 915.5350342 0.186244669 0.00017042 60.628485686678271 TARDBP TAR DNA-binding protein 43 23435 NP_031401.1 23.1884058 1 6 6 45 414 44.711 6.19 1.27 0.96 0.98 1.07 Significant 0.0086 VTEDENDEPIEIPSEDDGTVLLSTVTAQFPGACGLR 6 6678271 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C33] 1.027 4.575752258 17.6 0 4103.98043 4 1026.753418 2.780750346 0.002853036 99.39388959AFAFVTFADDQIAQSLCGEDLIIK 17 6678271 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C17] 1.111 0.985 0.999 5.719719887 66.07 0 3130.653494 3 1044.223145 0.442819288 0.000462105 111.5238655GISVHISNAEPK 10 6678271 2xTMT6plex [N-Term; K12] 0.958 0.959 3.932928801 64.87 0 1709.99504 3 570.6691284 -1.291311403 -0.000736045 40.24819469KMDETDASSAVK 4 6678271 3xTMT6plex [N-Term; K1; K12] 1.36 1.294 4.614492416 27.19 1 1969.087903 3 657.0335693 -0.887935061 -0.000582807 35.64623018MDETDASSAVK 2 6678271 2xTMT6plex [N-Term; K11] 1.281 2.783713341 22.91 0 1611.830008 2 806.4192505 0.754506714 0.000608068 44.00353589TSDLIVLGLPWK 6 6678271 2xTMT6plex [N-Term; K12] 100 100 1.635147929 13.55 0 1800.103528 2 900.5531616 -2.489488934 -0.002240669 93.243442695453549 PRDX4 peroxiredoxin-4 precursor 10549 NP_006397.1 43.91143911 1 7 9 69 271 30.521 6.29 1.1 1.11 0.87 1.02 Significant 0.0058 VSVADHSLHLSK 5 5453549 2xTMT6plex [N-Term; K12] 1.304 1.029 0.749 4.273213387 31.72 0 1751.021589 3 584.3452759 -0.179805482 -0.000104948 41.06833453EEECHFYAGGQVYPGEASR 6 5453549 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.965 1.173 0.887 6.391218185 44.12 0 2415.087289 3 805.7017822 1.450887387 0.001168007 40.91346139IPLLSDLTHQISK 7 5453549 2xTMT6plex [N-Term; K13] 0.927 3.429036379 31.83 0 1923.167919 3 641.727417 -0.115072342 -7.38E-05 88.97663519DYGVYLEDSGHTLR 6 5453549 1xTMT6plex [N-Term] 1.23 1.036 1.373 4.109129429 64.04 0 1853.923108 3 618.6459351 0.077746364 4.80E-05 48.96143783QITLNDLPVGR 6 5453549 1xTMT6plex [N-Term] 1.355 1.288 3.499969006 35.66 0 1454.852844 2 727.9301758 0.159014364 0.000115671 69.22672806LVQAFQYTDK 4 5453549 2xTMT6plex [N-Term; K10] 0.995 100 3.552545309 42.95 0 1670.951778 2 835.9789429 -0.699761554 -0.000584634 66.12814185SINTEVVACSVDSQFTHLAWINTPR 3 5453549 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 2.366154194 17.1 0 3074.556684 3 1025.521118 -2.564011213 -0.002627733 93.40076876GLFIIDDK 25 5453549 2xTMT6plex [N-Term; K8] 0.918 0.972 0.829 3.583465338 50.12 0 1378.834624 2 689.9197388 -1.75698441 -0.001211295 73.26184271SVDETLR 7 5453549 1xTMT6plex [N-Term] 1.093 1.154 100 3.049638271 31.39 0 1048.583605 2 524.7949829 -0.8731585 -0.00045779 36.4327287157779135 SUCLG2 succinyl-CoA ligase [GDP-forming] subunit beta, mitochondrial isoform 2 precursor 8801 NP_003839.2 28.47222222 1 12 12 37 432 46.481 6.39 0.78 0.79 0.82 0.8 Significant 0.00023 SENEPIENEAAK 2 157779135 2xTMT6plex [N-Term; K12] 0.985 3.703284264 48.92 0 1788.937979 2 894.9730225 0.44140819 0.000394826 36.79846881MAENLGFVGPLK 4 157779135 2xTMT6plex [N-Term; K12] 1.092 2.755656004 37.03 0 1734.002434 2 867.5040283 -0.953712257 -0.00082687 82.8988607LEGTNVQEAQK 2 157779135 2xTMT6plex [N-Term; K11] 1.029 3.555630922 49.12 0 1674.94267 2 837.9746094 -0.434677564 -0.00036403 41.94651141DPNVVGQLAK 4 157779135 2xTMT6plex [N-Term; K10] 0.84 0.905 4.136855125 44.26 0 1498.899349 2 749.9533691 0.07519601 5.64E-05 59.00624003EAQVYQAFK 4 157779135 2xTMT6plex [N-Term; K9] 0.731 1.127 3.642436028 42.76 0 1541.8728 2 771.4401855 0.191075263 0.000147307 58.14897437SQAADQITK 2 157779135 2xTMT6plex [N-Term; K9] 0.702 3.567623615 32.72 0 1419.820764 2 710.4137573 -0.370646476 -0.000263126 36.44455029INFDDNAEFR 3 157779135 1xTMT6plex [N-Term] 2.010177851 14.05 0 1469.722223 2 735.3651123 0.493045123 0.00036232 62.30224714ETYLAILMDR 5 157779135 1xTMT6plex [N-Term] 1.796227217 14.22 0 1453.792217 2 727.3991089 -0.877743427 -0.000638028 79.98653231AVASVAK 4 157779135 2xTMT6plex [N-Term; K7] 0.75 0.565 2.618754387 37.31 0 1103.718866 2 552.362915 -0.282809223 -0.000156071 33.3706092EQIDIFEGIK 4 157779135 2xTMT6plex [N-Term; K10] 100 1.542932749 15.14 0 1649.951444 2 825.479126 -0.284061011 -0.000234343 71.51073393FFVADTANEALEAAK 1 157779135 2xTMT6plex [N-Term; K15] 1.019905567 0 2055.116277 2 1028.062256 0.46605088 0.000478894 76.56561312DIFAMDDK 2 157779135 2xTMT6plex [N-Term; K8] 1.133515 7.14 0 1412.749573 2 706.8779907 -0.61469117 -0.000434202 58.46297894555943903 TPT1 translationally-controlled tumor protein isoform 1 7178 NP_001273201.1 58.88324873 1 7 7 73 197 22.559 5.24 1.251 1.843 0.513 1.2 Non-Significant 0.089 DLISHDEMFSDIYK 17 555943903 2xTMT6plex [N-Term; K14] 2.728 3.392 1.139 4.089609146 31.62 0 2171.109477 3 724.3743896 -0.396863768 -0.000287212 66.49467583TEGNIDDSLIGGNASAEGPEGEGTESTVITGVDIVMNHHLQETSFTK 2 555943903 2xTMT6plex [N-Term; K47] 3.976992607 14.93 0 5315.590183 4 1329.654053 0.789763198 0.001049514 92.524998VKPFMTGAAEQIK 10 555943903 3xTMT6plex [N-Term; K2; K13] 1.174 1.3 0.01 5.256048203 35.96 0 2107.255243 3 703.0901489 0.30855652 0.000216736 62.50609678EIADGLCLEVEGK 26 555943903 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 2.652 100 100 3.186480045 47.02 0 1891.024685 2 946.015686 -0.312015857 -0.000295015 77.49311107DLISHDEMFSDIYK 7 555943903 2xTMT6plex [N-Term; K14]; 1xOxidation [M8] 0.385 1.284 3.577202082 12.48 0 2187.104392 3 724.3743896 -0.396863768 -0.000287212 66.49467583EDGVTPYMIFFK 6 555943903 2xTMT6plex [N-Term; K12] 100 1.65384376 7.07 0 1905.023229 2 953.0133057 -2.044070548 -0.001947001 91.73147455GKLEEQRPER 3 555943903 2xTMT6plex [N-Term; K2] 0.818 1.477 3.36964798 6.92 1 1699.985538 4 425.751709 -0.312957074 -0.000133006 23.45287391YIKDYMK 2 555943903 3xTMT6plex [N-Term; K3; K7] 0.448 2.294537067 3.78 1 1647.974712 3 549.9960938 -0.596859887 -0.00032787 47.47169717133925811 TNPO1 transportin-1 isoform 1 3842 NP_002261.3 17.03786192 1 7 10 34 898 102.289 4.98 0.85 1.12 0.92 0.96 Significant 0.007 GDVEEDETIPDSEQDIRPR 6 133925811 1xTMT6plex [N-Term] 0.722 1.06 0.897 5.511602879 45.56 0 2429.162956 3 810.3917847 -0.887361668 -0.000718515 74.25888979LCSLLDSEDYNTCEGAFGALQK 2 133925811 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C2; C13] 100 2.588954449 22.23 0 2949.43743 3 983.8164063 -0.937280436 -0.000921483 90.83703781LEQLNQYPDFNNYLIFVLTK 2 133925811 2xTMT6plex [N-Term; K20] 0.906 2.569349051 7.93 0 2930.606802 3 977.5395508 -0.922186575 -0.000900855 109.8084135SNILTLMYQCMQDK 2 133925811 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 1.661 3.412878513 26.29 0 2203.132538 3 735.0473633 -2.270170388 -0.001667162 103.5036082QSSFALLGDLTK 3 133925811 2xTMT6plex [N-Term; K12] 2.0398736 24.8 0 1738.015107 2 869.5100098 -1.360142809 -0.001181974 82.46729625SITCWTLSR 4 133925811 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.756 1.19 3.414331675 29.62 0 1352.719387 2 676.862793 -0.796671143 -0.000538836 65.72233447ESQSPDTTIQR 4 133925811 1xTMT6plex [N-Term] 1.226 1.049 3.923284292 44.62 0 1490.764816 2 745.8852539 -1.063325001 -0.000792584 29.30724703SLSGLILK 6 133925811 2xTMT6plex [N-Term; K8] 1.337 3.147358656 35.73 0 1288.860444 2 644.9344482 0.912041626 0.000587747 70.41039387TQDQDENVALEACEFWLTLAEQPICK 2 133925811 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C13; C25] 1.68646419 0.56 0 3566.754741 3 1189.588989 -0.652278256 -0.000775506 107.9804366TLLENTAITIGR 3 133925811 1xTMT6plex [N-Term] 1.662122607 17.44 0 1530.905273 2 765.9560547 -0.287597808 -0.000220143 65.035985955453629 DCTN2 dynactin subunit 2 isoform 1 10540 NP_006391.1 30.78817734 1 12 12 45 406 44.792 5.17 0.89 1.49 1.07 1.15 Significant 0.023 ASVEDADTQSK 6 5453629 2xTMT6plex [N-Term; K11] 0.992 1.447 1.075 4.847186089 55.66 0 1608.848101 2 804.9276123 -0.095161641 -7.66E-05 34.28886278LLHEVQELTTEVEK 5 5453629 2xTMT6plex [N-Term; K14] 1.813 3.061240196 17.77 0 2126.210906 3 709.4082031 -0.399666372 -0.000283258 96.92101174VSALDLAVLDQVEAR 6 5453629 1xTMT6plex [N-Term] 0.651 100 100 2.374000549 30.78 0 1828.037744 2 914.5213013 -1.322560732 -0.001208845 82.54799808LTELETAVR 4 5453629 1xTMT6plex [N-Term] 1.222 3.192752123 33.57 0 1260.736083 2 630.8726196 1.491238205 0.000940029 60.01893406LLGPDAAINLTDPDGALAK 6 5453629 2xTMT6plex [N-Term; K19] 100 100 2.578799486 30.94 0 2323.327333 2 1162.166138 -1.004498739 -0.00116689 79.57081783LLLQLEATK 4 5453629 2xTMT6plex [N-Term; K9] 1.231 0.823 3.107009172 33.91 0 1486.960887 2 743.9840698 -0.015845449 -1.18E-05 81.78795762QQLVASHLEK 2 5453629 2xTMT6plex [N-Term; K10] 0.838 2.929774523 14.34 0 1610.963012 3 537.6585083 -1.266408751 -0.000680046 42.97986061YADLPGIAR 2 5453629 1xTMT6plex [N-Term] 0.636 2.624200106 12.7 0 1204.688739 2 602.8479614 -0.076624305 -4.62E-05 48.48404461LQSVLGK 4 5453629 2xTMT6plex [N-Term; K7] 2.297054291 24.29 0 1202.787279 2 601.8973389 0.101135402 6.08E-05 61.51211815ESATEEK 2 5453629 2xTMT6plex [N-Term; K7] 1.475 1.713469386 22.43 0 1251.683268 2 626.3449707 -0.481762252 -0.000301507 28.35058667LTPVLLAK 2 5453629 2xTMT6plex [N-Term; K8] 1.325 3.248990297 34.15 0 1312.89683 2 656.9523926 0.516907524 0.000339323 77.6004177GLDFSDR 2 5453629 1xTMT6plex [N-Term] 1.143 2.681318998 33.54 0 1038.54174 2 519.7741699 -0.651660135 -0.000338388 45.870550764826774 ISG15 ubiquitin-like protein ISG15 precursor 9636 NP_005092.1 52.72727273 1 7 7 52 165 17.876 7.44 0.33 0.26 0.18 0.26 Significant 0.027 VPLASQGLGPGSTVLLVVDK 10 4826774 2xTMT6plex [N-Term; K20] 0.26 0.288 0.172 3.974023104 44.44 0 2408.452867 3 803.4887085 -0.537756722 -0.000431721 89.73583115VPLASQGLGPGSTVLLVVDKCDEPLSILVR 8 4826774 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C21] 0.01 0.01 0.01 3.52537322 27.55 1 3591.059561 4 898.5258789 6.161177398 0.005531289 106.385147MLAGNEFQVSLSSSMSVSELK 2 4826774 2xTMT6plex [N-Term; K21] 0.01 2.603927374 15.07 0 2702.414509 3 901.4772339 0.976619296 0.000879743 117.5201059LAVHPSGVALQDR 14 4826774 1xTMT6plex [N-Term] 0.219 0.238 0.127 3.565546751 48.06 0 1591.911755 2 796.4589233 -0.744608053 -0.000592675 44.59886653LTQTVAHLK 15 4826774 2xTMT6plex [N-Term; K9] 0.384 0.282 0.325 4.160217762 46.76 0 1468.92517 2 734.9623413 -5.285369855 -0.003881906 44.63998687GWDLTVK 1 4826774 2xTMT6plex [N-Term; K7] 0.238 32.12 0 1276.766544 2 638.8855591 -2.116648459 -0.001351233 60.63075551SSTYEVR 2 4826774 1xTMT6plex [N-Term] 0.218 2.48164463 23.01 0 1070.567955 2 535.7874756 -0.261700459 -0.000140084 30.44068694826952 PSMD5 26S proteasome non-ATPase regulatory subunit 5 isoform 1 5711 NP_005038.1 24.20634921 1 10 10 40 504 56.16 5.48 1.32 1.79 1.54 1.55 Significant 0.0076 ALHSVLQAVPLNELR 6 4826952 1xTMT6plex [N-Term] 0.919 100 3.612813234 34.53 0 1889.116997 3 630.3776855 0.797394035 0.000502124 73.90115853GISSQPFPELHCAALK 6 4826952 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 0.954 100 100 3.419332743 36.82 0 2213.21528 3 738.4088135 -1.533045765 -0.001130987 60.35320192ELTGEDVLVR 6 4826952 1xTMT6plex [N-Term] 1.598 1.292 1.148 3.653585911 52.99 0 1359.768111 2 680.3867188 -1.434104818 -0.000975025 47.2944006IVENSDAVTEILNNAELLK 4 4826952 2xTMT6plex [N-Term; K19] 100 2.308 3.370400906 41.21 0 2543.433254 3 848.480835 -2.084740057 -0.001767466 102.3711041MTESWFSSLSR 4 4826952 1xTMT6plex [N-Term] 100 2.322776556 23.25 0 1559.772544 2 780.3895874 -0.414268936 -0.000323083 83.64810601LMFNSPGFVEYVVDR 2 4826952 1xTMT6plex [N-Term] 1.41659081 13.65 0 2002.03055 2 1001.517944 -0.967876402 -0.000968859 91.2273422TIAEIFGNPNYLR 3 4826952 1xTMT6plex [N-Term] 1.522500396 15.95 0 1736.953286 2 868.9789429 -1.541030397 -0.001338349 83.9108238YPIFVEK 2 4826952 2xTMT6plex [N-Term; K7] 1.196 2.998031139 23.62 0 1353.818245 2 677.413269 0.750651678 0.000508123 65.75930495LEAPLEELR 3 4826952 1xTMT6plex [N-Term] 100 100 2.071828842 15.5 0 1298.751733 2 649.8790894 -0.639497944 -0.000415275 57.69864422DPLELFR 4 4826952 1xTMT6plex [N-Term] 0.947 0.584 1.882526994 19.61 0 1118.640726 2 559.8236084 -0.702265801 -0.000392792 76.006856194505701 PDXK pyridoxal kinase 8566 NP_003672.1 34.61538462 1 8 8 33 312 35.08 6.13 0.99 0.95 0.94 0.96 Significant 0.00025 VVPLADIITPNQFEAELLSGR 7 4505701 1xTMT6plex [N-Term] 1.938 1.34 3.521359205 40.34 0 2511.402005 3 837.8049927 -0.629171536 -0.000526701 105.6020813GQVLNSDELQELYEGLR 4 4505701 1xTMT6plex [N-Term] 1.059 1.206 3.521187544 51.44 0 2192.139642 2 1096.571655 -1.646046199 -0.001804182 91.66415751AQAGEGVRPSPMQLELR 4 4505701 1xTMT6plex [N-Term] 0.876 0.675 5.731458187 51.26 0 2068.117073 3 690.0426636 -1.758022982 -0.001211932 49.12012101TVSTLHHVLQR 2 4505701 1xTMT6plex [N-Term] 0.912 4.552564621 37.54 0 1519.890626 3 507.3014221 -0.600689656 -0.000304328 36.88412241KIHSQEEALR 2 4505701 2xTMT6plex [N-Term; K1] 0.763 3.901008129 28.95 1 1668.979724 3 556.9978027 -0.520975098 -0.000289832 31.84658808VLSIQSHVIR 6 4505701 1xTMT6plex [N-Term] 0.999 0.981 0.921 4.204946518 51.04 0 1380.85245 3 460.955719 0.111519824 5.13E-05 47.79056555YDYVLTGYTR 2 4505701 1xTMT6plex [N-Term] 1.134 3.081726313 37.33 0 1479.768111 2 740.3872681 -0.575372034 -0.000425709 67.32508108LVYVCDPVLGDK 6 4505701 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 100 100 100 1.961210847 17.29 0 1836.034128 2 918.5198364 -0.943238696 -0.000865909 73.731882084504425 HMGB1 high mobility group protein B1 3146 NP_002119.1 51.1627907 1 7 9 39 215 24.878 5.74 1.08 1.31 1.65 1.35 Significant 0.015 GEHPGLSIGDVAK 4 4504425 2xTMT6plex [N-Term; K13] 0.942 1.764 3.860105515 51.96 0 1737.989955 3 580.00177 0.461492077 0.000267356 42.92482798KKEEEEDEEDEEDEEEEEDEEDEDEEEDDDDE 6 4504425 3xTMT6plex [N-Term; K1; K2] 100 100 4.209169865 2.48 2 4693.817853 4 1174.21106 0.970527914 0.00113887 36.91404448HPDASVNFSEFSK 6 4504425 2xTMT6plex [N-Term; K13] 1.684 1.626 100 4.445958138 52.1 0 1923.001248 3 641.6719971 0.098975982 6.34E-05 48.66542454RPPSAFFLFCSEYRPK 3 4504425 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 1.71 100 4.336990833 9.5 0 2460.326228 4 615.836792 -0.361513542 -0.00022236 70.5321132KHPDASVNFSEFSK 6 4504425 3xTMT6plex [N-Term; K1; K14] 2.449 1.643 1.819 5.469802856 38.1 1 2280.259143 3 760.7584229 0.689708752 0.000524238 48.64551855KLGEMWNNTAADDK 2 4504425 3xTMT6plex [N-Term; K1; K14] 2.098 4.521512032 25.21 1 2280.226128 3 760.7473755 0.63385154 0.000481775 50.43348654MSSYAFFVQTCR 2 4504425 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 2.397490978 17.82 0 1725.829014 2 863.4171143 -1.19465159 -0.001030882 81.90982788KKHPDASVNFSEFSK 2 4504425 4xTMT6plex [N-Term; K1; K2; K15] 0.628 3.516306162 24.94 2 2637.517038 3 879.838501 -6.099627067 -0.005362623 43.40105564GKFEDMAK 8 4504425 3xTMT6plex [N-Term; K2; K8] 0.974 1.028 1.307 2.778968573 18.62 1 1612.933575 3 538.3155518 -0.913265484 -0.000491012 42.7797973617865802 VPS4B vacuolar protein sorting-associated protein 4B 9525 NP_004860.2 31.08108108 1 7 10 45 444 49.271 7.23 0.89 0.75 0.85 0.83 Significant 0.0025 WSDVAGLEGAK 4 17865802 2xTMT6plex [N-Term; K11] 0.973 0.259 3.926155806 54.29 0 1590.889178 2 795.9483032 0.095339961 7.58E-05 71.39389467SLSNTKPTVNEHDLLK 4 17865802 3xTMT6plex [N-Term; K6; K16] 0.866 0.927 4.624686241 11.52 0 2483.443649 4 621.6165161 0.235895478 0.000146458 56.89291545ADPNHLVDDLLTPCSPGDPGAIEMTWMDVPGDK 8 17865802 2xTMT6plex [N-Term; K33]; 1xCarbamidomethyl [C14] 0.67 0.819 3.805841684 24.1 0 4021.938595 4 1006.238953 -1.147265931 -0.001153558 101.6169001LLEPVVSMSDMLR 4 17865802 1xTMT6plex [N-Term] 0.777 1.306 2.699356318 32.72 0 1718.938229 2 859.9721069 -0.751715676 -0.000646076 101.2925839GILLFGPPGTGK 6 17865802 2xTMT6plex [N-Term; K12] 1.106 0.908 100 2.698969603 36.15 0 1614.998335 2 808.0020142 -0.980192768 -0.000791505 72.74208054AIDLASK 8 17865802 2xTMT6plex [N-Term; K7] 0.755 0.867 0.774 3.099912643 40.25 0 1175.739995 2 588.3735352 -0.17114966 -0.000100614 38.63106183WLGESEK 4 17865802 2xTMT6plex [N-Term; K7] 1.062 2.827441692 25.61 0 1306.740723 2 653.874939 1.437285648 0.00093908 51.79116785DALMQPVR 2 17865802 1xTMT6plex [N-Term] 0.888 2.744229555 29.8 0 1158.650245 2 579.8300171 2.168885476 0.00125649 44.10284495FPHLFTGK 4 17865802 2xTMT6plex [N-Term; K8] 0.662 1.145 0.801 1.92576158 13.05 0 1404.840378 3 468.9514465 -0.420902189 -0.0001971 61.15530734AGNYEEALQLYQHAVQYFLHVVK 1 17865802 2xTMT6plex [N-Term; K23] 1.587754607 0 3178.708975 4 795.4337158 1.276675934 0.001014545 108.74572635032057 S100A11 protein S100-A11 6282 NP_005611.1 83.80952381 1 7 7 67 105 11.733 7.12 0.72 0.79 0.77 0.76 Significant 0.00075 TEFLSFMNTELAAFTK 17 5032057 2xTMT6plex [N-Term; K16] 1.086 100 0.805 4.751894474 43.1 0 2308.229927 3 770.0814209 -0.094156429 -7.24E-05 109.9006303KLDTNSDGQLDFSEFLNLIGGLAMACHDSFLK 4 5032057 3xTMT6plex [N-Term; K1; K32]; 1xCarbamidomethyl [C26] 0.685 5.84313345 36.34 1 4244.197476 4 1061.804077 -0.706257488 -0.000749374 112.2766856KLDTNSDGQLDFSEFLNLIGGLAMACHDSFLK 9 5032057 3xTMT6plex [N-Term; K1; K32]; 1xCarbamidomethyl [C26]; 1xOxidation [M24] 0.743 4.987657547 22.41 1 4260.192391 4 1061.804077 -0.706257488 -0.000749374 112.2766856ISSPTETER 10 5032057 1xTMT6plex [N-Term] 0.779 0.916 0.957 3.510653019 28.92 0 1248.663312 2 624.8352051 -0.142555442 -8.90E-05 35.27081336DGYNYTLSK 14 5032057 2xTMT6plex [N-Term; K9] 0.751 0.834 1.079 4.223244667 40.34 0 1518.82043 2 759.9139404 0.114779451 8.72E-05 44.48612748CIESLIAVFQK 4 5032057 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 2.198050499 13.5 0 1766.028649 2 883.5162964 -1.887079558 -0.001666318 103.725003DPGVLDR 5 5032057 1xTMT6plex [N-Term] 0.551 0.7 0.673 2.234021187 41.8 0 1000.562475 2 500.7850647 0.37710242 0.000188657 44.91590248YAGKDGYNYTLSK 4 5032057 3xTMT6plex [N-Term; K4; K13] 0.62 0.585 3.142275572 3.95 1 2167.200231 3 723.0709839 -0.845500945 -0.00061079 49.1866725271565154 ADH5 alcohol dehydrogenase class-3 128 NP_000662.3 25.40106952 1 9 9 58 374 39.698 7.49 1.12 1.14 1.18 1.15 Significant 0.00024 AAVAWEAGKPLSIEEIEVAPPK 6 71565154 3xTMT6plex [N-Term; K9; K22] 0.836 0.997 5.787996769 36.18 0 2992.73262 3 998.2445068 -4.561935168 -0.004550884 72.47967196VCLLGCGISTGYGAAVNTAK 2 71565154 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C2; C6] 1.738 4.797750473 71.06 0 2470.319822 3 824.1114502 -0.009870812 -8.13E-06 76.71140712IKVDEFVTHNLSFDEINK 4 71565154 3xTMT6plex [N-Term; K2; K18] 0.527 1.032 5.111990452 21.01 1 2835.585956 4 709.6514893 -0.644871564 -0.000457147 83.93374823VDEFVTHNLSFDEINK 14 71565154 2xTMT6plex [N-Term; K16] 100 2.192 2.613894701 23.05 0 2365.243997 3 789.0855103 -0.853754743 -0.000673113 74.25711863AALEACHK 6 71565154 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.087 1.13 1.169 3.215219259 34.19 0 1357.766227 3 453.2599487 -0.687724128 -0.000311256 30.38645643GTAFGGWK 6 71565154 2xTMT6plex [N-Term; K8] 1.135 100 1.028 3.601331711 42.09 0 1281.735578 2 641.3710327 -0.615922914 -0.000394725 52.39290348IDPLAPLDK 8 71565154 2xTMT6plex [N-Term; K9] 1.421 0.904 100 2.89240694 29.37 0 1439.887387 2 720.4464111 -1.279040563 -0.000920837 74.37983597IIGVDINK 10 71565154 2xTMT6plex [N-Term; K8] 1.117 1.292 1.296 3.533254385 34.14 0 1329.850608 2 665.4284058 -0.806885041 -0.000536518 62.37451635IIGVDINKDK 2 71565154 3xTMT6plex [N-Term; K8; K10] 100 1.721628308 5.52 1 1802.135446 3 601.383606 0.454333827 0.000272924 40.258397444557817 OXCT1 succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial precursor 5019 NP_000427.1 24.80769231 1 8 8 54 520 56.122 7.46 0.95 0.93 0.9 0.92 Significant 0.00025 GMGGAMDLVSSAK 6 4557817 2xTMT6plex [N-Term; K13] 0.709 1.086 2.855140924 44.22 0 1681.901733 2 841.4525146 -2.366810763 -0.001990372 56.3362455GLTAVSNNAGVDNFGLGLLLR 8 4557817 1xTMT6plex [N-Term] 0.824 3.762452126 45.77 0 2330.30296 3 777.439209 0.048952058 3.80E-05 100.6923826AAETTVVEVEEIVDIGAFAPEDIHIPQIYVHR 10 4557817 1xTMT6plex [N-Term] 1.461 1.447 1.469 5.665706158 22.64 0 3789.990071 4 948.25354 0.596185269 0.000564884 108.1596107VVVTMEHSAK 8 4557817 2xTMT6plex [N-Term; K10] 0.932 0.878 3.862159729 44.53 0 1558.90272 3 520.3062744 0.99443164 0.000516741 38.18085438VVVTMEHSAK 2 4557817 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 0.976 2.928628206 31.46 0 1574.897635 3 520.3062744 0.99443164 0.000516741 38.18085438AGGAGVPAFYTPTGYGTLVQEGGSPIK 4 4557817 2xTMT6plex [N-Term; K27] 100 1.80117178 10.05 0 3053.634807 3 1018.551208 1.396705418 0.001421676 71.11174666AVFDVDK 10 4557817 2xTMT6plex [N-Term; K7] 0.84 0.809 0.861 2.956897259 33.71 0 1251.73491 2 626.3701172 -1.559247877 -0.000975882 53.70303674SAKPGDDVR 2 4557817 2xTMT6plex [N-Term; K3] 1.056 2.517103195 8.71 0 1402.805449 3 468.2726135 -1.540672536 -0.000720421 29.29863496FYTDPVEAVK 4 4557817 2xTMT6plex [N-Term; K10] 1.784824133 11.71 0 1626.91433 2 813.9609375 0.164796631 0.000134055 67.63854701223555917 MTDH protein LYRIC 92140 NP_848927.2 23.5395189 1 10 10 36 582 63.799 9.32 1.28 0.91 1.38 1.19 Significant 0.014 TVEVAEGEAVR 4 223555917 1xTMT6plex [N-Term] 1.036 1.07 4.745029926 76.93 0 1388.758274 2 694.8829346 0.228996385 0.00015901 36.3452592EVDEGAWETK 6 223555917 2xTMT6plex [N-Term; K10] 1.306 1.184 1.378 4.395575523 55.2 0 1621.847373 2 811.4233398 -4.914021278 -0.003984896 45.66820822LSSQISAGEEK 4 223555917 2xTMT6plex [N-Term; K11] 1.649 0.512 3.824338436 33.81 0 1606.905222 2 803.9567261 0.593350762 0.000476729 41.23042977VLTDSGSLDSTIPGIENTITVTTEQLTTASFPVGSK 4 223555917 2xTMT6plex [N-Term; K36] 100 2.570014238 18.49 0 4138.205886 4 1035.307373 0.429359377 0.000444194 111.0701767



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms EEAAAVPAAAPDDLALLK 6 223555917 2xTMT6plex [N-Term; K18] 2.336830139 14.23 0 2223.26367 2 1112.133423 -1.844417705 -0.002050313 73.20568052SWQDELAQQAEEGSAR 2 223555917 1xTMT6plex [N-Term] 2.293090582 18.49 0 2033.972577 2 1017.490234 0.302413123 0.00030755 62.07078296SETSWESPK 2 223555917 2xTMT6plex [N-Term; K9] 1.303 3.616489887 38.16 0 1508.799694 2 754.9031982 -0.380822999 -0.000287293 48.76111706EDLPVNTSK 2 223555917 2xTMT6plex [N-Term; K9] 1.307 3.239919901 28.65 0 1460.83608 2 730.9227295 1.439171995 0.001051197 46.47958384TPQSVTAK 4 223555917 2xTMT6plex [N-Term; K8] 1.132 1.225 2.570621014 41.3 0 1289.782922 2 645.3945923 -0.786449929 -0.000507175 33.94179036GEGALPTGK 2 223555917 2xTMT6plex [N-Term; K9] 1.303 3.145132065 26.37 0 1287.767272 2 644.3874512 0.274493503 0.000176742 40.3570070321735596 PDCD4 programmed cell death protein 4 isoform 1 27250 NP_055271.2 34.32835821 1 10 10 31 469 51.703 5.21 1.19 1.14 1.08 1.14 Significant 0.00078 GDSVSDSGSDALR 8 21735596 1xTMT6plex [N-Term] 1.42 1.175 1.308 5.165494919 84.13 0 1494.723345 2 747.8653564 0.060767516 4.54E-05 34.84857268DSVWGSGGGQQSVNHLVK 4 21735596 2xTMT6plex [N-Term; K18] 1.156 1.064 5.418626308 66.95 0 2313.235164 3 771.7496338 -0.352498884 -0.000271804 57.36272821GVWGTPGQVYDVEEVDVKDPNYDDDQENCVYETVVLPLDER 2 21735596 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C29] 0.01 3.262037992 20.22 1 5214.477779 4 1304.375854 0.730395048 0.000952157 93.3688323DLPELALDTPR 2 21735596 1xTMT6plex [N-Term] 1.007 3.089331627 36.46 0 1468.820875 2 734.9142456 0.231376707 0.000169925 75.88193325EYLLSGDISEAEHCLK 2 21735596 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 100 2.018575668 17.14 0 2322.205169 3 774.7389526 -1.233383631 -0.000954723 68.58531372GTVDCVQAR 2 21735596 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.883 2.701903582 34.31 0 1234.641137 2 617.824646 0.711690354 0.000439341 29.41505572ATVLLSMSK 4 21735596 2xTMT6plex [N-Term; K9] 2.233847857 21.12 0 1407.864543 2 704.4350586 -1.20952865 -0.000851426 59.08156476AVGDGILCNTYIDSYK 4 21735596 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C8] 1.825174093 12.46 0 2247.17314 2 1124.089233 -0.867891792 -0.000975152 77.44008422EIDMLLK 2 21735596 2xTMT6plex [N-Term; K7] 1.314 2.734422684 20.54 0 1319.800881 2 660.4040527 -0.039196253 -2.59E-05 71.62918019IYNEIPDINLDVPHSYSVLER 1 21735596 1xTMT6plex [N-Term] 1.10693872 0 2715.419111 3 905.8117065 0.535821119 0.000484993 95.723701285002233 GPD2 glycerol-3-phosphate dehydrogenase, mitochondrial precursor 2820 NP_000399.3 19.53232462 1 12 12 36 727 80.802 7.69 0.82 0.81 1.06 0.89 Significant 0.0082 GFITIVDVQR 6 285002233 1xTMT6plex [N-Term] 0.798 0.805 3.481160641 57.26 0 1376.809916 2 688.9083252 -0.393990026 -0.000271225 75.85918579EYACTAVDMISR 2 285002233 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.915 2.92005682 36.8 0 1644.792294 2 822.899231 -0.673930649 -0.000554238 61.64636869SMAEDTINAAVK 4 285002233 2xTMT6plex [N-Term; K12] 1.163 2.124761105 31.86 0 1707.935142 2 854.472229 1.19407802 0.001019704 39.0635792NYLSCDVEVR 2 285002233 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.925 3.687816143 39.66 0 1483.741245 2 742.368103 -8.300035709 -0.006157553 45.83730331ALEHFPMLQK 2 285002233 2xTMT6plex [N-Term; K10] 0.813 2.83999157 28.18 0 1671.965654 3 557.9940186 1.105306235 0.000616011 63.88417788LVQDYGLESEVAQHLAATYGDK 3 285002233 2xTMT6plex [N-Term; K22] 2.551272631 11.87 0 2865.503459 3 955.8374023 -2.025804133 -0.001934983 82.41208304ELNWDDYK 3 285002233 2xTMT6plex [N-Term; K8] 1.039 2.369233847 20.64 0 1540.80478 2 770.9055786 -0.58361932 -0.000449622 68.05709569ELNWDDYKK 2 285002233 3xTMT6plex [N-Term; K8; K9] 0.78 2.442953587 5.98 1 1898.062675 3 633.3596802 0.954903844 0.000604156 58.31225902VIFFLPWQK 6 285002233 2xTMT6plex [N-Term; K9] 100 1.93058908 18.66 0 1636.002692 2 818.5032349 -2.138611052 -0.001749387 99.00007122VLESINVQMDENTLHEILNEVDLNK 2 285002233 2xTMT6plex [N-Term; K25] 1.379316092 0 3367.781941 3 1123.264282 -1.083223432 -0.00121602 106.9859405LAFLNVQAAEEALPR 2 285002233 1xTMT6plex [N-Term] 1.538115621 0 1871.058813 2 936.0327759 -0.287699234 -0.000269151 92.52304404KQEQLETAR 2 285002233 2xTMT6plex [N-Term; K1] 1.154 2.867404461 5.92 1 1560.910976 3 520.9744263 -1.441883259 -0.000750217 25.0310133340805864 TPD52L2 tumor protein D54 isoform a 7165 NP_955392.1 38.86462882 1 2 9 41 229 24.839 6.42 1.03 1.58 1.5 1.37 Significant 0.015 TSAALSTVGSAISR 4 40805864 1xTMT6plex [N-Term] 0.943 100 4.816587448 63.2 0 1549.874701 2 775.439209 -2.296831639 -0.001779901 54.49034417TQETLSQAGQK 2 40805864 2xTMT6plex [N-Term; K11] 1.232 4.045814991 51.93 0 1648.92702 2 824.9673462 0.239933489 0.000197816 35.63130864SWHDVQVSSAYVK 6 40805864 2xTMT6plex [N-Term; K13] 0.888 1.419 4.365913391 35.18 0 1964.064182 3 655.3604736 1.367271224 0.000895136 38.49363684KTQETLSQAGQK 4 40805864 3xTMT6plex [N-Term; K1; K12] 0.983 1.614 4.237684727 20.62 1 2006.184915 3 669.4001465 0.484059629 0.000323704 37.12985636VEEEIVTLR 4 40805864 1xTMT6plex [N-Term] 1.535 0.942 3.385040283 41.71 0 1316.762297 2 658.8842773 -0.774044413 -0.000509616 61.50830639GLLSDSMTDVPVDTGVAAR 14 40805864 1xTMT6plex [N-Term] 0.758 1.155 1.088 2.51733017 22.85 0 2133.105899 2 1067.055786 -0.751821265 -0.000801857 65.5355618LGLSTLGELK 2 40805864 2xTMT6plex [N-Term; K10] 100 2.609441996 24.73 0 1488.940151 2 744.9735107 -0.272855578 -0.000203133 86.95083546AELTKVEEEIVTLR 2 40805864 2xTMT6plex [N-Term; K5] 100 2.16536808 4.58 1 2088.231641 3 696.7496948 1.383880312 0.000963288 86.7265196LGEWNEK 2 40805864 2xTMT6plex [N-Term; K7] 1.925 2.434157133 14.92 0 1333.751622 2 667.3805542 1.6566791 0.001104799 56.31205979GLLSDSMTDVPVDTGVAAR 1 40805864 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.078643322 0 2149.100814 2 1067.055786 -0.751821265 -0.000801857 65.535561856699409 RBMX RNA-binding motif protein, X chromosome isoform 1 27316 NP_002130.2 28.13299233 1 3 9 51 391 42.306 10.05 1.18 1 1.11 1.09 Significant 0.0023 GGHMDDGGYSMNFNMSSSR 4 56699409 1xTMT6plex [N-Term]; 1xOxidation [M] 0.634 0.903 4.356009483 33.92 0 2294.942616 3 765.6514893 -1.177117259 -0.000900472 39.67945356VEQATKPSFESGR 7 56699409 2xTMT6plex [N-Term; K6] 1.428 1.714 1.285 2.792958021 12.34 0 1894.043447 3 632.0195923 0.410141314 0.000258942 40.60656859LFIGGLNTETNEK 7 56699409 2xTMT6plex [N-Term; K13] 1.255 1.425 1.826 2.926760197 40.4 0 1894.068599 2 947.5409546 3.185554996 0.00301683 70.66374616GFAFVTFESPADAK 6 56699409 2xTMT6plex [N-Term; K14] 0.01 0.421 2.677169561 31.64 0 1945.047135 2 973.0252075 -2.054855569 -0.001998395 81.1435869ALEAVFGK 6 56699409 2xTMT6plex [N-Term; K8] 1.113 0.878 1.894 3.474066496 45.89 0 1292.797844 2 646.9025879 0.04256756 2.75E-05 55.77892967DRDYSDHPSGGSYR 2 56699409 1xTMT6plex [N-Term] 0.777 3.646376848 20.5 1 1840.841169 3 614.2861938 1.553220895 0.000953078 24.10335194DSYESYGNSR 4 56699409 1xTMT6plex [N-Term] 0.472 0.94 2.572284698 16.03 0 1406.638553 2 703.8231812 0.378494309 0.000266202 29.08618164IVEVLLMK 8 56699409 2xTMT6plex [N-Term; K8] 1.162 0.301 2.893592596 32.77 0 1402.910765 2 701.9590454 0.034806428 2.44E-05 95.34028316GPPPSYGGSSR 6 56699409 1xTMT6plex [N-Term] 1.156 3.195724249 23.98 0 1290.66398 2 645.8349609 -1.034370696 -0.000667512 25.35668105GGHMDDGGYSMNFNMSSSR 1 56699409 1xTMT6plex [N-Term] 100 1.520460844 0 2278.947701 3 765.6514893 -1.177117259 -0.000900472 39.67945356208431827 EIF2AK2 interferon-induced, double-stranded RNA-activated protein kinase isoform a 5610 NP_001129123.1 23.59346642 1 10 10 47 551 62.056 8.4 0.71 0.64 0.59 0.65 Significant 0.0029 LTVNYEQCASGVHGPEGFHYK 2 208431827 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C8] 0.953 4.561214924 14.96 0 2851.423769 4 713.6113892 -0.014827461 -1.06E-05 63.06905154KPEDRPNTSEILR 12 208431827 2xTMT6plex [N-Term; K1] 0.791 0.648 0.587 4.221127033 20.04 0 2013.149309 4 504.0431824 0.790225633 0.000397711 35.4249286EYSIGTGSTK 2 208431827 2xTMT6plex [N-Term; K10] 0.608 3.411121607 46.1 0 1500.830995 2 750.9191895 0.071771072 5.39E-05 44.4111367GTLEQWIEK 7 208431827 2xTMT6plex [N-Term; K9] 0.797 2.979055405 44.4 0 1561.899015 2 781.4545288 1.771188253 0.001383209 75.72041952DLKPSNIFLVDTK 4 208431827 3xTMT6plex [N-Term; K3; K13] 0.412 0.296 4.313914299 16.86 0 2177.314867 3 726.4433594 0.302333397 0.000219425 71.23193709LAVEILNK 4 208431827 2xTMT6plex [N-Term; K8] 0.558 0.62 3.838085413 44.52 0 1357.881908 2 679.4438477 -1.096831389 -0.000744684 79.74349061VLALELFEQITK 7 208431827 2xTMT6plex [N-Term; K12] 100 2.489100218 19.7 0 1862.140307 2 931.5710449 -2.950430872 -0.002747058 109.1590032AVSPLLLTTTNSSEGLSMGNYIGLINR 4 208431827 1xTMT6plex [N-Term] 1.641551137 1.69 0 3050.639351 3 1017.551086 -0.211451628 -0.000215021 96.48691585DGIISDIFDK 3 208431827 2xTMT6plex [N-Term; K10] 1.690005302 0.19 0 1580.893595 2 790.9514771 1.317401481 0.001041336 88.85965021FDLPDMK 2 208431827 2xTMT6plex [N-Term; K7] 0.67 2.427399158 32.01 0 1323.73828 2 662.3753662 3.90973197 0.002587731 78.81019934147513 RAB7A ras-related protein Rab-7a 7879 NP_004628.4 49.75845411 1 9 9 42 207 23.475 6.7 1.18 1.34 1.14 1.22 Significant 0.0025 GADCCVLVFDVTAPNTFK 7 34147513 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C4; C5] 2.346 3.363297701 38.21 0 2472.266724 3 824.760437 0.013851724 1.14E-05 85.16160554VIILGDSGVGK 4 34147513 2xTMT6plex [N-Term; K11] 1.051 1.643 4.268764496 47.77 0 1515.95105 2 758.4797974 0.836403367 0.000633973 72.7698097LVTMQIWDTAGQER 4 34147513 1xTMT6plex [N-Term] 100 1.681 2.646761894 23.75 0 1876.978849 2 938.9923096 -0.802374186 -0.00075302 84.60938412TSLMNQYVNK 2 34147513 2xTMT6plex [N-Term; K10] 1.206 3.021976948 36.34 0 1655.919098 2 828.4638062 0.747394416 0.000618812 62.42359582DEFLIQASPR 2 34147513 1xTMT6plex [N-Term] 100 3.396211624 29.55 0 1404.768445 2 702.8877563 -0.148938915 -0.000104612 65.50074649TLDSWRDEFLIQASPR 2 34147513 1xTMT6plex [N-Term] 0.651 2.775923252 12.3 1 2163.139583 3 721.7168579 -1.646828323 -0.00118744 77.29040267EAINVEQAFQTIAR 6 34147513 1xTMT6plex [N-Term] 100 100 3.258 2.235202551 26.64 0 1818.991128 2 909.9987183 -0.532106258 -0.000483948 75.15626464DPENFPFVVLGNK 9 34147513 2xTMT6plex [N-Term; K13] 100 100 2.119054079 22.17 0 1934.07877 2 967.5422974 -0.750534808 -0.000725797 80.77362654EVMVDDR 6 34147513 1xTMT6plex [N-Term] 1.185 1.267 0.999 3.255490303 45.4 0 1092.555675 2 546.7810059 -0.860717006 -0.000470191 34.40011229425876768 SERPINB6 serpin B6 isoform d 5269 NP_001258752.1 30.63291139 1 9 9 37 395 44.793 5.68 0.87 0.84 1.2 0.97 Significant 0.014 ADFSGMSQTDLSLSK 2 425876768 2xTMT6plex [N-Term; K15] 1.015 2.877352715 42.38 0 2045.062527 2 1023.034607 -0.288452213 -0.000294951 72.06723214FCADHPFLFFIQHSK 2 425876768 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 0.791 3.368373632 20.85 0 2352.23635 4 588.8143921 -0.259961387 -0.000152873 83.14112648FYQAEMEELDFISAVEK 3 425876768 2xTMT6plex [N-Term; K17] 1.167 4.37008667 49.6 0 2507.277999 3 836.4315796 0.872049103 0.000728823 103.2329738GNWDEQFDKENTEER 6 425876768 2xTMT6plex [N-Term; K9] 0.839 0.834 5.058185101 33.12 1 2355.125338 3 785.713501 0.259625115 0.000203817 44.53871667ELNMIIMLPDETTDLR 6 425876768 1xTMT6plex [N-Term] 100 2.32481122 17.56 0 2133.113293 2 1067.057617 -2.501144696 -0.002667612 92.11888174LVLVNAVYFR 2 425876768 1xTMT6plex [N-Term] 0.92 2.5960145 48.6 0 1422.867037 2 711.9372559 0.1390845 9.89E-05 84.68070626SCDFLSSFR 6 425876768 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.998 1.268 100 3.106381178 18.83 0 1347.656452 2 674.3310547 -1.201808515 -0.000809813 61.04606074NLGMTDAFELGK 5 425876768 2xTMT6plex [N-Term; K12] 1.728984594 12.73 0 1753.955877 2 877.4817505 0.197790929 0.000173458 61.37848136LEESYDMESVLR 5 425876768 1xTMT6plex [N-Term] 1.795381546 4.85 0 1699.841018 2 850.423645 -0.590814627 -0.000502145 62.33889150345988 ATP5C1 ATP synthase subunit gamma, mitochondrial isoform L (liver) precursor 509 NP_001001973.1 29.19463087 1 7 7 56 298 32.975 9.22 0.78 0.64 0.67 0.7 Significant 0.0037 GLCGAIHSSIAK 20 50345988 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.817 0.6 0.612 4.467729092 57.91 0 1671.961632 3 557.9915161 -0.978969927 -0.0005456 47.08276196KPPTFGDASVIALELLNSGYEFDEGSIIFNK 12 50345988 3xTMT6plex [N-Term; K1; K31] 0.725 0.852 0.637 4.598295689 27.39 0 4059.19336 4 1015.552185 -1.58892052 -0.001612434 113.5526961EVMLVGIGDK 4 50345988 2xTMT6plex [N-Term; K10] 0.963 0.816 3.550346375 40.73 0 1518.896572 2 759.9519653 0.054166995 4.11E-05 60.34757847MTAMDNASK 4 50345988 2xTMT6plex [N-Term; K9] 0.774 1.013 4.026484013 56.74 0 1426.743442 2 713.8753662 0.0096807 6.91E-06 42.76021408HLLIGVSSDR 4 50345988 1xTMT6plex [N-Term] 0.702 0.802 3.501209021 34.65 0 1325.773865 2 663.3897095 -1.299425741 -0.000861372 44.50132491NASEMIDK 2 50345988 2xTMT6plex [N-Term; K8] 0.754 3.568761349 34.82 0 1365.744822 2 683.3762817 0.340222094 0.000232328 44.36426535LTLTFNR 10 50345988 1xTMT6plex [N-Term] 0.441 0.697 0.773 2.248500586 23.36 0 1093.65671 2 547.3317261 -0.488875126 -0.000267331 53.4595825242794752 ACSL3 long-chain-fatty-acid--CoA ligase 3 2181 NP_004448.2 17.36111111 1 7 9 41 720 80.368 8.38 1.47 1.44 1.32 1.41 Significant 0.0011 SVNSLDGLASVLYPGCDTLDK 8 42794752 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C16] 2.106 0.532 3.307280064 47.03 0 2682.406053 3 894.8005371 -7.081400615 -0.006331731 89.66973226AKPVNSKPDSAYR 3 42794752 3xTMT6plex [N-Term; K2; K7] 1.344 3.21626091 5.41 0 2120.243099 3 707.4191284 -0.125771471 -8.89E-05 33.73746151VSEMSSFQR 2 42794752 1xTMT6plex [N-Term] 1.282 1.661587954 22.03 0 1299.656452 2 650.3322754 0.632545046 0.000411046 31.60398307THYQADIER 8 42794752 1xTMT6plex [N-Term] 1.496 1.489 3.352787733 33.41 0 1361.701094 2 681.3543091 0.181768278 0.000123757 29.7497856LQAGEYVSLGK 4 42794752 2xTMT6plex [N-Term; K11] 100 0.843 2.676115036 17.65 0 1622.951778 2 811.9783325 -1.472607485 -0.001194985 54.00081774LSPEPWTPETGLVTDAFK 6 42794752 2xTMT6plex [N-Term; K18] 100 0.77 100 2.043215036 11.38 0 2446.326998 2 1223.66626 -0.717511907 -0.000877634 106.5948126NTPLCDSFVFR 2 42794752 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.335 2.369165659 25.44 0 1584.804179 2 792.9046631 -1.343761048 -0.001064799 74.96341331VLSEAAISASLEK 4 42794752 2xTMT6plex [N-Term; K13] 1.898238659 8.72 0 1776.051886 2 888.5280151 -1.763792256 -0.001566293 67.61722692GDTSMLKPTLMAAVPEIMDR 4 42794752 2xTMT6plex [N-Term; K7] 1.885397911 1.46 0 2634.406921 3 878.8062744 -1.006483771 -0.000883829 83.2985080647132557 FN1 fibronectin isoform 1 precursor 2335 NP_997647.1 4.561970125 1 9 9 27 2477 272.16 5.5 1.25 1.18 1.46 1.3 Significant 0.0042 RPGGEPSPEGTTGQSYNQYSQR 2 47132557 1xTMT6plex [N-Term] 100 5.113250256 29.31 0 2625.249086 3 875.7532349 -1.498753081 -0.001311533 33.15309211GDSPASSKPISINYR 4 47132557 2xTMT6plex [N-Term; K8] 1.209 1.252 3.554726124 17.68 0 2050.133324 3 684.0490112 -0.41163108 -0.0002813 45.22752207ESKPLTAQQTTK 2 47132557 3xTMT6plex [N-Term; K3; K12] 1.322 4.814859867 24.55 0 2019.205316 3 673.7394409 -0.765982578 -0.000515559 36.29937741TYHVGEQWQK 4 47132557 2xTMT6plex [N-Term; K10] 1.221 1.107 4.27614975 43.31 0 1733.937525 3 578.6505737 -0.20609658 -0.00011912 50.67217328TFYSCTTEGR 3 47132557 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.507 0.45 3.897342443 48.91 0 1450.683395 2 725.8457642 0.590321993 0.000428185 37.07159733GEWTCKPIAEK 4 47132557 3xTMT6plex [N-Term; K6; K11]; 1xCarbamidomethyl [C5] 1.562 1.506 2.82379818 12.81 0 2006.134794 3 669.3825684 -0.818664767 -0.000547451 44.84312829GATYNIIVEALK 2 47132557 2xTMT6plex [N-Term; K12] 0.554 2.940324545 35.48 0 1750.051492 2 875.5288086 -0.658159206 -0.000575906 94.21318345DLQFVEVTDVK 4 47132557 2xTMT6plex [N-Term; K11] 2.386 2.388707638 21.2 0 1750.999122 2 875.9945068 -9.928833146 -0.008692689 66.61341146FTNIGPDTMR 2 47132557 1xTMT6plex [N-Term] 1.102 2.774918795 23.08 0 1380.714301 2 690.8617554 1.399885687 0.000966421 54.62938839300192933 AFG3L2 AFG3-like protein 2 10939 NP_006787.2 14.8055207 1 12 12 35 797 88.528 8.66 0.82 0.84 0.87 0.84 Significant 0.0003 GAILTGPPGTGK 2 300192933 2xTMT6plex [N-Term; K12] 0.729 4.157606602 62.19 0 1526.930649 2 763.9699707 1.320109889 0.001007858 53.59813804GLGYAQYLPK 6 300192933 2xTMT6plex [N-Term; K10] 1.136 2.645748138 46.35 0 1567.924835 2 784.4645996 -1.857768424 -0.001456421 66.41486376DVAGCEEAK 4 300192933 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.337 1.174 4.054056644 55.63 0 1436.745551 2 718.8757935 -0.86337204 -0.000620223 32.89570205LEIMEFVNFLK 4 300192933 2xTMT6plex [N-Term; K11] 100 2.106797457 20.44 0 1841.0647 2 921.0340576 -2.097164551 -0.001930508 110.0785278TVALLTEK 2 300192933 2xTMT6plex [N-Term; K8] 0.914 2.546428204 24.48 0 1332.850274 2 666.9291382 0.54483028 0.000363089 61.28324578GMGGLFSVGETTAK 2 300192933 2xTMT6plex [N-Term; K14] 2.306563854 18.02 0 1812.992991 2 907.0006714 0.592922004 0.000537482 77.05700598KTQVLQPEEK 2 300192933 3xTMT6plex [N-Term; K1; K10] 0.693 4.18662262 11.05 1 1887.151824 3 629.7214966 -1.000260754 -0.000629215 41.89930421ILINDAYK 3 300192933 2xTMT6plex [N-Term; K8] 0.823 0.511 3.203133345 20.46 0 1407.861173 2 704.4338989 -0.462665247 -0.000325684 60.33167128VLKDEIDVK 2 300192933 3xTMT6plex [N-Term; K3; K9] 0.79 2.489478588 10.67 1 1746.097998 3 582.7042236 0.068677954 4.00E-05 60.58912026DLFALAR 5 300192933 1xTMT6plex [N-Term] 0.909 0.313 100 2.341500282 32.52 0 1034.619596 2 517.8132324 -0.394556851 -0.000204108 76.01346755EKEKEEPPGEK 2 300192933 4xTMT6plex [N-Term; K2; K4; K11] 0.751 2.888529778 0.62 2 2216.294415 4 554.8296509 1.064432419 0.000589774 32.7855969VSEEIFFGR 1 300192933 1xTMT6plex [N-Term] 1.327652693 6.7 0 1312.709868 2 656.8586426 0.107164769 7.03E-05 61.4912973220070228 NUCB1 nucleobindin-1 precursor 4924 NP_006175.2 25.37960954 1 10 10 35 461 53.846 5.25 0.5 0.79 0.82 0.7 Significant 0.02 LQAANAEDIK 6 20070228 2xTMT6plex [N-Term; K10] 0.696 0.783 0.791 4.577255726 56.85 0 1530.889178 2 765.9488525 0.816720206 0.000625154 44.44047273VNVPGSQAQLK 6 20070228 2xTMT6plex [N-Term; K11] 0.628 0.807 0.851 3.875011444 43.71 0 1598.963012 2 799.9848022 -0.427725849 -0.000341959 42.18172743EFGDTGEGWETVEMHPAYTEEELR 2 20070228 1xTMT6plex [N-Term] 3.420506477 17.76 0 3041.367212 3 1014.460754 0.163864986 0.000166125 74.44473875DLAQYDAAHHEEFKR 2 20070228 2xTMT6plex [N-Term; K14] 0.767 5.7001791 22.93 1 2288.1824 4 572.800293 -1.336311738 -0.000764431 37.65702822ELQQAVLHMEQR 2 20070228 1xTMT6plex [N-Term] 0.639 3.914032936 36.46 0 1710.915854 3 570.9763794 -0.742015689 -0.000423175 62.96899199DLAQYDAAHHEEFK 4 20070228 2xTMT6plex [N-Term; K14] 0.393 0.828 4.634680271 33.51 0 2132.081289 4 533.7750854 -1.302409594 -0.000694211 39.5041663EVWEELDGLDPNR 2 20070228 1xTMT6plex [N-Term] 100 2.420994759 14.99 0 1800.896559 2 900.9512329 -0.760454386 -0.00068475 85.48248648EAELNAK 6 20070228 2xTMT6plex [N-Term; K7] 0.504 0.613 0.728 3.089863777 32.38 0 1232.725073 2 616.8653564 -1.327805697 -0.00081841 34.02477718MDAEQDPNVQVDHLNLLK 3 20070228 2xTMT6plex [N-Term; K18] 1.520027041 4.05 0 2537.343393 3 846.4536133 1.140312249 0.000964455 67.26598438EVDTSEK 2 20070228 2xTMT6plex [N-Term; K7] 1.032 1.859072685 9.94 0 1265.698918 2 633.3526001 -0.785561774 -0.000497142 32.916119287661968 CLINT1 clathrin interactor 1 isoform 2 9685 NP_055481.1 14.88 1 7 7 40 625 68.216 6.42 1.06 1.06 0.97 1.03 Significant 0.00085 ASPDQNASTHTPQSSVK 2 7661968 2xTMT6plex [N-Term; K17] 1.3 4.998823643 46.52 0 2213.156244 3 738.3910522 1.065897759 0.000786333 32.01102056HIHITQATETTTTR 10 7661968 1xTMT6plex [N-Term] 1.072 1.121 0.984 4.536239147 51.35 0 1838.99219 3 613.6693115 0.647594002 0.000396973 19.80331494SLENYHFVDEHGK 10 7661968 2xTMT6plex [N-Term; K13] 1.025 0.993 0.984 3.981205702 34.35 0 2033.04926 4 509.0174561 -0.622744994 -0.000316518 49.90517838YVGVSSDSVGGFR 4 7661968 1xTMT6plex [N-Term] 1.321 1.338 4.07481575 53.67 0 1558.806287 2 779.9071045 0.41383229 0.000322542 48.18896284ATNVVMNYSEIESK 6 7661968 2xTMT6plex [N-Term; K14] 100 0.581 2.285882473 29.31 0 2043.083263 2 1022.044128 -1.117132182 -0.001141197 59.72782298SQNTDMVQK 2 7661968 2xTMT6plex [N-Term; K9] 1.207 3.965590477 51.73 0 1508.814299 2 754.9102173 -0.756037167 -0.00057036 36.01974885GEFKDEEETVTTK 6 7661968 3xTMT6plex [N-Term; K4; K13] 0.93 1.023 0.779 4.641234398 12.84 1 2200.195205 3 734.0702515 0.452811882 0.000332092 42.85537733283436220 ATAD3A ATPase family AAA domain-containing protein 3A isoform 1 55210 NP_060658.3 21.60883281 1 5 12 47 634 71.325 8.98 0.83 0.7 0.93 0.82 Significant 0.0065 DALNLAQMQEQTLQLEQQSK 6 283436220 2xTMT6plex [N-Term; K20] 0.623 3.100317955 32.12 0 2774.475864 3 925.4945068 -2.485709923 -0.002298847 79.43371168VQDAVQQHQQK 2 283436220 2xTMT6plex [N-Term; K11] 0.846 3.817530155 29.66 0 1766.991352 3 589.6693115 1.148624927 0.000676537 32.47581188DKWSNFDPTGLER 2 283436220 2xTMT6plex [N-Term; K2] 0.768 3.716917992 18.58 1 2023.06491 3 675.0255737 -1.355630548 -0.000914176 63.68956266ITVLEALR 6 283436220 1xTMT6plex [N-Term] 0.755 2.751456976 31.74 0 1143.729875 2 572.3683472 -0.399896927 -0.000228687 65.76668185LAQFDYGR 6 283436220 1xTMT6plex [N-Term] 0.869 1.234 0.894 3.082551956 36.92 0 1198.641788 2 599.8237305 -1.338216735 -0.000802021 46.63412623KQEESVQK 6 283436220 3xTMT6plex [N-Term; K1; K8] 1.478 0.641 1.18 3.211556673 18.37 1 1662.999346 3 555.0046997 0.119982665 6.65E-05 27.64099512LLSRPQDALEGVVLSPSLEAR 2 283436220 1xTMT6plex [N-Term] 100 2.637334824 10.06 0 2479.408153 3 827.140564 -0.409063537 -0.000338078 91.49833979GLGDRPAPK 5 283436220 2xTMT6plex [N-Term; K9] 0.685 0.64 2.706919193 10.91 0 1368.836355 3 456.9501343 -0.36912226 -0.000168423 33.02218728GLLLFVDEADAFLR 4 283436220 1xTMT6plex [N-Term] 0.863 1.492485046 9.67 0 1808.015552 2 904.510376 -1.148417597 -0.001038178 113.388995ATLNAFLYR 4 283436220 1xTMT6plex [N-Term] 0.01 1.448280811 14.59 0 1297.746588 2 649.3759766 -1.472741302 -0.000955622 61.74252626LFDWANTSR 2 283436220 1xTMT6plex [N-Term] 100 2.051692724 7.14 0 1338.700366 2 669.8536987 -0.182982741 -0.00012248 81.44349394DIAIATR 2 283436220 1xTMT6plex [N-Term] 0.793 2.404482365 27.11 0 988.598861 2 494.8033447 0.55821744 0.000275927 45.79610054148491070 CTPS1 CTP synthase 1 isoform a 1503 NP_001896.2 24.36548223 1 11 12 40 591 66.648 6.46 0.61 2.49 100 34.36 Non-Significant #N/A LCSAHGVLVPGGFGVR 4 148491070 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.076 100 5.423033714 26.98 0 1855.020989 3 619.012146 0.483125683 0.000298736 61.44501082FVGQDVEGER 2 148491070 1xTMT6plex [N-Term] 1.304 3.805132627 38.77 0 1364.70076 2 682.8537598 -0.378653523 -0.000258374 44.75009126GLGLSPDLVVCR 8 148491070 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 100 1.778 100 3.022815943 41.75 0 1514.856215 2 757.9310913 -0.863932035 -0.000654366 61.10838312TVQVVPHITDAIQEWVMR 2 148491070 1xTMT6plex [N-Term] 1.616687655 8.33 0 2351.274302 3 784.4296265 0.01022617 8.01E-06 95.23105388LLETCSIALVGK 6 148491070 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.309 100 2.681760311 21.22 0 1762.054864 2 881.52948 -1.804807063 -0.001590085 77.27202056LYGDADYLEER 2 148491070 1xTMT6plex [N-Term] 1.054 3.197679996 6.2 0 1572.774318 2 786.8903198 -0.607456233 -0.000477696 67.40562636GIIASSVGTILK 5 148491070 2xTMT6plex [N-Term; K12] 0.01 2.136074781 23.85 0 1617.035114 2 809.0197144 -1.831746903 -0.001481 77.93302346YIDSADLEPITSQEEPVR 2 148491070 1xTMT6plex [N-Term] 100 1.353225708 0 2291.160437 2 1146.082275 -1.380557511 -0.001581539 73.81263513FEVNPVWK 2 148491070 2xTMT6plex [N-Term; K8] 100 1.728631616 12.94 0 1476.861507 2 738.934082 -0.419489232 -0.000309764 80.62597837CLEEQGLK 1 148491070 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 0.363 1.364168644 0 1434.802672 2 717.906311 1.863482948 0.001336865 44.42036903TKPTQNSVR 2 148491070 2xTMT6plex [N-Term; K2] 0.987 1.601433516 4.77 0 1488.889847 3 496.9680176 -0.233331986 -0.000115802 28.47803168FSDSYASVIK 4 148491070 2xTMT6plex [N-Term; K10] 1.68355608 14.71 0 1574.88303 2 787.9441528 -1.270637818 -0.001000553 60.36794541153945846 ITPR3 inositol 1,4,5-trisphosphate receptor type 3 3710 NP_002215.2 4.11830775 1 10 10 40 2671 303.912 6.48 0.89 0.86 0.72 0.82 Significant 0.004 GDLPDPIGTGLDPDWSAIAATQCR 6 153945846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 100 0.98 4.42075491 49.97 0 2755.355859 3 919.1220703 -1.524958196 -0.001400601 91.66796757GEEVEAGAAK 8 153945846 2xTMT6plex [N-Term; K10] 0.848 0.852 1.131 4.201411724 71.81 0 1418.78913 2 709.8984985 0.416312967 0.00029533 38.48904072GSGKGEEVEAGAAK 4 153945846 3xTMT6plex [N-Term; K4; K14] 0.559 0.62 2.871158361 27.8 1 1977.12198 3 659.7116089 -0.863411494 -0.000569023 31.46312705SSENYQIVK 2 153945846 2xTMT6plex [N-Term; K9] 0.428 2.788513899 25.63 0 1525.862629 2 763.4343262 -0.821395207 -0.000626668 37.28178511ASLAHLLDMMK 2 153945846 2xTMT6plex [N-Term; K11] 0.884 2.579599857 21.58 0 1687.96394 3 563.326416 0.447282585 0.000251666 88.51700726ACDTLLMCIVTVMNHGLR 2 153945846 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C8] 2.273083687 11.91 0 2333.17995 3 778.3977051 -0.594971522 -0.000462725 110.2164865DYDSNLNASR 6 153945846 1xTMT6plex [N-Term] 1.994 0.01 3.312283993 27.21 0 1383.670188 2 692.3394775 1.07734353 0.000745344 37.39502071DLMESEEK 2 153945846 2xTMT6plex [N-Term; K8] 0.743 3.763329506 37.19 0 1438.749967 2 719.8800049 1.922540878 0.001383028 44.13887199GSVEACIR 6 153945846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.984 0.906 0.754 2.843512058 40.48 0 1120.598209 2 560.8023071 -0.77786327 -0.000435836 31.7009486LEELSDQK 2 153945846 2xTMT6plex [N-Term; K8] 0.91 2.480784655 17.78 0 1419.809531 2 710.4091187 1.007039787 0.000714902 52.920866134504975 LDLR low-density lipoprotein receptor isoform 1 precursor 3949 NP_000518.1 9.88372093 1 6 6 29 860 95.314 5.05 1.03 1.15 1.11 1.1 Significant 0.001 AHGVSSYDTVISR 8 4504975 1xTMT6plex [N-Term] 0.95 1.073 1.052 4.247555256 50.91 0 1620.8543 3 540.9557495 -0.990079641 -0.000534925 37.11717552TTEDEVHICHNQDGYSYPSR 10 4504975 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.484 1.146 1.388 7.395454884 46.61 0 2637.183709 4 660.0522461 1.306569955 0.000861416 34.11221362NVVALDTEVASNR 2 4504975 1xTMT6plex [N-Term] 1.31 4.308919907 53.27 0 1616.880515 2 808.9418945 -2.475345249 -0.002001169 49.38699979AIVVDPVHGFMYWTDWGTPAK 5 4504975 2xTMT6plex [N-Term; K21] 2.570466518 18.19 0 2848.489664 3 950.1677856 -0.301863973 -0.000286619 103.8962304SEYTSLIPNLR 2 4504975 1xTMT6plex [N-Term] 2.511423588 18.5 0 1521.847424 2 761.4272461 -0.136848476 -0.000104131 70.5577717LYWVDSK 2 4504975 2xTMT6plex [N-Term; K7] 0.991 2.863892317 38.75 0 1368.792759 2 684.8994751 -0.792782312 -0.000542577 75.5942458521361659 IPO9 importin-9 55705 NP_060555.2 12.77617675 1 11 11 48 1041 115.889 4.81 1.67 1.74 1.72 1.71 Significant 0.00015 VKGEEIYSMDEGIR 6 21361659 2xTMT6plex [N-Term; K2] 1.121 0.01 0.818 4.250081062 20.83 1 2084.109812 3 695.3748779 0.128994673 8.96E-05 60.53944292ELGENLDQILR 4 21361659 1xTMT6plex [N-Term] 100 2.644 2.502120495 52.19 0 1528.853237 2 764.9301147 -0.186144625 -0.000142294 80.48026411QYVETHWCAQSEK 6 21361659 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 2.232 1.865 2.044 4.626674175 43.43 0 2124.058445 3 708.6914063 0.574527506 0.000406777 31.60783231AAAEEQIK 6 21361659 2xTMT6plex [N-Term; K8] 1.8 2.075 1.879 3.828338146 49.31 0 1317.777837 2 659.3926392 0.125059253 8.24E-05 40.78600642AIITDSVK 8 21361659 2xTMT6plex [N-Term; K8] 1.653 1.78 1.647 3.551203728 52.97 0 1304.818973 2 652.9138184 1.062713509 0.000693324 46.94312294AVEIFTTCAHMICNMEELEK 3 21361659 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C8; C13] 1.144981742 3.09 0 2884.411749 3 962.1399536 -2.233311578 -0.002147263 88.68521076VSSVALCK 2 21361659 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.213 3.142974377 43.39 0 1321.791379 2 661.3980103 -1.993462985 -0.001317471 52.35424641EALVDTLTGILSPVQEVR 6 21361659 1xTMT6plex [N-Term] 1.443722606 12.22 0 2169.232814 2 1085.120728 0.628811309 0.000682019 104.3099945AIWGYCDQLK 4 21361659 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 100 100 1.93311429 16.39 0 1711.924184 2 856.465271 -0.536471078 -0.000459199 71.15524993LVSTLISK 2 21361659 2xTMT6plex [N-Term; K8] 100 2.565535307 11.26 0 1318.871009 2 659.9388428 -0.45501275 -0.000300052 77.3901513ELSQIEACQGPMQMR 1 21361659 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.989037573 0 2006.965918 2 1003.98761 1.009213233 0.001012728 52.9794540829789090 RCC2 protein RCC2 55920 NP_061185.1 19.348659 1 9 9 39 522 56.049 8.78 1.48 1.45 1.06 1.33 Significant 0.01 DVACGANHTLVLDSQK 8 29789090 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C4] 1.52 1.632 1.405 5.023470402 48.68 0 2186.163973 2 1093.57959 -5.520959384 -0.006034861 42.5974022AGGAAVVITEPEHTK 2 29789090 2xTMT6plex [N-Term; K15] 1.144 3.544527769 21.04 0 1938.106047 3 646.7073975 0.821478688 0.000530704 52.9732534LIEGLSHEVIVSAACGR 6 29789090 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.982 100 100 4.316766739 33.1 0 2040.110926 3 680.7034302 -7.444841585 -0.005062768 70.45417015IEYDCELVPR 6 29789090 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 100 100 100 2.963917494 26.49 0 1522.777296 2 761.8926392 0.463633333 0.000353005 52.15878028AVQDLCGWR 6 29789090 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.45 1.487 1.313 4.215079784 49.72 0 1333.688421 2 667.3471069 -1.11269828 -0.000741996 48.14696316VFSWGFGGYGR 2 29789090 1xTMT6plex [N-Term] 0.233 2.396109581 1.7 0 1461.74765 2 731.3773193 -0.197228383 -0.000144149 88.17204021VAIFIEK 6 29789090 2xTMT6plex [N-Term; K7] 1.473 100 2.483 3.317723036 31.53 0 1277.823331 2 639.4145508 -1.178314297 -0.000752839 67.33307852DESETEKEK 1 29789090 3xTMT6plex [N-Term; K7; K9] 0.74 1.802433968 1 1781.973585 3 594.6627197 0.011762064 6.99E-06 30.93620784ESTMYPK 2 29789090 2xTMT6plex [N-Term; K7] 1.395 2.736204386 25.28 0 1313.717545 2 657.3622437 -0.254389015 -0.000167098 40.77239869624998 HNRNPH2 heterogeneous nuclear ribonucleoprotein H2 3188 NP_062543.1 17.37193764 1 2 6 64 449 49.232 6.3 1.1 0.94 1.02 Non-Significant #N/A



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms STGEAFVQFASQEIAEK 10 9624998 2xTMT6plex [N-Term; K17] 1.062 1.156 1.521 3.536869764 45.05 0 2300.217448 3 767.4096069 -1.382568949 -0.00106007 89.56478251DLNYCFSGMSDHR 14 9624998 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5]; 1xOxidation [M9] 1.034 1.179 1.46 3.288483858 39.04 0 1846.804984 3 610.935791 -9.421639861 -0.005749744 48.03261732DLNYCFSGMSDHR 14 9624998 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.747 1.054 1.078 3.868460655 49.68 0 1830.810069 3 610.935791 -9.421639861 -0.005749744 48.03261732GLPWSCSADEVMR 8 9624998 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.096 0.906 2.85664463 36.67 0 1736.829742 2 868.9199829 1.69694832 0.001473655 73.73517827ATENDIYNFFSPLNPMR 4 9624998 1xTMT6plex [N-Term] 100 2.729712009 25.92 0 2258.111319 2 1129.557861 -1.272343717 -0.001436547 101.5692655VHIEIGPDGR 12 9624998 1xTMT6plex [N-Term] 1.171 0.941 0.924 3.878456116 41.11 0 1321.742565 2 661.3739624 -1.450180514 -0.000958383 39.22510271GLPFGCSK 2 9624998 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.125 2.666947842 38.46 0 1323.749514 2 662.3783569 -0.058019143 -3.84E-05 58.635225874557237 ACAT1 acetyl-CoA acetyltransferase, mitochondrial precursor 38 NP_000010.1 28.1030445 1 10 10 34 427 45.171 8.85 0.92 0.72 0.97 0.87 Significant 0.0076 IHMGSCAENTAK 2 4557237 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 0.981 4.898342609 53.92 0 1776.913695 3 592.9750977 -1.663356672 -0.000985214 36.95025946GQPDVVVKEDEEYK 4 4557237 3xTMT6plex [N-Term; K8; K14] 0.907 0.919 4.453033447 22.28 1 2322.279603 3 774.7648315 0.1456366 0.000112736 42.78479031EAYMGNVLQGGEGQAPTR 2 4557237 1xTMT6plex [N-Term] 0.875 2.772582293 35.39 0 2107.043968 2 1054.02417 -1.378536136 -0.001452318 57.5541623NEQDAYAINSYTR 2 4557237 1xTMT6plex [N-Term] 1.192 3.24841094 18.83 0 1773.860508 2 887.4333496 -0.611632789 -0.000542476 49.0178282GSTPYGGVK 4 4557237 2xTMT6plex [N-Term; K9] 0.962 0.896 3.4939394 45.77 0 1323.767272 2 662.3873291 0.082599961 5.47E-05 41.05746988IVAFADAAVEPIDFPIAPVYAASMVLK 2 4557237 2xTMT6plex [N-Term; K27] 2.021850586 14.74 0 3276.835815 3 1092.950073 -0.045380192 -4.96E-05 112.450095EVVIVSATR 8 4557237 1xTMT6plex [N-Term] 1.009 0.438 0.87 2.965810061 27.67 0 1202.730603 2 601.8688354 -0.173805806 -0.000104521 46.07197977GQPDVVVKEDEEYKR 4 4557237 3xTMT6plex [N-Term; K8; K14] 0.817 0.806 4.291181087 17.72 2 2478.380714 4 620.3505859 -0.080802759 -5.01E-05 42.68461315GQPDVVVK 2 4557237 2xTMT6plex [N-Term; K8] 0.889 2.95457077 34.61 0 1299.803658 2 650.4067383 1.955820393 0.001271091 38.70463285TPIGSFLGSLSLLPATK 4 4557237 2xTMT6plex [N-Term; K17] 100 100 1.551641464 6.6 0 2160.304412 2 1080.657349 1.392510059 0.001504123 105.0945785313569822 RPL17-C18orf32 RPL17-C18orf32 protein isoform 1 100526842 NP_001186284.1 33.77192982 1 6 6 68 228 26.356 10.1 1.32 1.36 1.27 1.32 Significant 0.00039 GLDVDSLVIEHIQVNK 14 313569822 2xTMT6plex [N-Term; K16] 1.347 1.979 3.725195885 41.34 0 2237.290553 3 746.4341431 -1.196635268 -0.000892407 78.85620284YSLDPENPTK 12 313569822 2xTMT6plex [N-Term; K10] 1.263 1.395 1.335 3.52310133 51.68 0 1621.883758 2 811.4456177 0.123530161 0.000100176 47.84883835INPYMSSPCHIEMILTEK 9 313569822 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 100 100 2.822886705 16.55 0 2621.354158 3 879.7875977 -0.315946515 -0.000277754 75.32575437SAEFLLHMLK 14 313569822 2xTMT6plex [N-Term; K10] 1.259 1.321 1.118 3.399617195 28.53 0 1646.970405 2 823.9891357 0.357902227 0.000294727 93.32886407EQIVPKPEEEVAQK 11 313569822 3xTMT6plex [N-Term; K6; K14] 1.108 1.243 1.201 4.022467613 21.03 0 2311.347623 3 771.1193848 -1.74016798 -0.001340711 43.99014416NAESNAELK 4 313569822 2xTMT6plex [N-Term; K9] 1.461 1.486 4.148145676 50.43 0 1433.800029 2 717.4036255 -0.037985379 -2.72E-05 31.36059378INPYMSSPCHIEMILTEK 4 313569822 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9]; 1xOxidation [M] 100 2.772539616 20.39 0 2637.349073 3 879.7875977 -0.315946515 -0.000277754 75.3257543728173554 HIST3H2BB histone H2B type 3-B 128312 NP_778225.1 47.61904762 1 3 7 150 126 13.9 10.32 1.54 1.8 1.3 1.55 Significant 0.0086 QVHPDTGISSK 20 28173554 2xTMT6plex [N-Term; K11] 1.564 1.589 0.886 4.375612736 56.23 0 1626.921541 2 813.9641113 -0.365619199 -0.000297417 33.53900487AMGIMNSFVNDIFER 37 28173554 1xTMT6plex [N-Term] 1.543 2.28 1.814 4.690056324 65.75 0 1972.982219 2 986.9975586 2.849081682 0.002810594 108.755632KESYSIYVYK 12 28173554 3xTMT6plex [N-Term; K1; K10] 1.558 1.876 1.554 4.874205589 28.6 1 1967.145676 3 656.3826294 -6.273661659 -0.004113735 49.66201394LLLPGELAK 44 28173554 2xTMT6plex [N-Term; K9] 1.535 1.489 1.422 3.514589787 44.49 0 1411.928858 2 706.4678955 -0.243528116 -0.000171922 66.75295797ESYSIYVYK 14 28173554 2xTMT6plex [N-Term; K9] 1.519 1.666 1.319 3.734324455 40.02 0 1609.887781 2 805.4470825 -0.554548552 -0.00044638 61.2436463AMGIMNSFVNDIFER 20 28173554 1xTMT6plex [N-Term]; 1xOxidation [M] 2.863 100 100 1.667893291 21.33 0 1988.977134 2 986.9975586 2.849081682 0.002810594 108.755632HAVSEGTK 2 28173554 2xTMT6plex [N-Term; K8] 100 2.231532574 10.68 0 1286.746871 2 643.8765259 -0.851769849 -0.000548006 19.11283612EVQTAVR 1 28173554 1xTMT6plex [N-Term] 0.737 2.345981598 26.52 0 1031.604675 2 516.305542 -0.840676323 -0.000433623 29.23530662266453619 PFKM ATP-dependent 6-phosphofructokinase, muscle type isoform 1 5213 NP_001160158.1 17.97884841 1 9 11 41 851 93.194 7.97 2.18 1.23 1.7 Non-Significant #N/A IMEIVDAITTTAQSHQR 3 266453619 1xTMT6plex [N-Term] 1.516 3.333389759 38.54 0 2143.137868 3 715.0510254 0.305487521 0.000218234 101.1060261DLQANVEHLVQK 4 266453619 2xTMT6plex [N-Term; K12] 1.149 100 3.241225243 43.86 0 1852.069268 3 618.0279541 0.022361306 1.38E-05 62.77407604GQIEEAGWSYVGGWTGQGGSK 2 266453619 2xTMT6plex [N-Term; K21] 3.398160696 33.1 0 2612.314536 3 871.4458008 3.182301991 0.002771058 84.26006035ALVFQPVAELK 8 266453619 2xTMT6plex [N-Term; K11] 1.151 0.497 2.275249004 30.36 0 1673.040199 2 837.0219116 -2.183371215 -0.001826434 74.89984866TFVLEVMGR 6 266453619 1xTMT6plex [N-Term] 100 2.397 3.18615365 32.92 0 1280.723409 2 640.8654175 0.116231917 7.44E-05 80.6583597SFMNNWEVYK 2 266453619 2xTMT6plex [N-Term; K10] 100 2.360330582 20.78 0 1775.919098 2 888.461792 -1.571409209 -0.001395348 76.95392998VLVVHDGFEGLAK 4 266453619 2xTMT6plex [N-Term; K13] 100 1.049 1.857266307 10.26 0 1842.08894 3 614.6998291 -2.174946727 -0.001335482 57.79288032AIAVLTSGGDAQGMNAAVR 2 266453619 1xTMT6plex [N-Term] 100 1.543043971 10.54 0 2031.085439 2 1016.047974 1.591201218 0.001615933 64.31733456VTVLGHVQR 6 266453619 1xTMT6plex [N-Term] 1.15 0.22 1.159 4.169350147 40.04 0 1237.757821 3 413.2573853 -0.176640597 -7.29E-05 36.85278831GITNLCVIGGDGSLTGADTFR 2 266453619 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.190911412 2.33 0 2353.201925 2 1177.102905 -1.441144123 -0.001695652 77.74160089LPLMECVQVTK 2 266453619 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 100 1.426857591 13.29 0 1776.01637 2 888.5123291 0.569833219 0.000506017 86.1142488773760405 TMPO thymopoietin isoform beta 7112 NP_001027454.1 31.93832599 1 6 10 37 454 50.639 9.38 1.53 1.48 0.92 1.31 Significant 0.022 VEHNQSYSQAGITETEWTSGSSK 8 73760405 2xTMT6plex [N-Term; K23] 1.626 1.565 1.517 4.191517353 23.85 0 2984.463779 3 995.493042 0.266073446 0.000264696 53.41822597GPPDFSSDEEREPTPVLGSGAAAAGR 5 73760405 1xTMT6plex [N-Term] 0.01 1.183 4.298979282 37.41 1 2799.37468 3 933.7955933 -0.876533199 -0.000817915 55.00221758RVEHNQSYSQAGITETEWTSGSSK 2 73760405 2xTMT6plex [N-Term; K24] 1.392 6.832366943 50.29 1 3140.56489 4 785.8969727 0.372909028 0.000292786 41.72600804SSTPLPTISSSAENTR 2 73760405 1xTMT6plex [N-Term] 2.287 3.237810373 29.94 0 1876.981351 2 938.9937744 -0.57467373 -0.000539326 49.23555047VETSEHFR 2 73760405 1xTMT6plex [N-Term] 1.619 4.142608166 46.05 0 1233.642517 3 411.8856812 -0.021386235 -8.79E-06 20.04100091QEDKDDLDVTELTNEDLLDQLVK 4 73760405 3xTMT6plex [N-Term; K4; K23] 100 2.285051107 5.85 1 3375.798586 3 1125.935913 -1.599743601 -0.001800137 90.6013515MEESFSSK 4 73760405 2xTMT6plex [N-Term; K8] 0.681 0.85 2.582808733 12.25 0 1402.728838 2 701.8687744 1.022605429 0.000717219 41.18654517EMFPYEASTPTGISASCR 7 73760405 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 100 0.653 1.174278021 4.28 0 2233.04667 2 1117.02417 -2.510931063 -0.002803513 57.63078354DVYVQLYLQHLTAR 1 73760405 1xTMT6plex [N-Term] 100 1.918255806 0 1948.085363 3 650.0325317 -1.191203014 -0.000773522 79.71598685YVPLADVK 2 73760405 2xTMT6plex [N-Term; K8] 1.067 2.585512638 27.09 0 1362.839709 2 681.9232788 -0.313986164 -0.000213956 58.8201926132528282 ACOT7 cytosolic acyl coenzyme A thioester hydrolase isoform hBACHb 11332 NP_863654.1 27.89473684 1 8 8 53 380 41.769 8.54 0.84 0.92 0.75 0.84 Significant 0.0034 LMDEVAGIVAAR 8 32528282 1xTMT6plex [N-Term] 0.95 0.746 3.722064734 46.57 0 1473.829665 2 737.4176025 -1.178475312 -0.000868436 90.97966945MIEEAGAIISTR 2 32528282 1xTMT6plex [N-Term] 0.777 3.197523355 37.21 0 1519.835145 2 760.4208984 -0.410791264 -0.000312167 79.72478118IMRPDDANVAGNVHGGTILK 6 32528282 2xTMT6plex [N-Term; K20] 0.736 0.782 5.832615376 29 0 2536.406997 4 634.8571777 -0.045545727 -2.89E-05 58.48235835ATLWYVPLSLK 5 32528282 2xTMT6plex [N-Term; K11] 1.346 0.829 0.01 3.607410908 36.01 0 1749.0715 2 875.0379028 -1.698367355 -0.001485283 100.3804217TNIVTASVDAINFHDK 6 32528282 2xTMT6plex [N-Term; K16] 100 1.007 0.01 2.597567797 18.66 0 2203.212303 3 735.074646 -1.324489571 -0.000972711 66.30311105SLPVPQLVPETEDEK 5 32528282 2xTMT6plex [N-Term; K15] 100 1.529024124 3.79 0 2139.194921 2 1070.099976 -1.05035689 -0.001123459 63.37884234GCVITISGR 6 32528282 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.943 1.093 3.216601133 40.71 0 1191.671709 2 596.3384399 -1.766692263 -0.001052659 43.90608902VLEVPPVVYSR 15 32528282 1xTMT6plex [N-Term] 0.789 0.851 0.665 3.15682435 27.1 0 1486.883081 2 743.9498901 6.337104482 0.004711267 78.727529194759302 VAPB vesicle-associated membrane protein-associated protein B/C isoform 1 9217 NP_004729.1 40.74074074 1 8 9 34 243 27.211 7.3 1.16 1.14 1.03 1.11 Significant 0.0013 SLSSSLDDTEVKK 5 4759302 3xTMT6plex [N-Term; K12; K13] 1.175 1.239 0.882 4.360602379 37.01 1 2096.205376 3 699.40625 -0.562406725 -0.000392973 44.89893548SLSSSLDDTEVK 4 4759302 2xTMT6plex [N-Term; K12] 0.929 0.953 3.974985361 83.67 0 1738.947481 2 869.9758911 -1.710864457 -0.001487552 58.73347658CVFELPAENDKPHDVEINK 2 4759302 3xTMT6plex [N-Term; K11; K19]; 1xCarbamidomethyl [C1] 1.748200059 16.46 0 2941.569654 4 736.1474609 -0.557573062 -0.000410035 60.76976309FMVQSMFAPTDTSDMEAVWK 7 4759302 2xTMT6plex [N-Term; K20] 1.672898293 10.99 0 2779.354552 3 927.1225586 -0.5141477 -0.000476333 96.76724276EAKPEDLMDSK 2 4759302 3xTMT6plex [N-Term; K3; K11] 1.219 2.771918774 17.56 0 1950.08209 3 650.6988525 -0.043681655 -2.84E-05 55.17422422GPFTDVVTTNLK 6 4759302 2xTMT6plex [N-Term; K12] 100 2.426537991 33.28 0 1750.015107 2 875.5108032 -0.444015988 -0.000388517 71.64441643IISTTASK 2 4759302 2xTMT6plex [N-Term; K8] 1.159 3.291608572 41.66 0 1278.803323 2 639.9042969 -1.568857355 -0.00100313 42.37763927LQGEVQR 4 4759302 1xTMT6plex [N-Term] 1.08 1.337 2.496081352 21.26 0 1058.615574 2 529.8109131 -0.967384337 -0.000512044 29.2192121QFKEEDGLR 2 4759302 2xTMT6plex [N-Term; K3] 0.847 2.143761158 7.47 1 1579.884427 3 527.2992554 -0.76857313 -0.000404752 32.29165241224831253 OPA1 dynamin-like 120 kDa protein, mitochondrial isoform 8 4976 NP_570850.2 12.31527094 1 11 11 40 1015 117.67 7.77 0.68 0.6 0.68 0.65 Significant 0.0017 VVVVGDQSAGK 6 224831253 2xTMT6plex [N-Term; K11] 0.678 0.721 0.688 4.345319271 66.48 0 1516.909914 2 758.9589233 0.432754563 0.000328225 40.44197218ESVEQQADSFK 2 224831253 2xTMT6plex [N-Term; K11] 1.173 3.685100794 34.89 0 1725.90595 2 863.4569702 0.413411685 0.000356755 44.83475918LDAFIEALHQEK 2 224831253 2xTMT6plex [N-Term; K12] 1.031 2.969846487 27.69 0 1872.06312 3 624.6933594 1.284804436 0.000801745 87.33613899GNSSESIEAIR 2 224831253 1xTMT6plex [N-Term] 0.539 2.948872089 35.37 0 1391.732788 2 696.3692627 -1.105987721 -0.00076962 34.47809951AVEVAWETLQEEFSR 2 224831253 1xTMT6plex [N-Term] 100 1.107972622 7.43 0 2023.033386 2 1012.019531 -0.791168357 -0.00080028 108.4607558GVEVDPSLIK 6 224831253 2xTMT6plex [N-Term; K10] 100 0.78 0.01 2.299114943 25.1 0 1514.919416 2 757.9620361 -1.729481019 -0.001310012 57.2411449VQLAEDLKK 3 224831253 3xTMT6plex [N-Term; K8; K9] 0.646 0.126 2.363863945 6.2 1 1731.098332 3 577.7039185 -0.652752582 -0.00037666 48.09084807ELDRNELFEK 8 224831253 2xTMT6plex [N-Term; K10] 0.612 0.635 2.895144701 13.25 1 1750.97397 3 584.3297119 0.349623808 0.000204061 57.30580088GKEHDDIFDK 2 224831253 3xTMT6plex [N-Term; K2; K10] 0.573 2.433262348 9.4 1 1891.052838 3 631.0220337 -0.682453581 -0.000430185 45.58331693EVLEDFAEDGEK 5 224831253 2xTMT6plex [N-Term; K12] 0.34 1.815420985 8.8 0 1838.942395 2 919.9746094 -0.246435125 -0.00022659 60.20649646IDQLQEELLHTQLK 2 224831253 2xTMT6plex [N-Term; K14] 1.577512741 10.36 0 2166.253439 3 722.7561035 0.14674039 0.000105959 83.07419197122937227 U2SURP U2 snRNP-associated SURP motif-containing protein isoform 1 23350 NP_001073884.1 7.094266278 1 4 4 77 1029 118.219 8.47 1.23 1.2 1.36 1.26 Significant 0.0015 KPGQSFQEQVEHYR 4 122937227 2xTMT6plex [N-Term; K1] 1.149 1.125 5.633101463 44.24 0 2191.166021 4 548.5463867 -1.051693472 -0.000576109 44.09151539SSDVHSSGSSDAHMDASGPSDSDMPSR 31 122937227 1xTMT6plex [N-Term]; 1xOxidation [M] 1.288 0.986 1.335 4.114757061 36.21 0 2951.221687 4 734.5626221 0.642799142 0.00047169 26.89135791SSDVHSSGSSDAHMDASGPSDSDMPSR 25 122937227 1xTMT6plex [N-Term] 1.534 1.405 1.359 5.684146404 50.14 0 2935.226772 4 734.5626221 0.642799142 0.00047169 26.89135791AAAEIYEEFLAAFEGSDGNK 12 122937227 2xTMT6plex [N-Term; K20] 0.894 2.011 100 3.879654169 59.22 0 2590.307719 3 864.1060181 -1.628467055 -0.001406077 115.296614TIQGHLQSENFK 2 122937227 2xTMT6plex [N-Term; K12] 1.258 3.283052444 21.17 0 1860.037968 3 620.6842651 0.147652984 9.15E-05 51.55179127SSDVHSSGSSDAHMDASGPSDSDMPSR 3 122937227 1xTMT6plex [N-Term]; 2xOxidation [M14; M24] 0.863931954 0 2967.216602 4 734.5626221 0.642799142 0.00047169 26.89135791815891093 RPS15 40S ribosomal protein S15 isoform 1 6209 NP_001295155.1 35.52631579 1 4 4 71 152 17.712 10.39 1.14 1.06 1.15 1.12 Significant 0.00065 KEAPPMEKPEVVK 8 815891093 4xTMT6plex [N-Term; K1; K8; K13] 1.211 0.747 1.081 4.693601131 19.51 1 2398.454955 3 800.1558228 -0.85041759 -0.000679896 51.13078092GVDLDQLLDMSYEQLMQLYSAR 24 815891093 1xTMT6plex [N-Term]; 1xOxidation [M] 100 1.362 100 3.404386759 49.4 0 2833.394947 3 945.1375122 1.071573554 0.001012064 112.3980998GVDLDQLLDMSYEQLMQLYSAR 10 815891093 1xTMT6plex [N-Term] 100 2.293060064 22.46 0 2817.400032 3 945.1375122 1.071573554 0.001012064 112.3980998EAPPMEKPEVVK 20 815891093 3xTMT6plex [N-Term; K7; K12] 1.173 1.209 1.168 3.483611345 14.44 0 2041.19706 3 681.0705566 0.027891415 1.90E-05 44.21246888EAPPMEKPEVVK 8 815891093 3xTMT6plex [N-Term; K7; K12]; 1xOxidation [M5] 0.958 1.09 1.275 2.46645546 7.47 0 2057.191975 3 681.0705566 0.027891415 1.90E-05 44.21246888DMIILPEMVGSMVGVYNGK 1 815891093 2xTMT6plex [N-Term; K19] 0.927873492 0 2511.34253 2 1256.172119 -2.217438953 -0.002784374 102.263483215451856 CAV1 caveolin-1 isoform alpha 857 NP_001744.2 51.68539326 1 8 8 59 178 20.458 6.02 1.35 1.39 1.36 1.37 Significant 0.000077 YVDSEGHLYTVPIR 18 15451856 1xTMT6plex [N-Term] 1.391 1.739 1.381 4.9278965 51.5 0 1877.995879 3 626.670105 -0.062374255 -3.90E-05 47.99817277VYSIYVHTVCDPLFEAVGK 4 15451856 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C10] 100 3.157261848 18.14 0 2655.425667 3 885.8115845 -2.058604803 -0.001822157 93.09808203EIDLVNRDPK 8 15451856 2xTMT6plex [N-Term; K10] 1.327 1.344 1.288 3.342376709 21.29 1 1656.968491 3 552.9949341 1.060941172 0.000585982 32.22879901AMADELSEK 8 15451856 2xTMT6plex [N-Term; K9] 1.378 1.218 1.211 4.546387672 49.59 0 1451.781602 2 726.3946533 0.29511369 0.00021422 47.03421214EQGNIYKPNNK 2 15451856 3xTMT6plex [N-Term; K7; K11] 1.502 2.783038616 26.08 0 1992.148136 3 664.7213745 0.7201147 0.000478192 37.98530034IDFEDVIAEPEGTHSFDGIWK 9 15451856 2xTMT6plex [N-Term; K21] 2.102538109 12.38 0 2863.455446 3 955.1580811 1.482112833 0.001414655 91.44414653AMADELSEK 2 15451856 2xTMT6plex [N-Term; K9]; 1xOxidation [M2] 1.144 2.423422813 28.46 0 1467.776517 2 726.3946533 0.29511369 0.00021422 47.03421214HLNDDVVK 2 15451856 2xTMT6plex [N-Term; K8] 1.809 3.43650651 42.78 0 1397.815285 2 699.4110107 -0.386428472 -0.000270078 38.19276866EIDLVNR 6 15451856 1xTMT6plex [N-Term] 1.521 1.502 1.473 3.187682867 41.15 0 1087.630889 2 544.3193359 0.465162405 0.000252962 44.68115203118402586 GLO1 lactoylglutathione lyase 2739 NP_006699.2 51.63043478 1 10 10 61 184 20.764 5.31 0.89 1.22 1.29 1.13 Significant 0.012 GFGHIGIAVPDVYSACK 8 118402586 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C16] 0.831 1.056 100 4.945155621 42.25 0 2249.21528 3 750.4107056 1.015158148 0.000761103 94.86101342GLAFIQDPDGYWIEILNPNK 16 118402586 2xTMT6plex [N-Term; K20] 1.057 1.008 0.982 4.070913792 45.21 0 2761.496523 3 921.1704102 0.055842457 5.14E-05 107.7937662DFLLQQTMLR 8 118402586 1xTMT6plex [N-Term] 1.974 100 100 2.980693102 31.82 0 1493.834751 2 747.4215698 0.744592691 0.000556149 96.85320239FSLYFLAYEDKNDIPK 5 118402586 3xTMT6plex [N-Term; K11; K16] 2.108753204 9.78 1 2650.473552 3 884.1616211 -1.223124354 -0.00108062 85.94842233VLGMTLIQK 6 118402586 2xTMT6plex [N-Term; K9] 0.627 1.362 0.947 2.441250801 17.61 0 1460.927478 2 730.967041 -0.460405297 -0.000336309 66.71974582RFEELGVK 4 118402586 2xTMT6plex [N-Term; K8] 1.1 3.979710579 30.5 1 1435.867321 2 718.4371338 -0.229576835 -0.000164821 50.69133968FEELGVK 4 118402586 2xTMT6plex [N-Term; K7] 0.818 2.148868799 20.15 0 1279.76621 2 640.3878784 1.774211509 0.001135288 60.35354436SLDFYTR 4 118402586 1xTMT6plex [N-Term] 1.393 1.319 2.952370167 32.49 0 1130.60434 2 565.8062134 0.716340619 0.000404949 54.79057087IAWALSR 4 118402586 1xTMT6plex [N-Term] 0.63 1.032 2.287706614 28.11 0 1045.635581 2 523.3217773 0.666769105 0.000348599 64.6601472KSLDFYTR 2 118402586 2xTMT6plex [N-Term; K1] 0.642 2.625031471 11.36 1 1487.862235 3 496.6263428 1.505428567 0.000746623 46.923922295174613 NAP1L4 nucleosome assembly protein 1-like 4 4676 NP_005960.1 29.33333333 1 6 7 38 375 42.797 4.69 1.36 1.55 0.97 1.29 Significant 0.017 AAATAEEPDPK 2 5174613 2xTMT6plex [N-Term; K11] 0.948 3.147711515 49.57 0 1557.852458 2 779.4296265 -0.309368394 -0.000240975 34.80309132ASGDGESLDEDSEFTLASDFEIGHFFR 12 5174613 1xTMT6plex [N-Term] 1.023 100 100 5.525524616 58.27 0 3207.459198 3 1069.824463 -0.112904982 -0.000120713 98.48061761ADPFSFEGPEIVDCDGCTIDWK 2 5174613 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C14; C17] 1.339 3.426826239 15.76 0 3016.410881 3 1006.140686 -1.119212423 -0.001125335 96.41160967NVDMLSELVQEYDEPILK 4 5174613 2xTMT6plex [N-Term; K18] 100 2.889948845 32.42 0 2593.383527 3 865.1310425 -1.909659155 -0.001650826 103.3952813LTDQVMQNPR 2 5174613 1xTMT6plex [N-Term] 1.45 4.029281616 34.68 0 1430.762314 2 715.8847046 -0.12685567 -9.08E-05 46.37563018KYAALYQPLFDK 6 5174613 3xTMT6plex [N-Term; K1; K12] 1.015 0.628 100 3.04041338 22.91 1 2144.272274 3 715.4230957 -8.179805728 -0.005846577 68.32227315FYEEVHDLER 10 5174613 1xTMT6plex [N-Term] 1.749 1.947 0.01 3.784648895 38.04 0 1565.779738 2 783.3937378 0.294278899 0.000230388 63.44585876765826147 AGRN agrin isoform 1 precursor 375790 NP_001292204.1 6.479690522 1 9 9 27 2068 217.179 6.39 1.02 0.97 0.77 0.92 Significant 0.0068 GLYVAAQGACR 6 765826147 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.02 0.934 1.064 3.768807173 37.48 0 1394.741185 2 697.875 1.102950151 0.000769165 37.97420385EAACLQQTQIEEAR 6 765826147 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.761 1.016 0.738 4.003637791 37.58 0 1875.943192 2 938.4750977 -0.145466825 -0.000136444 39.1228842AGPCEQAECGSGGSGSGEDGDCEQELCR 2 765826147 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C4; C9; C22; C27] 100 4.730696201 52.31 0 3188.24587 3 1063.421143 0.942359685 0.001001491 33.94987624AIVDVHFDPTTAFR 2 765826147 1xTMT6plex [N-Term] 1.077 2.872363091 18.09 0 1817.97475 3 606.6641235 1.687507194 0.001022615 84.44751489SIESTLDDLFR 4 765826147 1xTMT6plex [N-Term] 0.79 100 2.812005997 37.39 0 1524.810704 2 762.9077759 -1.592854891 -0.001214401 98.720601LELGIGPGAATR 2 765826147 1xTMT6plex [N-Term] 1.73 2.644420385 31.96 0 1383.81573 2 692.4110718 -0.623576748 -0.000431458 59.06901787SAGDVDTLAFDGR 2 765826147 1xTMT6plex [N-Term] 0.625 2.578077555 13.24 0 1552.780466 2 776.8932495 -0.801154181 -0.000622008 56.04548652EPLYVGGAPDFSK 2 765826147 2xTMT6plex [N-Term; K13] 1.676930428 9.79 0 1838.010021 2 919.5088501 0.218777541 0.000201058 58.89408514KFDGPCDPCQGALPDPSR 1 765826147 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C6; C9] 0.689 1.849142551 1 2475.216085 3 825.7438354 0.350744188 0.000289389 45.02360725296010963 ZNF185 zinc finger protein 185 isoform 3 7739 NP_001171579.1 17.10144928 1 9 9 30 690 73.567 7.01 0.66 0.47 0.52 0.55 Significant 0.011 ATSFSSAGEVPKPRPPSTR 2 296010963 2xTMT6plex [N-Term; K12] 0.821 6.149449348 29.42 0 2430.350528 4 608.3443604 2.0918572 0.001270987 30.23415241ITLEHLGICCHEYCFK 2 296010963 2xTMT6plex [N-Term; K16]; 3xCarbamidomethyl [C9; C10; C14] 0.602 3.834541798 16.82 0 2538.270763 4 635.3233032 0.24410344 0.0001549 73.78255041EYVNASEVSSGKPVSAR 4 296010963 2xTMT6plex [N-Term; K12] 0.585 0.617 5.492091179 29.62 0 2238.213031 3 746.7418213 -0.947399905 -0.000706828 38.63633555GSSSATSVSAVPADR 6 296010963 1xTMT6plex [N-Term] 0.73 0.869 4.240320206 71.96 0 1620.839044 2 810.9234619 0.372244318 0.000301674 31.47988994DLAGEEAFR 6 296010963 1xTMT6plex [N-Term] 0.526 0.615 0.566 3.094069719 46.79 0 1236.642182 2 618.8248901 0.259924368 0.000160717 48.58570284RVEVVEEDGPSEK 4 296010963 2xTMT6plex [N-Term; K13] 0.533 0.27 2.034430504 6.65 1 1931.048592 3 644.3553467 1.499247132 0.00096504 42.80617071KPPCGSTPYSER 2 296010963 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 0.735 3.607364178 22.47 0 1836.967839 3 612.9949951 1.411413693 0.000864241 32.97978747LAPYNIR 3 296010963 1xTMT6plex [N-Term] 0.61 0.536 2.508392811 29.66 0 1075.646146 2 538.3269043 0.359266615 0.000193222 44.07265004LVAPDVEGMR 1 296010963 1xTMT6plex [N-Term] 0.064 2.385719061 12.43 0 1315.724138 2 658.3654175 -0.440342353 -0.000289685 50.91223898259906020 ACIN1 apoptotic chromatin condensation inducer in the nucleus isoform 3 22985 NP_001158287.1 9.300538048 1 9 9 34 1301 147.301 6.73 1.1 1.28 1.1 1.16 Significant 0.0027 KCEAEEAEPPAATQPQTSETQTSHLPESER 8 259906020 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 1.601 1.589 1.639 8.876610756 35.14 1 3796.833596 4 949.956604 -7.640470314 -0.007252399 36.09032328KPSISITTESLK 4 259906020 3xTMT6plex [N-Term; K1; K12] 1.009 1.385 5.216972828 40.49 0 1991.235554 3 664.4163818 -0.482836993 -0.000320481 62.80034224FLCADYAEQDELDYHR 2 259906020 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.264 3.841801405 34.76 0 2274.033463 3 758.6829224 0.330179769 0.00025028 90.25827726AAPCIYWLPLTDSQIVQK 4 259906020 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C4] 0.629 0.496 3.233354092 27.56 0 2561.420187 3 854.4779663 -0.328608411 -0.000280568 96.06182354KISVVSATK 4 259906020 3xTMT6plex [N-Term; K1; K9] 0.956 1.087 4.166288376 31.32 1 1620.066304 3 540.6932373 -0.706814243 -0.000381695 43.12825451KVTLGDTLTR 6 259906020 2xTMT6plex [N-Term; K1] 1.164 1.042 3.222448349 20.68 1 1561.967763 3 521.324585 -5.481026812 -0.002853729 41.83686321GITEECLK 2 259906020 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.142 3.598064184 52 0 1407.791773 2 704.4003906 1.230252963 0.00086597 45.53979916EAAELEGK 2 259906020 2xTMT6plex [N-Term; K8] 1.319 3.303809404 36.37 0 1304.746202 2 652.8764038 -0.514592655 -0.000335706 40.19390441EQEEEEQKER 2 259906020 2xTMT6plex [N-Term; K8] 2.131100655 6.42 1 1791.912492 3 597.9767456 1.781005725 0.001063802 21.093914424308295 GRPEL1 grpE protein homolog 1, mitochondrial precursor 80273 NP_079472.1 43.31797235 1 9 9 37 217 24.264 8.12 0.78 0.74 0.8 0.77 Significant 0.00052 FDPYEHEALFHTPVEGK 7 24308295 2xTMT6plex [N-Term; K17] 0.83 0.827 4.263150215 38.02 0 2474.275631 4 619.321106 -5.269175233 -0.003259348 71.77329266DLLEVADVLEK 7 24308295 2xTMT6plex [N-Term; K11] 0.577 0.508 3.179021597 38.52 0 1702.003873 2 851.5047607 -0.956869517 -0.000814298 100.7030611EPGTVALVSK 2 24308295 2xTMT6plex [N-Term; K10] 0.715 3.77356863 42.57 0 1458.893201 2 729.9507446 0.693462559 0.000505844 53.57466998TLRPALVGVVK 2 24308295 2xTMT6plex [N-Term; K11] 0.472 4.064144135 33.89 0 1611.072168 3 537.6959229 0.649849652 0.000348985 57.77950456ALADTENLR 6 24308295 1xTMT6plex [N-Term] 0.606 0.643 0.745 3.954381227 41.16 0 1231.684381 2 616.3455811 -0.402603648 -0.00024794 38.43024556EEIKDDNPHLK 3 24308295 3xTMT6plex [N-Term; K4; K11] 0.847 0.861 2.523315907 6.69 1 2025.158366 4 507.0445557 -0.974355282 -0.000493306 36.13106085LYGIQAFCK 2 24308295 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.265 1.898699403 18.88 0 1557.886342 2 779.4494019 3.328420565 0.00259265 71.13425188VKLEEQLK 6 24308295 3xTMT6plex [N-Term; K2; K8] 0.847 0.729 0.816 2.88555336 17.54 1 1674.076868 3 558.6965332 -1.088391256 -0.00060735 50.82761999ADPPATEK 2 24308295 2xTMT6plex [N-Term; K8] 0.662 2.528455973 31.02 0 1286.735638 2 643.8707886 -1.039235662 -0.000668611 26.86308341166706903 GBP1 guanylate-binding protein 1 2633 NP_002044.2 14.18918919 1 10 10 41 592 67.888 6.32 0.49 0.53 0.65 0.56 Significant 0.0074 VKAESAQASAK 2 166706903 3xTMT6plex [N-Term; K2; K11] 0.283 4.409666538 29.56 1 1777.078659 3 593.0305176 -0.933979831 -0.000553252 29.75717061GFSLGSTVQSHTK 2 166706903 2xTMT6plex [N-Term; K13] 0.705 5.235840321 36.85 0 1807.011418 3 603.0078735 -1.301084491 -0.000783692 47.69413061AESAQASAK 8 166706903 2xTMT6plex [N-Term; K9] 0.76 0.691 0.557 4.30073452 43.5 0 1320.75235 2 660.8799438 0.197361233 0.000130333 21.79104812LQEQEQLLK 2 166706903 2xTMT6plex [N-Term; K9] 0.54 4.203434467 42.76 0 1586.951778 2 793.9799194 0.493938882 0.000391929 61.07959406ELAAQLEK 4 166706903 2xTMT6plex [N-Term; K8] 0.551 0.494 3.855372667 36.77 0 1359.824787 2 680.4159546 -0.113632516 -7.73E-05 46.65292811KNEQMMEQK 2 166706903 3xTMT6plex [N-Term; K1; K9] 0.657 2.673233747 6.55 1 1853.022801 3 618.3448486 -1.515357265 -0.000935997 37.46502751SYQEHLK 2 166706903 2xTMT6plex [N-Term; K7] 0.524 2.35638833 24.1 0 1362.778171 3 454.9311829 0.604694147 0.000274688 31.31505335DVDHLFQK 8 166706903 2xTMT6plex [N-Term; K8] 0.443 0.49 0.741 2.322277784 27.55 0 1459.830935 3 487.2812805 -1.128060261 -0.000548926 53.58102401GIWMWCVPHPK 5 166706903 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 0.528 100 0.586 1.806505442 11.64 0 1869.006808 3 623.6738892 0.163846631 0.000102077 70.69473976EAIEVFIR 6 166706903 1xTMT6plex [N-Term] 2.300979614 27.39 0 1205.70914 2 603.3574829 -1.202968145 -0.000725215 60.542007054506663 RPL8 60S ribosomal protein L8 6132 NP_000964.1 49.02723735 1 9 9 94 257 28.007 11.03 1.01 0.97 1.12 1.03 Significant 0.0019 ASGNYATVISHNPETK 12 4506663 2xTMT6plex [N-Term; K16] 1.184 1.437 1.468 4.953412056 55.57 0 2147.149703 3 716.3862915 -2.506284622 -0.001793789 48.57085775AQLNIGNVLPVGTMPEGTIVCCLEEKPGDR 8 4506663 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C21; C22] 4.425 3.243 1.011 3.500876427 38.06 0 3725.942893 4 932.2393799 -1.93326601 -0.00180081 86.93077118AVVGVVAGGGR 50 4506663 1xTMT6plex [N-Term] 0.92 0.874 0.948 3.82645154 69.22 0 1170.715622 2 585.861084 -0.624106518 -0.000365326 38.0542002RTELFIAAEGIHTGQFVYCGK 3 4506663 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C19] 0.471 4.406508923 29.67 1 2855.52784 4 714.6380615 0.902114738 0.000644003 77.44862978GVAMNPVEHPFGGGNHQHIGKPSTIR 4 4506663 2xTMT6plex [N-Term; K21]; 1xOxidation [M4] 1.072 1.023 4.18816328 6.31 0 3211.694739 5 643.1451416 0.579820924 0.000372442 41.32522475KVGLIAAR 6 4506663 2xTMT6plex [N-Term; K1] 0.982 0.879 0.971 3.023329735 15.87 1 1285.872012 3 429.2955017 -0.046865509 -2.01E-05 41.30831047IDKPILK 3 4506663 3xTMT6plex [N-Term; K3; K7] 1.199 1.283 1.929916978 6.55 0 1514.028462 3 505.3481445 0.936953159 0.000472858 46.23949053VGLIAAR 2 4506663 1xTMT6plex [N-Term] 1.837 2.280284882 29.56 0 928.6141172 2 464.8105164 -0.388843061 -0.000180543 45.62092667AVDFAER 6 4506663 1xTMT6plex [N-Term] 1.098 1.124 1.069 2.932494164 31.75 0 1036.562475 2 518.7852173 0.658416959 0.000341245 44.76941444826734 FUS RNA-binding protein FUS isoform 1 2521 NP_004951.1 11.78707224 1 3 5 48 526 53.394 9.36 1.21 1.13 1.3 1.21 Significant 0.0016 APKPDGPGGGPGGSHMGGNYGDDR 8 4826734 2xTMT6plex [N-Term; K3] 1.212 1.217 1.17 5.57314539 24.87 0 2711.299631 4 682.5786133 -0.704949527 -0.000480651 27.44377979APKPDGPGGGPGGSHMGGNYGDDR 13 4826734 2xTMT6plex [N-Term; K3]; 1xOxidation [M16] 1.399 0.706 0.884 4.358296871 28.51 0 2727.294546 4 682.5786133 -0.704949527 -0.000480651 27.44377979GEATVSFDDPPSAK 6 4826734 2xTMT6plex [N-Term; K14] 1.176 1.188 1.409 4.050426006 62.72 0 1878.984929 2 939.994751 -1.43880711 -0.001351748 44.3917271LKGEATVSFDDPPSAK 6 4826734 3xTMT6plex [N-Term; K2; K16] 1.773 0.9 1.55 4.845283508 26.03 1 2349.326888 3 783.7730713 -9.461051558 -0.007409034 49.47520686KTGQPMINLYTDR 2 4826734 2xTMT6plex [N-Term; K1] 1.123 3.759959221 24.5 1 1995.109752 3 665.7077637 -0.508465448 -0.000338148 59.0784936AAIDWFDGK 13 4826734 2xTMT6plex [N-Term; K9] 1.195 1.079 1.468 3.222627163 40.29 0 1480.820036 2 740.913147 -0.687946315 -0.000509362 76.59384827



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms767900757 LOC102724023 ES1 protein homolog, mitochondrial isoform X1 102724023 XP_011507206.1 39.17910448 1 7 7 51 268 28.125 8.27 0.61 0.55 0.55 0.57 Significant 0.0012 EVVEAHVDQK 15 767900757 2xTMT6plex [N-Term; K10] 0.592 0.533 0.534 4.886412144 60.61 0 1611.910642 3 537.9763794 2.446223439 0.001314365 24.33612892GVEVTVGHEQEEGGK 18 767900757 2xTMT6plex [N-Term; K15] 0.643 0.617 0.603 6.123037338 54.91 0 2013.065304 3 671.6934204 0.200515338 0.00013455 36.00298977GGAEVQIFAPDVPQMHVIDHTK 2 767900757 2xTMT6plex [N-Term; K22] 100 2.357948542 10.78 0 2847.522754 4 712.6351929 -1.339018492 -0.000953221 67.19377872VVTTPAFMCETALHYIHDGIGAMVR 6 767900757 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.01 2.451183319 9.23 0 3018.520105 4 755.3843384 -1.517698811 -0.001145301 105.2286294VLELTGK 4 767900757 2xTMT6plex [N-Term; K7] 0.686 0.946 2.920002699 37.21 0 1217.786945 2 609.3973389 0.37446154 0.000228007 61.54046263KVLELTGK 4 767900757 3xTMT6plex [N-Term; K1; K8] 0.719 0.444 3.377434254 25.28 1 1575.04484 3 525.6855469 -1.747686751 -0.000917562 51.58048585ITDLANLSAANHDAAIFPGGFGAAK 2 767900757 2xTMT6plex [N-Term; K25] 1.469890952 3 0 2900.567062 3 967.5258179 -1.434794173 -0.001387239 86.920361154506741 RPS7 40S ribosomal protein S7 6201 NP_001002.1 60.30927835 1 9 9 78 194 22.113 10.1 1.21 1.28 1.28 1.25 Significant 0.00034 TLTAVHDAILEDLVFPSEIVGK 12 4506741 2xTMT6plex [N-Term; K22] 1.603 1.257 1.461 3.897936583 31.12 0 2825.606467 3 942.5410156 0.717132773 0.000675445 107.9272079VETFSGVYK 6 4506741 2xTMT6plex [N-Term; K9] 1.434 1.324 1.336 4.318061352 52.88 0 1487.851002 2 744.4290771 -0.083424432 -6.21E-05 57.17922909IVKPNGEKPDEFESGISQALLELEMNSDLK 6 4506741 4xTMT6plex [N-Term; K3; K8; K30] 100 100 2.450413942 10.14 0 4247.329091 4 1062.581909 -5.482076088 -0.005821045 102.0703879AIIIFVPVPQLK 8 4506741 2xTMT6plex [N-Term; K12] 0.96 1.884 100 2.765879631 28.41 0 1796.181384 2 898.5947266 0.440993881 0.000396053 100.4569796AQQNNVEHK 6 4506741 2xTMT6plex [N-Term; K9] 1.714 1.398 1.82 2.820399761 26.72 0 1525.84871 3 509.2876282 -0.248431259 -0.000126356 20.17687314DVNFEFPEFQL 12 4506741 1xTMT6plex [N-Term] 1.088 1.232 1.115 2.016854048 33.67 0 1613.80489 2 807.3986206 -9.248775457 -0.00746286 102.210988ELNITAAK 16 4506741 2xTMT6plex [N-Term; K8] 1.192 1.334 1.277 3.780928135 52.74 0 1317.814222 2 659.4102173 -0.807753983 -0.000532235 49.75973386HVVFIAQR 4 4506741 1xTMT6plex [N-Term] 1.172 1.209 3.180967569 27.49 0 1198.725793 2 599.8657227 -1.354861562 -0.000812054 42.2707821EIEVGGGR 8 4506741 1xTMT6plex [N-Term] 1.183 1.186 0.948 3.097474575 29.51 0 1045.583939 2 523.2949829 -1.19545609 -0.000624975 34.78104319109148508 OTUB1 ubiquitin thioesterase OTUB1 55611 NP_060140.2 42.43542435 1 7 7 31 271 31.264 4.94 0.92 1.12 1.46 1.17 Significant 0.018 AFGFSHLEALLDDSK 10 109148508 2xTMT6plex [N-Term; K15] 0.885 1.498 1.073 3.725241423 30.19 0 2108.142826 3 703.3852539 -0.767467569 -0.00053931 84.87641949QTSVADLLASFNDQSTSDYLVVYLR 6 109148508 1xTMT6plex [N-Term] 100 100 100 4.514460564 50.2 0 3034.557061 3 1012.186157 -4.331044053 -0.004380933 106.5118726EYAEDDNIYQQK 6 109148508 2xTMT6plex [N-Term; K12] 0.875 1.087 4.283328533 55.37 0 1973.985657 2 987.4968262 0.364067362 0.000359332 50.36225155LLTSGYLQR 2 109148508 1xTMT6plex [N-Term] 1.021 2.820085526 32.58 0 1279.757152 2 640.3814087 -1.259338293 -0.000805824 63.94991436QEPLGSDSEGVNCLAYDEAIMAQQDR 3 109148508 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.574095249 5.81 0 3125.435308 3 1042.481689 -1.533552978 -0.001597674 68.47200193GEGGTTNPHIFPEGSEPK 2 109148508 2xTMT6plex [N-Term; K18] 1.494302988 4.65 0 2312.192296 3 771.4033203 1.345929361 0.001037349 48.95573479FFEHFIEGGR 2 109148508 1xTMT6plex [N-Term] 1.835 2.481273174 20.48 0 1467.758215 3 489.9238586 -0.812349236 -0.000397444 62.4477851140805866 TPD52L2 tumor protein D54 isoform b 7165 NP_955393.1 38.75598086 1 1 8 39 209 22.503 6.7 0.95 0.75 1.22 0.97 Significant 0.019 TSAALSTVGSAISR 4 40805866 1xTMT6plex [N-Term] 0.943 100 4.816587448 63.2 0 1549.874701 2 775.439209 -2.296831639 -0.001779901 54.49034417TQETLSQAGQK 2 40805866 2xTMT6plex [N-Term; K11] 1.232 4.045814991 51.93 0 1648.92702 2 824.9673462 0.239933489 0.000197816 35.63130864SWHDVQVSSAYK 6 40805866 2xTMT6plex [N-Term; K12] 0.954 0.746 1.218 4.84121418 50.6 0 1864.995768 3 622.336792 0.029145676 1.81E-05 44.62204861KTQETLSQAGQK 4 40805866 3xTMT6plex [N-Term; K1; K12] 0.983 1.614 4.237684727 20.62 1 2006.184915 3 669.4001465 0.484059629 0.000323704 37.12985636VEEEIVTLR 4 40805866 1xTMT6plex [N-Term] 1.535 0.942 3.385040283 41.71 0 1316.762297 2 658.8842773 -0.774044413 -0.000509616 61.50830639GLLSDSMTDVPVDTGVAAR 14 40805866 1xTMT6plex [N-Term] 0.758 1.155 1.088 2.51733017 22.85 0 2133.105899 2 1067.055786 -0.751821265 -0.000801857 65.5355618LGLSTLGELK 2 40805866 2xTMT6plex [N-Term; K10] 100 2.609441996 24.73 0 1488.940151 2 744.9735107 -0.272855578 -0.000203133 86.95083546AELTKVEEEIVTLR 2 40805866 2xTMT6plex [N-Term; K5] 100 2.16536808 4.58 1 2088.231641 3 696.7496948 1.383880312 0.000963288 86.7265196GLLSDSMTDVPVDTGVAAR 1 40805866 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.078643322 0 2149.100814 2 1067.055786 -0.751821265 -0.000801857 65.535561840254924 LRRC59 leucine-rich repeat-containing protein 59 55379 NP_060979.2 39.08794788 1 11 11 54 307 34.909 9.57 1.25 1.33 1.92 1.5 Significant 0.019 ATILDLSCNK 4 40254924 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 2.104 1.059 3.864650488 48.06 0 1592.908199 2 796.9561157 -2.036849763 -0.001622257 60.92537638LVNLQHLDLLNNK 8 40254924 2xTMT6plex [N-Term; K13] 100 100 100 2.489774942 26.62 0 1992.200616 3 664.737793 -0.898736671 -0.000596821 74.38543108DKLDGNELDLSLSDLNEVPVK 7 40254924 3xTMT6plex [N-Term; K2; K21] 100 1.856 100 2.808207989 15.12 1 3000.670807 3 1000.896057 0.936706123 0.000936916 83.93718402LVTLPVSFAQLK 4 40254924 2xTMT6plex [N-Term; K12] 1.617 100 2.634051561 31.06 0 1774.124263 2 887.5646362 -1.27813993 -0.00113379 96.64234307LQQLPADFGR 6 40254924 1xTMT6plex [N-Term] 1.179 1.639 0.981 2.978601456 40.48 0 1373.773865 2 687.3908691 0.434271801 0.000298296 62.43067634LTTLPSDFCGLTHLVK 3 40254924 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 0.01 0.652 2.022296906 5.52 0 2260.277546 3 754.0956421 -2.288652771 -0.00172433 87.14474958DNPLDPVLAK 4 40254924 2xTMT6plex [N-Term; K10] 100 100 2.564086914 31.08 0 1539.914665 2 770.4603271 -0.835736651 -0.000643482 55.52803291WLDLKDNPLDPVLAK 4 40254924 3xTMT6plex [N-Term; K5; K15] 100 2.376806498 11.49 1 2424.446943 3 808.8203735 -0.155068162 -0.000125318 86.4627045KEANQAPK 2 40254924 3xTMT6plex [N-Term; K1; K8] 1.362 3.162487507 14.23 1 1572.967652 3 524.9935913 -0.910180331 -0.000477228 23.98803705AVQADQER 4 40254924 1xTMT6plex [N-Term] 1.778 100 2.300363064 27.26 0 1145.611216 2 573.309082 -0.287206947 -0.000164514 16.56096245ELAALPK 8 40254924 2xTMT6plex [N-Term; K7] 1.227 1.284 2.344711304 31.58 0 1199.77638 2 600.3929443 1.860023177 0.001115806 51.2298739824308207 LRRC47 leucine-rich repeat-containing protein 47 57470 NP_065761.1 19.55403087 1 9 9 35 583 63.434 8.28 0.89 1.13 0.92 0.98 Significant 0.0059 VLHVSENPVPLTVR 6 24308207 1xTMT6plex [N-Term] 0.939 0.845 0.796 4.335017681 33.56 0 1789.053334 3 597.0186768 -6.627614916 -0.003952386 50.03240089ADLATAPPHVTVVR 2 24308207 1xTMT6plex [N-Term] 0.85 4.603816509 37 0 1675.96927 3 559.3289795 1.858611979 0.001038326 44.85639759QLQLEAEEQR 6 24308207 1xTMT6plex [N-Term] 0.989 0.975 4.461889744 66.35 0 1472.790637 2 736.9000244 1.449620924 0.001067494 30.06582729GMDLQPGNALK 4 24308207 2xTMT6plex [N-Term; K11] 0.882 0.689 2.970470905 41.12 0 1601.908533 2 801.4570313 -1.090898739 -0.00087376 55.39238194APGPGLAQGLPQLHSLVLR 2 24308207 1xTMT6plex [N-Term] 0.717 4.07328558 38.22 0 2153.275623 3 718.428772 -1.792688307 -0.001286717 74.13434542GPLLYCARPPQDLK 2 24308207 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 0.607 3.297769308 16.65 0 2086.188337 3 696.069397 2.54074758 0.001766826 57.69988231ELSPDIAHLASLK 6 24308207 2xTMT6plex [N-Term; K13] 0.844 100 100 3.393471718 27.39 0 1852.09442 3 618.0361938 -0.211364511 -0.000130489 70.80113871ELLLTGPGLEER 4 24308207 1xTMT6plex [N-Term] 100 100 1.726716161 16.75 0 1555.889289 2 778.4486084 0.418774575 0.000325783 58.95745215SILEYLR 3 24308207 1xTMT6plex [N-Term] 1.480438352 27.76 0 1122.672026 2 561.8399048 0.451663799 0.000253535 60.847679998051631 RALY RNA-binding protein Raly isoform 1 22913 NP_057951.1 49.34640523 1 10 10 42 306 32.444 9.17 1.54 1.38 1.39 1.43 Significant 0.0013 STAVTTSSAK 6 8051631 2xTMT6plex [N-Term; K10] 1.225 1.216 1.245 4.032982826 54.66 0 1410.82043 2 705.9141846 0.469663333 0.000331305 34.05052891GYAFVQYSNER 4 8051631 1xTMT6plex [N-Term] 1.605 1.535 4.052625179 46.81 0 1562.780073 2 781.8928223 -1.090779682 -0.000852324 50.28475696KSDVETIFSK 4 8051631 3xTMT6plex [N-Term; K1; K10] 1.609 1.583 4.267150879 24.3 1 1841.098726 3 614.3699951 -1.78907214 -0.001097953 56.9568105GDGGGAGGGGGGGGSGGGGSGGGGGGGSSRPPAPQENTTSEAGLPQGEAR 2 8051631 1xTMT6plex [N-Term] 2.077632427 4.14 0 4280.933464 4 1070.987427 -1.305158979 -0.001396825 33.27815075LQASNVTNK 4 8051631 2xTMT6plex [N-Term; K9] 1.635 1.655 3.921360731 46.19 0 1432.852399 2 716.9307251 1.238651877 0.000887403 34.95149568SNIDALLSR 4 8051631 1xTMT6plex [N-Term] 1.726 1.351 3.513461351 39.82 0 1217.705117 2 609.3547363 -2.398605138 -0.001460397 57.04414673VFIGNLNTALVK 16 8051631 2xTMT6plex [N-Term; K12] 1.304 100 100 2.180796623 23.48 0 1747.088212 2 874.0459595 -2.04336831 -0.001784972 78.11651301LEQIAAEQK 3 8051631 2xTMT6plex [N-Term; K9] 0.975 0.44 3.520474195 19.46 0 1487.883365 2 744.4449463 -0.503105212 -0.000374281 44.92473934LSPVPVPR 6 8051631 1xTMT6plex [N-Term] 1.394 1.36 1.423 2.88083005 35.96 0 1093.693096 2 547.3502808 0.172985857 9.46E-05 45.27721051AASAIYSGYIFDYDYYRDDFYDR 1 8051631 1xTMT6plex [N-Term] 1.324825406 1 3078.399498 3 1026.804443 -0.234278194 -0.000240401 93.35578026347659028 GFPT1 glutamine--fructose-6-phosphate aminotransferase [isomerizing] 1 isoform 1 2673 NP_001231639.1 17.45350501 1 10 10 30 699 78.756 7.11 0.75 0.94 0.97 0.89 Significant 0.006 ESQDTSFTTLVER 2 347659028 1xTMT6plex [N-Term] 0.777 2.877819777 41.35 0 1741.880574 2 871.4431152 -0.930271153 -0.000810211 54.69798393GYHYATCLEGALK 2 347659028 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.844 4.566591263 37.87 0 1941.03044 3 647.6817627 0.152092379 9.84E-05 87.03434494EITYMHSEGILAGELK 2 347659028 2xTMT6plex [N-Term; K16] 100 3.292834044 8.22 0 2249.225176 3 750.413269 0.03473592 2.60E-05 73.66821291GYDSAGVGFDGGNDKDWEANACK 2 347659028 3xTMT6plex [N-Term; K15; K23]; 1xCarbamidomethyl [C22] 2.849710703 10.58 1 3120.493588 3 1040.83606 0.011876627 1.24E-05 63.84925296LATELYHQK 6 347659028 2xTMT6plex [N-Term; K9] 0.791 0.958 1.036 3.168261766 29.75 0 1560.914999 3 520.9761353 -0.734503981 -0.000382166 42.2604692SVHFPGQAVGTR 2 347659028 1xTMT6plex [N-Term] 0.652 3.479632854 29.67 0 1484.817127 3 495.6102295 -0.667821929 -0.000330531 46.19599825EIFEQPESVVNTMR 4 347659028 1xTMT6plex [N-Term] 0.01 2.29485631 17.23 0 1907.973429 2 954.4884644 -1.97942959 -0.00188835 64.18854434GYDVDFPR 6 347659028 1xTMT6plex [N-Term] 0.93 0.74 0.552 3.329638481 38.05 0 1197.610154 2 599.30896 0.408673785 0.000244716 53.07825561RLPDLIK 2 347659028 2xTMT6plex [N-Term; K7] 0.926 2.88847065 14.38 1 1312.871678 3 438.2965698 2.64949935 0.001159484 53.38331277EIMLGLK 2 347659028 2xTMT6plex [N-Term; K7] 1.327 2.346981764 17.61 0 1261.795401 2 631.4005127 -1.30968093 -0.000826275 66.91676085031741 DNAJA2 dnaJ homolog subfamily A member 2 10294 NP_005871.1 34.22330097 1 9 9 32 412 45.717 6.48 1.1 1.34 1.23 1.22 Significant 0.0032 ITFTGEADQAPGVEPGDIVLLLQEK 6 5031741 2xTMT6plex [N-Term; K25] 4.153092861 40.55 0 3098.702552 3 1033.569336 -2.935995742 -0.003032593 105.4998638NVLCSACSGQGGK 2 5031741 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C4; C7] 1.293 3.83631897 43.74 0 1795.919509 2 898.4644775 1.207825915 0.001084579 35.8075729EISFAYEVLSNPEK 4 5031741 2xTMT6plex [N-Term; K14] 0.01 100 2.0766747 20.77 0 2084.131593 2 1042.567383 -1.969163086 -0.002051998 85.8307557EYHPDKNPNAGDK 4 5031741 3xTMT6plex [N-Term; K6; K13] 1.288 4.172019958 23.73 1 2172.165242 4 543.796875 0.196987776 0.000106973 33.16163229LYDILGVPPGASENELKK 2 5031741 3xTMT6plex [N-Term; K17; K18] 1.269 2.980636835 2.72 1 2630.537215 3 877.5192871 2.31638925 0.002031116 93.13058683GEDMMHPLK 4 5031741 2xTMT6plex [N-Term; K9] 1.206 1.125 2.617512703 22.95 0 1515.806377 3 505.9395447 -1.514584469 -0.000765272 38.77570173LSELEDLLPSRPEVPNIIGETEEVELQEFDSTR 2 5031741 1xTMT6plex [N-Term] 1.959640265 1.17 0 4013.044016 4 1004.015869 -0.590436459 -0.000592362 104.5959649GEGMPQYR 2 5031741 1xTMT6plex [N-Term] 1.054 2.917662621 34.99 0 1166.582559 2 583.7957153 1.367330628 0.000797552 34.20703788ILEVHVDK 6 5031741 2xTMT6plex [N-Term; K8] 0.911 1.34 1.347 2.132256269 27.16 0 1410.872072 3 470.9621582 -0.106509036 -5.01E-05 45.579197644503337 DKC1 H/ACA ribonucleoprotein complex subunit 4 isoform 1 1736 NP_001354.1 21.20622568 1 9 9 38 514 57.638 9.42 0.94 0.93 0.97 0.95 Significant 0.00016 TTHYTPLACGSNPLK 4 4503337 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 0.811 0.877 4.684966564 38.53 0 2118.141781 3 706.7191772 0.565409876 0.000399206 46.12837745LHNAIEGGTQLSR 2 4503337 1xTMT6plex [N-Term] 1.194 3.365547419 39.77 0 1624.896834 3 542.3027954 -1.846640026 -0.0010002 36.79998751APQVVAEAAK 6 4503337 2xTMT6plex [N-Term; K10] 0.901 0.932 0.932 4.042127609 65.84 0 1441.877885 2 721.4425049 -0.105497405 -7.61E-05 41.38859812KEVVAEVVK 2 4503337 3xTMT6plex [N-Term; K1; K9] 0.995 4.764050961 33.41 1 1688.092518 3 563.3693237 0.532833003 0.000299824 47.52371905SLPEEDVAEIQHAEEFLIKPESK 6 4503337 3xTMT6plex [N-Term; K19; K23] 1.316 2.724389076 8.84 0 3325.813449 4 832.2088623 0.051289332 4.26E-05 97.9510215DSAVNAICYGAK 2 4503337 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 0.856 2.810083628 23.41 0 1726.919827 2 863.9619751 -1.825808378 -0.001576512 45.7995706ALETLTGALFQRPPLIAAVK 4 4503337 2xTMT6plex [N-Term; K20] 0.01 2.029888868 11.02 0 2567.5689 3 856.5266113 -1.409681986 -0.001206485 104.4049687EVVAEVVK 6 4503337 2xTMT6plex [N-Term; K8] 0.984 0.958 0.792 3.718607664 50.77 0 1330.834624 2 665.9204102 -0.811383684 -0.000539909 54.02587423EIGDYIR 6 4503337 1xTMT6plex [N-Term] 0.827 0.884 0.982 2.592233181 28.12 0 1094.60434 2 547.8061523 0.628380023 0.000343914 49.8513792233356174 PNN pinin 5411 NP_002678.2 11.43654114 1 7 7 40 717 81.565 7.14 0.75 1.36 1.21 1.11 Significant 0.026 HVIADQEVMETNR 6 33356174 1xTMT6plex [N-Term] 0.982 1.175 4.357779026 46.31 0 1770.900598 2 885.953186 -0.848613236 -0.000751405 35.04977946KPALQSSVVATSK 5 33356174 3xTMT6plex [N-Term; K1; K13] 0.603 2.063 1.476 5.388126373 38.92 0 2003.246787 3 668.4204712 0.03655277 2.44E-05 41.04675711HVIADQEVMETNR 4 33356174 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.264 1.202 3.449696302 26.19 0 1786.895513 2 885.953186 -0.848613236 -0.000751405 35.04977946VESVEPSENEASK 2 33356174 2xTMT6plex [N-Term; K13] 100 2.618709087 19.81 0 1862.974758 2 931.9902344 -0.840537422 -0.00078295 42.14492497RIEFAEQINK 4 33356174 2xTMT6plex [N-Term; K10] 1.157 1.125 4.086780071 14.85 1 1706.000126 3 569.3386841 0.805073853 0.000457819 53.48625599MEEETEVR 15 33356174 1xTMT6plex [N-Term] 0.755 1.276 1.192 3.596419096 49.79 0 1251.608833 2 626.3076782 -0.601885084 -0.000376662 31.5780775DFPVESVK 2 33356174 2xTMT6plex [N-Term; K8] 1.046 3.525264502 33.04 0 1378.798238 2 689.9016113 -1.662283637 -0.001145977 59.55473763ELEPEMEFEIEPDKECK 2 33356174 3xTMT6plex [N-Term; K14; K17]; 1xCarbamidomethyl [C16] 100 2.100883484 2.71 1 2839.43486 3 947.1477051 -2.217915161 -0.002099209 70.316605634506691 RPS16 40S ribosomal protein S16 6217 NP_001011.1 52.73972603 1 9 9 74 146 16.435 10.21 1.6 1.74 1.71 1.68 Significant 0.00064 GGGHVAQIYAIR 18 4506691 1xTMT6plex [N-Term] 1.774 1.842 1.757 4.641080379 64.55 0 1470.837862 2 735.9224243 -0.197348188 -0.000145134 38.39644018GPLQSVQVFGR 4 4506691 1xTMT6plex [N-Term] 0.902 1.032 3.439978838 42.91 0 1416.816064 2 708.9133911 2.428957893 0.001720693 64.58023343LLEPVLLLGK 23 4506691 2xTMT6plex [N-Term; K10] 1.69 2.121 2.231 3.922957182 49.85 0 1553.044222 2 777.0244141 -1.719709562 -0.001335392 96.15687842EIKDILIQYDR 5 4506691 2xTMT6plex [N-Term; K3] 1.183 1.398 0.73 2.636126995 13.92 1 1864.09442 3 622.0361328 -0.308231436 -0.000191524 78.84486156TATAVAHCK 4 4506691 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.176 1.231 2.960834503 27.44 0 1416.80334 3 472.9393311 0.070196096 3.32E-05 27.71989315DILIQYDR 14 4506691 1xTMT6plex [N-Term] 1.724 3.196 2.595 3.375349045 39.12 0 1264.709868 2 632.8583374 -0.371370007 -0.000234838 62.65811428YVDEASKK 2 4506691 3xTMT6plex [N-Term; K7; K8] 1.287 2.154602051 3.53 1 1626.966984 3 542.9938354 -0.018760272 -1.02E-05 37.56566569TLLVADPR 2 4506691 1xTMT6plex [N-Term] 1.193 2.734855175 26.74 0 1113.682925 2 557.3450317 -0.123961169 -6.90E-05 50.48572552KFGGPGAR 2 4506691 2xTMT6plex [N-Term; K1] 2.487 2.841976643 8.16 1 1247.762462 3 416.5917053 -1.521926858 -0.000633001 28.09817796339882741 HLA-C HLA class I histocompatibility antigen, Cw-1 alpha chain precursor 3107 NP_001229971.1 36.8852459 1 5 9 40 366 40.685 5.87 0.5 0.59 0.6 0.56 Significant 0.0032 GYDQSAYDGKDYIALNEDLR 3 339882741 2xTMT6plex [N-Term; K10] 4.005220413 26.01 1 2764.383009 3 922.1340332 1.641262936 0.00151236 67.53302403GGSCSQAACSNSAQGSDESLITCK 2 339882741 2xTMT6plex [N-Term; K24]; 3xCarbamidomethyl [C4; C9; C23] 1.145 3.734456301 43.62 0 2933.343941 3 978.4533081 0.487684511 0.000476849 41.62884024DGEDQTQDTELVETRPAGDGTFQK 2 339882741 2xTMT6plex [N-Term; K24] 100 2.506098986 13.38 0 3095.516936 3 1032.507446 -2.95611137 -0.003050231 45.73375406DYIALNEDLR 12 339882741 1xTMT6plex [N-Term] 0.325 0.567 3.492270947 47.23 0 1450.773925 2 725.8903198 -0.387056559 -0.000280766 53.63481443FISVGYVDDTQFVR 5 339882741 1xTMT6plex [N-Term] 0.5 3.270066023 20.71 0 1874.98498 2 937.996582 0.484079878 0.000453821 82.90700657SWTAADTAAQITQR 4 339882741 1xTMT6plex [N-Term] 2.163449526 24.5 0 1748.912877 2 874.9599609 -0.132793922 -0.000116123 49.59790918WAAVVVPSGQEQR 6 339882741 1xTMT6plex [N-Term] 0.7 100 0.347 2.899830341 40.36 0 1655.90667 2 828.4561157 -1.035797922 -0.000857592 52.21087651AYLEGTCVEWLR 10 339882741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.426 0.31 0.612 2.857364893 21.78 0 1725.883158 2 863.4429932 -2.577214949 -0.002223986 73.45305834APWVEQEGPEYWDR 2 339882741 1xTMT6plex [N-Term] 100 2.428789377 6.75 0 1990.949657 2 995.9782104 -0.257465858 -0.000256301 72.110860824758340 FARSA phenylalanine--tRNA ligase alpha subunit 2193 NP_004452.1 19.29133858 1 8 8 36 508 57.528 7.8 1.23 1.19 1.27 1.23 Significant 0.00035 VVDSMEDEVQR 4 4758340 1xTMT6plex [N-Term] 1.021 1.244 4.754731655 77.69 0 1535.757288 2 768.3825073 0.292935896 0.000224939 44.64310408THSQGGYGSQGYK 4 4758340 2xTMT6plex [N-Term; K13] 1.196 1.039 4.692457676 33.75 0 1827.938982 3 609.9849243 0.677232244 0.000412646 27.05893363GSAFSTSISK 6 4758340 2xTMT6plex [N-Term; K10] 1.342 1.13 1.316 4.714040756 76.64 0 1442.825515 2 721.9163818 -0.019585268 -1.41E-05 44.04395091SLQALGEVIEAELR 6 4758340 1xTMT6plex [N-Term] 100 2.946214914 43.15 0 1757.00063 2 879.0036011 -0.400871548 -0.000352166 99.32410569LDAEPRPPPTQEAA 4 4758340 1xTMT6plex [N-Term] 1.144 1.223 2.847157478 38.56 0 1720.906729 2 860.9571533 0.174629235 0.00015026 46.77475173VVDSMEDEVQR 2 4758340 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.191 2.604593039 31.98 0 1551.752203 2 768.3825073 0.292935896 0.000224939 44.64310408DPAEALQLPMDYVQR 2 4758340 1xTMT6plex [N-Term] 100 2.451946259 12.89 0 1975.015628 2 988.0123901 0.949720808 0.000937857 79.89810637VNLQMVYDSPLCR 5 4758340 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 100 1.672180533 11.76 0 1823.934541 2 912.4697876 -1.229597136 -0.001121352 67.88662001LLAEVTLK 3 4758340 2xTMT6plex [N-Term; K8] 0.776 100 1.766082168 0.11 0 1344.886659 2 672.9469604 -0.011013242 -7.41E-06 83.8229141924497583 AKR1C3 aldo-keto reductase family 1 member C3 isoform 1 8644 NP_003730.4 30.6501548 1 2 8 45 323 36.83 7.94 0.75 0.74 0.81 0.77 Significant 0.00081 HIDSAHLYNNEEQVGLAIR 8 24497583 1xTMT6plex [N-Term] 1.427 1.437 1.453 6.493859768 52.99 0 2408.251987 3 803.4220581 -0.151804544 -0.000121861 46.86134649YKPVCNQVECHPYFNR 4 24497583 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C5; C10] 0.83 0.81 4.221077919 18.28 0 2569.284439 3 857.0994263 -0.27780163 -0.000237917 41.82287215WVDPNSPVLLEDPVLCALAK 9 24497583 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C16] 0.747 0.598 3.742737055 42.39 0 2694.494081 3 898.836853 0.714539344 0.000641774 107.7384114QLEMILNKPGLK 2 24497583 3xTMT6plex [N-Term; K8; K12] 100 2.294942617 8.25 0 2071.291629 3 691.1014404 -0.898377086 -0.000620267 77.55351676SIGVSNFNR 4 24497583 1xTMT6plex [N-Term] 1.377 3.32353282 53.11 0 1222.674151 2 611.8401489 -0.924079761 -0.000564924 47.14993944EDIFYTSK 6 24497583 2xTMT6plex [N-Term; K8] 1.723 100 2.939 3.184840202 29.5 0 1460.803717 2 730.9067383 1.699538734 0.001241346 51.61610646LAIEAGFR 8 24497583 1xTMT6plex [N-Term] 1.732 1.498 2.801836014 33.94 0 1105.65671 2 553.3306274 -2.470863843 -0.001365964 52.49389932GVVVLAK 6 24497583 2xTMT6plex [N-Term; K7] 1.359 1.369 1.478 3.208216906 43.61 0 1143.786551 2 572.3959961 -1.604908274 -0.000917836 55.7438855642491362 IKBIP inhibitor of nuclear factor kappa-B kinase-interacting protein isoform 2 121457 NP_963906.1 30.57142857 1 8 11 38 350 39.285 9.17 1.05 0.88 1.16 1.03 Significant 0.0062 VDQSTTSMAK 4 42491362 2xTMT6plex [N-Term; K10] 0.88 1.246 4.368031025 72.6 0 1525.829614 2 763.4197998 1.775184693 0.001354315 33.58834666LQEEINEVK 6 42491362 2xTMT6plex [N-Term; K9] 1.073 1.806 2.74263072 40.34 0 1559.904494 2 780.4568481 1.234581393 0.000962915 53.93226999VDQSTTSMAK 2 42491362 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 0.963 2.193796396 49.04 0 1541.824529 2 763.4197998 1.775184693 0.001354315 33.58834666LETNEFQQLQSK 4 42491362 2xTMT6plex [N-Term; K12] 2.199278831 15.06 0 1923.058762 2 962.0324707 -0.57080094 -0.000548842 55.52085014LVTDLLQR 6 42491362 1xTMT6plex [N-Term] 1.086 0.848 2.515838146 27.21 0 1186.735689 2 593.8717651 0.476039815 0.000282467 77.36878502TVTFANDLKPK 1 42491362 3xTMT6plex [N-Term; K9; K11] 0.793 2.225494862 0 1921.17256 3 641.0625 0.201517557 0.00012905 55.67030482LEPLVNDLTLR 2 42491362 1xTMT6plex [N-Term] 1.41 1.849756241 14.28 0 1511.899459 2 756.4537964 0.566666938 0.000428372 82.82250762DIKDEIAHISDMN 2 42491362 2xTMT6plex [N-Term; K3] 0.795 2.424596548 18.88 1 1959.025748 3 653.6784058 -2.595032173 -0.001694578 73.25654682FLSLEGDR 3 42491362 1xTMT6plex [N-Term] 0.582 3.169295549 29.74 0 1165.641454 2 583.3251953 1.424121452 0.000830007 60.84440025SEAIMEQLK 2 42491362 2xTMT6plex [N-Term; K9] 1.536106586 7.67 0 1506.860186 2 753.934082 0.465333484 0.000350596 55.41655962ISLISEK 4 42491362 2xTMT6plex [N-Term; K7] 0.757 1.009 2.980565071 26.35 0 1247.79751 2 624.3994141 -4.775017544 -0.002979127 53.04842649VENQYQLLK 2 42491362 2xTMT6plex [N-Term; K9] 1.6694839 11.04 0 1592.941214 2 796.9746094 0.457267345 0.0003642 60.148660334502491 C1QBP complement component 1 Q subcomponent-binding protein, mitochondrial precursor 708 NP_001203.1 35.46099291 1 6 6 67 282 31.343 4.84 0.95 0.98 0.96 0.96 Significant 0.000084 ALVLDCHYPEDEVGQEDEAESDIFSIR 22 4502491 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.005 0.814 1.316 3.329411745 21.29 0 3365.568096 3 1122.525879 -1.489448766 -0.001670947 76.53901203AFVDFLSDEIKEER 17 4502491 2xTMT6plex [N-Term; K11] 1.632 0.875 0.515 4.17057085 19.82 1 2156.163956 3 719.3918457 -1.378309204 -0.00099062 95.54362314EVSFQSTGESEWK 9 4502491 2xTMT6plex [N-Term; K13] 0.788 100 2.729 3.25290966 43.58 0 1972.006393 2 986.5057373 -1.112841537 -0.001097265 60.65448391VEEQEPELTSTPNFVVEVIK 9 4502491 2xTMT6plex [N-Term; K20] 1.071 1.615 1.226 3.892284632 32.69 0 2745.496248 3 915.8387451 1.979231101 0.001811324 97.90661529AFVDFLSDEIK 6 4502491 2xTMT6plex [N-Term; K11] 0.932 0.794 0.752 3.197194815 46.08 0 1741.977659 2 871.4921265 -0.391756065 -0.000341215 102.3011939DTNYTLNTDSLDWALYDHLMDFLADR 4 4502491 1xTMT6plex [N-Term] 2.649966955 12.58 0 3347.572788 3 1116.527344 -1.586086498 -0.001769847 114.648810840807485 PRPF6 pre-mRNA-processing factor 6 24148 NP_036601.2 10.83953241 1 10 10 44 941 106.858 8.25 1.16 1.1 1.02 1.09 Significant 0.0014 AAQDLCEEALR 6 40807485 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.987 1.185 1.088 4.09006691 51.87 0 1504.762708 2 752.8850098 0.023047654 1.73E-05 44.02371096AAVELEEPEDAR 6 40807485 1xTMT6plex [N-Term] 1.381 1.03 1.136 4.882625103 64.88 0 1557.795782 2 779.4016724 0.183590536 0.000142998 40.1958952AVIGIGIEEEDRK 6 40807485 2xTMT6plex [N-Term; K13] 0.897 0.978 0.997 4.338418484 50.44 1 1887.095148 3 629.703125 -0.172879465 -0.000108747 54.13959497LESENDEYER 3 40807485 1xTMT6plex [N-Term] 1.878 0.443 3.556666613 48.52 0 1512.701547 2 756.8536987 -0.943040658 -0.00071327 39.40787383AAELETDIR 6 40807485 1xTMT6plex [N-Term] 1.078 1.186 1.099 3.709912539 51.43 0 1246.684047 2 623.8453369 -0.521216163 -0.000324896 40.16010823DIANWQK 6 40807485 2xTMT6plex [N-Term; K7] 0.639 1.158 0.99 3.905902863 39.79 0 1332.767607 2 666.8875122 0.105932994 7.06E-05 49.75108275GQIEEQK 4 40807485 2xTMT6plex [N-Term; K7] 1.015 1.531 2.863670111 36.53 0 1289.746537 2 645.3768921 -0.022655857 -1.46E-05 28.11892361EQWIQDAEECDR 2 40807485 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 100 1.840726733 11.4 0 1807.811843 2 904.4094238 -0.150493399 -0.000136032 50.20035498WLAGDVPAAR 2 40807485 1xTMT6plex [N-Term] 0.25 1.854032397 14.14 0 1284.726187 2 642.8660278 -1.09565443 -0.000703808 55.93172937LTPVPDSFFAK 3 40807485 2xTMT6plex [N-Term; K11] 1.124 1.563883901 4.19 0 1679.977265 2 840.491333 -1.116374855 -0.000937742 76.390690134503095 CSNK2A1 casein kinase II subunit alpha isoform a 1457 NP_001886.1 33.50383632 1 8 8 34 391 45.115 7.74 1.09 1.09 1.05 1.08 Significant 0.00015 EYWDYESHVVEWGNQDDYQLVR 4 4503095 1xTMT6plex [N-Term] 1.324 3.602463722 8.61 0 3059.400895 3 1020.471802 -0.014047379 -1.43E-05 82.65525934KEPFFHGHDNYDQLVR 6 4503095 2xTMT6plex [N-Term; K1] 1.093 1.026 6.230818272 45.89 1 2460.282448 4 615.826355 0.464158852 0.00028549 43.89978169EAMEHPYFYTVVK 4 4503095 2xTMT6plex [N-Term; K13] 1.075 0.825 3.887467623 31.58 0 2072.092705 3 691.3682251 -1.24663198 -0.000861046 59.59346877LIDWGLAEFYHPGQEYNVR 6 4503095 1xTMT6plex [N-Term] 100 100 100 2.334234238 21.64 0 2536.282224 3 846.0980835 -0.996313302 -0.000842311 90.743762VLGTEDLYDYIDKYNIELDPR 2 4503095 2xTMT6plex [N-Term; K13] 1.305 2.020165443 0.43 1 3002.576289 3 1001.528931 -1.349014121 -0.001350173 97.15194647GGPNIITLADIVK 4 4503095 2xTMT6plex [N-Term; K13] 100 1.702 2.427834034 32 0 1769.093692 2 885.0494385 -1.182072428 -0.001045598 90.00169379QLYQTLTDYDIR 6 4503095 1xTMT6plex [N-Term] 0.01 100 1.873849273 18.56 0 1757.927131 2 879.4666138 -0.671057928 -0.000589835 67.43643255TPALVFEHVNNTDFK 2 4503095 2xTMT6plex [N-Term; K15] 0.906 1.382641077 1.6 0 2190.195925 3 730.7369385 0.154141319 0.000112533 76.2222444720357529 GNB2 guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 2783 NP_005264.2 27.94117647 1 4 7 37 340 37.307 6 0.587 1.441 1.06 1.03 Non-Significant 0.053 TFVSGACDASIK 6 20357529 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.056 1.441 1.06 4.609836102 78.6 0 1713.924578 2 857.4578247 -9.454812743 -0.008102418 47.86186537LLLAGYDDFNCNIWDAMK 4 20357529 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 1.059 3.602307081 30.64 0 2617.319487 3 873.1105347 -0.93083252 -0.000812095 108.8235902LLVSASQDGK 12 20357529 2xTMT6plex [N-Term; K10] 1.206 1.379 1.45 4.101325512 61.5 0 1475.883365 2 738.4458008 0.650744173 0.000480211 56.38168749ELPGHTGYLSCCR 6 20357529 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C12] 0.489 3.579239368 20.87 0 1778.85154 3 593.6213989 -1.066268102 -0.000632244 41.06530063IYAMHWGTDSR 4 20357529 1xTMT6plex [N-Term] 1.582 1.853 2.976931572 24.94 0 1565.773213 3 522.5963135 0.749846579 0.000391363 58.33676912KACGDSTLTQITAGLDPVGR 2 20357529 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 2.348330259 7.69 1 2518.369943 3 840.1280518 -0.13524882 -0.000113536 59.17956241LIIWDSYTTNK 3 20357529 2xTMT6plex [N-Term; K11] 0.647 100 1.00009644 3.69 0 1812.030757 2 906.5175171 -1.655248015 -0.00149968 82.403090820070130 BTF3 transcription factor BTF3 isoform B 689 NP_001198.2 61.72839506 1 1 7 45 162 17.688 7.5 1.14 1.67 1.16 1.32 Significant 0.017 QLTEMLPSILNQLGADSLTSLR 8 20070130 1xTMT6plex [N-Term] 1.738 1.941 5.865493298 80.27 0 2629.443218 3 877.1535645 1.11142517 0.000974143 114.6819354APLATGEDDDDEVPDLVENFDEASK 15 20070130 2xTMT6plex [N-Term; K25] 100 100 1.255 3.531735897 44.09 0 3149.505034 3 1050.505493 -0.986798808 -0.001035976 82.10240279MKETIMNQEK 6 20070130 3xTMT6plex [N-Term; K2; K10] 1.143 1.665 1.157 3.584519625 14.01 1 1939.095966 3 647.0370483 0.322949221 0.000208743 46.10797297KLGVNNISGIEEVNMFTNQGTVIHFNNPK 2 20070130 3xTMT6plex [N-Term; K1; K29] 100 2.581625462 5.14 1 3902.120152 4 976.2824707 -3.100757288 -0.003024882 82.8864042ETIMNQEK 2 20070130 2xTMT6plex [N-Term; K8] 2.195 3.906781435 45.4 0 1450.797586 2 725.9015503 -1.214534736 -0.000881022 40.56890685TATADDK 4 20070130 2xTMT6plex [N-Term; K7] 100 100 2.143968582 29.14 0 1179.662138 2 590.3352051 0.843509525 0.000497528 20.79536898LAEALPK 8 20070130 2xTMT6plex [N-Term; K7] 1.112 1.877 1.645 2.568959475 29.61 0 1199.77638 2 600.3921509 0.537348312 0.000322349 50.45059801



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms7705433 EIF3L eukaryotic translation initiation factor 3 subunit L isoform 1 51386 NP_057175.1 21.63120567 1 11 11 45 564 66.684 6.34 1.38 1.66 1.71 1.58 Significant 0.0042 VYEIQDIYENSWTK 4 7705433 2xTMT6plex [N-Term; K14] 100 100 2.457874775 31.94 0 2246.17452 2 1123.59021 -0.613077084 -0.000688539 89.7480219KSEEEIDFLR 6 7705433 2xTMT6plex [N-Term; K1] 1.306 4.067 1.666 3.399515629 28.99 1 1723.963071 3 575.3268433 1.685218903 0.000968418 54.70575602TVSDLIDQK 4 7705433 2xTMT6plex [N-Term; K9] 1.336 1.237 3.582289934 44.88 0 1476.86738 2 738.9379883 0.893683832 0.000659926 61.55917887QLEVYTSGGDPESVAGEYGR 4 7705433 1xTMT6plex [N-Term] 1.620083094 11.59 0 2343.1302 2 1172.069458 0.614424083 0.000719838 52.76635203LAGFLDLTEQEFR 4 7705433 1xTMT6plex [N-Term] 100 1.976209998 16.33 0 1767.947866 2 884.4772949 -0.312693751 -0.000276413 95.40072663VYELQASR 4 7705433 1xTMT6plex [N-Term] 1.614 1.536 2.765811682 36.65 0 1194.668003 2 597.8374023 -0.397610465 -0.000237506 40.08662184EPFLQQLK 4 7705433 2xTMT6plex [N-Term; K8] 1.22 100 2.645715714 25.18 0 1460.887722 2 730.9468994 -0.821063698 -0.000599741 61.47652392IQLLVFK 4 7705433 2xTMT6plex [N-Term; K7] 1.213 2.512214661 32.25 0 1318.886265 2 659.9463501 -0.638155624 -0.000420827 86.00890454GDPQVYEELFSYSCPK 5 7705433 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 0.01 100 1.802226305 10.98 0 2377.17862 2 1189.090454 -2.098351732 -0.002494078 77.183685NFIQYFHK 2 7705433 2xTMT6plex [N-Term; K8] 0.935 1.994861603 20.09 0 1554.883305 3 518.9668579 1.746401457 0.00090515 67.43344536VLENIELNK 4 7705433 2xTMT6plex [N-Term; K9] 1.610343456 8.83 0 1529.930315 2 765.4672241 -2.054392793 -0.001571539 60.25012974502961 COL7A1 collagen alpha-1(VII) chain precursor 1294 NP_000085.1 3.39673913 1 8 8 31 2944 295.041 6.27 0.892 1.188 100 34.03 Non-Significant 0.41 GPEASVTQTPVCPR 2 4502961 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.564 3.855749607 50.02 0 1727.894785 2 864.4522705 1.434957526 0.001239728 38.11312169SQDLVDTAAQR 4 4502961 1xTMT6plex [N-Term] 1.114 1.173 3.846787214 64.67 0 1432.759337 2 716.8839722 0.928708614 0.000665308 38.67246025AVTGSTEACHPFVYGGCGGNANR 4 4502961 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C17] 0.942 100 5.450881481 39.64 0 2611.197919 3 871.0714722 0.744391642 0.000647918 39.16619061VVQSQGTGTAQD 9 4502961 1xTMT6plex [N-Term] 1.026 0.892 3.461599827 78.37 0 1419.727703 2 710.3676147 0.176274779 0.000125131 25.65997492DLVLSEPSSQSLR 2 4502961 1xTMT6plex [N-Term] 0.795 3.159530878 38.76 0 1659.911481 2 830.458313 -1.283907884 -0.001065587 60.34928747GLEGGVSYSVR 4 4502961 1xTMT6plex [N-Term] 0.622 1.951 3.630541801 32.91 0 1352.737145 2 676.8718872 -0.478574821 -0.000323693 81.49904976LFAVGIK 4 4502961 2xTMT6plex [N-Term; K7] 1.853 0.365 3.009633303 28.76 0 1205.802201 2 603.4046021 -0.227084042 -0.000136909 73.98601601VCILITDGK 2 4502961 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 100 2.103158236 22.85 0 1476.886007 2 738.9483032 2.249601727 0.001661203 65.6085389748255957 ATP2B4 plasma membrane calcium-transporting ATPase 4 isoform 4b 493 NP_001675.3 9.045643154 1 7 10 27 1205 133.846 6.42 0.74 0.75 0.34 0.61 Significant 0.046 IDESSLTGESDHVK 4 48255957 2xTMT6plex [N-Term; K14] 0.847 0.833 5.894791603 50.67 0 1975.038421 3 659.0179443 0.434871445 0.000286296 43.06326812DALTQINVHYGGVQNLCSR 2 48255957 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.634 4.144430637 32.27 0 2374.213493 3 792.0757446 -0.342161008 -0.000270788 65.37760232DAEGLDEIDHAEMELR 2 48255957 1xTMT6plex [N-Term] 2.758045912 20.54 0 2071.980365 3 691.3303833 -1.818481353 -0.001255953 58.47706315MVTGDNINTAR 2 48255957 1xTMT6plex [N-Term] 0.826 3.418722391 38.41 0 1420.741579 2 710.875061 0.891682437 0.000633425 36.99204608IDESSLTGESDHVKK 2 48255957 3xTMT6plex [N-Term; K14; K15] 0.299 3.603998661 6.86 1 2332.296316 4 583.8252563 -7.340542134 -0.00428008 41.47238959GASEIILR 2 48255957 1xTMT6plex [N-Term] 0.595 2.738687754 26.11 0 1087.667275 2 544.3375244 0.457270469 0.000248679 42.01317968QAGITVR 4 48255957 1xTMT6plex [N-Term] 0.643 0.521 2.484206438 35.97 0 973.5991953 2 487.3027344 -1.030424023 -0.00050161 36.75980521TPLLDEEEEENPDK 2 48255957 2xTMT6plex [N-Term; K14] 0.503 2.047892094 25.77 0 2116.06978 2 1058.537231 -1.22595644 -0.001297105 56.967474TVIEPMACDGLR 2 48255957 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 2.029291153 15.18 0 1590.818115 2 795.9133911 0.874378126 0.000695488 58.35557498TLCIAYR 15 48255957 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.01 0.645 0.716 2.38724947 21.95 0 1125.628781 2 563.3182983 0.478718825 0.00026943 42.918479655032087 SF3A1 splicing factor 3A subunit 1 10291 NP_005868.1 14.50189155 1 11 11 33 793 88.831 5.22 1.16 1.17 1.16 1.16 Significant 0.0000082 KIGEEEIQKPEEK 6 5032087 4xTMT6plex [N-Term; K1; K9; K13] 1.147 1.258 1.076 3.864707708 14.6 1 2473.468356 4 619.1226807 0.217001462 0.000134187 41.50947265AQEPSAAIPK 2 5032087 2xTMT6plex [N-Term; K10] 1.231 3.425227642 42.29 0 1469.8728 2 735.4389038 -1.543577657 -0.001134431 41.15593624GLVPEDDTK 4 5032087 2xTMT6plex [N-Term; K9] 1.185 1.165 2.887080193 48.2 0 1431.809531 2 716.4078979 -0.706519646 -0.000505801 47.63851078VTWDGHSGSMAR 2 5032087 1xTMT6plex [N-Term] 1.304 3.794327974 22.92 0 1532.747727 3 511.5868835 -1.062937629 -0.000543072 36.46512754ASKPLPPAPAPDEYLVSPITGEK 2 5032087 3xTMT6plex [N-Term; K3; K23] 100 2.575681686 6.28 0 3064.753749 3 1022.248779 -7.166836611 -0.00732153 64.30303037RTDIFGVEETAIGK 2 5032087 2xTMT6plex [N-Term; K14] 0.443 2.983672142 20.91 1 1994.132262 3 665.3824463 0.262709349 0.000174626 69.1099921EVLDQVCYR 3 5032087 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.692 3.002195835 21.62 0 1410.724866 2 705.8679199 2.620619965 0.001848487 53.28115273LQYEGIFIK 2 5032087 2xTMT6plex [N-Term; K9] 1.249 1.67428565 14.53 0 1568.945237 2 784.9759521 -0.38806525 -0.000304427 77.52494082GLVPEDDTKEK 2 5032087 3xTMT6plex [N-Term; K9; K11] 0.776 2.831185102 8.36 1 1918.110019 3 640.0412598 -0.413325157 -0.000264268 33.17356598TASFVAR 6 5032087 1xTMT6plex [N-Term] 1.509 1.148 1.095 2.56022191 26.77 0 980.5726463 2 490.7900391 0.158320753 7.76E-05 33.98264252LVEQYTK 2 5032087 2xTMT6plex [N-Term; K7] 1.663 3.166872978 40.91 0 1338.803323 2 669.9061279 1.236813015 0.000827925 46.8590194919923483 RAB14 ras-related protein Rab-14 51552 NP_057406.2 59.53488372 1 9 10 51 215 23.882 6.21 1.19 1.14 1.27 1.2 Significant 0.00099 FMADCPHTIGVEFGTR 2 19923483 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.62 4.179992199 28.26 0 2066.998932 3 689.6712036 0.060590183 4.17E-05 68.92005881STYNHLSSWLTDAR 4 19923483 1xTMT6plex [N-Term] 1.166 4.680081844 39.22 0 1879.949991 3 627.3209839 -0.847277774 -0.000530947 71.55367538LQIWDTAGQER 64 19923483 1xTMT6plex [N-Term] 1.503 1.383 1.259 3.509291172 38.51 0 1545.822272 2 773.4157715 1.290341578 0.000997319 52.93626792GAAGALMVYDITR 2 19923483 1xTMT6plex [N-Term] 1.779934883 28.43 0 1566.851129 2 783.9299316 0.930299773 0.000728821 70.964161SCLLHQFTEK 4 19923483 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.794 0.731 2.850620508 31.27 0 1720.945647 3 574.321106 1.811307114 0.001039054 59.58050204IIEVSGQK 8 19923483 2xTMT6plex [N-Term; K8] 1.366 1.188 1.306 3.583588123 48.95 0 1331.829872 2 666.4193726 1.198364161 0.000798009 45.92096827DVTYEEAK 6 19923483 2xTMT6plex [N-Term; K8] 1.164 0.801 0.546 3.809267759 45.41 0 1412.767332 2 706.8880615 1.072148854 0.000757348 38.50676636YIIIGDMGVGK 2 19923483 2xTMT6plex [N-Term; K11] 100 2.119582176 19.33 0 1623.954421 2 812.4796753 -1.445246266 -0.001173507 76.11597324ADLEAQR 6 19923483 1xTMT6plex [N-Term] 1.002 0.85 1.106 2.537766218 28.25 0 1031.568289 2 516.2828979 -9.470833551 -0.004884906 24.68804443IYQNIQDGSLDLNAAESGVQHKPSAPQGGR 1 19923483 2xTMT6plex [N-Term; K22] 1.006067872 0 3608.882141 4 902.9752197 -0.856823146 -0.000773043 55.218242894507241 SSRP1 FACT complex subunit SSRP1 6749 NP_003137.1 19.32299013 1 10 10 44 709 81.024 6.87 1.27 1.18 1.37 1.27 Significant 0.0019 SDHPGISITDLSK 7 4507241 2xTMT6plex [N-Term; K13] 0.864 1.066 1.365 3.593111992 36.08 0 1828.021649 3 610.0112305 -1.373377472 -0.000836855 49.24130044KITVPGNFQGHSGAQCITCSYK 2 4507241 3xTMT6plex [N-Term; K1; K22]; 2xCarbamidomethyl [C16; C19] 0.739 5.037719727 16.38 1 3140.65882 4 785.9196167 -0.695234105 -0.000545873 48.77036793GFIYVHKPPVHIR 4 4507241 2xTMT6plex [N-Term; K7] 1.347 1.3 3.987149239 22.04 0 2021.221292 4 506.0610657 0.564374281 0.000285181 44.74451382ADVIQATGDAICIFR 8 4507241 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 100 100 2.239882469 15.61 0 1878.994499 2 940.0002441 -0.685083831 -0.000643634 85.6265061ASSGLLYPLER 2 4507241 1xTMT6plex [N-Term] 100 2.372210741 31.95 0 1434.815395 2 717.9104004 -1.304222659 -0.000935659 60.76337448GWNWGTVK 5 4507241 2xTMT6plex [N-Term; K8] 100 100 2.718808651 29.75 0 1405.799241 2 703.4035645 0.434760691 0.000305593 71.13371489LFDFVNAK 6 4507241 2xTMT6plex [N-Term; K8] 2.473 2.102 100 2.955235958 37.88 0 1411.834958 2 706.4205322 -0.828741963 -0.000585023 80.59709879VDNIQAGELTEGIWR 6 4507241 1xTMT6plex [N-Term] 1.76886189 11.51 0 1930.023156 2 965.5142212 -1.031276325 -0.000995194 77.4728123ELQCLTPR 2 4507241 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.381 3.168615341 30.97 0 1245.682273 2 623.3453979 1.000285919 0.000623019 44.29231666FYVPPTQEDGVDPVEAFAQNVLSK 2 4507241 2xTMT6plex [N-Term; K24] 1.075201035 0 3108.629387 3 1036.879761 -1.498558643 -0.001552821 101.3738018194018520 GSPT1 eukaryotic peptide chain release factor GTP-binding subunit ERF3A isoform 1 2935 NP_002085.2 17.73940345 1 10 10 39 637 68.628 5.33 1.25 1.35 1.13 1.24 Significant 0.0026 GPAAPPPPAGGAANNHGAGSGAGGR 4 194018520 1xTMT6plex [N-Term] 1.246 100 4.630151749 33.12 0 2295.154004 3 765.7244873 2.136965125 0.001634888 29.58797611GIEEEEILPGFILCDPNNLCHSGR 6 194018520 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C14; C20] 100 3.473985672 32.45 0 2998.460007 3 1000.158203 0.016313374 1.63E-05 96.50478408ENLSAAFSR 4 194018520 1xTMT6plex [N-Term] 1.139 1.298 3.391664028 53.1 0 1223.658167 2 612.3327637 0.068706892 4.20E-05 44.07859323MDDPTVNWSNER 2 194018520 1xTMT6plex [N-Term] 1.877 3.219968557 32.76 0 1692.7849 2 846.895813 -0.325193967 -0.000275242 57.55652345DMGTVVLGK 6 194018520 2xTMT6plex [N-Term; K9] 1.244 100 2.631443262 25.66 0 1377.817593 2 689.4121704 -0.383969322 -0.00026452 55.11993422SVVAPPGAPK 4 194018520 2xTMT6plex [N-Term; K10] 1.275 1.458 3.461497545 36.19 0 1380.861507 2 690.9337769 -0.89066069 -0.00061494 35.53618417LESGSICK 4 194018520 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.137 2.29 3.36767602 35.26 0 1351.765558 2 676.3863525 -0.095809421 -6.48E-05 47.04780972LKGIEEEEILPGFILCDPNNLCHSGR 2 194018520 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C16; C22] 100 1.68091917 6.13 1 3468.801966 4 867.9592285 3.781732895 0.003279521 86.71525287KVGFNPK 4 194018520 3xTMT6plex [N-Term; K1; K7] 1.008 2.863565922 14.07 1 1476.950546 3 492.9883118 -0.110895565 -5.46E-05 42.59313009AYFETEK 3 194018520 2xTMT6plex [N-Term; K7] 0.865 1.239 3.0679245 17.09 0 1345.740389 2 673.3737793 -0.079366162 -5.34E-05 43.85463939215490011 AIMP1 aminoacyl tRNA synthase complex-interacting multifunctional protein 1 isoform b precursor 9255 NP_001135888.1 31.25 1 10 10 38 336 37.016 8.65 1.01 1.02 1.16 1.06 Significant 0.0021 GAEADQIIEYLK 12 215490011 2xTMT6plex [N-Term; K12] 100 1.589 2.861896515 44.58 0 1808.020586 2 904.5131226 -0.894692696 -0.000808811 78.90303505QQSIAGSADSKPIDVSR 2 215490011 2xTMT6plex [N-Term; K11] 1.179 5.015665054 30.52 0 2217.22393 3 739.7461548 -0.008580338 -6.34E-06 42.23094516ITFDAFPGEPDK 8 215490011 2xTMT6plex [N-Term; K12] 0.734 3.311398268 28.21 0 1794.967822 2 897.9887085 1.291422698 0.001159031 88.02426427ITFDAFPGEPDKELNPK 4 215490011 3xTMT6plex [N-Term; K12; K17] 100 2.300227404 14.68 1 2605.448065 3 869.1549683 0.877444147 0.000762045 74.11682199AQTMSNSGIK 1 215490011 2xTMT6plex [N-Term; K10] 1.137 4.577250957 0 1494.835034 2 747.9205322 -0.833735393 -0.000623148 38.06199098KQQSIAGSADSKPIDVSR 1 215490011 3xTMT6plex [N-Term; K1; K12] 1.521 2.916464329 1 2574.481825 4 644.374939 -1.51452249 -0.000974778 38.02222404AILQATLR 4 215490011 1xTMT6plex [N-Term] 1.039 1.04 2.888712645 35.14 0 1114.714559 2 557.8612061 0.516804387 0.000288045 57.05113141GVPFEVK 3 215490011 2xTMT6plex [N-Term; K7] 0.96 1.107 2.885571718 28.01 0 1233.76073 2 617.3845215 0.83968368 0.000517984 53.92278291KHPDADSLYVEEVDVGEIAPR 2 215490011 2xTMT6plex [N-Term; K1] 100 2.539997816 3.44 1 2797.477244 3 933.164917 1.055850077 0.000984572 65.1487421MVILLCNLKPAK 1 215490011 3xTMT6plex [N-Term; K9; K12]; 1xCarbamidomethyl [C6] 1.208107829 0 2087.305171 3 696.4389648 -1.35557023 -0.000943163 71.6856835119964718 DSG3 desmoglein-3 preproprotein 1830 NP_001935.2 11.31131131 1 7 7 35 999 107.465 5 0.77 0.85 0.92 0.85 Significant 0.0026 DAVCSSSPSVVVSAR 8 119964718 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.746 0.86 4.90699625 65.34 0 1749.900264 2 875.4528198 -1.086445669 -0.000950586 38.50103792GTAVEGTSGMEMTTK 4 119964718 2xTMT6plex [N-Term; K15] 0.745 0.618 3.575427055 69.89 0 1957.997484 2 979.5015869 -0.810466759 -0.000793446 52.03585465LVVSGADKDGEGLSTQCECNIK 4 119964718 3xTMT6plex [N-Term; K8; K22]; 2xCarbamidomethyl [C17; C19] 0.685 0.988 4.422121048 20.5 1 3067.600696 4 767.6548462 -1.024068869 -0.000785359 59.43254531DSGYGIESCGHPIEVQQTGFVK 4 119964718 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C9] 0.01 0.926 5.511753559 40.65 0 2866.444564 3 956.1524658 -0.599969413 -0.00057326 62.72272726GSHTMLCTEDPCSR 4 119964718 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C12] 0.61 0.606 4.403609276 27.65 0 1879.829818 3 627.2817383 0.448521319 0.000281048 31.22341161AEFHQSVISR 9 119964718 1xTMT6plex [N-Term] 0.919 0.945 0.919 3.423847437 44.17 0 1402.764029 3 468.2598877 0.770761094 0.000360399 35.42044949VPDFNDNCPTAVLEK 2 119964718 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 1.148783565 1.36 0 2177.131276 2 1089.070313 0.952023437 0.00103634 62.397419485453958 PPP5C serine/threonine-protein phosphatase 5 isoform 1 5536 NP_006238.1 21.04208417 1 9 9 38 499 56.842 6.28 1.21 1.14 1.27 1.21 Significant 0.00097 SVVDSLDIESMTIEDEYSGPK 2 5453958 2xTMT6plex [N-Term; K21] 1.082 4.808642387 45.76 0 2772.390128 3 924.800354 -1.305465001 -0.001206419 90.97005212VLIMHGGLFSEDGVTLDDIR 10 5453958 1xTMT6plex [N-Term] 1.075 1.362 1.13 4.944375038 49.03 0 2416.274362 3 806.0975952 1.601972273 0.001290268 90.05235327AEGYEVAHGGR 6 5453958 1xTMT6plex [N-Term] 1.311 1.124 1.388 4.408476353 49.15 0 1374.696343 3 458.9037781 0.31860019 0.000145993 26.02641919VLIMHGGLFSEDGVTLDDIR 2 5453958 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.048 2.383944273 21.94 0 2432.269277 3 806.0975952 1.601972273 0.001290268 90.05235327AFLEENNLDYIIR 3 5453958 1xTMT6plex [N-Term] 1.628 2.429430008 16.98 0 1838.98498 2 919.9974976 1.489243913 0.001369349 86.82552852AKDYENAIK 3 5453958 3xTMT6plex [N-Term; K2; K9] 0.76 1.011 3.45924592 14.79 1 1739.030646 3 580.3482056 -0.335250435 -0.000194337 47.53838085ELMQWYK 4 5453958 2xTMT6plex [N-Term; K7] 1.436 100 3.697401762 37.78 0 1455.807029 2 728.4067383 -0.5691946 -0.000414319 72.64312509AIELDKK 4 5453958 3xTMT6plex [N-Term; K6; K7] 1.317 1.322 1.242 2.547776222 6.98 1 1503.971341 3 501.9943237 -1.943420406 -0.000974283 34.80699155VTISFMK 2 5453958 2xTMT6plex [N-Term; K7] 1.513 2.292134523 13.36 0 1283.779751 2 642.3948975 2.155386757 0.001383521 68.74939107LSTLVETTLK 2 5453958 2xTMT6plex [N-Term; K10] 1.935226798 12.61 0 1562.976931 2 781.991272 -1.064113395 -0.000831592 89.023400385803149 TMED2 transmembrane emp24 domain-containing protein 2 precursor 10959 NP_006806.1 28.85572139 1 5 5 45 201 22.746 5.17 0.99 1.1 1.37 1.15 Significant 0.0094 YTFAAHMDGTYK 10 5803149 2xTMT6plex [N-Term; K12] 0.729 1.007 100 3.979497194 43.16 0 1862.951126 3 621.6554565 0.370363396 0.00022999 47.98288985GQDMETEAHQNKLEEMINELAVAMTAVK 4 5803149 3xTMT6plex [N-Term; K12; K28] 1.01 4.044665813 21.16 1 3817.974141 4 955.2485352 -0.47948858 -0.000457669 111.6172021GQDMETEAHQNK 7 5803149 2xTMT6plex [N-Term; K12] 1.502 1.698 4.061154842 38.03 0 1845.916532 3 615.977356 0.532473206 0.000327634 28.40533114HEQEYMEVR 12 5803149 1xTMT6plex [N-Term] 1.029 1.043 4.220051289 38.97 0 1449.699379 2 725.3532104 -0.162220917 -0.000117586 41.11961509GQDMETEAHQNK 4 5803149 2xTMT6plex [N-Term; K12]; 1xOxidation [M4] 1.942 2.402484655 25.2 0 1861.911447 3 615.977356 0.532473206 0.000327634 28.40533114HEQEYMEVR 4 5803149 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.959 0.964 2.546478987 18.69 0 1465.694294 2 725.3532104 -0.162220917 -0.000117586 41.11961509YTFAAHMDGTYK 2 5803149 2xTMT6plex [N-Term; K12]; 1xOxidation [M7] 0.929 3.475569487 23.42 0 1878.946041 3 621.6554565 0.370363396 0.00022999 47.98288985AINDNTNSR 2 5803149 1xTMT6plex [N-Term] 1.550676346 13.5 0 1233.638494 2 617.322998 0.182941559 0.000112842 24.4720249815826852 ACBD3 Golgi resident protein GCP60 64746 NP_073572.2 15.34090909 1 5 5 39 528 60.556 5.06 1.01 0.91 1.2 1.04 Significant 0.0066 DCHEEVYAGSHQYPGR 12 15826852 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.16 1.009 1.2 7.025057316 58.89 0 2133.960967 4 534.2449951 -1.319729505 -0.000704063 34.9359266GPGASGEQPEPGEAAAGGAAEEAR 15 15826852 1xTMT6plex [N-Term] 0.659 0.668 6.7566576 73.82 0 2395.132325 3 799.0493164 0.447177276 0.000357016 32.58847841QVLMGPYNPDTCPEVGFFDVLGNDR 4 15826852 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 2.208806515 15.03 0 3069.464758 3 1023.824707 -1.690876638 -0.001730029 102.6112383EDAMVEFVK 4 15826852 2xTMT6plex [N-Term; K9] 0.88 0.796 3.326940536 51.67 0 1525.833637 2 763.420105 -0.461268546 -0.00035191 71.85063554GEVVTVR 4 15826852 1xTMT6plex [N-Term] 0.925 2.311565638 29.88 0 988.598861 2 494.803009 -0.12091213 -5.98E-05 29.9708417247933379 NAPA alpha-soluble NSF attachment protein 8775 NP_003818.2 36.27118644 1 8 8 25 295 33.211 5.36 1.01 1.12 1.29 1.14 Significant 0.0051 AALCHFCIDMLNAK 2 47933379 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C4; C7] 0.82 4.218504429 25.22 0 2122.101179 3 708.0388794 0.427007724 0.000302051 85.17435465LLEAHEEQNVDSYTESVK 2 47933379 2xTMT6plex [N-Term; K18] 1.209 4.455778122 34.24 0 2549.313533 3 850.4433594 0.781412319 0.000664022 60.57608948AIAHYEQSADYYK 4 47933379 2xTMT6plex [N-Term; K13] 1.219 1.293 4.412259579 63.75 0 2017.043112 3 673.0186768 -0.810784139 -0.000545129 44.38811452AIAHYEQSADYYKGEESNSSANK 2 47933379 3xTMT6plex [N-Term; K13; K23] 0.939 5.007041454 36.36 1 3249.626711 4 813.1620483 -0.106830924 -8.68E-05 42.82874163IEEACEIYAR 6 47933379 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.011 1.118 1.271 4.066147327 42.92 0 1482.745996 2 741.8722534 -5.911568191 -0.004382677 46.64784456TIQGDEEDLR 2 47933379 1xTMT6plex [N-Term] 1.047 4.451187611 61.88 0 1404.716804 2 702.8638916 2.636120758 0.001851502 38.37663054EAEAMALLAEAER 6 47933379 1xTMT6plex [N-Term] 100 2.311195135 22.28 0 1632.846437 2 816.9262695 -0.719625234 -0.000587519 74.60097971AIDIYEQVGTNAMDSPLLK 1 47933379 2xTMT6plex [N-Term; K19] 1.092512846 0 2536.373296 2 1268.687744 -2.004720187 -0.002542359 88.942186994505621 PEBP1 phosphatidylethanolamine-binding protein 1 5037 NP_002558.1 68.44919786 1 8 8 55 187 21.044 7.53 1.07 1.17 1.06 1.1 Significant 0.001 WSGPLSLQEVDEQPQHPLHVTYAGAAVDELGK 6 4505621 2xTMT6plex [N-Term; K32] 1.464 100 0.01 4.753251553 23.76 0 3930.043787 4 983.2669067 0.51154217 0.000502596 81.13097768GNDISSGTVLSDYVGSGPPK 12 4505621 2xTMT6plex [N-Term; K20] 1.88 3.393936157 28.11 0 2408.27094 3 803.4291992 0.873907589 0.000701535 77.07810012NRPTSISWDGLDSGK 2 4505621 2xTMT6plex [N-Term; K15] 1.566 3.539812326 6.48 0 2091.123488 3 697.7128296 0.214052175 0.000149203 47.30663967YVWLVYEQDRPLK 2 4505621 2xTMT6plex [N-Term; K13] 1.092 3.26257658 14.6 0 2167.231582 3 723.0826416 0.825793008 0.000596562 87.24166614LYEQLSGK 12 4505621 2xTMT6plex [N-Term; K8] 1.112 1.314 1.179 3.706051588 36.81 0 1395.824787 2 698.4155273 -0.722879053 -0.000504506 46.82389641VLTPTQVK 11 4505621 2xTMT6plex [N-Term; K8] 1.059 1.03 0.972 3.33886385 45 0 1343.866258 2 672.4373779 0.90875068 0.00061062 44.68416901LYTLVLTDPDAPSR 6 4505621 1xTMT6plex [N-Term] 100 100 1.975616097 22.9 0 1789.989731 2 895.496521 -2.215352269 -0.001982729 76.62377971APVAGTCYQAEWDDYVPK 4 4505621 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C7] 0.807 2.328256607 26.77 0 2528.253182 2 1264.636841 5.230255704 0.006611705 73.72249661662033888 UPF1 regulator of nonsense transcripts 1 isoform 1 5976 NP_001284478.1 10.98317095 1 11 11 37 1129 124.267 6.61 0.76 1.15 1.32 1.08 Significant 0.023 ESQTQDNITVR 6 662033888 1xTMT6plex [N-Term] 1.218 2.388 3.711416483 48.76 0 1519.791365 2 760.3994751 0.20274185 0.000154063 28.9859289AYQHGGVTGLSQY 2 662033888 1xTMT6plex [N-Term] 1.219 3.340006351 55.59 0 1609.817186 2 805.4115601 -0.834139941 -0.000671406 48.78375481LKESQTQDNITVR 6 662033888 2xTMT6plex [N-Term; K2] 0.788 0.517 2.982 3.680673599 12.89 1 1990.133324 3 664.0488281 -0.700061138 -0.000464405 40.22870943ENPSATLEDLEKPGVDEEPQHVLLR 4 662033888 2xTMT6plex [N-Term; K12] 0.01 2.13783288 12.3 0 3273.736706 4 819.1898804 0.301097634 0.000246429 63.21399962KLVNTINPGAR 2 662033888 2xTMT6plex [N-Term; K1] 0.503 3.539396286 20.53 1 1641.021195 3 547.6785889 0.010957544 5.99E-06 42.04942496EAIIPGSVYDR 4 662033888 1xTMT6plex [N-Term] 1.277 1.211 3.572046995 39.21 0 1448.79466 2 724.9005127 -0.628970689 -0.000455625 60.37775229GDLAPLWK 4 662033888 2xTMT6plex [N-Term; K8] 100 1.216 2.336862087 28.44 0 1357.824393 2 679.4154053 -0.63284555 -0.000429647 72.14001783LMQGDEICLR 2 662033888 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 2.028945446 15.92 0 1463.754786 2 732.3808594 -0.235032536 -0.000172015 56.30224718DINWDSSQWQPLIQDR 3 662033888 1xTMT6plex [N-Term] 1.226415157 3.91 0 2230.109011 2 1115.556763 -1.238566976 -0.00138107 76.35882724LEADYDK 2 662033888 2xTMT6plex [N-Term; K7] 1.231 2.41354537 24.44 0 1311.719653 2 656.3627319 -1.117672369 -0.000733036 50.51862113ADSVVVLLCR 2 662033888 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.622680068 12.42 0 1360.781987 2 680.8932495 -2.031792446 -0.001382413 62.193681537110715 SEC14L2 SEC14-like protein 2 isoform 1 23541 NP_036561.1 27.29528536 1 8 8 41 403 46.116 7.84 1.05 1.25 0.92 1.07 Significant 0.0079 ECELLLQECAHQTTK 6 7110715 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C2; C9] 1.229 1.41 1.37 5.755187511 52.88 0 2318.188473 3 773.4011841 0.226796095 0.000175252 52.1398892KVETITIIYDCEGLGLK 8 7110715 3xTMT6plex [N-Term; K1; K17]; 1xCarbamidomethyl [C11] 1.087 1.424 6.17880106 36.92 1 2639.529687 3 880.5147095 -0.04230376 -3.72E-05 84.00232438HISPDQVPVEYGGTMTDPDGNPK 2 7110715 2xTMT6plex [N-Term; K23] 1.023 3.875101328 25.38 0 2912.450043 3 971.4871216 -1.109527669 -0.001077148 49.78334642QQYEHSVQISR 8 7110715 1xTMT6plex [N-Term] 0.961 0.85 0.8 4.538504601 35.08 0 1603.838984 3 535.2843628 -0.280103613 -0.000149747 40.85950879GSSHQVEYEILFPGCVLR 3 7110715 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.727 3.244014263 22.99 0 2320.195718 3 774.0685425 -2.001360729 -0.00154785 70.47877758GLLFSASK 10 7110715 2xTMT6plex [N-Term; K8] 1.094 0.494 0.831 3.052328587 32.49 0 1280.797844 2 640.9022217 -0.528881765 -0.000338695 58.24241184INYGGDIPR 2 7110715 1xTMT6plex [N-Term] 0.795 3.430887461 34.57 0 1233.678902 2 617.3427124 -0.611119564 -0.000376963 51.95901532IMVLGANWK 2 7110715 2xTMT6plex [N-Term; K9] 0.924 2.358304739 27.6 0 1489.896512 2 745.451416 -0.642238399 -0.000478434 81.7569079574229019 OAS2 2'-5'-oligoadenylate synthase 2 isoform 1 4939 NP_058197.2 16.41168289 1 11 11 40 719 82.379 8.25 0.24 0.28 0.19 0.24 Significant 0.012 VNYNFEDETVR 6 74229019 1xTMT6plex [N-Term] 0.217 0.273 0.277 4.556677818 71.45 0 1614.796116 2 807.9017334 0.045638501 3.68E-05 47.48550169YALELLTIYAWEQGSGVPDFDTAEGFR 2 74229019 1xTMT6plex [N-Term] 2.256697416 10.11 0 3277.625475 3 1093.214355 0.926907688 0.001012685 116.180829KDNFDIAEGVR 4 74229019 2xTMT6plex [N-Term; K1] 0.388 0.29 4.287827492 26.73 1 1721.958655 3 574.6574707 -0.46212528 -0.000265254 43.67634359GNSDGTLVLFFSDLK 6 74229019 2xTMT6plex [N-Term; K15] 1.962814212 23.17 0 2071.147577 2 1036.075073 -2.272926215 -0.002353783 95.68487661FLLSQLQK 2 74229019 2xTMT6plex [N-Term; K8] 0.465 2.614136696 35.22 0 1434.908457 2 717.9580688 0.281499012 0.000201963 75.62683743EIHEQLK 2 74229019 2xTMT6plex [N-Term; K7] 0.191 3.466894865 34.4 0 1354.809471 3 452.2748108 0.300952315 0.000135911 36.79768664EWLSSPCFK 5 74229019 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.167 0.246 2.729597092 17.17 0 1611.860521 2 806.4345093 0.757512621 0.000610502 76.76634904FFDNRPGK 2 74229019 2xTMT6plex [N-Term; K8] 0.156 3.20956707 11.81 0 1438.820705 3 480.2797241 2.72050803 0.001304774 43.54255736TVLELIK 6 74229019 2xTMT6plex [N-Term; K7] 0.01 0.01 2.209158897 24.69 0 1273.849545 2 637.4276123 -1.253955485 -0.000798675 69.62423243VLSFSLK 4 74229019 2xTMT6plex [N-Term; K7] 0.263 2.121357679 33.21 0 1251.807681 2 626.4067993 -1.085268295 -0.000679274 68.52164864WCWHLLAK 1 74229019 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.01 1.850030422 10.81 0 1571.892096 3 524.6350098 -1.03053074 -0.000539961 65.7839169871051616 UROD uroporphyrinogen decarboxylase 7389 NP_000365.3 36.78474114 1 7 7 25 367 40.761 6.14 1.59 3.51 2.55 Non-Significant #N/A YIANLGHGLYPDMDPEHVGAFVDAVHK 8 71051616 2xTMT6plex [N-Term; K27] 2.964 100 3.889065981 21.52 0 3423.756002 5 685.5563965 -0.912955866 -0.000625148 82.06084177LRDPEVVASELGYVFQAITLTR 2 71051616 1xTMT6plex [N-Term] 1.855 7.428217411 52.06 1 2706.502781 3 902.838501 -0.6768108 -0.000610597 110.2405998DGHFALEELAQAGYEVVGLDWTVAPK 2 71051616 2xTMT6plex [N-Term; K26] 100 3.135760546 14.02 0 3273.719599 3 1091.910156 -1.125285746 -0.001227957 111.6903984GPSFPEPLREEQDLER 2 71051616 1xTMT6plex [N-Term] 1.041 4.348843098 14.9 1 2128.087213 3 710.0318604 -2.906387142 -0.002061682 64.38779491EAGLAPVPMIIFAK 2 71051616 2xTMT6plex [N-Term; K14] 100 2.108780146 23.01 0 1915.149098 2 958.0757446 -2.550867811 -0.002442646 95.02106419AAWGEETDYTPVWCMR 3 71051616 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 100 2.179483652 10.92 0 2200.999326 2 1101.000488 -2.556233177 -0.002813134 83.47812929SPEACCELTLQPLR 6 71051616 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C6] 100 100 2.079516172 16.58 0 1902.961485 2 951.9851074 0.763906029 0.000726842 55.3703257233469951 RABGGTA geranylgeranyl transferase type-2 subunit alpha 5875 NP_878256.1 22.92768959 1 12 12 41 567 65.03 5.67 0.95 0.64 1.03 0.87 Significant 0.018 SCLLPQLHPQPDSGPQGR 2 33469951 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.823 3.879749537 32.8 0 2216.144351 3 739.3858032 -0.67436132 -0.000498161 49.25325014VIWTAGDVQK 4 33469951 2xTMT6plex [N-Term; K10] 1.01 0.665 3.600026608 35.78 0 1574.930649 2 787.9689941 0.039742226 3.13E-05 61.42625042ALDPLLYEK 6 33469951 2xTMT6plex [N-Term; K9] 1.055 0.567 100 2.745798349 36.93 0 1519.913602 2 760.460083 -0.468871634 -0.000356322 71.20640377AELGFLESCLR 6 33469951 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.607 0.01 1.003 2.131764889 25.08 0 1523.80893 2 762.4070435 -1.391175688 -0.001059943 72.76704119ATYLDDLR 4 33469951 1xTMT6plex [N-Term] 0.72 0.68 2.997485399 36.04 0 1195.652019 2 598.3299561 0.51590209 0.00030842 57.39242517SPEELAALVK 4 33469951 2xTMT6plex [N-Term; K10] 100 2.068177938 22.7 0 1514.919416 2 757.9627686 -0.762536022 -0.00057759 73.08568291ETLQYFQTLK 2 33469951 2xTMT6plex [N-Term; K10] 1.906066537 11.68 0 1728.993643 2 864.999939 -0.602581922 -0.00052093 79.29357492FLEVDER 2 33469951 1xTMT6plex [N-Term] 1.016 2.899122477 39.86 0 1136.614905 2 568.8113403 0.439149672 0.000249572 55.33900438TSEEQAEAK 6 33469951 2xTMT6plex [N-Term; K9] 0.01 2.646833897 26.17 0 1450.778959 2 725.8926392 -0.659845307 -0.000478645 24.16488596LPEDVLLK 2 33469951 2xTMT6plex [N-Term; K8] 1.434 2.020010233 25.53 0 1384.881574 2 692.9456177 1.722198929 0.001192521 72.52988333ELELVQNAFFTDPNDQSAWFYHR 1 33469951 1xTMT6plex [N-Term] 0.885884643 0 3056.474 3 1019.497009 0.809485712 0.000824724 97.72564745ELELCAR 2 33469951 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.945 2.814980745 26.16 0 1119.60296 2 560.3051758 0.102359947 5.73E-05 47.61131807



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms951233290 WDR77 methylosome protein 50 isoform 1 79084 NP_001303991.1 35.59322034 1 7 7 34 354 37.994 5.12 1.55 1.32 1.77 1.54 Significant 0.007 YEHDDIVSTVSVLSSGTQAVSGSK 6 951233290 2xTMT6plex [N-Term; K24] 100 0.899 100 4.26331234 32.5 0 2924.525316 3 975.5126343 -0.672484508 -0.000655566 76.51465766GILVASDSGAVELWELDENETLIVSK 7 951233290 2xTMT6plex [N-Term; K26] 1.504 4.291684151 34.97 0 3245.75571 3 1082.589722 -0.338356006 -0.000366074 101.8382402AHAAQVTCVAASPHK 12 951233290 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 1.73 1.326 1.764 7.27863884 67.58 0 2006.100585 3 669.3713989 -0.46922007 -0.000313768 32.6510289ETPPPLVPPAAR 2 951233290 1xTMT6plex [N-Term] 1.12 3.361738443 37.53 0 1473.86268 2 737.4352417 0.357393158 0.000263374 52.0208157KETPPPLVPPAAR 2 951233290 2xTMT6plex [N-Term; K1] 0.808 3.434574842 2.11 1 1831.120575 3 611.0454712 0.701938603 0.000428445 46.80989482DATWSPLNHSLLTTVGWDHQVVHHVVPTEPLPAPGPASVTE 1 951233290 1xTMT6plex [N-Term] 1.806159735 0 4621.367691 5 925.0821533 3.022802446 0.002793896 83.28662419ILLWDTR 4 951233290 1xTMT6plex [N-Term] 1.209 1.093 2.665565252 25.43 0 1145.68801 2 573.347229 -0.723514761 -0.000414461 83.683741884506671 RPLP2 60S acidic ribosomal protein P2 6181 NP_000995.1 60.86956522 1 7 7 56 115 11.658 4.54 1.09 0.97 1.32 1.13 Significant 0.0082 NIEDVIAQGIGK 22 4506671 2xTMT6plex [N-Term; K12] 1.404 1.235 1.128 3.678087234 44.19 0 1715.010356 2 858.0075684 -1.455228093 -0.001247866 77.23435038KILDSVGIEADDDRLNK 5 4506671 3xTMT6plex [N-Term; K1; K17] 0.877 0.432 100 4.386126995 27.57 2 2588.486242 4 647.8765259 -0.760334107 -0.000492029 69.08875474KILDSVGIEADDDR 6 4506671 2xTMT6plex [N-Term; K1] 0.988 0.947 5.195526123 53.85 1 2004.101355 3 668.7049561 -0.519218219 -0.000346855 63.01347839LASVPAGGAVAVSAAPGSAAPAAGSAPAAAEEK 5 4506671 2xTMT6plex [N-Term; K33] 1.52 1.29 3.717948437 26.1 0 3232.757776 3 1078.255859 -1.469595104 -0.001583615 53.65184569ILDSVGIEADDDRLNK 10 4506671 2xTMT6plex [N-Term; K16] 1.421 2.794 1.328 3.958314657 21.88 1 2231.228347 3 744.4151611 1.157818939 0.000861119 51.86222588ILDSVGIEADDDR 6 4506671 1xTMT6plex [N-Term] 100 3.214477777 42.02 0 1646.843461 2 823.9262085 1.020043634 0.000839926 66.7798065VISELNGK 2 4506671 2xTMT6plex [N-Term; K8] 1.454 3.390886545 25.02 0 1317.814222 2 659.4099731 -1.178277568 -0.000776375 57.0166166217149836 FKBP1A peptidyl-prolyl cis-trans isomerase FKBP1A isoform a 2280 NP_463460.1 72.22222222 1 6 6 46 108 11.943 8.16 0.87 1.13 1.01 1 Significant 0.0056 LTISPDYAYGATGHPGIIPPHATLVFDVELLKLE 3 17149836 2xTMT6plex [N-Term; K32] 0.708 0.494 6.046690941 14.76 1 4106.261825 4 1027.31958 -1.299112849 -0.001333624 100.7915299LTISPDYAYGATGHPGIIPPHATLVFDVELLK 4 17149836 2xTMT6plex [N-Term; K32] 100 100 4.056721687 13.42 0 3864.135168 4 966.7862549 -3.099875711 -0.002994585 97.25085003GQTCVVHYTGMLEDGKK 2 17149836 3xTMT6plex [N-Term; K16; K17]; 1xCarbamidomethyl [C4] 1.579 5.504001141 22.51 1 2610.398689 4 653.3548584 -0.415938858 -0.000271442 56.25569423GVQVETISPGDGR 7 17149836 1xTMT6plex [N-Term] 0.889 0.916 1.103 65.45 0 1543.827751 2 772.4179688 0.5893857 0.000454955 39.27117274GWEEGVAQMSVGQR 16 17149836 1xTMT6plex [N-Term] 0.736 100 0.843 3.720282555 62.5 0 1762.874384 2 881.9415894 0.861406208 0.000759275 60.18548171GWEEGVAQMSVGQR 12 17149836 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.822 0.778 0.868 3.21814394 47.11 0 1778.869299 2 881.9415894 0.861406208 0.000759275 60.18548171GQTCVVHYTGMLEDGK 2 17149836 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C4] 100 2.647476673 30.49 0 2253.140795 3 751.7185669 0.156631843 0.000117638 38.65266587194688147 PPP3CA serine/threonine-protein phosphatase 2B catalytic subunit alpha isoform isoform 2 5530 NP_001124163.1 26.22309198 1 6 10 46 511 57.622 6.3 0.92 0.98 1.61 1.17 Significant 0.034 LFEVGGSPANTR 6 194688147 1xTMT6plex [N-Term] 1.422 0.847 2.128 4.25593996 42.17 0 1476.800808 2 738.9036865 -0.481847735 -0.000355797 50.62518769GLTPTGMLPSGVLSGGK 6 194688147 2xTMT6plex [N-Term; K17] 100 1.375 1.078 3.174051046 51.96 0 2030.172018 2 1015.588989 -0.648311751 -0.000658092 75.76491421EESESVLTLK 6 194688147 2xTMT6plex [N-Term; K10] 1.173 100 3.567038298 43.64 0 1592.914724 2 796.9602661 -0.921909638 -0.000734262 63.04129241IITEGASILR 4 194688147 1xTMT6plex [N-Term] 1.775 3.97453022 42.82 0 1301.799017 2 651.4024048 -1.140145036 -0.00074212 73.95170706QTLQSAIK 4 194688147 2xTMT6plex [N-Term; K8] 0.504 1.535 3.551643848 49.37 0 1346.840772 2 673.9238892 -0.200327829 -0.000134905 37.36239796EVFDNDGKPR 4 194688147 2xTMT6plex [N-Term; K8] 0.723 0.774 3.031082869 13.98 0 1634.890241 3 545.6347046 -0.416071031 -0.000226743 40.9937709LEESVALR 6 194688147 1xTMT6plex [N-Term] 1.429 1.621 1.574 3.309140444 42.25 0 1145.672754 2 573.3394165 -1.045431327 -0.000598861 44.69236941VYDACMDAFDCLPLAALMNQQFLCVHGGLSPEINTLDDIR 2 194688147 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C5; C11; C24] 1.216867805 0 4812.28014 4 1203.82373 -1.464610288 -0.001762029 108.4458714YLFLGDYVDR 7 194688147 1xTMT6plex [N-Term] 100 100 1.990019202 14.84 0 1489.788846 2 745.3986206 0.750576795 0.0005591 80.31162366YENNVMNIR 1 194688147 1xTMT6plex [N-Term] 0.805 1.555920005 0.26 0 1381.70955 2 691.3581543 -0.375097827 -0.000259138 55.0038040755749531 SF3B2 splicing factor 3B subunit 2 10992 NP_006833.2 11.39664804 1 10 10 41 895 100.165 5.67 1.31 1.23 1.2 1.25 Significant 0.00069 LAEIGAPIQGNR 4 55749531 1xTMT6plex [N-Term] 1.582 1.485 3.59329915 65.63 0 1467.848093 2 734.4269409 -1.01328882 -0.000743677 60.55448912QQGDHSLKEHELLEQQK 2 55749531 3xTMT6plex [N-Term; K8; K17] 1.137 5.609696388 12.39 1 2734.509102 4 684.3815918 -1.669441325 -0.001141276 37.45323751GIEKPPFELPDFIK 7 55749531 3xTMT6plex [N-Term; K4; K14] 2.584 1.4 3.852194548 19.31 0 2317.377467 3 773.1303101 -0.470322265 -0.000363305 94.54018696AAVLLEQER 6 55749531 1xTMT6plex [N-Term] 1.115 1.241 1.197 3.680335522 42.77 0 1257.736417 2 629.3717041 -0.226889252 -0.000142683 52.00639737EMDDPSVGPK 4 55749531 2xTMT6plex [N-Term; K10] 1.395 3.479718685 39.95 0 1532.803065 2 766.9060669 1.169034107 0.00089595 41.13515202EQQAQVEK 4 55749531 2xTMT6plex [N-Term; K8] 1.31 0.99 3.136477947 41.65 0 1417.805114 2 709.4055786 -0.870086745 -0.000616807 26.985465GPPPPPGDENR 4 55749531 1xTMT6plex [N-Term] 100 2.633475542 45.24 0 1361.701094 2 681.3534546 -1.073268075 -0.000730735 22.17379592IDIDYQK 4 55749531 2xTMT6plex [N-Term; K7] 1.335 1.375 2.781399012 29.29 0 1352.782588 2 676.8951416 0.309475542 0.000209327 57.49103273LHDAFFK 2 55749531 2xTMT6plex [N-Term; K7] 1.031 2.561080694 29.11 0 1335.782528 2 668.3943481 -0.830053481 -0.000554385 53.55553001FTVAELK 4 55749531 2xTMT6plex [N-Term; K7] 1.385 1.107 2.768781424 32.19 0 1265.786945 2 633.3968506 -0.411244662 -0.000260274 70.8768119757165424 CUL4A cullin-4A isoform 1 8451 NP_001008895.1 13.57048748 1 4 10 62 759 87.624 8.13 1.38 1.25 1.23 1.29 Significant 0.0013 ETVEEQVSTTER 6 57165424 1xTMT6plex [N-Term] 1.591 1.508 1.619 4.494851112 62.52 0 1636.822725 2 818.9157715 0.941634501 0.000770644 24.44252109EVPEYLNHVSK 6 57165424 2xTMT6plex [N-Term; K11] 1.557 1.221 1.173 3.432470083 33.94 0 1772.994706 3 591.6703491 1.008656865 0.000596114 47.94709211TIDGILLLIER 2 57165424 1xTMT6plex [N-Term] 100 2.901059628 43.2 0 1484.924946 2 742.9658813 -0.309661905 -0.000229912 107.1576535AVQSSTSIR 25 57165424 1xTMT6plex [N-Term] 1.177 1.403 1.263 3.839970827 66.93 0 1177.673817 2 589.3404541 -0.157197071 -9.26E-05 25.05710726SASVDAEK 6 57165424 2xTMT6plex [N-Term; K8] 1.325 1.408 1.412 3.520618916 45.3 0 1264.714902 2 632.8606567 -0.684291326 -0.000432717 27.12782231QLLGEHLTAILQK 2 57165424 2xTMT6plex [N-Term; K13] 100 2.680665255 12.03 0 1922.183903 3 641.4008789 2.174614376 0.001393336 75.5531653RPNKPAELIAK 2 57165424 3xTMT6plex [N-Term; K4; K11] 1.333 3.270607948 2.94 0 1924.231078 4 481.8135681 0.70939034 0.000341258 42.54213703DVFEAFYK 8 57165424 2xTMT6plex [N-Term; K8] 2.457 100 2.138091087 18.64 0 1476.813888 2 738.909668 -1.238295844 -0.000914366 73.45547115FPVKPGDLK 1 57165424 3xTMT6plex [N-Term; K4; K9] 1.041 2.148419142 1.05 0 1688.071389 3 563.3614502 -0.942977929 -0.000530605 63.23237188EDSLDSVLFLK 4 57165424 2xTMT6plex [N-Term; K11] 1.71989572 6.95 0 1723.988223 2 862.4970093 -0.859324497 -0.000740733 81.3410673321267469 SAFB scaffold attachment factor B1 isoform 1 6294 NP_001188267.1 8.287895311 1 6 8 32 917 102.793 5.49 1.14 1.58 1.77 1.5 Significant 0.015 ELPEQLQEHAIEDK 2 321267469 2xTMT6plex [N-Term; K14] 0.535 4.345368862 20.48 0 2137.154119 3 713.0560913 -0.186516365 -0.000132871 56.30536062SWQGTADGGMMDR 4 321267469 1xTMT6plex [N-Term] 1.539 1.427 4.081167221 76.62 0 1640.735841 2 820.8708496 -0.864625014 -0.000709311 47.0445712ILDILGETCK 6 321267469 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.515 1.004 100 3.293770552 37.38 0 1619.94425 2 810.4760132 0.308194055 0.000249629 85.03487172DDAYWPEAK 6 321267469 2xTMT6plex [N-Term; K9] 1.213 1.698 1.594 3.548993111 38.22 0 1552.80478 2 776.9060669 0.049793164 3.87E-05 49.87908867MSSPEDDSDTK 2 321267469 2xTMT6plex [N-Term; K11] 1.795 3.135361195 46.29 0 1669.799102 2 835.402771 -0.501011057 -0.000418294 34.57153514ADSLLAVVK 6 321267469 2xTMT6plex [N-Term; K9] 1.41 1.88 3.807569981 52.92 0 1373.876823 2 687.4414063 -0.936605072 -0.00064339 72.87535352RDDAYWPEAK 2 321267469 2xTMT6plex [N-Term; K10] 1.048 3.949306011 17.7 1 1708.905891 3 570.3060913 -1.269896856 -0.000723378 53.98865102MSSPEDDSDTK 2 321267469 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 2.11 1.369541645 21.12 0 1685.794017 2 835.402771 -0.501011057 -0.000418294 34.57153514KGDDGSGEK 2 321267469 3xTMT6plex [N-Term; K1; K9] 1.721 2.260318756 9.82 1 1579.889462 3 527.3008423 -0.941802935 -0.000495982 22.78749885289577116 EIF4G2 eukaryotic translation initiation factor 4 gamma 2 isoform 1 1982 NP_001166176.1 12.89966924 1 12 12 50 907 102.297 7.14 1.73 1.39 2.09 1.74 Significant 0.013 FSASSGGGGSR 10 289577116 1xTMT6plex [N-Term] 2.632 5.369 1.23 3.582015753 65.46 0 1198.60138 2 599.803833 -0.826500279 -0.000495322 24.8981914EDITQEFPGK 6 289577116 2xTMT6plex [N-Term; K10] 1.527 3.6 2.73 3.202765226 40.58 0 1621.883758 2 811.446228 0.876175423 0.000710527 50.47899051ENPLLPEEEEQR 2 289577116 1xTMT6plex [N-Term] 1.429 3.5055933 31.37 0 1711.87001 2 856.4381714 -0.551126287 -0.000471728 52.58966409LQDEFENR 4 289577116 1xTMT6plex [N-Term] 1.459 1.071 3.176289082 48.44 0 1279.647996 2 640.3267212 -1.430148911 -0.000915044 52.62204273GLSFLFPLLK 6 289577116 2xTMT6plex [N-Term; K10] 2.036139011 20.27 0 1593.018008 2 797.0116577 -1.235868209 -0.00098438 105.249047LDPSPQTIYK 2 289577116 2xTMT6plex [N-Term; K10] 2.513 2.695618153 26.23 0 1619.940879 2 810.4733276 -0.926395884 -0.000750353 55.21517592LEVDIPLVK 4 289577116 2xTMT6plex [N-Term; K9] 2.43 100 2.415833235 24.85 0 1483.949988 2 742.4785156 -0.156966206 -0.000116465 91.2099352EQLEQEK 2 289577116 2xTMT6plex [N-Term; K7] 2.094 3.269441605 39.26 0 1361.767666 2 681.387146 -0.477855238 -0.000325364 36.33578383VIILSLDR 7 289577116 1xTMT6plex [N-Term] 1.053 100 1.649705291 16.58 0 1157.745525 2 579.3753662 -1.787394622 -0.001034674 63.38605492DLGVFIPAPMAQGMR 1 289577116 1xTMT6plex [N-Term] 1.144369006 0 1831.976012 2 916.4910889 -0.606326512 -0.000555388 80.82492477ASSLISLLK 2 289577116 2xTMT6plex [N-Term; K9] 1.557083607 8.14 0 1389.908123 2 695.4578857 0.267704296 0.000186042 78.21127604MLEILEGK 4 289577116 2xTMT6plex [N-Term; K8] 1.485942721 7.17 0 1390.837994 2 695.9231567 0.749567215 0.000521263 73.6389459222325356 PALM2-AKAP2 PALM2-AKAP2 protein isoform 2 445815 NP_671492.1 9.541284404 1 9 9 21 1090 120.557 5.05 1.17 1.33 1.17 1.22 Significant 0.0019 AKEDIVTEQIDFSAAR 3 22325356 2xTMT6plex [N-Term; K2] 1.021 100 4.368500233 28.83 1 2251.233432 3 751.0831299 0.623750704 0.000468069 61.89382774MDDSSVLEATR 2 22325356 1xTMT6plex [N-Term] 1.18 3.321913958 51.31 0 1452.720174 2 726.8640747 0.480749201 0.000349197 51.14780977TIEEQLDEEHLESHK 2 22325356 2xTMT6plex [N-Term; K15] 1.318 4.296502113 30.77 0 2295.186876 4 574.5514526 -1.261423702 -0.000723801 46.38074671LFEDDEHEKEQYCIR 2 22325356 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C13] 1.228 5.485095978 16.98 1 2469.212045 4 618.0579834 -0.786220954 -0.000485337 51.26483152DDDHGILDQFSR 2 22325356 1xTMT6plex [N-Term] 1.671 2.34861064 7.04 0 1646.797179 3 549.6037598 -0.275099527 -0.000151011 62.90486962YSEAAELR 2 22325356 1xTMT6plex [N-Term] 1.445 2.760380268 48.95 0 1167.620719 2 584.3132935 -1.206073098 -0.000704118 40.71919191LWAEDGEFTSAR 2 22325356 1xTMT6plex [N-Term] 1.177 2.611121893 12.59 0 1610.801202 2 805.9044189 0.223112961 0.000179695 73.00994683KNPGIAAK 2 22325356 3xTMT6plex [N-Term; K1; K8] 1.092 4.077579975 23.08 1 1485.97201 3 495.995636 0.232291714 0.00011506 35.61159582AVLTVVK 4 22325356 2xTMT6plex [N-Term; K7] 1.014 1.164 3.125337601 37.86 0 1187.812766 2 594.4104614 0.741086127 0.000440136 48.106341924885399 SMC3 structural maintenance of chromosomes protein 3 9126 NP_005436.1 9.4494659 1 10 10 28 1217 141.454 7.18 1.3 1.13 1.35 1.26 Significant 0.0028 GALTGGYYDTR 6 4885399 1xTMT6plex [N-Term] 1.176 1.103 1.38 4.609769344 62.54 0 1402.71641 2 701.8608398 -1.430547533 -0.001003326 33.50981601KGDVEGSQSQDEGEGSGESER 4 4885399 2xTMT6plex [N-Term; K1] 0.843 4.275510311 31.59 1 2625.227631 3 875.7489014 1.721786526 0.001506694 24.3619133KEESISLMK 4 4885399 3xTMT6plex [N-Term; K1; K9] 1.421 1.376 4.521204948 43.15 1 1752.054418 3 584.6895142 -0.244935047 -0.000143047 45.85720194LDQDLNEVK 2 4885399 2xTMT6plex [N-Term; K9] 1.569 3.784346819 40.78 0 1531.873194 2 766.4404297 0.253960316 0.000194518 61.48577166SIMELMNVLELR 2 4885399 1xTMT6plex [N-Term] 1.692891359 15.38 0 1676.927665 2 838.967041 -0.512442348 -0.000429664 110.9203132SMEVSTQLAR 1 4885399 1xTMT6plex [N-Term] 1.215 2.631196022 0 1350.724866 2 675.869873 5.629224679 0.003801767 48.97104087DQTIVDPFSSK 2 4885399 2xTMT6plex [N-Term; K11] 2.037064552 11.77 0 1694.936522 2 847.9702759 -1.915736752 -0.001623526 56.9256477ELGSLPQEAFEK 3 4885399 2xTMT6plex [N-Term; K12] 100 1.206284165 5.45 0 1806.004936 2 903.5048828 -1.354954769 -0.001223528 59.29349566EMQQLSGGQK 2 4885399 2xTMT6plex [N-Term; K10] 0.649 1.389829993 6.33 0 1563.856498 2 782.4336548 2.260520909 0.001767565 35.20500527DFVEDDTTHG 2 4885399 1xTMT6plex [N-Term] 0.775 2.193045139 17.25 0 1364.616755 2 682.8128052 1.156743501 0.000789256 44.9197113813236587 TMEM43 transmembrane protein 43 79188 NP_077310.1 27.75 1 9 9 29 400 44.847 8.13 1.01 1.23 1.15 1.13 Significant 0.0032 VSFSYAGLSGDDPDLGPAHVVTVIAR 2 13236587 1xTMT6plex [N-Term] 5.079330444 38.44 0 2872.504238 3 958.1724243 -0.528539092 -0.000506077 83.36162983HVEMYQWVETEESR 3 13236587 1xTMT6plex [N-Term] 0.968 3.905718088 28.78 0 2051.969406 3 684.661377 0.08363642 5.72E-05 64.81169241GDQLVPFSTK 4 13236587 2xTMT6plex [N-Term; K10] 0.878 3.250625372 52.91 0 1549.899015 2 775.4530029 -0.18410272 -0.00014267 67.69598419LLSDPNYGVHLPAVK 2 13236587 2xTMT6plex [N-Term; K15] 0.7 3.113175154 27.41 0 2081.215932 3 694.4094238 -1.06359729 -0.000737859 70.35885402EYTEDGQVK 6 13236587 2xTMT6plex [N-Term; K9] 1.23 1.336 1.26 3.825449705 45.79 0 1526.810259 2 763.9086914 -0.100154881 -7.65E-05 39.68151416LEDPHVDIIR 2 13236587 1xTMT6plex [N-Term] 0.877 2.908713102 34.39 0 1435.810644 2 718.4094238 0.645340145 0.000463293 56.43539113TSSQPGFLER 2 13236587 1xTMT6plex [N-Term] 1.045 3.380187988 26.39 0 1350.721495 2 675.864563 0.262257293 0.000177118 43.32792008YSYNTEWR 6 13236587 1xTMT6plex [N-Term] 1.331 0.959 0.889 3.104095459 22.2 0 1347.653081 2 674.3309326 1.118510688 0.000753682 46.97531145LVHIIGALR 2 13236587 1xTMT6plex [N-Term] 100 2.369665384 19.41 0 1220.804043 2 610.9055786 -0.13310362 -8.12E-05 63.97350061260656032 PALLD palladin isoform 3 23022 NP_001159581.1 14.41441441 1 8 8 28 777 85.84 6.89 0.95 0.9 0.87 0.91 Significant 0.00066 DAGIYTCIATNR 2 260656032 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.905 4.031437397 51.49 0 1583.804907 2 792.4053955 -0.879517653 -0.000696492 44.67946981KENESLTHSTDR 4 260656032 2xTMT6plex [N-Term; K1] 0.974 5.200728893 37.35 1 1874.997225 4 469.5049438 0.384363569 0.00018017 27.05764218IASDEEIQGTK 6 260656032 2xTMT6plex [N-Term; K11] 0.938 1.173 0.873 3.227751732 29.04 0 1648.915787 2 824.9614258 -0.128440459 -0.000105894 40.90046265LLGADSATVFNIQEPEEETANQEYK 2 260656032 2xTMT6plex [N-Term; K25] 2.196846247 9.63 0 3254.646888 3 1085.551514 -2.120062364 -0.002300018 81.84346596DAVIQDLER 4 260656032 1xTMT6plex [N-Term] 0.923 0.826 3.570508718 45.09 0 1287.710596 2 644.3595581 0.965668017 0.00062175 56.87464216EAHKPPVFIEK 2 260656032 3xTMT6plex [N-Term; K4; K11] 0.635 3.571112394 13.18 0 1982.204194 3 661.406189 -0.091032735 -6.01E-05 49.37453454AAFQPEANPSHLTLNTALVESEDL 2 260656032 1xTMT6plex [N-Term] 1.840492845 3.97 0 2796.425319 3 932.8139038 0.657727481 0.000613095 89.4414663LISEIEYR 6 260656032 1xTMT6plex [N-Term] 100 2.757177114 33.35 0 1251.714619 2 626.3602295 -1.147646279 -0.000718263 54.6927685968303542 ASL argininosuccinate lyase isoform 1 435 NP_001020114.1 26.50862069 1 9 9 36 464 51.625 6.48 1.55 1.34 1.53 1.47 Significant 0.0021 GVALNQLSLQELQTISPLFSGDVICVWDYGHSVEQYGALGGTAR 2 68303542 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C25] 100 3.608814955 27.89 0 4978.524662 4 1245.38855 1.548191336 0.001926927 110.160906AEMDQILHGLDK 6 68303542 2xTMT6plex [N-Term; K12] 1.176 1.556 0.869 2.713051558 41.64 0 1828.00389 3 610.005127 -1.675385179 -0.00102087 65.67304651ELIGATAGK 6 68303542 2xTMT6plex [N-Term; K9] 1.678 1.455 1.329 3.7272017 51.89 0 1317.814222 2 659.4105225 -0.344599502 -0.000227059 49.91043944KNPDSLELIR 2 68303542 2xTMT6plex [N-Term; K1] 1.541 3.326931238 22.31 1 1642.989227 3 548.3348389 0.448476199 0.000245614 52.3467481DVLFPGYTHLQR 6 68303542 1xTMT6plex [N-Term] 100 0.986 2.596 2.905091047 20.4 0 1674.916506 3 558.977478 0.820573459 0.000458131 58.12002107AVFMAETK 4 68303542 2xTMT6plex [N-Term; K8] 1.373 1.478 4.156140804 43.18 0 1354.780479 2 677.8927612 -1.648716597 -0.001116825 52.85134952FVGAVDPIMEK 2 68303542 2xTMT6plex [N-Term; K11] 1.403 3.201526403 23.98 0 1663.949336 2 832.4796753 1.645714734 0.001369193 83.05686849SSVDWQIR 6 68303542 1xTMT6plex [N-Term] 1.53 1.468 1.591 3.464840889 30.59 0 1219.663252 2 610.335144 -0.197254498 -0.000120292 44.31914452FNASIAYDR 2 68303542 1xTMT6plex [N-Term] 0.872 2.481963634 9.6 0 1285.673817 2 643.3387451 -2.802495919 -0.001801548 49.952639735174529 MAT2A S-adenosylmethionine synthase isoform type-2 4144 NP_005902.1 26.32911392 1 9 9 58 395 43.633 6.48 1.16 1.28 0.85 1.1 Significant 0.013 YLDEDTIYHLQPSGR 10 5174529 1xTMT6plex [N-Term] 0.648 1.365 4.891636848 48.52 0 2036.028635 3 679.3475952 -0.197941945 -0.000134338 64.20207893TQVTVQYMQDR 4 5174529 1xTMT6plex [N-Term] 1.769 1.213 4.302615166 29.56 0 1597.820557 2 799.4146729 0.946259653 0.000755977 47.51592156TQVTVQYMQDR 8 5174529 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.022 3.307 0.966 2.427730322 18.21 0 1613.815472 2 799.4146729 0.946259653 0.000755977 47.51592156FVIGGPQGDAGLTGR 6 5174529 1xTMT6plex [N-Term] 0.791 1.356 3.277 2.748727798 30.1 0 1673.917235 2 837.461731 -0.626898341 -0.000524688 55.27626188ICDQISDAVLDAHLQQDPDAK 6 5174529 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C2] 100 100 1.949022174 9.18 0 2810.439479 3 937.4844971 -0.192364599 -0.00018021 65.18716845VACETVAK 6 5174529 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.462 1.671 3.82801199 47.14 0 1335.770643 2 668.388916 -0.065848692 -4.40E-05 34.95301218DSFPWEVPK 5 5174529 2xTMT6plex [N-Term; K9] 1.271 100 100 2.720883846 27.05 0 1562.861901 2 781.9342041 -0.492203997 -0.000384623 73.50045065ELLEIVK 6 5174529 2xTMT6plex [N-Term; K7] 1.39 1.528 2.132 2.960663795 37.22 0 1301.84446 2 651.4263916 0.803969412 0.000523322 71.69719821AAVDYQK 6 5174529 2xTMT6plex [N-Term; K7] 1.191 0.985 0.556 3.370353937 35.5 0 1252.730158 2 626.8683472 -0.591327715 -0.000370387 33.59381689NFDLRPGVIVR 1 5174529 1xTMT6plex [N-Term] 1.287134051 0 1514.900463 3 505.6381226 -0.427813071 -0.000216031 49.67261308507834063 ACO1 cytoplasmic aconitate hydratase 48 NP_001265281.1 18.3352081 1 13 13 45 889 98.337 6.68 1.474 0.99 0.296 0.92 Non-Significant 0.11 INPVCPADLVIDHSIQVDFNR 8 507834063 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 2.019 4.187448502 42.99 0 2651.381286 3 884.4661865 1.025816365 0.00090661 87.36526237IDFEKEPLGVNAK 2 507834063 3xTMT6plex [N-Term; K5; K13] 100 2.339884996 6.52 1 2147.267916 3 716.4262085 -1.790266454 -0.001281394 55.70523353IIPPGSGIIHQVNLEYLAR 3 507834063 1xTMT6plex [N-Term] 1.182 2.906451464 7.46 0 2319.338617 3 773.7841187 -0.351053944 -0.000271404 81.72439258KDFESCLGAK 2 507834063 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C6] 0.279 3.358913898 19.16 1 1842.039831 3 614.6845093 -0.465048559 -0.000285546 45.32228154NIEVPFKPAR 2 507834063 2xTMT6plex [N-Term; K7] 1.656 2.110766649 3.57 0 1628.988833 3 543.6678467 0.094622541 5.14E-05 58.15596318AVDAGLNVMPYIK 2 507834063 2xTMT6plex [N-Term; K13] 1.487873554 5.9 0 1849.065762 2 925.0357056 -0.88029167 -0.000813859 70.40965438DEIQAVER 4 507834063 1xTMT6plex [N-Term] 1.301 0.926 2.424909592 27.08 0 1188.642182 2 594.8192749 -9.177728568 -0.005454518 38.02550617QAPQTIHLPSGEILDVFDAAER 6 507834063 1xTMT6plex [N-Term] 100 100 1.80772841 8.2 0 2636.388146 3 879.4671631 -0.45882553 -0.000403214 88.15540657VLLEAAIR 6 507834063 1xTMT6plex [N-Term] 0.339 100 0.01 2.432605982 27.55 0 1113.71931 2 557.3630371 -0.460467234 -0.000256416 56.1326133LFFWNSK 2 507834063 2xTMT6plex [N-Term; K7] 2.020813465 22.76 0 1399.813829 2 700.4110107 0.654590172 0.000458152 86.2804469GPFLLGIK 4 507834063 2xTMT6plex [N-Term; K8] 100 0.01 1.880173326 21.06 0 1302.854965 2 651.930603 -0.794927555 -0.000517838 76.88394203VAVSDMK 2 507834063 2xTMT6plex [N-Term; K7] 1.653 2.93255949 27.07 0 1207.712066 2 604.359314 -0.591457461 -0.000357155 43.52728348FVEFFGPGVAQLSIADR 2 507834063 1xTMT6plex [N-Term] 0.656833231 0 2082.122142 2 1041.564209 -0.480548777 -0.000500281 93.83927662156564403 PDHB pyruvate dehydrogenase E1 component subunit beta, mitochondrial isoform 1 precursor 5162 NP_000916.2 28.13370474 1 9 9 36 359 39.208 6.65 0.73 0.81 0.86 0.8 Significant 0.0022 DAINQGMDEELER 6 156564403 1xTMT6plex [N-Term] 0.955 0.847 0.888 4.458692074 60.31 0 1748.832244 2 874.9202881 0.603643877 0.000527836 52.2267359VVSPWNSEDAK 6 156564403 2xTMT6plex [N-Term; K11] 0.84 0.722 0.738 2.958875895 44.29 0 1689.921206 2 845.4642334 -0.009659104 -8.16E-06 58.01470061VFLLGEEVAQYDGAYK 2 156564403 2xTMT6plex [N-Term; K16] 0.479 3.15354991 22.29 0 2260.226556 2 1130.616943 0.023952798 2.71E-05 96.41697417DAINQGMDEELERDEK 4 156564403 2xTMT6plex [N-Term; K16] 0.688 0.911 5.234354019 23.88 1 2350.159675 3 784.0568848 -1.520642688 -0.001191251 47.07443544EGVECEVINMR 2 156564403 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.921 3.000935078 39.71 0 1564.766079 2 782.8863525 -0.415775804 -0.000325296 48.80212676TIRPMDMETIEASVMK 3 156564403 2xTMT6plex [N-Term; K16] 100 100 2.917194605 16.28 0 2310.227166 3 770.7461548 -1.409062528 -0.001085085 85.12309275DIIFAIK 5 156564403 2xTMT6plex [N-Term; K7] 0.512 0.657 0.78 3.142196178 33.2 0 1277.823331 2 639.4155884 0.445693703 0.000284759 87.1931067DFLIPIGK 6 156564403 2xTMT6plex [N-Term; K8] 0.715 1.453 1.066 2.284539938 19.18 0 1360.860444 2 680.9336548 -0.302323202 -0.00020571 88.91054603IMEGPAFNFLDAPAVR 2 156564403 1xTMT6plex [N-Term] 0.01 1.245167494 0 1977.046534 2 989.0270996 0.196454025 0.000194199 90.495143494506193 PSMB1 proteasome subunit beta type-1 5689 NP_002784.1 33.60995851 1 7 7 49 241 26.472 8.13 1.16 1.03 1.4 1.2 Significant 0.0081 FFPYYVYNIIGGLDEEGK 9 4506193 2xTMT6plex [N-Term; K18] 100 1.776 3.545091867 28.3 0 2582.358298 3 861.4503174 -8.480388479 -0.007299801 114.5269413LSEGFSIHTR 10 4506193 1xTMT6plex [N-Term] 1.099 0.968 1.119 3.993069649 53.91 0 1375.75313 3 459.2553406 -1.207434276 -0.00055371 58.30173824NMQNVEHVPLSLDR 4 4506193 1xTMT6plex [N-Term] 1.051 0.934 3.999408007 29.16 0 1880.984997 3 627.6662598 -0.409632786 -0.000256838 57.20975325DVFISAAER 10 4506193 1xTMT6plex [N-Term] 0.97 0.951 0.93 3.621898651 49.84 0 1236.678568 2 618.8430786 0.252989395 0.000156433 45.57539168DVYTGDALR 4 4506193 1xTMT6plex [N-Term] 1.068 0.696 3.44443202 34.25 0 1238.657832 2 619.8339844 2.308829707 0.001429925 41.80026451GAVYSFDPVGSYQR 6 4506193 1xTMT6plex [N-Term] 0.01 100 2.018526554 25.08 0 1774.896165 2 887.9510498 -0.756016409 -0.000670925 55.63091377EETVSLR 6 4506193 1xTMT6plex [N-Term] 1.398 1.22 1.771 2.592003584 32.03 0 1062.599255 2 531.8032837 0.033806548 1.80E-05 40.416222114277700 RPS12 40S ribosomal protein S12 6206 NP_001007.2 53.78787879 1 7 7 80 132 14.505 7.21 1.07 1 1 1.02 Significant 0.00052 LVEALCAEHQINLIK 17 14277700 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 0.975 1.015 1.191 4.236948967 44.58 0 2209.27788 3 737.0976563 0.242214891 0.000178373 81.39370583QAHLCVLASNCDEPMYVK 4 14277700 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C5; C11] 0.567 100 3.279766798 27.65 0 2593.297706 3 865.1044922 0.469387875 0.000405754 51.77456651KVVGCSCVVVK 29 14277700 3xTMT6plex [N-Term; K1; K11]; 2xCarbamidomethyl [C5; C7] 0.804 0.69 0.767 5.044558048 35.99 1 1922.153422 3 641.3890381 -0.447676121 -0.000286834 41.30284709VVGCSCVVVK 8 14277700 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C4; C6] 1.743 1.742 1.749 4.514413357 51.12 0 1564.895527 2 782.9511108 -0.371584111 -0.000290745 47.33281647TALIHDGLAR 2 14277700 1xTMT6plex [N-Term] 0.96 3.412434816 36.08 0 1295.7633 3 432.5920715 -1.264938118 -0.000546353 43.17725775DVIEEYFK 18 14277700 2xTMT6plex [N-Term; K8] 1.509 1.161 1.175 2.797503471 43.83 0 1500.835017 2 750.9207153 -0.575230407 -0.000431663 68.51958521LGEWVGLCK 2 14277700 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 2.164279699 12.43 0 1519.870692 2 760.4373169 -2.193976735 -0.00166728 74.933907024505061 M6PR cation-dependent mannose-6-phosphate receptor isoform 1 precursor 4074 NP_002346.1 38.98916968 1 9 9 36 277 30.973 5.83 1.42 1.38 1.07 1.29 Significant 0.0073 GVGDDQLGEESEER 6 4505061 1xTMT6plex [N-Term] 1.117 0.877 1.065 4.214868069 48.89 0 1748.813617 2 874.9113159 0.994020129 0.000869178 33.23259784GMEQFPHLAFWQDLGNLVADGCDFVCR 9 4505061 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C22; C26] 2.487985134 8.8 0 3411.591038 3 1137.86853 -0.000149398 -1.70E-07 106.1082127GVGDDQLGEESEERDDHLLPM 5 4505061 1xTMT6plex [N-Term] 1.517 2.950615883 9.77 1 2570.187791 3 857.4005127 -0.313585671 -0.000268658 63.09120829GGDEYDNHCGK 4 4505061 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.693 3.774352551 23.29 0 1709.795354 3 570.6036377 0.58807385 0.000335162 27.57383528SFESTVGQGSDTYIYIFR 2 4505061 1xTMT6plex [N-Term] 2.580448389 17.4 0 2299.144393 2 1150.074097 -1.512119306 -0.00173829 89.85834552HTLADNFNPVSEER 2 4505061 1xTMT6plex [N-Term] 1.944646716 9.13 0 1857.929256 3 619.9802246 -1.687476455 -0.001045071 50.6707593AVVMISCNR 4 4505061 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.14 1.447 3.119880676 45.55 0 1278.685978 2 639.8463745 -0.39573951 -0.000253013 48.81254304TCDLVGEK 2 4505061 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.011 3.00197053 31.08 0 1379.760473 2 690.383728 -0.212453769 -0.000146568 42.83804738DDHLLPM 2 4505061 1xTMT6plex [N-Term] 100 1.78228879 38.71 0 1069.554947 2 535.2810059 -0.198354699 -0.000106076 59.38317172115298682 PRRC2C protein PRRC2C 23215 NP_055987.2 3.656372027 1 9 9 31 2817 308.419 9.07 1.77 1.63 1.28 1.56 Significant 0.0086 GNDPNVNIVPK 6 115298682 2xTMT6plex [N-Term; K11] 1.448 1.55 1.372 3.534667969 50.12 0 1624.942276 2 812.9755859 0.996296929 0.000809463 44.72041592QQSEISAAVER 4 115298682 1xTMT6plex [N-Term] 1.536 1.901 4.805321217 65.8 0 1446.774987 2 723.8907471 -0.531968953 -0.00038482 34.86177195ESSEAQVQK 4 115298682 2xTMT6plex [N-Term; K9] 1.478 1.449 3.681086063 50.21 0 1463.810593 2 732.4100952 1.585129728 0.001160165 37.5880022SIQTPQSHGTLTAELWDNK 2 115298682 2xTMT6plex [N-Term; K19] 2.913139105 19.57 0 2584.377136 3 862.131958 1.619196122 0.001394871 69.36494452ATEEPEDVR 4 115298682 1xTMT6plex [N-Term] 0.95 1.216 3.211716175 49.82 0 1274.642576 2 637.8256836 1.188166415 0.000757244 26.17737174AAGSPSSSDQDEK 2 115298682 2xTMT6plex [N-Term; K13] 1.219 2.89956212 44.27 0 1736.870293 2 868.9379883 -0.917205796 -0.000796534 27.16818874ISAVESQPSR 4 115298682 1xTMT6plex [N-Term] 1.214 0.799 3.438140869 30.27 0 1302.721495 2 651.8652344 1.302665233 0.000848505 36.48266521EPIERPEEKPK 2 115298682 3xTMT6plex [N-Term; K9; K11] 2.268 1.924 2.800493479 0 2039.210402 4 510.5576477 -0.804546547 -0.00041016 37.41976493LPDLSPVENK 3 115298682 2xTMT6plex [N-Term; K10] 1.158 2.836222887 36.99 0 1569.925229 2 785.4674683 1.54822879 0.001215302 63.5234787617986001 HLA-B major histocompatibility complex, class I, B precursor 3106 NP_005505.2 34.25414365 1 3 8 34 362 40.435 5.85 0.317 0.795 0.858 0.66 Non-Significant 0.061 DGEDQTQDTELVETRPAGDR 4 17986001 1xTMT6plex [N-Term] 100 4.23319006 19.83 0 2461.164019 3 821.0581665 -1.65476102 -0.001357546 38.01289058YTCHVQHEGLPKPLTLR 5 17986001 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.319 0.81 0.859 5.687777996 19.27 0 2507.395704 4 627.6036987 -1.092351766 -0.00068474 49.24589138APWIEQEGPEYWDR 2 17986001 1xTMT6plex [N-Term] 0.264 3.510107756 54.19 0 2004.965307 2 1002.985168 -1.120541053 -0.001123323 72.64184036DYIALNEDLR 12 17986001 1xTMT6plex [N-Term] 0.325 0.567 3.492270947 47.23 0 1450.773925 2 725.8903198 -0.387056559 -0.000280766 53.63481443FISVGYVDDTQFVR 5 17986001 1xTMT6plex [N-Term] 0.5 3.270066023 20.71 0 1874.98498 2 937.996582 0.484079878 0.000453821 82.90700657SWTAADTAAQITQR 4 17986001 1xTMT6plex [N-Term] 2.163449526 24.5 0 1748.912877 2 874.9599609 -0.132793922 -0.000116123 49.59790918WAAVVVPSGEEQR 6 17986001 1xTMT6plex [N-Term] 0.777 0.287 0.648 3.682369471 35.02 0 1656.890686 2 828.9485474 -0.523555021 -0.000433737 52.68944347GGSYSQAACSDSAQGSDVSLTA 2 17986001 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 2.053493261 28.83 0 2348.050963 2 1174.529419 0.254632729 0.000298945 44.42396189



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms118498359 RSL1D1 ribosomal L1 domain-containing protein 1 26156 NP_056474.2 14.28571429 1 8 8 36 490 54.939 10.13 0.98 1.01 0.95 0.98 Significant 0.00031 DDVAPESGDTTVK 2 118498359 2xTMT6plex [N-Term; K13] 1.473 3.63384366 55.95 0 1791.937644 2 896.4720459 -0.462685255 -0.000414552 41.16978037KAVDALLTHCK 8 118498359 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C10] 0.871 0.883 0.953 4.923555374 26.95 1 1943.171514 4 486.5481567 -0.368982804 -0.000179249 52.15990953AVDALLTHCK 4 118498359 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.22 1.319 3.347805023 34.57 0 1585.913619 3 529.3092651 -0.237686239 -0.00012565 47.04154966EINDCIGGTVLNISK 4 118498359 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 100 0.01 2.322131872 16.73 0 2091.152011 2 1046.078979 -0.635437126 -0.000664398 72.9210032LLSSFDFFLTDAR 5 118498359 1xTMT6plex [N-Term] 1.926957846 21.48 0 1760.942052 2 880.9741821 -0.547878442 -0.000482391 111.5824836KVPVSVNLLSK 5 118498359 3xTMT6plex [N-Term; K1; K11] 1.067 1.475 2.387954473 10.52 1 1871.229681 3 624.4143677 -0.604309919 -0.000376934 55.5255194VPVSVNLLSK 4 118498359 2xTMT6plex [N-Term; K10] 0.863 1.428 2.525452852 43.02 0 1513.971786 2 757.4889526 -0.764192948 -0.000578483 77.26464933IKEEAVK 4 118498359 3xTMT6plex [N-Term; K2; K7] 1.089 1.047 2.50052762 12.51 1 1503.971341 3 501.9946899 -1.212932542 -0.000608072 40.152538914759212 TBCA tubulin-specific chaperone A isoform 2 6902 NP_004598.1 59.25925926 1 9 9 66 108 12.847 5.29 0.99 1.11 1.2 1.1 Significant 0.003 RLEAAYLDLQR 14 4759212 1xTMT6plex [N-Term] 0.936 1.014 0.942 5.571999073 65 1 1576.900856 3 526.305481 0.655235293 0.000344414 48.12782595DLEEAEEYKEAR 4 4759212 2xTMT6plex [N-Term; K9] 0.502 0.624 4.385531425 42.91 1 1940.001307 3 647.3377686 -1.316857843 -0.000851569 44.58311002DLEEAEEYK 10 4759212 2xTMT6plex [N-Term; K9] 1.163 1.364 1.339 4.173796177 54 0 1583.820489 2 792.4139404 0.072507823 5.74E-05 47.12738209ILENEKDLEEAEEYK 3 4759212 3xTMT6plex [N-Term; K6; K15] 100 2.730381966 16.95 1 2539.374626 3 847.1299438 0.257021143 0.000217558 76.15523999AEDGENYDIKK 2 4759212 3xTMT6plex [N-Term; K10; K11] 0.634 2.977156401 19.63 1 1969.084532 3 657.0336304 0.916925227 0.000601834 45.02168913QAEILQESR 5 4759212 1xTMT6plex [N-Term] 1.246 1.175 3.877132893 47.48 0 1302.721495 2 651.8643799 -0.009191815 -5.99E-06 38.67200408LVLDSVK 18 4759212 2xTMT6plex [N-Term; K7] 1.047 1.056 1.088 3.202663898 37.39 0 1231.802595 2 616.4053955 0.746252385 0.000459618 61.65238787LEAAYLDLQR 6 4759212 1xTMT6plex [N-Term] 100 100 100 2.349418879 25.18 0 1420.799745 2 710.9031372 -0.526200782 -0.000373813 64.97365523MMIPDCQR 4 4759212 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.104 1.125 2.639205933 32.12 0 1279.61585 2 640.3111572 -0.634680224 -0.000406073 52.311050164503521 EIF3E eukaryotic translation initiation factor 3 subunit E 3646 NP_001559.1 22.02247191 1 9 9 38 445 52.187 6.04 1.33 1.11 1.47 1.3 Significant 0.0064 QLQAETEPIVK 6 4503521 2xTMT6plex [N-Term; K11] 1.405 1.105 1.355 4.879390717 60.39 0 1714.015107 2 857.510376 -0.951874268 -0.000815763 50.53130268LDLLSDTNMVDFAMDVYK 3 4503521 2xTMT6plex [N-Term; K18] 1.537 3.853715897 44.01 0 2548.307919 3 850.1051636 -2.739656104 -0.002327162 110.6269706NLYSDDIPHALR 4 4503521 1xTMT6plex [N-Term] 0.961 1.977 3.107167959 26.77 0 1642.875036 3 548.2955322 -1.821252528 -0.000997363 46.89106417SEAPNWATQDSGFY 6 4503521 1xTMT6plex [N-Term] 100 100 1.14 1.893581867 29.72 0 1801.823059 2 901.414978 -0.21089491 -0.000189998 65.6340656TTVVAQLK 4 4503521 2xTMT6plex [N-Term; K8] 1.07 1.022 3.428440809 37.45 0 1317.850608 2 659.4290161 0.112051064 7.38E-05 56.88247836LNMTPEEAER 2 4503521 1xTMT6plex [N-Term] 1.618 3.910975695 40.03 0 1418.714695 2 709.8603516 -0.894214322 -0.000634317 46.42723139LFIFETFCR 5 4503521 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.314 2.665274382 21.67 0 1461.776174 2 731.3908081 -1.254644244 -0.000917005 92.7557416WIVNLIR 4 4503521 1xTMT6plex [N-Term] 0.964 1.329 2.576058149 31.21 0 1142.72473 2 571.8657837 -0.384552094 -0.000219719 93.86371884QEYLDTLYR 4 4503521 1xTMT6plex [N-Term] 100 1.814384818 24.46 0 1429.752461 2 715.3810425 1.641872283 0.001173735 56.656950024502205 ARF4 ADP-ribosylation factor 4 378 NP_001651.1 56.66666667 1 5 7 52 180 20.498 7.14 1.47 1.94 2.16 1.86 Significant 0.012 ILMVGLDAAGK 11 4502205 2xTMT6plex [N-Term; K11] 2.478 2.346 3.402 4.538387299 71.58 0 1545.943856 2 773.4750366 -0.685469791 -0.000529849 87.7785013LGEIVTTIPTIGFNVETVEYK 4 4502205 2xTMT6plex [N-Term; K21] 4.324 5.958 3.734974623 32.41 0 2781.569019 3 927.8604736 -0.773492064 -0.000717174 105.4471625TWYVQATCATQGTGLYEGLDWLSNELSK 6 4502205 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C8] 1.246 1.323 4.584218979 35.09 0 3649.824869 4 913.2128296 1.265622199 0.001154825 108.6883886IQEVADELQK 10 4502205 2xTMT6plex [N-Term; K10] 1.133 100 1.545 3.477137804 46.2 0 1630.941608 2 815.9761353 2.076283907 0.001693149 67.23103778DAVLLLFANK 12 4502205 2xTMT6plex [N-Term; K10] 1.337 0.904 2.21 3.409139156 35.57 0 1561.971786 2 781.4890137 -0.662557582 -0.000517448 94.4712874QDLPNAMAISEMTDK 5 4502205 2xTMT6plex [N-Term; K15] 100 100 100 1.235921741 3.04 0 2122.092447 2 1061.542969 -6.496503024 -0.00689309 67.12691327LGLQSLR 4 4502205 1xTMT6plex [N-Term] 1.382 1.727 2.449034929 26.02 0 1015.646146 2 508.3267212 0.019921124 1.01E-05 60.2930461983641885 BTF3 transcription factor BTF3 isoform A 689 NP_001032726.1 50.97087379 1 1 7 43 206 22.154 9.38 1.59 1.76 1.65 1.67 Significant 0.00089 QLTEMLPSILNQLGADSLTSLR 8 83641885 1xTMT6plex [N-Term] 1.738 1.941 5.865493298 80.27 0 2629.443218 3 877.1535645 1.11142517 0.000974143 114.6819354APLATGEDDDDEVPDLVENFDEASK 15 83641885 2xTMT6plex [N-Term; K25] 100 100 1.255 3.531735897 44.09 0 3149.505034 3 1050.505493 -0.986798808 -0.001035976 82.10240279KLGVNNISGIEEVNMFTNQGTVIHFNNPK 2 83641885 3xTMT6plex [N-Term; K1; K29] 100 2.581625462 5.14 1 3902.120152 4 976.2824707 -3.100757288 -0.003024882 82.8864042ETIMNQEK 2 83641885 2xTMT6plex [N-Term; K8] 2.195 3.906781435 45.4 0 1450.797586 2 725.9015503 -1.214534736 -0.000881022 40.56890685TATADDK 4 83641885 2xTMT6plex [N-Term; K7] 100 100 2.143968582 29.14 0 1179.662138 2 590.3352051 0.843509525 0.000497528 20.79536898LAEALPK 8 83641885 2xTMT6plex [N-Term; K7] 1.112 1.877 1.645 2.568959475 29.61 0 1199.77638 2 600.3921509 0.537348312 0.000322349 50.45059801GQEPQMK 4 83641885 2xTMT6plex [N-Term; K7] 1.209 0.91 2.558510065 24.95 0 1275.713128 2 638.3599854 -0.340309169 -0.000217068 34.75281574503143 CTSD cathepsin D preproprotein 1509 NP_001900.1 24.75728155 1 9 9 62 412 44.524 6.54 0.76 0.67 0.74 0.72 Significant 0.0014 DPDAQPGGELMLGGTDSK 11 4503143 2xTMT6plex [N-Term; K18] 0.785 0.622 0.503 3.131089687 43.48 0 2246.137483 3 749.3843384 0.435862331 0.000326336 42.28196827QPGITFIAAK 5 4503143 2xTMT6plex [N-Term; K10] 0.734 0.269 0.782 3.492592812 30.44 0 1503.929921 2 752.4685059 -0.123503926 -9.29E-05 61.11166504AIGAVPLIQGEYMIPCEK 9 4503143 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 0.526 1.118 1.807800055 12.12 0 2447.344245 2 1224.174805 -0.78147772 -0.000956272 79.32443506LVDQNIFSFYLSR 15 4503143 1xTMT6plex [N-Term] 0.562 0.467 0.655 2.475646496 24.44 0 1830.995151 2 915.9993286 -2.058986031 -0.001884997 93.90418069FDGILGMAYPR 2 4503143 1xTMT6plex [N-Term] 1.996995687 33.5 0 1468.781987 2 734.8945313 -0.136875317 -0.00010052 76.500357QVFGEATK 10 4503143 2xTMT6plex [N-Term; K8] 0.775 0.776 0.824 3.382080078 38.48 0 1337.782922 2 669.3953857 0.42799498 0.000286282 43.67527606YYTVFDR 4 4503143 1xTMT6plex [N-Term] 0.863 0.854 2.855745792 27.25 0 1192.61999 2 596.81427 1.067497671 0.00063656 59.99102691VGFAEAAR 2 4503143 1xTMT6plex [N-Term] 0.58 2.924871445 24.87 0 1049.59411 2 525.2998657 -1.576918803 -0.000827562 37.81345319LSPEDYTLK 4 4503143 2xTMT6plex [N-Term; K9] 0.829 0.598 2.639584303 36.85 0 1523.872131 2 762.4400024 0.391858871 0.000298571 63.05494481333470719 BZW1 basic leucine zipper and W2 domain-containing protein 1 isoform 2 9689 NP_001193997.1 22.172949 1 9 9 41 451 51.249 6.62 1.57 1.53 1.87 1.65 Significant 0.0042 FDPTQFQDCIIQGLTETGTDLEAVAK 4 333470719 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C9] 1.473 1.269 5.203964233 62.65 0 3355.713194 3 1119.239746 -2.535535148 -0.002836176 116.3078482AEVLSEEPILK 6 333470719 2xTMT6plex [N-Term; K11] 2.406 100 100 3.052536964 36.06 0 1686.008959 2 843.5085449 0.506737373 0.000427182 65.37086563DINAVAASLR 4 333470719 1xTMT6plex [N-Term] 1.662 1.492 3.413273335 43.71 0 1258.731666 2 629.8702393 1.220256602 0.000767988 59.48456573YFTEAGLK 6 333470719 2xTMT6plex [N-Term; K8] 1.32 3.729 1.137 3.489137888 39.87 0 1386.803323 2 693.9054565 0.225753668 0.000156538 58.56746908SVFLEQMK 4 333470719 2xTMT6plex [N-Term; K8] 1.043 100 3.572463274 40.9 0 1439.833243 2 720.4200439 -0.300055147 -0.000216015 64.62453128LMELFPANK 4 333470719 2xTMT6plex [N-Term; K9] 100 1.950389743 18.57 0 1520.891093 2 760.9480591 -1.480030982 -0.001125483 79.74829215ELQEQMSR 4 333470719 1xTMT6plex [N-Term] 1.357 1.408 2.927134752 38.89 0 1249.640802 2 625.3239136 -0.201243079 -0.000125741 37.68740844GFEDEVKK 6 333470719 3xTMT6plex [N-Term; K7; K8] 1.821 1.673 1.891 2.501980782 6.55 1 1638.966984 3 546.994873 1.880617887 0.001027424 39.78752752ELQEQMSR 2 333470719 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.371 1.783767939 22.35 0 1265.635717 2 625.3239136 -0.201243079 -0.000125741 37.68740844GDPFKDIILYVK 1 333470719 3xTMT6plex [N-Term; K5; K12] 0.729 2.081763983 0.57 1 2095.277025 3 699.0986328 2.062050721 0.001440189 92.4234082145309309 USP9X probable ubiquitin carboxyl-terminal hydrolase FAF-X isoform 3 8239 NP_001034679.2 4.824902724 1 9 9 22 2570 292.094 5.8 1.5 0.83 0.98 1.1 Significant 0.032 LQVNQVVIHEDFIQSCFDR 2 145309309 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.357 4.091513157 43.1 0 2576.312873 3 859.4420166 -0.534121972 -0.000458688 80.99791525GDLLEGANAYHCEK 4 145309309 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 0.775 0.962 5.39256525 55.89 0 2035.031896 3 679.0144043 -1.590362972 -0.001078813 43.87783593EYINECDSDYHEER 4 145309309 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.403 3.68193078 42.56 0 2087.881379 3 696.631897 -0.115615779 -8.05E-05 41.5943056AQENYEGSEEVSPPQTK 1 145309309 2xTMT6plex [N-Term; K17] 1.166 1.974900365 0 2351.176705 3 784.3978271 0.945537317 0.000741042 40.06468744VPGQEETVK 2 145309309 2xTMT6plex [N-Term; K9] 1.648 3.089472771 31.32 0 1444.841165 2 722.9239502 -0.37485046 -0.0002708 39.28962657VVIQSNDDIASR 4 145309309 1xTMT6plex [N-Term] 1.098 1.028 3.074417353 22.09 0 1545.843401 2 773.4205933 -6.139772345 -0.004745563 40.17487644AVLNLLR 2 145309309 1xTMT6plex [N-Term] 0.987 2.362019777 29.26 0 1027.682531 2 514.3445435 -0.701341042 -0.000360378 75.31443224LAWDFSPEQLDHLFDCFK 2 145309309 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 1.757259369 7.63 0 2726.36888 3 909.4586182 -2.779810123 -0.002526263 111.0035388ELDMEPYTVAGVAK 1 145309309 2xTMT6plex [N-Term; K14] 0.958042741 0 1981.071635 2 991.0380859 -1.383137768 -0.001370047 63.946566838373669 SEC24C protein transport protein Sec24C 9632 NP_004913.2 10.78610603 1 10 11 37 1094 118.249 7.06 1.11 1.1 0.93 1.05 Significant 0.0031 SDVLQPGAEVTTDDR 4 38373669 1xTMT6plex [N-Term] 1.308 1.231 4.213136196 44.64 0 1831.923502 2 916.4644165 -1.061868678 -0.000972631 45.14918986YASFQVENDQER 6 38373669 1xTMT6plex [N-Term] 1.27 1.163 1.072 4.109490395 46.22 0 1714.823394 2 857.9160767 0.864753955 0.00074145 45.0700944AVITSLLDQIPEMFADTR 2 38373669 1xTMT6plex [N-Term] 0.813 2.816674709 25.25 0 2249.204885 2 1125.104248 -1.62975204 -0.001832823 116.7278731GTEPFVTGVR 2 38373669 1xTMT6plex [N-Term] 0.875 3.564049959 40.41 0 1291.720767 2 646.3637085 -0.485025734 -0.000313259 45.11306464GQVPPLVTTNFLVK 7 38373669 2xTMT6plex [N-Term; K14] 0.01 2.127 1.303017259 4.07 0 1971.204305 2 986.1051025 -0.698097032 -0.000688046 76.74716206VVGFDAVMR 2 38373669 1xTMT6plex [N-Term] 100 1.955931544 13.2 0 1222.681545 2 611.8441772 -0.381806542 -0.000233414 62.14191837SLLDFLPR 4 38373669 1xTMT6plex [N-Term] 100 2.08344388 22.17 0 1189.714225 2 595.3610229 0.457461486 0.000272124 92.11280503LICEELK 4 38373669 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.39 2.592746496 30.81 0 1362.806695 2 681.9075317 0.801534485 0.000546168 60.6024689AAECAGK 2 38373669 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.011 2.993607044 29.61 0 1164.644715 2 582.8256226 -0.640678486 -0.000373081 27.52414006GLIDSLR 4 38373669 1xTMT6plex [N-Term] 1.023 0.871 2.395810604 28.6 0 1002.614511 2 501.8102112 -1.361736444 -0.000682648 48.41033966LLPVYLNCVLK 2 38373669 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.054 1.693070054 8.39 0 1790.10142 2 895.5541382 -0.234669839 -0.000210041 100.762958621264616 EPS8L2 epidermal growth factor receptor kinase substrate 8-like protein 2 64787 NP_073609.2 13.70629371 1 10 10 43 715 80.57 6.84 0.82 0.66 0.83 0.77 Significant 0.0051 IVENLGILTGPQLFSLNK 2 21264616 2xTMT6plex [N-Term; K18] 0.696 3.125110865 38.19 0 2414.442303 3 805.4852905 -0.407716501 -0.000328136 106.1180122KAPAEGVLTLR 4 21264616 2xTMT6plex [N-Term; K1] 0.741 0.586 3.978615046 24.64 1 1613.015047 3 538.3428955 -0.56670058 -0.000304699 46.93382584LAINLLAK 4 21264616 2xTMT6plex [N-Term; K8] 0.716 1.272 2.836417437 38.59 0 1313.892079 2 657.449646 -0.048320416 -3.17E-05 80.59794532APAEGVLTLR 2 21264616 1xTMT6plex [N-Term] 0.645 2.885942221 22.37 0 1255.757152 2 628.3816528 -0.894572597 -0.000561683 49.78994729KVCGEEGVR 6 21264616 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.867 0.903 0.873 3.18769455 17.35 1 1491.835369 3 497.9492798 -1.396068611 -0.000694235 25.96730793SEAITSVDDAIR 12 21264616 1xTMT6plex [N-Term] 0.68 2.75420332 22.05 0 1505.800868 2 753.40448 0.541792049 0.000407915 33.71337464ILYDFTAR 2 21264616 1xTMT6plex [N-Term] 1 2.681890488 21.85 0 1227.69349 2 614.3504028 0.032153027 1.97E-05 71.34590704GYQPTPAMAK 2 21264616 2xTMT6plex [N-Term; K10] 0.848 3.133435726 47.6 0 1521.849956 2 761.4291992 0.766079136 0.000582929 43.59131533ARPPSEGEFIDCFQK 1 21264616 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 1.376129985 2.92 0 2239.158159 3 747.059021 1.942952651 0.001450193 43.96159877DAVDFLR 8 21264616 1xTMT6plex [N-Term] 0.901 100 0.554 2.480340481 26.98 0 1064.593776 2 532.7974854 -5.712504633 -0.003040748 51.713532244505775 SLC25A3 phosphate carrier protein, mitochondrial isoform b precursor 5250 NP_002626.1 33.79501385 1 10 10 60 361 39.933 9.36 0.99 1.1 1.15 1.08 Significant 0.0019 GWAPTFLGYSMQGLCK 6 4505775 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 1.403 2.095 4.006066322 42.4 0 2274.181537 3 758.7312012 -1.093555784 -0.000828981 101.4869104GSSASLVLK 14 4505775 2xTMT6plex [N-Term; K9] 1.23 1.304 1.362 3.610583067 63.25 0 1319.829872 2 660.4182129 -0.548039384 -0.000361659 44.90238673LPRPPPPEMPESLKK 4 4505775 3xTMT6plex [N-Term; K14; K15] 0.956 0.893 3.348649263 4.56 1 2403.440084 4 601.6149902 -0.812494771 -0.000488196 53.54723792TVEALYK 10 4505775 2xTMT6plex [N-Term; K7] 1.039 100 0.8 3.326935768 37.01 0 1281.78186 2 641.3944092 -0.248061417 -0.00015898 44.27693723YYALCGFGGVLSCGLTHTAVVPLDLVK 5 4505775 2xTMT6plex [N-Term; K27]; 2xCarbamidomethyl [C5; C13] 1.649269819 2.34 0 3368.815097 3 1123.609741 -0.126666847 -0.000142239 99.47003762QIPYTMMK 2 4505775 2xTMT6plex [N-Term; K8] 0.666 2.841721058 24.49 0 1469.826049 2 735.4174194 1.029228723 0.000756394 60.57068307GVAPLWMR 10 4505775 1xTMT6plex [N-Term] 0.845 0.511 2.727218628 30.53 0 1158.665501 2 579.8366089 0.380069517 0.000220187 68.74161504FGFYEVFK 4 4505775 2xTMT6plex [N-Term; K8] 100 100 2.107385874 14.25 0 1494.839709 2 747.9229126 -0.776226829 -0.000580167 89.10407229MYKEEGLK 2 4505775 3xTMT6plex [N-Term; K3; K8] 0.658 1.785794973 3.08 1 1684.99109 3 562.3348999 -0.559909767 -0.000314481 44.07592939VLYSNMLGEENTYLWR 3 4505775 1xTMT6plex [N-Term] 100 1.035159945 1.82 0 2217.121156 2 1109.063477 -0.667106079 -0.000739528 92.881738154506695 RPS19 40S ribosomal protein S19 6223 NP_001013.1 47.5862069 1 8 8 78 145 16.051 10.32 1.35 1.42 1.52 1.43 Significant 0.0012 GGAGVGSMTK 4 4506695 2xTMT6plex [N-Term; K10] 1.102 1.619 4.331902027 66.94 0 1322.750242 2 661.8788452 0.12991091 8.59E-05 37.46482307IAGQVAAANK 10 4506695 2xTMT6plex [N-Term; K10] 1.436 1.508 0.967 4.892404556 60.97 0 1400.86257 2 700.9346313 -0.41652529 -0.000291747 37.6485475VLQALEGLK 6 4506695 2xTMT6plex [N-Term; K9] 1.513 1.683 1.981 3.707559586 42.86 0 1428.919022 2 714.9627075 -0.618223233 -0.000441695 82.16936982ELAPYDENWFYTR 14 4506695 1xTMT6plex [N-Term] 1.8 1.428 1.102 2.637024164 21.54 0 1932.932944 2 966.9689941 -1.155010967 -0.001116279 78.65999934DVNQQEFVR 12 4506695 1xTMT6plex [N-Term] 1.404 1.282 1.352 3.85204196 45.62 0 1363.716744 2 682.3619995 -0.015902542 -1.08E-05 44.92688497VPEWVDTVK 8 4506695 2xTMT6plex [N-Term; K9] 1.476 2.5 2.859 3.339825869 44.88 0 1530.893201 2 765.9484863 -2.289456735 -0.001752457 63.77816859GGAGVGSMTK 2 4506695 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 1.682 1.724621058 44.81 0 1338.745157 2 661.8788452 0.12991091 8.59E-05 37.46482307ALAAFLK 14 4506695 2xTMT6plex [N-Term; K7] 0.796 1.125 0.733 3.4055686 38.01 0 1191.786551 2 596.3968506 -0.106301019 -6.33E-05 77.10312225LKVPEWVDTVK 8 4506695 3xTMT6plex [N-Term; K2; K11] 0.355 1.471 1.049 3.287861586 13.55 1 2001.23516 3 667.7490845 -1.229076962 -0.000819891 65.130652513904866 RPL28 60S ribosomal protein L28 isoform 2 6158 NP_000982.2 39.41605839 1 7 7 52 137 15.738 12.02 1.22 1.34 1.07 1.21 Significant 0.0041 KTVGVEPAADGK 4 13904866 3xTMT6plex [N-Term; K1; K12] 0.954 4.574088573 51.77 1 1859.120524 3 620.3792725 1.473875834 0.000913371 36.8342208QTYSTEPNNLK 4 13904866 2xTMT6plex [N-Term; K11] 1.552 3.740630865 42.84 0 1752.953235 2 876.9802246 -0.035512214 -3.11E-05 40.31119804TVGVEPAADGK 4 13904866 2xTMT6plex [N-Term; K11] 1.527 1.681 4.122571945 56.62 0 1501.862629 2 751.4345093 -0.590683392 -0.000443563 41.39158343SQKPVMVK 4 13904866 3xTMT6plex [N-Term; K3; K8] 1.045 2.460111856 12.14 0 1604.017245 3 535.3433228 -1.14095923 -0.000610039 40.1538223NCSSFLIK 4 13904866 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.272 1.664 3.094086647 22.98 0 1426.812843 2 713.9093628 -0.976690159 -0.000696777 63.03494361GVVVVIK 23 13904866 2xTMT6plex [N-Term; K7] 1.079 1.146 0.881 3.377080917 45.11 0 1171.817851 2 586.413269 1.203349084 0.000705053 48.77987069KPATSYVR 9 13904866 2xTMT6plex [N-Term; K1] 1.699 1.545 1.567 2.923568487 10.4 0 1379.841106 3 460.6181946 -0.779357682 -0.000358463 32.743057044506185 PSMA4 proteasome subunit alpha type-4 isoform 1 5685 NP_002780.1 42.52873563 1 9 9 41 261 29.465 7.72 1.11 1.1 0.94 1.05 Significant 0.0027 LNEDMACSVAGITSDANVLTNELR 5 4506185 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 100 100 3.480768681 46.96 0 2822.386173 3 941.465332 -1.676034376 -0.001576805 96.3360259YLLQYQEPIPCEQLVTALCDIK 9 4506185 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C11; C19] 100 2.862769127 20.36 0 3152.677601 3 1051.564209 0.150057565 0.000157694 102.2197704LLDEVFFSEK 4 4506185 2xTMT6plex [N-Term; K10] 1.456 100 3.255433798 42.7 0 1684.956195 2 842.9812012 -0.634631484 -0.000534663 101.0315985SALALAIK 4 4506185 2xTMT6plex [N-Term; K8] 0.935 1.892 3.196125507 46.47 0 1244.83423 2 622.9212646 0.821817757 0.000511513 64.43778964ATCIGNNSAAAVSMLK 4 4506185 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C3] 1.708081841 3.19 0 2066.113852 2 1033.558594 -1.907295669 -0.001970345 55.46365098VEIATLTR 4 4506185 1xTMT6plex [N-Term] 1.47 1.275 2.771731615 32.8 0 1131.69349 2 566.3505859 0.358476039 0.000202842 55.23442796EVEQLIK 4 4506185 2xTMT6plex [N-Term; K7] 1.384 0.647 3.070765257 32.06 0 1316.818973 2 658.9133301 0.311421887 0.000205043 60.02557337EGEMTLK 1 4506185 2xTMT6plex [N-Term; K7] 1.532 2.790610313 26.37 0 1265.717545 2 633.361145 -2.000020421 -0.00126573 48.26528011TTIFSPEGR 6 4506185 1xTMT6plex [N-Term] 0.508 0.51 1.159 3.47668314 35.78 0 1236.678568 2 618.8428955 -0.043135198 -2.67E-05 49.44376754506181 PSMA2 proteasome subunit alpha type-2 5683 NP_002778.1 42.30769231 1 7 7 48 234 25.882 7.43 0.974 1.075 100 34.02 Non-Significant 0.41 ESFEGQMTEDNIEVGICNEAGFR 18 4506181 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 100 4.555520058 34.88 0 2861.291939 3 954.4349976 -0.523925643 -0.000499701 80.71827957YNEDLELEDAIHTAILTLK 8 4506181 2xTMT6plex [N-Term; K19] 1.639 100 3.333604813 43.5 0 2659.459469 3 887.1574097 -0.674195683 -0.000597665 108.9001253HIGLVYSGMGPDYR 4 4506181 1xTMT6plex [N-Term] 0.916 1.024 3.974315882 43.94 0 1793.920605 3 598.6452637 0.352454631 0.000210759 48.89361091LAQQYYLVYQEPIPTAQLVQR 8 4506181 1xTMT6plex [N-Term] 100 100 2.433689356 21.02 0 2750.507867 3 917.5059814 -1.627257321 -0.001491928 81.47734214ESFEGQMTEDNIEVGICNEAGFR 2 4506181 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17]; 1xOxidation [M7] 2.208054304 2.23 0 2877.286854 3 954.4349976 -0.523925643 -0.000499701 80.71827957HIGLVYSGMGPDYR 2 4506181 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.001 3.369223356 21.08 0 1809.91552 3 598.6452637 0.352454631 0.000210759 48.89361091GYSFSLTTFSPSGK 2 4506181 2xTMT6plex [N-Term; K14] 1.704270959 4.99 0 1937.04205 2 969.0228271 -1.895742596 -0.001836067 74.61036174KLAQQYYLVYQEPIPTAQLVQR 2 4506181 2xTMT6plex [N-Term; K1] 0.914334655 0.31 1 3107.765762 3 1036.593384 -0.05267862 -5.46E-05 72.99468493SILYDER 2 4506181 1xTMT6plex [N-Term] 0.933 2.813199282 39.95 0 1124.614905 2 562.8122559 2.071997036 0.001165099 41.62685614110407 HNRNPDL heterogeneous nuclear ribonucleoprotein D-like isoform a 9987 NP_112740.1 22.85714286 1 7 9 59 420 46.409 9.57 0.95 1.03 1.2 1.06 Significant 0.0048 FGEVVDCTIK 16 14110407 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.287 2.16 3.644254446 61.13 0 1625.8973 2 813.4521484 -0.172246426 -0.000140027 72.97194639VFVGGLSPDTSEEQIK 4 14110407 2xTMT6plex [N-Term; K16] 100 1.397 2.339979172 25.42 0 2164.19017 2 1082.599365 0.593020321 0.000641704 69.42570405EYFGAFGEIENIELPMDTK 2 14110407 2xTMT6plex [N-Term; K19] 100 2.543254852 12.9 0 2661.352227 3 887.7877808 -1.2916422 -0.001145838 99.19293008KDLTEYLSR 6 14110407 2xTMT6plex [N-Term; K1] 0.86 0.972 1.096 3.030820608 29.24 1 1582.920478 3 528.3118286 0.287013688 0.00015144 49.43933333GFGFVLFK 12 14110407 2xTMT6plex [N-Term; K8] 1.086 0.887 1.109 3.20630002 54.31 0 1372.839315 2 686.9214478 -2.692348731 -0.001848081 88.05977174GFCFITYTDEEPVKK 4 14110407 3xTMT6plex [N-Term; K14; K15]; 1xCarbamidomethyl [C3] 100 100 2.430384636 18.19 1 2521.361559 3 841.1239014 -1.748308735 -0.001469373 65.70932793MFIGGLSWDTSK 6 14110407 2xTMT6plex [N-Term; K12] 2.707 100 1.248 2.21319294 20.4 0 1799.976613 2 900.4911499 -0.883186649 -0.000794858 79.77117497DLTEYLSR 11 14110407 1xTMT6plex [N-Term] 0.838 100 100 3.282593489 32.15 0 1225.662583 2 613.3347778 -0.248246085 -0.000152133 55.62670299DAASVDK 6 14110407 2xTMT6plex [N-Term; K7] 1.195 1.015 1.323 2.807816505 33.34 0 1163.667224 2 582.3375244 0.471206986 0.000274164 27.571901924432106 CCAR2 cell cycle and apoptosis regulator protein 2 57805 NP_066997.3 13.43445287 1 9 9 36 923 102.838 5.22 1.32 1.41 1.09 1.27 Significant 0.0056 DDGEEEFAGAK 6 24432106 2xTMT6plex [N-Term; K11] 1.278 1.488 1.125 4.24283123 58.68 0 1625.805902 2 813.4067383 0.18329525 0.000149001 48.39383276TLAAEMQELR 2 24432106 1xTMT6plex [N-Term] 0.99 3.780009747 49.16 0 1390.756166 2 695.8815308 -0.274064262 -0.000190578 66.83711382SPAPPLLHVAALGQK 4 24432106 2xTMT6plex [N-Term; K15] 0.877 0.492 3.035693884 38.76 0 1957.199888 3 653.0717773 0.455186645 0.000296964 60.05066442AAYNPGQAVPWNAVK 6 24432106 2xTMT6plex [N-Term; K15] 100 2.301223278 21.68 0 2044.138016 2 1022.57135 -1.268165196 -0.001296152 58.78371192GEASEDLCEMALDPELLLLR 4 24432106 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 2.004287481 14.11 0 2503.262142 2 1252.134155 -0.442711575 -0.000554112 99.64680045FSATEVTNK 2 24432106 2xTMT6plex [N-Term; K9] 1.546 3.447732449 35.34 0 1454.825515 2 727.918457 2.833420542 0.002061066 48.6695058EAAPDAGAEPITADSDPAYSSK 2 24432106 2xTMT6plex [N-Term; K22] 100 2.628103733 12.61 0 2621.298277 2 1311.1521 -0.516542227 -0.000677006 56.31383158MLLSLPEK 4 24432106 2xTMT6plex [N-Term; K8] 0.727 2.087 2.405355215 18.99 0 1388.85873 2 694.9326172 -0.555877271 -0.000386017 75.39280032VLLLSSPGLEELYR 6 24432106 1xTMT6plex [N-Term] 100 100 0.517 1.322314858 22.24 0 1818.057416 2 909.5323486 0.002296751 2.09E-06 86.4641469213511508 BCAP31 B-cell receptor-associated protein 31 isoform a 10134 NP_001132929.1 20.44728435 1 8 8 42 313 34.73 7.84 0.98 0.97 1.07 1.01 Significant 0.001 LQAAVDGPMDK 6 213511508 2xTMT6plex [N-Term; K11] 1.113 1.193 1.197 4.545948029 56.54 0 1602.892549 2 801.9494629 -0.561365608 -0.000449904 51.23586969QAESASEAAK 8 213511508 2xTMT6plex [N-Term; K10] 0.898 0.908 1.922 4.285437584 56.64 0 1449.794943 2 725.4006348 -0.655615992 -0.000475254 23.70355744YMEENDQLK 6 213511508 2xTMT6plex [N-Term; K9] 0.297 0.785 0.964 3.417650461 38.53 0 1627.840179 2 814.4237671 0.048247788 3.93E-05 43.13312259AENQVLAMR 2 213511508 1xTMT6plex [N-Term] 1.116 3.504719973 47.36 0 1260.693172 2 630.8502808 0.089588363 5.65E-05 45.84686775KYMEENDQLK 4 213511508 3xTMT6plex [N-Term; K1; K10] 0.964 0.921 3.217302084 15.7 1 1985.098074 3 662.3708496 -0.039495215 -2.61E-05 47.8287275LKDELASTK 12 213511508 3xTMT6plex [N-Term; K2; K9] 1.002 1.003 1.032 3.415165424 38.4 1 1692.051048 2 846.5285034 -0.778542742 -0.000658667 44.26897957GAAVDGGK 2 213511508 2xTMT6plex [N-Term; K8] 0.872 2.990099192 39.13 0 1132.672644 2 566.8396606 -0.528820874 -0.00029949 26.0115299YDDVTEK 2 213511508 2xTMT6plex [N-Term; K7] 1.297 2.892942905 30.78 0 1327.714568 2 664.3609619 0.059717749 3.96E-05 41.8478551125777732 ALDH2 aldehyde dehydrogenase, mitochondrial isoform 1 precursor 217 NP_000681.2 17.40812379 1 7 9 40 517 56.346 7.05 0.95 1.12 1.44 1.17 Significant 0.015 LLCGGGIAADR 2 25777732 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.817 3.36562562 49.42 0 1331.730286 2 666.3685913 -0.285360194 -0.000190011 54.65610075VAFTGSTEIGR 2 25777732 1xTMT6plex [N-Term] 1.115 3.786098957 55.43 0 1366.752795 2 683.880249 0.311824403 0.000213093 60.73270705VIQVAAGSSNLK 4 25777732 2xTMT6plex [N-Term; K12] 0.962 1.259 3.56026125 36.01 0 1645.004877 2 823.0009155 -6.274835692 -0.005161068 48.72309135AAFQLGSPWR 4 25777732 1xTMT6plex [N-Term] 0.914 0.01 2.382788181 35.23 0 1361.752736 2 681.3798218 -0.270838679 -0.000184408 76.73654807VTLELGGK 12 25777732 2xTMT6plex [N-Term; K8] 1.356 1.403 1.57 3.598306894 43.22 0 1274.808409 2 637.9078979 0.086670622 5.52E-05 53.78768884ELGEYGLQAYTEVK 2 25777732 2xTMT6plex [N-Term; K14] 100 1.735280514 7.41 0 2058.115943 2 1029.561157 -0.439774483 -0.000452553 66.4984834YYAGWADK 4 25777732 2xTMT6plex [N-Term; K8] 1.636 100 3.290785551 25.06 0 1431.767272 2 716.3867798 -0.690957048 -0.000494645 50.00208307LADLIER 8 25777732 1xTMT6plex [N-Term] 2.406 100 100 2.436221123 27.26 0 1058.640726 2 529.8239136 -0.165525053 -8.76E-05 55.08372871ILGYINTGK 2 25777732 2xTMT6plex [N-Term; K9] 2.69 1.999735355 19.87 0 1436.887722 2 718.9468994 -0.834777733 -0.000599741 68.51357222300795584 EML2 echinoderm microtubule-associated protein-like 2 isoform 1 24139 NP_001180197.1 11.76470588 1 9 9 46 850 92.012 7.06 0.72 0.71 0.72 0.71 Significant 0.000022 TVAEGHGDTLYVGTTR 6 300795584 1xTMT6plex [N-Term] 0.75 0.703 0.72 5.673376083 48.05 0 1905.986771 3 635.9996948 -1.174933309 -0.000746469 37.40308053ACEEQGAALR 6 300795584 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.638 4.307562828 54.87 0 1333.673165 2 667.3399048 -0.473946469 -0.000316045 26.66103005AQFVTCGQDK 6 300795584 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.739 0.705 0.728 3.909996986 45.25 0 1611.856498 2 806.4301758 -2.123754505 -0.001711594 38.88799843HYLGHNDDIK 2 300795584 2xTMT6plex [N-Term; K10] 0.615 3.931699991 39.62 0 1669.906225 3 557.3062744 -1.170836891 -0.000651729 35.37642315LQEVEVPEDFGPVR 5 300795584 1xTMT6plex [N-Term] 1.711309195 10.61 0 1842.979894 2 921.9926758 -0.98723676 -0.000909729 63.14313101EVIFSVEDGSVK 2 300795584 2xTMT6plex [N-Term; K12] 100 1.813560367 9.85 0 1766.994037 2 883.9992676 -1.572440932 -0.001389247 60.99266189LLASADDFGK 7 300795584 2xTMT6plex [N-Term; K10] 100 0.567 1.164 2.325890303 25.46 0 1494.856815 2 747.9319458 -0.134092065 -0.000100224 65.64436932DTSVLQWR 6 300795584 1xTMT6plex [N-Term] 1.283 1.161 0.625 3.117873907 29.86 0 1233.678902 2 617.343689 0.972051711 0.0005996 50.53183159VVLWGSDYSK 6 300795584 2xTMT6plex [N-Term; K10] 100 0.542 0.514 1.853682876 18.83 0 1611.914665 2 806.4598999 -1.328516552 -0.001070728 61.493729515453998 IPO7 importin-7 10527 NP_006382.1 12.81310212 1 10 10 34 1038 119.44 4.82 1.19 1.34 0.87 1.13 Significant 0.015 VLTGVAGEDAECHAAK 4 5453998 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 1.278 0.803 2.743158579 24.82 0 2086.10031 3 696.0376587 -0.904618907 -0.000629042 38.50203942LLEVIILQCK 6 5453998 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 100 2.356378794 29.77 0 1687.059221 2 844.0325928 -0.77753828 -0.000655877 96.94282621FSAPVVPSSFNFGGPAPGMN 2 5453998 1xTMT6plex [N-Term] 1.824713469 13.62 0 2209.094941 2 1105.050415 -0.628031801 -0.000693691 88.7582814SDQNLQTALELTR 2 5453998 1xTMT6plex [N-Term] 100 2.402707815 14.43 0 1717.928193 2 859.4671021 -0.73676446 -0.000632854 69.65077199AIFQTIQNR 6 5453998 1xTMT6plex [N-Term] 1.504 1.332 1.408 3.375439167 35.5 0 1319.7633 2 660.3859863 1.057482239 0.000697813 52.65660936QLQDIATLADQR 6 5453998 1xTMT6plex [N-Term] 1.284 100 0.642 2.241910219 19.49 0 1600.8856 2 800.9454956 -1.177841229 -0.000942795 59.63230782ACWVLHYFCEVK 2 5453998 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C2; C9] 0.562 1.629701138 3.64 0 2070.070531 3 690.6947021 -0.472179413 -0.000325815 88.95467251



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms DVPNETLQVEEDDRPELPWWK 2 5453998 2xTMT6plex [N-Term; K21] 100 2.099914312 0 3053.562036 3 1018.526245 0.702763375 0.000715311 86.19688176QAGVIYLK 2 5453998 2xTMT6plex [N-Term; K8] 0.501 2.111438513 14.45 0 1349.855693 2 675.4315796 0.140177716 9.46E-05 58.2177583AFAVGVQQVLLK 2 5453998 2xTMT6plex [N-Term; K12] 100 1.527132034 1.02 0 1731.093298 2 866.0492554 -1.192048872 -0.001031774 80.2977057911496885 PDLIM7 PDZ and LIM domain protein 7 isoform 1 9260 NP_005442.2 24.28884026 1 9 9 43 457 49.813 8.41 1.37 1.46 1.15 1.33 Significant 0.0048 AAQAGVAVGDWVLSIDGENAGSLTHIEAQNK 3 11496885 2xTMT6plex [N-Term; K31] 0.863 5.507230282 40.05 0 3579.880744 4 895.7247925 -0.950922215 -0.000851047 94.50092951VLEEGGFFEEK 8 11496885 2xTMT6plex [N-Term; K11] 1.968 100 2.983392 36.23 0 1741.941273 2 871.4734497 -0.947463593 -0.000825213 73.88958597VVLEGPAPWGFR 6 11496885 1xTMT6plex [N-Term] 1.494 1.554 1.729 3.694628477 29.66 0 1556.878664 2 778.942627 -0.44137913 -0.000343587 86.8206113GAIFCPPCYDVR 6 11496885 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 100 100 2.396597624 22.04 0 1683.818449 2 842.4118652 -1.185080999 -0.000997731 55.47415825AQPVQSKPQK 4 11496885 3xTMT6plex [N-Term; K7; K10] 1.143 0.987 2.344204903 17.05 0 1798.115379 3 600.043396 0.142153437 8.52E-05 28.79761135YTFAPSVSLNK 6 11496885 2xTMT6plex [N-Term; K11] 0.602 100 100 2.489397049 24.77 0 1684.967428 2 842.9865112 -0.998600349 -0.000841305 59.77994893DFNVPLSISR 6 11496885 1xTMT6plex [N-Term] 0.95 1.438 2.913290977 19.48 0 1376.773531 2 688.8905029 0.14420627 9.93E-05 66.26889831LSLGLSR 2 11496885 1xTMT6plex [N-Term] 1.24 2.576730013 36.01 0 974.6195964 2 487.8140259 1.209392687 0.000589349 51.75257457YAPSCAK 2 11496885 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.147 2.230776787 14.76 0 1254.691665 2 627.8500366 0.902040094 0.000565891 35.481941654504511 DNAJA1 dnaJ homolog subfamily A member 1 isoform 1 3301 NP_001530.1 22.92191436 1 6 6 22 397 44.839 7.08 1.13 1.04 1.14 1.1 Significant 0.00083 TIVITSHPGQIVK 6 4504511 2xTMT6plex [N-Term; K13] 1.219 1.122 1.107 4.781970501 42.35 0 1851.14679 3 617.7171021 -5.421940449 -0.003345603 45.72082241EVEETDEMDQVELVDFDPNQER 2 4504511 1xTMT6plex [N-Term] 1.989 4.557478905 45.2 0 2895.303943 3 965.7719727 -0.890359458 -0.000859287 77.20370795ITFHGEGDQEPGLEPGDIIIVLDQK 3 4504511 2xTMT6plex [N-Term; K25] 2.369 3.640738487 18.81 0 3178.703615 4 795.4303589 -1.261291901 -0.001002318 101.0739271EVEETDEMDQVELVDFDPNQER 3 4504511 1xTMT6plex [N-Term]; 1xOxidation [M8] 2.243237495 14.86 0 2911.298858 3 965.7719727 -0.890359458 -0.000859287 77.20370795YHPDKNPNEGEK 2 4504511 3xTMT6plex [N-Term; K5; K12] 1.031 4.272416115 21.13 1 2115.143779 4 529.5415039 0.192518827 0.000101801 24.87384237KGAVECCPNCR 2 4504511 2xTMT6plex [N-Term; K1]; 3xCarbamidomethyl [C6; C7; C10] 0.743 2.933332443 19.23 1 1808.897 3 603.6365356 -1.076012844 -0.000648799 27.57584541ILEVHIDK 4 4504511 2xTMT6plex [N-Term; K8] 0.01 100 1.819471955 11.7 0 1424.887722 3 475.6334534 -1.343848044 -0.000638278 54.598527974506365 RAB2A ras-related protein Rab-2A isoform a 5862 NP_002856.1 40.56603774 1 7 7 37 212 23.531 6.54 1.39 1.409 2.742 1.85 Non-Significant 0.054 GAAGALLVYDITR 4 4506365 1xTMT6plex [N-Term] 1.727 2.778247833 33.3 0 1548.894708 2 774.9508667 -0.162439423 -0.000125801 83.06254521YIIIGDTGVGK 6 4506365 2xTMT6plex [N-Term; K11] 2.141 1.909 3.558 3.251286745 57.09 0 1593.961615 2 797.4839478 -0.624815666 -0.000497966 66.97430543EHGLIFMETSAK 4 4506365 2xTMT6plex [N-Term; K12] 1.172 1.157 4.575755119 54.94 0 1820.998077 3 607.670105 -1.271225172 -0.000771633 55.71586384DTFNHLTTWLEDAR 6 4506365 1xTMT6plex [N-Term] 5.189 2.711 100 3.928179741 44.21 0 1947.976206 3 649.99646 -0.708087287 -0.000459779 87.13896132LQIWDTAGQESFR 7 4506365 1xTMT6plex [N-Term] 1.525 100 2.42579174 21.04 0 1779.922714 2 890.4642944 -0.787496447 -0.000700841 83.61922027TASNVEEAFINTAK 2 4506365 2xTMT6plex [N-Term; K14] 2.060313463 18.27 0 1953.069327 2 977.0359497 -2.408688659 -0.002352168 60.9144148KEEGEAFAR 8 4506365 2xTMT6plex [N-Term; K1] 1.307 1.388 3.127614737 33.03 1 1494.831663 2 747.9188843 -0.783616872 -0.000585688 36.8990921217158044 RPS6 40S ribosomal protein S6 6194 NP_001001.2 26.10441767 1 7 7 59 249 28.663 10.84 1.1 1.09 1.17 1.12 Significant 0.0005 DIPGLTDTTVPR 11 17158044 1xTMT6plex [N-Term] 1.16 1.025 1.141 3.771700859 50.13 0 1513.842338 2 757.4244385 -0.487565221 -0.000369048 65.07497317LNISFPATGCQK 4 17158044 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 0.934 1.375 2.880824804 35.51 0 1793.998411 2 897.5016479 -1.333329811 -0.001195996 59.31643361MATEVAADALGEEWK 7 17158044 2xTMT6plex [N-Term; K15] 0.355 100 2.453166485 24.86 0 2079.083263 2 1040.044556 -0.686793983 -0.000713951 83.22892259NKEEAAEYAK 8 17158044 3xTMT6plex [N-Term; K2; K10] 1.171 1.081 1.28 3.795500517 39.88 1 1840.041939 2 920.5246582 0.054583674 5.02E-05 39.44621802KNKEEAAEYAK 8 17158044 4xTMT6plex [N-Term; K1; K3; K11] 1.202 1.168 4.259599686 15.71 2 2197.299834 3 733.1066895 2.585354664 0.0018936 32.91475188LIEVDDER 12 17158044 1xTMT6plex [N-Term] 1.084 1.092 1.124 3.675136566 56.33 0 1217.657498 2 609.3269653 -8.905514035 -0.005421933 45.24830077KLFNLSK 9 17158044 3xTMT6plex [N-Term; K1; K7] 1.06 0.977 1.052 3.349564791 26.86 1 1537.008061 3 513.0078735 0.654957833 0.000335558 59.06531415122937211 KIAA0368 proteasome-associated protein ECM29 homolog 23392 NP_001073867.1 6.147744175 1 11 11 43 2017 223.552 8.75 1.09 1.09 1.95 1.38 Significant 0.041 GMMSTVTEVR 6 122937211 1xTMT6plex [N-Term] 0.511 1.501 1.949 4.06810379 65.04 0 1339.691123 2 670.3488159 -0.573112749 -0.000383897 43.58964296EVLPLAFLGMHEIADEEK 4 122937211 2xTMT6plex [N-Term; K18] 100 2.377473354 20.18 0 2499.356918 3 833.7865601 -4.717679229 -0.003930388 93.45997628AIQTLGYFPVGDGDFPHQK 5 122937211 2xTMT6plex [N-Term; K19] 2.198998928 12.92 0 2548.36003 3 850.1235962 -1.488924538 -0.001264772 73.03649462TEALSVIELLLK 6 122937211 2xTMT6plex [N-Term; K12] 1.468 3.281819105 33.56 0 1787.129408 2 894.0604248 -8.860757677 -0.00791766 114.7669971QWECLTSECR 7 122937211 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C9] 0.999 2.467819452 16.21 0 1597.730028 2 799.3652344 -4.278620217 -0.00341804 49.04984556VYLGDIPLK 3 122937211 2xTMT6plex [N-Term; K9] 0.951 2.055325747 23.7 0 1475.923773 2 738.4653931 -0.178415168 -0.000131664 76.11825115EILQDLVK 2 122937211 2xTMT6plex [N-Term; K8] 100 2.233880281 25.39 0 1415.887387 2 708.4482422 1.28572019 0.000910218 74.5046428DIALVQQLFEALCK 3 122937211 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 1.235037446 2.3 0 2106.203319 2 1053.596436 -8.415159208 -0.008862018 110.0304648LHLVESLLSR 2 122937211 1xTMT6plex [N-Term] 1.336390257 1.06 0 1395.852115 2 698.4299316 0.337636949 0.000235646 76.92842197YSPDVLK 2 122937211 2xTMT6plex [N-Term; K7] 1.268 2.919862747 26.16 0 1279.76621 2 640.3866577 -0.133485563 -8.54E-05 55.75873318AAELALK 3 122937211 2xTMT6plex [N-Term; K7] 1.573 0.719 1.977026105 28.84 0 1173.76073 2 587.3844604 0.778607099 0.000456949 49.095914125803023 LMAN2 vesicular integral-membrane protein VIP36 precursor 10960 NP_006807.1 38.76404494 1 10 10 34 356 40.203 6.95 1.08 1.41 1.35 1.28 Significant 0.0062 NLHGDGIALWYTR 2 5803023 1xTMT6plex [N-Term] 1.095 4.992053509 20.88 0 1744.933219 3 582.3157959 -0.220440922 -0.000128218 69.62659275LPTGYYFGASAGTGDLSDNHDIISMK 4 5803023 2xTMT6plex [N-Term; K26] 1.344 2.888383389 15.89 0 3188.597435 3 1063.535889 -1.355635028 -0.001440858 83.63735106DNFHGLAIFLDTYPNDETTER 2 5803023 1xTMT6plex [N-Term] 100 2.466951609 7.61 0 2697.29939 3 899.7696533 -1.847577277 -0.001661156 77.97646871WTELAGCTADFR 4 5803023 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 100 1.362 2.2235322 16.86 0 1655.804907 2 828.4047852 -1.57849967 -0.001306844 68.30392234DWEMHVHFK 6 5803023 2xTMT6plex [N-Term; K9] 0.969 100 1.019 2.75138545 18.3 0 1686.882653 3 562.9655762 -0.283235099 -0.000159261 49.17936162NCIDITGVR 2 5803023 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.953 3.228105783 40.26 0 1276.688087 2 638.8483276 1.011823836 0.000645892 45.04637574DHDTFLAVR 2 5803023 1xTMT6plex [N-Term] 1.95 2.994422197 31.26 0 1302.700366 2 651.8533936 -0.656567425 -0.000427655 42.91187542LTVMTDLEDK 4 5803023 2xTMT6plex [N-Term; K10] 0.666 2.033632755 20.57 0 1622.90753 2 811.9569702 -0.533906151 -0.00043324 78.49257732LVPGPVFGSK 6 5803023 2xTMT6plex [N-Term; K10] 1.316 1.484 1.628 2.835405827 46.18 0 1458.908457 2 729.9572144 -0.894544861 -0.00065253 72.26491114LFQLMVEHTPDEESIDWTK 2 5803023 2xTMT6plex [N-Term; K19] 0.902257323 1.83 0 2776.426788 3 926.1467285 -0.416406847 -0.000385374 87.28294306555943918 HMOX2 heme oxygenase 2 isoform a 3163 NP_001273196.1 23.51351351 1 6 6 32 370 41.643 5.44 1.009 1.13 0.426 0.86 Non-Significant 0.058 GALEGSSCPFR 6 555943918 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.879 1.129 0.088 4.192759037 55.14 0 1409.704465 2 705.3555908 -0.397345251 -0.00028007 43.62304786AFEYNMQIFNELDQAGSTLAR 5 555943918 1xTMT6plex [N-Term] 0.655 3.340409517 48.36 0 2647.302367 3 883.1052856 -0.401713238 -0.000354485 102.8740524ETLEDGFPVHDGK 2 555943918 2xTMT6plex [N-Term; K13] 1.122 3.782289505 37.58 0 1902.000913 3 634.671814 -0.012941881 -8.21E-06 44.70085957YMGDLSGGQVLK 6 555943918 2xTMT6plex [N-Term; K12] 1.732 1.702 1.599 2.772442102 38.71 0 1725.960963 2 863.4837036 -0.482185551 -0.000416117 61.39529363LPSTGEGTQFYLFENVDNAQQFK 6 555943918 2xTMT6plex [N-Term; K23] 100 2.945991993 17.39 0 3091.577686 3 1031.195435 -1.919980562 -0.00197859 91.29886838AFEYNMQIFNELDQAGSTLAR 2 555943918 1xTMT6plex [N-Term]; 1xOxidation [M6] 100 2.778344154 18.94 0 2663.297282 3 883.1052856 -0.401713238 -0.000354485 102.8740524IVEEANK 5 555943918 2xTMT6plex [N-Term; K7] 1.113 1.102 0.815 3.162321806 35.81 0 1260.756373 2 630.8824463 0.985716314 0.000621374 37.846660774505467 NT5E 5'-nucleotidase isoform 1 preproprotein 4907 NP_002517.1 22.4738676 1 9 9 32 574 63.327 7.03 0.64 0.61 0.51 0.59 Significant 0.0045 KVPVVQAYAFGK 4 4505467 3xTMT6plex [N-Term; K1; K12] 0.603 100 5.695510864 32.66 1 1994.24058 3 665.4185181 0.211278029 0.000140446 69.38146146IIALGHSGFEMDK 4 4505467 2xTMT6plex [N-Term; K13] 0.635 3.785037994 37.39 0 1876.040276 3 626.0169067 -2.190131635 -0.001369592 66.87791556TIVYLDGSSQSCR 2 4505467 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.841 3.788290501 14.19 0 1714.86315 2 857.9356689 0.531133126 0.00045541 53.06876233YPFIVTSDDGR 2 4505467 1xTMT6plex [N-Term] 0.58 3.155208588 35.56 0 1498.773925 2 749.8896484 -1.270575214 -0.000952152 70.26359656VIYPAVEGR 4 4505467 1xTMT6plex [N-Term] 0.592 0.591 3.318165064 33.78 0 1232.720039 2 616.8634644 -0.313590313 -0.000193285 52.48467978GAEVAHFMNALR 6 4505467 1xTMT6plex [N-Term] 0.605 0.567 0.468 2.852696896 28.59 0 1544.820498 3 515.6112671 -0.808909819 -0.00041654 57.05390887VLPVGDEVVGIVGYTSK 3 4505467 2xTMT6plex [N-Term; K17] 1.542 1.773 1.412917972 1.51 0 2190.278592 2 1095.642822 -0.102100596 -0.000111814 82.09709103ETPFLSNPGTNLVFEDEITALQPEVDK 5 4505467 2xTMT6plex [N-Term; K27] 100 2.054044962 6.6 0 3461.809202 3 1154.606323 -1.382390871 -0.001595191 106.5498633GPLASQISGLYLPYK 2 4505467 2xTMT6plex [N-Term; K15] 100 1.657700658 10.58 0 2065.209784 2 1033.105957 -2.491934495 -0.002573184 86.90211765332078466 NSFL1C NSFL1 cofactor p47 isoform d 55968 NP_001193665.1 23.65591398 1 8 8 34 372 40.791 5.15 1.24 1.51 1.7 1.48 Significant 0.008 DLIHDQDEDEEEEEGQR 8 332078466 1xTMT6plex [N-Term] 1.49 1.354 1.161 5.645969868 47.14 0 2315.010872 3 772.3422852 0.617646667 0.00047662 34.55714685EFVAVTGAEEDR 6 332078466 1xTMT6plex [N-Term] 2.422 2.163 1.918 4.421755314 72.45 0 1551.785217 2 776.3965454 0.384557287 0.000298375 43.25515437EANLLNAVIVQR 4 332078466 1xTMT6plex [N-Term] 100 3.055155039 54.71 0 1568.932156 2 784.9691772 -0.687491685 -0.000539314 70.43967368LAHGGQVNLDMEDHRDEDFVKPK 2 332078466 3xTMT6plex [N-Term; K21; K23] 1.261 6.225924015 9.65 1 3337.756619 6 557.1323853 0.392168629 0.000218161 45.64278271FYAGGSER 6 332078466 1xTMT6plex [N-Term] 1.147 1.889 1.721 3.159972191 39.56 0 1115.568289 2 558.2885132 1.309339107 0.000730329 35.22964355AFTGEGQK 4 332078466 2xTMT6plex [N-Term; K8] 1.217 1.371 3.16718483 38.02 0 1295.735972 2 648.3712158 -0.630606383 -0.00040855 41.62270439DEDFVKPK 2 332078466 3xTMT6plex [N-Term; K6; K8] 0.759 2.200055599 1.53 0 1664.982634 3 555.664917 -1.463050357 -0.000811984 33.85566071GEVPAELR 2 332078466 1xTMT6plex [N-Term] 0.883 2.469829321 14.28 0 1099.630889 2 550.3186646 -0.761026673 -0.000418424 42.863147921361809 RBMXL1 RNA binding motif protein, X-linked-like-1 494115 NP_062556.2 24.87179487 1 2 8 40 390 42.116 9.89 0.9 0.33 0.61 Non-Significant #N/A GGHMDDGGYSMNFNMSSSR 4 21361809 1xTMT6plex [N-Term]; 1xOxidation [M] 0.634 0.903 4.356009483 33.92 0 2294.942616 3 765.6514893 -1.177117259 -0.000900472 39.67945356LFIGGLNTETNEK 7 21361809 2xTMT6plex [N-Term; K13] 1.255 1.425 1.826 2.926760197 40.4 0 1894.068599 2 947.5409546 3.185554996 0.00301683 70.66374616GFAFVTFESPADAK 6 21361809 2xTMT6plex [N-Term; K14] 0.01 0.421 2.677169561 31.64 0 1945.047135 2 973.0252075 -2.054855569 -0.001998395 81.1435869DRDYSDHPSGGSYR 2 21361809 1xTMT6plex [N-Term] 0.777 3.646376848 20.5 1 1840.841169 3 614.2861938 1.553220895 0.000953078 24.10335194ALETVFGK 6 21361809 2xTMT6plex [N-Term; K8] 0.848 3.194573164 41.24 0 1322.808409 2 661.9076538 -0.285599041 -0.000188896 67.09877621DSYESYGNSR 4 21361809 1xTMT6plex [N-Term] 0.472 0.94 2.572284698 16.03 0 1406.638553 2 703.8231812 0.378494309 0.000266202 29.08618164GPPPSYGGSSR 6 21361809 1xTMT6plex [N-Term] 1.156 3.195724249 23.98 0 1290.66398 2 645.8349609 -1.034370696 -0.000667512 25.35668105IVEVLLIK 4 21361809 2xTMT6plex [N-Term; K8] 100 0.326 1.978196502 28.73 0 1384.954345 2 692.9799805 -1.198893311 -0.000830206 97.45349287GGHMDDGGYSMNFNMSSSR 1 21361809 1xTMT6plex [N-Term] 100 1.520460844 0 2278.947701 3 765.6514893 -1.177117259 -0.000900472 39.6794535610863889 SART1 U4/U6.U5 tri-snRNP-associated protein 1 9092 NP_005137.1 11.125 1 7 7 28 800 90.2 6.13 1.15 1.33 1.41 1.3 Significant 0.0035 EAAGTTAAAGTGGATEQPPR 6 10863889 1xTMT6plex [N-Term] 1.356 1.093 6.880770683 67.97 0 2043.030426 3 681.6824341 1.136917035 0.000774252 27.27918588GLLETTVQK 4 10863889 2xTMT6plex [N-Term; K9] 0.997 1.322 3.881490469 59.83 0 1446.893201 2 723.9503784 0.193010747 0.000139633 48.44557236KLDEEALLK 6 10863889 3xTMT6plex [N-Term; K1; K9] 1.121 100 100 3.26014924 23.58 1 1746.097998 3 582.7036743 -0.875111697 -0.000509344 56.65663371GWEEDEDPER 4 10863889 1xTMT6plex [N-Term] 1.382 1.51 3.150594711 35.21 0 1490.659683 2 745.8327026 -1.042455619 -0.000776973 44.51173411ADDLLPLGDQTQDGDFGSR 4 10863889 1xTMT6plex [N-Term] 100 1.44624722 15.22 0 2249.088335 2 1125.040405 -6.580894532 -0.007400507 64.95248893DLQGLTVEHAIDSFR 2 10863889 1xTMT6plex [N-Term] 1.890351415 8.55 0 1930.023156 3 644.0115967 -1.512604099 -0.00097312 74.30450285GFTQDFK 2 10863889 2xTMT6plex [N-Term; K7] 1.406 2.789469242 27.01 0 1300.730158 2 650.868042 -1.038743983 -0.000675563 48.701772734505531 OSBP oxysterol-binding protein 1 5007 NP_002547.1 12.88723668 1 9 9 23 807 89.365 7.3 0.96 0.92 0.99 0.96 Significant 0.00045 GATVLPANTPGNVGSGK 2 4505531 2xTMT6plex [N-Term; K17] 0.936 3.430139065 62.78 0 1998.13841 2 999.5717163 -1.12792127 -0.001126871 50.18352905KVTGEVTDPSGK 2 4505531 3xTMT6plex [N-Term; K1; K12] 1.105 4.237797737 31.47 1 1905.126003 3 635.7141724 1.029097204 0.00065352 37.69027608LTEDLEYHELLDR 6 4505531 1xTMT6plex [N-Term] 2.135 100 3.574588299 35.33 0 1874.969724 3 625.6625977 1.875293615 0.00117204 67.50010037LEETLEQLAK 2 4505531 2xTMT6plex [N-Term; K10] 100 2.640930176 32.01 0 1631.962009 2 816.4829102 -2.123203531 -0.001732494 89.43909705SLSELESLK 4 4505531 2xTMT6plex [N-Term; K9] 0.76 0.746 2.889622688 35.67 0 1463.872131 2 732.4403076 0.824863285 0.000603747 76.42984655ATEDGTPYDPYK 2 4505531 2xTMT6plex [N-Term; K12] 0.744 2.105541945 11.13 0 1814.921266 2 907.9636841 -0.647105723 -0.000587223 52.09482065DFLMLAQTHSK 2 4505531 2xTMT6plex [N-Term; K11] 0.586 1.933398247 11.68 0 1748.976947 3 583.6637573 -0.130674875 -7.62E-05 71.30775319GEYWECK 2 4505531 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.105 3.229889393 29.67 0 1429.718608 2 715.3627319 -0.294143764 -0.000210271 52.98495252VEDLSTCNDLIAK 1 4505531 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.974662006 0 1936.046149 2 968.5263672 -0.357127334 -0.000345708 56.5957195324307969 CYFIP1 cytoplasmic FMR1-interacting protein 1 isoform a 23191 NP_055423.1 8.379888268 1 9 9 41 1253 145.089 6.9 1.07 1.27 0.82 1.05 Significant 0.015 DKQPNAQPQYLHGSK 2 24307969 3xTMT6plex [N-Term; K2; K15] 0.806 5.174278259 35.64 1 2398.344603 4 600.3414307 -0.296335126 -0.000177678 36.14402412AVGPSSTQLYMVR 8 24307969 1xTMT6plex [N-Term] 0.931 1.221 0.658 3.467783928 46.07 0 1637.888243 2 819.4399414 -9.546791467 -0.007818289 54.63735441YSNSEVVTGSGR 6 24307969 1xTMT6plex [N-Term] 0.957 1.271 1.112 4.125705719 38.53 0 1484.754252 2 742.8803101 -0.611685611 -0.000454101 31.27916513TMLESLIADK 4 24307969 2xTMT6plex [N-Term; K10] 100 0.636 2.490423203 33.16 0 1578.917701 2 789.9619751 -0.65077153 -0.000513757 91.16883959GLQVLMGR 6 24307969 1xTMT6plex [N-Term] 100 1.573 2.11832881 35.79 0 1102.660415 2 551.8331909 -1.188184544 -0.000655082 55.06555512FQILNDEIITILDK 4 24307969 2xTMT6plex [N-Term; K14] 100 2.497 2.756059647 19.75 0 2133.257128 2 1067.130859 -1.258976222 -0.00134286 113.1975258YAPLHLVPLIER 2 24307969 1xTMT6plex [N-Term] 1.257 1.891938567 13.02 0 1649.994029 3 550.6693726 -0.281264181 -0.000154695 79.94847304YLTLDGFDAMFR 5 24307969 1xTMT6plex [N-Term] 100 1.748292208 10.69 0 1677.850795 2 839.4280396 -1.187333489 -0.000996084 97.60791809DIVEYAELK 4 24307969 2xTMT6plex [N-Term; K9] 100 100 1.457208991 11.32 0 1537.887781 2 769.4470215 -0.659886412 -0.000507416 68.6502304961742777 LNPEP leucyl-cystinyl aminopeptidase isoform 1 4012 NP_005566.2 9.365853659 1 7 7 27 1025 117.274 5.73 0.86 1.13 0.91 0.97 Significant 0.0073 GLGEHEMEEDEEDYESSAK 2 61742777 2xTMT6plex [N-Term; K19]; 1xOxidation [M7] 0.897 5.412919044 53.14 0 2658.176507 3 881.3936768 -5.720582041 -0.005038272 46.33910936GLGEHEMEEDEEDYESSAK 6 61742777 2xTMT6plex [N-Term; K19] 0.825 0.998 0.914 5.977055073 65.35 0 2642.181592 3 881.3936768 -5.720582041 -0.005038272 46.33910936ANLINNIFELAGLGK 2 61742777 2xTMT6plex [N-Term; K15] 1.833 4.799788475 53.38 0 2045.215932 2 1023.113831 2.177130905 0.002226351 117.5615098ILEALASSEDVR 3 61742777 1xTMT6plex [N-Term] 2.16 3.596437454 30.63 0 1531.852903 2 766.4301147 0.032498021 2.49E-05 84.27639218GFPLVTVQK 4 61742777 2xTMT6plex [N-Term; K9] 1.445 1.54 2.988962173 37.72 0 1446.908457 2 723.9562378 -2.251824603 -0.001629092 64.52754818SAFPCFDEPAFK 4 61742777 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 2.210579872 17.21 0 1873.955878 2 937.4803467 -1.313270315 -0.001230505 76.57289511ELSSYEDFLDAR 4 61742777 1xTMT6plex [N-Term] 100 1.931161046 13.33 0 1673.821997 2 837.4139404 -0.831982509 -0.000696295 68.16649139EPCLHPLEPDEVEYEPR 2 61742777 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.437354326 1.46 0 2338.122278 3 780.0450439 -0.726811458 -0.000566458 49.6768846315431297 RPL13 60S ribosomal protein L13 isoform 1 6137 NP_000968.2 33.17535545 1 9 9 66 211 24.247 11.65 1.19 0.98 0.93 1.03 Significant 0.0059 STESLQANVQR 17 15431297 1xTMT6plex [N-Term] 1.582 1.285 1.405 4.705369473 62.09 0 1461.785886 2 731.395813 -1.051339633 -0.000768417 31.39952659AKEAAEQDVEK 2 15431297 3xTMT6plex [N-Term; K2; K11] 0.386 4.323164463 34.92 1 1905.089618 3 635.7012329 -0.247904102 -0.000157427 38.47609447EAAEQDVEK 12 15431297 2xTMT6plex [N-Term; K9] 1.504 1.326 1.379 4.579539776 48.91 0 1476.794609 2 738.901062 0.161399179 0.000119177 30.5005795LATQLTGPVMPVR 5 15431297 1xTMT6plex [N-Term] 0.974 1.335 1.644 3.394076109 33.18 0 1611.945364 2 806.4759521 -0.456636522 -0.000368037 67.14757457GDSSAEELK 2 15431297 2xTMT6plex [N-Term; K9] 2.526 3.001308203 40.17 0 1393.757495 2 697.3834229 1.487908142 0.001036892 39.90621968GFSLEELR 14 15431297 1xTMT6plex [N-Term] 1.337 1.739 1.103 2.88061595 44.04 0 1179.657104 2 590.3319702 -0.373193457 -0.00022012 62.53474898VATWFNQPAR 7 15431297 1xTMT6plex [N-Term] 100 100 3.235995054 26.21 0 1418.774199 2 709.890625 -0.159334727 -0.00011303 59.40548299KGDSSAEELK 2 15431297 3xTMT6plex [N-Term; K1; K10] 0.535 1.511625051 3.82 1 1751.01539 3 584.3432007 -0.195006406 -0.00011382 32.43107728VITEEEK 5 15431297 2xTMT6plex [N-Term; K7] 0.868 1.237 3.028061867 32.04 0 1305.766603 2 653.3862915 -0.993372157 -0.000648556 45.8219038119913406 TOP2A DNA topoisomerase 2-alpha 7153 NP_001058.2 6.792945787 1 4 12 36 1531 174.276 8.72 1.92 1.33 1.21 1.49 Significant 0.021 IMIMTDQDQDGSHIK 2 19913406 2xTMT6plex [N-Term; K15] 3.21 3.380333185 13 0 2190.129895 3 730.7138062 -1.383467243 -0.001009991 56.92466367SFGSTCQLSEK 2 19913406 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 0.607 1.717396975 9.39 0 1701.888192 2 851.4465332 -1.411563792 -0.001201162 51.18864985KSPSDLWK 2 19913406 3xTMT6plex [N-Term; K1; K8] 1.926 2.94162035 7.11 1 1648.003704 3 550.0061035 0.032637594 1.79E-05 56.60832004EVTFVPGLYK 4 19913406 2xTMT6plex [N-Term; K10] 100 2.020645857 18.06 0 1610.955801 2 805.9807739 -0.949720927 -0.000764979 65.44630917GIPVVEHK 2 19913406 2xTMT6plex [N-Term; K8] 2.145 3.641062737 34.61 0 1336.835292 3 446.2834473 0.371247586 0.000165432 39.41005677FTVETASR 6 19913406 1xTMT6plex [N-Term] 1.556 1.069 1.089 2.795457125 18.42 0 1139.625804 2 570.3162842 -0.449437546 -0.000256095 37.63499342ELILFSNSDNER 6 19913406 1xTMT6plex [N-Term] 1.349436283 9.92 0 1665.86453 2 833.4353638 -0.647970419 -0.000539715 62.31456188EQELDTLK 1 19913406 2xTMT6plex [N-Term; K8] 1.24 29.46 0 1433.825181 2 717.4160156 -0.297323555 -0.000213155 54.49591941AQVQLNK 4 19913406 2xTMT6plex [N-Term; K7] 2.146 2.881 3.511051893 34.08 0 1258.788342 2 629.8969116 -1.426330188 -0.000897724 37.99963597EYHTDTTVK 2 19913406 2xTMT6plex [N-Term; K9] 1.854 2.794576406 18.71 0 1551.841894 3 517.9517822 -0.708944846 -0.000366723 29.04472315VLFTCFK 3 19913406 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 100 100 1.826343536 27.09 0 1372.806301 2 686.9060669 -1.051489155 -0.000721745 83.74874775KVLFTCFK 2 19913406 3xTMT6plex [N-Term; K1; K8]; 1xCarbamidomethyl [C6] 0.77 1.098148584 1.06 1 1730.064196 3 577.3603516 1.332793029 0.000768606 64.181015715032051 RPS14 40S ribosomal protein S14 6208 NP_005608.1 56.95364238 1 5 5 31 151 16.263 10.05 1.46 1.46 1.62 1.51 Significant 0.0012 IEDVTPIPSDSTR 10 5032051 1xTMT6plex [N-Term] 1.441 1.409 1.61 4.305743694 60.71 0 1658.879846 2 829.9423218 -1.494445374 -0.001239553 46.70416956KEEQVISLGPQVAEGENVFGVCHIFASFNDTFVHVTDLSGK 2 5032051 3xTMT6plex [N-Term; K1; K41]; 1xCarbamidomethyl [C22] 1.509 6.773807049 23.68 1 5192.696985 5 1039.345337 0.114166167 0.000118566 103.2080041ADRDESSPYAAMLAAQDVAQR 4 5032051 1xTMT6plex [N-Term] 1.517 100 6.269304752 45.8 1 2494.219366 3 837.4083252 -1.537109438 -0.001286158 44.06075646ADRDESSPYAAMLAAQDVAQR 4 5032051 1xTMT6plex [N-Term]; 1xOxidation [M12] 2.43 2.038 6.270011902 48.33 1 2510.214281 3 837.4083252 -1.537109438 -0.001286158 44.06075646TPGPGAQSALR 6 5032051 1xTMT6plex [N-Term] 1.469 1.188 1.216 3.549823046 24.14 0 1283.726915 2 642.3671265 0.047844823 3.07E-05 29.9256445DESSPYAAMLAAQDVAQR 5 5032051 1xTMT6plex [N-Term] 1.295698285 2.02 0 2152.054198 2 1076.528809 -1.792511779 -0.001928791 61.097943596005846 TWF2 twinfilin-2 11344 NP_009215.1 30.37249284 1 7 8 32 349 39.523 6.84 1.46 2.12 1.21 1.59 Significant 0.028 LLDSVEQDFHLEIAK 8 6005846 2xTMT6plex [N-Term; K15] 1.645 100 100 5.219520092 45.95 0 2215.237455 3 739.0845947 0.801692696 0.00059198 96.13628455ETIELVHTEPTDVAQLPSR 4 6005846 1xTMT6plex [N-Term] 1.352 0.265 4.082045555 16.21 0 2364.26082 3 788.7573853 -1.360872816 -0.001072486 59.24816716KIEIGDGAELTAEFLYDEVHPK 2 6005846 3xTMT6plex [N-Term; K1; K22] 1.23 5.288112164 46.5 1 3161.733742 4 791.187439 -1.839503608 -0.001454005 96.05683876DDLSFAGYQK 6 6005846 2xTMT6plex [N-Term; K10] 100 100 2.809 2.789083004 33.42 0 1601.857544 2 801.4309082 -1.875244002 -0.001501937 57.31990204TEISVESK 2 6005846 2xTMT6plex [N-Term; K8] 1.102 3.32352066 46.79 0 1350.788067 2 675.8977051 0.049116698 3.32E-05 42.71556115KEFGGGHIKDELFGTVK 2 6005846 4xTMT6plex [N-Term; K1; K9; K17] 0.963 2.868975639 6.74 2 2778.632402 4 695.4130249 -0.767237373 -0.000532968 64.02421634MVNYIQMK 6 6005846 2xTMT6plex [N-Term; K8] 100 100 1.800671339 10.03 0 1484.836948 2 742.921875 -0.319974527 -0.000237555 56.98757826MLYSSCK 2 6005846 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.398 3.105635166 31.94 0 1346.72125 2 673.8643799 0.172838756 0.000116383 48.299032728923920 H2AFY2 core histone macro-H2A.2 55506 NP_061119.1 24.7311828 1 5 7 26 372 40.033 9.69 2.17 2.19 1.05 1.8 Significant 0.041 HILLAVANDEELNQLLK 6 8923920 2xTMT6plex [N-Term; K17] 1.314 0.929 3.327798605 32.63 0 2391.401166 3 797.8042603 -1.228852073 -0.000979559 84.99265188GVTIASGGVLPR 4 8923920 1xTMT6plex [N-Term] 0.628 1.088 3.95960331 68.34 0 1355.820815 2 678.4104614 -5.287585466 -0.003584509 47.59942565VEGIVHPTTAEIDLK 4 8923920 2xTMT6plex [N-Term; K15] 100 2.520315886 32.85 0 2080.205427 3 694.0725708 -1.090030642 -0.000755829 60.86506376AISAHFDDSSASSLK 2 8923920 2xTMT6plex [N-Term; K15] 1.263 3.168020248 27.05 0 1994.059491 3 665.3612061 4.801368318 0.003191405 54.15583494LSLTQSDISHIGSMR 6 8923920 1xTMT6plex [N-Term] 100 100 0.503 3.010771036 25.09 0 1874.000312 3 625.3378296 -0.73464794 -0.00045891 59.01163789AGVIFPVGR 2 8923920 1xTMT6plex [N-Term] 1.234 2.805185556 31.72 0 1144.703995 2 572.8556519 0.0282614 1.62E-05 62.65482291QTAAQVTLK 2 8923920 2xTMT6plex [N-Term; K9] 1.083 3.801812887 28.48 0 1417.877885 2 709.4411011 -2.087437567 -0.001479866 38.026648524757732 AIFM1 apoptosis-inducing factor 1, mitochondrial isoform AIF precursor 9131 NP_004199.1 17.6182708 1 9 9 48 613 66.859 8.95 0.88 0.84 1.05 0.92 Significant 0.0048 AALSASEGEEVPQDK 6 4757732 2xTMT6plex [N-Term; K15] 0.867 0.75 0.773 4.302836418 61.47 0 1989.054071 2 995.0299683 -0.709395779 -0.000705513 50.23246493SATEQSGTGIR 16 4757732 1xTMT6plex [N-Term] 0.35 0.967 1.43 4.835262299 56.12 0 1335.706573 2 668.3571167 0.287105301 0.000191744 19.91565531DGEQHEDLNEVAK 2 4757732 2xTMT6plex [N-Term; K13] 1.011 4.381626606 27.47 0 1941.991805 3 648.0033569 1.9116923 0.001237497 38.18559583ELWFSDDPNVTK 6 4757732 2xTMT6plex [N-Term; K12] 0.467 0.993 2.771 2.091399908 21.01 0 1909.01075 2 955.0075684 -1.513658973 -0.001444796 66.12088369VLIVSEDPELPYMRPPLSK 2 4757732 2xTMT6plex [N-Term; K19] 0.908 1.972057462 0.57 0 2641.503917 3 881.1724243 -0.453124742 -0.000398977 81.83838056ISGLGLTPEQK 2 4757732 2xTMT6plex [N-Term; K11] 0.01 2.240658045 21.71 0 1600.967428 2 800.9865112 -1.050995187 -0.000841305 58.06749447VEHHDHAVVSGR 2 4757732 1xTMT6plex [N-Term] 0.367 1.945449948 8.73 0 1571.824003 3 524.6126099 -0.462335576 -0.000242237 23.89058471VNAELQAR 8 4757732 1xTMT6plex [N-Term] 0.978 0.841 1.084 3.018614531 29.72 0 1129.652687 2 565.3301392 0.278236237 0.000157155 33.64470481VVQLDVR 4 4757732 1xTMT6plex [N-Term] 0.86 0.867 2.909081697 38.32 0 1057.65671 2 529.3323364 0.648642944 0.000343021 52.850172834506929 SH3GL1 endophilin-A2 isoform 1 6455 NP_003016.1 28.80434783 1 8 8 30 368 41.464 5.43 0.88 0.79 0.91 0.86 Significant 0.0018 EVAETSMHNLLETDIEQVSQLSALVDAQLDYHR 5 4506929 1xTMT6plex [N-Term] 1.571 6.249708652 37.7 0 3983.98579 5 797.6032715 0.366741237 0.000292218 116.6868157QAVQILDELAEK 6 4506929 2xTMT6plex [N-Term; K12] 100 2.407511711 23.04 0 1815.062785 2 908.0344849 -0.601722126 -0.000546082 82.59775853DSLDIEVK 6 4506929 2xTMT6plex [N-Term; K8] 0.875 0.78 100 3.539915085 47.49 0 1376.803717 2 688.9050293 -0.679309794 -0.000467638 61.23315264IAASSSFR 2 4506929 1xTMT6plex [N-Term] 1.011 2.849232197 31.41 0 1067.604675 2 534.305542 -0.812328426 -0.000433623 39.83200628LDDDFKEMEK 2 4506929 3xTMT6plex [N-Term; K6; K10] 0.71 2.06512928 3.66 1 1957.05554 3 653.0239258 0.860289202 0.000561211 61.07655598RLDFDYK 5 4506929 2xTMT6plex [N-Term; K7] 0.885 0.983 0.862 3.991589785 21.9 1 1414.809471 3 472.2700806 -9.741905932 -0.004594314 47.06258684ELGGESNFGDALLDAGESMK 2 4506929 2xTMT6plex [N-Term; K20] 1.626682043 0 2498.24849 2 1249.627319 -0.451399502 -0.000563854 98.16107936AVTEVLAR 2 4506929 1xTMT6plex [N-Term] 0.647 2.602922916 20.02 0 1087.667275 2 544.3372803 0.008345268 4.54E-06 42.337853969910460 NIT2 omega-amidase NIT2 56954 NP_064587.1 46.01449275 1 9 9 34 276 30.589 7.21 1.05 0.99 0.96 1 Significant 0.0007 AVDNQVYVATASPAR 6 9910460 1xTMT6plex [N-Term] 1.002 0.994 0.977 4.796478271 76.86 0 1790.959828 2 895.9830933 -0.512449552 -0.000458888 39.77535599GCQLLVYPGAFNLTTGPAHWELLQR 6 9910460 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.01 2.788187504 21.37 0 3070.613412 3 1024.202148 -7.008208008 -0.007173166 91.56035474IVSLPECFNSPYGAK 5 9910460 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 1.297 3.300389051 22.49 0 2140.151283 2 1070.578857 -0.394694645 -0.000422353 72.79408964ASYVAWGHSTVVNPWGEVLAK 6 9910460 2xTMT6plex [N-Term; K21] 0.01 3.370304585 15.15 0 2729.481542 3 910.4997559 1.162359252 0.001057546 84.69927787YFPEYAEK 2 9910460 2xTMT6plex [N-Term; K8] 0.905 3.365717888 35.7 0 1504.808803 2 752.90802 -0.02607038 -1.96E-05 56.34713098FAELAQIYAQR 2 9910460 1xTMT6plex [N-Term] 0.01 1.319155574 9.93 0 1538.852844 2 769.9289551 -1.436176148 -0.001105032 97.58343042EAATQGAK 2 9910460 2xTMT6plex [N-Term; K8] 1.054 2.813325167 29.5 0 1233.720322 2 617.3638916 0.149566414 9.23E-05 27.83776859ITFQESK 4 9910460 2xTMT6plex [N-Term; K7] 1.107 1.024 2.901923418 40.04 0 1310.772023 2 655.8897705 0.183956951 0.000120563 45.07345098TLSPGDSFSTFDTPYCR 1 9910460 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.323738933 0 2180.01675 2 1090.51001 -1.838255944 -0.002003714 65.9901454212056473 NANS sialic acid synthase 54187 NP_061819.2 28.6908078 1 9 9 32 359 40.281 6.74 1.27 1.23 1.47 1.32 Significant 0.0031 GSDHSASLEPGELAELVR 9 12056473 1xTMT6plex [N-Term] 1.153 0.976 0.868 4.041604042 39.04 0 2096.082127 3 699.3718872 9.055428146 0.006326974 64.97929349VLVTVEEDDTIMEELVDNHGK 2 12056473 2xTMT6plex [N-Term; K21] 0.362 4.348065853 29.2 0 2843.474861 3 948.4961548 -0.333952146 -0.000316528 99.09339599HLEFSHDQYR 2 12056473 1xTMT6plex [N-Term] 1.283 4.019781113 41.64 0 1560.775656 3 520.9298706 -0.382715858 -0.000199111 39.43790459



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms GYPPEDIFNLVGK 6 12056473 2xTMT6plex [N-Term; K13] 1.393 100 1.810868979 18.07 0 1907.067871 2 954.0374146 -0.166846939 -0.000159094 85.30885382ECGADCAK 2 12056473 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C2; C6] 1.299 3.162577868 25.39 0 1368.665192 2 684.8365479 0.457944813 0.000313387 27.86356853IPEGTILTMDMLTVK 2 12056473 2xTMT6plex [N-Term; K15] 100 2.420093775 23.86 0 2120.211106 2 1060.606934 -2.12955799 -0.002257556 103.1493516ALERPYTSK 3 12056473 2xTMT6plex [N-Term; K9] 1.46 1.457 1.494 2.596925259 21.92 0 1522.899349 3 508.3041382 -0.976853277 -0.000495883 37.20304487VISEYQK 5 12056473 2xTMT6plex [N-Term; K7] 1.226 1.045 3.317026854 36.58 0 1324.787673 2 662.8974609 -0.021192075 -1.40E-05 44.14208995VKIPEGTILTMDMLTVK 1 12056473 3xTMT6plex [N-Term; K2; K17] 1.880129218 1 2576.537415 3 859.5162354 -1.265925848 -0.001087235 87.7434650432483399 PAK2 serine/threonine-protein kinase PAK 2 5062 NP_002568.2 21.75572519 1 9 9 24 524 58.006 5.96 1.21 1.05 1.06 1.11 Significant 0.0022 SVIDPVPAPVGDSHVDGAAK 4 32483399 2xTMT6plex [N-Term; K20] 0.967 4.148268223 56.34 0 2389.312745 3 797.1087646 -0.420369702 -0.000334798 55.96045036IISIFSGTEK 2 32483399 2xTMT6plex [N-Term; K10] 1.39 3.149543047 36.5 0 1552.935066 2 776.9708252 -0.445581654 -0.00034598 79.58877936LLQTSNITK 2 32483399 2xTMT6plex [N-Term; K9] 1.166 4.089409828 35.19 0 1475.91975 2 738.4628296 -0.926527552 -0.00068374 59.86610556MTDEEIMEK 2 32483399 2xTMT6plex [N-Term; K9] 1.498 3.62849021 45.7 0 1583.806102 2 792.4077148 1.29520116 0.001025674 59.41172296DPLSANHSLKPLPSVPEEK 2 32483399 3xTMT6plex [N-Term; K10; K19] 1.469 3.752651691 4.9 0 2745.575391 4 687.1486206 -0.99743687 -0.000684635 57.62832022MSSTIFSTGGK 2 32483399 2xTMT6plex [N-Term; K11] 1.111 2.795763969 4.42 0 1573.866 2 787.4370117 0.474587735 0.000373469 64.80963072ELLQHPFLK 6 32483399 2xTMT6plex [N-Term; K9] 1.081 0.694 2.453 3.348137617 30.79 0 1582.97212 3 528.3295288 1.208603586 0.000637729 61.50233698LAKPLSSLTPLIMAAK 2 32483399 3xTMT6plex [N-Term; K3; K16] 1.758881927 4.64 0 2341.485971 3 781.166626 -0.276209348 -0.00021558 90.48215762KNPQAVLDVLK 2 32483399 3xTMT6plex [N-Term; K1; K11] 100 2.234750986 8.56 1 1912.219844 3 638.0784302 0.467063108 0.000297709 58.492645195803092 METAP2 methionine aminopeptidase 2 isoform 1 10988 NP_006829.1 15.06276151 1 4 6 18 478 52.858 5.82 1.41 1.63 1.3 1.45 Significant 0.0045 GPSAAGEQEPDKESGASVDEVAR 4 5803092 2xTMT6plex [N-Term; K12] 1.363 1.089 5.036118031 60.61 1 2744.373901 3 915.4539795 -9.661895352 -0.008838618 36.85686035DEDDEDGDGDGDGATGK 4 5803092 2xTMT6plex [N-Term; K17] 1.703 4.065737247 37.94 0 2125.904566 3 709.3062134 -0.22515276 -0.000159551 30.70741258GVVHDDMECSHYMK 2 5803092 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.328 4.107833385 19.71 0 2166.018237 4 542.2600098 -0.012671869 -6.86E-06 46.03717499SALEDKERDEDDEDGDGDGDGATGK 4 5803092 3xTMT6plex [N-Term; K6; K25] 1.671 0.954 5.069248676 10.99 2 3283.528906 4 821.6380005 0.385442967 0.000316403 43.93814634ERDEDDEDGDGDGDGATGK 2 5803092 2xTMT6plex [N-Term; K19] 100 3.772640944 26.6 1 2411.04827 3 804.3535156 -0.94394004 -0.000758628 30.05828906IDFGTHISGR 2 5803092 1xTMT6plex [N-Term] 2.375 3.978588104 40.76 0 1331.726915 3 444.5797424 -1.682661102 -0.000746948 44.117649524504523 HSPE1 10 kDa heat shock protein, mitochondrial 3336 NP_002148.1 70.58823529 1 9 9 68 102 10.925 8.92 0.72 0.82 0.74 0.76 Significant 0.0016 VLQATVVAVGSGSK 6 4504523 2xTMT6plex [N-Term; K14] 0.91 0.901 5.104083538 86.84 0 1774.083855 2 887.5458984 0.374928726 0.000332578 69.23053543GGEIQPVSVK 4 4504523 2xTMT6plex [N-Term; K10] 1.348 100 3.545872211 28.17 0 1471.88845 2 736.4476318 -0.314472286 -0.000231434 40.0421285VLLPEYGGTK 12 4504523 2xTMT6plex [N-Term; K10] 0.725 0.782 0.699 3.495773315 42.41 0 1534.924501 2 767.9584961 -9.632722971 -0.007392751 60.73628026VVLDDKDYFLFR 14 4504523 2xTMT6plex [N-Term; K6] 0.533 0.736 1.025 3.379340172 21.47 1 1988.12572 3 663.3800049 -0.130012685 -8.62E-05 83.69805365SAAETVTK 13 4504523 2xTMT6plex [N-Term; K8] 0.934 0.87 0.826 3.603837013 53.71 0 1264.751288 2 632.8792725 -0.015424475 -9.75E-06 35.7987975GKGGEIQPVSVK 5 4504523 3xTMT6plex [N-Term; K2; K12] 0.537 0.556 0.548 3.888130903 7.79 1 1886.167809 3 629.394043 -0.123485169 -7.76E-05 39.51215686GGIMLPEK 4 4504523 2xTMT6plex [N-Term; K8] 0.857 1.007 2.171804428 25.94 0 1302.785565 2 651.8960571 -0.55822862 -0.000363626 60.03376439FLPLFDR 6 4504523 1xTMT6plex [N-Term] 0.697 0.938 0.857 2.669434547 24.48 0 1136.666547 2 568.8362427 -1.177028075 -0.000668944 92.08362151KFLPLFDR 4 4504523 2xTMT6plex [N-Term; K1] 0.633 3.448747873 8.47 1 1493.924442 3 498.6459656 -0.735044861 -0.000366034 64.990000945032027 RBBP4 histone-binding protein RBBP4 isoform a 5928 NP_005601.1 28 1 4 9 43 425 47.626 4.89 1.24 1.29 1.31 1.28 Significant 0.00026 GEFGGFGSVSGK 6 5032027 2xTMT6plex [N-Term; K12] 2.732 0.567 1.018 3.692491293 51.17 0 1586.857878 2 793.9332275 0.819498799 0.000650214 58.92540713HPSKPDPSGECNPDLR 10 5032027 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C11] 1.22 1.306 1.324 4.975600243 43.05 0 2264.149385 4 566.7929077 0.1835786 0.000103912 33.92279124EAAFDDAVEER 2 5032027 1xTMT6plex [N-Term] 1.119 3.833865404 25.57 0 1480.711718 2 740.8583374 -1.566810935 -0.001159998 46.48306648LVLGTHTSDEQNHLVIASVQLPNDDAQFDASHYDSEK 1 5032027 2xTMT6plex [N-Term; K37] 0.01 2.7970469 0 4552.263234 5 911.2570801 -1.524566796 -0.001388046 75.20374833TVALWDLR 7 5032027 1xTMT6plex [N-Term] 1.726 1.564 3.268918037 35.71 0 1202.709474 2 601.8583984 0.038458997 2.31E-05 78.64342295TPSSDVLVFDYTK 4 5032027 2xTMT6plex [N-Term; K13] 1.611 100 2.274770975 17.61 0 1930.057365 2 965.5316162 -0.730391827 -0.000704849 74.34252263LMIWDTR 4 5032027 1xTMT6plex [N-Term] 0.668 1.086 1.883 2.840496302 33.26 0 1163.644431 2 582.3253174 -0.921934868 -0.000536402 76.83276499LNVWDLSK 4 5032027 2xTMT6plex [N-Term; K8] 100 2.138 2.349403381 16.64 0 1432.856422 2 716.9314575 -0.546566233 -0.000391575 80.63529347VINEEYK 5 5032027 2xTMT6plex [N-Term; K7] 1.436 1.061 1.377 3.037093163 40.71 0 1352.782588 2 676.8952026 0.399712003 0.000270362 38.0932316894538354 PMPCB mitochondrial-processing peptidase subunit beta precursor 9512 NP_004270.2 16.76891616 1 6 6 20 489 54.331 6.83 1.27 0.93 0.79 1 Significant 0.02 LCTSVTESEVAR 4 94538354 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.405 1.185 3.61519289 29.01 0 1580.815138 2 790.9106445 -0.711802078 -0.000562614 50.67468603IVLAAAGGVSHDELLDLAK 2 94538354 2xTMT6plex [N-Term; K19] 100 4.22692585 29.99 0 2350.374617 3 784.1300659 0.437123469 0.000342468 91.45509565AVEILADIIQNSTLGEAEIER 4 94538354 1xTMT6plex [N-Term] 0.639 4.895231247 76.14 0 2513.366013 3 838.458313 -2.239031294 -0.001875835 111.6955467IDAVNAETIR 4 94538354 1xTMT6plex [N-Term] 0.793 0.662 3.634480715 48.06 0 1330.752795 2 665.8798218 -0.321851898 -0.000214153 44.64231569DLVDYITTHYK 4 94538354 2xTMT6plex [N-Term; K11] 0.693 0.703 2.590116739 28.2 0 1826.010021 3 609.3409424 -0.95703832 -0.000582521 84.98211135VTCLESGLR 2 94538354 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.876 2.048156977 11.38 0 1263.692838 2 632.348999 -1.674831938 -0.001058237 45.16882345208609990 NUP93 nuclear pore complex protein Nup93 isoform 1 9688 NP_055484.3 11.72161172 1 11 11 28 819 93.43 5.72 1.15 1.34 1.3 1.26 Significant 0.0021 TSQETADVK 2 208609990 2xTMT6plex [N-Term; K9] 1.4 3.070837021 19.02 0 1436.799694 2 718.9031372 -0.484866429 -0.000348328 29.16307287FTSDTKPIINK 2 208609990 3xTMT6plex [N-Term; K6; K11] 1.502 2.628025293 14.97 0 1951.183124 3 651.065979 0.132997111 8.65E-05 59.04374896SSLDNIEMAYAR 2 208609990 1xTMT6plex [N-Term] 1.045 3.181394339 23.63 0 1598.804573 2 799.9050903 -1.043689745 -0.000834328 67.80773404AQGISANK 4 208609990 2xTMT6plex [N-Term; K8] 0.99 1.64 3.236801147 42.91 0 1246.751957 2 623.8790283 -0.943675579 -0.000588265 33.0564674GLFEEAAK 4 208609990 2xTMT6plex [N-Term; K8] 0.97 1.278 3.541593313 49.69 0 1322.772023 2 661.8899536 0.459139256 0.000303668 63.36838118ASVLLGSR 2 208609990 1xTMT6plex [N-Term] 1.298 2.738045454 38.21 0 1031.64106 2 516.3242798 0.215986278 0.00011141 46.48224012QIYIYNEK 2 208609990 2xTMT6plex [N-Term; K8] 1.393 3.19240737 25.56 0 1528.877551 2 764.9437256 1.716070639 0.001311831 59.31911552LTLSQFQK 4 208609990 2xTMT6plex [N-Term; K8] 0.949 0.345 1.863805771 11.22 0 1422.872072 2 711.9385376 -1.597511634 -0.001136527 61.23996608EALQYFYFLR 2 208609990 1xTMT6plex [N-Term] 100 1.206925392 15.07 0 1578.851781 2 789.9291992 -0.417507525 -0.000329591 89.53758576KPGVIDK 2 208609990 3xTMT6plex [N-Term; K1; K7] 1.249 2.519679308 12.84 0 1443.950211 3 481.9888 1.132605869 0.000545142 37.46434639AFDIIER 2 208609990 1xTMT6plex [N-Term] 0.941 2.423711777 14.96 0 1092.625076 2 546.8161011 -0.137441073 -7.51E-05 63.0328156370995211 ECH1 delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial precursor 1891 NP_001389.2 28.04878049 1 9 9 40 328 35.793 8 0.75 0.77 0.68 0.74 Significant 0.0014 YQETFNVIER 4 70995211 1xTMT6plex [N-Term] 0.822 1.013 3.766479492 54.76 0 1527.800474 2 764.4036255 -0.326805395 -0.000249647 62.51475125SVQATTENK 5 70995211 2xTMT6plex [N-Term; K9] 0.524 1.507 0.808 4.406657696 47.77 0 1435.815679 2 718.4111328 -0.480476018 -0.000344938 27.73152591SPVAVQSTK 2 70995211 2xTMT6plex [N-Term; K9] 0.796 4.101760864 57.01 0 1374.835686 2 687.9223633 1.282940585 0.000881916 35.59628288YCAQDAFFQVK 4 70995211 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 100 2.116728067 20.16 0 1834.956212 2 917.980896 -0.924680274 -0.000848374 67.28833126AVVISGAGK 10 70995211 2xTMT6plex [N-Term; K9] 0.712 0.686 0.653 3.714644909 44.25 0 1259.808743 2 630.4078979 -0.177710755 -0.000111941 48.04259375MMADEALGSGLVSR 6 70995211 1xTMT6plex [N-Term] 100 2.415730953 28.32 0 1665.850143 2 833.4278564 -1.024341465 -0.0008532 60.90787538EVDVGLAADVGTLQR 2 70995211 1xTMT6plex [N-Term] 100 1.501960993 17.49 0 1771.975143 2 886.4906616 -0.618940856 -0.000548374 67.3732467EMVECFNK 6 70995211 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 0.692 0.893 0.804 3.649445295 36.78 0 1514.774742 2 757.8915405 0.701104037 0.000531007 50.47290398VNLLYSR 1 70995211 1xTMT6plex [N-Term] 0.905 2.122616529 35.51 0 1093.65671 2 547.3329468 1.743458134 0.000953372 53.1488135514249348 TXNDC17 thioredoxin domain-containing protein 17 84817 NP_116120.1 62.60162602 1 5 5 105 123 13.932 5.52 1.22 0.98 0.77 0.99 Significant 0.017 YEEVSVSGFEEFHR 10 14249348 1xTMT6plex [N-Term] 1.395 0.567 3.936430931 35.55 0 1943.933672 3 648.6481323 -1.969577151 -0.001276242 70.41776948LVESECLQANLVEMLFSED 71 14249348 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 0.907 100 3.205877781 31.85 0 2455.193394 3 819.0688477 -0.571926942 -0.000468064 115.4352785SWCPDCVQAEPVVR 8 14249348 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 1.207 1.014 4.049129486 37.5 0 1931.930519 2 966.4682007 -0.721580201 -0.000697021 59.16508696TIFAYFTGSK 5 14249348 2xTMT6plex [N-Term; K10] 0.524 4.055482388 38.76 0 1592.908851 2 796.9578857 -0.223581924 -0.000178073 87.03267415LVESECLQANLVEMLFSED 10 14249348 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6]; 1xOxidation [M14] 0.534 2.492022753 17.97 0 2471.188309 3 819.0688477 -0.571926942 -0.000468064 115.4352785HISEGCVFIYCQVGEKPYWK 1 14249348 3xTMT6plex [N-Term; K16; K20]; 2xCarbamidomethyl [C6; C11] 1.334154248 0 3187.667594 3 1063.224854 -2.380092309 -0.002528981 67.78186352188528628 PNPT1 polyribonucleotide nucleotidyltransferase 1, mitochondrial precursor 87178 NP_149100.2 12.64367816 1 10 10 46 783 85.897 7.77 0.66 0.57 0.51 0.58 Significant 0.0056 GITALQADIK 7 188528628 2xTMT6plex [N-Term; K10] 0.538 3.85445714 55.36 0 1487.91975 2 744.463623 0.147476872 0.000109717 69.1652989TDPEKGEIEDYR 4 188528628 2xTMT6plex [N-Term; K5] 0.701 0.826 3.20746851 8.92 1 1909.990742 3 637.3349609 -0.216177749 -0.000137632 46.18672298SIVLNEYK 6 188528628 2xTMT6plex [N-Term; K8] 1.035 0.189 0.541 3.182576656 48.11 0 1423.856087 2 712.4324951 1.142260366 0.000813207 55.50531492TLHGSALFQR 2 188528628 1xTMT6plex [N-Term] 0.614 3.234076738 23.97 0 1358.774199 3 453.596344 0.20554734 9.31E-05 38.85452502AVAVDLGNR 8 188528628 1xTMT6plex [N-Term] 0.654 0.55 0.508 3.234290123 50.59 0 1143.668337 2 572.3382568 0.78659332 0.000449801 37.85875617LDTEEQLK 2 188528628 2xTMT6plex [N-Term; K8] 0.907 3.371738434 37.88 0 1433.825181 2 717.4157715 -0.637868034 -0.000457296 52.15867208ALYPVIPR 6 188528628 1xTMT6plex [N-Term] 0.532 0.432 2.948096514 36.21 0 1157.724396 2 579.3656006 -0.407072812 -0.000235639 64.89553969KLEISSGK 4 188528628 3xTMT6plex [N-Term; K1; K8] 0.744 0.629 3.095607519 26.73 1 1548.992804 3 517.0036011 2.224343875 0.001148498 41.03803545LFTPSPEIVK 6 188528628 2xTMT6plex [N-Term; K10] 0.328 2.58622551 25.4 0 1588.971451 2 794.9905396 1.479719199 0.001175616 70.38892685TKPSPSQFMPLVVDYR 1 188528628 2xTMT6plex [N-Term; K2] 1.241274357 0 2323.288445 3 775.098877 -2.740563979 -0.002122374 73.8270769423111038 SNX2 sorting nexin-2 isoform 1 6643 NP_003091.2 15.41425819 1 6 7 28 519 58.435 5.12 0.92 1.11 1.11 1.04 Significant 0.0036 AVNTQALSGAGILR 6 23111038 1xTMT6plex [N-Term] 0.769 100 0.01 3.925938606 61.77 0 1599.93797 2 800.473999 1.719627215 0.001375648 60.08437124ELSANTAAFAK 4 23111038 2xTMT6plex [N-Term; K11] 0.997 1.131 5.145926476 72.94 0 1580.904828 2 790.9560547 0.002874936 2.27E-06 57.93083664SAAMLGNSEDHTALSR 2 23111038 1xTMT6plex [N-Term] 1.037 5.320493698 43.26 0 1888.93844 3 630.3167725 -1.416725464 -0.000892036 42.84646258ALSQLAEVEEK 4 23111038 2xTMT6plex [N-Term; K11] 0.937 100 3.975744486 47.25 0 1674.967822 2 837.9872437 -0.365156455 -0.000305813 72.41010291QFLESSELPR 2 23111038 1xTMT6plex [N-Term] 0.754 3.717944384 33.74 0 1434.77901 2 717.8924561 -0.957966778 -0.000687235 63.55091444EDSSSTEFVEK 2 23111038 2xTMT6plex [N-Term; K11] 0.74 3.048270941 23.74 0 1715.873981 2 858.4411011 0.550208493 0.000472044 41.16404405DFEQISK 8 23111038 2xTMT6plex [N-Term; K7] 1.17 1.044 1.23 3.195710659 31.94 0 1324.751288 2 662.8781128 -1.765496727 -0.001169422 39.3632203620149675 EFHD2 EF-hand domain-containing protein D2 79180 NP_077305.2 40 1 9 9 54 240 26.68 5.2 0.92 1.05 1 0.99 Significant 0.0015 KAAAGELQEDSGLCVLAR 6 20149675 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C14] 0.843 100 5.243737221 50.28 1 2346.28515 3 782.7668457 0.355195265 0.000277796 60.8320041ADLNQGIGEPQSPSR 2 20149675 1xTMT6plex [N-Term] 1.358 3.773292303 50.29 0 1797.929256 2 899.4682617 -0.004990463 -4.49E-06 37.11461772LSEIDVSSEGVK 6 20149675 2xTMT6plex [N-Term; K12] 0.09 4.502 100 2.829774857 46.93 0 1720.973302 2 860.9891968 -1.26941848 -0.001092318 52.50926741EVDEDFDSK 16 20149675 2xTMT6plex [N-Term; K9] 1.036 0.994 1.013 3.686151028 43.41 0 1541.773539 2 771.390564 0.202422522 0.000156045 41.37024703VQAINVSSR 7 20149675 1xTMT6plex [N-Term] 0.996 1.073 2.760689974 43.52 0 1202.705451 2 601.8569336 0.947337105 0.000569684 44.78626601VFNPYTEFK 7 20149675 2xTMT6plex [N-Term; K9] 0.988 100 0.881 2.194986582 20.3 0 1602.893201 2 801.947937 -2.872023264 -0.002301773 65.85692516EFLLIFR 4 20149675 1xTMT6plex [N-Term] 1.32 1.042 2.625924349 30.31 0 1166.713497 2 583.8600464 -0.583387922 -0.000340323 99.00344385DGFIDLMELK 4 20149675 2xTMT6plex [N-Term; K10] 1.883762717 8.54 0 1638.917701 2 819.9609985 -1.81866343 -0.00149032 94.92459335ELQSTFK 2 20149675 2xTMT6plex [N-Term; K7] 0.93 2.836731672 27.26 0 1310.772023 2 655.8899536 0.463342635 0.000303668 50.053733037662078 TTC37 tetratricopeptide repeat protein 37 9652 NP_055454.1 7.864450128 1 10 10 30 1564 175.375 7.53 0.94 1.12 0.98 1.01 Significant 0.0029 LSDYDSSEEAIR 4 7662078 1xTMT6plex [N-Term] 1.572 0.951 3.960353851 40.48 0 1613.785611 2 807.3956909 -0.933267748 -0.000753047 47.03355703GLGECHLMMAK 4 7662078 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 0.897 1.023 3.80162406 38.15 0 1704.89996 3 568.9713745 -0.228385743 -0.000129792 46.28331607VAAIQQILGK 2 7662078 2xTMT6plex [N-Term; K10] 0.964 1.876559734 26.54 0 1498.97212 2 749.9885254 -1.564958226 -0.001172914 81.06329227GSFDEAAK 2 7662078 2xTMT6plex [N-Term; K8] 0.889 3.164722681 47.61 0 1282.704338 2 641.8552246 -0.908261722 -0.000582516 39.48091933AALVDYLDGK 3 7662078 2xTMT6plex [N-Term; K10] 100 1.40922606 18.08 0 1522.888116 2 761.9482422 0.717193199 0.000546102 85.78045433IMEDLLSSYPDLAEVHALEALIHFTK 3 7662078 2xTMT6plex [N-Term; K26] 1.225707054 2.24 0 3413.843085 4 854.2150269 -1.408303781 -0.001201932 111.1442736IPSEDHQVLYR 4 7662078 1xTMT6plex [N-Term] 0.991 1.115 3.528796673 17.47 0 1585.853572 3 529.2904053 1.948944321 0.001030247 48.51933928AVDYIEK 2 7662078 2xTMT6plex [N-Term; K7] 0.961 2.987531185 33.9 0 1295.761124 2 648.3843994 0.30713078 0.000198984 54.29440102AAELEPDQLLAWQGLANLYEK 2 7662078 2xTMT6plex [N-Term; K21] 1.712174892 0.14 0 2830.539116 3 944.1820679 -2.637538791 -0.002488552 109.5100231AAEMCYR 4 7662078 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.852 1.272 2.988221169 26.01 0 1129.533166 2 565.2700806 -0.249436843 -0.000140874 31.5278664424308201 APMAP adipocyte plasma membrane-associated protein 57136 NP_065392.1 17.78846154 1 8 8 45 416 46.451 6.16 1.64 1.29 1.08 1.34 Significant 0.015 RPLRPQVVTDDDGQAPEAK 8 24308201 2xTMT6plex [N-Term; K19] 1.418 1.017 1.238 4.099830151 19.46 0 2550.40402 3 850.8067017 0.600732455 0.000510703 44.48717603IYFTDSSSK 2 24308201 2xTMT6plex [N-Term; K9] 2.324 3.432612658 42.65 0 1505.825181 2 753.4168701 0.851808292 0.000641337 57.87809469VYVSGLMK 4 24308201 2xTMT6plex [N-Term; K8] 1.721 1.594 2.951497316 47.24 0 1354.816865 2 677.9120483 -0.033178147 -2.25E-05 69.12978397GLFEVNPWK 10 24308201 2xTMT6plex [N-Term; K9] 1.485 1.629 1.48 2.816413879 24.67 0 1547.898621 2 774.4515991 -1.743717435 -0.001349549 74.39811028KIYFTDSSSK 4 24308201 3xTMT6plex [N-Term; K1; K10] 1.26 0.91 3.945705652 25.11 1 1863.083076 3 621.6989746 -0.378577791 -0.000235107 44.43431512LLLSSETPIEGK 6 24308201 2xTMT6plex [N-Term; K12] 0.836 2.148 1.082 2.331194639 23.94 0 1745.046073 2 873.0249634 -1.961250331 -0.001711236 63.51399756LLEYDTVTR 6 24308201 1xTMT6plex [N-Term] 100 100 0.364 2.238139153 36.09 0 1338.746647 2 669.8766479 -0.469066768 -0.000313981 52.38909518VLLDQLR 5 24308201 1xTMT6plex [N-Term] 1.603 100 100 2.51297307 29.05 0 1085.68801 2 543.3474121 -0.426191729 -0.000231356 62.79393735031569 ACTR1A alpha-centractin 10121 NP_005727.1 33.24468085 1 7 8 33 376 42.587 6.64 1 1.87 0.99 1.28 Significant 0.048 ACYLSINPQKDETLETEK 4 5031569 3xTMT6plex [N-Term; K10; K18]; 1xCarbamidomethyl [C2] 1.985 1.489 4.251765251 31.38 1 2826.516221 3 942.8432007 -0.414877937 -0.000390886 65.64408292DQLQTFSEEHPVLLTEAPLNPR 6 5031569 1xTMT6plex [N-Term] 0.542 100 3.484960794 19.2 0 2763.451474 3 921.8204956 -1.643073395 -0.001513518 67.93350461KEGYDFHSSSEFEIVK 3 5031569 3xTMT6plex [N-Term; K1; K16] 1.3 100 4.043364525 8.3 1 2589.38038 4 648.0999146 -0.985346493 -0.000637859 63.09613455AQYYLPDGSTIEIGPSR 11 5031569 1xTMT6plex [N-Term] 100 100 1.015 2.4457829 24.13 0 2096.08615 2 1048.544922 -1.709433555 -0.00179156 70.26782459YPMEHGIVK 4 5031569 2xTMT6plex [N-Term; K9] 0.97 3.787327766 27.22 0 1531.870691 2 766.4391479 0.214024878 0.000163929 44.91156806APELLFRPDLIGEESEGIHEVLVFAIQK 1 5031569 2xTMT6plex [N-Term; K28] 2.131 2.998521805 0 3608.01399 4 902.7589111 -0.048685717 -4.39E-05 108.8231655EYEEDGAR 2 5031569 1xTMT6plex [N-Term] 0.305 2.488204002 17.5 0 1197.558512 2 599.2824097 -0.809508724 -0.000484717 26.15423968DWNDMER 2 5031569 1xTMT6plex [N-Term] 0.985 2.751481295 31.34 0 1194.541088 2 597.7748413 1.10333349 0.000658989 43.87239356735997436 ACAT2 acetyl-CoA acetyltransferase, cytosolic isoform 2 39 NP_001290182.1 29.57746479 1 7 7 27 426 44.614 8.46 1.196 1.094 2.402 1.56 Non-Significant 0.065 VNIEGGAIALGHPLGASGCR 6 735997436 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 100 1.236 3.803673506 42.98 0 2178.165086 3 726.7266846 0.190114579 0.000138034 53.97863478IVSWSQVGVEPSIMGIGPIPAIK 4 735997436 2xTMT6plex [N-Term; K23] 1.617 1.637 4.788005352 48.2 0 2836.641079 3 946.2182007 -0.363084081 -0.000343313 106.0054835LKPYFLTDGTGTVTPANASGINDGAAAVVLMK 5 735997436 3xTMT6plex [N-Term; K2; K32] 1.649 0.976 4.032529831 32.4 0 3880.149721 4 970.7931519 0.272232246 0.000264075 92.95459615ATVAPEDVSEVIFGHVLAAGCGQNPVR 4 735997436 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 100 3.286370277 17.36 0 3022.56177 3 1008.190857 -1.241426811 -0.001250763 100.0461235AGHFDKEIVPVLVSTR 2 735997436 2xTMT6plex [N-Term; K6] 0.284 2.634721279 10.66 1 2226.301058 4 557.3306885 -0.060330452 -3.36E-05 53.96141888VAVLSQNR 3 735997436 1xTMT6plex [N-Term] 1.12 1.047 2.975823402 22.66 0 1115.673423 2 558.3407593 0.734161692 0.000409542 36.82684422EIVPVLVSTR 3 735997436 1xTMT6plex [N-Term] 100 100 2.079494238 22.43 0 1341.830317 2 671.4182129 -0.870563688 -0.000584074 55.53547148385198061 NOP2 probable 28S rRNA (cytosine(4447)-C(5))-methyltransferase isoform 3 4839 NP_001245238.1 11.00591716 1 8 8 26 845 92.803 9.19 1.2 1.41 0.89 1.17 Significant 0.016 GISAGAVQTAGK 8 385198061 2xTMT6plex [N-Term; K12] 1.049 1.36 0.636 5.171530724 69.18 0 1517.905163 2 759.4567261 0.667333153 0.000506474 38.17065743GADSELSTVPSVTK 2 385198061 2xTMT6plex [N-Term; K14] 0.866 3.684417725 39.71 0 1849.031879 2 925.0177612 -1.96490342 -0.001816585 54.36414758GTDTQTPAVLSPSK 4 385198061 2xTMT6plex [N-Term; K14] 1.612 1.114 4.007120609 59.88 0 1860.047863 2 930.5280151 0.478597059 0.000445107 42.68154049GPQPPTVSPIR 4 385198061 1xTMT6plex [N-Term] 1.163 0.908 3.634026766 36.67 0 1377.805165 2 689.4057007 -0.755145095 -0.000520221 42.5651683GVNLDPLGK 2 385198061 2xTMT6plex [N-Term; K9] 1.403 3.694155931 43.15 0 1370.840772 2 685.9243164 0.426513795 0.000292341 70.12622316DLAQALINR 2 385198061 1xTMT6plex [N-Term] 1.268 3.182525873 54.19 0 1242.736751 2 621.871582 -0.695141187 -0.000431939 65.05675952DLAIYYSYGDFLLGK 2 385198061 2xTMT6plex [N-Term; K15] 0.995044768 0 2196.199279 2 1098.601929 -1.228412263 -0.001348919 114.0828037IQDIVGILR 2 385198061 1xTMT6plex [N-Term] 2.159892797 15.12 0 1255.793538 2 628.4000854 -0.512545688 -0.000321826 95.2936058625188179 VDAC3 voltage-dependent anion-selective channel protein 3 isoform 1 7419 NP_005653.3 28.26855124 1 6 7 50 283 30.639 8.66 0.84 1.1 0.88 0.94 Significant 0.0073 SCSGVEFSTSGHAYTDTGK 6 25188179 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C2] 0.437 1.276 6.172657013 73.18 0 2449.170574 3 817.0606079 -1.348889116 -0.00110122 43.63445994LTLSALLDGK 28 25188179 2xTMT6plex [N-Term; K10] 0.681 0.648 1.157 3.642230988 54.24 0 1488.940151 2 744.9733276 -0.518809679 -0.000386238 106.3576279LSQNNFALGYK 4 25188179 2xTMT6plex [N-Term; K11] 100 2.98128581 27.64 0 1712.973576 2 856.9901733 -0.295620621 -0.000253195 55.33119882VCNYGLTFTQK 6 25188179 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.34 0.983 3.083927393 36.82 0 1788.971862 2 894.9896851 0.129301747 0.000115659 63.74973461LTLDTIFVPNTGK 6 25188179 2xTMT6plex [N-Term; K13] 100 100 1.966 2.677073479 37.79 0 1877.114821 2 939.0587769 -2.420607952 -0.00227188 82.24993341GYGFGMVK 8 25188179 2xTMT6plex [N-Term; K8] 0.741 0.954 0.941 3.425580263 46.51 0 1316.7437 2 658.8753052 -0.278245825 -0.000183189 65.0881464ASGNLETK 6 25188179 2xTMT6plex [N-Term; K8] 0.951 0.987 0.725 3.156776905 41.93 0 1277.746537 2 639.3773193 0.645880737 0.000412636 30.442688874557581 FABP5 fatty acid-binding protein, epidermal 2171 NP_001435.1 53.33333333 1 7 7 51 135 15.155 7.01 0.92 0.97 0.75 0.88 Significant 0.0057 TQTVCNFTDGALVQHQEWDGK 6 4557581 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C5] 100 100 2.976831198 29.47 0 2892.435062 3 964.815918 -0.643497161 -0.000620425 66.14928071KTQTVCNFTDGALVQHQEWDGK 6 4557581 3xTMT6plex [N-Term; K1; K22]; 1xCarbamidomethyl [C6] 1.286 100 0.524 6.899185658 42.01 1 3249.692957 4 813.1789551 0.318043124 0.000258386 61.14828331LVVECVMNNVTCTR 7 4557581 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C12] 1.088 0.709 0.879 2.341445923 31.21 0 1923.96519 2 962.4863281 0.098702409 9.50E-05 78.78846665TTQFSCTLGEK 4 4557581 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.493 1.384 2.989367962 40.58 0 1729.919492 2 865.4654541 2.39280102 0.002069677 55.04353836FEETTADGR 6 4557581 1xTMT6plex [N-Term] 1.098 1.222 3.530706644 53.8 0 1254.616361 2 627.8114624 -0.568440947 -0.000356588 35.54776986ELGVGIALR 12 4557581 1xTMT6plex [N-Term] 0.87 1.029 0.749 2.615823269 49.12 0 1156.725124 2 578.8651123 -1.881233994 -0.001088035 58.43062898GFDEYMK 8 4557581 2xTMT6plex [N-Term; K7] 0.806 0.773 0.752 3.202249527 38.7 0 1347.701895 2 674.354126 -0.682262805 -0.000459743 59.95582664GFDEYMK 2 4557581 2xTMT6plex [N-Term; K7]; 1xOxidation [M6] 0.795 1.881734729 20.67 0 1363.69681 2 674.354126 -0.682262805 -0.000459743 59.955826644506455 RCN1 reticulocalbin-1 precursor 5954 NP_002892.1 29.00302115 1 8 8 29 331 38.866 5 0.98 0.9 0.82 0.9 Significant 0.0026 HWILPQDYDHAQAEAR 6 4506455 1xTMT6plex [N-Term] 0.957 0.796 4.398293018 31.21 0 2179.088216 3 727.0327148 -2.122299921 -0.00154156 49.01681845TFDQLTPDESK 4 4506455 2xTMT6plex [N-Term; K11] 0.886 0.966 3.68082571 52.05 0 1738.926351 2 869.96698 0.19089419 0.000165975 54.05925611TFDQLTPDESKER 2 4506455 2xTMT6plex [N-Term; K11] 0.734 4.831470966 17.06 1 2024.070055 3 675.3610229 -0.760725816 -0.000513254 41.45079822EIVVLETLEDIDK 3 4506455 2xTMT6plex [N-Term; K13] 100 100 1.594267488 8.99 0 1974.141095 2 987.5727539 -1.450690382 -0.001431934 101.336541EEILENWNMFVGSQATNYGEDLTK 4 4506455 2xTMT6plex [N-Term; K24] 1.549519658 2.9 0 3246.602915 3 1082.871094 -1.289532508 -0.001395533 111.0718973YIFDNVAK 4 4506455 2xTMT6plex [N-Term; K8] 0.976 0.949 2.867919683 29.82 0 1427.829872 2 714.4185181 -0.079118101 -5.65E-05 69.59758891ISWEEYK 4 4506455 2xTMT6plex [N-Term; K7] 1.102 100 3.077825308 29.84 0 1412.782588 2 706.8945923 -0.481305258 -0.00033999 71.44594317IDNDGDGFVTTEELK 2 4506455 2xTMT6plex [N-Term; K15] 1.602252722 14.67 0 2111.09085 2 1056.049805 0.702217529 0.000741222 58.00069537149999606 MOGS mannosyl-oligosaccharide glucosidase isoform 1 7841 NP_006293.2 12.18637993 1 8 8 37 837 91.861 8.9 0.82 1.03 0.87 0.91 Significant 0.0048 FISGHTSELGDFR 4 149999606 1xTMT6plex [N-Term] 0.788 0.972 3.776134729 45.49 0 1694.86995 3 565.6282349 0.118722881 6.71E-05 64.1028339SLAASSSFYGQR 4 149999606 1xTMT6plex [N-Term] 1.479 1.014 4.160709381 35.83 0 1502.780073 2 751.8922119 -1.946626741 -0.001462676 41.96740426AVQLKPRPPQGLVR 1 149999606 2xTMT6plex [N-Term; K5] 0.835 3.562460423 0 2017.27987 4 505.075592 0.331512783 0.000167189 50.026081LAGSLLTQALESHAEGFR 6 149999606 1xTMT6plex [N-Term] 3.064091206 33.71 0 2129.155233 3 710.392334 3.389063894 0.002405281 86.48655022ANVVGNVWR 6 149999606 1xTMT6plex [N-Term] 0.458 1.016 0.794 3.116376162 41.44 0 1243.710871 2 622.3595581 0.778815205 0.00048431 50.72933165TLPSGLDDYPR 6 149999606 1xTMT6plex [N-Term] 1.125 0.976 3.518911362 33.85 0 1462.773925 2 731.8901978 -0.550783805 -0.000402836 59.04532164GFLWDEGFHQLVVQR 6 149999606 1xTMT6plex [N-Term] 1.171 2.670625687 18.25 0 2060.091511 3 687.3682861 -0.585110689 -0.000401794 100.4816671EVLLPEVGAK 4 149999606 2xTMT6plex [N-Term; K10] 1.02 0.783 2.304841518 17.42 0 1512.940151 2 756.9743652 0.861051079 0.000651359 66.554101227661678 RAP1B ras-related protein Rap-1b isoform 1 precursor 5908 NP_056461.1 40.76086957 1 3 6 44 184 20.812 5.78 1 1.21 1.18 1.13 Significant 0.0034 LVVLGSGGVGK 6 7661678 2xTMT6plex [N-Term; K11] 1.073 1.145 1.27 3.934180975 69.32 0 1443.929921 2 722.4682007 -0.551337569 -0.000398046 54.99655813KQVEVDAQQCMLEILDTAGTEQFTAMR 4 7661678 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C10] 0.923 0.83 6.408597469 55.52 1 3570.800645 4 893.4571533 1.71903499 0.001534583 99.81558499INVNEIFYDLVR 6 7661678 1xTMT6plex [N-Term] 1.398 1.021 0.648 3.57087636 28.24 0 1723.958037 2 862.4818115 -0.980547721 -0.000845212 108.4624286YDPTIEDSYR 10 7661678 1xTMT6plex [N-Term] 0.893 1.263 3.417229891 45.13 0 1487.721555 2 744.3632202 -1.607021358 -0.0011954 46.05958289QVEVDAQQCMLEILDTAGTEQFTAMR 6 7661678 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 2.030281544 18.64 0 3213.54275 3 1071.850098 -2.181514856 -0.002336797 114.7642566VKDTDDVPMILVGNK 10 7661678 3xTMT6plex [N-Term; K2; K15] 1.675 100 0.995 2.888846874 20.36 1 2331.356079 3 777.7892456 -1.242124109 -0.000965278 66.84108566KQVEVDAQQCMLEILDTAGTEQFTAMR 2 7661678 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C10]; 1xOxidation [M26] 100 2.002017021 5.02 1 3586.79556 4 893.4571533 1.71903499 0.001534583 99.815584996912482 LETM1 LETM1 and EF-hand domain-containing protein 1, mitochondrial precursor 3954 NP_036450.1 14.47902571 1 10 10 44 739 83.302 6.7 0.76 0.62 0.64 0.67 Significant 0.0042 ADDKLIAEEGVDSLNVK 2 6912482 3xTMT6plex [N-Term; K4; K17] 0.473 4.739797592 36.4 1 2503.422245 3 835.1453247 -0.329017172 -0.000274556 71.77231955VAEVEGEQVDNK 4 6912482 2xTMT6plex [N-Term; K12] 0.667 0.759 4.179228783 60.38 0 1774.958714 2 887.9830933 0.110308728 9.79E-05 45.69756186STLQTLPEIVAK 6 6912482 2xTMT6plex [N-Term; K12] 0.642 2.518228769 27.31 0 1758.077707 2 879.5401001 -2.720883536 -0.002391762 68.37438033AMYLPDTLSPADQLK 12 6912482 2xTMT6plex [N-Term; K15] 0.475 0.01 0.302 1.846929669 15.92 0 2121.166598 2 1061.089355 2.279881035 0.002418004 77.34508285VNIDDLVK 6 6912482 2xTMT6plex [N-Term; K8] 0.609 100 3.131688595 45.85 0 1373.840437 2 687.4232178 -0.930394164 -0.000639107 67.46805948DFSVFFQK 6 6912482 2xTMT6plex [N-Term; K8] 1.089 1.946499109 14.39 0 1475.829872 2 738.4169312 -2.227082792 -0.001643398 78.7990938VKLELAK 2 6912482 3xTMT6plex [N-Term; K2; K7] 0.515 3.288869619 10.54 1 1488.012812 3 496.6751404 -1.306317665 -0.000647939 46.13362172LFEDELTLDNLTRPQLVALCK 1 6912482 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C20] 1.276600003 0 2946.63745 3 982.8841553 0.156945101 0.000154153 91.24981879DDSVVEK 4 6912482 2xTMT6plex [N-Term; K7] 0.77 0.757 2.65586257 37.96 0 1249.704003 2 625.3556519 0.019069266 1.19E-05 39.68411821LIAEEGVDSLNVK 1 6912482 2xTMT6plex [N-Term; K13] 0.846411884 0 1845.07335 2 923.0393677 -1.024999054 -0.000945599 61.3524187



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms4506605 RPL23 60S ribosomal protein L23 9349 NP_000969.1 57.14285714 1 6 6 52 140 14.856 10.51 1.33 1.28 1.41 1.34 Significant 0.0008 ISLGLPVGAVINCADNTGAK 8 4506605 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C13] 1.321 0.924 1.642 4.36634922 50.73 0 2428.363401 3 810.1254272 -0.688645578 -0.000557427 96.08673007LPAAGVGDMVMATVK 16 4506605 2xTMT6plex [N-Term; K15] 1.202 6.204 1.614 3.827278137 40.62 0 1918.090597 2 959.5482178 -0.749606472 -0.000718907 84.39346008KDGVFLYFEDNAGVIVNNK 6 4506605 3xTMT6plex [N-Term; K1; K19] 2.713 100 4.274193287 27.97 1 2829.575391 3 943.864563 1.323391084 0.001248212 90.97437775GSAITGPVAK 2 4506605 2xTMT6plex [N-Term; K10] 1.324 3.918003798 65.09 0 1358.840772 2 679.923645 -0.557895342 -0.000379045 43.32528975NLYIISVK 10 4506605 2xTMT6plex [N-Term; K8] 1.018 1.17 0.519 3.702185631 41.23 0 1407.897558 2 704.4515381 -1.249073922 -0.000879284 75.98657568ECADLWPR 10 4506605 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.342 1.155 3.353374958 33.3 0 1275.635323 2 638.3217163 0.652958704 0.000416469 55.401417410947137 ABCF2 ATP-binding cassette sub-family F member 2 isoform b 10061 NP_005683.2 16.5615142 1 10 10 29 634 72.397 7.49 1.24 1.16 1.56 1.32 Significant 0.0085 TPLHCVMEVDTER 6 10947137 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.819 1.154 1.56 3.887220144 33.37 0 1815.89307 3 605.9692993 0.151076747 9.14E-05 48.39599871LAHEDAECEK 4 10947137 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 0.809 1.152 4.288499832 23.72 0 1659.841242 3 553.9517822 -0.270206753 -0.0001495 30.0346697LVDEEPQLTK 2 10947137 2xTMT6plex [N-Term; K10] 1.194 3.631361961 20.1 0 1629.946359 2 815.4765015 -0.387933203 -0.000316155 60.61617085SMLLSAIGK 2 10947137 2xTMT6plex [N-Term; K9] 2.856617928 42.4 0 1377.853979 2 689.4304199 -0.301582211 -0.000207768 81.24178863EVPIPEHIDIYHLTR 2 10947137 1xTMT6plex [N-Term] 1.437 3.046557903 15.37 0 2061.133041 3 687.7161865 0.468373605 0.000321793 75.67864152LMELYER 4 10947137 1xTMT6plex [N-Term] 1.523 1.702 2.545829773 30.59 0 1182.639011 2 591.8230591 -0.143438476 -8.48E-05 63.62619753ETTEVDLLTK 2 10947137 2xTMT6plex [N-Term; K10] 2.013109684 12.23 0 1606.930374 2 803.9669189 -2.372796878 -0.00190646 58.47240403MMASGLTER 2 10947137 1xTMT6plex [N-Term] 0.968 2.414264202 13.81 0 1224.627795 2 612.8163452 -1.944043997 -0.001190365 47.53288118LLTGELLPTDGMIR 3 10947137 1xTMT6plex [N-Term] 100 1.913663507 11.58 0 1758.003272 2 879.5046997 -0.653955516 -0.000574828 80.13654988ELEDFEMK 2 10947137 2xTMT6plex [N-Term; K8] 100 1.639903903 12.38 0 1498.786353 2 749.8960571 -1.010799294 -0.000757486 59.684020384503523 EIF3D eukaryotic translation initiation factor 3 subunit D 8664 NP_003744.1 19.16058394 1 8 8 35 548 63.932 6.05 1.2 0.97 0.92 1.03 Significant 0.0069 YLEVSEPQDIECCGALEYYDK 5 4503523 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C12; C13] 0.768 3.504827976 16.05 0 3039.436761 3 1013.816101 -0.990722157 -0.001003746 73.51140825VADWTGATYQDK 4 4503523 2xTMT6plex [N-Term; K12] 1.382 1.197 4.005799294 52.84 0 1812.953235 2 906.9796753 -0.640327638 -0.000580442 63.81837213GAVIATELK 4 4503523 2xTMT6plex [N-Term; K9] 1.28 0.577 3.73617816 68.35 0 1359.861173 2 680.4351807 1.406105391 0.000956054 53.03223484IFHTVTTTDDPVIR 6 4503523 1xTMT6plex [N-Term] 0.836 0.921 0.899 3.66741848 31.27 0 1844.011529 3 615.3431396 1.809536036 0.001112268 39.58918878LGDDIDLIVR 2 4503523 1xTMT6plex [N-Term] 0.858 1.991911292 26.29 0 1357.788846 2 679.3973999 -0.97452952 -0.000661603 76.9426741FMTPVIQDNPSGWGPCAVPEQFR 6 4503523 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 100 1.844220638 18.32 0 2862.390471 3 954.8016357 -0.040862153 -3.90E-05 84.94004173DMPYQPFSK 4 4503523 2xTMT6plex [N-Term; K9] 0.521 2.622933388 22.16 0 1570.833972 2 785.9215088 1.126425935 0.000884714 60.64101527DSSVEVR 4 4503523 1xTMT6plex [N-Term] 1.407 1.245 2.621853828 28.06 0 1020.552305 2 510.7803345 1.065761458 0.000543833 30.623427748255935 CD44 CD44 antigen isoform 1 precursor 960 NP_000601.3 11.85983827 1 7 7 32 742 81.487 5.33 1.1 1.42 1.14 1.22 Significant 0.0067 YGFIEGHVVIPR 2 48255935 1xTMT6plex [N-Term] 1.07 3.872497082 49.51 0 1615.915778 3 539.3105469 0.810169081 0.000436388 70.89144224ALSIGFETCR 15 48255935 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.07 100 1.075 4.497658253 64.65 0 1382.729952 2 691.8684082 -0.297862753 -0.000205932 65.01371389SQEMVHLVNK 4 48255935 2xTMT6plex [N-Term; K10] 1.136 3.871187687 56.42 0 1642.935082 2 821.9714966 0.385927642 0.000317027 49.0973308EDSHSTTGTAAASAHTSHPMQGR 2 48255935 1xTMT6plex [N-Term] 100 3.187052965 7.53 0 2566.190191 4 642.3023682 -0.992955923 -0.000637028 17.68528791ESSETPDQFMTADETR 2 48255935 1xTMT6plex [N-Term]; 1xOxidation [M10] 2.135 3.100059986 27.83 0 2088.92291 2 1044.966309 1.163761233 0.001215504 38.99362219FAGVFHVEK 5 48255935 2xTMT6plex [N-Term; K9] 1.453 1.543 2.461169243 22.03 0 1491.872406 3 497.9624329 0.227455098 0.000113111 53.41380514TEAADLCK 2 48255935 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.086 3.010443687 24.68 0 1365.744823 2 683.3775024 2.127595701 0.001452876 40.33700884506013 PPP1R7 protein phosphatase 1 regulatory subunit 7 isoform 1 5510 NP_002703.1 23.88888889 1 7 7 47 360 41.539 4.91 0.91 0.88 0.89 0.89 Significant 0.000097 GAGQQQSQEMMEVDR 6 4506013 1xTMT6plex [N-Term] 1.313 1.018 1.402 4.605667114 69.16 0 1922.889775 2 961.9476318 -0.930073137 -0.000894214 31.8117712GAGQQQSQEMMEVDR 16 4506013 1xTMT6plex [N-Term]; 1xOxidation [M] 0.429 0.562 2.785267591 41.5 0 1938.88469 2 961.9476318 -0.930073137 -0.000894214 31.8117712DAEDVDLNHYR 4 4506013 1xTMT6plex [N-Term] 0.905 0.877 4.451846123 71.32 0 1575.760065 3 525.9246216 -0.478393838 -0.000251278 46.00679225RVESEESGDEEGK 5 4506013 2xTMT6plex [N-Term; K13] 100 0.881 0.605 3.188759089 23.2 1 1908.955085 3 636.9899902 0.17406545 0.000110761 23.12309871SLETVYLER 2 4506013 1xTMT6plex [N-Term] 100 2.949633837 43.6 0 1338.746647 2 669.8777466 1.172218856 0.000784652 59.02866745IEGFEVLK 2 4506013 2xTMT6plex [N-Term; K8] 0.627 2.854712725 17.39 0 1392.850274 2 696.9279785 -1.143811923 -0.000796579 83.27990939QIDATFVR 6 4506013 1xTMT6plex [N-Term] 0.791 0.9 0.814 3.105065346 46.28 0 1178.673088 2 589.8346558 -9.377983319 -0.005526788 45.71768008GEEDPEEEHELPVDMETINLDR 6 4506013 1xTMT6plex [N-Term] 100 2.048281431 5.72 0 2825.298463 3 942.4367676 -0.960548296 -0.000904612 61.950244679845509 RAC1 ras-related C3 botulinum toxin substrate 1 isoform Rac1b 5879 NP_061485.1 30.8056872 1 3 8 46 211 23.452 8.63 0.69 0.74 0.97 0.8 Significant 0.011 CVVVGDGAVGK 4 9845509 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.401 1.145 4.194427013 61.12 0 1518.87142 2 759.9389038 -0.585278517 -0.000444481 46.20842263KLTPITYPQGLAMAK 6 9845509 3xTMT6plex [N-Term; K1; K15] 0.7 0.861 0.702 4.864408016 25.78 1 2319.407721 3 773.8076172 0.248853401 0.000192397 76.60730411YLECSALTQR 13 9845509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.037 1.239 1.131 3.937252283 66.69 0 1469.76198 2 735.3842163 -0.560636908 -0.000412001 44.6322321AVLCPPPVK 6 9845509 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 0.908 0.865 3.747885466 54.74 0 1438.885614 2 719.9470215 0.80116775 0.000576394 54.5187738LDLRDDKDTIEK 7 9845509 3xTMT6plex [N-Term; K7; K12] 0.496 0.565 0.678 3.553100586 8.67 2 2148.247909 3 716.7539063 -0.34618444 -0.000247897 48.93685604TVFDEAIR 4 9845509 1xTMT6plex [N-Term] 1.002 0.884 2.780903578 29.05 0 1179.657104 2 590.3284912 -6.271524242 -0.003699124 48.85576922DDKDTIEK 2 9845509 3xTMT6plex [N-Term; K3; K8] 1.095 2.579731464 8.87 1 1650.951727 3 550.9886475 -0.204904348 -0.000112762 38.00727961LTPITYPQGLAMAK 4 9845509 2xTMT6plex [N-Term; K14] 1.340691328 3.34 0 1962.149826 2 981.5787964 0.249722743 0.000244997 67.834936214758756 NAP1L1 nucleosome assembly protein 1-like 1 isoform 1 4673 NP_004528.1 22.50639386 1 6 7 39 391 45.346 4.46 1.74 1.92 2.48 2.05 Significant 0.012 FEIINAIYEPTEEECEWKPDEEDEISEELK 3 4758756 3xTMT6plex [N-Term; K18; K30]; 1xCarbamidomethyl [C15] 100 2.462616205 17.84 0 4401.146271 4 1101.041748 -0.251928119 -0.000277193 92.46170501KYAVLYQPLFDK 2 4758756 3xTMT6plex [N-Term; K1; K12] 1.675 4.231428623 22.01 1 2172.303574 3 724.7727661 0.078893137 5.71E-05 87.67563123FYEEVHDLER 10 4758756 1xTMT6plex [N-Term] 1.749 1.947 0.01 3.784648895 38.04 0 1565.779738 2 783.3937378 0.294278899 0.000230388 63.44585876NVDLLSDMVQEHDEPILK 7 4758756 2xTMT6plex [N-Term; K18] 1.232 100 2.145334244 16.03 0 2553.36346 3 851.7901001 -3.020685128 -0.002570969 77.27476122YAVLYQPLFDK 6 4758756 2xTMT6plex [N-Term; K11] 1.33 100 100 2.532283068 25.64 0 1815.045679 2 908.0253296 -1.265086791 -0.001148095 82.39610072GIPEFWLTVFK 7 4758756 2xTMT6plex [N-Term; K11] 100 100 100 1.827442408 8.84 0 1795.05585 2 898.0310059 -0.620844889 -0.000557226 108.1504856CAQIEAK 4 4758756 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 1.639 1.826 3.051189423 26.39 0 1277.728779 2 639.3688965 1.360037262 0.000868879 23.6206907310835057 NAA10 N-alpha-acetyltransferase 10 isoform 1 8260 NP_003482.1 39.14893617 1 7 7 29 235 26.442 5.64 1.61 1.73 1.27 1.54 Significant 0.0079 MEEDPDDVPHGHITSLAVK 4 10835057 2xTMT6plex [N-Term; K19] 1.829 1.909 4.640345097 34.44 0 2548.311759 4 637.8327637 -0.994357339 -0.000633483 46.11905588DLSEVSETTESTDVK 4 10835057 2xTMT6plex [N-Term; K15] 1.821 1.763 3.785992622 53.19 0 2098.080345 2 1049.542847 -0.919126205 -0.0009642 50.49565926GLAAEDSGGDSK 6 10835057 2xTMT6plex [N-Term; K12] 1.262 1.164 1.249 4.567407608 69.87 0 1564.821886 2 782.914978 0.506808279 0.000396532 39.26002954DLTQMADELR 4 10835057 1xTMT6plex [N-Term] 0.854 100 4.459187031 41.72 0 1420.730345 2 710.8689575 0.206386147 0.00014661 74.52608036YYADGEDAYAMK 6 10835057 2xTMT6plex [N-Term; K12] 100 1.926 3.275470018 33.84 0 1854.898422 2 927.9523926 -0.492508775 -0.000456777 60.24085277GNSPPSSGEACREEK 3 10835057 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 0.815 100 2.807922602 15.98 1 2063.022788 3 688.3455811 -0.28984941 -0.000199322 26.51237925AMIENFNAK 2 10835057 2xTMT6plex [N-Term; K9] 1.461 3.659743071 25.29 0 1495.834306 2 748.421814 1.367403916 0.001022705 50.1074827594721250 VAPA vesicle-associated membrane protein-associated protein A isoform 1 9218 NP_003565.4 23.46938776 1 6 7 31 294 32.593 8.91 1.05 1.59 1.45 1.36 Significant 0.014 KVAHSDKPGSTSTASFR 3 94721250 3xTMT6plex [N-Term; K1; K7] 0.835 4.044229507 5.25 1 2463.392282 4 616.6031494 -0.614649872 -0.000378531 33.4739367FMVQTIFAPPNTSDMEAVWK 4 94721250 2xTMT6plex [N-Term; K20] 0.356 1.966 2.773528337 21.72 0 2770.434851 3 924.1466675 -3.393542567 -0.003133863 99.67623521VAHSDKPGSTSTASFR 8 94721250 2xTMT6plex [N-Term; K6] 1.713 1.652 1.627 5.810276031 34.15 0 2106.134387 4 527.2887573 -0.563840148 -0.000296881 34.59768661EAKPDELMDSK 3 94721250 3xTMT6plex [N-Term; K3; K11] 0.822 3.585057259 23.45 0 1950.08209 3 650.6991577 0.425799783 0.000276782 50.73421449GPFTDVVTTNLK 6 94721250 2xTMT6plex [N-Term; K12] 100 2.426537991 33.28 0 1750.015107 2 875.5108032 -0.444015988 -0.000388517 71.64441643LQGEMMK 2 94721250 2xTMT6plex [N-Term; K7] 1.179 2.825675488 26.88 0 1294.726335 2 647.8673706 0.872092354 0.00056456 47.15527648EAKPDELMDSK 3 94721250 3xTMT6plex [N-Term; K3; K11]; 1xOxidation [M8] 0.833 0.787 2.738712788 12.11 0 1966.077005 3 650.6991577 0.425799783 0.000276782 50.73421449FKGPFTDVVTTNLK 2 94721250 3xTMT6plex [N-Term; K2; K14] 0.251 1.865809441 2.3 1 2254.341416 3 752.1201172 1.944081083 0.001460874 74.245301284503477 EEF1B2 elongation factor 1-beta 1933 NP_001950.1 39.11111111 1 6 8 63 225 24.748 4.67 1.41 1.39 1.69 1.5 Significant 0.0042 SSILLDVKPWDDETDMAK 13 4503477 3xTMT6plex [N-Term; K8; K18] 1.643 0.52 100 4.082980633 40.18 0 2750.488944 3 917.5025635 1.524583364 0.001397783 80.77681884SIQADGLVWGSSK 7 4503477 2xTMT6plex [N-Term; K13] 1.17 3.789323568 30.02 0 1806.016169 2 903.5108643 -0.951023808 -0.000858782 63.40657713LVPVGYGIK 10 4503477 2xTMT6plex [N-Term; K9] 1.458 1.735 1.721 3.4979496 44.96 0 1403.902644 2 702.4544678 -0.701325786 -0.000492297 72.09200972KLQIQCVVEDDK 2 4503477 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C6] 100 2.898474216 15.92 1 2162.245801 3 721.4188843 -1.71186734 -0.001233826 49.98674594SPAGLQVLNDYLADK 14 4503477 2xTMT6plex [N-Term; K15] 100 100 100 2.822744608 35.62 0 2062.158476 2 1031.581177 -1.648546615 -0.001699782 86.90224619KPALVAK 9 4503477 3xTMT6plex [N-Term; K1; K7] 1.764 2.097 1.843 4.198227882 23.71 0 1413.976032 3 471.9967041 -0.334712401 -0.000157758 38.18265003LAQYESK 4 4503477 2xTMT6plex [N-Term; K7] 1.3 1.667 3.240954161 32.32 0 1296.756373 2 648.8817139 -0.171270124 -0.000111048 43.4768967ASLPGVK 4 4503477 2xTMT6plex [N-Term; K7] 1.393 1.367 2.650977373 27.67 0 1129.734516 2 565.3706665 -0.406531075 -0.000229636 49.3360106613376617 PTGES2 prostaglandin E synthase 2 isoform 1 80142 NP_079348.1 26.79045093 1 8 8 36 377 41.917 9.16 0.91 0.79 0.99 0.89 Significant 0.0042 AFLDFHALPYQVVEVNPVR 12 13376617 1xTMT6plex [N-Term] 0.628 0.542 0.201 3.283072472 26.8 0 2443.333532 3 815.116394 0.449123663 0.000365786 91.45268436VMEGLDAFDDLMQHTHIQPWYLR 2 13376617 1xTMT6plex [N-Term] 0.68 3.095451593 27.63 0 3044.495998 4 761.8788452 -0.803834404 -0.000611818 107.4846876SAAQLSLSSR 4 13376617 1xTMT6plex [N-Term] 0.91 0.797 4.060180187 50.36 0 1248.71093 2 624.8592529 0.239270249 0.00014939 36.54812066EDLYEAADK 2 13376617 2xTMT6plex [N-Term; K9] 1.114 3.367062807 50.89 0 1511.79936 2 756.4031372 -0.239638901 -0.000181143 51.15103004EAQQVYGGK 8 13376617 2xTMT6plex [N-Term; K9] 0.816 0.848 0.749 4.383047104 45.65 0 1437.8102 2 719.4081421 -0.82908044 -0.00059603 36.90122076TPTEALASFDYIVR 4 13376617 1xTMT6plex [N-Term] 100 0.665 2.566780806 12.46 0 1811.974081 2 906.4902344 -0.490426441 -0.00044432 93.06377815EVTEFGNK 2 13376617 2xTMT6plex [N-Term; K8] 0.977 3.972804546 35.42 0 1381.772751 2 691.3907471 1.06097086 0.00073301 44.67667746LQLTLYQYK 2 13376617 2xTMT6plex [N-Term; K9] 1.741305113 14.07 0 1627.98235 2 814.4956665 1.047989133 0.000853054 75.583471694758504 HSD17B10 3-hydroxyacyl-CoA dehydrogenase type-2 isoform 1 3028 NP_004484.1 46.74329502 1 7 7 38 261 26.906 7.78 0.83 0.64 0.56 0.68 Significant 0.014 LVGQGASAVLLDLPNSGGEAQAK 6 4758504 2xTMT6plex [N-Term; K23] 100 4.316346645 48.66 0 2653.4925 3 885.168457 -0.634019599 -0.000560789 91.62407657DVQTALALAK 12 4758504 2xTMT6plex [N-Term; K10] 0.85 0.638 0.322 3.363948107 52.47 0 1487.91975 2 744.4628906 -0.837014227 -0.000622705 59.9874323GGIVGMTLPIAR 6 4758504 1xTMT6plex [N-Term] 100 2.581701279 50.96 0 1413.844922 2 707.425354 -1.053964381 -0.000745071 65.48720421GQTHTLEDFQR 4 4758504 1xTMT6plex [N-Term] 0.813 4.117032528 49.6 0 1560.796785 2 780.9026489 0.791910628 0.000618006 35.33272945VMTIAPGLFGTPLLTSLPEK 4 4758504 2xTMT6plex [N-Term; K20] 1.375849843 1.17 0 2543.492289 2 1272.249512 -0.213310063 -0.000271276 99.98638428GLVAVITGGASGLGLATAER 4 4758504 1xTMT6plex [N-Term] 1.180398107 12.57 0 2042.180719 2 1021.591797 -2.155646637 -0.00220111 92.55844254LGDPAEYAHLVQAIIENPFLNGEVIR 2 4758504 1xTMT6plex [N-Term] 1.56621623 1.58 0 3107.6727 3 1036.558594 -3.691559925 -0.003824053 110.976188345545411 NCKAP1 nck-associated protein 1 isoform 2 10787 NP_995314.1 11.64021164 1 11 11 31 1134 129.433 6.68 1.18 0.96 0.89 1.01 Significant 0.0074 SLSELLGPYGMK 6 45545411 2xTMT6plex [N-Term; K12] 0.01 1.902878046 20.88 0 1752.997014 2 877.0010986 -1.194151706 -0.001046672 80.55597239EYLTSHLEIR 4 45545411 1xTMT6plex [N-Term] 1.114 0.931 3.428911448 29.66 0 1489.821209 3 497.2785339 -0.107766864 -5.35E-05 53.36307878QVEDGEVFDFR 2 45545411 1xTMT6plex [N-Term] 1.316 3.573965073 29.03 0 1569.774653 2 785.3909302 -0.04399258 -3.45E-05 69.81364801LVVENVDVLTQMR 4 45545411 1xTMT6plex [N-Term] 1.113 1.459 1.995293975 14.85 0 1744.982871 2 872.9960327 1.098835822 0.000958725 80.85825264AAEDLFVNIR 4 45545411 1xTMT6plex [N-Term] 100 2.404682398 26.67 0 1376.773531 2 688.8898315 -0.831098243 -0.000572117 61.37095173TISQAVNK 2 45545411 2xTMT6plex [N-Term; K8] 1.008 3.739854813 36.91 0 1318.809471 2 659.9094238 1.592077018 0.001049823 34.77172692EAAVSHAGSMHR 2 45545411 1xTMT6plex [N-Term] 1.466 1.889735341 5.39 0 1481.748061 3 494.5873413 -0.398376913 -0.000196765 19.57225191EKPGVESMR 2 45545411 2xTMT6plex [N-Term; K2] 0.889 2.694129467 7.85 0 1490.84012 3 497.6187134 0.98424821 0.000489119 31.4167519AKPSYLIDK 1 45545411 3xTMT6plex [N-Term; K2; K9] 0.678 2.166602373 0 1722.076868 3 574.6975098 0.643198277 0.000369212 43.83025804KFPAVETR 2 45545411 2xTMT6plex [N-Term; K1] 0.905 3.484324455 15.42 1 1405.856756 3 469.2901917 -0.522271437 -0.000244746 40.97417117VAMNVYELSSAAGLPCEIDPALVVALSSQK 2 45545411 2xTMT6plex [N-Term; K30]; 1xCarbamidomethyl [C16] 1.266643643 0 3590.921412 3 1197.643555 -1.4763112 -0.001767106 103.91908497661666 TES testin isoform 1 26136 NP_056456.1 17.81472684 1 8 8 33 421 47.964 7.68 1.03 1 0.89 0.98 Significant 0.0019 SEALGVGDVK 2 7661666 2xTMT6plex [N-Term; K10] 1.282 3.722498894 66.2 0 1432.841165 2 716.9239502 -0.377989821 -0.0002708 52.65954714EKQPVAGSEGAQYR 6 7661666 2xTMT6plex [N-Term; K2] 0.989 1.007 0.775 4.576948166 63.66 1 1978.075809 3 660.0298462 -0.416655306 -0.000274725 35.46148541LPCEMDAQGPK 6 7661666 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 0.896 0.974 0.969 3.641612053 55.38 0 1703.886084 2 852.4473877 0.830513635 0.00070755 48.15023572QPVAGSEGAQYR 4 7661666 1xTMT6plex [N-Term] 0.962 1.627 3.256935835 24.43 0 1491.775322 2 746.390686 -0.821892995 -0.00061304 30.21682828QLPAHDQDPSK 6 7661666 2xTMT6plex [N-Term; K11] 0.93 0.941 0.737 3.458965778 48.04 0 1693.927354 3 565.3135376 -0.764470228 -0.000431652 33.51592885SDGIPMYK 4 7661666 2xTMT6plex [N-Term; K8] 1.364 1.243 3.329181671 24.01 0 1368.759744 2 684.8831787 -0.484546779 -0.000331614 58.57198496QMNIPGGDR 4 7661666 1xTMT6plex [N-Term] 1.093 1.191 2.666670084 28.86 0 1216.630572 2 608.8187256 -0.32644924 -0.000198584 42.23188483STPAAVGAMEDK 1 7661666 2xTMT6plex [N-Term; K12] 1.134 2.844592571 10.88 0 1634.882378 2 817.9452515 0.518777191 0.00042407 53.1305586238016911 STOM erythrocyte band 7 integral membrane protein isoform a 2040 NP_004090.4 30.55555556 1 6 6 49 288 31.711 7.88 0.7 0.72 0.76 0.73 Significant 0.00059 VIAAEGEMNASR 10 38016911 1xTMT6plex [N-Term] 0.764 0.729 0.741 4.600561619 67.47 0 1476.767793 2 738.8875732 0.05183237 3.83E-05 40.68762795AMAAEAEASR 8 38016911 1xTMT6plex [N-Term] 0.61 0.626 3.896104097 53.1 0 1235.625152 2 618.3158569 -0.57841394 -0.000357351 34.24203335YLQTLTTIAAEK 4 38016911 2xTMT6plex [N-Term; K12] 1.469 100 2.929592133 44.32 0 1810.072622 2 905.5404053 0.503972528 0.000456113 84.26426395EASMVITESPAALQLR 6 38016911 1xTMT6plex [N-Term] 0.564 0.01 2.386481047 30.46 0 1945.062578 2 973.0340576 -0.894318591 -0.000869753 70.10901283AMAAEAEASR 4 38016911 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.694 0.787 2.4605546 41.2 0 1251.620067 2 618.3158569 -0.57841394 -0.000357351 34.24203335VIAAEGEMNASR 12 38016911 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.707 0.799 0.785 2.924345255 38.72 0 1492.762708 2 738.8875732 0.05183237 3.83E-05 40.68762795LLAQTTLR 4 38016911 1xTMT6plex [N-Term] 0.01 0.879 2.928937197 32.37 0 1144.725124 2 572.866333 0.231789815 0.000132668 45.70371841NLSQILSDREEIAHNMQSTLDDATDAWGIK 1 38016911 2xTMT6plex [N-Term; K30] 1.847979546 1 3829.943086 4 958.2396851 -1.612555457 -0.001543999 101.45968514507149 SOD1 superoxide dismutase [Cu-Zn] 6647 NP_000445.1 42.20779221 1 6 6 26 154 15.926 6.13 0.92 0.83 0.82 0.86 Significant 0.0014 HVGDLGNVTADK 4 4507149 2xTMT6plex [N-Term; K12] 0.922 4.692081928 44.65 0 1683.943005 3 561.9855957 -0.457676194 -0.0002569 46.35074869DGVADVSIEDSVISLSGDHCIIGR 6 4507149 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 0.562 5.412872314 74.25 0 2743.376989 3 915.1314697 1.045105977 0.000955707 85.36336158HVGDLGNVTADKDGVADVSIEDSVISLSGDHCIIGR 3 4507149 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C32] 100 3.764800549 16.3 1 4179.13922 5 836.6322632 -1.677537326 -0.001402132 86.09294059GDGPVQGIINFEQK 4 4507149 2xTMT6plex [N-Term; K14] 1.705445766 13.24 0 1960.090397 2 980.5487671 -0.071119328 -6.97E-05 64.20611039TLVVHEK 5 4507149 2xTMT6plex [N-Term; K7] 0.83 0.827 2.941191912 33.5 0 1283.808743 3 428.6073914 -0.874225028 -0.000374113 35.36380743GGNEESTK 4 4507149 2xTMT6plex [N-Term; K8] 1.690443993 13.08 0 1279.689416 2 640.3483887 0.066362782 4.25E-05 18.5262930956676330 HP1BP3 heterochromatin protein 1-binding protein 3 50809 NP_057371.2 17.72151899 1 10 10 32 553 61.169 9.67 0.87 0.89 0.92 0.89 Significant 0.00026 ALPLIVGAQLIHADK 4 56676330 2xTMT6plex [N-Term; K15] 1.261 3.224070549 35.87 0 2017.257403 3 673.0914917 1.248783449 0.000839706 85.4943258GASGSFVVVQK 4 56676330 2xTMT6plex [N-Term; K11] 0.64 1.206 3.712460518 37.93 0 1536.914999 2 768.9613647 0.29530728 0.000226931 46.14287305GASGTFQLK 6 56676330 2xTMT6plex [N-Term; K9] 0.992 0.937 0.86 4.188322067 52.29 0 1366.809471 2 683.9083862 0.017889061 1.22E-05 47.52144575GQLEQITGK 4 56676330 2xTMT6plex [N-Term; K9] 0.828 0.804 3.28522563 51.49 0 1431.85715 2 716.4321899 -0.032501278 -2.33E-05 56.75817923KYVSQYYPK 2 56676330 3xTMT6plex [N-Term; K1; K9] 0.805 3.425212622 15.89 1 1863.098332 3 621.7042236 -0.115104801 -7.15E-05 51.23831163YPSLELER 4 56676330 1xTMT6plex [N-Term] 1.278 1.248 2.967073202 26.01 0 1235.683319 2 618.3447876 -0.825611766 -0.000510097 53.59645395VDIRPQLLK 1 56676330 2xTMT6plex [N-Term; K9] 0.91 1.549380302 5.1 0 1539.998669 3 514.0050659 1.282743905 0.000658475 40.3543275MDAILTEAIK 2 56676330 2xTMT6plex [N-Term; K10] 100 1.633154631 12.76 0 1562.922786 2 781.9642944 -0.94326017 -0.000737121 91.95243412GSKPAPK 3 56676330 3xTMT6plex [N-Term; K3; K7] 0.815 1.041 1.512831688 3.67 0 1371.892697 3 457.9690552 -0.061486337 -2.81E-05 28.74636732LEDVLPLAFTR 2 56676330 1xTMT6plex [N-Term] 1.666852713 12.15 0 1502.877996 2 751.9393921 -4.317157035 -0.00324408 88.64312358219283152 API5 apoptosis inhibitor 5 isoform a 8539 NP_001136402.1 22.51908397 1 9 9 28 524 58.968 7.34 1.13 1.16 1.33 1.21 Significant 0.0027 KVLEDVTGEEFVLFMK 4 219283152 3xTMT6plex [N-Term; K1; K16] 0.599 0.924 4.245100021 23.19 1 2571.471109 3 857.8284302 -0.14458753 -0.000123934 98.53796808LQFSYVECLLYSFHQLGR 2 219283152 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 3.238 3.877374172 27.32 0 2489.284867 3 830.4337769 0.767387627 0.000636749 107.4446872DAYQVILDGVK 2 219283152 2xTMT6plex [N-Term; K11] 100 2.779285908 34.28 0 1678.977993 2 839.9911499 -1.768888767 -0.001484963 81.98931626ASEDTTSGSPPKK 2 219283152 3xTMT6plex [N-Term; K12; K13] 0.791 3.319006681 8.19 1 1992.121646 3 664.7130737 1.516891005 0.001007277 27.35921204ELPQFATGENLPR 6 219283152 1xTMT6plex [N-Term] 1.311 1.694 1.14 2.539166927 36.8 0 1700.9169 2 850.9613647 -0.850969152 -0.000723714 55.09164592LAAQFIPK 4 219283152 2xTMT6plex [N-Term; K8] 1.095 1.505 2.665300846 26.88 0 1345.860779 2 673.4338989 -0.191333637 -0.000128754 67.89439897GTLGGLFSQILQGEDIVR 2 219283152 1xTMT6plex [N-Term] 1.288201809 0 2132.191284 2 1066.599243 -0.034847659 -3.72E-05 101.0932083STVTLSWKPVQK 2 219283152 3xTMT6plex [N-Term; K8; K12] 1.903811693 1.38 0 2061.267523 3 687.7593384 -1.969988484 -0.001353558 52.99813191TLPDEVLTK 4 219283152 2xTMT6plex [N-Term; K9] 100 1.938877583 23.68 0 1473.892867 2 737.4498901 -0.246236732 -0.000181463 53.46157768194306559 KLC1 kinesin light chain 1 isoform 3 3831 NP_001123579.1 15.85760518 1 8 9 28 618 69.722 5.88 1.02 0.97 0.99 0.99 Significant 0.00021 EFGSVDDENKPIWMHAEER 2 194306559 2xTMT6plex [N-Term; K10] 100 2.704870224 13.37 0 2747.349935 4 687.5924683 -0.688635656 -0.000472981 56.86854764DAANLLNDALAIR 4 194306559 1xTMT6plex [N-Term] 0.652 2.400709867 48.06 0 1598.906336 2 799.9564819 -0.405522699 -0.000324196 85.6880008LTQDEIISK 6 194306559 2xTMT6plex [N-Term; K9] 1.28 1.164 1.254 3.716078758 39.81 0 1504.89868 2 752.9528809 -0.129650755 -9.76E-05 54.43143871YEEVEYYYQR 2 194306559 1xTMT6plex [N-Term] 0.933 2.345256567 10.68 0 1670.789968 2 835.8983765 -0.294573418 -0.000246085 57.33585375DDESNLVEEK 2 194306559 2xTMT6plex [N-Term; K10] 0.708 3.25544858 12.31 0 1635.847767 2 818.4273071 -0.262299583 -0.000214541 48.69923838ALEIYQTK 4 194306559 2xTMT6plex [N-Term; K8] 0.977 0.538 3.655380011 45.48 0 1423.856087 2 712.4321289 0.627867176 0.000446996 59.50480368FEAAETLEEAAMR 2 194306559 1xTMT6plex [N-Term] 1.599269748 14.61 0 1696.841352 2 848.9238892 -0.501154505 -0.00042519 72.49011204YEVAVPLCK 4 194306559 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 100 2.154640675 18.9 0 1536.886007 2 768.9475708 1.208652791 0.000928781 45.04874782QAETLYK 2 194306559 2xTMT6plex [N-Term; K7] 0.938 3.184349298 33.01 0 1310.772023 2 655.8903809 1.115242562 0.000730914 36.086182935174741 UCHL3 ubiquitin carboxyl-terminal hydrolase isozyme L3 isoform 2 7347 NP_005993.1 40 1 6 6 20 230 26.166 4.92 1.26 1.29 1.19 1.25 Significant 0.00056 WLPLEANPEVTNQFLK 8 5174741 2xTMT6plex [N-Term; K16] 100 1.38 3.598861933 28 0 2357.326939 3 786.446167 -1.268794493 -0.000996988 99.81438868KPFPINHGETSDETLLEDAIEVCK 2 5174741 3xTMT6plex [N-Term; K1; K24]; 1xCarbamidomethyl [C23] 1.31 4.888959885 14.6 0 3429.817882 4 858.2091675 -0.887058214 -0.000760612 82.37703597VTHETSAHEGQTEAPSIDEK 2 5174741 2xTMT6plex [N-Term; K20] 0.834 5.922758102 51.36 0 2624.320409 3 875.4395752 -6.187012838 -0.005412235 35.8251525FLEESVSMSPEER 2 5174741 1xTMT6plex [N-Term] 1.055 2.864365578 31.8 0 1768.862481 2 884.9342041 -0.763098821 -0.000674908 72.12052154YLENYDAIR 4 5174741 1xTMT6plex [N-Term] 1.299 1.347 3.832800627 49.13 0 1385.726246 2 693.3657837 -1.411091976 -0.000977694 53.35942062MHFESGSTLK 2 5174741 2xTMT6plex [N-Term; K10] 1.19 2.850683212 17.37 0 1594.866334 3 532.2928467 -1.471885692 -0.000782487 38.55951487157739942 GEMIN5 gem-associated protein 5 isoform 1 25929 NP_056280.2 6.631299735 1 10 10 28 1508 168.483 6.62 1.08 1.81 1.28 1.39 Significant 0.024 SKEELHQDCLVLATAK 2 157739942 3xTMT6plex [N-Term; K2; K16]; 1xCarbamidomethyl [C9] 1.901 5.031808376 29.33 1 2529.43137 3 843.8137207 -1.882221705 -0.001586984 50.41028089ELNEDVSADVEER 4 157739942 1xTMT6plex [N-Term] 100 1.471 4.102857113 50.97 0 1733.839103 2 867.4243164 1.299337693 0.001126421 42.26196791GVLQTAAER 2 157739942 1xTMT6plex [N-Term] 1.169 2.981970787 50.26 0 1173.678902 2 587.3379517 -8.754872963 -0.005137705 35.12873127VYEAVELLK 2 157739942 2xTMT6plex [N-Term; K9] 2.269033194 8.29 0 1521.929252 2 761.4683838 0.156944303 0.000119429 92.70710947TVAEVQETLAEMIR 2 157739942 1xTMT6plex [N-Term] 1.267911434 6.97 0 1818.983265 2 909.9953613 0.09940512 9.04E-05 101.511155EEPLCNFR 2 157739942 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.674 2.771061182 18.91 0 1293.645888 2 647.3269653 0.592375448 0.000383162 46.92330205MIDIEGK 2 157739942 2xTMT6plex [N-Term; K7] 100 2.545817614 31.99 0 1263.73828 2 632.3735352 1.197520502 0.000756676 60.13043613EAIAIAK 2 157739942 2xTMT6plex [N-Term; K7] 1.768 2.834195852 39.78 0 1173.76073 2 587.383606 -0.677383318 -0.000397543 51.41944068DLIVSGDEK 8 157739942 2xTMT6plex [N-Term; K9] 1.556 2.28200841 20.22 0 1433.825181 2 717.4154053 -1.148684754 -0.000823507 36.44738959EKPETLIK 2 157739942 3xTMT6plex [N-Term; K2; K8] 0.975 2.653075218 8.96 0 1645.050319 3 549.0215454 -0.143667053 -7.88E-05 44.4082112713027378 GNPDA1 glucosamine-6-phosphate isomerase 1 10007 NP_005462.1 40.83044983 1 5 8 34 289 32.648 6.92 1.256 3.463 1.431 2.05 Non-Significant 0.1 AIEEGVNHMWTVSAFQQHPR 6 13027378 1xTMT6plex [N-Term] 0.728 100 6.248116493 44.4 0 2566.282241 4 642.3254395 -0.901302851 -0.000578249 90.77552945LIILEHYSQASEWAAK 2 13027378 2xTMT6plex [N-Term; K16] 1.267 4.683430672 43.72 0 2317.295639 3 773.1030884 -0.3998986 -0.000308894 86.53952324TLAMDTILANAR 4 13027378 1xTMT6plex [N-Term] 100 3.241851568 35.57 0 1518.851129 2 759.9285278 -0.888813862 -0.000674988 70.03125576EVMILITGAHK 6 13027378 2xTMT6plex [N-Term; K11] 100 1.096 3.803 2.473754168 23.62 0 1670.007519 3 557.3399048 -1.412002344 -0.000786018 64.9845391AAGGIELFVGGIGPDGHIAFNEPGSSLVSR 6 13027378 1xTMT6plex [N-Term] 1.681241512 13.78 0 3153.653027 3 1051.889282 0.084387751 8.87E-05 91.70244031TFNMDEYVGLPR 2 13027378 1xTMT6plex [N-Term] 2.464105368 14.93 0 1670.840958 2 835.9232788 -1.003819546 -0.000838611 74.97237397LVDPLYSIK 6 13027378 2xTMT6plex [N-Term; K9] 1.286 100 1.432 2.856310606 39.51 0 1505.934337 2 753.4699707 -1.11074813 -0.000836357 77.5211326FFDGELTK 2 13027378 2xTMT6plex [N-Term; K8] 100 1.825437069 17.24 0 1414.798238 2 707.9018555 -1.274861992 -0.000901836 68.1493629220070158 STK24 serine/threonine-protein kinase 24 isoform a precursor 8428 NP_003567.2 24.83069977 1 8 8 36 443 49.277 5.69 0.975 0.976 0.981 0.98 Non-Significant 1 AANVLLSEHGEVK 8 20070158 2xTMT6plex [N-Term; K13] 0.963 0.96 0.971 4.755981922 61.57 0 1825.058369 3 609.0236816 -1.028426355 -0.000625646 44.19001632YSLSGGGTSSH 4 20070158 1xTMT6plex [N-Term] 1.017 1.3 4.221837521 85.22 0 1281.62726 2 641.3158569 -2.202779934 -0.001411571 32.89978485SQACGGNLGSIEELR 2 20070158 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.3 4.204479218 60.51 0 1819.916977 2 910.4572144 -5.398471022 -0.004912385 47.39225735LADFGVAGQLTDTQIK 6 20070158 2xTMT6plex [N-Term; K16] 100 100 2.337730885 32.05 0 2135.21124 2 1068.108032 -1.148568736 -0.001226218 77.48639538GAIYLAEEACPGISDTMVAQLVQR 3 20070158 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.984152079 2.1 0 2821.442566 2 1411.223633 -0.91336433 -0.001288503 97.07369852VLFLIPK 6 20070158 2xTMT6plex [N-Term; K7] 100 0.843 1.970088124 22.02 0 1287.880452 2 644.4430542 -1.257742177 -0.000809911 88.12112939ADPEELFTK 6 20070158 2xTMT6plex [N-Term; K9] 1.301 1.193 0.715 2.253343105 23.61 0 1507.840831 2 754.4235229 -0.704133713 -0.000530861 60.10269008ADIWSLGITAIELAR 1 20070158 1xTMT6plex [N-Term] 1.179052591 0 1858.063564 2 929.5305786 -5.211804172 -0.004841932 106.1642299618857509 MANF mesencephalic astrocyte-derived neurotrophic factor precursor 7873 NP_006001.4 45.40540541 1 9 9 42 185 21.13 8.92 1.09 0.98 0.81 0.96 Significant 0.0071



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms IINEVSKPLAHHIPVEK 4 618857509 3xTMT6plex [N-Term; K7; K17] 1.095 1.128 3.507589817 9.8 0 2611.590253 4 653.6526489 -0.569613427 -0.000371899 64.85224408LCYYIGATDDAATK 7 618857509 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 100 100 0.01 2.059989691 17.86 0 2020.046149 2 1010.525574 -1.127859907 -0.001139165 64.52984814KDSQICELK 2 618857509 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C6] 1.022 4.447356224 25.88 1 1808.055481 3 603.3567505 0.119982404 7.23E-05 47.8618701DSQICELK 2 618857509 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.026 3.692901373 42.08 0 1450.797586 2 725.9020386 -0.541627288 -0.000392896 49.8011623KINELMPK 8 618857509 3xTMT6plex [N-Term; K1; K8] 1.071 0.959 0.947 3.703180075 19.33 1 1660.04346 3 554.0200195 1.232192891 0.000681831 50.68168855ILDDWGETCK 12 618857509 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.914 0.01 1.204 2.377898216 20.76 0 1694.882378 2 847.9443359 -0.580114002 -0.000491612 66.88888457QIDLSTVDLK 4 618857509 2xTMT6plex [N-Term; K10] 0.851 100 1.935767889 28.01 0 1589.951444 2 795.4786987 -0.832213504 -0.00066159 70.23695244DVTFSPATIENELIK 1 618857509 2xTMT6plex [N-Term; K15] 1.673006058 0 2135.200007 2 1068.102661 -0.918520218 -0.000980612 99.67448058KKDSQICELK 2 618857509 4xTMT6plex [N-Term; K1; K2; K10]; 1xCarbamidomethyl [C7] 0.461 4.212837219 15.6 2 2165.313376 4 542.0836182 -0.338733302 -0.000183366 41.69255115187960037 CBX1 chromobox protein homolog 1 10951 NP_001120700.1 44.86486486 1 5 6 25 185 21.405 4.93 0.691 1.59 0.784 1.02 Non-Significant 0.07 GFSDEDNTWEPEENLDCPDLIAEFLQSQK 9 187960037 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C17] 1.662 4.432342529 26.93 0 3884.8213 4 971.9578857 -2.98254163 -0.00289666 106.9191698IIGATDSSGELMFLMK 6 187960037 2xTMT6plex [N-Term; K16] 2.837 2.80222106 17.77 0 2171.185619 2 1086.095337 -1.02339563 -0.001110991 101.2260575KKVEEVLEEEEEEYVVEK 2 187960037 4xTMT6plex [N-Term; K1; K2; K18] 0.897 4.233417034 13.67 2 3153.758843 4 789.1954956 0.415184527 0.000327348 82.81617996KVEEVLEEEEEEYVVEK 2 187960037 3xTMT6plex [N-Term; K1; K17] 1.324 3.010543108 20.1 1 2796.500948 3 932.8380737 -0.45780374 -0.00042675 74.13702459TAHETDKSEGGK 2 187960037 3xTMT6plex [N-Term; K7; K12] 0.839 4.082901955 17.66 1 1947.07503 4 487.5230103 -2.475078926 -0.001204791 25.05476339GKVEYLLK 4 187960037 3xTMT6plex [N-Term; K2; K8] 0.691 0.705 3.050820351 14.95 1 1637.06049 3 546.3584595 0.204664379 0.000111683 50.9044224311545863 MCCC2 methylcrotonoyl-CoA carboxylase beta chain, mitochondrial 64087 NP_071415.1 18.29484902 1 7 7 26 563 61.294 7.68 0.96 0.9 0.91 0.93 Significant 0.0004 KLDVTIEPSEEPLFPADELYGIVGANLK 2 11545863 3xTMT6plex [N-Term; K1; K28] 3.320621967 26.4 1 3745.091855 4 937.0302734 1.978215832 0.00185215 107.2009427AATGEEVSAEDLGGADLHCR 6 11545863 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.969 0.965 0.906 6.023361683 66.84 0 2287.082204 3 763.03125 -1.314889336 -0.00100242 41.57191161KFEEEGNPYYSSAR 4 11545863 2xTMT6plex [N-Term; K1] 0.799 0.786 4.256336689 32.34 1 2135.080954 3 712.3657837 0.863402493 0.000614478 41.53258645GGAYYPVTVK 6 11545863 2xTMT6plex [N-Term; K10] 1.125 0.925 4.171266079 53.3 0 1512.882636 2 756.9439087 -1.385122109 -0.001047764 47.1892488EYEAEGIAK 2 11545863 2xTMT6plex [N-Term; K9] 1.026 4.145157337 38.9 0 1467.809531 2 734.4098511 1.972087234 0.001447324 43.46139761VWDDGIIDPADTR 4 11545863 1xTMT6plex [N-Term] 100 1.680309057 6.9 0 1701.86453 2 851.4356689 -0.275626741 -0.00023454 67.94929527AQEIAMQNR 2 11545863 1xTMT6plex [N-Term] 0.271 2.076095104 6.48 0 1289.683336 2 645.3456421 0.521081159 0.000336015 31.82153817321117084 RPS10-NUDT3 RPS10-NUDT3 protein 100529239 NP_001189399.1 26.11683849 1 1 8 57 291 33.12 9.29 1.51 1.44 1.48 Non-Significant #N/A DYLHLPPEIVPATLR 17 321117084 1xTMT6plex [N-Term] 1.145 1.478 1.271 3.655930042 29.14 0 1963.121414 3 655.0450439 -0.425390939 -0.000278365 84.67123438NVPNLHVMK 2 321117084 2xTMT6plex [N-Term; K9] 1.228 3.072084904 39.6 0 1509.897575 3 503.9710693 0.715199382 0.000359959 52.35041771EVCEEAGVK 4 321117084 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.508 1.443 3.911649466 42.58 0 1478.792501 2 739.9002075 0.43109433 0.00031875 38.5981233IAIYELLFK 10 321117084 2xTMT6plex [N-Term; K9] 1.397 1.578 1.575 3.936320543 41.69 0 1567.986373 2 784.4953613 -1.866753309 -0.001463522 107.4975175GLEGERPAR 4 321117084 1xTMT6plex [N-Term] 1.056 3.756006002 30.7 0 1213.68505 3 405.233551 0.864899977 0.000349905 25.6993502GEADRDTYR 8 321117084 1xTMT6plex [N-Term] 100 1.809 100 2.650276184 17.88 1 1311.649058 3 437.8878174 -0.12164196 -5.32E-05 16.98501306SAVPPGADK 4 321117084 2xTMT6plex [N-Term; K9] 1.088 1.059 2.927779198 24.69 0 1299.767272 2 650.3881836 1.398963906 0.000909164 30.91364082HPELADK 8 321117084 2xTMT6plex [N-Term; K7] 1.47 1.562 2.263942957 33.82 0 1267.741058 3 423.251709 -0.381636985 -0.000161272 32.395978994506701 RPS23 40S ribosomal protein S23 6228 NP_001016.1 49.65034965 1 7 7 40 143 15.798 10.49 1.09 0.96 0.95 1 Significant 0.002 KGHAVGDIPGVR 2 4506701 2xTMT6plex [N-Term; K1] 1.418 4.269760132 37.72 1 1664.000794 3 555.3380737 -0.676885851 -0.000375446 37.15135853ANPFGGASHAK 6 4506701 2xTMT6plex [N-Term; K11] 1.004 1.027 0.959 4.861544132 49.3 0 1514.847982 3 505.6207581 -0.172419993 -8.71E-05 35.81559179KITAFVPNDGCLNFIEENDEVLVAGFGR 2 4506701 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C11] 1.003 5.406291008 16.8 1 3582.866674 4 896.4714966 -0.702795304 -0.000629505 99.42360099ITAFVPNDGCLNFIEENDEVLVAGFGR 17 4506701 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.851 3.769335747 26.4 0 3225.60878 3 1075.873535 -0.845512099 -0.000909097 108.3145828KAHLGTALK 4 4506701 3xTMT6plex [N-Term; K1; K9] 0.854 0.711 3.409827709 40.89 1 1626.066972 3 542.6934814 -0.665042757 -0.000360468 39.8264091VANVSLLALYK 5 4506701 2xTMT6plex [N-Term; K11] 100 100 0.499 2.034348488 14.02 0 1649.040199 2 825.0231934 -0.660621403 -0.000544696 80.40099604AHLGTALK 4 4506701 2xTMT6plex [N-Term; K8] 1.299 1.07 3.150281191 39.57 0 1268.809078 2 634.9080811 -0.151355021 -9.60E-05 42.90978963116812595 BPNT1 3'(2'),5'-bisphosphate nucleotidase 1 isoform 1 10380 NP_006076.4 34.74025974 1 6 6 24 308 33.371 5.69 0.85 0.85 0.87 0.85 Significant 0.000061 LTDIHGNVLQYHK 8 116812595 2xTMT6plex [N-Term; K13] 0.834 0.845 0.871 3.756012201 41.63 0 1996.138016 4 499.7898865 -0.150220856 -7.50E-05 46.53445126KWDTCAPEVILHAVGGK 2 116812595 3xTMT6plex [N-Term; K1; K17]; 1xCarbamidomethyl [C5] 0.735 3.868910313 25.46 1 2568.457525 4 642.8704224 0.90892417 0.000583633 77.16702158LTIIGEEDLPSEEVDQELIEDSQWEEILK 4 116812595 2xTMT6plex [N-Term; K29] 100 2.166082621 6.45 0 3857.983597 3 1286.66626 0.163079199 0.000209719 105.2388671AIAGVINQPYYNYEAGPDAVLGR 2 116812595 1xTMT6plex [N-Term] 1.965695262 14.48 0 2680.393231 3 894.1359863 0.065171175 5.82E-05 81.07521719TCATDLQTK 2 116812595 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.086 3.7824471 53.12 0 1495.81905 2 748.4110107 -2.878119265 -0.002152573 38.40585341LVTDCVAAMNPDAVLR 6 116812595 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.818109155 13.03 0 1974.034983 2 987.5199585 -1.186973803 -0.001171564 82.2109601511034825 MAT2B methionine adenosyltransferase 2 subunit beta isoform 1 27430 NP_037415.1 32.33532934 1 9 9 37 334 37.528 7.36 0.486 1.046 1.386 0.97 Non-Significant 0.065 GTFHWSGNEQMTK 6 11034825 2xTMT6plex [N-Term; K13] 1.377 1.264 1.364 5.033156395 63.32 0 1981.000202 3 661.0046387 -0.423535734 -0.000279675 43.86237275EFQQNNWHAVGCGFR 5 11034825 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.877 0.831 2.776138067 13.46 0 2078.981643 3 693.6660767 0.978325362 0.000677973 47.45445602ELSIHFVPGSCR 4 11034825 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.848 1.716 2.487768888 15.66 0 1630.857277 3 544.2902222 -0.713781708 -0.000388025 48.09906592ESLWPFLIDK 6 11034825 2xTMT6plex [N-Term; K10] 100 100 100 2.476368666 15.05 0 1705.992915 2 853.4993286 -0.899378552 -0.000767167 99.93885692VLVTGATGLLGR 4 11034825 1xTMT6plex [N-Term] 1.256 2.185949564 35.24 0 1385.867765 2 693.4387817 1.819384667 0.001260713 55.05307084LETLGIGQR 2 11034825 1xTMT6plex [N-Term] 0.766 2.369310617 29.12 0 1215.725852 2 608.369812 5.342580669 0.003247557 55.15765987LEESAVTVMFDK 3 11034825 2xTMT6plex [N-Term; K12] 1.693675399 13.16 0 1826.997408 2 914.0021362 -0.225511575 -0.000206005 85.46040831GTFHWSGNEQMTK 2 11034825 2xTMT6plex [N-Term; K13]; 1xOxidation [M11] 0.857 2.715639353 11.63 0 1996.995117 3 661.0046387 -0.423535734 -0.000279675 43.86237275LVEEEVNIPNRR 3 11034825 1xTMT6plex [N-Term] 0.433 3.052918196 17 1 1696.954348 3 566.3237305 1.349321066 0.000763245 51.05731797AVLENNLGAAVLR 2 11034825 1xTMT6plex [N-Term] 0.642 1.370436549 0 1568.932156 2 784.9707031 1.257626081 0.000986565 66.15984663948549834 S100A16 protein S100-A16 140576 NP_001303936.1 52.42718447 1 4 4 43 103 11.794 6.79 0.84 0.82 0.82 0.83 Significant 0.000065 ELNHMLSDTGNR 4 948549834 1xTMT6plex [N-Term] 0.782 3.284194469 38.87 0 1615.80597 2 808.4064941 -0.159678052 -0.000129004 42.645018ISFDEYWTLIGGITGPIAK 11 948549834 2xTMT6plex [N-Term; K19] 0.692 0.764 0.857 3.667822123 48.94 0 2539.421233 3 847.1461792 1.083490057 0.000917146 111.949024AVIVLVENFYK 20 948549834 2xTMT6plex [N-Term; K11] 0.839 0.614 0.731 3.624087334 45.46 0 1753.066414 2 877.0366821 -0.186286261 -0.000163286 102.6000524LIQNLDANHDGR 6 948549834 1xTMT6plex [N-Term] 0.847 0.948 0.907 4.053113461 46.91 0 1594.849883 3 532.2879639 -0.341755323 -0.000181683 47.02311222ELNHMLSDTGNR 2 948549834 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.878 2.715579987 27.93 0 1631.800885 2 808.4064941 -0.159678052 -0.000129004 42.64501815812198 FBXO2 F-box only protein 2 26232 NP_036300.2 39.18918919 1 7 7 35 296 33.307 4.37 0.99 1.07 1.08 1.05 Significant 0.00074 VEELPGDSGVEFTHDESVK 4 15812198 2xTMT6plex [N-Term; K19] 1.222 1.276 5.587501526 66.91 0 2532.286984 3 844.7668457 -0.39484491 -0.000333287 64.51082942AQVIDLQAEGYWEELLDTTQPAIVVK 8 15812198 2xTMT6plex [N-Term; K26] 1.175 1.848 1.236 4.270712376 31.42 0 3387.845194 3 1129.949951 -2.920276403 -0.003297815 105.4006118FEHGGQDSVYWK 8 15812198 2xTMT6plex [N-Term; K12] 0.929 0.998 1.056 4.664009094 35.06 0 1910.980118 3 637.6646118 -0.437529817 -0.000278704 51.91766254ELVDGAPLWLLK 4 15812198 2xTMT6plex [N-Term; K12] 0.316 0.452 3.375396013 37.45 0 1812.103528 2 906.5546265 -0.856270234 -0.000775825 100.8529981YFASSFEWCR 3 15812198 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.585 3.316142797 27.61 0 1581.735765 2 791.3721924 0.848982273 0.000671433 80.3175822VLAALPAAELVQACR 6 15812198 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.97 0.736 100 1.8241328 13.53 0 1811.041055 2 906.0180054 -6.803339867 -0.006160564 75.75387998NPCGEEDLEGWCDVEHGGDGWR 2 15812198 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C12] 1.709585309 1.2 0 2803.167407 3 935.059082 -1.68176051 -0.001571419 61.56183649557948093 MRPS27 28S ribosomal protein S27, mitochondrial isoform 1 23107 NP_001273677.1 25 1 8 8 38 428 49.119 6.33 1.01 0.88 0.88 0.92 Significant 0.0022 ALTSADGASEEQSQNDEDNQGSEK 6 557948093 2xTMT6plex [N-Term; K24] 0.479 0.966 0.831 4.273740768 52.28 0 2968.365581 3 990.1268311 0.12104778 0.000119771 34.77938715EALDVLGAVLK 4 557948093 2xTMT6plex [N-Term; K11] 100 0.509 3.234487057 46.46 0 1585.992915 2 793.4995728 -0.659556658 -0.000523026 100.6550133LSTCEAEDIATYEQNLQQWHLDLVQLIQR 4 557948093 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 2.788859129 11.26 0 3743.890039 3 1248.633545 -1.05717164 -0.001319311 111.128812ALYTLVNK 6 557948093 2xTMT6plex [N-Term; K8] 1.676 100 3.614934921 47.83 0 1379.866258 2 690.4428101 8.758455479 0.006042749 64.91006785VAASPEDIK 2 557948093 2xTMT6plex [N-Term; K9] 0.919 3.807547092 44.09 0 1387.819702 2 694.4146118 1.617885097 0.001122666 43.51126903KLPVSSLTISR 10 557948093 2xTMT6plex [N-Term; K1] 0.835 1.344 3.226690531 19.88 1 1659.056912 3 553.6902466 -0.437389399 -0.000241885 47.49107764VELQQGLR 2 557948093 1xTMT6plex [N-Term] 1.021 2.4696486 35.69 0 1171.699638 2 586.3547363 2.183551286 0.001279233 42.6674104LPQYLER 4 557948093 1xTMT6plex [N-Term] 0.953 0.605 2.29992795 13.45 0 1147.667275 2 574.3369751 -0.523910284 -0.000300637 58.951493894506017 PPP2CA serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform 5515 NP_002706.1 29.77346278 1 6 7 50 309 35.571 5.54 0.83 1 1.04 0.96 Significant 0.0045 AHQLVMEGYNWCHDR 22 4506017 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.825 0.989 1.041 5.190270424 49.2 0 2144.995578 3 715.6697998 -0.341318157 -0.000244042 44.71187288YSFLQFDPAPR 8 4506017 1xTMT6plex [N-Term] 1.758 0.859 100 2.704943419 38.91 0 1569.826295 2 785.4164429 -0.436601052 -0.000342694 84.20738011ESNVQEVR 4 4506017 1xTMT6plex [N-Term] 100 2.873093128 28.29 0 1189.637431 2 595.3223267 -0.045803609 -2.72E-05 29.81718932QITQVYGFYDECLR 6 4506017 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 100 100 1.885375261 8.38 0 2020.999978 2 1011.00293 -0.690467598 -0.000697717 66.25291074LQEVPHEGPMCDLLWSDPDDR 6 4506017 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 2.002086639 7.47 0 2738.275166 3 913.4295044 -0.440586257 -0.000402149 70.27097178QLSESQVK 2 4506017 2xTMT6plex [N-Term; K8] 1.121 3.862700224 43.93 0 1376.814951 2 688.9119263 1.180455704 0.000812635 33.51173051SPDTNYLFMGDYVDR 2 4506017 1xTMT6plex [N-Term] 1.662781715 7.79 0 2021.947608 2 1011.475403 -2.017305454 -0.002039443 69.366633944826964 RAD23A UV excision repair protein RAD23 homolog A isoform 1 5886 NP_005044.1 20.38567493 1 5 5 18 363 39.585 4.58 0.79 1.18 1.73 1.23 Significant 0.046 SPSEESAPTTSPESVSGSVPSSGSSGR 4 4826964 1xTMT6plex [N-Term] 0.909 4.912824154 54.67 0 2779.30672 3 927.1057129 -1.487542953 -0.001378113 29.67870829EDKSPSEESAPTTSPESVSGSVPSSGSSGR 8 4826964 2xTMT6plex [N-Term; K3] 1.182 1.733 7.41723156 40.7 1 3380.634151 4 845.9134521 -0.642473025 -0.000542992 35.95896934EEDAASTLVTGSEYETMLTEIMSMGYER 2 4826964 1xTMT6plex [N-Term] 1.818283439 3.15 0 3372.537055 3 1124.848999 -1.367317723 -0.00153711 111.9436811ILSDDVPIR 2 4826964 1xTMT6plex [N-Term] 0.766 2.823124409 15.72 0 1256.741168 2 628.8740845 -0.219340859 -0.000137827 65.09359842EKIEAEK 2 4826964 3xTMT6plex [N-Term; K2; K7] 0.755 2.2696383 9.13 1 1533.94552 3 511.9863586 -0.65012235 -0.000332417 36.9019016627436901 MRPL12 39S ribosomal protein L12, mitochondrial 6182 NP_002940.2 39.8989899 1 6 6 35 198 21.335 8.87 0.77 0.81 0.93 0.84 Significant 0.0033 KLVESLPQEIK 6 27436901 3xTMT6plex [N-Term; K1; K11] 0.736 0.708 0.01 4.446324825 32.5 1 1971.245724 3 657.75354 0.173680624 0.000114122 65.50387544AALEAVGGTVVLE 2 27436901 1xTMT6plex [N-Term] 0.828 3.00887537 63.67 0 1457.841276 2 729.4251099 1.143661241 0.000833638 77.58364619IQDVGLVPMGGVMSGAVPAAAAQEAVEEDIPIAK 6 27436901 2xTMT6plex [N-Term; K34] 1.202 100 2.554387331 12.81 0 3792.032753 4 948.7618408 -1.903904639 -0.001804917 103.1671483NYIQGINLVQAK 5 27436901 2xTMT6plex [N-Term; K12] 0.587 100 2.994380713 34.37 0 1819.084189 2 910.0455933 -0.153685335 -0.000139783 67.92456115LVESLPQEIK 8 27436901 2xTMT6plex [N-Term; K10] 1.644 2.226 3.33035183 28.59 0 1613.98783 2 807.4971924 -0.44696395 -0.000360697 72.14400427LTEAKPVDK 8 27436901 3xTMT6plex [N-Term; K5; K9] 0.843 0.946 0.937 2.273353577 5.91 0 1688.056133 3 563.3563843 -0.90836314 -0.000511123 35.533039784502577 CASP4 caspase-4 isoform alpha precursor 837 NP_001216.1 31.56498674 1 8 8 21 377 43.235 6 1.04 1.07 0.82 0.98 Significant 0.0064 AHPNMEAGPPESGESTDALK 4 4502577 2xTMT6plex [N-Term; K20] 1.031 1.129 5.643434048 56.56 0 2496.244073 3 832.7483521 -5.43624632 -0.004523399 39.07673663ELLEGLDYSVDVEENLTAR 2 4502577 1xTMT6plex [N-Term] 1.142 4.802230358 69.74 0 2394.223766 3 798.7461548 0.060727602 4.85E-05 97.26120193DFLTGVLDNLVEQNVLNWKEEEK 2 4502577 3xTMT6plex [N-Term; K19; K23] 100 2.758698463 8.9 1 3419.866547 3 1140.628174 1.00041751 0.001140431 119.1625223DSPASLEVASSQSSENLEEDAVYK 2 4502577 2xTMT6plex [N-Term; K24] 2.23325491 8.36 0 3013.48899 3 1005.168579 0.727994924 0.000731268 68.79659825AEEIYPIK 2 4502577 2xTMT6plex [N-Term; K8] 1.16 2.822491169 14.49 0 1420.845188 2 710.925354 -1.236434625 -0.000878391 59.97274346LCPHEEFLR 2 4502577 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.883 3.117092371 12.4 0 1429.745936 3 477.2532043 -0.612901123 -0.000292098 36.03494328VIIVQACR 5 4502577 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.056 0.692 2.903698206 28.55 0 1187.713179 2 594.3607178 0.824632489 0.000489713 42.20498717AQMPTIER 2 4502577 1xTMT6plex [N-Term] 0.756 2.291961432 18.97 0 1174.645159 2 587.8256836 -0.909732179 -0.000534306 46.813990016912396 GRHPR glyoxylate reductase/hydroxypyruvate reductase 9380 NP_036335.1 27.74390244 1 6 6 31 328 35.646 7.39 1.05 1.1 1.13 1.09 Significant 0.00046 GDVVNQDDLYQALASGK 9 6912396 2xTMT6plex [N-Term; K17] 0.898 0.01 100 3.965009212 45.02 0 2251.197047 3 751.0687866 -2.327675726 -0.001746686 70.58483545GVAGAHGLLCLLSDHVDK 4 6912396 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 0.645 1.113 3.570177555 31.99 0 2320.284757 4 580.8251343 -2.607171645 -0.001512345 70.49794436RLPEAIEEVK 6 6912396 2xTMT6plex [N-Term; K10] 1.091 1.245 1.117 4.924878597 35.5 1 1641.993978 3 547.9974365 -9.87897636 -0.005407073 48.58080409AADCEVEQWDSDEPIPAK 6 6912396 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C4] 100 0.712 2.303601503 21.21 0 2518.21719 2 1259.610962 -1.009738908 -0.001271371 62.26299374VISTMSVGIDHLALDEIK 2 6912396 2xTMT6plex [N-Term; K18] 2.388231754 19.53 0 2399.362003 3 800.4572144 -2.047908397 -0.001637891 84.71108048GEPMPSELKL 4 6912396 2xTMT6plex [N-Term; K9] 0.636 0.973 2.294378996 30.78 1 1558.891486 2 779.9489136 -0.60032502 -0.000467921 66.257481831377800 TROVE2 60 kDa SS-A/Ro ribonucleoprotein isoform 2 6738 NP_004591.2 14.49814126 1 8 8 47 538 60.631 8.03 0.99 1.14 1.13 1.09 Significant 0.002 GMLDMCGFDTGALDVIR 4 31377800 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.654 1.075 3.382702589 50.44 0 2100.012533 2 1050.510254 0.332251588 0.000348866 96.38206856GCEVIQEIK 8 31377800 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.899 0.457 0.829 3.216231823 35.24 0 1533.871086 2 767.4368896 -2.987808538 -0.002291457 53.97030569ALSVETEK 8 31377800 2xTMT6plex [N-Term; K8] 1.259 1.146 1.132 3.664919853 46.93 0 1334.793153 2 667.901123 1.361172513 0.000908442 39.54953794WRPDEEILK 6 31377800 2xTMT6plex [N-Term; K9] 0.812 1.086 1.304 3.103613615 10.86 0 1643.952113 3 548.6551514 -0.737192056 -0.000403969 51.31413267ALDAAFYK 6 31377800 2xTMT6plex [N-Term; K8] 1.692 1.231 1 3.023968935 38.92 0 1356.792759 2 678.8999023 -0.170005698 -0.000115331 60.80578964ALLQEMPLTALLR 9 31377800 1xTMT6plex [N-Term] 0.528 100 1.789968133 20.84 0 1698.018529 2 849.512207 -0.81931232 -0.000695604 105.6808151EVHELYK 4 31377800 2xTMT6plex [N-Term; K7] 1.123 3.281274796 38.53 0 1375.798572 3 459.271759 1.563811486 0.000717163 37.25214809KMDIPAK 2 31377800 3xTMT6plex [N-Term; K1; K7] 0.818 2.702272415 14.17 1 1489.937932 3 497.3172302 -0.533449182 -0.000264935 43.44819527732663005 PKP3 plakophilin-3 isoform PKP3b 11187 NP_001289958.1 11.33004926 1 8 8 39 812 88.601 9.42 0.85 0.92 0.97 0.91 Significant 0.0014 GQYHTLQAGFSSR 14 732663005 1xTMT6plex [N-Term] 0.791 0.819 0.886 4.280684471 40.73 0 1680.865533 2 840.9364014 -0.004370144 -3.67E-06 37.12293993SVENAVCVLR 3 732663005 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.676 100 3.41642642 36.48 0 1375.756501 2 688.3823853 0.721892146 0.000496574 45.34986996GVGGAVPGAVLEPVAR 6 732663005 1xTMT6plex [N-Term] 100 1.908607841 19.64 0 1677.98492 2 839.4946289 -1.751575634 -0.001469559 49.84395823DLLYFDGLR 6 732663005 1xTMT6plex [N-Term] 1.243 2.976060152 52.46 0 1340.741168 2 670.8739014 -0.478739402 -0.000320933 79.41950488LPGSVGEK 6 732663005 2xTMT6plex [N-Term; K8] 1.085 1.123 1.151 3.171485901 32.83 0 1244.761459 2 622.8842163 -0.24310908 -0.000151306 37.95151622ILNPLLDR 2 732663005 1xTMT6plex [N-Term] 1.247 2.832363605 40.2 0 1182.740774 2 591.8731689 -1.448203539 -0.000856425 68.79113664LLQLGQQPR 1 732663005 1xTMT6plex [N-Term] 0.926 2.315913439 6.03 0 1281.784036 2 641.3950806 -0.898245847 -0.000575679 58.73728849DLAGAPPGEVVGCFTPQSR 1 732663005 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.057601094 0 2187.106568 2 1094.056519 -0.369401581 -0.00040396 65.4308854641327741 ETHE1 persulfide dioxygenase ETHE1, mitochondrial isoform 1 23474 NP_055112.2 51.18110236 1 8 8 35 254 27.855 6.83 0.6 0.77 0.57 0.64 Significant 0.0091 LSGAQADLHIEDGDSIR 6 41327741 1xTMT6plex [N-Term] 0.534 0.671 0.564 4.940114498 50.25 0 2026.040263 3 676.0119629 -9.341990124 -0.006309083 48.44581825ASPGHTPGCVTFVLNDHSMAFTGDALLIR 4 41327741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.648 4.868683338 26.35 0 3313.665917 4 829.1712036 -0.885024908 -0.000733169 72.68118993SLLPGCQSVISR 6 41327741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.501 0.518 0.578 2.970344067 28.36 0 1545.862028 2 773.4331055 -2.001499774 -0.001547021 54.87216545EAVLIDPVLETAPR 6 41327741 1xTMT6plex [N-Term] 0.433 0.441 0.672 2.547485113 22.71 0 1752.010466 2 876.5078735 -1.139171099 -0.00099792 65.81257396TDFQQGCAK 2 41327741 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.885 4.118385315 57.57 0 1512.788084 2 756.899292 2.130572291 0.001611552 32.72591444QMFEPVSCTFTYLLGDR 2 41327741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.262286663 0.44 0 2293.119441 2 1147.062622 -0.642691937 -0.000736885 105.9313979LTLSCEEFVK 8 41327741 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.45 100 1.994596004 7.79 0 1683.939165 2 842.4744873 1.504151354 0.00126645 53.67209227IMGNLNLPKPQQIDFAVPANMR 1 41327741 2xTMT6plex [N-Term; K9] 1.655905843 0 2925.620694 3 975.8773193 -1.124428807 -0.001096551 92.3374477145827806 ATL3 atlastin-3 isoform 1 25923 NP_056274.3 17.19038817 1 7 7 37 541 60.503 5.66 1.06 1.1 1.1 1.09 Significant 0.00015 ESGHSNWLGDPEEPLTGFSWR 5 45827806 1xTMT6plex [N-Term] 100 1.974 4.495090485 17.55 0 2630.247295 3 877.4196167 -1.13991652 -0.000999421 84.93394958GGSDPETTGIQIWSEVFTVEKPGGK 2 45827806 3xTMT6plex [N-Term; K21; K25] 1.003 2.645497799 25.65 0 3306.782483 4 827.4523315 1.51606037 0.00125332 99.45127578DQHSFELDEK 10 45827806 2xTMT6plex [N-Term; K10] 0.825 0.744 0.782 4.219251156 42.44 0 1705.879736 2 853.4449463 1.688500112 0.001440189 40.21149831IYQGEDLPHPK 6 45827806 2xTMT6plex [N-Term; K11] 1.207 1.325 1.11 3.181767225 38.48 0 1754.984141 3 585.6659546 -0.473275199 -0.000276863 43.03605158ALASILLQDHIR 4 45827806 1xTMT6plex [N-Term] 1.46 3.722159147 40.14 0 1578.952892 3 526.9886475 -0.951787222 -0.000500942 71.96516662GLLEYFK 4 45827806 2xTMT6plex [N-Term; K7] 0.978 2.856 2.987619638 30 0 1327.802595 2 664.4051514 0.324562082 0.000215477 92.14689288DIAGEFK 6 45827806 2xTMT6plex [N-Term; K7] 100 1.511 1.761 3.177295923 27.72 0 1237.719259 2 619.3637085 0.71172213 0.000440456 50.38148455901922 CDC37 hsp90 co-chaperone Cdc37 11140 NP_008996.1 26.71957672 1 9 9 43 378 44.44 5.25 1.2 0.94 1.11 1.08 Significant 0.0049 DVQMLQDAISK 10 5901922 2xTMT6plex [N-Term; K11] 1.495 1.043 1.164 3.497108221 55.78 0 1705.955877 2 853.4813232 -0.297531508 -0.000253788 70.57944595ELEVAEGGK 8 5901922 2xTMT6plex [N-Term; K9] 1.306 1.325 1.154 3.974941492 52.76 0 1389.798966 2 695.4032593 0.198384582 0.000137857 46.73509873QYMEGFNDELEAFK 5 5901922 2xTMT6plex [N-Term; K14] 2.432 2.483092308 17.99 0 2179.078177 2 1090.043335 0.558076295 0.000608046 86.23706975LGPGGLDPVEVYESLPEELQK 4 5901922 2xTMT6plex [N-Term; K21] 100 100 2.723291397 21.4 0 2727.485683 3 909.833374 -0.042034937 -3.82E-05 99.02037813LQAEAQQLR 4 5901922 1xTMT6plex [N-Term] 1.45 1.399 3.338065624 45.5 0 1285.742565 2 643.3742676 -1.016077235 -0.000653207 45.52278863AMKEYEEEER 4 5901922 2xTMT6plex [N-Term; K3] 0.49 0.46 3.045526028 13.66 1 1771.893671 3 591.3027954 0.091382723 5.40E-05 37.20197676SMVNTKPEKTEEDSEEVR 2 5901922 3xTMT6plex [N-Term; K6; K9]; 1xOxidation [M2] 0.69 1.847082973 0.05 1 2811.464914 4 703.62146 -0.32162459 -0.000226059 38.90177866LKELEVAEGGK 4 5901922 3xTMT6plex [N-Term; K2; K11] 0.586 2.222425461 15.92 1 1860.140925 3 620.7183228 -0.274225611 -0.000170033 48.89660536MDPTDAK 2 5901922 2xTMT6plex [N-Term; K7] 1.062 2.374800682 24.05 0 1235.670595 2 618.3394165 0.77827199 0.000480844 37.58259357228480211 FHL1 four and a half LIM domains protein 1 isoform 1 2273 NP_001153174.1 24.76780186 1 7 7 24 323 36.239 8.97 0.91 0.92 1 0.94 Significant 0.00091 GEDFYCVTCHETK 6 228480211 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C6; C9] 1.167 1.052 1.005 4.393107891 32.66 0 2103.987983 3 702 -1.205287302 -0.000845303 52.17326134AIVAGDQNVEYK 4 228480211 2xTMT6plex [N-Term; K12] 0.847 0.809 5.396681309 72.25 0 1764.98962 2 882.9990234 0.651496749 0.000574942 43.96033495FCANTCVECR 4 228480211 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C6; C9] 0.739 4.047373295 44.73 0 1545.68097 2 773.3443604 0.306779429 0.000237092 37.63743518FTAVEDQYYCVDCYK 2 228480211 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C10; C13] 0.865 3.399980783 26.34 0 2419.135041 3 807.0493774 -0.604189413 -0.000487205 75.20755521CLHPLANETFVAK 2 228480211 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C1] 0.759 2.818571329 10.88 0 1958.093374 3 653.3696289 0.489884069 0.000319746 52.27121159DCFTCSNCK 2 228480211 2xTMT6plex [N-Term; K9]; 3xCarbamidomethyl [C2; C5; C8] 1.655 3.647678852 33.07 0 1649.748605 2 825.3777466 -0.235203071 -0.000194013 39.97499408KPIGADSK 4 228480211 3xTMT6plex [N-Term; K1; K8] 0.881 0.996 2.638346434 11.63 0 1502.95094 3 501.6546326 -1.061408513 -0.000531748 34.6209286538373690 COPS4 COP9 signalosome complex subunit 4 isoform 1 51138 NP_057213.2 24.63054187 1 7 7 24 406 46.24 5.83 1.01 1.06 0.6 0.89 Significant 0.026 AVIEHNLLSASK 8 38373690 2xTMT6plex [N-Term; K12] 1.002 0.983 0.59 4.436924934 46.53 0 1740.04199 3 580.6854248 -0.154683587 -8.97E-05 47.41255771LYNNITFEELGALLEIPAAK 4 38373690 2xTMT6plex [N-Term; K20] 1.459 4.514606953 51.94 0 2677.521675 3 893.1786499 -0.104078697 -9.29E-05 118.8918306EIYHFTLEK 2 38373690 2xTMT6plex [N-Term; K9] 1.455 2.259880304 26 0 1637.930315 3 546.6448364 -6.324245032 -0.003452891 55.08825499HALHCTILASAGQQR 2 38373690 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.634 3.337950945 8.87 0 1892.012215 3 631.3371582 -8.083108822 -0.00509778 38.49322227ASLLQNESTNEQLQIHYK 1 38373690 2xTMT6plex [N-Term; K18] 1.179 2.627251148 0 2574.392786 3 858.8010254 -1.65604027 -0.001421099 87.45631458VISFEEQVASIR 3 38373690 1xTMT6plex [N-Term] 1.773 100 1.507672906 4.79 0 1606.900188 2 803.9536133 -0.147923002 -0.000118849 78.34220476AIQLSGAEQLEALK 4 38373690 2xTMT6plex [N-Term; K14] 100 100 1.692858696 4.94 0 1929.142098 2 965.0737915 -0.928797412 -0.000895891 82.0760873912056465 FBL rRNA 2'-O-methyltransferase fibrillarin 2091 NP_001427.2 29.90654206 1 9 9 35 321 33.763 10.18 1 0.74 0.91 0.89 Significant 0.0074 DHAVVVGVYRPPPK 3 12056465 2xTMT6plex [N-Term; K14] 0.833 1.097 5.648761272 44.64 0 1992.179487 3 664.7304077 -1.413981766 -0.000938968 37.87938348MQQENMKPQEQLTLEPYER 2 12056465 2xTMT6plex [N-Term; K7] 0.888 2.576352835 4.39 0 2850.45302 3 950.822998 0.498513961 0.000473664 56.42153835VSISEGDDKIEYR 6 12056465 2xTMT6plex [N-Term; K9] 1.256 0.882 1.21 3.956727982 15.83 1 1969.064242 3 657.0257568 -0.774211504 -0.000508157 53.75570642IVALNAHTFLR 4 12056465 1xTMT6plex [N-Term] 1.223 100 3.423884153 43.34 0 1483.894649 3 495.3038025 1.486177408 0.00073511 64.09277563NLVPGESVYGEK 2 12056465 2xTMT6plex [N-Term; K12] 1.163 2.907287359 30.83 0 1749.978721 2 875.4922485 -0.857661678 -0.000750445 49.36560872DLINLAK 6 12056465 2xTMT6plex [N-Term; K7] 1.03 1.028 0.496 3.048298836 41.98 0 1244.797844 2 622.9025269 -0.053855381 -3.35E-05 69.36078789GKEDALVTK 8 12056465 3xTMT6plex [N-Term; K2; K9] 0.906 0.688 0.837 3.196811914 18.61 1 1648.024833 3 550.0131836 0.099938573 5.49E-05 46.6480615TNIIPVIEDAR 2 12056465 1xTMT6plex [N-Term] 100 1.720092654 12.52 0 1469.852509 2 735.4289551 -1.27611018 -0.000937847 59.64593552EDALVTK 2 12056465 2xTMT6plex [N-Term; K7] 1.056 2.083185911 14.92 0 1233.745474 2 617.3758545 -0.844433189 -0.000520908 48.4289134121624607 COTL1 coactosin-like protein 23406 NP_066972.1 59.15492958 1 9 9 58 142 15.935 5.67 1.13 1.21 1.21 1.18 Significant 0.00051



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms AGGANYDAQTE 7 21624607 1xTMT6plex [N-Term] 1.549 1.582 1.655 3.23197031 64.73 0 1325.61709 2 663.3114624 -1.087346658 -0.000720703 27.60535366DDGSAVIWVTFK 2 21624607 2xTMT6plex [N-Term; K12] 2.768956423 26.66 0 1795.999457 2 898.5039063 0.600824235 0.00053954 96.29276471YDGSTIVPGEQGAEYQHFIQQCTDDVR 5 21624607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 100 2.246509552 10.87 0 3342.553449 3 1114.855225 -0.696707445 -0.000776261 63.92724879KELEEDFIK 6 21624607 3xTMT6plex [N-Term; K1; K9] 2.699 1.208 1.557 3.375531435 20.83 1 1838.087827 3 613.3682251 1.248641624 0.000765038 57.49457363EVVQNFAK 12 21624607 2xTMT6plex [N-Term; K8] 1.104 1.118 1.154 3.880012751 49.58 0 1392.825121 2 696.9168091 0.875985107 0.000610047 46.27283254ELEEDFIK 12 21624607 2xTMT6plex [N-Term; K8] 1.133 1.112 0.878 3.776863575 38.59 0 1480.829932 2 740.9190063 0.5430099 0.000402053 72.98338027KAGGANYDAQTE 6 21624607 2xTMT6plex [N-Term; K1] 0.897 0.698 0.83 1.91634655 35.9 1 1682.874985 2 841.9396362 -1.775954298 -0.001494355 28.77399872EFVISDR 7 21624607 1xTMT6plex [N-Term] 1.095 1.115 2.799993277 36.77 0 1094.60434 2 547.8059082 0.182299889 9.98E-05 52.31382944FTTGDAMSK 1 21624607 2xTMT6plex [N-Term; K9] 1.17 2.607600927 13.05 0 1415.760472 2 708.3839111 0.051834775 3.67E-05 52.76240695669633301 TPM1 tropomyosin alpha-1 chain isoform Tpm1.8cy 7168 NP_001288218.1 28.62903226 1 2 8 67 248 28.591 4.79 0.86 0.95 1.07 0.96 Significant 0.004 SLQEQADAAEER 8 669633301 1xTMT6plex [N-Term] 0.742 0.897 4.937295914 81.21 0 1575.781195 2 788.3933716 -1.096666176 -0.000864053 34.22805694ETAEADVASLNR 10 669633301 1xTMT6plex [N-Term] 1.058 0.99 1.067 4.583829403 58.66 0 1504.780466 2 752.8933105 -0.745587994 -0.000560973 35.84123908IQLVEEELDR 18 669633301 1xTMT6plex [N-Term] 1.297 2.38 1.828 3.785353422 49.84 0 1472.815789 2 736.911499 -0.046111079 -3.40E-05 68.55083794MEIQEIQLK 24 669633301 2xTMT6plex [N-Term; K9] 1.185 1.187 1.138 3.259823799 33.62 0 1589.933686 2 795.4691162 -1.716875458 -0.001364859 77.26070639SIDDLEEK 4 669633301 2xTMT6plex [N-Term; K8] 0.861 0.788 3.431399345 43.1 0 1406.777896 2 703.8856812 -9.817260669 -0.006905353 46.60997809KLVIIESDLER 6 669633301 2xTMT6plex [N-Term; K1] 0.524 0.592 0.466 2.744301319 18.94 1 1773.088606 3 591.7004395 -1.038312817 -0.000613674 59.27457855EDRYEEEIK 3 669633301 2xTMT6plex [N-Term; K9] 1.324 0.91 2.752022982 14.87 1 1668.884487 3 556.9671021 1.357968369 0.000755431 38.01269378LVIIESDLER 6 669633301 1xTMT6plex [N-Term] 2.578 100 2.267266989 22.88 0 1415.830711 2 708.4202881 1.828171867 0.001294191 77.6258322662460637 IPO4 importin-4 79711 NP_078934.3 10.08325624 1 8 8 19 1081 118.64 4.96 1.57 1.97 1.77 Non-Significant #N/A APAALPALCDLLASAADPQIR 3 62460637 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.864 2.765125036 29.43 0 2363.295432 3 788.4373169 0.831763802 0.000655235 107.7489547KPEPQVLAALLHALPLKEDLEEWVTIGR 2 62460637 3xTMT6plex [N-Term; K1; K17] 1.797 2.848163605 8.36 1 3853.255841 5 771.4556274 -1.767506039 -0.001362131 110.9483346GLEDPSQVVR 2 62460637 1xTMT6plex [N-Term] 1.228 3.651343107 42.6 0 1328.737145 2 664.871521 -1.038435493 -0.000689904 47.42347391ELLLPDTER 4 62460637 1xTMT6plex [N-Term] 1.796 1.967 3.162460566 44.08 0 1314.746647 2 657.8765869 -0.570476355 -0.000375016 62.62026835LLECPHLNVR 2 62460637 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 2.007 3.841857433 25.72 0 1479.830334 3 493.9482117 -0.170708917 -8.42E-05 54.16211063LAELCGVLK 2 62460637 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 2.628 3.862014294 50.74 0 1460.891093 2 730.9545288 7.316203953 0.005344089 74.30661686EVMPLLLAYLK 2 62460637 2xTMT6plex [N-Term; K11] 0.782 2.427805662 24.02 0 1748.079621 2 874.5420532 -1.596972273 -0.001395817 109.9737601LLPPLLQIVCK 2 62460637 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 100 1.131741524 8.03 0 1752.122155 2 876.5657959 1.232726194 0.001079943 105.19444235031873 LMAN1 protein ERGIC-53 precursor 3998 NP_005561.1 21.96078431 1 6 6 35 510 57.513 6.77 0.889 0.716 2.926 1.51 Non-Significant 0.17 GPHLVQSDGTVPFWAHAGNAIPSSDQIR 12 5031873 1xTMT6plex [N-Term] 0.681 0.543 1.451 5.056417942 31.16 0 3186.62821 4 797.411377 -1.422072863 -0.001132904 66.76392884LVSGMQHPGSAGGVYETTQHFIDIK 4 5031873 2xTMT6plex [N-Term; K25] 1.74 2.762 3.960203409 38.19 0 3130.639575 4 783.4142456 -1.412637264 -0.001105615 82.28468604GAGMPGQHGQITQQELDTVVK 4 5031873 2xTMT6plex [N-Term; K21]; 1xOxidation [M4] 0.944 0.816 5.510883808 55.61 0 2668.41287 3 890.1424561 -0.020681184 -1.84E-05 55.36129475EKYQEEFEHFQQELDKK 2 5031873 4xTMT6plex [N-Term; K2; K16; K17] 0.807 2.390925646 3.67 2 3171.71323 5 635.1491089 1.011274778 0.000641495 82.69361108QLDMILDEQR 8 5031873 1xTMT6plex [N-Term] 0.905 0.601 3.068668604 36.75 0 1489.788194 2 745.3996582 2.581156345 0.001922688 66.14288851YVSSLTEEISK 5 5031873 2xTMT6plex [N-Term; K11] 0.53 100 1.141821742 4.99 0 1713.967488 2 857.4863892 -1.158854938 -0.00099312 59.4176349582659087 STAU1 double-stranded RNA-binding protein Staufen homolog 1 isoform b 6780 NP_059347.2 19.23743501 1 9 9 25 577 63.143 9.44 0.99 1.12 1.39 1.17 Significant 0.01 TKPIVKPQTSPEYGQGINPISR 2 82659087 3xTMT6plex [N-Term; K2; K6] 0.896 5.296808243 9.65 0 3097.79768 4 775.2041016 -1.001792344 -0.000775837 45.93299729DVESCHDMAALNILK 4 82659087 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 100 100 2.965098619 17.21 0 2174.134981 3 725.3835449 0.506236105 0.000366875 66.17398319ESEEENLNK 4 82659087 2xTMT6plex [N-Term; K9] 0.774 1.268 3.523156166 45.27 0 1549.810987 2 775.4098511 0.927976669 0.000719094 31.81118994ATVTAMIAR 4 82659087 1xTMT6plex [N-Term] 1.068 1.225 3.466290474 31.06 0 1162.681545 2 581.843811 -1.031451555 -0.000599625 45.07108467LAQIQQAK 2 82659087 2xTMT6plex [N-Term; K8] 1.457 3.658592463 44.22 0 1357.856756 2 679.4316406 -0.553305786 -0.000375655 49.78082878ELLYGGTSPTAETILK 3 82659087 2xTMT6plex [N-Term; K16] 100 100 1.638254642 3.18 0 2151.231307 2 1076.118652 -0.5945072 -0.000639461 67.93684512VPQAQPTKPALK 2 82659087 3xTMT6plex [N-Term; K8; K12] 1.367 2.680066586 2.72 0 1965.246393 3 655.7539063 0.39295836 0.00025742 48.8494844EFVMQVK 2 82659087 2xTMT6plex [N-Term; K7] 0.924 2.412768841 25.37 0 1338.785565 2 669.8963013 -0.178498293 -0.000119485 51.79894516VSVGEFVGEGEGK 2 82659087 2xTMT6plex [N-Term; K13] 1.633976221 6.4 0 1751.957986 2 876.4830322 0.457746779 0.000400977 48.4967039528416940 SBDS ribosome maturation protein SBDS 51119 NP_057122.2 32.4 1 8 8 40 250 28.745 8.75 1.17 1.28 1.28 1.24 Significant 0.00087 RPYTVILIER 6 28416940 1xTMT6plex [N-Term] 1.245 1.353 1.756 5.609128475 46.48 0 1488.909965 3 496.9746094 -0.463228144 -0.000229902 51.99895184DIATIVADK 6 28416940 2xTMT6plex [N-Term; K9] 1.357 1.322 4.451561928 57.81 0 1403.851002 2 702.4286499 -0.697093432 -0.000489308 71.02827092GEVQVSDKER 16 28416940 2xTMT6plex [N-Term; K8] 1.113 1.181 1.092 3.788682938 25.63 1 1604.900805 3 535.6384277 -0.047016535 -2.52E-05 27.96293603QQALEVIK 2 28416940 2xTMT6plex [N-Term; K8] 0.974 3.310204268 38.01 0 1386.872072 2 693.93927 -0.582758103 -0.000404105 57.16018469LTNVAVVR 4 28416940 1xTMT6plex [N-Term] 1.862 1.643 2.700395823 47.07 0 1100.698909 2 550.8531494 0.102542234 5.64E-05 39.38001101KEDLISAFGTDDQTEICK 2 28416940 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C17] 1.262 3.085449934 2.62 1 2757.458372 3 919.8234863 -0.894488798 -0.000822172 93.35889207DVEEGDEKFE 2 28416940 2xTMT6plex [N-Term; K8] 1.558 3.387228727 29.44 1 1654.821218 2 827.9146729 0.51452877 0.000425727 48.3137739RFEIACYK 2 28416940 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.056 3.335782051 18.16 1 1544.865941 3 515.6264038 -0.830184798 -0.000427508 50.459378414506183 PSMA3 proteasome subunit alpha type-3 isoform 1 5684 NP_002779.1 32.54901961 1 8 8 46 255 28.415 5.33 0.75 0.78 0.98 0.84 Significant 0.0074 AVENSSTAIGIR 17 4506183 1xTMT6plex [N-Term] 0.814 0.857 0.97 4.553574562 71.63 0 1446.811373 2 723.9092407 -0.116016981 -8.39E-05 38.80682576CKDGVVFGVEK 4 4506183 3xTMT6plex [N-Term; K2; K11]; 1xCarbamidomethyl [C1] 0.966 1.059 4.205217361 10.83 1 1925.11333 3 642.3759155 -0.071246698 -4.57E-05 47.45618845IIYIVHDEVKDK 6 4506183 3xTMT6plex [N-Term; K10; K12] 0.649 0.691 4.159080982 11.58 1 2159.304302 4 540.5820923 1.036130305 0.00055933 70.91971066VFQVEYAMK 7 4506183 2xTMT6plex [N-Term; K9] 0.817 1.271 100 3.632753611 41.69 0 1572.886007 2 786.9465332 -0.138168786 -0.000108662 76.61128972DIREEAEK 3 4506183 2xTMT6plex [N-Term; K8] 0.861 0.766 2.742336512 8.31 1 1447.815679 3 483.2767944 0.104413002 5.04E-05 41.26433805EEASNFR 4 4506183 1xTMT6plex [N-Term] 0.963 0.758 2.19037056 43.05 0 1081.547554 2 541.2781372 1.335275604 0.000722082 27.26367546SNFGYNIPLK 4 4506183 2xTMT6plex [N-Term; K10] 1.681982279 10.84 0 1610.930649 2 805.9678345 -1.400894997 -0.001128372 68.70418904HVGMAVAGLLADAR 1 4506183 1xTMT6plex [N-Term] 1.100140333 0 1609.904562 2 805.4544678 -1.802990807 -0.001451322 58.026220385579478 MAP2K1 dual specificity mitogen-activated protein kinase kinase 1 5604 NP_002746.1 31.80661578 1 5 9 40 393 43.411 6.62 0.92 0.84 0.99 0.92 Significant 0.0022 LCDFGVSGQLIDSMANSFVGTR 4 5579478 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 100 2.852344513 41.11 0 2603.279524 3 868.4318848 0.60596523 0.000525832 104.1896596KLEELELDEQQR 8 5579478 2xTMT6plex [N-Term; K1] 0.9 0.834 0.932 4.328442574 58.91 1 1988.106441 3 663.3731689 -0.748095792 -0.000495765 59.91913111LPSGVFSLEFQDFVNK 4 5579478 2xTMT6plex [N-Term; K16] 0.819 3.550912619 20.93 0 2285.25819 3 762.4234009 -1.111937063 -0.000847021 106.1084873DVKPSNILVNSR 3 5579478 2xTMT6plex [N-Term; K3] 0.981 0.907 2.903469801 7.49 0 1800.074353 3 600.6959839 -0.530328007 -0.00031821 43.124175VSIAVIK 6 5579478 2xTMT6plex [N-Term; K7] 0.812 0.922 1.159 2.894590855 40.39 0 1187.812766 2 594.4099731 -0.081065754 -4.81E-05 52.32162268IPEQILGK 8 5579478 2xTMT6plex [N-Term; K8] 0.957 0.783 2.722905636 38.86 0 1355.866258 2 678.4353027 -2.160354115 -0.001464576 63.69702978YPIPPPDAK 2 5579478 2xTMT6plex [N-Term; K9] 0.992 3.348347187 27.94 0 1455.861173 2 728.4346924 0.642606344 0.000467773 49.80543214RLEAFLTQK 4 5579478 2xTMT6plex [N-Term; K9] 0.892 0.95 2.398686409 14.03 1 1563.962284 3 521.9924316 0.29291747 0.000152704 53.00957191SDAEEVDFAGWLCSTIGLNQPSTPTHAAGV 1 5579478 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.61821115 0 3359.605151 3 1120.536987 -2.602063501 -0.002913969 105.7979117153070260 MARCKS myristoylated alanine-rich C-kinase substrate 4082 NP_002347.5 18.37349398 1 4 4 33 332 31.536 4.45 1.18 1.14 1.12 1.15 Significant 0.00024 GEAAAERPGEAAVASSPSK 18 153070260 2xTMT6plex [N-Term; K19] 1.161 1.083 1.109 4.955858231 51.71 0 2243.203195 3 748.4043579 -2.083712052 -0.001558063 29.47398618GEPAAAAAPEAGASPVEK 4 153070260 2xTMT6plex [N-Term; K18] 1.13 5.000676632 81.34 0 2081.127905 2 1041.067627 0.034940789 3.64E-05 43.82501413EAGEGGEAEAPAAEGGK 8 153070260 2xTMT6plex [N-Term; K17] 1.524 1.611 4.34009409 74.33 0 1987.997284 2 994.5014038 -0.88195433 -0.000876661 32.76460506LSGFSFK 3 153070260 2xTMT6plex [N-Term; K7] 0.01 1.607668042 30.95 0 1243.74508 2 622.3774414 2.030860295 0.001262936 53.25916341194239674 CRYZ quinone oxidoreductase isoform a 1429 NP_001123514.1 38.29787234 1 9 9 29 329 35.185 8.44 0.74 0.97 0.84 0.85 Significant 0.0061 VAEAHENIIHGSGATGK 3 194239674 2xTMT6plex [N-Term; K17] 0.646 0.703 5.703645229 43.83 0 2149.176586 4 538.0502319 1.168710096 0.000627941 24.23176394VHACGVNPVETYIR 4 194239674 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.914 0.822 4.5916152 33.18 0 1843.968619 3 615.3277588 0.056691414 3.48E-05 45.98671259VFTSSTISGGYAEYALAADHTVYK 2 194239674 2xTMT6plex [N-Term; K24] 0.664 3.827850342 22.55 0 3009.560974 3 1003.85907 0.559102365 0.000560884 84.20346543ALIHSACVK 2 194239674 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.771 2.854766607 22.25 0 1456.871026 3 486.2949524 -0.495700891 -0.000240724 40.94451867GTIEINPR 6 194239674 1xTMT6plex [N-Term] 0.965 0.972 0.979 2.869202137 32.62 0 1128.657438 2 564.8327026 0.611552641 0.000345117 39.77868649VFEFGGPEVLK 3 194239674 2xTMT6plex [N-Term; K11] 0.629 100 1.363887191 6.74 0 1679.977265 2 840.4920044 -0.317094135 -0.000266355 74.24166883EVNYIDK 6 194239674 2xTMT6plex [N-Term; K7] 0.963 1.06 3.188381433 27.8 0 1338.766938 2 669.8876343 0.787339945 0.000527032 50.24172151SDIAVPIPK 2 194239674 2xTMT6plex [N-Term; K9] 1.72023952 15.1 0 1397.876823 2 699.4417725 -0.396571512 -0.000277179 60.49801572KPLLPYTPGSDVAGVIEAVGDNASAFK 1 194239674 3xTMT6plex [N-Term; K1; K27] 1.548973799 0 3403.908018 3 1135.304565 -2.607244641 -0.002958274 96.7174430766932982 FBLIM1 filamin-binding LIM protein 1 isoform a 54751 NP_060026.2 22.52010724 1 8 8 30 373 40.643 6.02 1.31 1.22 1.44 1.32 Significant 0.0023 GASTDICAFCHK 6 66932982 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C7; C10] 1.395 1.384 1.611 3.980960369 56.63 0 1824.913696 3 608.9758301 -0.415737811 -0.000252895 42.85038164ALGQAFHPSCFTCVTCAR 5 66932982 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C10; C13; C16] 1.192 1.203 4.545718193 46.41 0 2312.093578 3 771.3693237 -0.069365096 -5.35E-05 66.06068983GRPWEAPAPMK 2 66932982 2xTMT6plex [N-Term; K11] 1.294 4.010560989 16.08 0 1697.956152 3 566.6566772 -0.396848716 -0.000224611 49.98383121DVAVAEEVR 4 66932982 1xTMT6plex [N-Term] 1.38 1.708 3.701321363 52.48 0 1216.673482 2 608.8392944 -1.783627936 -0.001085046 37.49029ELAVEAMK 6 66932982 2xTMT6plex [N-Term; K8] 1.632 1.614 1.557 3.801179886 44.86 0 1348.791044 2 674.8997803 0.919176384 0.000619888 52.72120406RDVAVAEEVR 2 66932982 1xTMT6plex [N-Term] 1.001 3.491695881 21.26 1 1372.774593 3 458.2633667 0.694613421 0.000317849 30.71861224QYHAQCFTCR 2 66932982 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 1.017 2.221735239 2.02 0 1599.735782 3 533.9165039 -0.515010828 -0.000274627 34.22532448FAPVCSICENPIIPR 3 66932982 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 100 1.320989609 3.64 0 2002.045155 2 1001.524597 -1.616793735 -0.001618447 68.0002070411321585 GNB1 guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 isoform 1 2782 NP_002065.1 31.76470588 1 6 9 44 340 37.353 6 0.97 1.21 1.15 1.11 Significant 0.0042 LFVSGACDASAK 6 11321585 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 0.973 0.881 0.849 4.370760918 55.81 0 1683.914013 2 842.4597168 -1.10219182 -0.000927998 55.43172458ELAGHTGYLSCCR 10 11321585 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C12] 0.929 0.924 0.809 4.064999104 30.09 0 1752.83589 3 584.9498901 -0.441022373 -0.00025768 39.35072618LLVSASQDGK 12 11321585 2xTMT6plex [N-Term; K10] 1.206 1.379 1.45 4.101325512 61.5 0 1475.883365 2 738.4458008 0.650744173 0.000480211 56.38168749IYAMHWGTDSR 4 11321585 1xTMT6plex [N-Term] 1.582 1.853 2.976931572 24.94 0 1565.773213 3 522.5963135 0.749846579 0.000391363 58.33676912KACADATLSQITNNIDPVGR 2 11321585 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.834 1.83237505 9.96 1 2602.402305 3 868.1381836 -0.886803222 -0.000769273 65.04137952ADQELMTYSHDNIICGITSVSFSK 3 11321585 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15]; 1xOxidation [M6] 2.7603724 9.82 0 3190.580071 3 1064.196289 -1.804522178 -0.001919157 87.03987243LIIWDSYTTNK 3 11321585 2xTMT6plex [N-Term; K11] 0.647 100 1.00009644 3.69 0 1812.030757 2 906.5175171 -1.655248015 -0.00149968 82.4030908QEAEQLK 2 11321585 2xTMT6plex [N-Term; K7] 1.014 3.002287626 44.37 0 1303.762187 2 652.3845215 -0.322521434 -0.000210246 35.81078203ACADATLSQITNNIDPVGR 2 11321585 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.862699389 1.96 0 2245.14441 3 749.053833 1.129274102 0.000845128 77.00197396264681563 XPNPEP1 xaa-Pro aminopeptidase 1 isoform 1 7511 NP_065116.3 12.91291291 1 7 7 30 666 74.751 5.88 0.89 0.93 0.94 0.92 Significant 0.00028 ASYAVSETIPK 10 264681563 2xTMT6plex [N-Term; K11] 0.96 0.903 0.856 4.276480198 51.99 0 1623.935794 2 812.4714966 -0.047671797 -3.87E-05 45.89275168GGVTEISAADK 4 264681563 2xTMT6plex [N-Term; K11] 0.919 1.118 4.403001785 54.3 0 1505.857544 2 753.4319458 -0.616710685 -0.000464339 46.23168145IIEPNEVTHSGDTGVETDGR 2 264681563 1xTMT6plex [N-Term] 1.213 6.206657887 56.88 0 2355.162562 3 785.7244873 -1.551390123 -0.001217925 41.02631232TMHFGTPTAYEK 6 264681563 2xTMT6plex [N-Term; K12] 0.534 0.896 0.884 4.154960155 35.68 0 1840.966776 3 614.3276978 0.957943262 0.000587847 47.31537158ALCADLSPR 4 264681563 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.646 0.976 3.484366417 37.55 0 1231.666623 2 616.3372192 0.437355817 0.000269338 42.11528903GSLTFEPLTLVPIQTK 2 264681563 2xTMT6plex [N-Term; K16] 2.365685225 8.3 0 2202.314977 2 1101.65979 -1.213996137 -0.001336801 89.48965151YFLQAAK 2 264681563 2xTMT6plex [N-Term; K7] 1.219 3.065870285 24.59 0 1298.787279 2 649.8969116 -0.564255459 -0.000366424 58.428763564504169 GSS glutathione synthetase 2937 NP_000169.1 16.66666667 1 7 7 27 474 52.352 5.92 1.03 0.95 1.25 1.08 Significant 0.0069 ATFAGLYSLDVGEEGDQAIAEALAAPSR 3 4504169 1xTMT6plex [N-Term] 1.086 6.145298004 78.87 0 3051.547225 3 1017.853271 -0.643475827 -0.000654532 100.4766039SADGSPALK 2 4504169 2xTMT6plex [N-Term; K9] 1.215 3.239631653 34.95 0 1303.762187 2 652.3848267 0.145624957 9.49E-05 36.50696949AIENELLAR 4 4504169 1xTMT6plex [N-Term] 0.885 0.512 3.13444829 35.53 0 1257.736417 2 629.3718262 -0.032778132 -2.06E-05 60.38784528GLALGIAK 4 4504169 2xTMT6plex [N-Term; K8] 1.073 0.982 3.501224995 55.27 0 1200.808015 2 600.9067993 -1.40981503 -0.000846459 57.78586998TFEDISEK 6 4504169 2xTMT6plex [N-Term; K8] 1.196 1.612 1.086 3.959280252 36.93 0 1426.782982 2 713.8945923 -0.752630008 -0.00053692 45.83372473ALAEGVLLR 6 4504169 1xTMT6plex [N-Term] 0.643 0.624 0.733 3.162007093 45.21 0 1170.740774 2 585.8741455 0.20523384 0.000120138 52.68074241ILSNNPSK 2 4504169 2xTMT6plex [N-Term; K8] 1.367 3.346124887 36.32 0 1330.809471 2 665.9083252 -0.073353382 -4.88E-05 43.27726647126362971 STK10 serine/threonine-protein kinase 10 6793 NP_005981.3 10.4338843 1 8 9 26 968 112.065 6.95 0.88 100 0.68 33.85 Non-Significant #N/A DLDPNEVWEIVGELGDGAFGK 8 126362971 2xTMT6plex [N-Term; K21] 0.946 100 1.461 3.44569397 36.36 0 2718.402682 3 906.8048096 -1.032473622 -0.00093556 111.7622833ALDESHNQNLK 2 126362971 2xTMT6plex [N-Term; K11] 0.668 3.967177629 39.75 0 1726.948818 3 576.3209839 -0.243076019 -0.000139927 36.39779649LADFGVSAK 4 126362971 2xTMT6plex [N-Term; K9] 1.297 1.18 3.628530979 48.73 0 1365.814222 2 683.4108887 0.203763986 0.000139152 63.68654214ETGALAAAK 2 126362971 2xTMT6plex [N-Term; K9] 0.992 3.12034893 15.13 0 1289.782922 2 645.3956299 0.822499358 0.000530423 40.62057121EAALWEMEEHQLQER 3 126362971 1xTMT6plex [N-Term] 100 1.978131413 12.65 0 2128.033069 3 710.0155029 -0.523154905 -0.000371097 72.65892541FFDTELENLER 2 126362971 1xTMT6plex [N-Term] 1.682883501 19.97 0 1641.832168 2 821.4199219 0.243325724 0.00019975 84.36528666GLTEPQIQVVCR 2 126362971 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.68326664 10.3 0 1628.899142 2 814.9532471 0.046295454 3.77E-05 38.23598443IISEDEK 2 126362971 2xTMT6plex [N-Term; K7] 0.814 2.775568724 30.44 0 1291.750953 2 646.3775635 -2.402248566 -0.001551553 43.04349704IISEDEKKDEEMR 1 126362971 3xTMT6plex [N-Term; K7; K8] 0.848 3.650090456 2 2309.262573 4 578.0704956 -1.04810867 -0.00060509 42.89163615262073007 SLC16A1 monocarboxylate transporter 1 6566 NP_001159968.1 8.2 1 5 5 23 500 53.909 8.66 0.54 0.55 0.6 0.56 Significant 0.0011 DLHDANTDLIGR 12 262073007 1xTMT6plex [N-Term] 0.533 0.551 0.589 4.196698189 89.37 0 1568.823 3 523.6119995 -0.990968926 -0.000518218 42.85068305EEETSIDVAGKPNEVTK 2 262073007 3xTMT6plex [N-Term; K11; K17] 0.472 3.306811571 14.22 0 2533.396424 3 845.1376953 0.832482228 0.000703003 44.07516762ESKEEETSIDVAGKPNEVTK 3 262073007 4xTMT6plex [N-Term; K3; K14; K20] 0.679 0.567 4.040632248 17.79 1 3106.72894 4 777.4371338 -0.71931726 -0.000558681 50.41627934KESKEEETSIDVAGKPNEVTK 2 262073007 5xTMT6plex [N-Term; K1; K4; K15; K21] 0.564 5.086529255 3.49 2 3463.986835 5 693.6032104 0.031979363 2.22E-05 44.38445759AAESPDQK 4 262073007 2xTMT6plex [N-Term; K8] 0.318 100 2.318370581 28.39 0 1303.725801 2 652.3670044 0.71399144 0.000465425 22.707156064502171 APRT adenine phosphoribosyltransferase isoform a 353 NP_000476.1 59.44444444 1 9 9 43 180 19.595 6.02 1.02 0.9 0.89 0.94 Significant 0.002 LQAEVLECVSLVELTSLK 2 4502171 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 1.111 4.500871658 37.8 0 2489.430083 3 830.4805298 -1.224053068 -0.001015732 107.2943966IDYIAGLDSR 6 4502171 1xTMT6plex [N-Term] 0.77 1.252 0.456 3.589720964 62.09 0 1351.741896 2 676.3746948 0.160399288 0.000108409 70.5664936GKLPGPTLWASYSLEYGK 8 4502171 3xTMT6plex [N-Term; K2; K18] 0.757 0.589 4.673976421 35.44 1 2654.516085 3 885.5107422 0.598189067 0.000529301 87.55540336AAIGLLAR 10 4502171 1xTMT6plex [N-Term] 1.137 0.797 0.762 2.683717728 40.63 0 1013.666881 2 507.3374329 0.698565446 0.000354056 48.50036218GFLFGPSLAQELGLGCVLIR 5 4502171 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.509 1.390257239 11.38 0 2376.331089 2 1188.666626 -2.151925251 -0.002556843 107.1532148AELEIQK 6 4502171 2xTMT6plex [N-Term; K7] 0.653 0.993 0.901 3.570935011 39.95 0 1288.787673 2 644.8980103 0.830670431 0.000535279 43.18802791LAPVPFFSLLQYE 2 4502171 1xTMT6plex [N-Term] 1.287994504 8.14 0 1752.977375 2 876.9918823 -0.506173996 -0.000443656 112.4927149DISPVLKDPASFR 2 4502171 2xTMT6plex [N-Term; K7] 100 1.481787086 1.64 1 1903.105319 3 635.0400391 0.128814468 8.17E-05 53.97038566DISPVLK 2 4502171 2xTMT6plex [N-Term; K7] 1.172 2.813541889 28.12 0 1229.786945 2 615.3977661 1.065637075 0.000655253 51.25682203223278379 RRP12 RRP12-like protein isoform 1 23223 NP_055994.2 6.168080185 1 8 8 24 1297 143.611 8.75 1.25 1.21 1.42 1.3 Significant 0.0025 VLDPASSDFTR 4 223278379 1xTMT6plex [N-Term] 1.358 1.514 3.112559795 45.24 0 1436.758274 2 718.8840942 1.83562998 0.001318678 54.45868099AMDLAQAGSTVESK 2 223278379 2xTMT6plex [N-Term; K14] 2.383697271 37.31 0 1866.004284 2 933.5070801 1.393060173 0.001299728 51.60013759APAHHPAAISTAK 2 223278379 2xTMT6plex [N-Term; K13] 1.315 3.057922363 21.17 0 1730.011359 3 577.3411865 -1.359886844 -0.000784207 28.04355313AVEEGLTYK 4 223278379 2xTMT6plex [N-Term; K9] 1.34 3.816381693 47.09 0 1467.845916 2 734.4252319 -1.859291075 -0.001364576 43.95052584SDLTVDAVK 2 223278379 2xTMT6plex [N-Term; K9] 1.421 3.629668713 55.63 0 1405.830266 2 703.4146729 -5.830900836 -0.004098628 44.34464122AMPGAEYK 4 223278379 2xTMT6plex [N-Term; K8] 1.228 1.1 3.220885515 45.05 0 1324.733529 2 662.8701172 -0.431449033 -0.000285777 46.12753482GSEFMFEK 2 223278379 2xTMT6plex [N-Term; K8] 100 1.919073105 26.36 0 1432.754659 2 716.8811035 0.189691409 0.000135891 64.07162241LPSGVSAK 4 223278379 2xTMT6plex [N-Term; K8] 1.215 1.313 2.910191774 45.69 0 1216.766544 2 608.8867188 -0.314875521 -0.000191565 48.093106887705855 HSD17B12 very-long-chain 3-oxoacyl-CoA reductase 51144 NP_057226.1 32.69230769 1 8 8 33 312 34.302 9.32 1.45 0.77 1 1.07 Significant 0.033 KPTLDKPSPETFVK 6 7705855 4xTMT6plex [N-Term; K1; K6; K14] 1.043 0.939 0.828 4.959111214 24.14 0 2503.530562 4 626.638855 1.209344883 0.000756908 52.74768295MTQLVLPGMVER 7 7705855 1xTMT6plex [N-Term] 1.41 3.419611931 27.23 0 1602.890885 2 801.9484253 -0.818143065 -0.000655697 93.8369571LDQVSSEIK 4 7705855 2xTMT6plex [N-Term; K9] 100 1.931 3.572727442 42.54 0 1476.86738 2 738.9370117 -0.428794426 -0.000316636 49.65024232TFVDFFSQCLHEEYR 6 7705855 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 100 1.064 100 2.653249264 20.83 0 2207.042906 3 736.3515625 -1.255671103 -0.000923773 93.43679579SKDKLDQVSSEIK 2 7705855 4xTMT6plex [N-Term; K2; K4; K13] 0.737 4.819175243 16.63 2 2393.442141 4 599.1166992 1.180594655 0.000706421 46.97175238GVFVQSVLPYFVATK 4 7705855 2xTMT6plex [N-Term; K15] 100 2.348372459 20.65 0 2113.246169 2 1057.125244 -1.399585525 -0.001478834 98.83164079GAILNISSGSGMLPVPLLTIYSATK 2 7705855 2xTMT6plex [N-Term; K25] 100 1.630367637 4.17 0 2961.709886 3 987.907959 -0.19001418 -0.000187589 113.8017486SYAEELAK 2 7705855 2xTMT6plex [N-Term; K8] 1.136 3.344727516 40.84 0 1368.777503 2 684.8928833 0.721411304 0.000493726 50.355006775803013 ERP29 endoplasmic reticulum resident protein 29 isoform 1 precursor 10961 NP_006808.1 36.39846743 1 7 7 41 261 28.975 7.31 1.51 1.27 1.45 1.41 Significant 0.0026 GALPLDTVTFYK 8 5803013 2xTMT6plex [N-Term; K12] 0.855 1.242 100 3.965398312 56.76 0 1783.040593 2 892.0235596 -0.421094942 -0.000375415 85.60347553LAENSASSDDLLVAEVGISDYGDK 6 5803013 2xTMT6plex [N-Term; K24] 1.065 5.953429222 59.59 0 2926.493347 3 976.168457 -0.864371092 -0.000843192 86.82985396QGQDNLSSVK 2 5803013 2xTMT6plex [N-Term; K10] 1.569 2.875144958 31.2 0 1533.863692 2 767.4351807 -0.395701312 -0.000303476 38.6008107LNMELSEK 8 5803013 2xTMT6plex [N-Term; K8] 1.614 100 100 3.492218494 42.45 0 1421.807422 2 711.4072266 -0.172973496 -0.000122967 56.77201181GQGVYLGMPGCLPVYDALAGEFIR 10 5803013 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 2.014824867 13.69 0 2812.436359 3 938.147644 -2.837269924 -0.00265988 101.4596968SLNILTAFQK 2 5803013 2xTMT6plex [N-Term; K10] 2.037150621 16.83 0 1592.977599 2 796.9916992 -0.927465961 -0.000738716 78.82929808WAEQYLK 5 5803013 2xTMT6plex [N-Term; K7] 100 0.851 2.246588945 18.26 0 1395.803658 2 698.4055786 0.159654663 0.000111423 56.1142743819913428 ATP6V1B2 V-type proton ATPase subunit B, brain isoform 526 NP_001684.2 22.50489237 1 7 7 28 511 56.465 5.81 0.77 0.92 0.84 0.84 Significant 0.0026 AVVGEEALTSDDLLYLEFLQK 4 19913428 2xTMT6plex [N-Term; K21] 0.881 4.102956295 37.15 0 2811.543198 3 937.854248 1.775743879 0.001664194 103.4864305KTSCEFTGDILR 6 19913428 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 0.692 0.828 0.754 3.667972326 24.03 1 1885.025354 3 629.0127563 -0.869180368 -0.000546142 51.40250016IPIFSAAGLPHNEIAAQICR 4 19913428 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 2.139 3.341775894 30.74 0 2407.311751 3 803.1078491 -1.145018595 -0.000918806 78.89848535SGQVLEVSGSK 2 19913428 2xTMT6plex [N-Term; K11] 1.507 3.72282362 36.43 0 1548.899743 2 774.9542236 0.921838635 0.000713918 40.51343088AVVQVFEGTSGIDAK 6 19913428 2xTMT6plex [N-Term; K15] 100 0.651 0.907 2.263571978 33.29 0 1979.121363 2 990.0637817 -0.543601548 -0.000537927 66.56933902TVFETLDIGWQLLR 2 19913428 1xTMT6plex [N-Term] 100 1.90061903 11.82 0 1920.079215 2 960.5447998 1.618922465 0.00155423 109.3719324IYPEEMIQTGISAIDGMNSIAR 4 19913428 1xTMT6plex [N-Term] 0.01 2.234209538 10.75 0 2638.341789 3 880.1195068 0.825574541 0.000726049 107.746025429568103 SNRNP70 U1 small nuclear ribonucleoprotein 70 kDa isoform 1 6625 NP_003080.2 18.30663616 1 8 8 46 437 51.526 9.94 1.13 1.14 1.29 1.18 Significant 0.0019 GYAFIEYEHER 12 29568103 1xTMT6plex [N-Term] 0.992 1.018 1.417 3.79806304 42.86 0 1642.806287 2 821.9054565 -1.613588944 -0.001325407 55.904763QQEVETELK 2 29568103 2xTMT6plex [N-Term; K9] 1.658 4.154904842 45.71 0 1561.883758 2 781.4453735 -0.184347706 -0.000143965 44.56135859VNYDTTESK 4 29568103 2xTMT6plex [N-Term; K9] 1.128 1.389 4.11873579 55.89 0 1514.810259 2 757.9085693 -0.262117399 -0.000198529 38.33512717DPIPYLPPLEK 6 29568103 2xTMT6plex [N-Term; K11] 0.972 1.513 2.900598049 29.83 0 1740.03478 2 870.5223389 1.506518379 0.001310697 80.40588755GGADVNIR 10 29568103 1xTMT6plex [N-Term] 1.338 1.341 1.248 3.304451704 41.16 0 1030.584274 2 515.7949829 -1.53730241 -0.00079216 35.10481429EFEVYGPIK 5 29568103 2xTMT6plex [N-Term; K9] 1.222 1.614665627 11.8 0 1539.882302 2 770.4436035 -1.540058449 -0.001185754 58.2194346MWDPHNDPNAQGDAFK 2 29568103 2xTMT6plex [N-Term; K16] 100 1.706729293 2.5 0 2301.112271 3 767.7081299 -1.058128103 -0.000811624 60.7657503VLVDVER 5 29568103 1xTMT6plex [N-Term] 1.283 1.23 1.259 2.605976582 31.09 0 1058.640726 2 529.8239746 -0.050216517 -2.66E-05 50.62570859807066321 Sep-11 septin-11 isoform 1 55752 NP_001293076.1 23.69020501 1 3 8 31 439 50.791 7.01 1.19 1.3 1.12 1.2 Non-Significant #N/A AAAQLLQSQAQQSGAQQTK 2 807066321 2xTMT6plex [N-Term; K19] 1.138 5.674465656 65.95 0 2415.335606 3 805.7844238 1.288634328 0.001037495 45.31799718FESDPATHNEPGVR 2 807066321 1xTMT6plex [N-Term] 1.1 4.977632523 42.49 0 1784.876492 3 595.6304932 0.243300973 0.000144754 36.56214941QYPWGVVQVENENHCDFVK 6 807066321 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C15] 1.474 3.13922143 30.08 0 2806.402305 3 936.1391602 0.22158931 0.00020729 74.24925989SYELQESNVR 2 807066321 1xTMT6plex [N-Term] 1.323 4.214702606 46.13 0 1453.748438 2 727.3778687 0.015556122 1.13E-05 43.74154589SLDLVTMK 4 807066321 2xTMT6plex [N-Term; K8] 0.846 1.3 2.943443298 38.26 0 1364.822344 2 682.9154053 0.871656945 0.000594828 67.08136413VNIIPIIAK 24 807066321 2xTMT6plex [N-Term; K9] 100 1.122 100 1.893635511 18 0 1438.976143 2 719.9916382 -0.099405965 -7.15E-05 74.3035016DTDPDSKPFSLQETYEAK 1 807066321 3xTMT6plex [N-Term; K7; K18] 1.146222115 0 2758.439017 3 920.1526489 1.586708032 0.001458946 62.16716924LEEMGFK 2 807066321 2xTMT6plex [N-Term; K7] 0.897 2.273148775 10.98 0 1311.73828 2 656.3729248 0.223100431 0.000146325 71.133648831711992 DLAT dihydrolipoyllysine-residue acetyltransferase component of pyruvate dehydrogenase complex, mitochondrial precursor 1737 NP_001922.2 18.08346213 1 8 8 38 647 68.953 7.84 0.74 0.65 0.77 0.72 Significant 0.0025



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms DVPIGAIICITVGKPEDIEAFK 2 31711992 3xTMT6plex [N-Term; K14; K22]; 1xCarbamidomethyl [C9] 0.636 3.308520317 32.25 0 3072.762206 3 1024.925537 -0.048061602 -4.92E-05 103.2927019GVETIANDVVSLATK 4 31711992 2xTMT6plex [N-Term; K15] 100 3.114098549 38.16 0 1975.147577 2 988.0771484 -0.282092845 -0.000278587 102.1430161DVPLGTPLCIIVEK 8 31711992 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 100 2.250793457 21.53 0 2012.186606 2 1006.595276 -1.655270032 -0.001665356 88.59416635DIDSFVPSK 4 31711992 2xTMT6plex [N-Term; K9] 0.813 0.641 2.989452839 37.1 0 1465.830266 2 733.4182739 -0.678870167 -0.000497554 60.54203176ASALACLK 8 31711992 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 0.823 0.01 0.784 3.377430677 52.27 0 1291.780814 2 646.3903809 -5.673618287 -0.003664536 48.30056356VAPAPAAVVPPTGPGMAPVPTGVFTDIPISNIR 4 31711992 1xTMT6plex [N-Term] 2.429322243 12.78 0 3438.902048 3 1146.969971 -1.945152997 -0.00222973 94.02411865VFVSPLAK 2 31711992 2xTMT6plex [N-Term; K8] 0.723 3.070089579 38.56 0 1318.84988 2 659.9280396 -0.816793825 -0.000538614 73.52018138ILVAEGTR 6 31711992 1xTMT6plex [N-Term] 0.678 0.654 0.728 2.730211735 41.15 0 1087.667275 2 544.3377075 0.79396437 0.000431785 41.001264432189392 PRDX2 peroxiredoxin-2 7001 NP_005800.3 49.49494949 1 7 8 58 198 21.878 5.97 1.14 1.4 1.36 1.3 Significant 0.0038 ATAVVDGAFK 10 32189392 2xTMT6plex [N-Term; K10] 1.11 1.056 1.171 4.798150539 64.35 0 1436.851336 2 718.9293213 0.020731529 1.49E-05 56.88090242QITVNDLPVGR 13 32189392 1xTMT6plex [N-Term] 1.096 1.304 1.277 3.191392183 49.7 0 1440.837194 2 720.9219971 -0.330376934 -0.00023801 50.46492346KEGGLGPLNIPLLADVTR 6 32189392 2xTMT6plex [N-Term; K1] 0.472 1.498 2.996708155 27.13 1 2321.395687 3 774.4698486 -0.299079371 -0.000231427 98.67499099LSEDYGVLK 4 32189392 2xTMT6plex [N-Term; K9] 1.753 1.747 3.531025887 42.18 0 1481.861566 2 741.4336548 -1.03485354 -0.000766755 58.40518511GLFIIDGK 12 32189392 2xTMT6plex [N-Term; K8] 0.994 0.987 0.957 3.606935978 40.94 0 1320.829144 2 660.9172363 -1.474993006 -0.000974107 65.96007895IGKPAPDFK 6 32189392 3xTMT6plex [N-Term; K3; K9] 1.477 1.693 1.659 3.138099432 11 0 1660.040089 3 554.0187378 0.946422268 0.0005237 46.48540067TDEGIAYR 6 32189392 1xTMT6plex [N-Term] 1.357 1.406 1.585 2.953622818 35.51 0 1153.605068 2 577.3057861 -0.669921099 -0.000386412 30.78100253KLGCEVLGVSVDSQFTHLAWINTPR 1 32189392 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 1.528429627 2.27 1 3285.781823 4 822.1976929 -3.920289392 -0.003220304 80.865140545802966 DSTN destrin isoform a 11034 NP_006861.1 60.60606061 1 8 9 64 165 18.493 7.85 1.66 1.74 1.49 1.63 Significant 0.002 KEELMFFLWAPELAPLK 8 5802966 3xTMT6plex [N-Term; K1; K17] 100 0.01 100 3.299201965 27.63 1 2749.596978 3 917.2045288 0.747337082 0.000684959 107.7740882AVIFCLSADK 4 5802966 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.598 1.561 2.684922218 36.02 0 1581.907471 2 791.4571533 -0.278833865 -0.000220545 74.29493351HFVGMLPEK 6 5802966 2xTMT6plex [N-Term; K9] 1.573 100 1.951 3.477437019 31.33 0 1515.875777 2 758.4415894 0.082639316 6.26E-05 47.28201902YALYDASFETK 8 5802966 2xTMT6plex [N-Term; K11] 2.401 1.242 2.598707199 23.73 0 1765.941273 2 883.473938 -0.381588815 -0.000336932 69.94886149CIIVEEGK 10 5802966 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 1.65 1.846 1.778 3.702581644 39.88 0 1405.812508 2 703.4100342 0.201726314 0.000141795 44.66857543EILVGDVGVTITDPFK 12 5802966 2xTMT6plex [N-Term; K16] 1.466 100 100 1.959521055 12.21 0 2161.252042 2 1081.127686 -1.826707933 -0.001973988 108.4549325KCSTPEEIK 4 5802966 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C2] 1.22 0.942 3.138284683 24.4 1 1779.028932 3 593.680481 -1.14813698 -0.000680856 37.54585408MIYASSK 10 5802966 2xTMT6plex [N-Term; K7] 1.178 1.229 1.346 2.857272387 29.23 0 1257.727716 2 629.3674927 -0.005524596 -3.47E-06 46.82987487HECQANGPEDLNR 2 5802966 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 100 1.385007024 16.01 0 1768.823411 3 590.279541 0.372522701 0.000219642 29.4170610214670350 GTF2I general transcription factor II-I isoform 1 2969 NP_127492.1 12.7254509 1 8 8 25 998 112.346 6.39 1.4 1.82 1.05 1.42 Significant 0.024 RPELLTHSTTEVTQPR 6 14670350 1xTMT6plex [N-Term] 1.872 1.007 6.143188 39.56 0 2094.150482 4 524.2932129 0.257790691 0.000134963 35.60731845KPEMFETAIK 4 14670350 3xTMT6plex [N-Term; K1; K10] 1.722 2.067 3.966324091 36.44 0 1881.112268 3 627.7096558 1.141056381 0.000715485 59.8152775EQVNDLFSR 4 14670350 1xTMT6plex [N-Term] 0.794 1.983 2.94427681 43.42 0 1336.705845 2 668.8565063 -0.081532289 -5.45E-05 56.63179282GPVTIPYPLFQSHVEDLYVEGLPEGIPFR 3 14670350 1xTMT6plex [N-Term] 1.75433445 1.44 0 3498.851058 3 1166.954834 -0.317134641 -0.000369869 105.9863356ILDSAEFIK 2 14670350 2xTMT6plex [N-Term; K9] 1.695441127 11.35 0 1493.897952 2 747.4523315 -0.378549326 -0.000282757 68.72446429QVEEIFNLK 2 14670350 2xTMT6plex [N-Term; K9] 1.448432446 2.34 0 1577.930315 2 789.4686279 -0.212595336 -0.00016773 85.56009966VPYPVFESNPEFLYVEGLPEGIPFR 3 14670350 1xTMT6plex [N-Term] 100 1.707017422 11.16 0 3124.62329 3 1042.209351 -3.133786469 -0.003263967 104.354883FEAHPNDLYVEGLPENIPFR 1 14670350 1xTMT6plex [N-Term] 0.782 1.741824865 0 2586.319004 3 862.7763062 -1.793414874 -0.001546114 80.53288604308818200 DPYSL3 dihydropyrimidinase-related protein 3 isoform 1 1809 NP_001184223.1 12.28070175 1 6 7 36 684 73.865 6.35 1.69 1.79 1.62 1.7 Significant 0.00084 IMLEDGNLHVTQGAGR 6 308818200 1xTMT6plex [N-Term] 1.291 1.684 1.998 4.958025455 52.94 0 1940.02211 3 647.3456421 0.135415741 8.76E-05 47.03513438GAPLVVICQGK 6 308818200 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 2.064 100 1.476 3.582083702 57.6 0 1599.965655 2 800.4860229 -0.553394106 -0.000442706 57.65381988GMYDGPVFDLTTTPK 6 308818200 2xTMT6plex [N-Term; K15] 100 100 2.199314833 49.83 0 2100.108749 2 1050.557739 -0.260560019 -0.000273602 77.84550367TLDFDALSVGQR 2 308818200 1xTMT6plex [N-Term] 100 3.214894533 48.88 0 1550.837587 2 775.9216919 -0.954471925 -0.000740115 76.17380253GMTTVDDFFQGTK 6 308818200 2xTMT6plex [N-Term; K13] 2.632145166 30.94 0 1904.98282 2 952.9957886 0.776982565 0.000740069 65.9642916SAADLISQAR 4 308818200 1xTMT6plex [N-Term] 1.176 1.436 3.260142803 35.11 0 1260.71093 2 630.8583374 -1.215405749 -0.000766138 42.00220241MSVIWDK 6 308818200 2xTMT6plex [N-Term; K7] 1.2 0.908 1.016 2.513372183 26.13 0 1336.769915 2 668.8878784 -1.073194457 -0.000717307 63.2567018167782362 DHX29 ATP-dependent RNA helicase DHX29 54505 NP_061903.2 7.158509861 1 8 8 23 1369 155.139 8.09 0.98 1.61 1.39 1.33 Significant 0.019 SAEAGIAGEAQSK 4 67782362 2xTMT6plex [N-Term; K13] 1.597 1.792 4.876699448 52.53 0 1676.921935 2 838.9641113 -0.589588418 -0.000494347 36.12300955VVVVAGETGSGK 2 67782362 2xTMT6plex [N-Term; K12] 1.839 3.782598495 29.94 0 1560.936128 2 780.9697876 -2.453498653 -0.001914877 40.97071294SYPVEVFHLEDIIEETGFVLEK 2 67782362 2xTMT6plex [N-Term; K22] 100 4.433078766 24.41 0 3051.633076 3 1017.882385 -0.155116382 -0.000157786 109.791881SAAATEEEKDK 3 67782362 3xTMT6plex [N-Term; K9; K11] 1.27 1.234 2.192512274 7 1 1866.042333 3 622.6855469 -0.131741384 -8.19E-05 29.08256153KDEADLAK 4 67782362 3xTMT6plex [N-Term; K1; K8] 1.55 1.373 3.784434319 17.53 1 1576.951334 3 526.3223267 0.693217632 0.00036439 33.54753855SLEEEEKFDPNER 2 67782362 2xTMT6plex [N-Term; K7] 1.557 2.324423313 1.09 1 2080.059885 3 694.0236816 -1.631149252 -0.001130963 46.79240001VPLEELCLHIMK 4 67782362 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 3.309 0.896 1.987053514 6.14 0 1940.111333 3 647.3739624 -2.060991502 -0.001332851 84.53151989EQAATFK 2 67782362 2xTMT6plex [N-Term; K7] 0.818 2.49230361 24.71 0 1252.730158 2 626.8684082 -0.493884294 -0.000309352 39.543792367657381 PRPF19 pre-mRNA-processing factor 19 27339 NP_055317.1 28.17460317 1 9 9 36 504 55.146 6.61 0.88 1.42 1.77 1.36 Significant 0.035 VTDETSGCSLTCAQFHPDGLIFGTGTMDSQIK 2 7657381 2xTMT6plex [N-Term; K32]; 2xCarbamidomethyl [C8; C12] 1.531 3.245617628 16.36 0 3931.891645 4 983.7265625 -1.837515031 -0.001806227 84.19202381ALQDEWDAVMLHSFTLR 6 7657381 1xTMT6plex [N-Term] 1.41 100 100 2.451700449 20.94 0 2261.158604 3 754.3909912 -0.081063392 -6.11E-05 96.67387167QELSHALYQHDAACR 2 7657381 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.778 1.758121967 9.97 0 2027.991873 3 676.6685791 -0.339767295 -0.000229682 42.57326791TVPEELVKPEELSK 6 7657381 3xTMT6plex [N-Term; K8; K14] 0.967 100 0.926 3.197608709 14.72 0 2285.357125 3 762.4558716 -1.778165811 -0.001354581 60.82823012FIASTGMDR 5 7657381 1xTMT6plex [N-Term] 0.666 1.849 1.826 3.120265007 29.74 0 1226.640074 2 613.822876 -1.303109942 -0.000799223 42.38017437ATVLTTER 4 7657381 1xTMT6plex [N-Term] 0.975 0.965 2.769355536 24.03 0 1119.657104 2 560.3325195 0.588030476 0.000329196 33.30415464VTSVVFHPSQDLVFSASPDATIR 5 7657381 1xTMT6plex [N-Term] 1.550589085 2.07 0 2702.435096 3 901.482666 -0.610942748 -0.000550344 74.7674862IWSVPNASCVQVVR 2 7657381 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 100 1.421564698 1.17 0 1844.005004 2 922.5057373 -0.437152081 -0.000403055 80.28295614SSEQILATLK 4 7657381 2xTMT6plex [N-Term; K10] 1.867974162 12.05 0 1547.940879 2 774.4726563 -1.836943541 -0.00142174 58.18122501187608732 CNBP cellular nucleic acid-binding protein isoform 2 7555 NP_001120665.1 48.87640449 1 1 7 21 178 19.579 7.58 1.19 1.66 1.43 Significant #N/A CYSCGEFGHIQK 2 187608732 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C1; C4] 1.226 3.23233819 30.47 0 1943.950809 3 648.6552124 0.141226326 9.15E-05 45.39645407DCDLQEDEACYNCGR 4 187608732 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C10; C13] 1.194 1.66 4.131027222 43.27 0 2133.847319 2 1067.425659 -1.535911495 -0.0016387 37.10053838EQCCYNCGKPGHLAR 2 187608732 2xTMT6plex [N-Term; K9]; 3xCarbamidomethyl [C3; C4; C7] 1.304 4.649431229 26.73 0 2308.114932 4 577.7832642 -1.605114773 -0.000926197 35.65920589CGETGHVAINCSK 3 187608732 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C1; C11] 0.841 3.571307182 30.95 0 1890.956623 3 630.9887085 -2.671035209 -0.001683604 31.48597984GFQFVSSSLPDICYR 4 187608732 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.902 100 2.485154629 27.47 0 2005.005064 2 1003.005493 -0.6752511 -0.000676941 84.67146438DCDHADEQK 2 187608732 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 2.063 2.966872692 20.97 0 1575.747342 3 525.9205933 -0.073003356 -3.83E-05 22.27886059TSEVNCYR 4 187608732 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.8 1.801 3.236577749 36.05 0 1257.609502 2 629.3080444 -0.548622455 -0.000344976 29.84586521380714665 CUL3 cullin-3 isoform 3 8452 NP_001244127.1 12.40310078 1 8 8 22 774 89.674 7.97 1.01 1.71 1.35 1.35 Significant 0.021 ALQSLACGKPTQR 3 380714665 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.016 1.374 3.398299932 22.72 0 1888.083872 3 630.0321655 -1.021584897 -0.000642946 34.20011417EDGSEVGVGGAQVTGSNTR 4 380714665 1xTMT6plex [N-Term] 2.366 100 3.913724184 60.21 0 2049.004605 2 1025.006226 0.277779695 0.000284586 40.91554388ALVSEEGEGK 2 380714665 2xTMT6plex [N-Term; K10] 1.63 3.941414595 42.53 0 1476.830995 2 738.9181519 -1.332230343 -0.00098374 43.57776511KHEIEAAIVR 2 380714665 2xTMT6plex [N-Term; K1] 0.954 3.055683613 15.12 1 1623.994646 3 542.0023193 -1.380252202 -0.000747174 37.93951247EVVTEHLINK 2 380714665 2xTMT6plex [N-Term; K10] 1.722 3.757136345 17.25 0 1639.978327 3 547.3308105 -0.273838603 -0.000149696 44.57529166GLTEQEVETILDK 3 380714665 2xTMT6plex [N-Term; K13] 1.333287716 1.76 0 1933.089394 2 967.0458984 -2.521143107 -0.002436797 102.3112294SPEYLSLFIDDK 5 380714665 2xTMT6plex [N-Term; K12] 1.877178073 20.31 0 1885.035902 2 943.0153809 -6.586989265 -0.006208356 84.86108061QTLLDMIAR 1 380714665 1xTMT6plex [N-Term] 0.596 1.147097826 0 1289.744873 2 645.3755493 -0.81501172 -0.000525579 88.51292184506381 RAC2 ras-related C3 botulinum toxin substrate 2 5880 NP_002863.1 29.16666667 1 2 7 36 192 21.415 7.61 1.16 1.71 1.44 Non-Significant #N/A CVVVGDGAVGK 4 4506381 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.401 1.145 4.194427013 61.12 0 1518.87142 2 759.9389038 -0.585278517 -0.000444481 46.20842263YLECSALTQR 13 4506381 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.037 1.239 1.131 3.937252283 66.69 0 1469.76198 2 735.3842163 -0.560636908 -0.000412001 44.6322321LAPITYPQGLALAK 4 4506381 2xTMT6plex [N-Term; K14] 1.112 1.709 3.4912467 38.58 0 1914.182841 2 957.5949707 -0.091983768 -8.80E-05 81.36365553LDLRDDKDTIEK 7 4506381 3xTMT6plex [N-Term; K7; K12] 0.496 0.565 0.678 3.553100586 8.67 2 2148.247909 3 716.7539063 -0.34618444 -0.000247897 48.93685604KLAPITYPQGLALAK 2 4506381 3xTMT6plex [N-Term; K1; K15] 100 3.665978432 19.72 1 2271.440736 3 757.8172607 -1.543885069 -0.001168948 65.01136354TVFDEAIR 4 4506381 1xTMT6plex [N-Term] 1.002 0.884 2.780903578 29.05 0 1179.657104 2 590.3284912 -6.271524242 -0.003699124 48.85576922DDKDTIEK 2 4506381 3xTMT6plex [N-Term; K3; K8] 1.095 2.579731464 8.87 1 1650.951727 3 550.9886475 -0.204904348 -0.000112762 38.00727961374532817 GOLGB1 golgin subfamily B member 1 isoform 1 2804 NP_001243415.1 2.539002753 1 8 9 22 3269 376.907 5 1.07 1.02 0.94 1.01 Significant 0.0014 SLSAVPDIGQCHQDELER 2 374532817 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.948 4.204320431 27.89 0 2283.123675 3 761.7129517 0.274536363 0.000208933 48.02438254LKESEEANEDLR 2 374532817 2xTMT6plex [N-Term; K2] 1.008 3.572679996 29.43 1 1891.017292 3 631.008728 -2.993477634 -0.001886906 36.21773074ESEVLEGAER 2 374532817 1xTMT6plex [N-Term] 1.377 3.66861701 20.01 0 1347.69534 2 674.3515625 0.377303375 0.000254245 40.21764384LKESEEANEDLRR 2 374532817 2xTMT6plex [N-Term; K2] 0.89 3.474803686 12.31 2 2047.118403 4 512.5355225 0.907350424 0.000464363 33.22094981GNLEGIIR 4 374532817 1xTMT6plex [N-Term] 1.653 0.835 2.645649433 37.75 0 1100.662524 2 550.8344727 -0.776920701 -0.000427564 41.21968184MELEVAER 4 374532817 1xTMT6plex [N-Term] 100 1.702 2.407191038 10.88 0 1205.639739 2 603.3240967 0.976518388 0.000588665 33.86105967EIQELLK 4 374532817 2xTMT6plex [N-Term; K7] 100 2.003414392 17.64 0 1330.834624 2 665.9210205 0.105862609 7.04E-05 69.79498028ELSMVTELR 2 374532817 1xTMT6plex [N-Term] 0.752 1.766241789 15.34 0 1306.723803 2 653.8670654 2.334769878 0.00152545 62.52251078GEVEEDKENK 2 374532817 3xTMT6plex [N-Term; K7; K10] 0.779 2.091667652 2.83 1 1864.026683 3 622.0143433 0.962102728 0.000597795 33.14618065174764 MT2A metallothionein-2 4502 NP_005944.1 67.21311475 1 1 4 77 61 6.037 7.83 2.97 2.97 2.94 2.96 Significant 0.000011 SCCSCCPVGCAK 6 5174764 2xTMT6plex [N-Term; K12]; 5xCarbamidomethyl [C2; C3; C5; C6; C10] 1.109 0.839 0.998 3.558941364 46.22 0 1903.835722 2 952.4205933 -0.951986845 -0.000906213 31.3416409MDPNCSCAAGDSCTCAGSCK 18 5174764 2xTMT6plex [N-Term; K20]; 5xCarbamidomethyl [C5; C7; C13; C15; C19]; 1xOxidation [M1] 2.669 2.8 2.803 4.401373386 49.34 0 2683.074919 3 889.6980591 -0.142576865 -0.000126755 37.04929633MDPNCSCAAGDSCTCAGSCK 20 5174764 2xTMT6plex [N-Term; K20]; 5xCarbamidomethyl [C5; C7; C13; C15; C19] 3.199 2.993 3.569 4.856974125 69.56 0 2667.080004 3 889.6980591 -0.142576865 -0.000126755 37.04929633KSCCSCCPVGCAK 4 5174764 3xTMT6plex [N-Term; K1; K13]; 5xCarbamidomethyl [C3; C4; C6; C7; C11] 0.505 0.619 4.32499361 35.78 1 2261.093617 3 754.3695068 0.154778117 0.000116656 30.85868949CAQGCICK 29 5174764 2xTMT6plex [N-Term; K8]; 3xCarbamidomethyl [C1; C5; C7] 1.032 1.113 1.011 3.943762541 37.65 0 1454.731832 2 727.8696899 0.186180577 0.000135421 38.686271334506341 ABCD3 ATP-binding cassette sub-family D member 3 isoform a 5825 NP_002849.1 14.26403642 1 8 8 41 659 75.428 9.36 0.87 0.85 0.87 0.86 Significant 0.00006 STHSELLEDYYQSGR 8 4506341 1xTMT6plex [N-Term] 0.849 0.859 0.871 5.744438171 30.53 0 2013.971514 3 671.9923096 -4.537784669 -0.003046323 43.70643722GISDLVLK 8 4506341 2xTMT6plex [N-Term; K8] 0.594 1.455 2.671805859 42.43 0 1302.839709 2 651.923645 0.233727189 0.000152255 73.43243529ITELMQVLK 4 4506341 2xTMT6plex [N-Term; K9] 100 0.43 2.193161011 21.38 0 1532.948607 2 766.9780273 0.111365443 8.54E-05 95.06590389GIEGVQVIPLIPGAGEIIIADNIIK 5 4506341 2xTMT6plex [N-Term; K25] 1.391203403 4.11 0 3000.811315 3 1000.93988 -2.075164369 -0.002075726 106.6592927DQVIYPDGR 2 4506341 1xTMT6plex [N-Term] 0.866 3.398152351 51.28 0 1291.684381 2 646.3453369 -0.761921325 -0.000492081 39.50251787DLNFEVR 8 4506341 1xTMT6plex [N-Term] 0.686 0.67 0.821 3.214731932 38.72 0 1121.615239 2 561.3114624 0.364576615 0.000204457 56.03069966IANPDQLLTQDVEK 4 4506341 2xTMT6plex [N-Term; K14] 100 1.600348949 6.57 0 2042.153391 2 1021.578186 -2.103470634 -0.002147805 69.01928319MTITEQK 2 4506341 2xTMT6plex [N-Term; K7] 1.169 3.01281929 23.75 0 1308.759744 2 654.8835449 0.052869711 3.46E-05 42.57166968148352331 Sep-07 septin-7 isoform 1 989 NP_001779.3 20.82379863 1 7 8 38 437 50.648 8.63 1.07 1.1 1.09 1.09 Non-Significant #N/A DVTNNVHYENYR 8 148352331 1xTMT6plex [N-Term] 1.007 1.082 0.901 4.617136002 39.19 0 1752.850277 3 584.9541626 -1.336518619 -0.000780906 43.7344488TVQVEQSK 6 148352331 2xTMT6plex [N-Term; K8] 1.135 1.096 1.366 4.016177177 45.93 0 1376.814951 2 688.9122314 1.623762601 0.00111781 32.17862764ANWEAQQR 2 148352331 1xTMT6plex [N-Term] 1.423 2.972685337 32.21 0 1231.6381 2 616.322876 0.304799864 0.000187702 31.13622458NLEGYVGFANLPNQVYR 2 148352331 1xTMT6plex [N-Term] 1.48312521 1.95 0 2183.144668 2 1092.074829 -1.047395946 -0.001143308 74.31526424KMEMEMEQVFEMK 2 148352331 3xTMT6plex [N-Term; K1; K13] 2.139546633 14.74 1 2377.224279 3 793.0797119 0.127784404 0.000101257 87.89808254FEDYLNAESR 4 148352331 1xTMT6plex [N-Term] 0.811 100 2.432044983 17.91 0 1472.721889 2 736.8643799 -0.275567558 -0.000202917 90.32266738VNIIPIIAK 24 148352331 2xTMT6plex [N-Term; K9] 100 1.122 100 1.893635511 18 0 1438.976143 2 719.9916382 -0.099405965 -7.15E-05 74.3035016IYEFPETDDEEENK 2 148352331 2xTMT6plex [N-Term; K14] 100 1.056051612 0 2216.064695 2 1108.535034 -0.85888315 -0.00095167 57.0315660758761500 OLA1 obg-like ATPase 1 isoform 1 29789 NP_037473.3 25.50505051 1 8 8 25 396 44.715 7.81 1.07 1.32 1.13 1.17 Significant 0.0041 FYHDWNDKEIEVLNK 4 58761500 3xTMT6plex [N-Term; K8; K15] 1.191 0.811 4.641086102 15.86 1 2637.427999 4 660.1120605 -0.601484666 -0.000396593 79.76846976LQELSAEER 4 58761500 1xTMT6plex [N-Term] 1.305 0.887 3.91946578 50.29 0 1303.705511 2 652.3557129 -1.044352991 -0.000680764 40.40195268GFIMAEVMK 4 58761500 2xTMT6plex [N-Term; K9] 0.866 0.725 3.416350365 43.86 0 1483.8417 2 742.4250488 0.755819337 0.000560758 88.31619985AFEDDDITHVEGSVDPIR 4 58761500 1xTMT6plex [N-Term] 100 2.8614254 28.94 0 2244.098171 3 748.7056885 1.934322546 0.001446937 49.91012595YEDFKEEGSENAVK 2 58761500 3xTMT6plex [N-Term; K5; K14] 1.364 4.485295773 14.31 1 2332.227568 3 778.0797119 -1.279934194 -0.000995033 48.50512388YLEANMTQSALPK 4 58761500 2xTMT6plex [N-Term; K13] 100 100 1.765974402 11.62 0 1924.061405 2 962.5276489 -6.956029783 -0.006691914 56.90793079LKPEYDIMCK 1 58761500 3xTMT6plex [N-Term; K2; K10]; 1xCarbamidomethyl [C9] 3.852 1.777663469 0 1984.121452 3 662.0457764 0.667051687 0.000441171 62.13417443FDFLCQYHKPASK 2 58761500 3xTMT6plex [N-Term; K9; K13]; 1xCarbamidomethyl [C5] 100 1.365769386 0 2328.27777 4 582.824707 -0.331435969 -0.000192919 68.115191936005721 ERLIN2 erlin-2 isoform 1 11160 NP_009106.1 33.62831858 1 6 9 34 339 37.815 5.62 1.25 1.2 1.29 1.25 Significant 0.00044 SVQTTLQTDEVK 4 6005721 2xTMT6plex [N-Term; K12] 1.75 1.68 3.541285992 47.68 0 1807.021314 2 904.0149536 0.728412306 0.000658128 50.48257919ADAECYTAMK 4 6005721 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.021 1.216 4.489396572 59.28 0 1617.801685 2 809.4053955 1.130562319 0.000914513 48.29982543LSFGLEDEPLETATK 6 6005721 2xTMT6plex [N-Term; K15] 100 2.347718954 30 0 2108.152722 2 1054.578247 -1.662497853 -0.0017524 73.8342734VTKPNIPEAIR 4 6005721 2xTMT6plex [N-Term; K3] 1.288 1.261 3.49429369 13.79 0 1696.052161 3 566.0214844 -1.333240246 -0.000753748 49.31850599ISEIEDAAFLAR 4 6005721 1xTMT6plex [N-Term] 2.366406679 22.11 0 1563.857988 2 782.4317017 -1.190510712 -0.000930895 98.60031484LLIAAQK 6 6005721 2xTMT6plex [N-Term; K7] 1.166 0.913 100 2.935935259 36.77 0 1214.823665 2 607.9161987 1.198405151 0.000727925 53.97129101IEVVNFLVPNAVYDIVK 3 6005721 2xTMT6plex [N-Term; K17] 1.253949046 0.47 0 2390.40994 2 1195.7052 -2.851498089 -0.003408125 109.8763831LALQQDLTSMAPGLVIQAVR 1 6005721 1xTMT6plex [N-Term] 0.504 1.369693875 0 2353.347467 2 1177.176636 -0.625549625 -0.000736068 94.21150255LTPEYLQLMK 2 6005721 2xTMT6plex [N-Term; K10] 1.776 2.094970942 23.43 0 1693.996286 2 847.5026855 1.067720021 0.000904357 80.50228092217272863 P4HA2 prolyl 4-hydroxylase subunit alpha-2 isoform 1 precursor 8974 NP_001136071.1 21.4953271 1 9 9 26 535 60.864 5.71 1.12 1.21 1.07 1.13 Significant 0.0013 QLDAGEEATTTK 6 217272863 2xTMT6plex [N-Term; K12] 1.111 1.228 4.500406265 61.2 0 1721.932165 2 861.4697876 0.077561309 6.68E-05 35.79098084SAADAEGYLAHPVNAYK 2 217272863 2xTMT6plex [N-Term; K17] 100 2.662142992 34.44 0 2235.181003 3 745.7334595 2.157506691 0.001607473 39.70368258EYILVEEAK 4 217272863 2xTMT6plex [N-Term; K9] 1.207 1.101 4.489400387 54.87 0 1551.903431 2 776.4553223 -0.040807146 -3.17E-05 68.9467415DVYESLCR 4 217272863 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.183 1.235 3.099549294 34.48 0 1270.629903 2 635.8184814 -0.170796685 -0.00010851 41.79575321YYDVMSDEEIER 2 217272863 1xTMT6plex [N-Term] 100 2.470760107 27.09 0 1777.815197 2 889.4088135 -2.726108362 -0.002423258 57.39312486YFEQLLEEER 2 217272863 1xTMT6plex [N-Term] 100 2.002066612 9.49 0 1584.810704 2 792.9064331 -3.227104063 -0.002557175 76.68530789QFFPTDEDEIGAAK 2 217272863 2xTMT6plex [N-Term; K14] 1.380988359 3.44 0 2026.053343 2 1013.531494 1.1692492 0.001184481 52.43488456GQEFLRPCGSTEVD 3 217272863 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.917 0.768 2.333125353 28.56 0 1823.879529 2 912.4348145 -9.417537441 -0.008588227 45.58277879SQVLDYLSYAVFQLGDLHR 1 217272863 1xTMT6plex [N-Term] 1.15969944 0 2453.302625 3 818.4387817 -0.339662603 -0.000277765 106.3329338045942 UBA3 NEDD8-activating enzyme E1 catalytic subunit isoform 1 9039 NP_003959.3 20.30237581 1 7 7 21 463 51.819 5.45 0.95 1.26 0.83 1.01 Significant 0.016 MAVDGGCGDTGDWEGR 4 38045942 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.699 1.452 2.938958883 23.25 0 1911.816277 2 956.411499 -0.290348572 -0.000277547 58.455294AEVAAEFLNDR 4 38045942 1xTMT6plex [N-Term] 1.112 1.181 4.339596272 62.45 0 1463.769174 2 732.3878784 -0.473649859 -0.000346657 69.70584959ELGLVDGQELAVADVTTPQTVLFK 4 38045942 2xTMT6plex [N-Term; K24] 0.998 4.827903748 41.05 0 3001.686174 3 1001.233948 0.371778279 0.000371987 96.79718555LPEHCIEYVR 2 38045942 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.831 3.07203126 41.32 0 1544.809265 3 515.6079102 -0.05653206 -2.91E-05 47.71040679EQPFGEGVPLDGDDPEHIQWIFQK 3 38045942 2xTMT6plex [N-Term; K24] 0.01 1.696842313 11.6 0 3239.641349 3 1080.550781 -1.098445666 -0.00118619 91.9227944IEELLAEK 2 38045942 2xTMT6plex [N-Term; K8] 1.378 2.831773996 29.29 0 1402.855753 2 701.932251 1.049646852 0.000736252 95.68579327RIEELLAEK 2 38045942 2xTMT6plex [N-Term; K9] 1.236 2.511104345 10.83 1 1558.956864 3 520.3239746 0.325081557 0.000168929 61.313568864503117 CSTB cystatin-B 1476 NP_000091.1 55.10204082 1 4 4 36 98 11.133 7.56 0.55 0.51 0.4 0.48 Significant 0.0084 VHVGDEDFVHLR 22 4503117 1xTMT6plex [N-Term] 0.571 0.58 0.396 5.131140709 72.65 0 1651.87537 3 551.2966919 0.092345704 5.08E-05 47.42068479SQVVAGTNYFIK 6 4503117 2xTMT6plex [N-Term; K12] 0.575 0.564 100 4.949980736 70.7 0 1785.031091 2 893.0186768 -0.568278267 -0.000507197 68.74251746VFQSLPHENKPLTLSNYQTNK 6 4503117 3xTMT6plex [N-Term; K10; K21] 0.632 0.01 6.691663742 39.05 0 3145.761294 4 787.1957397 -0.05248193 -4.13E-05 71.26616428AKHDELTYF 2 4503117 2xTMT6plex [N-Term; K2] 0.431 0.416 2.034569502 15.93 1 1581.867714 3 527.9602661 -0.928883081 -0.00048979 45.2382048647933397 LSS lanosterol synthase isoform 1 4047 NP_001001438.1 15.43715847 1 9 9 42 732 83.255 6.61 1.372 1.88 3.025 2.09 Non-Significant 0.051 DGTACAEVSR 9 47933397 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.981 100 100 3.546718359 40.62 0 1294.62588 2 647.8167725 0.299555169 0.000193906 26.56818429LSQVPDNPPDYQK 2 47933397 2xTMT6plex [N-Term; K13] 1.231 2.966970205 38.61 0 1959.058762 2 980.0317383 -1.308040141 -0.001281264 58.21237636ETLTQGLEFCR 5 47933397 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.237 1.091 2.885244608 26.94 0 1582.809658 2 791.9101563 2.1338447 0.001688735 61.3517502QMADGGWGEDFESCEER 4 47933397 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.817553759 4.91 0 2231.917113 2 1116.46106 -1.017098423 -0.00113504 53.79305543SVQLPDGGWGLHIEDK 4 47933397 2xTMT6plex [N-Term; K16] 100 2.590013504 20.29 0 2209.201738 3 737.0708008 -1.760416979 -0.001296372 69.29497932ILGVGPDDPDLVR 6 47933397 1xTMT6plex [N-Term] 100 100 2.243660212 27.55 0 1594.900188 2 797.9528809 -1.067490783 -0.000851271 62.40011244ACDFLLSR 4 47933397 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.446 1.712 3.087892056 35.6 0 1210.645159 2 605.8262329 0.024540892 1.49E-05 64.06040436WYVDGPASTAFQEHVSR 2 47933397 1xTMT6plex [N-Term] 1.447669148 2.7 0 2179.076983 3 727.0303955 -0.160291061 -0.000116429 66.8037903AVLLLQEK 6 47933397 2xTMT6plex [N-Term; K8] 100 1.188 1.906244755 14.07 0 1371.897558 2 686.4522705 -0.214100807 -0.000146862 63.88762324506685 RPS13 40S ribosomal protein S13 6207 NP_001008.1 41.7218543 1 8 8 75 151 17.212 10.54 1.19 1.5 1.21 1.3 Significant 0.0059 GLAPDLPEDLYHLIK 36 4506685 2xTMT6plex [N-Term; K15] 1.12 1.276 1.092 3.452571869 34.13 0 2152.241812 3 718.0856323 0.246980917 0.000177188 96.2672152GLTPSQIGVILR 4 4506685 1xTMT6plex [N-Term] 2.088 1.634 3.487347603 49.27 0 1482.920529 2 741.9641724 0.363381956 0.000269433 74.11517821LTSDDVKEQIYK 6 4506685 3xTMT6plex [N-Term; K7; K12] 0.387 0.55 3.635553598 6.99 1 2126.231197 3 709.414917 -0.469752978 -0.000332934 58.07575697KGLTPSQIGVILR 4 4506685 2xTMT6plex [N-Term; K1] 2.183 1.567 3.905609369 29.21 1 1840.178424 3 614.0646973 0.60556458 0.000371449 65.08044065DSHGVAQVR 4 4506685 1xTMT6plex [N-Term] 1.309 1.211 3.386510372 23.8 0 1197.65375 3 399.888916 -1.298533174 -0.000518398 17.47376027LILIESR 12 4506685 1xTMT6plex [N-Term] 1.191 1.113 1.551 2.840259075 36.75 0 1072.692761 2 536.8497925 -0.422300848 -0.0002265 63.01410515SVPTWLK 4 4506685 2xTMT6plex [N-Term; K7] 1.064 1.239 2.872927904 25.96 0 1288.80293 2 644.9050293 -0.114490933 -7.38E-05 55.94328781LTSDDVK 5 4506685 2xTMT6plex [N-Term; K7] 1.46 1.918 1.159 2.721373558 26.4 0 1235.724739 2 618.3665161 0.82290702 0.000508443 35.73066777194394158 NAPRT nicotinate phosphoribosyltransferase isoform 1 93100 NP_660202.3 21.18959108 1 6 6 32 538 57.542 5.68 0.94 0.84 0.78 0.85 Significant 0.003 SPAQYQVVLSER 4 194394158 1xTMT6plex [N-Term] 0.637 0.812 4.333927631 50.71 0 1605.879787 2 803.4389038 -5.763540266 -0.004627776 46.9979256AQGPDGGLTASTYSYLGGFDSSSNVLAGQLR 5 194394158 1xTMT6plex [N-Term] 4.253970146 38.52 0 3318.643979 3 1106.88623 0.048081762 5.32E-05 89.2597327LLGSDGSPLMDMLQLAEEPVPQAGQELR 4 194394158 1xTMT6plex [N-Term] 1.228 4.93477869 63.07 0 3223.654015 3 1075.222656 -0.185907048 -0.000199767 116.5043145ALDCSEVTVR 6 194394158 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.021 0.699 0.751 3.846800804 47.24 0 1378.719781 2 689.8626099 -1.3329347 -0.000918872 44.70103185AQVWLEQVCAHLGLGVQEPHPGER 2 194394158 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.655 2.584291935 18.02 0 2939.51476 4 735.6340332 -0.155548632 -0.000114309 97.69023461ALAQLSLSR 11 194394158 1xTMT6plex [N-Term] 0.935 1.497 0.803 3.508792162 37.56 0 1187.730938 2 594.3692627 0.261911697 0.00015554 49.0955719755956916 MYO1E unconventional myosin-Ie 4643 NP_004989.2 8.393501805 1 7 7 27 1108 126.982 8.92 0.88 0.77 0.87 0.84 Significant 0.0017 AEQEEYVQEGIR 8 55956916 1xTMT6plex [N-Term] 1.141 1.073 0.944 4.64674902 69.45 0 1679.843795 2 840.4246826 -1.015734695 -0.000853138 39.4760734GVYQYHWQSHNVK 8 55956916 2xTMT6plex [N-Term; K13] 0.805 0.793 0.862 5.3752141 41.66 0 2104.112864 4 526.7832642 -0.777999794 -0.00040925 39.70893676EKIDFADTVTK 2 55956916 3xTMT6plex [N-Term; K2; K11] 0.654 3.35000062 16.3 1 1954.146404 3 652.0531616 -0.753657308 -0.000490919 54.41295712EIEMYQGAAQYENPPHIYALADNMYR 2 55956916 1xTMT6plex [N-Term] 100 2.59446454 3.97 0 3316.560449 3 1106.189819 -1.671627059 -0.001848017 81.78986407EDPSGWWTGR 3 55956916 1xTMT6plex [N-Term] 0.941 2.439413548 13.41 0 1419.685444 2 710.3457642 -0.839812574 -0.000596135 60.9388438VPDQGAAGVR 2 55956916 1xTMT6plex [N-Term] 1.05 2.980880499 24.59 0 1198.674151 2 599.8408203 0.177633763 0.000106463 37.64233526ATWPSWQGEEK 2 55956916 2xTMT6plex [N-Term; K11] 1.41 1.395347357 5.16 0 1776.932106 2 888.9707642 1.207795338 0.001073085 62.91241615



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms195963398 SUGT1 protein SGT1 homolog isoform B 10910 NP_001124384.1 27.39726027 1 7 7 30 365 40.998 5.16 0.9 1.5 1.63 1.34 Significant 0.027 AYCHILLGNYCVAVADAK 3 195963398 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C3; C11] 0.816 4.269012928 34.06 0 2496.314342 3 832.7766113 0.375863872 0.000312758 76.55876574LELLHPIIPEQSTFK 6 195963398 2xTMT6plex [N-Term; K15] 0.857 100 2.454042912 25.72 0 2223.315311 3 741.7766113 -0.01380624 -1.02E-05 80.61296516ALEQKPDDAQYYCQR 6 195963398 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C13] 1.161 1.455 1.574 4.559288025 9.66 0 2343.180351 3 781.7305908 -1.336588991 -0.001043956 38.70882489FFQSFSDALIDEDPQAALEELTK 2 195963398 2xTMT6plex [N-Term; K23] 100 3.164515495 16.32 0 3072.581769 3 1024.862427 -2.942638225 -0.003013832 113.6616523LPSGEDYNLK 4 195963398 2xTMT6plex [N-Term; K10] 1.452 1.634 3.712923288 30.09 0 1593.888844 2 797.4468994 -1.456545658 -0.001160786 53.95691417LEGDAALNR 6 195963398 1xTMT6plex [N-Term] 1.589 1.327 3.007338285 46.8 0 1187.658167 2 594.3336182 1.509742597 0.000896529 26.43579609LVGEIKEEEK 3 195963398 3xTMT6plex [N-Term; K6; K10] 0.466 1.538 2.302454948 11.96 1 1861.124941 3 621.0465698 0.115813104 7.18E-05 46.836414254827071 CNBP cellular nucleic acid-binding protein isoform 3 7555 NP_003409.1 48.58757062 1 1 7 25 177 19.45 7.71 1.36 1.81 0.98 1.38 Significant 0.029 CYSCGEFGHIQK 2 4827071 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C1; C4] 1.226 3.23233819 30.47 0 1943.950809 3 648.6552124 0.141226326 9.15E-05 45.39645407DCDLQEDACYNCGR 8 4827071 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C9; C12] 1.438 1.788 1.565 3.731102467 47.13 0 2004.804726 2 1002.896057 -9.920413658 -0.009944246 37.45687606EQCCYNCGKPGHLAR 2 4827071 2xTMT6plex [N-Term; K9]; 3xCarbamidomethyl [C3; C4; C7] 1.304 4.649431229 26.73 0 2308.114932 4 577.7832642 -1.605114773 -0.000926197 35.65920589CGETGHVAINCSK 3 4827071 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C1; C11] 0.841 3.571307182 30.95 0 1890.956623 3 630.9887085 -2.671035209 -0.001683604 31.48597984GFQFVSSSLPDICYR 4 4827071 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.902 100 2.485154629 27.47 0 2005.005064 2 1003.005493 -0.6752511 -0.000676941 84.67146438DCDHADEQK 2 4827071 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 2.063 2.966872692 20.97 0 1575.747342 3 525.9205933 -0.073003356 -3.83E-05 22.27886059TSEVNCYR 4 4827071 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.8 1.801 3.236577749 36.05 0 1257.609502 2 629.3080444 -0.548622455 -0.000344976 29.845865214507215 SRP54 signal recognition particle 54 kDa protein isoform 1 6729 NP_003127.1 21.62698413 1 9 9 39 504 55.668 8.75 1.25 1.4 1.06 1.24 Significant 0.0063 GGGALSAVAATK 6 4507215 2xTMT6plex [N-Term; K12] 1.153 1.276 1.165 4.418833256 84.35 0 1460.883699 2 730.9389038 -9.013648946 -0.006583946 45.16045973IPFYGSYTEMDPVIIASEGVEK 6 4507215 2xTMT6plex [N-Term; K22] 0.929 100 3.367168903 25.66 0 2903.515269 3 968.5090942 -0.874645015 -0.000846515 102.1654457SPIIFIGTGEHIDDFEPFK 4 4507215 2xTMT6plex [N-Term; K19] 2.444 2.899568081 17.53 0 2620.406311 3 874.1401978 -0.103445134 -9.04E-05 99.40600144DVQELLTQYTK 6 4507215 2xTMT6plex [N-Term; K11] 100 2.70469451 25.24 0 1796.020586 2 898.5123291 -1.784242842 -0.001602268 76.46639716DMYEQFQNIMK 5 4507215 2xTMT6plex [N-Term; K11] 1.722548127 12.97 0 1904.965062 2 952.9839478 -2.332327388 -0.002221501 74.07817523LLGMGDIEGLIDK 5 4507215 2xTMT6plex [N-Term; K13] 100 1.597670913 14.73 0 1832.060342 2 916.5321655 -1.794714528 -0.001644013 94.36710321VLADLGR 1 4507215 1xTMT6plex [N-Term] 1.323 34.66 0 972.6039464 2 486.806427 1.676945598 0.000815502 50.94671281LVDPGVK 4 4507215 2xTMT6plex [N-Term; K7] 1.404 1.045 2.805695534 30.24 0 1185.76073 2 593.3843384 0.564833862 0.000334879 44.90814576TQPFISK 2 4507215 2xTMT6plex [N-Term; K7] 0.993 2.678881407 13.32 0 1278.782194 2 639.894104 -0.987409891 -0.000631341 54.5149268537620163 ANKHD1-EIF4EBP3 ANKHD1-EIF4EBP3 protein 404734 NP_065741.3 3.935804356 1 7 7 28 2617 277.004 5.86 1.29 1.2 1.31 1.27 Significant 0.00071 GHNSSNSPSLQAGGAEGAGDR 8 37620163 1xTMT6plex [N-Term] 100 100 5.497306824 48.69 0 2198.038365 3 733.350647 -0.444670142 -0.000325801 21.02963406GGDIEAQSER 2 37620163 1xTMT6plex [N-Term] 1.992 3.70067668 47.23 0 1290.648724 2 645.8289185 1.422706293 0.000918107 25.67738431FLLEAGADQEHK 4 37620163 2xTMT6plex [N-Term; K12] 1.296 1.472 3.199553967 31.71 0 1816.000519 3 606.0062256 1.984640298 0.001201369 56.18368161GADVNAPPVPSSR 2 37620163 1xTMT6plex [N-Term] 1.43 3.612856388 29.59 0 1495.806622 2 748.4058228 -1.506051755 -0.001126381 37.71936673GGGAGGNSDSDNLDSTDCNSESSSGGK 2 37620163 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C18] 0.69 1.591805339 5.73 0 2990.291764 3 997.4349365 -0.504201532 -0.00050257 29.00122875AKDQQAAEANK 6 37620163 3xTMT6plex [N-Term; K2; K11] 0.935 0.762 0.918 2.925999165 18.69 1 1861.074636 3 621.0306396 1.466494282 0.000909752 23.79502135AFADPEVLR 4 37620163 1xTMT6plex [N-Term] 1.155 1.829 3.199475288 33.02 0 1246.699303 2 623.8494873 -6.100276631 -0.003802605 49.8438473732484979 AP3B1 AP-3 complex subunit beta-1 isoform 1 8546 NP_003655.3 7.31261426 1 9 9 34 1094 121.244 6.04 0.99 1.31 0.97 1.09 Significant 0.01 KIENIHIGEK 6 32484979 3xTMT6plex [N-Term; K1; K10] 0.963 0.889 3.098912954 13.73 1 1868.157244 4 467.7945557 -0.455600701 -0.000212783 41.55654503EASADLSPYVR 5 32484979 1xTMT6plex [N-Term] 0.846 0.752 0.571 2.258827925 26.81 0 1436.758274 2 718.8830566 0.391270585 0.000281081 33.61497099YDQNYDIR 2 32484979 1xTMT6plex [N-Term] 1.104 3.005877495 55.16 0 1315.647996 2 658.3277588 0.186302207 0.000122554 40.45624027STDPTMIK 4 32484979 2xTMT6plex [N-Term; K8] 1.279 1.21 2.974462509 41.47 0 1350.770309 2 675.8886108 -0.26920218 -0.000181815 36.00833581LYSLDPEQK 2 32484979 2xTMT6plex [N-Term; K9] 1.052 1.870242953 15.75 0 1550.88303 2 775.9454956 0.441323378 0.00034222 60.21112592IVGMIAK 2 32484979 2xTMT6plex [N-Term; K7] 0.695 2.678385258 27.64 0 1189.774272 2 595.3909912 0.364608552 0.000216901 61.41226515EFQTYVK 4 32484979 2xTMT6plex [N-Term; K7] 1.277 1.089 3.357488394 32.01 0 1372.787673 2 686.8968506 -0.909665893 -0.000624389 56.48187825ELKPVLSQG 5 32484979 2xTMT6plex [N-Term; K3] 0.752 1.479 1.235 2.634262085 19.1 0 1428.882636 2 714.9454956 0.75464626 0.00053915 48.50228581LLDSITVPVAR 4 32484979 1xTMT6plex [N-Term] 1.850827694 8.24 0 1412.867431 2 706.9370117 -0.484293491 -0.000342121 75.93859538223972651 ALDH16A1 aldehyde dehydrogenase family 16 member A1 isoform 1 126133 NP_699160.2 9.226932668 1 6 6 32 802 85.074 6.79 0.83 1.11 0.81 0.92 Significant 0.011 GLDGAVDMGAR 6 223972651 1xTMT6plex [N-Term] 1.038 1.074 1.206 4.025555611 67.01 0 1290.667351 2 645.8371582 -0.241203707 -0.000155657 41.72875248DSSGNLHGYVAEGGAK 8 223972651 2xTMT6plex [N-Term; K16] 1.356 1.368 1.152 4.561592579 41.97 0 2020.049989 3 674.0214233 -0.13458601 -9.06E-05 38.77660542AAEAEVELSAR 6 223972651 1xTMT6plex [N-Term] 0.543 0.632 0.536 3.393804073 53.3 0 1374.742624 2 687.8751221 0.249559895 0.00017154 39.6467418GGSASVWSER 4 223972651 1xTMT6plex [N-Term] 1.622 1.518 3.7089746 43.01 0 1264.64833 2 632.8217163 -9.626567736 -0.006087111 37.924353GLDGAVDMGAR 4 223972651 1xTMT6plex [N-Term]; 1xOxidation [M8] 2.072 0.88 1.956892371 48.61 0 1306.662266 2 645.8371582 -0.241203707 -0.000155657 41.72875248DPSVPTGGCK 2 223972651 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.281 3.05513525 14.52 0 1475.792835 2 738.3994141 -0.86989513 -0.000641893 36.98366726AWDQEAEGAGPELGLR 2 223972651 1xTMT6plex [N-Term] 1.690185308 10.62 0 1927.971121 2 964.4888306 -0.381778119 -0.000368029 56.38897594255652944 NPC1 Niemann-Pick C1 protein precursor 4864 NP_000262.2 6.651017214 1 8 8 27 1278 142.074 5.36 1.08 1.07 1.03 1.06 Significant 0.00021 GAEDGTSVQASESCLFR 2 255652944 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.655 2.797976971 33.38 0 2042.965049 2 1021.984863 -1.272262343 -0.001299594 52.09776936DVEAPSSNDK 4 255652944 2xTMT6plex [N-Term; K10] 1.118 1.271 3.615005493 39.64 0 1519.800423 2 760.4025879 -1.66042772 -0.001261759 36.63502856EYFDQHFGPFFR 2 255652944 1xTMT6plex [N-Term] 1.187 3.070039511 15.62 0 1818.880121 3 606.9656372 1.230125651 0.000745817 82.83110674ALGLLCGK 2 255652944 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.174 3.350786686 41.39 0 1289.80155 2 645.4052734 1.334023052 0.000860312 63.716045DNLQLPLQFLSR 4 255652944 1xTMT6plex [N-Term] 1.222 2.445375204 34.37 0 1672.958371 2 836.982605 -0.261739365 -0.00021894 89.75899769LQGETLDQQLGR 3 255652944 1xTMT6plex [N-Term] 1.117 1.025 2.349181175 3.33 0 1586.86995 2 793.9373169 -1.634003428 -0.001296475 49.82945666EFINFVK 6 255652944 2xTMT6plex [N-Term; K7] 0.804 100 0.698 3.409133673 37.2 0 1354.813494 2 677.9093018 -1.59969943 -0.001083647 71.78613762AFTVSMK 4 255652944 2xTMT6plex [N-Term; K7] 1.038 0.997 3.073794127 31.71 0 1241.732801 2 621.3696899 -0.561970487 -0.000348909 48.4325404639652628 FAM120A constitutive coactivator of PPAR-gamma-like protein 1 isoform a 23196 NP_055427.2 8.586762075 1 7 7 27 1118 121.811 8.88 1.44 0.95 1.19 1.19 Significant 0.014 AEGSSTASSGSQLAEGK 2 39652628 2xTMT6plex [N-Term; K17] 100 3.321246386 38.71 0 2025.050048 2 1013.029114 0.445810741 0.000451395 32.92567901VAAASGHCGAFSGSDSSR 8 39652628 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.067 1.276 5.548182487 41.33 0 1952.908203 3 651.6412964 0.580099031 0.000377627 39.97307342NLTEQNSYSNIPHEGK 2 39652628 2xTMT6plex [N-Term; K16] 0.483 3.248856306 18.23 0 2289.187545 3 763.7339478 -0.111217747 -8.49E-05 45.95963651SQGGVQPIPSQGGK 4 39652628 2xTMT6plex [N-Term; K14] 0.458 0.387 3.22440505 20.98 0 1798.022317 2 899.5158081 1.124641734 0.001011065 33.67200946GVQGFQDYIEK 3 39652628 2xTMT6plex [N-Term; K11] 100 0.824 100 29.34 0 1741.952507 2 871.4786987 -1.369600522 -0.00119289 59.64113124LYEPDQLQELK 6 39652628 2xTMT6plex [N-Term; K11] 100 0.832 100 2.099346161 25.14 0 1834.036236 2 917.5219727 0.235825493 0.000216256 68.36582372GVISTPVIR 2 39652628 1xTMT6plex [N-Term] 1.389 1.897073627 16.41 0 1170.740774 2 585.8739014 -0.211836497 -0.000124003 53.087938525802974 PRDX3 thioredoxin-dependent peroxide reductase, mitochondrial isoform a precursor 10935 NP_006784.1 39.453125 1 6 6 36 256 27.675 7.78 0.69 0.68 0.66 0.67 Significant 0.00017 AFQYVETHGEVCPANWTPDSPTIKPSPAASK 6 5802974 3xTMT6plex [N-Term; K24; K31]; 1xCarbamidomethyl [C12] 0.01 100 4.442873955 22.77 0 4073.104562 4 1019.025146 -6.335742701 -0.006451536 62.0505859DYGVLLEGSGLALR 11 5802974 1xTMT6plex [N-Term] 0.857 0.946 0.209 3.267781973 42.42 0 1691.952951 2 846.4787598 -1.600835737 -0.001354269 81.52580529ANEFHDVNCEVVAVSVDSHFSHLAWINTPR 2 5802974 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 100 4.769328117 15.85 0 3679.791329 5 736.7639771 -0.149417737 -0.000109965 85.42958778HLSVNDLPVGR 4 5802974 1xTMT6plex [N-Term] 0.735 4.288101196 46.99 0 1435.821878 3 479.2805176 3.567040212 0.001707211 44.48616927DLSLDDFK 10 5802974 2xTMT6plex [N-Term; K8] 0.862 0.511 0.747 3.039622068 39.71 0 1410.788067 2 705.8971558 -0.731709168 -0.000516143 63.8515701SVEETLR 3 5802974 1xTMT6plex [N-Term] 0.656 0.671 0.61 3.007940054 28.43 0 1062.599255 2 531.8029785 -0.540588324 -0.000287214 43.307221854507793 UBE2N ubiquitin-conjugating enzyme E2 N 7334 NP_003339.1 59.21052632 1 8 8 36 152 17.127 6.57 0.93 0.93 0.79 0.88 Significant 0.0028 YFHVVIAGPQDSPFEGGTFK 6 4507793 2xTMT6plex [N-Term; K20] 0.701 0.81 4.759829521 42.21 0 2654.401894 3 885.4711914 -1.082523056 -0.000957817 86.07862512TNEAQAIETAR 2 4507793 1xTMT6plex [N-Term] 1.114 4.399317265 59.29 0 1432.759337 2 716.8842163 1.269506428 0.000909449 35.34485087LELFLPEEYPMAAPK 6 4507793 2xTMT6plex [N-Term; K15] 0.994 0.799 100 2.227847576 20.24 0 2206.223385 2 1103.613892 -1.304644351 -0.001439168 91.68132535LLAEPVPGIK 6 4507793 2xTMT6plex [N-Term; K10] 1.138 0.992 0.809 3.955074072 52.22 0 1494.965972 2 747.9858398 -1.049470376 -0.000784461 75.16275053DKWSPALQIR 6 4507793 2xTMT6plex [N-Term; K2] 0.8 0.403 3.450423241 14.83 1 1671.994646 3 558.0039673 1.616228542 0.000900775 61.87581795ICLDILK 6 4507793 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 100 2.175 0.953 2.699487925 35.03 0 1332.832515 2 666.9192505 -0.968631409 -0.000645512 74.08038095IYHPNVDK 2 4507793 2xTMT6plex [N-Term; K8] 0.867 2.66972661 31.72 0 1443.83602 3 481.9500122 -0.372001321 -0.000179036 40.82153137AEPDESNAR 2 4507793 1xTMT6plex [N-Term] 1.550744891 2.9 0 1217.59596 2 609.3019409 0.529687974 0.000322473 16.257771785453690 DNAJB1 dnaJ homolog subfamily B member 1 isoform 1 3337 NP_006136.1 22.05882353 1 9 9 32 340 38.02 8.63 0.87 0.83 0.92 0.87 Significant 0.00089 KVPGEGLPLPK 10 5453690 3xTMT6plex [N-Term; K1; K11] 0.892 0.854 0.88 4.262706757 25.12 1 1822.176917 3 608.06427 0.735405317 0.00044668 56.50069435EIAEAYDVLSDPR 6 5453690 1xTMT6plex [N-Term] 1.495 2.532 2.138 2.873028994 42.2 0 1706.879846 2 853.944458 1.050663074 0.000896678 70.32912301EALCGCTVNVPTLDGR 3 5453690 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C6] 100 2.189442396 16.81 0 1990.988762 2 995.9985352 0.518251293 0.000515916 62.10463484GKDYYQTLGLAR 2 5453690 2xTMT6plex [N-Term; K2] 0.822 0.769 10.46 1 1843.047804 3 615.0210571 0.441761042 0.000271396 55.50415422DYYQTLGLAR 3 5453690 1xTMT6plex [N-Term] 1.897243738 25.94 0 1428.768445 2 714.8883667 0.707937274 0.000505739 55.12315758FKEIAEAYDVLSDPR 2 5453690 2xTMT6plex [N-Term; K2] 1.08 2.748458147 16.3 1 2211.206155 3 737.7398071 -0.581914661 -0.000428911 95.94793961ILTIEVK 2 5453690 2xTMT6plex [N-Term; K7] 0.635 2.714025259 33.47 0 1273.849545 2 637.4277954 -0.966471819 -0.00061557 76.67026178TIPVVFK 2 5453690 2xTMT6plex [N-Term; K7] 0.613 2.813169479 21.26 0 1261.828416 2 631.4182739 0.677755828 0.000427606 68.89056112YGEEGLK 2 5453690 2xTMT6plex [N-Term; K7] 0.908 2.53802228 13.66 0 1253.714174 2 627.3606567 -0.109437574 -6.86E-05 42.5311060617999541 VPS35 vacuolar protein sorting-associated protein 35 55737 NP_060676.2 11.18090452 1 8 8 38 796 91.649 5.49 1.45 1.28 1.15 1.29 Significant 0.0045 ACAELHQNVNVK 12 17999541 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 1.429 1.252 1.167 4.784050465 46.91 0 1841.010373 3 614.3411255 -0.841757971 -0.000516562 31.81042414LNLEHIATSSAVSK 4 17999541 2xTMT6plex [N-Term; K14] 1.518 1.511 4.433128834 56.75 0 1928.121697 3 643.3793335 0.90770115 0.000583386 60.31117994LLDEAIQAVK 6 17999541 2xTMT6plex [N-Term; K10] 1.808 0.862 3.519803286 41.45 0 1557.961615 2 779.4854736 1.319561153 0.001027913 72.97285426TQCALAASK 4 17999541 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.739 0.765 4.042508125 27.87 0 1407.803006 2 704.4051514 0.014223847 1.00E-05 37.81917836AELAELPLR 5 17999541 1xTMT6plex [N-Term] 1.844 1.513 100 3.002930403 34.09 0 1240.746253 2 620.8770752 0.500014103 0.000310195 61.98761422LSQLEGVNVER 2 17999541 1xTMT6plex [N-Term] 1.861021757 20.07 0 1472.827023 2 736.9178467 0.946478679 0.000697 39.31706162NIIIALIDR 4 17999541 1xTMT6plex [N-Term] 100 0.524 1.673959136 25.13 0 1269.809188 2 635.4080811 -0.238225261 -0.00015125 94.59270575SEDPDQQYLILNTAR 1 17999541 1xTMT6plex [N-Term] 0.913190424 1.23 0 1992.02355 2 996.5159912 0.580209945 0.000577896 53.10790463186972143 TPP2 tripeptidyl-peptidase 2 7174 NP_003282.2 6.485188151 1 8 8 25 1249 138.263 6.32 1.17 1.22 1.55 1.31 Significant 0.0081 ACIDSNEDGDLSK 6 186972143 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.218 1.143 1.368 4.072369099 50.04 0 1881.926428 2 941.4669189 0.070842634 6.67E-05 44.15125616LPANQYTWSSR 2 186972143 1xTMT6plex [N-Term] 1.509 3.570481539 29.88 0 1551.811707 2 776.4084473 -1.346257887 -0.001044569 51.23834748STLVDALCR 2 186972143 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.417 3.159435034 37.67 0 1263.692838 2 632.350769 1.126512626 0.000711783 56.12436053AMIEVINHK 2 186972143 2xTMT6plex [N-Term; K9] 1.166 2.598050833 38.44 0 1512.897241 3 504.9703674 -0.457046956 -0.000230488 59.43057547GTLTEAFPVLGGK 4 186972143 2xTMT6plex [N-Term; K13] 2.159302711 27.44 0 1748.035842 2 874.5227661 1.380570412 0.001206643 79.27150499FDVQSSLK 6 186972143 2xTMT6plex [N-Term; K8] 1.551 100 100 2.554389954 34.96 0 1381.809137 2 691.4084473 0.348015683 0.000240446 56.96683369VPITAVIAAK 2 186972143 2xTMT6plex [N-Term; K10] 1.302 2.54946208 36.14 0 1440.955407 2 720.9803467 -1.381438048 -0.000995295 69.15129666LVEEKPTK 1 186972143 3xTMT6plex [N-Term; K5; K8] 1.092 1.824906349 0 1631.034669 3 544.3491821 -1.027644177 -0.000558708 43.73366546315467838 GLRX3 glutaredoxin-3 10539 NP_001186797.1 24.7761194 1 7 7 32 335 37.408 5.39 0.818 0.955 2.453 1.41 Non-Significant 0.11 LEAEGVPEVSEK 2 315467838 2xTMT6plex [N-Term; K12] 1.276 3.871413231 46.82 0 1744.973302 2 872.9899902 -0.342538908 -0.000298861 60.39770125GELVGGLDIVK 8 315467838 2xTMT6plex [N-Term; K11] 1.533 1.207 0.843 4.034482479 81.16 0 1557.961615 2 779.4837646 -0.874311095 -0.000681072 72.30179678HASSGSFLPSANEHLK 2 315467838 2xTMT6plex [N-Term; K16] 0.463 3.659413338 19.59 0 2140.155122 3 714.0553589 -1.681649057 -0.001199663 48.97914755ELEASEELDTICPK 4 315467838 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 1.354 3.357038021 38.9 0 2092.088408 2 1046.546631 -1.158034833 -0.001211356 90.88388107YEISSVPTFLFFK 4 315467838 2xTMT6plex [N-Term; K13] 0.973 2.927297354 24.05 0 2036.150872 2 1018.578674 -0.392891901 -0.000399994 107.3453785QMVEILHK 4 315467838 2xTMT6plex [N-Term; K8] 0.714 0.942 2.895967007 33.81 0 1455.875777 3 485.9631348 -0.635887443 -0.000308591 46.7184873ELPQVSFVK 8 315467838 2xTMT6plex [N-Term; K9] 2.166 1.523 100 1.618135452 13.36 0 1504.913936 2 752.9596558 -1.263531765 -0.000950753 60.6559131821264315 EHD4 EH domain-containing protein 4 30844 NP_644670.1 18.85397412 1 6 8 34 541 61.137 6.76 1.75 2.03 1.89 Non-Significant #N/A EYQISAGDFPEVK 4 21264315 2xTMT6plex [N-Term; K13] 100 0.982 3.895716906 54.28 0 1941.036964 2 971.0219727 -0.152350267 -0.000147859 72.37942815AMQEQLENYDFTK 6 21264315 2xTMT6plex [N-Term; K13] 0.524 100 2.839000702 39.87 0 2075.051962 2 1038.030273 0.63023241 0.000653882 66.8778023LADCDCDGMLDEEEFALAK 3 21264315 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C4; C6] 1.466 2.990145922 19.81 0 2660.229411 3 887.4125366 -2.388721323 -0.002118182 72.73853144LIEAVDNMLSNK 4 21264315 2xTMT6plex [N-Term; K12] 100 1.854462504 15 0 1805.024291 2 903.0159912 0.229632297 0.000207246 93.16879317KLNDLIK 6 21264315 3xTMT6plex [N-Term; K1; K7] 0.91 0.97 0.813 3.307072163 18.9 1 1531.018625 3 511.0110168 -0.083639015 -4.27E-05 53.66516814YLLEQDFPGMR 6 21264315 1xTMT6plex [N-Term] 100 100 1.926496387 11.18 0 1597.82458 2 799.4151001 -1.036631122 -0.000828177 77.11786185IILLFDAHK 4 21264315 2xTMT6plex [N-Term; K9] 0.877 0.729 1.158 1.380453348 3.35 0 1527.966306 3 509.9927063 -1.79370023 -0.000913571 72.05147726DKPVYDELFYTLSPINGK 1 21264315 3xTMT6plex [N-Term; K2; K18] 1.174657702 0 2786.558344 3 929.5180054 -6.775808861 -0.006293729 87.813624226912280 AHSA1 activator of 90 kDa heat shock protein ATPase homolog 1 10598 NP_036243.1 28.10650888 1 7 7 33 338 38.25 5.53 1.68 1.78 1.23 1.56 Significant 0.012 ADATNVNNWHWTER 6 6912280 1xTMT6plex [N-Term] 1.501 1.135 0.95 4.821969509 39.3 0 1942.935738 3 648.3170166 0.390334416 0.000252798 61.55058851VFTTQELVQAFTHAPATLEADR 6 6912280 1xTMT6plex [N-Term] 100 2.648 5.252192974 49.56 0 2674.403796 3 892.1373901 -2.310253169 -0.002059517 102.9614543LDGEASINNR 8 6912280 1xTMT6plex [N-Term] 2.289 2.521 2.639 3.693838835 62.98 0 1317.696009 2 659.350708 -1.418562675 -0.000934617 35.39688591EAMGIYISTLK 6 6912280 2xTMT6plex [N-Term; K11] 100 2.544921398 31.65 0 1683.97555 2 842.4906616 -0.892933281 -0.000751839 75.51407435SWPEGHFATITLTFIDK 2 6912280 2xTMT6plex [N-Term; K17] 0.652 2.445549488 5.78 0 2421.321853 3 807.77771 -1.3532514 -0.001092219 93.98628695GIPAPEEER 3 6912280 1xTMT6plex [N-Term] 1.156 1.267 3.088716269 39.04 0 1226.657832 2 613.8320313 -0.853049622 -0.0005232 36.90195543DEPDTNLVALMK 2 6912280 2xTMT6plex [N-Term; K12] 0.942722917 3.59 0 1803.992657 2 902.4998779 -0.098437554 -8.88E-05 67.1188598328178832 IDH2 isocitrate dehydrogenase [NADP], mitochondrial isoform 1 precursor 3418 NP_002159.2 18.5840708 1 7 8 25 452 50.877 8.69 0.79 0.78 0.66 0.74 Significant 0.0031 DLAGCIHGLSNVK 4 28178832 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 0.593 0.684 4.456695557 34.68 0 1842.030774 3 614.6815796 -0.319468316 -0.000196157 51.46117446TIEAEAAHGTVTR 4 28178832 1xTMT6plex [N-Term] 0.786 0.78 5.206720352 76.13 0 1584.8543 3 528.9559326 -0.665965595 -0.000351819 40.19603163LILPHVDIQLK 2 28178832 2xTMT6plex [N-Term; K11] 0.78 2.854023695 31.71 0 1747.124598 3 583.0458374 -0.938017226 -0.000546278 87.31161567GKLDGNQDLIR 2 28178832 2xTMT6plex [N-Term; K2] 0.562 3.749034882 27.42 1 1686.990289 3 563.0013428 -0.48253964 -0.000271347 44.45565415KWPLYMSTK 2 28178832 3xTMT6plex [N-Term; K1; K9] 0.733 2.946141243 15.65 1 1841.096224 3 614.3703613 0.166788879 0.000102358 70.64009234NILGGTVFR 5 28178832 1xTMT6plex [N-Term] 100 1.799440622 26.43 0 1205.720373 2 603.3630981 -1.205388057 -0.00072668 55.90408907LIDDMVAQVLK 4 28178832 2xTMT6plex [N-Term; K11] 1.847093463 23.72 0 1703.017749 2 852.0113525 -1.362870044 -0.001160496 103.3894214IIWQFIK 2 28178832 2xTMT6plex [N-Term; K7] 100 1.809531331 9.13 0 1405.897164 2 703.4519653 -0.362911279 -0.000255108 96.8245867624797067 HLA-A HLA class I histocompatibility antigen, A-1 alpha chain precursor 3105 NP_002107.3 26.02739726 1 2 6 35 365 40.815 6 0.41 0.01 0.21 Non-Significant #N/A YTCHVQHEGLPKPLTLR 5 24797067 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.319 0.81 0.859 5.687777996 19.27 0 2507.395704 4 627.6036987 -1.092351766 -0.00068474 49.24589138DGEDQTQDTELVETRPAGDGTFQK 2 24797067 2xTMT6plex [N-Term; K24] 100 2.506098986 13.38 0 3095.516936 3 1032.507446 -2.95611137 -0.003050231 45.73375406DYIALNEDLR 12 24797067 1xTMT6plex [N-Term] 0.325 0.567 3.492270947 47.23 0 1450.773925 2 725.8903198 -0.387056559 -0.000280766 53.63481443APWIEQEGPEYWDQETR 4 24797067 1xTMT6plex [N-Term] 0.305 3.099035025 23.27 0 2363.114156 3 788.37677 0.677499473 0.00053367 86.75862699FIAVGYVDDTQFVR 12 24797067 1xTMT6plex [N-Term] 0.512 0.01 3.360280037 40.31 0 1858.990065 2 929.9998779 1.298575727 0.00120702 84.10294397WAAVVVPSGEEQR 6 24797067 1xTMT6plex [N-Term] 0.777 0.287 0.648 3.682369471 35.02 0 1656.890686 2 828.9485474 -0.523555021 -0.000433737 52.6894434755741709 RBM25 RNA-binding protein 25 58517 NP_067062.1 11.62514828 1 7 7 27 843 100.124 6.32 0.93 1.13 1.15 1.07 Significant 0.0043 EDINAIEMEEDKR 6 55741709 2xTMT6plex [N-Term; K12] 1.163 1.101 1.124 5.295647621 51.25 1 2050.052691 3 684.0223389 -0.110908582 -7.58E-05 52.00363531EYSSELNAPSQESDSHPR 6 55741709 1xTMT6plex [N-Term] 1.2 1.381 1.311 5.962307453 69.33 0 2262.047198 3 754.6862793 -1.28810282 -0.00097125 28.33830557KLVPLDYGEDDKNATK 2 55741709 4xTMT6plex [N-Term; K1; K12; K16] 0.754 5.255101681 28.17 2 2722.579697 4 681.3999023 -0.704399949 -0.000479446 50.55475429GAIEVLIR 2 55741709 1xTMT6plex [N-Term] 0.754 2.657408476 38.15 0 1099.70366 2 550.3554077 -0.110539154 -6.08E-05 66.65311916LLHDLQIGEK 4 55741709 2xTMT6plex [N-Term; K10] 0.861 0.877 2.26838851 19.55 0 1623.983413 3 541.9987793 -1.002620693 -0.000542746 56.92940161GTVNTEEK 4 55741709 2xTMT6plex [N-Term; K8] 0.374 0.411 2.29106164 18.99 0 1335.752016 2 668.3806152 1.45072493 0.000968904 26.54034081IPTAKPELFAYPLDWSIVDSILMER 3 55741709 2xTMT6plex [N-Term; K5] 1.158107758 0 3362.847442 3 1121.618164 -2.23129435 -0.002501167 109.2447803156105693 HELZ2 helicase with zinc finger domain 2 isoform 1 85441 NP_001032412.2 3.737259343 1 8 8 18 2649 294.465 7.49 0.64 0.54 0.58 0.59 Significant 0.0024 LVLAGDHMQVTPR 6 156105693 1xTMT6plex [N-Term] 0.516 0.569 0.584 4.893157482 60.66 0 1665.930776 3 555.9813843 -0.706336653 -0.000392236 46.09236399AHSAQELQEWVR 2 156105693 1xTMT6plex [N-Term] 0.383 4.115917683 32.38 0 1682.881184 3 561.6309204 -1.768122171 -0.000991847 48.95499942GQAAWQDGLVPYQER 2 156105693 1xTMT6plex [N-Term] 0.01 2.700390339 33.1 0 1946.99219 2 973.9993286 -0.415920229 -0.000404897 65.10889361GPALALEFNR 2 156105693 1xTMT6plex [N-Term] 1.394 2.756991863 30.65 0 1316.752401 2 658.8795776 -0.396981666 -0.000261363 61.50911085AQEGLCLIGDHLLLR 2 156105693 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 2.991300344 21.58 0 1937.083983 3 646.3668213 0.995303872 0.000642662 78.62787517VVVTTTSQAR 2 156105693 1xTMT6plex [N-Term] 0.856 2.854301453 16.73 0 1290.757881 2 645.881958 -0.961639974 -0.000620622 41.78780619LFLCYQQETHEVAR 1 156105693 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.445 1.15003109 0 2023.026862 3 675.0139771 0.255188081 0.000172084 89.67478293FAPSVVQSDR 1 156105693 1xTMT6plex [N-Term] 0.584 3.108401299 16.58 0 1334.726581 2 667.866394 -0.800953602 -0.000534527 48.8269216721361565 ATP5F1 ATP synthase F(0) complex subunit B1, mitochondrial precursor 515 NP_001679.2 25.78125 1 6 6 32 256 28.89 9.36 0.93 0.94 0.89 0.92 Significant 0.00028 QASIQHIQNAIDTEK 6 21361565 2xTMT6plex [N-Term; K15] 1.292 0.868 0.825 5.285148621 41.1 0 2154.191902 3 718.7353516 -0.185843471 -0.000133447 49.33239054HVVQSISTQQEK 6 21361565 2xTMT6plex [N-Term; K12] 0.932 0.881 4.216871262 41.88 0 1842.048532 3 614.6876221 -0.119008299 -7.31E-05 36.19571596EQEHMINWVEK 8 21361565 2xTMT6plex [N-Term; K11] 1.392 0.855 1.217 3.25836134 24.72 0 1900.999139 3 634.3372192 -1.070345122 -0.000678242 58.04535471LDYHISVQNMMR 2 21361565 1xTMT6plex [N-Term] 0.936 2.820479631 6.69 0 1735.882112 3 579.298645 -0.420374979 -0.00024324 72.8657053LAQLEEAK 6 21361565 2xTMT6plex [N-Term; K8] 0.723 1.402 0.9 3.844848633 41.62 0 1359.824787 2 680.4160767 0.065905779 4.48E-05 51.69108742SQQALVQK 4 21361565 2xTMT6plex [N-Term; K8] 0.898 0.839 3.638379097 49.56 0 1359.83602 2 680.4214478 -0.295323981 -0.000200796 40.649514894506203 PSMB7 proteasome subunit beta type-7 precursor 5695 NP_002790.1 35.37906137 1 6 6 30 277 29.946 7.68 0.98 1.11 1.31 1.13 Significant 0.0071 IHFISPNIYCCGAGTAADTDMTTQLISSNLELHSLSTGR 2 4506203 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C11] 2.488 4.333528996 19.33 0 4481.173684 4 1121.048096 -0.698753881 -0.000782809 94.44232767ATEGMVVADK 4 4506203 2xTMT6plex [N-Term; K10] 1.931 1.177 4.399825096 56.06 0 1478.828886 2 739.9174805 -0.81267854 -0.000600906 47.09636261GTTAVLTEK 6 4506203 2xTMT6plex [N-Term; K9] 0.973 1.089 1.337 4.209733963 59.16 0 1377.835352 2 689.4213867 0.105293786 7.25E-05 43.33933795FRPDMEEEEAK 4 4506203 2xTMT6plex [N-Term; K11] 0.821 1.209 4.561877251 26.13 0 1838.93587 3 613.6494141 -1.186160178 -0.000727091 41.19667384ATEGMVVADK 9 4506203 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 1.079 0.908 1.153 2.705854654 42.65 0 1494.823801 2 739.9174805 -0.81267854 -0.000600906 47.09636261DGIVLGADTR 2 4506203 1xTMT6plex [N-Term] 1.477 3.716822624 49.54 0 1245.700031 2 623.3540649 0.659735724 0.000410916 41.81169889ITPLEIEVLEETVQTMDTS 3 4506203 1xTMT6plex [N-Term] 0.541 1.520474792 17.07 0 2377.22574 2 1189.115234 -1.071597854 -0.001273715 111.200845711559923 EIF4H eukaryotic translation initiation factor 4H isoform 1 7458 NP_071496.1 26.20967742 1 4 4 34 248 27.368 7.23 1.432 1.04 0.304 0.93 Non-Significant 0.11 GFCYVEFDEVDSLKEALTYDGALLGDR 10 11559923 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 0.342 0.197 0.184 5.480981827 42.91 1 3540.760872 3 1180.927856 2.300103348 0.002714705 106.7080878ELPTEPPYTAYVGNLPFNTVQGDIDAIFK 14 11559923 2xTMT6plex [N-Term; K29] 2.585 1.279 100 4.9002285 40.62 0 3667.929986 4 917.7369995 -1.040833151 -0.000954426 113.1941318EALTYDGALLGDR 6 11559923 1xTMT6plex [N-Term] 100 0.694 0.834 2.728149891 32.42 0 1622.858717 2 811.9326782 -0.392452332 -0.000318447 55.98759532AYSSFGGGR 4 11559923 1xTMT6plex [N-Term] 1.453 1.101 3.225473642 39.23 0 1130.579188 2 565.7931519 -0.142430591 -8.05E-05 34.29293895311771714 EIF4G3 eukaryotic translation initiation factor 4 gamma 3 isoform 1 8672 NP_001185730.1 6.230721777 1 4 10 31 1621 180.385 5.48 1.52 1.15 1.11 1.26 Significant 0.011 AALSEEELER 2 311771714 1xTMT6plex [N-Term] 1.454 3.212505102 55.01 0 1375.72664 2 688.3670044 0.066989371 4.61E-05 46.84594391NHDEESLECLCR 2 311771714 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C11] 0.851 2.23463726 15.25 0 1790.799899 3 597.6047363 -0.135585011 -8.09E-05 41.07925492QLTGGVDVER 6 311771714 1xTMT6plex [N-Term] 1.449 1.15 1.105 3.727298737 53.39 0 1302.721495 2 651.8637695 -0.946232564 -0.000616339 37.26817795GVIDLVFEK 2 311771714 2xTMT6plex [N-Term; K9] 100 2.065014124 29.35 0 1477.903037 2 739.4556885 0.719230625 0.000531477 94.47158718MLTEAIMHDCVVK 2 311771714 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 100 1.789652348 3.86 0 2005.068481 3 669.0213013 -9.541230927 -0.00637694 62.20653227FIGELFK 10 311771714 2xTMT6plex [N-Term; K7] 1.145 1.435 100 2.485556602 33.94 0 1311.807681 2 656.4070435 -0.663409698 -0.000435133 93.9411128IRDPNQGGK 2 311771714 2xTMT6plex [N-Term; K9] 0.852 2.592639923 14.29 1 1442.847982 3 481.6206055 -0.498287941 -0.000239651 30.51727718LVLSGEK 2 311771714 2xTMT6plex [N-Term; K7] 1.488 2.40698123 26.91 0 1203.771295 2 602.388916 -0.614426306 -0.000369814 49.81001511LLTTIGK 2 311771714 2xTMT6plex [N-Term; K7] 1.206 2.901763916 20.51 0 1203.807681 2 602.4072266 -0.418717215 -0.000252027 69.35251074DFLPEGEDVHNFLLEQK 1 311771714 2xTMT6plex [N-Term; K17] 100 1.537521124 0 2488.312411 3 830.1091919 0.245834724 0.000203905 83.301012172534670 PLAA phospholipase A-2-activating protein 9373 NP_001026859.1 13.4591195 1 9 9 21 795 87.101 6.37 1.18 1.16 1 1.11 Significant 0.0026



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms GKPANQLLALR 6 72534670 2xTMT6plex [N-Term; K2] 1.087 1.147 0.803 3.477301836 25.19 0 1639.041931 3 547.0192871 0.840276322 0.000459083 48.32707935HPSVNENFCNEK 2 72534670 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.132 4.639091015 22.25 0 1932.963817 3 644.9927979 0.012273736 7.91E-06 41.57016299KLTEDDLILLEK 2 72534670 3xTMT6plex [N-Term; K1; K12] 1.326 2.826411486 17.03 1 2117.303633 3 706.4387207 -0.956093681 -0.00067478 74.19399878SLGVDSQIK 2 72534670 2xTMT6plex [N-Term; K9] 1.106 4.257590294 44.95 0 1404.846251 2 702.9272461 0.686763765 0.000482399 49.7560942ESLMSHAIELK 2 72534670 2xTMT6plex [N-Term; K11] 2.545201302 14.44 0 1715.976613 3 572.6639404 0.381787874 0.00021838 67.12053058DFVTTAEDR 2 72534670 1xTMT6plex [N-Term] 1.255 2.271023989 8.85 0 1282.647661 2 641.8286743 1.879341369 0.001205266 37.15869945LPYNTSDDPWLTAYNFLQK 2 72534670 2xTMT6plex [N-Term; K19] 1.145620227 2.8 0 2744.433588 3 915.4804688 -2.45420404 -0.002245133 103.003736FIIDNTK 2 72534670 2xTMT6plex [N-Term; K7] 1.322 2.486951828 25.68 0 1308.792759 2 654.901001 1.502608501 0.000983302 57.14095809AINCPEDIVFPALDILR 1 72534670 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 100 1.217924595 0 2185.188842 2 1093.092163 -5.396310791 -0.005895979 100.44381824758356 FEN1 flap endonuclease 1 2237 NP_004102.1 24.21052632 1 8 8 34 380 42.566 8.62 1.46 1.56 1.48 1.5 Significant 0.00041 EAHQLFLEPEVLDPESVELK 6 4758356 2xTMT6plex [N-Term; K20] 100 100 3.853415728 21.93 0 2780.512233 3 927.508728 -0.216409035 -0.000200576 76.62683147QLQQAQAAGAEQEVEK 4 4758356 2xTMT6plex [N-Term; K16] 2.69 1.883 4.20575285 50.88 0 2186.181731 2 1093.595093 0.53881471 0.000588973 40.6303694KLPIQEFHLSR 4 4758356 2xTMT6plex [N-Term; K1] 1.295 1.373 3.439733744 21.2 1 1826.105259 4 457.2819824 0.460273303 0.000210127 50.99649056VTGSLSSAK 4 4758356 2xTMT6plex [N-Term; K9] 0.981 0.993 3.299785852 36.05 0 1307.793487 2 654.3995972 -1.199917325 -0.000784622 38.04224228LIADVAPSAIR 6 4758356 1xTMT6plex [N-Term] 1.748 100 100 2.849778891 30.87 0 1354.825566 2 677.9170532 0.932625826 0.000631773 53.11687398AVDLIQK 6 4758356 2xTMT6plex [N-Term; K7] 2.139 1.583 1.654 3.049536228 44.17 0 1244.797844 2 622.902832 0.436466453 0.000271656 51.64786459WSEPNEEELIK 2 4758356 2xTMT6plex [N-Term; K11] 100 1.330733895 6.56 0 1831.984201 2 916.4940186 -1.877805837 -0.001720055 58.94337745GIQGLAK 2 4758356 2xTMT6plex [N-Term; K7] 1.326 1.688 29.44 0 1144.745415 2 572.8762207 -0.218305089 -0.000124952 49.88098778746576376 CNN2 calponin-2 isoform d 1265 NP_001290430.1 23.03030303 1 5 6 42 330 35.92 7.3 1.07 1.18 1.14 1.13 Significant 0.00081 GPSYGLSAEVK 14 746576376 2xTMT6plex [N-Term; K11] 1.151 1.062 1.056 4.412624836 70.23 0 1565.893929 2 783.4507446 0.181019804 0.000141729 45.12852956GLQSGVDIGVK 8 746576376 2xTMT6plex [N-Term; K11] 0.802 1.385 1.282 4.544698715 73.9 0 1530.925564 2 765.9660645 -0.464675597 -0.000355692 56.60196867CASQSGMTAYGTR 6 746576376 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.59 1.196 1.385 4.293066978 72.81 0 1618.751492 2 809.8796997 0.389932652 0.000315602 37.27498083SMQNWHQLENLSNFIK 6 746576376 2xTMT6plex [N-Term; K16] 100 100 100 2.746958017 22.43 0 2447.29057 3 816.4352417 0.245952673 0.000200639 101.0397727TWIEGLTGLSIGPDFQK 4 746576376 2xTMT6plex [N-Term; K17] 100 2.296942949 5.23 0 2320.295304 2 1160.649048 -1.932993989 -0.002242558 95.50103107NFDDATMK 2 746576376 2xTMT6plex [N-Term; K8] 1.357 3.268826962 12.62 0 1399.729172 2 700.3679199 -0.435024333 -0.000304458 50.19576774CASQSGMTAYGTR 2 746576376 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1]; 1xOxidation [M7] 1.145516753 1.36 0 1634.746407 2 809.8796997 0.389932652 0.000315602 37.274980834507711 TTC1 tetratricopeptide repeat protein 1 7265 NP_003305.1 24.65753425 1 7 7 18 292 33.505 4.84 1.19 1.14 1.18 1.17 Significant 0.00017 KGDYIEAESSYSR 4 4507711 2xTMT6plex [N-Term; K1] 1.842 0.903 3.900462389 34.76 1 1963.017292 3 655.0109863 0.567587652 0.000371395 29.59522297SNEDVNSSELDEEYLIELEK 2 4507711 2xTMT6plex [N-Term; K20] 1.726 4.109874249 47.57 0 2813.39805 3 938.4700928 -0.826409788 -0.000775007 82.6990175GDYIEAESSYSR 4 4507711 1xTMT6plex [N-Term] 1.174 4.145774364 57.86 0 1605.759397 2 803.381958 -1.717065695 -0.001378597 41.57545688AIQLNPSYIR 2 4507711 1xTMT6plex [N-Term] 1.656 2.542440414 20.94 0 1403.820815 2 702.413208 -1.193780828 -0.000837927 64.43796858ALEMCPSCFQK 2 4507711 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C5; C8] 100 1.839745522 22.08 0 1828.916004 2 914.960083 -1.702918214 -0.001557247 54.40932492LKEEGNEQFK 3 4507711 3xTMT6plex [N-Term; K2; K10] 0.998 1.105 2.521359205 2.18 1 1909.099789 3 637.0375366 -0.907205966 -0.000577316 47.25741066LKEEMLGK 1 4507711 3xTMT6plex [N-Term; K2; K8] 0.858 2.085520506 1 1635.011825 3 545.6755981 0.254324518 0.000138608 62.2622348186928854 MRPS31 28S ribosomal protein S31, mitochondrial 10240 NP_005821.2 27.84810127 1 8 8 31 395 45.29 9.29 0.69 0.9 1 0.86 Significant 0.011 IEPLSPELVAAASAVADSLPFDK 6 186928854 2xTMT6plex [N-Term; K23] 0.702 0.748 4.041823864 25.57 0 2798.559183 3 933.5246582 0.085265081 7.95E-05 111.8549353SELLSQLQQHEEESR 2 186928854 1xTMT6plex [N-Term] 0.863 3.647207975 38.52 0 2042.035177 3 681.3449097 -7.346355372 -0.005000505 50.2795788LWEFPINNEAGFDDDGSEFHEHIFLEK 4 186928854 2xTMT6plex [N-Term; K27] 100 1.627608538 14.03 0 3693.790198 4 924.2025146 -0.533115349 -0.000492304 88.95917321VELSTVNVR 6 186928854 1xTMT6plex [N-Term] 0.983 0.91 0.917 3.656944036 42.63 0 1245.736417 2 623.3713379 -0.817017738 -0.000508894 38.19234264ETSESQDSEKENTK 2 186928854 3xTMT6plex [N-Term; K10; K14] 0.729 2.167523861 7.21 1 2299.186825 3 767.0671997 0.096108368 7.37E-05 29.16802837SLEATLGR 3 186928854 1xTMT6plex [N-Term] 0.605 1.418 2.415615797 19.7 0 1075.630889 2 538.3187866 -0.551032718 -0.000296354 37.1886777DLLGIIK 6 186928854 2xTMT6plex [N-Term; K7] 0.705 0.982 0.852 2.357509136 25.18 0 1229.823331 2 615.4146118 -1.125045487 -0.000691804 69.343805ATEYAPK 2 186928854 2xTMT6plex [N-Term; K7] 0.752 2.432910442 28.36 0 1237.719259 2 619.3616943 -2.54290955 -0.001573704 36.6519125338016914 SAMHD1 deoxynucleoside triphosphate triphosphohydrolase SAMHD1 25939 NP_056289.2 14.53674121 1 8 8 29 626 72.155 7.14 0.477 0.971 0.488 0.65 Non-Significant 0.057 ADDYIEITGAGGK 5 38016914 2xTMT6plex [N-Term; K13] 0.303 2.698455334 48.14 0 1767.9529 2 884.4797974 -0.329405516 -0.000291187 56.77292411LTDNIFLEILYSTDPK 2 38016914 2xTMT6plex [N-Term; K16] 0.432 3.053170681 30.39 0 2340.310286 2 1170.659424 0.549293082 0.000642758 119.3882007NPIDHVSFYCK 6 38016914 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.346 0.463 0.483 3.466592312 25.86 0 1837.967111 3 613.3269043 -0.517696628 -0.00031717 49.5148824EWNDSTSVQNPTR 6 38016914 1xTMT6plex [N-Term] 0.938 1.292 0.562 2.874491692 23.4 0 1762.855757 2 881.9299927 -1.728892694 -0.001523894 37.02255789ISTAIDDMEAYTK 4 38016914 2xTMT6plex [N-Term; K13] 1.961863279 18.48 0 1916.008701 2 958.506958 -1.075853348 -0.001030672 82.65150579FIPLARPEVK 2 38016914 2xTMT6plex [N-Term; K10] 0.397 2.641079187 13.87 0 1628.029969 3 543.3483276 0.282832727 0.000153487 67.87183045EDYESLPK 2 38016914 2xTMT6plex [N-Term; K8] 0.418 3.026349306 19.67 0 1438.782982 2 719.8969116 2.477671916 0.001782416 46.53712961FAEQLIR 2 38016914 1xTMT6plex [N-Term] 1.505837321 21.53 0 1105.65671 2 553.3317871 -0.373163972 -0.000206296 58.846693666879664 ARF1 ADP-ribosylation factor 1 375 NP_001019399.1 42.54143646 1 3 6 34 181 20.684 6.8 1.43 1.08 100 34.17 Non-Significant #N/A ILMVGLDAAGK 11 66879664 2xTMT6plex [N-Term; K11] 2.478 2.346 3.402 4.538387299 71.58 0 1545.943856 2 773.4750366 -0.685469791 -0.000529849 87.7785013LGEIVTTIPTIGFNVETVEYK 4 66879664 2xTMT6plex [N-Term; K21] 4.324 5.958 3.734974623 32.41 0 2781.569019 3 927.8604736 -0.773492064 -0.000717174 105.4471625MLAEDELRDAVLLVFANK 4 66879664 2xTMT6plex [N-Term; K18] 100 2.482458353 28.94 1 2505.415102 3 835.8062134 -4.396390552 -0.003671594 107.3298721NWYIQATCATSGDGLYEGLDWLSNQLR 4 66879664 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 100 2.293301105 10.17 0 3360.615656 3 1120.877075 0.302502887 0.000338865 107.7445103DAVLLVFANK 6 66879664 2xTMT6plex [N-Term; K10] 100 0.778 2.388757706 37.15 0 1547.956136 2 774.4807129 -1.283239689 -0.000993199 78.35899175MLAEDELR 3 66879664 1xTMT6plex [N-Term] 1.75 1.419 3.394003868 36.76 0 1205.639739 2 603.3235474 0.065273697 3.93E-05 53.69095534MLAEDELR 2 66879664 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.237 2.532480717 21.13 0 1221.634654 2 603.3235474 0.065273697 3.93E-05 53.69095534188497758 UBAP2L ubiquitin-associated protein 2-like isoform a 9898 NP_055662.3 9.383624655 1 7 7 19 1087 114.465 7.11 1.08 1.08 1.27 1.14 Significant 0.0031 TATEEWGTEDWNEDLSETK 2 188497758 2xTMT6plex [N-Term; K19] 2.92446208 20.04 0 2699.272456 3 900.4281616 -0.935117429 -0.000841379 73.57499745AINVLLEGNPDTHSWEMVGK 3 188497758 2xTMT6plex [N-Term; K20] 1.551 3.97081852 56.49 0 2668.416892 3 890.1439209 0.118776535 0.000105648 93.03688419GNWEQPQNQNQTQHK 2 188497758 2xTMT6plex [N-Term; K15] 1.334 3.769091845 26.6 0 2295.163061 3 765.7268677 1.302106763 0.000996182 33.4590649GFGDVGEAK 4 188497758 2xTMT6plex [N-Term; K9] 1.174 1.272 3.474587202 48.34 0 1337.746537 2 669.376709 -0.295595047 -0.000197716 39.63113501QLIDITGK 4 188497758 2xTMT6plex [N-Term; K8] 0.52 0.393 2.262471676 37.78 0 1345.845523 2 673.4263916 -0.011856394 -7.98E-06 63.54125712DGGQTESNEEGKENR 2 188497758 2xTMT6plex [N-Term; K12] 1.723125815 6.55 1 2108.025624 3 703.34729 0.802944313 0.000564209 22.25906543LAQMISDHNDADFEEK 2 188497758 2xTMT6plex [N-Term; K16] 1.465892911 3.55 0 2321.148382 3 774.387085 -0.723899084 -0.000560092 49.839959125174661 S100A2 protein S100-A2 6273 NP_005969.1 69.07216495 1 7 7 158 97 10.978 4.78 1 0.83 1.02 0.95 Significant 0.004 LMGSLDENSDQQVDFQEYAVFLALITVMCNDFFQGCPDRP 5 5174661 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C29; C36]; 1xOxidation [M] 100 100 4.081352234 17.68 0 4915.256093 4 1229.56897 -0.415926192 -0.000511096 113.1757201ELPSFVGEK 61 5174661 2xTMT6plex [N-Term; K9] 0.929 0.917 0.968 4.005559921 50.3 0 1463.851002 2 732.4290161 -0.168182033 -0.000123097 63.62148514YSCQEGDK 8 5174661 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.588 2.026 1.734 3.410515785 45.28 0 1444.714251 2 722.8601685 -0.823917904 -0.000595163 32.518866YSCQEGDKFK 32 5174661 3xTMT6plex [N-Term; K8; K10]; 1xCarbamidomethyl [C3] 1.2 0.963 0.991 2.789848804 21.8 1 1949.040559 2 975.0240479 0.133210735 0.000129817 44.07169888VDEEGLKK 40 5174661 3xTMT6plex [N-Term; K7; K8] 0.964 0.829 1.082 3.243072987 40.08 1 1604.982634 2 802.9946899 -0.330481574 -0.000265209 33.02494379ELPSFVGEKVDEEGLK 4 5174661 3xTMT6plex [N-Term; K9; K16] 0.469 0.398 2.671366215 18.01 1 2463.394967 3 821.8018799 -1.575395588 -0.001293607 64.76593523VDEEGLK 8 5174661 2xTMT6plex [N-Term; K7] 1.31 0.404 3.232859135 38 0 1247.724739 2 624.3659058 -0.163350582 -0.000101908 38.93321704115387104 ALDH9A1 4-trimethylaminobutyraldehyde dehydrogenase 223 NP_000687.3 15.05791506 1 8 8 34 518 56.255 6.57 1.1 1.09 1.01 1.07 Significant 0.00071 EVNLAVQNAK 6 115387104 2xTMT6plex [N-Term; K10] 1.235 1.069 1.072 4.693153381 59.42 0 1543.920813 2 772.4633789 -0.862380693 -0.000665724 42.85404415GIKPVTLELGGK 6 115387104 3xTMT6plex [N-Term; K3; K12] 1.115 0.88 0.64 4.249185562 40.47 0 1899.224595 3 633.7462769 -0.167364931 -0.000105955 54.29545702VSFTGSVPTGMK 6 115387104 2xTMT6plex [N-Term; K12] 100 100 0.843 3.205969572 37.08 0 1668.939499 2 834.9738159 0.512940066 0.000428033 45.03394203VIATFTCSGEK 4 115387104 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 100 1.348 2.440618038 25.19 0 1670.918764 2 835.9640503 1.232834284 0.001029983 61.18320109VLCGGDIYVPEDPK 4 115387104 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 100 1.597 1.726989269 13.15 0 2020.082535 2 1010.543579 -1.313365582 -0.001326553 61.33929081EILDKFTEEVVK 2 115387104 3xTMT6plex [N-Term; K5; K12] 100 1.803323388 8.01 1 2137.272333 3 713.0952759 -0.495347862 -0.000352898 84.41288402FTEEVVK 2 115387104 2xTMT6plex [N-Term; K7] 1.327 2.92534852 27.74 0 1309.776774 2 655.3910522 -1.486075987 -0.000973214 47.18225761ILLEAAR 4 115387104 1xTMT6plex [N-Term] 1.037 1.087 2.485822916 35.38 0 1014.650897 2 507.8287659 -0.632179719 -0.000320721 61.1421084224497577 AKR1A1 alcohol dehydrogenase [NADP(+)] 10327 NP_697021.1 25.53846154 1 7 8 45 325 36.55 6.79 0.9 0.83 0.81 0.85 Significant 0.001 GLEVTAYSPLGSSDR 6 24497577 1xTMT6plex [N-Term] 0.615 1.124 1.068 3.521723747 44.63 0 1780.927859 2 890.9681396 0.642281421 0.000571928 61.00508537MPLIGLGTWK 18 24497577 2xTMT6plex [N-Term; K10] 0.89 0.709 0.782 3.396821976 45.18 0 1573.954027 2 787.4802856 -0.465357263 -0.000366225 91.22798561ALEALVAK 6 24497577 2xTMT6plex [N-Term; K8] 1.065 1.009 0.722 3.190775871 48.33 0 1272.829144 2 636.9178467 -0.571569742 -0.000363755 71.36088869DAGHPLYPFNDPY 4 24497577 1xTMT6plex [N-Term] 100 100 1.868888855 25.03 0 1734.832502 2 867.9190063 -1.017922298 -0.000882962 65.00686174EELFVTSK 2 24497577 2xTMT6plex [N-Term; K8] 1.265 3.435661793 39.94 0 1410.824453 2 705.9168701 1.425339893 0.001005452 59.88243687YALSVGYR 6 24497577 1xTMT6plex [N-Term] 1.064 1.159 0.97 2.746471882 31.56 0 1157.651625 2 579.3294678 0.029488038 1.71E-05 45.28118338GLVQALGLSNFNSR 4 24497577 1xTMT6plex [N-Term] 100 0.235 1.337437272 7.36 0 1704.959434 2 852.982605 -0.88006731 -0.00075024 71.2818941KVICIPK 8 24497577 3xTMT6plex [N-Term; K1; K7]; 1xCarbamidomethyl [C4] 0.682 0.775 0.79 3.829911232 27.05 1 1545.016517 3 515.6772461 0.432242143 0.000222607 47.76792943197333761 CPNE1 copine-1 isoform b 8904 NP_003906.2 13.46863469 1 6 6 40 542 59.68 6.04 1.41 1.21 1.36 1.33 Significant 0.002 EALAQTVLAEVPTQLVSYFR 14 197333761 1xTMT6plex [N-Term] 1.462 2.648 1.685 3.869293451 37.07 0 2464.364891 3 822.1259766 -0.614638078 -0.000504898 111.8696662GTITVSAQELK 4 197333761 2xTMT6plex [N-Term; K11] 1.358 1.444 4.486721516 80.36 0 1604.962343 2 802.984314 -0.617921234 -0.00049587 53.30770193DIVQFVPYR 12 197333761 1xTMT6plex [N-Term] 1.455 100 3.469153881 42.31 0 1365.772802 2 683.3901978 0.231676756 0.000158209 77.49063VVTMEVEAR 6 197333761 1xTMT6plex [N-Term] 1.114 1.302 3.68239665 42.8 0 1262.697589 2 631.8493042 -4.955138601 -0.003128421 42.51769126AQGWAPLKPLPPSAK 2 197333761 3xTMT6plex [N-Term; K8; K15] 100 2.873062611 19.56 0 2248.37847 3 750.1314697 0.616435225 0.000461993 62.5076976SDPFLEFFR 2 197333761 1xTMT6plex [N-Term] 2.538 2.068327427 23.78 0 1386.725518 2 693.8662109 -0.268737393 -0.000186332 101.035406121361176 ALDH1A1 retinal dehydrogenase 1 216 NP_000680.2 14.77045908 1 6 8 42 501 54.827 6.73 0.76 0.89 0.91 0.85 Significant 0.003 ELGEYGFHEYTEVK 6 21361176 2xTMT6plex [N-Term; K14] 1.311 0.567 3.816355705 25.54 0 2159.106107 3 720.375061 2.095008418 0.001507782 62.13621204VAFTGSTEVGK 4 21361176 2xTMT6plex [N-Term; K11] 0.955 0.908 5.14550209 67.11 0 1553.893929 2 777.4506226 0.025302363 1.97E-05 46.2687891ILDLIESGK 4 21361176 2xTMT6plex [N-Term; K9] 1.097 0.866 3.901627541 42.62 0 1445.897952 2 723.4517212 -1.235368779 -0.000893109 92.75596833VTLELGGK 12 21361176 2xTMT6plex [N-Term; K8] 1.356 1.403 1.57 3.598306894 43.22 0 1274.808409 2 637.9078979 0.086670622 5.52E-05 53.78768884YCAGWADK 2 21361176 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.771 3.964508295 37.77 0 1428.734592 2 714.8720093 1.504628431 0.001074857 49.68739564LADLIER 8 21361176 1xTMT6plex [N-Term] 2.406 100 100 2.436221123 27.26 0 1058.640726 2 529.8239136 -0.165525053 -8.76E-05 55.08372871SLDDVIK 4 21361176 2xTMT6plex [N-Term; K7] 0.529 0.745 2.890926361 36.91 0 1247.761124 2 624.3834839 -1.148526376 -0.000716543 54.91710635QAFQIGSPWR 2 21361176 1xTMT6plex [N-Term] 0.01 1.194354057 4.53 0 1418.774199 2 709.8898926 -1.191806103 -0.000845452 62.13707415803011 ENO2 gamma-enolase 2026 NP_001966.1 11.52073733 1 1 3 93 434 47.239 5.03 0.75 0.73 0.74 Non-Significant #N/A AAVPSGASTGIYEALELR 70 5803011 1xTMT6plex [N-Term] 1.115 1.212 1.115 4.654744148 66.15 0 2034.106886 2 1017.556091 -0.97325899 -0.000989856 90.31027468SGETEDTFIADLVVGLCTGQIK 19 5803011 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C17] 1.757 0.602 5.462022305 47.59 0 2811.485032 3 937.8348999 1.819201231 0.001704886 116.8625625IEEELGDEAR 4 5803011 1xTMT6plex [N-Term] 0.753 0.726 3.759411097 43.27 0 1389.705905 2 695.3571167 0.757159075 0.000526114 51.51574451148727331 USP5 ubiquitin carboxyl-terminal hydrolase 5 isoform 1 8078 NP_001092006.1 17.01631702 1 8 8 32 858 95.725 5.03 1.26 1.11 1.18 1.18 Significant 0.0013 KQEVQAWDGEVR 6 148727331 2xTMT6plex [N-Term; K1] 1.253 1.112 1.228 5.636501789 40.25 1 1903.043781 3 635.0204468 1.579539084 0.001001977 42.60244166AVDWIFSHIDDLDAEAAMDISEGR 2 148727331 1xTMT6plex [N-Term] 0.428 3.586303473 22.81 0 2905.387553 3 969.1342773 0.249750244 0.000241874 107.2793862DLGYIYFYQR 4 148727331 1xTMT6plex [N-Term] 0.567 0.785 2.817724466 36.85 0 1566.815395 2 783.911499 0.208031448 0.000162973 79.31452221GTGLQPGEEELPDIAPPLVTPDEPK 5 148727331 2xTMT6plex [N-Term; K25] 100 1.920001149 7.67 0 3057.639618 3 1019.884399 -0.318133572 -0.000324246 74.52042714KLDVSIEMPEELDISQLR 3 148727331 2xTMT6plex [N-Term; K1] 0.731 1.051 2.635698557 6.04 1 2573.42606 3 858.4801025 -0.11883878 -0.000101941 86.31395677ENLWLNLTDGSILCGR 5 148727331 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.572438121 6.9 0 2090.09019 2 1045.547974 -0.72698986 -0.000759737 92.19303896IVILPDYLEIAR 6 148727331 1xTMT6plex [N-Term] 100 0.851 100 2.240055084 14.23 0 1643.99336 2 822.499939 -0.461352418 -0.00037923 102.532462AQVPFSSCLEAYGAPEQVDDFWSTALQAK 1 148727331 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C8] 1.147208571 0 3673.824869 3 1225.279663 -0.117907686 -0.000144391 102.9987977148664226 PKP2 plakophilin-2 isoform 2b 5318 NP_004563.2 9.194097616 1 7 7 26 881 97.355 9.33 1.09 1.12 1.01 1.07 Significant 0.00093 EAGPSVAVDSSGR 6 148664226 1xTMT6plex [N-Term] 1.182 1.067 4.324766636 84.91 0 1460.754252 2 730.8798828 -1.206701947 -0.000881347 30.48645913AHLTVGQAAAGGSGNLLTER 2 148664226 1xTMT6plex [N-Term] 3.232249498 13.41 0 2152.167194 3 718.0593262 -1.751362248 -0.001256408 53.20243098GTAQYSSQK 4 148664226 2xTMT6plex [N-Term; K9] 1.537 1.33 4.248930454 59.94 0 1427.789464 2 714.3967896 -2.214387007 -0.001580839 24.59454202IQEQVQQTLAR 4 148664226 1xTMT6plex [N-Term] 0.972 1.248 3.586749554 38.58 0 1542.880121 2 771.9362793 -9.617692294 -0.007419473 48.27267206DLLNTGGIQK 4 148664226 2xTMT6plex [N-Term; K10] 1.069 0.674 3.222323895 33.61 0 1516.909914 2 758.9586792 0.110862508 8.41E-05 56.44358075YSQNIYIQNR 4 148664226 1xTMT6plex [N-Term] 0.87 0.767 3.616451502 30.42 0 1527.811707 2 764.4026489 -8.957791313 -0.006842909 41.4333095AALLVPPR 2 148664226 1xTMT6plex [N-Term] 1.054 2.40857935 20.72 0 1065.698181 2 533.3527222 -0.012568345 -6.70E-06 53.4429606838202214 SEC23A protein transport protein Sec23A 10484 NP_006355.2 15.55555556 1 6 9 33 765 86.105 7.08 1.16 0.98 0.75 0.96 Significant 0.015 IMMFIGGPATQGPGMVVGDELK 2 38202214 2xTMT6plex [N-Term; K22] 3.071863174 23.53 0 2706.443307 3 902.8162842 -3.328246675 -0.00300257 102.5735055AETEEGPDVLR 2 38202214 1xTMT6plex [N-Term] 0.708 3.589853048 45.01 0 1444.748104 2 722.8768921 -1.104787962 -0.00079807 43.69375077MVQVHELGCEGISK 4 38202214 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.175 0.957 4.21726799 25.36 0 2045.092388 3 682.3693848 0.593208836 0.000404389 55.72078959GPQVQQPPPSNR 2 38202214 1xTMT6plex [N-Term] 0.764 2.800281525 26.74 0 1533.833505 2 767.4210205 0.821005423 0.000629643 29.2326309AVLNPLCQVDYR 9 38202214 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 100 2.199 0.01 1.845932841 10.99 0 1676.899142 2 838.9520874 -1.338139698 -0.001121963 58.17517525IDMNLTDLLGELQR 5 38202214 1xTMT6plex [N-Term] 1.517579198 17.48 0 1860.009814 2 930.5074463 -1.181903374 -0.001099176 101.2539494MVVPVAALFTPLK 5 38202214 2xTMT6plex [N-Term; K13] 0.01 100 1.075 2.125172377 14.24 0 1844.14837 2 922.5767822 -1.128904219 -0.001040933 102.6852265FSWNVWPSSR 2 38202214 1xTMT6plex [N-Term] 0.987 2.250014305 5.4 0 1494.769114 2 747.8884888 0.392621882 0.00029344 80.91857148SWHDIDKDNAK 2 38202214 3xTMT6plex [N-Term; K7; K11] 1.026 2.558070183 3.12 1 2016.11175 3 672.7090454 0.413067613 0.000277597 44.77436431163644321 UQCRFS1 cytochrome b-c1 complex subunit Rieske, mitochondrial 7386 NP_005994.2 29.5620438 1 8 8 40 274 29.649 8.32 0.88 0.98 1.25 1.04 Significant 0.011 ESLSGQAVR 4 163644321 1xTMT6plex [N-Term] 0.923 1.856 3.360067606 44.83 0 1175.658167 2 588.3329468 0.383006473 0.000225142 28.89259334RLEVLDSTK 6 163644321 2xTMT6plex [N-Term; K9] 0.805 0.855 4.396649361 36.81 1 1518.925564 3 506.9796143 -0.83884727 -0.000424716 41.82483235EIEQEAAVELSQLR 8 163644321 1xTMT6plex [N-Term] 1.974 100 100 2.960729361 28.41 0 1843.996273 2 922.5024414 0.723159 0.000666751 71.56613303LSDIPEGK 6 163644321 2xTMT6plex [N-Term; K8] 1.484 1.313 1.232 3.403876066 31.11 0 1316.782588 2 658.8955688 0.966860683 0.000636573 47.24629545LEVLDSTK 6 163644321 2xTMT6plex [N-Term; K8] 1.013 100 1.701 2.964641571 32.26 0 1362.824453 2 681.9158936 0.042396785 2.89E-05 58.3098359VPDFSEYR 6 163644321 1xTMT6plex [N-Term] 0.936 0.567 1.056 2.528604746 14.88 0 1241.636369 2 621.3217163 -0.171219866 -0.000106296 51.05356818GVAGALRPLVQATVPATPEQPVLDLK 1 163644321 2xTMT6plex [N-Term; K26] 1.607653737 0 3098.834176 3 1033.616211 -0.031023764 -3.20E-05 82.75770762GKPLFVR 3 163644321 2xTMT6plex [N-Term; K2] 0.881 0.64 2.467625856 7.37 0 1274.834898 3 425.616394 -0.211408626 -8.98E-05 50.05940498109148552 KRT3 keratin, type II cytoskeletal 3 3850 NP_476429.2 8.757961783 1 1 8 254 628 64.378 6.48 0.63 0.75 0.37 0.58 Significant 0.035 TAAENEFVTLK 11 109148552 2xTMT6plex [N-Term; K11] 0.643 0.824 0.939 5.086859226 59.78 0 1680.957258 2 840.9821167 -0.178988229 -0.000150436 68.33065447LALDVEIATYR 151 109148552 1xTMT6plex [N-Term] 0.753 0.754 0.751 4.44096899 56.01 0 1492.85726 2 746.9325562 0.385451914 0.000287712 110.5595349TAAENEFVTLKK 13 109148552 3xTMT6plex [N-Term; K11; K12] 0.817 0.842 0.639 4.115298748 28.47 1 2038.215153 3 680.0773926 1.212764203 0.000823958 39.63700693NMEDLVEDFK 9 109148552 2xTMT6plex [N-Term; K10] 0.634 0.746 0.365 3.055650711 22.19 0 1697.882044 2 849.4447021 0.049400885 4.19E-05 88.4046953FASFIDK 41 109148552 2xTMT6plex [N-Term; K7] 0.677 0.84 0.69 3.288649321 38.52 0 1285.755645 2 643.3812866 -0.27093625 -0.000174179 75.39418814FLEQQNK 19 109148552 2xTMT6plex [N-Term; K7] 0.833 0.763 0.782 2.620012999 32.3 0 1364.793821 2 682.9000854 -0.679261254 -0.000463526 39.10866059YEDEINKR 6 109148552 2xTMT6plex [N-Term; K7] 1.059 1.134 1.172 3.56978035 27.49 1 1524.842228 3 508.9517822 -0.940779502 -0.00047818 33.28155655YEDEINK 4 109148552 2xTMT6plex [N-Term; K7] 1.202 0.999 3.350680113 32.52 0 1368.741117 2 684.8745117 0.46013632 0.000314904 42.2376661632484975 ADK adenosine kinase isoform b 132 NP_006712.2 25.41436464 1 7 7 37 362 40.52 6.7 1.27 1.09 1.48 1.28 Significant 0.0077 VEYHAGGSTQNSIK 10 32484975 2xTMT6plex [N-Term; K14] 1.371 1.712 1.508 5.149432659 47.94 0 1949.04926 3 650.3540039 -0.924523195 -0.000600647 30.94889886AAEAHVDAHYYEQNEQPTGTCAACITGDNR 4 32484975 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C21; C24] 1.102 1.254 9.027681351 82.18 0 3578.586223 4 895.3973999 -5.156584046 -0.00461332 39.8390436YSLKPNDQILAEDK 6 32484975 3xTMT6plex [N-Term; K4; K14] 100 100 100 2.376398802 10.21 0 2321.331973 3 774.4494019 0.723376245 0.000559732 41.89904643VAQWMIQQPHK 6 32484975 2xTMT6plex [N-Term; K11] 0.929 100 2.380529404 14.23 0 1824.035465 3 608.6834717 0.217413022 0.00013219 54.48391465ELFDELVK 4 32484975 2xTMT6plex [N-Term; K8] 100 2.078204632 18.29 0 1450.855753 2 725.9313354 -0.247131089 -0.000179276 78.55164514IVIFTQGR 5 32484975 1xTMT6plex [N-Term] 0.834 100 0.527 2.553860903 20.02 0 1162.714559 2 581.8607178 -0.34442944 -0.000200237 53.78685459KTQALPK 2 32484975 3xTMT6plex [N-Term; K1; K7] 0.912 3.513996363 9.04 1 1472.976761 3 491.6642151 0.903920352 0.000443818 32.3149976554112121 SF3B3 splicing factor 3B subunit 3 23450 NP_036558.3 7.313064914 1 9 9 41 1217 135.492 5.26 1.57 2.26 1.96 1.93 Significant 0.011 LTISSPLEAHK 4 54112121 2xTMT6plex [N-Term; K11] 1.67 1.755 4.47991848 36.68 0 1653.993978 3 552.0025635 -0.508079427 -0.00028012 54.09962021DYIVVGSDSGR 6 54112121 1xTMT6plex [N-Term] 3.209 2.951 2.606 4.327941895 49.1 0 1396.726974 2 698.8671265 0.001381578 9.65E-07 44.52155398TVLDPVTGDLSDTR 4 54112121 1xTMT6plex [N-Term] 2.128 1.608 2.810623169 32.39 0 1717.91696 2 859.4621582 0.046565842 4.00E-05 62.84620199AVMISAIEK 6 54112121 2xTMT6plex [N-Term; K9] 1.154 100 0.792 3.120130777 33.29 0 1419.864543 2 710.4351807 -1.027359886 -0.000729356 63.42371418QQEIVVSR 5 54112121 1xTMT6plex [N-Term] 0.917 1.393 1.809 2.660497189 24 0 1187.694552 2 594.350769 -0.244763321 -0.000145352 41.28743422IVILEYQPSK 5 54112121 2xTMT6plex [N-Term; K10] 100 1.094 1.82565856 12.68 0 1648.008565 2 824.5095825 2.0166273 0.00166171 71.94749144IVPGQFLAVDPK 6 54112121 2xTMT6plex [N-Term; K12] 1.316 1.832 1.617 1.672295928 11.7 0 1742.061663 2 871.532959 -1.734629327 -0.001510916 74.93092822VLIGVGK 4 54112121 2xTMT6plex [N-Term; K7] 1.381 1.79 2.720901728 30.7 0 1143.786551 2 572.3959961 -1.604908274 -0.000917836 61.07183075DLILNPR 1 54112121 1xTMT6plex [N-Term] 1.404 2.72428894 36.31 0 1069.65671 2 535.3314209 -1.070449158 -0.000572507 48.1312795938327634 DDX18 ATP-dependent RNA helicase DDX18 8886 NP_006764.3 12.08955224 1 7 7 24 670 75.359 9.5 1.45 1.71 2.04 1.73 Significant 0.0096 SEEESAETTK 6 38327634 2xTMT6plex [N-Term; K10] 1.456 100 2.191 4.121106625 47.21 0 1568.805568 2 784.9073486 1.181201586 0.000926538 33.08132373TTTFFQFCNADSGTLLCTDVAAR 2 38327634 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C8; C17] 100 3.623651743 26.23 0 2825.343581 3 942.4514771 -1.31051589 -0.001234219 88.70110923EMGFTNMTEIQHK 6 38327634 2xTMT6plex [N-Term; K13] 1.831 1.856 3.146 3.480255604 27.29 0 2024.034538 3 675.3502197 0.774477736 0.000522523 53.21666655GGGGGFGYQK 2 38327634 2xTMT6plex [N-Term; K10] 1.264 3.558045864 33.48 0 1385.75777 2 693.3835449 1.474315204 0.001021522 39.56032328GKSEEESAETTK 4 38327634 3xTMT6plex [N-Term; K2; K12] 1.451 1.618 2.868761539 27.24 1 1983.084926 3 661.699707 -0.180716542 -0.000119459 29.07123536ILDVGFEEELK 2 38327634 2xTMT6plex [N-Term; K11] 1.396 2.266201735 28.15 0 1750.003873 2 875.5053101 -0.302835223 -0.000264981 88.38880515VPLSEFDFSWSK 2 38327634 2xTMT6plex [N-Term; K12] 1.524 2.123958111 15.36 0 1900.025672 2 950.5150757 -1.471965803 -0.001398386 97.9021558311056036 TTLL12 tubulin--tyrosine ligase-like protein 12 23170 NP_055955.1 18.47826087 1 8 8 32 644 74.356 5.53 1.034 0.777 1.891 1.23 Non-Significant 0.067 VYTDVQQVASSLTHPR 4 11056036 1xTMT6plex [N-Term] 1.356 100 3.445815563 31.05 0 2030.086819 3 677.367981 1.26626658 0.000856877 75.24758196DLDTGEEVTR 4 11056036 1xTMT6plex [N-Term] 0.845 0.673 3.538851261 51.27 0 1363.690254 2 682.3486328 -0.194681306 -0.000132743 39.87904081KQQPNPGNELCYK 2 11056036 3xTMT6plex [N-Term; K1; K13]; 1xCarbamidomethyl [C11] 0.791 5.480825901 22.97 1 2263.247198 3 755.0877075 0.605889889 0.000457093 39.03859931FTLTQSEADADILFNFSHFK 4 11056036 2xTMT6plex [N-Term; K20] 100 2.698774338 13.75 0 2789.455052 3 930.4863281 -3.807541187 -0.003540322 105.6941261AFALNDLDDYEK 6 11056036 2xTMT6plex [N-Term; K12] 100 100 2.200065374 16.12 0 1871.979115 2 936.4911499 -2.185930003 -0.002046008 70.16405849DFAYGETDPLIR 6 11056036 1xTMT6plex [N-Term] 100 100 0.465 2.723297596 28.42 0 1625.837253 2 813.4216919 -0.704782066 -0.00057293 58.7071616YIESPVLFLR 3 11056036 1xTMT6plex [N-Term] 100 1.858971357 18.99 0 1465.861617 2 733.4334106 -1.414022246 -0.00103638 87.9649818SSPGQTPEEGAQALAEFAALHGPALR 3 11056036 1xTMT6plex [N-Term] 1.77757597 4.6 0 2834.463436 3 945.4953003 2.791314506 0.002637293 79.9371042171906575 DBNL drebrin-like protein isoform c 28988 NP_001116428.1 25.28473804 1 8 8 39 439 49.012 5.05 1.09 1.05 1.22 1.12 Significant 0.0021 VAGTGEGGLEEMVEELNSGK 2 171906575 2xTMT6plex [N-Term; K20] 0.464 3.017746687 29.39 0 2464.26414 3 822.0922241 -0.820004108 -0.000673569 99.22595448GAHVTINAR 18 171906575 1xTMT6plex [N-Term] 0.99 0.856 1.218 3.61428833 57.32 0 1167.679571 2 584.3432617 -0.277501215 -0.000162016 33.49752583AEEDVEPECIMEK 6 171906575 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 0.645 2.008 2.483749151 26.25 0 2036.992065 2 1019.000488 0.802802587 0.000817651 60.04434948FVLINWTGEGVNDVR 4 171906575 1xTMT6plex [N-Term] 1.049 2.748856783 26.09 0 1948.048977 2 974.5285034 0.386646304 0.000376603 92.68809403VKDPNSGLPK 4 171906575 3xTMT6plex [N-Term; K2; K10] 1.138 1.079 2.850156069 15.92 1 1742.077931 3 581.3637695 -0.674864327 -0.000391889 45.78401516GACASHVSTMASFLK 2 171906575 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 1.26 2.552533865 9.85 0 2025.066173 3 675.6948242 1.849937696 0.001248749 88.59411286TWEQQQEVVSR 1 171906575 1xTMT6plex [N-Term] 0.454 1.472213507 0 1618.83865 2 809.9224854 -0.590495461 -0.000477958 37.51183291SPTDWALFTYEGNSNDIR 2 171906575 1xTMT6plex [N-Term] 1.288375497 0 2315.114156 2 1158.061035 0.275533929 0.000318946 80.3358530521536326 HNRNPUL1 heterogeneous nuclear ribonucleoprotein U-like protein 1 isoform a 11100 NP_008971.2 8.878504673 1 6 6 25 856 95.679 6.92 1.11 1.02 1.04 1.06 Significant 0.00067 RTDEEGKDVPDHAVLEMK 6 21536326 3xTMT6plex [N-Term; K7; K18] 1.138 0.997 5.668579578 17.64 2 2756.48559 4 689.87677 -0.123190151 -8.49E-05 45.02759917EALGGQALYPHVLVK 4 21536326 2xTMT6plex [N-Term; K15] 2.780786276 32.5 0 2053.221017 3 685.078186 -0.493056774 -0.000337452 62.10519924RPLEMEQQQAYRPEMK 3 21536326 2xTMT6plex [N-Term; K16] 1.007 0.901 0.83 4.232398987 0 2492.315404 4 623.8353882 1.732691764 0.001079604 40.38921482YNILGTNAIMDK 2 21536326 2xTMT6plex [N-Term; K12] 1.156 2.907300711 32.66 0 1811.013727 2 906.0097046 -0.880219895 -0.000797045 72.70583493INEEISVK 6 21536326 2xTMT6plex [N-Term; K8] 100 1.894 1.394 3.773478985 48.34 0 1389.835352 2 695.4205933 -1.037415375 -0.000720918 46.95686516LIQIAAR 4 21536326 1xTMT6plex [N-Term] 100 1.639060497 33.61 0 1013.666881 2 507.3371887 0.216867504 0.000109916 36.258442867661914 PSMD6 26S proteasome non-ATPase regulatory subunit 6 isoform 2 9861 NP_055629.1 22.10796915 1 8 8 42 389 45.502 5.62 0.87 0.81 0.96 0.88 Significant 0.0024 RLDEELEDAEK 4 7661914 2xTMT6plex [N-Term; K11] 1.074 1.033 5.410626411 41.1 1 1804.969279 3 602.3272705 -1.11940773 -0.000673499 48.55684734GAEILEVLHSLPAVR 8 7661914 1xTMT6plex [N-Term] 100 100 3.220220566 32.78 0 1833.079549 3 611.6972046 -1.357486351 -0.00082946 89.33064961GDAAVRDELMAAVR 6 7661914 1xTMT6plex [N-Term] 0.514 0.993 100 3.725111246 26.3 1 1702.910769 3 568.3080444 -0.69822168 -0.000396336 52.84984888



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms NWQYQETIK 10 7661914 2xTMT6plex [N-Term; K9] 1.012 0.699 2.863993883 21 0 1667.915727 2 834.461792 0.347813961 0.000290062 52.51912365VNEIVETNRPDSK 1 7661914 2xTMT6plex [N-Term; K13] 1.079 2.767967701 0 1959.091125 3 653.7017212 -0.26280849 -0.000171622 47.65458715DNNMAPYYEALCK 3 7661914 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.401321292 5.78 0 2047.002904 2 1024.003052 -1.991831261 -0.002038642 63.93066226SLIEEGGDWDR 6 7661914 1xTMT6plex [N-Term] 100 100 100 1.829430103 18.61 0 1505.743353 2 753.3741455 -1.552903668 -0.001169137 50.77578236DELMAAVR 4 7661914 1xTMT6plex [N-Term] 0.773 0.699 2.21202302 28.27 0 1133.61861 2 567.312439 -0.889876281 -0.00050439 56.5027457640254986 HSDL2 hydroxysteroid dehydrogenase-like protein 2 isoform 1 84263 NP_115679.2 20.33492823 1 8 8 22 418 45.366 7.99 0.7 0.91 0.84 0.81 Significant 0.0057 DGANIVIAAK 4 40254986 2xTMT6plex [N-Term; K10] 0.852 0.947 3.85930562 57.84 0 1429.877885 2 715.4430542 0.661957533 0.000473259 54.60273504KVESTGAVPEFK 4 40254986 3xTMT6plex [N-Term; K1; K12] 0.833 0.897 5.042764187 16.88 1 1979.178039 3 660.397583 0.079282123 5.23E-05 45.21117687LKPTMAFMSGK 2 40254986 3xTMT6plex [N-Term; K2; K11] 0.582 3.775013447 26.11 0 1898.121058 3 633.3809204 3.766783176 0.00238327 64.53930106GNMALAIK 4 40254986 2xTMT6plex [N-Term; K8] 1.042 0.456 3.061821461 27.99 0 1275.785899 2 638.3965454 -0.066672384 -4.25E-05 55.87261772ALPCIVDVR 3 40254986 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.585 100 2.90466857 29.86 0 1271.734309 2 636.3712158 0.665391048 0.0004231 61.63108772VAHILNISPPLNLNPVWFK 1 40254986 2xTMT6plex [N-Term; K19] 1.524760365 0 2630.55867 3 877.5239258 -0.549619465 -0.000481935 101.8762029SGAVEETFR 2 40254986 1xTMT6plex [N-Term] 0.872 2.707132101 25.95 0 1224.642182 2 612.8258667 1.857324916 0.001137279 37.77411745ACIPYLK 2 40254986 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.696 2.578758001 36.33 0 1322.790651 2 661.8969727 -3.01023257 -0.001990954 67.26772683237649012 EBNA1BP2 probable rRNA-processing protein EBP2 isoform 1 10969 NP_001153408.1 19.11357341 1 8 8 28 361 40.659 9.98 1.15 1.24 1.09 1.16 Significant 0.0014 GLLKPGLNVVLEGPK 6 237649012 3xTMT6plex [N-Term; K4; K15] 1.024 100 3.585397482 27.12 0 2221.425086 3 741.1469116 0.493310933 0.000365284 85.48312757AVDPEDDFQR 2 237649012 1xTMT6plex [N-Term] 1.026 3.542034864 48.41 0 1420.690589 2 710.8493652 0.608850904 0.000432494 45.31063153ESYDDVSSFR 4 237649012 1xTMT6plex [N-Term] 1.163 1.228 4.185458183 45.82 0 1433.674604 2 717.3342896 -9.278220034 -0.006650974 44.03834843KVQTEVLQK 2 237649012 3xTMT6plex [N-Term; K1; K9] 0.978 3.063028812 18.03 1 1760.124881 3 587.3795166 -0.502598038 -0.000294878 47.25606055RPTDYFAEMAK 6 237649012 2xTMT6plex [N-Term; K11] 1.429 1.135 100 2.96338892 11 0 1786.956212 3 596.3236694 0.136120169 8.11E-05 50.59374009VQTEVLQK 4 237649012 2xTMT6plex [N-Term; K8] 1.214 1.543 3.701994658 50.76 0 1402.866986 2 701.9376831 0.786504315 0.00055168 51.39225324QCLAEFK 2 237649012 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.007 2.67513895 22.93 0 1353.760079 2 677.3847046 1.517144522 0.001026925 51.85360932DLEWVER 2 237649012 1xTMT6plex [N-Term] 1.08 2.204805374 20.51 0 1175.625804 2 588.3161621 -0.643343526 -0.000378166 60.653341978499633 PLCH2 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase eta-2 isoform 1 9651 NP_055453.2 6.355932203 1 6 6 16 1416 154.572 7.84 0.68 1.09 1.3 1.03 Significant 0.03 AASVEEGDEGQDSPGGQSR 6 78499633 1xTMT6plex [N-Term] 0.716 5.099543571 65.12 0 2104.958049 3 702.3250122 1.156465372 0.000811437 17.4952968GTPEGACSVGHEGSVDAPAPSK 2 78499633 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C7] 0.56 3.793849945 25.74 0 2568.276436 3 856.7626953 -1.130502332 -0.000967814 38.87426191IISGQQLPKPR 2 78499633 2xTMT6plex [N-Term; K9] 1.304 3.502028942 7.62 0 1695.068146 3 565.6938477 -0.681878928 -0.000385277 42.0365207DVIETINK 2 78499633 2xTMT6plex [N-Term; K8] 1.503 3.611417294 31.84 0 1389.835352 2 695.4212646 -0.071276878 -4.95E-05 49.96323197GLLGIDGFTNYTR 3 78499633 1xTMT6plex [N-Term] 100 1.843188286 11.15 0 1655.895437 2 828.4526978 1.619835258 0.001341139 78.17720081SKAEEDVESGEDAGASR 1 78499633 2xTMT6plex [N-Term; K2] 0.837 3.722836018 1 2195.082805 3 732.3656006 -0.253385515 -0.000185401 41.88087984354983493 PCMT1 protein-L-isoaspartate(D-aspartate) O-methyltransferase isoform 2 5110 NP_001238978.1 27.97202797 1 7 7 39 286 30.339 6.73 0.89 0.92 0.64 0.82 Significant 0.012 LILPVGPAGGNQMLEQYDK 13 354983493 2xTMT6plex [N-Term; K19] 0.748 1.15 0.714 3.723372698 31.65 0 2501.383802 3 834.4656372 -0.576952207 -0.00048106 85.42765395VQLVVGDGR 10 354983493 1xTMT6plex [N-Term] 0.854 0.919 0.602 3.548187733 52.48 0 1171.699638 2 586.3543091 1.454275488 0.000851987 34.11147694MKPLMGVIYVPLTDK 4 354983493 3xTMT6plex [N-Term; K2; K15] 1.316 100 2.187405348 16.15 0 2392.431493 3 798.1474609 -1.531273732 -0.001221156 89.8867354MKPLMGVIYVPLTDKEK 3 354983493 4xTMT6plex [N-Term; K2; K15; K17] 100 100 2.126413107 0.51 1 2878.731981 4 720.4384766 0.03312917 2.38E-05 73.70821479DDPTLLSSGR 1 354983493 1xTMT6plex [N-Term] 1.303 2.045515537 0 1289.689861 2 645.3483887 -0.279064185 -0.000179953 44.71780427VIGIDHIK 4 354983493 2xTMT6plex [N-Term; K8] 0.942 0.864 3.077976704 29.01 0 1352.866592 3 451.6263428 -1.565046916 -0.000705767 50.61154588ALDVGSGSGILTACFAR 4 354983493 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.160878301 0.57 0 1924.015963 2 962.5090332 -2.688560724 -0.002586417 70.7504439155743118 RAB3GAP1 rab3 GTPase-activating protein catalytic subunit isoform 2 22930 NP_036365.1 11.9266055 1 9 9 23 981 110.454 5.55 1.14 1.18 1.16 Non-Significant #N/A KAENPQCLLGDFVTEFFK 2 55743118 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C7] 1.161 5.242866516 27.91 1 2830.541648 3 944.1853027 -0.10369283 -9.78E-05 116.6436502KVPNQYTHLSGLLDIFK 2 55743118 3xTMT6plex [N-Term; K1; K17] 1.047 3.22404027 13.72 1 2660.574269 4 665.899353 0.493592451 0.00032831 86.62838177LTEPASVPIHK 2 55743118 2xTMT6plex [N-Term; K11] 1.133 3.350492716 29.32 0 1649.999063 3 550.6723022 1.994272818 0.001096849 48.56839863AAAMTPPEEELKR 4 55743118 2xTMT6plex [N-Term; K12] 1.103 0.865 3.223381519 12.04 1 1901.056654 3 634.3562012 -1.369640599 -0.000867921 48.77964276GIFTSGTWEEK 2 55743118 2xTMT6plex [N-Term; K11] 1.016227245 6.86 0 1712.925958 2 856.9667358 0.138668975 0.000118765 60.54932757DYIEEEVIDEK 3 55743118 2xTMT6plex [N-Term; K11] 100 1.65569365 9.46 0 1839.962796 2 920.4829102 -2.311300809 -0.002126354 60.5829266AANPGCSLEDFVR 2 55743118 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 1.799148321 7.18 0 1664.826371 2 832.9163208 -0.604320339 -0.000503044 60.3839547VEEVLNDWK 4 55743118 2xTMT6plex [N-Term; K9] 100 100 1.903174162 18.22 0 1589.893929 2 795.4491577 -1.817964242 -0.001445185 75.02279419VKEEESLENISSVK 2 55743118 3xTMT6plex [N-Term; K2; K14] 1.673285604 4.9 1 2278.310903 3 760.1085815 0.126448461 9.60E-05 48.45297341109638749 SRP72 signal recognition particle subunit SRP72 isoform 1 6731 NP_008878.3 12.22056632 1 7 7 31 671 74.56 9.26 1.51 1.1 1.26 1.29 Significant 0.0084 GTQGATAGASSELDASK 6 109638749 2xTMT6plex [N-Term; K17] 0.833 1.563 4.456357002 66.24 0 2009.055134 2 1005.03064 -0.562878094 -0.000565427 36.84619538AIELLQEFSDQHPENAAEIK 4 109638749 2xTMT6plex [N-Term; K20] 2.181 2.860953093 24.7 0 2740.45578 3 914.1561279 -0.711480532 -0.000649927 95.71989005ELYGQVLYR 6 109638749 1xTMT6plex [N-Term] 1.487 1.065 1.699 3.201723814 45.42 0 1369.767717 2 685.3873901 -0.155804929 -0.000106708 53.7397708YDECLAVYR 6 109638749 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.416 1.81 2.014 3.304138184 45.16 0 1417.698317 2 709.3527832 -0.019308586 -1.37E-05 46.59061048EAISDLQQLWK 4 109638749 2xTMT6plex [N-Term; K11] 100 100 2.048441648 14.86 0 1789.026006 2 895.0162964 -0.385537471 -0.000344868 86.95956645DQNVFDSK 2 109638749 2xTMT6plex [N-Term; K8] 1.588 3.327316046 38.63 0 1410.762915 2 705.8847656 -0.468143862 -0.00033022 45.11469504ISQGNISK 3 109638749 2xTMT6plex [N-Term; K8] 0.831 1.048 3.266718149 12.83 0 1304.793821 2 652.899353 -1.833159595 -0.001195948 32.47816967354721184 RAB5C ras-related protein Rab-5C isoform b 5878 NP_001238968.1 30.92369478 1 3 5 33 249 27.019 8.66 1 1.08 1.09 1.06 Significant 0.00073 GVDLQENNPASR 6 354721184 1xTMT6plex [N-Term] 1.232 1.13 1.107 4.348600388 54.45 0 1528.7917 2 764.8996582 0.222375782 0.000169983 34.90133583AVEFQEAQAYADDNSLLFMETSAK 4 354721184 2xTMT6plex [N-Term; K24] 0.681 1.106 5.317511082 65.78 0 3136.554902 3 1046.189575 -0.232574938 -0.000243161 96.23191448AVEFQEAQAYADDNSLLFMETSAK 11 354721184 2xTMT6plex [N-Term; K24]; 1xOxidation [M19] 0.315 0.01 3.296340466 44.06 0 3152.549817 3 1046.189575 -0.232574938 -0.000243161 96.23191448LVLLGESAVGK 6 354721184 2xTMT6plex [N-Term; K11] 1.314 1.616 1.308 3.393401384 50.66 0 1543.98235 2 772.4936523 -1.504040833 -0.001161106 67.18055659FEIWDTAGQER 5 354721184 1xTMT6plex [N-Term] 0.484 100 2.254151583 19.73 0 1580.790637 2 790.8977051 -1.583817421 -0.001251842 64.36351387GAQAAIVVYDITNTDTFAR 1 354721184 1xTMT6plex [N-Term] 0.957831085 0 2255.186927 2 1128.095093 -1.781631969 -0.002008957 78.496594324503301 DECR1 2,4-dienoyl-CoA reductase, mitochondrial precursor 1666 NP_001350.1 25.97014925 1 7 7 25 335 36.045 9.28 0.67 0.67 0.79 0.71 Significant 0.0032 ATAEQISSQTGNK 4 4503301 2xTMT6plex [N-Term; K13] 0.713 0.676 5.127145767 69.82 0 1792.980512 2 896.9934082 -0.54232812 -0.000486192 38.37607475VAGHPNIVINNAAGNFISPTER 2 4503301 1xTMT6plex [N-Term] 0.667 5.085290432 36.94 0 2520.352035 3 840.788147 -0.852000832 -0.000715781 60.81881453VAFITGGGTGLGK 2 4503301 2xTMT6plex [N-Term; K13] 0.562 2.230656862 22.93 0 1635.983413 2 818.4949341 -0.502044172 -0.000410668 61.12310103LDPTGTFEK 5 4503301 2xTMT6plex [N-Term; K9] 0.698 1.007 0.729 3.105321169 38.39 0 1465.830266 2 733.4181519 -0.845424665 -0.000619625 57.49007024EQWDTIEELIR 6 4503301 1xTMT6plex [N-Term] 100 2.09801054 20.51 0 1660.874367 2 830.9384155 -2.897477021 -0.002406173 84.538317AMLPPNSFQGK 2 4503301 2xTMT6plex [N-Term; K11] 0.51 2.40073657 34.64 0 1647.929269 2 824.4691772 1.097748685 0.000904506 57.70369052SLAAEWGK 4 4503301 2xTMT6plex [N-Term; K8] 0.01 2.325453043 19.64 0 1319.772358 2 660.3905029 1.039269664 0.0006858 51.16044065256222019 RAB10 ras-related protein Rab-10 10890 NP_057215.3 29.5 1 4 6 112 200 22.527 8.38 0.78 0.75 0.77 0.76 Significant 0.00013 LLIIGDSGVGK 16 256222019 2xTMT6plex [N-Term; K11] 1.245 1.279 1.206 3.92585659 52.68 0 1529.9667 2 765.4867554 -0.304645724 -0.000233049 82.80666899NIDEHANEDVER 72 256222019 1xTMT6plex [N-Term] 0.756 0.746 0.755 4.378631592 52 0 1669.797907 2 835.4031372 0.653063498 0.000545242 26.02424421AFLTLAEDILR 12 256222019 1xTMT6plex [N-Term] 4.351 0.666 0.909 3.420464516 49.97 0 1490.877996 2 745.9423218 -0.421755042 -0.000314393 106.234501LQIWDTAGQER 64 256222019 1xTMT6plex [N-Term] 1.503 1.383 1.259 3.509291172 38.51 0 1545.822272 2 773.4157715 1.290341578 0.000997319 52.93626792ANINIEK 2 256222019 2xTMT6plex [N-Term; K7] 0.826 2.807040215 35.5 0 1259.772358 2 630.3902588 0.701172811 0.000441659 47.242113SFENISK 2 256222019 2xTMT6plex [N-Term; K7] 1.099 2.71204257 38.34 0 1282.740723 2 641.8746948 1.083522502 0.000694939 46.339835094505145 ME2 NAD-dependent malic enzyme, mitochondrial isoform 1 precursor 4200 NP_002387.1 15.92465753 1 8 8 29 584 65.402 7.61 0.73 0.86 0.76 0.78 Significant 0.0025 IETQDIQALR 2 4505145 1xTMT6plex [N-Term] 0.836 3.582774639 42.16 0 1415.805559 2 708.4069824 0.797548606 0.000564587 59.46077652GMAFTLQER 6 4505145 1xTMT6plex [N-Term] 0.688 1.659 0.916 3.505762815 56.88 0 1281.682273 2 641.3408203 -6.170737606 -0.003954462 48.954133AVVVTDGER 6 4505145 1xTMT6plex [N-Term] 0.689 0.743 0.745 3.671420813 52.39 0 1174.662918 2 587.8353882 0.495518483 0.000291034 38.56414172SEYDSLLPDVYEWPESASSPPVITE 2 4505145 1xTMT6plex [N-Term] 2.397406578 12.97 0 3039.45601 3 1013.823242 -0.275196449 -0.000278816 99.23695202SIVDNWPENHVK 5 4505145 2xTMT6plex [N-Term; K12] 0.857 0.854 3.43068552 26.53 0 1896.037968 3 632.6832275 -1.496886065 -0.000946051 51.36797624VISKPISEHK 2 4505145 3xTMT6plex [N-Term; K4; K10] 0.949 4.035048962 13.03 0 1825.15143 4 457.0437622 0.980010806 0.000447167 34.97355466LFTPDVIR 4 4505145 1xTMT6plex [N-Term] 1.014 0.945 2.530008078 25.88 0 1189.714225 2 595.3605347 -0.363376392 -0.000216157 73.24607125DPFYMGLYQK 2 4505145 2xTMT6plex [N-Term; K10] 2.001928568 16.36 0 1719.918035 2 860.4605713 -2.424244521 -0.002084751 74.77983518600971691 EPHX1 epoxide hydrolase 1 2052 NP_001278092.1 18.02197802 1 8 8 22 455 52.915 7.25 1.69 1.31 1.32 1.44 Significant 0.0075 VETSDEEIHDLHQR 2 600971691 1xTMT6plex [N-Term] 1.44 4.332228184 42.04 0 1936.956199 3 646.3235474 -0.056738586 -3.66E-05 36.32349066GGHFAAFEEPELLAQDIR 5 600971691 1xTMT6plex [N-Term] 0.875 3.08 3.475870609 43.83 0 2229.150147 3 743.7211914 -0.505345614 -0.000375497 87.69042137IIPLLTDPK 4 600971691 2xTMT6plex [N-Term; K9] 1.191 1.186 2.627042055 34.04 0 1467.955073 2 734.480957 -0.296683126 -0.000217759 89.27722952YLEDGGLER 2 600971691 1xTMT6plex [N-Term] 1.419 3.484381437 47.17 0 1280.668397 2 640.8387451 1.418536117 0.000908337 48.3469381DVELLYPVK 5 600971691 2xTMT6plex [N-Term; K9] 1.957 100 2.918189049 25.06 0 1533.929252 2 767.4675293 -0.958405512 -0.000735063 72.63063994VFYSLMR 2 600971691 1xTMT6plex [N-Term] 1.974 2.013749599 19.73 0 1144.638617 2 572.8230591 0.195890702 0.000112112 79.94256775FLSVLER 1 600971691 1xTMT6plex [N-Term] 100 1.680417538 20.05 0 1092.661461 2 546.835083 1.307061405 0.000714088 72.97746848EDDSIRPFK 1 600971691 2xTMT6plex [N-Term; K9] 1.247 2.387946367 0 1564.873528 3 522.2960815 0.104346392 5.44E-05 46.36460989664806097 DDX46 probable ATP-dependent RNA helicase DDX46 isoform 1 9879 NP_001287789.1 8.333333333 1 10 10 28 1032 117.389 9.29 1.08 1.36 1.21 1.22 Significant 0.0044 GAEIIVCTPGR 6 664806097 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.474 1.537 1.213 4.127524376 55.39 0 1401.772151 2 701.3898926 0.255202852 0.000178868 42.10269589MSQEEVNVFR 2 664806097 1xTMT6plex [N-Term] 1.747 3.782778263 35.68 0 1467.74633 2 734.3770142 0.287563528 0.000211035 61.8575525VVTVVTTK 2 664806097 2xTMT6plex [N-Term; K8] 1.37 3.272734165 44.95 0 1304.855359 2 652.930481 -1.282652461 -0.000836838 45.58894615LLVATSVAAR 2 664806097 1xTMT6plex [N-Term] 0.464 2.674508572 15.98 0 1229.777888 2 615.3916626 -1.495631614 -0.000919647 55.99953317DLIGIAK 6 664806097 2xTMT6plex [N-Term; K7] 1.177 0.953 1.207 3.185250044 40.34 0 1187.77638 2 594.3895874 -3.773652504 -0.002241128 58.22361885ELALQITK 2 664806097 2xTMT6plex [N-Term; K8] 1.8271029 18.64 0 1373.876823 2 687.4412231 -1.203158034 -0.000826495 55.52946969IEYEPFR 3 664806097 1xTMT6plex [N-Term] 1.459 2.639142513 24.44 0 1182.63564 2 591.8226318 1.984289831 0.001173346 56.88797417LNYVPLEK 2 664806097 2xTMT6plex [N-Term; K8] 1.468 2.393017769 24.14 0 1433.876823 2 717.4429321 1.230913133 0.000882489 65.3461931KAVVDSDK 2 664806097 3xTMT6plex [N-Term; K1; K8] 0.893 2.587870598 8.36 1 1548.956419 3 516.9898682 -0.882993089 -0.000455906 35.44613252LEMEGITVK 1 664806097 2xTMT6plex [N-Term; K9] 1.397380948 5.45 0 1477.870023 2 739.4387817 0.178754937 0.000132088 67.98840114589891 CDH3 cadherin-3 isoform 1 preproprotein 1001 NP_001784.2 13.26899879 1 6 6 22 829 91.362 4.75 1.03 0.7 0.84 0.86 Significant 0.012 DPAGWLAMDPDSGQVTAVGTLDREDEQFVR 4 14589891 1xTMT6plex [N-Term] 100 100 3.658463478 19.67 1 3504.690277 3 1168.900513 -0.939299568 -0.001097318 90.37067066ATYLIMGGDDGDHFTITTHPESNQGILTTR 2 14589891 1xTMT6plex [N-Term] 0.578 3.920933008 25.18 0 3490.711012 4 873.4324951 -0.819793228 -0.000715415 74.7256842IKEPLLLPEDDTR 3 14589891 2xTMT6plex [N-Term; K2] 2.234 100 5.009431839 32.36 1 1997.168313 3 666.3936768 -0.919234774 -0.000611956 61.25856927GLEARPEVVLR 6 14589891 1xTMT6plex [N-Term] 0.897 0.833 5.313036919 32.04 0 1467.884478 2 734.4451294 -1.019099909 -0.00074796 44.00121313DPHDLMFTIHR 2 14589891 1xTMT6plex [N-Term] 0.69 2.680198193 6.98 0 1610.831062 3 537.6151733 -0.059305082 -3.18E-05 46.67593972LTVTDLDAPNSPAWR 5 14589891 1xTMT6plex [N-Term] 2.080656052 17.13 0 1885.001692 2 943.0036621 -0.872604654 -0.000822431 63.2270862581295407 ACOT9 acyl-coenzyme A thioesterase 9, mitochondrial isoform a precursor 23597 NP_001032248.1 19.64285714 1 8 8 30 448 50.818 8.53 0.77 0.76 0.68 0.74 Significant 0.0015 EIVGASTNWR 8 81295407 1xTMT6plex [N-Term] 0.775 0.761 0.721 3.788369894 41.65 0 1361.73748 2 681.3723755 -0.003813832 -2.60E-06 43.67499604SLSPEQDIK 2 81295407 2xTMT6plex [N-Term; K9] 0.858 3.775741577 56.08 0 1474.85173 2 737.930542 1.408503874 0.001038667 45.73852258YLTVQNTVR 6 81295407 1xTMT6plex [N-Term] 0.919 0.709 0.558 3.536465645 35.11 0 1322.762966 2 661.8851929 0.108169182 7.15E-05 41.86995081SLEICHPQER 2 81295407 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.705 3.154707193 49.65 0 1497.768128 3 499.9271851 -0.751834812 -0.000375358 35.87239776DSYIEVLLPLGSEPELR 3 81295407 1xTMT6plex [N-Term] 1.864575148 8.76 0 2159.179716 2 1080.093506 0.00873422 9.43E-06 102.0285647EVPLVFPK 4 81295407 2xTMT6plex [N-Term; K8] 0.688 0.846 2.688926935 33.6 0 1386.876094 2 693.9413452 -0.490757837 -0.00034031 73.03545561GPAFVNPLIPESPEEEELFR 3 81295407 1xTMT6plex [N-Term] 1.667363167 3.86 0 2499.296871 2 1250.148804 -2.616863247 -0.003270159 93.74334722DSENKGPAFVNPLIPESPEEEELFR 2 81295407 2xTMT6plex [N-Term; K5] 1.744322181 0.97 1 3301.699258 3 1101.236694 -1.129119249 -0.001242671 90.590106165453559 ATP5H ATP synthase subunit d, mitochondrial isoform a 10476 NP_006347.1 44.72049689 1 7 7 36 161 18.479 5.3 0.94 0.86 0.82 0.88 Significant 0.0016 YTAQVDAEEK 6 5453559 2xTMT6plex [N-Term; K10] 0.884 0.903 0.858 5.031264305 55.91 0 1611.863023 2 806.4356689 0.644192844 0.000519175 36.41381305YTAQVDAEEKEDVK 4 5453559 3xTMT6plex [N-Term; K10; K14] 0.938 0.914 4.448607445 14.82 1 2312.258868 3 771.4237671 -0.916718495 -0.000706563 42.88734914SCAEWVSLSK 4 5453559 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.869 0.878 3.299847603 42.72 0 1624.876899 2 812.9420166 -0.087783188 -7.13E-05 52.44057446SWNETLTSR 6 5453559 1xTMT6plex [N-Term] 1.103 0.804 0.747 3.653652668 46.09 0 1322.690195 2 661.8482666 -0.709475944 -0.000469208 40.31325602AGLVDDFEK 6 5453559 2xTMT6plex [N-Term; K9] 100 100 0.46 2.583621264 31.22 0 1451.814616 2 726.4110107 0.08856804 6.43E-05 52.6085181LAALPENPPAIDWAYYK 8 5453559 2xTMT6plex [N-Term; K17] 0.655 1.51 1.571703553 8.65 0 2390.31604 2 1195.659546 -1.767332459 -0.002112242 86.26789823KYPYWPHQPIENL 2 5453559 2xTMT6plex [N-Term; K1] 0.687 2.126687288 9.39 1 2143.174067 3 715.0627441 -0.180973693 -0.000129286 73.165324964503249 DEK protein DEK isoform 1 7913 NP_003463.1 22.13333333 1 8 8 31 375 42.648 8.56 1.21 1.3 1.28 1.26 Significant 0.00047 KVYENYPTYDLTER 4 4503249 2xTMT6plex [N-Term; K1] 1.238 1.096 5.736172676 30.16 1 2249.185419 3 750.3999634 -0.036690297 -2.75E-05 55.34566622SGVNSELVK 2 4503249 2xTMT6plex [N-Term; K9] 3.305 3.467529535 47.18 0 1390.830601 2 695.9182739 -0.955888112 -0.000664739 36.11367474EPFTIAQGK 4 4503249 2xTMT6plex [N-Term; K9] 0.815 0.829 3.471764803 35.93 0 1448.851336 2 724.930603 1.789876313 0.001296632 54.75681222LLYNRPGTVSSLK 4 4503249 2xTMT6plex [N-Term; K13] 2.188 1.093 2.649197817 19.68 0 1906.152603 3 636.0550537 -1.0468507 -0.000665152 59.82154281SICEVLDLER 8 4503249 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.904 100 100 2.622478962 37.48 0 1462.777296 2 731.8936157 1.817867505 0.001329568 72.51130242LLASANLEEVTMK 3 4503249 2xTMT6plex [N-Term; K13] 100 100 1.912022948 6.87 0 1877.081806 2 939.043457 -1.155361206 -0.001084354 72.69053604KADSSTTK 2 4503249 3xTMT6plex [N-Term; K1; K8] 1.664 1.897671461 6.4 1 1524.920033 3 508.9779358 -0.511054308 -0.000259772 28.44904493SLIVEGK 4 4503249 2xTMT6plex [N-Term; K7] 1.353 1.607 3.189524889 43.81 0 1203.771295 2 602.3891602 -0.208800045 -0.000125674 44.671443294757952 CDC42 cell division control protein 42 homolog isoform 1 precursor 998 NP_001782.1 33.5078534 1 5 6 34 191 21.245 6.55 0.94 0.91 1.05 0.97 Significant 0.0019 QKPITPETAEK 6 4757952 3xTMT6plex [N-Term; K2; K11] 0.908 0.96 0.988 3.77215004 35.68 0 1929.162389 3 643.7258301 0.284156678 0.000182728 42.22770497CVVVGDGAVGK 4 4757952 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.401 1.145 4.194427013 61.12 0 1518.87142 2 759.9389038 -0.585278517 -0.000444481 46.20842263YVECSALTQK 4 4757952 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 0.979 1.106 4.81139946 65.22 0 1656.903114 2 828.9558105 0.742670914 0.000615267 52.69851485WVPEITHHCPK 10 4757952 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 0.938 0.88 4.137847424 35.03 0 1862.01473 4 466.2590027 -0.294953527 -0.000137302 43.56601866DDPSTIEK 6 4757952 2xTMT6plex [N-Term; K8] 0.916 1.084 1.082 2.908179045 26.59 0 1362.751682 2 681.8787842 -1.019944164 -0.000694965 38.05694263TPFLLVGTQIDLR 4 4757952 1xTMT6plex [N-Term] 1.660604358 9.1 0 1702.010072 2 851.5067749 -2.232210828 -0.001899623 90.21623458253970500 EWSR1 RNA-binding protein EWS isoform 1 2130 NP_053733.2 8.018154312 1 4 4 54 661 68.923 9.29 1.17 1.14 1.14 1.15 Significant 0.000076 GDATVSYEDPPTAK 16 253970500 2xTMT6plex [N-Term; K14] 1.032 1.157 1.107 3.692891836 59.77 0 1908.995493 2 954.9992676 -2.218419983 -0.002117477 39.17573423QDHPSSMGVYGQESGGFSGPGENR 15 253970500 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.258 1.209 1.219 5.92087698 56.03 0 2725.210986 3 903.7440186 0.528261322 0.000477058 46.66613122QDHPSSMGVYGQESGGFSGPGENR 4 253970500 1xTMT6plex [N-Term] 1.151 1.144 6.595939636 57.42 0 2709.216071 3 903.7440186 0.528261322 0.000477058 46.66613122AAVEWFDGKDFQGSK 6 253970500 3xTMT6plex [N-Term; K9; K15] 100 0.475 0.01 2.31251502 14.85 1 2372.285357 3 791.4317017 -2.025717318 -0.00160186 68.30080626AAVEWFDGK 13 253970500 2xTMT6plex [N-Term; K9] 1.221 0.946 1.203 2.974310875 39.55 0 1480.820036 2 740.9150391 1.867515925 0.001382728 69.872881234506619 RPL24 60S ribosomal protein L24 6152 NP_000977.1 40.12738854 1 7 7 54 157 17.768 11.25 1 0.82 1.16 0.99 Significant 0.0096 AITGASLADIMAK 14 4506619 2xTMT6plex [N-Term; K13] 1.575 0.963 1.257 4.358957291 53.15 0 1720.007913 2 860.5090332 1.672530823 0.001438383 78.93130023AITGASLADIMAK 6 4506619 2xTMT6plex [N-Term; K13]; 1xOxidation [M11] 100 100 2.040347815 32.24 0 1736.002828 2 860.5090332 1.672530823 0.001438383 78.93130023VELCSFSGYK 12 4506619 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 100 1.664 1.709 2.566382885 30.06 0 1647.88165 2 824.4436646 -0.969589313 -0.000798884 58.65763896GQSEEIQK 6 4506619 2xTMT6plex [N-Term; K8] 0.591 1.077 1.268 3.074550629 35.53 0 1376.778565 2 688.8917847 -1.650529809 -0.001136207 30.91614765CESAFLSK 4 4506619 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 1.196 1.56 3.489933729 45.71 0 1399.765558 2 700.3858032 -0.877393132 -0.000614072 56.30370879VFQFLNAK 6 4506619 2xTMT6plex [N-Term; K8] 100 100 0.562 2.841947317 34.83 0 1424.866592 2 712.93573 -1.690704993 -0.001204515 79.11972427TAMAAAK 4 4506619 2xTMT6plex [N-Term; K7] 0.434 1.107 2.997473717 29.36 0 1121.675286 2 561.3406372 -1.148679973 -0.000644223 29.28419726QINWTVLYR 2 4506619 1xTMT6plex [N-Term] 0.639 2.228389978 11.94 0 1421.810251 2 711.4091187 0.499429996 0.000355047 84.9484221875677353 ATAD3B ATPase family AAA domain-containing protein 3B isoform AAA-TOB3l 83858 NP_114127.3 13.7345679 1 2 9 39 648 72.527 9.2 1.33 1.07 0.96 1.12 Significant 0.0095 EALNLAQMQEQTLQLEQQSK 4 75677353 2xTMT6plex [N-Term; K20] 2.320689917 22.47 0 2788.491514 3 930.1676636 -1.103244291 -0.001025462 76.98893107DKWSNFDPTGLER 2 75677353 2xTMT6plex [N-Term; K2] 0.768 3.716917992 18.58 1 2023.06491 3 675.0255737 -1.355630548 -0.000914176 63.68956266ITVLEALR 6 75677353 1xTMT6plex [N-Term] 0.755 2.751456976 31.74 0 1143.729875 2 572.3683472 -0.399896927 -0.000228687 65.76668185LAQFDYGR 6 75677353 1xTMT6plex [N-Term] 0.869 1.234 0.894 3.082551956 36.92 0 1198.641788 2 599.8237305 -1.338216735 -0.000802021 46.63412623KQEESVQK 6 75677353 3xTMT6plex [N-Term; K1; K8] 1.478 0.641 1.18 3.211556673 18.37 1 1662.999346 3 555.0046997 0.119982665 6.65E-05 27.64099512GLGDRPAPK 5 75677353 2xTMT6plex [N-Term; K9] 0.685 0.64 2.706919193 10.91 0 1368.836355 3 456.9501343 -0.36912226 -0.000168423 33.02218728ATEEISK 6 75677353 2xTMT6plex [N-Term; K7] 1.334 1.066 0.955 3.089937449 32.78 0 1235.724739 2 618.3656616 -0.560074417 -0.000346049 34.08201742LFDWANTSR 2 75677353 1xTMT6plex [N-Term] 100 2.051692724 7.14 0 1338.700366 2 669.8536987 -0.182982741 -0.00012248 81.44349394DIAIATR 2 75677353 1xTMT6plex [N-Term] 0.793 2.404482365 27.11 0 988.598861 2 494.8033447 0.55821744 0.000275927 45.79610054217330646 SUB1 activated RNA polymerase II transcriptional coactivator p15 10923 NP_006704.3 44.88188976 1 6 6 55 127 14.386 9.6 1.38 1.16 1.17 1.24 Significant 0.0033 EQISDIDDAVR 11 217330646 1xTMT6plex [N-Term] 1.247 1.246 1.233 4.69092226 76.56 0 1489.769567 2 745.3890381 0.827082189 0.000616081 52.72747571GISLNPEQWSQLK 14 217330646 2xTMT6plex [N-Term; K13] 100 0.757 100 3.179294348 39.15 0 1958.111132 2 979.5595703 0.373617711 0.000365793 86.92689014EYWMDPEGEMKPGR 10 217330646 2xTMT6plex [N-Term; K11] 1.382 2.039 100 3.73035121 20.88 0 2183.066567 3 728.3601685 -0.2815255 -0.000204863 61.29978367DDNMFQIGK 12 217330646 2xTMT6plex [N-Term; K9] 1.591 1.263 3.09 2.751435041 33.63 0 1525.808485 2 763.4069214 -1.257619538 -0.000959443 57.59486001QVAPEKPVK 3 217330646 3xTMT6plex [N-Term; K6; K9] 1.504 2.849235296 10.84 0 1683.077203 3 561.6967163 -0.954860666 -0.000535701 38.81279358EYWMDPEGEMKPGR 2 217330646 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 1.204 1.802228689 0 2199.061482 3 728.3601685 -0.2815255 -0.000204863 61.29978367QVAPEKPVKK 1 217330646 4xTMT6plex [N-Term; K6; K9; K10] 0.946 2.5260005 1 2040.335098 4 510.8384399 -1.552614753 -0.000791964 36.94759703DDNMFQIGK 2 217330646 2xTMT6plex [N-Term; K9]; 1xOxidation [M4] 0.775 0.662 1.885123849 11.47 0 1541.8034 2 763.4069214 -1.257619538 -0.000959443 57.594860014507207 SRI sorcin isoform A 6717 NP_003121.1 35.35353535 1 7 7 27 198 21.662 5.59 0.98 1.06 1.09 1.04 Significant 0.00099 LSPQAVNSIAK 4 4507207 2xTMT6plex [N-Term; K11] 0.956 1.098 5.132446289 64.48 0 1585.967763 2 793.4859619 -1.964486258 -0.001557806 53.88618415SGTVDPQELQK 2 4507207 2xTMT6plex [N-Term; K11] 1.97 2.994875193 29.4 0 1659.931771 2 830.4702148 0.832508615 0.000690954 48.72606194ITFDDYIACCVK 6 4507207 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C9; C10] 1.128 0.01 2.436911583 17.18 0 1963.006927 2 982.0070801 -0.022289147 -2.19E-05 90.83834519QHFISFDTDR 5 4507207 1xTMT6plex [N-Term] 0.983 1.092 3.322480679 26.74 0 1494.753858 3 498.9229736 0.341065143 0.000169936 46.3586295ALTTMGFR 4 4507207 1xTMT6plex [N-Term] 0.943 1.012 3.154444695 34.01 0 1125.628781 2 563.3174438 -1.039254422 -0.000584907 54.22430044ELWAVLNGWR 2 4507207 1xTMT6plex [N-Term] 1.533259749 20.53 0 1472.82115 2 736.9133301 -1.199116234 -0.000883042 102.3089876LMVSMLDR 4 4507207 1xTMT6plex [N-Term] 1.354 2.211112499 20.83 0 1193.658366 2 597.3329468 0.209862968 0.000125252 76.70727933315707006 PGM3 phosphoacetylglucosamine mutase isoform 1 5238 NP_001186846.1 20.1754386 1 9 9 35 570 62.902 6 1.1 1.19 100 34.1 Non-Significant #N/A ATIEGYYQK 10 315707006 2xTMT6plex [N-Term; K9] 1.11 1.167 4.776262283 45.89 0 1530.856815 2 765.9324341 0.506980179 0.000388057 52.96741357GLTVQQWDALYTDLPNR 4 315707006 1xTMT6plex [N-Term] 100 2.413728476 28.08 0 2219.165798 2 1110.085327 -1.090429173 -0.001209922 86.71347685AEHLDHVMFR 2 315707006 1xTMT6plex [N-Term] 1.12 3.656452656 19.78 0 1483.767734 3 495.2604675 -0.596112241 -0.000294831 42.86255806LNHLCGADFVK 2 315707006 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.294 3.22936964 19.56 0 1731.961632 3 577.9918213 -0.416448494 -0.000240424 49.82737206VISTTDAER 2 315707006 1xTMT6plex [N-Term] 1.188 3.173310041 31.73 0 1220.668397 2 610.8377686 -0.111783532 -6.82E-05 34.66433137VLIDISEK 6 315707006 2xTMT6plex [N-Term; K8] 100 100 2.133925676 24.59 0 1374.860838 2 687.9335327 -0.763292024 -0.00052471 60.83236914AFVELTK 4 315707006 2xTMT6plex [N-Term; K7] 1.032 1.153 2.678491116 35.46 0 1265.786945 2 633.3967896 -0.50768294 -0.000321309 68.3430649YLEEVMK 4 315707006 2xTMT6plex [N-Term; K7] 2.216122389 13.15 0 1369.780145 2 685.3930664 -0.940973998 -0.000644464 56.65752903VYAEADSQESADHLAHEVSLAVFQLAGGIGERPQPGF 1 315707006 1xTMT6plex [N-Term] 1.159102082 0 4125.051502 4 1032.017334 -0.968606695 -0.000998888 108.8369715282165810 TJP2 tight junction protein ZO-2 isoform 3 9414 NP_001163887.1 8.026208026 1 9 9 26 1221 137.258 8.05 1.21 1.03 0.97 1.07 Significant 0.0045 SNPSAVAGNETPGASTK 2 282165810 2xTMT6plex [N-Term; K17] 100 3.350572109 24.83 0 2046.086768 2 1023.548157 1.10886625 0.001134418 37.93100933STGDIAGTVVPETNKEPR 2 282165810 2xTMT6plex [N-Term; K15] 1.119 4.53801012 20.74 1 2329.27636 3 777.0974121 0.568205709 0.000441169 52.4484705GFGIAVSGGR 6 282165810 1xTMT6plex [N-Term] 1.231 0.999 0.96 3.390760183 38.43 0 1149.657773 2 575.3320313 -0.85843807 -0.000493455 46.92257186VVDTLYDGK 3 282165810 2xTMT6plex [N-Term; K9] 1.167 2.851307869 42.64 0 1467.845916 2 734.4276733 1.467224634 0.00107683 51.19843482VAAIVVK 2 282165810 2xTMT6plex [N-Term; K7] 0.676 2.908056974 30.68 0 1157.802201 2 579.404541 -0.341931247 -0.000197944 47.32799626EDAVLYLLEIPK 2 282165810 2xTMT6plex [N-Term; K12] 1.137628317 5.71 0 1861.108673 2 931.0577393 -0.253050443 -0.000235477 97.20793202AFEVMDEFDGR 3 282165810 1xTMT6plex [N-Term] 100 1.693078279 10.28 0 1544.72526 2 772.8666992 0.558039363 0.000431009 68.10067782GDSFFIR 4 282165810 1xTMT6plex [N-Term] 1.283 1.276 2.21631074 28.39 0 1070.583211 2 535.7954102 0.310832915 0.000166386 63.0623534LQLVVLR 2 282165810 1xTMT6plex [N-Term] 1.089 2.353064537 32.85 0 1069.729481 2 535.3677979 -1.086393238 -0.000581073 73.03406719



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms7661952 SART3 squamous cell carcinoma antigen recognized by T-cells 3 9733 NP_055521.1 8.099688474 1 8 8 24 963 109.865 5.57 0.79 1.21 1.04 1.01 Significant 0.014 GADEDDEKEWGDDEEEQPSK 2 7661952 3xTMT6plex [N-Term; K8; K20] 0.606 3.635341167 34.68 1 2995.38956 3 999.1326294 -2.078102458 -0.002074909 40.26215707GADEDDEKEWGDDEEEQPSKR 2 7661952 3xTMT6plex [N-Term; K8; K20] 0.817 3.808490038 10.79 2 3151.490671 4 788.6312256 3.935230989 0.003100461 36.27450294GLALWEAYR 4 7661952 1xTMT6plex [N-Term] 0.745 3.558992386 33.08 0 1307.730938 2 654.3695679 0.7046038 0.000460716 93.86679379EELEEICK 4 7661952 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 0.813 1.388 3.499109983 38.11 0 1507.807817 2 754.4067993 -0.991238519 -0.000747299 55.9739194AVAAATYK 2 7661952 2xTMT6plex [N-Term; K8] 1.021 3.597460032 46.91 0 1252.766544 2 626.8859253 -1.572554816 -0.000985022 36.78462285EFESAIVEAAR 2 7661952 1xTMT6plex [N-Term] 0.677 1.139231205 4.13 0 1450.773925 2 725.8904419 -0.218773533 -0.000158695 45.14078837ALVENCLVPDLWIR 4 7661952 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 1.285169125 0.82 0 1927.06727 2 964.0369873 -0.296814042 -0.00028599 89.63642934LEGELTK 4 7661952 2xTMT6plex [N-Term; K7] 0.878 1.107 3.073089123 29.75 0 1247.761124 2 624.3821411 -3.300818849 -0.002059317 39.7212881223618867 SFXN1 sideroflexin-1 94081 NP_073591.2 23.29192547 1 5 6 37 322 35.596 9.07 0.74 0.83 0.78 0.78 Significant 0.0011 ILMAAPGMAIPPFIMNTLEK 5 23618867 2xTMT6plex [N-Term; K20] 100 3.106272697 33.67 0 2616.473151 3 872.8302002 1.107091788 0.000965559 114.228264NILLTNEQLESAR 2 23618867 1xTMT6plex [N-Term] 0.813 3.943117619 45.65 0 1729.964579 2 865.4796753 -7.228323757 -0.006252372 58.36499335QAITQVVVSR 8 23618867 1xTMT6plex [N-Term] 0.702 0.759 0.767 3.402709246 47.34 0 1329.805165 2 665.40625 0.04375829 2.91E-05 46.16468996LGESANAAK 6 23618867 2xTMT6plex [N-Term; K9] 0.863 1.082 0.848 3.866557598 31.99 0 1318.773086 2 659.8901978 0.025036765 1.65E-05 33.75913379WDQSTFLGR 16 23618867 1xTMT6plex [N-Term] 0.721 3.198917389 37.7 0 1338.700366 2 669.8536987 -0.182982741 -0.00012248 60.01792157YIYDSAFHPDTGEK 8 23618867 2xTMT6plex [N-Term; K14] 0.01 1.685 2.764460325 17.47 0 2101.064242 3 701.026001 -0.376975771 -0.000264017 50.413511034507401 TFAM transcription factor A, mitochondrial isoform 1 precursor 7019 NP_003192.1 26.01626016 1 8 8 29 246 29.078 9.72 0.86 0.8 0.95 0.87 Significant 0.0025 SAYNVYVAER 4 4507401 1xTMT6plex [N-Term] 0.841 0.889 4.174986839 45.92 0 1400.737145 2 700.8705444 -2.379413457 -0.001666466 44.78678423AEWQVYKEEISR 2 4507401 2xTMT6plex [N-Term; K7] 0.503 2.770509243 11.22 1 1996.090397 3 666.0349121 -0.107150395 -7.13E-05 67.93590899SWEEQMIEVGR 6 4507401 1xTMT6plex [N-Term] 100 0.01 2.521001339 36.49 0 1592.794008 2 796.9003296 -0.392693788 -0.00031274 64.36389542ELTLLGKPK 6 4507401 3xTMT6plex [N-Term; K7; K9] 0.747 1.199 0.843 2.398180008 13.79 0 1686.113254 3 562.7089233 -0.615119101 -0.00034572 57.27361714ELYIQHAK 4 4507401 2xTMT6plex [N-Term; K8] 0.959 4.232928276 37.14 0 1459.867321 2 730.4378052 0.693988795 0.000506566 42.43283566AEWQVYK 2 4507401 2xTMT6plex [N-Term; K7] 0.817 2.521301508 21.92 0 1381.788008 2 691.3977661 0.179409983 0.000123953 49.26302889AQNPDAK 2 4507401 2xTMT6plex [N-Term; K7] 0.865 2.367984295 14.41 0 1201.694107 2 601.3511963 0.839330175 0.000504309 27.72695932EQLPIFK 3 4507401 2xTMT6plex [N-Term; K7] 100 1.708668947 15.31 0 1332.829144 2 666.9179077 -0.454252006 -0.00030272 62.03848986291084742 PDHA1 pyruvate dehydrogenase E1 component subunit alpha, somatic form, mitochondrial isoform 2 precursor 5160 NP_001166925.1 18.69158879 1 9 9 42 428 47.549 8.54 0.71 0.7 0.78 0.73 Significant 0.0012 LEEGPPVTTVLTR 7 291084742 1xTMT6plex [N-Term] 0.853 3.397412539 34.28 0 1640.942052 2 820.9738159 -1.034286409 -0.000848602 61.79784243AAASTDYYK 6 291084742 2xTMT6plex [N-Term; K9] 0.623 0.666 0.749 4.687990189 57.91 0 1447.783316 2 724.3948975 -0.551089459 -0.000398929 32.31784598EILAELTGR 10 291084742 1xTMT6plex [N-Term] 0.881 100 3.154941797 49.93 0 1230.725518 2 615.8654175 -1.592214538 -0.00097979 81.69713756SKSDPIMLLK 2 291084742 3xTMT6plex [N-Term; K2; K10] 0.401 2.636333466 11.32 1 1819.133003 3 607.0491333 -0.085968236 -5.21E-05 72.02388507SDPIMLLK 6 291084742 2xTMT6plex [N-Term; K8] 100 100 100 2.114215136 26.61 0 1374.84308 2 687.9243774 -1.164836345 -0.000800734 64.35200121GGSMHMYAK 2 291084742 2xTMT6plex [N-Term; K9] 0.751 2.642935991 34.15 0 1439.753947 3 480.5897217 0.461626838 0.000221543 37.75841912GPILMELQTYR 3 291084742 1xTMT6plex [N-Term] 100 1.244495153 8.78 0 1549.860965 2 775.434021 -0.129094039 -0.000100039 67.63296306LPCIFICENNR 2 291084742 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C7] 0.713 2.574493408 8.06 0 1664.844998 2 832.9263916 0.305243506 0.000254092 84.59114975GDFIPGLR 4 291084742 1xTMT6plex [N-Term] 0.673 100 1.809938669 18.75 0 1103.64106 2 552.3239746 -0.351138848 -0.000193766 54.205320997657649 TMOD3 tropomodulin-3 29766 NP_055362.1 20.45454545 1 4 5 25 352 39.57 5.19 0.86 0.88 0.92 0.89 Significant 0.0004 ILPVFDEPPNPTNVEESLK 5 7657649 2xTMT6plex [N-Term; K19] 1.679 3.421646118 41.06 0 2596.42744 3 866.1473389 0.00883967 7.65E-06 93.64053041ALETNTHVK 6 7657649 2xTMT6plex [N-Term; K9] 0.836 0.877 0.931 3.723207474 49.45 0 1470.868049 3 490.9604187 -0.915089892 -0.000448659 31.93453095DREDYVPYTGEK 6 7657649 2xTMT6plex [N-Term; K12] 1.119 0.863 4.873404026 25.2 1 1929.995828 2 965.5016479 0.099180752 9.57E-05 43.12634828YKDLDEDELLGNLSETELK 4 7657649 3xTMT6plex [N-Term; K2; K19] 100 2.93068409 9.92 1 2911.57551 3 971.1968384 0.155182896 0.000150609 81.3695864QQLGTAVELEMAK 4 7657649 2xTMT6plex [N-Term; K13] 100 1.612885475 1.08 0 1876.061405 2 938.5337524 -0.62727008 -0.000588399 65.9799748941350320 MAGED2 melanoma-associated antigen D2 10916 NP_957516.1 15.01650165 1 6 6 36 606 64.914 9.32 1.75 1.7 1.47 1.64 Significant 0.0028 HLDGEEDGSSDQSQASGTTGGR 14 41350320 1xTMT6plex [N-Term] 100 100 1.466 5.132342815 50.98 0 2420.075932 3 807.3610229 -3.064603158 -0.002472191 28.18043129AQETEAAPSQAPADEPEPESAAAQSQENQDTRPK 2 41350320 2xTMT6plex [N-Term; K34] 1.549 4.029816628 18.71 0 4036.937209 4 1009.989197 -0.55771257 -0.000562863 40.16121122AAAEAAAEAK 6 41350320 2xTMT6plex [N-Term; K10] 1.837 1.704 1.657 4.69173336 60.03 0 1360.783651 2 680.8959351 0.692958934 0.000471484 41.69785144ALEVSEDVK 6 41350320 2xTMT6plex [N-Term; K9] 1.337 1.581 1.236 3.702529192 60.46 0 1447.840831 2 724.4233398 -0.986249641 -0.000713966 45.76155417IQAGAEAK 6 41350320 2xTMT6plex [N-Term; K8] 2.03 2.167 1.71 3.346024275 40.88 0 1245.756708 2 623.3817749 -0.348699959 -0.000217198 35.51388768FQAEASEK 2 41350320 2xTMT6plex [N-Term; K8] 1.805 3.050182104 43.35 0 1367.757101 2 684.3826904 0.733170659 0.0005014 35.0794518411321583 SUCLA2 succinyl-CoA ligase [ADP-forming] subunit beta, mitochondrial precursor 8803 NP_003841.1 15.55075594 1 8 8 28 463 50.285 7.42 0.74 0.56 0.75 0.68 Significant 0.0081 ALIADSGLK 4 11321583 2xTMT6plex [N-Term; K9] 0.578 0.541 3.86726141 58.41 0 1345.845523 2 673.4261475 -0.374662706 -0.000252119 55.08869283EQALQLAQK 4 11321583 2xTMT6plex [N-Term; K9] 0.855 0.429 4.179358006 50.35 0 1486.899349 2 743.9522095 -1.484044424 -0.001103312 56.03266323SPDEAYAIAK 2 11321583 2xTMT6plex [N-Term; K10] 0.697 4.021408081 48.79 0 1522.85173 2 761.9312744 2.326016417 0.001771089 51.05161865GTFESGLK 4 11321583 2xTMT6plex [N-Term; K8] 0.823 0.816 3.238937378 51.16 0 1296.756373 2 648.8823853 0.864216159 0.000560339 49.8513194INFDSNSAYR 4 11321583 1xTMT6plex [N-Term] 1.243 0.901 2.514864922 6.42 0 1415.711659 2 708.3579712 -2.114079636 -0.001496464 48.74605935AQVLAGGR 4 11321583 1xTMT6plex [N-Term] 0.656 0.698 2.649756908 39.13 0 1000.610094 2 500.808197 -0.976361359 -0.000488479 33.30807609LSEIVTLAK 4 11321583 2xTMT6plex [N-Term; K9] 100 2.162296534 18.82 0 1431.918687 2 716.4627686 -0.298166808 -0.000213475 69.64484593IVFSPEEAK 2 11321583 2xTMT6plex [N-Term; K9] 0.603 2.677930593 27.93 0 1477.866652 2 739.4367065 -0.348741926 -0.000257697 52.72846243388240808 SMC2 structural maintenance of chromosomes protein 2 10592 NP_001252531.1 6.599832916 1 8 8 19 1197 135.572 8.43 0.894 0.373 2.11 1.13 Non-Significant 0.16 AMNVLTEAEER 2 388240808 1xTMT6plex [N-Term] 0.804 4.333691597 47.1 0 1491.767459 2 746.3876343 0.357284029 0.000266492 61.12414744SLEDALAEAQR 2 388240808 1xTMT6plex [N-Term] 1.085 4.349336624 40.43 0 1431.764088 2 716.385376 -0.428001289 -0.000306398 67.23697902ALEEELAGLK 6 388240808 2xTMT6plex [N-Term; K10] 100 100 2.910498381 35.15 0 1530.91433 2 765.961792 1.291446775 0.000988547 75.73143899ASVSITFDNSDKK 2 388240808 3xTMT6plex [N-Term; K12; K13] 0.373 3.263547659 8.78 1 2099.195145 3 700.4033813 0.212182736 0.000148471 49.51167367DYDWINAER 2 388240808 1xTMT6plex [N-Term] 100 2.730063438 24.88 0 1410.68511 2 705.8457031 -0.694676646 -0.000489985 51.14486093EAEDGAAK 2 388240808 2xTMT6plex [N-Term; K8] 100 2.165686131 18.24 0 1248.683602 2 624.8450928 -0.555179169 -0.000346622 22.06031747ASNLQDLVYK 2 388240808 2xTMT6plex [N-Term; K10] 1.416807055 3.67 0 1608.936128 2 804.9706421 -1.318119641 -0.001060385 60.41970663AQEEVTK 1 388240808 2xTMT6plex [N-Term; K7] 1.629 2.96824646 0 1262.735638 2 631.8711548 -0.478959862 -0.0003024 29.43498335238776833 ALYREF THO complex subunit 4 10189 NP_005773.3 27.27272727 1 6 6 24 264 27.541 11.05 1.12 0.99 100 34.04 Non-Significant #N/A QQLSAEELDAQLDAYNAR 4 238776833 1xTMT6plex [N-Term] 1.423 3.405504704 19.33 0 2264.135619 2 1132.572266 0.722191721 0.00081757 91.90431802QLPDKWQHDLFDSGFGGGAGVETGGK 2 238776833 3xTMT6plex [N-Term; K5; K26] 1.119 4.033966064 9.49 1 3390.768564 4 848.4468994 -0.824743328 -0.000699128 69.15980377MDMSLDDIIK 4 238776833 2xTMT6plex [N-Term; K10] 1.51 0.709 2.797983408 33.55 0 1638.884686 2 819.9454956 -0.59296366 -0.0004859 85.54093701SLGTADVHFER 8 238776833 1xTMT6plex [N-Term] 1.09 0.998 4.793780804 53.62 0 1460.769508 3 487.5947571 0.143821618 7.00E-05 48.7610614WQHDLFDSGFGGGAGVETGGK 4 238776833 2xTMT6plex [N-Term; K21] 0.662 100 2.690335989 11.25 0 2580.288321 3 860.7678223 0.229566157 0.000197449 79.56097526AAVHYDR 2 238776833 1xTMT6plex [N-Term] 100 1.818975687 20.36 0 1060.573709 2 530.7907104 0.410549907 0.000217709 20.044067785031699 FLOT1 flotillin-1 isoform 1 10211 NP_005794.1 13.1147541 1 5 5 26 427 47.326 7.49 1.55 1.56 1.58 1.56 Significant 0.000032 DIHDDQDYLHSLGK 8 5031699 2xTMT6plex [N-Term; K14] 1.569 1.575 1.637 4.014863491 42.25 0 2114.091853 4 529.2779541 -0.883071257 -0.000466723 48.53733911GEAEAFAIGAR 4 5031699 1xTMT6plex [N-Term] 1.628 1.469 4.047030449 52.93 0 1320.71093 2 660.8594971 0.595937087 0.00039353 45.07494823AQQVAVQEQEIAR 4 5031699 1xTMT6plex [N-Term] 1.532 1.579 3.197881937 38.91 0 1698.933613 2 849.9705811 0.160412021 0.000136265 46.15099219AAYDIEVNTR 6 5031699 1xTMT6plex [N-Term] 1.496 1.439 1.51 4.12475729 58.23 0 1380.73206 2 690.869751 0.119902427 8.28E-05 40.68494433VQVQVVER 4 5031699 1xTMT6plex [N-Term] 1.721 1.575 2.952682257 35.09 0 1185.715288 2 593.3615112 0.386442633 0.000229105 46.237526341350333 TBCD tubulin-specific chaperone D 6904 NP_005984.3 7.88590604 1 7 7 16 1192 132.515 6.19 1.21 0.73 1.11 1.02 Significant 0.02 AVTHTSPEDVSFAESR 3 41350333 1xTMT6plex [N-Term] 1.167 0.71 5.057061195 53.21 0 1961.9766 3 654.663269 -0.686017914 -0.00044865 41.02934941AASAAFQENVGR 4 41350333 1xTMT6plex [N-Term] 1.525 0.776 5.026260376 55.28 0 1449.764757 2 725.3858643 -0.210361283 -0.000152487 40.51182899LAAQENRPVTDHLDEQAVQGLK 2 41350333 2xTMT6plex [N-Term; K22] 1.867 5.369969845 10.89 0 2890.578689 4 723.3948975 -7.240548866 -0.005232344 48.0811095VIEQLLVGLK 2 41350333 2xTMT6plex [N-Term; K10] 100 2.485568762 33.63 0 1570.034386 2 785.5196533 -1.50050177 -0.00117792 104.303591DAAAVLVSR 2 41350333 1xTMT6plex [N-Term] 0.722 2.81172061 19.22 0 1130.673088 2 565.8395996 -1.031139117 -0.000582941 41.18058667GDTVIDGWQWLINDTLR 1 41350333 1xTMT6plex [N-Term] 1.273097515 0 2231.165798 2 1116.084473 -1.850524737 -0.002064414 111.0685765GDVGTWVR 2 41350333 1xTMT6plex [N-Term] 1.08 2.868470192 21.8 0 1118.615574 2 559.8115845 0.284892612 0.000159343 50.0508132431543397 PGK2 phosphoglycerate kinase 2 5232 NP_620061.2 13.66906475 1 2 6 56 417 44.767 8.54 0.87 0.78 0.71 0.78 Significant 0.0034 LGDVYVNDAFGTAHR 8 31543397 1xTMT6plex [N-Term] 1.085 1.506 1.088 2.689470053 45.39 0 1863.955077 3 621.9897461 -0.210100959 -0.00013054 54.15234591VSHVSTGGGASLELLEGK 2 31543397 2xTMT6plex [N-Term; K18] 2.696338892 18.62 0 2199.238518 3 733.7507935 -0.313958173 -0.000230156 69.09001014FHVEEEGK 20 31543397 2xTMT6plex [N-Term; K8] 0.81 0.844 0.818 3.318857431 38.03 0 1432.783651 2 716.8949585 -0.705031644 -0.000505079 36.93286401VDFNVPMK 8 31543397 2xTMT6plex [N-Term; K8] 0.83 1.012 1.723 2.499948978 22.86 0 1407.807029 2 704.4065552 -0.848730269 -0.000597424 57.96455976KELDYFAK 4 31543397 3xTMT6plex [N-Term; K1; K8] 0.857 0.765 2.900671959 12.22 1 1701.019019 3 567.6776123 -0.432409003 -0.000245179 53.03462542ELDYFAK 6 31543397 2xTMT6plex [N-Term; K7] 0.998 0.828 0.708 3.126049995 25.17 0 1343.761124 2 672.3843994 0.296159874 0.000198984 57.43141611VDFNVPMK 8 31543397 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.43 0.291 1.642998815 19.1 0 1423.801944 2 704.4065552 -0.848730269 -0.000597424 57.96455976970259878 AK1 adenylate kinase isoenzyme 1 isoform 2 203 NP_001305051.1 40 1 7 7 46 210 23.396 8.6 0.75 0.8 0.78 0.77 Significant 0.00035 EVQQGEEFER 16 970259878 1xTMT6plex [N-Term] 0.804 0.799 0.816 4.428756237 59.12 0 1479.727703 2 740.3678589 0.499107664 0.000369272 33.44264854GQLVPLETVLDMLR 6 970259878 1xTMT6plex [N-Term] 0.7 0.516 0.622 3.816957474 40.76 0 1813.045472 2 907.0259399 -0.47893845 -0.000434169 113.1581144KVNAEGSVDSVFSQVCTHLDALK 4 970259878 3xTMT6plex [N-Term; K1; K23]; 1xCarbamidomethyl [C16] 1.649394393 9.53 1 3191.733759 4 798.6886597 -0.297731013 -0.00023757 80.53180435ATEPVIAFYEK 4 970259878 2xTMT6plex [N-Term; K11] 0.55 0.757 3.255755901 39 0 1725.982744 2 863.494873 -0.159136151 -0.000137333 71.8938725GFLIDGYPR 8 970259878 1xTMT6plex [N-Term] 100 2.875569344 39.17 0 1266.704389 2 633.8562622 0.678290902 0.000429597 68.66187878LSEIMEK 6 970259878 2xTMT6plex [N-Term; K7] 100 100 0.492 2.528501034 29.53 0 1307.764495 2 654.385498 -0.593062629 -0.000387793 54.72916812VDDNEETIKK 2 970259878 3xTMT6plex [N-Term; K9; K10] 0.5 2.296337366 4.92 1 1878.078719 3 626.6964722 -2.052883117 -0.001285159 42.39569712665505985 MRPS34 28S ribosomal protein S34, mitochondrial isoform 1 65993 NP_001287829.1 40 1 7 7 18 225 26.316 9.89 0.53 1.09 1.03 0.88 Significant 0.038 VRPDYTAQNLDHGK 4 665505985 2xTMT6plex [N-Term; K14] 1.144 1.032 5.503277779 25.78 0 2072.128908 4 518.7880249 0.657318843 0.000340512 33.80596052HEEEAFTAFTPAPEDSLASVPYPPLLR 2 665505985 1xTMT6plex [N-Term] 2.346651554 5.91 0 3213.63056 3 1071.880615 -1.016932971 -0.001089349 95.84171643DSQLYAVDYETLTRPFSGR 2 665505985 1xTMT6plex [N-Term] 2.959849119 16.53 0 2447.240419 3 816.4174805 -1.034113253 -0.000843575 82.91399486KSWLWQHDEPCYWR 2 665505985 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C11] 0.417 4.23882103 11.2 1 2449.227576 4 613.0618286 -0.853970001 -0.000522892 72.65905776SWLWQHDEPCYWR 2 665505985 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.811 3.059533119 13.2 0 2091.969681 3 697.994873 0.183898757 0.000128237 79.18231302AWGILTFK 4 665505985 2xTMT6plex [N-Term; K8] 0.547 0.649 3.612131834 39.58 0 1393.860779 2 697.4332886 -1.060515932 -0.000739106 95.34306128LPLFGLGR 2 665505985 1xTMT6plex [N-Term] 1.34 2.080417156 19.58 0 1101.698181 2 551.3520508 -1.230979158 -0.000678084 102.950981711641261 ERAP2 endoplasmic reticulum aminopeptidase 2 64167 NP_071745.1 8.854166667 1 9 9 27 960 110.391 6.71 1 1.12 1.09 1.07 Significant 0.0011 LACDLNHAPCIQK 2 11641261 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C3; C10] 1.084 4.055279255 40.1 0 1998.066508 3 666.6896362 -6.082079123 -0.0040508 46.94934342GACILNMLK 4 11641261 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 2.519 2.173081398 37.82 0 1477.863498 2 739.4351196 -0.36217972 -0.000267626 77.9918247ILYALSTSK 2 11641261 2xTMT6plex [N-Term; K9] 1.095 3.624553204 46.12 0 1453.903037 2 727.4545898 -0.780184421 -0.000567156 95.18954825GIIQYLK 4 11641261 2xTMT6plex [N-Term; K7] 1.026 1.124 2.990113258 30.09 0 1292.83423 2 646.9198608 -1.380370562 -0.000892295 69.24085584AAELFSQWMESSGK 3 11641261 2xTMT6plex [N-Term; K14] 1.548894286 4.89 0 2029.046483 2 1015.028137 1.239283616 0.001257282 101.0025501LNIPTDVLK 4 11641261 2xTMT6plex [N-Term; K9] 1.209 1.124 2.139033318 26.39 0 1470.929586 2 735.9678345 -0.811829946 -0.000597072 78.40655375DFLGEEK 2 11641261 2xTMT6plex [N-Term; K7] 1.153 3.048680544 38.43 0 1295.724739 2 648.3670044 1.538481904 0.000996725 52.69518754FPWQELR 2 11641261 1xTMT6plex [N-Term] 0.435 2.102330923 15.78 0 1204.667609 2 602.8370361 -0.675351747 -0.000406787 73.4420129GQQLAWDFVR 4 11641261 1xTMT6plex [N-Term] 0.709 2.007273674 15.19 0 1448.784764 2 724.895874 -0.20201284 -0.000146337 79.15943625325652037 TCEB1 transcription elongation factor B polypeptide 1 isoform a 6921 NP_001191788.1 56.25 1 5 5 29 112 12.465 4.78 1.11 1.41 1.19 1.24 Significant 0.0052 TYGGCEGPDAMYVK 6 325652037 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 1.023 1.117 3.620963335 46.93 0 2005.976355 2 1003.494629 2.804670397 0.002813051 54.16020847AMLSGPGQFAENETNEVNFR 12 325652037 1xTMT6plex [N-Term] 2.169 1.235 3.738752127 38.03 0 2440.176438 3 814.0623779 -1.580988521 -0.001285964 67.96377993LISSDGHEFIVK 4 325652037 2xTMT6plex [N-Term; K12] 1.092 1.168 4.178396702 22.89 0 1803.041656 3 601.6852417 -0.268492046 -0.000161367 69.84459431EIPSHVLSK 4 325652037 2xTMT6plex [N-Term; K9] 1.111 3.440357685 45.34 0 1467.893535 2 734.4511719 1.043542984 0.000765905 44.91022235VCMYFTYK 3 325652037 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.585756779 11.02 0 1569.820964 2 785.4139404 -0.229408724 -0.000180065 79.1699825825777713 SKP1 S-phase kinase-associated protein 1 isoform b 6500 NP_733779.1 61.34969325 1 8 8 38 163 18.646 4.54 0.95 1.02 0.85 0.94 Significant 0.0027 NDFTEEEEAQVR 8 25777713 1xTMT6plex [N-Term] 1.044 1.571 0.999 4.282624722 49.9 0 1695.802324 2 848.4063721 1.853724683 0.001571775 43.49251657VIQWCTHHKDDPPPPEDDENKEK 2 25777713 4xTMT6plex [N-Term; K9; K21; K23]; 1xCarbamidomethyl [C5] 0.735 4.618992805 12.33 2 3730.93051 5 746.991394 -0.709352573 -0.000529309 49.78449219GLLDVTCK 10 25777713 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 0.955 0.964 0.815 3.603819132 36.27 0 1363.801943 2 682.40448 -0.190752817 -0.000130075 64.03657312TMLEDLGMDDEGDDDPVPLPNVNAAILK 4 25777713 2xTMT6plex [N-Term; K28] 1.73800838 4.07 0 3455.732608 3 1152.582031 -0.308904108 -0.00035583 96.99433827ENQWCEEK 2 25777713 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.54 2.75017333 24.56 0 1580.777913 2 790.8935547 1.214145886 0.000959648 40.27017255RTDDIPVWDQEFLK 4 25777713 2xTMT6plex [N-Term; K14] 2.822559834 18.38 1 2220.206489 3 740.7400513 -0.400269709 -0.000296227 72.00177291TVANMIK 4 25777713 2xTMT6plex [N-Term; K7] 0.896 0.836 3.227581501 33.04 0 1234.75935 2 617.8828735 -0.712462463 -0.00043986 48.98833494TDDIPVWDQEFLK 4 25777713 2xTMT6plex [N-Term; K13] 1.27808857 1.3 0 2064.105378 2 1032.555908 -0.406226232 -0.000419247 80.5667369824497620 SRP68 signal recognition particle subunit SRP68 isoform 1 6730 NP_055045.2 11.48325359 1 6 6 30 627 70.686 8.56 0.94 1.36 2.06 1.45 Significant 0.047 QVPGGGGGGGSGGGGGSGGGGSGGGR 16 24497620 1xTMT6plex [N-Term] 1.77 1.322 2.057 5.701799393 84.13 0 2072.965535 3 691.6600952 0.095445162 6.60E-05 24.81661476QAATMSEVEWR 4 24497620 1xTMT6plex [N-Term] 0.982 1.294 4.262550354 57.49 0 1536.767793 2 768.8878174 0.367541295 0.000282413 46.47281011VTEELLTDNR 4 24497620 1xTMT6plex [N-Term] 1.139 3.908982515 44.66 0 1418.768839 2 709.8873291 -1.027353318 -0.000728788 57.9282117AWSYAMQLK 2 24497620 2xTMT6plex [N-Term; K9] 2.128400326 29.33 0 1555.870691 2 778.4391479 0.210723449 0.000163929 80.14752087LEALITQTR 2 24497620 1xTMT6plex [N-Term] 100 1.959138393 15.9 0 1273.767717 2 637.3858643 -2.563398594 -0.001632587 62.32335668DAIQVVR 2 24497620 1xTMT6plex [N-Term] 0.859 2.197268724 14.36 0 1029.62541 2 515.31604 -0.589157833 -0.000303306 38.69216246731184192 FDXR NADPH:adrenodoxin oxidoreductase, mitochondrial isoform 4 2232 NP_001244942.2 21.64750958 1 8 8 24 522 57.306 9.11 0.67 0.61 0.63 0.64 Significant 0.00077 HPQAHVDIYEK 6 731184192 2xTMT6plex [N-Term; K11] 0.578 0.606 4.505208015 30.42 0 1794.990289 3 599.0007324 -1.473598153 -0.000881698 43.82867649TPQICVVGSGPAGFYTAQHLLK 5 731184192 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C5] 0.474 2.590657711 18.64 0 2802.537677 3 934.8497925 -1.017805619 -0.000950813 77.50629899LVDPQEMLR 4 731184192 1xTMT6plex [N-Term] 0.695 0.798 2.956931591 31.75 0 1329.739788 2 665.3737183 0.27985433 0.000186067 73.08085906LEGVDEATR 2 731184192 1xTMT6plex [N-Term] 0.73 3.088801384 45.43 0 1218.652747 2 609.8300171 0.00876352 5.34E-06 39.74311553AVPTGDMEDLPCGLVLSSIGYK 2 731184192 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C12] 0.01 2.294743299 16 0 2780.46146 3 927.4884644 -3.819457219 -0.003539951 93.82275065ALEIPGEELPGVCSAR 2 731184192 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.10141623 1.07 0 1927.015628 2 964.0098877 -1.624003111 -0.00156474 62.26447974SPQQVLPSPDGR 2 731184192 1xTMT6plex [N-Term] 0.613 2.465145588 14.27 0 1509.822272 2 755.4143677 -0.538459693 -0.000406489 45.40058709GVRPVSFSDWEK 1 731184192 2xTMT6plex [N-Term; K12] 0.966944098 0.06 0 1865.032154 3 622.3487549 -0.237256801 -0.000147497 51.594735254557014 CAT catalase 847 NP_001743.1 18.59582543 1 8 8 35 527 59.719 7.39 0.8 0.99 0.95 0.91 Significant 0.004 GAGAFGYFEVTHDITK 2 4557014 2xTMT6plex [N-Term; K16] 100 2.5862782 19.22 0 2171.153725 3 724.390564 1.572074097 0.001137738 72.33808117DPASDQMQHWK 4 4557014 2xTMT6plex [N-Term; K11] 0.918 0.887 3.842044592 14.03 0 1800.910324 3 600.9751587 0.332384245 0.000199531 49.24389372DPILFPSFIHSQK 4 4557014 2xTMT6plex [N-Term; K13] 1.109 2.676269293 20.01 0 1987.141704 3 663.0524292 0.518351386 0.000343346 76.25611388LCENIAGHLK 6 4557014 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.731 1.078 1.006 3.642959118 24.17 0 1612.924518 3 538.3082275 -8.920921376 -0.004796258 47.06894478DYPLIPVGK 4 4557014 2xTMT6plex [N-Term; K9] 100 100 1.969594359 24.69 0 1459.892473 2 730.4499512 0.104804808 7.65E-05 62.46505866DAQIFIQK 3 4557014 2xTMT6plex [N-Term; K8] 0.952 2.791154146 13.28 0 1420.856422 2 710.9313965 -0.637095512 -0.000452611 63.6979197AFYVNVLNEEQR 4 4557014 1xTMT6plex [N-Term] 100 1.602546811 10.33 0 1710.90125 2 855.9551392 1.023706256 0.00087573 68.85969988GPLLVQDVVFTDEMAHFDR 8 4557014 1xTMT6plex [N-Term] 100 1.453348279 5.73 0 2418.232497 3 806.7484131 -0.748812279 -0.000603601 88.211597678923541 C1orf123 UPF0587 protein C1orf123 isoform 1 54987 NP_060357.1 55.625 1 6 6 28 160 18.037 5.01 1.07 1.28 1.23 1.19 Significant 0.0028 AQESVGIYEVTHQFVK 7 8923541 2xTMT6plex [N-Term; K16] 1.285 1.075 3.787642479 38.43 0 2293.259253 3 765.0916748 0.531171546 0.000406038 75.81931506GLEPVDFQPQAGFAAEGVESGTAFSDINLQEK 2 8923541 2xTMT6plex [N-Term; K32] 1.108 3.136943102 24.16 0 3809.92742 4 953.237915 0.632753852 0.000602687 97.09190789ATLENITNLRPVGEDFR 3 8923541 1xTMT6plex [N-Term] 0.743 2.329538107 3.9 0 2174.176697 3 725.3986206 2.121270278 0.001537339 76.2178667LMDSVALK 4 8923541 2xTMT6plex [N-Term; K8] 0.908 1.302 3.064591646 48.39 0 1334.81178 2 667.9092407 -0.430611039 -0.000287392 71.32756263TIVEFECR 6 8923541 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.089 1.302 1.14 3.307622433 40.37 0 1282.666289 2 641.8330078 -5.886024343 -0.003774902 46.27734368DWTDYDEK 6 8923541 2xTMT6plex [N-Term; K8] 1.193 1.281 1.299 4.04632473 44.43 0 1529.75241 2 765.3796997 -0.187681311 -0.000143553 47.4212169324797106 FAF2 FAS-associated factor 2 23197 NP_055428.1 16.40449438 1 5 5 23 445 52.591 5.62 1.06 1.01 0.79 0.95 Significant 0.0075 AHPVFYQGTYSQALNDAK 4 24797106 2xTMT6plex [N-Term; K18] 1.029 5.691072941 50.28 0 2468.297429 3 823.437439 0.135415014 0.000111415 64.37448229QQQDEAYLASLR 4 24797106 1xTMT6plex [N-Term] 1.124 1.147 4.504086971 77.98 0 1650.864865 2 825.9359131 -0.190910917 -0.000157584 61.66416259LLQFQDLTGIESMDQCR 4 24797106 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.103 2.436789036 28.48 0 2283.131069 3 761.7148438 -0.477655451 -0.000363517 90.82226032HTLEQHNWNIEAAVQDR 7 24797106 1xTMT6plex [N-Term] 0.697 0.768 0.712 3.99019599 25.51 0 2290.152607 3 764.055542 -0.233304731 -0.000178101 44.95679633FQIEANFPR 4 24797106 1xTMT6plex [N-Term] 1.814 3.436188698 37.37 0 1350.736751 2 675.8719482 -0.097321425 -6.57E-05 74.897400569845297 DIABLO diablo homolog, mitochondrial isoform 1 precursor 56616 NP_063940.1 36.82008368 1 7 7 31 239 27.114 5.9 0.82 0.83 0.76 0.8 Significant 0.00074 AESEQEAYLR 6 9845297 1xTMT6plex [N-Term] 0.655 0.724 0.836 4.101650238 56.81 0 1424.721889 2 712.8632202 -1.912773527 -0.001362585 35.01372459AESEQEAYLRED 6 9845297 1xTMT6plex [N-Term] 0.878 0.806 0.921 4.084736824 53.1 1 1668.791425 2 834.8996582 0.368438045 0.000307423 36.80772238LQVEEVHQLSR 6 9845297 1xTMT6plex [N-Term] 0.822 0.843 0.73 4.332963943 58.31 0 1566.880121 3 522.9645996 -0.558652741 -0.000291781 48.91265266SEPHSLSSEALMR 2 9845297 1xTMT6plex [N-Term] 0.801 4.077042103 24.68 0 1672.852585 3 558.2889404 -0.189760258 -0.000105814 42.75415332LAEAQIEELR 4 9845297 1xTMT6plex [N-Term] 1.665 2.247805834 18.07 0 1400.79466 2 700.9008789 -0.127661466 -8.94E-05 52.20072828LETTWMTAVGLSEMAAEAAYQTGADQASITAR 4 9845297 1xTMT6plex [N-Term] 2.103167772 1 0 3573.740263 3 1191.915894 -1.996789194 -0.002378669 112.0418708AVYTLTSLYR 3 9845297 1xTMT6plex [N-Term] 100 1.191697001 0.48 0 1415.809582 2 708.4076538 -1.09538234 -0.000775426 61.40430831335335014 GDA guanine deaminase isoform a 9615 NP_001229434.1 15.49893843 1 6 6 26 471 52.804 5.85 0.306 0.158 0.447 0.3 Non-Significant 0.067 DLHIQSHISENRDEVEAVK 6 335335014 2xTMT6plex [N-Term; K19] 0.306 0.134 5.195330143 20.12 1 2677.430963 4 670.1135254 0.488943513 0.000327278 41.73729188NIEEVYVGGK 4 335335014 2xTMT6plex [N-Term; K10] 0.01 0.261 3.566248655 41.26 0 1565.893929 2 783.4506226 0.025108462 1.97E-05 50.58516951ETTEESIKETER 6 335335014 2xTMT6plex [N-Term; K8] 0.62 0.134 0.879 3.422684669 15.99 1 1910.011872 3 637.3423462 0.321225343 0.000204515 32.41909108ETTEESIK 4 335335014 2xTMT6plex [N-Term; K8] 0.144 0.217 3.103291035 41.74 0 1394.777896 2 697.8918457 -1.062250666 -0.000740802 36.70534437FVSEMLQK 4 335335014 2xTMT6plex [N-Term; K8] 0.01 0.01 2.731832266 29.21 0 1439.833243 2 720.4188232 -1.995672512 -0.001436718 80.22657151ASDSPIDLFYGDFFGDISEAVIQK 2 335335014 2xTMT6plex [N-Term; K24] 2.700586557 5.72 0 3092.586854 3 1031.531006 -2.712807197 -0.002796531 116.987719556549121 DNM2 dynamin-2 isoform 1 1785 NP_001005360.1 10 1 9 9 44 870 98.003 7.44 0.96 0.93 0.95 0.95 Significant 0.000087 QEIEAETDR 6 56549121 1xTMT6plex [N-Term] 0.965 1.182 100 3.726660728 51.79 0 1319.66404 2 660.3356934 0.05329292 3.52E-05 32.45590277GMEELIPLVNK 6 56549121 2xTMT6plex [N-Term; K11] 0.01 2.154406548 28.2 0 1701.002099 2 851.0031738 -1.780335104 -0.001514177 75.8499395FTDFDEVR 4 56549121 1xTMT6plex [N-Term] 1.094 2.321 3.24851346 39.77 0 1257.631283 2 629.319397 0.186171667 0.000117068 61.05848605VPVGDQPPDIEYQIK 6 56549121 2xTMT6plex [N-Term; K15] 100 100 1.843050718 9.71 0 2156.200341 2 1078.603027 -0.724966261 -0.000781586 58.39651752LDLMDEGTDAR 2 56549121 1xTMT6plex [N-Term] 0.792 2.611378908 11.01 0 1464.720174 2 732.8640137 0.393470207 0.000288162 52.1058995GYIGVVNR 2 56549121 1xTMT6plex [N-Term] 0.881 2.55560112 33.04 0 1106.651959 2 553.8297119 0.169925263 9.40E-05 42.61734057EISYAIK 8 56549121 2xTMT6plex [N-Term; K7] 0.864 1.094 3.370750189 36.44 0 1281.78186 2 641.3949585 0.609052298 0.000390336 54.57416584DMILQFISR 4 56549121 1xTMT6plex [N-Term] 100 1.344574213 24.24 0 1351.760523 2 676.383728 -0.254331523 -0.000171898 105.901427YMLPLDNLK 6 56549121 2xTMT6plex [N-Term; K9] 0.822 1.006 0.682 2.066000462 13.73 0 1564.917307 2 782.9631958 1.155173858 0.000903876 67.4080446622095331 EMC1 ER membrane protein complex subunit 1 isoform 1 precursor 23065 NP_055862.1 9.466263847 1 7 7 21 993 111.689 7.66 1.05 1.01 1.03 Non-Significant #N/A QLHELAPSIFFYLVDAEQGR 4 22095331 1xTMT6plex [N-Term] 0.658 3.531257391 29.03 0 2562.355389 3 854.7905884 0.711383256 0.000607606 106.0193585ALVQTEDHLLLFLQQLAGK 2 22095331 2xTMT6plex [N-Term; K19] 100 2.808404446 23.5 0 2595.527429 3 865.8461914 -1.313143992 -0.0011361 116.6353785RPILQSLLLPVMDQDYAK 2 22095331 2xTMT6plex [N-Term; K18] 100 2.314674854 8.57 0 2558.478036 3 853.4962158 -1.540786751 -0.001314023 95.72645716WSQVAPPVLK 4 22095331 2xTMT6plex [N-Term; K10] 100 2.40193224 22.85 0 1582.97212 2 791.987854 -2.330175081 -0.001844301 62.3622264KLVVATEK 4 22095331 3xTMT6plex [N-Term; K1; K8] 1.048 1.07 4.223985195 31.76 1 1575.04484 3 525.6862793 -0.352637183 -0.00018514 43.45264505TVAAVMACR 2 22095331 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.841 2.660883188 21.47 0 1207.648865 2 604.3272705 -1.325123901 -0.000800142 41.22494343VLLLIDDEYK 3 22095331 2xTMT6plex [N-Term; K10] 0.872 100 1.914812803 14.95 0 1679.003145 2 840.0050049 -0.245433951 -0.000206042 91.9349644673466520 ALDH3A2 fatty aldehyde dehydrogenase isoform 1 224 NP_001026976.1 17.32283465 1 7 7 31 508 57.633 8.92 1.35 1.35 1.37 1.36 Significant 0.000024 IAFGGETDEATR 6 73466520 1xTMT6plex [N-Term] 1.281 1.372 1.622 4.479367256 71.51 0 1495.759003 2 748.3828125 -0.437470207 -0.000327175 42.98009348



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms YIAPTVLTDVDPK 4 73466520 2xTMT6plex [N-Term; K13] 0.88 1.616 0.768 2.279411793 28.94 0 1890.098836 2 945.5523682 -0.728380891 -0.000688356 72.03741958SPCYIDKDCDLDIVCR 2 73466520 2xTMT6plex [N-Term; K7]; 3xCarbamidomethyl [C3; C9; C15] 1.321 3.110993862 12.87 1 2487.208223 3 829.7403564 -0.686140407 -0.000568858 60.52943483VMQEEIFGPILPIVPVK 3 73466520 2xTMT6plex [N-Term; K17] 1.703617096 11.72 0 2367.412583 2 1184.208374 -1.314170224 -0.001555592 98.28057729IVMEAAAK 6 73466520 2xTMT6plex [N-Term; K8] 1.399 1.329 1.276 3.924515963 49.03 0 1290.785565 2 645.8966675 0.382287307 0.000246725 45.80496559LQQLEALR 4 73466520 1xTMT6plex [N-Term] 1.168 100 3.000040531 27.52 0 1199.730938 2 600.3689575 -0.249448379 -0.000149635 61.41227108EKDILTAIAADLCK 6 73466520 3xTMT6plex [N-Term; K2; K14]; 1xCarbamidomethyl [C13] 100 100 100 2.190296888 8.39 1 2248.318966 3 750.1091919 -2.643542351 -0.001981175 89.5619065118150660 ZC3H15 zinc finger CCCH domain-containing protein 15 55854 NP_060941.2 24.88262911 1 8 8 31 426 48.573 5.31 0.94 1.22 1.36 1.17 Significant 0.011 YTQGTGGDEVDDSVSVNDIDLSLYIPR 3 118150660 1xTMT6plex [N-Term] 0.01 4.912581921 43.27 0 3157.537448 3 1053.186768 2.629145184 0.002767208 91.99165146SALGPNVTK 5 118150660 2xTMT6plex [N-Term; K9] 1.406 1.193 4.098309517 42.12 0 1344.825121 2 672.9152832 -1.362008874 -0.000915832 33.92786436DVDETGITVASLER 8 118150660 1xTMT6plex [N-Term] 100 1.850804567 27.87 0 1733.911874 2 867.4605103 1.078196557 0.000934749 54.01300982EVFEFRPELVNDDDEEADDTR 2 118150660 1xTMT6plex [N-Term] 100 2.231659889 11.03 0 2769.268878 3 923.7623901 1.350313141 0.00124646 76.05025119FSTYTSDKDENK 2 118150660 3xTMT6plex [N-Term; K8; K12] 1.493 2.705540419 9.57 1 2122.127125 3 708.0477295 0.711482618 0.000503286 44.12065228KLEEVVNKK 3 118150660 4xTMT6plex [N-Term; K1; K8; K9] 0.512 0.899 2.160927057 0.45 2 2003.303463 4 501.5814209 0.194909936 9.76E-05 41.61989748SVYIDAR 6 118150660 1xTMT6plex [N-Term] 1.206 1.383 1.52 2.846137047 40.62 0 1052.593776 2 526.8011475 1.180628181 0.000621361 37.38800919ALVISGR 2 118150660 1xTMT6plex [N-Term] 1.199 2.146144629 26.84 0 944.6090318 2 472.8082886 0.284507588 0.000134374 40.482442057706481 CAB39 calcium-binding protein 39 51719 NP_057373.1 23.16715543 1 8 8 37 341 39.844 6.89 1.03 1.04 1.05 1.04 Significant 0.000031 LLHSENYVTK 4 7706481 2xTMT6plex [N-Term; K10] 1.14 1.047 4.586929321 49.96 0 1661.962677 3 554.6588135 -0.475486197 -0.000263413 43.13828142LLGELLLDR 8 7706481 1xTMT6plex [N-Term] 0.347 1.284 3.392662287 53.54 0 1270.793204 2 635.8988037 -2.260602368 -0.001436379 97.96727739ESMAVLEK 6 7706481 2xTMT6plex [N-Term; K8] 1.062 1.05 1.048 3.465958357 45.97 0 1364.785959 2 682.895874 -1.089784897 -0.000743662 48.18880106LLSAEFLEQHYDR 5 7706481 1xTMT6plex [N-Term] 0.984 0.82 2.599128008 20.14 0 1849.964579 3 617.3256836 -1.124983026 -0.000693726 77.92103424LIEFLSK 4 7706481 2xTMT6plex [N-Term; K7] 1.058 2.357 3.244205952 36.96 0 1307.833895 2 654.4202271 -0.548845262 -0.000358899 84.83893305ATEEVSK 10 7706481 2xTMT6plex [N-Term; K7] 1.037 0.987 1.184 3.042021275 41.02 0 1221.709089 2 611.3585815 0.653024476 0.000398903 28.60248346GYESPEIALNCGIMLR 2 7706481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.007909298 4.93 0 2052.045548 2 1026.526855 0.431841048 0.000443079 64.96317038YISKPENLK 2 7706481 3xTMT6plex [N-Term; K4; K9] 0.744 2.015337944 8.25 0 1779.098332 3 593.7055054 2.040788424 0.001210254 48.3496238533946324 GNAI1 guanine nucleotide-binding protein G(i) subunit alpha-1 isoform 1 2770 NP_002060.4 15.53672316 1 2 5 38 354 40.335 5.97 0.86 0.8 0.8 0.82 Significant 0.00059 IIHEAGYSEEECK 10 33946324 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 0.839 0.797 0.804 4.677142143 45.9 0 2023.020663 3 675.0115356 -0.301033211 -0.000202999 39.03546771EIYTHFTCATDTK 11 33946324 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 0.978 0.931 4.803531647 44.64 0 2045.041398 2 1023.021973 -2.312641448 -0.002364724 49.86245208DSGVQACFNR 4 33946324 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.951 0.687 3.533196449 48.74 0 1382.668414 2 691.8383179 0.683542184 0.000472556 24.92066258ILLLGAGESGK 18 33946324 2xTMT6plex [N-Term; K11] 0.902 0.919 0.846 3.951235533 49.11 0 1515.95105 2 758.4802856 1.480594682 0.001122255 72.51511041MFDVGGQR 4 33946324 1xTMT6plex [N-Term] 0.958 1.179 3.016866446 34.52 0 1138.587644 2 569.7973022 -0.277947696 -0.000158234 47.01449694105990539 NEFL neurofilament light polypeptide 4747 NP_006149.2 17.49539595 1 7 8 28 543 61.479 4.65 1.24 1.29 1.36 1.3 Significant 0.00072 KVEGAGEEQAAK 4 105990539 3xTMT6plex [N-Term; K1; K12] 1.549 1.298 4.460351944 24.47 1 1904.105602 3 635.3742676 1.39030859 0.000882431 29.28839048EYQDLLNVK 8 105990539 2xTMT6plex [N-Term; K9] 1.577 1.391 3.344995975 42.56 0 1579.909579 2 790.4584961 0.086288166 6.82E-05 69.52971198VHELEQQNK 2 105990539 2xTMT6plex [N-Term; K9] 1.262 3.733275652 39.68 0 1582.895326 3 528.3032837 -0.017894918 -9.44E-06 34.93702678FTVLTESAAK 2 105990539 2xTMT6plex [N-Term; K10] 1.077 2.316072464 15.5 0 1524.903766 2 762.9550171 -0.661058314 -0.000504025 62.14225903AAKDEVSESR 2 105990539 2xTMT6plex [N-Term; K3] 1.102 2.312034607 5.73 1 1549.858606 3 517.2908325 -0.427104385 -0.00022065 28.4900566TLEIEACR 6 105990539 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.54 1.285 1.596 3.381037474 34.31 0 1220.650639 2 610.8287964 -0.264282467 -0.000161298 43.50172761SYSSSSGSLMPSLENLDLSQVAAISNDLK 2 105990539 2xTMT6plex [N-Term; K29] 0.891991913 1.82 0 3471.7929 3 1157.936523 0.609786517 0.000705684 98.04484908YEEEVLSR 2 105990539 1xTMT6plex [N-Term] 0.886 2.295875072 15.61 0 1253.657498 2 627.3319092 -0.762704827 -0.000478085 46.73334985296923763 PACSIN3 protein kinase C and casein kinase substrate in neurons protein 3 29763 NP_001171904.1 17.21698113 1 5 5 31 424 48.457 6.18 1.12 1.06 1.05 1.08 Significant 0.00041 MSEEDEQGWCQGQLQSGR 8 296923763 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.251 100 100 4.461338043 40.23 0 2354.033874 2 1177.520142 -0.368319625 -0.000433518 46.85791219DLHQGIEAASDEEDLR 10 296923763 1xTMT6plex [N-Term] 1.153 0.999 1.005 5.4136343 62.01 0 2026.987893 3 676.3338623 -0.423809111 -0.000286352 43.32827018ALYDYAGQEADELSFR 3 296923763 1xTMT6plex [N-Term] 3.666 2.931765556 18.06 0 2077.007566 2 1039.008423 0.964610413 0.001001752 81.04192422AQYEQTLAELHR 6 296923763 1xTMT6plex [N-Term] 1.103 1.116 1.068 4.270235538 42.22 0 1687.896499 3 563.3032227 -0.820246532 -0.000461497 45.58009968AYAQQLADWAR 4 296923763 1xTMT6plex [N-Term] 0.564 100 2.331034422 40.11 0 1521.801142 2 761.4051514 1.237825576 0.000941862 67.821590554506635 RPL32 60S ribosomal protein L32 6161 NP_000985.1 40 1 5 5 35 135 15.85 11.33 1.33 1.39 1.48 1.4 Significant 0.00097 SYCAEIAHNVSSK 12 4506635 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.815 1.438 1.568 4.568799496 76.84 0 1923.999868 2 962.5018311 -1.809896499 -0.00174112 39.65828433GQILMPNIGYGSNK 12 4506635 2xTMT6plex [N-Term; K14] 0.945 2.111 100 3.246511221 37.94 0 1950.088289 2 975.5475464 -0.242228296 -0.000236183 75.90017623ELEVLLMCNK 3 4506635 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 0.934 2.802381992 31.33 0 1706.95852 2 853.9833984 0.585787521 0.000499958 93.18306427AALRPLVKPK 4 4506635 3xTMT6plex [N-Term; K8; K10] 1.254 1.336 1.393 7.99 0 1780.213971 4 445.8085022 -1.006688503 -0.00044803 50.72003781FLVHNVK 4 4506635 2xTMT6plex [N-Term; K7] 1.166 2.886201143 32.36 0 1314.829813 2 657.9193115 1.16626263 0.000766718 44.7901901453832001 AK4 adenylate kinase 4, mitochondrial 205 NP_982289.1 28.69955157 1 6 6 27 223 25.252 8.4 0.521 0.515 0.518 0.52 Non-Significant 1 GVLHQFSGTETNK 6 53832001 2xTMT6plex [N-Term; K13] 0.43 0.44 0.493 4.680190563 51.11 0 1876.032882 3 626.0157471 -0.103494488 -6.47E-05 41.05330487ASTEVGEMAK 4 53832001 2xTMT6plex [N-Term; K10] 0.483 1.069 4.260024548 57.97 0 1480.808151 2 740.9069214 -1.070035009 -0.000792258 44.13461957TLGQAEALDK 2 53832001 2xTMT6plex [N-Term; K10] 0.724 4.615476608 57.83 0 1503.878279 2 752.4418335 -1.255918008 -0.000944374 54.1131665AVILGPPGSGK 6 53832001 2xTMT6plex [N-Term; K11] 0.15 0.497 0.516 4.29186964 51.23 0 1453.914271 2 727.4593506 -1.957631328 -0.001423114 48.18495169LMMSELENR 4 53832001 1xTMT6plex [N-Term] 0.597 0.655 3.551963568 43.84 0 1351.691123 2 676.3494263 0.33506846 0.000226455 62.4587058DVAKPVIELYK 5 53832001 3xTMT6plex [N-Term; K4; K11] 0.535 0.403 100 3.510167599 16.88 0 1962.224261 3 654.7459106 -0.551479475 -0.000360709 59.164481084757880 BUB3 mitotic checkpoint protein BUB3 isoform a 9184 NP_004716.1 29.87804878 1 6 6 25 328 37.131 6.84 1.56 1.8 1.32 1.56 Significant 0.0078 YQHTGAVLDCAFYDPTHAWSGGLDHQLK 2 4757880 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C10] 1.998 3.738997459 24.4 0 3645.794907 5 729.9636841 -1.533997382 -0.001118528 68.19039736MHDLNTDQENLVGTHDAPIR 6 4757880 1xTMT6plex [N-Term] 1.647 0.866 1.068 5.190465927 30.38 0 2505.23535 4 627.0661011 2.883632021 0.001806044 33.09822006TPCNAGTFSQPEK 2 4757880 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.704 2.763121367 31.78 0 1894.973319 2 947.9905396 0.255328958 0.000241921 45.16015578VYTLSVSGDR 6 4757880 1xTMT6plex [N-Term] 1.44 1.97 1.526 3.68206811 52.11 0 1325.726246 2 663.3659058 -1.290799339 -0.000855623 43.84395703LNQPPEDGISSVK 4 4757880 2xTMT6plex [N-Term; K13] 1.641 1.47 3.836643219 31.8 0 1842.037299 2 921.5227051 0.453170112 0.000417378 47.45049483VAVEYLDPSPEVQK 5 4757880 2xTMT6plex [N-Term; K14] 100 100 1.631307483 2.2 0 2032.136678 2 1016.571777 -0.197000775 -0.000200166 59.783758844809279 ANXA7 annexin A7 isoform 2 310 NP_004025.1 12.5 1 5 5 23 488 52.706 5.68 1.12 1.01 100 34.04 Non-Significant #N/A DENQSINHQMAQEDAQR 2 4809279 1xTMT6plex [N-Term] 4.575486183 37.43 0 2243.030837 3 753.6820679 2.611082798 0.001966168 20.31388328DENQSINHQMAQEDAQR 3 4809279 1xTMT6plex [N-Term]; 1xOxidation [M10] 100 4.337615013 38.43 0 2259.025752 3 753.6820679 2.611082798 0.001966168 20.31388328GAGTDDSTLVR 4 4809279 1xTMT6plex [N-Term] 0.972 0.969 4.54117918 66.78 0 1320.695674 2 660.8526001 1.703129159 0.001124658 36.70899776GFGTDEQAIVDVVANR 4 4809279 1xTMT6plex [N-Term] 1.762652278 24.7 0 1920.002421 2 960.5029297 -1.998921959 -0.001918968 77.12901137SEIDLVQIK 6 4809279 2xTMT6plex [N-Term; K9] 100 1.097 100 2.310662746 27.72 0 1502.919416 2 751.9629517 -0.524958078 -0.000394485 58.94794973ATMEAYSR 4 4809279 1xTMT6plex [N-Term] 0.991 3.098859787 34.34 0 1157.582225 2 579.2943115 -0.758601079 -0.000439072 31.949666954507791 UBE2M NEDD8-conjugating enzyme Ubc12 9040 NP_003960.1 42.07650273 1 7 7 27 183 20.887 7.69 1.1 1.63 1.35 1.36 Significant 0.012 KEEESAGGTK 6 4507791 3xTMT6plex [N-Term; K1; K10] 1.156 0.996 1.105 3.538227558 28.01 1 1722.98409 3 574.9992065 -0.594179076 -0.000341254 24.02806248EAAEVLQNNR 2 4507791 1xTMT6plex [N-Term] 1.502 4.066740513 42 0 1372.738208 2 686.8726807 -0.089654294 -6.15E-05 37.8500273VGQGYPHDPPK 2 4507791 2xTMT6plex [N-Term; K11] 1.748 3.362474203 30.5 0 1652.916062 3 551.6442261 1.248316659 0.000687788 32.23531575GGYIGSTYFER 6 4507791 1xTMT6plex [N-Term] 1.128 100 2.491758823 36.6 0 1478.74771 2 739.8778687 0.507757126 0.000375422 50.36558396TCDISFSDPDDLLNFK 2 4507791 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 1.342 2.254583836 17.93 0 2345.173534 3 782.3971558 1.441127962 0.001126565 98.90624747LVICPDEGFYK 7 4507791 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.688 0.609 1.985698223 20.71 0 1798.981364 2 899.9942017 -0.132041216 -0.00011877 65.18216283LFEQNVQR 2 4507791 1xTMT6plex [N-Term] 1.333 2.077852964 20.03 0 1262.705451 2 631.8563232 -0.064413775 -4.07E-05 50.69796393966209812 RPL26L1 60S ribosomal protein L26-like 1 51121 NP_001304909.1 29.65517241 1 1 8 50 145 17.246 10.55 1 1.06 1.03 Non-Significant #N/A KIMSSPLSK 8 966209812 3xTMT6plex [N-Term; K1; K9] 0.52 0.557 0.517 4.830395222 38.94 1 1678.054025 3 560.0229492 0.160838832 9.00E-05 46.16949409DDEVQVVR 8 966209812 1xTMT6plex [N-Term] 1.764 1.322 1.525 3.185405254 51.64 0 1188.642182 2 594.8239746 -1.270038429 -0.000754811 32.63572935YKEELIEK 4 966209812 3xTMT6plex [N-Term; K2; K8] 1.003 1.063 2.816178083 13.94 1 1739.055799 3 580.3560181 -1.321194399 -0.000765877 57.41796147KYVIYIER 5 966209812 2xTMT6plex [N-Term; K1] 1.296 1.387 100 3.174948931 15.43 1 1541.945571 3 514.6535645 0.369150109 0.000189736 48.3308958FNPFVTSDR 10 966209812 1xTMT6plex [N-Term] 1.115 1.263 1.209 2.764157057 31.71 0 1311.689467 2 656.3478394 -0.811685303 -0.00053234 67.67430683KDDEVQVVR 4 966209812 2xTMT6plex [N-Term; K1] 1.482 3.208525658 17.67 1 1545.900077 3 515.9711914 -0.683233843 -0.00035207 35.75585775YVIYIER 6 966209812 1xTMT6plex [N-Term] 1.527 1.454 1.279 2.616860867 32.58 0 1184.687676 2 592.8486938 2.055508268 0.001217568 57.91325159IMSSPLSK 5 966209812 2xTMT6plex [N-Term; K8] 2.256 0.266 1.053 3.001391888 39.8 0 1320.79613 2 660.9005127 -1.802533579 -0.00119039 55.53731645253970489 ACSS2 acetyl-coenzyme A synthetase, cytoplasmic isoform 2 55902 NP_001070020.2 13.58543417 1 8 8 31 714 80.036 6.74 1.65 100 1.78 34.47 Non-Significant #N/A GATTNICYNVLDR 4 253970489 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 2.526 3.840873241 38.13 0 1725.879135 2 863.44104 -2.509690156 -0.002165711 55.78742884ASLQVLGTVGEPINPEAWLWYHR 4 253970489 1xTMT6plex [N-Term] 2.11447978 16.96 0 2865.524914 3 955.8450928 -1.461801873 -0.001396277 101.3798712ELADEALQK 2 253970489 2xTMT6plex [N-Term; K9] 0.973 3.861517668 38.89 0 1474.85173 2 737.9302979 1.077432458 0.000794527 50.71919496EFWGDIAK 7 253970489 2xTMT6plex [N-Term; K8] 2.559 100 100 2.576720953 26.87 0 1423.798572 2 712.4035034 0.813216111 0.000578928 70.15732038DQDGYYWITGR 2 253970489 1xTMT6plex [N-Term] 1.879150867 17.37 0 1602.774987 2 801.8903809 -0.937162897 -0.000751031 67.1102594GECLYCFVTLCDGHTFSPK 4 253970489 2xTMT6plex [N-Term; K19]; 3xCarbamidomethyl [C3; C6; C11] 100 1.717284441 9.66 0 2749.318836 3 917.1103516 -0.849025755 -0.000778081 72.20882955LWSIVDK 4 253970489 2xTMT6plex [N-Term; K7] 100 100 3.198267698 30.76 0 1318.813494 2 659.90979 -0.902881173 -0.000595366 84.58006884LTEELKK 4 253970489 3xTMT6plex [N-Term; K6; K7] 2.885 1.742 2.215914488 1.51 1 1547.997556 3 516.6700439 -1.277084744 -0.000658975 42.310116914141170 MTA2 metastasis-associated protein MTA2 9219 NP_004730.2 11.9760479 1 7 7 22 668 74.976 9.66 1.47 1.27 1.29 1.34 Significant 0.0022 DLVAQAPLKPK 6 14141170 3xTMT6plex [N-Term; K9; K11] 1.442 1.364 1.536 3.886779547 32.56 0 1867.19838 3 623.0710449 0.107677699 6.70E-05 53.88304036GHLSRPEAQSLSPYTTSANR 2 14141170 1xTMT6plex [N-Term] 0.681 4.065101624 14.41 0 2401.24215 3 801.0841064 -1.825777572 -0.001461378 35.03207969QPSLHMSAAAASR 4 14141170 1xTMT6plex [N-Term] 1.395 1.295 4.656410694 57.24 0 1555.821226 3 519.2807007 4.064047126 0.002107644 32.42926189LVEGESDNR 2 14141170 1xTMT6plex [N-Term] 1.42 3.087229729 37.25 0 1247.64291 2 624.3247681 -0.521733568 -0.000325469 33.75374266ALDCSSSIR 4 14141170 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.482 0.698 3.712679863 41.49 0 1237.640802 2 619.3235474 -0.795233508 -0.000492107 35.8244053VWDPDNPLTDR 2 14141170 1xTMT6plex [N-Term] 1.840869308 12.79 0 1556.790637 2 778.8988647 -0.118415288 -9.22E-05 66.51695411AAEADSK 2 14141170 2xTMT6plex [N-Term; K7] 2.04 1.924882531 12.76 0 1149.651574 2 575.329834 0.711110017 0.000408764 27.9981519214149738 NLN neurolysin, mitochondrial 57486 NP_065777.1 11.93181818 1 8 8 23 704 80.6 6.64 1.09 1.4 1.63 1.37 Significant 0.013 IVHLQETCDLGK 2 14149738 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.435 4.206580162 44.39 0 1871.04609 3 624.3525391 -1.61713948 -0.001008581 45.75500742AELGALPDDFIDSLEK 5 14149738 2xTMT6plex [N-Term; K16] 1.735618353 19 0 2191.189836 2 1096.096924 -1.490073428 -0.001632517 98.45577757TMLDFPQHVSSDK 2 14149738 2xTMT6plex [N-Term; K13] 100 2.847676039 21.98 0 1963.035919 3 655.0127563 -6.216278019 -0.004067592 50.58937237VTAFLDDLSQK 2 14149738 2xTMT6plex [N-Term; K11] 2.130632639 19.54 0 1694.972908 2 847.9890137 -1.2725786 -0.001078493 92.08347096SVTLYTVK 2 14149738 2xTMT6plex [N-Term; K8] 0.698 3.826834679 33.6 0 1368.850274 2 684.9297485 1.422274116 0.00097344 55.05691948GFEYDGK 6 14149738 2xTMT6plex [N-Term; K7] 1.796 1.362 1.906 2.460823059 30.03 0 1273.682874 2 637.3444824 -0.930935223 -0.000592858 36.98877742AASTEADK 2 14149738 2xTMT6plex [N-Term; K8] 100 2.134690285 35.08 0 1250.699252 2 625.8536377 0.596898594 0.00037327 22.28245727WDLSPEQIK 2 14149738 2xTMT6plex [N-Term; K9] 1.275 2.444164991 27.74 0 1573.899015 2 787.4533081 0.206500503 0.000162505 68.023860356912292 CBX5 chromobox protein homolog 5 23468 NP_036249.1 31.41361257 1 6 6 30 191 22.211 5.86 1.37 1.3 1.52 1.4 Significant 0.0022 LTWHAYPEDAENKEK 3 6912292 3xTMT6plex [N-Term; K13; K15] 1.03 1.293 4.560842991 7.39 1 2518.354499 4 630.3446045 0.829382341 0.00052217 51.10639969LTWHAYPEDAENK 6 6912292 2xTMT6plex [N-Term; K13] 1.093 1.259 3.901967525 35.28 0 2032.054011 3 678.0230713 0.319468471 0.000216392 57.1808124SNFSNSADDIK 2 6912292 2xTMT6plex [N-Term; K11] 1.757 3.957478523 51.91 0 1655.864086 2 828.4359741 0.353955492 0.000293051 46.20284143GFSEEHNTWEPEK 8 6912292 2xTMT6plex [N-Term; K13] 1.57 1.376 1.563 4.443434715 37.08 0 2048.012541 3 683.3417358 -0.921015097 -0.00062875 43.54277275GQVEYLLK 6 6912292 2xTMT6plex [N-Term; K8] 100 0.673 1.009 3.104709148 35.74 0 1407.861173 2 704.4335327 -0.982902533 -0.000691895 54.52679799WKDTDEADLVLAK 5 6912292 3xTMT6plex [N-Term; K2; K13] 1.364 1.485 2.980094671 13.38 1 2191.257746 3 731.0917969 1.410949947 0.001030585 68.0135791921327715 TCERG1 transcription elongation regulator 1 isoform 1 10915 NP_006697.2 7.194899818 1 8 8 27 1098 123.823 8.65 1.26 1.02 1.04 1.1 Significant 0.0048 EAAMEAEIK 6 21327715 2xTMT6plex [N-Term; K9] 1.093 1.314 1.11 4.029880047 45.81 0 1449.802337 2 725.4052124 0.559486398 0.000405572 43.55312496ATFSEFAAK 4 21327715 2xTMT6plex [N-Term; K9] 0.01 1.152 4.093713284 48.6 0 1429.809137 2 715.4076538 -0.773545772 -0.000553011 55.4663926ESAWTKPDGVK 2 21327715 3xTMT6plex [N-Term; K6; K11] 1.384 2.468076229 9.76 0 1905.104874 3 635.7069092 0.682549859 0.000433443 46.40699637GPPPPPTASEPTR 4 21327715 1xTMT6plex [N-Term] 1.304 1.019 3.960984945 54.19 0 1532.827023 2 766.9170532 -0.125855484 -9.65E-05 33.1340367LIVAYVDDLDR 2 21327715 1xTMT6plex [N-Term] 1.801035643 16.41 0 1520.852175 2 760.9298096 0.110241237 8.38E-05 86.76442117DDNKDIDSEK 2 21327715 3xTMT6plex [N-Term; K4; K10] 1.867 2.514847994 14.81 1 1866.005948 3 622.6751709 2.685819581 0.001670585 34.37244618KQVFDQYVK 3 21327715 3xTMT6plex [N-Term; K1; K9] 0.914 0.807 3.048804522 3.55 1 1842.109231 3 614.7080078 0.129773792 7.97E-05 59.20060763EFEEYIR 4 21327715 1xTMT6plex [N-Term] 100 0.647 2.016213655 31.46 0 1214.62547 2 607.8173828 1.662607158 0.001009723 39.75190095597709777 RNF213 E3 ubiquitin-protein ligase RNF213 isoform 3 57674 NP_001243000.2 1.421163818 1 6 6 12 5207 591.031 6.48 0.52 0.46 0.69 0.55 Significant 0.015 EYHHLHQAVHAAK 2 597709777 2xTMT6plex [N-Term; K13] 0.436 5.604867458 38.69 0 1999.102633 4 500.5308533 -0.525367755 -0.000262566 27.14620599DLQQYVSVVVLDEVGLAEDSPK 2 597709777 2xTMT6plex [N-Term; K22] 0.685 4.178503036 36.27 0 2861.554826 3 954.5230103 -0.121632575 -0.000116019 108.1173958GICSSDILVQDR 2 597709777 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.36 3.288030624 38.44 0 1591.831122 2 796.4187622 -0.54924541 -0.000437153 57.02895084GGEEFGESK 2 597709777 2xTMT6plex [N-Term; K9] 0.517 3.059011459 50.13 0 1397.731281 2 699.3699951 1.025257426 0.000716517 36.78749716EVIDMELSALR 2 597709777 1xTMT6plex [N-Term] 1.943713784 29.2 0 1504.824246 2 752.9146118 -1.527452255 -0.001149274 77.96749751AYETVCK 2 597709777 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.471 2.522044897 27.54 0 1328.728444 2 664.8684692 0.916392336 0.000608818 34.4638515719923231 RAB6A ras-related protein Rab-6A isoform a 5870 NP_002860.2 40.38461538 1 7 8 66 208 23.534 5.54 1.03 1.09 1.01 1.05 Significant 0.00053 LQIWDTAGQER 64 19923231 1xTMT6plex [N-Term] 1.503 1.383 1.259 3.509291172 38.51 0 1545.822272 2 773.4157715 1.290341578 0.000997319 52.93626792ELNVMFIETSAK 6 19923231 2xTMT6plex [N-Term; K12] 0.333 0.658 100 2.618985415 30.35 0 1840.029042 2 920.5202026 2.220787468 0.002043157 79.01623177QVSIEEGER 18 19923231 1xTMT6plex [N-Term] 0.982 1.095 0.999 3.955131769 46.95 0 1275.674211 2 638.3398438 -1.410775561 -0.000899845 30.80973697LVFLGEQSVGK 6 19923231 2xTMT6plex [N-Term; K11] 1.095 1.655 1.058 2.337791443 26.43 0 1634.988164 2 817.9974365 -0.347086993 -0.000283742 65.07000784SLIPSYIR 6 19923231 1xTMT6plex [N-Term] 1.03 100 3.229062319 38.76 0 1177.714225 2 589.3609009 0.25482227 0.000150054 61.65017784GSDVIIMLVGNK 9 19923231 2xTMT6plex [N-Term; K12] 1.083 0.01 1.9759413 23.8 0 1704.012998 2 852.508728 -1.654321484 -0.001409493 82.97898989TMYLEDR 4 19923231 1xTMT6plex [N-Term] 1.208 1.093 2.920960188 31.71 0 1156.586976 2 578.7963867 -1.278574401 -0.000739391 49.10056073VAAALPGMESTQDR 1 19923231 1xTMT6plex [N-Term] 0.738 1.326679111 0 1674.868236 2 837.937561 -0.232907687 -0.000195045 47.67197959972781703 ACSL4 long-chain-fatty-acid--CoA ligase 4 isoform 2 2182 NP_001305438.1 14.06469761 1 5 7 20 711 79.137 8.38 1.48 1.52 100 34.33 Non-Significant #N/A SVTHFDSLAVIDIPGADTLDK 2 972781703 2xTMT6plex [N-Term; K21] 1.253 5.146866322 20.46 0 2672.454718 3 891.4899292 0.193315776 0.000172209 85.90105153GDCTVLKPTLMAAVPEIMDR 2 972781703 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.999945045 5.27 0 2675.433471 3 892.4827271 0.058690431 5.23E-05 84.45548075LQAGEYVSLGK 4 972781703 2xTMT6plex [N-Term; K11] 100 0.843 2.676115036 17.65 0 1622.951778 2 811.9783325 -1.472607485 -0.001194985 54.00081774AKPTSDKPGSPYR 3 972781703 3xTMT6plex [N-Term; K2; K7] 2.068 1.518 2.298660517 8.02 0 2091.21655 3 697.7435913 -0.157278891 -0.000109635 34.47346756LSPEPWTPETGLVTDAFK 6 972781703 2xTMT6plex [N-Term; K18] 100 0.77 100 2.043215036 11.38 0 2446.326998 2 1223.66626 -0.717511907 -0.000877634 106.5948126TALLDISCVK 2 972781703 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.520471454 7.17 0 1577.933686 2 789.4696655 -1.033880782 -0.000815698 69.63936062IPGLGPK 1 972781703 2xTMT6plex [N-Term; K7] 100 1.629506111 32.77 0 1139.755251 2 570.3816528 0.682536064 0.000388962 59.454605854502969 COMT catechol O-methyltransferase isoform MB-COMT 1312 NP_000745.1 23.98523985 1 6 6 22 271 30.018 5.47 0.94 0.97 0.97 0.96 Significant 0.00011 GSSCFECTHYQSFLEYR 6 4502969 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C7] 1.735 3.49162817 36.3 0 2400.058632 3 800.6921997 1.422332375 0.001137894 63.09683644KYDVDTLDMVFLDHWK 2 4502969 3xTMT6plex [N-Term; K1; K16] 1.19 3.370543003 28.75 1 2712.467421 4 678.8728638 0.812746398 0.000551137 95.16992309EWAMNVGDK 4 4502969 2xTMT6plex [N-Term; K9] 0.919 0.813 3.819159746 51.25 0 1507.79792 2 754.4022217 -0.499828667 -0.00037682 65.49441117EWAMNVGDKK 4 4502969 3xTMT6plex [N-Term; K9; K10] 1.045 0.926 3.751407623 15.8 1 1865.055815 3 622.3563232 -0.750038377 -0.000466288 47.57226955YDVDTLDMVFLDHWK 4 4502969 2xTMT6plex [N-Term; K15] 0.925 100 2.488311768 19.88 0 2355.209526 3 785.7398071 -1.977553687 -0.001552518 99.96532794GTVLLADNVICPGAPDFLAHVR 2 4502969 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.897160888 12.81 0 2564.385644 3 855.4658813 -0.995508237 -0.000850956 78.86126958922498 PNPO pyridoxine-5'-phosphate oxidase 55163 NP_060599.1 32.56704981 1 6 6 23 261 29.969 7.06 2.12 1.09 1.47 1.56 Significant 0.035 KLPEEEAECYFHSRPK 2 8922498 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C9] 1.041 5.022574902 20.11 1 2707.448082 5 542.2941284 -2.418103674 -0.001309378 50.34811629SSQIGAVVSHQSSVIPDR 4 8922498 1xTMT6plex [N-Term] 1.672 1.42 5.826882839 67.42 0 2096.129746 3 699.3823853 1.362578688 0.000952047 43.8596885EAFEETHLTSLDPVK 5 8922498 2xTMT6plex [N-Term; K15] 1.329 100 2.133321762 18.2 0 2174.17452 3 725.395874 -0.667637153 -0.000483853 56.62805822ELDSNPFASLVFYWEPLNR 4 8922498 1xTMT6plex [N-Term] 100 2.345636129 22.09 0 2526.286641 2 1263.647095 0.107669146 0.000136002 114.961656GEEDWLYER 6 8922498 1xTMT6plex [N-Term] 1.948 1.44 2.89108181 32.25 0 1425.684775 2 713.3464966 0.660253991 0.000470657 51.06107326FFTNFESR 2 8922498 1xTMT6plex [N-Term] 1.423340559 9.08 0 1276.652353 2 638.8303223 0.794962895 0.000507446 67.2186877867782305 SOD2 superoxide dismutase [Mn], mitochondrial isoform A precursor 6648 NP_000627.2 40.54054054 1 6 6 31 222 24.735 8.25 0.27 0.39 0.34 0.33 Significant 0.011 HHAAYVNNLNVTEEK 6 67782305 2xTMT6plex [N-Term; K15] 0.318 0.393 0.367 6.593722343 55.16 0 2197.176586 3 733.0645752 1.17707696 0.000862082 37.35059208GHLQIAACPNQDPLQGTTGLIPLLGIDVWEHAYYLQYK 4 67782305 2xTMT6plex [N-Term; K38]; 1xCarbamidomethyl [C8] 2.766172647 16.46 0 4751.505988 4 1188.628784 -2.668911979 -0.003170338 106.0449301GDVTAQIALQPALK 6 67782305 2xTMT6plex [N-Term; K14] 0.531 0.524 0.509 3.132516861 43.06 0 1883.136619 2 942.0713501 -0.634757285 -0.000597667 57.23811017GELLEAIK 6 67782305 2xTMT6plex [N-Term; K8] 0.329 0.358 0.307 3.505456209 48.59 0 1330.834624 2 665.9168701 -6.131412184 -0.004079948 59.390989AIWNVINWENVTER 3 67782305 1xTMT6plex [N-Term] 0.38 2.277454615 18.6 0 1973.044226 2 987.0247803 -0.984292749 -0.000971027 101.5784365GELLEAIKR 6 67782305 2xTMT6plex [N-Term; K8] 0.165 0.35 0.112 2.980766296 27.75 1 1486.935734 3 496.3158264 -1.888764852 -0.000936157 50.9919723149158690 PRRC2A protein PRRC2A 7916 NP_542417.2 4.775150672 1 6 6 11 2157 228.724 9.45 1.03 1.18 1.07 1.09 Significant 0.0017 GSETGSETHESDLAPSDK 2 149158690 2xTMT6plex [N-Term; K18] 1.175 4.498161793 38.01 0 2305.119584 3 769.0456543 1.225771819 0.00094185 30.96155208GPAGNWGPPGDYPDR 2 149158690 1xTMT6plex [N-Term] 1.204 3.35380578 14.45 0 1784.855363 2 892.9310303 -0.324246512 -0.000289367 49.68680065DSQSASGEERPPEADGK 2 149158690 2xTMT6plex [N-Term; K17] 100 2.980169773 21.48 0 2218.098789 3 740.0377197 -0.082597905 -6.11E-05 26.98165564GGPPCKPPAPEDEDEAWR 2 149158690 2xTMT6plex [N-Term; K6]; 1xCarbamidomethyl [C5] 1.483 4.143959522 7.03 0 2466.212379 3 822.7416992 -0.744065582 -0.000611675 44.7169635KEPPKEETAQLTGPEAGR 2 149158690 3xTMT6plex [N-Term; K1; K5] 0.589 5.619847775 14.78 2 2625.481491 4 657.1254272 -0.613836217 -0.000402904 36.2838426NLDSGHCVPEPSSSGQR 1 149158690 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.998 1.810930371 0 2055.971531 3 685.9959106 0.801170429 0.000549061 34.1198484439777606 ARHGEF1 rho guanine nucleotide exchange factor 1 isoform 1 9138 NP_945353.1 7.766990291 1 7 7 28 927 104.001 5.62 0.9 1.06 1.44 1.13 Significant 0.019 AEVDAEKPGATDR 6 39777606 2xTMT6plex [N-Term; K7] 1.04 1.057 0.923 2.983985186 19.54 0 1816.980512 3 606.3313599 -0.542565069 -0.00032861 36.42509552EKVELAAECCR 2 39777606 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C9; C10] 1.215 3.14496541 21.5 1 1822.95556 3 608.3233032 -0.111923755 -6.80E-05 40.70150056AFLDFYHSFLEK 4 39777606 2xTMT6plex [N-Term; K12] 1.06 2.585307598 28.61 0 1975.072956 3 659.0291748 0.007642281 5.03E-06 101.2559507ADLISEDVQR 4 39777606 1xTMT6plex [N-Term] 0.741 1.94 3.186587095 26.49 0 1374.742624 2 687.8760986 1.670280374 0.001148103 48.3752328GEPQVPDFR 2 39777606 1xTMT6plex [N-Term] 1.156 3.104131222 27.1 0 1273.673817 2 637.3405762 0.046333488 2.95E-05 48.58374843GLSSILDAAR 6 39777606 1xTMT6plex [N-Term] 100 1.937066436 25.5 0 1231.720767 2 616.3629761 -1.697918569 -0.001045681 59.32207293DMEDLLR 4 39777606 1xTMT6plex [N-Term] 0.743 1.064 2.68149972 26.17 0 1120.586976 2 560.7976074 0.859035283 0.000481312 62.805052514503015 CPNE3 copine-3 8895 NP_003900.1 19.73929236 1 7 8 25 537 60.092 5.85 1.32 1.07 1.19 1.2 Significant 0.0036 SDPLCVLFLNTSGQQWYEVER 2 4503015 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 2 4.328431129 35.45 0 2770.370781 3 924.1306152 2.350274978 0.002170378 100.6991502EALAQCVLAEIPQQVVGYFNTYK 8 4503015 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C6] 1.67511487 4.21 0 3099.658914 3 1033.892334 1.140416808 0.001178301 108.2093544VVLFEMEAR 2 4503015 1xTMT6plex [N-Term] 0.83 3.102009058 22.84 0 1322.733974 2 661.8706055 -0.030106205 -1.99E-05 79.01324501SDPYLEFHK 2 4503015 2xTMT6plex [N-Term; K9] 1.322 3.666248083 32.97 0 1593.867714 3 531.9609375 0.341803774 0.000181597 57.45476424GSITISAEEIKDNR 2 4503015 2xTMT6plex [N-Term; K11] 1.009 3.318754196 3.13 1 1991.11734 3 664.3771362 -0.243314939 -0.00016149 47.82782706DIVQFVPFR 6 4503015 1xTMT6plex [N-Term] 100 1.96923852 15.32 0 1349.777888 2 675.3926392 0.084332625 5.69E-05 89.06629378VALNVSCANLLDK 1 4503015 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.026641369 0 1875.07739 2 938.0412598 -1.144960076 -0.001073444 80.02545305QAIVNASR 2 4503015 1xTMT6plex [N-Term] 1.213 2.04346633 22.88 0 1087.642123 2 544.3244629 -0.435408615 -0.000236784 27.49025643156627571 SORD sorbitol dehydrogenase 6652 NP_003095.2 27.73109244 1 7 7 22 357 38.3 7.97 1.02 1.07 1.23 1.11 Significant 0.0033 KPMVLGHEASGTVEK 4 156627571 3xTMT6plex [N-Term; K1; K15] 1.018 5.115071774 40.62 0 2270.314549 4 568.3341064 0.020662886 1.17E-05 49.37946703MHSVGICGSDVHYWEYGR 2 156627571 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 100 3.276344299 16.97 0 2382.095686 4 596.2800293 1.091966001 0.000650292 61.00777854ALEAFETFK 4 156627571 2xTMT6plex [N-Term; K9] 0.912 1.074 3.631481647 40.31 0 1513.866652 2 757.4359741 -1.308066209 -0.000990119 70.46972989LPDNVTFEEGALIEPLSVGIHACR 4 156627571 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 1.644 3.644327641 12.3 0 2866.497044 3 956.1687012 -1.916671913 -0.001831378 91.90916604LENYPIPEPGPNEVLLR 4 156627571 1xTMT6plex [N-Term] 100 2.413945198 18.62 0 2179.196035 2 1090.103394 1.594830992 0.001737725 77.90609583ENDEFCK 2 156627571 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.58 3.003568888 31.5 0 1399.692787 2 700.3500366 0.006924511 4.85E-06 40.44454514VAIEPGAPR 2 156627571 1xTMT6plex [N-Term] 1.069 3.131907225 28.47 0 1138.678174 2 569.8427124 -0.022565913 -1.28E-05 39.33364237



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms4504763 ITGAV integrin alpha-V isoform 1 preproprotein 3685 NP_002201.1 8.301526718 1 8 8 20 1048 115.978 5.68 1 1.21 1.29 1.17 Significant 0.0054 GGLMQCEELIAYLR 4 4504763 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 1.787 2.770275831 55.39 0 1881.976406 2 941.4908447 -1.059113636 -0.000996613 93.46443023LEVSVDSDQK 2 4504763 2xTMT6plex [N-Term; K10] 1.293 3.882341862 43.27 0 1577.878673 2 789.4435425 0.719548947 0.00056768 51.30510328ASGDFQTTK 4 4504763 2xTMT6plex [N-Term; K9] 0.831 1.167 4.042547703 44 0 1412.778565 2 706.8938599 1.329278776 0.000938988 33.35792904IYIGDDNPLTLIVK 2 4504763 2xTMT6plex [N-Term; K14] 100 1.660734534 5.8 0 2032.209449 2 1016.607544 -0.806102627 -0.000819085 101.874222ILACAPLYHWR 2 4504763 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.559 2.557709694 26.91 0 1628.893269 3 543.6358643 -0.140872681 -7.65E-05 69.06423382TLGMVYIYDGK 2 4504763 2xTMT6plex [N-Term; K11] 0.524 1.480952978 7.06 0 1717.9599 2 859.4838257 0.276203878 0.000237254 74.17785296ALFLYSR 3 4504763 1xTMT6plex [N-Term] 1.054 2.569902182 26.2 0 1098.650897 2 549.8300781 1.805004671 0.000991535 62.09825474DYAKDDPLEFK 1 4504763 3xTMT6plex [N-Term; K4; K11] 0.982 3.014969587 1 2028.125669 3 676.7130737 -0.493543674 -0.000333656 68.8320662231657129 PFAS phosphoribosylformylglycinamidine synthase 5198 NP_036525.1 5.979073244 1 6 6 18 1338 144.643 5.76 1.62 1.36 1.49 Non-Significant #N/A LSFAHPPSAEVEAIALATLHDR 2 31657129 1xTMT6plex [N-Term] 3.602010965 10.67 0 2574.387752 4 644.3521118 -0.44065016 -0.000283601 88.37450585KPPMLQPLALPPGLSVHQALER 2 31657129 2xTMT6plex [N-Term; K1] 1.495 3.425815344 12.49 0 2850.679196 4 713.4268799 2.278071577 0.001623513 75.38861222AFSITQGLLK 4 31657129 2xTMT6plex [N-Term; K10] 2.363308907 43.45 0 1535.956136 2 768.4821167 0.534662689 0.000410609 78.22204083GQLHVDGQK 6 31657129 2xTMT6plex [N-Term; K9] 1.619 1.629 3.468063831 36.11 0 1439.837083 2 720.4231567 1.3569428 0.000976888 30.52109854ATGLGPVDR 2 31657129 1xTMT6plex [N-Term] 1.243 1.491315961 11.65 0 1114.641788 2 557.8239136 -1.110519608 -0.000618916 37.6985493DSLSMAAR 2 31657129 1xTMT6plex [N-Term] 0.578 1.802278757 5.77 0 1079.57166 2 540.2892456 -0.412496066 -0.00022266 33.81052726520975477 RANBP1 ran-specific GTPase-activating protein isoform 1 5902 NP_001265568.1 29.85611511 1 6 6 35 278 31.884 8.75 1.49 1.23 1.41 1.38 Significant 0.0031 ICANHYITPMMELKPNAGSDR 4 520975477 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 0.902 1.043 4.695271492 13.61 0 2876.462145 4 719.8704224 -0.794586113 -0.000571399 70.24140088AWVWNTHADFADECPKPELLAIR 7 520975477 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 1.35 1.397 1.56 4.64201498 19.08 0 3197.660645 4 800.1709595 0.42620865 0.000340718 90.55251285TLEEDEEELFK 6 520975477 2xTMT6plex [N-Term; K11] 1.466 0.532 2.679595947 31.85 0 1839.962796 2 920.4840088 -1.117110563 -0.001027721 75.72923648FASENDLPEWK 8 520975477 2xTMT6plex [N-Term; K11] 100 1.478 2.894822836 25.02 0 1793.947421 2 897.4775391 0.211982244 0.000190143 63.12791717LEALSVK 6 520975477 2xTMT6plex [N-Term; K7] 1.845 100 1.878 3.028098106 37.35 0 1217.786945 2 609.3963013 -1.329609374 -0.00080959 57.50318864EETKEDAEEK 4 520975477 3xTMT6plex [N-Term; K4; K10] 1.817 2.719 0.772 2.317621469 0.14 1 1895.021263 3 632.3451538 -0.187440756 -0.000118401 28.3188935130795227 DTD1 D-tyrosyl-tRNA(Tyr) deacylase 1 isoform 2 92675 NP_543010.3 33.49282297 1 6 6 44 209 23.409 8.24 1.076 2.162 0.586 1.27 Non-Significant 0.11 ASVTVGGEQISAIGR 6 30795227 1xTMT6plex [N-Term] 1.193 100 1.132 4.142622948 50.5 0 1673.938364 2 837.473999 1.40831761 0.001178718 48.29264563SASSGAEGDVSSEREP 6 30795227 1xTMT6plex [N-Term] 100 1.152 3.875208616 48.68 1 1793.835081 2 897.4208374 -0.380394675 -0.000341183 17.86682621SASSGAEGDVSSER 23 30795227 1xTMT6plex [N-Term] 100 1.513 3.367390871 57.45 0 1567.739724 2 784.3736572 0.200354128 0.000157052 20.14005861VFEDESGKHWSK 4 30795227 3xTMT6plex [N-Term; K8; K12] 0.662 0.556 4.229877949 20.94 1 2136.169265 4 534.7944946 -6.140147501 -0.003279099 44.02442524VFEDESGK 4 30795227 2xTMT6plex [N-Term; K8] 1.747 2.235 3.207655668 46.46 0 1368.741117 2 684.8740845 -0.164154262 -0.000112342 52.05514472GNKPDFHLAMPTEQAEGFYNSFLEQLR 1 30795227 2xTMT6plex [N-Term; K3] 1.082729816 0 3597.820058 4 900.2094116 -1.17897659 -0.001060436 94.39165134194394146 DPP9 dipeptidyl peptidase 9 91039 NP_631898.3 7.735426009 1 7 7 20 892 101.605 6.64 0.99 1.01 1.27 1.09 Significant 0.0068 APHDFQFVQK 2 194394146 2xTMT6plex [N-Term; K10] 0.831 4.4809618 35.13 0 1674.936797 3 558.9837646 -0.0336578 -1.88E-05 56.3861272LAEFQTDSQGK 2 194394146 2xTMT6plex [N-Term; K11] 1.818 3.489336491 40.13 0 1681.916121 2 841.4614868 -0.252145266 -0.000212044 49.12945959LSGPDDDPLHK 4 194394146 2xTMT6plex [N-Term; K11] 1.011 1.26 3.582795382 48.18 0 1651.905556 3 551.3049927 -3.106510924 -0.001710554 42.82074766IWVNEETK 4 194394146 2xTMT6plex [N-Term; K8] 1.92 3.743476152 39.77 0 1476.846251 2 738.9262085 -0.751870963 -0.000555199 60.81137624LVYFQGTK 4 194394146 2xTMT6plex [N-Term; K8] 1.578 2.167 3.383522272 35.67 0 1413.850608 2 707.428772 -0.240912785 -0.000170307 61.63283056GDAAATDDPAAR 2 194394146 1xTMT6plex [N-Term] 2.292492628 36.97 0 1359.670188 2 680.3389893 0.378125247 0.000257063 20.33129737EALLLLSWK 2 194394146 2xTMT6plex [N-Term; K9] 100 1.673138738 14.58 0 1530.965972 2 765.9871826 0.729359369 0.000558312 98.65301354116734706 IRF2BP2 interferon regulatory factor 2-binding protein 2 isoform B 359948 NP_001070865.1 11.03327496 1 5 5 27 571 59.444 8.6 1.47 1.62 1.2 1.43 Significant 0.0073 RPASVSSSAAVEHEQR 18 116734706 1xTMT6plex [N-Term] 1.581 1.604 1.503 5.994807243 48 0 1940.014717 3 647.3442993 1.870093658 0.001209336 23.38148535GCVNYEGADR 4 116734706 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.094 3.502142906 50.05 0 1369.63678 2 685.3225098 0.703391778 0.000481696 30.58201657LEDTHFVQCPSVPSHK 1 116734706 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 1.683 2.949193954 0 2339.221822 4 585.5614014 0.835144719 0.000488397 46.5595457EPALTAVAR 2 116734706 1xTMT6plex [N-Term] 1.3 2.601800442 17.72 0 1156.688739 2 578.8477783 -0.396406881 -0.00022926 43.50078884YPLAAAAERPPR 2 116734706 1xTMT6plex [N-Term] 0.959 3.383330345 6.2 0 1540.879727 3 514.2977295 -0.708577975 -0.000363944 43.50243786387912543 TBRG4 protein TBRG4 isoform 3 9238 NP_001248763.1 14.95327103 1 8 8 18 642 71.812 7.3 1.01 100 1.18 34.06 Non-Significant #N/A KAVAEELAK 2 387912543 3xTMT6plex [N-Term; K1; K9] 0.762 4.093081474 39.63 1 1646.045568 3 549.3528442 -0.96523765 -0.000529608 49.65375749ELQSVEQEVR 4 387912543 1xTMT6plex [N-Term] 1.366 1.177 4.263469219 46.31 0 1445.779738 2 723.3933105 -0.272321046 -0.000196858 50.48556906LSHLLSEKPEDK 2 387912543 3xTMT6plex [N-Term; K8; K12] 1.254 3.414654016 6.83 0 2083.236616 4 521.5648804 0.516170063 0.000268826 55.47660597HLAFLAESCATLSQEQHSQELLAELLTHLER 2 387912543 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.611034632 5.32 0 3803.958788 5 761.6016846 5.396654567 0.00410573 105.80738AVAEELAK 2 387912543 2xTMT6plex [N-Term; K8] 0.789 2.844616175 25.15 0 1288.787673 2 644.8968506 -0.968955671 -0.000624389 46.34753937AQDITLPHLCSVLLAFAR 2 387912543 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.938935637 4.29 0 2254.257924 3 752.0899658 -1.144460461 -0.00085997 103.2729489ELQETLK 2 387912543 2xTMT6plex [N-Term; K7] 0.835 3.248717546 25.23 0 1318.798238 2 659.9025269 -0.349484136 -0.00023045 45.8871409WEFPNFNSR 2 387912543 1xTMT6plex [N-Term] 100 1.872880816 4.88 0 1425.711265 2 713.3591919 -0.110584058 -7.88E-05 81.5058840111968182 RPS18 40S ribosomal protein S18 6222 NP_072045.1 34.86842105 1 7 7 45 152 17.708 10.99 1.31 1.34 1.43 1.36 Significant 0.0007 AGELTEDEVER 2 11968182 1xTMT6plex [N-Term] 1.6 3.450939655 45.88 0 1476.737933 2 738.8720703 -0.723821726 -0.000534447 37.65568012VITIMQNPR 2 11968182 1xTMT6plex [N-Term] 1.291 3.336378336 38.43 0 1300.760858 2 650.8840332 -0.05213391 -3.39E-05 58.71071016VLNTNIDGR 8 11968182 1xTMT6plex [N-Term] 1.723 1.62 1.787 3.63497901 48.46 0 1230.700366 2 615.8536377 -0.298228054 -0.000183515 40.51366671IAFAITAIK 6 11968182 2xTMT6plex [N-Term; K9] 1.842 100 100 2.725303411 40.97 0 1405.918294 2 703.4620972 -0.97862306 -0.000687932 102.1683442KADIDLTK 17 11968182 3xTMT6plex [N-Term; K1; K8] 1.263 1.258 1.424 3.395181894 30.76 1 1591.003369 2 796.005249 -0.092842748 -7.39E-05 39.96101679ADIDLTK 6 11968182 2xTMT6plex [N-Term; K7] 1.511 1.645 1.467 3.084935904 30.29 0 1233.745474 2 617.3773193 1.530195583 0.000943936 46.72808504YAHVVLR 4 11968182 1xTMT6plex [N-Term] 1.188 1.003 1.235 2.589702129 29.86 0 1086.66213 2 543.8336182 -1.99717264 -0.001085126 34.693347034506643 RPL37A 60S ribosomal protein L37a 6168 NP_000989.1 39.13043478 1 5 5 36 92 10.268 10.43 1.07 1.44 1.49 1.33 Significant 0.0097 AVGIWHCGSCMK 10 4506643 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C7; C10] 1.246 1.182 1.293 3.880417824 48.17 0 1863.943222 3 621.9853516 -0.92292645 -0.000573427 46.16146462AVGIWHCGSCMK 8 4506643 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C7; C10]; 1xOxidation [M11] 0.954 1.251 0.737 2.884061813 45.84 0 1879.938137 3 621.9853516 -0.92292645 -0.000573427 46.16146462KIEISQHAK 8 4506643 3xTMT6plex [N-Term; K1; K9] 1.599 1.405 4.184579849 22.07 1 1741.093915 3 581.0357666 -0.671351098 -0.000389628 37.31123997YTCSFCGK 6 4506643 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C3; C6] 1.728 1.481 1.665 3.864751577 40.33 0 1480.732878 2 740.8703613 0.383652081 0.000284043 41.67274665IEISQHAK 2 4506643 2xTMT6plex [N-Term; K8] 2.397 2.625165462 29.04 0 1383.83602 3 461.9501343 -0.123495823 -5.70E-05 38.57286658KVGIVGK 2 4506643 3xTMT6plex [N-Term; K1; K7] 0.814 3.339838266 10.26 1 1387.960382 3 463.3257751 1.721893134 0.00079664 39.31271654262206280 DNAJC7 dnaJ homolog subfamily C member 7 isoform 1 7266 NP_003306.3 15.58704453 1 8 8 26 494 56.405 6.96 1.61 1.79 1.32 1.57 Significant 0.0075 HSGASAEVQKEEEK 4 262206280 3xTMT6plex [N-Term; K10; K14] 1.641 1.973 6.10043478 22.62 1 2216.212586 4 554.8082275 -0.679534878 -0.000376498 27.9755982EALGDAQQSVR 4 262206280 1xTMT6plex [N-Term] 1.584 1.733 3.819004297 53.1 0 1402.748772 2 701.8725586 -7.79317916 -0.005465936 35.78189439AATLMMLGR 2 262206280 1xTMT6plex [N-Term] 100 2.3775599 37.34 0 1192.674351 2 596.8410645 0.42042176 0.000250713 66.00401705KLDDAIEDCTNAVK 6 262206280 3xTMT6plex [N-Term; K1; K14]; 1xCarbamidomethyl [C9] 100 1.768 1.328 3.535694599 18.13 1 2279.252009 3 760.4207153 -1.937391693 -0.001471935 51.54013042IAETDFEK 2 262206280 2xTMT6plex [N-Term; K8] 1.28 2.929843903 32.04 0 1410.788067 2 705.8969116 -1.077814484 -0.000760284 47.08928012LDDSFVR 4 262206280 1xTMT6plex [N-Term] 1.644 1.76 2.56885457 29.69 0 1080.58869 2 540.7977905 -0.356977003 -0.000192873 53.43146155AIDMCPK 2 262206280 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.315 2.832446814 32.77 0 1292.710686 2 646.8591919 0.326019632 0.000210725 47.39804949LDDTYIK 2 262206280 2xTMT6plex [N-Term; K7] 0.977 2.75464797 18.91 0 1325.771689 2 663.3904419 1.446907547 0.000959135 54.0422590450301240 EXOSC10 exosome component 10 isoform 1 5394 NP_001001998.1 9.943502825 1 7 7 15 885 100.768 8.46 1.49 1.27 100 34.25 Non-Significant #N/A VFHGADSDIEWLQK 2 50301240 2xTMT6plex [N-Term; K14] 1.246 4.136847496 29.5 0 2103.127511 3 701.7138672 -0.219861847 -0.000154132 70.85744485AAAEQAISVR 4 50301240 1xTMT6plex [N-Term] 1.532 1.408 3.92995286 54.06 0 1244.716016 2 622.8618774 0.371492619 0.000231201 36.06054438LAQVQVQK 2 50301240 2xTMT6plex [N-Term; K8] 1.816 3.680682898 41.34 0 1371.872406 2 686.4395142 -0.476939171 -0.00032715 53.17768484VLSATSATK 2 50301240 2xTMT6plex [N-Term; K9] 1 2.41307354 11.38 0 1335.824787 2 668.4154663 -0.846729918 -0.000565541 45.92451247VTELEDKFDLLVDANDVILER 1 50301240 2xTMT6plex [N-Term; K7] 100 2.50349617 1 2904.597025 3 968.8704224 -0.107030391 -0.000103627 105.2588165LYCNVDSNK 2 50301240 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.382 3.057943583 31.7 0 1570.829949 2 785.9191284 0.656452939 0.000515588 43.80750147DFGLYVVNMFDTHQAAR 2 50301240 1xTMT6plex [N-Term] 1.750509262 5.36 0 2213.101089 3 738.3717041 -0.239385953 -0.000176595 92.36879327325651836 SMARCA5 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A member 5 8467 NP_003592.3 8.650190114 1 9 9 22 1052 121.828 8.09 1.4 1.62 1.95 1.66 Significant 0.0092 DVLLPGEWDVCVTSYEMLIK 2 325651836 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C11] 2.104 3.166579485 25.01 0 2825.486946 3 942.4998169 -0.725087904 -0.000682909 109.7056863SVCLIGDK 4 325651836 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 2.212 1.8 3.079158068 42.9 0 1349.786293 2 675.3961792 -0.897661777 -0.000605826 47.70644745ENMELEEK 4 325651836 2xTMT6plex [N-Term; K8] 1.857 0.941 3.609130144 30.94 0 1479.776516 2 740.3928833 1.333851119 0.000986901 50.12650731LVDQNLNK 2 325651836 2xTMT6plex [N-Term; K8] 1.419 3.406112671 37.47 0 1401.846585 2 701.4279175 1.407572668 0.0009866 45.83848885VLIFSQMTR 2 325651836 1xTMT6plex [N-Term] 0.852 2.034406424 15.83 0 1323.765609 2 662.385376 -1.611536711 -0.001066648 72.45792001LFELLEK 2 325651836 2xTMT6plex [N-Term; K7] 1.504 1.881524444 21.76 0 1349.84446 2 675.4249878 -1.304575538 -0.000880487 99.59318673IYVGLSK 2 325651836 2xTMT6plex [N-Term; K7] 1.294 2.63288641 42.83 0 1237.79203 2 619.3991699 -0.781452963 -0.000483638 66.71178593FEDSPSYVK 2 325651836 2xTMT6plex [N-Term; K9] 100 1.588876843 10.54 0 1529.825181 2 765.4158325 -0.518046733 -0.00039626 42.21109919TPEEVIEYSAVFWER 2 325651836 1xTMT6plex [N-Term] 100 2.319840193 1.22 0 2084.053788 2 1042.530273 -0.248206166 -0.000258638 102.0317364506621 RPL26 60S ribosomal protein L26 6154 NP_000978.1 29.65517241 1 1 8 54 145 17.248 10.55 1.05 0.91 0.61 0.85 Significant 0.022 KIMSSPLSK 8 4506621 3xTMT6plex [N-Term; K1; K9] 0.52 0.557 0.517 4.830395222 38.94 1 1678.054025 3 560.0229492 0.160838832 9.00E-05 46.16949409DDEVQVVR 8 4506621 1xTMT6plex [N-Term] 1.764 1.322 1.525 3.185405254 51.64 0 1188.642182 2 594.8239746 -1.270038429 -0.000754811 32.63572935KYVIYIER 5 4506621 2xTMT6plex [N-Term; K1] 1.296 1.387 100 3.174948931 15.43 1 1541.945571 3 514.6535645 0.369150109 0.000189736 48.3308958FNPFVTSDR 10 4506621 1xTMT6plex [N-Term] 1.115 1.263 1.209 2.764157057 31.71 0 1311.689467 2 656.3478394 -0.811685303 -0.00053234 67.67430683YKEETIEK 8 4506621 3xTMT6plex [N-Term; K2; K8] 1.515 1.192 1.297 3.187384367 20.27 1 1727.019413 3 576.3447266 0.123552462 7.11E-05 38.41683149KDDEVQVVR 4 4506621 2xTMT6plex [N-Term; K1] 1.482 3.208525658 17.67 1 1545.900077 3 515.9711914 -0.683233843 -0.00035207 35.75585775YVIYIER 6 4506621 1xTMT6plex [N-Term] 1.527 1.454 1.279 2.616860867 32.58 0 1184.687676 2 592.8486938 2.055508268 0.001217568 57.91325159IMSSPLSK 5 4506621 2xTMT6plex [N-Term; K8] 2.256 0.266 1.053 3.001391888 39.8 0 1320.79613 2 660.9005127 -1.802533579 -0.00119039 55.537316454504901 KPNA4 importin subunit alpha-3 3840 NP_002259.1 18.04222649 1 5 5 27 521 57.851 4.96 1.27 1.26 1.27 1.27 Significant 0.0000069 IEQLQNHENEDIYK 4 4504901 2xTMT6plex [N-Term; K14] 1.626 1.57 4.172169209 33.74 0 2231.170832 3 744.3945313 -0.802919245 -0.00059715 46.32955585AVGNIVTGTDEQTQVVLNCDALSHFPALLTHPK 2 4504901 2xTMT6plex [N-Term; K33]; 1xCarbamidomethyl [C19] 1.376 4.350504398 37.1 0 4004.131556 4 1001.787537 -0.809043255 -0.000809879 92.19051958NVPHEDICEDSDIDGDYR 14 4504901 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.218 1.23 1.26 5.845983028 78.76 0 2378.040399 3 793.3517456 0.119781988 9.49E-05 44.28032682NEVVVELR 2 4504901 1xTMT6plex [N-Term] 3.835 2.627293348 44.18 0 1186.699303 2 593.854248 1.614793019 0.000958137 33.49710659MAEDEAETIGNLIEECGGLEK 5 4504901 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C16] 100 100 100 2.78801918 16.44 0 2766.357782 3 922.7902832 -0.537172247 -0.000495337 101.150451234577063 ADSS adenylosuccinate synthetase isozyme 2 159 NP_001117.2 20.39473684 1 8 8 31 456 50.066 6.55 1.53 1.47 2.35 1.78 Significant 0.024 AHIVFDFHQAADGIQEQQR 2 34577063 1xTMT6plex [N-Term] 0.89 3.372299433 14.75 0 2439.236671 3 813.7507935 0.473984795 0.000385387 86.93057576MCDLVSDFDGFSER 4 34577063 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.66 3.504908323 20 0 1906.851265 2 953.9281006 -1.227425635 -0.001170259 91.87811595VVDLLAQDADIVCR 6 34577063 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.068 100 1.974380016 31.6 0 1815.9836 2 908.4943237 -1.227466516 -0.00111453 82.17994367FIEDELQIPVK 6 34577063 2xTMT6plex [N-Term; K11] 100 1.135 100 1.986412287 17.75 0 1789.051158 2 895.0274048 -2.026247082 -0.00181253 78.62982056EFGVTTGR 2 34577063 1xTMT6plex [N-Term] 2.235 2.614533424 33.73 0 1095.599589 2 548.3031006 -0.606661532 -0.000332329 39.30741003TLPGWNTDISNAR 3 34577063 1xTMT6plex [N-Term] 1.877 3.046636343 20.11 0 1673.880849 2 837.4447021 0.763809966 0.000639263 68.77828622VLANQYK 4 34577063 2xTMT6plex [N-Term; K7] 1.678 3.074406862 31.35 0 1293.793093 2 647.4002075 0.03502806 2.27E-05 43.5260009GLEGWEK 4 34577063 2xTMT6plex [N-Term; K7] 1.229 1.45 2.825733185 28.71 0 1276.730158 2 638.8688354 0.184681497 0.000117894 62.665297698986464 TMED10 transmembrane emp24 domain-containing protein 10 precursor 10972 NP_006818.3 25.57077626 1 6 6 41 219 24.96 7.44 0.97 1.04 1.06 1.02 Significant 0.00071 RLEDLSESIVNDFAYMK 6 98986464 2xTMT6plex [N-Term; K17] 0.631 100 4.975304127 33.27 1 2488.315782 3 830.111084 1.172344421 0.000972388 103.3912947ITDSAGHILYSK 10 98986464 2xTMT6plex [N-Term; K12] 1.039 1.037 1.041 3.359987974 46.22 0 1763.010356 3 588.3422241 1.000154807 0.000587761 52.22955302LEDLSESIVNDFAYMK 4 98986464 2xTMT6plex [N-Term; K16] 0.72 2.797 2.933722734 31.49 0 2332.214671 2 1166.610474 -0.428748857 -0.000499967 109.5657223LKPLEVELR 11 98986464 2xTMT6plex [N-Term; K2] 0.934 0.851 1.021 3.533620596 16.2 0 1554.998335 3 519.0041504 -0.280892986 -0.000145596 58.93340025IPDQLVILDMK 6 98986464 2xTMT6plex [N-Term; K11] 100 1.809934974 31.25 0 1743.04905 2 872.027771 -0.449900026 -0.000392099 84.65039345NYEEIAK 4 98986464 2xTMT6plex [N-Term; K7] 0.986 0.991 3.129175663 32.94 0 1324.751288 2 662.8787231 -0.844038385 -0.00055907 46.9065974132306539 PBDC1 protein PBDC1 isoform 1 51260 NP_057584.2 31.75965665 1 7 7 23 233 26.041 4.79 1.05 1.35 100 34.13 Non-Significant #N/A AMQHAEVYYK 2 32306539 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.37 3.733648777 35.17 0 1713.903448 3 571.9730835 0.728651478 0.000416279 34.00729962GADSGEEKEEGINR 2 32306539 2xTMT6plex [N-Term; K8] 1.103 3.75160718 24.21 1 1948.997619 3 650.3370972 -0.451737901 -0.000293479 32.16916742AVYISVQDK 2 32306539 2xTMT6plex [N-Term; K9] 1.07 3.38639307 33.37 0 1480.877551 2 740.9428711 0.617659103 0.000457339 51.55208251LISSVDPQFLK 6 32306539 2xTMT6plex [N-Term; K11] 0.892 100 3.441711664 32.04 0 1705.030029 2 853.0177612 -1.045640858 -0.000891425 79.02496404IQFFAIEIAR 2 32306539 1xTMT6plex [N-Term] 100 3.374910831 38.62 0 1436.846302 2 718.925354 -1.997675175 -0.001435176 96.96198956VDDQIYSEFR 4 32306539 1xTMT6plex [N-Term] 1.639595151 10.76 0 1500.753189 2 750.8796997 -0.710513857 -0.000533153 46.90194507IDVLDPEELK 5 32306539 2xTMT6plex [N-Term; K10] 1.082 100 1.762481928 7.2 0 1628.95111 2 814.9785767 -0.756897908 -0.000616475 77.323483955453908 PITPNA phosphatidylinositol transfer protein alpha isoform 5306 NP_006215.1 31.11111111 1 6 7 20 270 31.786 6.55 1.03 0.93 0.8 0.92 Significant 0.0052 MLAPEGALNIHEK 6 5453908 2xTMT6plex [N-Term; K13] 1.044 100 100 4.097401142 48.61 0 1881.066825 3 627.6950073 1.937141524 0.001214631 57.36190623VILPVSVDEYQVGQLYSVAEASK 4 5453908 2xTMT6plex [N-Term; K23] 1.037 5.622034073 54.83 0 2952.63341 3 984.8817139 -0.955719199 -0.000940629 97.65474069TVITNEYMK 2 5453908 2xTMT6plex [N-Term; K9] 0.507 2.186934471 5.23 0 1556.875836 2 778.9367065 -6.230326039 -0.004849922 47.87798374QLFCWLDK 8 5453908 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 0.612 1.124 2.587064266 26.61 0 1567.870692 2 784.4401245 1.45463108 0.001140337 95.00935765LEPEAWK 2 5453908 2xTMT6plex [N-Term; K7] 1.243 2.841693163 29.99 0 1330.777109 2 665.8915405 -0.980055416 -0.000652118 59.66662409IETWHKPDLGTQENVHK 1 5453908 3xTMT6plex [N-Term; K6; K17] 0.897 3.150811195 0 2719.51346 5 544.7071533 -2.50025916 -0.001359898 45.98835128IYHLQSK 1 5453908 2xTMT6plex [N-Term; K7] 0.995 3.172642469 25.54 0 1346.819642 3 449.6114502 0.115194294 5.17E-05 42.23015973815890950 GFM1 elongation factor G, mitochondrial isoform 1 85476 NP_001295093.1 9.220779221 1 7 7 23 770 85.815 7.18 0.88 1.21 0.81 0.97 Significant 0.016 ETITAPVPFDFTHK 3 815890950 2xTMT6plex [N-Term; K14] 1.019 0.779 3.753569365 35.65 0 2061.142098 3 687.71875 -0.194756102 -0.000133807 70.91416842GKDGVGAVMDSMELER 2 815890950 2xTMT6plex [N-Term; K2] 0.48 3.581392765 33.84 1 2152.114245 3 718.0429077 -0.034954217 -2.51E-05 71.92794676GEYTMEYSR 8 815890950 1xTMT6plex [N-Term] 1.151 0.922 0.814 3.258023739 44.83 0 1364.635382 2 682.8206787 -0.953689273 -0.000650719 45.71256861VYFDTENK 4 815890950 2xTMT6plex [N-Term; K8] 0.856 0.8 3.639755011 35.81 0 1473.798966 2 737.4034424 0.435558471 0.000320963 52.39410603GFLDACEK 2 815890950 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 100 2.599192381 38.63 0 1397.749908 2 699.3795776 1.409939952 0.000985372 63.12958684GIVDLIEER 2 815890950 1xTMT6plex [N-Term] 1.542 2.686407566 24.09 0 1272.736083 2 636.8725586 1.381266332 0.000878994 72.02860858SYQGELK 2 815890950 2xTMT6plex [N-Term; K7] 1.228 2.864224911 25.22 0 1282.740723 2 641.8747559 1.17868617 0.000755974 34.8836195266932916 MAPK1 mitogen-activated protein kinase 1 5594 NP_002736.3 26.94444444 1 6 9 27 360 41.363 6.98 1.16 1.11 0.76 1.01 Significant 0.015 ELIFEETAR 5 66932916 1xTMT6plex [N-Term] 1.915 0.986 3.145395517 34.66 0 1336.730997 2 668.8695068 0.553493468 0.000369936 55.34152766APEIMLNSK 2 66932916 2xTMT6plex [N-Term; K9] 1.531 3.183129311 30.16 0 1460.854707 2 730.9307861 -0.281577883 -0.000205672 60.86634059APTIEQMK 4 66932916 2xTMT6plex [N-Term; K8] 1.199 1.069 3.304054737 45.16 0 1375.801943 2 688.4048462 0.343496253 0.000236291 55.04927962MLTFNPHK 2 66932916 2xTMT6plex [N-Term; K8] 0.993 2.629017591 19.25 0 1445.833912 3 482.6163635 0.432474413 0.000208429 60.18938452LFPNADSK 4 66932916 2xTMT6plex [N-Term; K8] 1.109 1.136 2.881973028 37.91 0 1349.782922 2 675.395752 0.966811943 0.000652493 60.94122094DLKPSNLLLNTTCDLK 2 66932916 3xTMT6plex [N-Term; K3; K16]; 1xCarbamidomethyl [C13] 0.524 1.866172552 0 2532.467421 3 844.8272705 -0.064240338 -5.42E-05 75.85749862ALDLLDK 6 66932916 2xTMT6plex [N-Term; K7] 0.861 100 100 2.841759682 29.51 0 1245.78186 2 623.3944092 -0.255229776 -0.00015898 77.18797748ICDFGLAR 4 66932916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.733 1.679454565 14.37 0 1180.634595 2 590.8207397 -0.331989097 -0.000195979 52.28207094YTNLSYIGEGAYGMVCSAYDNVNK 1 66932916 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C16] 1.20317173 0 3147.516743 3 1049.842773 -0.945341278 -0.000991826 90.15999967224589071 BMS1 ribosome biogenesis protein BMS1 homolog 9790 NP_055568.3 7.722308892 1 8 8 15 1282 145.716 6.44 2.793 1.642 1.267 1.9 Non-Significant 0.053 AEFEDQDDEAR 2 224589071 1xTMT6plex [N-Term] 4.581 3.398868322 53.48 0 1553.691711 2 777.3500366 0.698769376 0.000542836 34.9629364GPVTIVSGK 2 224589071 2xTMT6plex [N-Term; K9] 1.323 3.617339849 40.89 0 1315.834958 2 658.4214478 0.502348572 0.000330504 51.20669279EEEDYKEENNDSK 2 224589071 3xTMT6plex [N-Term; K6; K13] 0.933 2.702006817 8.32 1 2316.144626 3 772.71875 -1.264601514 -0.000976333 29.06677142EVKEEIDPDEEESAK 2 224589071 3xTMT6plex [N-Term; K3; K15] 1.698 3.325510263 10.15 1 2434.280391 3 812.0974731 -1.037146919 -0.000841569 45.26993398MEDLTNPEDIR 2 224589071 1xTMT6plex [N-Term] 1.196 2.942278147 38.71 0 1561.772938 2 781.3890381 -1.369378398 -0.001069329 60.98704373AFAVQSAVR 2 224589071 1xTMT6plex [N-Term] 0.868 2.278748512 2.17 0 1177.689073 2 589.3471069 -1.813435194 -0.001067831 34.35021596FLVEAPHDWDLEEVMNSIR 1 224589071 1xTMT6plex [N-Term] 1.468795538 0 2529.264525 3 843.7624512 3.271743838 0.002758369 105.4072676IMGVLTHLDSFK 2 224589071 2xTMT6plex [N-Term; K12] 1.82820785 7.47 0 1819.055198 3 607.0239258 1.114052918 0.000675508 90.120976495803036 HNRNPA0 heterogeneous nuclear ribonucleoprotein A0 10949 NP_006796.1 20.6557377 1 4 6 72 305 30.822 9.29 1.26 1.3 1.16 1.24 Significant 0.0011 GFGFVYFQNHDAADK 6 5803036 2xTMT6plex [N-Term; K15] 1.347 1.314 4.488736629 47.13 0 2174.10711 3 725.3739014 0.018964826 1.37E-05 76.00544617GDVAEGDLIEHFSQFGTVEK 12 5803036 2xTMT6plex [N-Term; K20] 2.693 3.363819599 34.38 0 2636.360817 3 879.4587402 0.322449461 0.000283364 81.99997477EDIYSGGGGGGSR 6 5803036 1xTMT6plex [N-Term] 1.103 1.606 1.61 4.070860386 73.7 0 1440.691651 2 720.8490601 -0.560815919 -0.000403981 29.71073243KLFVGGLK 72 5803036 3xTMT6plex [N-Term; K1; K8] 0.753 0.812 0.878 3.817184925 23.58 1 1549.044446 3 517.0199585 0.565534632 0.000292013 58.62888589IFVGGIK 48 5803036 2xTMT6plex [N-Term; K7] 2.036 2.477 1.805 2.747451067 32.13 0 1191.786551 2 596.3962402 -1.130564234 -0.000673696 62.34943694AEIIADK 8 5803036 2xTMT6plex [N-Term; K7] 1.233 1.136 3.020719528 42.75 0 1217.75056 2 609.3780518 -1.422856562 -0.000866342 40.46734099156631005 PSMD8 26S proteasome non-ATPase regulatory subunit 8 5714 NP_002803.2 32.57142857 1 9 9 31 350 39.587 9.7 1.16 1.04 100 34.07 Non-Significant #N/A GWVLGPNNYYSFASQQQKPEDTTIPSTELAK 4 156631005 3xTMT6plex [N-Term; K18; K31] 2.24710536 9.71 0 4157.179835 4 1040.049438 -0.940831021 -0.000977801 80.21782493DIQTNVYIK 4 156631005 2xTMT6plex [N-Term; K9] 1.223 1.072 4.006416798 52.57 0 1551.914665 2 776.4611816 0.271935861 0.000211011 61.85221891DILEIGAQWSILR 3 156631005 1xTMT6plex [N-Term] 1.433017969 24.53 0 1743.000236 2 872.00354 -0.24815939 -0.000216271 102.7271069ILFTEATR 4 156631005 1xTMT6plex [N-Term] 1.216 0.656 3.32505846 32.74 0 1179.69349 2 590.3504639 0.136937583 8.08E-05 58.33614405LVLLELNFLPTTGTK 6 156631005 2xTMT6plex [N-Term; K15] 1.285629869 10.84 0 2117.298599 2 1059.151489 -1.368193592 -0.001448437 102.261548ILFFNTPK 3 156631005 2xTMT6plex [N-Term; K8] 1.929 100 1.408625603 10.5 0 1437.886993 2 719.4472046 0.096738957 6.95E-05 81.67503864QVIEYAR 4 156631005 1xTMT6plex [N-Term] 1.036 1.018 2.371413231 35.45 0 1107.635975 2 554.3206787 -1.709883182 -0.000946964 43.34950812HPVSLEQYLMEGSYNK 1 156631005 2xTMT6plex [N-Term; K16] 1.491095066 0 2353.226238 3 785.0792847 -1.248327103 -0.000979199 74.54987627DIPSFER 2 156631005 1xTMT6plex [N-Term] 1.245 2.764418125 26.46 0 1092.58869 2 546.7985229 0.987652945 0.000539549 52.37659409342837704 P3H1 prolyl 3-hydroxylase 1 isoform 3 precursor 64175 NP_001230175.1 10.94527363 1 6 6 20 804 90.559 5.71 1.59 1.39 1.35 1.44 Significant 0.0026 AVGFSSGTENPHGVK 4 342837704 2xTMT6plex [N-Term; K15] 1.558 1.384 4.868789673 55.27 0 1945.054346 3 649.0222778 -1.061956912 -0.000688521 45.75911944TVTAEVQPQCGR 4 342837704 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.798 1.344 4.346842289 42.91 0 1574.815806 2 787.911377 -0.208991901 -0.000164562 31.40472445TAIEEVQAER 4 342837704 1xTMT6plex [N-Term] 1.041 1.347 3.917860031 55.38 0 1374.742624 2 687.8744507 -0.727185434 -0.000499846 37.00389478LYSEEQPQEAVPHLEAALQEYFVAYEECR 2 342837704 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C28] 1.946412921 3.07 0 3727.778758 3 1243.260498 -3.169930445 -0.003938933 107.3783902DLSFFGGLLR 4 342837704 1xTMT6plex [N-Term] 100 2.707253456 31.51 0 1353.772802 2 677.3894043 -0.938485577 -0.000635248 98.25637813GDWPGVVLSMER 2 342837704 1xTMT6plex [N-Term] 1.485 2.623968601 26.32 0 1574.819829 2 787.9125366 -1.290482743 -0.001016139 84.3718952638045898 ERC1 ELKS/Rab6-interacting/CAST family member 1 isoform epsilon 23085 NP_829884.1 7.258064516 1 7 7 24 1116 128.008 5.97 0.98 0.92 1.04 0.98 Significant 0.0012 LMADNYEDDHFK 2 38045898 2xTMT6plex [N-Term; K12] 1.011 3.504031181 44.29 0 1955.957334 3 652.6569214 -0.574138211 -0.00037433 55.15569366GLTPPASYNLDDDQAAWENELQK 4 38045898 2xTMT6plex [N-Term; K23] 0.744 3.527659655 29.95 0 3033.520565 3 1011.844604 -0.430200953 -0.000435008 84.61319156ESVQITAER 8 38045898 1xTMT6plex [N-Term] 1.005 0.998 1.044 3.621314764 42.16 0 1261.694946 2 631.3509521 -0.252321788 -0.000159177 41.99370376EMVLAQEESAR 2 38045898 1xTMT6plex [N-Term] 0.835 3.923278093 46.53 0 1491.767459 2 746.381958 -7.252842466 -0.005409777 43.72308231LLEMLQSK 2 38045898 2xTMT6plex [N-Term; K8] 100 2.326357126 28.07 0 1419.864543 2 710.4352417 -0.941386676 -0.000668321 91.1530034ALQTVIEMK 4 38045898 2xTMT6plex [N-Term; K9] 0.725 0.284 2.411910295 22.96 0 1490.901657 2 745.9530029 -1.963865699 -0.001463965 68.34781377IEELEEALR 2 38045898 1xTMT6plex [N-Term] 100 2.029856443 23.78 0 1330.741562 2 665.874939 0.78112063 0.000519735 88.1914072300863105 SAMD9 sterile alpha motif domain-containing protein 9 54809 NP_001180236.1 6.041535557 1 9 9 20 1589 184.165 7.83 0.47 0.45 0.46 Non-Significant #N/A EALINHFNLMINK 2 300863105 2xTMT6plex [N-Term; K13] 0.437 2.59912014 15.67 0 2015.151223 3 672.3890991 0.754773768 0.000506994 77.14811979SQEDAISTMK 2 300863105 2xTMT6plex [N-Term; K10] 0.512 3.496136904 48.53 0 1567.840179 2 784.421936 -2.285672823 -0.001791785 47.03993253YFEDHQVQQAK 2 300863105 2xTMT6plex [N-Term; K11] 0.445 3.729012251 23.34 0 1850.980118 3 617.6644287 -0.748483019 -0.000461809 39.76150881EDVNQWLESHK 2 300863105 2xTMT6plex [N-Term; K11] 1.753938913 8.27 0 1842.975033 3 614.99646 -0.111926197 -6.88E-05 52.21673593FLQDMHTLLLTR 2 300863105 1xTMT6plex [N-Term] 1.828520894 14.09 0 1716.966827 3 572.9929199 -1.526485156 -0.000873641 88.97950434AFWGTEK 2 300863105 2xTMT6plex [N-Term; K7] 0.544 2.925464153 22.42 0 1296.735244 2 648.8719482 1.061106638 0.000687987 56.98421012GQNIFTK 2 300863105 2xTMT6plex [N-Term; K7] 0.456 2.710578203 25.68 0 1265.761793 2 633.3846436 0.171840686 0.000108755 51.87903691VELIEDK 4 300863105 2xTMT6plex [N-Term; K7] 0.406 0.01 2.520638227 22.78 0 1303.787339 2 652.3986816 2.107476555 0.001373851 57.22503805IIEPDNSYISDTLGQVYK 2 300863105 2xTMT6plex [N-Term; K18] 1.400502086 0.45 0 2513.353941 3 838.4552002 -1.151367507 -0.000964598 88.855843866005872 SEC63 translocation protein SEC63 homolog 11231 NP_009145.1 9.473684211 1 6 6 24 760 87.942 5.31 1.01 1.23 1.06 1.1 Significant 0.0036



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms AYAALTDEESR 6 6005872 1xTMT6plex [N-Term] 1.071 1.231 0.967 4.967185974 63.06 0 1454.732454 2 727.8709717 1.521310238 0.00110655 31.19552965EQSICAAEEQPAEDGQGETNK 6 6005872 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C5] 0.987 2.041 4.377398968 39.65 0 2749.298688 3 917.1030884 -1.446060881 -0.001325218 37.60628261KPTPVLLPQSK 2 6005872 3xTMT6plex [N-Term; K1; K11] 0.976 4.309311867 20.42 0 1895.229681 3 632.4146118 -0.210201848 -0.000132794 57.69034313EIGSINLK 2 6005872 2xTMT6plex [N-Term; K8] 1.111 3.314691782 33.18 0 1331.829872 2 666.4187012 0.190147222 0.000126622 63.36524086TIQDLVSLK 4 6005872 2xTMT6plex [N-Term; K9] 2.033492804 9.59 0 1474.924501 2 737.9667358 1.148526373 0.000846995 64.51948718APTLASLENCMK 4 6005872 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.410331368 6.67 0 1792.970148 2 896.9877319 -1.093354965 -0.000980176 66.5401892166346693 FAT1 protocadherin Fat 1 precursor 2195 NP_005236.2 1.547515257 1 7 7 28 4588 505.958 5 1.15 1.18 1.11 1.14 Significant 0.00031 YEVNIGSSAAK 6 66346693 2xTMT6plex [N-Term; K11] 0.856 1.192 1.166 4.207762241 60.26 0 1596.899743 2 798.9534912 -0.023174983 -1.85E-05 43.96801816VSVDESVMSTHSTAR 8 66346693 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.776 1.32 4.387732506 74.81 0 1850.911557 3 617.6417236 -0.507604785 -0.000313177 30.62384972VQATDADAGLNR 2 66346693 1xTMT6plex [N-Term] 1.434 4.206934452 54.55 0 1459.770236 2 730.3884277 -0.450263496 -0.000328641 37.69314845GQIFTLEK 4 66346693 2xTMT6plex [N-Term; K8] 1.001 0.924 2.968648911 15.79 0 1393.845523 2 697.4264526 0.076129984 5.31E-05 71.14620984SLDHETTK 2 66346693 2xTMT6plex [N-Term; K8] 1.087 1.938296676 24.05 0 1388.778565 3 463.5976563 -0.107742158 -4.99E-05 30.56649829VVDLDPCLSK 2 66346693 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.567 1.590145826 7.75 0 1603.91295 2 802.4584351 -2.092927058 -0.001678436 63.58020691LSFVTPR 4 66346693 1xTMT6plex [N-Term] 100 0.898 2.284325123 18.3 0 1048.635246 2 524.8206177 -1.228042298 -0.000643884 45.82125739114796644 RCC1 regulator of chromosome condensation isoform a 1104 NP_001041659.1 12.61061947 1 4 4 30 452 48.115 8.16 1.61 1.15 1.4 1.39 Significant 0.0091 VVQVSAGDSHTAALTDDGR 19 114796644 1xTMT6plex [N-Term] 1.493 1.384 1.427 6.137525082 83.59 0 2128.08319 3 710.0328369 0.360626028 0.000255814 42.18828528DTSVEGSEMVPGK 4 114796644 2xTMT6plex [N-Term; K13] 2.035 1.324 3.814767838 61.74 0 1793.935536 2 897.4628296 -9.561815333 -0.00857664 44.18381455LGLGEGAEEK 2 114796644 2xTMT6plex [N-Term; K10] 0.995 1.351865172 16.32 0 1460.83608 2 730.9223022 0.85423834 0.000623951 45.12591966SMVPVQVQLDVPVVK 5 114796644 2xTMT6plex [N-Term; K15] 100 1.765036941 3.02 0 2096.255354 2 1048.631714 0.380361283 0.000398667 74.222042273747875 PSMB8 proteasome subunit beta type-8 isoform E2 precursor 5696 NP_683720.2 26.8115942 1 5 5 22 276 30.335 7.43 0.7 0.72 100 33.81 Non-Significant #N/A VESTDVSDLLHQYR 4 73747875 1xTMT6plex [N-Term] 0.877 100 3.647703409 49.78 0 1890.975872 3 630.99646 -0.552607362 -0.000348322 71.63230386DSYSGGVVNMYHMK 4 73747875 2xTMT6plex [N-Term; K14] 0.708 0.711 4.101090908 28.93 0 2046.018888 3 682.6780396 0.330936507 0.000225701 57.0346007FQHGVIAAVDSR 6 73747875 1xTMT6plex [N-Term] 0.684 0.723 4.228878975 42.16 0 1528.843342 2 764.9246216 -0.899370066 -0.000687498 54.01803611VIEINPYLLGTMSGCAADCQYWER 6 73747875 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C15; C19] 100 100 1.410240173 16.86 0 3075.457564 3 1025.823486 -0.539323203 -0.000552889 94.13623631LLSNMMCQYR 2 73747875 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.518 0.917934716 2.39 0 1544.758491 2 772.8826904 -0.250596211 -0.000193555 71.0770587413994242 SH3KBP1 SH3 domain-containing kinase-binding protein 1 isoform a 30011 NP_114098.1 14.88721805 1 6 6 13 665 73.082 6.62 0.73 0.83 100 33.85 Non-Significant #N/A KPPPPSAPVIK 2 13994242 3xTMT6plex [N-Term; K1; K11] 0.709 5.274031162 63.97 0 1818.182002 3 606.7315674 -1.019299256 -0.000617757 46.45118448IDLAGSSLSGILDK 4 13994242 2xTMT6plex [N-Term; K14] 1.064 0.82 2.785032511 44.6 0 1847.089 2 924.0472412 -0.971359867 -0.000897094 93.94492199KLPATTATPDSSK 2 13994242 3xTMT6plex [N-Term; K1; K13] 0.821 5.775346279 49.42 1 2004.194417 3 668.7364502 0.189695139 0.000126729 40.90775346LQMEVNDIK 2 13994242 2xTMT6plex [N-Term; K9] 0.883 3.239315271 42.43 0 1547.886735 2 774.4467773 -0.295417287 -0.000228636 65.68347681ANSPSLFGTEGKPK 2 13994242 3xTMT6plex [N-Term; K12; K14] 0.914 3.293600798 17.65 0 2120.231865 3 707.4150391 -0.613768957 -0.000433777 52.94343604ASLPPKPGTMAAGGGGPAPLSSAAPSPLSSSLGTAGHR 1 13994242 2xTMT6plex [N-Term; K6] 100 1.199403763 0 3869.074375 4 968.0222168 -1.896586054 -0.001834508 55.25986326224591430 LYAR cell growth-regulating nucleolar protein 55646 NP_001139197.1 16.88654354 1 4 4 20 379 43.607 9.57 1.48 1.34 1.06 1.3 Significant 0.009 VKDAVEQQGEVK 8 224591430 3xTMT6plex [N-Term; K2; K12] 1.322 1.156 1.063 5.31652832 29.73 1 2017.189666 3 673.0679321 -0.209689395 -0.000140994 38.92893184EQDQRPLHPVANPHAEISTK 4 224591430 2xTMT6plex [N-Term; K20] 1.612 1.572 5.703062057 24.12 0 2725.478581 5 545.9017944 0.47117155 0.000256834 32.82354328ELLEQISAFDNVPR 4 224591430 1xTMT6plex [N-Term] 100 1.725 2.965094805 36.16 0 1860.006443 2 930.5064087 -0.485335516 -0.000451364 92.85143755LPEHPEGGEPEDDEAPAK 4 224591430 2xTMT6plex [N-Term; K18] 1.237 1.4 4.480101585 48.67 0 2375.176705 3 792.3972778 0.242161391 0.000191725 46.1994454620070197 DDOST dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa subunit precursor 1650 NP_005207.2 17.76315789 1 8 8 37 456 50.67 6.4 1.133 2.307 1.055 1.5 Non-Significant 0.066 SSLNPILFR 8 20070197 1xTMT6plex [N-Term] 1.361 100 3.646810532 41.56 0 1275.762238 2 638.3841553 -0.943657908 -0.000601942 65.03381372ELGSECGIEFDEEK 2 20070197 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 2.393679619 11.34 0 2100.020722 2 1050.512695 -1.241971078 -0.001304083 62.9412402LPDVYGVFQFK 4 20070197 2xTMT6plex [N-Term; K11] 5.377 100 2.365521669 31.94 0 1771.019464 2 886.012085 -1.451552723 -0.001285364 99.92003494ETHSLFFR 2 20070197 1xTMT6plex [N-Term] 0.976 3.036170959 40.17 0 1265.683988 2 633.3451538 -0.755727987 -0.000478256 55.38494643GFELTFK 12 20070197 2xTMT6plex [N-Term; K7] 1.089 0.95 1.124 2.883080959 39.38 0 1299.771295 2 650.3894043 0.1822888 0.000118467 89.79173719TADDPSLSLIK 6 20070197 2xTMT6plex [N-Term; K11] 100 3.783 1.798 2.314431667 17.49 0 1617.946359 2 809.477417 0.740904894 0.000599372 59.40929077WVFKEEGVLR 1 20070197 2xTMT6plex [N-Term; K4] 0.612 2.030840874 1 1721.015047 3 574.3424683 -1.275895203 -0.000731945 74.24696851TLVLLDNLNVR 2 20070197 1xTMT6plex [N-Term] 1.424973249 7.7 0 1498.915444 2 749.960022 -1.785634205 -0.001338257 77.3173840525777736 ALDH4A1 delta-1-pyrroline-5-carboxylate dehydrogenase, mitochondrial isoform a precursor 8659 NP_733844.1 12.43339254 1 6 6 14 563 61.681 8.07 0.64 0.63 0.63 Non-Significant #N/A SADVESVVSGTLR 2 25777736 1xTMT6plex [N-Term] 0.835 3.396683931 49.51 0 1548.843067 2 774.9248047 -0.473840776 -0.000366952 89.61276397ETHKPLGDWSYAYMQ 4 25777736 2xTMT6plex [N-Term; K4] 0.564 0.757 2.936579943 18.45 0 2284.14726 3 762.0543823 0.583982776 0.000444634 67.87479231ASGTNDKPGGPHYILR 2 25777736 2xTMT6plex [N-Term; K7] 0.531 3.9046731 18.73 0 2141.186757 4 536.0515747 -1.068539149 -0.000571985 39.8853724AADMLSGPR 2 25777736 1xTMT6plex [N-Term] 0.692 3.038946867 24.3 0 1146.613859 2 573.8103638 -0.355953257 -0.00020407 43.4756301AIEAALAAR 2 25777736 1xTMT6plex [N-Term] 0.535 2.917778015 26.52 0 1114.678174 2 557.8427124 -0.023051777 -1.28E-05 48.10846985DPQEPIMK 2 25777736 2xTMT6plex [N-Term; K8] 1.057 3.243111134 26.38 0 1415.796858 2 708.402832 1.080425127 0.000764831 46.2484898614719392 CFL2 cofilin-2 isoform 1 1073 NP_068733.1 39.75903614 1 2 7 49 166 18.725 7.88 1.19 1.07 1.01 1.09 Significant 0.0023 KEDLVFIFWAPESAPLK 13 14719392 3xTMT6plex [N-Term; K1; K17] 1.371 1.632 1.506 4.592571259 52.08 1 2677.557222 3 893.1902466 -0.386719618 -0.000345155 100.808738YALYDATYETK 14 14719392 2xTMT6plex [N-Term; K11] 1.274 1.213 1.172 4.850142479 68.77 0 1795.951838 2 898.4779663 -1.771697183 -0.001590941 59.09262505QIIVEEAK 6 14719392 2xTMT6plex [N-Term; K8] 1.192 1.073 1.005 3.55265975 43.09 0 1387.856087 2 694.425293 -9.206921826 -0.006388941 45.53278858ESKKEDLVFIFWAPESAPLK 2 14719392 4xTMT6plex [N-Term; K3; K4; K20] 0.449 3.336945534 16.55 2 3250.889738 4 813.4727173 -6.367185922 -0.005174755 88.41964668MIYASSK 10 14719392 2xTMT6plex [N-Term; K7] 1.178 1.229 1.346 2.857272387 29.23 0 1257.727716 2 629.3674927 -0.005524596 -3.47E-06 46.82987487EDLVFIFWAPESAPLK 2 14719392 2xTMT6plex [N-Term; K16] 0.773588717 0.6 0 2320.299327 2 1160.652588 -0.615368342 -0.000713919 110.0920705QILVGDIGDTVEDPYTSFVK 2 14719392 2xTMT6plex [N-Term; K20] 1.09804523 0 2654.43292 2 1327.71875 -1.01576498 -0.00134814 84.8208077387162455 CLUH clustered mitochondria protein homolog 23277 NP_056044.3 4.660045837 1 5 5 14 1309 146.577 6.13 1.663 0.499 1.048 1.07 Non-Significant 0.086 VHSDFTAAATR 4 87162455 1xTMT6plex [N-Term] 2.017 4.050683022 49.31 0 1404.743293 2 702.8759155 0.897854216 0.000630627 22.80831872SEDPPGQEAGSEEEGSSASGLAK 2 87162455 2xTMT6plex [N-Term; K23] 2.13 3.882503748 40.63 0 2677.284083 3 893.1001587 0.687194247 0.000613271 37.17395113QVSITASTR 2 87162455 1xTMT6plex [N-Term] 1.303 2.90118432 28.08 0 1191.689467 2 596.3480835 -0.483681218 -0.000288199 28.16856571DWNEELQTTR 2 87162455 1xTMT6plex [N-Term] 1.355 3.352054596 8.04 0 1520.754252 2 760.8810425 0.366029513 0.00027832 51.86407484AEDAYTSR 4 87162455 1xTMT6plex [N-Term] 0.499 0.546 2.121910095 19.04 0 1141.568683 2 571.288147 0.292908624 0.000167188 21.82606461380692342 DDX6 probable ATP-dependent RNA helicase DDX6 1656 NP_001244120.1 17.18426501 1 6 6 28 483 54.382 8.66 1.27 1.47 1.32 1.35 Significant 0.002 SLYVAEYHSEPVEDEKP 6 380692342 2xTMT6plex [N-Term; K16] 1.126 1.605 1.114 5.185559273 47.24 0 2450.249142 3 817.4219971 0.937137738 0.000765407 49.11395698VMATTGGTNLR 4 380692342 1xTMT6plex [N-Term] 1.117 1.645 4.154983521 63.2 0 1349.74085 2 675.3741455 0.121523791 8.20E-05 39.7546701GNEFEDYCLK 4 380692342 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.486 3.405 3.420680761 39.46 0 1732.861643 2 866.9328003 -1.915360107 -0.001659527 56.9839165LDDTVHVVIATPGR 4 380692342 1xTMT6plex [N-Term] 100 0.687 3.828974247 33.36 0 1721.97475 3 574.663269 0.292901453 0.000168123 50.59093024GVTQYYAYVTER 4 380692342 1xTMT6plex [N-Term] 100 100 2.110037327 24.83 0 1678.863802 2 839.9337769 -2.099651596 -0.001762515 55.71989534SIEEQLGTEIKPIPSNIDK 6 380692342 3xTMT6plex [N-Term; K11; K19] 1.957960606 3.5 0 2798.611836 3 933.5407715 -1.456038605 -0.001358296 62.1957133116686114 FERMT1 fermitin family homolog 1 55612 NP_060141.3 13.73707533 1 8 8 32 677 77.387 6.28 1.16 1.35 1.06 1.19 Significant 0.0051 GCEVVPDVNVAGR 4 116686114 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.754 0.938 3.876351357 58.83 0 1600.831456 2 800.9147949 -5.711560835 -0.004571623 43.77256935KDDILGVSYNR 4 116686114 2xTMT6plex [N-Term; K1] 1.6 1.474 3.627807856 30.66 1 1737.989955 3 580.0020142 0.882911012 0.000511497 46.07548712ADSLLEDITDIPK 2 116686114 2xTMT6plex [N-Term; K13] 100 2.469435692 22.49 0 1888.06793 2 944.5387573 1.222343964 0.001153934 93.12975158ELEQGEPLEK 2 116686114 2xTMT6plex [N-Term; K10] 1.511 2.860760689 21.01 0 1629.909973 2 815.4592896 0.815616558 0.000664691 50.21025774DTSIAYFK 4 116686114 2xTMT6plex [N-Term; K8] 0.721 2.280503273 14.33 0 1402.798238 2 701.9011841 -2.24297825 -0.001573223 58.76918896LLFTPQHK 6 116686114 2xTMT6plex [N-Term; K8] 0.869 1.03 1.107 2.758448601 19.92 0 1441.893141 3 481.3031006 1.11454016 0.000535683 50.92368926LLIPVADGMNEMYLR 9 116686114 1xTMT6plex [N-Term] 0.891 3.48 100 1.670448542 5.09 0 1964.054656 2 982.5309448 -0.021904463 -2.15E-05 94.64839929SKDQNETLDEDLFHK 1 116686114 3xTMT6plex [N-Term; K2; K15] 1.209 2.47875309 1 2506.339243 4 627.3388062 -2.333475263 -0.00146212 54.9787318928178821 IDH3B isocitrate dehydrogenase [NAD] subunit beta, mitochondrial isoform a precursor 3420 NP_008830.2 19.22077922 1 7 7 22 385 42.157 8.46 0.8 0.67 0.71 0.73 Significant 0.0028 EQTEGEYSSLEHESAR 8 28178821 1xTMT6plex [N-Term] 0.989 1.019 1.184 5.907151699 50.7 0 2080.962072 3 694.3242798 -1.819232836 -0.001261918 28.73039618SVIGHLQTK 4 28178821 2xTMT6plex [N-Term; K9] 0.636 0.594 3.344794273 38.27 0 1440.89387 3 480.9695129 0.080421162 3.86E-05 38.32194057KLDLFANVVHVK 2 28178821 3xTMT6plex [N-Term; K1; K12] 0.638 2.317391396 12.32 1 2070.304242 4 518.3322144 1.34525729 0.000696273 80.30847335GELASYDMR 2 28178821 1xTMT6plex [N-Term] 0.661 2.024673223 7.51 0 1270.629903 2 635.8187866 0.309800821 0.000196821 41.30720605FAFDYATK 2 28178821 2xTMT6plex [N-Term; K8] 1.192 1.949381948 12.12 0 1420.787673 2 710.8990479 2.214090947 0.001572877 67.54841841GVIECLK 2 28178821 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.594 2.339886427 9.83 0 1276.769915 2 638.8881226 -0.741435713 -0.000473321 48.79952544DMGGYSTTTDFIK 2 28178821 2xTMT6plex [N-Term; K13] 1.355859637 0 1893.966836 2 947.484314 -2.895853406 -0.002742325 56.30746408166795299 SLC2A1 solute carrier family 2, facilitated glucose transporter member 1 6513 NP_006507.2 8.536585366 1 4 4 26 492 54.049 8.72 0.58 0.78 0.71 0.69 Significant 0.0071 GTADVTHDLQEMK 6 166795299 2xTMT6plex [N-Term; K13] 0.673 0.752 0.707 4.02036953 30.58 0 1902.999533 3 635.0098267 8.089166708 0.005131227 55.12865574GTADVTHDLQEMK 4 166795299 2xTMT6plex [N-Term; K13]; 1xOxidation [M12] 0.738 0.813 3.959344387 30.36 0 1918.994448 3 635.0098267 8.089166708 0.005131227 55.12865574GTADVTHDLQEMKEESR 3 166795299 2xTMT6plex [N-Term; K13] 0.437 4.201782703 7.93 1 2404.217858 4 601.8094482 -0.788319263 -0.000473823 65.70413817TPEELFHPLGADSQV 9 166795299 1xTMT6plex [N-Term] 0.817 2.381853342 19.69 0 1868.959159 2 934.9833984 0.193324182 0.000180658 87.26944243TFDEIASGFR 4 166795299 1xTMT6plex [N-Term] 0.609 0.824 3.100164175 24.58 0 1371.710596 2 686.3575439 -2.030179969 -0.00139241 65.57454904192448443 FKBP10 peptidyl-prolyl cis-trans isomerase FKBP10 precursor 60681 NP_068758.3 15.12027491 1 8 8 36 582 64.204 5.62 1.37 1.23 1.19 1.26 Significant 0.0019 GLMGMCVNER 6 192448443 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.481 1.292 1.25 4.169597149 64.51 0 1395.674427 2 698.3341675 -9.578938182 -0.00668454 47.43676082EVQMGDFVR 4 192448443 1xTMT6plex [N-Term] 1.401 1.239 3.357861996 42.17 0 1309.677188 2 655.3417358 -0.757797663 -0.000496235 54.50614193GMDQGLLGMCPGER 6 192448443 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 2.239432096 27.44 0 1749.828362 2 875.4172363 -0.666147478 -0.000582822 52.37742867TIGDMFQNQDR 4 192448443 1xTMT6plex [N-Term] 100 0.777 2.217359066 16.57 0 1553.757957 2 777.3814087 -1.555021602 -0.001208064 55.51581607IIIPPFLAYGEK 6 192448443 2xTMT6plex [N-Term; K12] 2.994 2.059 100 1.757612586 15.96 0 1819.113364 2 910.0598145 -0.556372005 -0.000506052 94.63202594VIEGLDTGLQGMCVGER 4 192448443 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 100 100 1.167026997 12.07 0 2063.046276 2 1032.026123 -0.633488577 -0.000653458 74.47887841ITVDELK 8 192448443 2xTMT6plex [N-Term; K7] 1.115 1.127 2.917921305 36.51 0 1275.792424 2 638.399292 -0.875530849 -0.000558498 64.84200238AGAGDFMR 2 192448443 1xTMT6plex [N-Term] 1.108 2.367081404 22.55 0 1053.534881 2 527.2716064 1.002093661 0.00052787 41.1296983239995109 GM2A ganglioside GM2 activator isoform 1 precursor 2760 NP_000396.2 46.63212435 1 6 6 40 193 20.825 5.31 0.64 0.75 0.91 0.76 Significant 0.01 IESVLSSSGK 2 39995109 2xTMT6plex [N-Term; K10] 0.988 4.430102825 53.01 0 1464.86738 2 732.9365234 -1.098962965 -0.000804917 57.42594128SEFVVPDLELPSWLTTGNYR 7 39995109 1xTMT6plex [N-Term] 0.58 100 3.312294006 32.9 0 2552.32342 3 851.4481812 2.574124023 0.002189999 107.7621609TYGLPCHCPFK 4 39995109 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C6; C8] 0.574 0.694 3.06423378 23.56 0 1837.949353 3 613.3206177 -1.117105133 -0.000684394 50.42832458EVAGLWIK 15 39995109 2xTMT6plex [N-Term; K8] 0.651 100 0.408 3.845377684 47.54 0 1373.855693 2 687.4315796 0.137728939 9.46E-05 90.0044644VDLVLEK 8 39995109 2xTMT6plex [N-Term; K7] 0.697 0.652 2.493 3.211966753 39.02 0 1273.81316 2 637.4103394 0.190193464 0.000121135 57.55738092IPCTDYIGSCTFEHFCDVLDMLIPTGEPCPEPLR 4 39995109 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C3; C10; C16; C29] 1.954505801 3.95 0 4268.967246 4 1067.987183 -9.450857532 -0.01008635 110.00838294502303 ATP5O ATP synthase subunit O, mitochondrial precursor 539 NP_001688.1 40.84507042 1 7 7 35 213 23.263 9.96 0.79 0.85 0.79 0.81 Significant 0.00061 GEVPCTVTSASPLEEATLSELK 12 4502303 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C5] 0.61 0.976 1.172 3.896519899 34.93 0 2776.469047 3 926.1582642 -3.172424897 -0.002936047 77.67931672YATALYSAASK 4 4502303 2xTMT6plex [N-Term; K11] 0.934 0.809 4.964252472 63.35 0 1603.909579 2 802.4584961 0.084996998 6.82E-05 62.28010474LVRPPVQVYGIEGR 5 4502303 1xTMT6plex [N-Term] 0.168 0.579 0.562 3.20046401 16.34 0 1812.069319 3 604.6947021 0.129457141 7.82E-05 51.61576428VAASVLNPYVK 4 4502303 2xTMT6plex [N-Term; K11] 0.01 0.911 2.702364683 21.04 0 1618.993249 2 809.9998169 -0.551046731 -0.00044607 57.13733761SFLSQGQVLK 2 4502303 2xTMT6plex [N-Term; K10] 1.608145118 6.33 0 1564.946299 2 782.975708 -1.38006932 -0.001079867 54.80130804YVDMSVK 5 4502303 2xTMT6plex [N-Term; K7] 0.777 0.851 0.8 3.431715012 37.92 0 1299.73828 2 650.3721924 -0.901869548 -0.000586097 46.7918968TDPSILGGMIVR 3 4502303 1xTMT6plex [N-Term] 100 100 0.01 1.983719945 23.12 0 1487.845315 2 744.4279175 2.179629095 0.001621475 70.14683841359465572 BLVRA biliverdin reductase A precursor 644 NP_001240752.1 22.97297297 1 6 6 29 296 33.407 6.44 1.29 1.49 1.24 1.34 Significant 0.0032 GSLLFTAGPLEEER 12 359465572 1xTMT6plex [N-Term] 1.213 4.559584141 65.43 0 1747.942781 2 874.4748535 -0.200371977 -0.000175119 93.35508212MTVCLETEK 4 359465572 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.32 1.162 3.910633802 49.42 0 1568.842822 2 784.9241943 -1.089891289 -0.000854934 53.44030997ILHCLGLAEEIQK 7 359465572 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.342 1.248 1.141 1.947942019 4.98 0 1982.150889 3 661.3849487 -5.345772944 -0.003532043 66.26981166DQNIFVQK 2 359465572 2xTMT6plex [N-Term; K8] 1.245 3.787917614 39.76 0 1449.846585 2 725.4268188 -0.154543722 -0.000112032 54.21612717NPHPSSAFLNLIGFVSR 2 359465572 1xTMT6plex [N-Term] 100 2.247171879 10 0 2085.144274 3 695.7196045 -0.006768566 -4.70E-06 91.2135208KEDQYMK 2 359465572 3xTMT6plex [N-Term; K1; K7] 1.775 2.819604874 12.94 1 1628.92849 3 543.6473389 -0.630051254 -0.000342103 38.356810996912634 RPL13A 60S ribosomal protein L13a isoform 1 23521 NP_036555.1 26.60098522 1 6 6 61 203 23.562 10.93 1.07 0.61 0.83 0.84 Significant 0.024 YQAVTATLEEK 12 6912634 2xTMT6plex [N-Term; K11] 1.437 1.113 0.975 3.247919083 52.91 0 1710.967822 2 855.9873657 -0.214781764 -0.000183742 57.38833783VFDGIPPPYDK 15 6912634 2xTMT6plex [N-Term; K11] 1.116 2.27 100 2.542724848 33.17 0 1705.956529 2 853.4838867 2.325614652 0.001983699 69.65348386LAHEVGWK 10 6912634 2xTMT6plex [N-Term; K8] 1.083 0.544 0.788 3.968708992 44.71 0 1397.830541 2 699.4186401 -0.384572054 -0.000268783 43.25781031MVVPAALK 8 6912634 2xTMT6plex [N-Term; K8] 1.12 1.373 1.002 2.990916252 33.49 0 1286.827036 2 643.9177856 0.978265942 0.00062943 68.84792703LAAIVAK 12 6912634 2xTMT6plex [N-Term; K7] 1.234 1.582 1.544 3.29311347 38.31 0 1143.786551 2 572.3970337 0.20941216 0.000119761 59.41661779IDKYTEVLK 4 6912634 3xTMT6plex [N-Term; K3; K9] 0.506 1.209 2.237672567 5.56 1 1796.113648 3 599.3755493 -0.864695162 -0.000517697 65.9380187721070997 STIM1 stromal interaction molecule 1 isoform 2 precursor 6786 NP_003147.2 9.489051095 1 5 5 14 685 77.375 6.67 0.96 0.92 0.94 0.94 Significant 0.00015 DLTHSDSESSLHMSDR 7 21070997 1xTMT6plex [N-Term] 0.769 0.725 0.941 5.165587425 54.29 0 2045.939562 3 682.6515503 0.261639648 0.000178433 32.63354936KAVAEEDNGSIGEETDSSPGR 2 21070997 2xTMT6plex [N-Term; K1] 0.847 5.001132011 54.46 1 2606.294588 3 869.4362183 -0.186719048 -0.000162215 34.17491934LPDSPALAK 2 21070997 2xTMT6plex [N-Term; K9] 1.03 3.261730194 52.35 0 1369.845523 2 685.4255981 -1.170110725 -0.000801435 59.64741819YAEEELEQVR 1 21070997 1xTMT6plex [N-Term] 1.942 1.871164441 0 1494.763754 2 747.8847046 -1.084586316 -0.0008106 53.52269436LISVEDLWK 2 21070997 2xTMT6plex [N-Term; K9] 100 1.653854132 7.3 0 1560.940151 2 780.9728394 -1.120503602 -0.00087452 87.059188944506761 S100A10 protein S100-A10 6281 NP_002957.1 46.39175258 1 5 5 38 97 11.196 7.37 0.74 0.72 0.77 0.74 Significant 0.00038 EFPGFLENQKDPLAVDK 20 4506761 3xTMT6plex [N-Term; K10; K17] 0.665 0.665 0.7 5.609504223 41.51 1 2634.474614 3 878.829834 0.126861395 0.000111404 84.65442544PSQMEHAMETMMFTFHK 1 4506761 2xTMT6plex [N-Term; K17] 0.432 17.45 0 2541.216284 4 636.0591431 -0.606679716 -0.000385426 105.445101EFPGFLENQK 12 4506761 2xTMT6plex [N-Term; K10] 0.909 0.885 1.549 3.892252207 50.16 0 1666.920478 2 833.9631348 -0.89107955 -0.000742679 72.16657596MPSQMEHAMETMMFTFHK 3 4506761 2xTMT6plex [N-Term; K18] 0.705 3.279731035 13.7 0 2672.256769 4 668.8201294 0.718133881 0.00047976 97.98392413FAGDKGYLTK 2 4506761 3xTMT6plex [N-Term; K5; K10] 0.01 1.575204492 2.64 1 1787.067032 3 596.3601685 -0.604263235 -0.000359953 43.93107858193211480 SKIV2L2 superkiller viralicidic activity 2-like 2 23517 NP_056175.3 10.07677543 1 8 8 18 1042 117.729 6.52 1.6 1.57 1.55 1.57 Significant 0.000085 LEIDEETYLSSFKPHLMDVVYTWATGATFAHICK 2 193211480 3xTMT6plex [N-Term; K13; K34]; 1xCarbamidomethyl [C33] 1.478 2.969096899 3.39 0 4660.407469 5 932.8869629 -0.377843973 -0.000352181 117.1317885EIEEYIHKPK 2 193211480 3xTMT6plex [N-Term; K8; K10] 1.726 3.332344294 12.26 0 1973.167474 4 494.0466919 -1.28549751 -0.000634125 49.64755438LTEQLAGPLR 3 193211480 1xTMT6plex [N-Term] 1.144 1.209 2.772067785 10.73 0 1326.794266 2 663.9003906 -0.573962384 -0.000380765 62.85573604VIFTSPIK 2 193211480 2xTMT6plex [N-Term; K8] 1.692 2.374057531 23.95 0 1362.876094 2 681.9407349 -1.395081655 -0.000950662 76.32938531AIPGVVEK 4 193211480 2xTMT6plex [N-Term; K8] 1.774 1.549 3.099321365 34.93 0 1270.813494 2 635.9101563 -0.360643007 -0.000229155 40.98435249FAEGITK 2 193211480 2xTMT6plex [N-Term; K7] 1.434 2.750998259 20.16 0 1223.739995 2 612.3737793 0.234570866 0.000143527 47.89363895DVDFEGTDEPIFGK 2 193211480 2xTMT6plex [N-Term; K14] 1.604407072 9 0 2027.037358 2 1014.021423 -0.882179258 -0.000894105 68.26878942IVIPNEESVVIYYK 1 193211480 2xTMT6plex [N-Term; K14] 0.833354473 0 2124.235664 2 1062.621582 0.105111925 0.000111641 78.2780385670980549 PDCD11 protein RRP5 homolog 22984 NP_055791.1 3.901656868 1 7 7 19 1871 208.57 8.87 1.26 1.63 1.21 1.37 Significant 0.0093 FVTSTSDHFVEGQTVAAK 2 70980549 2xTMT6plex [N-Term; K18] 1.027 4.118587494 33.53 0 2382.270546 3 794.7628174 1.407463331 0.001117653 85.19956047AINIGQLVDVK 4 70980549 2xTMT6plex [N-Term; K11] 100 100 2.452119112 38.95 0 1628.014713 2 814.5103149 -0.835211854 -0.000679869 86.12961233LEEGEVAMGR 2 70980549 1xTMT6plex [N-Term] 1.118 3.081347466 31 0 1319.682667 2 660.3452759 0.460980377 0.000304174 49.81114755VLLCDPEAK 2 70980549 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.647 3.620702028 36.38 0 1502.865272 2 751.9364624 0.250338267 0.000188112 61.84286471ALEYVEAK 6 70980549 2xTMT6plex [N-Term; K8] 0.763 1.481 1.21 3.85671854 45.73 0 1380.813888 2 690.9099121 -0.970768951 -0.000670226 50.73575621AFLPLLK 2 70980549 2xTMT6plex [N-Term; K7] 1.157 2.354536533 27.22 0 1259.849151 2 630.4276123 -0.955265655 -0.000601745 84.215873QQPQKPQAQK 1 70980549 3xTMT6plex [N-Term; K5; K10] 1.034 2.126593113 0 1868.132092 3 623.3825073 0.469416836 0.000292311 31.92007726294832006 PPP2R2A serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform isoform 2 5520 NP_001171062.1 20.13129103 1 7 7 32 457 52.966 6.49 0.87 0.85 0.72 0.81 Significant 0.0033 SFFSEIISSISDVK 4 294832006 2xTMT6plex [N-Term; K14] 0.895 1.121 3.802114487 51.02 0 2017.125779 2 1009.065002 -1.512601355 -0.001525554 114.5773617GEYNVYSTFQSHEPEFDYLK 6 294832006 2xTMT6plex [N-Term; K20] 0.837 100 3.118276358 21.37 0 2911.41906 3 971.1422729 -2.333855829 -0.002264944 78.88587697VVIFQQEQENK 5 294832006 2xTMT6plex [N-Term; K11] 1.051 100 2.121279955 21.98 0 1820.03182 2 910.5187988 -0.823328325 -0.000749242 55.99919658IWDLNMENRPVETYQVHEYLR 2 294832006 1xTMT6plex [N-Term] 0.475 1.30369699 2.27 0 2934.476977 4 734.37323 -2.00626148 -0.001471832 67.33807055INLWHLEITDR 4 294832006 1xTMT6plex [N-Term] 1.154 1.029 2.590126276 17.6 0 1638.916506 3 546.9769897 -0.055189949 -3.02E-05 81.2551272DITLEASR 6 294832006 1xTMT6plex [N-Term] 0.856 0.846 3.415178776 50.38 0 1133.636369 2 567.3218994 0.135509171 7.68E-05 39.48709528SLEIEEK 5 294832006 2xTMT6plex [N-Term; K7] 0.887 0.794 0.702 2.965223789 39.26 0 1305.766603 2 653.3866577 -0.432458841 -0.000282345 54.6277423845593130 GNL3 guanine nucleotide-binding protein-like 3 isoform 1 26354 NP_055181.3 15.30054645 1 7 7 22 549 61.954 9.16 1.33 100 1.38 34.24 Non-Significant #N/A KLETNPDIKPSNVEPMEK 4 45593130 4xTMT6plex [N-Term; K1; K9; K18] 1.329 1.362 6.664441109 21.97 1 2985.710059 4 747.1773682 -7.507974085 -0.005604158 46.00753897ENLESWLNYLK 4 45593130 2xTMT6plex [N-Term; K11] 100 2.59906435 35.28 0 1867.036571 2 934.0210571 -0.928161888 -0.000866456 103.2302506IIEEDDAYDFSTDYV 6 45593130 1xTMT6plex [N-Term] 2.132 100 2.353585005 43.46 0 2023.922164 2 1012.464783 0.061583242 6.23E-05 88.89992928KVIEASDVVLEVLDAR 2 45593130 2xTMT6plex [N-Term; K1] 1.692 2.674362421 14.81 1 2214.310954 3 738.7755737 0.548107936 0.00040456 99.088271ELPTVVFR 2 45593130 1xTMT6plex [N-Term] 1.273 2.829063177 19.43 0 1189.714225 2 595.3605957 -0.260771657 -0.000155122 63.79108185SMQVVPLDK 2 45593130 2xTMT6plex [N-Term; K9] 1.228 3.45015955 25.59 0 1474.870357 2 737.9382324 -0.792494231 -0.000584413 62.37595526LYCQELK 2 45593130 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.409 3.103850365 8.99 0 1411.801943 2 706.4042358 -0.530124155 -0.000374215 46.486098386005743 DDX19B ATP-dependent RNA helicase DDX19B isoform 1 11269 NP_009173.1 14.61377871 1 6 6 22 479 53.893 6.3 1.18 1.08 1.18 1.15 Significant 0.00084 VFVLDEADVMIATQGHQDQSIR 2 6005743 1xTMT6plex [N-Term] 0.991 4.880928516 45.69 0 2701.38168 3 901.1317749 -0.336340094 -0.000302861 88.94620617GLAVNMVDSK 4 6005743 2xTMT6plex [N-Term; K10] 1.302 100 3.104554892 55.69 0 1491.860521 2 746.4333496 -0.736007981 -0.000549011 47.18914714VLVTTNVCAR 6 6005743 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.191 1.171 3.6395576 40.87 0 1361.777236 2 681.3926392 0.562133286 0.00038275 50.75067175AAQSLLNK 2 6005743 2xTMT6plex [N-Term; K8] 0.983 3.718494177 48.58 0 1302.814557 2 651.9106445 -0.417824238 -0.000272174 53.10838069VVPDPNVIK 4 6005743 2xTMT6plex [N-Term; K9] 1.167 1.162 3.279690504 36.08 0 1438.903372 2 719.9562988 1.354702677 0.000974643 56.28106748LDTDDLDEIEK 4 6005743 2xTMT6plex [N-Term; K11] 0.01 0.826 1.985598207 11.75 0 1763.931496 2 882.4691772 -0.237201849 -0.000209204 67.81739675254028234 MARK2 serine/threonine-protein kinase MARK2 isoform d 2011 NP_001034558.2 9.898477157 1 6 6 22 788 87.856 9.72 0.84 0.86 0.8 0.83 Significant 0.00045 VPVASPSAHNISSSGGAPDR 6 254028234 1xTMT6plex [N-Term] 0.82 1.022 0.717 5.777283192 52.38 0 2135.10426 3 712.3718262 -1.561804001 -0.001111538 31.37480047KVLDANSCQSELHEK 2 254028234 3xTMT6plex [N-Term; K1; K15]; 1xCarbamidomethyl [C8] 0.736 5.419543743 34.92 1 2445.337469 4 612.0899048 0.13078384 8.00E-05 46.31813361EEIQDSLVGQR 4 254028234 1xTMT6plex [N-Term] 0.675 1.369 3.677960873 52.52 0 1502.801202 2 751.9031982 -1.385423183 -0.001041008 50.39503914QIVSAVQYCHQK 6 254028234 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 0.876 0.873 0.946 4.352776051 30.21 0 1919.057323 3 640.3571777 -0.178799701 -0.000114376 43.0535122VPASPLPGLER 2 254028234 1xTMT6plex [N-Term] 1.058 2.850168228 26.77 0 1364.809916 2 682.9082031 -0.576336668 -0.000393295 62.64107194LFEVIETEK 2 254028234 2xTMT6plex [N-Term; K9] 100 1.774320006 11.64 0 1565.919081 2 783.4630737 -0.134399705 -0.00010523 79.596377924757766 ARHGAP1 rho GTPase-activating protein 1 392 NP_004299.1 19.36218679 1 7 7 29 439 50.404 6.29 1.22 1.26 100 34.16 Non-Significant #N/A IFYVNYLSELSEHVK 2 4757766 2xTMT6plex [N-Term; K15] 1.683 3.409897089 30.77 0 2299.273841 3 767.0966187 0.635938619 0.000487399 96.96786434AINPINTFTK 4 4757766 2xTMT6plex [N-Term; K10] 1.003 0.618 3.628001451 34.26 0 1576.946299 2 788.9768677 0.101209257 7.98E-05 72.57978784NPEQEPIPIVLR 2 4757766 1xTMT6plex [N-Term] 1.261 3.265655756 24.64 0 1633.947472 2 817.4772949 -0.097289694 -7.95E-05 71.60884918YNMGLPVDFDQYNELHLPAVILK 4 4757766 2xTMT6plex [N-Term; K23] 100 1.756203413 10.19 0 3147.695299 3 1049.901611 -1.594269822 -0.001672759 95.78742073WDDPYYDIAR 7 4757766 1xTMT6plex [N-Term] 0.884 100 2.777274847 29.36 0 1542.742624 2 771.8753052 0.459760139 0.000354646 71.35870335LEQLGIPR 6 4757766 1xTMT6plex [N-Term] 100 100 100 2.557669401 34.66 0 1154.709474 2 577.857605 -1.334239562 -0.00077033 54.19629098DAAITLK 4 4757766 2xTMT6plex [N-Term; K7] 1.351 1.264 2.88457036 38.25 0 1189.755645 2 595.3812256 -0.395398943 -0.000235214 53.14576108156627575 UAP1 UDP-N-acetylhexosamine pyrophosphorylase 6675 NP_003106.3 15.64356436 1 6 6 22 505 56.992 6.38 0.99 1.41 1.64 1.34 Significant 0.019 DVVNVYEPQLQHHVAQK 6 156627575 2xTMT6plex [N-Term; K17] 0.927 1.323 1.889 4.644085884 49.29 0 2462.355613 4 616.3430786 -2.082723896 -0.001282102 44.94962182DQDQLQAWESEGLFQISQNK 2 156627575 2xTMT6plex [N-Term; K20] 3.204936981 20.2 0 2822.436107 3 941.4822388 -1.397516633 -0.0013148 84.92954549GMYDVGLPSR 4 156627575 1xTMT6plex [N-Term] 1.32 3.285491705 43.76 0 1323.692838 2 662.3497314 -0.492047215 -0.00032566 44.38063207ALAAQNIVEDMEQR 4 156627575 1xTMT6plex [N-Term] 100 1.868581772 23.14 0 1816.942463 2 908.9734497 -1.563200814 -0.001420123 70.11514829FVFDIFQFAK 4 156627575 2xTMT6plex [N-Term; K10] 100 1.737 3.812409163 38 0 1719.987436 2 860.4976807 0.37734469 0.000324514 117.1203994



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms FVVYEVLR 2 156627575 1xTMT6plex [N-Term] 1.561589241 24.88 0 1253.745525 2 627.3764038 0.004663775 2.92E-06 88.110016635031777 IDH3A isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial precursor 3419 NP_005521.1 18.03278689 1 7 7 22 366 39.566 6.92 0.66 0.64 0.65 Non-Significant #N/A TPIAAGHPSMNLLLR 5 5031777 1xTMT6plex [N-Term] 0.564 0.545 5.07563591 55.86 0 1820.041389 3 607.352356 0.618288738 0.000375104 68.24483973IAEFAFEYAR 2 5031777 1xTMT6plex [N-Term] 0.546 3.021518469 38.49 0 1445.762632 2 723.3844604 -0.682955515 -0.000493696 79.07303587SNVTAVHK 4 5031777 2xTMT6plex [N-Term; K8] 0.703 0.718 3.205804586 34.44 0 1313.794156 3 438.6027222 -0.412885147 -0.000180815 31.95205031MSDGLFLQK 4 5031777 2xTMT6plex [N-Term; K9] 0.01 2.47038722 21.45 0 1496.854707 2 748.9310303 0.051399027 3.85E-05 70.37120917LITEGASK 2 5031777 2xTMT6plex [N-Term; K8] 0.73 3.060540676 34.69 0 1276.787673 2 638.8974609 -0.021988777 -1.40E-05 46.78400347APIQWEER 2 5031777 1xTMT6plex [N-Term] 0.551 3.086517572 31.22 0 1257.678902 2 629.3427124 -0.599457708 -0.000376963 48.53524082WMIPSEAK 3 5031777 2xTMT6plex [N-Term; K8] 1.483166695 8.18 0 1419.807029 2 710.4067993 -0.497650155 -0.000353284 59.3227177278042577 MAP7D1 MAP7 domain-containing protein 1 isoform 1 55700 NP_060537.3 8.917954816 1 6 6 19 841 92.764 10.11 0.69 0.8 0.46 0.65 Significant 0.023 AELGAGAPPAVVAR 4 78042577 1xTMT6plex [N-Term] 0.824 0.801 4.280074596 58.64 0 1507.879393 2 754.4415894 -2.314906006 -0.0017453 49.7553639ESAAPASPAPSPAPSPTPAPPQK 1 78042577 2xTMT6plex [N-Term; K23] 0.65 4.019048691 0 2611.413187 3 871.1422119 -0.423072771 -0.000368273 45.87242204EKAQAEQEEQER 2 78042577 2xTMT6plex [N-Term; K2] 0.374 2.802396297 10.14 1 1933.002704 3 645.0059814 0.355403506 0.000228999 29.98708563AQAEQEEQER 5 78042577 1xTMT6plex [N-Term] 0.808 100 3.035394669 42.4 0 1446.702216 2 723.8552246 0.66114418 0.000478239 17.57342871GPTPPAMGPR 2 78042577 1xTMT6plex [N-Term] 0.439 3.055637836 17.65 0 1209.661144 2 605.3342896 0.131335592 7.94E-05 36.66392513TPETLLPFAEAEAFLK 5 78042577 2xTMT6plex [N-Term; K16] 100 3.068012238 16.47 0 2235.267693 2 1118.136108 -1.231321481 -0.001376167 105.47011175031985 NUTF2 nuclear transport factor 2 10204 NP_005787.1 37.00787402 1 3 3 32 127 14.469 5.38 1.07 1.12 1.36 1.18 Significant 0.0057 ADEDPIMGFHQMFLLK 16 5031985 2xTMT6plex [N-Term; K16] 1.182 0.808 1.088 4.425800323 48.13 0 2350.233966 3 784.0822144 -0.798441185 -0.000625508 87.10395805TQLGAIYIDASCLTWEGQQFQGK 4 5031985 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C12] 1.353 4.169436455 44.63 0 3072.586477 3 1024.86792 0.888302297 0.000909795 94.7860386ADEDPIMGFHQMFLLK 6 5031985 2xTMT6plex [N-Term; K16]; 1xOxidation [M] 1.776 2.223675251 27.26 0 2366.228881 3 784.0822144 -0.798441185 -0.000625508 87.10395805LSSLPFQK 6 5031985 2xTMT6plex [N-Term; K8] 1.003 1.141 100 3.093073845 34.86 0 1377.850608 2 689.4290161 0.107171679 7.38E-05 74.19480972531990854 VPS29 vacuolar protein sorting-associated protein 29 isoform 3 51699 NP_001269079.1 24.29906542 1 5 5 36 214 23.965 8.18 1.16 1.18 1.51 1.28 Significant 0.0077 IQHILCTGNLCTK 4 531990854 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C6; C11] 0.974 0.896 4.052731991 56.22 0 2016.113458 3 672.7091064 -0.343201946 -0.000230645 63.40667401GDFDENLNYPEQK 2 531990854 2xTMT6plex [N-Term; K13] 0.808 3.307744741 35.83 0 2027.012206 2 1014.011108 1.348796454 0.001367013 56.60179061TLAGDVHIVR 9 531990854 1xTMT6plex [N-Term] 0.982 1.218 4.43231535 48.75 0 1309.77895 3 437.2641602 -0.781239651 -0.000341084 36.80655463FEAFEHENK 6 531990854 2xTMT6plex [N-Term; K9] 2.621 2.353 2.026 4.043957233 36.33 0 1608.842228 3 536.9512939 -1.80215562 -0.000966461 43.48156486ESYDYLK 15 531990854 2xTMT6plex [N-Term; K7] 1.042 1.123 3.298047543 28.6 0 1375.750953 2 688.3795776 0.672515207 0.000462607 52.888452130795212 IGF2BP3 insulin-like growth factor 2 mRNA-binding protein 3 10643 NP_006538.2 13.98963731 1 6 8 31 579 63.666 8.87 0.86 0.85 0.75 0.82 Significant 0.0018 GNVETCAK 2 30795212 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 0.882 3.164791346 39.17 0 1336.729507 2 668.8687744 0.572582651 0.000382694 29.70485227IAPAEAPDAK 2 30795212 2xTMT6plex [N-Term; K10] 0.96 3.393530846 41.63 0 1440.846251 2 720.9281616 1.940423682 0.001397926 40.49417049AIEALSGK 6 30795212 2xTMT6plex [N-Term; K8] 0.842 0.832 0.707 3.565848589 45.09 0 1246.777109 2 623.8918457 -0.556541939 -0.000346942 41.25606895ILVPTQFVGAIIGK 14 30795212 2xTMT6plex [N-Term; K14] 0.711 100 0.632 1.92578578 22.55 0 1914.219226 2 957.6138306 0.605015767 0.000579066 108.1251754MVIITGPPEAQFK 6 30795212 2xTMT6plex [N-Term; K13] 0.564 0.959 0.576 2.032250404 17.61 0 1889.097062 2 945.050415 -1.857443932 -0.001754446 67.46356496SILEIMHK 3 30795212 2xTMT6plex [N-Term; K8] 0.915 1.259 2.121592283 19.38 0 1428.864878 3 476.9594421 -0.773077988 -0.000368208 62.5238422AEEEIMK 4 30795212 2xTMT6plex [N-Term; K7] 0.736 0.986 3.228469849 41.61 0 1307.72811 2 654.3666992 -1.519981474 -0.000993861 43.34042639ITGHFYACQVAQR 1 30795212 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.984 2.217728138 0 1779.916189 3 593.9768677 -0.078297314 -4.65E-05 41.312505925032131 STX6 syntaxin-6 isoform 1 10228 NP_005810.1 22.35294118 1 3 4 12 255 29.158 4.93 100 0.44 1.15 33.87 Non-Significant #N/A DQMSTSSVQALAER 2 5032131 1xTMT6plex [N-Term] 1.55 4.757245064 65.47 0 1751.879528 2 876.4385376 -5.55395193 -0.004864927 44.98880678AVNTAQGLFQR 2 5032131 1xTMT6plex [N-Term] 0.878 3.973040104 53.38 0 1433.806228 2 717.4055176 -1.722166986 -0.001234627 45.88903013SIEWDLEDLDETISIVEANPR 4 5032131 1xTMT6plex [N-Term] 1.012 5.668176174 50.96 0 2673.345672 3 891.7852783 -1.642103043 -0.001463303 107.9568185EEIDWTTNELR 8 5032131 1xTMT6plex [N-Term] 100 0.444 2.743716955 22.29 0 1634.822331 2 817.9140015 -0.981690965 -0.000802445 59.7657511119923717 DTX3L E3 ubiquitin-protein ligase DTX3L 151636 NP_612144.1 10.13513514 1 6 6 22 740 83.501 8.06 0.54 0.61 0.61 0.58 Significant 0.0016 SSGGGECTVSTQEHEAPGTFR 6 19923717 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.507 0.628 0.549 7.985415459 71.82 0 2423.109481 3 808.3742676 -0.508373903 -0.000410615 32.131465GGGMSSLAGK 4 19923717 2xTMT6plex [N-Term; K10] 0.557 0.594 3.796378374 63.55 0 1322.750242 2 661.8787231 -0.054659553 -3.62E-05 38.47561091GNQPEGSMVFTVSR 4 19923717 1xTMT6plex [N-Term] 1.089 2.779351234 18.89 0 1737.879135 2 869.4442139 1.160347883 0.001008272 52.38184021VCGDFQDIER 4 19923717 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.553 0.698 3.330679655 36.82 0 1467.709944 2 734.3596191 1.374414105 0.001008621 51.60308008AYITTLCPSIR 2 19923717 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.108761668 3.42 0 1523.845316 2 762.425354 -1.236550828 -0.000942156 68.67431954ESFASEFQK 2 19923717 2xTMT6plex [N-Term; K9] 100 1.64779675 3.96 0 1530.82043 2 765.9122925 -2.039147768 -0.001560785 53.921946074557587 FAH fumarylacetoacetase 2184 NP_000128.1 23.150358 1 6 6 25 419 46.344 6.95 1.74 1.2 1.56 1.5 Significant 0.011 ASSVVVSGTPIR 8 4557587 1xTMT6plex [N-Term] 1.44 1.261 1.43 4.816645145 59.51 0 1401.826295 2 701.4161377 -0.92432235 -0.00064787 33.79113006GEGMSQAATICK 10 4557587 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 2.216 1.907 1.846 4.789990902 70.27 0 1710.891897 2 855.9411011 -9.919838646 -0.008485886 40.98715078KFLLDGDEVIITGYCQGDGYR 2 4557587 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C15] 1.693 3.786185265 27.96 1 2877.485701 3 959.8336182 0.2087594 0.000200234 83.62236546DKENALMPNWLHLPVGYHGR 2 4557587 2xTMT6plex [N-Term; K2] 1.454 2.181164026 1.86 1 2805.502294 5 561.9053345 -1.685279933 -0.000945611 71.41205351RPMGQMKPDDSKPPVYGACK 1 4557587 4xTMT6plex [N-Term; K7; K12; K20]; 1xCarbamidomethyl [C19] 1.014 3.702217102 0 3178.734517 5 636.552124 -0.944880045 -0.000600705 46.55558778WEYVPLGPFLGK 2 4557587 2xTMT6plex [N-Term; K12] 1.260967135 3.62 0 1864.077313 2 932.5415039 -0.848702727 -0.000791024 94.8199128239725636 TMED9 transmembrane emp24 domain-containing protein 9 precursor 54732 NP_059980.2 29.78723404 1 7 7 26 235 27.26 8.02 0.34 0.904 1.418 0.89 Non-Significant 0.1 FSLFAGGMLR 4 39725636 1xTMT6plex [N-Term] 100 0.836 3.268963814 52.28 0 1327.739394 2 664.3733521 0.025284753 1.68E-05 94.34443537EEYQPATPGLGMFVEVKDPEDK 2 39725636 3xTMT6plex [N-Term; K17; K22] 2.475491285 11.99 1 3166.658528 3 1056.224609 0.235808501 0.000248908 70.57395738QLVEQVEQIQK 4 39725636 2xTMT6plex [N-Term; K11] 1.107 0.608 2.434372187 28.87 0 1800.06312 2 900.5348511 -0.385604013 -0.000347056 54.6560615KCFIEEIPDETMVIGNYR 2 39725636 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 0.839 2.598669052 16.02 1 2672.382816 3 891.4646606 -1.267343281 -0.001128942 86.33592608EEYQPATPGLGMFVEVK 2 39725636 2xTMT6plex [N-Term; K17] 1.051308155 1.36 0 2353.25139 2 1177.125488 -3.268043326 -0.003845264 81.97032984DKLSELQLR 4 39725636 2xTMT6plex [N-Term; K2] 0.75 0.951 2.821947336 9.3 1 1559.952113 3 520.6549683 -1.129024942 -0.000587075 47.74754001LSELQLR 8 39725636 1xTMT6plex [N-Term] 0.214 0.906 1.418 2.450092793 29.16 0 1087.667275 2 544.3374023 0.232807869 0.000126609 56.9509503550658084 BCAT2 branched-chain-amino-acid aminotransferase, mitochondrial isoform a precursor 587 NP_001181.2 15.81632653 1 5 5 18 392 44.259 8.65 0.83 0.83 0.71 0.79 Significant 0.0026 AADLQLEMTQKPHK 4 50658084 3xTMT6plex [N-Term; K11; K14] 0.756 0.709 4.293523312 31.59 0 2297.325448 4 579.0856934 0.250954217 0.000145134 39.48501553AADLQLEMTQKPHK 4 50658084 3xTMT6plex [N-Term; K11; K14]; 1xOxidation [M8] 0.822 0.751 3.562272072 37.04 0 2313.320363 4 579.0856934 0.250954217 0.000145134 39.48501553EVFGSGTACQVCPVHR 2 50658084 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C12] 0.905 5.196363449 59.38 0 2032.989431 3 678.3336792 -1.449221673 -0.000982084 41.6173288QSLLDMAQTWGEFR 2 50658084 1xTMT6plex [N-Term] 1.740157366 11.5 0 1910.963198 2 955.984314 -0.966627884 -0.000923595 100.2583629AWVGGVGNYK 4 50658084 2xTMT6plex [N-Term; K10] 100 1.615752578 13.95 0 1508.86257 2 754.9346924 -0.305809412 -0.000230712 62.79459212AHEWMFPV 2 50658084 1xTMT6plex [N-Term] 0.951 1.665387154 19.63 0 1245.628781 2 623.3180542 0.040853614 2.54E-05 76.571939434885417 UBE2K ubiquitin-conjugating enzyme E2 K isoform 1 3093 NP_005330.1 41 1 6 6 25 200 22.393 5.44 1.24 1.12 1.15 1.17 Significant 0.00095 SWDVETATELLLSN 4 4885417 1xTMT6plex [N-Term] 1.246 3.12471509 54.14 0 1806.932275 2 903.9696045 -0.189888481 -0.000171558 103.1256229DQWAAAMTLR 4 4885417 1xTMT6plex [N-Term] 2.081 3.305891275 33.43 0 1391.730286 2 696.3686523 -0.185123872 -0.000128821 64.37711815GEIAGPPDTPYEGGR 5 4885417 1xTMT6plex [N-Term] 1.01 0.989 4.056069851 38.53 0 1744.870344 2 872.9380493 -0.87225231 -0.000760984 47.05814696VDLVDENFTELR 6 4885417 1xTMT6plex [N-Term] 100 100 1.426 2.333801985 32.08 0 1678.884931 2 839.9447632 -1.597305904 -0.001340846 69.33259895KIENLCAMGFDR 4 4885417 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C6] 1.244 0.866 2.988916159 18.43 1 1912.018495 3 638.0097656 -1.961866483 -0.001250375 55.25559711IWHPNISSVTGAICLDILK 2 4885417 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C14] 100 1.562090516 6.15 0 2595.473286 3 865.8291626 -0.135242013 -0.000117006 98.77205657312922356 TOR1AIP2 torsin-1A-interacting protein 2 isoform b 163590 NP_001186189.1 21.4893617 1 3 4 12 470 51.232 4.96 0.73 1.5 1.11 Non-Significant #N/A EASDGTGASQEPPTTDSQEAQSPGHSSAGQEGEDTLR 2 312922356 1xTMT6plex [N-Term] 100 5.072033882 29.55 0 3943.749912 4 986.6940308 1.110842972 0.001095222 36.56454207DHQEVETEGPESADTGDKSESPDEANVGK 2 312922356 3xTMT6plex [N-Term; K18; K29] 1.501 5.957769394 23.07 1 3744.792726 4 936.954834 1.276585341 0.001195137 40.13833508GHHLPSENLGKEPLDPDPSHSPSDK 2 312922356 3xTMT6plex [N-Term; K11; K25] 0.681 2.997540474 6.63 1 3377.769293 5 676.3591919 -0.722239186 -0.000487911 46.72903609YCDHENAAFK 6 312922356 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.108 0.84 1.129 3.341403723 35 0 1712.846662 2 856.9259033 -1.244524348 -0.00106584 38.9679315613994259 MRPS5 28S ribosomal protein S5, mitochondrial 64969 NP_114108.1 17.90697674 1 7 7 21 430 47.976 9.92 0.88 0.82 0.84 0.85 Significant 0.00043 GALAETGAGAK 6 13994259 2xTMT6plex [N-Term; K11] 0.934 0.926 0.815 5.523781776 82.48 0 1403.82585 2 702.4163208 -0.345269634 -0.000242349 42.63062145DPEPEDEVPDVK 2 13994259 2xTMT6plex [N-Term; K12] 0.839 3.494670868 37.13 0 1826.942395 2 913.9733276 -1.651205079 -0.001508328 48.59191335EECGPLPIVVASPR 2 13994259 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.311 3.214865446 23.85 0 1752.951572 2 876.9782104 -1.384676908 -0.001213636 67.8221564GQIIGEGR 4 13994259 1xTMT6plex [N-Term] 0.716 0.863 2.71105051 28.93 0 1058.615574 2 529.8114014 -0.04489413 -2.38E-05 36.53518483SKEEQEKVEADMIQQR 1 13994259 3xTMT6plex [N-Term; K2; K7] 0.676 3.492044926 2 2635.432826 4 659.614563 1.364524677 0.000899028 50.33329938GAAGFSIGK 1 13994259 2xTMT6plex [N-Term; K9] 0.622 1.869643807 0 1265.761793 2 633.3846436 0.171840686 0.000108755 56.43128326LDWEDVK 5 13994259 2xTMT6plex [N-Term; K7] 0.322 100 100 2.221891403 27.15 0 1362.766938 2 681.8861694 -1.376334251 -0.000937811 58.557517425453599 CAPZA2 F-actin-capping protein subunit alpha-2 830 NP_006127.1 28.32167832 1 3 5 21 286 32.929 5.85 1.45 0.99 1.17 1.2 Significant 0.012 KIDGQQTIIACIESHQFQAK 2 5453599 3xTMT6plex [N-Term; K1; K20]; 1xCarbamidomethyl [C11] 1.413 5.105784893 21.86 1 3002.670037 4 751.4222412 -0.966398643 -0.000725444 75.16663048LLLNNDNLLR 8 5453599 1xTMT6plex [N-Term] 0.925 1.101 1.074 3.491000414 44.94 0 1426.857929 2 713.9317627 -1.177573002 -0.000840115 63.83514564IVEAAENEYQTAISENYQTMSDTTFK 2 5453599 2xTMT6plex [N-Term; K26] 2.071509361 11.09 0 3441.677202 3 1147.894287 -2.584063337 -0.002964504 100.2401293IVEAAENEYQTAISENYQTMSDTTFK 2 5453599 2xTMT6plex [N-Term; K26]; 1xOxidation [M20] 1.852303863 1.24 0 3457.672117 3 1147.894287 -2.584063337 -0.002964504 100.2401293IQVHYYEDGNVQLVSHK 1 5453599 2xTMT6plex [N-Term; K17] 1.645 3.230139732 0 2487.339629 4 622.5903931 0.045766016 2.85E-05 83.74391036TSVETALR 6 5453599 1xTMT6plex [N-Term] 1.475 0.992 1.167 3.007715702 30.67 0 1105.641454 2 553.3239136 -0.817137924 -0.000451731 36.3970713455770900 BRIX1 ribosome biogenesis protein BRX1 homolog 55299 NP_060791.3 19.54674221 1 5 5 26 353 41.375 9.92 1.31 1.36 1.3 1.32 Significant 0.0002 HATAEEVEEEER 10 55770900 1xTMT6plex [N-Term] 1.667 1.615 1.482 4.990943909 57.75 0 1657.786674 2 829.3965454 -0.518588852 -0.000429855 33.71903631TLLPHDPTADVFVTPAEEKPIEIQWVKPEPK 2 55770900 4xTMT6plex [N-Term; K19; K27; K31] 100 1.898522615 2.3 0 4441.519275 5 889.1079712 -1.919526279 -0.001705123 76.660864LFVINEVCEMK 4 55770900 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.812 1.502 2.591317654 31.28 0 1840.011284 2 920.5077515 -1.661859543 -0.00152892 85.85365868GGFAVQAK 6 55770900 2xTMT6plex [N-Term; K8] 1.259 1.298 1.149 3.515996218 53.02 0 1235.751228 2 618.3789673 -0.461557047 -0.000285185 43.18561335FVLNLIK 4 55770900 2xTMT6plex [N-Term; K7] 1.167 2.540207863 23.68 0 1304.870615 2 652.9398804 1.432289275 0.000934476 87.06535177197304715 VAV2 guanine nucleotide exchange factor VAV2 isoform 1 7410 NP_001127870.1 12.64236902 1 7 7 19 878 101.224 7.08 1.26 1.02 1.18 1.15 Significant 0.0037 GIRPFPSEETTENDDDVYR 4 197304715 1xTMT6plex [N-Term] 0.823 1.174 5.709755898 35.46 0 2469.173127 3 823.7284546 -0.938200907 -0.000772193 44.42214997EALEAMQDLAMYINEVK 2 197304715 2xTMT6plex [N-Term; K17] 100 2.277793169 17.05 0 2426.27114 3 809.427124 -1.780823098 -0.001440253 113.0915226GDPESPWWEGR 4 197304715 1xTMT6plex [N-Term] 1.231 100 3.030635834 18.28 0 1544.733122 2 772.869812 -0.501689613 -0.000387488 64.70692043SLEELADEHDLGEDIYDCVPCEDGGDDIYEDIIK 2 197304715 2xTMT6plex [N-Term; K34]; 2xCarbamidomethyl [C18; C21] 2.743280888 4.5 0 4399.999794 4 1100.745117 -9.353423165 -0.010288765 91.36407366TLEDLEK 8 197304715 2xTMT6plex [N-Term; K7] 1.177 2.859345198 35.42 0 1305.766603 2 653.3875732 0.969824448 0.000633182 52.87616419QLDTTLK 2 197304715 2xTMT6plex [N-Term; K7] 1.168 2.803663969 30.38 0 1276.787673 2 638.897644 0.264833335 0.000169068 50.36186225EIDYTAYPWFAGNMER 1 197304715 1xTMT6plex [N-Term] 0.88124162 0 2192.032006 2 1096.518677 -0.88015794 -0.000964667 79.7975733651479166 BICD2 protein bicaudal D homolog 2 isoform 1 23299 NP_001003800.1 7.83625731 1 7 7 25 855 96.746 5.44 1.05 1.16 0.95 1.06 Significant 0.0033 GSLSEQQEK 6 51479166 2xTMT6plex [N-Term; K9] 1.002 0.912 0.792 3.778112173 51.88 0 1463.810593 2 732.4083252 -0.833242621 -0.000609855 29.9247731EINQNVEIQR 4 51479166 1xTMT6plex [N-Term] 1.572 1.217 3.813224077 44.75 0 1471.806622 2 736.4066772 -0.369462811 -0.000271889 40.78131359AMVTETMMK 5 51479166 2xTMT6plex [N-Term; K9] 100 1.22 3.120136976 28.11 0 1499.803599 2 750.4052124 -0.300862935 -0.000225618 51.11868034EALMEEILK 2 51479166 2xTMT6plex [N-Term; K9] 100 1.954859853 22.82 0 1533.896237 2 767.449646 -2.752485931 -0.002111014 80.47280496VLELQTELK 2 51479166 2xTMT6plex [N-Term; K9] 0.838 2.380316973 33.53 0 1530.950716 2 765.9804077 1.843965099 0.00141151 69.82816489LVMEAQPEWLR 4 51479166 1xTMT6plex [N-Term] 1.940723658 20.77 0 1600.871864 2 800.9401245 0.692075026 0.000553962 69.20431114LSHELAETTR 2 51479166 1xTMT6plex [N-Term] 0.74 2.007964849 9.01 0 1385.758609 2 693.3822632 -0.980778906 -0.000679561 37.483863774758528 HGS hepatocyte growth factor-regulated tyrosine kinase substrate 9146 NP_004703.1 7.850707851 1 6 6 31 777 86.138 6.16 1.3 1.37 1.19 1.29 Significant 0.0017 NCGQTVHDEVANK 2 4758528 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.637 4.051564217 20.56 0 1929.98528 3 643.9992676 -1.052228556 -0.000676929 34.69178318ESDAMFAAER 6 4758528 1xTMT6plex [N-Term] 1.45 1.248 1.063 3.730229378 50.46 0 1355.646281 2 678.3252563 -2.246304755 -0.001522597 40.07132723VVQDTYQIMK 6 4758528 2xTMT6plex [N-Term; K10] 1.169 100 0.702 2.979079247 35.24 0 1682.955149 2 841.982666 1.726844148 0.001453101 64.12042132ESDAMFAAER 2 4758528 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.342 1.778857589 41.29 0 1371.641196 2 678.3252563 -2.246304755 -0.001522597 40.07132723LYYEGLQDK 3 4758528 2xTMT6plex [N-Term; K9] 1.405 100 2.881722689 24.8 0 1586.88303 2 793.9440308 -1.414878425 -0.001122623 60.08192645ALQNAVTTFVNR 4 4758528 1xTMT6plex [N-Term] 1.429 1.599512935 9.13 0 1562.885206 2 781.946167 -0.095308103 -7.45E-05 68.58301878QVEVNVR 8 4758528 1xTMT6plex [N-Term] 1.262 1.363 1.252 3.156280041 43.81 0 1072.631224 2 536.819458 0.387547571 0.000207848 32.548759274557395 CA2 carbonic anhydrase 2 isoform 1 760 NP_000058.1 28.84615385 1 6 6 34 260 29.228 7.4 0.43 0.53 0.5 0.49 Significant 0.0037 EPISVSSEQVLK 6 4557395 2xTMT6plex [N-Term; K12] 0.523 0.477 0.331 4.106703281 45.56 0 1774.036236 2 887.5209351 -0.925957869 -0.000821341 57.2914523YDPSLKPLSVSYDQATSLR 6 4557395 2xTMT6plex [N-Term; K6] 0.457 0.56 0.391 2.35870862 10.58 0 2598.417938 3 866.8095093 -1.52545051 -0.001321253 62.10808031VVDVLDSIK 6 4557395 2xTMT6plex [N-Term; K9] 0.33 0.45 0.936 2.75095129 45.26 0 1445.897952 2 723.4525757 -0.05341512 -3.86E-05 79.69911709SADFTNFDPR 8 4557395 1xTMT6plex [N-Term] 0.367 0.526 0.702 3.336778402 58.94 0 1398.68511 2 699.8460083 -0.264261366 -0.000184809 60.06513946AVQQPDGLAVLGIFLK 6 4557395 2xTMT6plex [N-Term; K16] 0.01 1.297 0.302 2.331297636 24.05 0 2127.294182 2 1064.150391 -0.318470292 -0.00033874 100.7165652GGPLDGTYR 2 4557395 1xTMT6plex [N-Term] 0.561 2.32137394 19.34 0 1164.621053 2 582.8141479 -0.028869101 -1.68E-05 39.59160014148233596 LRBA lipopolysaccharide-responsive and beige-like anchor protein isoform 2 987 NP_006717.2 2.724414949 1 8 8 28 2863 318.906 5.6 1.22 1.12 1.13 1.15 Significant 0.00075 NPLGSTHPEATLK 2 148233596 2xTMT6plex [N-Term; K13] 1.265 4.225057125 21.8 0 1823.042719 3 608.3521118 -0.51361977 -0.000312117 44.80557425DLSKPIGALNPK 2 148233596 3xTMT6plex [N-Term; K4; K12] 0.956 2.945374966 7.83 0 1940.214759 3 647.4090576 -1.102531783 -0.000713049 61.01568187EAVEAQIR 12 148233596 1xTMT6plex [N-Term] 1.221 1.177 1.153 3.212069511 41.18 0 1144.652353 2 572.829834 0.033485058 1.92E-05 33.13454632AMGYFLK 2 148233596 2xTMT6plex [N-Term; K7] 2.369 2.67698741 29.37 0 1287.753537 2 644.380188 -0.339493098 -0.000218592 68.12830395IPEFNWSQMHQR 2 148233596 1xTMT6plex [N-Term] 2.288349152 18.72 0 1801.900539 3 601.3049927 -0.063262457 -3.80E-05 65.29527621ATPSVSVSK 2 148233596 2xTMT6plex [N-Term; K9] 1.232 3.725610495 48.81 0 1333.809137 2 667.4085083 0.452059853 0.000301481 40.93308416AQQDVIMVLK 2 148233596 2xTMT6plex [N-Term; K10] 1.977505445 17.3 0 1602.96532 2 801.987793 1.864860994 0.001494654 69.41097707AAFFAER 4 148233596 1xTMT6plex [N-Term] 1.034 0.986 2.594794035 25.14 0 1040.572646 2 520.7896729 -0.55467235 -0.000288588 44.8075604233149331 NXN nucleoredoxin isoform 1 64359 NP_071908.2 19.54022989 1 6 6 19 435 48.362 4.97 0.9 1.04 0.82 0.92 Significant 0.0048 LVTGGGEEVDVHSLGAR 6 33149331 1xTMT6plex [N-Term] 1.199 1.579 0.811 5.923714161 84.14 0 1925.02897 3 642.3477173 -0.192815036 -0.000123725 83.14844849GDAAAGPGPGAGAGAAAEPEPR 2 33149331 1xTMT6plex [N-Term] 2.017 4.714742661 82.48 0 2076.030761 2 1038.517578 -1.387734736 -0.00144049 36.07878863EVIAGPLLR 6 33149331 1xTMT6plex [N-Term] 0.569 0.737 0.896 2.699725628 27.18 0 1196.756424 2 598.881958 0.179832438 0.000107608 58.30438004DYTNLPEAAPLLTILDMSAR 1 33149331 1xTMT6plex [N-Term] 1.401608706 0 2433.289677 2 1217.147827 -0.534093058 -0.000649802 107.274367DMPWLALPYK 2 33149331 2xTMT6plex [N-Term; K10] 1.510292768 18.5 0 1691.959506 2 846.4825439 -1.001861669 -0.000847555 90.81134139VLVESYR 2 33149331 1xTMT6plex [N-Term] 1.206 0.879 2.31191802 23.59 0 1094.640726 2 547.8240356 0.062951305 3.45E-05 52.56391061219842212 PPP1R12A protein phosphatase 1 regulatory subunit 12A isoform a 4659 NP_001137357.1 6.893203883 1 6 6 21 1030 115.211 5.4 0.9 1.33 1.38 1.2 Significant 0.016 AQLHDTNMELTDLK 4 219842212 2xTMT6plex [N-Term; K14] 100 1.199 4.594587803 31.32 0 2087.120711 3 696.375 -4.917770183 -0.003421327 50.71926886LASTSDIEEK 2 219842212 2xTMT6plex [N-Term; K10] 1.357 4.034872532 47.19 0 1550.867774 2 775.937561 0.046103423 3.58E-05 49.08407901YETSSTSAGDR 6 219842212 1xTMT6plex [N-Term] 100 1.135 100 3.441293955 41.18 0 1402.664768 2 701.8358154 -0.294981833 -0.00020688 20.21869189NSSVNEGSTYHK 2 219842212 2xTMT6plex [N-Term; K12] 0.909 3.557532549 16.72 0 1780.922997 3 594.3120117 -0.850920423 -0.000505141 33.59344283ILVDNLCDMEMVNK 3 219842212 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 100 1.583926082 5.49 0 2152.121639 2 1076.563232 -1.138795413 -0.001225413 85.62639926LAYVAPTIPR 4 219842212 1xTMT6plex [N-Term] 0.716 3.123602629 29.46 0 1329.809188 2 665.4088135 0.8740676 0.000581172 60.4331250310190712 S100A14 protein S100-A14 57402 NP_065723.1 70.19230769 1 6 6 48 104 11.655 5.24 0.69 0.71 0.8 0.73 Significant 0.0021 SANAEDAQEFSDVER 14 10190712 1xTMT6plex [N-Term] 0.588 1.019 0.908 4.540730953 66.26 0 1896.87728 2 948.9331665 -9.607006411 -0.009111656 41.13405814DLVTQQLPHLMPSNCGLEEK 6 10190712 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C15] 2.406117201 33.65 0 2767.452292 3 923.1544189 -1.296641706 -0.001196131 73.57196428SFWELIGEAAK 8 10190712 2xTMT6plex [N-Term; K11] 0.413 0.605 3.107672215 28.23 0 1708.967428 2 854.987793 0.515438437 0.000440434 99.38906266NFHQYSVEGGK 6 10190712 2xTMT6plex [N-Term; K11] 0.701 0.672 0.461 3.896694183 36.59 0 1723.91679 3 575.3098145 -1.101985105 -0.000633244 43.15780851AIETLIK 12 10190712 2xTMT6plex [N-Term; K7] 0.595 0.68 0.611 3.269811392 39.96 0 1245.818245 2 623.4127197 -0.066130734 -4.12E-05 60.0600381ETLTPSELR 2 10190712 1xTMT6plex [N-Term] 0.817 3.619488478 41 0 1274.715347 2 637.8616333 0.50431774 0.000321431 43.6192154610835073 NMT1 glycylpeptide N-tetradecanoyltransferase 1 4836 NP_066565.1 13.91129032 1 5 5 27 496 56.77 7.8 1.7 1.93 100 34.54 Non-Significant #N/A ELYTLLNENYVEDDDNMFR 10 10835073 1xTMT6plex [N-Term] 100 1.408 3.38262558 30.06 0 2622.223114 3 874.7440186 -2.139907893 -0.001870439 100.1004425GFDVFNALDLMENK 2 10835073 2xTMT6plex [N-Term; K14] 1.065 2.775915861 39.07 0 2071.093433 2 1036.048462 -1.828117367 -0.001893101 99.76356731AIELFSVGQGPAK 6 10835073 2xTMT6plex [N-Term; K13] 1.33 100 2.831520796 39.05 0 1775.046741 2 888.0266724 -0.37928209 -0.000336622 72.36155293DIPVVHQLLTR 4 10835073 1xTMT6plex [N-Term] 100 2.458913565 22.47 0 1519.915778 3 507.3094788 -1.246898499 -0.000631727 60.32082351SYQFWDTQPVPK 5 10835073 2xTMT6plex [N-Term; K12] 1.74 100 1.457649469 6.61 0 1954.04747 2 977.5263672 -1.02956813 -0.001005913 66.78761991116812577 LUC7L2 putative RNA-binding protein Luc7-like 2 isoform 1 51631 NP_057103.2 15.05102041 1 6 6 36 392 46.486 10.01 1.21 1.21 1.08 1.17 Significant 0.0014 VHELNEEIGK 6 116812577 2xTMT6plex [N-Term; K10] 1.228 1.253 3.802148104 52.37 0 1625.926292 3 542.6468506 -0.180446179 -9.78E-05 48.10733388VEQLGAEGNVEESQK 4 116812577 2xTMT6plex [N-Term; K15] 1.317 1.495 4.266737461 84.5 0 2075.102084 2 1038.054565 -0.110582813 -0.000114735 43.49988238AMLDQLMGTSR 6 116812577 1xTMT6plex [N-Term] 1.249 0.889 100 2.717975616 26.77 0 1451.754786 2 726.3803711 -0.909439055 -0.000660141 68.83666341ADYEIASK 6 116812577 2xTMT6plex [N-Term; K8] 1.003 1.209 1.061 3.278446913 45.12 0 1354.761852 2 677.8850098 0.657267732 0.000445221 45.42051092MDLGECLK 4 116812577 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 2.495 1.148 3.256738424 27.31 0 1423.768929 2 712.3875732 -0.743748233 -0.000529463 57.52254611EAEEVYR 10 116812577 1xTMT6plex [N-Term] 1.059 0.912 0.81 2.71679616 27.77 0 1124.578519 2 562.793335 0.777110589 0.000436961 35.3119859627597059 DNAJC9 dnaJ homolog subfamily C member 9 23234 NP_056005.1 30.76923077 1 7 7 28 260 29.891 5.73 1.56 1.63 1.64 1.61 Significant 0.00024 GSEEELADIK 4 27597059 2xTMT6plex [N-Term; K10] 1.458 1.556 3.236231089 65.95 0 1548.852124 2 774.9299927 0.377596772 0.000292421 57.93816969ISLEDIQAFEK 4 27597059 2xTMT6plex [N-Term; K11] 1.622 100 2.406498432 30.31 0 1750.999122 2 876.0031738 -0.0293511 -2.57E-05 84.25309889ELGLDEGVDSLK 6 27597059 2xTMT6plex [N-Term; K12] 100 100 2.325369596 24.18 0 1732.973302 2 866.989624 -0.767549693 -0.000665072 59.46906256AVYDEQGTVDEDSPVLTQDRDWEAYWR 3 27597059 1xTMT6plex [N-Term] 100 2.330952406 4.67 1 3472.613072 3 1158.208252 -0.826386518 -0.000956574 80.44119907VSLQVHPDR 6 27597059 1xTMT6plex [N-Term] 1.574 1.637 1.633 3.890556097 41.95 0 1279.732 3 427.2482605 -1.384700749 -0.000590682 35.0045884DWEAYWR 4 27597059 1xTMT6plex [N-Term] 100 2.716 1.951229334 19.69 0 1254.610488 2 627.8087158 -0.265595879 -0.00016661 76.3716557VGEGDKEDATR 1 27597059 2xTMT6plex [N-Term; K6] 1.533 1.943092704 1 1634.874985 3 545.6292114 -1.164323067 -0.000634508 31.369568924506699 RPS21 40S ribosomal protein S21 6227 NP_001015.1 39.75903614 1 3 3 50 83 9.106 8.5 1.52 1.42 1.35 1.43 Significant 0.0012 DHASIQMNVAEVDK 16 4506699 2xTMT6plex [N-Term; K14]; 1xOxidation [M7] 1.395 1.412 1.44 5.654405594 50.77 0 2031.058111 2 1008.035217 -0.018828038 -1.90E-05 44.27865066DHASIQMNVAEVDK 24 4506699 2xTMT6plex [N-Term; K14] 1.485 1.387 1.366 5.941369534 67.87 0 2015.063196 2 1008.035217 -0.018828038 -1.90E-05 44.27865066MGESDDSILR 4 4506699 1xTMT6plex [N-Term] 2.107 2.143 3.786540747 47.11 0 1351.672496 2 676.3398438 -0.062966436 -4.26E-05 46.75771267TYAICGAIR 6 4506699 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.936 1.277 3.85573411 42.05 0 1253.687359 2 627.3479614 1.027043588 0.000643796 50.104209834506743 RPS8 40S ribosomal protein S8 6202 NP_001003.1 34.61538462 1 6 6 54 208 24.19 10.32 1.16 1.27 1.21 1.21 Significant 0.00069 QWYESHYALPLGR 17 4506743 1xTMT6plex [N-Term] 1.363 100 4.828240395 25.55 0 1848.959434 3 616.987793 -5.737369655 -0.003536055 57.22702675ADGYVLEGK 12 4506743 2xTMT6plex [N-Term; K9] 1.068 1.213 1.182 3.936899662 52.44 0 1409.804052 2 705.4015503 -5.836026683 -0.004113827 45.5064523LDVGNFSWGSECCTR 6 4506743 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C13] 100 100 100 1.92474997 13.75 0 2016.910512 2 1008.951904 -6.931188156 -0.006989793 67.38246667IIDVVYNASNNELVR 6 4506743 1xTMT6plex [N-Term] 100 100 1.259 1.53800714 11.42 0 1948.070106 2 974.5385742 -0.120381961 -0.000117256 74.70752104ISSLLEEQFQQGK 3 4506743 2xTMT6plex [N-Term; K13] 1.997187495 2.48 0 1965.105713 2 983.0560303 -0.472607208 -0.000464362 73.14435857ELEFYLR 10 4506743 1xTMT6plex [N-Term] 1.139 1.125 2.646591425 18.26 0 1198.66694 2 599.8370972 -0.018991149 -1.14E-05 61.2409417929725607 UNC45A protein unc-45 homolog A isoform 2 55898 NP_061141.2 8.262711864 1 7 7 28 944 103.011 6.07 1.25 1.29 1.35 1.29 Significant 0.0005 QFAEGSTLK 2 29725607 2xTMT6plex [N-Term; K9] 1.456 3.570096016 41.81 0 1438.830601 2 719.9191284 0.263759985 0.000189753 52.59528878LEDYDKAETEASK 4 29725607 3xTMT6plex [N-Term; K6; K13] 1.279 1.199 3.298285723 18.58 1 2186.179555 3 729.3981934 0.215910045 0.000157339 53.55389178



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms AAAACLDK 6 29725607 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.271 1.271 1.347 3.440808058 51.53 0 1277.728779 2 639.368103 0.118056891 7.54E-05 39.0665874LTITSNPEMTFPGER 4 29725607 1xTMT6plex [N-Term] 0.01 100 2.35394907 19.13 0 1921.989079 2 961.4980469 -0.136171429 -0.00013086 75.23339897GTVVAQGGGR 6 29725607 1xTMT6plex [N-Term] 1.269 100 2.84211731 40.9 0 1130.647936 2 565.828186 1.02515582 0.000579545 26.13187676ALIPLALEGTDVGQTK 4 29725607 2xTMT6plex [N-Term; K16] 0.81 0.43 1.773332119 1.3 0 2084.236727 2 1042.621826 -0.168424366 -0.000175518 84.68970356ALVGLCK 2 29725607 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.161 2.867889166 26.18 0 1218.764436 2 609.8855591 -0.48765448 -0.000297168 61.3169977819923236 SP100 nuclear autoantigen Sp-100 isoform 2 6672 NP_003104.2 7.736063709 1 5 6 33 879 100.354 8.22 0.55 0.71 0.58 0.61 Significant 0.0063 DTTSDKDDSLGSQQTNEQCAQK 4 19923236 3xTMT6plex [N-Term; K6; K22]; 1xCarbamidomethyl [C19] 0.376 0.864 5.554969311 32.17 1 3143.536575 4 786.6398315 0.292989076 0.000230255 43.09693982MFTEDQGVDDR 6 19923236 1xTMT6plex [N-Term] 0.543 0.503 0.577 4.853422642 77.38 0 1541.710338 2 771.3590698 0.340568799 0.000262529 48.59440031MFTEDQGVDDR 2 19923236 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.59 2.429166555 41.7 0 1557.705253 2 771.3590698 0.340568799 0.000262529 48.59440031VVYNVLSELEK 3 19923236 2xTMT6plex [N-Term; K11] 0.543 100 2.141964912 16.21 0 1751.035508 2 876.0214844 0.105183475 9.21E-05 100.1252437VECQAQAR 6 19923236 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 2.531939507 26.25 0 1190.614922 2 595.8117676 1.12258483 0.000668283 22.20037713GKFEDMAK 8 19923236 3xTMT6plex [N-Term; K2; K8] 0.974 1.028 1.307 2.778968573 18.62 1 1612.933575 3 538.3155518 -0.913265484 -0.000491012 42.77979736LLYDIVFK 4 19923236 2xTMT6plex [N-Term; K8] 100 1.405377507 9.77 0 1468.917959 2 734.9628906 0.371307326 0.00027271 106.3676189546232153 PITPNB phosphatidylinositol transfer protein beta isoform isoform 3 23760 NP_001271207.1 26.73992674 1 5 6 25 273 31.68 6.65 1.09 0.79 0.61 0.83 Significant 0.027 ADEDPALFQSVK 4 546232153 2xTMT6plex [N-Term; K12] 1.039 3.722881556 56.92 0 1777.973636 2 889.4898071 -0.730214533 -0.000649151 68.93892275MIAPEGSLVFHEK 4 546232153 2xTMT6plex [N-Term; K13] 1.11 1.461 4.522651672 45.45 0 1916.071576 3 639.3615112 -0.832650833 -0.000531806 70.68563438VVLPCSVQEYQVGQLYSVAEASK 7 546232153 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C5] 1.34 0.498 0.614 2.971781015 27.81 0 3012.611629 3 1004.87262 -2.762922775 -0.002774538 87.93665391VENFIQK 4 546232153 2xTMT6plex [N-Term; K7] 0.983 0.484 2.514072418 34.09 0 1335.803658 2 668.4049072 -0.838391831 -0.000559963 60.09401218QLFCWLDK 8 546232153 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 0.612 1.124 2.587064266 26.61 0 1567.870692 2 784.4401245 1.45463108 0.001140337 95.00935765WIDLTMEDIR 2 546232153 1xTMT6plex [N-Term] 0.877 2.195323706 26.05 0 1520.798031 2 760.9033813 0.956889267 0.000727618 86.9495526625777615 PSMD7 26S proteasome non-ATPase regulatory subunit 7 5713 NP_002802.2 19.44444444 1 6 6 21 324 37.002 6.77 0.76 1 0.58 0.78 Significant 0.023 VVGVLLGSWQK 6 25777615 2xTMT6plex [N-Term; K11] 1.049 100 2.961765051 35.81 0 1644.024884 2 822.5167236 0.782740966 0.000643423 89.50924342SVVALHNLINNK 4 25777615 2xTMT6plex [N-Term; K12] 1.02 100 3.035135031 27.14 0 1780.084524 3 594.0326538 -0.62674789 -0.000371888 60.38853522DTTVGTLSQR 2 25777615 1xTMT6plex [N-Term] 1.508 3.730145216 40.14 0 1306.71641 2 653.8613892 -0.694886573 -0.00045401 35.65852049IVGWYHTGPK 2 25777615 2xTMT6plex [N-Term; K10] 1.139 2.90201807 24.66 0 1615.936069 3 539.3167725 -0.188563888 -0.000101569 61.12614695DIKDTTVGTLSQR 6 25777615 2xTMT6plex [N-Term; K3] 0.491 0.484 0.541 3.616224527 23.56 1 1892.085312 3 631.3656006 -1.618876363 -0.001021017 43.22301406VVVHPLVLLSVVDHFNR 1 25777615 1xTMT6plex [N-Term] 0.908 1.607519269 0 2172.285459 4 543.8260498 -1.422424128 -0.000772478 96.851576234826932 PPID peptidyl-prolyl cis-trans isomerase D 5481 NP_005029.1 15.67567568 1 6 7 26 370 40.738 7.21 1.54 1.39 1.84 1.59 Significant 0.0069 FEDENFHYK 4 4826932 2xTMT6plex [N-Term; K9] 1.875 1.81 2.901629448 41.04 0 1686.852793 3 562.9563599 1.027777795 0.000577903 51.68886972AIQAELLK 6 4826932 2xTMT6plex [N-Term; K8] 1.436 100 100 3.651045561 47.62 0 1343.866258 2 672.4368896 0.182069364 0.000122338 65.11446862AVIETADR 4 4826932 1xTMT6plex [N-Term] 1.394 1.29 3.18841362 47.06 0 1103.625804 2 552.3166504 0.199552465 0.000110116 30.98063151AQGIAPEDK 2 4826932 2xTMT6plex [N-Term; K9] 1.531 3.489824772 27.82 0 1386.799301 2 693.902771 -0.746479907 -0.000517609 40.49396235ILENVEVK 4 4826932 2xTMT6plex [N-Term; K8] 1.214 1.53 3.03004837 24.93 0 1401.871737 2 701.4398804 0.532760714 0.000373431 67.12766151ILLITEDLK 2 4826932 2xTMT6plex [N-Term; K9] 0.84 2.99587059 34.63 0 1515.976202 2 758.4916382 -0.133598939 -0.000101266 98.06933817ALCTGEK 8 4826932 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.788 0.798 2.812403202 43.72 0 1236.702229 2 618.8547363 -0.027058858 -1.67E-05 39.2267783224475861 PHPT1 14 kDa phosphohistidine phosphatase isoform 3 29085 NP_054891.2 41.6 1 6 6 35 125 13.824 6.07 1.06 0.88 0.98 0.97 Significant 0.0028 WAEYHADIYDK 8 24475861 2xTMT6plex [N-Term; K11] 0.828 3.087248325 28.33 0 1868.95832 3 623.6580811 0.732848907 0.000456555 61.9028431QGCDCECLGGGR 4 24475861 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C3; C5; C7] 1.492 2.21 3.888504028 36.63 0 1597.671862 2 799.3407593 1.489814489 0.001190117 25.69955336ISHQSQDK 4 24475861 2xTMT6plex [N-Term; K8] 1.044 0.982 2.52074194 27.56 0 1400.789799 3 467.6011658 -0.609988414 -0.000284822 20.39382274YPDYEVTWANDGY 9 24475861 1xTMT6plex [N-Term] 1.168 100 0.789 2.258485556 15.72 0 1821.816911 2 911.4129639 0.954917239 0.000869842 80.07324547ISHQSQDKK 4 24475861 3xTMT6plex [N-Term; K8; K9] 0.75 0.01 2.87169838 11.05 1 1758.047693 4 440.2670593 -0.731530389 -0.000321516 23.43766831VSGDMQK 6 24475861 2xTMT6plex [N-Term; K7] 1.064 0.955 1.031 2.875444889 31.48 0 1222.686579 2 611.8466187 -0.505808539 -0.000309223 33.56591266289577134 GOLGA4 golgin subfamily A member 4 isoform 1 2803 NP_001166184.1 2.674988854 1 5 6 16 2243 262.167 5.4 1.02 1.12 1.07 Non-Significant #N/A SAHVNSLAQDETK 2 289577134 2xTMT6plex [N-Term; K13] 0.932 4.917062759 42.03 0 1858.007061 3 620.0067139 -0.792735651 -0.000490969 36.37571647DVCTELDAHK 4 289577134 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.13 1.394 4.002554417 52.78 0 1645.861977 3 549.2918701 -0.559152863 -0.000306763 39.95092837DLAVHLEAEK 2 289577134 2xTMT6plex [N-Term; K10] 0.999 3.003270149 28.87 0 1582.920478 3 528.3114624 -0.407040643 -0.000214771 45.43795536EQEVAELK 4 289577134 2xTMT6plex [N-Term; K8] 1.025 1.059 3.592775345 47.46 0 1403.814616 2 702.4118652 1.308982489 0.000918784 45.34066689EQIESLTEVHR 2 289577134 1xTMT6plex [N-Term] 0.933 3.257636309 10.3 0 1569.843401 3 523.9522705 -0.72794303 -0.000380919 49.05713167AAFEELEK 2 289577134 2xTMT6plex [N-Term; K8] 0.961 3.244986534 17.22 0 1394.793153 2 697.9020996 2.702916015 0.001885004 58.27029291115430223 LGALS3 galectin-3 isoform 1 3958 NP_002297.2 20 1 5 5 28 250 26.136 8.56 0.97 0.71 0.8 0.83 Significant 0.0084 VAVNDAHLLQYNHR 8 115430223 1xTMT6plex [N-Term] 0.954 0.965 5.15939188 38.76 0 1879.013595 4 470.5085754 -0.597506155 -0.000280681 41.75384588GNDVAFHFNPR 4 115430223 1xTMT6plex [N-Term] 0.572 0.791 3.894166708 58.69 0 1502.770177 3 501.5902405 -9.321754365 -0.004669485 44.10773653IQVLVEPDHFK 6 115430223 2xTMT6plex [N-Term; K11] 1.093 0.723 1.177 2.768460035 28.89 0 1783.051827 3 595.0215454 -0.977969067 -0.000581257 57.34238745IALDFQR 6 115430223 1xTMT6plex [N-Term] 0.913 1.026 1.095 2.223754644 24 0 1091.64106 2 546.3240356 -0.243176029 -0.00013273 54.47963567KLNEISK 4 115430223 3xTMT6plex [N-Term; K1; K7] 1.004 0.966 3.050276041 16.64 1 1518.98224 3 506.9985352 -0.781840116 -0.000395867 41.31549078548923888 NOLC1 nucleolar and coiled-body phosphoprotein 1 isoform 1 9221 NP_001271317.1 10.43723554 1 1 7 22 709 74.702 9.47 1.38 1.24 1.08 1.23 Significant 0.0049 ATGATQQDANASSLLDIYSFWLK 4 548923888 2xTMT6plex [N-Term; K23] 100 100 2.732122183 13.73 0 2958.561308 3 986.8535156 -5.176270966 -0.005104772 105.6151535SPAVKPAAAPK 2 548923888 3xTMT6plex [N-Term; K5; K11] 1.206 2.912185192 16.84 0 1724.103752 3 575.3720093 -1.320853206 -0.000759096 43.10250115VADNSFDAK 4 548923888 2xTMT6plex [N-Term; K9] 1.714 3.922145844 54.78 0 1424.778565 2 712.8934937 0.804022966 0.000572777 43.37613261ATTKPPPAK 4 548923888 3xTMT6plex [N-Term; K4; K9] 1.463 1.371 2.548392057 14.28 0 1598.024439 3 533.3461304 -0.376156149 -0.000200369 32.2320604EAETPQAK 2 548923888 2xTMT6plex [N-Term; K8] 1.011 3.19759202 36.96 0 1331.757101 2 666.3822632 0.11136204 7.42E-05 30.65200904AAVVVSK 4 548923888 2xTMT6plex [N-Term; K7] 1.196 1.399 3.113120556 42.7 0 1131.750166 2 566.3789063 0.327068651 0.00018508 46.25215919KAAVPAK 2 548923888 3xTMT6plex [N-Term; K1; K7] 0.761 3.392950296 13.65 1 1371.929082 3 457.981781 1.244683563 0.000569206 31.2346418487299628 BOD1L1 biorientation of chromosomes in cell division protein 1-like 1 259282 NP_683692.2 1.671583088 1 5 5 16 3051 330.266 5.08 1.14 1.47 100 34.21 Non-Significant #N/A EDKSPETGTAGGSSTASYSAGR 4 87299628 2xTMT6plex [N-Term; K3] 1.365 100 4.993469238 32.36 1 2574.268373 3 858.760437 -0.627624866 -0.000538558 29.8764796GTTEVNIDSETVHR 4 87299628 1xTMT6plex [N-Term] 1.135 1.434 4.46019268 62.11 0 1786.913271 3 596.3093872 0.188599581 0.000112337 34.10570373KETEGTVTCTGAEGR 4 87299628 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C9] 1.197 2.524 4.160399914 48.28 1 2054.058839 3 685.357666 -0.191928838 -0.000131411 29.20159634ETEGTVTCTGAEGR 2 87299628 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.803046227 31.51 0 1696.800944 2 848.9038696 -0.283729326 -0.000240716 24.39168034SPETGTAGGSSTASYSAGR 2 87299628 1xTMT6plex [N-Term] 100 1.696154952 12.54 0 1972.940943 2 986.9737549 -0.35956189 -0.000354697 25.7902611821361647 AHCYL1 adenosylhomocysteinase 2 isoform a 10768 NP_006612.2 13.20754717 1 6 7 17 530 58.913 6.89 1.1 1.07 1.08 Non-Significant #N/A AQGEKPLAGAK 2 21361647 3xTMT6plex [N-Term; K5; K11] 1.393 2.734440804 14.5 0 1757.08883 3 586.3674316 -0.619415539 -0.000362789 37.60190662GIVEESVTGVHR 2 21361647 1xTMT6plex [N-Term] 1.086 3.992645264 38.77 0 1511.837922 3 504.6178589 0.728676097 0.000367213 41.32316946YKQDVYLLPK 2 21361647 3xTMT6plex [N-Term; K2; K10] 0.967 3.364272594 9.22 1 1954.198046 3 652.0708008 -0.100806697 -6.57E-05 68.34428099ESLIDGIK 12 21361647 2xTMT6plex [N-Term; K8] 1.108 2.817592621 41.24 0 1332.813888 2 666.9104004 -0.273022928 -0.000181944 66.66749299GSSNFCVK 2 21361647 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.147 3.262665987 41.37 0 1356.734592 2 678.8709717 0.054925536 3.73E-05 39.79779055VVLLAEGR 2 21361647 1xTMT6plex [N-Term] 1.07 2.607928038 30.48 0 1085.68801 2 543.3476563 0.023551886 1.28E-05 48.43500416QIQFADDMQEFTK 1 21361647 2xTMT6plex [N-Term; K13] 0.657752395 0 2059.057048 2 1030.030762 -1.360366631 -0.001400536 73.8046104320270303 RHOT2 mitochondrial Rho GTPase 2 89941 NP_620124.1 17.79935275 1 7 7 23 618 68.075 5.86 0.78 0.68 0.84 0.77 Significant 0.0037 DGALSPVELQSLFSVFPAAPWGPELPR 4 20270303 1xTMT6plex [N-Term] 100 100 3.844823122 36.9 0 3109.655987 3 1037.222168 -1.298164095 -0.001345615 115.0270889SCFGHPLAPQALEDVK 4 20270303 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 0.474 3.07323122 18.09 0 2227.194545 3 743.0686035 -1.476019746 -0.001095794 58.10566354AVLHPTAPLYDPEAK 2 20270303 2xTMT6plex [N-Term; K15] 0.953 2.482426643 20.62 0 2080.184297 3 694.0656128 -0.967313856 -0.00067073 49.23286283SAFLQAFLGR 2 20270303 1xTMT6plex [N-Term] 1.295236707 11.79 0 1338.773137 2 669.8901978 -0.013409432 -8.98E-06 90.97068512AEEITIPADVTPEK 5 20270303 2xTMT6plex [N-Term; K14] 0.01 1.26268959 2.33 0 1971.105044 2 986.0545654 -1.61821443 -0.001594835 55.73078913ADLPEGVAVSGPSPAEFCR 2 20270303 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.914895713 1.09 0 2188.090584 2 1094.548828 -0.093391929 -0.000102175 57.50473314VPIILVGNK 8 20270303 2xTMT6plex [N-Term; K9] 0.528 2.159076214 26.02 0 1410.944843 2 705.9755249 -0.75799229 -0.000534743 64.2480667909618061 AP2M1 AP-2 complex subunit mu isoform c 1173 NP_001298127.1 14.13043478 1 6 6 27 460 52.27 9.5 0.97 1.15 1.13 1.08 Significant 0.0028 QSIAIDDCTFHQCVR 6 909618061 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C8; C13] 0.975 1.112 0.994 5.812826157 72.61 0 2078.99491 3 693.6696167 -0.294859954 -0.000204337 43.2356728LNYSDHDVIK 4 909618061 2xTMT6plex [N-Term; K10] 1.22 1.167 4.117678165 30.28 0 1661.926292 3 554.6466675 -0.50706737 -0.000280903 43.45396597TFITQQGIK 4 909618061 2xTMT6plex [N-Term; K9] 1.05 0.802 3.768527269 41.93 0 1493.909185 2 747.4591675 1.253731456 0.00093648 52.52452948ASENAIVWK 6 909618061 2xTMT6plex [N-Term; K9] 0.953 1.484 1.227 2.752590895 30.17 0 1475.862235 2 738.4367065 2.643380828 0.001950633 58.29169293SISFIPPDGEFELMR 5 909618061 1xTMT6plex [N-Term] 1.652930975 7.73 0 1967.014565 2 984.010437 -0.492084085 -0.000483968 92.76215046DIILPFR 2 909618061 1xTMT6plex [N-Term] 0.961 2.15267849 21.4 0 1102.682197 2 551.8439331 -1.457436302 -0.000803545 75.749448935454002 DNPH1 2'-deoxynucleoside 5'-phosphate N-hydrolase 1 isoform 1 10591 NP_006434.1 33.90804598 1 3 3 18 174 19.097 5.05 0.8 0.88 0.84 0.84 Significant 0.00076 GEPGRPALYFCGSIR 6 5454002 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.798 0.874 0.83 4.943816185 34.6 0 1908.995168 3 637.0031738 -0.104471519 -6.65E-05 47.22546078LIHEQDLEWLQQADVVVAEVTQPSLGVGYELGR 10 5454002 1xTMT6plex [N-Term] 0.946 0.872 7.959383011 55.33 0 3921.059547 4 981.0217285 1.412111301 0.001384243 108.9656798ILCLFRPQSGR 2 5454002 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.343626499 7.37 0 1575.899083 3 525.9718018 1.122789814 0.000589801 67.63043085554790273 UBXN1 UBX domain-containing protein 1 isoform 2 51035 NP_001273006.1 44.10774411 1 6 6 19 297 33.305 5.25 1.01 1.54 1.06 1.2 Significant 0.019 EPTSSEQGGLEGSGSAAGEGKPALSEEER 6 554790273 2xTMT6plex [N-Term; K21] 1.294 1.307 1.06 6.623430729 81.37 0 3304.618107 3 1102.211426 0.489416234 0.000539111 30.40920813AFSEADMERPLQELGLVPSAVLIVAK 4 554790273 2xTMT6plex [N-Term; K26] 2.148135185 8.87 0 3241.827041 3 1081.278198 -2.159237167 -0.002333291 101.4046855ALALTGNQGIEAAMDWLMEHEDDPDVDEPLETPLGHILGR 3 554790273 1xTMT6plex [N-Term] 1.485117197 0 4598.238058 4 1150.312744 -1.937954797 -0.002227794 107.3376474EKAEELAAR 2 554790273 2xTMT6plex [N-Term; K2] 0.872 2.573030472 2.41 1 1474.862963 3 492.292572 0.13518846 6.65E-05 35.61031028GEELGGGQDPVQLLSGFPR 2 554790273 1xTMT6plex [N-Term] 1.42968595 13.03 0 2185.145062 2 1093.077271 1.007867012 0.001101168 75.21979574MLELVAQK 2 554790273 2xTMT6plex [N-Term; K8] 100 1.750518799 4.38 0 1389.853979 2 695.4296265 -1.44076309 -0.001001225 61.3322704111067747 CDC5L cell division cycle 5-like protein 988 NP_001244.1 13.59102244 1 8 8 18 802 92.194 8.18 0.83 1.21 1.02 Non-Significant #N/A GVDYNAEIPFEK 5 11067747 2xTMT6plex [N-Term; K12] 1.166 2.685199738 43.82 0 1839.989286 2 920.4970093 -1.382652243 -0.001272033 66.68186995AQDVLVQEMEVVK 2 11067747 2xTMT6plex [N-Term; K13] 100 2.081737518 13.3 0 1946.10327 2 973.5529785 -2.358265782 -0.002294714 83.57067529ILLGGYQSR 4 11067747 1xTMT6plex [N-Term] 1.366 1.166 2.895576 34.14 0 1235.730938 2 618.3686523 -0.736100774 -0.000454811 62.32763277WYEWLDPSIK 2 11067747 2xTMT6plex [N-Term; K10] 1.965636849 11.89 0 1794.983079 2 897.9950562 -0.135280001 -0.000121413 99.95840746QQDLDGELR 2 11067747 1xTMT6plex [N-Term] 0.483 2.415501356 13.53 0 1302.68511 2 651.8458252 -0.564855904 -0.000367915 39.15599272KPALGFYDTSEENYQALDADFR 1 11067747 2xTMT6plex [N-Term; K1] 1.804195046 0 3008.504187 3 1003.500671 -5.559590017 -0.00557535 72.15373434LVLPAPQISDAELQEVVK 1 11067747 2xTMT6plex [N-Term; K18] 0.903917849 0 2407.421233 2 1204.210815 -2.857277543 -0.003439335 85.49472844EIDDTYIEDAADVDAR 1 11067747 1xTMT6plex [N-Term] 1.451986909 0 2039.960675 2 1020.483093 -0.86520617 -0.000882493 66.7143620854873624 EIF2A eukaryotic translation initiation factor 2A isoform 1 83939 NP_114414.2 17.26495726 1 7 7 28 585 64.949 8.87 1.48 1.67 100 34.38 Non-Significant #N/A LISKPVASDSTYFAWCPDGEHILTATCAPR 5 54873624 2xTMT6plex [N-Term; K4]; 2xCarbamidomethyl [C16; C27] 4.745596409 33.04 0 3821.939522 4 956.2402954 -0.044560981 -4.26E-05 80.34257877GLLHSFDLLK 4 54873624 2xTMT6plex [N-Term; K10] 1.553 1.421 2.873235226 34.85 0 1600.982685 3 534.3323364 -0.142801454 -7.62E-05 80.419748ETALLQELEDLELGI 6 54873624 1xTMT6plex [N-Term] 100 100 1.516746879 26.7 0 1915.047305 2 958.0269165 -0.390994095 -0.000374386 111.8603233SDKSPDLAPTPAPQSTPR 2 54873624 2xTMT6plex [N-Term; K3] 1.408 3.37689805 21.42 1 2323.265795 3 775.0943604 1.176315983 0.000910965 37.92882156GQMEVWDVK 6 54873624 2xTMT6plex [N-Term; K9] 100 100 1.668866277 19.33 0 1549.844871 2 775.4248657 -1.558694508 -0.001207867 61.45186023AVCLEFSPK 4 54873624 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 100 1.292991638 12.06 0 1508.854707 2 754.9302368 -1.000949382 -0.000755144 56.11605554APSTPLLTVR 1 54873624 1xTMT6plex [N-Term] 1.453 19.71 0 1283.788453 2 642.3985596 1.082725602 0.000694995 51.94603837706563 RAB8B ras-related protein Rab-8B 51762 NP_057614.1 23.67149758 1 1 5 48 207 23.569 9.07 0.6 0.6 0.55 0.58 Significant 0.00082 NIEEHASSDVER 16 7706563 1xTMT6plex [N-Term] 0.599 0.604 0.545 4.804781914 51.19 0 1614.792094 3 538.9356689 0.222880666 0.000119969 26.3193378LLIIGDSGVGK 16 7706563 2xTMT6plex [N-Term; K11] 1.245 1.279 1.206 3.92585659 52.68 0 1529.9667 2 765.4867554 -0.304645724 -0.000233049 82.80666899LQIWDTAGQER 64 7706563 1xTMT6plex [N-Term] 1.503 1.383 1.259 3.509291172 38.51 0 1545.822272 2 773.4157715 1.290341578 0.000997319 52.93626792LAIDYGIK 4 7706563 2xTMT6plex [N-Term; K8] 100 2.136830091 18.26 0 1350.839709 2 675.9226685 -1.22043787 -0.000824308 74.54588435TIELDGK 6 7706563 2xTMT6plex [N-Term; K7] 1.244 1.655 1.125 2.812875271 37.97 0 1233.745474 2 617.3762207 -0.250775996 -0.000154697 43.77686366953768340 CHCHD3 MICOS complex subunit MIC19 isoform 1 54927 NP_001304106.1 27.5862069 1 6 6 24 232 26.737 7.75 0.95 0.76 0.99 0.9 Significant 0.0062 VAEELALEQAK 4 953768340 2xTMT6plex [N-Term; K11] 100 100 3.309848309 48.91 0 1658.972908 2 829.9904175 0.392189007 0.000325315 62.97310223YESHPVCADLQAK 4 953768340 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.897 1.027 3.422795057 23.77 0 1976.031168 3 659.3483276 -0.373571964 -0.000246063 45.20722716YSGAYGASVSDEELK 2 953768340 2xTMT6plex [N-Term; K15] 100 2.515267611 18.31 0 2034.043172 2 1017.525024 -0.196501176 -0.000199846 48.8120093AAANEQLTR 6 953768340 1xTMT6plex [N-Term] 0.943 0.066 0.756 3.092269421 54.76 0 1202.669066 2 601.8382568 0.14249296 8.57E-05 29.50744602AAEEVEAK 6 953768340 2xTMT6plex [N-Term; K8] 0.769 0.742 3.524899244 51.7 0 1304.746202 2 652.8758545 -1.356620638 -0.000885023 37.89516844ENTHQTLK 2 953768340 2xTMT6plex [N-Term; K8] 1.098 2.373592854 12.84 0 1428.821099 3 476.945343 0.263960782 0.000125718 28.69750911127139033 POR NADPH--cytochrome P450 reductase 5447 NP_000932.3 11.02941176 1 6 6 18 680 76.999 5.58 1.179 1.34 0.01 0.84 Non-Significant 0.18 DVQNTFYDIVAELGAMEHAQAVDYIK 4 127139033 2xTMT6plex [N-Term; K26] 1.227 4.558050632 52.27 0 3398.734263 3 1133.583618 0.599682714 0.000679387 118.5364231EVGETLLYYGCR 4 127139033 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.527 100 3.118330956 36.47 0 1688.851523 2 844.9284058 -1.177300985 -0.000994143 74.40220879SYENQKPPFDAK 2 127139033 3xTMT6plex [N-Term; K6; K12] 1.523 3.580456972 11.5 0 2111.174016 3 704.3947754 -2.009847645 -0.001414379 49.63438664FAVFGLGNK 4 127139033 2xTMT6plex [N-Term; K9] 100 1.236 2.34479332 29.21 0 1410.850942 2 705.9285889 -0.737991232 -0.000520598 85.23246076ALVPMFVR 2 127139033 1xTMT6plex [N-Term] 0.742 2.407224655 24.6 0 1161.701552 2 581.3552246 1.39508185 0.000810334 71.34119927VYVQHLLK 2 127139033 2xTMT6plex [N-Term; K8] 0.01 1.487759829 0.9 0 1457.924442 3 486.6466675 0.691127316 0.00033587 58.2708645929501813 UFD1L ubiquitin fusion degradation protein 1 homolog isoform A 7353 NP_005650.2 25.08143322 1 5 5 23 307 34.478 6.7 0.9 0.88 1.03 0.94 Significant 0.0025 QVQHEESTEGEADHSGYAGELGFR 6 29501813 1xTMT6plex [N-Term] 0.841 1.017 6.712150097 41.34 0 2862.312808 4 716.3340454 0.539245962 0.000385873 40.51982068GVEPSPSPIKPGDIK 4 29501813 3xTMT6plex [N-Term; K10; K15] 0.933 0.809 4.84228754 24.86 0 2208.32068 3 736.7773438 -1.450074724 -0.00106741 56.82764231KVEEDEAGGR 6 29501813 2xTMT6plex [N-Term; K1] 0.719 1.102 1.032 3.291216612 20.76 1 1547.842956 3 516.6192017 0.06171845 3.18E-05 23.16561422IIMPPSALDQLSR 5 29501813 1xTMT6plex [N-Term] 1.702 0.01 1.941209435 6.34 0 1669.950843 2 835.4798584 0.956415503 0.000798583 77.51015354FQPQSPDFLDITNPK 2 29501813 2xTMT6plex [N-Term; K15] 1.013984203 0 2205.19559 2 1103.099976 -1.322176653 -0.001457829 73.10789692192807323 SMARCA4 transcription activator BRG1 isoform A 6597 NP_001122321.1 3.513996426 1 4 6 20 1679 188.031 8.19 1.41 1.14 1.22 1.26 Significant 0.004 GLDPVEILQER 4 192807323 1xTMT6plex [N-Term] 1.513 3.02379632 37.99 0 1497.847424 2 749.4265137 -1.117007128 -0.000836553 93.07745844ELPEYYELIR 2 192807323 1xTMT6plex [N-Term] 1.494 3.439599514 32.89 0 1553.841276 2 777.4232788 -1.283807325 -0.000997416 80.46080738AVATYHANTER 8 192807323 1xTMT6plex [N-Term] 1.251 1.359 1.359 4.458186626 36.56 0 1461.764757 3 487.926178 -0.530991358 -0.000258728 30.86883456GVLLTDGSEK 2 192807323 2xTMT6plex [N-Term; K10] 0.951 3.094048023 12.92 0 1476.86738 2 738.9379272 0.811028941 0.000598891 52.34041966LTCEEEEEK 2 192807323 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.103 3.117484093 11.83 0 1624.814024 2 812.9106445 -0.007174667 -5.83E-06 40.52960617QEVVVCMR 2 192807323 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.83 2.588496447 13.6 0 1249.659429 2 625.3323975 -1.529247153 -0.000955519 43.26968779503774379 CDK5RAP3 CDK5 regulatory subunit-associated protein 3 isoform c 80279 NP_001265126.1 9.792843691 1 5 5 16 531 59.551 4.92 1.28 2 1.64 Non-Significant #N/A KEEECQAGAAEMR 2 503774379 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 1.506 4.696480274 46.34 1 1966.972667 3 656.3286133 -0.701619434 -0.000460022 29.64433141KEEECQAGAAEMR 2 503774379 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5]; 1xOxidation [M12] 1.544 2.148897886 28.55 1 1982.967582 3 656.3286133 -0.701619434 -0.000460022 29.64433141GELLALVK 4 503774379 2xTMT6plex [N-Term; K8] 1.279 100 2.836274862 43.95 0 1300.860444 2 650.934082 0.340599564 0.000221536 85.43553048LIEADISK 2 503774379 2xTMT6plex [N-Term; K8] 1.211 3.297176361 41.03 0 1346.829538 2 673.918457 0.073752838 4.97E-05 65.19568927GNSTVYEWR 2 503774379 1xTMT6plex [N-Term] 2.768 2.120981932 13.71 0 1340.67963 2 670.8432617 -0.286065732 -0.000191761 49.83542312GPDALTLLEYTETR 4 503774379 1xTMT6plex [N-Term] 1.764151454 8.1 0 1807.96391 2 904.479126 -7.154256124 -0.006467318 78.8119900421536286 CKB creatine kinase B-type 1152 NP_001814.2 17.84776903 1 5 5 22 381 42.617 5.59 0.43 0.95 100 33.79 Non-Significant #N/A GTGGVDTAAVGGVFDVSNADR 4 21536286 1xTMT6plex [N-Term] 0.363 4.669456959 56.66 0 2194.093755 3 732.0372314 1.543405304 0.001128792 65.73490006TFLVWVNEEDHLR 2 21536286 1xTMT6plex [N-Term] 0.482 3.321542025 27.2 0 1886.996213 3 629.6704712 0.342938801 0.000215708 86.67703843LAVEALSSLDGDLAGR 5 21536286 1xTMT6plex [N-Term] 100 1.990090251 14.94 0 1816.001358 2 908.5083618 4.454249319 0.004044461 96.52757559LLIEMEQR 6 21536286 1xTMT6plex [N-Term] 0.362 0.494 100 2.439660072 34.67 0 1260.718324 2 630.8627319 -0.108535594 -6.84E-05 56.58467316DLFDPIIEDR 5 21536286 1xTMT6plex [N-Term] 1.022 1.662495375 10.79 0 1461.778676 2 731.3926392 -0.461006648 -0.000336945 71.212473095031981 PSMD14 26S proteasome non-ATPase regulatory subunit 14 10213 NP_005796.1 29.67741935 1 7 7 30 310 34.555 6.52 1.45 1.52 1.38 1.45 Significant 0.00078 SWMEGLTLQDYSEHCK 6 5031981 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 1.303 100 3.391320705 29.01 0 2442.183388 3 814.7319336 -0.876264559 -0.000713333 73.2841283AVAVVVDPIQSVK 6 5031981 2xTMT6plex [N-Term; K13] 1.647 0.967 1.919 2.986480236 42.61 0 1783.109342 2 892.0576172 -0.776079721 -0.000691917 68.32140218LINANMMVLGHEPR 2 5031981 1xTMT6plex [N-Term] 0.681 3.439513683 30.25 0 1823.98216 3 608.6669312 2.237037796 0.001360106 65.51315242VIDVFAMPQSGTGVSVEAVDPVFQAK 2 5031981 2xTMT6plex [N-Term; K26] 2.166524172 8.23 0 3149.695693 3 1050.571533 1.382193646 0.001451163 93.94503411MTPEQLAIK 6 5031981 2xTMT6plex [N-Term; K9] 2.005 1.294 1.277 3.375306129 36.45 0 1488.886007 2 744.9456177 -1.375779225 -0.001024189 50.30969384VVIDAFR 6 5031981 1xTMT6plex [N-Term] 1.331 1.852 1.285 2.444587469 25.54 0 1048.635246 2 524.8209839 -0.52958983 -0.000277673 63.1509412KNELEQK 2 5031981 3xTMT6plex [N-Term; K1; K7] 1.672 1.427 2.563303471 10.53 1 1575.967318 3 525.9937744 -0.347721559 -0.000182666 39.53366049530438702 LOC101929876 40S ribosomal protein S26 101929876 XP_005276741.1 44.34782609 1 4 4 38 115 13.007 11 1.37 1.29 1.05 1.24 Significant 0.006 LHYCVSCAIHSK 9 530438702 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C4; C7] 1.395 1.316 1.032 5.951184273 43.16 0 1933.018829 4 484.010437 0.563231386 0.000272184 54.93892746FRPAGAAPRPPPKPM 11 530438702 2xTMT6plex [N-Term; K13] 1.399 1.176 1.043 4.965397835 9.85 0 2048.199176 4 512.8048096 -0.863206455 -0.000442005 39.56733907DISEASVFDAYVLPK 10 530438702 2xTMT6plex [N-Term; K15] 100 2.091149569 24.25 0 2112.162893 2 1056.584839 -0.232939243 -0.000246003 90.30134042NIVEAAAVR 8 530438702 1xTMT6plex [N-Term] 1.283 1.38 1.206 3.522985458 58.25 0 1171.699638 2 586.3539429 0.829181948 0.000485776 40.6940188832967311 EPHA2 ephrin type-A receptor 2 precursor 1969 NP_004422.2 8.299180328 1 7 7 17 976 108.197 6.23 0.81 0.89 0.85 Non-Significant #N/A TYVDPHTYEDPNQAVLK 2 32967311 2xTMT6plex [N-Term; K17] 0.801 2.772307873 14.08 0 2448.281111 3 816.7646484 -0.701936347 -0.000572846 59.00018712WTAPEAISYR 4 32967311 1xTMT6plex [N-Term] 0.837 0.979 3.923616886 33.46 0 1422.757881 2 711.8826904 0.157159119 0.0001118 65.72090213EKDGEFSVLQLVGMLR 2 32967311 2xTMT6plex [N-Term; K2] 100 2.550873041 17.57 1 2279.283359 3 760.4318848 -0.990786475 -0.000752761 103.7907351VIGAGEFGEVYK 3 32967311 2xTMT6plex [N-Term; K12] 0.691 2.079566717 15.28 0 1726.977993 2 863.9921265 -0.588774331 -0.0005084 94.58865722FADIVSILDK 2 32967311 2xTMT6plex [N-Term; K10] 1.617499113 10.29 0 1578.950716 2 789.9777222 -1.613776818 -0.001274037 103.8854096IAYSLLGLK 2 32967311 2xTMT6plex [N-Term; K9] 0.725 2.16048646 21.45 0 1435.928858 2 718.4690552 1.375758661 0.000987746 86.93518165EVPVAIK 2 32967311 2xTMT6plex [N-Term; K7] 0.79 2.681466818 23.9 0 1213.79203 2 607.3997803 0.208789371 0.000126713 57.70582381125988409 IK protein Red 3550 NP_006074.2 11.8491921 1 6 6 12 557 65.562 6.64 1.47 1.29 1.38 Non-Significant #N/A WDFDTQEEYSEYMNNK 2 125988409 2xTMT6plex [N-Term; K16] 1.258 2.914964914 34.99 0 2557.15934 3 853.05896 1.167781282 0.000995401 73.62766545EYNEDEDPAAR 2 125988409 1xTMT6plex [N-Term] 1.569 3.240396976 39.3 0 1537.696796 2 769.3518677 -0.219561124 -0.000168809 32.62237515EKEEEELMEKPQK 2 125988409 4xTMT6plex [N-Term; K2; K10; K13] 1.199 2.410824299 7.19 1 2563.445906 4 641.6176758 1.157525889 0.000741814 50.25650615GLDFALLQK 2 125988409 2xTMT6plex [N-Term; K9] 100 2.615578413 30.56 0 1462.903372 2 731.9543457 -1.337725914 -0.000978482 91.78402617VDDEPMDVDK 2 125988409 2xTMT6plex [N-Term; K10] 1.466 2.784611702 23.84 0 1620.819109 2 810.9130859 -0.131991904 -0.000106968 50.38229966ISAIIEK 4 125988409 2xTMT6plex [N-Term; K7] 1.205 2.973038197 25.58 0 1231.802595 2 616.4039307 -1.632121805 -0.001005226 60.56071767224451142 STMN1 stathmin isoform b 3925 NP_001138926.1 35.05747126 1 7 7 51 174 19.811 7.02 1.54 1.56 1.55 1.55 Significant 0.000014 AIEENNNFSK 8 224451142 2xTMT6plex [N-Term; K10] 1.546 4.971365929 52.79 0 1623.874256 2 812.4398193 -1.16651158 -0.000947134 45.04797708DLSLEEIQK 20 224451142 2xTMT6plex [N-Term; K9] 1.438 1.207 1.498 3.935759306 56.83 0 1532.893595 2 766.9500732 -0.472926254 -0.000362473 62.58770515ASGQAFELILSPR 4 224451142 1xTMT6plex [N-Term] 100 1.877091408 16.56 0 1617.916172 2 809.4605103 -1.500808404 -0.001214091 67.51408124ESVPEFPLSPPK 10 224451142 2xTMT6plex [N-Term; K12] 0.564 100 100 2.658638954 29.15 0 1785.019858 2 893.0126953 -0.976955518 -0.000871942 62.11050864KLEAAEER 8 224451142 2xTMT6plex [N-Term; K1] 1.768 1.662 1.605 3.409505129 20.37 1 1403.82585 3 468.6132507 -0.463542351 -0.000216911 29.50814713SKESVPEFPLSPPK 2 224451142 3xTMT6plex [N-Term; K2; K14] 100 2.144914627 17.35 1 2229.309781 3 743.7733154 -1.968394422 -0.00146272 58.51808207EAQMAAK 3 224451142 2xTMT6plex [N-Term; K7] 0.762 1.402 3.133307457 38.05 0 1206.691665 2 603.8485107 -1.590850158 -0.000959833 30.2644413



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms37594464 NUDT5 ADP-sugar pyrophosphatase 11164 NP_054861.2 28.31050228 1 6 6 21 219 24.312 4.94 1.25 1.37 0.6 1.07 Significant 0.046 EQTADGVAVIPVLQR 4 37594464 1xTMT6plex [N-Term] 3.988 100 3.785747051 46.41 0 1825.038078 2 913.022583 -0.103331748 -9.43E-05 71.16446037VYSYALALK 4 37594464 2xTMT6plex [N-Term; K9] 1.145 1.035 3.456257105 46.04 0 1485.908123 2 743.4564819 -1.639087084 -0.001217766 79.75169333ELEEETGYK 4 37594464 2xTMT6plex [N-Term; K9] 1.194 1.335 4.229094982 52.89 0 1555.825575 2 778.418335 2.454325174 0.001909251 48.98975942LDALVAEEHLTVDAR 2 37594464 1xTMT6plex [N-Term] 1.809 3.387312651 39.51 0 1881.027907 3 627.680603 -0.346272358 -0.000217116 70.93302843KEQTADGVAVIPVLQR 2 37594464 2xTMT6plex [N-Term; K1] 0.596 1.541940808 10.96 1 2182.295973 3 728.0990601 -6.115583947 -0.004448671 51.74282665QYIISEELISEGK 5 37594464 2xTMT6plex [N-Term; K13] 1.344701529 3.71 0 1967.110129 2 984.0564575 -2.282989077 -0.002245445 71.7185965215088795 PIGS GPI transamidase component PIG-S 94005 NP_149975.1 10.99099099 1 5 5 17 555 61.617 6.49 1.05 1.58 1.64 1.42 Significant 0.017 SVENLATATTTLTSLAQLLGK 6 15088795 2xTMT6plex [N-Term; K21] 0.762 100 3.662405729 44.82 0 2590.506753 3 864.1730347 -0.850237542 -0.000734182 113.6338352AAAGAAATHLEVAR 2 15088795 1xTMT6plex [N-Term] 1.552 1.635 87.12 0 1537.864805 3 513.288147 -9.700177792 -0.004972521 36.05653712EAFNIIGR 4 15088795 1xTMT6plex [N-Term] 1.447 2.920906544 22.14 0 1148.662524 2 574.8347168 -0.319368171 -0.000183423 57.11186916AVAAVQK 2 15088795 2xTMT6plex [N-Term; K7] 0.706 2.448377609 2.9 0 1144.745415 2 572.8764038 0.10160092 5.82E-05 33.41866937LMVPVTVVFTR 3 15088795 1xTMT6plex [N-Term] 100 1.442634821 2.19 0 1490.896623 2 745.9522705 0.430382372 0.000320828 91.1846333332307148 OGT UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit isoform 1 8473 NP_858058.1 7.361376673 1 7 7 25 1046 116.85 6.7 1.03 1.24 1.56 1.27 Significant 0.014 EYQAGDFEAAER 6 32307148 1xTMT6plex [N-Term] 2.295 1.401 1.518 4.192553043 41.32 0 1614.759731 2 807.8839111 0.504524363 0.000407343 44.5776156EQGNIEEAVR 4 32307148 1xTMT6plex [N-Term] 2.005 1.382 3.94478631 55.32 0 1373.722223 2 687.3638306 -1.338580068 -0.000919419 37.98840158GQLQEAIEHYR 2 32307148 1xTMT6plex [N-Term] 0.947 4.025387764 47.03 0 1572.833171 3 524.9493408 0.189766431 9.95E-05 59.56702141AFLDSLPDVK 6 32307148 2xTMT6plex [N-Term; K10] 100 1.842356801 13.83 0 1562.919416 2 781.9624023 -1.207741411 -0.000943801 73.07309942AIQINPAFADAHSNLASIHK 3 32307148 2xTMT6plex [N-Term; K20] 100 1.398250818 3.7 0 2576.434926 4 644.8640137 -0.272109531 -0.000175268 56.12222588AVAAYLR 2 32307148 1xTMT6plex [N-Term] 1.301 2.184810638 27.61 0 992.6090318 2 496.8088074 1.316073149 0.000653173 41.74334815TIIVTTR 2 32307148 1xTMT6plex [N-Term] 1.101 2.81220746 28.39 0 1032.661461 2 516.8344116 0.08270105 4.27E-05 37.8072921318543329 PSMD9 26S proteasome non-ATPase regulatory subunit 9 isoform 1 5715 NP_002804.2 25.56053812 1 5 5 25 223 24.667 6.95 1.01 1.1 1.33 1.15 Significant 0.0068 ANYDVLESQK 4 18543329 2xTMT6plex [N-Term; K10] 0.864 1.332 3.656793594 42.05 0 1624.894657 2 812.9500122 -1.175224455 -0.000954808 51.46094475RKEEIEAQIK 8 18543329 3xTMT6plex [N-Term; K2; K10] 1.07 1.103 4.29146719 14.75 2 1931.189272 3 644.4016724 0.617018674 0.000397193 46.20287016GIGMNEPLVDCEGYPR 6 18543329 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 2.072244167 15.53 0 2035.977863 2 1018.490967 -1.574450444 -0.001602773 55.68945924SDVDLYQVR 2 18543329 1xTMT6plex [N-Term] 0.817 3.882339239 42.51 0 1323.710596 2 662.3588867 -0.074995622 -4.96E-05 51.70666067GLLGCNIIPLQR 5 18543329 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 100 2.272848845 34.11 0 1582.930048 2 791.9689331 0.341910837 0.00027061 70.7507859322538442 CTSZ cathepsin Z preproprotein 1522 NP_001327.2 28.05280528 1 6 6 20 303 33.846 7.11 1.36 1.24 1.3 Non-Significant #N/A NQHIPQYCGSCWAHASTSAMADR 2 22538442 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C8; C11] 1.277 3.836106062 21.93 0 2877.281666 4 720.0751343 -1.02825895 -0.000739648 80.58977752NVDGVNYASITR 4 22538442 1xTMT6plex [N-Term] 1.357 1.267 3.890593529 65.36 0 1537.817186 2 769.4127808 0.714384939 0.000549297 52.13648928DQECDKFNQCGTCNEFK 4 22538442 3xTMT6plex [N-Term; K6; K17]; 3xCarbamidomethyl [C4; C10; C13] 1.534 1.07 4.636227131 22.7 1 2867.33656 3 956.4506226 0.263120762 0.000251485 51.42298176YNLAIEEHCTFGDPIV 4 22538442 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.374090075 14.2 0 2107.036758 2 1054.021851 -0.158050458 -0.000166509 80.40125104NSWGEPWGER 4 22538442 1xTMT6plex [N-Term] 1.399 2.295995474 6.82 0 1446.696343 2 723.8516235 -0.257517543 -0.000186275 49.34034983IVTSTYK 2 22538442 2xTMT6plex [N-Term; K7] 1.403 2.961290121 30.17 0 1269.78186 2 635.3960571 2.34523575 0.001488969 43.849492951002095820 CHCHD6 MICOS complex subunit MIC25 isoform 1 84303 NP_001307539.1 24.15254237 1 5 5 18 236 26.569 8.85 0.81 0.78 0.74 0.78 Significant 0.00068 ASLPTGEGSISHEEQK 6 1002095820 2xTMT6plex [N-Term; K16] 0.707 0.678 0.715 6.516990662 63.99 0 2128.128633 3 710.0475464 -0.256981573 -0.000182297 38.40234152LSSEQFHEAASK 4 1002095820 2xTMT6plex [N-Term; K12] 0.898 0.875 4.206206799 49.64 0 1791.964134 3 597.993103 0.347078393 0.000207317 40.12379457YEQEHAAIQDK 2 1002095820 2xTMT6plex [N-Term; K11] 0.836 4.086801529 21.45 0 1789.948484 3 597.3209839 -0.04771637 -2.85E-05 34.53970782VSFGVDEEER 4 1002095820 1xTMT6plex [N-Term] 0.775 0.952 3.722608089 48.98 0 1395.69534 2 698.3511963 -0.160444668 -0.000111966 43.7344634LSENVVNR 2 1002095820 1xTMT6plex [N-Term] 0.464 2.434054852 9.7 0 1159.663252 2 580.335083 -0.312723866 -0.000181327 39.5093329883281438 EIF3J eukaryotic translation initiation factor 3 subunit J isoform 1 8669 NP_003749.2 29.06976744 1 7 7 18 258 29.045 4.83 0.95 1.26 1.34 1.19 Significant 0.01 KLQEESDLELAK 2 83281438 3xTMT6plex [N-Term; K1; K12] 1.02 3.773058176 16.25 1 2090.231197 3 697.4165039 1.799771602 0.00125398 46.77126546RLEEPEEPK 2 83281438 2xTMT6plex [N-Term; K9] 0.877 3.764465809 21.86 1 1584.899743 3 528.9721069 1.277519787 0.000674914 35.04898587DDFTEFGK 6 83281438 2xTMT6plex [N-Term; K8] 1.725 1.581 1.619 3.240413189 31.39 0 1416.741117 2 708.8723145 -2.657312409 -0.001882362 58.1983496ATMKDDLADYGGYDGGYVQDYEDFM 4 83281438 2xTMT6plex [N-Term; K4] 2.24131155 12.79 1 3297.464432 3 1099.825195 -1.030817032 -0.001133028 99.93153822DKITQYEK 1 83281438 3xTMT6plex [N-Term; K2; K8] 0.911 2.476346731 1 1712.019747 3 571.3448486 0.143233416 8.17E-05 42.12107816LEEPEEPK 2 83281438 2xTMT6plex [N-Term; K8] 1.182 2.604524136 21.99 0 1428.798632 2 714.90271 -0.341929306 -0.000244274 43.23032507DVCISLEIDDLKK 1 83281438 3xTMT6plex [N-Term; K12; K13]; 1xCarbamidomethyl [C3] 1.948578358 1 2235.287331 3 745.7661133 -1.585870505 -0.001181625 77.4972372741152506 PTGFRN prostaglandin F2 receptor negative regulator precursor 5738 NP_065173.2 8.646188851 1 6 6 21 879 98.495 6.61 1.2 0.85 0.54 0.86 Significant 0.045 TANDAVELHIK 4 41152506 2xTMT6plex [N-Term; K11] 0.801 0.532 3.065276384 26.6 0 1668.968491 3 556.9943848 0.065907101 3.67E-05 43.06992775ALSADQGSYR 4 41152506 1xTMT6plex [N-Term] 1.243 4.151340485 46.2 0 1296.674545 2 648.8406982 -0.327819827 -0.000212538 35.19940372ADDVRPEVTWSFSR 4 41152506 1xTMT6plex [N-Term] 1.181 1.34 3.813318014 25.79 0 1893.965641 3 631.993042 -0.564204236 -0.000356194 63.72129057DVFSKPVNIFWALEDSVLVVK 2 41152506 3xTMT6plex [N-Term; K5; K21] 1.902956128 4.83 0 3092.800306 3 1031.602417 -2.459849549 -0.002535941 115.4537059SPTGSWQK 2 41152506 2xTMT6plex [N-Term; K8] 1.061 2.966510057 39 0 1348.762521 2 674.8862305 1.974482133 0.001331554 36.06518088YIISLDQDSVVK 5 41152506 2xTMT6plex [N-Term; K12] 100 1.696092486 7.44 0 1838.067536 2 919.536438 -1.0537934 -0.000968472 72.169241534504347 HBA1 hemoglobin subunit alpha 3039 NP_000549.1 28.16901408 1 3 3 22 142 15.248 8.68 0.18 0.27 0.36 0.27 Significant 0.035 TYFPHFDLSHGSAQVK 12 4504347 2xTMT6plex [N-Term; K16] 0.18 0.21 0.378 5.665694237 45.74 0 2292.217723 4 573.8098755 -0.022060241 -1.26E-05 68.54872545VGAHAGEYGAEALER 6 4504347 1xTMT6plex [N-Term] 0.341 0.359 2.754160404 19.06 0 1758.897227 2 879.9519653 -0.325997408 -0.000286698 38.83615749MFLSFPTTK 4 4504347 2xTMT6plex [N-Term; K9] 0.153 0.151 3.288185358 42.77 0 1529.880193 2 765.4428101 -1.209233782 -0.000924991 87.61158671115527097 CDC42BPB serine/threonine-protein kinase MRCK beta 9578 NP_006026.3 3.623611923 1 5 5 14 1711 194.193 6.37 0.89 0.84 0.74 0.82 Significant 0.0029 GAGATLEHQQEISK 6 115527097 2xTMT6plex [N-Term; K14] 0.76 0.84 0.763 4.825160027 36.01 0 1927.06491 3 643.0258789 -0.948074577 -0.000609 35.85579359KLQESTQTVQSLHGSSR 2 115527097 2xTMT6plex [N-Term; K1] 0.701 6.677638531 37.23 1 2344.298492 4 586.8296509 -0.732997262 -0.000429591 31.35993677MTEELEALR 2 115527097 1xTMT6plex [N-Term] 0.74 2.690470695 22.06 0 1320.703068 2 660.8552246 0.079290154 5.24E-05 69.7612772DLEHSLQMEAYER 2 115527097 1xTMT6plex [N-Term] 0.542 2.280820608 9.09 0 1849.895178 3 617.3024902 -1.222251348 -0.000753679 49.34416135AMLFDENKK 2 115527097 3xTMT6plex [N-Term; K8; K9] 0.926 2.19819212 3.44 1 1783.039103 3 595.019043 1.947784681 0.001157659 52.81940999193211616 NIPSNAP1 protein NipSnap homolog 1 isoform 1 8508 NP_003625.2 29.92957746 1 4 5 17 284 33.289 9.31 0.781 0.794 0.01 0.53 Non-Significant 0.18 LHLDEDYPCSLVGNWNTWYGEQDQAVHLWR 6 193211616 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.696 0.794 6.157265663 51.24 0 3930.849572 4 983.4650269 -2.873195201 -0.002823525 97.74841564LKPGTMIEWGNNWAR 5 193211616 2xTMT6plex [N-Term; K2] 0.581 4.05964613 14.05 0 2231.215949 3 744.4088745 -1.738193404 -0.001292762 73.87136232IQFHNVKPEYLDAYNSLTEAVLPK 2 193211616 3xTMT6plex [N-Term; K7; K24] 0.01 1.889371872 2.41 0 3476.939652 4 869.987854 -2.89513635 -0.002516554 83.52330133ETSNLYK 2 193211616 2xTMT6plex [N-Term; K7] 0.808 2.891049147 32.96 0 1312.751288 2 656.8789673 -0.479801234 -0.00031493 40.45329771MGPNIYELR 2 193211616 1xTMT6plex [N-Term] 1.325 3.157809019 41.4 0 1321.713573 2 661.3610229 0.905058753 0.000598114 61.0623006821361497 ACAD9 acyl-CoA dehydrogenase family member 9, mitochondrial 28976 NP_054768.2 9.822866345 1 6 6 26 621 68.717 7.96 0.99 1.04 0.98 1 Significant 0.00034 GIILAGTEEQK 6 21361497 2xTMT6plex [N-Term; K11] 0.751 0.567 0.879 3.64135623 55.19 0 1616.962343 2 808.9803467 -5.520419609 -0.004463155 47.90094051TEVVDSDGSVK 2 21361497 2xTMT6plex [N-Term; K11] 1.329 3.554664373 49.74 0 1593.873588 2 797.4385376 -2.377230363 -0.001894502 42.50398712GSNTCEVHFENTK 6 21361497 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.38 1.124 1.237 5.312756538 46.94 0 1980.984946 3 660.9994507 -0.57905499 -0.000382366 35.3468942AYICAHPLDR 6 21361497 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.899 0.974 0.849 3.255589724 22.51 0 1444.756835 3 482.2567139 -0.862953825 -0.000415586 39.30008572IPDETLEK 2 21361497 2xTMT6plex [N-Term; K8] 1.077 2.804330349 54.99 0 1402.819367 2 701.9133911 0.098584726 6.91E-05 54.56216254TVETLLLR 4 21361497 1xTMT6plex [N-Term] 1.763650894 17.78 0 1173.74044 2 587.3731689 -1.174432888 -0.00068924 56.993224255729937 MTX2 metaxin-2 isoform 1 10651 NP_006545.1 24.7148289 1 4 4 10 263 29.744 6.29 1 0.82 0.91 Non-Significant #N/A TLDQVLEDVDQCCQALSQR 2 5729937 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C13] 3.119192839 32.21 0 2507.206753 3 836.4083862 1.536618949 0.001284207 97.08047354GHSLSDGLEEVQK 4 5729937 2xTMT6plex [N-Term; K13] 0.822 5.656606197 55.45 0 1857.011812 3 619.6750488 -0.656460889 -0.000406352 42.6178995ANAEYMSPSGK 2 5729937 2xTMT6plex [N-Term; K11] 0.995 3.665419817 45 0 1612.840513 2 806.9238281 -0.082934425 -6.69E-05 43.00056633VPFIHVGNQVVSELGPIVQFVK 2 5729937 2xTMT6plex [N-Term; K22] 1.770367503 2.2 0 2864.680241 3 955.5628052 -2.226832358 -0.002126388 98.41239005225007648 POP1 ribonucleases P/MRP protein subunit POP1 10940 NP_055844.2 5.6640625 1 4 4 20 1024 114.636 9.22 1.44 1.25 0.97 1.22 Significant 0.012 AASVHTVGEDTEETPHR 12 225007648 1xTMT6plex [N-Term] 1.426 1.449 6.436667919 49.18 0 2065.014776 4 517.0094604 0.598415512 0.000308934 25.96275999ITDQEASENHVAATGSHLCVLR 4 225007648 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.011 0.979 6.695033073 71.55 0 2637.325228 4 660.086853 0.134272168 8.85E-05 42.51891193GKEEEILK 2 225007648 3xTMT6plex [N-Term; K2; K8] 0.968 2.731482744 3.42 1 1633.013934 3 545.0090332 -0.849619587 -0.00046248 36.79571006IPILLIQQPGK 2 225007648 2xTMT6plex [N-Term; K11] 100 1.663489342 14.48 0 1678.103134 2 839.5549927 -0.253481701 -0.000212684 83.677873638923710 CDV3 protein CDV3 homolog isoform b 55573 NP_060018.1 41.08527132 1 5 5 14 258 27.318 6.4 1.13 1.08 1.22 1.14 Significant 0.0013 AASAAGAAGSAGGSSGAAGAAGGGAGAGTRPGDGGTASAGAAGPGAATK 4 8923710 2xTMT6plex [N-Term; K49] 1.097 1.034 7.672434807 76.79 0 4128.045471 4 1032.757935 -8.614815172 -0.008890587 33.95974187SLDNFFAK 4 8923710 2xTMT6plex [N-Term; K8] 1.435 0.993 2.996594906 33.02 0 1399.798572 2 700.4024658 -0.655336698 -0.00045867 82.03740739EVDYSGLR 2 8923710 1xTMT6plex [N-Term] 1.111 3.199216366 57.81 0 1167.620719 2 584.3140869 0.153027539 8.93E-05 41.21786014KTPQGPPEIYSDTQFPSLQSTAK 2 8923710 3xTMT6plex [N-Term; K1; K23] 2.076338768 0.83 1 3207.750455 3 1069.920044 -1.520091457 -0.001625358 58.37788965VQAMQISSEKEEDDNEKR 2 8923710 3xTMT6plex [N-Term; K10; K17] 1.269 4.515594482 6.71 2 2823.476147 4 706.6244507 -0.061748574 -4.36E-05 40.1613494120336761 HEBP1 heme-binding protein 1 50865 NP_057071.2 33.33333333 1 5 5 24 189 21.084 5.8 0.69 1.29 1.12 1.03 Significant 0.029 GIGMGMTVPISFAVFPNEDGSLQK 2 20336761 2xTMT6plex [N-Term; K24] 2.556946039 16.37 0 2953.556757 3 985.1898193 -0.62701764 -0.000617311 99.42113298EADYVAQATR 8 20336761 1xTMT6plex [N-Term] 1.357 1.176 1.412 3.435087919 44.06 0 1352.70076 2 676.8532104 -1.194189883 -0.000807691 37.76507888AALEGTATYR 6 20336761 1xTMT6plex [N-Term] 0.57 1.306 3.794148445 57.02 0 1281.700031 2 641.3534546 -0.311204106 -0.000199435 39.952463GDKEEVAYEER 6 20336761 2xTMT6plex [N-Term; K3] 1.478 1.053 3.275028229 21.25 1 1782.927414 3 594.9799194 -1.238939511 -0.000736313 42.51616527RNEIWLLK 2 20336761 2xTMT6plex [N-Term; K8] 1.359 2.844811916 17.08 1 1529.956804 3 510.6562195 -1.764169241 -0.000899701 63.0072697119923233 SCP2 non-specific lipid-transfer protein isoform 1 precursor 6342 NP_002970.2 9.140767824 1 6 6 28 547 58.956 6.89 1.22 1.01 0.84 1.02 Significant 0.011 KLEEEGEQFVK 6 19923233 3xTMT6plex [N-Term; K1; K11] 0.576 0.905 0.826 5.083447456 56.55 1 2023.167868 3 675.0601807 -0.928898606 -0.000626439 49.93828DYPDLAEEAGK 2 19923233 2xTMT6plex [N-Term; K11] 1.434 3.119727612 28.73 0 1665.873588 2 833.4418945 1.755752971 0.001462431 58.97292706LEEEGEQFVK 2 19923233 2xTMT6plex [N-Term; K10] 0.837 2.644600391 23.69 0 1665.909973 2 833.4578857 -0.887344244 -0.000739118 66.59710945IGGIFAFK 4 19923233 2xTMT6plex [N-Term; K8] 100 1.529 3.189202547 36.96 0 1310.823665 2 655.9152832 -0.286235105 -0.000187602 91.1317823MNPQSAFFQGK 4 19923233 2xTMT6plex [N-Term; K11] 100 1.826370955 24 0 1712.919432 2 856.9645996 1.453757079 0.001245084 63.74153639EATWVVDVK 10 19923233 2xTMT6plex [N-Term; K9] 100 2.204 2.136713743 16.89 0 1504.877551 2 752.940979 -1.906801112 -0.001434751 59.873064995453678 NPC2 epididymal secretory protein E1 precursor 10577 NP_006423.1 44.37086093 1 5 5 15 151 16.559 7.65 1.29 1.61 1.63 1.51 Significant 0.0053 EVNVSPCPTQPCQLSK 2 5453678 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C7; C12] 1.626 4.134111404 49.2 0 2302.193559 3 768.0692749 -0.12474319 -9.57E-05 43.89194796AVVHGILMGVPVPFPIPEPDGCK 3 5453678 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C22] 0.765 3.011120796 15.84 0 2887.597834 3 963.203064 -1.106599898 -0.001065138 101.9689163DCGSVDGVIK 6 5453678 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.624 1.612 1.644 3.929494381 54.82 0 1507.81905 2 754.4130859 -0.102634995 -7.74E-05 41.88485489DKTYSYLNK 2 5453678 3xTMT6plex [N-Term; K2; K9] 0.982 3.364200354 25.62 1 1819.056861 3 607.0239868 0.300166108 0.000182006 52.50875956SGINCPIQK 2 5453678 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.567 2.389842272 11.26 0 1474.845205 2 737.9240723 -2.940870496 -0.002168664 41.741670914757714 ACP1 low molecular weight phosphotyrosine protein phosphatase isoform c 52 NP_004291.1 36.07594937 1 5 5 32 158 18.031 6.74 0.62 0.62 0.61 0.62 Significant 0.000029 KLVTDQNISENWR 10 4757714 2xTMT6plex [N-Term; K1] 0.537 0.603 0.539 5.290524006 39.86 1 2061.149309 3 687.7213135 0.038041731 2.61E-05 53.35099774QLIIEDPYYGNDSDFETVYQQCVR 9 4757714 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 1.168 3.632017136 20.38 0 3181.49856 3 1061.170044 -0.937219994 -0.000993921 86.00230966LVTDQNISENWR 6 4757714 1xTMT6plex [N-Term] 0.329 0.652 1.995 2.946266651 36.95 0 1703.891414 2 852.449646 0.353051951 0.000300781 55.35370053SPIAEAVFR 4 4757714 1xTMT6plex [N-Term] 1.044 2.728191137 28.44 0 1218.704389 2 609.8565674 1.205826154 0.000734773 60.46016417IELLGSYDPQK 3 4757714 2xTMT6plex [N-Term; K11] 100 100 1.342789292 3.37 0 1720.988558 2 860.9963989 -1.764415239 -0.001518269 63.42661397149363636 PLXNB2 plexin-B2 precursor 23654 NP_036533.2 3.754080522 1 6 6 21 1838 204.997 6.24 1.13 0.94 1.03 Non-Significant #N/A EAFEAYTDHATYK 2 149363636 2xTMT6plex [N-Term; K13] 0.935 4.447972298 49.19 0 2004.011478 3 668.675415 0.106759462 7.13E-05 56.97450613AEEASHWLWSR 4 149363636 1xTMT6plex [N-Term] 0.985 0.871 3.662118912 18.1 0 1600.806956 3 534.2740479 0.396228093 0.000211428 61.36590471LVECGSLFK 4 149363636 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 0.961 0.847 2.480299234 19.95 0 1510.870357 2 755.9385986 -0.289048212 -0.000218357 74.1444554EASPNPEDGIVR 2 149363636 1xTMT6plex [N-Term] 1.065 3.484806538 18.82 0 1512.785552 2 756.8959961 -0.552789851 -0.000418126 42.88269443AMTLQEAEAFVGAER 3 149363636 1xTMT6plex [N-Term] 100 1.449910045 8.18 0 1851.947214 2 926.4772949 0.053540268 4.96E-05 88.58184837AITEIYLTR 6 149363636 1xTMT6plex [N-Term] 100 2.444628954 27.94 0 1308.772468 2 654.890625 1.150146444 0.00075264 61.616704616757970 FAM129A protein Niban 116496 NP_443198.1 8.512931034 1 7 7 21 928 103.07 4.78 0.89 0.93 0.86 0.89 Significant 0.00051 ALASTCKPELQK 2 16757970 3xTMT6plex [N-Term; K7; K12]; 1xCarbamidomethyl [C6] 0.838 3.345555067 19.63 0 2033.203208 3 678.406311 0.576334655 0.000390602 49.24715886QYDYDSSTIR 4 16757970 1xTMT6plex [N-Term] 1.309 1.139 3.125541687 37.2 0 1476.716804 2 738.8618774 -0.220297613 -0.000162659 40.79798822LMNLPLHSVK 2 16757970 2xTMT6plex [N-Term; K10] 1.218 2.915054798 19.27 0 1609.98639 3 537.3341675 0.968549434 0.000519784 62.28379318AMVAQPAEK 4 16757970 2xTMT6plex [N-Term; K9] 0.789 0.891 3.615577698 37.21 0 1402.812842 2 701.9102783 0.312094823 0.000218905 42.51112901EVNEVSQNFQTTK 2 16757970 2xTMT6plex [N-Term; K13] 1.497498155 5.68 0 1982.059491 2 991.5308228 -2.584086003 -0.002560906 54.91176309VLTSEDEYNLLSDR 5 16757970 1xTMT6plex [N-Term] 100 1.336731553 10.77 0 1882.959553 2 941.9824829 -0.989718385 -0.0009318 62.8453309NDYAVESYENK 2 16757970 2xTMT6plex [N-Term; K11] 1.053 2.170541286 4.05 0 1789.900865 2 895.447876 -6.921929096 -0.006194783 43.125097224506491 RFC4 replication factor C subunit 4 5984 NP_002907.1 12.12121212 1 5 5 18 363 39.657 8.02 1.52 1.45 1.78 1.58 Significant 0.004 GVAASAGSSGENKK 4 4506491 3xTMT6plex [N-Term; K13; K14] 1.725 1.623 3.341580391 45.59 1 1950.122315 3 650.7126465 0.549377399 0.000357118 27.88694865GVAASAGSSGENK 2 4506491 2xTMT6plex [N-Term; K13] 2.203 4.064050198 65.38 0 1592.86442 2 796.9359741 0.158037423 0.000125866 26.36684934VLELNASDER 4 4506491 1xTMT6plex [N-Term] 1.658 1.443 3.483116865 46.88 0 1374.742624 2 687.8739624 -1.437545674 -0.000988128 55.11056081AKPVPWVEK 4 4506491 3xTMT6plex [N-Term; K2; K9] 1.353 1.454 3.721383095 29.7 0 1741.097938 3 581.0377197 0.383487725 0.000222563 47.68765218ISDEGIAYLVK 4 4506491 2xTMT6plex [N-Term; K11] 1.465391874 11.12 0 1665.982744 2 833.4893188 -6.832642611 -0.005691532 71.855904934885413 HINT1 histidine triad nucleotide-binding protein 1 3094 NP_005331.1 48.41269841 1 5 5 29 126 13.793 6.95 0.82 0.63 1.05 0.83 Significant 0.021 MVVNEGSDGGQSVYHVHLHVLGGR 6 4885413 1xTMT6plex [N-Term] 0.968 0.829 1.329 5.30375433 43.47 0 2776.415046 4 694.8592529 0.048972775 3.40E-05 83.96701321CLAFHDISPQAPTHFLVIPK 8 4885413 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C1] 0.707 0.01 1.057 3.721482038 22.1 0 2749.526384 4 688.1372681 0.312288556 0.000214661 87.69423061KCAADLGLNK 4 4885413 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C2] 0.76 0.681 4.087685108 18.4 1 1777.060901 3 593.0249023 -0.420508239 -0.00024909 49.4403222CAADLGLNK 3 4885413 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 0.311 1.072 4.195118904 55.98 0 1419.803006 2 710.4053955 0.358011374 0.000254153 51.42514932IIFEDDR 8 4885413 1xTMT6plex [N-Term] 0.856 0.796 0.724 3.138375759 30.99 0 1136.614905 2 568.8110962 0.009557162 5.43E-06 47.407905364502419 BLVRB flavin reductase (NADPH) 645 NP_000704.1 33.49514563 1 4 4 22 206 22.105 7.65 0.81 0.73 1.05 0.86 Significant 0.012 TVAGQDAVIVLLGTR 4 4502419 1xTMT6plex [N-Term] 0.726 3.476289511 55.02 0 1742.03735 2 871.5214233 -1.021614326 -0.000889845 85.70566348CLTTDEYDGHSTYPSHQYQ 2 4502419 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.807 5.004331112 40.67 0 2531.098248 3 844.3713379 0.479037855 0.000404164 44.05791271LQAVTDDHIR 6 4502419 1xTMT6plex [N-Term] 0.81 1.101 3.914926767 66.5 0 1396.774593 3 466.2622681 -1.676971211 -0.000780784 41.08200254YVAVMPPHIGDQPLTGAYTVTLDGR 10 4502419 1xTMT6plex [N-Term] 0.01 0.73 100 1.772032976 10.44 0 2900.51778 3 967.5093994 -1.425455083 -0.001378186 74.3259390546852388 CCAR1 cell division cycle and apoptosis regulator protein 1 isoform a 55749 NP_060707.2 5.826086957 1 6 6 14 1150 132.739 5.76 0.62 0.8 1.27 0.9 Significant 0.044 KEADGEQDEEEKDDGEAK 4 46852388 4xTMT6plex [N-Term; K1; K12; K18] 0.501 0.577 4.176765919 21.15 2 2938.49352 4 735.3773804 -1.983586346 -0.001457189 28.22402431EADGEQDEEEKDDGEAK 2 46852388 3xTMT6plex [N-Term; K11; K17] 0.802 3.089775562 18.86 1 2581.235625 3 861.0829468 -0.518479582 -0.000446106 30.61142039DDETDEPKPK 2 46852388 3xTMT6plex [N-Term; K8; K10] 1.444 2.694777489 10.99 0 1861.015784 3 621.0100708 -0.06715024 -4.17E-05 33.37351178TVPAHVETVVLFFPDVWHCLPTR 2 46852388 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 100 2.393518686 0 2949.564671 4 738.1477051 1.464583077 0.001079971 98.678851YTVQFSK 2 46852388 2xTMT6plex [N-Term; K7] 0.856 3.015531301 31.9 0 1330.777109 2 665.8920898 -0.154498074 -0.000102801 56.03491139LLLPTPTVK 2 46852388 2xTMT6plex [N-Term; K9] 100 1.720858097 8.05 0 1439.960158 2 720.4829712 -1.036554504 -0.000746299 69.278846224503519 EIF3F eukaryotic translation initiation factor 3 subunit F 8665 NP_003745.1 18.767507 1 6 6 20 357 37.54 5.45 1.19 1.44 1.31 Non-Significant #N/A LHPVILASIVDSYER 2 4503519 1xTMT6plex [N-Term] 1.299 3.675115585 28.96 0 1941.100678 3 647.7054443 0.56748103 0.000367179 92.49032292VIGLSSDLQQVGGASAR 4 4503519 1xTMT6plex [N-Term] 1.303 0.567 3.460680962 29.68 0 1887.049705 2 944.0289307 0.466054563 0.000439734 72.9115542VIGTLLGTVDK 4 4503519 2xTMT6plex [N-Term; K11] 1.309 1.689 3.378546953 50.37 0 1573.992915 2 787.5002441 0.188514985 0.000148361 92.19499096VSADNTVGR 6 4503519 1xTMT6plex [N-Term] 0.87 1.27 3.281765461 40.21 0 1147.626867 2 574.3169556 -0.202171276 -0.000116009 25.03907617NMYELHK 2 4503519 2xTMT6plex [N-Term; K7] 1.179 2.635752916 27.32 0 1392.770977 3 464.9285583 0.103655828 4.81E-05 42.05077203IGVDLIMK 2 4503519 2xTMT6plex [N-Term; K8] 100 2.561522484 25.15 0 1346.848165 2 673.9276733 -0.070587253 -4.75E-05 87.1110938321264365 NUP98 nuclear pore complex protein Nup98-Nup96 isoform 1 proprotein 4928 NP_057404.2 3.388888889 1 6 6 19 1800 195.696 6.37 1.13 1.58 1.06 1.26 Significant 0.016 LADINYEGR 6 21264365 1xTMT6plex [N-Term] 1.189 1.661 1.197 3.888121367 54.38 0 1279.684381 2 640.345459 -0.578284193 -0.000370011 52.76281904ALQTTGTAK 4 21264365 2xTMT6plex [N-Term; K9] 1.147 1.202 4.141868591 46.6 0 1348.820036 2 674.9144287 1.145261661 0.000772376 23.03346673ADTSQEICSPR 4 21264365 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.879 1.827 3.467983484 25.36 0 1492.726323 2 746.8670044 0.274302835 0.00020473 32.72463885GECIVSDFTIGR 2 21264365 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.642 2.688734531 23.11 0 1582.809658 2 791.9082642 -0.256954262 -0.000203355 67.54716418LPISASHSSK 2 21264365 2xTMT6plex [N-Term; K10] 1.159 3.830879688 32.25 0 1484.883699 3 495.6330261 0.556426838 0.00027541 37.15239106AGVSTNISTK 1 21264365 2xTMT6plex [N-Term; K10] 0.635 1.983600616 0 1435.852064 2 718.4284668 -1.676653403 -0.001203713 35.95906635259013556 FXR2 fragile X mental retardation syndrome-related protein 2 9513 NP_004851.2 8.172362556 1 3 5 19 673 74.178 6.23 1.06 1.02 1.04 Non-Significant #N/A AGYSTDESSSSSLHATR 3 259013556 1xTMT6plex [N-Term] 1.047 5.482602119 73.33 0 1984.940943 3 662.3187256 0.343067039 0.000226989 29.17613884LRPVNPNPLATK 2 259013556 2xTMT6plex [N-Term; K12] 0.949 4.39870882 20.1 0 1778.105259 3 593.3728638 -0.686821773 -0.00040708 44.86907435EACSNENVHK 4 259013556 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.158 1.489 3.264829636 37.66 0 1645.836825 3 549.2842407 0.81639197 0.000447883 22.24161926VIQEIVDK 4 259013556 2xTMT6plex [N-Term; K8] 1.026 0.96 3.485212326 47.09 0 1401.871737 2 701.4389648 -0.773389227 -0.000542096 68.68680787LQIDEQLR 6 259013556 1xTMT6plex [N-Term] 1.191 0.924 0.934 3.362670898 40.02 0 1243.720767 2 622.3599854 -6.490851556 -0.004036403 46.322676345032093 SLC1A5 neutral amino acid transporter B(0) isoform 1 6510 NP_005619.1 15.89648799 1 6 6 30 541 56.562 5.48 1.35 1.32 1.31 1.33 Significant 0.000082 SELPLDPLPVPTEEGNPLLK 6 5032093 2xTMT6plex [N-Term; K20] 100 1.775 2.292150259 21.76 0 2616.490041 3 872.8342896 -0.659371 -0.000575079 90.42022444STEPELIQVK 6 5032093 2xTMT6plex [N-Term; K10] 1.419 100 3.1284554 49.13 0 1601.951444 2 801.4793091 -0.06396944 -5.12E-05 54.55533722SYSTTYEER 6 5032093 1xTMT6plex [N-Term] 1.241 0.905 1.096 4.101070404 60.02 0 1364.653141 2 682.8286743 -2.248723207 -0.001534364 37.30822372SCTVLNVEGDALGAGLLQNYVDR 6 5032093 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.315332174 10.29 0 2693.376595 3 898.4631348 -0.647478384 -0.000581301 93.19998418EVLDSFLDLAR 4 5032093 1xTMT6plex [N-Term] 100 1.595560908 24.01 0 1506.836525 2 753.9208984 -1.330300246 -0.001002272 97.59317261NIFPSNLVSAAFR 2 5032093 1xTMT6plex [N-Term] 2.055 1.979601502 0.08 0 1664.932156 2 832.968811 -1.087761853 -0.000905525 94.926000914506387 RAD23B UV excision repair protein RAD23 homolog B isoform 1 5887 NP_002865.1 18.82640587 1 6 6 34 409 43.145 4.84 1.09 1.02 0.96 1.03 Significant 0.0013 AVEYLLMGIPGDR 4 4506387 1xTMT6plex [N-Term] 0.808 1.198 3.217295885 40.61 0 1662.908644 2 831.9567261 -1.484345861 -0.001234166 90.50686436ILNDDTALK 8 4506387 2xTMT6plex [N-Term; K9] 1.211 1.263 4.562661648 57.94 0 1460.872465 2 730.9401245 0.346993628 0.000253457 64.53387336ALGFPEGLVIQAYFACEK 2 4506387 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 0.01 2.732061863 20.88 0 2471.340874 3 824.4526367 1.004485571 0.000827475 107.9562933IDIDPEETVK 6 4506387 2xTMT6plex [N-Term; K10] 1.152 1.271 0.829 2.467406273 33.53 0 1616.914724 2 808.9608154 -0.228763224 -0.000184945 54.21856594QIIQQNPSLLPALLQQIGR 6 4506387 1xTMT6plex [N-Term] 0.01 100 1.520109177 4.72 0 2359.40228 2 1180.203369 -1.19441215 -0.001409049 92.99968478EQVIAALR 8 4506387 1xTMT6plex [N-Term] 1.075 0.979 2.563874722 51.67 0 1128.693824 2 564.8508911 0.603942848 0.000340833 54.5707439783367075 MT1E metallothionein-1E 4493 NP_783316.2 67.21311475 1 1 4 30 61 6.009 7.96 1.29 1.75 2.66 1.9 Significant 0.042 SCCSCCPVGCAK 6 83367075 2xTMT6plex [N-Term; K12]; 5xCarbamidomethyl [C2; C3; C5; C6; C10] 1.109 0.839 0.998 3.558941364 46.22 0 1903.835722 2 952.4205933 -0.951986845 -0.000906213 31.3416409MDPNCSCATGGSCTCAGSCK 4 83367075 2xTMT6plex [N-Term; K20]; 5xCarbamidomethyl [C5; C7; C13; C15; C19] 4.617 8.326 4.544138432 59.53 0 2639.08509 3 880.3669434 0.449840791 0.000395723 44.40104488



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms KSCCSCCPVGCAK 4 83367075 3xTMT6plex [N-Term; K1; K13]; 5xCarbamidomethyl [C3; C4; C6; C7; C11] 0.505 0.619 4.32499361 35.78 1 2261.093617 3 754.3695068 0.154778117 0.000116656 30.85868949CAQGCVCK 14 83367075 2xTMT6plex [N-Term; K8]; 3xCarbamidomethyl [C1; C5; C7] 1.29 1.292 1.16 3.898547411 39.34 0 1440.716182 2 720.8607788 -1.319734474 -0.000950681 25.64721758MDPNCSCATGGSCTCAGSCK 2 83367075 2xTMT6plex [N-Term; K20]; 5xCarbamidomethyl [C5; C7; C13; C15; C19]; 1xOxidation [M1] 100 2.742427111 14.45 0 2655.080005 3 880.3669434 0.449840791 0.000395723 44.40104488189458812 GBE1 1,4-alpha-glucan-branching enzyme 2632 NP_000149.3 10.54131054 1 5 5 16 702 80.409 6.32 0.99 0.99 0.99 Non-Significant #N/A IVLDSDAAEYGGHQR 4 189458812 1xTMT6plex [N-Term] 0.847 0.9 4.45194149 59.58 0 1859.944906 3 620.652771 -0.616207348 -0.000382037 53.34753117IYESHVGISSHEGK 4 189458812 2xTMT6plex [N-Term; K14] 1.099 1.037 4.869098663 38.07 0 2001.080561 4 501.0256653 0.135288313 6.77E-05 36.56316023EFKDEDWNMGDIVYTLTNR 2 189458812 2xTMT6plex [N-Term; K3] 0.692 3.13989687 16.34 1 2804.396551 3 935.4678955 -2.644999175 -0.002472542 99.75196051GYESFGVHR 2 189458812 1xTMT6plex [N-Term] 0.892 2.710335016 34.03 0 1280.658501 2 640.8335571 1.043695733 0.000668309 36.36089235LLEIDPYLKPYAVDFQR 4 189458812 2xTMT6plex [N-Term; K9] 0.255 1.898279428 8.15 0 2538.437217 3 846.8164063 -1.005279935 -0.000850613 97.6483237919923193 ST13 hsc70-interacting protein isoform 1 6767 NP_003923.2 15.71815718 1 6 6 35 369 41.305 5.27 1.15 1.23 0.63 1.01 Significant 0.033 LDYDEDASAMLK 6 19923193 2xTMT6plex [N-Term; K12] 1.599 1.35 3.693985939 46.52 0 1828.940287 2 914.9751587 1.505731397 0.001376946 73.71190193AIEINPDSAQPYK 4 19923193 2xTMT6plex [N-Term; K13] 0.498 1.135 2.588459015 29.47 0 1904.052949 2 952.5303345 0.232916481 0.000221743 50.90017546EWVESMGGK 4 19923193 2xTMT6plex [N-Term; K9] 1.305 1.281 3.698043585 42.91 0 1480.787021 2 740.8969116 -0.320591554 -0.000237364 65.18074309AIDLFTDAIK 9 19923193 2xTMT6plex [N-Term; K10] 0.746 1.036 0.694 2.788995028 36.96 0 1564.935066 2 782.9696045 -2.002233635 -0.001566683 82.10322363LAILYAK 6 19923193 2xTMT6plex [N-Term; K7] 1.002 0.99 0.228 3.460818768 32.1 0 1249.828416 2 625.4174194 -0.683112019 -0.000426886 73.38201735VMNLISK 6 19923193 2xTMT6plex [N-Term; K7] 100 0.808 2.413884878 29.33 0 1262.79065 2 631.8983765 -0.929671369 -0.00058699 58.65355353157384971 GAK cyclin-G-associated kinase isoform 1 2580 NP_005246.2 6.331045004 1 6 6 19 1311 143.1 5.73 1.01 0.97 0.97 0.98 Significant 0.00018 AAGQPYEQHAK 4 157384971 2xTMT6plex [N-Term; K11] 1.065 0.995 3.25171423 39.46 0 1657.906225 3 553.3068237 -0.185317233 -0.000102413 27.78792751QPGSTAQYDAGAGSPEAEPTDSDSPPSSSADASR 2 157384971 1xTMT6plex [N-Term] 3.609893799 14.86 0 3522.557802 3 1174.855835 -1.376850988 -0.001616679 42.62215042ALVEEEITR 6 157384971 1xTMT6plex [N-Term] 0.88 0.889 0.97 3.690797567 43.78 0 1288.730997 2 644.868042 -1.699203038 -0.001094908 44.24513325EAETGAENASSK 2 157384971 2xTMT6plex [N-Term; K12] 2.466720581 36.81 0 1651.853915 2 826.4315186 1.117392621 0.000922885 24.46484099EEQQDILSK 2 157384971 2xTMT6plex [N-Term; K9] 0.742 2.338582039 14.21 0 1547.868108 2 774.4378662 0.224490622 0.000173741 50.25750509GQLVEFLK 3 157384971 2xTMT6plex [N-Term; K8] 1.293 1.636931539 9.3 0 1391.866258 2 696.4371338 0.526600973 0.000366479 73.41486323938148809 PLOD1 procollagen-lysine,2-oxoglutarate 5-dioxygenase 1 isoform 1 precursor 5351 NP_001303249.1 9.302325581 1 6 6 13 774 88.217 7.11 1.17 1.13 0.99 1.1 Significant 0.0025 AQVEEFLAQHGSEYQSVK 2 938148809 2xTMT6plex [N-Term; K18] 1.128 3.060890913 20.4 0 2508.313473 3 836.7753296 -0.812418579 -0.000679267 64.7599589SEDYVDIVQGR 4 938148809 1xTMT6plex [N-Term] 1.243 1.13 4.280653954 61.01 0 1509.774653 2 755.3903198 -0.854274219 -0.000644881 57.68505404HTLGHLLSLDSYR 2 938148809 1xTMT6plex [N-Term] 1.06 3.73951602 21.33 0 1740.959434 3 580.9920044 1.163791387 0.000675371 56.67038328AQFDLAFVVR 2 938148809 1xTMT6plex [N-Term] 0.836 3.069195747 31.98 0 1394.799352 2 697.9037476 0.62154975 0.000433469 83.60456551YPVVSDGK 2 938148809 2xTMT6plex [N-Term; K8] 0.988 2.540411234 33.56 0 1322.772023 2 661.8903198 1.012841528 0.000669879 46.27953215FLLEYIAPMTEK 1 938148809 2xTMT6plex [N-Term; K12] 1.151872873 0 1913.085829 2 957.0441284 -2.534509424 -0.002424367 97.663879387657441 PDAP1 28 kDa heat- and acid-stable phosphoprotein 11333 NP_055706.1 28.72928177 1 5 5 16 181 20.618 8.87 1.11 1.18 1.22 1.17 Significant 0.00075 KVTQLDLDGPK 4 7657441 3xTMT6plex [N-Term; K1; K11] 1.179 1.221 4.914886951 48.85 1 1901.167474 3 634.394165 0.245989474 0.000155889 52.37445577EEEEQKEGGDGAAGDPK 2 7657441 3xTMT6plex [N-Term; K6; K17] 1.344 3.549641848 20.69 1 2433.234838 3 811.7497559 -0.050694603 -4.11E-05 39.44813448GVEGLIDIENPNR 4 7657441 1xTMT6plex [N-Term] 100 0.984 3.562401533 45.73 0 1654.896165 2 827.9519043 0.221847 0.000183567 68.57640304AKDDATLSGK 4 7657441 3xTMT6plex [N-Term; K2; K10] 1.043 1.146 3.199470997 20.78 1 1693.009911 3 565.0076294 -0.930925682 -0.000525355 37.14857434KGVEGLIDIENPNR 2 7657441 2xTMT6plex [N-Term; K1] 1.316 3.199114799 16.29 1 2012.15406 3 671.3890381 -0.744869499 -0.000499597 65.7363572174136552 MESDC2 LDLR chaperone MESD precursor 23184 NP_055969.1 24.78632479 1 5 5 28 234 26.06 7.78 1.06 1.1 1.32 1.16 Significant 0.0048 LLEQWEKDDDIEEGDLPEHK 4 74136552 3xTMT6plex [N-Term; K7; K20] 1.072 100 3.444875479 17.16 1 3125.624585 4 782.1610718 -0.680891312 -0.000532053 70.9653946RPSAPVDFSK 4 74136552 2xTMT6plex [N-Term; K10] 1 0.958 4.490427494 37.95 0 1561.910248 3 521.3084106 0.275754381 0.000143568 47.51516209DYNDADMAR 6 74136552 1xTMT6plex [N-Term] 0.795 0.883 1.079 3.621900797 47.4 0 1299.583681 2 650.2953491 -0.199608395 -0.000129704 34.18939317DFLVGQDR 6 74136552 1xTMT6plex [N-Term] 1.28 1.285 1.363 3.135590076 51.41 0 1178.636703 2 589.8217773 -0.360494883 -0.000212446 38.91144716IDPSKPESILK 6 74136552 3xTMT6plex [N-Term; K5; K11] 100 100 1.642 1.80194521 13.45 0 1914.187875 3 638.7334595 -1.071014009 -0.000683374 58.89727486DYNDADMAR 2 74136552 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.883 2.064868927 22.68 0 1315.578596 2 650.2953491 -0.199608395 -0.000129704 34.1893931718104948 RPL21 60S ribosomal protein L21 6144 NP_000973.2 31.25 1 7 7 33 160 18.553 10.49 1.06 1.01 0.7 0.92 Significant 0.015 KHGVVPLATYMR 4 18104948 2xTMT6plex [N-Term; K1] 0.891 1.019 4.446966171 21.58 1 1830.082415 3 610.6985474 -0.724863615 -0.000442187 47.35097907EPELLEPIPYEFMA 4 18104948 1xTMT6plex [N-Term] 100 2.024628401 35.5 0 1906.970969 2 953.9885254 -0.626679047 -0.000597529 108.3522483EKGTWVQLK 5 18104948 3xTMT6plex [N-Term; K2; K9] 0.736 0.643 0.623 3.440467596 20.05 1 1776.098666 3 592.7009888 -5.772996512 -0.003417804 47.64112141KGDIVDIK 4 18104948 3xTMT6plex [N-Term; K1; K8] 1.836 3.135292768 15.75 1 1575.008455 3 525.6743164 -0.037187896 -1.95E-05 52.91804343GTWVQLK 12 18104948 2xTMT6plex [N-Term; K7] 1.258 1.087 1.349 3.213415623 36.91 0 1289.798178 2 645.4016724 -1.636219893 -0.001055197 64.06941117GDIVDIK 2 18104948 2xTMT6plex [N-Term; K7] 1.152 2.686215401 39.91 0 1217.75056 2 609.3790894 0.281265268 0.000171255 57.45850749GMGTVQK 2 18104948 2xTMT6plex [N-Term; K7] 1.2 2.974437714 30.66 0 1178.69675 2 589.8516846 -0.557742587 -0.000328705 36.0988688113787217 FAT2 protocadherin Fat 2 precursor 2196 NP_001438.1 1.356633709 1 6 6 19 4349 479.018 5.16 1.01 1.02 1.2 1.07 Significant 0.0033 EQQDTHELAVEVR 7 13787217 1xTMT6plex [N-Term] 1.151 1.062 5.433745861 61.87 0 1782.918357 3 594.9780884 0.760061005 0.000451709 44.29652778KDVFNLVAK 2 13787217 3xTMT6plex [N-Term; K1; K9] 0.969 3.28668642 18.59 1 1721.092853 3 574.3689575 -0.309995713 -0.000177844 65.1134995GKHELQVLAVDR 2 13787217 2xTMT6plex [N-Term; K2] 0.856 3.368370533 13.77 1 1823.090337 3 608.3678589 -0.720787016 -0.00043802 40.29339294VAFCTVK 4 13787217 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.135 1.209 3.26670146 35.35 0 1282.75935 2 641.8833618 0.075254032 4.83E-05 46.60561746EMEHSVGVQMR 2 13787217 1xTMT6plex [N-Term] 1.147 2.554764748 2.7 0 1531.755848 3 511.2563171 -0.946811455 -0.000483428 33.9167233LLTVNVK 2 13787217 2xTMT6plex [N-Term; K7] 0.768 2.632506609 15.9 0 1244.83423 2 622.920166 -0.943289253 -0.000587119 60.2126308448255931 HDGFRP2 hepatoma-derived growth factor-related protein 2 isoform 1 84717 NP_001001520.1 7.302533532 1 5 5 11 671 74.272 7.49 1.048 0.699 2.425 1.39 Non-Significant 0.12 GESAEDKEHEEGRDSEEGPR 3 48255931 2xTMT6plex [N-Term; K7] 1.32 5.569497585 23.19 2 2701.270164 5 541.0596924 -0.299446515 -0.000161777 28.54933176GESAEDKEHEEGR 2 48255931 2xTMT6plex [N-Term; K7] 1.531 4.407412052 23.21 1 1930.950669 4 483.4930115 -0.234336159 -0.000113123 23.60807973KPQSSSTEPAR 2 48255931 2xTMT6plex [N-Term; K1] 2.425 2.827961683 15.2 0 1645.927354 3 549.3134155 -1.009259591 -0.000553723 24.66230052KPAEKPLPKPR 2 48255931 4xTMT6plex [N-Term; K1; K5; K9] 0.787 0.699 4.051159382 0 2177.430395 5 436.2919312 0.070809023 3.08E-05 42.55693009DLFPYDK 2 48255931 2xTMT6plex [N-Term; K7] 0.982 2.908936024 27.27 0 1355.761124 2 678.3835449 -0.966996491 -0.000655508 62.6308271554859722 NUP160 nuclear pore complex protein Nup160 isoform 1 23279 NP_056046.1 6.058495822 1 7 7 16 1436 162.017 5.5 1 0.9 0.69 0.87 Significant 0.011 SFVELSGAER 4 54859722 1xTMT6plex [N-Term] 1.018 0.822 4.228610992 57.88 0 1323.710596 2 662.3597412 1.216060278 0.000804856 46.85188841ESSATDEAWR 2 54859722 1xTMT6plex [N-Term] 2.145 3.756843805 39.81 0 1380.659289 2 690.8334961 0.309147596 0.000213414 37.87757497GFNPAQPLNIR 2 54859722 1xTMT6plex [N-Term] 0.697 3.064993143 17.53 0 1455.826963 2 728.4170532 -0.091648727 -6.67E-05 67.2805307DVICLIK 4 54859722 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.047 1.254 3.030050755 32.97 0 1318.816865 2 659.9118652 -0.312000294 -0.000205736 76.24294086EVTLAVENELQGSVTEYEFSQEEFR 2 54859722 1xTMT6plex [N-Term] 1.623335481 2.46 0 3162.531634 3 1054.85022 1.413962042 0.001490567 100.7607979SEDGEIVSTPR 1 54859722 1xTMT6plex [N-Term] 0.692 1.470816851 0 1418.732454 2 709.8673706 -3.516553843 -0.002494525 36.56080405LPLTPVFEGLAFK 1 54859722 2xTMT6plex [N-Term; K13] 1.174611211 7.53 0 1890.150478 2 945.5783081 -0.602358953 -0.000569275 106.70669628872734 MRPL43 39S ribosomal protein L43, mitochondrial isoform a 84545 NP_115488.2 42.13836478 1 5 5 15 159 17.842 9.88 1.44 0.866 0.473 0.93 Non-Significant 0.081 EVQDPAPAQVQAQ 4 28872734 1xTMT6plex [N-Term] 0.982 0.473 2.752011776 75.63 0 1609.838316 2 805.4229736 0.220528746 0.000177508 45.90804078KPFHTDNPSIQGQWHPFTNKPTTFR 2 28872734 3xTMT6plex [N-Term; K1; K20] 0.737 6.178995132 10.38 0 3668.96933 6 612.3342285 -0.093158655 -5.70E-05 61.51615346LADQSGLDVIR 2 28872734 1xTMT6plex [N-Term] 1.36 3.107876778 36.79 0 1415.805559 2 708.4064331 0.021571421 1.53E-05 57.0468098SVEEISTLVQK 5 28872734 2xTMT6plex [N-Term; K11] 100 2.7926507 20.92 0 1690.999122 2 846.0020752 -1.329781515 -0.00112433 67.99756855EVIDFAR 2 28872734 1xTMT6plex [N-Term] 0.82 2.391099691 35.49 0 1078.609426 2 539.8078613 -0.908209892 -0.000489802 57.971549977705925 DCXR L-xylulose reductase isoform 1 51181 NP_057370.1 20.90163934 1 5 5 19 244 25.897 8.1 1.04 0.93 1.15 1.04 Significant 0.0037 AVIQVSQIVAR 3 7705925 1xTMT6plex [N-Term] 1.036 2.785659552 40.79 0 1412.878664 2 706.942688 -0.399966007 -0.000282552 59.99146187AVTNHSVYCSTK 2 7705925 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 0.934 3.87752533 24.91 0 1824.967839 3 608.9945679 0.718359663 0.000436994 41.21709497TQADLDSLVR 6 7705925 1xTMT6plex [N-Term] 1.022 1.126 1.209 3.641657352 46.51 0 1346.74771 2 673.8778687 0.557524384 0.000375422 47.79441272VMALELGPHK 4 7705925 2xTMT6plex [N-Term; K10] 0.793 1.015 3.047873974 40.25 0 1552.928541 3 518.3148804 0.996332568 0.000515744 60.85913773GALDMLTK 4 7705925 2xTMT6plex [N-Term; K8] 1.084 0.798 2.97708869 40.13 0 1306.780479 2 653.8930664 -1.242211317 -0.000811649 61.47776614149363689 Sep-08 septin-8 isoform a 23176 NP_001092281.1 15.52795031 1 3 6 36 483 55.721 6.28 0.89 0.9 0.88 0.89 Non-Significant #N/A ELEEETNAFNR 6 149363689 1xTMT6plex [N-Term] 0.797 0.9 0.9 4.935296535 78 0 1580.775381 2 790.8911133 -0.272700034 -0.000215539 51.81736133QYPWGVVQVENENHCDFVK 6 149363689 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C15] 1.474 3.13922143 30.08 0 2806.402305 3 936.1391602 0.22158931 0.00020729 74.24925989AAVEALQSQALHATSQQPLR 6 149363689 1xTMT6plex [N-Term] 100 0.01 3.113238096 19.48 0 2348.288372 3 783.4320068 -2.940402154 -0.002301637 54.72949506SLDLVTMK 4 149363689 2xTMT6plex [N-Term; K8] 0.846 1.3 2.943443298 38.26 0 1364.822344 2 682.9154053 0.871656945 0.000594828 67.08136413VNIIPIIAK 24 149363689 2xTMT6plex [N-Term; K9] 100 1.122 100 1.893635511 18 0 1438.976143 2 719.9916382 -0.099405965 -7.15E-05 74.3035016EFLSELQR 2 149363689 1xTMT6plex [N-Term] 1.253054142 12.18 0 1250.694218 2 625.8504028 -0.550698906 -0.000344378 57.94250559154813199 PARP14 poly [ADP-ribose] polymerase 14 54625 NP_060024.2 4.775124931 1 7 7 21 1801 202.672 7.18 0.47 0.38 0.44 0.43 Significant 0.0038 AILECAGQNVER 4 154813199 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.308 0.43 4.437089443 51.28 0 1588.831456 2 794.9196167 0.314890818 0.000250154 45.00713536ELIESTTQK 4 154813199 2xTMT6plex [N-Term; K9] 0.443 0.448 4.113165855 46.62 0 1506.877945 2 753.9435425 1.236723216 0.000931795 41.62558251GILLTGSK 4 154813199 2xTMT6plex [N-Term; K8] 0.486 2.989572525 46.08 0 1246.813494 2 623.9105225 0.219849942 0.000137056 53.1871371GSLVSPGGLQMLLVK 2 154813199 2xTMT6plex [N-Term; K15] 1.37265873 6.59 0 1957.192025 2 979.0985718 -1.102791798 -0.001079188 86.84002585ILIEFDTLK 2 154813199 2xTMT6plex [N-Term; K9] 0.01 1.923827887 15.18 0 1549.960552 2 775.4836426 -0.350772637 -0.000271842 91.26089094EIYLVDVSEK 3 154813199 2xTMT6plex [N-Term; K10] 1.237134218 0.53 0 1652.95111 2 826.9785767 -0.74590814 -0.000616475 61.55275136ADCISEFIEWQYNDNNTSHCFNK 2 154813199 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C3; C20] 0.55 1.514881968 4.26 0 3350.524682 4 838.3914795 5.792050677 0.004851602 87.709357831377644 ATAD1 ATPase family AAA domain-containing protein 1 84896 NP_116199.2 14.95844875 1 3 3 14 361 40.718 6.9 0.78 0.82 0.86 0.82 Significant 0.00079 HVDLLEVAQETDGFSGSDLK 4 31377644 2xTMT6plex [N-Term; K20] 0.01 0.358 4.441485405 41.63 0 2618.371382 3 873.4622192 0.275913817 0.000240815 83.84310513EYVNSTSEESHDEDEIRPVQQQDLHR 4 31377644 1xTMT6plex [N-Term] 0.823 6.266341686 33.61 0 3369.578084 4 843.1495972 -0.452575393 -0.000381247 44.24335229DAALLCVR 6 31377644 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.686 0.86 0.855 2.890701056 36.07 0 1146.650245 2 573.8292847 0.913814777 0.000523913 47.4414286387159832 FHL2 four and a half LIM domains protein 2 isoform a 2274 NP_001441.4 24.01433692 1 6 6 20 279 32.171 7.55 1.18 1.42 1.48 1.36 Significant 0.0045 HWHEACFHCSQCR 4 87159832 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C6; C9; C12] 1.279 0.544 5.102766037 21.04 0 2043.868604 4 511.7221069 -0.981719481 -0.000501626 28.99421286ECFVCTACR 2 87159832 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C5; C8] 1.568 3.624344587 35.74 0 1431.638043 2 716.322937 0.387586402 0.000277442 41.51466235QWHNDCFNCK 2 87159832 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C6; C9] 1.177 4.147453785 20.74 0 1866.877979 3 622.9639893 -0.302305008 -0.000188122 47.84588196NSLVDKPFAAK 2 87159832 3xTMT6plex [N-Term; K6; K11] 1.124 2.536257029 14.68 0 1877.146345 3 626.3825073 -7.125793564 -0.004458719 48.21656085EDQLLCTDCYSNEYSSK 4 87159832 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C6; C9] 1.414873838 2.81 0 2570.17909 2 1285.59375 0.440910909 0.00056661 52.40374659YISFEER 6 87159832 1xTMT6plex [N-Term] 1.267 1.527 1.542 3.193446636 40.34 0 1172.614905 2 586.8108521 -0.407140004 -0.000238709 47.525431685803135 RAB35 ras-related protein Rab-35 isoform 1 11021 NP_006852.1 22.88557214 1 3 5 35 201 23.011 8.29 0.9 0.76 0.79 0.82 Significant 0.0027 WLHEINQNCDDVCR 6 5803135 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C13] 0.861 0.757 0.791 4.55296278 47.75 0 2087.958859 3 696.6573486 -0.654256935 -0.000455354 46.02950195LLIIGDSGVGK 16 5803135 2xTMT6plex [N-Term; K11] 1.245 1.279 1.206 3.92585659 52.68 0 1529.9667 2 765.4867554 -0.304645724 -0.000233049 82.80666899LQIWDTAGQER 64 5803135 1xTMT6plex [N-Term] 1.503 1.383 1.259 3.509291172 38.51 0 1545.822272 2 773.4157715 1.290341578 0.000997319 52.93626792KVVETEDAYK 4 5803135 3xTMT6plex [N-Term; K1; K10] 0.641 0.827 3.419101954 31.24 1 1869.093641 3 623.7014771 -2.013092108 -0.001254219 42.4947426VVETEDAYK 1 5803135 2xTMT6plex [N-Term; K9] 1.807 2.02708745 0 1511.835746 2 756.421814 0.400645169 0.000302855 44.24855012439253035 STXBP2 syntaxin-binding protein 2 isoform c 6813 NP_001258963.1 10.7615894 1 5 5 12 604 67.652 6.68 0.7 0.85 0.74 0.76 Significant 0.0034 MSDILAEGITIVEDINKR 2 439253035 2xTMT6plex [N-Term; K17] 0.992 4.740911484 36.01 1 2475.389281 3 825.8032837 2.430734538 0.002005671 118.9346453LIQHANVQAHSSLIR 4 439253035 1xTMT6plex [N-Term] 0.823 0.736 4.774185181 30.41 0 1916.102744 4 479.781189 0.095010237 4.55E-05 39.35107449DVMEDAVEDR 2 439253035 1xTMT6plex [N-Term] 0.842 4.020186901 46.41 0 1407.662325 2 704.3344727 -0.466374278 -0.000328249 50.08495036YETTGLSEAR 2 439253035 1xTMT6plex [N-Term] 1.046 3.303217173 50.26 0 1355.700425 2 678.3546143 1.126064134 0.000763303 36.90436873ADTPSLGEGPEK 2 439253035 2xTMT6plex [N-Term; K12] 0.416 2.752144098 24.42 0 1658.900137 2 829.9549561 1.50631091 0.00124941 47.3665483766932909 PUM1 pumilio homolog 1 isoform 1 9698 NP_001018494.1 6.228956229 1 6 6 17 1188 126.607 6.84 1.43 1.2 1.19 1.27 Significant 0.0038 DSAWGTSDHSVSQPIMVQR 3 66932909 1xTMT6plex [N-Term] 0.846 1.817 3.779919863 2.18 0 2330.139659 3 777.3848877 0.193458764 0.000150262 47.29113101GNVLVLSQHK 2 66932909 2xTMT6plex [N-Term; K10] 1.452 3.948410749 19.3 0 1552.957533 3 518.3236084 -0.81173159 -0.000420195 44.56836947YISAAPGAEAK 2 66932909 2xTMT6plex [N-Term; K11] 0.983 3.158458948 26.66 0 1535.883365 2 768.4457397 0.545843654 0.000419176 47.96598554SMDELNHDFQALALEGR 2 66932909 1xTMT6plex [N-Term] 100 2.704730749 12.19 0 2175.070183 3 725.6946411 -0.373546639 -0.00027083 91.29088019GIFLGDQWR 2 66932909 1xTMT6plex [N-Term] 100 2.846278667 48.54 0 1320.726187 2 660.8676758 1.429730491 0.000944141 71.00996593FASNVVEK 6 66932909 2xTMT6plex [N-Term; K8] 0.989 1.237 1.037 3.233564854 15.91 0 1351.798572 2 676.4038086 1.308040662 0.000884104 46.32818385145580575 CTBP2 C-terminal-binding protein 2 isoform 2 1488 NP_073713.2 7.30964467 1 3 4 15 985 106.121 8.02 1.14 0.86 1 Non-Significant #N/A AAGELGIAVCNIPSAAVEETADSTICHILNLYR 5 145580575 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C26] 1.626 4.690730095 30.79 0 3757.909061 4 940.2338257 1.174114196 0.001103054 118.1716803GAALDVHESEPFSFAQGPLK 4 145580575 2xTMT6plex [N-Term; K20] 100 2.443504095 25.47 0 2558.365509 3 853.4603271 0.359329153 0.000306432 64.16215428VQSVEQIR 4 145580575 1xTMT6plex [N-Term] 1.136 0.741 2.743811131 37.27 0 1187.694552 2 594.3483887 -4.253152665 -0.002525723 42.26629607GETLGLIGFGR 2 145580575 1xTMT6plex [N-Term] 1.41656673 13.66 0 1348.778616 2 674.8920898 -1.270062025 -0.000856516 66.67680648170016077 ATP13A1 manganese-transporting ATPase 13A1 57130 NP_065143.2 7.059800664 1 6 6 23 1204 132.87 8.13 0.82 0.79 0.63 0.75 Significant 0.0062 ALALEYALCLTGDGLAHLQATDPQQLLR 2 170016077 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.01 3.695077419 22.81 0 3280.756112 3 1094.255371 -1.387603526 -0.001517463 110.2135875GFQEDSEIR 8 170016077 1xTMT6plex [N-Term] 0.863 0.895 3.268167496 45.92 0 1309.658561 2 655.333252 0.509122202 0.000333388 40.51409063WRPIASDEIVPGDIVSIGR 2 170016077 1xTMT6plex [N-Term] 2.397886276 7.45 0 2309.281496 3 770.4326782 0.859781699 0.000661826 78.72709943EPIEDLSPDR 6 170016077 1xTMT6plex [N-Term] 0.845 0.813 0.712 3.889204979 42.04 0 1399.72664 2 700.3669434 -0.021369351 -1.50E-05 51.51179519VLDLQADSR 4 170016077 1xTMT6plex [N-Term] 0.804 0.786 2.582978249 11.15 0 1245.700031 2 623.3532715 -0.614177756 -0.000382541 40.12297224LIPHVQVFAR 1 170016077 1xTMT6plex [N-Term] 0.439 1.705772996 11.74 0 1408.862621 3 470.2922974 -0.199948634 -9.39E-05 62.6893817816117796 RPL36 60S ribosomal protein L36 25873 NP_378669.1 29.52380952 1 4 4 29 105 12.246 11.59 1.35 1.19 1.08 1.21 Significant 0.0042 EELSNVLAAMR 6 16117796 1xTMT6plex [N-Term] 1.946 100 2.097 3.724122763 60.23 0 1461.79328 2 731.4003906 0.153797396 0.00011241 78.33574497REELSNVLAAMR 2 16117796 1xTMT6plex [N-Term] 1.117 6.462960243 48.4 1 1617.894391 3 539.9698486 0.372013427 0.000200626 64.32978084EVCGFAPYER 11 16117796 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.217 1.447 1.281 3.915268421 44.12 0 1456.709216 2 728.8580933 -0.210259233 -0.000153143 45.21136145YPMAVGLNK 6 16117796 2xTMT6plex [N-Term; K9] 1.158 1.298 1.205 3.467656374 49.07 0 1450.849228 2 725.9277344 -0.713788849 -0.0005178 54.85723899YPMAVGLNK 4 16117796 2xTMT6plex [N-Term; K9]; 1xOxidation [M3] 1.046 0.959 2.25921154 32.26 0 1466.844143 2 725.9277344 -0.713788849 -0.0005178 54.857238997330335 CLIC4 chloride intracellular channel protein 4 25932 NP_039234.1 31.62055336 1 6 6 24 253 28.754 5.59 0.97 0.91 0.88 0.92 Significant 0.00083 HPESNTAGMDIFAK 6 7330335 2xTMT6plex [N-Term; K14] 0.963 0.894 0.874 5.342999935 50.59 0 1976.031168 3 659.3491211 0.831207158 0.000547497 50.69540466EVEIAYSDVAK 8 7330335 2xTMT6plex [N-Term; K11] 1.193 3.405 1.24 3.403162718 45 0 1681.941273 2 841.4753418 1.268625596 0.001066877 54.41333865NSRPEANEALER 2 7330335 1xTMT6plex [N-Term] 0.815 4.033895969 23.9 0 1614.839713 3 538.9515381 0.215753805 0.000116136 28.25543375KPADLQNLAPGTHPPFITFNSEVK 4 7330335 3xTMT6plex [N-Term; K1; K24] 100 1.977339864 0.24 0 3308.861008 4 827.9696045 -1.335837691 -0.001105025 71.73184441DEFTNTCPSDKEVEIAYSDVAK 2 7330335 3xTMT6plex [N-Term; K11; K22]; 1xCarbamidomethyl [C7] 1.496470451 0.11 1 3205.617786 3 1069.209595 -1.108940788 -0.001184947 60.95126902YLTNAYSR 2 7330335 1xTMT6plex [N-Term] 1.001 2.491607904 26.35 0 1216.652353 2 608.8293457 -0.7711601 -0.000469117 41.54227823126012562 LRP1 prolow-density lipoprotein receptor-related protein 1 preproprotein 4035 NP_002323.2 0.946302817 1 4 4 24 4544 504.276 5.39 0.86 1.06 1.02 0.98 Significant 0.0039 ACACAHGMLAEDGASCR 6 126012562 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C4; C16] 0.975 1.121 1.013 5.17957449 46.17 0 2065.88735 3 689.3004761 -0.230112907 -0.000158462 34.50613685ACACAHGMLAEDGASCR 6 126012562 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C4; C16]; 1xOxidation [M8] 1.516 1.602 0.82 3.962515354 37.52 0 2081.882265 3 689.3004761 -0.230112907 -0.000158462 34.50613685ADGSGSVVLR 8 126012562 1xTMT6plex [N-Term] 0.659 0.858 1.064 3.640518427 51.76 0 1189.673817 2 595.3406982 0.254821423 0.000151577 32.01381751IDLETGENR 2 126012562 1xTMT6plex [N-Term] 0.864 2.540810347 12.07 0 1275.674211 2 638.3408203 0.120277575 7.67E-05 45.04355086DTIEVSK 2 126012562 2xTMT6plex [N-Term; K7] 0.959 2.736637115 25.35 0 1249.740389 2 625.3729858 -1.355257722 -0.00084686 44.7321538150010552 FKBP15 FK506-binding protein 15 23307 NP_056073.1 7.219031993 1 5 5 18 1219 133.547 5.2 1.23 1.47 1.2 1.3 Significant 0.0043 DEHLQQYQEVCAQR 8 150010552 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.238 1.468 1.196 4.474312305 47.13 0 2032.970803 3 678.3287354 0.41787845 0.000283178 41.97039168GWEDGMLGMK 3 150010552 2xTMT6plex [N-Term; K10] 0.925 3.667594433 52.06 0 1581.816941 2 791.4115601 -0.693988529 -0.000548881 71.46378024RPSQEQSASASSGQPQAPLNR 2 150010552 1xTMT6plex [N-Term] 100 2.981997967 20.32 0 2425.238127 3 809.0846558 0.530510856 0.000428872 32.25930024VSTDQAAAEQLSLVQAELQTQWEAK 3 150010552 2xTMT6plex [N-Term; K25] 1.822564721 6.96 0 3202.699592 3 1068.233276 -4.470069086 -0.004772096 97.85044216VTEELAAATAQVSHLQLK 2 150010552 2xTMT6plex [N-Term; K18] 1.493133545 0 2367.364781 3 789.7919922 -1.418183428 -0.001119119 87.604161445827771 EDC4 enhancer of mRNA-decapping protein 4 23644 NP_055144.3 4.853675946 1 4 4 15 1401 151.567 5.86 1.2 1.72 1.43 1.45 Significant 0.011 GGQLQEQLTQQLSQALSSAVAGR 5 45827771 1xTMT6plex [N-Term] 3.232004642 31.15 0 2599.400107 3 867.1378784 -0.394427965 -0.000341759 100.3086377GHSTCLSEGALSPDGTVLATASHDGYVK 2 45827771 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C5] 2.13 7.45037508 50.54 0 3288.657076 4 822.9191895 -0.653080407 -0.000536939 63.58819396VISVSTSER 4 45827771 1xTMT6plex [N-Term] 2.358 1.433 2.964094162 30.18 0 1206.689132 2 603.8475952 -1.009862673 -0.000609295 36.81989044GEVSVALK 4 45827771 2xTMT6plex [N-Term; K8] 1.196 1.22 3.000986576 45.8 0 1260.792759 2 630.9009399 1.462994453 0.000922266 52.2755539924430149 NUP155 nuclear pore complex protein Nup155 isoform 1 9631 NP_705618.1 6.110711718 1 6 6 17 1391 155.1 6.16 1.41 1.64 100 34.35 Non-Significant #N/A KPGPPVLSSDPNMLSNEEAGHHFEQMLK 2 24430149 3xTMT6plex [N-Term; K1; K28] 100 3.093905926 19.88 0 3776.970711 5 756.2008057 1.11483531 0.00084214 68.41413677HLLVSNVGGDGEEIER 2 24430149 1xTMT6plex [N-Term] 1.303 3.912675142 29.24 0 1953.023884 3 651.6784058 -1.648901926 -0.001073448 51.79159145EVSAWATR 4 24430149 1xTMT6plex [N-Term] 1.351 1.615 3.011684895 42.14 0 1148.626138 2 574.8170166 0.538280564 0.000309142 39.55930937ISLQAIQQLVR 2 24430149 1xTMT6plex [N-Term] 1.298052311 18.61 0 1497.931428 2 749.4691772 -0.23392113 -0.000175199 90.57318994GLQEFLDR 6 24430149 1xTMT6plex [N-Term] 100 100 1.622247696 23.39 0 1206.668003 2 603.8360596 -2.6192452 -0.00158028 57.54701122IMGNIWDASLVVER 1 24430149 1xTMT6plex [N-Term] 100 1.298105836 0 1831.99377 2 916.5006714 0.161443473 0.000147882 96.5597688331621303 SFXN3 sideroflexin-3 81855 NP_112233.2 20.92307692 1 4 5 22 325 35.956 9.09 0.52 0.6 0.62 0.58 Significant 0.0028 AQIHEQNPSVEVVYYNK 6 31621303 2xTMT6plex [N-Term; K17] 0.529 0.597 0.581 6.197068214 64.33 0 2476.323644 3 826.1142578 1.847927879 0.001525356 52.16767885YVYDSAFHPDTGEK 4 31621303 2xTMT6plex [N-Term; K14] 0.673 4.658196926 42.86 0 2087.048592 3 696.355835 2.089056685 0.001453321 46.21039711WDQSTFLGR 16 31621303 1xTMT6plex [N-Term] 0.721 3.198917389 37.7 0 1338.700366 2 669.8536987 -0.182982741 -0.00012248 60.01792157ELQVGIPVADEAGQR 2 31621303 1xTMT6plex [N-Term] 0.01 2.252157211 21.75 0 1810.986042 2 905.9973755 0.790705466 0.000715978 56.51189177SSIHISNLEPELR 2 31621303 1xTMT6plex [N-Term] 0.623 3.425217867 32.25 0 1723.954014 3 575.3231201 0.460018977 0.000264351 57.8065775941406084 GPX1 glutathione peroxidase 1 isoform 1 2876 NP_000572.2 35.96059113 1 5 5 32 203 22.075 6.55 0.79 0.75 0.58 0.7 Significant 0.0082 GLVVLGFPCNQFGHQENAK 6 41406084 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C9] 0.823 100 0.578 3.246359348 43.89 0 2573.369883 3 858.460022 -1.698345838 -0.001456824 64.5476787DYTQMNELQR 2 41406084 1xTMT6plex [N-Term] 0.785 3.994033098 51.74 0 1526.747058 2 763.8773193 0.199241828 0.000152096 48.34898316YVRPGGGFEPNFMLFEK 6 41406084 2xTMT6plex [N-Term; K17] 0.386 2.715084314 10.46 0 2446.299344 3 816.1048584 0.277229078 0.000226062 84.17741441LITWSPVCR 8 41406084 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.76 0.748 3.232266426 35.89 0 1360.760858 2 680.8831787 -1.305966522 -0.000888554 75.09065511EALPAPSDDATALMTDPK 10 41406084 2xTMT6plex [N-Term; K18] 1.474 0.398 1.694913626 11.01 0 2301.204834 2 1151.103638 -2.101238144 -0.00241769 60.22041954505143 ME1 NADP-dependent malic enzyme 4199 NP_002386.1 15.73426573 1 7 7 17 572 64.109 6.13 1.86 1.37 1.62 Non-Significant #N/A AECSAEQCYK 2 4505143 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C3; C8] 1.87 4.090209007 40.7 0 1703.813313 2 852.4091187 -1.380582775 -0.001176128 36.45163927TATVYPEPQNK 2 4505143 2xTMT6plex [N-Term; K11] 2.12 2.805194616 27.3 0 1705.952507 2 853.4801025 0.247274249 0.000210919 43.66187357AIVVTDGER 4 4505143 1xTMT6plex [N-Term] 1.363 1.259 3.414673328 39.15 0 1188.678568 2 594.8428345 -0.14757117 -8.77E-05 40.50584109VLTSDIEK 4 4505143 2xTMT6plex [N-Term; K8] 2.446 1.823 3.371429205 31.74 0 1362.824453 2 681.9158325 -0.047174775 -3.21E-05 59.40906766SQMYSTDYDQILPDCYSWPEEVQK 1 4505143 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 2.249468088 0 3440.60668 3 1147.54126 0.740118564 0.000848819 89.04236323GSEYDDFLDEFMEAVSSK 2 4505143 2xTMT6plex [N-Term; K18] 1.453223586 2.9 0 2527.195057 2 1264.101563 0.313062499 0.000395585 108.8257838YLLLMDLQDR 2 4505143 1xTMT6plex [N-Term] 100 1.488639355 13.94 0 1508.834416 2 754.9196167 -1.630120267 -0.001229791 97.723619794758302 ERH enhancer of rudimentary homolog 2079 NP_004441.1 33.65384615 1 3 3 17 104 12.251 5.92 1.04 1.29 1.02 1.12 Significant 0.006 TYADYESVNECMEGVCK 5 4758302 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C11; C16] 1.218 3.448266029 23.68 0 2513.139868 3 843.7154541 -1.175862723 -0.000991305 46.23078368TYADYESVNECMEGVCK 4 4758302 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C11; C16]; 1xOxidation [M12] 1.292 3.091397285 28.51 0 2529.134783 3 843.7154541 -1.175862723 -0.000991305 46.23078368



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms ADTQTYQPYNK 4 4758302 2xTMT6plex [N-Term; K11] 1.461 0.905 3.410231352 37.89 0 1786.937585 2 893.9733276 1.003875822 0.000896932 39.83925444MYEEHLK 4 4758302 2xTMT6plex [N-Term; K7] 1.01 3.16199255 32.33 0 1407.770643 3 469.9280396 -0.765506556 -0.000359219 42.321599224759276 RRP9 U3 small nucleolar RNA-interacting protein 2 9136 NP_004695.1 10.94736842 1 4 4 14 475 51.809 7.85 1.17 1.11 1.04 1.1 Significant 0.0012 GKPASGAGAGAGAGK 6 4759276 3xTMT6plex [N-Term; K2; K15] 0.942 1.197 1.038 5.352933407 57.14 0 1844.095706 3 615.3701172 0.049911997 3.07E-05 25.82404685KPEEEEEEELEETAQEK 2 4759276 3xTMT6plex [N-Term; K1; K17] 0.99 5.562253952 32.62 0 2763.402691 3 921.8052979 -0.488656726 -0.000450118 59.55219372EIQAPASADIR 2 4759276 1xTMT6plex [N-Term] 1.275 4.409938812 58.57 0 1399.774259 2 700.3913574 0.842488524 0.000589647 42.81609868ECCVTAGGR 4 4759276 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C3] 100 1.103 3.127383232 42.43 0 1238.581908 2 619.7948608 0.433947633 0.00026874 21.0934513572534660 SRSF7 serine/arginine-rich splicing factor 7 isoform 1 6432 NP_001026854.1 25.21008403 1 5 5 30 238 27.35 11.82 1.21 1.07 1.02 1.1 Significant 0.0027 VYVGNLGTGAGK 10 72534660 2xTMT6plex [N-Term; K12] 1.168 1.405 1.161 4.75484848 81.48 0 1593.936463 2 797.470459 -1.770052519 -0.001410676 55.32148873VELSTGMPR 6 72534660 1xTMT6plex [N-Term] 1.729 1.032 0.911 3.478056908 49.96 0 1218.671374 2 609.8388062 -0.851923935 -0.000519108 37.54233518AFSYYGPLR 8 72534660 1xTMT6plex [N-Term] 100 0.867 1.051 3.503468275 35.73 0 1302.704389 2 651.8552856 -0.839738429 -0.000546965 60.28206434NPPGFAFVEFEDPRDAEDAVR 2 72534660 1xTMT6plex [N-Term] 0.842 3.022491932 19.17 1 2607.267696 3 869.7601929 -0.640838193 -0.000556946 91.8293298GHYAYDCHR 2 72534660 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.035 2.544605017 19.35 0 1407.642534 3 469.8854675 -0.48614765 -0.000228107 25.89320883VELSTGMPR 2 72534660 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.163 2.215553522 24 0 1234.666289 2 609.8388062 -0.851923935 -0.000519108 37.5423351819923790 RAB3GAP2 rab3 GTPase-activating protein non-catalytic subunit 25782 NP_036546.2 5.743000718 1 7 7 20 1393 155.886 5.62 1.28 0.89 1.42 1.19 Significant 0.017 VVSAAVQAQHSATK 4 19923790 2xTMT6plex [N-Term; K14] 1.498 1.465 3.556834221 28.2 0 1855.080167 3 619.0316772 0.168088844 0.000103939 45.02582827EEILSGALR 4 19923790 1xTMT6plex [N-Term] 0.824 1.177 3.092047453 43.42 0 1216.709868 2 608.8580322 -0.887661803 -0.000540013 50.4302178VKDPTEEATPTPFGK 2 19923790 3xTMT6plex [N-Term; K2; K15] 1.586 3.383076668 20.53 1 2304.305424 3 768.774231 1.178485745 0.000905197 53.47815322ELILDIK 4 19923790 2xTMT6plex [N-Term; K7] 0.944 100 2.508439779 32.23 0 1301.84446 2 651.4266968 1.272805422 0.000828497 73.07173189DAQIGWIQTVEDLHER 2 19923790 1xTMT6plex [N-Term] 2.204411983 3.2 0 2139.103197 3 713.7057495 -0.234675374 -0.000167332 86.8389321KQALESILASER 2 19923790 2xTMT6plex [N-Term; K1] 0.752 1.514651656 4.97 1 1803.074019 3 601.6972656 1.788587139 0.001074985 64.13865361LLYPGYK 2 19923790 2xTMT6plex [N-Term; K7] 1.032 2.957901955 23.99 0 1311.807681 2 656.4066162 -1.314794959 -0.000862379 60.228745248923900 CMAS N-acylneuraminate cytidylyltransferase 55907 NP_061156.1 15.43778802 1 7 7 20 434 48.349 7.93 0.67 0.84 0.9 0.8 Significant 0.0073 EVTEPLNLNPAK 2 8923900 2xTMT6plex [N-Term; K12] 0.725 2.692307234 31.36 0 1783.036571 2 892.0223389 0.465814548 0.000415282 64.80581955DAIGISLLK 2 8923900 2xTMT6plex [N-Term; K9] 0.716 2.758193016 29.98 0 1387.892473 2 694.4494019 -0.681341733 -0.000472815 72.97078821GVEKPPHLAALILAR 2 8923900 2xTMT6plex [N-Term; K4] 0.652 2.591947794 8.32 0 2043.284286 4 511.5759888 -1.057607054 -0.000540248 60.6917953LAVVDEWR 4 8923900 1xTMT6plex [N-Term] 0.855 1.149 2.820993662 34.69 0 1216.688739 2 608.8482056 0.325451202 0.000197986 67.56216969MEVSVSDK 4 8923900 2xTMT6plex [N-Term; K8] 0.979 0.898 3.242396593 44.05 0 1352.749573 2 676.8724365 -8.853673556 -0.005988402 43.12128258AVGYICK 4 8923900 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.649 0.644 3.049130201 34.27 0 1268.7437 2 634.8755493 0.095837175 6.08E-05 53.80504561EIISYDVK 2 8923900 2xTMT6plex [N-Term; K8] 2.081011295 15.34 0 1424.840103 2 712.9243164 0.879693446 0.000626711 50.5573570433636719 TIMM44 mitochondrial import inner membrane translocase subunit TIM44 10469 NP_006342.2 14.82300885 1 6 6 14 452 51.323 8.32 0.94 0.8 0.87 Non-Significant #N/A RLEESDVLQEAR 2 33636719 1xTMT6plex [N-Term] 1.008 4.770176411 31.79 1 1673.901978 3 558.6386108 -0.417706937 -0.000233067 48.07945651YDESDNAFIR 2 33636719 1xTMT6plex [N-Term] 1.059 3.08364749 10.06 0 1458.706239 2 729.8561401 -0.84682339 -0.000617633 45.52797957EIDDSVLGQTGPYR 2 33636719 1xTMT6plex [N-Term] 1.993475795 16.99 0 1778.912209 2 889.9594116 -0.372215003 -0.000331069 42.16099604VDPAFDKDR 2 33636719 2xTMT6plex [N-Term; K7] 0.931 2.951095819 8.06 1 1520.847313 3 507.620636 0.027181548 1.38E-05 43.17788201DQDELNPYAAWR 4 33636719 1xTMT6plex [N-Term] 2.174772739 20.89 0 1706.833565 2 853.9195557 -1.013509408 -0.000864946 57.29445772IKEGVEEAAK 2 33636719 3xTMT6plex [N-Term; K2; K10] 0.774 1.812039614 2.45 1 1761.072511 3 587.6957397 0.087871612 5.16E-05 44.95488444506631 RPL30 60S ribosomal protein L30 6156 NP_000980.1 58.26086957 1 5 5 30 115 12.776 9.63 1.34 2.08 1.68 1.7 Significant 0.015 TGVHHYSGNNIELGTACGK 4 4506631 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C17] 1.978 2.223 5.251025677 42.98 0 2473.265812 3 825.09375 0.357733486 0.000294923 36.4227343SEIEYYAMLAK 4 4506631 2xTMT6plex [N-Term; K11] 100 2.444666147 30.08 0 1775.965379 2 888.4849243 -1.580823151 -0.001403744 83.55624406SMPEQTGEK 2 4506631 2xTMT6plex [N-Term; K9] 1.173 3.944240808 42.97 0 1464.776851 2 732.8908691 -1.630889203 -0.001194444 35.01993881VCTLAIIDPGDSDIIR 8 4506631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.898166656 15.63 0 1987.073143 2 994.0396729 -0.5404969 -0.000537003 74.5586745LVILANNCPALR 12 4506631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.602 1.067 1.677 3.072625399 36.57 0 1582.930048 2 791.9634399 -6.598590505 -0.005222554 63.3048080342544144 GIPC1 PDZ domain-containing protein GIPC1 isoform 1 10755 NP_974197.1 15.31531532 1 5 5 13 333 36.027 6.28 0.94 0.7 0.89 0.84 Significant 0.0074 APPLVENEEAEPGR 4 42544144 1xTMT6plex [N-Term] 0.745 0.799 4.17394352 63.73 0 1736.901644 2 868.9535522 -1.045671077 -0.000908114 46.75629871KAPPLVENEEAEPGR 4 42544144 2xTMT6plex [N-Term; K1] 0.939 0.887 6.513677597 46.23 1 2094.159539 3 698.7244263 -0.388462002 -0.000271167 33.91804295DTELAATMVELGK 2 42544144 2xTMT6plex [N-Term; K13] 2.231112003 22.22 0 1836.018872 2 918.5118408 -1.343406331 -0.00123326 70.75750319GPATVEDLPSAFEEK 1 42544144 2xTMT6plex [N-Term; K15] 0.01 2.038243532 0 2048.095207 2 1024.549438 -1.76122031 -0.001803573 64.29992851AFDMISQR 2 42544144 1xTMT6plex [N-Term] 1.495 3.281536102 26.09 0 1196.629509 2 598.8198242 2.392300606 0.001431349 53.16146367148539578 DLG1 disks large homolog 1 isoform 2 1739 NP_004078.2 6.695464363 1 4 4 10 926 103.258 5.92 0.94 0.94 0.89 0.92 Significant 0.00033 AASHEQAAAALK 4 148539578 2xTMT6plex [N-Term; K12] 0.938 0.933 5.81534481 65.55 0 1625.937525 3 542.6514893 1.469443567 0.000796408 21.67566409NKDQSEQETSDADQHVTSNASDSESSYR 2 148539578 2xTMT6plex [N-Term; K2] 100 5.793339729 34.35 1 3573.621354 4 894.159668 -1.26260019 -0.001128014 33.96033785AVLGDDEITR 2 148539578 1xTMT6plex [N-Term] 0.776 3.575656891 43.56 0 1317.721161 2 659.3648682 0.985760997 0.000649479 41.56589054IITGGAAAQDGR 2 148539578 1xTMT6plex [N-Term] 1.157 3.934545755 36.09 0 1358.758943 2 679.8818359 -1.875229608 -0.001273993 39.415730434758874 TM9SF2 transmembrane 9 superfamily member 2 precursor 9375 NP_004791.1 11.91553544 1 5 5 19 663 75.725 7.44 1.57 0.98 1.61 1.39 Significant 0.021 LDSVESVLPYEYTAFDFCQASEGK 6 4758874 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C18] 1.606 3.862971306 38.16 0 3213.570218 3 1071.859863 -1.612295951 -0.001727075 98.45278515RPSENLGQVLFGER 4 4758874 1xTMT6plex [N-Term] 1.273 0.982 4.739625454 30.71 0 1831.002361 3 611.0047607 -1.437586042 -0.000877408 59.48034719YNQMDSTEDAQEEFGWK 2 4758874 2xTMT6plex [N-Term; K17] 2.387 3.375713587 28.85 0 2536.170239 3 846.0614014 -0.232085539 -0.000196203 72.08019509AEIELFVNR 4 4758874 1xTMT6plex [N-Term] 0.01 2.128190041 28.12 0 1319.752067 2 660.3791504 -0.790185351 -0.000521424 60.43776402FCNPGFPIGCYITDK 3 4758874 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C2; C10] 1.735664606 3.77 0 2247.134253 2 1124.062988 -6.921272051 -0.007776514 81.6195106413904870 RPS5 40S ribosomal protein S5 6193 NP_001000.2 31.37254902 1 6 6 37 204 22.862 9.72 1.34 1.13 1.19 1.22 Significant 0.0026 TIAECLADELINAAK 16 13904870 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 0.66 0.655 3.895880461 36.87 0 2090.156762 2 1045.580688 -1.273520208 -0.001330928 101.7585302GSSNSYAIK 6 13904870 2xTMT6plex [N-Term; K9] 1.332 1.105 3.191243649 59.26 0 1384.783651 2 692.8946533 -1.17022567 -0.000810255 40.14790677LTNSMMMHGR 6 13904870 1xTMT6plex [N-Term] 1.154 1.216 4.485134602 54.55 0 1406.690412 3 469.5679016 -0.895688209 -0.000419985 38.94283443QAVDVSPLR 2 13904870 1xTMT6plex [N-Term] 1.344 3.57710743 32.71 0 1213.710202 2 607.3582153 -0.863621263 -0.000524093 48.30771902VNQAIWLLCTGAR 6 13904870 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.459 1.559061408 14.7 0 1730.957326 2 865.9807739 -1.764606436 -0.001527229 101.5540295AQCPIVER 1 13904870 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.331 2.278522253 23.64 0 1201.656059 2 601.3321533 0.808468129 0.00048575 30.7508859131324577 MICALL1 MICAL-like protein 1 85377 NP_203744.1 8.690614137 1 7 7 28 863 93.383 7.25 0.78 0.83 0.83 0.81 Significant 0.00042 KKPAPLPPSSSPGPPSQDSR 6 31324577 3xTMT6plex [N-Term; K1; K2] 0.783 0.784 5.797396183 36.58 1 2717.555324 4 680.1426392 -2.427770031 -0.0016494 30.64760645QADVEYELR 6 31324577 1xTMT6plex [N-Term] 1.437 0.995 0.926 3.710441589 61.38 0 1351.705511 2 676.3502197 -9.135020001 -0.006173928 42.34053103LAFEVAEK 4 31324577 2xTMT6plex [N-Term; K8] 0.58 100 3.854439974 42.03 0 1364.818973 2 682.9130249 -0.146733975 -0.000100133 70.71596779ESELIYVFK 2 31324577 2xTMT6plex [N-Term; K9] 1.788499832 10.29 0 1585.924167 2 793.4656372 -0.106503161 -8.45E-05 83.25419023GALLAWCR 6 31324577 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.01 1.747290134 39.09 0 1175.655665 2 588.3314819 0.019212418 1.13E-05 57.81756527KDPPWITLVQAEPK 1 31324577 3xTMT6plex [N-Term; K1; K14] 0.612 1.670580745 1 2309.383615 3 770.4669189 1.120968349 0.000862915 75.66950311GVLLEEK 3 31324577 2xTMT6plex [N-Term; K7] 0.777 0.822 2.375931263 22.17 0 1245.78186 2 623.394104 -0.745164316 -0.000464156 57.5184602822749415 STT3A dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A isoform a 3703 NP_689926.1 8.65248227 1 5 6 43 705 80.477 8.07 1.84 1.91 1.89 1.88 Significant 0.00012 DFELDVLEEAYTTEHWLVR 20 22749415 1xTMT6plex [N-Term] 1.787 1.885 1.432 5.19290638 69.18 0 2594.297599 3 865.4376221 0.275069035 0.00023787 105.7250335ENDYYTPTGEFR 6 22749415 1xTMT6plex [N-Term] 2.789 2.106 2.028 4.058321476 41.84 0 1720.801596 2 860.9039307 -0.587535412 -0.000505516 44.97695165FLAEEGFYK 6 22749415 2xTMT6plex [N-Term; K9] 0.01 100 1.857497096 19.71 0 1561.866652 2 781.4363403 -0.798926039 -0.000623908 65.49363178EAYYWLR 4 22749415 1xTMT6plex [N-Term] 1.141 1.656 2.640106201 33.88 0 1229.651625 2 615.3294067 -0.071510854 -4.40E-05 64.764075IIFDDFR 4 22749415 1xTMT6plex [N-Term] 1.413 2.705269098 29.14 0 1154.640726 2 577.8237915 -0.363205782 -0.000209686 85.62895302AWYPLGR 3 22749415 1xTMT6plex [N-Term] 1.164 1.369 2.47536087 24.53 0 1091.619931 2 546.3136597 0.102513645 5.60E-05 59.675728668393638 F11R junctional adhesion molecule A precursor 50848 NP_058642.1 24.41471572 1 4 4 18 299 32.562 7.9 1.25 1.41 1.52 1.39 Significant 0.0032 AVLTCSEQDGSPPSEYTWFK 5 8393638 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C5] 1.063 3.88187027 35.84 0 2760.359103 3 920.7908936 -0.353459786 -0.000325225 93.93565749EDTGTYTCMVSEEGGNSYGEVK 2 8393638 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C8] 0.815 3.385681152 20.73 0 2871.306475 3 957.7735596 -0.121742164 -0.00011652 59.19722548LIVLVPPSKPTVNIPSSATIGNR 5 8393638 2xTMT6plex [N-Term; K9] 1.5 100 2.904299498 22.71 0 2831.71227 3 944.576416 0.856374746 0.000808336 78.69394679ITASYEDR 6 8393638 1xTMT6plex [N-Term] 1.361 1.411 1.489 3.384776831 54.23 0 1183.615633 2 592.3059082 -9.372420775 -0.005546672 35.6641788351093832 GAPVD1 GTPase-activating protein and VPS9 domain-containing protein 1 isoform 4 26130 NP_056450.2 6.523201076 1 8 8 22 1487 166.064 5.21 1.019 0.968 0.371 0.79 Non-Significant 0.064 LPNFGSHVLTPAEMEAFK 4 51093832 2xTMT6plex [N-Term; K18] 0.01 0.615 2.273369789 18.1 0 2446.320473 3 816.1101074 -1.9229142 -0.001568021 84.56504021EFIQDFQK 4 51093832 2xTMT6plex [N-Term; K8] 1.426 1.129 3.314847708 40.67 0 1512.846251 2 756.9273071 0.718425823 0.000543434 71.96064135LAFYPNQDGDILR 3 51093832 1xTMT6plex [N-Term] 1.07 2.335190058 12.7 0 1750.93255 2 875.9675293 -2.723340913 -0.002384193 84.4782409DKDDLGPDR 2 51093832 2xTMT6plex [N-Term; K2] 1.007 2.9054389 10.14 1 1488.805842 3 496.9393616 -1.552239478 -0.000770328 32.91817305ILEDTQFVDGYK 2 51093832 2xTMT6plex [N-Term; K12] 1.105752468 1.79 0 1886.031151 2 943.5195923 0.401462252 0.000378585 68.18501141ALQIPEVYLR 4 51093832 1xTMT6plex [N-Term] 0.01 1.795531869 14.37 0 1430.856866 2 715.9307251 -1.881966499 -0.001346412 73.96137521SVMSGDQLR 2 51093832 1xTMT6plex [N-Term] 0.371 2.166882038 15.9 0 1221.645887 2 611.321167 -8.865126741 -0.005415023 39.15289073AVETPPLSSVNLLEGLSR 1 51093832 1xTMT6plex [N-Term] 0.997899354 0 2111.19095 2 1056.099243 0.123185506 0.000130034 88.8015036431543831 TUBG1 tubulin gamma-1 chain 7283 NP_001061.2 17.51662971 1 6 6 26 451 51.138 6.14 1.32 1.24 1.47 1.34 Significant 0.0025 DNFDEMDTSR 4 31543831 1xTMT6plex [N-Term] 1.579 1.414 4.292633057 53.98 0 1458.636839 2 729.8208008 -1.723360766 -0.001256879 46.77411978IHEDIFDIIDR 2 31543831 1xTMT6plex [N-Term] 1.343 3.02811408 15.13 0 1614.868888 3 538.9610596 -0.162278848 -8.74E-05 78.24673545EIVQQLIDEYHAATRPDYISWGTQEQ 4 31543831 1xTMT6plex [N-Term] 1.206131458 8.45 0 3319.64325 3 1107.21814 -1.019586875 -0.001128222 95.11513831NVMVSTGR 6 31543831 1xTMT6plex [N-Term] 1.06 1.23 1.333 2.989381313 28.76 0 1092.603294 2 546.8049316 -0.647754545 -0.000353869 30.99151536AVLLDLEPR 8 31543831 1xTMT6plex [N-Term] 2.331 0.01 100 2.817517519 33.74 0 1254.761903 2 627.8858032 1.933741617 0.001213193 69.37407104DVFFYQADDEHYIPR 2 31543831 1xTMT6plex [N-Term] 100 0.983933926 3.84 0 2144.028635 3 715.3463135 -1.981424241 -0.001416077 61.69750978188536092 DFNA5 non-syndromic hearing impairment protein 5 isoform a 1687 NP_001120925.1 17.54032258 1 6 6 19 496 54.52 5.17 0.89 1.41 0.89 1.06 Significant 0.026 VESQSSFGTLR 4 188536092 1xTMT6plex [N-Term] 0.97 1.411 4.030753136 51.27 0 1439.769174 2 720.3903198 2.909840351 0.002094749 51.77443841KQEVDLQQLIR 4 188536092 2xTMT6plex [N-Term; K1] 0.905 3.17435503 25.44 1 1828.105653 3 610.039978 -0.148967303 -9.08E-05 67.48301104ALSDDGVSDLEDPTLTPLKDTER 4 188536092 2xTMT6plex [N-Term; K19] 100 2.544318438 17.3 1 2945.535547 3 982.5162354 -0.473178915 -0.000464588 65.61323781QATLLLER 4 188536092 1xTMT6plex [N-Term] 0.773 0.888 2.623711348 41.82 0 1172.720039 2 586.8634033 -0.433726173 -0.00025432 46.34852599LQLLSLVTK 2 188536092 2xTMT6plex [N-Term; K9] 100 1.688670754 18.74 0 1472.981622 2 736.9950562 0.823930638 0.000606817 92.47509881EFAFIDMPDAAHGISSQDGPLSVLK 1 188536092 2xTMT6plex [N-Term; K25] 1.544765353 0 3103.617443 3 1035.20874 -1.860769564 -0.001925039 98.783230055454140 TSG101 tumor susceptibility gene 101 protein 7251 NP_006283.1 15.38461538 1 6 6 18 390 43.916 6.46 0.91 0.96 0.92 0.93 Significant 0.00027 ASLISAVSDK 4 5454140 2xTMT6plex [N-Term; K10] 0.747 0.974 3.656883478 55.12 0 1448.872465 2 724.9395142 -0.492651841 -0.000356895 68.0454703LDQEVAEVDK 2 5454140 2xTMT6plex [N-Term; K10] 1.158 3.878756046 49.31 0 1603.894323 2 802.4497681 -1.286573035 -0.001031764 60.34681014AQAELNALK 4 5454140 2xTMT6plex [N-Term; K9] 0.966 0.552 3.122834682 31.89 0 1415.862235 2 708.4352417 0.686209727 0.000485789 47.04447544ELMNLTGTIPVPYR 4 5454140 1xTMT6plex [N-Term] 2.007450342 15.57 0 1833.014171 2 917.0087891 -2.111263001 -0.001934987 81.50888352DGTISEDTIR 2 5454140 1xTMT6plex [N-Term] 0.952 0.984 2.076972723 0 1335.69534 2 668.3516846 0.56347477 0.000376315 34.05879559LEEMVTR 2 5454140 1xTMT6plex [N-Term] 0.957 2.546686172 27.36 0 1106.607711 2 553.8070068 -0.880174713 -0.000487004 48.0455008114589951 POLR2E DNA-directed RNA polymerases I, II, and III subunit RPABC1 isoform a 5434 NP_002686.2 37.14285714 1 5 5 21 210 24.596 5.95 1.32 1.28 1.3 Non-Significant #N/A GYLVTQDELDQTLEEFK 8 14589951 2xTMT6plex [N-Term; K17] 3.059 3.042899847 38.46 0 2486.306657 3 829.4387207 -2.030208386 -0.001682574 101.8248373AQFGDKPSEGRPR 4 14589951 2xTMT6plex [N-Term; K6] 1.227 1.241 3.845042944 12.52 0 1903.055015 4 476.5191345 -0.160974885 -7.66E-05 31.94863781EEVTELLAR 6 14589951 1xTMT6plex [N-Term] 2.105416775 41.01 0 1288.730997 2 644.8688354 -0.467825763 -0.000301451 54.24710953YILEQFLQQELLINITEHELVPEHVVMTK 1 14589951 2xTMT6plex [N-Term; K29] 0.91166234 0 3965.186217 4 992.0511475 -0.87190262 -0.000864314 104.6270034IIRPSETAGR 2 14589951 1xTMT6plex [N-Term] 1.559 2.857759476 10.2 0 1328.784764 3 443.5993652 -0.919371525 -0.000407216 32.72248435226423947 NCEH1 neutral cholesterol ester hydrolase 1 isoform a 57552 NP_001139748.1 19.86607143 1 7 7 20 448 49.85 7.21 1.13 1.24 1.18 1.18 Significant 0.00072 VYFPEQIHDVVR 4 226423947 1xTMT6plex [N-Term] 1.364 1.233 3.78660202 21.74 0 1730.942721 3 577.6521606 -0.457829365 -0.000264159 69.64173834ICISGDSAGGNLAAALGQQFTQDASLK 3 226423947 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C2] 2.41650033 11.62 0 3151.645783 3 1051.216187 -3.736612709 -0.003925493 92.59783717VFEGPPKPEEPLKR 2 226423947 3xTMT6plex [N-Term; K7; K13] 0.819 4.636457443 6.77 1 2310.378864 4 578.3518677 2.933290826 0.001694253 55.90753771DDGIMYAK 2 226423947 2xTMT6plex [N-Term; K8] 1.16 2.922774792 32.74 0 1370.739009 2 685.8740234 1.28520819 0.000880843 51.32213275IVQELPQLLDAR 5 226423947 1xTMT6plex [N-Term] 2.256 100 100 2.055829048 18.74 0 1623.963122 2 812.4848022 -0.489160007 -0.000397189 85.70761677LMLLDATFR 2 226423947 1xTMT6plex [N-Term] 0.01 1.741682649 13.52 0 1308.75471 2 654.8814697 0.728351247 0.000476617 86.5012622YWVDYFK 2 226423947 2xTMT6plex [N-Term; K7] 1.124 2.551680803 7.12 0 1478.808409 2 739.9078979 0.074714505 5.52E-05 89.8230957256847620 BTF3L4 transcription factor BTF3 homolog 4 isoform 1 91408 NP_689478.1 35.44303797 1 4 5 18 158 17.26 6.35 0.292 1.448 1.015 0.92 Non-Significant 0.11 APKPEDIDEEDDDVPDLVENFDEASK 6 56847620 3xTMT6plex [N-Term; K3; K26] 0.604 3.44547987 23.49 0 3618.778973 4 905.4454956 -5.200789621 -0.004705127 79.88160897DDGTVIHFNNPK 4 56847620 2xTMT6plex [N-Term; K12] 1.448 1.015 3.603121281 26.01 0 1814.980118 3 605.6638184 -1.772185735 -0.001072161 42.86215591APKPEDIDEEDDDVPDLVENFDEASKNEAN 2 56847620 3xTMT6plex [N-Term; K3; K26] 2.624660969 1.99 1 4046.944535 4 1012.491333 -0.255110674 -0.000258105 83.77877636TATADDK 4 56847620 2xTMT6plex [N-Term; K7] 100 100 2.143968582 29.14 0 1179.662138 2 590.3352051 0.843509525 0.000497528 20.79536898KLQSSLK 2 56847620 3xTMT6plex [N-Term; K1; K7] 0.257 2.159942389 6.24 1 1490.987325 3 497.6672974 0.009134782 4.54E-06 45.313930114504255 H2AFZ histone H2A.Z 3015 NP_002097.1 31.25 1 2 4 36 128 13.545 10.58 1.42 1.25 1.1 1.25 Significant 0.0054 ATIAGGGVIPHIHK 12 4504255 2xTMT6plex [N-Term; K14] 1.394 1.243 1.097 4.46820116 62.97 0 1829.116158 2 915.0599976 -1.880598341 -0.001719916 43.90659797GDEELDSLIK 9 4504255 2xTMT6plex [N-Term; K10] 1.47 1.283 1.217 3.93214941 68.99 0 1576.883424 2 788.9453735 0.029450695 2.32E-05 75.06651035AGLQFPVGR 8 4504255 1xTMT6plex [N-Term] 1.651 1.586 1.732 3.172118664 41.82 0 1173.694158 2 587.350708 -0.01611525 -9.46E-06 48.51380726HLQLAIR 7 4504255 1xTMT6plex [N-Term] 1.465 1.466 1.517 2.113611698 34.05 0 1079.688679 2 540.3477173 -0.482638836 -0.00026055 39.1289095411761619 GMPPB mannose-1-phosphate guanyltransferase beta isoform 1 29925 NP_037466.2 18.8630491 1 6 6 16 387 42.622 6.46 0.713 1.696 0.85 1.09 Non-Significant 0.072 HHGQEGSILVTK 2 11761619 2xTMT6plex [N-Term; K12] 0.85 4.184049606 21.9 0 1764.016838 3 588.6764526 -1.152789361 -0.000677847 32.75382082ALILVGGYGTR 2 11761619 1xTMT6plex [N-Term] 1.091 2.464766264 13.9 0 1348.815002 2 674.9118652 1.076670076 0.000726114 72.31261415ISMSHEEEPLGTAGPLALAR 4 11761619 1xTMT6plex [N-Term] 2.013765574 4.92 0 2308.216847 3 770.0765991 -0.694318093 -0.000534212 63.81890565EVFPIMAK 4 11761619 2xTMT6plex [N-Term; K8] 1.572 1.696 3.285932779 34.9 0 1392.832515 2 696.9193726 -0.751398895 -0.000523286 76.46294038SIGESVPEPR 2 11761619 1xTMT6plex [N-Term] 0.522 2.279837608 36.73 0 1299.710596 2 650.3613281 3.680465493 0.00239177 39.49982591YGVVVCEADTGR 2 11761619 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.802 1.900237679 3.99 0 1554.778358 2 777.8925781 -0.307863817 -0.00023933 50.59740943217330644 WDR12 ribosome biogenesis protein WDR12 55759 NP_060726.3 19.62174941 1 5 5 14 423 47.678 5.9 1.4 0.88 1.55 1.28 Significant 0.024 GHAGSVDSIAVDGSGTK 2 217330644 2xTMT6plex [N-Term; K17] 1.546 5.979897022 38.8 0 2016.076203 3 672.6904907 -9.565333889 -0.006428147 37.54283591APLYDLAAHEDK 4 217330644 2xTMT6plex [N-Term; K12] 1.495 0.882 3.128118277 29.5 0 1800.98962 3 601.0018311 0.732677217 0.000439848 49.06034756WSPTHEQQLISGSLDNIVK 2 217330644 2xTMT6plex [N-Term; K19] 2.516 3.024942875 15.7 0 2610.429172 3 870.81427 -0.350490799 -0.000304977 79.32481869YAVDDVPFSIPAASEIADLSNIINK 4 217330644 2xTMT6plex [N-Term; K25] 1.857856989 7.81 0 3120.686902 3 1040.900757 0.261153342 0.000271659 106.5502128VWDVESGSLK 2 217330644 2xTMT6plex [N-Term; K10] 0.01 2.368569374 3.63 0 1577.893929 2 789.4512939 0.87590845 0.000691045 65.3888238189571677 NUDCD1 nudC domain-containing protein 1 isoform 1 84955 NP_116258.2 12.17838765 1 5 5 19 583 66.713 5.11 1.09 1.24 1.37 1.23 Significant 0.0043 LPTDLTACDNR 6 189571677 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.288 1.269 1.394 3.987907171 56.14 0 1504.762708 2 752.8855591 0.753151348 0.000566657 47.96330025DSAQCAAIAER 4 189571677 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.133 1.106 4.273508072 68.77 0 1420.705193 2 710.8562622 0.038293703 2.72E-05 32.59811073LSLEPLPCYQLELDAAVAEVK 4 189571677 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C8] 0.01 1.291 3.610772848 51.06 0 2816.551989 3 939.5212402 -1.001847963 -0.000940586 106.350047EMPCFCLR 4 189571677 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C6] 1.058 1.073 2.74920702 25.77 0 1341.6315 2 671.3205566 1.741395644 0.001168156 64.145577IKEPLYYWQQTEDDLTVTIR 1 189571677 2xTMT6plex [N-Term; K2] 1.065 2.149815321 1 2969.602444 3 990.5430908 4.133455965 0.004091574 96.80100183148833508 NOTCH1 neurogenic locus notch homolog protein 1 preproprotein 4851 NP_060087.3 2.739726027 1 5 5 11 2555 272.323 5.12 0.86 1.06 0.81 0.91 Significant 0.007 GTQGVHCEINVDDCNPPVDPVSR 4 148833508 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C14] 0.819 1.057 4.066047668 40.99 0 2794.308592 3 932.1066895 -1.10113129 -0.001025634 43.90777095DAHGQQMIFPYYGR 2 148833508 1xTMT6plex [N-Term] 0.808 3.31825161 3.78 0 1911.937318 3 637.9835205 -0.685104344 -0.000436626 49.29914158LAFETGPPR 2 148833508 1xTMT6plex [N-Term] 0.864 3.190303564 28.78 0 1216.688739 2 608.84729 -1.179497952 -0.000717541 50.20188503REPLGEDSVGLKPLK 1 148833508 3xTMT6plex [N-Term; K12; K15] 1.024 3.536325693 1 2325.410892 4 582.1098022 2.789590604 0.001621736 52.52058692VLLDHFANR 2 148833508 1xTMT6plex [N-Term] 0.777 3.721843719 23.4 0 1313.752736 3 438.5887451 -0.802014267 -0.000351216 58.087626264505941 POLR2B DNA-directed RNA polymerase II subunit RPB2 isoform 1 5431 NP_000929.1 7.410562181 1 6 6 14 1174 133.811 6.87 1.47 1.12 1.01 1.2 Significant 0.013 ELPAGINSIVAIASYTGYNQEDSVIMNR 2 4505941 1xTMT6plex [N-Term] 1.042 3.885591269 18.61 0 3254.656458 3 1085.555542 -1.347264602 -0.001461628 100.8900036LLFQELMSMSIAPR 2 4505941 1xTMT6plex [N-Term] 1.559 3.177806139 26.63 0 1865.022628 2 933.0147095 -0.260251366 -0.000242687 116.9679684VSGDDVIIGK 2 4505941 2xTMT6plex [N-Term; K10] 0.97 4.005110741 39.76 0 1460.872465 2 730.93927 -0.822844544 -0.000601035 49.94720595ISNLLSDYGYHLR 2 4505941 1xTMT6plex [N-Term] 100 2.015525103 6.87 0 1779.959099 3 593.9907837 -0.731267242 -0.000433875 77.2070997VLIAQEK 4 4505941 2xTMT6plex [N-Term; K7] 1.441 0.928 2.829127312 32.01 0 1258.813494 2 629.9095459 -1.333806106 -0.000839507 55.58372165EMLPHVGVSDFCETK 2 4505941 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 100 1.310285211 0.37 0 2207.124082 3 736.3795166 -0.038649985 -2.84E-05 61.88721876226246671 RPS20 40S ribosomal protein S20 isoform 1 6224 NP_001139699.1 27.46478873 1 4 4 38 142 15.995 9.32 1.29 1.27 1.33 1.29 Significant 0.00018 LIDLHSPSEIVK 18 226246671 2xTMT6plex [N-Term; K12] 0.944 1.311 1.472 3.293246031 36.88 0 1809.088606 3 603.7000122 -1.726150337 -0.00104092 60.92636893TPVEPEVAIHR 8 226246671 1xTMT6plex [N-Term] 1.294 1.277 4.352915287 52.8 0 1476.837194 3 492.9510498 0.949748604 0.000467541 37.21709858KTPCGEGSK 6 226246671 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C4] 1.214 1.229 1.295 2.497211218 32.76 1 1650.945203 3 550.9868164 0.419964726 0.000231113 21.18191458VCADLIR 6 226246671 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.355 1.273 100 2.477473021 31.45 0 1075.613131 2 538.3101807 -0.043167821 -2.32E-05 43.66913664217330598 GLOD4 glyoxalase domain-containing protein 4 51031 NP_057164.3 22.14765101 1 7 7 27 298 33.212 5.6 0.889 0.788 0.291 0.66 Non-Significant 0.071 ALLGYADNQCK 4 217330598 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.819 0.87 4.149376869 51.98 0 1710.924912 2 855.9658203 -0.320291672 -0.000273998 62.09435025LLDDAMAADK 6 217330598 2xTMT6plex [N-Term; K10] 100 100 0.583 2.537608385 38.84 0 1520.839451 2 760.9220581 -1.716945902 -0.0013056 60.63944542ELPDLEDLMK 7 217330598 2xTMT6plex [N-Term; K10] 0.783 0.01 2.315526009 13.86 0 1660.92318 2 830.9645386 -0.830755798 -0.000689911 88.79198005ILTPLVSLDTPGK 3 217330598 2xTMT6plex [N-Term; K13] 100 1.529802799 6.12 0 1812.124657 2 906.5657959 -0.188785647 -0.000171052 87.57869606IAFSCPQK 2 217330598 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 0.951 3.260665894 39.77 0 1408.802278 2 704.9053955 0.877721199 0.000618268 56.53949161SDEWFAK 4 217330598 2xTMT6plex [N-Term; K7] 0.911 0.572 2.977131844 30.72 0 1340.725073 2 670.8651123 -1.585038326 -0.00106255 67.27586537LELQGVK 1 217330598 2xTMT6plex [N-Term; K7] 2.634323835 33.33 0 1244.797844 2 622.90271 0.24033772 0.000149586 52.3858796626051235 NUP133 nuclear pore complex protein Nup133 55746 NP_060700.2 7.093425606 1 6 6 18 1156 128.898 5.1 1.43 1.35 1.4 1.39 Significant 0.00028 LLLCEHAEK 6 26051235 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.414 1.352 1.398 4.398730278 42.95 0 1570.90272 3 524.3057251 -0.062408085 -3.27E-05 50.58301179WELDDSSEK 2 26051235 2xTMT6plex [N-Term; K9] 1.695 3.277545691 45.96 0 1566.805174 2 783.9064941 0.343342784 0.000268976 62.72835249ALDLLEYIDEEEDININDLK 2 26051235 2xTMT6plex [N-Term; K20] 100 2.436039686 15.42 0 2835.491557 3 945.8363037 0.987939042 0.000933764 110.778116FLLHQETLPEQLLAEK 2 26051235 2xTMT6plex [N-Term; K16] 1.970828891 4.55 0 2367.368803 3 789.7932129 -1.570540306 -0.001239349 79.17965603EYEIPSNLTPADVFFR 3 26051235 1xTMT6plex [N-Term] 1.254829764 1.76 0 2127.095987 2 1064.05188 0.233400668 0.000248233 88.08768892DLLQADQLGSLK 3 26051235 2xTMT6plex [N-Term; K12] 100 1.856547594 10.78 0 1759.036571 2 880.0166016 -6.051065213 -0.005322022 66.434380064506711 RPS27 40S ribosomal protein S27 6232 NP_001021.1 39.28571429 1 2 4 18 84 9.455 9.45 1.42 1.33 1.37 Non-Significant #N/A DLLHPSPEEEK 4 4506711 2xTMT6plex [N-Term; K11] 1.451 3.437273502 36.58 0 1751.957986 3 584.6575928 0.136527425 7.97E-05 43.71484461DLLHPSPEEEKR 4 4506711 2xTMT6plex [N-Term; K11] 1.287 3.444027185 16.94 1 1908.059097 4 477.7700806 -0.316790175 -0.000151114 40.83048058LVQSPNSYFMDVK 4 4506711 2xTMT6plex [N-Term; K13] 1.684 1.975 2.396131039 25.53 0 1986.077055 2 993.5414429 -0.728067327 -0.000722999 77.9362314LTEGCSFR 4 4506711 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.006 2.139 2.769989491 34.85 0 1198.608774 2 599.8083496 0.541151345 0.000324314 37.07835988



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms LVQSPNSYFMDVK 2 4506711 2xTMT6plex [N-Term; K13]; 1xOxidation [M10] 1.396761298 3.68 0 2002.07197 2 993.5414429 -0.728067327 -0.000722999 77.9362314938318566 ABHD14A-ACY1 ABHD14A-ACY1 readthrough (NMD candidate) 100526760 NP_001303260.1 21.68674699 1 7 7 22 498 55.959 7.03 0.7 0.72 0.59 0.67 Significant 0.0036 VEVAPGYVVTVLTWPGTNPTLSSILLNSHTDVVPVFK 2 938318566 2xTMT6plex [N-Term; K37] 1.951 3.330491543 21.76 0 4408.45723 3 1470.157227 -0.02351673 -3.46E-05 116.5446425DSEGYIYAR 4 938318566 1xTMT6plex [N-Term] 1.034 1.045 3.338984489 57.38 0 1302.652747 2 651.8305054 0.757870576 0.000493621 45.04489081FMEDTAAEK 2 938318566 2xTMT6plex [N-Term; K9] 0.93 4.206781387 56.1 0 1499.781602 2 750.3951416 0.936805148 0.000702502 49.97955009WMHPQVTPTDDSNPWWAAFSR 4 938318566 1xTMT6plex [N-Term] 0.524 1.586288095 6.48 0 2758.30337 3 920.1087646 3.034635495 0.002790148 91.00803852AVGVPALGFSPMNR 2 938318566 1xTMT6plex [N-Term] 0.451 1.205006003 8.35 0 1644.909313 2 822.9609375 3.213417275 0.00264289 71.5279862GVDIYTR 6 938318566 1xTMT6plex [N-Term] 0.707 0.662 0.594 2.713295698 27.19 0 1052.593776 2 526.7996216 -1.718645863 -0.000904518 37.21448763TPVLLHDHDER 2 938318566 1xTMT6plex [N-Term] 0.578 2.293828964 12.18 0 1560.833171 3 520.9489136 -0.629963126 -0.000327756 36.0772677221316566 CHORDC1 cysteine and histidine-rich domain-containing protein 1 isoform a 26973 NP_036256.2 21.68674699 1 5 5 18 332 37.466 7.87 1.33 1.3 1.44 1.36 Significant 0.00098 KAEPMQWASLELPAAK 4 221316566 3xTMT6plex [N-Term; K1; K16] 1.218 1.418 3.340219736 19.71 1 2457.414263 3 819.8093872 -0.266381178 -0.000218203 80.26972043RPSPDEPMTNLELK 2 221316566 2xTMT6plex [N-Term; K14] 1.442 4.393647671 23.54 0 2085.141446 3 695.71875 0.12016451 8.35E-05 52.47787658FDPETNSDDACTYHPGVPVFHDALK 2 221316566 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C11] 1.173 1.881941438 7.6 0 3290.582848 4 823.4011841 0.0177045 1.46E-05 66.45262664SYVTMTATK 6 221316566 2xTMT6plex [N-Term; K9] 1.148 0.775 1.443 3.730023861 40.23 0 1459.823072 2 730.4154053 0.316084109 0.000230713 43.23747511LWGVIDVK 4 221316566 2xTMT6plex [N-Term; K8] 100 100 2.061853647 16.75 0 1387.871343 2 694.4382935 -1.464909516 -0.001016553 81.65211235154448892 XPO7 exportin-7 23039 NP_055839.3 6.43974241 1 5 5 16 1087 123.828 6.32 0.94 1.15 1.39 1.16 Significant 0.012 VSFASTDEQDAMDGELVCR 2 154448892 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 2.668 4.081673622 54.75 0 2359.074341 3 787.0300903 0.583413617 0.000458772 68.41610333QLYETTDTTTR 4 154448892 1xTMT6plex [N-Term] 0.944 1.152 3.73669219 40.71 0 1557.795782 2 779.4014282 -0.129853149 -0.000101142 34.09898954IYIGDQVQK 4 154448892 2xTMT6plex [N-Term; K9] 1.163 1.301 3.928559303 32.23 0 1521.9041 2 761.4550171 -0.882066296 -0.00067121 48.67060641ALVEFTNSPDCLSK 2 154448892 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 0.531 2.076487541 21.58 0 2039.088348 2 1020.046814 -0.97936429 -0.000998505 60.79563626AIELWYHDPACTTPVLK 4 154448892 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 100 1.866338015 7.92 0 2472.336123 3 824.7836914 0.160786693 0.000132506 67.4481790718860916 XRN2 5'-3' exoribonuclease 2 isoform 2 22803 NP_036387.2 8.631578947 1 6 6 20 950 108.513 7.47 1.09 0.93 0.77 0.93 Significant 0.0097 KPAAVLKPSDWEK 6 18860916 4xTMT6plex [N-Term; K1; K7; K13] 0.952 0.907 0.738 4.703540802 14.31 0 2385.467568 4 597.1220703 -0.468226864 -0.000279235 51.20811722GVGAEPLLPWNR 4 18860916 1xTMT6plex [N-Term] 2.325531483 27.63 0 1537.868828 2 769.4371948 -1.115180652 -0.000857501 66.18076798LLYMAIDGVAPR 2 18860916 1xTMT6plex [N-Term] 100 2.717790365 36.31 0 1547.881701 2 774.4440918 -0.512917912 -0.000396968 94.71074013AALEEVYPDLTPEETR 4 18860916 1xTMT6plex [N-Term] 1.659558296 10.13 0 2062.054181 2 1031.529663 -1.033841954 -0.001065919 68.45917801GVPAFFR 3 18860916 1xTMT6plex [N-Term] 1.532 1.171 2.052 31.9 0 1022.598467 2 511.8018494 -1.999816738 -0.001022505 54.61718097EEFKPNKPKPCGLCNQFGHEVK 1 18860916 5xTMT6plex [N-Term; K4; K7; K9; K22]; 2xCarbamidomethyl [C11; C14] 1.028 2.55256319 0 3789.095297 6 632.3554688 0.298733579 0.000188655 55.64732409355390313 SCRIB protein scribble homolog isoform a 23513 NP_874365.3 3.867069486 1 5 5 27 1655 177.616 5.1 0.79 0.94 0.85 0.86 Significant 0.0026 EAAEAGAEAR 15 355390313 1xTMT6plex [N-Term] 0.671 1.253 1.015 3.938349247 61.32 0 1203.616696 2 602.3122559 0.448123353 0.000269684 18.8058211SLEELLLDANQLR 4 355390313 1xTMT6plex [N-Term] 100 2.708297491 38.75 0 1742.98498 2 871.9953003 -0.949999043 -0.000827917 96.97460185ELPGQTLHWGPEATEAAGR 2 355390313 1xTMT6plex [N-Term] 0.885 3.612794399 16.06 0 2249.15121 3 750.3886719 0.11218232 8.41E-05 65.27559953ALAAVPSAGSVQR 2 355390313 1xTMT6plex [N-Term] 0.784 3.334738731 25.91 0 1455.848093 2 728.4294434 2.416137211 0.001758764 43.85980998GAGTAVQMR 4 355390313 1xTMT6plex [N-Term] 0.863 0.761 2.74221158 34.17 0 1119.614193 2 560.3110352 0.536133343 0.000300131 26.95958699194578923 SPAG9 C-Jun-amino-terminal kinase-interacting protein 4 isoform 1 9043 NP_001124000.1 3.482210447 1 4 4 18 1321 146.115 5.15 1.06 1.18 0.96 1.07 Significant 0.0035 KPEPPVNLK 2 194578923 3xTMT6plex [N-Term; K1; K9] 0.979 3.13681221 30.02 0 1709.092853 3 570.3694458 0.544916177 0.000310437 52.29757DDNEQLITQYER 4 194578923 1xTMT6plex [N-Term] 1.504 1.202 2.956917048 39.63 0 1752.860173 2 876.9328003 -1.054969524 -0.000924607 56.72505868HIEVQVAQETR 10 194578923 1xTMT6plex [N-Term] 1.1 1.179 0.777 4.144607067 46.02 0 1538.848821 3 513.6202393 -1.726145237 -0.000885426 34.0827721AKDDDDSDIPTAQR 2 194578923 2xTMT6plex [N-Term; K2] 1.051 3.842915535 15.86 1 2005.023833 3 669.0103149 -3.711594674 -0.002480612 31.472087029910542 SAR1A GTP-binding protein SAR1a 56681 NP_064535.1 31.31313131 1 5 5 25 198 22.353 6.68 1.34 1.72 1.07 1.38 Significant 0.018 VELNALMTDETISNVPILILGNK 5 9910542 2xTMT6plex [N-Term; K23] 100 3.71181798 26.92 0 2955.684066 3 985.8978271 -1.738147438 -0.001712472 110.5935959EIFGLYGQTTGK 6 9910542 2xTMT6plex [N-Term; K12] 1.138 2.944102526 30.7 0 1771.999457 2 886.5026245 -0.837695834 -0.000742198 72.30308026LVFLGLDNAGK 4 9910542 2xTMT6plex [N-Term; K11] 100 100 2.707002401 31.18 0 1604.977599 2 802.993103 0.828787073 0.000665092 73.87848009TDAISEEK 2 9910542 2xTMT6plex [N-Term; K8] 1.504 3.328924894 45.06 0 1350.751682 2 675.8792725 -0.306028214 -0.000206684 38.81685998TTLLHMLK 8 9910542 2xTMT6plex [N-Term; K8] 0.752 1.24 0.91 2.545344591 23.69 0 1414.885613 3 472.2993469 -1.502403089 -0.000708576 56.33666666521258690 SNRPD3 small nuclear ribonucleoprotein Sm D3 6634 NP_001265585.1 31.74603175 1 3 3 28 126 13.907 10.32 1.48 1.02 1.06 1.19 Significant 0.015 VLHEAEGHIVTCETNTGEVYR 14 521258690 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.118 0.899 1.042 5.900699615 53.96 0 2643.30343 4 661.581543 0.345002011 0.000227986 42.85473361VAQLEQVYIR 4 521258690 1xTMT6plex [N-Term] 100 1.105 3.404083014 40.29 0 1447.84703 2 724.4273682 0.296811829 0.000214869 65.77968695FLILPDMLK 10 521258690 2xTMT6plex [N-Term; K9] 2.135 1.702 1.697 2.396855116 20.82 0 1547.963529 2 774.4855957 0.249105514 0.000192803 96.39704443954170033 MTCH2 mitochondrial carrier homolog 2 isoform 1x 23788 NP_001304160.1 21.33757962 1 5 5 16 314 34.424 8.09 0.93 0.86 0.94 0.91 Significant 0.00076 EVSSSFDHVIK 4 954170033 2xTMT6plex [N-Term; K11] 0.926 0.854 3.208487511 50.93 0 1705.952507 3 569.3222656 -0.154163143 -8.77E-05 46.17227631VLQHYQESDKGEELGPGNVQK 4 954170033 3xTMT6plex [N-Term; K10; K21] 0.886 0.906 5.962934017 36.8 1 3042.646324 4 761.4181519 1.463703435 0.001113383 44.50928036EEGILGFFAGLVPR 2 954170033 1xTMT6plex [N-Term] 2.158061504 29.23 0 1733.978772 2 867.4888916 -4.766913533 -0.004132863 114.3754404LCSGVLGTVVHGK 4 954170033 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 2.263653278 23.09 0 1785.045696 3 595.6869507 0.337795712 0.000200994 53.31466071SMVQFIGR 2 954170033 1xTMT6plex [N-Term] 100 1.961012602 29.02 0 1166.65533 2 583.831543 0.410864707 0.000239669 60.30768574545687487 GMPR2 GMP reductase 2 isoform 4 51292 NP_001269951.1 12.17798595 1 5 5 18 427 46.908 8.51 0.92 1.28 1.2 1.13 Significant 0.0091 GHIISDGGCSCPGDVAK 2 545687487 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C9; C11] 0.776 5.131152153 48.05 0 2188.089094 3 730.0345459 -0.004193014 -3.06E-06 38.79336015STCTYVGAAK 6 545687487 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.907 1.266 0.912 4.349741936 66.31 0 1515.824135 2 758.4146729 -1.363170586 -0.001033163 39.43202028YAGGVAEYR 6 545687487 1xTMT6plex [N-Term] 0.781 1.291 1.286 3.44485569 39.84 0 1214.636703 2 607.8221436 0.253186302 0.000153765 36.38566553FSLFTAVHK 2 545687487 2xTMT6plex [N-Term; K9] 100 2.27878499 29.35 0 1507.903706 3 503.3057251 -0.71892988 -0.000361359 71.18438956DVLLRPK 2 545687487 2xTMT6plex [N-Term; K7] 1.078 2.742403507 14.48 0 1298.856028 3 433.6240234 1.14666481 0.000496451 41.2521259122538467 PSMB4 proteasome subunit beta type-4 5692 NP_002787.2 24.62121212 1 4 4 25 264 29.185 5.97 0.97 1.12 0.79 0.96 Significant 0.0097 QPVLSQTEAR 4 22538467 1xTMT6plex [N-Term] 0.933 3.804872274 47.13 0 1357.763694 2 679.3858643 0.557995201 0.000378813 34.26186987GVEIEGPLSTETNWDIAHMISGFE 7 22538467 1xTMT6plex [N-Term] 100 100 0.79 2.060399532 33.16 0 2861.386491 3 954.4703369 3.483252689 0.003322311 106.2473122QVLGQMVIDEELLGDGHSYSPR 8 22538467 1xTMT6plex [N-Term] 2.913912296 28.62 0 2672.355131 3 891.4578247 1.418195153 0.001263307 92.96041548FQIATVTEK 6 22538467 2xTMT6plex [N-Term; K9] 1.007 1.11 3.435772896 48.75 0 1494.893201 2 747.9504395 0.26847152 0.000200668 68.40606217168229250 ASNS asparagine synthetase [glutamine-hydrolyzing] isoform a 440 NP_001664.3 13.01247772 1 7 7 27 561 64.329 6.86 2.86 1.15 100 34.67 Non-Significant #N/A DVPLHALYDNVEK 2 168229250 2xTMT6plex [N-Term; K13] 100 2.49154067 18.38 0 1971.095148 3 657.7025757 -1.001569722 -0.000658063 58.72197588ADWLSHYWMPK 4 168229250 2xTMT6plex [N-Term; K11] 2.384 1.297 2.290076971 10.65 0 1891.992932 3 631.3353882 -0.697888029 -0.000440133 84.21888696ELYLFDVLR 6 168229250 1xTMT6plex [N-Term] 100 100 2.42695713 28.34 0 1396.803768 2 698.9042969 -1.754784785 -0.001225545 92.50256556VASVEMVK 2 168229250 2xTMT6plex [N-Term; K8] 1.074 3.236886978 27.84 0 1320.79613 2 660.9012451 -0.693472372 -0.000457968 45.96072733EAFSDGITSVK 6 168229250 2xTMT6plex [N-Term; K11] 100 2.594726801 26.16 0 1611.899408 2 806.453186 -0.194174454 -0.000156495 55.05318311WINATDPSAR 2 168229250 1xTMT6plex [N-Term] 2.777 2.560274839 21.94 0 1359.721829 2 680.3661499 2.348785331 0.001596847 48.96206489LFPGFEIETVK 5 168229250 2xTMT6plex [N-Term; K11] 100 100 100 1.927161098 14.33 0 1738.01913 2 869.5149536 2.014331432 0.001750473 89.62181058193211614 NSDHL sterol-4-alpha-carboxylate 3-dehydrogenase, decarboxylating 50814 NP_001123237.1 20.64343164 1 6 6 23 373 41.874 8.06 1.1 0.95 1.3 1.11 Significant 0.0081 DPQLVPILIEAAR 4 193211614 1xTMT6plex [N-Term] 0.831 1.343 3.29282403 29.97 0 1663.994422 2 832.5004272 -0.507512406 -0.000422249 92.81526395VALAGTFHYYSCER 2 193211614 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 100 2.30893445 10.33 0 1902.936984 3 634.9832153 -0.993907797 -0.000630448 66.38424461GYAVNVFDIQQGFDNPQVR 5 193211614 1xTMT6plex [N-Term] 1.861022353 10.07 0 2396.219624 2 1198.611572 -1.567476834 -0.001878009 101.2184011AMGYQPLVTMDDAMER 6 193211614 1xTMT6plex [N-Term] 100 0.73 1.970172524 9.46 0 2056.970334 2 1028.987549 -1.221682057 -0.001256482 68.40080479QDLYPALK 2 193211614 2xTMT6plex [N-Term; K8] 1.141 3.174570799 38.87 0 1405.845523 2 703.4216919 -6.697301223 -0.004707685 50.75709086VNYIGTK 4 193211614 2xTMT6plex [N-Term; K7] 1.109 0.917 2.752198458 38.86 0 1252.766544 2 626.8869629 0.083935232 5.26E-05 52.52447425237649019 SLC25A13 calcium-binding mitochondrial carrier protein Aralar2 isoform 1 10165 NP_001153682.1 9.763313609 1 3 6 19 676 74.257 8.62 0.97 0.9 0.62 0.83 Significant 0.016 LQVAGEITTGPR 4 237649019 1xTMT6plex [N-Term] 0.888 0.904 4.179339886 52.55 0 1470.847758 2 735.9273071 -0.285931827 -0.000210281 54.73353578GEVTFEDVK 4 237649019 2xTMT6plex [N-Term; K9] 1.125 0.621 4.16509676 57.68 0 1481.825181 2 741.4094849 -9.102175892 -0.006743917 49.28437938LTVNDFVR 2 237649019 1xTMT6plex [N-Term] 0.461 2.817445755 30.23 0 1192.688739 2 596.8477173 -0.486790617 -0.000290295 70.37174757DVEVTKEEFVLAAQK 2 237649019 3xTMT6plex [N-Term; K6; K15] 1.302 2.426667929 4.04 1 2393.389488 3 798.4680786 0.081319754 6.49E-05 75.26425165DLGFFGIYK 4 237649019 2xTMT6plex [N-Term; K9] 0.01 0.764 2.105556011 18.51 0 1517.876823 2 759.4401855 -2.456184978 -0.001864093 87.46717504GLIPQLIGVAPEK 6 237649019 2xTMT6plex [N-Term; K13] 1.54575789 10.4 0 1793.130077 2 897.0632935 -6.004447795 -0.005383378 83.2280342316933567 RAB8A ras-related protein Rab-8A 4218 NP_005361.2 27.0531401 1 2 6 38 207 23.653 9.07 1.49 1.43 1.43 1.45 Significant 0.00019 NIEEHASADVEK 4 16933567 2xTMT6plex [N-Term; K12] 1.487 1.339 4.204847813 39.42 0 1799.953963 3 600.65625 0.129819987 7.79E-05 45.64007915LLIIGDSGVGK 16 16933567 2xTMT6plex [N-Term; K11] 1.245 1.279 1.206 3.92585659 52.68 0 1529.9667 2 765.4867554 -0.304645724 -0.000233049 82.80666899LQIWDTAGQER 64 16933567 1xTMT6plex [N-Term] 1.503 1.383 1.259 3.509291172 38.51 0 1545.822272 2 773.4157715 1.290341578 0.000997319 52.93626792FMETSAK 2 16933567 2xTMT6plex [N-Term; K7] 1.581 1.429 3.112176895 34.31 0 1271.70698 2 636.3562622 -1.362283894 -0.000866213 39.04951336LAIDYGIK 4 16933567 2xTMT6plex [N-Term; K8] 100 2.136830091 18.26 0 1350.839709 2 675.9226685 -1.22043787 -0.000824308 74.54588435TIELDGK 6 16933567 2xTMT6plex [N-Term; K7] 1.244 1.655 1.125 2.812875271 37.97 0 1233.745474 2 617.3762207 -0.250775996 -0.000154697 43.776863664758606 ILK integrin-linked protein kinase isoform 1 3611 NP_004508.1 18.5840708 1 6 6 19 452 51.386 8.07 1.23 1.47 1.35 Non-Significant #N/A EVPFADLSNMEIGMK 4 4758606 2xTMT6plex [N-Term; K15] 1.234 1.513 2.691398859 30.28 0 2139.123019 2 1070.06311 -1.904924045 -0.002037433 94.19873031SVMIDEDMTAR 4 4758606 1xTMT6plex [N-Term] 1.035 1.45 4.083146572 41.19 0 1496.728631 2 748.8686523 0.933667915 0.000698724 46.22950076LWLDNTENDLNQGDDHGFSPLHWACR 2 4758606 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C25] 1.314311862 6.47 0 3339.543888 4 835.6405029 -1.109723775 -0.000926493 90.15729315DFNEECPR 2 4758606 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.474 3.140690088 34.32 0 1295.588767 2 648.2983398 0.491149288 0.000318164 33.77350253MYAPAWVAPEALQK 5 4758606 2xTMT6plex [N-Term; K14] 100 1.963136196 8.98 0 2033.129425 2 1017.067383 -0.95225861 -0.000968032 79.54674721FDMIVPILEK 2 4758606 2xTMT6plex [N-Term; K10] 1.27573216 8.91 0 1662.990472 2 831.9996948 0.986715477 0.000820449 94.97256389974005364 HEXA beta-hexosaminidase subunit alpha isoform 1 precursor 3073 NP_001305754.1 12.40740741 1 6 7 28 540 61.96 5.21 1.215 0.238 0.629 0.69 Non-Significant 0.13 GLETFSQLVWK 2 974005364 2xTMT6plex [N-Term; K11] 0.41 2.344783306 28.87 0 1766.025278 2 883.5158081 -0.531175331 -0.000469035 92.83539143GILIDTSR 20 974005364 1xTMT6plex [N-Term] 0.621 0.537 0.776 3.068377733 38.72 0 1103.662189 2 552.3353882 1.187226671 0.000655149 42.64933535SNPEIQDFMR 2 974005364 1xTMT6plex [N-Term] 2.063334703 23.69 0 1465.73068 2 733.3690186 0.055207533 4.05E-05 52.34771222GYVVWQEVFDNK 4 974005364 2xTMT6plex [N-Term; K12] 100 1.476556659 9.89 0 1942.04747 2 971.5264893 -0.910216873 -0.000883842 86.48026518ALLSAPWYLNR 6 974005364 1xTMT6plex [N-Term] 1.039 0.01 0.01 1.955537796 14.23 0 1532.878664 2 766.9418335 -1.483540651 -0.001137044 74.27507679ELELVTK 2 974005364 2xTMT6plex [N-Term; K7] 0.479 2.509167433 19.13 0 1289.808074 2 645.4083252 1.007398427 0.000649675 56.58716842ISYGPDWK 2 974005364 2xTMT6plex [N-Term; K8] 100 1.960553527 9.88 0 1423.798572 2 712.4032593 0.470273465 0.000334787 53.3604406300934762 CORO1A coronin-1A 11151 NP_001180262.1 10.62906725 1 5 5 19 461 50.994 6.68 1.03 0.93 0.93 0.96 Significant 0.0012 KLQATVQELQK 2 300934762 3xTMT6plex [N-Term; K1; K11] 0.886 4.951768398 33.22 1 1973.236222 3 658.4130249 -5.929843997 -0.003900328 48.70539674EPVVTLEGHTK 2 300934762 2xTMT6plex [N-Term; K11] 1.379 4.159534454 42.43 0 1667.973242 3 556.6624756 -0.220970084 -0.000122857 43.61063458ADQCYEDVR 4 300934762 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.995 1.075 3.460225105 50.76 0 1384.636445 2 692.8222046 0.496455001 0.000343705 35.84901095DAGPLLISLK 5 300934762 2xTMT6plex [N-Term; K10] 100 2.147173166 21.13 0 1484.945237 2 742.9775391 1.727319592 0.001282488 96.61690769AVFVSEGK 6 300934762 2xTMT6plex [N-Term; K8] 0.845 0.868 0.938 3.554927349 35.94 0 1294.777109 2 647.8910522 -1.761537022 -0.001140399 50.1429098311771647 ARPC4 actin-related protein 2/3 complex subunit 4 isoform c 10093 NP_001185709.1 32.0855615 1 5 5 36 187 21.574 8.59 1.26 1.12 0.77 1.05 Significant 0.019 KPVEGYDISFLITNFHTEQMYK 7 311771647 3xTMT6plex [N-Term; K1; K22] 1.327 100 4.049642086 26.84 0 3347.795296 4 837.7037964 -0.579704837 -0.000485183 90.21791015IVAEEFLK 6 311771647 2xTMT6plex [N-Term; K8] 0.823 1.135 0.674 3.920823812 43.23 0 1406.865924 2 703.9371338 0.758656605 0.000533664 74.19762351VLIEGSINSVR 10 311771647 1xTMT6plex [N-Term] 5.217 1.384 0.72 3.216809034 31.67 0 1415.841945 2 708.4243164 -0.415567219 -0.000294189 57.76421192AENFFILR 7 311771647 1xTMT6plex [N-Term] 2.737 1.063 0.01 3.010909796 31.68 0 1238.709474 2 619.8581543 -0.356844167 -0.000221013 81.25131907ELLLQPVTISR 6 311771647 1xTMT6plex [N-Term] 1.212 0.978 100 2.350453854 28.65 0 1497.920195 2 749.4628296 -1.209884424 -0.000906155 64.281860965453980 DNAJC3 dnaJ homolog subfamily C member 3 precursor 5611 NP_006251.1 15.27777778 1 6 6 17 504 57.544 6.15 0.86 1.09 1.33 1.09 Significant 0.015 AEAYLIEEMYDEAIQDYETAQEHNENDQQIR 2 5453980 1xTMT6plex [N-Term] 1.842725039 2.55 0 3987.8028 4 997.7055054 -0.653998143 -0.000652004 103.1721689AALPDLTK 6 5453980 2xTMT6plex [N-Term; K8] 0.968 1.138 1.327 3.200124979 40.06 0 1286.808409 2 643.9076538 -0.293589014 -0.000188896 51.33389385KFIDIAAAK 2 5453980 3xTMT6plex [N-Term; K1; K9] 0.816 4.002921581 17.71 1 1664.071389 3 555.3613281 -1.176647236 -0.000652675 59.88175416ILEVCVWDAELR 3 5453980 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 100 1.921082616 20.7 0 1731.930108 2 866.4671021 -1.836320313 -0.001590189 95.62945097LIESAEELIR 2 5453980 1xTMT6plex [N-Term] 100 2.791919947 46.87 0 1401.815061 2 701.4118652 0.993525315 0.000696369 75.37234823YTDATSK 2 5453980 2xTMT6plex [N-Term; K7] 0.828 2.618998289 29.88 0 1243.693439 2 622.3511353 1.250539533 0.000777644 30.3362178342542392 CEBPZ CCAAT/enhancer-binding protein zeta 10153 NP_005751.2 6.831119545 1 6 6 23 1054 120.898 5.94 1.14 1.23 0.84 1.07 Significant 0.012 GVVSGEVER 6 42542392 1xTMT6plex [N-Term] 1.78 1.631 1.521 3.032473326 59.2 0 1160.647268 2 580.8275757 0.523093626 0.000303564 29.74646234AIVSSGTLGDR 7 42542392 1xTMT6plex [N-Term] 0.763 0.77 0.722 3.247930527 33.46 0 1304.737145 2 652.8720093 -0.309062491 -0.000201623 41.58504115GKENTDSVVMQPK 2 42542392 3xTMT6plex [N-Term; K2; K13] 1.349 3.700582981 25.49 1 2120.198851 3 707.4047852 0.448848819 0.000317216 43.22986031GAIDDLQQGELEAFIQNLNLAK 4 42542392 2xTMT6plex [N-Term; K22] 2.604121923 9.21 0 2858.566393 3 953.5268555 -0.132998048 -0.000126728 104.339848EPLEFHAK 2 42542392 2xTMT6plex [N-Term; K8] 1.312 3.046076298 25.39 0 1428.825121 3 476.9463501 -0.437007316 -0.000208136 48.0576153ALLVQVVNK 2 42542392 2xTMT6plex [N-Term; K9] 100 1.351078272 4.95 0 1441.950656 2 721.4785767 -0.540656287 -0.0003898 58.648896074758788 NDUFS3 NADH dehydrogenase [ubiquinone] iron-sulfur protein 3, mitochondrial precursor 4722 NP_004542.1 26.89393939 1 5 5 16 264 30.223 7.5 1.13 0.98 1.49 1.2 Significant 0.016 KFDLNSPWEAFPVYR 4 4758788 2xTMT6plex [N-Term; K1] 0.611 1.494 4.010477066 18.54 1 2327.258859 3 776.4244995 0.036994233 2.87E-05 89.93199304SLVDLTAVDVPTR 4 4758788 1xTMT6plex [N-Term] 0.802 1.156 3.46804285 51.87 0 1614.926402 2 807.9682007 1.685765484 0.001361194 76.31743758EIWDMFGVFFANHPDLR 2 4758788 1xTMT6plex [N-Term] 100 3.077996731 36.53 0 2323.153124 3 775.0545654 -1.713783261 -0.001327127 113.0686745ILTDYGFEGHPFR 2 4758788 1xTMT6plex [N-Term] 0.873 2.459455013 11.02 0 1780.921986 3 594.3122559 0.128376272 7.62E-05 78.96168495VVAEPVELAQEFR 4 4758788 1xTMT6plex [N-Term] 1.558 0.78 2.684483767 21.38 0 1715.952951 2 858.4799194 -0.226814384 -0.000194601 87.67944131337756501 MTHFD1L monofunctional C1-tetrahydrofolate synthase, mitochondrial isoform 1 precursor 25902 NP_001229696.1 6.84371808 1 6 6 24 979 105.823 8.06 0.66 0.95 0.94 0.85 Significant 0.012 GDAHECFVSPVAK 6 337756501 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 0.836 0.969 0.923 4.310259819 28.36 0 1874.983489 3 625.666626 0.978803119 0.000611747 44.29360086AEIDLVCELAK 4 337756501 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 100 100 1.920738101 35.88 0 1718.976279 2 859.991394 -0.44641341 -0.000383687 77.47419644EFSEIQLAR 2 337756501 1xTMT6plex [N-Term] 0.865 3.251383543 28.27 0 1321.731332 2 661.3694458 0.214439619 0.000141716 62.21463868DVDGVTDINLGK 4 337756501 2xTMT6plex [N-Term; K12] 0.194 1.66121161 6.83 0 1703.957986 2 852.4827271 0.112445004 9.58E-05 67.15387143DFILPISDVR 6 337756501 1xTMT6plex [N-Term] 1.67 2.312240601 21.12 0 1403.809582 2 702.4080811 -0.496050628 -0.00034818 71.42686432LDIDPSTITWQR 2 337756501 1xTMT6plex [N-Term] 1.74 1.559210658 11 0 1673.906001 2 837.4555664 -1.281480261 -0.001072539 79.41487442122891870 MIA3 melanoma inhibitory activity protein 3 isoform 1 precursor 375056 NP_940953.2 3.618248558 1 6 6 17 1907 213.57 4.84 1.02 1.03 1.05 1.03 Significant 0.000073 LCADDECSMLMYR 2 122891870 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C7] 1.672 2.365380764 33.49 0 1892.821228 2 946.9137573 -0.522823576 -0.000494806 70.90579338AVSAAEEVK 4 122891870 2xTMT6plex [N-Term; K9] 1.083 1.049 4.235051632 57.85 0 1361.804052 2 681.4050293 -0.93232668 -0.000634823 38.12586391DVAATASK 6 122891870 2xTMT6plex [N-Term; K8] 1.009 0.978 1.032 3.320560455 41.86 0 1220.725073 2 610.8660889 -0.140879899 -8.60E-05 29.15668146DLEVALTHK 2 122891870 2xTMT6plex [N-Term; K9] 0.901 2.902213335 28.21 0 1483.88845 3 495.3006287 -0.752875778 -0.000372395 46.82187712ELEDEVPILGR 2 122891870 1xTMT6plex [N-Term] 2.170363903 17.39 0 1498.831439 2 749.9182739 -1.446572563 -0.001084084 75.50823277EELQVPTDETDFVCFDGGR 1 122891870 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.909344435 0 2443.128485 2 1222.065308 -2.106657777 -0.002573418 70.39082127117647226 TRMT10C mitochondrial ribonuclease P protein 1 precursor 54931 NP_060289.2 18.61042184 1 5 5 19 403 47.317 9.36 0.69 0.66 0.7 0.68 Significant 0.00031 EVPEHITEEELK 10 117647226 2xTMT6plex [N-Term; K12] 0.681 0.665 0.698 3.963311434 40.85 0 1911.047529 2 956.0271606 -0.25347404 -0.0002422 47.59740881GAQAMQFGQPLVFDMAYENYMK 2 117647226 2xTMT6plex [N-Term; K22] 1.296402454 7.03 0 2997.471313 3 999.8261719 -2.452125219 -0.002450058 98.34769455NVDPFHIYFCNLK 1 117647226 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 0.897 1.609167933 0 2125.130488 3 709.0478516 -0.699506458 -0.000495514 83.71472718VYVIGSFVDK 3 117647226 2xTMT6plex [N-Term; K10] 100 0.01 1.978573799 15.26 0 1584.940151 2 792.9730225 -0.872479711 -0.000691414 76.34933917DSIIYLTADSPNVMTTFR 3 117647226 1xTMT6plex [N-Term] 1.008726478 4.26 0 2273.1685 2 1137.087402 -0.427391326 -0.000485766 89.70418713151101292 TMX1 thioredoxin-related transmembrane protein 1 precursor 81542 NP_110382.3 22.14285714 1 6 6 14 280 31.771 4.98 1.09 0.87 100 33.99 Non-Significant #N/A VDVTEQPGLSGR 4 151101292 1xTMT6plex [N-Term] 1.328 0.98 3.747059822 32.48 0 1486.806287 2 743.9070435 0.351770145 0.000261507 39.61841671SLGPSLATDK 1 151101292 2xTMT6plex [N-Term; K10] 0.919 3.984909058 0 1446.856815 2 723.9327393 0.958260424 0.000693233 49.55093269FIITALPTIYHCK 4 151101292 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.115 0.01 3.056867361 26.29 0 2035.181461 3 679.0650635 -0.404769957 -0.000274593 82.3797104RPQPYPYPSK 2 151101292 2xTMT6plex [N-Term; K10] 1.42 3.46647191 15.25 0 1690.968097 3 564.3253174 -3.961216994 -0.002232764 38.62583616VITDENWR 2 151101292 1xTMT6plex [N-Term] 1.09 3.426519156 23.63 0 1261.673817 2 631.3411865 1.01430089 0.000639858 49.81698345DFINFISDK 1 151101292 2xTMT6plex [N-Term; K9] 100 1.650665522 0 1556.872465 2 778.9398804 0.011967703 9.32E-06 92.03842698296179427 HADH hydroxyacyl-coenzyme A dehydrogenase, mitochondrial isoform 1 precursor 3033 NP_001171634.2 20.54380665 1 7 7 29 331 36.013 8.53 0.6 0.66 0.73 0.66 Significant 0.0032 GDASKEDIDTAMK 6 296179427 3xTMT6plex [N-Term; K5; K13] 0.474 0.548 3.700653791 15.96 1 2068.119932 3 690.0444336 -0.572500043 -0.000394666 45.11500942TFESLVDFSK 6 296179427 2xTMT6plex [N-Term; K10] 2.305440664 22.16 0 1630.909245 2 815.9569702 -1.582589786 -0.00129053 75.51585101FAGLHFFNPVPVMK 4 296179427 2xTMT6plex [N-Term; K14] 0.01 100 1.69303751 5.8 0 2062.17123 3 688.0604248 -2.186625374 -0.001503065 96.63761203AGDEFVEK 2 296179427 2xTMT6plex [N-Term; K8] 0.639 2.875589371 32.07 0 1352.746202 2 676.8768311 0.135339042 9.15E-05 49.03161974DTPGFIVNR 2 296179427 1xTMT6plex [N-Term] 0.757 2.9351511 34.67 0 1247.694552 2 624.3504639 -0.722176452 -0.000450528 46.84038678GIEESLR 3 296179427 1xTMT6plex [N-Term] 0.531 0.71 2.611147642 32.18 0 1032.58869 2 516.7978516 -0.255353368 -0.000131837 39.64097144VKNELFK 6 296179427 3xTMT6plex [N-Term; K2; K7] 0.602 0.73 0.727 2.90058589 6.61 1 1565.002975 3 522.3387451 -0.82631053 -0.000431059 41.2789227855953087 GTPBP4 nucleolar GTP-binding protein 1 23560 NP_036473.2 11.35646688 1 6 6 17 634 73.918 9.5 0.92 1.12 1.02 Non-Significant #N/A SLGVDMDDKDDAHYAVQAR 4 55953087 2xTMT6plex [N-Term; K9] 1.533 1.04 5.275537014 29 1 2564.281521 4 641.8255005 -0.526130561 -0.000337287 47.95491279YWDLMNLSEK 4 55953087 2xTMT6plex [N-Term; K10] 100 1.112 2.989820004 38.6 0 1756.934414 2 878.97052 -0.370150947 -0.000325165 92.52584205LPTIDPNTR 2 55953087 1xTMT6plex [N-Term] 1.104 2.269290924 18.56 0 1255.720767 2 628.3637085 -0.498930836 -0.000313259 53.32338155KLEELEKEEELR 3 55953087 3xTMT6plex [N-Term; K1; K7] 0.754 1.271 3.023768902 6.66 2 2232.305424 4 558.8314209 -0.703450448 -0.000392579 47.70015964KITVVPSAK 2 55953087 3xTMT6plex [N-Term; K1; K9] 0.801 2.244086504 3.53 1 1630.087039 3 544.0335693 -0.542579731 -0.000294817 44.51844816ADVDVQPYAFTTK 2 55953087 2xTMT6plex [N-Term; K13] 100 1.000935078 1.46 0 1913.04205 2 957.024231 -0.451906396 -0.000432258 55.9100718847078238 GPS1 COP9 signalosome complex subunit 1 isoform 1 2873 NP_997657.1 15.74952562 1 6 6 17 527 59.013 6.32 1.58 1.03 1.12 1.24 Significant 0.018 DSQTQAILTK 4 47078238 2xTMT6plex [N-Term; K10] 0.934 1.122 4.118577957 48.57 0 1562.915393 2 781.9614868 0.194599665 0.000152071 40.87338752ALIQYFSPYVSADMHR 2 47078238 1xTMT6plex [N-Term] 1.592 2.961792946 23.94 0 2127.089462 3 709.7012329 -0.148606599 -0.000105367 94.39225932LQFIADHCPTLR 4 47078238 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 2.19 1.53 3.460237741 30.69 0 1699.915127 3 567.3102417 0.614917557 0.000348436 62.84239216NVISSSSFK 2 47078238 2xTMT6plex [N-Term; K9] 1.34 3.190395117 41.73 0 1426.830601 2 713.918335 -0.84621687 -0.000603704 57.50937374ELQNAPDAIPESGVEPPALDTAWVEATR 3 47078238 1xTMT6plex [N-Term] 1.192527771 1.21 0 3205.621452 3 1069.209473 -2.366961091 -0.002529194 85.5284532MALSFVQR 2 47078238 1xTMT6plex [N-Term] 100 1.621558547 15.98 0 1180.67098 2 590.8392944 0.281371519 0.000166104 59.3784346521264318 AMPD2 AMP deaminase 2 isoform 1 271 NP_004028.3 6.598407281 1 6 6 15 879 100.624 6.93 1.25 1.11 1.18 Non-Significant #N/A HLEEIVHVEQGR 4 21264318 1xTMT6plex [N-Term] 1.269 1.23 4.490841866 30.02 0 1674.912484 3 558.9761963 0.926601959 0.000517326 39.456429EVMSDLEESK 2 21264318 2xTMT6plex [N-Term; K10] 1.021 3.353407145 37.75 0 1624.850409 2 812.9292603 0.513633629 0.000417289 55.93278498EIAEELFTR 4 21264318 1xTMT6plex [N-Term] 100 0.904 3.006202936 34.07 0 1336.730997 2 668.8695068 0.553493468 0.000369936 70.77141911VTISGEEK 2 21264318 2xTMT6plex [N-Term; K8] 1.263 3.547757387 36.08 0 1320.777503 2 660.8925781 0.285513646 0.00018855 38.12061208LSSCDMCELAR 1 21264318 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C7] 0.625 1.867950916 0 1570.7225 2 785.864563 -0.414231946 -0.000325322 48.77048291LEPDILLR 2 21264318 1xTMT6plex [N-Term] 0.924 1.113 2.436346292 21.89 0 1197.74044 2 599.3728638 -1.660485754 -0.000994415 68.81508381157738639 TNS4 tensin-4 precursor 84951 NP_116254.4 8.671328671 1 6 6 22 715 76.715 7.34 0.98 0.87 1.04 0.96 Significant 0.0027



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms ELGGADGASDSTDSPASCQK 4 157738639 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C18] 1.08 0.784 5.087048054 49.44 0 2411.139668 3 804.3842773 -0.576117082 -0.000463033 40.30546564KKEESEALDIK 2 157738639 4xTMT6plex [N-Term; K1; K2; K11] 0.824 4.618374348 10.65 2 2206.34645 4 552.3422852 0.390067933 0.000215156 40.13931862EQAIELLR 6 157738639 1xTMT6plex [N-Term] 1.025 2.871432781 36.37 0 1200.714953 2 600.8612671 0.25343208 0.00015215 57.04123858AISTTFER 4 157738639 1xTMT6plex [N-Term] 0.965 1.044 3.020353079 29.49 0 1153.641454 2 577.3237915 -0.99476504 -0.000573801 36.56730205FVMDTSK 4 157738639 2xTMT6plex [N-Term; K7] 0.876 1.035 2.265455961 33.4 0 1285.72263 2 643.3649902 0.057219768 3.68E-05 60.54718668YIEVTSAR 2 157738639 1xTMT6plex [N-Term] 1.11 2.712285519 11.07 0 1167.657104 2 584.3320923 -0.167942872 -9.80E-05 43.9333261635493811 RBM39 RNA-binding protein 39 isoform a 9584 NP_909122.1 12.64150943 1 5 5 26 530 59.343 10.1 1.28 1.59 1.75 1.54 Significant 0.0079 GIAYVEFVDVSSVPLAIGLTGQR 4 35493811 1xTMT6plex [N-Term] 0.967 3.52575326 37.97 0 2620.454769 3 874.1558228 -0.707388009 -0.000617893 108.3166811NSAQGNVYVK 6 35493811 2xTMT6plex [N-Term; K10] 1.17 1.566 1.892 4.674183846 41.03 0 1537.873862 2 769.4397583 -1.055013988 -0.000811239 34.94901234VLGVPIIVQASQAEK 6 35493811 2xTMT6plex [N-Term; K15] 100 100 100 1.755050302 11.24 0 2010.236333 2 1005.620667 -1.132459975 -0.001138256 72.88765708GIFEPFGR 9 35493811 1xTMT6plex [N-Term] 1.31 1.467 2.503412008 25.51 0 1151.64106 2 576.3234863 -1.184478217 -0.000682047 74.70293643DLEEFFSTVGK 1 35493811 2xTMT6plex [N-Term; K11] 1.164695978 0 1729.941273 2 865.473999 -0.318966391 -0.000275897 86.80167256186928852 MRPS7 28S ribosomal protein S7, mitochondrial 51081 NP_057055.2 19.4214876 1 4 4 22 242 28.116 9.99 0.95 0.79 0.8 0.85 Significant 0.0037 YHAASAEEQATIER 12 186928852 1xTMT6plex [N-Term] 0.953 1.031 1.003 5.485930443 55.91 0 1804.902707 3 602.3059082 0.257442893 0.000154886 34.00731161KPVEELTEEEK 4 186928852 3xTMT6plex [N-Term; K1; K11] 0.703 0.689 4.569257259 32.35 0 2018.162448 3 673.3911743 -1.723642606 -0.00115953 42.74784932SLMIQTLEAVK 4 186928852 2xTMT6plex [N-Term; K11] 1.616179585 6.28 0 1691.017749 2 846.0110474 -1.733478811 -0.001465672 83.18607841FYQVPVPLPDR 2 186928852 1xTMT6plex [N-Term] 100 1.097833037 0.71 0 1559.87833 2 780.4425659 -0.304430194 -0.000237437 65.238817387661958 BCLAF1 bcl-2-associated transcription factor 1 isoform 1 9774 NP_055554.1 5.869565217 1 5 5 24 920 106.059 9.98 0.98 1.28 1.38 1.22 Significant 0.0097 KAEGEPQEESPLK 2 7661958 3xTMT6plex [N-Term; K1; K13] 0.686 4.420749187 25.3 1 2129.20571 3 710.4051514 -2.258677222 -0.001603063 40.04617034MAPVPLDDSNRPASLTK 4 7661958 2xTMT6plex [N-Term; K17] 1.014 1.124 3.973009109 18.27 0 2270.257873 3 757.425293 1.520891653 0.001150939 54.55184219SAAMTLNER 8 7661958 1xTMT6plex [N-Term] 1.196 1.273 1.835 3.596550703 54.79 0 1221.645887 2 611.3218384 -7.765975628 -0.004743636 38.25776908SVLADQGK 2 7661958 2xTMT6plex [N-Term; K8] 1.18 3.110682249 36.77 0 1275.767272 2 638.387146 -0.201343786 -0.000128434 43.25520389SAAMTLNER 2 7661958 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.606 1.483434439 18.17 0 1237.640802 2 611.3218384 -7.765975628 -0.004743636 38.25776908SIFDHIK 6 7661958 2xTMT6plex [N-Term; K7] 0.761 100 100 2.563475132 22.28 0 1317.793093 3 439.9357605 -0.276868851 -0.000121619 54.61657933109134349 COPG2 coatomer subunit gamma-2 isoform 1 26958 NP_036265.3 9.758897819 1 4 6 17 871 97.56 5.81 1.29 0.97 0.89 1.05 Significant 0.013 AEITLVATKPEK 6 109134349 3xTMT6plex [N-Term; K9; K12] 1.111 0.844 0.889 3.90477252 26.39 0 1987.240639 3 663.085083 0.028518659 1.89E-05 48.2332175EAGLAHLCEFIEDCEHTVLATK 2 109134349 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C8; C14] 1.622 3.326741219 24.84 0 3001.516349 4 751.1342773 -0.356318233 -0.000267374 99.43683723VVLENEAVR 4 109134349 1xTMT6plex [N-Term] 1.338 1.202 3.38454771 36.63 0 1257.736417 2 629.3712158 -1.003333734 -0.000630965 48.89576799SIATLAITTLLK 2 109134349 2xTMT6plex [N-Term; K12] 1.120382786 0 1703.108279 2 852.0571289 -0.762017023 -0.000648899 102.283894AIVDCIISIVEENPESK 2 109134349 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C5] 1.424077272 0 2374.293984 2 1187.650024 -0.510291431 -0.000605791 109.3309681VVVVQAISALCQK 1 109134349 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 0.856646776 0 1873.134511 2 937.0712891 0.422139999 0.000395363 78.32344838664805999 EIF4B eukaryotic translation initiation factor 4B isoform 1 1975 NP_001287750.1 12.5 1 5 5 29 616 69.657 5.67 1.34 1.47 1.54 1.45 Significant 0.0016 AASIFGGAKPVDTAAR 8 664805999 2xTMT6plex [N-Term; K9] 1.287 1.019 1.451 3.632788181 20.98 0 1990.148581 3 664.0540161 -0.545411617 -0.000361817 48.36056629SPPYTAFLGNLPYDVTEESIK 5 664805999 2xTMT6plex [N-Term; K21] 100 2.773998022 23.31 0 2799.485683 3 933.8336792 0.286080283 0.000266959 100.3563721VAPAQPSEEGPGR 2 664805999 1xTMT6plex [N-Term] 1.79 4.127053738 49.05 0 1523.801536 2 762.4048462 0.577183309 0.000439756 32.22222393YAALSVDGEDENEGEDYAE 6 664805999 1xTMT6plex [N-Term] 100 1.642164469 21.52 0 2304.982926 2 1152.994751 -0.304109357 -0.000350483 61.9793977GLNISAVR 8 664805999 1xTMT6plex [N-Term] 1.065 1.803 1.549 2.971984148 35.53 0 1058.651959 2 529.829895 0.523551728 0.00027713 42.2336893521327701 TAF15 TATA-binding protein-associated factor 2N isoform 1 8148 NP_631961.1 5.236486486 1 2 4 25 592 61.793 8.02 0.5 0.97 0.74 Non-Significant #N/A GEATVSFDDPPSAK 6 21327701 2xTMT6plex [N-Term; K14] 1.176 1.188 1.409 4.050426006 62.72 0 1878.984929 2 939.994751 -1.43880711 -0.001351748 44.3917271AAIDWFDGK 13 21327701 2xTMT6plex [N-Term; K9] 1.195 1.079 1.468 3.222627163 40.29 0 1480.820036 2 740.913147 -0.687946315 -0.000509362 76.59384827AAIDWFDGKEFHGNIIK 2 21327701 3xTMT6plex [N-Term; K9; K17] 0.498 1.740309715 6.65 1 2648.480369 4 662.8740234 -2.305004814 -0.00152619 78.81584431EFHGNIIK 4 21327701 2xTMT6plex [N-Term; K8] 0.972 3.849407434 35.19 0 1415.841106 2 708.4248047 0.866534384 0.000613438 44.8748164761743942 ABI1 abl interactor 1 isoform a 10006 NP_005461.2 10.62992126 1 4 4 18 508 55.047 7.06 1.03 0.89 0.67 0.86 Significant 0.014 DKDDELSFMEGAIIYVIK 4 61743942 3xTMT6plex [N-Term; K2; K18] 100 4.347484112 29.65 1 2773.53008 3 925.1814575 -0.094129647 -8.70E-05 109.8368965KPIDYTVLDDVGHGVK 4 61743942 3xTMT6plex [N-Term; K1; K16] 1.082 1.059 3.993348122 27.7 0 2443.416371 3 815.1439209 0.342972783 0.000279342 71.95343248VVAIYDYTK 4 61743942 2xTMT6plex [N-Term; K9] 0.994 0.839 3.655849457 41.3 0 1529.897952 2 765.4523926 -0.289851849 -0.000221722 72.16921114ALIESYQNLTR 6 61743942 1xTMT6plex [N-Term] 1.34 100 0.668 2.499595165 21.23 0 1536.858323 2 768.9341431 1.748146054 0.001343326 63.853637441327771 DDX23 probable ATP-dependent RNA helicase DDX23 9416 NP_004809.2 8.170731707 1 6 6 21 820 95.524 9.55 1.15 0.82 1.13 1.03 Significant 0.011 DIIGVAETGSGK 6 41327771 2xTMT6plex [N-Term; K12] 1.15 100 1.717 3.711085081 57.17 0 1604.925958 2 802.9667358 0.148000402 0.000118765 55.52350807GFIAGIDLK 4 41327771 2xTMT6plex [N-Term; K9] 0.703 2.914162636 44.58 0 1391.866258 2 696.4376221 1.228221904 0.00085476 85.07887492ELAQQIEEETIK 2 41327771 2xTMT6plex [N-Term; K12] 1.805434465 6.85 0 1889.063179 2 945.03479 -0.46354822 -0.000437836 63.49789396KAEEEAEAKPK 1 41327771 4xTMT6plex [N-Term; K1; K9; K11] 1.342 2.145954132 1 2146.288935 4 537.3280029 0.580797268 0.00031164 38.6824636AQPLSLEELLAK 5 41327771 2xTMT6plex [N-Term; K12] 0.622 100 1.57728219 9.65 0 1770.077707 2 885.5415039 -1.116282913 -0.000987954 86.28423291DILVATDVAGR 3 41327771 1xTMT6plex [N-Term] 0.685 0.01 2.508509636 29.95 0 1358.784095 2 679.8893433 -9.335888318 -0.006342728 50.42006208145580600 SLFN5 schlafen family member 5 162394 NP_659412.3 7.631874299 1 7 7 31 891 100.99 8.22 0.9 0.91 0.67 0.82 Significant 0.0089 ELFVHGLPGSGK 4 145580600 2xTMT6plex [N-Term; K12] 0.905 0.914 5.060221195 37 0 1698.994312 3 567.0026245 -0.58365401 -0.000330542 66.45545447VVYTPESLYK 6 145580600 2xTMT6plex [N-Term; K10] 100 1.640095592 12.26 0 1656.96128 2 828.9839478 -0.399262309 -0.000330781 62.2154288EWTAWMMEADPDLSR 3 145580600 1xTMT6plex [N-Term] 1.429660797 0.72 0 2066.951313 2 1033.977539 -1.69893455 -0.001755807 89.21774811DIAVLFTK 12 145580600 2xTMT6plex [N-Term; K8] 100 2.037853718 25.25 0 1364.855359 2 682.9309692 -0.510759937 -0.000348557 72.23953933IDLTSLR 6 145580600 1xTMT6plex [N-Term] 0.6 0.666 2.560740709 30.49 0 1046.640726 2 523.8244629 0.88225236 0.000461701 57.7806727VTLGTQQR 2 145580600 1xTMT6plex [N-Term] 0.803 2.63900733 29.7 0 1131.668337 2 566.3370972 -1.254549602 -0.000709867 37.19732391YFPVFSDR 4 145580600 1xTMT6plex [N-Term] 0.781 1.038 1.892193913 14.59 0 1259.662189 2 630.3339844 -1.188667893 -0.00074866 66.971533211005261204 FHOD1 FH1/FH2 domain-containing protein 1 isoform 1 29109 NP_001305131.1 6.386554622 1 5 5 12 1190 129.233 6.37 1.674 1.423 0.224 1.11 Non-Significant 0.13 LEDGDIEEAPGAGGR 4 1005261204 1xTMT6plex [N-Term] 2.137 1.233 3.588177919 47.04 0 1714.844523 2 857.9257813 -0.138344904 -0.00011862 50.2702064LSIGDLDFSDLGEDEDQDMLNVESVEAGK 2 1005261204 2xTMT6plex [N-Term; K29] 100 3.001489639 21.98 0 3598.735839 3 1200.250244 0.094658761 0.000113551 100.0895995GDGEPVSVVTVR 2 1005261204 1xTMT6plex [N-Term] 0.224 2.350698948 27.25 0 1443.800474 2 722.4041748 0.415112328 0.00029967 45.23567266GDADSHASMK 2 1005261204 2xTMT6plex [N-Term; K10] 1.466 2.899637938 21.53 0 1476.751698 3 492.922699 1.249528834 0.000615081 21.50301414AEPIWELPTR 2 1005261204 1xTMT6plex [N-Term] 0.01 1.694063783 16.88 0 1440.804831 2 720.9066162 0.780801016 0.000562491 76.10798232213972636 TP53BP1 tumor suppressor p53-binding protein 1 isoform 1 7158 NP_001135452.1 2.984319676 1 5 5 14 1977 213.985 4.7 1.14 1.2 1.17 Non-Significant #N/A QLSSDAEAQK 2 213972636 2xTMT6plex [N-Term; K10] 1.022 4.057404995 53.24 0 1534.847707 2 767.9284058 1.190784877 0.000913837 40.5563939DIPVTAQPSK 2 213972636 2xTMT6plex [N-Term; K10] 1.195 3.561389685 43.5 0 1513.899015 2 757.4523315 -1.075444298 -0.000814057 37.28559489GDSGAAPDVDDK 2 213972636 2xTMT6plex [N-Term; K12] 1.224 2.976496935 31.72 0 1604.816801 2 802.9117432 -0.368429515 -0.000295631 36.9160885LLFDDGYECDVLGK 2 213972636 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 2.57080555 16.08 0 2102.088014 2 1051.546509 -1.081301953 -0.001136496 92.20559721AADISLDNLVEGK 6 213972636 2xTMT6plex [N-Term; K13] 1.969021916 29.23 0 1803.0264 2 902.015686 -1.278017719 -0.00115215 74.8648562546249393 RHOG rho-related GTP-binding protein RhoG precursor 391 NP_001656.2 34.55497382 1 4 5 17 191 21.295 8.12 1.09 1.07 100 34.05 Non-Significant #N/A LKEQGQAPITPQQGQALAK 4 46249393 3xTMT6plex [N-Term; K2; K19] 1.026 1.14 5.027884483 32.19 1 2693.59171 3 898.5349121 -0.566827507 -0.000508934 47.28978112CVVVGDGAVGK 4 46249393 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.401 1.145 4.194427013 61.12 0 1518.87142 2 759.9389038 -0.585278517 -0.000444481 46.20842263EVFAEAVR 2 46249393 1xTMT6plex [N-Term] 1.037 2.837315798 46.76 0 1149.646539 2 575.3262329 -1.174438961 -0.000675095 52.97356025AVLNPTPIK 2 46249393 2xTMT6plex [N-Term; K9] 1.095 4.002321243 30.65 0 1410.908457 2 705.9581909 0.459325291 0.000324033 50.98288289EYIPTVFDNYSAQSAVDGR 5 46249393 1xTMT6plex [N-Term] 100 100 1.333313704 2.63 0 2361.156021 2 1181.0802 -1.226860635 -0.001448405 72.24936818118572613 SRRM2 serine/arginine repetitive matrix protein 2 23524 NP_057417.3 2.652616279 1 5 5 18 2752 299.438 12.06 1.23 1.24 1.29 1.26 Significant 0.00022 EETPGQRPAVTETHQLAELNEK 4 118572613 2xTMT6plex [N-Term; K22] 1.303 5.680361748 32.98 0 2935.552534 4 734.6428833 -0.964311434 -0.000707697 45.21628443SAHATAPVNIAGSR 2 118572613 1xTMT6plex [N-Term] 1.217 4.734385014 35.58 0 1580.870619 3 527.6278687 -0.990690161 -0.000522051 34.49880807GEFSASPMLK 4 118572613 2xTMT6plex [N-Term; K10] 1.01 100 3.420009613 45.65 0 1524.849622 2 762.9294434 1.304068757 0.000994254 58.35186461TPTAPAVNLAGAR 4 118572613 1xTMT6plex [N-Term] 1.01 1.246 3.976965904 42.84 0 1467.848093 2 734.4295044 2.479547496 0.0018198 41.90664407TPAIPTAVNLADSR 4 118572613 1xTMT6plex [N-Term] 100 100 1.881950855 9.47 0 1654.93255 2 827.9695435 -0.447187976 -0.000370033 55.166675684506371 RAB5B ras-related protein Rab-5B isoform 1 5869 NP_002859.1 24.65116279 1 2 4 19 215 23.692 8.13 2.18 2.11 1.72 2 Significant 0.0051 GAQAAIVVYDITNQETFAR 2 4506371 1xTMT6plex [N-Term] 1.034 5.214356422 69.86 0 2296.213476 3 766.0759888 -0.027380471 -2.10E-05 86.74353223GVDLHEQSQQNK 6 4506371 2xTMT6plex [N-Term; K12] 2.183 2.111 2.166 4.329658508 49.91 0 1840.991746 3 614.335144 -0.470774025 -0.000288897 33.67589193LVLLGESAVGK 6 4506371 2xTMT6plex [N-Term; K11] 1.314 1.616 1.308 3.393401384 50.66 0 1543.98235 2 772.4936523 -1.504040833 -0.001161106 67.18055659FEIWDTAGQER 5 4506371 1xTMT6plex [N-Term] 0.484 100 2.254151583 19.73 0 1580.790637 2 790.8977051 -1.583817421 -0.001251842 64.363513874506583 RPA1 replication protein A 70 kDa DNA-binding subunit 6117 NP_002936.1 9.090909091 1 5 5 21 616 68.095 7.21 1.32 1.57 1.33 1.41 Significant 0.0034 ATAFNEQVDK 6 4506583 2xTMT6plex [N-Term; K10] 1.494 1.694 1.878 4.15542078 66.62 0 1580.868443 2 790.9379272 0.085511345 6.76E-05 40.66541104AAGPSLSHTSGGTQSK 2 4506583 2xTMT6plex [N-Term; K16] 1.372 4.096056461 35.44 0 1944.055074 3 648.6900024 0.195485315 0.000126678 34.51773661ATVMDVKPVDYR 6 4506583 2xTMT6plex [N-Term; K7] 1.281 0.828 1.299 3.726356506 18.7 0 1852.040276 3 618.0145874 -5.975454807 -0.003688928 46.6683591DSLVDIIGICK 5 4506583 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 100 100 100 1.592952609 4.98 0 1690.981364 2 845.9938354 -0.573608665 -0.000484981 79.08640255QPVLAIK 2 4506583 2xTMT6plex [N-Term; K7] 1.151 2.796225071 26.25 0 1226.823665 2 613.914856 -1.002341227 -0.000614848 54.4088762530379403 ERBB2IP protein LAP2 isoform X1 55914 XP_005248611.1 4.178082192 1 4 4 14 1460 163.295 5.67 1.45 1.35 1.32 1.37 Significant 0.00082 SVDSTATADDTHK 6 530379403 2xTMT6plex [N-Term; K13] 1.649 1.731 1.546 5.333658218 62.03 0 1805.928142 3 602.6478271 0.435219594 0.000261992 33.99336145AQVAFECDEDKDER 4 530379403 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 0.993 1.052 4.020381927 35.55 1 2170.048668 3 724.0214844 0.567565612 0.000410548 38.79098953LDLGSNEFTEVPEVLEQLSGLK 2 530379403 2xTMT6plex [N-Term; K22] 1.257 3.695238352 25.21 0 2875.570476 3 959.1958008 0.82538883 0.000791155 114.9017676AQIPEGDYLSYR 2 530379403 1xTMT6plex [N-Term] 1.192 2.732210159 24.16 0 1640.848152 2 820.9282227 0.619577442 0.000508316 65.7790831931563537 CLASP1 CLIP-associating protein 1 isoform 1 23332 NP_056097.1 3.836150845 1 5 5 14 1538 169.346 9.03 1.122 2.107 1.018 1.42 Non-Significant 0.055 SVSTTGSLQR 6 31563537 1xTMT6plex [N-Term] 1.463 2.107 1.169 3.372648954 42.25 0 1264.705845 2 632.8565674 0.010346774 6.54E-06 31.331067DVPIDHSDLVADLLK 2 31563537 2xTMT6plex [N-Term; K15] 100 2.820883036 16.69 0 2108.200341 3 703.4044189 -0.776801915 -0.000545885 83.68931894EILSDDKHDWEQR 2 31563537 2xTMT6plex [N-Term; K7] 1.048 4.729508877 12.44 1 2129.102752 4 533.0314331 0.540176783 0.000287523 46.07587951SADLEHDQTMLDK 2 31563537 2xTMT6plex [N-Term; K13] 0.993 3.442897797 8.46 0 1961.005012 3 654.3388672 -1.5114686 -0.000987999 43.30792617GVTEAIEK 2 31563537 2xTMT6plex [N-Term; K8] 1.036 2.867993593 31.07 0 1304.782588 2 652.895874 1.443533116 0.000941748 43.213350124506489 RFC3 replication factor C subunit 3 isoform 1 5983 NP_002906.1 21.91011236 1 5 5 16 356 40.53 8.34 1.83 2.3 1.6 1.91 Significant 0.011 TVAQSQQLETNSQR 4 4506489 1xTMT6plex [N-Term] 1.996 3.201190233 32.28 0 1818.950719 2 909.9799194 1.01309352 0.000921384 27.95781212GLLSELLHNCDGQLK 2 4506489 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C10] 100 2.546177864 31.54 0 2155.194545 3 719.0700684 0.513711455 0.000369049 82.33234051VQQYPFTADQEIPETDWEVYLR 2 4506489 1xTMT6plex [N-Term] 100 2.454552412 12.62 0 2956.456619 3 986.1542358 -2.863137045 -0.00282158 97.8543566ELYGVGVEK 6 4506489 2xTMT6plex [N-Term; K9] 1.261 2.18 1.601 3.609567642 52.54 0 1451.851002 2 726.4290771 -0.085493019 -6.21E-05 47.69052599VPAPSIEDICHVLSTVCK 2 4506489 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C10; C17] 100 1.610331893 6.7 0 2483.340223 3 828.4504395 -1.392358805 -0.001152567 94.041048494758896 PEX14 peroxisomal membrane protein PEX14 5195 NP_004556.1 21.48541114 1 4 4 10 377 41.212 4.94 0.83 0.66 0.75 Non-Significant #N/A SPSPSSPAAVNHHSSSDISPVSNESTSSSPGK 2 4758896 2xTMT6plex [N-Term; K32] 0.599 5.882719994 24.23 0 3579.756331 4 895.6934204 -1.251400643 -0.001119927 32.52338755REDKEDEEDEEDDDVSHVDEEDCLGVQR 4 4758896 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C23] 0.826 5.773672581 9.93 2 3849.688113 5 770.7439575 0.667053429 0.00051359 38.5038615EPLIATAVK 2 4758896 2xTMT6plex [N-Term; K9] 0.832 3.750935555 52.01 0 1399.892473 2 700.4509888 1.591693009 0.0011141 55.61590564IQELAHELAAAK 2 4758896 2xTMT6plex [N-Term; K12] 1.679370165 3.12 0 1752.04199 3 584.6851807 -0.571663132 -0.000333859 70.6679207520270317 MRRF ribosome-recycling factor, mitochondrial isoform 1 precursor 92399 NP_620132.1 29.00763359 1 6 6 18 262 29.259 9.79 0.91 1 0.95 Non-Significant #N/A LALNQISQISMK 2 20270317 2xTMT6plex [N-Term; K12] 0.972 1.815520883 24.22 0 1804.076661 2 902.5421753 0.228762971 0.000206353 76.71736002IAVVTADGK 4 20270317 2xTMT6plex [N-Term; K9] 0.994 1.096 3.726425409 48.48 0 1331.829872 2 666.4190674 0.740083734 0.000492833 45.02864999SKDTVSEDTIR 4 20270317 2xTMT6plex [N-Term; K2] 0.796 0.819 3.126714945 21.09 1 1708.948149 3 570.3208008 -0.17575504 -0.000100119 37.50579229QISQMADDTVAELDR 2 20270317 1xTMT6plex [N-Term] 100 2.349025488 11.22 0 1920.953422 2 960.9785767 -1.845364728 -0.00177243 73.6607732SVIEALK 4 20270317 2xTMT6plex [N-Term; K7] 0.896 0.904 2.959861755 44.78 0 1217.786945 2 609.3967896 -0.52769365 -0.000321309 66.48362029VNINAALVEDIINLEEVNEEMK 2 20270317 2xTMT6plex [N-Term; K22] 2.295833111 6.01 0 2957.590559 3 986.5301514 -4.956148643 -0.004886086 108.01312764502277 ATP1B1 sodium/potassium-transporting ATPase subunit beta-1 481 NP_001668.1 24.09240924 1 6 6 15 303 35.039 8.53 0.767 0.01 1.133 0.64 Non-Significant 0.19 AYGENIGYSEK 2 4502277 2xTMT6plex [N-Term; K11] 1.029 3.760082722 36.84 0 1688.889572 2 844.9483032 -0.14339877 -0.000121092 48.65721338SYEAYVLNIVR 2 4502277 1xTMT6plex [N-Term] 100 2.27220273 29.91 0 1555.868159 2 778.4369507 -0.986293603 -0.000767271 83.19214268DDMIFEDCGDVPSEPK 5 4502277 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C8] 100 2.036092043 13.4 0 2312.08267 2 1156.542969 -1.73417242 -0.002004775 59.78516404YNPNVLPVQCTGK 2 4502277 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 100 2.34428978 30.11 0 1948.072639 2 974.5391846 -0.793732915 -0.000773125 46.61332404AKEEGSWK 2 4502277 3xTMT6plex [N-Term; K2; K8] 0.758 2.722770214 20.83 1 1621.951668 3 541.3225708 0.919399988 0.000497074 37.17639613VAPPGLTQIPQIQK 2 4502277 2xTMT6plex [N-Term; K14] 0.01 1.684811234 0 1948.199554 2 974.6018677 -1.5885377 -0.001547394 76.0464019820127499 SRSF6 serine/arginine-rich splicing factor 6 6431 NP_006266.2 10.1744186 1 1 4 29 344 39.563 11.43 1.64 1.58 1.61 Non-Significant #N/A QAGEVTYADAHK 14 20127499 2xTMT6plex [N-Term; K12] 1.332 1.35 1.504 4.823056698 66.64 0 1747.937919 2 874.4708862 -1.958490073 -0.00171166 31.62590317TNEGVIEFR 4 20127499 1xTMT6plex [N-Term] 1.644 1.581 3.323903084 50.1 0 1293.700031 2 647.3532715 -0.591389991 -0.000382541 44.51882817ILEVDLK 18 20127499 2xTMT6plex [N-Term; K7] 1.318 100 100 2.82126379 36.82 0 1287.82881 2 644.4176636 -0.589637036 -0.000379676 65.40449508CSWQDLK 2 20127499 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 1.853 2.477451086 14.76 0 1394.750242 2 697.8790283 0.385546178 0.00026887 54.5159096519923748 DLST dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarate dehydrogenase complex, mitochondrial isoform 1 precursor 1743 NP_001924.2 12.80353201 1 5 5 27 453 48.724 8.95 0.52 0.64 0.6 0.59 Significant 0.0036 AKPAEAPAAAAPK 2 19923748 3xTMT6plex [N-Term; K2; K13] 0.498 4.787279606 29.9 0 1880.157244 3 627.3907471 0.236177553 0.000148017 36.50964525TPAFAESVTEGDVR 10 19923748 1xTMT6plex [N-Term] 0.533 0.639 0.594 5.376609325 85.09 0 1707.875095 2 854.4442139 3.545987873 0.003028052 53.91897506NVEAMNFADIER 6 19923748 1xTMT6plex [N-Term] 100 100 1.95725286 19.37 0 1637.815472 2 819.4104004 -1.189125871 -0.000973784 57.74681137VEGGTPLFTLR 6 19923748 1xTMT6plex [N-Term] 0.872 100 1.571151495 13.22 0 1418.820481 2 709.9134521 -0.601346778 -0.000426602 59.17575241GLVVPVIR 3 19923748 1xTMT6plex [N-Term] 1.550036907 21.89 0 1081.729481 2 541.3682251 -0.284410005 -0.000153827 53.5413176331543818 TP63 tumor protein 63 isoform 1 8626 NP_003713.3 10.29411765 1 5 5 15 680 76.736 6.57 1.48 1.21 1.33 1.34 Significant 0.0034 TPSSASTVSVGSSETR 6 31543818 1xTMT6plex [N-Term] 1.618 1.304 1.682 4.964504719 71.67 0 1781.907852 2 891.4579468 0.429508567 0.000382672 30.21313254EFNEGQIAPPSHLIR 2 31543818 1xTMT6plex [N-Term] 0.745 1.621933103 12.85 0 1937.044226 3 646.3522339 -1.072546417 -0.000692523 53.48162995KAEHVTEVVK 2 31543818 3xTMT6plex [N-Term; K1; K10] 1.267 3.998181343 16.64 1 1827.130695 3 609.7144165 -1.093823385 -0.000666186 36.62307795SPDDELLYLPVR 4 31543818 1xTMT6plex [N-Term] 100 1.916867137 15.97 0 1645.899853 2 823.4534302 -0.163763571 -0.000134769 67.41479162VEGNSHAQYVEDPITGR 1 31543818 1xTMT6plex [N-Term] 1.086 1.866888404 0 2101.051162 3 701.0223389 0.619523973 0.000433884 47.981805723308751 HIBADH 3-hydroxyisobutyrate dehydrogenase, mitochondrial precursor 11112 NP_689953.1 16.07142857 1 4 4 10 336 35.306 8.13 0.83 0.7 0.94 0.82 Significant 0.007 SPILLGSLAHQIYR 2 23308751 1xTMT6plex [N-Term] 0.696 2.959680319 35.91 0 1797.05842 3 599.6916504 1.100877887 0.000659447 73.59556428DLGLAQDSATSTK 2 23308751 2xTMT6plex [N-Term; K13] 0.842 4.247959137 61.56 0 1764.974364 2 882.9909058 0.096734231 8.54E-05 52.17197789EFQDAGEQVVSSPADVAEK 4 23308751 2xTMT6plex [N-Term; K19] 0.848 0.697 5.122422695 58.24 0 2464.260769 3 822.0910034 -0.938210811 -0.000770665 62.92911154ILNMSSGR 2 23308751 1xTMT6plex [N-Term] 0.935 2.045068979 14.61 0 1106.618944 2 553.8127441 -0.662196101 -0.000366399 48.135670783776598 MAVS mitochondrial antiviral-signaling protein isoform 1 57506 NP_065797.2 12.96296296 1 5 5 14 540 56.493 5.52 1.03 100 0.98 34 Non-Significant #N/A VPANPASVSTVPSK 2 83776598 2xTMT6plex [N-Term; K14] 1.058 3.167379141 45.46 0 1812.06312 2 906.5349731 -0.248319682 -0.000224985 54.45416709GCELVDLADEVASVYQSYQPR 2 83776598 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.344773769 24.63 0 2628.281298 3 876.7657471 0.52899244 0.000463447 107.6317302ATCTLSGNR 4 83776598 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 100 100 2.901967287 31.21 0 1208.625487 2 604.8165894 0.34374663 0.00020773 30.94333721DTLWHLFNTLQR 2 83776598 1xTMT6plex [N-Term] 2.321115017 14.5 0 1772.964519 3 591.6600342 0.580986845 0.000343356 88.49163528GPVSPSVSFQPLAR 4 83776598 1xTMT6plex [N-Term] 0.801 0.976 2.814542532 33.73 0 1670.942721 2 835.9754028 0.48348998 0.000403942 60.7016769113491174 MARCKSL1 MARCKS-related protein 65108 NP_075385.1 55.38461538 1 5 5 12 195 19.517 4.67 1.22 1.03 1.12 Non-Significant #N/A GDVTAEEAAGASPAK 4 13491174 2xTMT6plex [N-Term; K15] 100 1.025 4.840919971 90.07 0 1831.980178 2 916.4942017 0.51796429 0.00047445 40.77888629GAEASAASEEEAGPQATEPSTPSGPESGPTPASAEQNE 2 13491174 1xTMT6plex [N-Term] 2.220003128 11.28 0 3854.716153 3 1285.577515 0.476845827 0.000612702 52.86915836AAATPESQEPQAK 2 13491174 2xTMT6plex [N-Term; K13] 1.19 4.054540157 32.1 0 1785.974699 2 893.4915161 0.591870962 0.000528533 32.9309654KEGGGDSSASSPTEEEQEQGEIGACSDEGTAQEGK 2 13491174 3xTMT6plex [N-Term; K1; K35]; 1xCarbamidomethyl [C25] 1.819870472 0.02 1 4228.951487 4 1057.995972 2.499314258 0.00264237 77.14430135LSGLSFK 2 13491174 2xTMT6plex [N-Term; K7] 1.306 2.596949577 34.14 0 1209.76073 2 605.3841553 0.250914803 0.000151773 64.48707684729042247 AIP AH receptor-interacting protein isoform 1 9049 NP_003968.3 17.87878788 1 4 4 17 330 37.64 6.42 1.05 1.02 1.03 1.03 Significant 0.000073 TLHSDDEGTVLDDSR 7 729042247 1xTMT6plex [N-Term] 1.062 1.015 0.992 6.100478649 83.48 0 1888.90858 3 630.3014526 -9.939686888 -0.006258387 37.18685097LVVEEYYEVLDHCSSILNK 2 729042247 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C13] 0.01 2.428303003 21.7 0 2768.458089 3 923.4898071 -1.163359956 -0.001073571 95.90397171GELPDFQDGTK 6 729042247 2xTMT6plex [N-Term; K11] 0.726 1.111 1.172 3.381289482 38.4 0 1664.889572 2 832.9407349 -9.237191281 -0.007689452 55.24665372VLELDPALAPVVSR 2 729042247 1xTMT6plex [N-Term] 1.692 1.658693433 15.35 0 1708.020637 2 854.5133667 -0.691040575 -0.000590156 88.01150885166795268 RDH11 retinol dehydrogenase 11 isoform 1 precursor 51109 NP_057110.3 19.81132075 1 5 5 19 318 35.363 8.82 1.31 1.55 1.05 1.3 Significant 0.012 EIQTTTGNQQVLVR 6 166795268 1xTMT6plex [N-Term] 1.12 1.321 1.297 3.573146582 51.43 0 1816.012591 2 908.5093384 -0.656026392 -0.000595676 40.37390201GSGVTTYSVHPGTVQSELVR 8 166795268 1xTMT6plex [N-Term] 1.471 2.245 6.093341827 46.87 0 2303.21929 3 768.4117432 0.602062597 0.000462227 52.55031685DVEKGELVAK 1 166795268 3xTMT6plex [N-Term; K4; K10] 0.827 2.409526825 1 1775.088161 3 592.3687134 1.92981216 0.001141862 42.00489742LANILFTQELAR 2 166795268 1xTMT6plex [N-Term] 1.137458801 8.02 0 1617.952558 2 809.4793091 -0.751595547 -0.000608023 89.69932119GFLAEEK 2 166795268 2xTMT6plex [N-Term; K7] 1.014 2.781457901 35.09 0 1251.73491 2 626.3712769 0.293649186 0.000183785 53.3518399451479141 ATP5J ATP synthase-coupling factor 6, mitochondrial isoform b precursor 522 NP_001003701.1 43.10344828 1 4 4 22 116 13.38 9.07 0.97 1.31 0.99 1.09 Significant 0.01 QTSGGPVDASSEYQQELER 6 51479141 1xTMT6plex [N-Term] 100 0.994 5.209833145 71.48 0 2310.104713 3 770.7056885 -0.952792443 -0.000733683 43.25653807QMFGNADMNTFPTFK 3 51479141 2xTMT6plex [N-Term; K15] 0.894 2.258995533 18.9 0 2207.102952 2 1104.052734 -2.156718605 -0.00238005 75.34626076FEVIEKPQA 12 51479141 2xTMT6plex [N-Term; K6] 1.006 100 0.918 2.141962051 21.59 0 1518.893201 2 759.9501953 -0.057242339 -4.35E-05 53.6581833ELDPIQK 1 51479141 2xTMT6plex [N-Term; K7] 0.956 2.676342249 32.91 0 1300.787673 2 650.899353 2.887561717 0.001878052 49.0468125448255933 HMGN1 non-histone chromosomal protein HMG-14 3150 NP_004956.5 33 1 4 4 28 100 10.653 9.6 1.23 1.21 1.04 1.16 Significant 0.0027 TEESPASDEAGEK 4 48255933 2xTMT6plex [N-Term; K13] 2.644 2.451 3.908377886 64.88 0 1807.896173 2 904.4515991 -0.139243512 -0.000125869 31.15008989KVSSAEGAAK 8 48255933 3xTMT6plex [N-Term; K1; K10] 1.011 0.892 1.004 4.680256367 41.77 1 1635.004432 3 545.6728516 -0.263181244 -0.000143434 27.44985367QAEVANQETK 6 48255933 2xTMT6plex [N-Term; K10] 1.223 1.348 1.206 4.719958305 52.91 0 1575.874256 2 788.4414063 0.811968337 0.00063978 31.7817629VSSAEGAAK 10 48255933 2xTMT6plex [N-Term; K9] 1.444 1.579 1.381 3.85303688 52.46 0 1277.746537 2 639.3765869 -0.500546749 -0.000319786 28.6112501445545424 LSR lipolysis-stimulated lipoprotein receptor isoform 2 51599 NP_991403.1 9.399075501 1 5 5 18 649 71.394 7.97 1.03 0.48 0.72 0.74 Significant 0.043 GPALTPIRDEEWGGHSPR 4 45545424 1xTMT6plex [N-Term] 0.451 0.704 6.36302948 30.37 1 2204.14098 4 551.7903442 -0.650002376 -0.000358174 41.35472744DTDSSVASEVR 8 45545424 1xTMT6plex [N-Term] 1.306 1.082 0.943 4.048130035 73.23 0 1394.696068 2 697.8516235 -0.07002937 -4.88E-05 36.55385157IQASQQDDSMR 2 45545424 1xTMT6plex [N-Term] 1.193 3.271926641 37.01 0 1507.737221 2 754.3702393 -2.66593828 -0.002009767 29.49296219AMSEVTSLHEDDWR 2 45545424 1xTMT6plex [N-Term] 100 1.974480987 10.28 0 1904.900992 3 635.6379395 -0.906614376 -0.00057567 47.31249415VLYYMEK 2 45545424 2xTMT6plex [N-Term; K7] 0.574 2.023758411 14.3 0 1403.800881 2 702.4041138 0.050106154 3.52E-05 77.6291773251599156 CHD4 chromodomain-helicase-DNA-binding protein 4 isoform 1 1108 NP_001264.2 4.864016736 1 6 6 11 1912 217.867 5.86 1.65 1.14 1.44 1.41 Significant 0.011 ESMAGNKPANAVLHK 2 51599156 3xTMT6plex [N-Term; K7; K15] 1.435 4.152375698 11.73 0 2254.294482 4 564.3292236 0.258343022 0.000145595 36.1877196HLCEPGADGAETFADGVPR 2 51599156 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.432 3.710521936 34.38 0 2228.060346 3 743.3598022 2.022848389 0.001502343 54.96803697QLEELLSDMK 2 51599156 2xTMT6plex [N-Term; K10] 1.649 2.820101261 31.53 0 1663.934079 2 832.4707642 0.103561983 8.62E-05 95.22623551WQDIQNDPR 2 51599156 1xTMT6plex [N-Term] 1.475 3.317610502 55.16 0 1400.711993 2 700.8591919 -0.632457594 -0.000442945 47.61502745SSAQLLEDWGMEDIDHVFSEEDYR 2 51599156 1xTMT6plex [N-Term] 1.686956525 0 3100.404325 3 1034.140137 0.493998875 0.000510532 106.3557118KLERPPETPTVDPTVK 1 51599156 3xTMT6plex [N-Term; K1; K16] 1.132 2.450660706 0.95 1 2494.484785 4 624.3776855 1.654456874 0.001031754 41.759491096912586 PGLS 6-phosphogluconolactonase 25796 NP_036220.1 46.51162791 1 6 6 21 258 27.53 6.05 0.63 0.68 1.05 0.79 Significant 0.027 TVIFVATGEGK 2 6912586 2xTMT6plex [N-Term; K11] 0.578 3.988690615 22.53 0 1579.945965 2 790.475769 -1.078071086 -0.000851647 60.79190046



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms ELPAAVAPAGPASLAR 6 6912586 1xTMT6plex [N-Term] 0.716 0.682 0.743 2.878794909 28.64 0 1719.995485 2 860.5001221 -1.463637199 -0.001258725 49.71949147QAFQGDSIPVFDLLILGVGPDGHTCSLFPDHPLLQER 5 6912586 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C25] 1.846662402 3.25 0 4318.216793 4 1080.30957 -0.079139149 -8.54E-05 103.063276LPIPESQVITINPELPVEEAAEDYAK 2 6912586 2xTMT6plex [N-Term; K26] 100 1.548065543 1.38 0 3323.80266 3 1108.60022 -4.980518402 -0.005518087 97.59331341ILEDQEENPLPAALVQPHTGK 2 6912586 2xTMT6plex [N-Term; K21] 1.719315529 0.42 0 2757.518715 3 919.8427124 -1.860720996 -0.001710324 63.49098486WTLGFCDER 4 6912586 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 2.333797216 6.48 0 1412.683001 2 706.8451538 0.020901495 1.48E-05 61.41863637224586882 YBX3 Y-box-binding protein 3 isoform a 8531 NP_003642.3 9.139784946 1 1 3 20 372 40.066 9.77 1.58 1.46 1.52 Non-Significant #N/A EDVFVHQTAIK 6 224586882 2xTMT6plex [N-Term; K11] 2.465 2.45 2.802 4.298875332 63.87 0 1744.999791 2 873.0026245 -1.042273226 -0.000909383 44.98116996GAEAANVTGPDGVPVEGSR 6 224586882 1xTMT6plex [N-Term] 1.584 1.464 4.538212299 80.33 0 2012.024613 2 1006.515625 -0.317704861 -0.000319615 45.8851691NDTKEDVFVHQTAIK 8 224586882 3xTMT6plex [N-Term; K4; K15] 1.572 1.176 1.099 4.045953751 21.93 1 2432.375235 4 608.848877 -0.640089357 -0.000389234 44.516775744759274 TXNL1 thioredoxin-like protein 1 9352 NP_004777.1 17.99307958 1 4 4 14 289 32.231 4.96 1.6 1.51 1.9 1.67 Significant 0.0049 QHLENDPGSNEDTDIPK 2 4759274 2xTMT6plex [N-Term; K17] 1.714 3.470436811 26.89 0 2367.182853 3 789.7319946 -0.600897087 -0.000474144 43.7101979AGCECLNESDEHGFDNCLR 2 4759274 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C3; C5; C17] 2.229 2.892528057 7.45 0 2512.048872 3 838.0222778 1.356632083 0.001135975 43.37317213SMDFEEAER 6 4759274 1xTMT6plex [N-Term] 1.44 1.485 1.925 4.000588894 49.57 0 1342.614647 2 671.8110352 0.109422685 7.35E-05 40.90156577SMDFEEAER 2 4759274 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.836 2.167237282 30.01 0 1358.609562 2 671.8110352 0.109422685 7.35E-05 40.90156577IFINLPR 2 4759274 1xTMT6plex [N-Term] 1.41 2.188198566 26.86 0 1101.698181 2 551.3522339 -0.898573293 -0.000494978 80.0314344710645195 HIST1H2AE histone H2A type 1-B/E 3012 NP_066390.1 32.30769231 1 1 4 72 130 14.127 11.05 1.77 1.57 1.56 1.63 Significant 0.0017 VTIAQGGVLPNIQAVLLPK 46 10645195 2xTMT6plex [N-Term; K19] 1.768 1.571 1.563 4.024436474 43.91 0 2389.494673 3 797.1694946 -0.310548205 -0.000247351 95.58001421AGLQFPVGR 8 10645195 1xTMT6plex [N-Term] 1.651 1.586 1.732 3.172118664 41.82 0 1173.694158 2 587.350708 -0.01611525 -9.46E-06 48.51380726NDEELNK 11 10645195 2xTMT6plex [N-Term; K7] 1.47 1.352 1.725 3.096918583 36.76 0 1319.720716 2 660.3641357 0.211366217 0.000139472 35.7162739HLQLAIR 7 10645195 1xTMT6plex [N-Term] 1.465 1.466 1.517 2.113611698 34.05 0 1079.688679 2 540.3477173 -0.482638836 -0.00026055 39.12890954219842262 COPS2 COP9 signalosome complex subunit 2 isoform 2 9318 NP_001137359.1 15.55555556 1 6 6 20 450 52.371 5.47 1.37 1.18 1.2 1.25 Significant 0.0023 QLHQSCQTDDGEDDLKK 6 219842262 3xTMT6plex [N-Term; K16; K17]; 1xCarbamidomethyl [C6] 1.366 1.043 1.147 4.77863121 30.1 1 2704.381519 4 676.84552 -7.864541939 -0.00531718 38.40902993ALYEQSLHIK 6 219842262 2xTMT6plex [N-Term; K10] 1.379 1.287 1.206 3.972260714 36.12 0 1659.983413 3 553.9987793 -0.980876895 -0.000542746 44.96115576AALSSFQK 2 219842262 2xTMT6plex [N-Term; K8] 1.382 3.858006001 36.3 0 1309.788008 2 655.3972778 -0.556315933 -0.000364328 55.30660609IDQVNQLLELDHQK 2 219842262 2xTMT6plex [N-Term; K14] 100 1.930175662 7.12 0 2151.217388 3 717.7394409 -6.330725183 -0.004539589 69.2397358SAIPHPLIMGVIR 2 219842262 1xTMT6plex [N-Term] 1.31 1.669429898 6.69 0 1632.982084 3 544.9989014 0.041158788 2.24E-05 56.9380941EHIEELLR 2 219842262 1xTMT6plex [N-Term] 0.518 2.627288818 7.38 0 1267.720767 2 634.3634033 -0.97566389 -0.000618435 53.63595724297747286 PFDN6 prefoldin subunit 6 10471 NP_001172110.1 40.31007752 1 7 7 25 129 14.574 8.88 1.03 1.3 1.71 1.35 Significant 0.021 ETLAQLQQEFQR 6 297747286 1xTMT6plex [N-Term] 100 1.905131578 25.57 0 1719.922714 2 860.4638062 -1.382762896 -0.001189123 66.67233371RLDYITAEIK 3 297747286 2xTMT6plex [N-Term; K10] 0.799 0.523 3.599557161 19.5 1 1680.009628 3 560.6744995 -0.40613746 -0.000227438 57.56174625EELALLDGSNVVFK 3 297747286 2xTMT6plex [N-Term; K14] 1.792992592 0.09 0 1992.141764 2 996.5735474 -0.976684227 -0.000972847 80.69050445KLQGEVEK 2 297747286 3xTMT6plex [N-Term; K1; K8] 1.062 3.261576176 15.44 1 1618.014268 3 540.0101318 0.972851627 0.000524696 33.95458796LDYITAEIK 2 297747286 2xTMT6plex [N-Term; K9] 100 2.01244545 14.77 0 1523.908517 2 762.4573364 -0.735220274 -0.000560204 73.94289404LQGEVEK 4 297747286 2xTMT6plex [N-Term; K7] 1.024 1.627 1.778 3.108376265 36 0 1260.756373 2 630.8807373 -1.725329866 -0.00108761 38.55869554LLGPVLVK 5 297747286 2xTMT6plex [N-Term; K8] 1.077 1.778 1.445 2.573820353 24.06 0 1296.901915 2 648.9539795 -0.950669908 -0.000616463 69.6335728324497605 NUP62 nuclear pore glycoprotein p62 23636 NP_057637.2 9.38697318 1 4 4 13 522 53.222 5.31 1.42 1.4 1.55 1.46 Significant 0.001 EQSGTIYLQHADEER 7 24497605 1xTMT6plex [N-Term] 1.476 1.53 1.546 5.862335682 78.47 0 2004.982413 3 668.9995728 0.873599542 0.000583851 43.77837829RLDQELDFILSQQK 2 24497605 2xTMT6plex [N-Term; K14] 0.515 3.177116156 15.52 1 2191.248688 3 731.0883789 0.864839651 0.000631693 86.48274025WSLELEDQER 2 24497605 1xTMT6plex [N-Term] 4.078 2.741438866 1 0 1533.774653 2 767.3901367 -1.079671317 -0.000827986 64.06189189LAENIDAQLK 2 24497605 2xTMT6plex [N-Term; K10] 0.01 1.851747394 19.12 0 1572.936128 2 786.9719849 0.359058802 0.000282388 52.94048073215820635 PPP1R13L relA-associated inhibitor 10848 NP_001135974.1 6.763285024 1 5 5 13 828 89.036 6.81 0.83 1.01 1.25 1.03 Significant 0.014 AFDGAGSSLGR 2 215820635 1xTMT6plex [N-Term] 0.964 3.750386715 47.98 0 1266.66398 2 633.8365479 1.451689756 0.000919402 40.94843558SLGSAGPSGTLPR 4 215820635 1xTMT6plex [N-Term] 0.994 1.219 5.012849808 71.6 0 1428.800808 2 714.9047241 0.954368293 0.000681801 38.22748671KAATDGADTPFGR 2 215820635 2xTMT6plex [N-Term; K1] 1.067 3.34832859 22.58 1 1764.964468 3 588.9921265 -1.496973744 -0.000880702 41.27172919AQDDLTLR 2 215820635 1xTMT6plex [N-Term] 0.759 2.679027796 25.62 0 1160.647268 2 580.8275146 0.417919284 0.000242528 46.45552913AMLPGSPLFTR 3 215820635 1xTMT6plex [N-Term] 100 1.312430859 4.22 0 1418.802722 2 709.9042358 -1.076485327 -0.00076366 67.28885593523425724 POLR2H DNA-directed RNA polymerases I, II, and III subunit RPABC3 isoform 1 5437 NP_001265627.1 29.14285714 1 3 3 14 175 19.755 4.67 1.379 3.275 1.848 2.17 Non-Significant 0.063 IEGDETSTEAATR 4 523425724 1xTMT6plex [N-Term] 3.138 3.774441481 39.59 0 1608.791425 2 804.8981934 -1.438869709 -0.001157421 33.23802461LVIASTLYEDGTLDDGEYNPTDDRPSR 4 523425724 1xTMT6plex [N-Term] 1.848 4.616675377 25.35 0 3241.569811 4 811.1471558 -0.930849342 -0.000754353 80.92609976ADQFEYVMYGK 6 523425724 2xTMT6plex [N-Term; K11] 1.379 100 3.102424145 25.6 0 1808.929328 2 904.9686279 0.359820234 0.000325445 79.944626396677723 RFC5 replication factor C subunit 5 isoform 1 5985 NP_031396.1 15.88235294 1 4 4 20 340 38.472 7.2 1.61 2.24 1.66 1.84 Significant 0.012 ALVTLSSGDMR 6 6677723 1xTMT6plex [N-Term] 1.815 2.337 1.596 3.870878696 41.47 0 1378.756166 2 689.881897 0.254769713 0.000175633 47.50390395LVILDEADAMTQDAQNALR 9 6677723 1xTMT6plex [N-Term] 100 100 3.09 3.457989693 34 0 2316.206676 3 772.7397461 -0.85956006 -0.00066364 100.0906344VTEETVYTCTGHPLK 4 6677723 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 2.304 1.824 3.326081753 23.05 0 2193.162576 3 731.7259521 0.331655902 0.000242458 54.10010958VDISEDGMK 1 6677723 2xTMT6plex [N-Term; K9] 0.881 1.87251997 0 1451.781602 2 726.3948975 0.631446131 0.000458361 53.69271891530788252 YAP1 transcriptional coactivator YAP1 isoform 9 10413 NP_001269030.1 13.97637795 1 5 5 10 508 54.908 5.24 0.95 1.07 1.22 1.08 Significant 0.0052 QASTDAGTAGALTPQHVR 2 530788252 1xTMT6plex [N-Term] 1.069 5.174082279 63.44 0 2010.056581 3 670.6899414 -0.651972319 -0.000436834 31.90470955TANVPQTVPMR 2 530788252 1xTMT6plex [N-Term] 1.215 3.79182744 34.96 0 1442.7987 2 721.9032593 0.375904614 0.000271177 42.26932419ISQSAPVK 2 530788252 2xTMT6plex [N-Term; K8] 1.021 3.044702291 36.75 0 1287.803658 2 644.4052734 -0.300903789 -0.000193752 39.6558578GDSETDLEALFNAVMNPK 2 530788252 2xTMT6plex [N-Term; K18] 2.14319706 16.9 0 2409.237197 3 803.7483521 -2.778459367 -0.002231323 108.5520671YFLNHIDQTTTWQDPR 2 530788252 1xTMT6plex [N-Term] 0.688 1.549807429 4.67 0 2264.129746 3 755.3824463 1.342346742 0.001013082 71.75241854148612849 KIF2A kinesin-like protein KIF2A isoform 2 3796 NP_001091981.1 7.123655914 1 5 5 14 744 84.037 6.37 1.13 1.15 1.49 1.26 Significant 0.0085 AALQEEEQASK 4 148612849 2xTMT6plex [N-Term; K11] 1.109 1.146 5.066102982 77.61 0 1661.911036 2 831.4578857 -1.528863802 -0.001270418 37.45660411GSLDYRPLTTADPIDEHR 2 148612849 1xTMT6plex [N-Term] 1.092 5.030500412 19.99 0 2285.172339 4 572.046814 -3.025330084 -0.00172835 57.0675448LEGAEINK 4 148612849 2xTMT6plex [N-Term; K8] 1.256 1.486 3.707538605 36.76 0 1331.793487 2 666.3996582 -1.086635251 -0.000723587 39.90836882YLENQTFR 2 148612849 1xTMT6plex [N-Term] 1.206 2.625418425 19.7 0 1299.689467 2 650.3487549 0.589660565 0.000383188 45.62870007IDILTELR 2 148612849 1xTMT6plex [N-Term] 100 2.42942667 20.53 0 1201.735354 2 601.3709717 -0.572181406 -0.000343805 91.57755514503727 FKBP3 peptidyl-prolyl cis-trans isomerase FKBP3 2287 NP_002004.1 22.32142857 1 6 6 31 224 25.161 9.28 0.98 1.2 0.83 1 Significant 0.011 SEETLDEGPPK 2 4503727 2xTMT6plex [N-Term; K11] 1.066 3.68654561 30.8 0 1659.884152 2 830.4464722 0.913001028 0.000757738 44.11992803LEIEPEWAYGK 8 4503727 2xTMT6plex [N-Term; K11] 2.374 1.212 2.434 2.621573687 30.36 0 1792.988558 2 896.9975586 -0.400003947 -0.000358601 68.82010309AWTVEQLR 10 4503727 1xTMT6plex [N-Term] 1.4 100 3.126880407 30.22 0 1231.699638 2 616.3540039 0.887897071 0.000546811 59.48837576FKGTESISK 4 4503727 3xTMT6plex [N-Term; K2; K9] 0.605 0.762 3.089591265 19.18 1 1684.024833 3 562.0125732 -0.989506452 -0.000555451 34.09223215GWDEALLTMSK 3 4503727 2xTMT6plex [N-Term; K11] 1.787742972 25.92 0 1708.934414 2 854.9691772 -1.95202214 -0.001667939 79.30449801GTESISK 4 4503727 2xTMT6plex [N-Term; K7] 1.273 1.146 2.663537264 23.47 0 1179.698524 2 590.3535767 1.146649152 0.00067635 21.742861074505451 NRAS GTPase NRas 4893 NP_002515.1 45.5026455 1 5 5 16 189 21.216 5.17 1.08 0.99 100 34.02 Non-Significant #N/A LVVVGAGGVGK 6 4505451 2xTMT6plex [N-Term; K11] 1.046 1.001 4.069726944 62.83 0 1413.919356 2 707.4640503 1.038097351 0.000733893 60.3663052SALTIQLIQNHFVDEYDPTIEDSYR 3 4505451 1xTMT6plex [N-Term] 2.016482115 7.95 0 3196.599989 3 1066.204346 -0.470734728 -0.000501584 90.69329386VKDSDDVPMVLVGNK 2 4505451 3xTMT6plex [N-Term; K2; K15] 1.167 4.279804707 18.77 1 2303.324779 3 768.4442749 -2.825403967 -0.002169274 72.26706517SFADINLYR 2 4505451 1xTMT6plex [N-Term] 1.047 2.673302889 9.25 0 1327.720767 2 664.364563 0.815281789 0.000541233 73.36906018QVVIDGETCLLDILDTAGQEEYSAMR 3 4505451 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.634 100 2.845657825 4.68 0 3155.543796 3 1052.525269 5.531998664 0.005818821 113.374256234147637 COPS6 COP9 signalosome complex subunit 6 10980 NP_006824.2 21.10091743 1 5 5 17 327 36.14 5.73 1.32 1.41 0.96 1.23 Significant 0.012 ASEAGEVPFNHEILR 4 34147637 1xTMT6plex [N-Term] 1.312 1.405 4.418427467 64.15 0 1897.996941 3 633.3381348 1.532993448 0.000969872 47.1832719ELEFLGWYTTGGPPDPSDIHVHK 2 34147637 2xTMT6plex [N-Term; K23] 1.103 3.905860662 12.49 0 3053.577292 4 764.149353 -0.560044977 -0.000427535 88.23690185QVCEIIESPLFLK 3 34147637 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 2.03649044 16.96 0 2034.170956 2 1017.587585 -1.505041429 -0.001530756 91.82848389IIIDKEYYYTK 2 34147637 3xTMT6plex [N-Term; K5; K11] 1.206 2.713861704 8.49 1 2136.255955 3 712.7575073 0.9427394 0.000671311 72.27968129LILEYVK 6 34147637 2xTMT6plex [N-Term; K7] 1.41 2.183 0.662 2.721843243 21.32 0 1335.865195 2 668.435791 -0.666226467 -0.000444994 73.7654771118490987 MRTO4 mRNA turnover protein 4 homolog 51154 NP_057267.2 23.0125523 1 5 5 17 239 27.543 8.29 1.61 1.68 100 34.43 Non-Significant #N/A SPSDEYKDNLHQVSK 4 18490987 3xTMT6plex [N-Term; K7; K15] 2.742 1.643 4.87667942 14.69 1 2434.318114 4 609.3340454 -1.545455113 -0.000940532 39.14469967GVVTLLSDYEVCK 4 18490987 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 100 1.674027205 15.01 0 1941.076721 2 971.0402832 -1.767716707 -0.001715637 77.15032706GEVGLLFTNR 1 18490987 1xTMT6plex [N-Term] 1.705 2.429294348 8.47 0 1334.762966 2 667.8846436 -0.715895368 -0.000477775 72.38292675YMWDSQSGR 4 18490987 1xTMT6plex [N-Term] 0.01 1.981 2.55991888 20.89 0 1358.636051 2 679.821106 -0.821180872 -0.000557843 52.46006249VMMVALGR 4 18490987 1xTMT6plex [N-Term] 100 1.2434448 33.1 0 1105.642323 2 553.3214111 -6.129346025 -0.003388432 55.19914961209969836 TNPO2 transportin-2 isoform 2 30000 NP_001129667.1 10.48478016 1 3 6 19 887 100.343 4.98 1.05 0.87 0.88 0.93 Significant 0.0039 GDVEEDEAVPDSEQDIKPR 4 209969836 2xTMT6plex [N-Term; K17] 0.871 0.875 5.1719594 34.87 0 2586.293526 3 862.767395 -2.27884861 -0.00196459 41.11164925QSSFALLGDLTK 3 209969836 2xTMT6plex [N-Term; K12] 2.0398736 24.8 0 1738.015107 2 869.5100098 -1.360142809 -0.001181974 82.46729625SLSGLILK 6 209969836 2xTMT6plex [N-Term; K8] 1.337 3.147358656 35.73 0 1288.860444 2 644.9344482 0.912041626 0.000587747 70.41039387TLLENTAITIGR 3 209969836 1xTMT6plex [N-Term] 1.662122607 17.44 0 1530.905273 2 765.9560547 -0.287597808 -0.000220143 65.03598595LMPPLIQK 2 209969836 2xTMT6plex [N-Term; K8] 1.054 3.057056665 30.56 0 1397.89545 2 699.4516602 0.424933424 0.000297006 79.65561462GELQMWPELLPQLCNLLNSEDYNTCEGAFGALQK 1 209969836 2xTMT6plex [N-Term; K34]; 2xCarbamidomethyl [C14; C25] 1.239249706 0 4397.165635 4 1100.046143 -0.658253007 -0.000723612 111.328810338788319 GNL1 guanine nucleotide-binding protein-like 1 2794 NP_005266.2 12.02635914 1 6 6 22 607 68.619 5.8 1 0.98 0.9 0.96 Significant 0.001 GTWESHPETTELVVLQGR 3 38788319 1xTMT6plex [N-Term] 0.926 5.233736992 36.52 0 2268.182176 3 756.7321167 -0.16707756 -0.000126321 68.98070337ACEAITVGK 10 38788319 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.086 0.974 0.896 3.994472027 53.45 0 1406.807757 2 703.9074707 -0.065633524 -4.62E-05 39.38707464ALGPEQLLR 3 38788319 1xTMT6plex [N-Term] 0.82 1.113 2.920008898 34.84 0 1225.746588 2 613.3765869 -0.563364305 -0.000345271 61.82690479EQVLQPVSAELLELDIR 3 38788319 1xTMT6plex [N-Term] 1.211666226 14.21 0 2181.232814 2 1091.11853 -1.389348769 -0.001515247 101.7755558EVYQPGSVLDFPR 1 38788319 1xTMT6plex [N-Term] 1.148342967 0 1735.921651 2 868.4642334 -0.26565319 -0.000230577 63.41375313VDLSSWR 2 38788319 1xTMT6plex [N-Term] 0.945 2.263316154 21.92 0 1091.604675 2 546.3056641 -0.570815621 -0.000311552 63.934523828922601 ARL8B ADP-ribosylation factor-like protein 8B 55207 NP_060654.1 26.34408602 1 2 4 19 186 21.525 8.43 0.59 0.59 0.48 0.55 Significant 0.0044 EKDNIDITLQWLIQHSK 10 8922601 3xTMT6plex [N-Term; K2; K17] 0.617 0.59 0.478 3.369466305 31.14 1 2768.591376 4 692.9022217 -1.559880338 -0.001079668 93.80582115MNLSAIQDR 2 8922601 1xTMT6plex [N-Term] 0.55 3.18898797 42.6 0 1276.688087 2 638.8479004 0.342762852 0.000218801 57.77824693DLPNALDEK 2 8922601 2xTMT6plex [N-Term; K9] 0.587 3.719445705 31.04 0 1472.83608 2 736.9215088 -0.230176243 -0.000169506 60.44240439GVNAIVYMIDAADR 5 8922601 1xTMT6plex [N-Term] 1.786522746 21.6 0 1736.920271 2 868.965332 1.794165542 0.001558161 97.60600084758148 DFFA DNA fragmentation factor subunit alpha isoform 1 1676 NP_004392.1 22.65861027 1 5 5 19 331 36.5 4.79 1.07 1.02 1.06 1.05 Significant 0.00021 AAFGEEVDAVDTGISR 5 4758148 1xTMT6plex [N-Term] 1.016 100 3.616378546 27.2 0 1865.944237 2 933.4764404 0.732674293 0.000683565 90.76808611EQHGVAASCLEDLR 6 4758148 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.053 1.056 1.056 5.791620255 61.76 0 1813.906412 3 605.3059082 -1.786663635 -0.00108028 39.23335578ETSSDVALASHILTALR 4 4758148 1xTMT6plex [N-Term] 100 0.811 2.846260786 32.53 0 2013.117785 3 671.7107544 -0.037159478 -2.49E-05 86.51310625KTETVQEACER 2 4758148 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C9] 0.524 2.025872946 4.06 1 1808.957669 3 603.6585693 1.927174899 0.001162059 37.30790246QAPELSLSSQDLELVTK 2 4758148 2xTMT6plex [N-Term; K17] 1.137945414 0 2316.306263 2 1158.654419 -2.029718371 -0.002350725 73.60608061224593278 DDX27 probable ATP-dependent RNA helicase DDX27 55661 NP_060365.7 5.904522613 1 5 5 14 796 89.779 9.28 1.06 1.04 1.05 Non-Significant #N/A SVSLVGEDER 4 224593278 1xTMT6plex [N-Term] 0.976 0.933 3.673638582 57.49 0 1319.700425 2 660.354248 0.601790933 0.000397092 38.21919279DICACAATGTGK 2 224593278 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C3; C5] 0.707 3.031447649 19.76 0 1682.860597 2 841.9329224 -1.20591298 -0.001014692 30.47651176DLASVSLK 4 224593278 2xTMT6plex [N-Term; K8] 1.483 100 3.501909733 33.11 0 1290.803323 2 645.9056396 0.52625126 0.000339643 55.72943318AMPEEEPVR 2 224593278 1xTMT6plex [N-Term] 1.177 3.5624578 30.73 0 1286.661203 2 643.8341675 -0.112507521 -7.24E-05 37.60447251AATTLDEK 2 224593278 2xTMT6plex [N-Term; K8] 1.082 2.94579196 36.9 0 1306.761852 2 653.8849487 0.587996149 0.000384185 42.0403305611128019 CYCS cytochrome c 54205 NP_061820.1 31.42857143 1 4 4 33 105 11.741 9.57 0.69 0.63 0.48 0.6 Significant 0.011 GIIWGEDTLMEYLENPK 14 11128019 2xTMT6plex [N-Term; K17] 0.29 0.45 3.607405663 53.44 0 2466.299069 3 822.7662354 -6.047958863 -0.004972025 103.162131GIIWGEDTLMEYLENPKK 6 11128019 3xTMT6plex [N-Term; K17; K18] 0.01 0.01 2.714077711 20.14 1 2823.556964 3 941.855835 -1.42097618 -0.001337402 96.38245052ADLIAYLK 4 11128019 2xTMT6plex [N-Term; K8] 0.307 0.01 3.269963026 43.72 0 1364.855359 2 682.9315796 0.383622839 0.000261795 92.59208287MIFVGIK 9 11128019 2xTMT6plex [N-Term; K7] 0.784 0.688 0.591 2.271500111 24.93 0 1265.805572 2 633.40625 -0.275508346 -0.00017437 85.0949240762420888 DPP7 dipeptidyl peptidase 2 preproprotein 29952 NP_037511.2 13.00813008 1 5 5 14 492 54.307 6.32 0.56 0.68 0.44 0.56 Significant 0.015 LYHSCADPTGCGTGPDAR 6 62420888 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C11] 0.578 0.675 0.502 5.183832169 48.51 0 2163.974903 3 721.9963989 -0.119734594 -8.64E-05 42.86306747ASHPEDPASVVEAR 2 62420888 1xTMT6plex [N-Term] 0.502 4.100190163 45.77 0 1693.870678 3 565.2957764 1.238289079 0.000699167 35.35909366DLFLQGAYDTVR 2 62420888 1xTMT6plex [N-Term] 0.598 1.98809278 25.48 0 1626.868888 2 813.9363403 -2.141214922 -0.001741738 73.05807033APDPGFQER 2 62420888 1xTMT6plex [N-Term] 0.434 2.602351427 25.29 0 1245.642517 2 623.3249512 0.087612416 5.46E-05 36.77388645SLPFGAQSTQR 2 62420888 1xTMT6plex [N-Term] 0.797 2.29308176 13.57 0 1420.774593 2 710.8902588 -0.951834219 -0.000676171 50.677596467549793 TBL2 transducin beta-like protein 2 precursor 26608 NP_036585.1 10.96196868 1 5 5 20 447 49.766 9.44 0.87 0.92 1.03 0.94 Significant 0.0025 ANVELDHATLVR 6 7549793 1xTMT6plex [N-Term] 0.834 1.05 1.009 4.089768887 51.05 0 1566.880121 3 522.9647217 -0.324932923 -0.00016971 41.18208228AMVEEMQGHLK 4 7549793 2xTMT6plex [N-Term; K11] 0.789 0.783 4.278619766 45.04 0 1730.933368 3 577.6482544 -1.82443557 -0.001052659 51.55244797LWDTDVEYK 4 7549793 2xTMT6plex [N-Term; K9] 100 1.087 2.537419558 28.83 0 1626.877945 2 813.9420166 -0.730335597 -0.000594083 76.01840675YLATCADDR 4 7549793 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.597 1.113 3.252766132 24 0 1313.635717 2 657.3216553 0.241320231 0.000158503 41.69484444KQDPYLLK 2 7549793 3xTMT6plex [N-Term; K1; K8] 0.905 2.211674452 13.69 1 1692.066304 3 564.6931152 -0.893166463 -0.000503766 56.431071074826972 RBM8A RNA-binding protein 8A 9939 NP_005096.1 35.63218391 1 4 4 22 174 19.877 5.72 1.29 0.89 1.03 1.07 Significant 0.012 SVEGWILFVTGVHEEATEEDIHDK 6 4826972 2xTMT6plex [N-Term; K24] 1.057 3.900097132 21.45 0 3198.635929 4 800.4146729 0.291444938 0.000233057 100.5169164MREDYDSVEQDGDEPGPQR 4 4826972 1xTMT6plex [N-Term] 1.083 1.065 5.844002247 30.82 1 2452.088411 3 818.0336914 -0.770861785 -0.000630074 43.73419709GYTLVEYETYK 8 4826972 2xTMT6plex [N-Term; K11] 2.35 1.189 0.749 3.036799192 46.55 0 1823.983138 2 912.4951782 -0.031894312 -2.91E-05 58.55301659FAEYGEIK 4 4826972 2xTMT6plex [N-Term; K8] 1.569 0.778 2.930844545 31.69 0 1414.798238 2 707.902771 0.019354129 1.37E-05 60.0791313921361340 GSK3B glycogen synthase kinase-3 beta isoform 1 2932 NP_002084.2 14.3187067 1 4 5 22 433 48.004 8.78 1.38 1.55 1.33 1.42 Significant 0.0022 GQTNNAASASASNST 7 21361340 1xTMT6plex [N-Term] 1.721 1.513 2.143 3.659926414 77.35 0 1609.761522 2 805.3840332 -0.45472807 -0.000366002 15.14955946DIKPQNLLLDPDTAVLK 5 21361340 3xTMT6plex [N-Term; K3; K17] 100 1.485 3.349637747 20.19 0 2580.55795 3 860.8553467 -2.504652506 -0.002154467 77.6185411EMNPNYTEFK 4 21361340 2xTMT6plex [N-Term; K10] 1.131 1.674 3.195593357 36.13 0 1730.882378 2 865.9378662 -8.04350908 -0.006961184 50.33856948TPPEAIALCSR 2 21361340 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.206 3.188966274 30.35 0 1443.782715 2 722.3955078 0.708932853 0.000511773 50.11047431LLEYTPTAR 4 21361340 1xTMT6plex [N-Term] 1.616 1.466 2.966127396 31.05 0 1292.741168 2 646.8739014 -0.496515189 -0.000320933 48.24008365108936953 PPP4R1 serine/threonine-protein phosphatase 4 regulatory subunit 1 isoform a 9989 NP_001035847.1 6.421052632 1 5 5 17 950 106.936 4.77 0.76 0.93 1.25 0.98 Significant 0.021 AQTVDTEIAK 2 108936953 2xTMT6plex [N-Term; K10] 1.098 4.088762283 64.92 0 1533.888844 2 767.4484863 0.555617999 0.000426128 46.40392475ASSLDAHEETISIEK 6 108936953 2xTMT6plex [N-Term; K15] 0.595 1.084 100 4.751907825 35.18 0 2088.122485 3 696.7128906 0.782437339 0.000544608 45.78062071YAASENIFNR 4 108936953 1xTMT6plex [N-Term] 1.215 2.682272434 21.7 0 1413.732394 2 707.369751 -0.119412186 -8.44E-05 43.74263047AQVEVLSAALR 4 108936953 1xTMT6plex [N-Term] 1.937430263 24.05 0 1385.83138 2 693.4145508 -6.894754758 -0.004777484 57.80264598EVCDDERDCIAVLER 1 108936953 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C9] 0.449 2.218899488 1 2107.994969 3 703.3363037 -0.290070516 -0.000203822 55.3251705221700763 HN1L hematological and neurological expressed 1-like protein 90861 NP_653171.1 37.89473684 1 5 5 14 190 20.051 9.26 1.3 1.18 1.14 1.21 Significant 0.0016 DHVFLCEGEEPK 6 21700763 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 1.298 1.205 1.077 4.304924965 38.52 0 1917.97807 3 639.9976807 0.218496861 0.000139691 41.91151701AMKPPGGESSNLFGSPEEATPSSRPNR 2 21700763 2xTMT6plex [N-Term; K3] 1.141 6.158710003 30.22 0 3258.657744 4 815.4199829 0.109750901 8.94E-05 43.4965247SIPAGAEPGEK 2 21700763 2xTMT6plex [N-Term; K11] 1.229 3.74674511 51.27 0 1513.862629 2 757.4349976 0.0590788 4.47E-05 41.07254263GSGIFDESTPVQTR 2 21700763 1xTMT6plex [N-Term] 0.598 1.714392424 0.3 0 1722.885994 2 861.9450684 -1.819006748 -0.001566971 46.29560552VLNPPGGK 2 21700763 2xTMT6plex [N-Term; K8] 1.168 2.249700308 26.74 0 1239.782528 2 620.3938599 -1.682015506 -0.001042667 47.165049017657176 CNPY2 protein canopy homolog 2 isoform 1 precursor 10330 NP_055070.1 35.16483516 1 5 5 16 182 20.639 4.92 0.94 0.9 0.8 0.88 Significant 0.0022 INPDGSQSVVEVPYAR 4 7657176 1xTMT6plex [N-Term] 0.979 0.871 3.942222357 54.01 0 1960.033721 2 980.5198364 -0.675793699 -0.000662289 63.52660539IDSDISGTLK 6 7657176 2xTMT6plex [N-Term; K10] 0.913 1.496 0.799 3.437826633 37.66 0 1506.877945 2 753.9431152 0.669661902 0.000504549 51.3924966ALVDELEWEIAQVDPK 2 7657176 2xTMT6plex [N-Term; K16] 0.689 1.536036015 11.32 0 2313.274234 2 1157.139893 -0.746056704 -0.000862917 104.238476TIQMGSFR 2 7657176 1xTMT6plex [N-Term] 0.91 3.233798027 40.64 0 1168.634595 2 584.8212891 0.604966688 0.000353493 54.94956339MKEYGEQIDPSTHR 2 7657176 2xTMT6plex [N-Term; K2] 0.89 2.29135561 4.47 1 2149.111209 4 538.0326538 -1.127589682 -0.000605829 36.3634668742544174 DTYMK thymidylate kinase isoform 1 1841 NP_036277.2 26.41509434 1 6 6 17 212 23.804 8.27 1.28 1.4 0.84 1.17 Significant 0.02 GALIVLEGVDR 4 42544174 1xTMT6plex [N-Term] 1.743 3.705803871 55.01 0 1370.820481 2 685.9139404 0.089989446 6.17E-05 77.94122962SIEAVHEDIR 5 42544174 1xTMT6plex [N-Term] 1.125 1.369 1.075 3.833621264 35.94 0 1397.758609 3 466.5906982 -0.763646477 -0.000355798 43.10422049KLVEALCAAGHR 2 42544174 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 0.605 3.509094954 14.9 1 1783.041279 3 595.0184937 -0.197108711 -0.000117151 45.96125415WEQVPLIK 2 42544174 2xTMT6plex [N-Term; K8] 1.554 2.82490778 36.99 0 1470.908457 2 735.9578857 0.025640192 1.89E-05 72.89859436LLSSYLQK 2 42544174 2xTMT6plex [N-Term; K8] 100 2.132509947 16.85 0 1409.876823 2 705.4421387 0.126297381 8.90E-05 79.93010035DTTLNWK 2 42544174 2xTMT6plex [N-Term; K7] 1.554 2.765134335 17.86 0 1335.767272 2 668.3883057 1.544032533 0.001031234 53.53272297109240550 PSPC1 paraspeckle component 1 55269 NP_001035879.1 10.89866157 1 6 6 24 523 58.706 6.67 1.11 0.83 1.05 1 Significant 0.0072 GFVEFAAKPPAR 4 109240550 2xTMT6plex [N-Term; K8] 1.113 1 3.88066268 22.52 0 1748.025946 3 583.3461914 -1.101488942 -0.00064181 48.70457147AELDGTILK 4 109240550 2xTMT6plex [N-Term; K9] 100 0.953 2.356932878 26.66 0 1417.866652 2 709.4370728 0.153066448 0.000108514 53.39718725EKLEAEMEAAR 6 109240550 2xTMT6plex [N-Term; K2] 0.969 0.539 0.942 3.545121193 6.83 1 1734.946041 3 578.9863892 -0.822376891 -0.000475593 43.68212322AVVVVDDR 6 109240550 1xTMT6plex [N-Term] 1.148 1.002 1.058 3.319107294 44.93 0 1101.646539 2 551.3215942 -9.646953953 -0.005313767 36.93649817LFVGNLPTDITEEDFKR 2 109240550 2xTMT6plex [N-Term; K16] 100 1.332825899 4.59 1 2452.348796 3 818.1201782 -1.147806558 -0.000938274 79.95581409LFVGNLPTDITEEDFK 2 109240550 2xTMT6plex [N-Term; K16] 1.1848737 0 2296.247685 2 1148.62439 -2.69248094 -0.003091302 88.3288275513788261 SPECC1L cytospin-A isoform 1 23384 NP_056145.4 5.99820949 1 5 6 12 1117 124.499 5.76 0.83 1.2 1.01 Non-Significant #N/A AQLGINEDHSEGDEK 2 513788261 2xTMT6plex [N-Term; K15] 0.863 3.632068157 27.43 0 2100.060947 3 700.6921387 0.435990025 0.000305202 34.93110128ATVASDQIEMNR 2 513788261 1xTMT6plex [N-Term] 1.466 4.042003632 52.15 0 1563.799822 2 782.4036865 0.175698239 0.000137378 37.74669842LVKPGTAASLSK 2 513788261 3xTMT6plex [N-Term; K3; K12] 0.782 2.915765047 2.72 0 1859.193295 3 620.4019165 -1.12887578 -0.000699599 54.15353036ETIFELEDEVEQHR 2 513788261 1xTMT6plex [N-Term] 1.463436604 3.91 0 2002.991916 3 668.3353882 -0.1518824 -0.000101406 68.55013405AQLENEK 2 513788261 2xTMT6plex [N-Term; K7] 1.103 3.151601791 39.15 0 1289.746537 2 645.3763428 -0.874476568 -0.000563927 35.67662432EELNQLK 2 513788261 2xTMT6plex [N-Term; K7] 1.529 1.915074944 7.78 0 1331.793487 2 666.4003296 -0.078390767 -5.22E-05 46.826872129789409 NDUFAF2 mimitin, mitochondrial 91942 NP_777549.1 38.46153846 1 6 6 15 169 19.844 8.97 0.91 1.01 0.67 0.87 Significant 0.013 EEPSVAPSSTGK 4 29789409 2xTMT6plex [N-Term; K12] 0.993 1.013 4.072942734 52.78 0 1646.900137 2 823.9523315 -1.669927642 -0.001375102 43.17496158EHVGTDQFGNK 2 29789409 2xTMT6plex [N-Term; K11] 0.899 3.326398134 31.49 0 1689.896054 3 563.9702148 0.021836402 1.23E-05 38.03482989KTPPTMEEILK 3 29789409 3xTMT6plex [N-Term; K1; K11] 0.674 3.163107872 9.19 1 1974.191246 3 658.7352905 0.036583098 2.41E-05 54.04322237ETSEELLPPPVQTQIK 2 29789409 2xTMT6plex [N-Term; K16] 2.262959242 1.24 0 2267.289884 2 1134.145874 -2.387433191 -0.002706502 59.18547759GWSQDLFR 2 29789409 1xTMT6plex [N-Term] 0.687 19.35 0 1237.652687 2 619.3300781 0.15532629 9.61E-05 74.15409145SQDFYEK 2 29789409 2xTMT6plex [N-Term; K7] 0.883 2.781318665 32.19 0 1374.730552 2 687.8683472 -0.825350146 -0.000567317 43.2252394657164942 CKAP5 cytoskeleton-associated protein 5 isoform a 9793 NP_001008938.1 3.100393701 1 6 6 20 2032 225.352 7.8 0.63 0.932 1.622 1.06 Non-Significant 0.069 ATSKPMGGSAPAK 2 57164942 3xTMT6plex [N-Term; K4; K13] 0.738 2.29147315 5.67 0 1890.108579 3 630.7072144 -0.787961925 -0.000496445 35.17148978ITSELVSK 4 57164942 2xTMT6plex [N-Term; K8] 1.302 1.496 3.533496857 33.43 0 1334.829538 2 667.918457 0.074415869 4.97E-05 49.99656126LACMEEFQK 2 57164942 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.111 2.128775358 19.22 0 1613.843156 2 807.4251099 -0.132096751 -0.000106592 64.11752566GEAVQEELLK 4 57164942 2xTMT6plex [N-Term; K10] 100 1.877692342 29.1 0 1573.920144 2 787.4644165 0.897432959 0.000706244 49.47546332AVNPFLADVDK 6 57164942 2xTMT6plex [N-Term; K11] 0.01 0.567 100 1.661605954 7.37 0 1646.951778 2 823.9777832 -2.118218515 -0.001744302 65.61100671DTNVMLVALAAK 2 57164942 2xTMT6plex [N-Term; K12] 1.191788793 5.46 0 1704.012998 2 852.5094604 -0.794677954 -0.000677071 80.993008374759140 SLC9A3R1 Na(+)/H(+) exchange regulatory cofactor NHE-RF1 9368 NP_004243.1 17.59776536 1 4 4 16 358 38.845 5.77 1.32 1.3 1.39 1.34 Significant 0.00042 AQEAPGQAEPPAAAEVQGAGNENEPR 6 4759140 1xTMT6plex [N-Term] 1.359 1.356 1.305 5.576284409 44.41 0 2817.360093 3 939.7908936 -0.697605515 -0.000655135 44.72268803LVEPGSPAEK 6 4759140 2xTMT6plex [N-Term; K10] 1.597 1.294 1.426 4.057707787 49.43 0 1484.872465 2 742.9398193 -0.069661286 -5.17E-05 38.19396779SVDPDSPAEASGLR 2 4759140 1xTMT6plex [N-Term] 1.557 3.125626564 25.25 0 1629.828145 2 815.4185181 0.990707405 0.000807341 44.87865209GPSGYGFNLHSDK 2 4759140 2xTMT6plex [N-Term; K13] 0.848 2.734274864 20.24 0 1836.964468 3 612.9924316 -0.939908286 -0.000575526 48.565875014506921 SGTA small glutamine-rich tetratricopeptide repeat-containing protein alpha 6449 NP_003012.1 19.48881789 1 5 5 35 313 34.042 4.87 1.14 1.27 1.06 1.16 Significant 0.0028



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms TPPSEEDSAEAER 9 4506921 1xTMT6plex [N-Term] 1.199 0.971 3.868733883 59.33 0 1646.770689 2 823.8887939 -0.229667298 -0.000189105 23.33408772AICIDPAYSK 4 4506921 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.096 0.465 3.549911499 33.76 0 1595.886736 2 798.4464722 -0.669179108 -0.000533967 50.90278279TPSASNDDQQE 2 4506921 1xTMT6plex [N-Term] 0.846 2.255733728 34.13 0 1420.638947 2 710.822937 -0.246182581 -0.000174868 24.0564233ALELDPDNETYK 12 4506921 2xTMT6plex [N-Term; K12] 0.965 100 2.28 3.151677847 25.86 0 1865.98968 2 933.4986572 0.191840892 0.000178987 67.1140417AIELNPANAVYFCNR 8 4506921 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.813 100 1.314254999 10.48 0 1981.016297 2 991.0123291 0.547493287 0.000542297 72.15795876426214088 RCN2 reticulocalbin-2 isoform b precursor 5955 NP_001258766.1 23.58208955 1 6 6 22 335 39.115 4.45 1.46 1.54 1.62 1.54 Significant 0.0009 LSEEEILENPDLFLTSEATDYGR 4 426214088 1xTMT6plex [N-Term] 100 100 2.300871611 16.94 0 2870.414479 3 957.4746094 -1.813144073 -0.001734825 102.7383157FVNDYDKDNDGR 6 426214088 2xTMT6plex [N-Term; K7] 1.463 1.89 1.589 4.359807014 14.58 1 1915.955026 3 639.3224487 -1.165339772 -0.000744246 35.85749275QLHDDYFYHDEL 4 426214088 1xTMT6plex [N-Term] 0.912 1.273 2.501001835 14.89 0 1823.843795 3 608.619873 0.696880198 0.000423667 65.62180633KLSEEEILENPDLFLTSEATDYGR 2 426214088 2xTMT6plex [N-Term; K1] 100 1.412557483 3.17 1 3227.672374 3 1076.55603 -5.836013543 -0.006278913 92.71453983EALLGVQEDVDEYVK 3 426214088 2xTMT6plex [N-Term; K15] 1.087332249 0 2165.174186 2 1083.088989 -1.609161239 -0.001742057 77.69371814WDPTANEDPEWILVEK 3 426214088 2xTMT6plex [N-Term; K16] 100 100 1.197352648 0 2400.248748 2 1200.629517 1.253496383 0.001504352 92.09373184504253 H2AFX histone H2AX 3014 NP_002096.1 38.46153846 1 2 6 32 143 15.135 10.74 1.53 1.45 1.61 1.53 Significant 0.00091 LLGGVTIAQGGVLPNIQAVLLPK 2 4504253 2xTMT6plex [N-Term; K23] 1.8 3.567097425 40.39 0 2729.705728 3 910.5730591 -0.404414987 -0.000367978 109.1872856AGLQFPVGR 8 4504253 1xTMT6plex [N-Term] 1.651 1.586 1.732 3.172118664 41.82 0 1173.694158 2 587.350708 -0.01611525 -9.46E-06 48.51380726KTSATVGPK 2 4504253 3xTMT6plex [N-Term; K1; K9] 1.339 4.385214329 14.44 1 1576.003704 3 526.0061646 0.150312048 7.90E-05 30.02302347TSATVGPK 2 4504253 2xTMT6plex [N-Term; K8] 2.263 3.426454067 23.69 0 1218.745809 2 609.8760986 -0.728539429 -0.000443952 33.89761735NDEELNK 11 4504253 2xTMT6plex [N-Term; K7] 1.47 1.352 1.725 3.096918583 36.76 0 1319.720716 2 660.3641357 0.211366217 0.000139472 35.7162739HLQLAIR 7 4504253 1xTMT6plex [N-Term] 1.465 1.466 1.517 2.113611698 34.05 0 1079.688679 2 540.3477173 -0.482638836 -0.00026055 39.12890954226874831 GUK1 guanylate kinase isoform a 2987 NP_001152862.1 29.35779817 1 5 5 12 218 23.767 7.5 0.74 0.86 1.28 0.96 Significant 0.028 EPGLFDVVIINDSLDQAYAELK 2 226874831 2xTMT6plex [N-Term; K22] 1.281 3.281028271 32.86 0 2907.575561 3 969.8618774 -1.541475255 -0.001493985 110.5428256VAVQAVQAMNR 2 226874831 1xTMT6plex [N-Term] 0.759 3.963048458 47.45 0 1415.799034 2 708.4016724 -2.094819509 -0.001482922 53.01209057NTETEESLVK 2 226874831 2xTMT6plex [N-Term; K10] 0.674 2.851324558 23.1 0 1607.889238 2 804.4487915 0.664689947 0.000534374 42.57741458EALSEEIKK 4 226874831 3xTMT6plex [N-Term; K8; K9] 0.869 1.313 2.38994503 6.09 1 1734.061612 3 578.6923828 0.56686423 0.000327659 33.27991951ICVLDVDLQGVR 2 226874831 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.085624456 24.88 0 1615.903893 2 808.4552002 -0.476123226 -0.000384685 70.862532645031631 SCARB2 lysosome membrane protein 2 isoform 1 precursor 950 NP_005497.1 15.27196653 1 5 5 22 478 54.255 5.14 0.909 1.091 0.088 0.7 Non-Significant 0.15 DEVLYVFPSDFCR 4 5031631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 100 1.135 2.713422537 24.61 0 1875.914852 2 938.4599609 -1.176175453 -0.001103202 78.23575299TSLDWWITDK 5 5031631 2xTMT6plex [N-Term; K10] 0.394 100 2.425112009 27.61 0 1722.946693 2 861.9763184 -0.773611427 -0.000666446 87.51629881FVSAIEGMHPNQEDHETFVDINPLTGIILK 2 5031631 2xTMT6plex [N-Term; K30] 100 2.075921774 12.82 0 3823.014067 4 956.5057983 -3.322792018 -0.00317577 93.35772138KLDDFVETGDIR 9 5031631 2xTMT6plex [N-Term; K1] 0.688 0.825 0.088 3.589898586 24.14 1 1866.037299 3 622.6838989 -0.083199117 -5.18E-05 55.19327184AVDQSIEK 2 5031631 2xTMT6plex [N-Term; K8] 0.952 3.173089743 36.8 0 1347.788402 2 674.397522 -0.470574377 -0.000317117 43.511355384503023 CPT2 carnitine O-palmitoyltransferase 2, mitochondrial precursor 1376 NP_000089.1 10.48632219 1 5 5 16 658 73.73 8.18 0.47 0.61 100 33.69 Non-Significant #N/A SIVPTMHYQDSLPR 4 4503023 1xTMT6plex [N-Term] 0.397 100 4.48033762 31.56 0 1872.983934 3 624.9995117 0.025598858 1.60E-05 56.5100446ATNMTVSAIR 2 4503023 1xTMT6plex [N-Term] 0.599 3.797353506 33.25 0 1292.719387 2 646.8638306 0.771886631 0.000498916 38.26664913ELHEQLVALDK 6 4503023 2xTMT6plex [N-Term; K11] 0.533 0.763 3.507732391 17.18 0 1753.026006 3 585.0145874 1.827164583 0.001067689 38.69639082EFLQCVEK 2 4503023 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 0.564 2.911003351 29.4 0 1510.833972 2 755.9202881 -0.444978163 -0.000336144 67.46759611GNFYIFDVLDQDGNIVSPSEIQAHLK 2 4503023 2xTMT6plex [N-Term; K26] 1.36158514 0.23 0 3377.778177 3 1126.587646 -8.81958652 -0.009930202 98.356653877661936 SAFB2 scaffold attachment factor B2 9667 NP_055464.1 4.931794334 1 3 5 20 953 107.408 6.16 0.82 1.19 1.36 1.13 Significant 0.02 AWQGAMDAGAASR 2 7661936 1xTMT6plex [N-Term] 0.818 3.292872429 28.07 0 1520.747727 2 760.8779907 0.643252852 0.000489113 43.25656911ILDILGETCK 6 7661936 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.515 1.004 100 3.293770552 37.38 0 1619.94425 2 810.4760132 0.308194055 0.000249629 85.03487172ADSLLAVVK 6 7661936 2xTMT6plex [N-Term; K9] 1.41 1.88 3.807569981 52.92 0 1373.876823 2 687.4414063 -0.936605072 -0.00064339 72.87535352EYVAAQLR 4 7661936 1xTMT6plex [N-Term] 1.191 1.362 3.449831724 44.03 0 1178.673088 2 589.8388062 -2.33550366 -0.001376398 40.13855338DILSFDK 2 7661936 2xTMT6plex [N-Term; K7] 0.865 2.878796101 26.81 0 1295.761124 2 648.3844604 0.4013382 0.000260019 75.2582373193102364 SWAP70 switch-associated protein 70 isoform 1 23075 NP_055870.2 11.79487179 1 7 7 20 585 68.954 5.87 0.92 0.97 1.09 0.99 Significant 0.0026 EQALQEAMEQLEQLELER 2 93102364 1xTMT6plex [N-Term] 100 2.204191685 8.97 0 2416.22272 3 806.0789185 -0.21428029 -0.000172583 107.3956002LQEALEDER 4 93102364 1xTMT6plex [N-Term] 0.703 0.853 3.203296661 35.67 0 1331.700425 2 666.3538208 -0.04528679 -3.02E-05 56.50447861LLEEESSK 2 93102364 2xTMT6plex [N-Term; K8] 1.325 3.729995966 28.39 0 1392.798632 2 696.9032593 0.43802792 0.000305042 49.46432051SSELEQYLQR 2 93102364 1xTMT6plex [N-Term] 100 1.84307909 13.86 0 1481.779738 2 741.3924561 -1.419037237 -0.00105135 56.91911068QLAEQEELER 2 93102364 1xTMT6plex [N-Term] 0.671 1.595641971 8.5 0 1473.774653 2 737.3921509 1.609708654 0.001186174 26.60416313LIEPGSK 4 93102364 2xTMT6plex [N-Term; K7] 1.005 1.044 2.769121647 23.41 0 1201.755645 2 601.3811646 -0.49302738 -0.000296249 38.59391871INFDDSK 4 93102364 2xTMT6plex [N-Term; K7] 1.287 0.84 2.404003382 21.1 0 1296.719988 2 648.8635254 -0.164668357 -0.000106764 57.911556697706425 LSM8 LSM8 homolog, U6 small nuclear RNA associated 51691 NP_057284.1 59.375 1 4 4 20 96 10.396 4.48 1.09 1.24 1.32 1.22 Significant 0.0031 GDNVAVIGEIDEETDSALDLGNIR 8 7706425 1xTMT6plex [N-Term] 1.16 1.453 100 5.646296978 84.26 0 2744.378763 3 915.4637451 -0.758083565 -0.000693489 93.93715186GFDQTINLILDESHER 2 7706425 1xTMT6plex [N-Term] 1.631 4.117220879 37.76 0 2116.087213 3 706.0336304 -0.413492749 -0.000291662 96.47173335TVAVITSDGR 8 7706425 1xTMT6plex [N-Term] 1.081 1.226 1.284 4.076814175 48.24 0 1247.715681 2 624.3616333 0.247245079 0.000154246 41.49049336MIVGTLK 2 7706425 2xTMT6plex [N-Term; K7] 0.989 2.819430351 36.44 0 1219.784837 2 610.3967285 1.101629738 0.000671876 57.52368839166795301 PCYOX1 prenylcysteine oxidase 1 precursor 51449 NP_057381.3 11.48514851 1 5 5 14 505 56.604 6.18 1.15 1.4 1.42 1.32 Significant 0.0043 KPWLAYPHYKPPEK 2 166795301 4xTMT6plex [N-Term; K1; K10; K14] 1.149 5.150462151 11.42 0 2670.594166 5 534.9246826 0.052728318 2.82E-05 47.96349696YQSHDYAFSSVEK 4 166795301 2xTMT6plex [N-Term; K13] 1.403 1.414 4.381213188 36.9 0 2019.022377 3 673.6782837 -1.029768568 -0.000693042 44.69382365TLLETLQK 4 166795301 2xTMT6plex [N-Term; K8] 1.064 3.735550404 45.35 0 1403.887387 2 702.4472656 -0.094516128 -6.63E-05 75.18525311EKEDPEPSTDGTYVWK 2 166795301 3xTMT6plex [N-Term; K2; K16] 1.535 2.522681952 7.41 1 2568.34366 3 856.7866211 0.642500175 0.000550054 56.92423665YTGNPTK 2 166795301 2xTMT6plex [N-Term; K7] 1.408 2.243746996 14.32 0 1238.714508 2 619.8616333 1.196039566 0.000740776 33.1133110931657094 ANLN actin-binding protein anillin isoform 1 54443 NP_061155.2 4.715302491 1 6 6 20 1124 124.122 8.07 2.39 1.63 1.36 1.79 Significant 0.028 GSLEEAEAER 6 31657094 1xTMT6plex [N-Term] 1.37 1.631 3.476472855 63.83 0 1319.66404 2 660.3364258 1.163305549 0.000767586 40.77372139STTSITDAK 2 31657094 2xTMT6plex [N-Term; K9] 1.674 3.428664446 29.32 0 1381.793881 2 691.4003296 -0.360589462 -0.00024913 38.38808267EICLQSQSK 4 31657094 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.692 3.208 3.635716438 28.02 0 1550.861249 2 775.934021 -0.311947837 -0.000241894 41.18797071GSVTLSEIR 2 31657094 1xTMT6plex [N-Term] 1.28 2.722911835 28 0 1190.694218 2 595.8513184 0.959355251 0.000571149 47.9398691TLLIDELNK 4 31657094 2xTMT6plex [N-Term; K9] 1.581513524 4.75 0 1516.935066 2 758.9697876 -1.824174778 -0.001383577 70.83905418KEDVTSK 2 31657094 3xTMT6plex [N-Term; K1; K7] 3.569 2.190557003 11.93 1 1493.91422 3 498.6428223 -0.205007169 -0.000102088 34.49751737634743290 MLLT4 afadin isoform 4 4301 NP_001278893.1 3.256597417 1 5 5 16 1781 201.68 6.51 1.05 1.15 0.96 1.05 Significant 0.0027 SAYASGTTAK 6 634743290 2xTMT6plex [N-Term; K10] 1.119 1.098 0.925 4.351185799 49.42 0 1414.794215 2 707.9004517 -0.415954265 -0.000294245 29.02650798TILLSTTDPADFAVAEALEK 2 634743290 2xTMT6plex [N-Term; K20] 100 2.062181711 22.9 0 2563.427106 3 855.1461792 -1.217776911 -0.001040561 101.9766934SVDGGLMVK 4 634743290 2xTMT6plex [N-Term; K9] 1.207 1.256 3.370863676 32.37 0 1363.801943 2 682.4049072 0.436026014 0.000297327 46.73639175AAGNFATK 2 634743290 2xTMT6plex [N-Term; K8] 0.931 3.020682096 37.7 0 1237.730493 2 619.3692017 0.51209881 0.00031692 39.61486866EIQELQSKPDR 2 634743290 2xTMT6plex [N-Term; K8] 0.869 2.507513762 0.72 0 1801.021983 3 601.0129395 1.26706914 0.000760673 42.1428689938788380 DHTKD1 probable 2-oxoglutarate dehydrogenase E1 component DHKTD1, mitochondrial 55526 NP_061176.3 6.746463547 1 5 5 17 919 102.977 6.93 0.68 0.63 0.68 0.66 Significant 0.00063 QWGHNELDEPFYTNPIMYK 2 38788380 2xTMT6plex [N-Term; K19] 3.983690262 28.45 0 2840.411807 3 947.472168 -3.470075616 -0.003285481 84.69349676KPLIVASPK 6 38788380 3xTMT6plex [N-Term; K1; K9] 0.612 0.629 0.682 4.920956612 40.76 0 1640.107775 3 547.3739014 -0.380352101 -0.000207939 42.30848174QDGDYSPDNSAQPGDR 2 38788380 1xTMT6plex [N-Term] 0.846 3.39686656 36.5 0 1950.862692 2 975.9353638 0.388894137 0.00037934 31.16833875ETFTTEER 4 38788380 1xTMT6plex [N-Term] 0.692 0.536 3.574765682 30.31 0 1241.621112 2 621.3092041 -8.038528642 -0.004990403 32.29726985DVIIDLLCYR 3 38788380 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 100 100 1.309718251 0.03 0 1508.834417 2 754.9202271 -0.821288555 -0.000619594 95.74648634731184188 APOL2 apolipoprotein L2 23780 NP_112092.2 18.69436202 1 5 5 18 337 37.055 6.74 0.48 0.54 0.61 0.55 Significant 0.0047 ISAEGGEQVER 6 731184188 1xTMT6plex [N-Term] 0.555 0.561 0.611 4.14475441 61.29 0 1403.732788 2 702.37146 2.0340708 0.001427646 34.80494797ALAEEVEQVHR 4 731184188 1xTMT6plex [N-Term] 0.452 0.542 3.74438405 59.85 0 1509.822272 3 503.9457092 0.200504094 0.000100909 50.9419138EFVGGNTPNVLTLVDNWYQVTQGIGR 4 731184188 1xTMT6plex [N-Term] 2.327937603 5.12 0 3106.615914 3 1036.212158 1.933875813 0.002002603 111.8420867SESAEELK 2 731184188 2xTMT6plex [N-Term; K8] 0.801 3.098407984 23.93 0 1350.751682 2 675.878479 -1.480865961 -0.001000141 40.72980517AQELEGK 2 731184188 2xTMT6plex [N-Term; K7] 0.538 2.989989519 39.87 0 1232.725073 2 616.8655396 -1.030731398 -0.000635304 38.985219984502899 CLTA clathrin light chain A isoform a 1211 NP_001824.1 19.72477064 1 4 4 27 218 23.647 4.53 1.39 1.14 1.09 1.21 Significant 0.0059 AAEEAFVNDIDESSPGTEWER 9 4502899 1xTMT6plex [N-Term] 100 1.105 4.44788456 65.85 0 2581.189171 3 861.0667114 -1.390828962 -0.001196664 81.67977953ELEEWYAR 6 4502899 1xTMT6plex [N-Term] 1.128 2.095 1.051 3.088145256 42.37 0 1324.673482 2 662.8442383 5.826041363 0.003858801 57.7057834LCDFNPK 6 4502899 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.765 1.123 1.125 2.92118454 29.54 0 1351.744429 2 676.3751831 -0.990615559 -0.00066953 49.5850212SVLISLK 12 4502899 2xTMT6plex [N-Term; K7] 100 0.997 0.652 2.009179831 17.61 0 1217.823331 2 609.4155884 0.467652243 0.000284759 47.885571235730027 KHDRBS1 KH domain-containing, RNA-binding, signal transduction-associated protein 1 isoform 1 10657 NP_006550.1 11.51241535 1 5 5 23 443 48.197 8.66 1.19 1.18 0.76 1.04 Significant 0.018 DSLDPSFTHAMQLLTAEIEK 6 5730027 2xTMT6plex [N-Term; K20] 2.448022842 22 0 2704.426788 3 902.1460571 -1.172257017 -0.001056761 101.6645568KDDEENYLDLFSHK 8 5730027 3xTMT6plex [N-Term; K1; K14] 1.71 1.149 0.764 3.291675806 24.08 1 2440.296316 4 610.8292236 -0.512715912 -0.000312795 59.93013415DDEENYLDLFSHK 2 5730027 2xTMT6plex [N-Term; K13] 0.506 1.720493317 9.07 0 2083.038421 3 695.0174561 -0.290900029 -0.000201985 84.81584523YLPELMAEK 3 5730027 2xTMT6plex [N-Term; K9] 0.993 0.489 2.97325778 44.83 0 1551.885673 2 776.4483032 2.356542996 0.001828543 84.92942315LQEETGAK 4 5730027 2xTMT6plex [N-Term; K8] 1.321 1.251 3.583856106 38.96 0 1333.772751 2 667.3891602 -1.280433641 -0.000853904 37.69405861767985241 EFTUD1 elongation factor Tu GTP-binding domain-containing protein 1 isoform X1 79631 XP_011520300.1 7.410714286 1 7 7 17 1120 125.35 5.91 1.1 0.71 0.71 0.84 Significant 0.023 FEEQGASDLAK 4 767985241 2xTMT6plex [N-Term; K11] 1.692 1.21 3.343510151 42.76 0 1652.889572 2 826.9405518 -9.525811429 -0.007872557 46.41333532YALQVKPQR 2 767985241 2xTMT6plex [N-Term; K6] 0.943 0.646 2.387140751 0 1560.962618 3 520.9920044 -0.741847622 -0.000385999 36.51455719ELEYLEEVPPGNVLGIGGLQDFVLK 2 767985241 2xTMT6plex [N-Term; K25] 2.150211096 0 3186.770238 3 1062.926147 -1.992251312 -0.002116282 109.6097896ETITKPPK 2 767985241 3xTMT6plex [N-Term; K5; K8] 0.642 2.325632095 11.52 0 1601.024105 3 534.3465576 0.633970194 0.000338334 33.80467742VLQEEMK 2 767985241 2xTMT6plex [N-Term; K7] 1.137 3.239594221 25.27 0 1334.775394 2 667.8915405 0.30742602 0.000205172 38.43245608IFVLGPK 2 767985241 2xTMT6plex [N-Term; K7] 0.945 2.61927557 32.11 0 1231.817851 2 616.4127808 0.351954177 0.000216772 95.07428124AVLPVAESFGFADEIR 3 767985241 1xTMT6plex [N-Term] 100 100 0.953696072 0 1950.053394 2 975.52948 -0.877067812 -0.000855165 98.80188506284795266 SRPRB signal recognition particle receptor subunit beta 58477 NP_067026.3 21.03321033 1 4 4 12 271 29.684 9.04 1.221 0.513 2.046 1.26 Non-Significant 0.11 SAAPSTLDSSSTAPAQLGK 2 284795266 2xTMT6plex [N-Term; K19] 1.12 3.861976147 67.01 0 2247.223261 2 1124.113159 -1.87771758 -0.002109825 54.11174327GDVGSADIQDLEK 6 284795266 2xTMT6plex [N-Term; K13] 1.14 0.513 2.127 3.405384302 62.79 0 1804.969279 2 902.9877319 -0.604732072 -0.000545761 57.17874432AIVFVVDSAAFQR 2 284795266 1xTMT6plex [N-Term] 2.006 2.567429543 13.13 0 1651.936908 2 826.472168 0.091884563 7.59E-05 89.75697605AVLLVGLCDSGK 2 284795266 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 100 1.797035933 14.69 0 1689.997349 2 845.5014038 -1.07554773 -0.000908836 75.705342234758768 NDUFA10 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial precursor 4705 NP_004535.1 18.87323944 1 6 6 16 355 40.725 8.48 1.65 1.15 1.46 1.42 Significant 0.01 YSPGYNTEVGDK 2 4758768 2xTMT6plex [N-Term; K12] 1.456 3.138814211 29.25 0 1787.9216 2 894.4628906 -1.731468538 -0.001547865 46.84255689KVVEDIEYLK 2 4758768 3xTMT6plex [N-Term; K1; K10] 1.647 3.013359785 18.58 1 1923.176976 3 641.7316895 1.840105939 0.001179616 68.23323212KQCVDHYNEVK 2 4758768 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C3] 1.152 3.233873129 17.01 1 2107.15732 4 527.5447388 -0.092670762 -4.88E-05 35.53565238VVEDIEYLK 6 4758768 2xTMT6plex [N-Term; K9] 1.924708009 11.47 0 1565.919081 2 783.4628906 -0.368262962 -0.000288335 72.87271338VITVDGNICTGK 2 4758768 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.428688407 12.63 0 1734.982427 2 867.9961548 1.502096086 0.001303055 50.51331132LLQYSDALEHLLTTGQGVVLER 2 4758768 1xTMT6plex [N-Term] 1.661097169 0 2684.482046 3 895.4971313 -1.939002363 -0.001735072 115.016764394025704 ARPC5 actin-related protein 2/3 complex subunit 5 isoform 2 10092 NP_001257368.1 47.4025974 1 4 4 30 154 16.62 6.02 1.01 0.86 1.01 0.96 Significant 0.0027 ALAAGGVGSIVR 14 394025704 1xTMT6plex [N-Term] 0.923 0.854 0.854 4.288007736 80.87 0 1299.794601 2 650.401062 0.189932654 0.000123437 47.00454282GFESPSDNSSAMLLQWHEK 7 394025704 2xTMT6plex [N-Term; K19] 0.59 1.265 100 3.163388729 24.57 0 2621.307008 3 874.4407349 0.245537757 0.000214543 70.97811325KVDVDEYDENKFVDEEDGGDGQAGPDEGEVDSCLR 3 394025704 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C33] 2.664861202 20.79 2 4575.119615 4 1144.534912 -0.392702847 -0.000449166 57.02097477GFESPSDNSSAMLLQWHEK 2 394025704 2xTMT6plex [N-Term; K19]; 1xOxidation [M12] 100 2.307158709 8.46 0 2637.301923 3 874.4407349 0.245537757 0.000214543 70.97811325AGSIVLK 4 394025704 2xTMT6plex [N-Term; K7] 1.347 1.298 2.707431555 31.23 0 1145.765816 2 573.3867798 0.407736298 0.000233585 51.5487314731542509 ADPGK ADP-dependent glucokinase precursor 83440 NP_112574.3 8.266129032 1 3 3 14 496 53.927 6.2 0.895 0.679 0.281 0.62 Non-Significant 0.076 VAGTQACATETIDTSR 2 31542509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.188 4.037509918 50.88 0 1909.948671 2 955.4781494 0.183967313 0.000175684 35.56297541APQEFMTSHSEAGSR 4 31542509 1xTMT6plex [N-Term] 0.714 0.664 4.359179974 45.87 0 1863.885676 3 621.9655762 -1.878422276 -0.001167055 40.2350584APQEFMTSHSEAGSR 4 31542509 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.076 0.602 3.436119318 27.49 0 1879.880591 3 621.9655762 -1.878422276 -0.001167055 40.2350584VLLCGPVGPK 4 31542509 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.017 0.281 4.069891453 52.4 0 1497.922727 2 749.4644165 -0.781697324 -0.000585461 60.5986614921361282 SRSF4 serine/arginine-rich splicing factor 4 6429 NP_005617.2 7.287449393 1 1 4 27 494 56.645 11.52 1.37 1.36 1.36 1.37 Significant 0.000006 QAGEVTYADAHK 14 21361282 2xTMT6plex [N-Term; K12] 1.332 1.35 1.504 4.823056698 66.64 0 1747.937919 2 874.4708862 -1.958490073 -0.00171166 31.62590317ILEVDLK 18 21361282 2xTMT6plex [N-Term; K7] 1.318 100 100 2.82126379 36.82 0 1287.82881 2 644.4176636 -0.589637036 -0.000379676 65.40449508SKPNLPSESR 2 21361282 2xTMT6plex [N-Term; K2] 0.822 3.747683764 12.06 0 1572.910976 3 524.9747314 -0.848823667 -0.000445041 35.41991226CSWQDLK 2 21361282 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 1.853 2.477451086 14.76 0 1394.750242 2 697.8790283 0.385546178 0.00026887 54.515909654506609 RPL19 60S ribosomal protein L19 6143 NP_000972.1 26.02040816 1 5 5 26 196 23.451 11.47 1.36 1.51 1.16 1.34 Significant 0.0056 LLADQAEAR 8 4506609 1xTMT6plex [N-Term] 1.351 1.305 1.415 3.696955442 60.55 0 1215.689467 2 608.348877 0.831228926 0.000505258 36.1260474HMYHSLYLK 6 4506609 2xTMT6plex [N-Term; K9] 1.218 1.229 1.126 3.838337421 26.72 0 1649.92379 3 550.6459961 -0.214900077 -0.00011819 45.90609542VWLDPNETNEIANANSR 4 4506609 1xTMT6plex [N-Term] 100 100 1.472620845 4.37 0 2172.088275 2 1086.546509 -1.166845705 -0.001267246 59.6492827ILMEHIHK 4 4506609 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 1.889 2.035 2.483584166 28.63 0 1494.886676 3 498.9666748 -0.806138657 -0.000401695 38.44947656ILMEHIHK 2 4506609 2xTMT6plex [N-Term; K8] 1.009 3.072042465 22.49 0 1478.891761 3 498.9666748 -0.806138657 -0.000401695 38.44947656KPVTVHSR 2 4506609 2xTMT6plex [N-Term; K1] 0.921 2.100831032 4.7 0 1381.867989 3 461.2943726 0.416165499 0.000191695 25.824597145359849 G3BP2 ras GTPase-activating protein-binding protein 2 isoform a 9908 NP_987101.1 14.52282158 1 5 6 14 482 54.088 5.55 1.16 1.33 1.36 1.28 Significant 0.0023 VEAKPEVQSQPPR 5 45359849 2xTMT6plex [N-Term; K4] 2.123 1.512 1.355 3.460399628 26.81 0 1923.106381 3 641.706665 -0.488544379 -0.000313174 37.40446568VMEKPSPLLVGR 1 45359849 2xTMT6plex [N-Term; K4] 1.875 6.69 0 1784.086832 3 595.3671265 -0.003315684 -1.97E-06 61.19842TEELKPQVEEK 2 45359849 3xTMT6plex [N-Term; K5; K11] 0.789 2.440273285 6.76 0 2017.178433 3 673.0652466 1.365162372 0.000917925 43.73231329GIVGGGMMR 2 45359849 1xTMT6plex [N-Term] 1.283 2.720576763 35.01 0 1106.601186 2 553.8049316 1.265768795 0.000700351 40.12059999QYYTLLNK 2 45359849 2xTMT6plex [N-Term; K8] 100 2.029752731 20.08 0 1500.882636 2 750.9442139 -0.989534817 -0.000742588 62.90178883LPNFGFVVFDDSEPVQR 2 45359849 1xTMT6plex [N-Term] 100 1.169761419 1.26 0 2195.133435 2 1098.069092 -1.151559267 -0.001263913 104.451684149999380 INF2 inverted formin-2 isoform 1 64423 NP_071934.3 5.924739792 1 5 5 23 1249 135.54 5.38 1.22 0.78 1 1 Significant 0.016 SVQANLDQSQR 8 149999380 1xTMT6plex [N-Term] 1.27 0.769 1.001 4.316998005 53.07 0 1474.781135 2 737.8950806 1.186177915 0.000874676 37.14835937AEDEEELLR 2 149999380 1xTMT6plex [N-Term] 1.073 3.631631613 40.91 0 1332.684441 2 666.8451538 -1.057911963 -0.000704931 36.18444471ALDELFEAIEQK 4 149999380 2xTMT6plex [N-Term; K12] 100 1.135 2.452424765 29.86 0 1864.046801 2 932.5253296 -1.833795327 -0.00170914 108.5738903SSQLLWEALESLVNR 4 149999380 1xTMT6plex [N-Term] 1.960613012 11.73 0 1974.085756 2 987.5453491 -1.182708403 -0.001167384 113.5860622DPTSLLGVLQAEADSTSEGLEDAVHSR 5 149999380 1xTMT6plex [N-Term] 2.141086817 7.77 0 3026.511568 3 1009.506897 -1.794092608 -0.001809947 100.0677777154800487 ERLIN1 erlin-1 10613 NP_006450.2 21.83908046 1 4 7 26 348 39.146 7.87 1.27 1.01 1.65 1.31 Significant 0.02 SVQTTLQTDEVK 4 154800487 2xTMT6plex [N-Term; K12] 1.75 1.68 3.541285992 47.68 0 1807.021314 2 904.0149536 0.728412306 0.000658128 50.48257919ISEIEDAAFLAR 4 154800487 1xTMT6plex [N-Term] 2.366406679 22.11 0 1563.857988 2 782.4317017 -1.190510712 -0.000930895 98.60031484EALEPSGENVIQNK 2 154800487 2xTMT6plex [N-Term; K14] 0.946 2.90459919 14.74 0 1986.090791 3 662.7014771 -0.459655551 -0.000304306 45.34637385LLIAAQK 6 154800487 2xTMT6plex [N-Term; K7] 1.166 0.913 100 2.935935259 36.77 0 1214.823665 2 607.9161987 1.198405151 0.000727925 53.97129101LTPEYLELK 6 154800487 2xTMT6plex [N-Term; K9] 1.727 2.234 1.651 2.323206663 21.54 0 1563.939817 2 782.4725342 -1.294820046 -0.00101251 67.52911346DLNLMAPGLTIQAVR 2 154800487 1xTMT6plex [N-Term] 100 1.201489449 8.28 0 1841.05162 2 921.0285034 -1.026252628 -0.000944692 76.42842686AVIEAEK 2 154800487 2xTMT6plex [N-Term; K7] 1.244 2.546377897 23.61 0 1217.75056 2 609.3793945 0.782477571 0.000476431 42.7794709631881779 GMPPA mannose-1-phosphate guanyltransferase alpha 29926 NP_037467.2 16.19047619 1 5 5 18 420 46.262 7.21 1.36 1.32 1.51 1.4 Significant 0.0017 YLQEFAPLGTGGGLYHFR 4 31881779 1xTMT6plex [N-Term] 100 3.599510193 38.56 0 2255.181054 3 752.3969727 -2.079212772 -0.001563 88.30893633GVTVGEGVR 6 31881779 1xTMT6plex [N-Term] 1.336 1.299 1.469 3.391451359 75.36 0 1102.641788 2 551.824707 0.316587403 0.000174541 35.13974088IPAEVLILNSIVLPHK 2 31881779 2xTMT6plex [N-Term; K16] 100 1.881685853 2.4 0 2214.398981 3 738.8052368 0.982523582 0.000725233 106.1861916AVILIGGPQK 2 31881779 2xTMT6plex [N-Term; K10] 100 2.01837492 20.73 0 1453.950656 2 727.4793091 0.471298018 0.000342622 62.39772857VAPSAVLGPNVSIGK 4 31881779 2xTMT6plex [N-Term; K15] 100 1.740551472 16.23 0 1867.141704 2 934.0715332 -3.167688739 -0.002957262 59.1698555273622130 BOLA2 bolA-like protein 2 isoform 1 552900 NP_001026997.1 27.63157895 1 3 3 22 152 16.922 8.19 0.88 0.89 0.8 0.86 Significant 0.0011 DLEAEHVEVEDTTLNR 16 73622130 1xTMT6plex [N-Term] 0.89 0.942 0.813 4.697284698 50.51 0 2099.045408 3 700.3527222 -0.854820047 -0.000598102 43.78978005LVNACLAEELPHIHAFEQK 4 73622130 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C5] 0.817 0.231 3.609845161 23.24 0 2677.453613 4 670.116394 -3.684996849 -0.002466602 71.59084451VLVVSAK 2 73622130 2xTMT6plex [N-Term; K7] 0.877 2.763253689 38.91 0 1173.797116 2 587.4019165 -0.476668566 -0.000279756 57.0918200315150811 MRPS36 28S ribosomal protein S36, mitochondrial 92259 NP_150597.1 52.42718447 1 4 4 8 103 11.459 9.99 0.7 0.74 0.75 0.73 Significant 0.00044 SAGLPSHSSVISQHSK 2 15150811 2xTMT6plex [N-Term; K16] 0.74 4.915400982 39.97 0 2080.155122 4 520.7935791 -1.267152493 -0.000658968 35.52030294VVQVVKPHTPLIR 2 15150811 2xTMT6plex [N-Term; K6] 0.752 4.134590626 23.6 0 1944.252258 4 486.8179932 -1.087854594 -0.000528766 52.95815668KLVSQEEMEFIQR 2 15150811 2xTMT6plex [N-Term; K1] 0.6 3.365464687 29.65 1 2095.162182 3 699.0598145 1.29272063 0.00090282 62.57467682DNPKPNVSEALR 2 15150811 2xTMT6plex [N-Term; K4] 0.716 3.249400616 16.11 0 1798.022317 3 600.012146 -0.240665377 -0.000144241 44.409789627661948 MLEC malectin isoform1 precursor 9761 NP_055545.1 13.01369863 1 4 4 10 292 32.214 5.41 1.22 2.04 1.63 Non-Significant #N/A KEEEEEEEEYDEGSNLK 2 7661948 3xTMT6plex [N-Term; K1; K17] 1.346 5.908030033 51.04 1 2773.350655 3 925.1202393 -1.619180955 -0.001496852 44.51446803SNPEDQILYQTER 2 7661948 1xTMT6plex [N-Term] 1.218 3.850728035 30.02 0 1821.918022 2 911.4620972 -0.60632479 -0.000552337 48.97896929KEEEEEEEEYDEGSNLKK 2 7661948 4xTMT6plex [N-Term; K1; K17; K18] 3.818 3.358695984 10.73 2 3130.60855 4 783.4072876 -0.392744527 -0.000307382 39.75262691DLDIFDR 4 7661948 1xTMT6plex [N-Term] 1.216 1.279 2.561948299 32.78 0 1122.599255 2 561.8029785 -0.511695289 -0.000287214 68.158263597706497 CMPK1 UMP-CMP kinase isoform a 51727 NP_057392.1 19.73684211 1 4 4 18 228 25.838 7.97 0.79 0.84 1.02 0.89 Significant 0.0062 EMDQTMAANAQK 6 7706497 2xTMT6plex [N-Term; K12] 0.805 0.906 1.025 4.92436409 70.3 0 1795.908275 2 898.4572754 -0.557444255 -0.000500559 37.48377259EMDQTMAANAQK 6 7706497 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 0.242 0.58 0.732 2.149312973 37.01 0 1811.90319 2 898.4572754 -0.557444255 -0.000500559 37.48377259YGYTHLSAGELLR 2 7706497 1xTMT6plex [N-Term] 100 2.24179101 14.55 0 1708.921986 3 570.3123169 0.240931767 0.000137245 59.66577922FLIDGFPR 2 7706497 1xTMT6plex [N-Term] 0.897 2.599683523 29.97 0 1193.68801 2 597.3475952 -0.080842156 -4.83E-05 84.10712106IVPVEITISLLK 2 7706497 2xTMT6plex [N-Term; K12] 0.382 100 1.233075857 2.86 0 1783.170879 2 892.083313 -6.465938611 -0.005764937 101.8594994164420681 METAP1 methionine aminopeptidase 1 23173 NP_055958.2 20.46632124 1 4 4 11 386 43.187 7.17 0.98 0.95 0.96 Non-Significant #N/A SCCTSVNEVICHGIPDR 3 164420681 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C3; C11] 1.231 0.873 5.080618382 28.89 0 2233.036123 3 745.0168457 -0.06229663 -4.64E-05 45.19089749EVLDVAAGMIKPGVTTEEIDHAVHLACIAR 2 164420681 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C27] 0.609 2.385421753 19.52 0 3673.980993 5 735.6020508 0.042111337 3.09E-05 100.5068426VCETDGCSSEAK 4 164420681 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C2; C7] 0.731 100 2.675596952 36.9 0 1800.850821 2 900.9285889 -0.510556241 -0.000459718 40.09762119SAQFEHTLLVTDTGCEILTR 2 164420681 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 2.155751944 2.74 0 2520.296554 3 840.7704468 0.092553406 7.78E-05 70.1877491742716275 CNOT1 CCR4-NOT transcription complex subunit 1 isoform a 23019 NP_057368.3 2.188552189 1 5 5 15 2376 266.768 7.11 0.8 1.01 1.24 1.02 Significant 0.015 ILPDSGGVAK 4 42716275 2xTMT6plex [N-Term; K10] 0.255 1.377 3.839258909 63.25 0 1414.866986 2 707.9379272 1.124941216 0.000795821 50.07790378AVQELVHPVVDR 4 42716275 1xTMT6plex [N-Term] 0.799 0.765 4.070195675 49.78 0 1590.916506 3 530.9770508 0.058239229 3.09E-05 48.76600401KDFALDSEESR 3 42716275 2xTMT6plex [N-Term; K1] 0.816 1.24 3.684038639 28.66 1 1754.932499 3 585.6486816 -0.574220447 -0.000335906 36.84600359ELNPSLNFK 2 42716275 2xTMT6plex [N-Term; K9] 0.941 2.735987663 24.06 0 1519.88845 2 760.4474487 -0.545486784 -0.00041454 70.52429056LPDPFTPNLK 2 42716275 2xTMT6plex [N-Term; K10] 0.928 1.219999552 1.48 0 1599.95105 2 800.4790649 -0.123064507 -9.84E-05 76.38151871



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms544346136 SPATS2L SPATS2-like protein isoform d 26010 NP_001269673.1 9.863945578 1 5 5 16 588 65.111 9.66 1.12 1.08 0.74 0.98 Significant 0.015 AQIMLCGEITHPK 4 544346136 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 1.172 1.127 3.558586359 30.66 0 1956.081095 3 652.6984863 -0.096752443 -6.31E-05 47.64895397DSSSTDSANEKPALIPR 6 544346136 2xTMT6plex [N-Term; K11] 0.617 0.9 0.742 5.431996822 26.04 0 2246.20286 3 749.4050293 -1.035373704 -0.00077522 48.87781386FSCDIEQLK 2 544346136 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.958 3.121629477 48.13 0 1597.866 2 799.4365845 -0.067505465 -5.39E-05 72.05284198VKEEAMEILTAR 2 544346136 2xTMT6plex [N-Term; K2] 100 2.00757122 7.37 1 1848.06649 3 616.694458 1.260946751 0.000776771 76.02505395EWNMTGK 2 544346136 2xTMT6plex [N-Term; K7] 1.345 2.897999763 30.38 0 1323.713128 2 662.361145 1.424174938 0.0009426 50.359874817657603 HEBP2 heme-binding protein 2 23593 NP_055135.1 28.29268293 1 5 5 12 205 22.861 4.63 0.8 0.77 0.79 Non-Significant #N/A SFDGFSSAQK 2 7657603 2xTMT6plex [N-Term; K10] 0.948 3.289597273 40.67 0 1531.815679 2 766.4127808 1.701264371 0.001303012 52.3887779VYYTAGYNSPVK 2 7657603 2xTMT6plex [N-Term; K12] 0.889 2.468725443 22.97 0 1819.999457 2 910.5025024 -0.949745991 -0.000864269 53.18506209APEDAGPQPGSYEIR 2 7657603 1xTMT6plex [N-Term] 0.679 3.336901188 32.7 0 1815.907458 2 908.4577026 0.36947006 0.000335462 48.64619057AEMTVFVR 4 7657603 1xTMT6plex [N-Term] 1.301 0.746 2.77462101 46.75 0 1181.654996 2 591.3306885 -0.757646587 -0.000447638 54.40919353NQEQLLTLASILR 2 7657603 1xTMT6plex [N-Term] 1.825092912 12.21 0 1728.0217 2 864.513855 -0.73283169 -0.000633175 97.387175658923417 ADPRHL2 poly(ADP-ribose) glycohydrolase ARH3 54936 NP_060295.1 18.73278237 1 5 5 15 363 38.922 5.07 0.9 1.17 0.66 0.91 Significant 0.025 QLLGHMEDLEGDAQSVLDAR 4 8923417 1xTMT6plex [N-Term] 1.015 0.783 4.315739632 36.93 0 2426.218303 3 809.4099121 -1.286006239 -0.001040044 91.36080738ELGMEERPYSSR 2 8923417 1xTMT6plex [N-Term] 0.644 4.447190762 17.2 0 1682.836935 3 561.6166992 -0.826588554 -0.000463671 39.09505337HVQSLEPDPGTPGSER 3 8923417 1xTMT6plex [N-Term] 0.857 1.312 4.133796215 28.06 0 1934.976934 3 645.6626587 -1.814686118 -0.001170459 38.89247093GYGAGVVTVFK 2 8923417 2xTMT6plex [N-Term; K11] 1.63833189 14.65 0 1555.924835 2 778.4666748 0.795378637 0.000618775 66.84870275ALVQSLLAK 4 8923417 2xTMT6plex [N-Term; K9] 100 100 1.973270655 21.06 0 1400.924107 2 700.9664307 1.054659647 0.000738749 65.0757352316905526 DAP3 28S ribosomal protein S29, mitochondrial isoform 1 7818 NP_387506.1 14.8241206 1 5 5 26 398 45.538 8.88 1.14 0.98 0.94 1.02 Significant 0.0036 GSPLGEVVEQGITR 4 16905526 1xTMT6plex [N-Term] 1.076 1.072 2.375199318 36.45 0 1670.927465 2 835.9662476 -1.344440653 -0.001123231 70.69328803DLLQSSYNK 6 16905526 2xTMT6plex [N-Term; K9] 100 0.947 0.875 4.184027672 51.87 0 1525.862629 2 763.4353638 0.538619301 0.00041093 49.7754239KPALELLHYLK 4 16905526 3xTMT6plex [N-Term; K1; K11] 1.071 1.951 1.996546507 7.68 0 2012.28753 4 503.8273315 -0.016646788 -8.37E-06 70.60746349AYLPQELLGK 10 16905526 2xTMT6plex [N-Term; K10] 1.11 100 100 3.144419432 26.64 0 1589.9667 2 795.4860229 -1.21445409 -0.000965471 93.55807261SPIAPEELALVHNLR 2 16905526 1xTMT6plex [N-Term] 2.182929516 14.49 0 1888.085363 3 630.0331421 -0.25926289 -0.00016317 62.367192377706753 UCHL5 ubiquitin carboxyl-terminal hydrolase isozyme L5 isoform 1 51377 NP_057068.1 14.58966565 1 4 4 14 329 37.583 5.33 1.65 1.48 1.56 Non-Significant #N/A GAQVEEIWSLEPENFEK 6 7706753 2xTMT6plex [N-Term; K17] 2.068 1.415 3.844487667 30.87 0 2463.280776 3 821.7645264 -0.710588275 -0.000583459 92.5298735TLAEHQQLIPLVEK 2 7706753 2xTMT6plex [N-Term; K14] 2.196 3.061648369 19.36 0 2077.242147 3 693.0865479 1.417155286 0.000981258 63.11169682QQMFEFDTK 4 7706753 2xTMT6plex [N-Term; K9] 1.432 1.552 3.012683868 37.08 0 1631.85035 2 816.4290161 0.248666529 0.000202893 70.88761651LDTIFFAK 2 7706753 2xTMT6plex [N-Term; K8] 2.674976349 28.33 0 1412.855359 2 706.9315796 0.370589731 0.000261795 94.457212644505185 MIF macrophage migration inhibitory factor 4282 NP_002406.1 35.65217391 1 3 3 73 115 12.468 7.88 0.88 1.52 1.17 1.19 Significant 0.023 PMFIVNTNVPR 4 4505185 1xTMT6plex [N-Term] 0.926 38.44 0 1516.850735 2 758.9284668 -0.710805767 -0.000539093 66.38539088LLCGLLAER 23 4505185 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.734 1.076 1.354 3.479733229 46.22 0 1273.749959 2 637.3777466 -1.367879092 -0.000871168 69.3773837VYINYYDMNAANVGWNNSTFA 44 4505185 1xTMT6plex [N-Term] 100 2.192 1.088 2.953700542 33.76 0 2656.233953 3 886.0814819 -1.528750589 -0.001353573 95.62393108VYINYYDMNAANVGWNNSTFA 2 4505185 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.860683084 16.99 0 2672.228868 3 886.0814819 -1.528750589 -0.001353573 95.6239310850593002 SNRPA1 U2 small nuclear ribonucleoprotein A' 6627 NP_003081.2 18.03921569 1 3 3 12 255 28.398 8.62 1.67 1.63 1.65 Non-Significant #N/A IPVIENLGATLDQFDAIDFSDNEIR 6 50593002 1xTMT6plex [N-Term] 1.811 5.763615608 89.52 0 3034.557061 3 1012.190735 0.194463255 0.000196703 118.1850779GGPSPGDVEAIK 2 50593002 2xTMT6plex [N-Term; K12] 1.556 3.692429066 63.33 0 1584.899743 2 792.9536743 0.207712074 0.000164601 53.39181784KLDGFPLLR 4 50593002 2xTMT6plex [N-Term; K1] 100 1.135 2.739697456 18.67 1 1516.961555 3 506.324707 -1.310175754 -0.000662495 75.2397944810835232 MT1X metallothionein-1X 4501 NP_005943.1 67.21311475 1 1 4 43 61 6.063 7.96 1.13 1.01 1.28 1.14 Significant 0.0047 MDPNCSCSPVGSCACAGSCK 4 10835232 2xTMT6plex [N-Term; K20]; 5xCarbamidomethyl [C5; C7; C13; C15; C19] 2.732 4.006 4.370311737 48.61 0 2663.121475 3 888.3734741 -5.860065665 -0.005202022 39.51432303SCCSCCPVGCAK 6 10835232 2xTMT6plex [N-Term; K12]; 5xCarbamidomethyl [C2; C3; C5; C6; C10] 1.109 0.839 0.998 3.558941364 46.22 0 1903.835722 2 952.4205933 -0.951986845 -0.000906213 31.3416409KSCCSCCPVGCAK 4 10835232 3xTMT6plex [N-Term; K1; K13]; 5xCarbamidomethyl [C3; C4; C6; C7; C11] 0.505 0.619 4.32499361 35.78 1 2261.093617 3 754.3695068 0.154778117 0.000116656 30.85868949CAQGCICK 29 10835232 2xTMT6plex [N-Term; K8]; 3xCarbamidomethyl [C1; C5; C7] 1.032 1.113 1.011 3.943762541 37.65 0 1454.731832 2 727.8696899 0.186180577 0.000135421 38.6862713348255905 TAGLN transgelin 6876 NP_003177.2 31.34328358 1 5 5 10 201 22.596 8.84 0.86 0.6 0.73 Non-Significant #N/A EFTESQLQEGK 2 48255905 2xTMT6plex [N-Term; K11] 0.596 3.868115902 36.68 0 1753.93725 2 877.4713135 -1.083326598 -0.000950043 44.5657473AAEDYGVIK 2 48255905 2xTMT6plex [N-Term; K9] 0.833 3.695988655 46.4 0 1423.819702 2 712.4144287 1.31977516 0.000939561 48.11282407VPENPPSMVFK 2 48255905 2xTMT6plex [N-Term; K11] 0.934 2.518414497 36.54 0 1702.960235 2 851.9851074 1.587596525 0.001351807 72.80273477LVNSLYPDGSKPVK 2 48255905 3xTMT6plex [N-Term; K11; K14] 1.494683385 5.33 0 2204.325766 3 735.4454346 -1.821495318 -0.00133839 50.20522006LVEWIIVQCGPDVGRPDR 2 48255905 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.752917171 6.8 0 2338.253901 3 780.0888062 -0.870783522 -0.000678704 86.7799289578000181 RPL14 60S ribosomal protein L14 9045 NP_003964.3 15.34883721 1 3 3 24 215 23.417 10.93 1.1 1.27 1.27 1.21 Significant 0.0022 VAYVSFGPHAGK 18 78000181 2xTMT6plex [N-Term; K12] 1.127 1.269 1.273 4.980311394 73.32 0 1690.968097 2 845.9887085 1.208291387 0.001021591 49.56156679ALVDGPCTQVR 2 78000181 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.007 3.934119701 43.99 0 1444.777964 2 722.8929443 0.448250105 0.000323811 41.03540367CMQLTDFILK 4 78000181 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C1] 1.166 2.482280254 20.75 0 1726.963606 2 863.9841919 -1.446799996 -0.001249285 98.1939117439780588 TSR1 pre-rRNA-processing protein TSR1 homolog 55720 NP_060598.3 5.099502488 1 5 5 18 804 91.752 7.42 1.52 1.26 1.62 1.47 Significant 0.0053 ASPLFSQHTAADK 4 39780588 2xTMT6plex [N-Term; K13] 1.54 1.286 3.612596989 41 0 1831.011418 3 611.0089722 0.516012023 0.000314941 46.32472835KVDEEAEAK 4 39780588 3xTMT6plex [N-Term; K1; K9] 1.133 1.621 3.30232048 32.96 1 1705.993927 3 569.335144 -1.786460694 -0.001015897 31.15795571AKEELIFHCGFR 4 39780588 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C9] 1.248 1.484 3.125867367 13.42 1 1965.078059 4 492.0249634 -0.017762335 -8.73E-06 48.83474088VDEEAEAK 4 39780588 2xTMT6plex [N-Term; K8] 1.511 1.599 3.498731852 48.19 0 1348.736032 2 674.8707886 -1.28348433 -0.000865541 30.5306303EAVLAEK 2 39780588 2xTMT6plex [N-Term; K7] 1.557 3.012138605 39.05 0 1217.75056 2 609.3791504 0.381507729 0.000232291 42.26372879574957243 SMARCA2 probable global transcription activator SNF2L2 isoform a 6595 NP_001276325.1 3.836477987 1 2 4 10 1590 181.166 7.2 1.53 1.58 1.55 Non-Significant #N/A AFLQAILEHEEENEEEDEVPDDETLNQMIAR 2 574957243 1xTMT6plex [N-Term] 1.047 4.847737789 19.92 0 3885.817387 4 972.2091064 -0.718299002 -0.000697795 97.64481362ELPEYYELIR 2 574957243 1xTMT6plex [N-Term] 1.494 3.439599514 32.89 0 1553.841276 2 777.4232788 -1.283807325 -0.000997416 80.46080738AVATWHANTER 4 574957243 1xTMT6plex [N-Term] 1.546 1.575 4.148741722 34.59 0 1484.780741 3 495.5982361 -0.394871802 -0.000195433 39.33453967LTCEEEEEK 2 574957243 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.103 3.117484093 11.83 0 1624.814024 2 812.9106445 -0.007174667 -5.83E-06 40.5296061711386157 CDA cytidine deaminase 978 NP_001776.1 73.28767123 1 5 5 13 146 16.174 6.92 0.636 0.673 0.01 0.44 Non-Significant 0.18 EFGTNWPVYMTKPDGTYIVMTVQELLPSSFGPEDLQK 2 11386157 3xTMT6plex [N-Term; K12; K37] 0.614 3.66186285 18.53 0 4905.533791 4 1227.140991 1.700906385 0.002085963 117.9636165RPACTLKPECVQQLLVCSQEAK 2 11386157 3xTMT6plex [N-Term; K7; K22]; 3xCarbamidomethyl [C4; C10; C17] 1.348 3.549814463 3.49 0 3302.799019 4 826.4550781 -0.162486423 -0.000134165 57.22651541AIAIASDMQDDFISPCGACR 4 11386157 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C16; C19] 0.01 1.343223333 3.57 0 2427.130417 2 1214.067383 -1.206311363 -0.001463938 74.64516401AVSEGYK 4 11386157 2xTMT6plex [N-Term; K7] 0.636 0.691 2.819284201 37.69 0 1211.703609 2 606.3556519 0.344713785 0.000208845 32.97375071SAYCPYSHFPVGAALLTQEGR 1 11386157 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.155531883 0 2553.275759 3 851.7624512 -1.158748468 -0.000986201 66.4924963534328930 IMPDH1 inosine-5'-monophosphate dehydrogenase 1 isoform a 3614 NP_000874.2 12.85475793 1 6 7 20 599 64.279 7.02 100 1.45 0.77 34.07 Non-Significant #N/A EANEILQR 6 34328930 1xTMT6plex [N-Term] 1.989 2.13 2.02 3.162423611 37.43 0 1201.673817 2 601.34021 -0.560391776 -0.000336704 40.99646277QLLCGAAVGTR 1 34328930 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.945 2.189424276 0 1374.772485 2 687.8894043 -0.693348361 -0.000476598 42.8749761DIDFLAEK 4 34328930 2xTMT6plex [N-Term; K8] 100 2.138188839 12.8 0 1408.808803 2 704.9076538 -0.547734235 -0.000385826 62.45009829LVGIVTSR 3 34328930 1xTMT6plex [N-Term] 1.509 0.669 2.44184041 38.1 0 1073.68801 2 537.3478394 0.364892719 0.00019589 50.64124044GMGSLDAMEK 2 34328930 2xTMT6plex [N-Term; K10] 0.447 1.809611201 11.77 0 1496.785307 2 748.8961792 -0.150316523 -0.000112496 47.62222545IELVVAPAGVTLK 2 34328930 2xTMT6plex [N-Term; K13] 100 1.570270658 11.18 0 1768.134828 2 884.5710449 -0.008402216 -7.43E-06 75.68015748FVPYLIAGIQHGCQDIGAR 2 34328930 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.542043805 2.76 0 2344.243337 3 782.086853 1.138607068 0.000889724 89.3500199271773010 AP1G1 AP-1 complex subunit gamma-1 isoform a 164 NP_001025178.1 6.666666667 1 6 6 26 825 91.664 6.8 0.98 1.18 1.12 1.1 Significant 0.0029 ELLYFLDSCEPEFK 4 71773010 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 0.932 2.41102457 9.57 0 2248.161179 2 1124.584106 -0.107901238 -0.00012129 104.2292292STIVDCLK 2 71773010 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.19 3.800134897 47.51 0 1393.812508 2 697.4105835 0.991684448 0.000691111 61.15872091GYALTAIMK 12 71773010 2xTMT6plex [N-Term; K9] 0.492 2.254340649 26.27 0 1425.853979 2 713.4301758 -0.633878022 -0.000451909 71.14988384DLAGEVEK 6 71773010 2xTMT6plex [N-Term; K8] 0.854 1.013 1.124 3.70757699 38.84 0 1318.761852 2 659.8846436 0.119824042 7.90E-05 41.47086568DLDVSIK 6 71773010 2xTMT6plex [N-Term; K7] 1.15 1.666 3.238734722 36.06 0 1247.761124 2 624.3844604 0.41677724 0.000260019 48.89045282AVEYNALFK 2 71773010 2xTMT6plex [N-Term; K9] 0.77792418 2.95 0 1512.882636 2 756.944458 -0.658937019 -0.000498447 58.78153544503499 EIF1AX eukaryotic translation initiation factor 1A, X-chromosomal 1964 NP_001403.1 31.25 1 4 4 11 144 16.45 5.24 0.92 0.89 0.9 Non-Significant #N/A EDGQEYAQVIK 4 4503499 2xTMT6plex [N-Term; K11] 1.655 4.628827095 49.04 0 1737.942336 2 869.4747925 -0.015811262 -1.37E-05 43.90922671AYGELPEHAK 4 4503499 2xTMT6plex [N-Term; K10] 0.846 3.597295284 50.51 0 1572.878613 2 786.9431152 0.216392255 0.000170179 40.74013233LEAMCFDGVK 2 4503499 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.157 1.506355524 16.16 0 1627.858806 2 814.4326782 -0.446306943 -0.000363262 61.80389268VWINTSDIILVGLR 1 4503499 1xTMT6plex [N-Term] 0.694 1.387336016 0 1828.089385 2 914.546875 -1.59289257 -0.001455975 104.994890939812229 KPNA5 importin subunit alpha-6 3841 NP_002260.2 12.0593692 1 2 5 17 539 60.628 5.12 2.17 1.85 2.01 Non-Significant #N/A IEFLQSHENQEIYQK 4 39812229 2xTMT6plex [N-Term; K15] 2.359 2.001 5.266497612 46.11 0 2364.259981 3 788.7576294 -0.696347449 -0.000548782 69.48741968LVELLMHNDYK 2 39812229 2xTMT6plex [N-Term; K11] 100 2.573127031 24.84 0 1833.034462 3 611.6831665 0.264125814 0.000161384 91.65566254REEEGIQLR 8 39812229 1xTMT6plex [N-Term] 1.272 1.61 5.138329983 34.96 1 1358.758943 3 453.591217 0.113804621 5.15E-05 31.01532799IQAVIDSGVCR 5 39812229 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 100 1.303608179 6.63 0 1446.793614 2 723.9005737 0.177185561 0.000128175 41.83683503EAAWAITNATSGGTPEQIR 2 39812229 1xTMT6plex [N-Term] 1.272665501 0 2202.135226 2 1101.570435 -0.741602675 -0.000816555 54.9019372556549107 OPTN optineurin 10133 NP_001008212.1 9.185441941 1 4 4 11 577 65.881 5.17 0.77 0.71 0.58 0.68 Significant 0.0066 MAEGEAEGSVK 5 56549107 2xTMT6plex [N-Term; K11] 0.791 0.815 0.579 4.872683048 58.33 0 1565.824529 2 783.4159546 0.066163025 5.18E-05 35.55623906AQMEVYCSDFHAER 2 56549107 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.571 3.861104965 41.8 0 1971.889048 3 657.96698 -1.349400767 -0.000886956 44.45268505NYFEHEELTVSQLLLCLR 2 56549107 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.01 3.077421188 5.29 0 2493.300911 3 831.7729492 1.357002773 0.001127805 107.8684271LTVLQMTHNK 2 56549107 2xTMT6plex [N-Term; K10] 0.772 3.653133154 24.17 0 1642.971468 3 548.3278198 -1.559240312 -0.000853929 53.6516412215431290 RPL11 60S ribosomal protein L11 isoform 1 6135 NP_000966.2 29.21348315 1 5 5 36 178 20.24 9.6 1.09 1.23 1.13 1.15 Significant 0.0013 KLCLNICVGESGDR 3 15431290 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C3; C7] 1.216 3.051463842 20.41 1 2079.109101 3 693.7090454 1.67481854 0.00116071 58.44755917VLEQLTGQTPVFSK 12 15431290 2xTMT6plex [N-Term; K14] 100 100 2.257328987 34.67 0 2005.173398 2 1003.089355 -0.979452701 -0.000981986 73.00944413IAVHCTVR 4 15431290 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.756 1.647 2.821166515 33.09 0 1184.677128 2 592.8416748 -0.890842407 -0.00052768 39.49425449YDGIILPGK 8 15431290 2xTMT6plex [N-Term; K9] 1.362 1.466 1.918 3.32871294 36.17 0 1433.876823 2 717.4417114 -0.47174794 -0.000338214 59.1825363AEEILEK 9 15431290 2xTMT6plex [N-Term; K7] 1.18 1.094 0.794 2.732400417 40.11 0 1289.771689 2 645.3897705 0.44619961 0.000287748 54.6221203166235148 OSTF1 osteoclast-stimulating factor 1 26578 NP_036515.4 35.51401869 1 5 5 16 214 23.772 5.68 0.94 2.01 1.47 Non-Significant #N/A DIVEMLFTQPNIELNQQNK 6 166235148 2xTMT6plex [N-Term; K19] 1.232 3.121298075 34.68 0 2732.469322 3 911.4942627 -0.397846758 -0.000362368 103.7759336LGDTALHAAAWK 3 166235148 2xTMT6plex [N-Term; K12] 2.007 2.979465008 22.39 0 1711.989561 3 571.3331299 -2.759643908 -0.001574827 57.19939211GYADIVQLLLAK 4 166235148 2xTMT6plex [N-Term; K12] 0.653 2.670970201 34.66 0 1762.087878 2 881.5470581 -0.589249308 -0.000519155 109.6791474ALYTFEPR 2 166235148 1xTMT6plex [N-Term] 0.935 2.972513437 23.27 0 1225.67784 2 613.3438721 2.144128367 0.001314005 56.00492528TGLIPSNYVAEQAESIDNPLHEAAK 1 166235148 2xTMT6plex [N-Term; K25] 1.317291737 0.07 0 3125.651914 3 1042.554443 -1.003599237 -0.001045634 76.30004108215490089 SAP18 histone deacetylase complex subunit SAP18 10284 NP_005861.2 16.86046512 1 4 4 18 172 19.514 9.8 1.4 1.64 1.7 1.58 Significant 0.0033 KGTDDSMTLQSQK 2 215490089 3xTMT6plex [N-Term; K1; K13] 1.754 5.308132648 31.06 1 2126.17303 3 709.3952637 -0.842802702 -0.000597315 40.6769091GTDDSMTLQSQK 2 215490089 2xTMT6plex [N-Term; K12] 1.305 2.873566389 47.06 0 1768.915135 2 884.9608765 -0.372228322 -0.00032922 38.4296116EIGSTMSGR 6 215490089 1xTMT6plex [N-Term] 1.566 1.432 1.635 3.212248802 49.4 0 1166.603688 2 583.805603 0.20673232 0.000120587 31.73440548EIGSTMSGR 4 215490089 1xTMT6plex [N-Term]; 1xOxidation [M6] 100 1.846 1.526340365 15.35 0 1182.598603 2 583.805603 0.20673232 0.000120587 31.73440548VTQEEIK 4 215490089 2xTMT6plex [N-Term; K7] 1.322 1.728 2.888094902 35.72 0 1304.782588 2 652.8939209 -1.550260667 -0.001011377 42.32970014504483 HPRT1 hypoxanthine-guanine phosphoribosyltransferase 3251 NP_000185.1 28.89908257 1 5 5 25 218 24.564 6.68 1.05 0.94 1.61 1.2 Significant 0.029 DLNHVCVISETGK 6 4504483 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 1.052 0.894 4.951444149 38.53 0 1930.046818 3 644.0205688 0.173769344 0.000111794 44.48997456VIGGDDLSTLTGK 6 4504483 2xTMT6plex [N-Term; K13] 1.253 1.466 1.393 3.296459198 46.46 0 1734.004936 2 867.500061 -6.972650098 -0.006045305 64.68457066SVGYKPDFVGFEIPDK 5 4504483 3xTMT6plex [N-Term; K5; K16] 1.329 100 100 2.822187424 19.86 0 2485.394573 3 829.1349487 -1.722228993 -0.001426806 71.02185956FFADLLDYIK 2 4504483 2xTMT6plex [N-Term; K10] 0.942 2.621184587 19.83 0 1702.982016 2 851.9992065 5.355638434 0.004560278 115.9427383VFIPHGLIMDR 6 4504483 1xTMT6plex [N-Term] 0.655 2.189 1.096 1.421497941 14.78 0 1526.871471 3 509.6279602 -1.403690361 -0.000714418 65.58937631281604136 PGAM5 serine/threonine-protein phosphatase PGAM5, mitochondrial isoform 1 192111 NP_001164014.1 14.18685121 1 4 4 16 289 31.985 8.68 0.7 0.74 0.78 0.74 Significant 0.00097 HSQYHVDGSLEKDR 4 281604136 2xTMT6plex [N-Term; K12] 0.693 0.684 5.299088001 13.46 1 2129.113986 4 533.0336914 -0.493212203 -0.000262526 29.81390693QEEDSYEIFICHANVIR 2 281604136 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.948 3.631636858 28.01 0 2352.149161 3 784.7227173 1.886438812 0.001479062 73.88309664AIETTDIISR 6 281604136 1xTMT6plex [N-Term] 0.741 0.76 0.81 3.521734238 49.47 0 1347.768111 2 674.3876343 -0.088290642 -5.95E-05 54.58199671HSQYHVDGSLEK 4 281604136 2xTMT6plex [N-Term; K12] 0.647 0.774 4.071171284 21.37 0 1857.985932 3 620.0011597 1.611322161 0.000997938 40.974124495454152 UQCRB cytochrome b-c1 complex subunit 7 isoform 1 7381 NP_006285.1 49.54954955 1 6 6 19 111 13.522 8.78 1.2 1.48 1.77 1.48 Significant 0.012 DDTIYEDEDVK 6 5454152 2xTMT6plex [N-Term; K11] 1.503 1.569 4.086689949 58.94 0 1799.895111 2 900.4502563 -1.041552186 -0.000937342 47.69028153YEEENFYLEPYLK 2 5454152 2xTMT6plex [N-Term; K13] 100 2.111980915 9.28 0 2195.131259 2 1098.068481 -0.716294012 -0.00078618 84.77907714RLPENLYNDR 2 5454152 1xTMT6plex [N-Term] 1.046 4.217403412 28.73 1 1518.822606 3 506.9454651 -0.503064891 -0.000254689 40.95818808ALDLNLK 4 5454152 2xTMT6plex [N-Term; K7] 0.721 0.971 3.389595747 34.27 0 1244.797844 2 622.9016724 -1.426756518 -0.000888012 60.41105037WYYNAAGFNK 3 5454152 2xTMT6plex [N-Term; K10] 0.655 1.124 1.586373329 7.79 0 1691.894598 2 846.4494629 -1.74287379 -0.001474379 61.1385421DDTIYEDEDVKEAIR 2 5454152 2xTMT6plex [N-Term; K11] 1.497089505 1.75 1 2269.159992 3 757.0574951 -0.907960851 -0.000686769 49.799708354506925 SH3BGRL SH3 domain-binding glutamic acid-rich-like protein 6451 NP_003013.1 36.84210526 1 5 5 20 114 12.766 5.25 0.91 0.87 0.93 0.9 Significant 0.00038 VYIASSSGSTAIK 4 4506925 2xTMT6plex [N-Term; K13] 0.938 1.019 4.373357773 65.14 0 1742.010021 2 871.5078125 -0.960430755 -0.00083654 51.18540194DIAANEENR 4 4506925 1xTMT6plex [N-Term] 0.987 100 3.366766691 39.83 0 1260.638159 2 630.8231201 0.63792641 0.000402097 30.37843663KQQDVLGFLEANK 4 4506925 3xTMT6plex [N-Term; K1; K13] 0.921 0.993 1.938509107 13.01 1 2177.289714 3 726.4335938 -1.601293561 -0.00116216 71.2471633EAEVQAK 6 4506925 2xTMT6plex [N-Term; K7] 0.894 0.869 0.809 2.961166382 35.43 0 1232.725073 2 616.866394 0.355615333 0.000219188 28.7227159QQDVLGFLEANK 2 4506925 2xTMT6plex [N-Term; K12] 1.414183855 9.93 0 1820.03182 2 910.5205688 1.121714077 0.001020778 82.638620084502923 CNN3 calponin-3 isoform 1 1266 NP_001830.1 9.726443769 1 2 3 22 329 36.391 6.05 1.92 2.19 2.08 2.06 Significant 0.0014 GPSYGLSAEVK 14 4502923 2xTMT6plex [N-Term; K11] 1.151 1.062 1.056 4.412624836 70.23 0 1565.893929 2 783.4507446 0.181019804 0.000141729 45.12852956YDHQAEEDLR 4 4502923 1xTMT6plex [N-Term] 2.077 3.834074497 65.36 0 1504.722952 2 752.8652954 0.240988092 0.00018131 34.16632267GFHTTIDIGVK 4 4502923 2xTMT6plex [N-Term; K11] 1.918 2.189 3.810783386 38.66 0 1645.967763 3 549.3275757 0.249689448 0.000136994 50.056473034506195 PSMB2 proteasome subunit beta type-2 isoform 1 5690 NP_002785.1 35.32338308 1 4 4 18 201 22.822 7.02 1.2 0.85 0.72 0.92 Significant 0.023 VAASNIVQMK 4 4506195 2xTMT6plex [N-Term; K10] 1.218 0.794 4.183464527 68.89 0 1518.907805 2 759.9573364 -0.269231902 -0.000204469 59.9531174TPYHVNLLLAGYDEHEGPALYYMDYLAALAK 6 4506195 2xTMT6plex [N-Term; K31] 0.82 1.026 0.717 5.157814026 22.58 0 3970.050118 4 993.2670898 -0.903821084 -0.000897054 108.0737388APFAAHGYGAFLTLSILDR 3 4506195 1xTMT6plex [N-Term] 0.722 2.965039253 10.25 0 2249.228004 3 750.4157715 2.115082649 0.001585768 100.8117286FILNLPTFSVR 5 4506195 1xTMT6plex [N-Term] 100 1.592086196 18.7 0 1535.914716 2 768.4606323 -0.473712215 -0.000363791 97.3351080513569879 ANP32E acidic leucine-rich nuclear phosphoprotein 32 family member E isoform 1 81611 NP_112182.1 29.10447761 1 4 4 17 268 30.674 3.85 1.83 100 1.35 34.4 Non-Significant #N/A DLSTVEALQNLK 4 13569879 2xTMT6plex [N-Term; K12] 100 100 2.11832428 28.72 0 1789.047135 2 895.0268555 -0.391768605 -0.000350446 71.75795333KLELSDNIISGGLEVLAEK 6 13569879 3xTMT6plex [N-Term; K1; K19] 1.833 100 0.715 2.677345991 10.6 1 2715.611108 3 905.8733521 -2.063976554 -0.001868319 93.94836314EEIQDEEDDDDYVEEGEEEEEEEEGGLRGEK 4 13569879 2xTMT6plex [N-Term; K31] 1.728813648 2.84 1 4116.757692 3 1372.923706 -0.273663407 -0.000375535 87.72309467SLDLFNCEITNLEDYR 3 13569879 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.634844422 9.88 0 2231.085164 2 1116.045044 -1.054616566 -0.00117647 89.99687205109255228 CEP170 centrosomal protein of 170 kDa isoform alpha 9859 NP_055627.2 3.21969697 1 4 4 27 1584 175.187 7.11 0.802 0.521 1.509 0.94 Non-Significant 0.085 SMTSAHGSASVNSR 19 109255228 1xTMT6plex [N-Term] 1.811 1.351 100 5.428628922 35.64 0 1620.796133 3 540.9363403 -1.027577665 -0.000555165 19.9092928ASVASEVSTTSSTSKPPTGR 2 109255228 2xTMT6plex [N-Term; K15] 1.309 4.752921581 41.36 0 2408.303303 3 803.4314575 -9.750936014 -0.007827737 37.37027858ETPTQVYQK 2 109255228 2xTMT6plex [N-Term; K9] 1.468 3.066491365 30.67 0 1551.878279 2 776.4423828 -0.509134647 -0.000395057 40.38576437QDTELQEK 4 109255228 2xTMT6plex [N-Term; K8] 0.083 0.164 3.45265913 18.3 0 1448.799694 2 724.9030762 -0.565106587 -0.000409363 38.9319403122202611 CPD carboxypeptidase D isoform 1 precursor 1362 NP_001295.2 4.202898551 1 5 5 24 1380 152.835 6.05 0.81 0.83 1.13 0.93 Significant 0.012 LVGNMHGDETVSR 4 22202611 1xTMT6plex [N-Term] 1.496 1.347 4.382037163 47.68 0 1643.83727 3 548.612854 -8.067117424 -0.004420343 36.58161913GFVLDATDGR 12 22202611 1xTMT6plex [N-Term] 0.724 0.807 0.91 4.070865154 51.95 0 1279.684381 2 640.3462524 0.661798194 0.000423446 48.1242204YIGNMHGNEVVGR 4 22202611 1xTMT6plex [N-Term] 1.139 0.294 5.057050228 26.67 0 1674.85834 3 558.9569092 -1.292844228 -0.000721777 38.0381609AYASNHPIMK 2 22202611 2xTMT6plex [N-Term; K10] 0.921 2.708085775 2.88 0 1589.887404 3 530.6331177 -1.638042197 -0.000868101 39.43042675IVIVPSLNPDGR 2 22202611 1xTMT6plex [N-Term] 0.7 1.644151688 13.96 0 1508.899794 2 754.954834 1.721498512 0.001298784 70.3067047158331218 SRRT serrate RNA effector molecule homolog isoform a 51593 NP_056992.4 5.936073059 1 4 4 14 876 100.604 5.96 1.13 0.95 1.03 1.04 Significant 0.0025 IVHSLDYYNTCEYPNEDEMPNR 2 58331218 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.012 4.922422886 40.99 0 2988.334138 3 996.782959 0.062249774 6.20E-05 63.75035444ISHGEVLEWQK 4 58331218 2xTMT6plex [N-Term; K11] 1.047 0.949 5.562821388 35.35 0 1784.01069 3 595.3416748 -0.122777256 -7.30E-05 60.32453929ECELSPGVNR 2 58331218 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.653 3.865626574 40 0 1389.69938 2 695.352356 -1.399198968 -0.000972233 35.69588772KDPEQEVEK 6 58331218 3xTMT6plex [N-Term; K1; K9] 1.25 0.941 1.028 3.538081169 15.98 1 1789.03104 3 597.0145264 -1.126010892 -0.000671489 38.31665086554506556 ACADM medium-chain specific acyl-CoA dehydrogenase, mitochondrial isoform d precursor 34 NP_001272972.1 11.23348018 1 6 6 30 454 50.238 7.8 1.13 1.21 1.24 1.19 Significant 0.00076 AAWEVDSGR 4 554506556 1xTMT6plex [N-Term] 0.764 1.205 3.638570309 40.69 0 1219.626867 2 610.3156738 -2.292089349 -0.001397747 39.92888555GIVFEDVK 6 554506556 2xTMT6plex [N-Term; K8] 1.03 1.066 2.247 3.339980841 43.33 0 1364.818973 2 682.9125366 -0.862259271 -0.000588414 62.27820731VAMGAFDK 2 554506556 2xTMT6plex [N-Term; K8] 1.04 2.881732464 36.63 0 1296.738615 2 648.8736572 1.097463366 0.000711562 58.95410413ENVLIGDGAGFK 4 554506556 2xTMT6plex [N-Term; K12] 100 2.174177408 20.57 0 1677.957592 2 839.4817505 -0.815076283 -0.000683832 57.13123724ALDEATK 6 554506556 2xTMT6plex [N-Term; K7] 1.158 1.135 1.203 2.977107048 44.12 0 1205.714174 2 603.3602295 -0.822496448 -0.000495848 38.70827741EFQATAR 8 554506556 1xTMT6plex [N-Term] 1.339 1.3 1.6 2.53587532 24.53 0 1051.573374 2 526.2901001 -0.428800023 -0.000225457 28.51987126189083684 GALE UDP-glucose 4-epimerase 2582 NP_001121093.1 16.66666667 1 5 5 25 348 38.257 6.73 1.039 1.227 0.01 0.76 Non-Significant 0.18 AVGESVQKPLDYYR 6 189083684 2xTMT6plex [N-Term; K8] 1.062 1.296 4.256313324 27.39 0 2083.158811 3 695.0575562 -0.333926998 -0.000231874 50.41764552EALNVFGNDYDTEDGTGVR 7 189083684 1xTMT6plex [N-Term] 100 100 0.01 2.250142097 21.49 0 2301.08325 2 1151.043823 -1.251443478 -0.001439838 63.29039452DYIHVVDLAK 4 189083684 2xTMT6plex [N-Term; K10] 0.893 1.057 3.066446781 26.72 0 1630.956864 3 544.3254395 3.005180262 0.001633773 63.71591227FFIEEMIR 4 189083684 1xTMT6plex [N-Term] 100 0.336 2.364335537 37.88 0 1313.71251 2 657.359436 -0.696499181 -0.0004575 99.64260401DLCQADK 4 189083684 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.138 1.388 3.266015053 35.26 0 1307.702958 2 654.3538818 -1.889326709 -0.001235339 38.3185738821359867 CYC1 cytochrome c1, heme protein, mitochondrial precursor 1537 NP_001907.2 17.23076923 1 4 4 21 325 35.367 9 0.78 0.88 0.83 0.83 Significant 0.0012 HLVGVCYTEDEAK 6 21359867 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 0.857 0.865 0.868 4.90719223 58.91 0 1979.030833 3 660.3483276 -0.204049294 -0.000134607 39.60804065GLLSSLDHTSIR 6 21359867 1xTMT6plex [N-Term] 0.919 1.096 4.604540825 47.68 0 1527.869222 3 509.9604797 -1.528881518 -0.000778644 56.12898214DVCTFLR 8 21359867 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.528 0.67 2.809601784 28.96 0 1139.608046 2 570.3075562 -0.18432242 -0.000105028 58.5797261



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms ELAAEVEVQDGPNEDGEMFMRPGK 1 21359867 2xTMT6plex [N-Term; K24] 1.243572116 0 3106.522556 3 1036.177368 -1.611003211 -0.001668206 64.5471338821945064 Sep-10 septin-10 isoform 1 151011 NP_653311.1 14.53744493 1 4 5 24 454 52.56 6.8 1.22 1.83 1.26 1.44 Non-Significant #N/A LLEEEIIAFSK 4 21945064 2xTMT6plex [N-Term; K11] 0.01 100 2.545075178 40.88 0 1750.040259 2 875.5233765 -0.44722989 -0.000391335 103.497584QYPWGVVQVENENHCDFVK 6 21945064 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C15] 1.474 3.13922143 30.08 0 2806.402305 3 936.1391602 0.22158931 0.00020729 74.24925989TTCMSSQGSDDEQIKR 6 21945064 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 1.392 1.519 1.264 5.14672327 30.91 1 2301.121516 3 767.7112427 -1.017218187 -0.000780248 31.59939796EMLICTNMEDLR 6 21945064 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.186 1.704857945 19.85 0 1753.848428 2 877.4298706 2.301333954 0.002018095 70.72621449TLDLLTMK 2 21945064 2xTMT6plex [N-Term; K8] 100 1.877658248 19.07 0 1392.853644 2 696.9304199 -0.058273351 -4.06E-05 86.9170665930794216 TRIM56 E3 ubiquitin-protein ligase TRIM56 81844 NP_112223.1 4.635761589 1 3 3 14 755 81.437 7.74 0.9 0.87 1.31 1.03 Significant 0.019 AHVEAAEEAAR 8 30794216 1xTMT6plex [N-Term] 0.92 0.862 1.307 3.585684538 45.3 0 1382.722558 3 461.5788879 -0.323384932 -0.000149051 23.83348474QAAQCPQHPGEALR 4 30794216 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.582 1.071 3.941133976 34.51 0 1791.912166 3 597.975647 0.123514965 7.38E-05 26.55032441EILVADEQNR 2 30794216 1xTMT6plex [N-Term] 0.86 3.718507767 31.2 0 1415.769174 2 708.3891602 1.320951561 0.000935081 38.4155631398986457 HCFC1 host cell factor 1 3054 NP_005325.2 2.113022113 1 4 4 16 2035 208.602 7.46 0.85 1.32 1.21 1.13 Significant 0.016 GPLPAGTILK 6 98986457 2xTMT6plex [N-Term; K10] 0.882 100 100 3.840703726 53.94 0 1424.924107 2 712.9649048 -1.10480248 -0.00078713 59.9797997ESHTAVVYTEK 6 98986457 2xTMT6plex [N-Term; K11] 1.311 1.29 1.205 4.517354965 41.37 0 1721.947421 3 574.6536865 -0.531316854 -0.000304967 33.49618708SLHSATTIGNK 2 98986457 2xTMT6plex [N-Term; K11] 0.605 4.524881363 40.67 0 1586.926626 3 529.6467896 -0.510967327 -0.000270289 34.44366996AGHCAVAINTR 2 98986457 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 2.029 3.115702868 27.59 0 1398.747333 3 466.9205933 -0.076150167 -3.55E-05 28.6921036619923969 CCDC124 coiled-coil domain-containing protein 124 115098 NP_612451.1 25.56053812 1 5 5 18 223 25.82 9.54 1.14 1.18 0.53 0.95 Significant 0.046 SHLEVPLEENVNR 2 19923969 1xTMT6plex [N-Term] 1.291 4.122017384 29.98 0 1764.944178 3 588.9856567 -0.997569883 -0.000586885 50.07105495VLEEGSVEAR 4 19923969 1xTMT6plex [N-Term] 1.687 1.702 3.801875353 52.07 0 1317.721161 2 659.3638306 -0.589075451 -0.000388119 43.85711719AQIEDTLR 4 19923969 1xTMT6plex [N-Term] 0.876 0.532 3.266804457 46.44 0 1174.662918 2 587.8297119 -9.168989429 -0.005385236 40.66250812TIEDAIAVLSVAEEAADR 4 19923969 1xTMT6plex [N-Term] 1.580004215 19.87 0 2102.117844 2 1051.561035 -1.4511734 -0.001525269 103.6106663AVPFNAPK 4 19923969 2xTMT6plex [N-Term; K8] 1.058 1.144 2.884175539 34.79 0 1301.798178 2 651.4025269 -0.308349688 -0.000200705 56.4530527968163411 ALCAM CD166 antigen isoform 1 precursor 214 NP_001618.2 10.80617496 1 5 5 18 583 65.061 6.25 1.72 1.53 1.56 1.6 Significant 0.0014 EMDPVTQLYTMTSTLEYK 2 68163411 2xTMT6plex [N-Term; K18] 1.874 2.610717058 25.58 0 2608.329048 3 870.1133423 -1.3704845 -0.001191558 105.5181747ALFLETEQLK 6 68163411 2xTMT6plex [N-Term; K10] 0.915 1.53 1.011 2.715751171 31.64 0 1649.98783 2 825.4973755 -0.215264277 -0.000177592 67.51003847QPSKPEIVSK 5 68163411 3xTMT6plex [N-Term; K4; K10] 1.683 1.566 2.78508997 17.32 0 1800.119796 3 600.7112427 -0.344984071 -0.000207004 35.68483684LDVPQNLMFGK 4 68163411 2xTMT6plex [N-Term; K11] 100 100 1.608397007 16.47 0 1719.986784 2 860.4972534 0.259604284 0.000223258 71.61409615YEKPDGSPVFIAFR 1 68163411 2xTMT6plex [N-Term; K3] 100 1.735277176 0 2084.158083 3 695.390625 -0.365063479 -0.000253617 70.24374767312032469 PPFIBP1 liprin-beta-1 isoform 2 8496 NP_803193.2 7.121661721 1 6 6 13 1011 113.966 5.55 100 0.88 0.83 33.9 Non-Significant #N/A LDLMAEISNLK 2 312032469 2xTMT6plex [N-Term; K11] 100 2.459336042 41.28 0 1704.997014 2 853.0021362 -0.01064463 -9.07E-06 99.25508853GEGVEIVDR 2 312032469 1xTMT6plex [N-Term] 0.843 2.898572445 25.48 0 1202.657832 2 601.8330688 0.855434759 0.000514398 36.82867545SPSASITDEDSNV 2 312032469 1xTMT6plex [N-Term] 0.986 2.546966553 43.42 0 1550.738327 2 775.8720093 -1.021981133 -0.000792413 40.57300816ETAEHLDLAGASSRPK 1 312032469 2xTMT6plex [N-Term; K16] 0.751 2.901385546 0 2140.176252 4 535.7947998 -8.822815988 -0.004720595 38.28785172WLDDIGLPQYK 4 312032469 2xTMT6plex [N-Term; K11] 100 1.9451828 11.96 0 1806.020192 2 903.5146484 1.012167532 0.000913998 82.25363571SVDLAEYAPNLR 2 312032469 1xTMT6plex [N-Term] 100 1.784620047 15.35 0 1576.853237 2 788.9279785 -2.889963785 -0.002278524 76.63651912315434255 BCL2L2-PABPN1 BCL2L2-PABPN1 protein 100529063 NP_001186793.1 10.81081081 1 5 5 25 333 37.175 8.4 1.19 1.09 1.22 1.17 Significant 0.0011 TSLALDESLFR 4 315434255 1xTMT6plex [N-Term] 100 0.924 2.92086792 38.38 0 1480.820875 2 740.9142456 0.22950172 0.000169925 81.017132LKELQNEVEK 4 315434255 3xTMT6plex [N-Term; K2; K10] 0.897 1.986 3.464615345 13.96 1 1917.162389 3 639.725647 -0.000590472 -3.77E-07 60.22694515EMEEEAEK 9 315434255 2xTMT6plex [N-Term; K8] 1.263 0.992 1.223 3.991176605 50.27 0 1452.729232 2 726.8676758 -0.796216855 -0.000578344 37.59521207ELQNEVEK 4 315434255 2xTMT6plex [N-Term; K8] 1.36 1.268 4.016012192 29.56 0 1446.82043 2 723.9139404 0.12049137 8.72E-05 43.82984522VTILCDK 4 315434255 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.21 1.19 2.886880636 38.57 0 1306.78048 2 653.8932495 -0.962209477 -0.000628698 61.3304242438683855 PTCD3 pentatricopeptide repeat domain-containing protein 3, mitochondrial precursor 55037 NP_060422.4 10.15965167 1 6 6 18 689 78.5 6.42 0.9 1.01 0.82 0.91 Significant 0.0036 DIAEPHIPCLMPEYFEPQIK 3 38683855 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9] 1.685132265 12.66 0 2885.49818 3 962.505188 0.981166741 0.000943718 89.37043027DISEAALK 7 38683855 2xTMT6plex [N-Term; K8] 1.148 1.005 0.839 3.661066055 49.6 0 1304.782588 2 652.895813 1.34997706 0.000880713 46.26214566SPALQVLR 2 38683855 1xTMT6plex [N-Term] 0.793 2.905061245 24.61 0 1112.698909 2 556.8534546 0.649968901 0.00036161 47.17211047DLELAYQVHGLLK 2 38683855 2xTMT6plex [N-Term; K13] 0.562 2.572636366 5.76 0 1957.152269 3 653.0546265 -1.50362622 -0.000980942 81.8309913IFSLMPEK 2 38683855 2xTMT6plex [N-Term; K8] 0.476 2.002019644 9.76 0 1422.84308 2 711.925415 0.332944744 0.000236864 80.9744402VAVLQALASTVNR 2 38683855 1xTMT6plex [N-Term] 0.985544324 1.89 0 1570.947807 2 785.9780273 0.618421246 0.000485754 80.5546625727883866 RIC8A synembryn-A isoform 1 60626 NP_068751.4 10.61452514 1 4 4 20 537 60.334 5.33 1.47 1.21 1.31 1.33 Significant 0.0032 SYNQEHSQSFTFDDAQQEDR 6 27883866 1xTMT6plex [N-Term] 1.367 1.135 1.185 6.85987711 48.08 0 2661.165081 3 887.7261963 -0.393016885 -0.000348628 43.04580832GEVDEEDAALYR 4 27883866 1xTMT6plex [N-Term] 1.255 1.327 4.767288685 67.42 0 1595.775047 2 798.3835449 -9.546098795 -0.007616713 42.64888191ALLIFLEK 8 27883866 2xTMT6plex [N-Term; K8] 4.391 0.892 2.585285425 30.59 0 1404.923045 2 702.9645996 -0.798628262 -0.000561006 102.6310557LKESVAPVLSVLTECAR 2 27883866 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C15] 0.01 1.815077662 7.19 1 2330.351774 3 777.4552002 -0.311615641 -0.000242058 87.349227735803207 U2AF1 splicing factor U2AF 35 kDa subunit isoform a 7307 NP_006749.1 23.75 1 4 4 18 240 27.854 8.81 1.13 1.06 1.2 1.13 Significant 0.0013 GGFCNFMHLKPISR 4 5803207 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.078 100 4.395139217 29.49 0 2122.145427 4 531.2926025 1.486093371 0.000788427 64.0821943CAVSDVEMQEHYDEFFEEVFTEMEEK 2 5803207 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C1] 2.842159748 22.44 0 3715.653037 3 1239.222778 0.20034996 0.000248144 110.4505168QYEMGECTR 6 5803207 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.294 0.759 0.998 3.50509119 42.89 0 1402.629251 2 701.8185425 0.39713341 0.000278515 31.47027374AVIDLNNR 6 5803207 1xTMT6plex [N-Term] 1.122 1.106 1.207 3.025163412 37.75 0 1143.668337 2 572.3378296 0.03944298 2.26E-05 41.21618841144953898 RBCK1 ranBP-type and C3HC4-type zinc finger-containing protein 1 isoform 2 10616 NP_112506.2 11.37254902 1 4 4 8 510 57.534 5.67 0.66 0.69 0.67 Non-Significant #N/A ARPEAYQVPASYQPDEEER 2 144953898 1xTMT6plex [N-Term] 0.868 4.545903683 30.18 0 2464.194197 3 822.0689087 -0.821406764 -0.000674702 47.46300797AVAGGDEQVAMK 2 144953898 2xTMT6plex [N-Term; K12] 0.597 3.040101767 33.5 0 1633.898363 2 817.4542847 1.793328156 0.001465058 52.45924086AIHEQMNCK 2 144953898 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.711 3.536070585 29.79 0 1588.833989 3 530.2825928 -0.480559765 -0.00025451 30.22850649GPLEPGPPKPGVPQEPGR 2 144953898 2xTMT6plex [N-Term; K9] 0.559 4.024240971 12.26 0 2267.291222 3 756.4354858 0.300958044 0.000227453 45.35691793169404009 SSR1 translocon-associated protein subunit alpha isoform 1 precursor 6745 NP_003135.2 20.97902098 1 4 4 26 286 32.215 4.49 1.11 1.06 1.12 1.09 Significant 0.00029 GEDFPANNIVK 4 169404009 2xTMT6plex [N-Term; K11] 1.117 1.097 3.886330366 59.49 0 1661.926292 2 831.4683228 1.851458652 0.001538494 54.91920495GTEDFIVESLDASFR 12 169404009 1xTMT6plex [N-Term] 0.947 100 100 3.520108461 37.49 0 1914.964638 2 957.986145 0.195940466 0.00018761 96.62706943VEMGTSSQNDVDMSWIPQETLNQINK 4 169404009 2xTMT6plex [N-Term; K26] 100 100 2.500165701 13.08 0 3422.697226 3 1141.56958 -0.887778096 -0.001012865 88.54984182FLVGFTNK 6 169404009 2xTMT6plex [N-Term; K8] 1.099 0.97 0.762 2.80838728 33.17 0 1383.840043 2 692.4229736 -0.991902483 -0.000686317 82.94965417156564401 NSF vesicle-fusing ATPase 4905 NP_006169.2 6.048387097 1 4 5 18 744 82.542 6.95 0.83 0.76 0.86 0.81 Significant 0.0013 DFQSGQHVIVR 6 156564401 1xTMT6plex [N-Term] 0.841 0.755 0.759 4.922301292 45.62 0 1514.827691 3 505.6132813 -1.584985549 -0.000800327 35.22635088YVGESEANIR 4 156564401 1xTMT6plex [N-Term] 0.874 1.325 3.6468575 47.37 0 1366.71641 2 683.8615112 -0.485747488 -0.00033194 39.33976177LLDYVPIGPR 2 156564401 1xTMT6plex [N-Term] 0.636 2.960635424 19.62 0 1371.819753 2 686.4133301 -0.269068695 -0.000184557 78.84174372ELAVETK 4 156564401 2xTMT6plex [N-Term; K7] 0.751 0.919 3.320573568 37.46 0 1247.761124 2 624.3826904 -2.420335564 -0.00151 39.02848373VEVDMEK 2 156564401 2xTMT6plex [N-Term; K7] 1.275 2.945864916 39.32 0 1307.72811 2 654.3676147 -0.119801518 -7.83E-05 54.9244635642560237 NECTIN1 nectin-1 isoform 1 precursor 5818 NP_002846.3 10.44487427 1 4 4 12 517 57.122 6.1 0.81 0.88 0.71 0.8 Significant 0.0038 EAHQQSLACIVNYHMDR 4 42560237 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.743 0.721 6.524808407 43.41 0 2301.106585 4 576.0284424 -6.364554708 -0.00366138 44.57916936RPYFTVDEAEAR 2 42560237 1xTMT6plex [N-Term] 0.698 4.26062727 37.39 0 1682.86995 3 561.6281738 0.010763978 6.04E-06 47.56862035LKGEAEYQEIR 4 42560237 2xTMT6plex [N-Term; K2] 1.066 0.932 3.347901344 20.3 1 1794.016169 3 598.6774292 0.872281802 0.000521629 48.66571269VEFLRPSFTDGTIR 2 42560237 1xTMT6plex [N-Term] 0.732 2.241747379 1.06 0 1867.027513 3 623.0141602 0.221688619 0.000137966 73.17509974506025 PPP3R1 calcineurin subunit B type 1 5534 NP_000936.1 38.23529412 1 4 4 16 170 19.288 4.81 0.32 0.72 0.52 0.52 Significant 0.046 LDLDNSGSLSVEEFMSLPELQQNPLVQR 6 4506025 1xTMT6plex [N-Term] 0.967 100 4.725471497 29.86 0 3387.730351 3 1129.915039 0.062932252 7.11E-05 103.6920646ISFEEFCAVVGGLDIHK 2 4506025 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C7] 0.325 2.813985586 18.18 0 2379.278274 3 793.7639771 -0.376726701 -0.000298779 103.0276619MMVGNNLK 6 4506025 2xTMT6plex [N-Term; K8] 0.01 0.69 0.548 3.487343311 39.93 0 1364.779434 2 682.8927002 -0.959773677 -0.00065494 45.6358065EFIEGVSQFSVK 2 4506025 2xTMT6plex [N-Term; K12] 1.531804562 7.28 0 1828.025672 2 914.5161133 -0.394730507 -0.000360789 68.042222184506903 SRSF9 serine/arginine-rich splicing factor 9 8683 NP_003760.1 23.07692308 1 5 5 17 221 25.526 8.65 1 1.06 1.07 1.04 Significant 0.00044 EAGDVCYADVQK 6 4506903 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 1.04 1.058 1.07 4.359082699 60.61 0 1812.92022 2 906.9655151 1.94889626 0.001766597 46.42445776EKDLEDLFYK 4 4506903 3xTMT6plex [N-Term; K2; K10] 1.347 1.082 3.309396982 11.16 1 1987.135505 3 663.0499268 -0.140059177 -9.28E-05 81.49488912KEDMEYALR 2 4506903 2xTMT6plex [N-Term; K1] 0.937 3.115781784 18.73 1 1612.876899 3 538.2965698 -1.080483789 -0.000580896 35.78984871DAEDAIYGR 2 4506903 1xTMT6plex [N-Term] 1 2.768918276 36.94 0 1238.621447 2 619.8148804 0.837513504 0.000518681 38.50290243IYVGNLPTDVR 3 4506903 1xTMT6plex [N-Term] 1.494506121 10.93 0 1475.841945 2 738.4243164 -0.398672434 -0.000294189 58.43335704156071450 NRDC nardilysin isoform a 4898 NP_002516.2 4.265791632 1 5 5 14 1219 139.325 5 2.17 1.34 1.76 Non-Significant #N/A LVAGEHGLIIR 2 156071450 1xTMT6plex [N-Term] 2.562 4.724035263 56.53 0 1406.8681 3 469.6276855 0.286871687 0.00013453 56.16612317YIATDFTLK 2 156071450 2xTMT6plex [N-Term; K9] 1.123 3.305894136 46.47 0 1529.897952 2 765.4524536 -0.210062009 -0.000160687 78.80919585LKECEDTHLGEEVDR 2 156071450 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C4] 1.797 2.868191004 12.4 1 2288.159281 4 572.7948608 -0.728869987 -0.000416943 46.42806333LAHEIEALK 4 156071450 2xTMT6plex [N-Term; K9] 2.168 1.422 2.745567083 26.81 0 1481.909185 3 494.6411743 -0.145542509 -7.19E-05 62.05547577LLILEYAR 4 156071450 1xTMT6plex [N-Term] 100 1.257 2.217879534 15.63 0 1219.761175 2 610.3848267 0.985020951 0.000600745 84.67527858225543099 PAFAH1B3 platelet-activating factor acetylhydrolase IB subunit gamma 5050 NP_001139412.1 25.54112554 1 4 4 17 231 25.718 6.84 1.02 1.15 0.78 0.98 Significant 0.012 ELFSPLHALNFGIGGDGTQHVLWR 2 225543099 1xTMT6plex [N-Term] 1.069 6.984312057 51.04 0 2893.531062 4 724.1389771 1.042471313 0.000754106 94.64808168AIVQLVNER 6 225543099 1xTMT6plex [N-Term] 1.101 1.152 0.777 3.212530851 30.91 0 1270.768051 2 635.8869629 -1.103489145 -0.000701139 49.64643061LLAQDQGQGAPLLEPAP 5 225543099 1xTMT6plex [N-Term] 1.673640609 18.14 0 1947.074857 2 974.0394287 -1.682810557 -0.001638279 76.5608796VVVLGLLPR 4 225543099 1xTMT6plex [N-Term] 0.47 2.436806202 32.03 0 1194.813545 2 597.9112549 1.412760704 0.000843993 80.55042798190358517 RAB11B ras-related protein Rab-11B 9230 NP_004209.2 18.34862385 1 4 4 26 218 24.473 5.94 0.94 0.98 0.79 0.9 Significant 0.0041 AQIWDTAGQER 6 190358517 1xTMT6plex [N-Term] 0.835 0.942 0.807 3.821289539 52.11 0 1503.775322 2 752.3912354 -0.084751274 -6.37E-05 52.18593964VVLIGDSGVGK 10 190358517 2xTMT6plex [N-Term; K11] 0.964 0.904 0.622 4.218625069 59.58 0 1501.9354 2 751.4708862 -0.602062554 -0.00045213 60.29325121STIGVEFATR 6 190358517 1xTMT6plex [N-Term] 0.945 0.982 0.938 4.114985466 65.71 0 1309.731332 2 655.369873 0.868822271 0.000568962 46.60465959AITSAYYR 4 190358517 1xTMT6plex [N-Term] 1.052 1.029 2.598651886 35.33 0 1173.646539 2 587.3266602 -0.422356718 -0.000247849 45.414417146005890 TCEB2 transcription elongation factor B polypeptide 2 isoform a 6923 NP_009039.1 55.93220339 1 4 4 19 118 13.125 4.88 1.07 1.13 1.54 1.25 Significant 0.014 ADDTFEALCIEPFSSPPELPDVMKPQDSGSSANEQAVQ 2 6005890 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C9] 2.849079132 9.67 0 4565.17401 4 1142.047607 -1.185098857 -0.001352546 99.98211732ESSTVFELK 4 6005890 2xTMT6plex [N-Term; K9] 0.564 0.695 2.943881512 35.04 0 1497.856481 2 749.4316406 -0.318074533 -0.000238215 53.35138661LYKDDQLLDDGK 6 6005890 3xTMT6plex [N-Term; K3; K12] 1.156 1.404 100 3.019748211 14.68 1 2110.199896 3 704.0715942 0.157830945 0.000111018 64.87548645IVEGILK 6 6005890 2xTMT6plex [N-Term; K7] 1.069 1.137 0.838 2.877647877 30.95 0 1229.823331 2 615.4152222 -0.132461353 -8.15E-05 72.5141566ADDTFEALCIEPFSSPPELPDVMKPQDSGSSANEQAVQ 1 6005890 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C9]; 1xOxidation [M23] 1.327157497 0 4581.168925 4 1142.047607 -1.185098857 -0.001352546 99.9821173213027640 AASS alpha-aminoadipic semialdehyde synthase, mitochondrial 10157 NP_005754.2 5.507559395 1 5 5 15 926 102.066 6.64 0.93 0.95 0.94 Non-Significant #N/A EVSQTGDLR 4 13027640 1xTMT6plex [N-Term] 1.054 1.129 3.883833408 42.64 0 1233.663646 2 617.3354492 -0.019529229 -1.20E-05 28.34464194EIYGPILER 3 13027640 1xTMT6plex [N-Term] 1.025 3.000037909 31.13 0 1318.756818 2 659.8812866 -1.153675789 -0.000760709 58.64822837GITNLGYK 4 13027640 2xTMT6plex [N-Term; K8] 0.699 0.545 3.217045546 37.67 0 1323.803658 2 662.4053345 -0.200509106 -0.000132717 54.05463414AQSLSMGTR 2 13027640 1xTMT6plex [N-Term] 0.868 3.207163811 29.6 0 1179.635323 2 590.321228 -0.121491201 -7.17E-05 33.09696164EALPAFRPEANPLTWK 2 13027640 2xTMT6plex [N-Term; K16] 100 1.741433501 7.2 0 2298.301058 3 766.7705078 -1.778771534 -0.001362717 83.73009057149589008 PEPD xaa-Pro dipeptidase isoform 1 5184 NP_000276.2 15.82150101 1 5 5 17 493 54.513 6 0.99 1.12 1.02 1.04 Significant 0.0014 GVNTDSGSVCR 2 149589008 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.017 4.512584209 60.88 0 1380.673893 2 690.8414917 1.313495132 0.000906754 27.63744883YAVDDVQYVDEIASVLTSQKPSVLLTLR 2 149589008 2xTMT6plex [N-Term; K20] 100 2.194883823 25.4 0 3580.987835 3 1194.331665 -2.064573563 -0.002464404 113.6008415AVYEAVLR 4 149589008 1xTMT6plex [N-Term] 0.991 1.026 3.031227589 32.83 0 1149.682925 2 575.3452148 0.198452543 0.000114079 56.18224338EYELESLFEHYCYSR 4 149589008 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.635064602 2.03 0 2254.0324 3 752.0142212 -1.903289314 -0.001430025 86.27696977FEVNNTILHPEIVECR 5 149589008 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.682100892 9.98 0 2199.142954 3 733.7172852 -2.569960829 -0.001883904 61.6964132113559514 PI4K2A phosphatidylinositol 4-kinase type 2-alpha 55361 NP_060895.1 12.1085595 1 5 5 20 479 53.989 8.29 0.67 1.2 0.76 0.88 Significant 0.033 DCLVLNQGYLSEAGASLVDQK 2 13559514 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C2] 0.796 5.06090498 46.16 0 2738.443501 3 913.4859009 -0.128541371 -0.000117334 86.73972403GQILNLTQALK 6 13559514 2xTMT6plex [N-Term; K11] 0.51 1.348 3.640178919 54.95 0 1657.041262 2 829.0254517 1.427007502 0.001182305 93.79079747DLEEDLYELFK 4 13559514 2xTMT6plex [N-Term; K11] 100 2.487878323 18.5 0 1872.004267 2 936.5039063 -1.993286055 -0.00186572 110.6122832LELNIVPR 2 13559514 1xTMT6plex [N-Term] 1.872620821 13.98 0 1182.740774 2 591.8738403 -0.312896913 -0.000185038 64.35744232DADYWLR 6 13559514 1xTMT6plex [N-Term] 0.759 0.802 0.584 2.48304534 25.86 0 1167.599589 2 584.3027954 -1.091992237 -0.000637505 56.2952240311415026 RPL18A 60S ribosomal protein L18a 6142 NP_000971.1 28.40909091 1 5 5 37 176 20.749 10.71 1.24 1.42 1.23 1.3 Significant 0.0023 DLTTAGAVTQCYR 14 11415026 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.342 1.424 1.398 4.986242771 53.45 0 1684.852586 2 842.9297485 -0.216837776 -0.00018267 41.97622204SSGEIVYCGQVFEK 6 11415026 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 100 100 2.421794176 29.51 0 2061.072698 2 1031.038574 -1.371345369 -0.001413221 60.72745325VEEIAASK 12 11415026 2xTMT6plex [N-Term; K8] 1.453 1.407 1.538 4.026370525 45.68 0 1304.782588 2 652.888916 -9.221857236 -0.006016259 43.73195629IKFPLPHR 3 11415026 2xTMT6plex [N-Term; K2] 1.01 0.95 3.568288326 8.53 1 1465.94076 3 489.318512 0.151615043 7.41E-05 45.288198NFGIWLR 2 11415026 1xTMT6plex [N-Term] 2.855 100 2.42527771 28.27 0 1134.66213 2 567.8334351 -2.235434448 -0.001268231 72.046731354557625 GCLC glutamate--cysteine ligase catalytic subunit isoform a 2729 NP_001489.1 9.576138148 1 5 6 17 637 72.719 6.09 1.66 2.2 1.4 1.75 Significant 0.018 ASGELMTVAR 4 4557625 1xTMT6plex [N-Term] 1.513 1.322 3.453662157 36.71 0 1263.692838 2 632.3496094 -0.708605741 -0.00044773 43.44948104GLLSQGSPLSWEETK 1 4557625 2xTMT6plex [N-Term; K15] 100 13.33 0 2090.153391 2 1045.579468 -0.828711009 -0.000866067 73.88978068SLFFPDEAINK 2 4557625 2xTMT6plex [N-Term; K11] 100 2.428228378 29.71 0 1738.977993 2 869.9918213 -0.935694345 -0.000813576 75.53776641VVINVPIFK 6 4557625 2xTMT6plex [N-Term; K9] 100 0.684 100 1.949460864 21.76 0 1486.976143 2 743.9912109 -0.670848019 -0.000498768 84.12718123LVLSGEK 2 4557625 2xTMT6plex [N-Term; K7] 1.488 2.40698123 26.91 0 1203.771295 2 602.388916 -0.614426306 -0.000369814 49.81001511DPLTLFEEK 2 4557625 2xTMT6plex [N-Term; K9] 100 2.050251245 11.11 0 1549.887781 2 775.4495239 2.5744132 0.001995026 85.455869111321634 CD2AP CD2-associated protein 23607 NP_036252.1 9.546165884 1 6 6 19 639 71.407 6.4 0.93 1.01 1.13 1.03 Significant 0.0032 APAPKPELIAAEK 5 11321634 3xTMT6plex [N-Term; K5; K13] 0.853 0.679 0.815 3.800168037 14.95 0 2022.256624 3 674.7567749 -0.421347597 -0.000284024 56.43667457FETEPVSK 6 11321634 2xTMT6plex [N-Term; K8] 1.505 1.203 1.309 3.719183445 44.16 0 1394.793153 2 697.8994141 -1.147901391 -0.000800542 40.10739393EEDSANLKPSELKK 1 11321634 4xTMT6plex [N-Term; K8; K13; K14] 0.876 2.857681274 1 2504.47417 4 626.8744507 0.719989209 0.000450799 41.98069662TQSVEITK 2 11321634 2xTMT6plex [N-Term; K8] 0.619 2.552097082 23.27 0 1363.819702 2 682.4141846 1.01981268 0.00069542 36.03770977GIGFGDIFK 3 11321634 2xTMT6plex [N-Term; K9] 0.148 1.545996666 10.81 0 1411.834958 2 706.4207153 -0.569355457 -0.000401918 93.62763208GMFPDNFVK 2 11321634 2xTMT6plex [N-Term; K9] 2.391 2.110918045 17.16 0 1512.828492 2 756.9164429 -1.905799519 -0.001441574 68.285704227661872 LARS2 probable leucine--tRNA ligase, mitochondrial 23395 NP_056155.1 7.530454042 1 5 5 15 903 101.911 8.22 0.71 0.84 0.73 0.76 Significant 0.0028 EALVNWDPVDQTVLANEQVDEHGCSWR 3 7661872 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C24] 0.01 2.490614653 15.49 0 3396.611633 3 1132.874634 -0.672677085 -0.000761608 84.93917307ADLEGSLDSK 6 7661872 2xTMT6plex [N-Term; K10] 0.638 0.841 0.713 3.657561064 63.76 0 1492.825909 2 746.916626 0.044320724 3.31E-05 45.51856087EEVDLTGSVPVHAK 2 7661872 2xTMT6plex [N-Term; K14] 0.739 3.461107731 19.25 0 1939.090063 3 647.0286255 -9.664004534 -0.006246458 46.59284706LPSGQYLQR 2 7661872 1xTMT6plex [N-Term] 0.837 2.410906315 13.26 0 1290.736751 2 645.8729858 1.505914886 0.00097187 46.88770005LLAQGLIK 4 7661872 2xTMT6plex [N-Term; K8] 1.289 1.824735165 16.75 0 1313.892079 2 657.4490967 -0.884487123 -0.00058106 63.834418814507835 UMPS uridine 5'-monophosphate synthase 7372 NP_000364.1 10.20833333 1 6 6 18 480 52.189 7.24 1 1.29 1.15 Non-Significant #N/A GSDIIIVGR 2 4507835 1xTMT6plex [N-Term] 0.736 2.312464237 27.19 0 1158.704389 2 579.8560791 0.425460652 0.000246492 52.55821176KQYEGGIFK 2 4507835 3xTMT6plex [N-Term; K1; K9] 0.752 2.86661005 7.52 1 1757.056467 3 586.3574829 0.812814213 0.000476053 52.18537391LEAAEMYR 4 4507835 1xTMT6plex [N-Term] 1.356 1.551 3.023318291 32.98 0 1211.629175 2 606.3179321 -0.484564254 -0.000293556 53.13172382AAWEAYLSR 2 4507835 1xTMT6plex [N-Term] 0.705 2.214402199 19.34 0 1295.694552 2 648.3513794 0.717761035 0.000465 51.95382464ELITLAK 4 4507835 2xTMT6plex [N-Term; K7] 0.977 1.38 3.128674984 36.42 0 1245.818245 2 623.4128418 0.129837358 8.09E-05 64.19821696ELSFGAR 4 4507835 1xTMT6plex [N-Term] 1.207 1.281 2.709547043 29.06 0 1008.567561 2 504.7876892 0.536342819 0.000270469 42.507435629966764 LYPLA2 acyl-protein thioesterase 2 11313 NP_009191.1 32.9004329 1 4 4 21 231 24.721 7.23 0.363 1.141 1.201 0.9 Non-Significant 0.08 ETAAVIFLHGLGDTGHSWADALSTIR 5 9966764 1xTMT6plex [N-Term] 0.553 1.046 0.302 5.876267433 45.64 0 2967.552585 4 742.6433105 -0.395198557 -0.000293193 104.3465468DLAILQCHGELDPMVPVR 6 9966764 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.156 0.243 1.21 2.546662092 17.66 0 2292.204174 3 764.7393799 -0.256330378 -0.000195854 67.43343876MVMPSWFDLMGLSPDAPEDEAGIK 8 9966764 2xTMT6plex [N-Term; K24] 100 100 2.014500618 10.29 0 3094.533972 3 1032.180908 -1.874570025 -0.00193364 107.6456554FGALTAEK 2 9966764 2xTMT6plex [N-Term; K8] 100 1.559895277 19.08 0 1294.777109 2 647.8924561 0.406880359 0.00026341 59.5364375945504382 DNAJC5 dnaJ homolog subfamily C member 5 80331 NP_079495.1 27.27272727 1 3 3 17 198 22.134 5.07 0.97 0.96 0.97 0.97 Significant 0.000012 EINNAHAILTDATK 6 45504382 2xTMT6plex [N-Term; K14] 1.66 0.967 0.955 5.438683033 54.01 0 1969.111861 3 657.0427856 0.986756331 0.000647678 50.22355441YHPDKNPDNPEAADK 8 45504382 3xTMT6plex [N-Term; K5; K15] 0.95 0.952 1.017 4.657385826 20.4 1 2398.260599 3 800.0913696 -0.435070852 -0.000347804 37.11300589APEGEETEFYVSPEDLEAQLQSDER 3 45504382 1xTMT6plex [N-Term] 2.075469017 0.74 0 3097.432314 3 1033.147339 -1.566054701 -0.001616916 84.91754154155969707 IDE insulin-degrading enzyme isoform 1 3416 NP_004960.2 4.612365064 1 4 4 15 1019 117.893 6.61 1.67 1.68 1.77 1.7 Significant 0.00035 EVNAVDSEHEK 6 155969707 2xTMT6plex [N-Term; K11] 1.831 1.843 1.827 4.928709984 36.28 0 1714.901199 3 572.3046875 -0.985491176 -0.00056334 29.43695056YTLETRPNQEGIDVR 5 155969707 1xTMT6plex [N-Term] 1.035 0.939 1.176 3.963274717 12.55 0 2020.066084 3 674.0274048 0.780952406 0.000525858 42.14719456SIEDMTEEAFQK 2 155969707 2xTMT6plex [N-Term; K12] 100 2.294810057 16.91 0 1885.961751 2 943.4842529 -0.276421632 -0.00026066 79.69500657DNTEVAYLK 2 155969707 2xTMT6plex [N-Term; K9] 2.879 3.425809622 54.06 0 1510.85173 2 755.9298706 0.486189957 0.00036728 57.3948220519923497 EML4 echinoderm microtubule-associated protein-like 4 isoform a 27436 NP_061936.2 6.014271152 1 5 5 12 981 108.835 6.32 1 0.91 0.95 Non-Significant #N/A LAISEDHVASVK 2 19923497 2xTMT6plex [N-Term; K12] 0.852 3.287625313 36.9 0 1727.010356 3 576.3408203 -1.417560984 -0.000816048 53.59432804ASPSPQPSSQPLQIHR 2 19923497 1xTMT6plex [N-Term] 0.759 3.0345397 24.38 0 1959.060939 3 653.6916504 -0.276008834 -0.000180239 38.23625416GVGCLDFSK 2 19923497 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 2.218393803 29.48 0 1440.792107 2 720.9000244 0.461654476 0.000332574 56.76667741ADQFLVGTSR 4 19923497 1xTMT6plex [N-Term] 1.164 1.155 3.521393299 19.26 0 1322.726581 2 661.8683472 2.144960251 0.001418598 55.51009625EIEVPDQYGTIR 2 19923497 1xTMT6plex [N-Term] 1.830239296 13.15 0 1648.874367 2 824.9385376 -2.770498941 -0.002284102 52.085175714503101 CSRP2 cysteine and glycine-rich protein 2 1466 NP_001312.1 22.27979275 1 3 3 12 193 20.94 8.62 1.18 1.21 1.2 Non-Significant #N/A TVYHAEEVQCDGR 4 4503101 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.158 1.21 4.329586029 46.76 0 1792.848563 3 598.2870483 -1.099490782 -0.000657073 30.93965813GYGYGQGAGTLNMDR 4 4503101 1xTMT6plex [N-Term] 1.241 1.207 4.413627625 42.47 0 1788.853648 2 894.9302368 -0.252154327 -0.000225534 50.77083783GFGYGQGAGALVHAQ 4 4503101 1xTMT6plex [N-Term] 1.939 1.238 3.994249821 69.53 0 1661.85972 2 831.4313965 -2.529383918 -0.002101741 53.56424179117168248 HACD3 very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase 3 51495 NP_057479.2 16.85082873 1 5 5 15 362 43.132 8.94 1.17 1.16 1.17 Non-Significant #N/A RPLFLAPDFDR 4 117168248 1xTMT6plex [N-Term] 0.846 1.457 4.211856365 30.77 0 1575.884478 3 525.9664917 0.281592758 0.000147919 65.49273081VELSDVQNPAISITENVLHFK 2 117168248 2xTMT6plex [N-Term; K21] 100 2.131387234 11.38 0 2811.565665 3 937.859375 -0.744553124 -0.000697787 104.0541521LESEGSPETLTNLR 3 117168248 1xTMT6plex [N-Term] 100 2.201872587 20.8 0 1774.938423 2 887.9719849 -0.974892095 -0.000865187 49.71464145QVNITVQK 4 117168248 2xTMT6plex [N-Term; K8] 1.122 1.156 3.637870789 47.27 0 1387.867321 2 694.437439 0.202259743 0.000140355 43.35833047VSQWWER 2 117168248 1xTMT6plex [N-Term] 1.286 2.731415033 27.54 0 1219.642123 2 610.3250732 0.612584922 0.000373567 64.9415231619923796 NMD3 60S ribosomal export protein NMD3 isoform 2 51068 NP_057022.2 11.92842942 1 4 4 10 503 57.566 7.14 1.43 1.36 1.03 1.27 Significant 0.0093 DSAIPVESDTDDEGAPR 2 19923796 1xTMT6plex [N-Term] 2.149 2.937425137 30.05 0 2002.940274 2 1001.974792 1.015777137 0.00101727 45.64863869ISLAEMLEDLHISQDATGEEGASMLT 2 19923796 1xTMT6plex [N-Term] 1.034 4.29253149 31.66 0 2990.453584 3 997.489502 0.123359004 0.000122966 106.2247967



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms AAGAGMISK 4 19923796 2xTMT6plex [N-Term; K9] 1.235 1.326 4.097693443 50.26 0 1263.749514 2 632.3777466 -1.026466023 -0.000648598 38.77185705VPDVVLIK 2 19923796 2xTMT6plex [N-Term; K8] 1.558 3.173006058 28.29 0 1340.891744 2 670.9491577 -0.526276872 -0.00035284 77.43075085170763479 MMS19 MMS19 nucleotide excision repair protein homolog isoform 1 64210 NP_071757.4 5.825242718 1 5 5 14 1030 113.217 6.35 1.18 0.92 1.51 1.2 Significant 0.02 ACDSVTSNVLPLLLEQFHK 2 170763479 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C2] 100 3.101930618 19.99 0 2629.442379 3 877.1520386 -0.310646603 -0.000272276 101.8262551VDSEVLSAK 4 170763479 2xTMT6plex [N-Term; K9] 2.044 1.512 3.742464066 51.63 0 1405.830266 2 703.418457 -0.447349524 -0.000314449 45.38463086EVFQTASER 4 170763479 1xTMT6plex [N-Term] 1.836 0.714 3.540878534 32.62 0 1295.679296 2 648.3426514 -0.980069396 -0.000634928 39.7790264LPTPVLLPYKPQVIR 2 170763479 2xTMT6plex [N-Term; K10] 0.829 3.641228914 3.18 0 2192.393502 3 731.4678345 -2.076302464 -0.001517357 73.00039072EDLILSLR 2 170763479 1xTMT6plex [N-Term] 1.378846884 16.24 0 1187.719704 2 594.3630981 -0.660611199 -0.00039231 65.55835928974987436 EIF2B4 translation initiation factor eIF-2B subunit delta isoform 4 8890 NP_001305894.1 11.94852941 1 4 4 9 544 59.677 9.42 0.85 100 1.07 33.97 Non-Significant #N/A SLVHAGVPASYLLIPAASYVLPEVSK 2 974987436 2xTMT6plex [N-Term; K26] 100 3.885728836 13.13 0 3139.817129 3 1047.276611 -0.588548807 -0.000615979 102.4826049ASPSTAGETPSGVK 2 974987436 2xTMT6plex [N-Term; K14] 1.074 4.031666279 47.56 0 1746.9638 2 873.9850464 -0.562894642 -0.000491678 36.41415774ELPESGIQLGTPR 2 974987436 1xTMT6plex [N-Term] 0.849 2.574385166 16.64 0 1625.906001 2 813.4569092 0.332411206 0.000270235 58.86265309VSLFSHLPQYSR 3 974987436 1xTMT6plex [N-Term] 2.061027765 11.69 0 1662.916506 3 554.9760742 -1.706059047 -0.000945678 61.444481334504771 EIF6 eukaryotic translation initiation factor 6 isoform a 3692 NP_002203.1 25.30612245 1 4 4 20 245 26.582 4.68 1.46 1.41 1.95 1.6 Significant 0.011 LNEAQPSTIATSMR 8 4504771 1xTMT6plex [N-Term] 1.59 1.356 1.948 4.31078577 55.19 0 1747.920999 2 874.4625244 -1.846274446 -0.001613571 45.65740277TSIEDQDELSSLLQVPLVAGTVNR 2 4504771 1xTMT6plex [N-Term] 2.442341566 2.37 0 2813.509383 3 938.5063477 -1.739145169 -0.001631034 95.74331211ASFENNCEIGCFAK 6 4504771 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C7; C11] 100 100 2.372939587 25.64 0 2105.019617 2 1053.013916 0.445725656 0.000469131 60.99680763NSLPDTVQIR 4 4504771 1xTMT6plex [N-Term] 1.165 1.31 3.615621328 42.33 0 1371.779344 2 686.3933105 0.000104791 7.19E-08 54.0120885714670268 NELFE negative elongation factor E 7936 NP_002895.3 13.94736842 1 4 4 14 380 43.214 9.33 1.75 2.01 1.26 1.67 Significant 0.017 ELGPDGEEAEGPGAGDGPPR 4 14670268 1xTMT6plex [N-Term] 1.218 1.323 3.24339962 42.5 0 2136.004271 2 1068.498901 -6.434863362 -0.006872448 38.22839816SISADDDLQESSR 6 14670268 1xTMT6plex [N-Term] 1.934 2.012 1.492 4.956794262 67.18 0 1651.797239 2 826.40271 0.547725746 0.000452366 25.52715666KQPMLDAATGK 2 14670268 3xTMT6plex [N-Term; K1; K11] 1.205 3.975422859 26.59 1 1847.102766 3 616.3724976 0.094150572 5.80E-05 47.75033614SFDWGYEER 2 14670268 1xTMT6plex [N-Term] 1.316 1.786308885 3.65 0 1417.658561 2 709.3338623 1.331406184 0.00094374 60.6592025156682959 FTH1 ferritin heavy chain 2495 NP_002023.2 28.96174863 1 4 4 24 183 21.212 5.55 0.67 0.57 0.43 0.56 Significant 0.015 QNYHQDSEAAINR 7 56682959 1xTMT6plex [N-Term] 0.376 0.615 0.481 3.87050271 30.11 0 1774.86699 3 592.2940674 0.37128328 0.000219659 25.10528611NVNQSLLELHK 2 56682959 2xTMT6plex [N-Term; K11] 0.759 2.763427734 20.28 0 1753.037239 3 585.0171509 -0.193893931 -0.000113301 60.53625454KPDCDDWESGLNAMECALHLEK 10 56682959 3xTMT6plex [N-Term; K1; K22]; 2xCarbamidomethyl [C4; C16] 0.299 0.154 2.723909616 17.6 0 3305.62078 4 827.1586304 -2.446800817 -0.002022049 86.86595101IFLQDIK 5 56682959 2xTMT6plex [N-Term; K7] 0.388 0.404 0.01 3.057147503 33.02 0 1334.844794 2 667.9251709 -1.295381405 -0.000864567 71.98349498226958412 IVD isovaleryl-CoA dehydrogenase, mitochondrial isoform 1 precursor 3712 NP_002216.2 12.44131455 1 5 5 12 426 46.621 8.05 0.63 0.98 1.15 0.92 Significant 0.027 LYEIGAGTSEVR 4 226958412 1xTMT6plex [N-Term] 100 0.779 3.582198381 47.5 0 1523.826688 2 762.4171143 0.172936743 0.000131763 48.99076011GVYVLMSGLDLER 2 226958412 1xTMT6plex [N-Term] 1.477883458 14.3 0 1680.919209 2 840.9625854 -0.781858852 -0.000657121 91.94018097GMPGFSTSK 2 226958412 2xTMT6plex [N-Term; K9] 1.145 2.540826559 10.48 0 1369.754993 2 685.3817139 0.845490165 0.000579057 52.74399807FLQEHLAPK 2 226958412 2xTMT6plex [N-Term; K9] 0.986 2.43467927 13.24 0 1540.92517 3 514.3125 -1.442678751 -0.00074102 58.23157585TDLAAVPASR 2 226958412 1xTMT6plex [N-Term] 0.603 2.742298126 31.69 0 1229.705117 2 615.3554688 -1.183983038 -0.000727975 43.3516377511321607 TRIP13 pachytene checkpoint protein 2 homolog isoform 1 9319 NP_004228.1 11.80555556 1 4 4 17 432 48.52 6.09 1.84 1.83 1.83 Non-Significant #N/A VVLLHGPPGTGK 4 11321607 2xTMT6plex [N-Term; K12] 1.789 1.995 3.841656685 44.36 0 1633.020133 3 545.0114136 -0.272683315 -0.000148432 58.19679433LSLLLNDISR 4 11321607 1xTMT6plex [N-Term] 100 3.385321856 30.63 0 1372.836131 2 686.9207153 -1.440008675 -0.000988448 96.34577126KEDINLSVR 6 11321607 2xTMT6plex [N-Term; K1] 1.917 1.571 3.556479931 18.75 1 1531.920813 3 511.3105774 -2.371997453 -0.001211237 44.80905422HNIVFGDYTWTEFDEPFLTR 3 11321607 1xTMT6plex [N-Term] 1.271044612 1.35 0 2716.324483 3 906.1125488 -0.511564665 -0.000463192 95.3153233230410796 PSME3 proteasome activator complex subunit 3 isoform 2 10197 NP_789839.1 14.98127341 1 4 4 19 267 30.867 6.11 1.4 1.54 100 34.31 Non-Significant #N/A RLDECEEAFQGTK 8 30410796 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.495 1.502 5.682506561 32.42 1 2041.042461 3 681.0192261 0.325437941 0.000221411 41.83998387SNQQLVDIIEK 6 30410796 2xTMT6plex [N-Term; K11] 100 2.62856245 36.84 0 1745.02092 2 873.0123291 -2.028002549 -0.001769453 65.71804305LLELDSFLK 2 30410796 2xTMT6plex [N-Term; K9] 100 2.3768363 27.63 0 1535.944902 2 768.477478 1.808186403 0.001388637 99.50279199LIISELR 3 30410796 1xTMT6plex [N-Term] 1.255 1.595 2.794832706 36.52 0 1072.692761 2 536.8500366 0.032891233 1.76E-05 72.52480714155030216 PDS5A sister chromatid cohesion protein PDS5 homolog A isoform 1 23244 NP_001093869.1 4.11368736 1 3 4 12 1337 150.734 7.91 1.86 1.6 1.76 1.74 Significant 0.0019 EINSDQATQGNISSDR 6 155030216 1xTMT6plex [N-Term] 0.947 1.621 1.758 3.619175911 49.73 0 1963.951842 2 982.4794922 -0.068135581 -6.69E-05 31.80350056STGTETGSNINVNSELNPSTGNR 2 155030216 1xTMT6plex [N-Term] 1.459 3.556150913 24.16 0 2578.254231 3 860.088562 -1.201605647 -0.001032682 44.14014749YCLHGEAGK 2 155030216 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.868 4.037439823 46.26 0 1492.798255 3 498.2712097 0.549866928 0.000273613 41.93054169DLTEYLK 2 155030216 2xTMT6plex [N-Term; K7] 2.406 2.22585535 23.55 0 1339.787339 2 670.3991089 2.68863075 0.001801097 65.47994262205360930 TLDC1 TLD domain-containing protein 1 57707 NP_065998.3 20.39473684 1 5 5 12 456 50.961 6.24 0.78 0.73 0.76 Non-Significant #N/A SILDADPEAQALLEISGHSR 4 205360930 1xTMT6plex [N-Term] 0.982 0.733 5.364087105 41.5 0 2351.240419 3 784.4177246 -0.764831134 -0.000599434 88.04875557GPSENVSQEQFTASMSHLLK 2 205360930 2xTMT6plex [N-Term; K20] 100 2.683997631 27.33 0 2648.375422 3 883.4622192 -1.252509417 -0.001105705 74.22499713MEVWAVGDPSEEQLAK 3 205360930 2xTMT6plex [N-Term; K16] 1.432964563 0.32 0 2247.17314 2 1124.086792 -3.040622684 -0.003416403 72.3904543GPCVAVLEDHDK 2 205360930 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.773 1.909897208 1.54 0 1797.95694 3 599.9907227 0.375075028 0.00022479 54.86285362SFCSQFLPEEQAEIDQLFDALSSDK 1 205360930 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C3] 2.0742414 0.87 0 3362.650259 3 1121.55481 -0.114043695 -0.00012783 110.4764743331028739 CHTOP chromatin target of PRMT1 protein isoform 2 26097 NP_001193541.1 19.67871486 1 3 3 16 249 26.508 12.23 0.78 0.89 0.77 0.82 Significant 0.0022 ASMQQQQQLASAR 6 331028739 1xTMT6plex [N-Term] 0.848 0.972 0.771 4.381062984 52.96 0 1675.874718 2 838.4398804 -1.332908593 -0.001116894 31.3676329LAQQMENRPSVQAALK 4 331028739 2xTMT6plex [N-Term; K16] 0.699 0.827 5.180540085 24.84 0 2242.274192 3 748.0960693 -0.239436457 -0.000178961 58.65071103GHLDAELDAYMAQTDPETND 6 331028739 1xTMT6plex [N-Term] 0.796 0.01 3.352069378 24.64 0 2435.087014 3 812.3671875 -0.002040995 -1.66E-06 73.278013213569956 ARPC5L actin-related protein 2/3 complex subunit 5-like protein 81873 NP_112240.1 40.52287582 1 5 5 18 153 16.931 6.6 0.665 0.693 3.652 1.67 Non-Significant 0.23 GFEKPTENSSAVLLQWHEK 4 13569956 3xTMT6plex [N-Term; K4; K19] 100 1.732 2.836548328 19.85 0 2887.592104 4 722.6526489 -1.155951656 -0.000834479 56.67882109SSEIEQAVQSLDR 4 13569956 1xTMT6plex [N-Term] 100 1.817857981 26.75 0 1690.880909 2 845.9438477 -0.289758727 -0.000244974 62.57915198ALAVGGLGSIIR 4 13569956 1xTMT6plex [N-Term] 0.714 100 2.35194087 35.77 0 1355.857201 2 678.4313354 -1.332361226 -0.000903246 65.99293551RVDIDEFDENK 2 13569956 2xTMT6plex [N-Term; K11] 100 2.580883265 17.16 1 1837.969613 3 613.3276978 -0.583866171 -0.000357709 46.16926905AFHAALR 4 13569956 1xTMT6plex [N-Term] 0.663 0.647 2.610419035 23.29 0 1014.604615 2 507.8059692 0.046063818 2.34E-05 33.254588134503765 FMR1 fragile X mental retardation protein 1 isoform ISO1 2332 NP_002015.1 10.44303797 1 4 5 16 632 71.131 7.42 1.717 0.881 0.706 1.1 Non-Significant 0.072 KVPGVTAIDLDEDTCTFHIYGEDQDAVK 2 4503765 3xTMT6plex [N-Term; K1; K28]; 1xCarbamidomethyl [C15] 0.746 3.856287956 27.81 1 3823.966731 4 956.7466431 -0.520131192 -0.000497241 78.27363207DINESDEVEVYSR 2 4503765 1xTMT6plex [N-Term] 0.601 2.020960331 0 1783.854753 2 892.430603 -0.461907177 -0.000411988 43.75645589LQIDEQLR 6 4503765 1xTMT6plex [N-Term] 1.191 0.924 0.934 3.362670898 40.02 0 1243.720767 2 622.3599854 -6.490851556 -0.004036403 46.32267634LDVPEDLR 4 4503765 1xTMT6plex [N-Term] 0.881 0.873 2.723827362 20.82 0 1185.667669 2 593.3369141 -0.94225813 -0.000558602 50.08501128VGPNAPEEK 2 4503765 2xTMT6plex [N-Term; K9] 1.717 2.574987173 20.88 0 1398.799301 2 699.9028931 -0.565540165 -0.000395539 38.896276135453726 LRRFIP2 leucine-rich repeat flightless-interacting protein 2 isoform 1 9209 NP_006300.1 5.963938974 1 3 4 16 721 82.121 6.95 1.11 0.97 1.04 Non-Significant #N/A AMVSNAQLDNEK 4 5453726 2xTMT6plex [N-Term; K12] 1.245 1.111 4.702671528 74.84 0 1777.951855 2 889.4789429 -0.700535174 -0.000622759 34.62448937DQIQDVEGR 4 5453726 1xTMT6plex [N-Term] 1.109 0.949 3.542200565 47.77 0 1288.66946 2 644.8380737 -0.456827046 -0.00029435 35.18956142AEQDITTLEQSISR 4 5453726 1xTMT6plex [N-Term] 1.371 2.218827248 12.06 0 1819.959887 2 910.484375 0.871563165 0.000793105 77.44542862AMVSNAQLDNEK 2 5453726 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.505 1.918420196 24.7 0 1793.94677 2 889.4789429 -0.700535174 -0.000622759 34.62448937EELLSQIR 2 5453726 1xTMT6plex [N-Term] 2.966586113 0 1216.709868 2 608.8580322 -0.887661803 -0.000540013 50.430217840806190 TMEM189-UBE2V1 TMEM189-UBE2V1 fusion protein 387522 NP_954673.1 17.56756757 1 6 6 37 370 42.182 6.61 1.19 1.14 1.34 1.22 Significant 0.0024 LLEELEEGQK 8 40806190 2xTMT6plex [N-Term; K10] 1.209 1.279 3.685003996 59.34 0 1645.941273 2 823.4736328 -0.780231361 -0.000642107 80.91230504WQNSYSIK 2 40806190 2xTMT6plex [N-Term; K8] 100 2.287536144 28.74 0 1483.830935 2 742.4193726 0.359486499 0.000266709 58.5432378AISVLAK 6 40806190 2xTMT6plex [N-Term; K7] 1.119 1.204 1.305 3.107562304 38.32 0 1159.781466 2 580.3944702 0.170695681 9.90E-05 47.45678266LPQPPEGQCYSN 17 40806190 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.112 2.800956726 27.25 0 1618.773273 2 809.8904419 0.206501471 0.00016714 43.68976572GVGDGTVSWGLEDDEDMTLTR 3 40806190 1xTMT6plex [N-Term] 1.847922683 3.19 0 2482.160513 2 1241.58374 -0.124746667 -0.000154821 117.2677592VVLQELR 1 40806190 1xTMT6plex [N-Term] 1.219 2.724108934 43.47 0 1085.68801 2 543.3485107 1.597654537 0.000867277 53.2907080214165469 RPS15A 40S ribosomal protein S15a 6210 NP_001010.2 40.76923077 1 5 5 41 130 14.83 10.13 0.91 1.23 1.36 1.17 Significant 0.013 MNVLADALK 10 14165469 2xTMT6plex [N-Term; K9] 0.932 0.916 1.085 3.330934763 45.09 0 1432.859792 2 716.932312 -1.706368324 -0.001222493 70.93552538QFGFIVLTTSAGIMDHEEAR 8 14165469 1xTMT6plex [N-Term] 0.745 100 2.40681529 18.2 0 2451.25396 3 817.7558594 -0.381692397 -0.000311875 93.00438393IVVNLTGR 14 14165469 1xTMT6plex [N-Term] 0.954 1.252 1.348 2.663328409 34.58 0 1100.698909 2 550.8537598 1.211567704 0.000666786 52.69545661WQNNLLPSR 6 14165469 1xTMT6plex [N-Term] 0.354 0.134 0.135 2.804364443 19.45 0 1356.758549 2 678.8827515 -0.238119238 -0.000161535 54.51186618SINNAEK 3 14165469 2xTMT6plex [N-Term; K7] 1.276 1.489 3.211571455 38.72 0 1233.720322 2 617.3632813 -0.839882412 -0.00051809 26.87963541401461821 SLC25A10 mitochondrial dicarboxylate carrier isoform 1 1468 NP_001257817.1 20.60810811 1 5 5 15 296 32.125 9.35 0.99 0.96 1.02 0.99 Significant 0.00031 GEYQGVFHCAVETAK 4 401461821 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 0.01 0.853 3.594135284 31.71 0 2154.105395 3 718.7009277 -7.968689421 -0.005721799 50.47905321GSQGPLPFHEK 4 401461821 2xTMT6plex [N-Term; K11] 0.985 0.963 3.456037521 27.14 0 1654.931712 3 552.3150635 -0.649265649 -0.000358163 48.29897446GLVPAGIR 4 401461821 1xTMT6plex [N-Term] 1.067 1.027 2.605012655 33.34 0 1011.651231 2 506.328949 -0.602579983 -0.0003048 40.57038159NYAHALDGLYR 2 401461821 1xTMT6plex [N-Term] 0.71 2.836462975 8.55 0 1521.801142 3 507.938446 -0.234922438 -0.000119168 48.90907498GALVTVGQLSCYDQAK 1 401461821 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 1.41087234 0 2168.17856 2 1084.591431 -1.372369384 -0.001487771 60.5581969916554604 MRPS23 28S ribosomal protein S23, mitochondrial 51649 NP_057154.2 25.26315789 1 4 4 20 190 21.757 8.9 0.76 0.85 1.27 0.96 Significant 0.026 ALLAEGVILR 6 16554604 1xTMT6plex [N-Term] 0.711 0.985 0.562 3.323423624 49.47 0 1283.824838 2 642.4161377 0.125188905 8.04E-05 78.44492167EKPLWFDVYDAFPPLR 4 16554604 2xTMT6plex [N-Term; K2] 0.671 2.921424627 16.16 0 2451.347674 3 817.7869263 -0.590936741 -0.000482864 103.3446395APIQDIWYHEDR 4 16554604 1xTMT6plex [N-Term] 0.77 3.365978956 31.24 0 1771.896499 3 591.3031006 -0.988038629 -0.000583567 67.1836828AFDLFNPNFK 6 16554604 2xTMT6plex [N-Term; K10] 0.856 0.744 100 2.153413773 25.97 0 1670.930649 2 835.9683228 -0.766149204 -0.000640091 80.11803851547235570 FKBP9 peptidyl-prolyl cis-trans isomerase FKBP9 isoform 2 precursor 11328 NP_001271270.1 9.63081862 1 6 6 19 623 69.111 5.31 1.43 1.43 1.32 1.39 Significant 0.00069 TIQVSDFVR 3 547235570 1xTMT6plex [N-Term] 0.902 2.898770094 39 0 1293.736417 2 647.3716431 -0.314930601 -0.000203719 63.60883266DSISIENK 2 547235570 2xTMT6plex [N-Term; K8] 1.261 3.771781445 42.68 0 1363.783316 2 682.3937988 -2.196187411 -0.001497562 46.84556975FVPDECPR 4 547235570 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.526 1.422 3.038824797 41.4 0 1248.624424 2 624.8161621 0.499404575 0.000311784 49.06462169VTAEEFK 6 547235570 2xTMT6plex [N-Term; K7] 1.354 1.432 1.452 3.151439905 35.84 0 1281.745474 2 641.3768311 0.710990905 0.000455655 46.06510842EMCVGEK 2 547235570 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.299 3.168004274 29.73 0 1310.684865 2 655.8460083 -0.095277241 -6.24E-05 40.34347208DIPGQASLVFDVALLDLHNPK 2 547235570 2xTMT6plex [N-Term; K21] 1.006 1.9310745 0 2720.538722 3 907.5176392 -0.131565681 -0.00011931 104.84552664506127 PRPS1 ribose-phosphate pyrophosphokinase 1 isoform 1 5631 NP_002755.1 16.98113208 1 4 4 21 318 34.812 6.98 1.28 1.42 1.39 1.36 Significant 0.00097 VAILVDDMADTCGTICHAADK 6 4506127 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C12; C16] 3.424 1.407 1.715 5.370551109 50.84 0 2734.361428 3 912.1246948 -0.693820987 -0.000632386 87.4606751IFSGSSHQDLSQK 6 4506127 2xTMT6plex [N-Term; K13] 1.14 1.438 1.224 4.539062023 30.59 0 1892.027797 3 631.3468018 -1.027837205 -0.000648232 42.52779011MVLVGDVK 6 4506127 2xTMT6plex [N-Term; K8] 1.301 1.376 1.526 3.63876605 36.89 0 1318.816865 2 659.9116821 -0.589446653 -0.000388686 62.33001297VTAVIPCFPYAR 3 4506127 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.898024678 0.48 0 1622.8926 2 811.9497681 -0.209956708 -0.000170369 68.576579887019569 VPS4A vacuolar protein sorting-associated protein 4A 27183 NP_037377.1 14.18764302 1 4 7 25 437 48.867 7.8 1.07 1.15 1.11 Non-Significant #N/A GILLFGPPGTGK 6 7019569 2xTMT6plex [N-Term; K12] 1.106 0.908 100 2.698969603 36.15 0 1614.998335 2 808.0020142 -0.980192768 -0.000791505 72.74208054DSLMQPVR 2 7019569 1xTMT6plex [N-Term] 1.102 3.104266882 32.97 0 1174.645159 2 587.8270264 1.376530063 0.000808467 40.01768806AIDLVTK 4 7019569 2xTMT6plex [N-Term; K7] 0.75 1.147 2.778785706 30.89 0 1217.786945 2 609.3978882 1.27661673 0.000777324 55.37827059WLGESEK 4 7019569 2xTMT6plex [N-Term; K7] 1.062 2.827441692 25.61 0 1306.740723 2 653.874939 1.437285648 0.00093908 51.79116785LLEPVVCMSDMLR 3 7019569 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.159535646 0.48 0 1791.936849 2 896.4719849 -0.087276199 -7.82E-05 100.8997558FPHLFTGK 4 7019569 2xTMT6plex [N-Term; K8] 0.662 1.145 0.801 1.92576158 13.05 0 1404.840378 3 468.9514465 -0.420902189 -0.0001971 61.15530734NLFELAR 2 7019569 1xTMT6plex [N-Term] 1.282 2.162272453 32.67 0 1091.64106 2 546.324646 0.875051537 0.000477621 73.1881329109452591 SUCLG1 succinyl-CoA ligase [ADP/GDP-forming] subunit alpha, mitochondrial precursor 8802 NP_003840.2 13.87283237 1 4 4 14 346 36.227 8.79 0.82 0.85 0.98 0.88 Significant 0.0031 QGTFHSQQALEYGTK 4 109452591 2xTMT6plex [N-Term; K15] 0.818 0.999 5.040041924 34.31 0 2153.139138 3 718.3838501 -0.994328232 -0.000713642 36.59578173IICQGFTGK 4 109452591 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.63 0.826 3.817976236 56.34 0 1481.855042 2 741.432373 1.638354415 0.001213902 53.73858713GGQTHLGLPVFNTVK 2 109452591 2xTMT6plex [N-Term; K15] 0.624 2.571121454 22.27 0 2026.184966 3 676.065979 -0.780924895 -0.000527433 57.99406936LVGGTTPGK 4 109452591 2xTMT6plex [N-Term; K9] 0.823 0.859 3.198843956 39.26 0 1287.803658 2 644.4053955 -0.111324715 -7.17E-05 47.4307256113449277 CYP2S1 cytochrome P450 2S1 precursor 29785 NP_085125.1 10.11904762 1 4 4 10 504 55.781 8.62 0.882 1.623 0.78 1.1 Non-Significant 0.054 EALGGQAEEFSGR 4 13449277 1xTMT6plex [N-Term] 0.931 1.623 4.568534851 43.77 0 1579.791365 2 790.3985596 -0.964006646 -0.000761465 48.78190203DLVDAFLLK 2 13449277 2xTMT6plex [N-Term; K9] 100 2.184366226 34 0 1491.918687 2 746.4624634 -0.695280645 -0.000518651 96.12109595ELGAGQAPSLGDR 2 13449277 1xTMT6plex [N-Term] 0.727 3.37464571 29.61 0 1499.801536 2 750.4043579 -0.064708353 -4.85E-05 46.69737963QVQQHQGNLDASGPAR 2 13449277 1xTMT6plex [N-Term] 0.78 2.998489618 14.96 0 1934.999401 3 645.6722412 1.431206031 0.000923128 27.5865224232483357 DHRS4 dehydrogenase/reductase SDR family member 4 isoform 1 10901 NP_066284.2 12.94964029 1 4 4 22 278 29.518 8.56 0.88 0.98 0.96 0.94 Significant 0.0011 LAQDGAHVVVSSR 8 32483357 1xTMT6plex [N-Term] 0.857 0.959 1.025 4.972695827 62.2 0 1567.87537 3 523.2965088 -0.253064 -0.000132258 39.15425832LVATAVK 4 32483357 2xTMT6plex [N-Term; K7] 0.984 0.85 3.190121651 36.32 0 1159.781466 2 580.3945923 0.381201395 0.000221055 42.85089124TLAIELAPR 4 32483357 1xTMT6plex [N-Term] 0.01 2.06284523 19.24 0 1212.751339 2 606.8795776 0.445164165 0.000269937 50.54998022TLDINVK 6 32483357 2xTMT6plex [N-Term; K7] 0.933 1.004 0.888 2.598937511 18.99 0 1260.792759 2 630.8994141 -0.957512638 -0.000603612 59.9878257251944971 NOMO2 nodal modulator 2 isoform 1 precursor 283820 NP_001004060.1 4.340962904 1 4 4 18 1267 139.351 5.76 1.3 1.32 1.29 1.3 Significant 0.000046 GQPLGPAGVQVSLR 6 51944971 1xTMT6plex [N-Term] 1.301 1.392 1.322 4.382743359 58.11 0 1607.943056 2 804.4750977 -0.085100961 -6.84E-05 49.5524906EQQLAEIEAR 2 51944971 1xTMT6plex [N-Term] 100 2.937605619 37.5 0 1415.769174 2 708.3902588 2.872945817 0.002033714 32.46678192GLLPGCVYHVQLK 6 51944971 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 0.94 0.557 1.053 2.933768749 35.98 0 1942.134845 3 648.0495605 -0.369057471 -0.00023892 58.62360644VLPGDYEILATHPTWALK 4 51944971 2xTMT6plex [N-Term; K18] 100 100 2.585277796 22.08 0 2482.411003 3 828.1411133 -0.892691117 -0.000738675 88.9888772295842330 SF1 splicing factor 1 isoform 6 7536 NP_001171501.1 10.54977712 1 5 5 19 673 71.706 9.58 1.14 1.2 1.07 1.14 Significant 0.0011 VMIPQDEYPEINFVGLLIGPR 6 295842330 1xTMT6plex [N-Term] 1.257 1.074 4.500743389 47.44 0 2629.426111 3 877.151062 4.762113338 0.004173875 116.4687451SITNTTVCTK 4 295842330 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.328 1.104 4.280823231 58.85 0 1582.887464 2 791.9486694 1.641536273 0.001299184 38.98274753AYIVQLQIEDLTR 5 295842330 1xTMT6plex [N-Term] 1.57838726 7.97 0 1791.021365 2 896.0137329 -0.656675409 -0.00058806 80.85541007ILRPWQSSETR 2 295842330 1xTMT6plex [N-Term] 0.958 3.138492107 16.36 0 1601.896105 3 534.6367188 -0.313597117 -0.00016745 46.41369929TVIPGMPTVIPPGLTR 2 295842330 1xTMT6plex [N-Term] 0.01 1.256621242 3.27 0 1878.108406 2 939.5579834 0.151198341 0.000141983 82.46676295209862853 SEC13 protein SEC13 homolog isoform 3 6396 NP_001129498.1 13.31521739 1 3 3 57 368 40.721 5.85 1.34 1.94 1.8 1.69 Significant 0.011 GQGSVSASVTEGQQNEQ 40 209862853 1xTMT6plex [N-Term] 2.141 2.09 1.797 3.877703667 65.93 0 1934.925292 2 967.9663696 0.087940249 8.51E-05 29.55448638DVAWAPSIGLPTSTIASCSQDGR 15 209862853 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.183 0.954 4.230077744 46.68 0 2618.308181 3 873.440979 0.07740942 6.76E-05 82.75571996LEAHSDWVR 2 209862853 1xTMT6plex [N-Term] 1.289 3.610018253 31.66 0 1341.711265 3 447.9086914 0.190904524 8.54E-05 41.5397063751479156 ATP5L ATP synthase subunit g, mitochondrial 10632 NP_006467.4 33.00970874 1 4 4 24 103 11.421 9.64 1.04 1.11 0.77 0.97 Significant 0.011 IVNSAQTGSFK 4 51479156 2xTMT6plex [N-Term; K11] 1.293 1.17 4.768179893 68.91 0 1609.931377 2 805.4691162 -0.261811237 -0.000210749 54.05980012KIVNSAQTGSFK 4 51479156 3xTMT6plex [N-Term; K1; K12] 0.67 0.736 5.291530609 42.7 1 1967.189272 3 656.401062 -0.325070319 -0.000213158 50.82870737VELVPPTPAEIPR 12 51479156 1xTMT6plex [N-Term] 1.494 0.819 1.054 2.432674646 19.64 0 1646.967873 2 823.9857178 -2.255267504 -0.001857177 60.93135677LATFWYYAK 4 51479156 2xTMT6plex [N-Term; K9] 1.149 2.601796627 21.21 0 1620.919022 2 810.963501 0.434027311 0.000351762 96.1138228222907052 ARPC1A actin-related protein 2/3 complex subunit 1A isoform 1 10552 NP_006400.2 14.32432432 1 3 4 17 370 41.543 8.18 0.89 0.88 0.43 0.73 Significant 0.04 STVLSLDWHPNNVLLAAGSCDFK 6 22907052 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C20] 0.944 0.788 4.116900921 17.1 0 3002.580998 3 1001.530212 -1.636563001 -0.001637971 94.18719379SVQVSTLK 4 22907052 2xTMT6plex [N-Term; K8] 0.877 0.886 3.86806035 51.8 0 1319.829872 2 660.4187622 0.284365486 0.000187657 42.05793313GCLTFVSK 6 22907052 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.611 0.778 100 2.809908152 39.12 0 1369.791379 2 685.3998413 0.74987126 0.000513584 39.56007207EVDEKPASTPWGSK 1 22907052 3xTMT6plex [N-Term; K5; K14] 0.417 2.569163322 0 2218.232259 3 740.0823364 0.088763178 6.56E-05 45.2170134430578410 STT3B dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3B 201595 NP_849193.1 6.779661017 1 5 6 17 826 93.614 8.91 1.32 1.55 1.26 1.38 Significant 0.0041 ENPPVEDSSDEDDKR 2 30578410 2xTMT6plex [N-Term; K14] 1.307 4.456686497 20.51 1 2190.056256 3 730.6886597 -2.205361657 -0.001609955 32.60137382ESDYFTPQGEFR 2 30578410 1xTMT6plex [N-Term] 0.762 3.273046732 11.78 0 1704.806681 2 852.9066162 -0.425466496 -0.000362669 58.16399848NILDDFR 5 30578410 1xTMT6plex [N-Term] 1.592 100 100 2.034194231 23.53 0 1121.615239 2 561.3108521 -0.723767304 -0.000405894 59.16773169EAYFWLR 2 30578410 1xTMT6plex [N-Term] 1.067 2.548491001 32.11 0 1213.65671 2 607.3319702 -0.038215347 -2.32E-05 80.34063262IAEGEHPK 3 30578410 2xTMT6plex [N-Term; K8] 1.514 1.532 2.661084652 25.57 0 1338.778171 3 446.9308167 -0.205089113 -9.15E-05 30.06861658AWYPLGR 3 30578410 1xTMT6plex [N-Term] 1.164 1.369 2.47536087 24.53 0 1091.619931 2 546.3136597 0.102513645 5.60E-05 59.6757286663253298 SRM spermidine synthase 6723 NP_003123.2 18.87417219 1 5 5 30 302 33.803 5.49 1.33 1.48 1.45 1.42 Significant 0.001 LTLHVGDGFEFMK 7 63253298 2xTMT6plex [N-Term; K13] 2.051 1.375 0.38 4.134174347 37.28 0 1952.071576 3 651.3623047 0.402112561 0.000261651 86.2344494ESYYQLMK 8 63253298 2xTMT6plex [N-Term; K8] 1.183 100 2.679 4.088044167 32.91 0 1519.823072 2 760.4146729 -0.66021953 -0.000501708 59.78171265VLIIGGGDGGVLR 6 63253298 1xTMT6plex [N-Term] 1.651 1.089 2.809 2.9667871 19.47 0 1454.889229 2 727.9473267 -1.273237612 -0.00092621 62.52765432AAFVLPEFAR 7 63253298 1xTMT6plex [N-Term] 0.773 100 1.820188165 19.45 0 1349.777888 2 675.3924561 -0.186979374 -0.00012619 87.31870545FLPGMAIGYSSSK 2 63253298 2xTMT6plex [N-Term; K13] 0.01 1.853475451 13.61 0 1816.007913 2 908.5078125 0.239734638 0.00021768 88.287366254502901 CLTB clathrin light chain B isoform a 1212 NP_001825.1 23.69668246 1 6 6 41 211 23.167 4.69 0.88 0.89 0.81 0.86 Significant 0.00086 EETPGTEWEK 4 4502901 2xTMT6plex [N-Term; K10] 1.557 1.011 3.812793732 28.87 0 1663.857938 2 832.4328003 0.232258974 0.000193223 53.27266472ASEEAFVK 15 4502901 2xTMT6plex [N-Term; K8] 0.886 0.834 0.826 3.322928905 40.34 0 1338.766938 2 669.8863525 -1.12746426 -0.000754706 35.02009899DLEEWNQR 4 4502901 1xTMT6plex [N-Term] 0.896 0.766 3.309217215 45.89 0 1318.658895 2 659.8295898 -5.302214642 -0.003495906 42.93608885SVLMSLK 10 4502901 2xTMT6plex [N-Term; K7] 0.686 100 3.236869097 37.5 0 1235.779751 2 618.3927002 -1.316973654 -0.000813745 70.65512007VAQLCDFNPK 5 4502901 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 100 1.52301836 9.61 0 1649.908534 2 825.4576416 -0.319488544 -0.000263563 54.41640856VTEQEWR 3 4502901 1xTMT6plex [N-Term] 0.673 2.331711292 20.82 0 1176.621053 2 588.8140869 -0.13232117 -7.78E-05 42.69770442380254457 CASP1 caspase-1 isoform alpha precursor 834 NP_001244047.1 14.35643564 1 5 5 28 404 45.129 5.91 0.71 0.66 0.97 0.78 Significant 0.015 LALIICNEEFDSIPR 7 380254457 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.384 1.807489753 3.01 0 2019.078228 2 1010.04248 -0.269515313 -0.000272086 94.29297658ALIDSVIPK 6 380254457 2xTMT6plex [N-Term; K9] 0.56 0.6 0.6 2.826582432 40.33 0 1413.908123 2 707.4581299 0.608501791 0.000430183 72.72257006DFIAFCSSTPDNVSWR 5 380254457 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.01 2.319224358 10.94 0 2131.011605 2 1066.009644 0.190069061 0.00020252 78.5539371VIIIQACR 4 380254457 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.726 0.665 3.252563238 31.33 0 1201.72883 2 601.3677979 -0.424785411 -0.000255238 46.90093096GDSPGVVWFK 6 380254457 2xTMT6plex [N-Term; K10] 0.501 0.204 100 2.492819071 33.47 0 1549.877885 2 775.4417114 -1.122042229 -0.000869514 63.1652989138201714 ELAVL1 ELAV-like protein 1 1994 NP_001410.2 15.33742331 1 5 5 25 326 36.069 9.17 1.29 1.34 1.36 1.33 Significant 0.00024 VLVDQTTGLSR 4 38201714 1xTMT6plex [N-Term] 1.32 1.327 3.591507435 57.34 0 1417.821209 2 709.4137573 -0.684911155 -0.000485541 53.24275373DVEDMFSR 6 38201714 1xTMT6plex [N-Term] 1.1 1.196 1.294 3.17348361 41.27 0 1227.587704 2 614.2974243 -0.107379039 -6.59E-05 51.75252649SLFSSIGEVESAK 3 38201714 2xTMT6plex [N-Term; K13] 100 1.898184299 6.49 0 1812.015501 2 906.5114136 0.027487865 2.49E-05 73.81687575DANLYISGLPR 8 38201714 1xTMT6plex [N-Term] 100 1.941687107 23.8 0 1447.810644 2 724.4083252 -0.877655776 -0.00063534 55.80194793ILQVSFK 4 38201714 2xTMT6plex [N-Term; K7] 1.282 100 3.038404226 28.11 0 1292.83423 2 646.9206543 -0.152901467 -9.88E-05 79.518452935729875 PGRMC1 membrane-associated progesterone receptor component 1 isoform 1 10857 NP_006658.1 38.46153846 1 3 4 11 195 21.658 4.7 1.02 100 1.06 34.03 Non-Significant #N/A EALKDEYDDLSDLTAAQQETLSDWESQFTFK 2 5729875 3xTMT6plex [N-Term; K4; K31] 100 2.913132668 12.09 1 4311.143569 4 1078.541016 -0.309910811 -0.000334017 103.235307



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms GDQPAASGDSDDDEPPPLPR 2 5729875 1xTMT6plex [N-Term] 1.181 3.367296219 54.11 0 2265.046864 2 1133.026733 -0.297496328 -0.000336922 38.40604758GLATFCLDK 6 5729875 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.018 100 0.941 4.152711391 45.8 0 1482.839057 2 741.9226685 -0.672322416 -0.000498473 66.77445421KFYGPEGPYGVFAGR 1 5729875 2xTMT6plex [N-Term; K1] 1.510676384 1.51 1 2103.142767 3 701.7191162 0.013538221 9.49E-06 58.462331987705805 MRPS2 28S ribosomal protein S2, mitochondrial 51116 NP_057118.1 12.83783784 1 3 3 13 296 33.228 9.26 0.94 0.73 1.29 0.99 Significant 0.026 EPGDQGPAHPPGADMSHSL 7 7705805 1xTMT6plex [N-Term] 0.904 0.732 1.047 4.737280369 21.52 0 2128.991932 3 710.3352661 -0.322777248 -0.000229063 32.57794448EPGDQGPAHPPGADMSHSL 2 7705805 1xTMT6plex [N-Term]; 1xOxidation [M15] 1.556 4.758559704 20.73 0 2144.986847 3 710.3352661 -0.322777248 -0.000229063 32.57794448ESEDSTDFNDK 2 7705805 2xTMT6plex [N-Term; K11] 0.951 3.021977425 21.76 0 1744.827759 2 872.9176025 0.09683943 8.45E-05 39.01335315LLFGPTVR 2 7705805 1xTMT6plex [N-Term] 0.975 2.649428129 30.61 0 1131.708746 2 566.3572998 -1.25719681 -0.00071139 72.0667073345439327 PPL periplakin 5493 NP_002696.3 3.416856492 1 5 5 16 1756 204.554 5.58 0.62 0.63 0.71 0.66 Significant 0.0019 VKEEEAALAAK 2 45439327 3xTMT6plex [N-Term; K2; K11] 0.825 3.348656416 8.29 1 1846.125275 3 616.0462036 -0.65946779 -0.00040582 45.62112052DYELEAEK 4 45439327 2xTMT6plex [N-Term; K8] 0.66 0.984 3.522528648 43.47 0 1454.777896 2 727.8921509 -0.598890174 -0.000435626 50.7604839ETPLKPIPVEALCDFEGEQGLISR 3 45439327 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C13] 1.541441441 0.92 0 3156.701507 3 1052.904297 -1.004033797 -0.001056478 90.78523412ASQEEQIAR 2 45439327 1xTMT6plex [N-Term] 100 2.724025965 27.09 0 1260.674545 2 630.840271 -1.014986634 -0.000639784 28.98582555ELDVEVSR 5 45439327 1xTMT6plex [N-Term] 0.609 0.602 0.656 3.379446983 42.82 0 1175.646933 2 588.3267822 -0.548988694 -0.000322708 40.4126958522219465 NUDT2 bis(5'-nucleosyl)-tetraphosphatase [asymmetrical] 318 NP_671701.1 46.93877551 1 6 6 21 147 16.819 5.35 0.86 0.96 0.79 0.87 Significant 0.0032 GHVEPGEDDLETALR 10 22219465 1xTMT6plex [N-Term] 0.762 0.961 0.79 4.458974838 41.4 0 1866.939486 3 622.9841919 -0.783981708 -0.000487882 51.71828201AALQEGHQFLCSIEA 3 22219465 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.492676616 15.92 0 1902.958113 2 951.980835 -1.954908045 -0.001860054 71.1807999TVIYWLAEVK 2 22219465 2xTMT6plex [N-Term; K10] 0.627 1.786349893 16.15 0 1680.01365 2 840.5111694 0.840378402 0.000705924 98.89578018DYDVEIR 2 22219465 1xTMT6plex [N-Term] 1.099 2.855004311 40.82 0 1138.594169 2 569.8009644 0.423900763 0.000241325 46.85567237ACGLIIFR 2 22219465 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 100 1.324020386 7 0 1178.691716 2 589.8492432 -0.42937595 -0.000253051 76.03078697WLGLEEACQLAQFK 2 22219465 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 0.911971092 0 2151.167267 2 1076.087402 0.121193505 0.000130354 96.910396437657455 PES1 pescadillo homolog isoform 1 23481 NP_055118.1 11.9047619 1 6 6 19 588 67.96 7.33 1.39 1.55 2.76 1.9 Significant 0.048 LEGQAQAEAK 8 7657455 2xTMT6plex [N-Term; K10] 3.005 3.162 2.757 4.653995991 72.43 0 1502.857878 2 751.9328613 0.377950742 0.000284003 43.06173211GIYPHEPK 4 7657455 2xTMT6plex [N-Term; K8] 1.293 1.35 2.664412022 33.47 0 1398.814557 3 466.9421692 -1.86048367 -0.000867491 40.8781948VVVPATEEEAEVDEFPTDGEMSAQEEDR 2 7657455 1xTMT6plex [N-Term] 0.944695294 2.81 0 3337.510306 3 1113.176636 1.512413775 0.001682566 64.25870147EALAFIIR 2 7657455 1xTMT6plex [N-Term] 1.389669061 29.04 0 1161.71931 2 581.3630371 -0.441441616 -0.000256416 98.00505294LQLSLADFR 2 7657455 1xTMT6plex [N-Term] 2.215606928 16.4 0 1291.757152 2 646.3817749 -0.680642883 -0.000439613 100.0546717VMAGTLK 1 7657455 2xTMT6plex [N-Term; K7] 1.438 2.766135454 36.5 0 1177.737886 2 589.3726807 0.168312599 9.91E-05 44.01897284968121920 SEC24D protein transport protein Sec24D isoform 2 9871 NP_001304995.1 5.905130687 1 5 6 20 1033 113.007 7.25 1.04 1.62 1.24 1.3 Significant 0.017 IPKEEQEETSAIR 6 968121920 2xTMT6plex [N-Term; K3] 1.354 1.534 1.462 2.971920729 17.48 1 1988.106441 3 663.3734131 -0.379694051 -0.000251624 35.42495753GGQVYATNTR 6 968121920 1xTMT6plex [N-Term] 100 3.099 0.419 2.962143421 44.92 0 1295.690529 2 648.3485718 -0.511260442 -0.000331218 29.12836797LICEELK 4 968121920 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.39 2.592746496 30.81 0 1362.806695 2 681.9075317 0.801534485 0.000546168 60.6024689GLYGGSSYVDFLCCVHK 2 968121920 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C13; C14] 1.596949697 8.02 0 2420.214294 3 807.4091797 -0.540566802 -0.000436096 80.70196641AADCPGK 2 968121920 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.129 2.639676809 25.35 0 1176.644715 2 588.8267212 1.23325486 0.000725551 28.12217965AVTVEFK 2 968121920 2xTMT6plex [N-Term; K7] 0.832 2.697992802 17.25 0 1251.771295 2 626.3878784 -2.2486728 -0.001407412 58.85694994151301228 PRPF40A pre-mRNA-processing factor 40 homolog A 55660 NP_060362.3 6.774193548 1 6 6 16 930 105.86 7.99 1.27 0.93 1 1.07 Significant 0.0093 DRLEIYEDVLFFLSK 6 151301228 2xTMT6plex [N-Term; K15] 1.115 0.844 1 3.694535017 21.91 1 2345.315705 3 782.4434204 0.001147167 8.97E-07 109.5545207KEEEESQPAK 2 151301228 3xTMT6plex [N-Term; K1; K10] 1.398 2.520379782 16.06 1 1862.047419 3 621.3538818 -0.17526524 -0.000108784 31.80409449TPAEQLLSK 2 151301228 2xTMT6plex [N-Term; K9] 1.019 3.052161932 8.15 0 1444.877551 2 722.9434204 1.393412412 0.001006655 57.74768966LAFNSLLEK 3 151301228 2xTMT6plex [N-Term; K9] 100 100 2.029430628 14.14 0 1492.913936 2 746.9597168 -1.191921521 -0.000889718 78.44203035FLENHEK 1 151301228 2xTMT6plex [N-Term; K7] 1.166 2.538787127 15.75 0 1374.778171 3 458.9306641 -0.532691394 -0.000244111 45.94621841EPAFEDITLESER 2 151301228 1xTMT6plex [N-Term] 1.318170309 6.1 0 1764.885325 2 882.9453125 -1.120140766 -0.00098846 58.4185176223633935 PROSER2 proline and serine-rich protein 2 254427 NP_694988.3 10.34482759 1 4 4 14 435 45.774 7.2 1.42 1.64 1.99 1.68 Significant 0.0096 KSDASDMNSDTSPSCR 2 223633935 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C15] 2.122 4.785165787 29.15 1 2216.032366 3 739.348999 0.035031218 2.59E-05 30.16524719SAPSSFAPAGK 2 223633935 2xTMT6plex [N-Term; K11] 1.638 3.638456106 27.68 0 1477.8415 2 739.4242554 -0.179733627 -0.000132809 42.78071852AAVSVQER 8 223633935 1xTMT6plex [N-Term] 1.344 1.639 1.602 3.397071838 54.81 0 1088.626138 2 544.8168335 0.23155074 0.000126036 24.95861008SFTLDDESLK 2 223633935 2xTMT6plex [N-Term; K10] 1.993299246 9.39 0 1612.883424 2 806.9438477 -1.863319726 -0.001502659 56.38386361157426879 NPLOC4 nuclear protein localization protein 4 homolog 55666 NP_060391.2 7.730263158 1 5 5 17 608 68.077 6.38 0.62 0.89 0.75 Non-Significant #N/A AEVVDEIAAK 4 157426879 2xTMT6plex [N-Term; K10] 0.809 1.011 4.465690613 74.91 0 1502.88303 2 751.9445801 -0.762942775 -0.000573307 65.61020968DAPELGYAK 2 157426879 2xTMT6plex [N-Term; K9] 1.004 3.188314199 33.73 0 1421.804052 2 711.4059448 0.394856406 0.000280704 53.65464139FVALENISCK 6 157426879 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 100 0.01 1.960210919 19.87 0 1638.928935 2 819.9688721 0.935196513 0.00076636 70.83609211ETAATFLK 3 157426879 2xTMT6plex [N-Term; K8] 0.042 3.238939524 23.42 0 1338.803323 2 669.9049683 -0.495581801 -0.000331743 54.00381875LSPDGHFGSK 2 157426879 2xTMT6plex [N-Term; K10] 0.915 3.663990498 29.04 0 1502.836749 3 501.6171265 0.051525577 2.58E-05 45.277967245803121 PDIA5 protein disulfide-isomerase A5 precursor 10954 NP_006801.1 10.98265896 1 5 5 12 519 59.556 7.91 0.76 0.71 0.91 0.79 Significant 0.0057 GYPTFHYYHYGK 2 5803121 2xTMT6plex [N-Term; K12] 0.708 3.681465864 18.44 0 1991.021589 4 498.5101318 -1.452403261 -0.000722942 48.67949422DKNQDLCQQEAVK 2 5803121 3xTMT6plex [N-Term; K2; K13]; 1xCarbamidomethyl [C7] 0.707 5.136297226 16.29 1 2263.231942 3 755.083374 1.602571193 0.001208997 37.11661357SEVAAENHLR 4 5803121 1xTMT6plex [N-Term] 1.041 0.905 3.398471355 33.87 0 1354.727643 3 452.2481689 1.705483718 0.000770155 32.43520592GFPTICYFEK 2 5803121 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.564 2.01095295 18.68 0 1719.918036 2 860.4631348 0.55650399 0.000478571 79.32862444GPPLWEEDPGAK 2 5803121 2xTMT6plex [N-Term; K12] 1.08 1.18761611 1.53 0 1753.952507 2 877.479248 -0.733854677 -0.000643573 52.48735687224809478 RAI14 ankycorbin isoform d 26064 NP_001138997.1 6.002034588 1 5 5 22 983 110.354 6.11 1.29 1.13 1.08 1.17 Significant 0.0029 SLEDVTAEYIHK 10 224809478 2xTMT6plex [N-Term; K12] 0.665 1.218 100 2.658820391 32.63 0 1863.0264 3 621.6798096 -0.818178992 -0.000508096 60.05637026EAQAELEDYR 6 224809478 1xTMT6plex [N-Term] 1.335 1.19 1.038 4.254123688 60.54 0 1452.716804 2 726.8619385 -0.139908119 -0.000101623 39.49752815QLQVELQSR 2 224809478 1xTMT6plex [N-Term] 0.561 2.483883381 11.83 0 1329.76878 2 665.3869629 -1.602164814 -0.001065254 41.34357254GADLNLVDSLGYNALHYSK 2 224809478 2xTMT6plex [N-Term; K19] 1.659605503 6.26 0 2508.349859 3 836.7866211 -1.813466624 -0.00151627 83.11407668VLNELTQLK 2 224809478 2xTMT6plex [N-Term; K9] 100 1.30215466 6.48 0 1515.95105 2 758.4781494 -1.33774232 -0.001013976 97.07669299157694511 NOC2L nucleolar complex protein 2 homolog 26155 NP_056473.2 5.073431242 1 4 4 18 749 84.852 5.62 1.26 2.18 1.55 1.66 Significant 0.026 GDQESAEANK 8 157694511 2xTMT6plex [N-Term; K10] 2.558 2.27 100 3.505716562 69.36 0 1506.780022 2 753.8937378 0.117718536 8.87E-05 27.44345609VQENSAYICSR 6 157694511 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.056 2.116 0.679 4.084642887 59.79 0 1555.773607 2 778.3900146 -0.549297868 -0.000427292 34.17173181LSNVNLQEK 2 157694511 2xTMT6plex [N-Term; K9] 1.296 4.043369293 40.38 0 1502.894264 2 751.9501953 -0.764887476 -0.000574772 56.14597587QVQQLLGK 2 157694511 2xTMT6plex [N-Term; K8] 1.078 3.043860912 9.73 0 1371.872406 2 686.4395752 -0.387958364 -0.000266115 61.0740251421327667 BOP1 ribosome biogenesis protein BOP1 23246 NP_056016.1 6.702412869 1 5 5 16 746 83.577 6.19 1.43 1.6 0.97 1.33 Significant 0.019 WLEASEEER 6 21327667 1xTMT6plex [N-Term] 1.395 1.59 1.467 3.961465597 59.04 0 1377.684775 2 689.3458252 -0.291401475 -0.00020073 45.60553948TTEEQVQASTPCPR 2 21327667 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 2.70864749 17.8 0 1832.900992 2 916.9555054 1.495821214 0.001370846 30.51169372LTDEQVALVR 2 21327667 1xTMT6plex [N-Term] 0.52 1.944293141 2.6 0 1372.799745 2 686.9036255 0.166766175 0.000114468 56.73799436MDDPDYWR 2 21327667 1xTMT6plex [N-Term] 1.501 2.517529964 13.82 0 1326.598603 2 663.8023071 -0.953733997 -0.000632611 60.25474294SFIPSLVEK 4 21327667 2xTMT6plex [N-Term; K9] 100 0.596 1.706571221 11.65 0 1477.903037 2 739.4534302 -2.336857257 -0.001726824 72.29832372167234422 HCLS1 hematopoietic lineage cell-specific protein isoform 1 3059 NP_005326.2 10.69958848 1 5 5 15 486 53.995 4.81 0.84 0.81 0.44 0.7 Significant 0.032 GFGGQYGIQK 4 167234422 2xTMT6plex [N-Term; K10] 1.011 0.78 4.459768295 58.69 0 1512.857484 2 756.9333496 1.281302945 0.000969214 54.87832919AKFESMAEEK 4 167234422 3xTMT6plex [N-Term; K2; K10] 0.551 0.435 3.414844036 15.66 1 1857.039497 3 619.6813965 -5.309707679 -0.003286779 44.49696797SAVGFDYK 4 167234422 2xTMT6plex [N-Term; K8] 0.87 0.929 3.269677162 49.03 0 1344.756373 2 672.8828735 1.559568971 0.00104862 50.67144533AALGYDYK 2 167234422 2xTMT6plex [N-Term; K8] 0.978 3.447590351 40.74 0 1358.772023 2 679.8895874 -0.092057616 -6.25E-05 54.18766186SAVGFNEMEAPTTAYK 1 167234422 2xTMT6plex [N-Term; K16] 1.115328074 0 2174.120376 2 1087.560425 -3.129252041 -0.003401685 54.91670973214830079 SPG20 spartin 23111 NP_001135766.1 6.756756757 1 4 4 12 666 72.788 5.91 1.16 1.28 1.22 Non-Significant #N/A ENQEGAANVNVR 6 214830079 1xTMT6plex [N-Term] 1.864 1.576 3.749893904 48.96 0 1529.786949 2 765.3967285 -0.502278275 -0.000384189 28.3489157IQPEEKPVEVSPAVTK 2 214830079 3xTMT6plex [N-Term; K6; K16] 1.239 4.288026333 23.56 0 2438.447337 3 813.4881592 1.060969832 0.000862373 45.9445153GLNTDELGQK 2 214830079 2xTMT6plex [N-Term; K10] 1.452 4.09696722 40.8 0 1532.868443 2 766.9369507 -1.185974453 -0.000908971 52.80182072AFLFVNK 2 214830079 2xTMT6plex [N-Term; K7] 1.062 3.359593153 35.59 0 1296.808015 2 648.9077759 0.200652533 0.000130104 92.088051647132583 PRKAR1A cAMP-dependent protein kinase type I-alpha regulatory subunit isoform a 5573 NP_997637.1 9.186351706 1 5 5 14 381 42.955 5.35 1.12 1.36 1.25 1.24 Significant 0.0031 RSENEEFVEVGR 4 47132583 1xTMT6plex [N-Term] 0.836 1.247 5.265605927 34.82 1 1679.855028 3 560.6228638 -0.589474323 -0.000330077 44.56385211SENEEFVEVGR 2 47132583 1xTMT6plex [N-Term] 100 3.146396637 16.81 0 1523.753917 2 762.3815918 1.30575136 0.000994822 44.14594904ECELYVQK 4 47132583 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.603 2.195 3.430767536 41.67 0 1526.828886 2 763.9175415 -0.7073826 -0.000540026 54.43003028MYEEFLSK 2 47132583 2xTMT6plex [N-Term; K8] 1.011 2.406493902 19.25 0 1504.812173 2 752.9105835 1.140941187 0.000858451 73.19083515QIQNLQK 2 47132583 2xTMT6plex [N-Term; K7] 0.908 2.825376034 17.95 0 1329.825456 2 665.4161987 -0.251897015 -0.00016749 43.0402037521361454 PYCR2 pyrroline-5-carboxylate reductase 2 isoform 1 29920 NP_037460.2 23.125 1 5 5 20 320 33.616 7.77 1.29 1.25 1.36 1.3 Significant 0.00061 MLLDSEQHPCQLK 6 21361454 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.191 1.247 1.387 4.590076923 51.03 0 2057.092388 3 686.3710938 3.082078393 0.002113373 52.83612447GFTAAGILSAHK 6 21361454 2xTMT6plex [N-Term; K12] 100 100 2.466185093 15.6 0 1630.968097 3 544.3275146 -0.065295384 -3.55E-05 53.60465245DNVCSPGGATIHALHFLESGGFR 2 21361454 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 2.569140911 4.11 0 2671.324834 3 891.114502 1.541691719 0.001372786 84.86320556LMAFQPAPK 4 21361454 2xTMT6plex [N-Term; K9] 1.58 0.514 3.185684681 27.83 0 1460.869963 2 730.9387207 0.137997395 0.000100798 61.69182107IIASSPEMNLPTVSALR 2 21361454 1xTMT6plex [N-Term] 1.11052978 0 2028.136077 2 1014.56958 -2.067836472 -0.002096927 72.7515099694721261 CNP 2',3'-cyclic-nucleotide 3'-phosphodiesterase 1267 NP_149124.3 15.67695962 1 6 6 18 421 47.549 9.07 0.71 0.78 0.71 0.73 Significant 0.001 GEEVGELSR 4 94721261 1xTMT6plex [N-Term] 0.664 0.75 3.272788286 52.63 0 1204.637097 2 602.821228 -1.591670485 -0.000958693 32.66625401GAFSEEYK 6 94721261 2xTMT6plex [N-Term; K8] 0.6 0.801 0.705 3.663885117 44.87 0 1388.746202 2 694.8763428 -0.571366549 -0.000396742 38.79361171MVSADAYK 2 94721261 2xTMT6plex [N-Term; K8] 0.666 3.134145021 27.19 0 1342.744094 2 671.8766479 1.433861036 0.000962654 45.31418599AHITLGCAADVEAVQTGLDLLEILR 2 94721261 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.01 1.920421004 2.99 0 2907.581108 3 969.8590698 -6.346205542 -0.006150702 109.4180485AIFTGYYGK 2 94721261 2xTMT6plex [N-Term; K9] 1.966732979 8.27 0 1477.845523 2 739.4264526 0.071802794 5.31E-05 67.06211033LDCAQLK 2 94721261 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.877 3.031144857 28.39 0 1305.760079 2 653.3850098 2.040345155 0.001332101 46.7223790450428925 TBCB tubulin-folding cofactor B isoform 1 1155 NP_001272.2 23.36065574 1 5 5 18 244 27.308 5.15 1.1 0.92 1.01 Non-Significant #N/A YTISQEAYDQR 4 50428925 1xTMT6plex [N-Term] 1.538 1.339 4.186834812 61.76 0 1602.796116 2 801.9013062 -0.487145748 -0.000390398 42.98734045AQASSIPVGSR 2 50428925 1xTMT6plex [N-Term] 0.965 3.510810614 29.52 0 1301.73748 2 651.3735352 1.777733634 0.001157071 33.25458096AQQEAEAAQR 4 50428925 1xTMT6plex [N-Term] 0.506 1.904875875 19.58 0 1330.691258 2 665.8490601 -0.311193757 -0.000207051 25.93415401LDQEDALLGSYPVDDGCR 4 50428925 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 2.233508348 9.27 0 2252.070242 2 1126.538086 -0.59817184 -0.000673562 70.60886383YFECQAK 4 50428925 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.836 0.787 2.525362015 23.19 0 1403.739343 2 702.3734131 0.146965942 0.000103151 51.80076735164419743 DDX54 ATP-dependent RNA helicase DDX54 isoform 1 79039 NP_001104792.1 8.163265306 1 4 4 9 882 98.605 10.02 1.29 1.22 1.26 Non-Significant #N/A VPQSVVDEEDSGLQSTLEASLELR 2 164419743 1xTMT6plex [N-Term] 1.224 5.471970081 55.58 0 2830.451927 3 944.1552734 -0.233322281 -0.000220136 95.42797685GLSISGEGGAFEQQAAGAVLDLMGDEAQNLTR 4 164419743 1xTMT6plex [N-Term] 3.718896151 22.06 0 3434.705927 3 1145.574097 0.526956048 0.000603313 110.1277199FEEEELQR 2 164419743 1xTMT6plex [N-Term] 1.294 2.70802474 21.41 0 1308.663312 2 654.8355713 0.423652226 0.000277209 47.85688571ELALQTLK 1 164419743 2xTMT6plex [N-Term; K8] 18.64 0 1373.876823 2 687.4412231 -1.203158034 -0.000826495 55.5294696910835256 PYCARD apoptosis-associated speck-like protein containing a CARD isoform a 29108 NP_037390.2 23.07692308 1 4 4 31 195 21.613 6.34 0.86 1.07 1.37 1.1 Significant 0.018 VLTDEQYQAVR 8 10835256 1xTMT6plex [N-Term] 0.828 1.051 3.80745554 52.17 0 1550.837587 2 775.9216309 -1.033184431 -0.000801151 51.25340575GALLSMDALDLTDK 11 10835256 2xTMT6plex [N-Term; K14] 1.065 1.419 0.712 3.18774724 41.56 0 1921.071635 2 961.0419922 2.64040388 0.002536203 96.85921271ESQSYLVEDLER 6 10835256 1xTMT6plex [N-Term] 1.429 100 3.044394255 28.26 0 1696.859111 2 848.9343872 1.406842824 0.001193607 43.15377232DLLLQALR 6 10835256 1xTMT6plex [N-Term] 100 0.01 100 2.428633451 35.25 0 1170.740774 2 585.8730469 -1.671582679 -0.000978495 69.16366595325301072 SSR4 translocon-associated protein subunit delta isoform 1 precursor 6748 NP_001191455.1 23.91304348 1 4 4 19 184 20.2 5.81 1.44 1.24 1.31 1.33 Significant 0.0019 FFDEESYSLLR 6 325301072 1xTMT6plex [N-Term] 2.186 1.424 100 4.059680462 46.89 0 1634.826354 2 817.9169312 0.141718224 0.000115842 89.13899301YQVSWSLDHK 6 325301072 2xTMT6plex [N-Term; K10] 1.4 1.161 1.571 4.160050869 30.41 0 1720.942276 3 574.3182983 -1.124128621 -0.000644853 56.382442VQNMALYADVGGK 5 325301072 2xTMT6plex [N-Term; K13] 2.407545328 25.37 0 1824.008976 2 912.507019 -1.21389428 -0.001107077 59.31455213SAHAGTYEVR 2 325301072 1xTMT6plex [N-Term] 0.991 3.457086086 22.11 0 1319.690529 3 440.5680847 -0.627775672 -0.000276157 26.67402054124378039 SEC16A protein transport protein Sec16A isoform 1 9919 NP_055681.1 2.503182011 1 6 6 16 2357 251.738 5.8 1.14 1.29 0.81 1.08 Significant 0.017 KAPPPPPTSMPK 2 124378039 3xTMT6plex [N-Term; K1; K12] 1.26 3.468053818 11.78 1 1935.170451 3 645.7276001 -1.138978238 -0.000734706 41.66412024YRPYDGAASAYAQNYR 1 124378039 1xTMT6plex [N-Term] 0.49 3.275282383 0 2095.019468 3 699.0126953 1.940300586 0.001354989 46.75347253DALESAMK 2 124378039 2xTMT6plex [N-Term; K8] 1.121 3.579974413 45.13 0 1322.739009 2 661.8747559 2.439278444 0.001613264 48.05404002AFPGPLAK 3 124378039 2xTMT6plex [N-Term; K8] 100 1.239 1.958703995 27.9 0 1258.792365 2 629.9000244 0.323594372 0.000203669 56.17774445ANVVGEVR 6 124378039 1xTMT6plex [N-Term] 1.041 1.276 1.137 2.971646786 25.59 0 1072.631224 2 536.819519 0.50135212 0.000268883 36.4273987SIVWDEK 2 124378039 2xTMT6plex [N-Term; K7] 100 1.977656007 21.72 0 1334.772023 2 667.8890381 -0.916799351 -0.000611859 50.8436633248762942 HIP1R huntingtin-interacting protein 1-related protein isoform 1 9026 NP_003950.1 4.026217228 1 4 4 9 1068 119.315 6.67 0.95 1.12 1.03 Non-Significant #N/A GAATQQEFYAK 2 48762942 2xTMT6plex [N-Term; K11] 1.387 4.64771986 78.43 0 1671.910642 2 836.4598999 1.125266291 0.000940672 41.15907664AANVVASTK 4 48762942 2xTMT6plex [N-Term; K9] 0.946 1.333 3.705459118 62.56 0 1318.809471 2 659.9082642 -0.166581824 -0.000109845 35.20191621KPPLAQKPSVAPR 1 48762942 3xTMT6plex [N-Term; K1; K7] 0.913 3.018095732 0 2076.326041 4 519.8373413 0.719946842 0.000373711 37.24654881LLDEQFAVLR 2 48762942 1xTMT6plex [N-Term] 1.901985884 19.08 0 1432.836131 2 716.9227295 1.431722952 0.001025712 78.7394936122538465 PSMB3 proteasome subunit beta type-3 5691 NP_002786.2 16.09756098 1 4 4 20 205 22.933 6.55 1.65 0.416 1.216 1.09 Non-Significant 0.093 DAVSGMGVIVHIIEK 4 22538465 2xTMT6plex [N-Term; K15] 1.251 100 3.419397116 51.82 0 2026.177103 3 676.0632324 -0.967074582 -0.000653155 82.00376702GKNCVAIAADR 6 22538465 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C4] 0.833 0.354 0.415 3.356449127 23.93 1 1632.925581 3 544.9802246 0.330595669 0.000179946 32.13566534NCVAIAADR 4 22538465 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.413 1.365 3.316614151 46.82 0 1218.646222 2 609.8258057 -1.548752904 -0.000943691 31.31581301LNLYELK 6 22538465 2xTMT6plex [N-Term; K7] 100 1.575 0.896 3.097155094 37.47 0 1350.839709 2 675.9227295 -1.130071625 -0.000763273 67.10452629109288012 SLC16A3 monocarboxylate transporter 4 9123 NP_001035887.1 8.817204301 1 4 4 9 465 49.437 7.96 1.769 2.554 0.94 1.75 Non-Significant 0.064 GGAVVDEGPTGVK 1 109288012 2xTMT6plex [N-Term; K13] 1.655 62.67 0 1643.936857 2 822.4712524 -0.990486454 -0.000814149 45.15810431EPQPEVAAAEEEK 2 109288012 2xTMT6plex [N-Term; K13] 0.94 3.550971031 47.66 0 1884.995493 2 943.0019531 0.602728231 0.00056807 46.71218154AVSVFFK 2 109288012 2xTMT6plex [N-Term; K7] 4.174 2.701465368 34.48 0 1255.781466 2 628.3945313 0.25485326 0.00016002 78.99344066LLDLSVFR 4 109288012 1xTMT6plex [N-Term] 100 2.554 2.188876867 17.51 0 1191.729875 2 596.3682861 -0.486221238 -0.000289722 91.87266367153792633 FAM169A soluble lamin-associated protein of 75 kDa 26049 NP_056381.1 6.417910448 1 3 3 10 670 74.908 4.6 0.71 0.71 0.91 0.78 Significant 0.0073 RPMSGEYGPASVPEYEAR 2 153792633 1xTMT6plex [N-Term] 0.848 6.577231407 37.25 0 2225.085833 3 742.3660278 -1.034743861 -0.000767465 41.5431785AHLGSSDNVATMSNEER 4 153792633 1xTMT6plex [N-Term] 0.709 1.154 5.003212929 32.99 0 2046.971197 3 682.9953003 0.073674171 5.03E-05 33.90516868AHLGSSDNVATMSNEER 2 153792633 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.681 3.519441128 17.64 0 2062.966112 3 682.9953003 0.073674171 5.03E-05 33.90516868VVLYVLNR 2 153792633 1xTMT6plex [N-Term] 0.714 2.493571043 32.43 0 1204.76151 2 602.8841553 -0.394811024 -0.000237827 92.5016295113375618 DHCR24 delta(24)-sterol reductase precursor 1718 NP_055577.1 7.751937984 1 4 4 9 516 60.062 8.16 1.71 1.47 1.59 Non-Significant #N/A SVHGFQMLYADCYMNR 2 13375618 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 2.393 4.360947132 27.92 0 2221.019016 3 741.0118408 0.87949762 0.000651127 72.19006352EGLEYIPLR 2 13375618 1xTMT6plex [N-Term] 4.319 3.205699444 31.97 0 1318.756818 2 659.8820801 0.049665146 3.27E-05 63.77783654GLEAICAK 2 13375618 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 2.177 3.53946805 47.21 0 1319.775729 2 660.3916016 0.149824698 9.89E-05 54.32948986SVHGFQMLYADCYMNR 1 13375618 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12]; 1xOxidation [M7] 0.642 0.964315176 0 2237.013931 3 741.0118408 0.87949762 0.000651127 72.19006352HVENYLK 2 13375618 2xTMT6plex [N-Term; K7] 1.212 2.345865965 11.22 0 1360.798907 2 680.9033813 0.425739108 0.000289673 41.651506047705706 RPS27L 40S ribosomal protein S27-like 51065 NP_057004.1 38.0952381 1 1 3 18 84 9.471 9.45 0.73 0.7 100 33.81 Non-Significant #N/A DLLHPSLEEEK 8 7705706 2xTMT6plex [N-Term; K11] 0.734 0.702 100 2.809349298 38.7 0 1767.989286 3 590.0009155 -0.618028614 -0.000364223 57.81617337LVQSPNSYFMDVK 4 7705706 2xTMT6plex [N-Term; K13] 1.684 1.975 2.396131039 25.53 0 1986.077055 2 993.5414429 -0.728067327 -0.000722999 77.9362314LTEGCSFR 4 7705706 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.006 2.139 2.769989491 34.85 0 1198.608774 2 599.8083496 0.541151345 0.000324314 37.07835988LVQSPNSYFMDVK 2 7705706 2xTMT6plex [N-Term; K13]; 1xOxidation [M10] 1.396761298 3.68 0 2002.07197 2 993.5414429 -0.728067327 -0.000722999 77.9362314187960109 RBM28 RNA-binding protein 28 isoform 1 55131 NP_060547.2 5.797101449 1 4 4 8 759 85.685 9.22 1.26 1.32 1.29 Non-Significant #N/A AAEGVSAADMAK 2 187960109 2xTMT6plex [N-Term; K12] 1.274 3.883111 62 0 1578.856163 2 789.930542 -1.492273761 -0.001178043 47.24535016AEVEQVELPDGK 2 187960109 2xTMT6plex [N-Term; K12] 1.252 2.756183147 33.14 0 1771.984201 2 886.4960327 0.331949736 0.000294105 56.25410758KLPSDVNEGK 2 187960109 3xTMT6plex [N-Term; K1; K10] 1.259 3.088701725 33.34 1 1774.06776 3 592.0275269 0.150561558 8.90E-05 41.55421159KPKPQINQWK 2 187960109 4xTMT6plex [N-Term; K1; K3; K10] 1.322 4.504542351 3.96 0 2183.383445 4 546.6009521 -0.671515694 -0.000366544 41.34236728255308875 DHCR7 7-dehydrocholesterol reductase 1717 NP_001157289.1 11.57894737 1 5 5 14 475 54.454 8.7 1.88 1.18 1.45 1.51 Significant 0.018 FLPGYVGGIQEGAVTPAGVVNK 4 255308875 2xTMT6plex [N-Term; K22] 100 100 3.164460897 38.29 0 2631.491044 3 877.828064 -8.134211788 -0.007135035 77.91855582SLDGVTNDR 2 255308875 1xTMT6plex [N-Term] 1.834 3.960370302 59.62 0 1205.632346 2 603.3197021 -0.180911806 -0.000109057 35.85841358GYFFPTSAR 2 255308875 1xTMT6plex [N-Term] 1.412 2.906761408 24.32 0 1274.673088 2 637.8413696 1.862562122 0.001187079 58.09451039YTAAVPYR 3 255308875 1xTMT6plex [N-Term] 1.185 1.435 2.250405073 9.72 0 1169.651625 2 585.3287354 -1.223190602 -0.000715353 35.32403125LSDIWAK 3 255308875 2xTMT6plex [N-Term; K7] 100 1.135 2.178928137 19.54 0 1290.782194 2 645.8939819 -1.167371861 -0.000753411 61.6599369842476013 NHLRC2 NHL repeat-containing protein 2 374354 NP_940916.2 9.366391185 1 4 4 19 726 79.393 5.55 0.93 0.93 0.96 0.94 Significant 0.00011 LQHPLGVTWDK 2 42476013 2xTMT6plex [N-Term; K11] 0.918 3.195167542 39.43 0 1752.020861 3 584.6784668 -0.007910508 -4.62E-06 58.2097445AILFSQPLQITDTQQGCIAPVELR 7 42476013 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.01 0.642 3.181197405 22.72 0 2927.586194 3 976.5311279 -2.515106456 -0.002454397 91.1134978KIDLEAEK 7 42476013 3xTMT6plex [N-Term; K1; K8] 1.33 0.943 0.971 3.506342173 27.85 1 1633.013934 3 545.0097046 0.383780884 0.000208907 43.02953959SLSGLLPAQTSLEYALLDAVTQQEK 3 42476013 2xTMT6plex [N-Term; K25] 1.348288417 1.45 0 3133.739666 3 1045.253784 2.276257706 0.002377733 105.379893714591928 SEC23B protein transport protein Sec23B isoform 1 10483 NP_006354.2 9.908735332 1 3 6 21 767 86.424 6.89 1.44 0.01 0.73 Non-Significant #N/A DPWPVTQGK 2 14591928 2xTMT6plex [N-Term; K9] 1.441 3.243573427 50.38 0 1485.846585 2 743.4264526 -0.64373171 -0.000478243 58.63819667AVLNPLCQVDYR 9 14591928 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 100 2.199 0.01 1.845932841 10.99 0 1676.899142 2 838.9520874 -1.338139698 -0.001121963 58.17517525GPCVSENELGVGGTSQWK 2 14591928 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C3] 1.465673923 6.73 0 2363.206566 2 1182.105347 -1.332537185 -0.00157453 58.41858407IDMNLTDLLGELQR 5 14591928 1xTMT6plex [N-Term] 1.517579198 17.48 0 1860.009814 2 930.5074463 -1.181903374 -0.001099176 101.2539494FSWNVWPSSR 2 14591928 1xTMT6plex [N-Term] 0.987 2.250014305 5.4 0 1494.769114 2 747.8884888 0.392621882 0.00029344 80.91857148MVVPLACLLTPLK 1 14591928 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.01 1.158842564 0 1913.173205 2 957.0880127 -2.328983787 -0.002227875 104.43950034885111 CALML3 calmodulin-like protein 3 810 NP_005176.1 34.22818792 1 3 5 28 149 16.88 4.42 0.72 0.29 0.5 Non-Significant #N/A LSDEEVDEMIR 6 4885111 1xTMT6plex [N-Term] 3.028787613 41.29 0 1564.772604 2 782.8889771 -1.231078837 -0.000963179 59.98362446EAFSLFDK 12 4885111 2xTMT6plex [N-Term; K8] 1.12 1.004 1.201 3.809560061 42.78 0 1414.798238 2 707.9026489 -0.15320802 -0.000108379 71.21514291DMMSEIDR 3 4885111 1xTMT6plex [N-Term] 0.808 0.292 3.177920103 50.53 0 1225.575425 2 613.291687 0.548977586 0.000336407 51.39363714AADTDGDGQVNYEEFVR 4 4885111 1xTMT6plex [N-Term] 0.01 1.457023263 9.24 0 2114.982807 2 1057.995117 0.071128238 7.52E-05 52.62306937ELGTVMR 3 4885111 1xTMT6plex [N-Term] 0.965 0.933 2.38535738 31.55 0 1034.586582 2 517.7972412 0.603199274 0.000312031 39.1990664173695475 HEATR1 HEAT repeat-containing protein 1 55127 NP_060542.4 2.751865672 1 5 5 14 2144 242.215 6.54 1.48 1.64 1.26 1.46 Significant 0.0056 GISVNAEQVR 4 73695475 1xTMT6plex [N-Term] 1.303 1.64 3.884927273 40.09 0 1301.73748 2 651.3724365 0.089785288 5.84E-05 45.08415979TIQQLETVLGEPLQSYF 4 73695475 1xTMT6plex [N-Term] 1.446209431 20.43 0 2195.179716 2 1098.092651 -0.769925857 -0.000845063 108.9685249NVEEIVVK 2 73695475 2xTMT6plex [N-Term; K8] 1.361 2.984421968 30.91 0 1387.856087 2 694.4307861 -1.29087907 -0.000895777 50.2363572DEVASLLFDPK 2 73695475 2xTMT6plex [N-Term; K11] 100 1.880403519 23.61 0 1691.962009 2 846.4822998 -2.769382883 -0.002342845 89.26943019LALPQSDASLLSR 2 73695475 1xTMT6plex [N-Term] 1.079 1.646301508 7.77 0 1599.926737 2 800.4650269 -2.474887738 -0.00197982 65.75133443



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms62865858 PHF6 PHD finger protein 6 isoform 1 84295 NP_001015877.1 12.60273973 1 4 4 10 365 41.264 8.68 1.36 0.75 1.4 1.17 Significant 0.031 STSSHGTDEMESSSYR 4 62865858 1xTMT6plex [N-Term] 0.748 1.378 5.258627415 32.99 0 1989.865729 3 663.9597778 -0.476637138 -0.000316148 29.12454319DKECGQLLISENQK 2 62865858 3xTMT6plex [N-Term; K2; K14]; 1xCarbamidomethyl [C4] 1.368 3.96629858 25.89 1 2349.305107 3 783.7736206 0.511571019 0.000400612 43.97542233TVLQEIK 2 62865858 2xTMT6plex [N-Term; K7] 1.505 3.169322252 32.59 0 1288.824059 2 644.9155884 -0.12314496 -7.94E-05 51.15789017AEFGDFDIK 2 62865858 2xTMT6plex [N-Term; K9] 1.227 2.347337008 22.79 0 1499.814616 2 750.4111328 0.248514047 0.000186362 80.27914665520261969 SON protein SON isoform F 6651 NP_620305.2 2.720527617 1 4 4 12 2426 263.69 5.64 1.09 1.41 1.33 1.28 Significant 0.0056 AAPVTGGMGAVLMR 2 520261969 1xTMT6plex [N-Term] 0.863 3.441411495 49.66 0 1559.85992 2 780.4329834 -0.788168931 -0.000614717 67.98573339SLPNEEIVQK 4 520261969 2xTMT6plex [N-Term; K10] 1.077 1.326 4.10975647 39.01 0 1614.946693 2 807.9787598 2.198166209 0.001774961 51.92220974EIQQELSSGR 4 520261969 1xTMT6plex [N-Term] 1.105 1.413 3.357306957 48.91 0 1375.737873 2 688.3724976 -0.112603437 -7.75E-05 45.31605173SMMSAYER 2 520261969 1xTMT6plex [N-Term] 1.218 3.018656492 33.06 0 1203.569945 2 602.2887573 0.24319188 0.000146349 42.949117154503049 CRIP2 cysteine-rich protein 2 isoform 1 1397 NP_001303.1 29.80769231 1 4 4 18 208 22.478 8.72 0.842 0.339 0.732 0.64 Non-Significant 0.052 GVNIGGAGSYIYEKPLAEGPQVTGPIEVPAAR 2 4503049 2xTMT6plex [N-Term; K14] 100 3.41108799 16.74 0 3669.005216 4 918.0048218 -2.114810464 -0.001939813 83.25328819ASSVTTFTGEPNTCPR 2 4503049 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.124 4.258795738 52.94 0 1953.953756 2 977.480957 0.450984317 0.000440601 47.24482477KVYFAEK 10 4503049 3xTMT6plex [N-Term; K1; K7] 0.794 0.261 0.712 3.539665222 23.96 1 1571.976426 3 524.663269 -0.745756154 -0.00039077 49.48730596TVYFAEK 4 4503049 2xTMT6plex [N-Term; K7] 1.128 1.304 3.425059557 25.54 0 1315.76621 2 658.3868408 0.1484919 9.77E-05 53.40472347112363100 SRGAP2 SLIT-ROBO Rho GTPase-activating protein 2 isoform a 23380 NP_056141.2 4.948646125 1 3 4 14 1071 120.795 6.7 0.9 1.07 0.97 0.98 Significant 0.0025 VQLLQDLQDFFR 2 112363100 1xTMT6plex [N-Term] 1.115 4.525505066 64.72 0 1750.968936 2 875.987793 -0.357837588 -0.000313281 118.8880228FVQVSEDSGR 6 112363100 1xTMT6plex [N-Term] 1.118 0.976 0.936 3.290813923 43.21 0 1352.70076 2 676.854248 0.339922741 0.000229907 39.14895573AEIEMDYSR 4 112363100 1xTMT6plex [N-Term] 0.818 1.039 3.458271265 47.95 0 1342.651032 2 671.8291626 0.012121774 8.14E-06 49.85915856GEDPLAGDQNDHDMDSIAGVLK 2 112363100 2xTMT6plex [N-Term; K22] 100 1.463407159 1.81 0 2755.360894 3 919.1248169 -0.361541172 -0.000332059 66.8551289155749804 ERMP1 endoplasmic reticulum metallopeptidase 1 79956 NP_079172.2 5.420353982 1 5 5 17 904 100.167 7.52 1.17 1.48 1.39 1.35 Significant 0.0046 LIEVQSNSLHK 4 55749804 2xTMT6plex [N-Term; K11] 1.15 1.477 4.652072906 41.74 0 1726.02634 3 576.0137939 0.282919169 0.000162775 46.37397863AFINLEAAGVGGK 6 55749804 2xTMT6plex [N-Term; K13] 1.73 100 2.373574734 42.7 0 1705.004877 2 852.9998779 -7.27114086 -0.006198665 65.83840366ILTDSIQR 2 55749804 1xTMT6plex [N-Term] 0.893 2.322301626 15.22 0 1174.699303 2 587.8531494 -0.239203236 -0.000140496 51.28783092SPQLDALK 2 55749804 2xTMT6plex [N-Term; K8] 1.642 2.931284189 35.11 0 1329.814222 2 665.4108276 0.117485161 7.81E-05 53.10065314EQTPWDSIK 3 55749804 2xTMT6plex [N-Term; K9] 100 2.408310413 19.65 0 1561.862629 2 781.4352417 0.369890685 0.000288859 55.4249670722208967 HMGA1 high mobility group protein HMG-I/HMG-Y isoform a 3159 NP_665906.1 40.18691589 1 1 3 22 107 11.669 10.32 1.25 1.28 1.3 1.27 Significant 0.00013 KQPPVSPGTALVGSQK 9 22208967 3xTMT6plex [N-Term; K1; K16] 1.205 1.343 1.334 6.583467484 48.72 1 2281.384677 3 761.1326294 -0.588461218 -0.000447502 42.58628023KLEKEEEEGISQESSEEEQ 3 22208967 3xTMT6plex [N-Term; K1; K4] 0.207 0.01 2.865533113 1.73 2 2924.482732 3 975.5002441 1.178800558 0.001149127 40.06544677SSQPLASK 10 22208967 2xTMT6plex [N-Term; K8] 1.406 1.355 1.39 3.09166646 34.24 0 1275.767272 2 638.3822632 -7.856051045 -0.005011246 35.44972003151101407 PTMA prothymosin alpha isoform 1 5757 NP_001092755.1 12.61261261 1 2 2 43 111 12.196 3.78 1.38 1.33 1.31 1.34 Significant 0.00024 AAEDDEDDDVDTKK 6 151101407 3xTMT6plex [N-Term; K13; K14] 1.806 1.147 1.367 5.222534657 33.26 1 2253.133727 3 751.7158813 -0.28224114 -0.000211976 33.54994447AAEDDEDDDVDTK 37 151101407 2xTMT6plex [N-Term; K13] 1.286 1.391 1.302 4.25874424 78.32 0 1895.875832 2 948.4406128 -0.993099881 -0.000941397 32.39236115199559805 PPP1R18 phostensin 170954 NP_001128342.1 7.993474715 1 3 3 20 613 67.902 5.4 1.05 0.91 1.01 0.99 Significant 0.0018 EAQGNSSAGVEAAEQRPVEDGER 12 199559805 1xTMT6plex [N-Term] 1.33 1.375 1.08 5.940040112 48.71 0 2615.24948 3 872.4206543 -0.791572426 -0.000690053 25.95497143DIEAQTQKPEPPESAEK 2 199559805 3xTMT6plex [N-Term; K8; K17] 0.88 5.152578354 38.51 0 2584.407323 3 862.1416016 1.133229841 0.000976243 46.47178482ALIVDESCR 6 199559805 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.007 0.829 0.996 3.625944138 45.72 0 1291.687752 2 646.3479614 0.691909915 0.000446866 40.485228324759270 TSN translin isoform 1 7247 NP_004613.1 15.78947368 1 4 4 22 228 26.167 6.44 1.47 1.58 1.53 Non-Significant #N/A KVEEVVYDLSIR 6 4759270 2xTMT6plex [N-Term; K1] 0.893 1.691 3.343060493 29.05 1 1908.120634 3 636.7110596 -1.052878432 -0.000669673 75.11550918EAVTEILGIEPDR 6 4759270 1xTMT6plex [N-Term] 1.141 0.809 3.525909185 45.73 0 1670.916232 2 835.9631958 1.725652973 0.001441711 94.82003089ETAAACVEK 8 4759270 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.548 1.611 4.467909336 57.47 0 1436.781936 2 718.8948975 0.405101053 0.000291021 32.66889049EAVTEILGIEPDREK 2 4759270 2xTMT6plex [N-Term; K15] 2.221185446 10.05 1 2157.21672 3 719.7431641 -0.825411969 -0.000593531 63.9571644720336294 DHX30 putative ATP-dependent RNA helicase DHX30 isoform 1 22907 NP_619520.1 3.936348409 1 4 4 16 1194 133.855 8.78 1.282 0.434 1.24 0.99 Non-Significant 0.071 GSSFEMTDDDSAIR 6 20336294 1xTMT6plex [N-Term] 1.282 1.139 1.191 5.298081875 74.98 0 1759.800609 2 880.4035034 -0.499587316 -0.000439587 44.61579349LQEALGMHESK 2 20336294 2xTMT6plex [N-Term; K11] 0.376 3.395208359 28.3 0 1700.940562 3 567.6514282 -0.488160521 -0.000276777 44.95651652AVAGWEEVLR 2 20336294 1xTMT6plex [N-Term] 1.649261832 12.03 0 1358.762966 2 679.8847656 -0.523571821 -0.000355705 62.87444549ATISLSDSDLLR 6 20336294 1xTMT6plex [N-Term] 100 1.880619049 15.53 0 1519.852903 2 760.4292603 -1.091686034 -0.000829601 60.894574254557495 CSTF3 cleavage stimulation factor subunit 3 isoform 1 1479 NP_001317.1 7.391910739 1 4 4 15 717 82.869 8.12 0.01 1.34 1.932 1.09 Non-Significant 0.19 GVEAVGSYAENQR 4 4557495 1xTMT6plex [N-Term] 1.727 1.932 4.132487774 43.01 0 1608.817915 2 804.913208 0.761338877 0.000612428 35.90536959LLAIEDIDPTLVYIQYMK 3 4557495 2xTMT6plex [N-Term; K18] 2.521489859 24.28 0 2596.47122 3 866.1610718 -0.984974511 -0.000852486 111.9548043IPNTVEEAVR 6 4557495 1xTMT6plex [N-Term] 1.251 3.098389864 24.91 0 1356.768445 2 678.8880005 0.205677368 0.000139528 52.98850294RPNEDSDEDEEK 2 4557495 2xTMT6plex [N-Term; K12] 0.01 1.641909719 12.1 0 1920.9187 3 640.9768677 -1.379481941 -0.000883291 25.98605693126723060 ZC3H4 zinc finger CCCH domain-containing protein 4 23211 NP_055983.1 4.374520338 1 3 3 16 1303 140.169 6.27 1.17 1.29 1.33 1.26 Significant 0.0014 HVEASGGSGPGDSGPSDPR 8 126723060 1xTMT6plex [N-Term] 1.408 1.646 1.749 6.088397503 68.37 0 1994.936526 3 665.6507568 0.597200862 0.000397126 21.20060239ALPTSKPEGSLHSSPVGPSSSK 4 126723060 3xTMT6plex [N-Term; K6; K22] 0.99 1.039 6.904501438 47.36 0 2837.597583 4 710.1541138 -1.042361289 -0.00073945 40.39966341TVLWNPEDLIPLPIPK 4 126723060 2xTMT6plex [N-Term; K16] 100 0.01 1.901549935 6.76 0 2303.377912 2 1152.19165 -0.819452483 -0.000943754 106.7999348134152708 ARGLU1 arginine and glutamate-rich protein 1 55082 NP_060481.3 17.21611722 1 6 6 18 273 33.197 10.35 0.94 1.13 1.07 1.05 Significant 0.0029 QAELAAQK 2 134152708 2xTMT6plex [N-Term; K8] 1.015 3.652694225 48.64 0 1316.793821 2 658.9001465 -0.611319128 -0.000402491 33.72690121RVEEELEK 6 134152708 2xTMT6plex [N-Term; K8] 0.916 1.118 1.072 3.927555323 29.88 1 1489.862629 3 497.2898865 -5.049382423 -0.002507629 37.01866255LIEEETAR 2 134152708 1xTMT6plex [N-Term] 1.216 3.180621147 36.01 0 1189.662583 2 595.3358765 1.591207216 0.0009465 38.8559178QQEIEEK 4 134152708 2xTMT6plex [N-Term; K7] 1.17 1.255 3.429769516 35.72 0 1361.767666 2 681.3869019 -0.836419524 -0.000569505 36.64360399RVEELVAK 2 134152708 2xTMT6plex [N-Term; K8] 0.792 2.379487991 21.44 1 1401.882971 2 701.4441528 -1.385005723 -0.000970808 42.39195759QLLEELER 2 134152708 1xTMT6plex [N-Term] 1.77 2.364907265 6.59 0 1258.720433 2 629.8635254 -0.523038105 -0.000329179 73.028732964502281 ATP1B3 sodium/potassium-transporting ATPase subunit beta-3 483 NP_001670.1 19.71326165 1 5 5 28 279 31.492 8.35 1.64 1.86 1.79 1.76 Significant 0.0014 IIGLKPEGVPR 6 4502281 2xTMT6plex [N-Term; K5] 1.592 2.011 3.196738243 19.74 0 1637.051433 3 546.3552246 -0.190777069 -0.000104104 63.78320655LFIYNPTTGEFLGR 6 4502281 1xTMT6plex [N-Term] 3.332 3.530825615 31.78 0 1857.010801 2 929.0078735 -1.25481752 -0.001165105 94.65669257IDGSANLK 2 4502281 2xTMT6plex [N-Term; K8] 1.574 3.075950861 29.43 0 1275.767272 2 638.3876953 0.659810781 0.000420883 44.32466221SDPTSYAGYIEDLKK 3 4502281 3xTMT6plex [N-Term; K14; K15] 100 2.199 1.838596106 2.72 1 2374.310903 3 792.1084595 -0.032903034 -2.60E-05 73.7313817EVTVECK 11 4502281 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.649 1.646 1.864 3.262424707 38.75 0 1322.739009 2 661.8669434 -9.373565886 -0.006199391 37.0361512851036603 GNG12 guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-12 precursor 55970 NP_061329.3 51.38888889 1 3 3 22 72 8.001 8.97 0.94 0.9 0.92 0.92 Significant 0.00016 ASADLMSYCEEHAR 11 51036603 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.929 0.816 0.866 4.921920776 58.82 0 1868.846848 3 623.6142578 -9.967763017 -0.006209407 42.95904838SDPLLIGIPTSENPFK 8 51036603 2xTMT6plex [N-Term; K16] 100 1.528 100 2.09425354 21.17 0 2186.247291 2 1093.625854 -1.30774576 -0.001429528 85.91273353LEASIER 3 51036603 1xTMT6plex [N-Term] 1.016 1.019 2.733176231 35.11 0 1046.60434 2 523.8057251 -0.15924326 -8.33E-05 37.60541689148491091 SLC25A24 calcium-binding mitochondrial carrier protein SCaMC-1 isoform 1 29957 NP_037518.3 8.595387841 1 5 5 16 477 53.32 6.33 0.71 0.69 0.67 0.69 Significant 0.00028 IMMQVHGSK 6 148491091 2xTMT6plex [N-Term; K9] 0.701 0.668 0.663 3.48085165 43.48 0 1488.843096 3 496.9523621 -0.378520988 -0.000187853 40.46784353IAPETAVK 4 148491091 2xTMT6plex [N-Term; K8] 0.767 0.827 2.777964354 44.88 0 1286.808409 2 643.9072876 -0.862766112 -0.000555107 49.11168783FWAYEQYK 2 148491091 2xTMT6plex [N-Term; K8] 1.337 2.843496561 22.11 0 1592.851336 2 796.928894 -0.517753317 -0.000412352 77.33383676LDFEEFMK 2 148491091 2xTMT6plex [N-Term; K8] 0.01 1.526503801 18.47 0 1516.812173 2 758.9086914 -1.362909354 -0.001033639 88.49169551MNIFGGFR 2 148491091 1xTMT6plex [N-Term] 0.4 2.208140373 32.59 0 1170.629115 2 585.8172607 -1.59776961 -0.000935198 74.22280237295844834 NAGK N-acetyl-D-glucosamine kinase 55577 NP_060037.3 13.33333333 1 4 4 22 390 42.011 6.68 0.87 0.78 0.83 Non-Significant #N/A KIAEGAQQGDPLSR 4 295844834 2xTMT6plex [N-Term; K1] 0.647 0.784 3.954197645 40.56 1 1928.096545 3 643.3699951 -0.577179831 -0.000370953 45.11276831IVFDSIDNLEAAPHDIGYVK 4 295844834 2xTMT6plex [N-Term; K20] 100 2.883071899 21.35 0 2674.449238 3 892.1532593 -1.500824136 -0.001337959 93.13127332SEVLLVSEDGK 2 295844834 2xTMT6plex [N-Term; K11] 0.992 2.971166134 20.48 0 1633.941273 2 817.4746704 0.484093477 0.00039549 57.19676639ILIEELR 12 295844834 1xTMT6plex [N-Term] 0.884 2.773655415 35.28 0 1114.703326 2 557.8552856 -0.028106974 -1.57E-05 84.8554221451317376 SNU13 NHP2-like protein 1 4809 NP_001003796.1 30.46875 1 3 3 18 128 14.165 8.46 0.85 0.79 0.89 0.84 Significant 0.0012 AYPLADAHLTK 14 51317376 2xTMT6plex [N-Term; K11] 0.855 0.829 0.891 3.894990206 43.41 0 1657.967763 3 553.3240967 -6.047180869 -0.00334201 46.16760138ACGVSRPVIACSVTIK 2 51317376 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C2; C11] 0.664 4.097552776 22.8 0 2176.234636 3 726.083374 0.428777438 0.00031104 45.62205534QQIQSIQQSIER 2 51317376 1xTMT6plex [N-Term] 0.601 2.094052076 14.04 0 1686.933613 2 843.9694214 -1.213329645 -0.001023403 52.0826418142741684 ZRANB2 zinc finger Ran-binding domain-containing protein 2 isoform 1 9406 NP_976225.1 14.24242424 1 4 4 16 330 37.382 10.01 0.96 0.64 1.07 0.89 Significant 0.02 YKLDEDEDEDDADLSK 6 42741684 3xTMT6plex [N-Term; K2; K16] 0.936 0.673 1.068 4.73017168 28.85 1 2587.286598 3 863.0995483 -0.968818248 -0.000835537 48.71607109VSDGDWICPDKK 4 42741684 3xTMT6plex [N-Term; K11; K12]; 1xCarbamidomethyl [C8] 1.224 0.588 3.998069525 13.2 1 2107.146087 3 703.053772 0.320622273 0.000225199 57.67034513GLFSANDWQCK 4 42741684 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 100 2.206036329 19.88 0 1783.920161 2 892.4650879 1.534929259 0.001369096 68.35474295ENVEYIER 2 42741684 1xTMT6plex [N-Term] 0.786 3.018906116 46.18 0 1280.668397 2 640.8371582 -1.059722996 -0.000678577 39.56723782572874682 TRIP10 cdc42-interacting protein 4 isoform 1 9322 NP_001275891.1 8.485856905 1 4 4 22 601 68.31 5.73 0.61 0.76 0.83 0.73 Significant 0.0077 ELVAENLSVR 8 572874682 1xTMT6plex [N-Term] 0.839 0.801 3.802391052 51.32 0 1358.784095 2 679.895874 0.276767204 0.000188033 58.95969761APSDSSLGTPSDGRPELR 4 572874682 1xTMT6plex [N-Term] 0.567 0.556 4.784035206 22.39 0 2071.061726 3 691.0249023 -0.75931042 -0.000524193 40.80849662DQAHFYFSQMPQIFDK 4 572874682 2xTMT6plex [N-Term; K16] 2.211905718 7.44 0 2460.242223 3 820.7511597 -1.340122555 -0.001099009 78.55830726VCLELTK 6 572874682 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.234 0.698 100 3.114738226 36.59 0 1320.79613 2 660.9009399 -1.155815915 -0.000763299 55.2700286210835159 SERPINE1 plasminogen activator inhibitor 1 precursor 5054 NP_000593.1 14.67661692 1 5 5 18 402 45.031 7.2 0.89 0.84 0.85 0.86 Significant 0.00032 EVPLSALTNILSAQLISHWK 2 10835159 2xTMT6plex [N-Term; K20] 0.718 4.078425884 24.82 0 2678.564543 3 893.5249634 -1.570293795 -0.001402044 113.9059454QVDFSEVER 8 10835159 1xTMT6plex [N-Term] 1.028 0.762 0.849 3.388184547 26.28 0 1337.689861 2 669.3482666 -0.451559732 -0.000302023 51.90697506GMISNLLGK 4 10835159 2xTMT6plex [N-Term; K9] 0.895 1.074 2.381498337 28.46 0 1390.849228 2 695.9284668 0.3086199 0.000214622 75.83953691KPLENLGMTDMFR 1 10835159 2xTMT6plex [N-Term; K1] 0.892 1.649857402 0 2010.091659 3 670.7023926 0.480149435 0.000321715 72.60715338FIINDWVK 3 10835159 2xTMT6plex [N-Term; K8] 0.531 100 1.553490043 7.02 0 1492.892807 2 746.9492188 -1.102698058 -0.000823105 85.078676238922328 RBM22 pre-mRNA-splicing factor RBM22 55696 NP_060517.1 11.19047619 1 4 4 12 420 46.865 8.54 1.6 1.36 1.48 Non-Significant #N/A EISNSDGTRPVGMLGK 4 8922328 2xTMT6plex [N-Term; K16] 1.459 1.27 3.951598406 33.44 0 2119.158159 3 707.057312 -0.366213744 -0.000258688 52.76281085QAAEVAAEK 4 8922328 2xTMT6plex [N-Term; K9] 1.764 1.33 4.354127407 47.24 0 1374.799301 2 687.9028931 -0.575412853 -0.000395539 32.44116168EKDGTTDSGIK 2 8922328 3xTMT6plex [N-Term; K2; K11] 1.678 2.433218718 20.11 1 1838.047419 3 613.3544922 0.818641829 0.000501567 33.51469244YYGINDPVADK 2 8922328 2xTMT6plex [N-Term; K11] 100 1.794769049 5.42 0 1712.925958 2 856.9672241 0.708782643 0.000607046 55.68839476115529484 CD109 CD109 antigen isoform 1 preproprotein 135228 NP_598000.2 3.529411765 1 5 5 14 1445 161.587 5.85 1.48 1.3 1.29 1.36 Significant 0.0021 ADGNQLTLEER 6 115529484 1xTMT6plex [N-Term] 1.481 1.061 1.243 4.096884251 59.52 0 1474.769902 2 737.8887939 0.27767764 0.000204755 37.31767943VIHSELQGGNK 2 115529484 2xTMT6plex [N-Term; K11] 1.327 4.075992107 26.72 0 1639.953175 3 547.3220215 -1.014758775 -0.000554719 39.29874128ALSEFAALMNTER 2 115529484 1xTMT6plex [N-Term] 1.032328367 5.79 0 1681.878072 2 841.4421997 -0.564354785 -0.000474588 83.86058824AYFLGSK 2 115529484 2xTMT6plex [N-Term; K7] 100 1.740214825 11.99 0 1243.74508 2 622.3762817 0.166060205 0.000103268 60.60492675EALNMLTWR 2 115529484 1xTMT6plex [N-Term] 1.289927006 10.07 0 1362.740122 2 681.8737183 0.027711401 1.89E-05 97.04309225612149787 BAX apoptosis regulator BAX isoform 1 581 NP_001278357.1 19.45701357 1 4 4 14 221 24.319 5.64 0.73 1.06 1.08 0.96 Significant 0.014 GGGPTSSEQIMK 2 612149787 2xTMT6plex [N-Term; K12] 1.162 3.984516859 68.15 0 1649.893277 2 825.4501343 -0.172899251 -0.000142633 40.96801955IGDELDSNMELQR 4 612149787 1xTMT6plex [N-Term] 1.627 0.9 2.851424217 26.24 0 1748.868629 2 874.9381104 0.179935256 0.000157342 65.45254519MIAAVDTDSPR 6 612149787 1xTMT6plex [N-Term] 0.835 1.082 1.083 4.115378857 59.81 0 1404.735431 2 702.8647461 -9.407488565 -0.006607516 43.83519108KLSECLK 2 612149787 3xTMT6plex [N-Term; K1; K7]; 1xCarbamidomethyl [C5] 0.559 2.367209196 10.67 1 1564.969961 3 522.3283691 0.379101127 0.000197761 42.24023229190885499 COX5A cytochrome c oxidase subunit 5A, mitochondrial precursor 9377 NP_004246.2 45.33333333 1 4 4 24 150 16.752 6.79 1.06 1.04 0.91 1 Significant 0.0022 GINTLVTYDMVPEPK 8 190885499 2xTMT6plex [N-Term; K15] 1.118 1.561 1.891 2.688432932 31.24 0 2135.182248 2 1068.093018 -1.634443033 -0.001744917 77.67963121EIYPYVIQELRPTLNELGISTPEELGLDKV 2 190885499 2xTMT6plex [N-Term; K29] 0.943 3.755988836 19.58 1 3887.145792 4 972.5401001 -1.857823133 -0.001805407 110.8059236WVTYFNKPDIDAWELR 2 190885499 2xTMT6plex [N-Term; K7] 0.737 4.208262444 15.01 0 2511.343651 3 837.7851563 -1.089396904 -0.00091195 94.67899853IIDAALR 12 190885499 1xTMT6plex [N-Term] 1.061 1.012 0.898 2.95943284 40.56 0 1000.635246 2 500.8213501 0.176962898 8.85E-05 52.2512040527502423 CD46 membrane cofactor protein isoform 2 precursor 4179 NP_758869.1 11.27819549 1 4 4 14 399 44.209 6.9 1.28 1.23 1.57 1.36 Significant 0.006 ADGGAEYATYQTK 4 27502423 2xTMT6plex [N-Term; K13] 1.384 1.419 3.985522985 48.89 0 1832.943064 2 916.9751587 -0.012704807 -1.16E-05 38.78332569GSVAIWSGKPPICEK 6 27502423 3xTMT6plex [N-Term; K9; K15]; 1xCarbamidomethyl [C13] 100 100 100 2.750893593 26.82 0 2316.335285 3 772.7817383 -1.995896829 -0.001541055 55.11177079ATVMFECDK 2 27502423 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.147 3.087002754 21.03 0 1558.800957 2 779.9042358 0.152629934 0.00011896 57.55815312VLCTPPPK 2 27502423 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.192 2.883166075 45.8 0 1369.827764 2 685.4175415 0.030688393 2.10E-05 49.8228665328827795 CHMP4B charged multivesicular body protein 4b 128866 NP_789782.1 18.75 1 4 4 16 224 24.935 4.82 0.81 0.77 0.93 0.84 Significant 0.0033 EALENANTNTEVLK 4 28827795 2xTMT6plex [N-Term; K14] 1.641 1.2 4.330457211 66.42 0 2004.101355 2 1002.554626 0.309779586 0.000310415 52.28214054KIEQELTAAK 6 28827795 3xTMT6plex [N-Term; K1; K10] 1.052 1.048 0.988 4.083670616 28.73 1 1818.13036 3 606.715271 0.494622553 0.000299763 44.59182887GGPTPQEAIQR 2 28827795 1xTMT6plex [N-Term] 1.14 3.388919115 38.2 0 1382.758943 2 691.8826294 -0.69503867 -0.000480535 34.70030955KQEFLEK 4 28827795 3xTMT6plex [N-Term; K1; K7] 0.721 0.753 0.739 2.694890499 9.52 1 1608.992804 3 537.0018921 -1.045039147 -0.000560487 41.0179251988703041 SNX6 sorting nexin-6 isoform b 58533 NP_689419.2 10.52631579 1 5 5 13 418 47.774 6.43 0.81 0.78 0.86 0.82 Significant 0.00082 TVAMHEVFLCR 4 88703041 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.785 0.775 3.530575514 29.39 0 1591.82862 3 531.2807007 -0.672810631 -0.000357 47.89911602NLVELAELELK 3 88703041 2xTMT6plex [N-Term; K11] 100 2.657187939 36.14 0 1729.051158 2 865.0281982 -1.178765368 -0.001019073 99.68954506VSADEDLK 2 88703041 2xTMT6plex [N-Term; K8] 0.859 2.955706835 16.7 0 1334.756767 2 667.8818359 -0.278563862 -0.000185907 39.10431679QELIDFK 2 88703041 2xTMT6plex [N-Term; K7] 100 1.996007204 12.99 0 1350.803323 2 675.9052124 -0.129704532 -8.76E-05 65.5182328VSELFDK 2 88703041 2xTMT6plex [N-Term; K7] 100 1.771290541 18.51 0 1295.761124 2 648.3837891 -0.63494342 -0.000411368 59.0380123513376735 NAA50 N-alpha-acetyltransferase 50 isoform 1 80218 NP_079422.1 24.26035503 1 4 4 16 169 19.386 8.81 1.36 1.31 1.66 1.44 Significant 0.0057 VPSGQNADVQK 4 13376735 2xTMT6plex [N-Term; K11] 1.571 1.637 3.469533205 72.92 0 1600.905891 2 800.9576416 1.321609932 0.001057887 33.10363434DVLEVGELAK 6 13376735 2xTMT6plex [N-Term; K10] 1.319 0.844 100 3.54997468 48.38 0 1530.91433 2 765.9619141 1.45092051 0.001110618 68.08656229IELGDVTPHNIK 4 13376735 2xTMT6plex [N-Term; K12] 1.367 1.17 3.47682786 28.65 0 1794.052555 3 598.6888428 -0.323240078 -0.000193303 65.17001812VDHSQNQK 2 13376735 2xTMT6plex [N-Term; K8] 1.199 1.793236732 16.07 0 1413.785047 3 471.9331665 -0.071607973 -3.37E-05 21.04188773115334675 OTULIN ubiquitin thioesterase otulin 90268 NP_612357.4 14.48863636 1 4 4 11 352 40.237 5.47 0.97 1.3 0.89 1.05 Significant 0.014 AAASGQPRPEMQCPAEHEEDMYR 2 115334675 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13]; 1xOxidation [M11] 0.886 4.887783051 30.07 0 2905.286476 4 727.0773926 0.435069832 0.000316001 28.00095879DTSNDPGQLLR 4 115334675 1xTMT6plex [N-Term] 1.252 1.328 3.286165476 50.1 0 1444.759337 2 722.8825684 -1.022316459 -0.000738501 48.07462906AIELYNDKEK 4 115334675 3xTMT6plex [N-Term; K8; K10] 1.191 0.885 3.063621044 12.28 1 1910.12019 3 637.3766479 -2.512434751 -0.001599684 44.38058452AADEIEK 1 115334675 2xTMT6plex [N-Term; K7] 0.942 2.596192598 40.87 0 1233.709089 2 617.3587036 0.844564227 0.000520973 36.26058591124256489 CRNKL1 crooked neck-like protein 1 isoform a 51340 NP_057736.4 5.070754717 1 4 4 12 848 100.389 8 1.87 1.48 1.03 1.46 Significant 0.027 LVESDAEAEAVR 4 124256489 1xTMT6plex [N-Term] 1.746 1.479 4.624933243 82.13 0 1517.800868 2 759.4030762 -1.312284301 -0.000995893 45.35531307GIEDIIVSK 2 124256489 2xTMT6plex [N-Term; K9] 2.538 2.827886343 30.25 0 1431.882302 2 716.4447632 -0.036436523 -2.61E-05 67.50790633ANPHNYDAWFDYLR 4 124256489 1xTMT6plex [N-Term] 100 1.43 2.117105246 7.52 0 2010.965976 3 670.9921875 -1.972400353 -0.001322143 83.48430432ALGTSIGK 2 124256489 2xTMT6plex [N-Term; K8] 1.034 2.440359116 16.35 0 1204.766544 2 602.887146 0.39124774 0.000235681 46.801708741393599 CPOX oxygen-dependent coproporphyrinogen-III oxidase, mitochondrial precursor 1371 NP_000088.3 13.43612335 1 5 5 20 454 50.12 8.25 1.549 0.694 0.39 0.88 Non-Significant 0.13 EAEILEVLR 6 41393599 1xTMT6plex [N-Term] 1.163 1.398 3.120234966 42.03 0 1300.767383 2 650.887085 -0.376238005 -0.000244699 77.98424782GIGGIFFDDLDSPSKEEVFR 4 41393599 2xTMT6plex [N-Term; K15] 2.621020555 19.11 1 2686.412853 3 896.1411743 -1.44551154 -0.001294414 92.30611472YVEFNLLYDR 2 41393599 1xTMT6plex [N-Term] 1.974 2.054572105 30.85 0 1560.82596 2 780.916626 0.009734029 7.60E-06 81.17013612YFEVEEADGNK 2 41393599 2xTMT6plex [N-Term; K11] 1.171 2.047810078 4.28 0 1758.895051 2 879.9510498 -0.129786382 -0.00011414 52.85574575AVVPSYIPLVK 6 41393599 2xTMT6plex [N-Term; K11] 100 0.375 0.39 1.744015098 13.22 0 1644.050036 2 822.5290527 0.482302079 0.000396464 68.16291259374671775 SSBP1 single-stranded DNA-binding protein, mitochondrial precursor 6742 NP_001243439.1 22.97297297 1 4 4 25 148 17.249 9.6 0.82 0.73 0.78 0.78 Significant 0.0011 IDYGEYMDK 4 374671775 2xTMT6plex [N-Term; K9] 0.766 1.404 2.516736031 30.12 0 1591.807816 2 796.4073486 -0.248556623 -0.000197827 56.90720531DVAYQYVK 11 374671775 2xTMT6plex [N-Term; K8] 0.652 0.771 0.771 4.068297863 43.49 0 1443.824787 2 722.4158936 -0.191567999 -0.000138295 44.96915975IDYGEYMDK 2 374671775 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 0.946 2.01422739 26.35 0 1607.802731 2 796.4073486 -0.248556623 -0.000197827 56.90720531VGQDPVLR 2 374671775 1xTMT6plex [N-Term] 1.064 2.87094903 31.99 0 1112.662524 2 556.835144 0.438269401 0.000243823 40.06552857ISVFRPGLR 6 374671775 1xTMT6plex [N-Term] 0.672 0.644 0.737 3.205810308 21.11 0 1273.794207 3 425.2692871 -0.705445095 -0.000299531 57.488093375031923 MRE11A double-strand break repair protein MRE11A isoform 1 4361 NP_005582.1 7.485875706 1 5 5 20 708 80.543 5.9 1.25 1.24 1.45 1.31 Significant 0.0027 ADTGLETSTR 6 5031923 1xTMT6plex [N-Term] 1.505 1.875 1.725 4.166089535 46.11 0 1279.669125 2 640.3393555 1.804487937 0.001154574 27.5641334LITKPSEGTTLR 4 5031923 2xTMT6plex [N-Term; K4] 0.916 1.049 1.322 3.445529461 5.21 0 1774.083855 3 592.0321655 -1.077608571 -0.000637256 41.60485154IDISPVLLQK 6 5031923 2xTMT6plex [N-Term; K10] 100 2.015794039 20.99 0 1584.01365 2 792.5093994 -1.343543898 -0.001064096 74.89600163DAIEELVK 2 5031923 2xTMT6plex [N-Term; K8] 100 1.644469142 7.51 0 1374.824453 2 687.9152832 -0.84587072 -0.000581462 62.45199196GNDTFVTLDEILR 2 5031923 1xTMT6plex [N-Term] 1.556429863 9.11 0 1721.927131 2 861.4661255 -1.252221072 -0.001078117 84.6640691315147219 PURB transcriptional activator protein Pur-beta 5814 NP_150093.1 12.5 1 4 4 11 312 33.22 5.43 0.79 0.97 0.84 0.87 Significant 0.0038 GGGEQETQELASK 2 15147219 2xTMT6plex [N-Term; K13] 0.87 4.229603291 71.2 0 1791.948878 2 896.4782104 0.148775694 0.000133299 40.58229309IAEVGAGGSK 4 15147219 2xTMT6plex [N-Term; K10] 0.801 0.958 3.842680693 45.67 0 1346.804386 2 673.906311 0.712397674 0.00047973 46.57750255FFFDVGCNK 2 15147219 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.433 2.844401836 30.48 0 1591.834306 2 796.4207153 -0.095591568 -7.61E-05 87.55921157KYYLDLK 3 15147219 3xTMT6plex [N-Term; K1; K7] 0.593 0.665 2.285862446 11.21 1 1630.018291 3 544.0108032 -0.266593347 -0.000144851 53.8466878831542319 COPE coatomer subunit epsilon isoform a 11316 NP_009194.2 17.53246753 1 4 4 21 308 34.46 5.12 1.02 1.23 1.44 1.23 Significant 0.0096 MFADYLAHESR 2 31542319 1xTMT6plex [N-Term] 1.004 4.110990047 51.56 0 1568.772879 3 523.5955811 -0.439073078 -0.000229602 67.3622089ALHQGDSLECTAMTVQILLK 3 31542319 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C10] 100 2.458065033 16.25 0 2686.467214 3 896.1589966 -1.778288558 -0.001592438 81.90797448DSIVAELDR 8 31542319 1xTMT6plex [N-Term] 1.009 1.1 3.13617897 50.46 0 1246.684047 2 623.8455811 -0.129552171 -8.08E-05 59.92806321LQDAYYIFQEMADK 8 31542319 2xTMT6plex [N-Term; K14] 100 100 1.604779363 3.96 0 2193.130213 2 1097.066528 -2.021206652 -0.002216385 99.26770431134288890 DIS3L2 DIS3-like exonuclease 2 isoform 1 129563 NP_689596.4 5.084745763 1 4 4 14 885 99.216 6.1 1.51 1.32 2.21 1.68 Significant 0.025 GVSAVAGPHDIGASPGDK 2 134288890 2xTMT6plex [N-Term; K18] 1.476 3.843687534 30.29 0 2093.139138 3 698.3835449 -1.460225132 -0.001018818 42.36786473DETTCISQDTR 8 134288890 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 4.247 1.316 2.21 4.181260109 64.54 0 1554.726717 2 777.8673706 0.481126959 0.00037401 28.65141155VVYILEK 2 134288890 2xTMT6plex [N-Term; K7] 0.92 2.877713442 33.8 0 1321.849545 2 661.4283447 -0.100243538 -6.63E-05 79.60944655GTLIQGVLR 2 134288890 1xTMT6plex [N-Term] 1.16 1.979234576 19.08 0 1185.751673 2 593.3798828 0.688048787 0.000407928 68.006397520270343 ARL8A ADP-ribosylation factor-like protein 8A isoform 1 127829 NP_620150.1 18.8172043 1 1 3 16 186 21.402 7.77 0.54 0.57 0.56 Non-Significant #N/A EKDNIDITLQWLIQHSK 10 20270343 3xTMT6plex [N-Term; K2; K17] 0.617 0.59 0.478 3.369466305 31.14 1 2768.591376 4 692.9022217 -1.559880338 -0.001079668 93.80582115DLPGALDEK 4 20270343 2xTMT6plex [N-Term; K9] 0.543 0.571 3.168004274 43.76 0 1415.814616 2 708.40979 -1.633562649 -0.001156411 60.3627106MNLSAIQDR 2 20270343 1xTMT6plex [N-Term] 0.55 3.18898797 42.6 0 1276.688087 2 638.8479004 0.342762852 0.000218801 57.778246934505751 PFN2 profilin-2 isoform b 5217 NP_002619.1 40 1 4 4 20 140 15.078 6.1 1.06 1.31 1.17 1.18 Significant 0.0037 SQGGEPTYNVAVGR 4 4505751 1xTMT6plex [N-Term] 1.379 1.534 4.567091942 50.45 0 1663.860114 2 832.4324951 -1.442474403 -0.001200038 39.16992579ALVIVMGK 10 4505751 2xTMT6plex [N-Term; K8] 0.938 1.269 100 3.517529964 50.81 0 1288.842686 2 644.9250488 0.104874126 6.76E-05 77.84637595AYELALYLR 4 4505751 1xTMT6plex [N-Term] 1.553 0.383 2.287366152 10.26 0 1340.777553 2 670.8920898 -0.485115893 -0.000325216 83.59374636YVWAATAGGVFQSITPIEIDMIVGK 2 4505751 2xTMT6plex [N-Term; K25] 2.193444967 12.66 0 3124.7157 3 1042.244873 1.39718011 0.001455264 115.8501563301601611 LIMS1 LIM and senescent cell antigen-like-containing domain protein 1 isoform a 3987 NP_001180414.1 10.33591731 1 4 4 15 387 44.36 8.02 0.97 1.18 0.69 0.95 Significant 0.022 ELKGELYCLPCHDK 4 301601611 3xTMT6plex [N-Term; K3; K14]; 2xCarbamidomethyl [C8; C11] 0.63 2.716519594 10.54 1 2449.318649 4 613.0847168 -0.657877855 -0.000402838 54.80235903GGFAPAEK 4 301601611 2xTMT6plex [N-Term; K8] 1.109 1.4 3.275549889 38.06 0 1234.719594 2 617.8627319 -1.139192104 -0.000703291 46.05778497



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms QWHVEHFVCAK 3 301601611 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 0.794 0.687 2.14530921 3.03 0 1899.009979 3 633.6750488 0.323428724 0.000204731 43.73801166ELTADAR 4 301601611 1xTMT6plex [N-Term] 0.976 1.16 2.811824322 40.8 0 1004.55739 2 502.7824097 0.151963381 7.63E-05 30.510706794505813 DYNLL1 dynein light chain 1, cytoplasmic 8655 NP_003737.1 21.34831461 1 1 3 18 89 10.359 7.4 1.03 1.08 1.07 1.06 Significant 0.00021 YNPTWHCIVGR 10 4505813 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.942 0.879 0.939 4.499279976 41.53 0 1631.831397 3 544.6154175 0.185197691 0.000100737 46.35495512KYNPTWHCIVGR 2 4505813 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.77 3.830965757 21.05 1 1989.089292 4 498.0272522 -1.06231075 -0.000528258 43.44728009DIAAHIK 6 4505813 2xTMT6plex [N-Term; K7] 1.026 1.084 1.066 3.3439188 38.3 0 1225.766878 2 613.3870239 -0.087413389 -5.36E-05 46.19127187566006139 UPP1 uridine phosphorylase 1 isoform a 7378 NP_001274355.1 14.83870968 1 4 4 14 310 33.912 7.88 0.65 0.78 0.65 0.69 Significant 0.0039 LDGALCSYTEK 2 566006139 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.093 3.59638238 50.31 0 1714.908593 2 857.9579468 0.013840206 1.19E-05 64.93640438FVCVGGSPSR 6 566006139 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.707 0.728 0.654 3.752418756 48.77 0 1294.677522 2 647.8424683 0.106353463 6.88E-05 41.35480563AEFEQIVLGK 5 566006139 2xTMT6plex [N-Term; K10] 100 2.371123791 29.18 0 1591.945965 2 796.4761963 -0.533185104 -0.000424401 86.23214916DKQAYLEAAYAAGVR 1 566006139 2xTMT6plex [N-Term; K2] 0.515 2.77148056 1 2084.15406 3 695.3889771 -0.806992961 -0.000560633 71.86190825112789550 PARP4 poly [ADP-ribose] polymerase 4 143 NP_006428.2 4.002320186 1 6 6 13 1724 192.472 5.66 0.84 0.87 0.86 Non-Significant #N/A EVNLGLLAK 2 112789550 2xTMT6plex [N-Term; K9] 0.616 2.811045885 41.79 0 1414.903372 2 707.9554443 0.169836245 0.000120151 72.76017022GIQSLGVK 4 112789550 2xTMT6plex [N-Term; K8] 0.883 0.868 2.323332071 21.61 0 1259.808743 2 630.4083252 0.500560604 0.000315305 52.99802271IEHVEQNTEEFLR 3 112789550 1xTMT6plex [N-Term] 100 1.043674707 0.91 0 1872.965307 3 624.9937744 0.781142172 0.000487684 49.6101223RDENESPFPDIPK 1 112789550 2xTMT6plex [N-Term; K13] 0.827 2.698117971 1 2002.064576 3 668.0272827 1.357995423 0.000906265 60.35096874DYEDGILHENETSHEMK 1 112789550 2xTMT6plex [N-Term; K17] 0.88 3.531525135 6.58 0 2505.196789 4 627.048584 -9.692848327 -0.006070623 44.60945665KADLCQLIR 2 112789550 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 0.867 2.695729017 7.75 1 1574.945254 3 525.6503906 -5.482714387 -0.002878325 48.936131315454154 PPIH peptidyl-prolyl cis-trans isomerase H 10465 NP_006338.1 23.72881356 1 4 4 12 177 19.196 8.07 1.12 1.42 1.08 1.21 Significant 0.0078 IELFADVVPK 2 5454154 2xTMT6plex [N-Term; K10] 1.054 2.730438948 33.04 0 1588.971451 2 794.9891968 -0.210397306 -0.000167158 94.77975256KIENVPTGPNNKPK 2 5454154 4xTMT6plex [N-Term; K1; K12; K14] 1.448 3.993266106 17.21 1 2452.505745 4 613.8821411 0.403633356 0.000247478 45.94719691GPFADENFK 6 5454154 2xTMT6plex [N-Term; K9] 1.335 1.202 1.079 3.920016527 43.23 0 1482.799301 2 741.8977661 -7.44873796 -0.005522492 56.69244623IIDGLLVMR 2 5454154 1xTMT6plex [N-Term] 0.731 2.83992219 26.37 0 1258.775445 2 629.8911743 -0.296357217 -0.000186524 94.943751279966881 NUP107 nuclear pore complex protein Nup107 57122 NP_065134.1 5.297297297 1 4 4 10 925 106.307 5.43 1.64 1.42 1.53 Non-Significant #N/A VLEENQEHYHIVQK 2 9966881 2xTMT6plex [N-Term; K14] 1.422 5.289596558 58.54 0 2224.212637 4 556.8085938 -0.041416903 -2.30E-05 48.63179738EADLDVATITK 2 9966881 2xTMT6plex [N-Term; K11] 1.747 3.743590832 37.9 0 1633.941273 2 817.4736938 -0.711252422 -0.000581072 66.74963329FLILGDIDGLMDEFSK 2 9966881 2xTMT6plex [N-Term; K16] 100 1.664140463 0.96 0 2271.234678 2 1136.118042 -2.584693551 -0.002935223 112.6945281AATLEGWK 4 9966881 2xTMT6plex [N-Term; K8] 1.128 0.01 1.837845087 16.8 0 1333.788008 2 667.3970337 -0.91239176 -0.000608469 50.8436189221265040 MRPL22 39S ribosomal protein L22, mitochondrial isoform a 29093 NP_054899.2 19.41747573 1 3 3 14 206 23.626 9.94 0.95 0.86 100 33.94 Non-Significant #N/A GMSIDQALAQLEFNDK 6 21265040 2xTMT6plex [N-Term; K16] 1.094 2.839001656 27.98 0 2238.184039 3 746.7318726 -1.329101703 -0.000991591 94.28269817SNLYIAESTSGR 2 21265040 1xTMT6plex [N-Term] 0.862 3.310045958 30.8 0 1526.801202 2 763.9050903 1.114856381 0.000851082 48.40889259EVLLEAQDMAVR 6 21265040 1xTMT6plex [N-Term] 0.638 100 1.655851841 17.67 0 1602.872258 2 801.9386597 -1.382283617 -0.001107812 62.082229447019485 PDCD6 programmed cell death protein 6 isoform 1 10016 NP_037364.1 26.17801047 1 5 5 24 191 21.855 5.4 0.67 0.98 0.79 0.81 Significant 0.012 QALSGFGYR 6 7019485 1xTMT6plex [N-Term] 0.927 0.979 0.767 3.392277002 37.25 0 1227.668337 2 614.3379517 0.235609491 0.000144625 40.43920504LSDQFHDILIR 4 7019485 1xTMT6plex [N-Term] 1.282 3.159605265 31.72 0 1585.889957 3 529.3014526 -0.096280226 -5.09E-05 73.86031522DNSGMIDKNELK 2 7019485 3xTMT6plex [N-Term; K8; K12] 0.584 2.164239407 1.02 1 2051.141001 3 684.3850708 -0.166837705 -0.000114069 43.62415952YITDWQNVFR 6 7019485 1xTMT6plex [N-Term] 100 100 1.95041728 9.75 0 1570.821543 2 785.913147 -1.608174205 -0.001263077 85.27359357SIISMFDR 6 7019485 1xTMT6plex [N-Term] 100 0.43 3.327 2.626669407 27.55 0 1197.64991 2 599.3282471 -0.578373838 -0.000346345 67.4638179433457348 MYDGF myeloid-derived growth factor precursor 56005 NP_061980.1 20.80924855 1 4 4 23 173 18.783 6.68 1.121 0.529 0.56 0.74 Non-Significant 0.062 ESDVPLKTEEFEVTK 5 33457348 3xTMT6plex [N-Term; K7; K15] 1.032 0.01 100 4.032441616 23.5 1 2438.363333 3 813.4594116 0.143080925 0.000116294 69.29857283GAEIEYAMAYSK 9 33457348 2xTMT6plex [N-Term; K12] 2.84617734 31.21 0 1790.939893 2 895.973999 0.462559843 0.000414208 68.44718004SYLYFTQFK 5 33457348 2xTMT6plex [N-Term; K9] 100 2.454187632 20.81 0 1654.924501 2 827.96521 -0.820441128 -0.000678884 80.06874483TEEFEVTK 4 33457348 2xTMT6plex [N-Term; K8] 0.538 0.548 2.229379654 14.79 0 1440.798632 2 720.902832 -0.169633351 -0.000122204 44.8683469430089940 GOLGA3 golgin subfamily A member 3 isoform 1 2802 NP_005886.2 4.339118825 1 4 4 13 1498 167.252 5.44 1.09 1.11 0.66 0.95 Significant 0.023 AQGGSSDSSLALHER 6 30089940 1xTMT6plex [N-Term] 1.787 0.655 5.579391003 74.33 0 1743.882306 3 581.9655151 -0.179742545 -0.000104483 35.95826447LQAQVECSHSSQQR 2 30089940 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.145 3.111612082 8.53 0 1886.934024 3 629.6490479 -0.75974321 -0.000477862 29.34496124GTYGILSK 4 30089940 2xTMT6plex [N-Term; K8] 0.907 1.017 2.493706942 21.7 0 1296.792759 2 648.8995972 -0.648533898 -0.000420507 53.60982362TVGTQDTPYMVNGQEIPADTLGQFPSIK 1 30089940 2xTMT6plex [N-Term; K28] 0.479 1.01 0 3465.797592 3 1155.937378 -0.003177029 -3.67E-06 100.0752318746816135 VBP1 prefoldin subunit 3 isoform 2 7411 NP_001290472.1 18.88412017 1 4 5 16 233 26.519 9.01 1.18 1.1 1.22 1.17 Significant 0.00091 DQFTTTEVNMAR 4 746816135 1xTMT6plex [N-Term] 0.93 1.222 4.336492538 34 0 1641.810386 2 821.4090576 0.275479056 0.000226142 42.89194227FLLADNLYCK 6 746816135 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.243 1.103 3.744367123 40.32 0 1714.960235 2 857.9833984 -0.416723948 -0.000357333 87.92616126QTIELLK 4 746816135 2xTMT6plex [N-Term; K7] 1.203 2.905766964 38.44 0 1302.839709 2 651.9240723 0.889596197 0.000579501 64.93821713LDEQYQK 2 746816135 2xTMT6plex [N-Term; K7] 1.054 2.355633497 17.73 0 1381.772751 2 691.3899536 -0.087491548 -6.04E-05 40.8676988ASVPPTDK 2 746816135 2xTMT6plex [N-Term; K8] 1.241 2.683807135 36.02 0 1272.756373 2 636.8814697 -0.558140497 -0.000355188 34.7846818112408675 PFDN2 prefoldin subunit 2 5202 NP_036526.2 34.41558442 1 4 4 20 154 16.638 6.58 1.4 1.13 1.25 1.26 Significant 0.0038 GAVSAEQVIAGFNR 8 12408675 1xTMT6plex [N-Term] 1.161 1.448 3.401988506 55.84 0 1647.901585 2 824.4536133 -0.991969129 -0.000817334 74.55473584MVGGVLVER 6 12408675 1xTMT6plex [N-Term] 1.077 1.249 3.00595808 39.96 0 1188.697195 2 594.8521729 -0.105726568 -6.28E-05 54.05596643LMGEDEKPAAK 4 12408675 3xTMT6plex [N-Term; K7; K11] 1.422 1.043 3.125247717 9.09 0 1876.081696 3 626.0321045 0.034399655 2.15E-05 49.86024942AAELEMELNEHSLVIDTLK 2 12408675 2xTMT6plex [N-Term; K19] 1.454113007 10.11 0 2613.420975 3 871.8118896 0.053916041 4.70E-05 102.9233465117938316 TRIM22 E3 ubiquitin-protein ligase TRIM22 isoform 1 10346 NP_006065.2 11.84738956 1 5 5 17 498 56.911 7.72 0.6 0.84 0.63 0.69 Significant 0.012 LEEGEVNVLDNLAAATDQLVQQR 5 117938316 1xTMT6plex [N-Term] 0.906 3.23874259 30.46 0 2754.447117 3 918.821106 0.598185779 0.000549224 108.6888586VILDNEEQR 4 117938316 1xTMT6plex [N-Term] 0.842 0.836 3.147659302 31.43 0 1344.73206 2 672.8695679 -0.149217691 -0.000100329 41.50698243IKESVIISR 4 117938316 2xTMT6plex [N-Term; K2] 0.449 0.634 2.816266298 12.61 1 1502.967035 3 501.6596985 -1.658307174 -0.000830794 41.49784518EDQEAEK 2 117938316 2xTMT6plex [N-Term; K7] 0.882 2.054592609 5.63 0 1306.689081 2 653.8480835 -0.146215205 -9.55E-05 27.03992584GESSCPVCQTR 2 117938316 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 1.421318889 16.63 0 1509.698728 2 755.3535767 0.760820878 0.000574305 27.115468467019415 SEC61A1 protein transport protein Sec61 subunit alpha isoform 1 29927 NP_037468.1 9.87394958 1 4 4 14 476 52.231 8.06 1.78 1.95 1.86 Non-Significant #N/A GMEFEGAIIALFHLLATR 2 7019415 1xTMT6plex [N-Term] 100 3.586065531 22.57 0 2218.225561 3 740.0806274 0.797026348 0.000589328 112.9865573GQYNTYPIK 6 7019415 2xTMT6plex [N-Term; K9] 2.256 2.113 3.670012712 44.12 0 1541.8728 2 771.4383545 -2.184029464 -0.001683748 46.45403502IIEVGDTPK 2 7019415 2xTMT6plex [N-Term; K9] 1.507 3.098696709 32.46 0 1429.866652 2 715.437561 0.834756382 0.000596795 57.4804289AFSPTTVNTGR 4 7019415 1xTMT6plex [N-Term] 1.01 1.668 3.470176697 41.89 0 1379.748044 2 690.376709 -1.379136762 -0.000951431 43.8072230568989256 RIN1 ras and Rab interactor 1 9610 NP_004283.2 7.407407407 1 4 4 12 783 84.047 8.02 0.67 0.85 0.76 Non-Significant #N/A EKPAQDPLYDVPNASGGQAGGPQRPGR 2 68989256 2xTMT6plex [N-Term; K2] 0.973 5.347555161 18.14 0 3220.686342 4 805.9268188 -0.278403197 -0.000224162 47.57908091LAADGSLGR 4 68989256 1xTMT6plex [N-Term] 0.67 0.804 3.180571795 42.71 0 1088.626138 2 544.815918 -1.450435962 -0.000789491 37.26486519AMLSAELGPEK 2 68989256 2xTMT6plex [N-Term; K11] 1.695083141 7.03 0 1603.91295 2 802.4602051 0.114392898 9.17E-05 61.73372748DILLLPLQLPR 4 68989256 1xTMT6plex [N-Term] 1.747669458 22.94 0 1519.977316 2 760.4917603 -0.705248806 -0.000535981 100.03896113129006 DDX50 ATP-dependent RNA helicase DDX50 79009 NP_076950.1 6.105834464 1 2 3 8 737 82.514 9.17 0.27 2 1.14 Non-Significant #N/A HVVLDEVDQMLDLGFAEQVEDIIHESYK 4 13129006 2xTMT6plex [N-Term; K28] 2.004 8.209806442 56.2 0 3729.908598 4 933.232605 -0.002248882 -2.10E-06 118.0269181VLVATNVAAR 2 13129006 1xTMT6plex [N-Term] 0.269 2.607053995 10.72 0 1242.773137 2 621.8900757 -0.210893529 -0.000131046 44.6342329DLIAQAR 4 13129006 1xTMT6plex [N-Term] 1.684 2.697048903 27.47 0 1015.60976 2 508.3086243 0.208648208 0.000105953 36.7230268531982936 SGPL1 sphingosine-1-phosphate lyase 1 8879 NP_003892.2 6.514084507 1 4 4 20 568 63.483 9.16 1.18 1.24 1.29 1.24 Significant 0.00066 GVTSISADTHK 12 31982936 2xTMT6plex [N-Term; K11] 1.179 1.314 1.278 5.330747128 56.41 0 1573.894992 3 525.3032227 0.078111151 4.10E-05 35.47453057ASGTVYSGEEK 4 31982936 2xTMT6plex [N-Term; K11] 1.142 1.644 4.594895363 67.32 0 1585.847373 2 793.4200439 -9.182213638 -0.007280795 34.88691888KIEAEIVR 2 31982936 2xTMT6plex [N-Term; K1] 1.076 2.76274085 19.11 1 1415.898621 3 472.6372986 -0.902760994 -0.000426073 47.04935504SELENIK 2 31982936 2xTMT6plex [N-Term; K7] 1.307 2.919588089 27.13 0 1290.766938 2 645.8875122 0.627475061 0.000404962 48.84047759115511049 GNA11 guanine nucleotide-binding protein subunit alpha-11 2767 NP_002058.2 11.14206128 1 2 4 14 359 42.097 5.69 0.502 1.476 1.272 1.08 Non-Significant 0.068 IIHGAGYSEEDKR 6 115511049 2xTMT6plex [N-Term; K12] 0.45 1.449 1.272 4.463972092 9.01 1 1933.054346 4 484.0187683 -0.570313926 -0.000275612 33.68501058LLLLGTGESGK 4 115511049 2xTMT6plex [N-Term; K11] 0.896 100 2.632791758 38.33 0 1545.961615 2 773.4856567 1.566686093 0.001211018 72.17293017EYQLSDSAK 2 115511049 2xTMT6plex [N-Term; K9] 1.025 3.399863005 32.25 0 1498.815345 2 749.9111938 -0.155746129 -0.000116717 45.60475417FVFAAVK 2 115511049 2xTMT6plex [N-Term; K7] 100 1.852425814 18.12 0 1239.786551 2 620.3962402 -1.086792923 -0.000673696 69.6330238138504673 SERPINB8 serpin B8 isoform a 5271 NP_002631.3 14.97326203 1 4 4 11 374 42.739 5.57 0.65 0.96 0.8 Non-Significant #N/A FYQAELEELSFAEDTEECR 2 38504673 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.956 4.735236645 57.87 0 2595.175829 3 865.7305298 0.464945556 0.000402205 91.99239889GFQSLLSEVNR 6 38504673 1xTMT6plex [N-Term] 2.390068531 32.71 0 1478.816458 2 739.911438 -0.580682905 -0.000429362 70.3131547FCADHPFLFFIR 2 38504673 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.684 2.726055384 16.3 0 1798.930048 3 600.3140869 -1.301261166 -0.000780293 92.64248263LKLEESYDLEPFLR 1 38504673 2xTMT6plex [N-Term; K2] 0.524 1.793794274 7.24 1 2210.247291 3 737.4213257 0.964770227 0.000710794 93.53146618196114951 PTPN12 tyrosine-protein phosphatase non-receptor type 12 isoform 1 5782 NP_002826.3 6.666666667 1 4 4 12 780 88.051 5.62 0.94 0.97 100 33.97 Non-Significant #N/A EQISENPTEATDIGFGNR 4 196114951 1xTMT6plex [N-Term] 100 1.693823099 19.34 0 2207.07777 2 1104.042114 -0.370799972 -0.000409192 51.23039951TPESFVLASEHNTPVR 2 196114951 1xTMT6plex [N-Term] 100 2.405428171 12.95 0 2013.06027 3 671.6915283 -0.118321873 -7.94E-05 48.96238857SCLVEGDAK 2 196114951 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.961 3.227257252 44.68 0 1436.781936 2 718.8944702 -0.189625374 -0.000136225 40.44762329KVPLQEGPK 4 196114951 3xTMT6plex [N-Term; K1; K9] 0.934 0.955 4.155190468 40.54 1 1683.077203 3 561.6964111 -1.498821063 -0.000840877 46.28594773214010226 RPS24 40S ribosomal protein S24 isoform d 6229 NP_001135757.1 11.76470588 1 4 4 24 289 32.41 10.15 1.39 0.83 1.08 1.1 Significant 0.021 QMVIDVLHPGK 11 214010226 2xTMT6plex [N-Term; K11] 1.57 1.303 1.563 2.804165125 34.59 0 1695.002768 3 565.6716919 -1.324892471 -0.000748565 62.61365886KQMVIDVLHPGK 4 214010226 3xTMT6plex [N-Term; K1; K12] 0.675 0.778 2.978965759 19.84 1 2052.260663 4 513.8210449 0.821882683 0.000421679 60.97714228TTGFGMIYDSLDYAK 3 214010226 2xTMT6plex [N-Term; K15] 1.814077973 4.81 0 2140.103664 2 1070.551147 -4.039709978 -0.004322699 88.01281331ANVGAGK 6 214010226 2xTMT6plex [N-Term; K7] 1.136 1.124 1.088 2.367268562 28.66 0 1074.667164 2 537.8369751 -0.456713207 -0.000245407 30.80099976194272168 MOV10 putative helicase MOV-10 isoform 1 4343 NP_001123551.1 5.483549352 1 5 5 11 1003 113.599 8.82 0.72 0.54 0.46 0.57 Significant 0.018 ETGDPGGQLVLAGDPR 2 194272168 1xTMT6plex [N-Term] 1.137 4.214731216 51.07 0 1810.949657 2 905.9790039 0.593231566 0.000537156 53.0577988HGVDVEVQGPHEAR 2 194272168 1xTMT6plex [N-Term] 0.543 2.884799719 7 0 1758.908461 3 586.9738159 -0.890515981 -0.000522112 35.24525933GLDMETDR 2 194272168 1xTMT6plex [N-Term] 0.546 3.215556145 25.65 0 1165.572054 2 583.2893066 -0.615241887 -0.000358554 38.65957633IEEGERPDR 1 194272168 1xTMT6plex [N-Term] 0.538 1.615538716 0 1329.696009 3 443.9039001 0.856255449 0.00037952 23.70803329LLLAPSSK 4 194272168 2xTMT6plex [N-Term; K8] 0.01 1.795156598 9.89 0 1286.844794 2 643.9240112 -3.146043004 -0.002024235 49.2479499384367970 ANKFY1 rabankyrin-5 isoform 3 51479 NP_001244928.1 2.972749794 1 2 2 6 1211 132.737 6.49 0.84 0.77 0.81 Non-Significant #N/A GSHTDAPDTATGNCLLQR 2 384367970 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.771 6.523824692 58.33 0 2143.039945 3 715.0187378 0.800152564 0.000571586 38.30924801LLAIVADLYEQEQYSDLK 4 384367970 2xTMT6plex [N-Term; K18] 0.843 3.918783665 38.47 0 2569.416541 3 857.1435547 -0.167570144 -0.000143519 115.8720577373432684 UBE2L3 ubiquitin-conjugating enzyme E2 L3 isoform 4 7332 NP_001243284.1 33.49056604 1 5 5 22 212 23.989 8.75 1.73 1.41 2.49 1.87 Significant 0.028 IEINFPAEYPFKPPK 10 373432684 3xTMT6plex [N-Term; K12; K15] 1.235 1.111 1.124 2.218073368 14.35 0 2477.44113 3 826.4852905 0.076147937 6.29E-05 84.07710335GQVCLPVISAENWKPATK 2 373432684 3xTMT6plex [N-Term; K14; K18]; 1xCarbamidomethyl [C4] 1.971143603 15.54 0 2685.536504 3 895.8490601 -1.443526913 -0.001292215 66.71198694TDQVIQSLIALVNDPQPEHPLR 4 373432684 1xTMT6plex [N-Term] 2.046540499 7.73 0 2712.488194 3 904.8341064 -0.15776071 -0.000142641 102.2812924NAEEFTK 4 373432684 2xTMT6plex [N-Term; K7] 1.756 1.42 3.011965036 43.7 0 1296.719988 2 648.8637085 0.117744917 7.63E-05 45.95994559IYHPNIDEK 2 373432684 2xTMT6plex [N-Term; K9] 100 1.810739636 11.53 0 1586.894264 3 529.6367188 0.8440701 0.000446483 51.0313685316950633 ASS1 argininosuccinate synthase 445 NP_446464.1 15.04854369 1 6 6 14 412 46.501 8.02 0.99 0.8 0.89 Non-Significant #N/A VQVSVLK 2 16950633 2xTMT6plex [N-Term; K7] 100 2.434930325 38.72 0 1230.81858 2 615.913269 0.554001986 0.000340938 47.89527174VFIEDVSR 2 16950633 1xTMT6plex [N-Term] 0.677 2.797598839 24.85 0 1193.672754 2 597.3400879 0.121516764 7.25E-05 49.81272705GQVYILGR 2 16950633 1xTMT6plex [N-Term] 1.149 2.488768816 35.64 0 1134.683259 2 567.8463135 1.842851834 0.001045527 48.25251092FAELVYTGFWHSPECEFVR 2 16950633 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 2.30864954 4.84 0 2603.259046 3 868.4243774 -0.17944268 -0.000155712 100.5208331APNTPDILEIEFK 4 16950633 2xTMT6plex [N-Term; K13] 2.18317008 15.92 0 1945.10465 2 973.053833 -2.190449946 -0.002130327 83.74403878IDIVENR 2 16950633 1xTMT6plex [N-Term] 0.801 2.452853918 20.79 0 1087.630889 2 544.3190308 -0.096012869 -5.22E-05 53.3962201345446743 DDX42 ATP-dependent RNA helicase DDX42 11325 NP_031398.2 6.609808102 1 5 5 18 938 102.912 7.02 1.73 1.05 1.39 Non-Significant #N/A DDIEEEDDQEAYFR 2 45446743 1xTMT6plex [N-Term] 100 2.663445234 17.43 0 2002.871526 2 1001.939331 -0.069934903 -7.00E-05 85.23929052TVINYDVAR 4 45446743 1xTMT6plex [N-Term] 1.761 0.995 3.587341309 46.88 0 1279.720767 2 640.364624 0.941249768 0.000602268 42.04303503DILIDPIR 8 45446743 1xTMT6plex [N-Term] 1.297 100 2.790934563 26.57 0 1183.72479 2 592.3652344 -1.349604244 -0.00079878 74.37340636IIDPLPPIDHSEIDYPPFEK 1 45446743 2xTMT6plex [N-Term; K20] 1.278980136 0 2793.511504 3 931.8403931 -1.746325646 -0.001626127 81.65746249VSYLVFDEADR 3 45446743 1xTMT6plex [N-Term] 1.330799937 10.94 0 1542.800139 2 771.902832 -1.135492184 -0.000875919 64.2305745521956645 MTPN myotrophin 136319 NP_665807.1 45.76271186 1 4 4 18 118 12.887 5.52 1.63 100 1.32 34.32 Non-Significant #N/A GPDGLTAFEATDNQAIK 4 21956645 2xTMT6plex [N-Term; K17] 1.432 100 3.950664043 53.51 0 2206.175583 2 1103.590942 -0.441866179 -0.000487417 91.59700504GADINAPDK 2 21956645 2xTMT6plex [N-Term; K9] 1.668 3.071475983 50.3 0 1358.768 2 679.8886108 1.431141804 0.000972295 38.74377753KPLHYAADCGQLEILEFLLLK 7 21956645 3xTMT6plex [N-Term; K1; K21]; 1xCarbamidomethyl [C9] 100 0.758 3.825931787 12 0 3158.825475 3 1053.611084 -2.145112773 -0.002258679 99.29398183EFMWALK 5 21956645 2xTMT6plex [N-Term; K7] 100 1.305 3.383165359 31.66 0 1382.79065 2 691.8988037 -0.231045911 -0.000159744 88.21982112597661 MRPL44 39S ribosomal protein L44, mitochondrial 65080 NP_075066.1 15.96385542 1 5 5 16 332 37.512 8.4 1.12 0.65 100 33.92 Non-Significant #N/A DFLITQMTGK 4 12597661 2xTMT6plex [N-Term; K10] 1.88 3.196857691 35.17 0 1611.918035 2 806.4628906 0.291063187 0.000234585 85.45427765LQENFSLDLLK 4 12597661 2xTMT6plex [N-Term; K11] 100 1.602196574 8.88 0 1778.046407 2 889.5255127 -1.495016871 -0.001329105 81.88941431NLVDFLTGEEVVCHVAR 2 12597661 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 100 1.753752947 8.93 0 2187.142954 3 729.7192383 0.094947497 6.92E-05 96.96267615EAVLLNLK 2 12597661 2xTMT6plex [N-Term; K8] 0.953 3.213471174 23.08 0 1357.881908 2 679.4443359 -0.377650661 -0.000256402 70.56586201ELFEMWK 4 12597661 2xTMT6plex [N-Term; K7] 0.796 0.646 2.408559799 16.54 0 1440.79613 2 720.9008789 -1.144060194 -0.000824179 89.06632608334848198 TWF1 twinfilin-1 isoform 1 5756 NP_001229326.1 11.48459384 1 4 5 16 357 40.993 6.73 0.895 2.12 1.415 1.48 Non-Significant 0.053 EDVSLHGYK 2 334848198 2xTMT6plex [N-Term; K9] 1.41 3.317075253 35.04 0 1505.836414 3 502.6170654 0.151875104 7.62E-05 42.56629165GPAETEATTD 2 334848198 1xTMT6plex [N-Term] 0.88 2.690266132 60.46 0 1220.584392 2 610.7954712 -0.595401016 -0.000363369 30.22760809EAFQALEK 2 334848198 2xTMT6plex [N-Term; K8] 100 2.318218946 21.52 0 1393.809137 2 697.4084473 0.345019442 0.000240446 50.63746534LLEIVER 8 334848198 1xTMT6plex [N-Term] 1.319 2.12 2.699722528 26.44 0 1100.687676 2 550.8470459 -0.782023042 -0.000430382 76.36277902MLYSSCK 2 334848198 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.398 3.105635166 31.94 0 1346.72125 2 673.8643799 0.172838756 0.000116383 48.299032726005731 CHP1 calcineurin B homologous protein 1 11261 NP_009167.1 24.61538462 1 4 4 12 195 22.442 5.1 0.81 0.76 0.79 Non-Significant #N/A TIQEADQDGDSAISFTEFVK 2 6005731 2xTMT6plex [N-Term; K20] 2.867783546 14.52 0 2659.350312 3 887.1216431 0.023975487 2.13E-05 88.60162788ETGFSHSQITR 4 6005731 1xTMT6plex [N-Term] 0.842 0.751 4.910260201 53.17 0 1491.775322 3 497.9298706 -0.176275602 -8.77E-05 29.38325362DELLQVLR 4 6005731 1xTMT6plex [N-Term] 0.242 100 2.539922714 43.04 0 1214.730603 2 607.8688965 -0.071597151 -4.35E-05 72.53604683LYDLDKDEK 2 6005731 3xTMT6plex [N-Term; K6; K9] 0.745 1.870888352 1.43 1 1826.051441 3 609.3553467 0.024850922 1.51E-05 51.2271835213376259 NUP85 nuclear pore complex protein Nup85 isoform 1 79902 NP_079120.1 6.554878049 1 4 4 8 656 74.971 5.55 1.05 1.14 1.09 Non-Significant #N/A DAAFATLVSDR 2 13376259 1xTMT6plex [N-Term] 1.567 3.465020895 52.82 0 1394.74771 2 697.8776855 0.275772993 0.000192317 69.6402108ACMEEMHQVAIAAK 2 13376259 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.135 2.85566926 16.59 0 2047.053894 3 683.0220337 -1.146084033 -0.000782032 47.00954883DVDVYSQILR 2 13376259 1xTMT6plex [N-Term] 0.605 2.381585836 9.5 0 1436.79466 2 718.9016724 0.980019346 0.000704043 74.24281739IDEELTGK 2 13376259 2xTMT6plex [N-Term; K8] 1.072 2.182749748 3.15 0 1362.788067 2 681.8981323 0.675701864 0.000460419 55.88471053533112491 PYCR1 pyrroline-5-carboxylate reductase 1, mitochondrial isoform 5 5831 NP_001269210.1 13.87283237 1 3 3 13 346 35.958 7.61 1.93 1.05 2.39 1.79 Significant 0.045 EGATVYATGTHAQVEDGR 7 533112491 1xTMT6plex [N-Term] 1.934 1.76 2.388 6.852596283 84.08 0 2091.030426 3 697.6818237 0.235147897 0.0001639 35.16212495MLLHSEQHPGQLK 2 533112491 2xTMT6plex [N-Term; K13] 0.646 2.732128859 8.48 0 1976.115172 4 494.7834778 -1.564042031 -0.000772682 46.57213101IMASSPDMDLATVSALR 4 533112491 1xTMT6plex [N-Term] 100 2.455750227 17.22 0 2007.045213 2 1004.02533 -0.91224667 -0.00091546 85.093654374506405 RALB ras-related protein Ral-B 5899 NP_002872.1 24.27184466 1 3 4 19 206 23.394 6.62 1.04 1.18 1.12 1.12 Significant 0.0013 VIMVGSGGVGK 6 4506405 2xTMT6plex [N-Term; K11] 0.917 0.843 1.006 4.565802097 39.7 0 1461.886341 2 731.4470215 0.290630494 0.000212434 49.12669851GQSSLALHK 8 4506405 2xTMT6plex [N-Term; K9] 1.051 1.184 1.12 3.003574371 52.34 0 1398.84692 3 466.9541931 0.791069908 0.000368862 34.58125411VKAEEDKIPLLVVGNK 2 4506405 4xTMT6plex [N-Term; K2; K7; K16] 0.585 2.730922699 7.08 2 2668.678289 4 667.9262085 1.766763867 0.001178731 68.76376764AEEWGVQYVETSAK 3 4506405 2xTMT6plex [N-Term; K14] 1.647565246 16.63 0 2055.079892 2 1028.041992 -1.549348526 -0.001592018 61.302692067706322 C14orf166 UPF0568 protein C14orf166 51637 NP_057123.1 18.85245902 1 4 4 15 244 28.051 6.65 1.05 1.35 1.03 1.14 Significant 0.0081 HILGFDTGDAVLNEAAQILR 2 7706322 1xTMT6plex [N-Term] 1.167 4.200281143 24.49 0 2382.297874 3 794.7703247 -0.610065988 -0.000484453 104.5990704LTQDAVAK 4 7706322 2xTMT6plex [N-Term; K8] 1.119 1.361 3.364673615 41.07 0 1303.798572 2 652.4024048 -0.797216464 -0.000519705 45.10893804LLHIEELR 7 7706322 1xTMT6plex [N-Term] 0.916 1.226 1.029 2.962444544 14.23 0 1251.762238 2 626.3852539 0.793587209 0.000496691 55.6664933NFIVWLEDQK 2 7706322 2xTMT6plex [N-Term; K10] 100 1.290141344 9.07 0 1749.993978 2 875.4992676 -1.553721776 -0.001359502 99.9835586113375695 CARS2 probable cysteine--tRNA ligase, mitochondrial 79587 NP_078813.1 8.156028369 1 5 5 16 564 62.185 8.34 0.6 0.75 0.69 0.68 Significant 0.0041 AALADDFDTPR 6 13375695 1xTMT6plex [N-Term] 0.794 0.689 4.504684925 66.38 0 1420.726974 2 710.8630981 -5.66942916 -0.004027355 47.23929921GLTAHGINIK 2 13375695 2xTMT6plex [N-Term; K10] 0.523 2.278824329 9.9 0 1481.920419 3 494.6443481 -1.300742187 -0.000642532 47.065384EAMLWER 2 13375695 1xTMT6plex [N-Term] 0.841 2.468593359 31.3 0 1163.608045 2 582.3076172 -0.075347537 -4.38E-05 56.82467822ASLKEPEGPR 3 13375695 2xTMT6plex [N-Term; K4] 0.797 0.731 2.639243841 2.12 1 1541.905163 3 514.6395264 -0.737223316 -0.000378909 35.28837081GNVYFDLK 3 13375695 2xTMT6plex [N-Term; K8] 1.252509117 7.8 0 1413.814222 2 707.4105835 -0.234859579 -0.000166024 56.859014398051636 XPOT exportin-T 11260 NP_009166.2 6.340956341 1 5 5 20 962 109.893 5.39 1.11 0.91 100 34.01 Non-Significant #N/A ILMAIDSELVDRDVVHTSEEAR 5 8051636 1xTMT6plex [N-Term] 0.836 0.01 5.129044056 20.58 1 2727.418459 4 682.6096191 -0.664634902 -0.000453184 88.97131223LAQVSPELLLASVR 2 8051636 1xTMT6plex [N-Term] 100 2.119005203 20.98 0 1725.047186 2 863.0269165 -0.365086933 -0.000314896 92.49655823ASALQDMMR 4 8051636 1xTMT6plex [N-Term] 0.475 100 2.654839754 14.44 0 1251.638694 2 626.3240967 1.776206973 0.001111585 55.67995121GVDLYLR 8 8051636 1xTMT6plex [N-Term] 1.233 0.933 2.642050028 24.81 0 1064.630161 2 532.8187256 0.012635256 6.73E-06 62.81896027ALAYFEQLK 1 8051636 2xTMT6plex [N-Term; K9] 1.302204728 1.92 0 1540.913936 2 770.9608765 0.350376277 0.00026995 76.0428302589274169 CIAPIN1 anamorsin isoform 1 57019 NP_064709.2 12.5 1 4 4 11 312 33.561 5.62 1.15 0.81 1.31 1.09 Significant 0.018 SSPSVKPAVDPAAAK 2 89274169 3xTMT6plex [N-Term; K6; K15] 1.382 4.748169422 24.44 0 2112.263165 3 704.7599487 1.007237848 0.000709184 42.16336975EPLTPEEVQSVR 4 89274169 1xTMT6plex [N-Term] 1.194 1.314 3.883500099 42.25 0 1612.874367 2 806.9399414 -1.091583781 -0.000880294 50.69043924VLLSDSNLHDA 4 89274169 1xTMT6plex [N-Term] 1.085 0.811 2.402132273 37.28 0 1412.758274 2 706.8833618 0.829945812 0.000586256 47.50771196KSSPSVKPAVDPAAAK 1 89274169 4xTMT6plex [N-Term; K1; K7; K16] 0.785 3.203713894 1 2469.52106 4 618.1364746 1.218133973 0.000752052 40.0252539732130516 NEMF nuclear export mediator factor NEMF isoform 1 9147 NP_004704.2 2.230483271 1 2 2 10 1076 122.894 6.35 1.41 1.32 1.37 Non-Significant #N/A ESTVHIETHQNTSK 6 32130516 2xTMT6plex [N-Term; K14] 1.399 1.385 5.574944496 44.5 0 2069.102752 4 518.03125 0.201860444 0.000104418 27.37870074EVQTVTSIQK 4 32130516 2xTMT6plex [N-Term; K10] 1.509 0.875 4.984580517 40.05 0 1590.946693 2 795.9782715 1.617501555 0.001286679 42.3293361150417999 UBE2Z ubiquitin-conjugating enzyme E2 Z 65264 NP_075567.2 9.322033898 1 2 2 12 354 38.186 5.62 1.09 1.15 1.17 1.14 Significant 0.00045 LHNENAEMDSDSSSSGTETDLHGSLR 4 150417999 1xTMT6plex [N-Term] 1.048 1.054 6.893827915 47.41 0 3018.354415 4 755.3432007 -1.14038153 -0.000860519 43.029543LHNENAEMDSDSSSSGTETDLHGSLR 4 150417999 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.528 1.929 6.302186489 45.43 0 3034.34933 4 755.3432007 -1.14038153 -0.000860519 43.029543DIMSIYK 4 150417999 2xTMT6plex [N-Term; K7] 1.087 1.151 3.00522995 35.36 0 1327.76958 2 664.3884888 0.090722867 6.02E-05 71.1315570410880983 GPHN gephyrin isoform 1 10243 NP_065857.1 8.842652796 1 5 5 10 769 83.395 5.58 1.06 0.84 0.95 Non-Significant #N/A VLAQDVYAK 2 10880983 2xTMT6plex [N-Term; K9] 0.841 4.274708271 59 0 1464.882636 2 732.9454346 0.652769445 0.000478115 50.01093192GVQCEEEEEEK 2 10880983 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.314 3.044071436 32.34 0 1823.87333 2 912.4412231 1.008786648 0.00091995 31.15168979DLVQDPSLLGGTISAYK 4 10880983 2xTMT6plex [N-Term; K17] 1.057818294 3.12 0 2235.26367 2 1118.133423 -1.834515959 -0.002050313 80.63510451ASHSAVDITK 1 10880983 2xTMT6plex [N-Term; K10] 0.684 2.329732656 0 1486.862963 3 496.2920532 -0.912667855 -0.000452337 32.49976843GSQECFQFILPALPHAIDLLR 1 10880983 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.172485232 0 2654.432594 3 885.4824219 0.044655495 3.95E-05 107.019498742799254 SRRM1 serine/arginine repetitive matrix protein 1 isoform 1 10250 NP_001290377.1 4.912663755 1 4 4 15 916 103.734 11.84 0.96 1.23 0.93 1.04 Significant 0.0083 VKEPSVQEATSTSDILK 2 742799254 3xTMT6plex [N-Term; K2; K17] 1.512 5.648661613 58.84 1 2519.453545 3 840.4880371 -1.582320056 -0.001328861 54.83420078



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms MAAADSVQQR 6 742799254 1xTMT6plex [N-Term] 1.002 0.969 0.938 3.635987282 40.37 0 1305.67825 2 653.3424683 -0.452045948 -0.000295113 30.54526068FAECLEK 4 742799254 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.94 1.923 3.132550001 29.44 0 1354.744094 2 677.8757935 0.159450086 0.000108007 57.01155254VPKPEPIPEPK 3 742799254 3xTMT6plex [N-Term; K3; K11] 0.932 0.933 3.100720406 9.15 0 1918.198046 3 640.0710449 0.279129481 0.000178475 44.756418064826649 MRPL49 39S ribosomal protein L49, mitochondrial 740 NP_004918.1 27.10843373 1 4 4 8 166 19.186 9.45 1.07 0.92 1 Non-Significant #N/A TPVTQVNEVTGTLR 2 4826649 1xTMT6plex [N-Term] 1.07 3.707746506 51.96 0 1743.980229 2 872.4954834 1.984774149 0.001730703 56.34598204KVEGDIWALQK 2 4826649 3xTMT6plex [N-Term; K1; K11] 1.006 3.179267645 14.91 1 1974.199109 3 658.7316895 -9.418290457 -0.00619786 62.08605016GYFDQELK 2 4826649 2xTMT6plex [N-Term; K8] 0.718 2.965260506 34.75 0 1457.804052 2 729.4053955 -0.368516176 -0.000268612 51.64479991DVEDFLSPLLGK 2 4826649 2xTMT6plex [N-Term; K12] 2.202072382 22.43 0 1791.030423 2 896.0172119 -1.828747203 -0.001637671 103.02914616912676 SNW1 SNW domain-containing protein 1 isoform 2 22938 NP_036377.1 9.701492537 1 4 4 9 536 61.456 9.52 100 0.71 1.2 33.97 Non-Significant #N/A EVMNADDPDLQRPDEEAIK 2 6912676 2xTMT6plex [N-Term; K19] 1.061 3.732685089 11.63 0 2643.333616 3 881.7820435 -0.771438343 -0.000679723 47.34875506GLQTVHINENFAK 3 6912676 2xTMT6plex [N-Term; K13] 100 0.705 2.680447817 23.41 0 1929.095817 3 643.7037964 0.528320132 0.000339727 39.08215786FVPDKEFSGSDR 2 6912676 2xTMT6plex [N-Term; K5] 1.389 3.578615665 10.68 1 1841.979784 3 614.6611328 -5.938584449 -0.003646251 45.63105096LAPAQYIR 2 6912676 1xTMT6plex [N-Term] 1.101 2.852555037 23.1 0 1160.698909 2 580.8529663 -0.218267468 -0.000126671 45.6643020433946329 RALA ras-related protein Ral-A precursor 5898 NP_005393.2 23.30097087 1 3 4 25 206 23.552 7.11 0.89 0.9 0.92 0.9 Significant 0.000095 VIMVGSGGVGK 6 33946329 2xTMT6plex [N-Term; K11] 0.917 0.843 1.006 4.565802097 39.7 0 1461.886341 2 731.4470215 0.290630494 0.000212434 49.12669851VKEDENVPFLLVGNK 6 33946329 3xTMT6plex [N-Term; K2; K15] 0.79 1.011 2.810201406 14.14 1 2388.410558 3 796.807251 -1.406002122 -0.00111937 64.89412523QVSVEEAK 11 33946329 2xTMT6plex [N-Term; K8] 0.876 0.922 0.903 3.680386543 46.72 0 1347.788402 2 674.3967896 -1.557424322 -0.001049539 36.2164642AEQWNVNYVETSAK 2 33946329 2xTMT6plex [N-Term; K14] 1.591884017 4.29 0 2097.10169 2 1049.053101 -1.318628533 -0.001382649 56.55933317203098013 RETSAT all-trans-retinol 13,14-reductase precursor 54884 NP_060220.3 6.393442623 1 4 4 14 610 66.777 8.28 0.95 1.15 1.57 1.22 Significant 0.022 GACYGADHDLGR 4 203098013 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.895 0.953 4.133375168 35.47 0 1520.711341 3 507.574707 -1.166260948 -0.000591182 29.8434281EKFPQEEAIIDK 2 203098013 3xTMT6plex [N-Term; K2; K12] 1.252 4.483999252 17.67 1 2134.236282 3 712.0826416 -1.363661248 -0.000970125 65.67140698GSDYETFK 2 203098013 2xTMT6plex [N-Term; K8] 1.443 3.15522337 42.33 0 1404.741117 2 702.8748779 0.969736956 0.000681115 47.90439057AYIQGLK 6 203098013 2xTMT6plex [N-Term; K7] 1.778 1.677 1.693 2.965739012 41.78 0 1250.787279 2 625.8983154 1.658770767 0.001037385 50.883827215032007 PURA transcriptional activator protein Pur-alpha 5813 NP_005850.1 13.66459627 1 3 3 13 322 34.889 6.44 0.71 0.86 0.78 Non-Significant #N/A LIDDYGVEEEPAELPEGTSLTVDNK 5 5032007 2xTMT6plex [N-Term; K25] 2.76659584 22.93 0 3191.624755 3 1064.546143 -0.276005387 -0.000293635 79.93996094IAEVGAGGNK 4 5032007 2xTMT6plex [N-Term; K10] 0.698 0.853 3.229286671 41.79 0 1373.815285 2 687.4115601 0.406515485 0.000279239 46.41590731FFFDVGSNK 4 5032007 2xTMT6plex [N-Term; K9] 0.782 0.91 3.243096113 52.64 0 1518.835686 2 759.9209595 -0.687226865 -0.000521892 87.0071468614043026 VAMP8 vesicle-associated membrane protein 8 8673 NP_003752.2 24 1 3 3 12 100 11.431 7.34 0.84 1.31 0.78 0.97 Significant 0.028 NKTEDLEATSEHFK 8 14043026 3xTMT6plex [N-Term; K2; K14] 0.734 0.587 0.777 4.239429951 17.97 1 2336.270101 4 584.822876 -0.182805811 -0.000106771 42.72165475NLQSEVEGVK 2 14043026 2xTMT6plex [N-Term; K10] 1.108 4.172159195 63.56 0 1560.899743 2 780.9522705 -1.58781138 -0.001239207 51.76890207TEDLEATSEHFK 2 14043026 2xTMT6plex [N-Term; K12] 1.814 3.602699041 29.77 0 1864.969279 3 622.3277588 -0.297942073 -0.000185218 45.4248154758488 GTF2F2 general transcription factor IIF subunit 2 2963 NP_004119.1 22.89156627 1 5 5 13 249 28.363 9.23 1.14 1.04 1.08 1.09 Significant 0.00071 EHPFVLQSVGGQTLTVFTESSSDK 2 4758488 2xTMT6plex [N-Term; K24] 2.878368616 14.65 0 3051.603901 3 1017.874329 1.485002638 0.001510547 85.83388284GELDLTGAK 6 4758488 2xTMT6plex [N-Term; K9] 1.421 1.042 1.084 3.994064331 62.12 0 1361.804052 2 681.4055176 -0.21521727 -0.000146542 46.2777673NTWELKPEYR 1 4758488 2xTMT6plex [N-Term; K6] 0.677 2.281984568 0 1793.99504 3 598.6702881 0.708400962 0.000423623 52.1209896DLVDITK 2 4758488 2xTMT6plex [N-Term; K7] 1.75 2.595827103 20.64 0 1261.776774 2 631.3926392 0.972755512 0.0006137 53.72631502LSQQLDK 2 4758488 2xTMT6plex [N-Term; K7] 1.547 3.04257679 26.4 0 1289.782922 2 645.3948364 -0.407873626 -0.000263034 43.57302522665821177 CPSF6 cleavage and polyadenylation specificity factor subunit 6 isoform 2 11052 NP_001287876.1 10.03401361 1 4 4 12 588 63.432 7.71 0.907 1.608 0.646 1.05 Non-Significant 0.066 ELHGQNPVVTPCNK 2 665821177 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 0.923 5.7014184 33.77 0 2051.110815 3 684.3748779 -0.358138104 -0.00024486 40.97295VLISSLQDCLHGIESK 4 665821177 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 2.122093439 18.49 0 2257.262624 3 753.092041 -0.467106979 -0.000351461 81.4929493KTTQSGQMSGEGK 4 665821177 3xTMT6plex [N-Term; K1; K13] 0.783 1.608 3.297106266 8.94 1 2026.1206 3 676.045166 0.17004263 0.000114842 27.77470662GPPPTDPYGRPPPYDR 2 665821177 1xTMT6plex [N-Term] 0.646 2.732086182 2.43 0 2011.023491 3 671.013855 1.750934996 0.001173724 36.9694645109452587 FAM98B protein FAM98B 283742 NP_775882.2 17.09006928 1 4 4 14 433 45.519 8.69 1.04 0.74 0.89 Non-Significant #N/A MDLNSEQAEQLER 4 109452587 1xTMT6plex [N-Term] 1.02 0.744 3.065888643 24.85 0 1791.874443 2 896.4419556 1.223011367 0.001095741 56.37309896AAEGGLSSPEFSELCIWLGSQIK 2 109452587 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C15] 2.469590425 16.67 0 2937.543215 3 979.8511353 -1.485209905 -0.001454289 108.3484425SLCNLEESITSAGR 6 109452587 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 100 1.791490674 30.65 0 1765.895179 2 883.4517212 0.558902264 0.000493481 58.3929931GPEPGPQPTMEGDVLDTLEALGYK 2 109452587 2xTMT6plex [N-Term; K24] 1.808975458 5.03 0 2972.53271 3 991.5125122 -3.272135198 -0.003242176 105.6491737194473668 MPST 3-mercaptopyruvate sulfurtransferase isoform 1 4357 NP_066949.2 10.41009464 1 3 3 16 317 35.228 6.61 0.67 0.67 0.73 0.69 Significant 0.00084 ALVSAQWVAEALR 4 194473668 1xTMT6plex [N-Term] 100 0.76 3.257738352 27.08 0 1642.947807 2 821.9777222 0.219821918 0.000180578 93.67139276ARPEDVISEGR 6 194473668 1xTMT6plex [N-Term] 0.65 0.654 4.946254253 38.17 0 1457.790972 3 486.6011353 -1.45362286 -0.000706359 36.34403317AQLDPAFIK 6 194473668 2xTMT6plex [N-Term; K9] 0.939 0.634 2.979216814 26.43 0 1460.887722 2 730.9487915 1.769265204 0.001292349 62.3812276522129778 SRXN1 sulfiredoxin-1 140809 NP_542763.1 37.95620438 1 3 3 16 137 14.25 8.19 1.24 0.98 1.24 1.15 Significant 0.0056 GAPEGPGPSGGAQGGSIHSGR 10 22129778 1xTMT6plex [N-Term] 1.473 0.979 1.302 5.258285046 74.5 0 2062.026344 3 688.0134277 -0.297763836 -0.000204666 22.90471183GAQGGDYFYSFGGCHR 4 22129778 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.086 0.948 3.675156355 24.85 0 2007.89691 3 669.9708862 0.595300187 0.000398434 47.82747699EDPDSVPPIDVLWIK 2 22129778 2xTMT6plex [N-Term; K15] 1.743740201 3.65 0 2181.220742 2 1091.113525 -0.443865552 -0.000484084 96.354084957705437 NIP7 60S ribosome subunit biogenesis protein NIP7 homolog isoform 1 51388 NP_057185.1 31.11111111 1 4 4 12 180 20.449 8.51 1.1 100 2.05 34.38 Non-Significant #N/A KVDPMAIVVFHQADIGEYVR 6 7705437 2xTMT6plex [N-Term; K1] 1.123 100 3.118654966 21.84 1 2745.516213 4 687.1335449 -1.406956725 -0.000965706 73.20826085LAANISGDK 2 7705437 2xTMT6plex [N-Term; K9] 2.17 4.112305641 37.08 0 1346.804386 2 673.9003906 -8.079391568 -0.00544068 43.70020062YIGENLQLLVDRPDGTYCFR 2 7705437 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.564 1.896191001 1.6 0 2658.354737 3 886.7904053 0.724196168 0.000641723 83.52575057VYYVSEK 2 7705437 2xTMT6plex [N-Term; K7] 1.901 3.256234407 31.65 0 1345.776774 2 673.3917847 -0.357848398 -0.000240792 42.6357529811095441 ALDH6A1 methylmalonate-semialdehyde dehydrogenase [acylating], mitochondrial isoform 1 precursor 4329 NP_005580.1 9.906542056 1 5 5 12 535 57.803 8.5 0.72 0.87 0.9 0.83 Significant 0.0045 AEMDAAIASCK 2 11095441 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.614 3.141621351 44.28 0 1624.843885 2 812.9263916 0.998288599 0.000811032 60.81976739VPGATMLLAK 2 11095441 2xTMT6plex [N-Term; K10] 0.564 2.835828066 35.2 0 1458.911828 2 729.9602661 0.978562608 0.000713818 70.23424485DMDLYSYR 4 11095441 1xTMT6plex [N-Term] 0.735 0.888 3.240768909 23.71 0 1291.619004 2 646.3123779 -1.180464688 -0.000762355 52.20047133WIDIHNPATNEVIGR 2 11095441 1xTMT6plex [N-Term] 1.183 1.909813046 3.49 0 1964.055125 3 655.3560791 -0.733663375 -0.000480318 67.26407AISFVGSNK 2 11095441 2xTMT6plex [N-Term; K9] 0.895 1.70238173 1.74 0 1380.825121 2 690.9155273 -0.972883879 -0.000671691 48.803333854506651 RPL36AL 60S ribosomal protein L36a-like 6166 NP_000992.1 38.67924528 1 2 5 18 106 12.461 10.65 0.87 1.09 0.94 0.97 Significant 0.0045 GKDSLYAQGR 5 4506651 2xTMT6plex [N-Term; K2] 0.77 0.804 0.568 2.548579454 9.99 1 1552.884761 3 518.300415 1.243091075 0.000643459 22.39226021DSLYAQGR 6 4506651 1xTMT6plex [N-Term] 1.472 1.515 1.36 2.911858082 38.99 0 1138.605403 2 569.8052979 -1.83009572 -0.001041878 29.35013267HFELGGDK 2 4506651 2xTMT6plex [N-Term; K8] 0.894 3.013118267 19.43 0 1360.762521 2 680.8845825 -0.465026724 -0.000316395 43.31327094KQSGYGGQTKPIFR 3 4506651 3xTMT6plex [N-Term; K1; K10] 1.515 0.931 2.056581974 2.12 1 2254.327497 4 564.3375244 0.341922924 0.000192702 38.58026587LECVEPNCR 2 4506651 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C8] 1.857560992 19.05 0 1405.676536 2 703.3415527 -0.503189199 -0.000353661 41.45974267706501 WBP11 WW domain-binding protein 11 51729 NP_057396.1 6.708268331 1 4 4 14 641 69.954 8.38 1.13 1.24 1.09 1.16 Significant 0.0015 AVSILPLLGHGVPR 2 7706501 1xTMT6plex [N-Term] 1.41 3.376043081 34.08 0 1658.031477 3 553.3483276 -0.631453539 -0.00034899 85.15259236KLEVEYEQK 4 7706501 3xTMT6plex [N-Term; K1; K9] 1.137 1.123 3.448629141 40.46 1 1853.098726 3 618.3699951 -1.777486753 -0.001097953 51.03940617DDVYEAFMK 2 7706501 2xTMT6plex [N-Term; K9] 0.917 2.041393042 30.73 0 1575.812902 2 788.4072266 -3.633169264 -0.002862597 82.35101767ADDTSAATIEK 6 7706501 2xTMT6plex [N-Term; K11] 1.106 1.371 1.092 4.461568356 55.24 0 1579.857938 2 790.4276733 -6.245789623 -0.00493373 36.79552371115430252 STK39 STE20/SPS1-related proline-alanine-rich protein kinase 27347 NP_037365.2 11.00917431 1 3 4 12 545 59.436 6.29 1.32 0.97 100 34.09 Non-Significant #N/A ADMWSFGITAIELATGAAPYHK 3 115430252 2xTMT6plex [N-Term; K22] 0.965 5.181327343 48.69 0 2808.479493 3 936.8338013 2.619858401 0.002452606 118.2750235EVLEGLDYLHR 6 115430252 1xTMT6plex [N-Term] 3.269 100 2.871629238 23.91 0 1572.858323 3 524.9581299 0.962285297 0.000504513 66.35553651RPTAAELLK 2 115430252 2xTMT6plex [N-Term; K9] 1.245 3.675566435 27.27 0 1456.92517 3 486.3136292 0.799211378 0.00038813 43.37741838TFVGTPCWMAPEVMEQVR 1 115430252 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.797627509 0 2367.149696 2 1184.080444 1.654513816 0.001958241 88.766372514249718 TCEAL3 transcription elongation factor A protein-like 3 85012 NP_116315.1 19.5 1 3 3 10 200 22.489 4.92 1.19 1.91 1.38 1.49 Significant 0.02 REDEGEPGDEGQLEDEGSQEK 6 14249718 2xTMT6plex [N-Term; K21] 1.907 1.375 5.829108238 47.89 1 2791.290625 3 931.100769 -1.028553268 -0.000956997 33.77867687DSQEDLQER 2 14249718 1xTMT6plex [N-Term] 1.527 3.244599342 46.22 0 1348.654203 2 674.8312988 0.828749317 0.000558848 27.77921759RPAEDYVPR 2 14249718 1xTMT6plex [N-Term] 1.125 3.442319393 23.75 0 1331.726915 3 444.5808105 0.723497148 0.000321167 33.6383814394400932 STX5 syntaxin-5 isoform 1 6811 NP_003155.2 16.05633803 1 4 4 8 355 39.648 9.16 0.83 1.17 0.63 0.87 Significant 0.031 APVSALPLAPNHLGGGAVVLGAESHASK 2 94400932 2xTMT6plex [N-Term; K28] 0.927 4.41981554 24.68 0 3078.746423 4 770.4417725 -0.377873358 -0.000290844 69.22600461AVEIEELTYIIK 2 94400932 2xTMT6plex [N-Term; K12] 0.01 2.640439034 42.91 0 1879.119238 2 940.0628052 -0.480958536 -0.000451889 100.4620455DLSNTFAK 3 94400932 2xTMT6plex [N-Term; K8] 1.654 1.194 0.626 2.709440231 0 1353.777837 2 677.3917236 -1.230818181 -0.000833127 48.45853521TQEFLSACK 1 94400932 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.759 1.161409259 0 1541.839785 2 771.4224854 -1.356422953 -0.001045693 51.403043975174659 S100A13 protein S100-A13 6284 NP_005970.1 39.79591837 1 4 4 24 98 11.464 6.16 0.93 0.88 0.84 0.88 Significant 0.00087 SLDVNQDSELK 10 5174659 2xTMT6plex [N-Term; K11] 0.95 0.875 0.823 4.158743858 54.25 0 1705.93725 2 853.4714355 -0.970695874 -0.000827973 48.81278941ELVTQQLPHLLK 6 5174659 2xTMT6plex [N-Term; K12] 0.848 0.875 3.427033663 42.73 0 1877.16244 3 626.3931885 1.370371383 0.00085747 76.43915515LIGELAK 6 5174659 2xTMT6plex [N-Term; K7] 0.926 0.87 100 2.834546804 32.45 0 1201.79203 2 601.3997803 0.210874152 0.000126713 69.74110221DSLSVNEFK 2 5174659 2xTMT6plex [N-Term; K9] 100 1.594262719 6.99 0 1496.83608 2 748.9217529 0.099723261 7.46E-05 51.4882212546276863 PTMS parathymosin 5763 NP_002815.3 22.54901961 1 3 3 31 102 11.523 4.16 0.98 0.98 1.12 1.03 Significant 0.0021 SVEAAAELSAK 12 46276863 2xTMT6plex [N-Term; K11] 1.097 1.047 1.161 5.094969273 74.97 0 1533.888844 2 767.4497681 2.226845072 0.001707866 44.84881778AAEEEDEADPK 12 46276863 2xTMT6plex [N-Term; K11] 1.046 1.05 1.075 3.328649044 55.4 0 1661.827031 2 831.4174194 0.319520129 0.000265494 30.12864867AAEEEDEADPKR 7 46276863 2xTMT6plex [N-Term; K11] 0.58 0.833 1.092 4.073330879 45.83 1 1817.928142 3 606.6480103 0.734512926 0.000445097 26.901832814505895 PLRG1 pleiotropic regulator 1 isoform 1 5356 NP_002660.1 7.19844358 1 3 3 10 514 57.158 9.17 1.07 1.33 1.34 1.25 Significant 0.005 GPQNATDSYVHK 2 4505895 2xTMT6plex [N-Term; K12] 1.013 4.55318737 62.95 0 1774.948818 3 592.3206177 -0.855468417 -0.000506138 37.89696697ASVHTLSGHTNAVATVR 6 4505895 1xTMT6plex [N-Term] 1.286 1.199 1.336 6.480752468 49.33 0 1950.071838 3 650.6951904 -0.420308074 -0.00027321 30.37083039LLTAEADK 2 4505895 2xTMT6plex [N-Term; K8] 1.432 3.334930897 28.95 0 1318.798238 2 659.9019775 -1.182540157 -0.000779766 53.2431855662198232 HMGCL hydroxymethylglutaryl-CoA lyase, mitochondrial isoform 1 precursor 3155 NP_000182.2 15.07692308 1 4 4 13 325 34.338 8.54 0.6 0.52 0.48 0.53 Significant 0.0043 GFEAAVAAGAK 4 62198232 2xTMT6plex [N-Term; K11] 0.887 0.266 4.148071289 64.85 0 1449.846585 2 725.4271851 0.350628261 0.000254179 47.0781394AAQSANISVR 6 62198232 1xTMT6plex [N-Term] 0.598 0.452 0.602 3.749337196 54.92 0 1245.711265 2 623.3591919 -0.126562986 -7.88E-05 31.54036939GYVSCALGCPYEGK 2 62198232 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C5; C9] 1.321564078 1.03 0 2019.00799 2 1010.006958 -0.66889006 -0.000675247 51.65713738LLEAGNFICQALNR 1 62198232 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.092959762 0 1847.999919 2 924.5023193 -1.383467661 -0.001278324 92.1998136115011916 GAR1 H/ACA ribonucleoprotein complex subunit 1 54433 NP_127460.1 23.04147465 1 5 5 21 217 22.334 10.92 0.174 0.969 0.95 0.7 Non-Significant 0.12 VVLLGEFLHPCEDDIVCK 10 15011916 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C11; C17] 100 2.109380245 20.89 0 2601.382088 3 867.7976074 -1.467902156 -0.001272858 89.86693792VDEIFGQLR 2 15011916 1xTMT6plex [N-Term] 100 2.386988163 25.07 0 1305.736417 2 653.3725586 1.090279387 0.000711809 84.94461427DFYFSVK 4 15011916 2xTMT6plex [N-Term; K7] 0.702 0.85 3.290985346 38.11 0 1363.76621 2 682.3865356 -0.304283047 -0.000207485 77.13658256FLPRPPGEK 3 15011916 2xTMT6plex [N-Term; K9] 0.126 0.945 2.930576324 11.5 0 1498.914605 3 500.3092651 -0.909317875 -0.00045433 43.91847439FYIDPYK 2 15011916 2xTMT6plex [N-Term; K7] 100 1.566347122 9.98 0 1403.79751 2 702.4020386 -0.505223551 -0.000354616 59.9708675355953123 RWDD1 RWD domain-containing protein 1 isoform a 51389 NP_057036.2 21.81069959 1 4 4 9 243 27.922 4.2 0.98 1.54 1.26 Non-Significant #N/A LNEIVDQIK 2 55953123 2xTMT6plex [N-Term; K9] 1.429169893 22.85 0 1529.930315 2 765.4688721 0.099887311 7.64E-05 85.69058194MKEEEQAGK 2 55953123 3xTMT6plex [N-Term; K2; K9] 1.541 3.162605524 14.35 1 1736.981982 3 579.6652832 -0.394558281 -0.000228447 30.95226295FDAELLEIK 3 55953123 2xTMT6plex [N-Term; K9] 0.984 2.034646034 23.96 0 1535.908517 2 768.4573975 -0.64999843 -0.000499169 85.8787218YPDEAPLYEIFSQENLEDNDVSDILK 2 55953123 2xTMT6plex [N-Term; K26] 1.853019595 0 3514.751747 3 1172.25415 -1.095035554 -0.001282926 101.433707421359894 ITPK1 inositol-tetrakisphosphate 1-kinase isoform a 3705 NP_055031.2 9.903381643 1 3 3 19 414 45.592 6.16 1.21 1.3 1.48 1.33 Significant 0.0035 AEADAGGTAK 6 21359894 2xTMT6plex [N-Term; K10] 1.128 1.296 1.261 3.939502954 67.93 0 1348.747265 2 674.8769531 -0.471089 -0.00031769 29.67435675LTDVILEADQNDSQSLELVHR 8 21359894 1xTMT6plex [N-Term] 1.713 100 4.047520161 62.77 0 2624.372889 3 875.4624634 -0.020028892 -1.75E-05 82.14642149KIEAYMEDDR 5 21359894 2xTMT6plex [N-Term; K1] 1.119 1.198 1.515 4.6682868 10.62 1 1727.903842 3 576.6391602 -0.529335735 -0.00030488 37.8402457591984773 NAXE NAD(P)H-hydrate epimerase precursor 128240 NP_658985.2 19.79166667 1 4 4 20 288 31.654 7.66 0.85 1.11 1.17 1.04 Significant 0.0087 GLTVPIASIDIPSGWDVEK 14 91984773 2xTMT6plex [N-Term; K19] 0.726 1.171 1.293 3.817337751 55.47 0 2455.384847 3 819.131897 -1.510851562 -0.001236574 94.59682334FVPPALEK 4 91984773 2xTMT6plex [N-Term; K8] 0.903 0.912 0.944 2.607087612 27.71 0 1358.844794 2 679.9241943 -2.709844524 -0.001841129 58.94687496GNAGGIQPDLLISLTAPK 1 91984773 2xTMT6plex [N-Term; K18] 1.163601041 0 2223.311289 2 1112.15564 -3.277072879 -0.003642977 86.39235388LFGYEPTIYYPK 1 91984773 2xTMT6plex [N-Term; K12] 0.824032545 0 1949.082458 2 975.0440674 -0.820891065 -0.000799992 79.051726144502315 ATP6V1C1 V-type proton ATPase subunit C 1 528 NP_001686.1 11.51832461 1 5 5 11 382 43.914 7.46 1 100 1.2 34.06 Non-Significant #N/A GVTQIDNDLK 4 4502315 2xTMT6plex [N-Term; K10] 0.977 1.195 4.127768517 52.58 0 1560.899743 2 780.9539185 0.523726182 0.000408742 51.43512239DFQYNEEEMK 2 4502315 2xTMT6plex [N-Term; K10] 1.61 2.834013462 20.38 0 1790.867122 2 895.9359131 -1.436409264 -0.001286209 58.91752153ASAYNNLK 2 4502315 2xTMT6plex [N-Term; K8] 0.923 3.801841736 50.85 0 1338.778171 2 669.8935547 1.24104578 0.000830743 38.8314369FNIPDLK 1 4502315 2xTMT6plex [N-Term; K7] 1.535767078 19.09 0 1304.797844 2 652.9016724 -1.361148354 -0.000888012 67.73437101IDCNLLEFK 2 4502315 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 100 1.786032319 5.8 0 1609.902386 2 805.4543457 -0.603094795 -0.000485462 78.1747817121361837 PITHD1 PITH domain-containing protein 1 57095 NP_065095.2 16.58767773 1 3 3 9 211 24.163 5.74 1.11 0.71 1.17 0.99 Significant 0.02 GIIIMGEDDDSHPSEMR 2 21361837 1xTMT6plex [N-Term] 0.693 3.149533033 16.72 0 2130.99972 3 716.3358154 -0.811236744 -0.000580574 48.68827215GIIIMGEDDDSHPSEMR 2 21361837 1xTMT6plex [N-Term]; 1xOxidation [M16] 0.854 2.330700159 22.2 0 2146.994635 3 716.3358154 -0.811236744 -0.000580574 48.68827215GVFKPWEER 3 21361837 2xTMT6plex [N-Term; K4] 1.102 1.166 2.999055386 7.41 0 1605.915333 3 535.9738159 -5.254869867 -0.002812959 48.90674761GLAYGLYLR 2 21361837 1xTMT6plex [N-Term] 100 1.620543599 25.82 0 1254.740774 2 627.8739014 -0.19765487 -0.000124003 76.0789236362865879 PTRH2 peptidyl-tRNA hydrolase 2, mitochondrial isoform a 51651 NP_001015509.1 26.66666667 1 3 3 17 180 19.312 8.73 0.65 0.95 1.1 0.9 Significant 0.021 VAAQCSHAAVSAYK 9 62865879 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 0.656 1.003 1.112 6.303393364 71.5 0 1921.036588 3 641.0170288 -0.028341063 -1.81E-05 44.71103958THTDTESEASILGDSGEYK 2 62865879 2xTMT6plex [N-Term; K19] 0.594 3.287692785 3.94 0 2498.229863 3 833.4146118 -0.232380851 -0.000193514 54.45648798APDEETLIALLAHAK 6 62865879 2xTMT6plex [N-Term; K15] 0.576 0.527 0.627 2.644777298 25.2 0 2050.194862 3 684.0699463 0.206632645 0.000141212 92.0075467170166645 PUS1 tRNA pseudouridine synthase A, mitochondrial isoform 1 80324 NP_079491.2 9.836065574 1 4 4 14 427 47.44 8.41 1.01 0.72 1.02 0.92 Significant 0.011 GVSAAGQVVSLK 4 70166645 2xTMT6plex [N-Term; K12] 0.669 4.112510681 45.42 0 1573.967763 2 787.4874268 -0.11812464 -9.30E-05 48.1374538VWLIDDILEK 6 70166645 2xTMT6plex [N-Term; K10] 3.055 0.723 2.836356878 41.43 0 1702.01913 2 851.5125732 -0.740177124 -0.000629898 108.7216418APGLGLVLER 2 70166645 1xTMT6plex [N-Term] 0.903 2.913357258 28.45 0 1253.777888 2 627.3925171 -0.103934129 -6.52E-05 73.40967856VWEDGEHPAK 2 70166645 2xTMT6plex [N-Term; K10] 1.143 2.797786474 18.15 0 1625.868777 3 542.6282349 0.845258771 0.000458093 42.26444529117938759 GNAS protein GNAS isoform XLas 2778 NP_536350.2 4.43587271 1 3 4 25 1037 110.956 5.03 0.8 0.97 100 33.92 Non-Significant #N/A ILLLGAGESGK 18 117938759 2xTMT6plex [N-Term; K11] 0.902 0.919 0.846 3.951235533 49.11 0 1515.95105 2 758.4802856 1.480594682 0.001122255 72.51511041ALWEDEGVR 6 117938759 1xTMT6plex [N-Term] 0.78 0.9 3.914387703 51.45 0 1303.684381 2 652.3456421 -0.286733751 -0.000186905 58.77773503VLTSGIFETK 4 117938759 2xTMT6plex [N-Term; K10] 100 100 2.050863266 25.56 0 1552.935066 2 776.9705811 -0.760006423 -0.00059012 71.64289677YTTPEDATPEPGEDPR 6 117938759 1xTMT6plex [N-Term] 1.3 1.379 100 3.03663826 29.05 0 2003.939546 2 1002.472473 -0.936106551 -0.00093795 35.88573624826878 OXSR1 serine/threonine-protein kinase OSR1 9943 NP_005100.1 11.9544592 1 3 4 12 527 57.986 6.43 2.102 0.896 1.107 1.37 Non-Significant 0.066 TAQALSSGSGSQETK 2 4826878 2xTMT6plex [N-Term; K15] 100 3.261998892 37.29 0 1910.023105 2 955.5152588 0.071087164 6.79E-05 34.13179509EVLEGLEYLHK 6 4826878 2xTMT6plex [N-Term; K11] 0.735 0.896 1.107 2.972691059 29.26 0 1788.030757 3 596.6812134 -0.934007021 -0.000556678 67.01071028DTAEGVSQELISAGLVDGR 3 4826878 1xTMT6plex [N-Term] 100 1.118016243 12.65 0 2146.118907 2 1073.561768 -1.233992088 -0.001324147 71.09039827TFVGTPCWMAPEVMEQVR 1 4826878 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.797627509 0 2367.149696 2 1184.080444 1.654513816 0.001958241 88.766372517017988 COX5B cytochrome c oxidase subunit 5B, mitochondrial precursor 1329 NP_001853.2 29.45736434 1 4 4 26 129 13.687 8.81 1.02 1.03 1.08 1.04 Significant 0.00032 EDPNLVPSISNK 6 17017988 2xTMT6plex [N-Term; K12] 1.137 0.614 2.878032207 38.19 0 1771.000185 2 886.0045166 0.887381683 0.000785777 58.96832123GLDPYNVLAPK 6 17017988 2xTMT6plex [N-Term; K11] 1.153 1.611 1.423 1.981490612 34.64 0 1644.972514 2 822.9893188 -0.700786595 -0.000576387 64.81149086EIMLAAK 6 17017988 2xTMT6plex [N-Term; K7] 1.071 1.034 1.048 3.306003094 36.87 0 1233.764101 2 617.3853149 -0.606223821 -0.000373969 48.56282987LVPQQLAH 2 17017988 1xTMT6plex [N-Term] 0.995 2.723503113 47.93 0 1134.683259 2 567.8459473 1.197366084 0.000679316 46.80626617EIMLAAK 6 17017988 2xTMT6plex [N-Term; K7]; 1xOxidation [M3] 1.145 0.983 1.241 2.417756081 23.79 0 1249.759016 2 617.3853149 -0.606223821 -0.000373969 48.562829877657234 C11orf58 small acidic protein 10944 NP_055082.1 26.2295082 1 3 3 12 183 20.32 4.72 0.8 1.68 1.24 Non-Significant #N/A SASPDDDLGSSNWEAADLGNEER 4 7657234 1xTMT6plex [N-Term] 1.508 5.884679317 67.6 0 2664.185876 3 888.7327881 -0.775262044 -0.000688481 62.7708099KINEELESQYQQSMDSK 6 7657234 3xTMT6plex [N-Term; K1; K17] 100 2.419830561 15.88 1 2744.437971 3 915.4830322 -1.248860549 -0.001142473 52.99560701ESHPHGVK 2 7657234 2xTMT6plex [N-Term; K8] 0.801 1.979374409 20.51 0 1348.773755 3 450.2619019 -1.929377395 -0.000867431 23.8461388828460688 TXLNA alpha-taxilin 200081 NP_787048.1 8.424908425 1 4 4 14 546 61.853 6.52 1.37 1.13 1.04 1.18 Significant 0.0069 VQDLSAGGQGSLTDSGPER 4 28460688 1xTMT6plex [N-Term] 2.616 1.537 4.32667017 47.29 0 2103.051556 2 1052.030151 0.699247896 0.000735277 43.41858766DKELEGLQVK 6 28460688 3xTMT6plex [N-Term; K2; K10] 1.196 1.111 1.037 3.015638113 4.12 1 1846.125275 3 616.0465698 -0.064365807 -3.96E-05 46.15950578LIEQYELR 2 28460688 1xTMT6plex [N-Term] 1.557 3.36792779 44.71 0 1292.741168 2 646.8739014 -0.496515189 -0.000320933 65.04435692ALLEMAEEK 2 28460688 2xTMT6plex [N-Term; K9] 1.604618549 5.18 0 1491.849287 2 746.4265747 -2.288720427 -0.001707213 68.9105424715208660 TRIM21 E3 ubiquitin-protein ligase TRIM21 6737 NP_003132.2 7.789473684 1 4 4 17 475 54.135 6.38 0.54 100 0.38 33.64 Non-Significant #N/A IHAEFVQQK 2 15208660 2xTMT6plex [N-Term; K9] 0.528 4.675020695 43.04 0 1557.915333 3 519.9771118 0.929973014 0.00048294 30.95917293EAWDLGVCR 6 15208660 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.728 100 0.378 3.022592545 25.27 0 1334.672437 2 667.8395386 -0.476732376 -0.000318141 56.8557546LQVALGELR 6 15208660 1xTMT6plex [N-Term] 1.881690621 39.78 0 1227.762238 2 614.3843384 -0.682275576 -0.000418836 60.84707341DLDITSPELR 3 15208660 1xTMT6plex [N-Term] 0.506 3.730735779 44.38 0 1387.763026 2 694.3842773 -1.25919373 -0.000873731 63.758931631543983 ARFGAP2 ADP-ribosylation factor GTPase-activating protein 2 isoform 1 84364 NP_115765.2 9.788867562 1 4 4 26 521 56.685 7.99 0.94 1.14 1.19 1.09 Significant 0.0049 QAEESMVASMR 2 31543983 1xTMT6plex [N-Term] 1.252 3.82697463 44.54 0 1467.713315 2 734.3598633 -0.589343635 -0.000432494 45.98148649EVDAEYEAR 20 31543983 1xTMT6plex [N-Term] 0.874 1.132 1.193 3.948902369 67.36 0 1310.642576 2 655.8228149 -3.221944155 -0.002111409 31.76723449EQQAADAK 2 31543983 2xTMT6plex [N-Term; K8] 1.594 2.988718271 39.01 0 1318.7367 2 659.8721313 0.216665929 0.000142863 26.89982604SSVSHSVLSEMQVIEQETPVSAK 2 31543983 2xTMT6plex [N-Term; K23] 1.857446432 0.77 0 2930.554508 3 977.5165405 -6.633429925 -0.006479876 75.332883296005926 U2AF2 splicing factor U2AF 65 kDa subunit isoform a 11338 NP_009210.1 10.52631579 1 3 3 14 475 53.467 9.09 1.68 1.75 1.29 1.57 Significant 0.0082 SVDETTQAMAFDGIIFQGQSLK 4 6005926 2xTMT6plex [N-Term; K22] 1.644 1.279 4.943715572 57.56 0 2844.485366 3 948.833252 -0.057391972 -5.44E-05 95.33367318ELLTSFGPLK 6 6005926 2xTMT6plex [N-Term; K10] 1.381 2.875 1.064 3.052805185 36.98 0 1562.955801 2 781.9805298 -1.291296712 -0.00100912 77.56756033SIEIPRPVDGVEVPGCGK 4 6005926 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 100 100 2.330883265 12.98 0 2367.310637 3 789.7750244 -0.049409575 -3.90E-05 62.12339822157671927 SPATA5 spermatogenesis-associated protein 5 isoform 1 166378 NP_660208.2 6.830907055 1 3 4 20 893 97.843 5.66 1.33 1.38 1.36 Non-Significant #N/A EAALLALEEDIQANLIMK 2 157671927 2xTMT6plex [N-Term; K18] 1.35 4.016141891 31.47 0 2443.388218 3 815.1337891 -0.574723447 -0.000468091 110.5858919GVILYGPPGTGK 24 157671927 2xTMT6plex [N-Term; K12] 1.568 1.174 1.019 3.675203562 47.47 0 1616.977599 2 808.9927979 0.445171983 0.000359917 57.29599323AVAPSIIFFDELDALAVER 4 157671927 1xTMT6plex [N-Term] 1.128 1.468 2.190782785 13.89 0 2305.264115 2 1153.13562 -0.065469993 -7.55E-05 115.8426154IIYVPLPDAATR 2 157671927 1xTMT6plex [N-Term] 100 1.624158382 7.06 0 1557.920195 2 779.4640503 0.403804983 0.000314548 76.285383094506031 PPT1 palmitoyl-protein thioesterase 1 isoform 1 precursor 5538 NP_000301.1 17.64705882 1 4 4 13 306 34.171 6.52 0.77 0.76 100 33.84 Non-Significant #N/A LVQAEYWHDPIKEDVYR 2 4506031 2xTMT6plex [N-Term; K12] 0.76 2.755414248 13.06 1 2619.397143 4 655.6040039 -1.129131948 -0.000739411 63.07157155ETIPLQETSLYTQDR 7 4506031 1xTMT6plex [N-Term] 1.098 1.833 100 3.057360172 26.61 0 2023.054516 2 1012.030945 0.048079989 4.86E-05 69.1756349TLNAGAYSK 2 4506031 2xTMT6plex [N-Term; K9] 0.601 3.158180714 27.3 0 1382.804386 2 691.906189 0.517296369 0.00035766 39.51973662CPGESSHICDFIR 2 4506031 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C1; C9] 0.683 2.381303072 5.15 0 1806.846455 3 602.953125 -0.903845479 -0.00054437 48.72981203



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms65787364 CORO1B coronin-1B 57175 NP_001018080.1 7.770961145 1 4 4 14 489 54.2 5.88 0.84 0.95 100 33.93 Non-Significant #N/A KCEPIVMTVPR 4 65787364 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 0.75 0.954 4.106092453 29.29 1 1788.027603 3 596.6803589 -0.603760167 -0.000359847 43.98909972DADPILISLR 6 65787364 1xTMT6plex [N-Term] 0.773 100 3.655175447 43.07 0 1341.793932 2 671.4005737 -0.045423564 -3.05E-05 67.57802826AIFLADGK 2 65787364 2xTMT6plex [N-Term; K8] 0.896 3.348619938 48.13 0 1292.797844 2 646.9030762 0.797954417 0.000515797 67.32199761LEEVMQELR 2 65787364 1xTMT6plex [N-Term] 1.583188534 11.55 0 1375.745267 2 688.3765869 0.458063088 0.000315089 88.70982209194018478 TBC1D2B TBC1 domain family member 2B isoform a 23102 NP_653173.1 4.672897196 1 2 2 8 963 109.812 6.16 0.97 1.14 1.17 1.09 Significant 0.0032 HSSGDPSSEGTSGSGSVSIR 6 194018478 1xTMT6plex [N-Term] 0.925 1.135 1.165 5.509170532 58.33 0 2120.005334 3 707.3377686 -3.104329896 -0.002193732 24.83033942AEEGGGGGEGAAQGAAAEPGAGPAR 2 194018478 1xTMT6plex [N-Term] 1.137 6.410622597 68.28 0 2324.106445 3 775.3730469 -0.799100663 -0.000619065 33.974799675174449 H1FX histone H1x 8971 NP_006017.1 21.12676056 1 4 4 18 213 22.474 10.76 1.01 1.03 0.6 0.88 Significant 0.024 GAPAAATAPAPTAHK 4 5174449 2xTMT6plex [N-Term; K15] 1.001 1.038 5.429594517 44.88 0 1790.032488 3 597.3491211 0.179757212 0.000107257 24.84179558ALVQNDTLLQVK 6 5174449 2xTMT6plex [N-Term; K12] 100 0.336 0.601 2.147544146 22.81 0 1800.099505 2 900.5518799 -1.67880407 -0.001511007 58.97339699YSQLVVETIR 6 5174449 1xTMT6plex [N-Term] 2.118852377 18.4 0 1436.831046 2 718.9191895 0.039494031 2.84E-05 56.37169444AAKPSVPK 2 5174449 3xTMT6plex [N-Term; K3; K8] 1 2.76918745 16.47 0 1484.976761 3 495.6636658 -0.21313165 -0.000105499 37.50246856952977834 MOB1A MOB kinase activator 1A isoform 3 55233 NP_001304040.1 14.72868217 1 3 3 12 258 29.856 8.24 0.98 1.46 1.26 1.23 Significant 0.013 KNIPEGSHQYELLK 4 952977834 3xTMT6plex [N-Term; K1; K14] 0.952 5.171230316 28.95 1 2343.363942 4 586.5970459 1.029175924 0.000602933 53.65809931HAEATLGSGNLR 4 952977834 1xTMT6plex [N-Term] 1.99 1.427 4.092033863 39.67 0 1454.791306 2 727.8998413 0.75614776 0.000550019 29.14359303YEYHWADGTNIK 4 952977834 2xTMT6plex [N-Term; K12] 1.461 1.258 3.235395432 30.45 0 1955.006333 3 652.3395996 -1.067746861 -0.000695817 48.766557884505021 LRPAP1 alpha-2-macroglobulin receptor-associated protein precursor 4043 NP_002328.1 12.60504202 1 4 4 16 357 41.441 8.78 0.87 0.99 0.89 0.92 Significant 0.0016 VSHQGYSTEAEFEEPR 8 4505021 1xTMT6plex [N-Term] 0.973 1.065 0.901 6.41615057 54.19 0 2094.992978 3 699.0015259 -1.40990128 -0.000984578 37.74860853LKLDGLDEDGEK 4 4505021 3xTMT6plex [N-Term; K2; K12] 0.845 0.906 2.821765661 4.09 1 2019.157697 3 673.7242432 0.237218811 0.000159661 63.89796079LAELHADLK 2 4505021 2xTMT6plex [N-Term; K9] 0.777 2.442034245 19.76 0 1467.893535 3 489.9683533 -2.063334618 -0.001009585 47.76450189QLEIAHEK 2 4505021 2xTMT6plex [N-Term; K8] 0.818 2.494642735 27 0 1425.846585 3 475.9537659 0.111665185 5.31E-05 39.9596622617978479 VPS16 vacuolar protein sorting-associated protein 16 homolog isoform 1 64601 NP_072097.2 5.244338498 1 4 4 12 839 94.634 6.77 1.028 3.431 0.927 1.8 Non-Significant 0.16 ALLLVGDVAQAADVAIEHR 4 17978479 1xTMT6plex [N-Term] 1.028 0.901 4.604470253 66.02 0 2190.244382 3 730.7529907 0.016768891 1.22E-05 102.6303041AVVVAWER 4 17978479 1xTMT6plex [N-Term] 1.206 0.927 2.766316414 29.17 0 1158.683259 2 579.8417358 -6.096765666 -0.00353211 48.92168337DVSDEDVAR 2 17978479 1xTMT6plex [N-Term] 6.717 2.334321499 8.55 0 1234.611276 2 617.8096313 0.575173195 0.000355058 27.72608498ASYAAEER 2 17978479 1xTMT6plex [N-Term] 2.287446737 20.64 0 1125.573768 2 563.2909546 0.767794801 0.000432105 25.33127869226371739 PIP4K2C phosphatidylinositol 5-phosphate 4-kinase type-2 gamma isoform a 79837 NP_001139730.1 12.82660333 1 4 4 14 421 47.27 6.84 0.705 0.811 0.01 0.51 Non-Significant 0.18 IMDYSLLLGIHDIIR 2 226371739 1xTMT6plex [N-Term] 0.876 4.641704082 45.73 0 2001.140435 3 667.7189331 0.905237022 0.000603835 101.4963985EVSSEDIADMHSNLSNYHQYIVK 6 226371739 2xTMT6plex [N-Term; K23] 0.01 0.01 1.96762383 8.98 0 3137.561384 4 785.1455078 -0.376987047 -0.000295705 64.50921916VYIGEEEKK 2 226371739 3xTMT6plex [N-Term; K8; K9] 0.685 2.058830738 6.73 1 1782.061612 3 594.6921387 0.140598744 8.35E-05 51.48848959DMDFLNK 4 226371739 2xTMT6plex [N-Term; K7] 0.603 100 3.033347368 18.43 0 1340.728444 2 670.8677979 -0.093103772 -6.24E-05 64.161285598923448 MRPL16 39S ribosomal protein L16, mitochondrial 54948 NP_060310.1 19.12350598 1 5 5 16 251 28.431 10.13 0.65 0.74 0.85 0.74 Significant 0.0059 GAIDHYVTPVK 2 8923448 2xTMT6plex [N-Term; K11] 0.785 3.431934595 31.57 0 1657.967763 3 553.3271484 -0.525195676 -0.000290252 48.83635277VLSPYDLTHK 4 8923448 2xTMT6plex [N-Term; K10] 0.954 1.267 2.947747707 28.2 0 1630.956864 3 544.322937 -1.597837994 -0.000868668 56.87235516TLLPVPSFEDVSIPEKPK 2 8923448 3xTMT6plex [N-Term; K16; K18] 1.654 2.069077015 6.95 0 2683.588916 3 895.2006226 -0.596780755 -0.000533838 84.60375258LVVEMGGR 7 8923448 1xTMT6plex [N-Term] 0.308 0.584 1.427 2.768663406 26.25 0 1089.628781 2 545.3179932 -0.065326721 -3.56E-05 43.69469407KVLSPYDLTHK 1 8923448 3xTMT6plex [N-Term; K1; K11] 1.025 2.481877565 1 1988.214759 4 497.80896 -0.376612359 -0.000187197 47.422965624757764 RHOB rho-related GTP-binding protein RhoB precursor 388 NP_004031.1 28.57142857 1 1 3 18 196 22.109 5.24 2.06 0.63 1.34 Non-Significant #N/A QVELALWDTAGQEDYDR 9 4757764 1xTMT6plex [N-Term] 1.514 3.513519049 33.13 0 2238.087607 3 746.7015381 1.09660489 0.000818099 84.30758323TCLLIVFSK 6 4757764 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 100 2.228679657 18.31 0 1538.938043 2 769.9721069 -0.718516783 -0.000552876 87.9416039LRPLSYPDTDVILMCFSVDSPDSLENIPEK 3 4757764 2xTMT6plex [N-Term; K30]; 1xCarbamidomethyl [C15]; 1xOxidation [M14] 2.055 0.63 1.504138112 5.3 0 3925.001513 4 982.0109253 5.186785739 0.005089535 105.0798281229577398 BZW2 basic leucine zipper and W2 domain-containing protein 2 28969 NP_001153239.1 14.08114558 1 6 6 21 419 48.132 6.68 0.918 0.482 1.188 0.86 Non-Significant 0.053 LLELFPVNR 2 229577398 1xTMT6plex [N-Term] 1.781925082 18.91 0 1329.809188 2 665.4077148 -0.778248872 -0.000517461 97.86583886EVVLYVK 4 229577398 2xTMT6plex [N-Term; K7] 100 100 1.822948098 27 0 1307.833895 2 654.4203491 -0.362169702 -0.000236829 53.74541158ELSDFLR 4 229577398 1xTMT6plex [N-Term] 1.249 1.196 2.031259775 28.36 0 1108.61999 2 554.812561 -1.934702338 -0.001072425 65.13177881LSQECPIK 4 229577398 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 0.541 0.379 2.640728712 3.06 0 1432.823407 2 716.9129639 -3.319366226 -0.002378033 48.27292532DTLVQGLNEAGDDLEAVAK 1 229577398 2xTMT6plex [N-Term; K19] 1.224901795 0 2416.297155 2 1208.651489 -0.601177869 -0.000726312 85.17904287EKFEPTVFR 6 229577398 2xTMT6plex [N-Term; K2] 1.511 1.297 1.188 3.187505484 12 1 1610.930649 3 537.6453247 -5.72848925 -0.003076066 47.15089011526252798 SPTLC1 serine palmitoyltransferase 1 isoform c 10558 NP_001268232.1 11.30604288 1 4 4 13 513 57.332 7.28 1.03 1.15 0.92 1.03 Significant 0.0041 VVGESLSPAFHLQLEESTGSR 3 526252798 1xTMT6plex [N-Term] 100 4.791805267 32.32 0 2472.293183 3 824.7705688 1.606040496 0.001323534 73.88144022ALQGISGLK 2 526252798 2xTMT6plex [N-Term; K9] 0.86 3.512228727 39.61 0 1344.861507 2 672.93396 -0.642198561 -0.000431834 64.47893394AACFAIQK 6 526252798 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.185 1.145 0.921 3.571626902 44.83 0 1366.791713 2 683.8984985 -1.457976126 -0.000996375 51.58042432EKEELIEEWQPEPLVPPVPK 2 526252798 3xTMT6plex [N-Term; K2; K20] 1.323469639 7.62 1 3073.74285 3 1025.244751 -7.531703672 -0.00771684 78.079847417657599 SNX5 sorting nexin-5 isoform a 27131 NP_055241.1 9.900990099 1 4 4 16 404 46.787 6.76 1.626 0.835 0.788 1.08 Non-Significant 0.057 LAEAHQQECCQK 4 7657599 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C9; C10] 1.603 1.335 4.225611687 39.81 0 1959.978087 3 653.9971313 -0.635694368 -0.000415316 30.30548133EVDDFFEQEK 6 7657599 2xTMT6plex [N-Term; K10] 100 100 100 2.267530203 23.68 0 1743.884152 2 872.446167 0.519027811 0.000452562 52.52638155TVSSHEVFLQR 4 7657599 1xTMT6plex [N-Term] 0.524 0.783 4.357895851 24.52 0 1531.843007 3 511.2808838 -9.732755082 -0.004969684 39.46033438EELINFK 2 7657599 2xTMT6plex [N-Term; K7] 2.329 2.846103668 38.39 0 1350.803323 2 675.9053345 0.051032827 3.45E-05 69.81831892431822375 DOCK7 dedicator of cytokinesis protein 7 isoform 1 85440 NP_001258928.1 1.73790512 1 4 4 13 2129 241.26 6.83 1.28 0.89 1.44 1.2 Significant 0.018 DSTEVEISTGER 6 431822375 1xTMT6plex [N-Term] 1.731 1.219 1.674 3.963331223 59.56 0 1551.769961 2 776.3882446 -0.482424719 -0.000374306 37.66827458AHGELHEQFK 4 431822375 2xTMT6plex [N-Term; K10] 0.742 1.377 4.4636693 48.84 0 1653.911311 3 551.9750977 -0.34515832 -0.000190287 31.53787695LSDEDLYK 2 431822375 2xTMT6plex [N-Term; K8] 1.453 3.321413994 27.13 0 1440.798632 2 720.8981934 -6.608662057 -0.004760876 54.50424684TVAAEVR 1 431822375 1xTMT6plex [N-Term] 0.958 2.516457081 35.31 0 974.5832109 2 487.7952881 0.090943363 4.43E-05 26.8775269446094058 PAPSS1 bifunctional 3'-phosphoadenosine 5'-phosphosulfate synthase 1 9061 NP_005434.4 9.294871795 1 4 4 10 624 70.788 6.86 1.12 0.87 1 Non-Significant #N/A ATNVTYQAHHVSR 4 46094058 1xTMT6plex [N-Term] 100 0.915 3.500554085 43.91 0 1712.902982 3 571.6392822 0.182059166 0.00010395 30.16633804QIHEGASLPFFEVFVDAPLHVCEQR 2 46094058 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 100 2.651353836 9.64 0 3154.598155 4 789.4054565 0.58357096 0.000460233 97.49547071DIVPVDASYEVK 2 46094058 2xTMT6plex [N-Term; K12] 0.798 1.887986898 11.78 0 1793.009687 2 897.0087891 0.342672438 0.000307208 68.54618169ELYVPENK 2 46094058 2xTMT6plex [N-Term; K8] 1.066 3.244233131 25.23 0 1449.835352 2 725.4204712 -1.162874933 -0.000842989 55.8357969918079218 OSBPL8 oxysterol-binding protein-related protein 8 isoform a 114882 NP_065892.1 8.436445444 1 4 5 15 889 101.132 6.96 1.23 0.78 0.99 1 Significant 0.016 GIELGDIQSSIESIK 4 18079218 2xTMT6plex [N-Term; K15] 100 2.391155958 26.56 0 2047.168707 2 1024.086792 -1.172050753 -0.001199693 93.43305226GKEDISQNKDESSLSMSK 2 18079218 4xTMT6plex [N-Term; K2; K9; K18] 1.038 2.664830685 0.66 2 2899.585253 4 725.6521606 0.537976293 0.000389977 48.60976194KPYNPILGETFR 4 18079218 2xTMT6plex [N-Term; K1] 0.858 0.991 2.595201731 7.84 0 1893.09984 3 631.7049561 0.2511141 0.000158461 57.54686514VVLPTFILEPR 4 18079218 1xTMT6plex [N-Term] 100 0.684 1.595749855 14.71 0 1512.935117 2 756.9706421 -0.733105009 -0.00055457 95.08741754ELLSTITDPSVIVMADWLK 1 18079218 2xTMT6plex [N-Term; K19] 0.915956676 0 2589.461383 2 1295.232544 -1.379375417 -0.00178592 109.437597550428938 ASNA1 ATPase ASNA1 439 NP_004308.2 18.67816092 1 5 5 17 348 38.767 4.91 1.157 1.096 0.01 0.75 Non-Significant 0.18 ESVLIISTDPAHNISDAFDQK 4 50428938 2xTMT6plex [N-Term; K21] 100 2.686634779 23.62 0 2758.466345 3 920.1603394 0.043443128 3.99E-05 92.12145277LEETLPVIR 2 50428938 1xTMT6plex [N-Term] 1.544020176 16.2 0 1298.788118 2 649.8971558 -0.834051796 -0.000541628 56.56619533GMNFSVVVFDTAPTGHTLR 4 50428938 1xTMT6plex [N-Term] 1.829167604 4.32 0 2278.185153 3 760.0653687 -1.580232829 -0.001200021 78.70119615WIFVGGK 4 50428938 2xTMT6plex [N-Term; K7] 1.013 1.027 2.565072298 29.43 0 1264.7818 2 632.8942871 -0.397389692 -0.000251306 83.043416LPLLPHEVR 3 50428938 1xTMT6plex [N-Term] 1.344 0.01 2.082752943 21.85 0 1302.809522 3 434.9413147 -0.100949679 -4.38E-05 64.36105609145611426 PSMF1 proteasome inhibitor PI31 subunit 9491 NP_006805.2 14.7601476 1 3 3 20 271 29.798 5.74 1.42 1.24 1.53 1.4 Significant 0.0036 KSELLPAGWNNNK 2 145611426 3xTMT6plex [N-Term; K1; K13] 1.632 4.896770954 26.87 1 2158.258749 3 720.0899048 -1.662277303 -0.001195875 63.15397816IVSGIITPIHEQWEK 4 145611426 2xTMT6plex [N-Term; K15] 100 2.79 3.506820917 24.29 0 2208.27926 3 736.7640381 -0.769500587 -0.000566424 79.51023994ALIDPSSGLPNR 14 145611426 1xTMT6plex [N-Term] 1.314 1.229 1.531 3.679085255 38.88 0 1468.832108 2 734.9197998 0.146272249 0.000107425 59.17370425253735775 ARHGEF2 rho guanine nucleotide exchange factor 2 isoform 1 9181 NP_001155855.1 4.665314402 1 4 4 12 986 111.473 7.27 1.14 1.35 1.41 1.3 Significant 0.0039 ATEAGSLEAR 6 253735775 1xTMT6plex [N-Term] 1.039 1.422 1.409 4.178778648 58.91 0 1233.663646 2 617.3346558 -1.305871797 -0.000805503 27.23638967EALICPTCNVTIHNR 4 253735775 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 1.386 1.246 4.132255554 41.31 0 2027.036381 3 676.3502808 -0.045260581 -3.06E-05 41.86167865ERPSSAIYPSDSFR 1 253735775 1xTMT6plex [N-Term] 0.85 3.591126919 0 1840.939092 3 614.317749 -0.216411118 -0.0001328 45.39396932ALVELLR 1 253735775 1xTMT6plex [N-Term] 1.58588624 21.43 0 1042.682197 2 521.8447266 -0.019349136 -1.01E-05 67.54574693209529711 CORO2A coronin-2A 7464 NP_003380.3 9.904761905 1 5 5 10 525 59.725 8.05 0.74 0.83 0.78 Non-Significant #N/A YYEVSADKPHLSYLTEYR 2 209529711 2xTMT6plex [N-Term; K8] 1.152 5.531754971 29.47 0 2692.402288 4 673.8549805 -1.558565382 -0.001049071 63.30755295SSSLLEEK 2 209529711 2xTMT6plex [N-Term; K8] 0.516 2.752316952 21.14 0 1350.788067 2 675.8978271 0.229856099 0.000155243 50.44603253SLIEPISMIVPR 2 209529711 1xTMT6plex [N-Term] 1.524909139 5.11 0 1583.939216 2 792.4715576 -2.132111884 -0.001688568 86.42286166GIGVMPK 4 209529711 2xTMT6plex [N-Term; K7] 0.777 2.449489832 29.26 0 1159.727322 2 580.3669434 -0.613697062 -0.000355861 47.15656234GNVLDVK 2 209529711 2xTMT6plex [N-Term; K7] 0.826 2.563954115 33.98 0 1202.750894 2 601.8795776 0.818709379 0.000492352 50.353658094503771 FNTA protein farnesyltransferase/geranylgeranyltransferase type-1 subunit alpha 2339 NP_002018.1 11.34564644 1 4 4 22 379 44.381 5.08 1.842 1.17 0.611 1.21 Non-Significant 0.077 DPSQELEFIADILNQDAK 8 4503771 2xTMT6plex [N-Term; K18] 100 2.873097897 36.46 0 2504.328455 3 835.4471436 -0.629799951 -0.000525742 109.2100752ALELCEILAK 6 4503771 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.73 1.135 1.08 2.430317402 28.66 0 1617.964986 2 809.4855347 -0.737490658 -0.000596617 78.59523024DVYDYFR 6 4503771 1xTMT6plex [N-Term] 100 0.55 0.533 2.45170331 20.9 0 1206.599255 2 603.8029785 -0.476072522 -0.000287214 62.23391769QWVIQEFK 2 4503771 2xTMT6plex [N-Term; K8] 0.827 1.572720051 6.02 0 1535.898621 2 768.4518433 -1.439428705 -0.001105408 75.7918297621361348 UTP14A U3 small nucleolar RNA-associated protein 14 homolog A isoform 1 10813 NP_006640.2 6.095979248 1 4 4 9 771 87.924 7.87 1.535 0.855 0.598 1 Non-Significant 0.07 EAFAGDDVIR 2 21361348 1xTMT6plex [N-Term] 1.535 3.623058796 52.9 0 1321.694946 2 661.350647 -0.702661904 -0.000464352 56.41608881AMSLEEAK 4 21361348 2xTMT6plex [N-Term; K8] 0.855 0.533 3.808577061 43.35 0 1336.754659 2 668.8809814 0.020677411 1.38E-05 43.98705008EEPAPEEEEPLLLQRPER 2 21361348 1xTMT6plex [N-Term] 0.905 2.880212545 3.92 0 2390.240085 3 797.418335 0.153592443 0.000122374 48.39002566LLEAISSLDGK 1 21361348 2xTMT6plex [N-Term; K11] 1.159350157 0 1603.967094 2 802.4871216 -0.079512814 -6.38E-05 91.5944438266529294 PON2 serum paraoxonase/arylesterase 2 isoform 1 5445 NP_000296.2 20.05649718 1 3 3 8 354 39.356 5.6 0.63 0.87 0.74 0.75 Significant 0.0085 EVESVDLPHCHLIK 4 66529294 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 0.789 0.744 4.903991699 44.66 0 2134.173081 4 534.2980347 -1.298956561 -0.00069305 45.80666738VVAEGFDSANGINISPDDKYIYVADILAHEIHVLEK 2 66529294 3xTMT6plex [N-Term; K19; K36] 100 3.815211058 26.51 1 4642.501169 5 929.3019409 -4.431025304 -0.004114208 109.8188693FPGLHSFAPDKPGGILMMDLK 2 66529294 3xTMT6plex [N-Term; K11; K21] 0.632 2.147718906 7.74 0 2958.655238 4 740.4203491 1.462987076 0.001082119 90.0637284533356177 PTPN11 tyrosine-protein phosphatase non-receptor type 11 isoform 1 5781 NP_002825.3 8.094435076 1 4 4 13 593 67.968 7.3 1.11 1.11 1.01 1.08 Significant 0.00096 WFHPNITGVEAENLLLTR 4 33356177 1xTMT6plex [N-Term] 0.765 1.021 4.276224613 26.21 0 2339.270931 3 780.4276123 -1.131812439 -0.000882539 92.58243869ESQSHPGDFVLSVR 2 33356177 1xTMT6plex [N-Term] 1.188 4.445842266 31.26 0 1786.928528 3 596.31427 -0.151517759 -9.03E-05 46.7361333VIVMTTK 2 33356177 2xTMT6plex [N-Term; K7] 1.007 2.788821459 34.18 0 1249.795401 2 625.4018555 0.826533286 0.000516499 54.65841913YWPDEYALK 5 33356177 2xTMT6plex [N-Term; K9] 0.949 100 1.392349005 12.68 0 1642.888116 2 821.9470825 -0.746935184 -0.000613565 64.850893575901892 WDHD1 WD repeat and HMG-box DNA-binding protein 1 isoform 1 11169 NP_009017.1 5.668733392 1 4 4 9 1129 125.888 5.62 1.179 0.937 2.809 1.64 Non-Significant 0.11 SDHYWVVGIHENPQQLR 3 5901892 1xTMT6plex [N-Term] 1.206 0.937 3.980333328 18.65 0 2307.183179 4 577.5517578 0.876588395 0.000505613 57.64014079VVDESDETENQEEK 2 5901892 2xTMT6plex [N-Term; K14] 2.809 2.959245443 34.57 0 2109.023559 2 1055.015015 -0.382097735 -0.000402927 31.23484351AAELTATQVEEEEEEEDFRK 2 5901892 2xTMT6plex [N-Term; K20] 2.141098738 1.83 1 2811.393633 3 937.8022461 -0.515188884 -0.0004828 61.69635285AKGETASEGTEAK 2 5901892 3xTMT6plex [N-Term; K2; K13] 0.984 2.526994228 3.43 1 1966.105996 3 656.0402832 0.152743227 0.000100103 31.87353787190014578 SACM1L phosphatidylinositide phosphatase SAC1 isoform 1 22908 NP_054735.3 5.962521295 1 4 4 16 587 66.924 7.12 0.95 1.03 0.9 0.96 Significant 0.0016 ATDFDVLSYK 4 190014578 2xTMT6plex [N-Term; K10] 0.529 1.135 2.938288927 38.6 0 1616.893595 2 808.9503784 -0.070872977 -5.73E-05 77.41204727LEEQDEFEK 4 190014578 2xTMT6plex [N-Term; K9] 1.394 1.358 2.753906965 31.18 0 1624.847038 2 812.927124 -0.0412735 -3.35E-05 54.34155656SLQAQLQR 6 190014578 1xTMT6plex [N-Term] 0.936 1.005 0.872 2.953783751 39.75 0 1172.694887 2 586.8504028 -1.157586643 -0.000678748 35.56814933YIAFDFHK 2 190014578 2xTMT6plex [N-Term; K8] 1.033 2.691493988 26.77 0 1498.845857 3 500.2868347 0.06270851 3.13E-05 74.9265667720149524 SUPT5H transcription elongation factor SPT5 isoform a 6829 NP_003160.2 5.519779209 1 4 4 10 1087 120.925 5.06 1.19 1.25 1.22 Non-Significant #N/A VELHSTCQTISVDR 4 20149524 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.461 1.253 4.791964054 44.47 0 1873.963927 3 625.3255615 -0.958246667 -0.000598573 42.8320273RPGGMTSTYGR 2 20149524 1xTMT6plex [N-Term] 1.133 3.110736609 37.78 0 1411.731348 3 471.2486877 0.114520671 5.39E-05 29.13992219SSVGETVYGGSDELSDDITQQQLLPGVK 2 20149524 2xTMT6plex [N-Term; K28] 1.999801993 5.59 0 3380.74733 3 1127.585327 -1.74572191 -0.001967282 84.22858455GYIGVVK 2 20149524 2xTMT6plex [N-Term; K7] 1.1 2.79319334 36.66 0 1193.765816 2 597.3874512 1.516163159 0.000904972 49.8344217910801345 EIF3K eukaryotic translation initiation factor 3 subunit K isoform 1 27335 NP_037366.1 25.2293578 1 4 4 17 218 25.043 4.93 1.38 1.2 1.19 1.26 Significant 0.0024 ALTNLPHTDFTLCK 6 10801345 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 1.748 0.73 1.264 3.156250238 23.61 0 2089.151617 3 697.0551147 -0.395525012 -0.000275437 68.82016012YNPENLATLER 8 10801345 1xTMT6plex [N-Term] 1.321 1.909 1.174 4.028720856 30.68 0 1548.821937 2 774.9151611 0.715579757 0.000554153 51.31777263WLLAEMLGDLSDSQLK 2 10801345 2xTMT6plex [N-Term; K16] 2.067534685 4.59 0 2277.256476 2 1139.130249 -1.42910698 -0.001627222 116.616877ENAYDLEANLAVLK 1 10801345 2xTMT6plex [N-Term; K14] 1.524810672 0 2021.131927 2 1011.068054 -1.531612816 -0.001547796 76.928140329910244 MRPS22 28S ribosomal protein S22, mitochondrial 56945 NP_064576.1 18.61111111 1 5 5 20 360 41.254 7.9 3.118 2.878 0.65 2.22 Non-Significant 0.11 LMTQAQLEEATR 6 9910244 1xTMT6plex [N-Term] 1.128 100 100 2.928125381 25.7 0 1619.862422 2 810.4367676 2.368488952 0.001918313 50.36156279KPTFMDEEVQSILTK 4 9910244 3xTMT6plex [N-Term; K1; K15] 100 0.932 2.414379597 15.48 0 2453.392859 3 818.4681396 -1.219977745 -0.000997695 85.09301597HVDVLNLCFAQFEPDSTEYIK 1 9910244 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C8] 1.11851716 0 2983.527565 3 995.1796265 -1.085686456 -0.001079725 96.19862854ILTPIIFK 3 9910244 2xTMT6plex [N-Term; K8] 100 2.579962015 27.38 0 1402.94378 2 701.9752808 -0.352948257 -0.000247583 88.09916732VPINDVLAEDK 6 9910244 2xTMT6plex [N-Term; K11] 100 100 0.228 2.050045729 19.35 0 1670.972908 2 835.9907837 0.82769314 0.000691526 62.968695697657134 GNPAT dihydroxyacetone phosphate acyltransferase isoform 1 8443 NP_055051.1 5.882352941 1 4 4 18 680 77.138 6.57 0.87 0.87 1.3 1.01 Significant 0.019 VCVNEEGIQK 4 7657134 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.423 1.465 4.274422646 53.77 0 1633.898363 2 817.4538574 1.27016086 0.001037657 44.62073003SEAIQVTTK 6 7657134 2xTMT6plex [N-Term; K9] 0.895 1.056 1.222 3.776413202 48.9 0 1434.856815 2 717.9317017 -0.479998896 -0.000344365 37.90472279GITPCKPIDIK 6 7657134 3xTMT6plex [N-Term; K6; K11]; 1xCarbamidomethyl [C5] 0.818 1.359 1.222 2.309487343 13.92 0 1929.181016 3 643.7322388 0.594515799 0.00038231 47.60602771TPIGKPATAK 2 7657134 3xTMT6plex [N-Term; K5; K10] 0.665 2.690810442 4.4 0 1671.077203 3 557.6976318 0.681882208 0.000379826 33.920437715453954 PPP2R5D serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit delta isoform isoform 1 5528 NP_006236.1 9.136212625 1 4 4 12 602 69.947 8.13 1.78 1.78 1 1.52 Significant 0.028 ALYYWNNEYIMSLISDNAAR 2 5453954 1xTMT6plex [N-Term] 0.917 4.945058823 51.1 0 2636.301639 3 879.4364014 -2.65070519 -0.002329353 104.0914343TVETEAVQMLK 4 5453954 2xTMT6plex [N-Term; K11] 1.880770802 20.04 0 1706.976279 2 853.9900513 -2.022647286 -0.001726305 62.3430962EELFIQK 4 5453954 2xTMT6plex [N-Term; K7] 1.784 1.778 3.043311357 28.94 0 1364.818973 2 682.9122925 -1.220021919 -0.000832555 62.25420895SELPQDVYTIKALEAHK 2 5453954 3xTMT6plex [N-Term; K11; K17] 100 1.136552215 3.53 1 2629.516814 2 1315.255615 -4.890552965 -0.006429896 95.7444068166392146 PHAX phosphorylated adapter RNA export protein 51808 NP_115553.2 9.137055838 1 3 3 17 394 44.375 5.4 0.92 1.14 1.16 1.07 Significant 0.0051 SLNFQEDDDTSR 4 66392146 1xTMT6plex [N-Term] 1.138 2.199 4.426451206 65.56 0 1655.771024 2 828.3886719 -0.577809363 -0.00047836 41.48571824AFQNTATACAPVSHYR 8 66392146 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.348 1.418 1.365 5.756032467 41.07 0 2023.00171 3 675.0046997 -1.069528956 -0.00072122 36.59001563VADEISFR 5 66392146 1xTMT6plex [N-Term] 0.637 0.764 0.856 2.974931002 26.73 0 1165.641454 2 583.3245239 0.272160501 0.000158621 47.556786654505055 LYN tyrosine-protein kinase Lyn isoform A 4067 NP_002341.1 7.2265625 1 2 4 17 512 58.537 7.11 0.77 0.7 0.73 Non-Significant #N/A VIEDNEYTAR 4 4505055 1xTMT6plex [N-Term] 0.919 0.697 3.447715998 35.98 0 1438.737539 2 719.8734131 1.397413928 0.001005256 46.15846181DFDPVHGDVIK 2 4505055 2xTMT6plex [N-Term; K11] 0.756 3.215521336 20.15 0 1699.941942 3 567.3187256 -0.187331214 -0.000106151 60.55481397GSLLDFLK 2 4505055 2xTMT6plex [N-Term; K8] 2.879947424 44.79 0 1350.839709 2 675.9243164 1.219450753 0.000823641 99.39792868IADFGLAR 18 4505055 1xTMT6plex [N-Term] 1.152 0.755 4.681 2.275216579 33.17 0 1091.64106 2 546.3240356 -0.243176028 -0.00013273 61.8041366121361462 EHD2 EH domain-containing protein 2 30846 NP_055416.2 7.366482505 1 3 4 17 543 61.123 6.46 1.29 1.05 1.17 Non-Significant #N/A GYDFPAVLR 4 21361462 1xTMT6plex [N-Term] 1.078 1.054 3.48497963 51.38 0 1266.704389 2 633.8551636 -1.056340828 -0.000669036 73.18950565LLPLEEHYR 7 21361462 1xTMT6plex [N-Term] 0.776 1.535 0.772 2.874795437 30.94 0 1398.794266 3 466.9359741 -0.641299968 -0.000299016 53.13559079KLNDLVK 2 21361462 3xTMT6plex [N-Term; K1; K7] 1.376 3.085649252 17.33 1 1517.002975 3 506.3384399 -1.455966677 -0.000736235 38.42278886LLEALDEMLTHDIAK 4 21361462 2xTMT6plex [N-Term; K15] 1.632563233 4.92 0 2170.219362 3 724.0780029 0.043045908 3.11E-05 107.5954218644734 CTNNBL1 beta-catenin-like protein 1 isoform 1 56259 NP_110517.2 7.992895204 1 5 5 16 563 65.132 5.05 1.4 1.65 100 34.35 Non-Significant #N/A EYAENIGDGR 2 18644734 1xTMT6plex [N-Term] 1.561 3.877908707 41.84 0 1352.664374 2 676.8365479 1.068219991 0.000722472 32.56880863GEGLQLMNLMLR 6 18644734 1xTMT6plex [N-Term] 100 100 2.270850658 22.92 0 1603.886134 2 802.4476318 1.155145515 0.000926361 93.64770035FVDILGLR 4 18644734 1xTMT6plex [N-Term] 1.259 1.913 2.498123407 36.07 0 1161.71931 2 581.362915 -0.651596189 -0.000378486 94.29755249LLQIIDR 2 18644734 1xTMT6plex [N-Term] 1.364 2.449963808 26.5 0 1099.70366 2 550.3552856 -0.332544985 -0.00018285 91.96763588TIFPLFMK 2 18644734 2xTMT6plex [N-Term; K8] 100 1.785797596 8.07 0 1454.884551 2 727.946167 0.348284938 0.000253357 95.47332482118421089 CHD2 chromodomain-helicase-DNA-binding protein 2 isoform 1 1106 NP_001262.3 2.789934354 1 4 4 9 1828 211.214 8.1 0.88 1.05 0.86 0.93 Significant 0.0042 GTVEEEIIER 4 118421089 1xTMT6plex [N-Term] 0.876 1.045 3.752002001 46.65 0 1403.75794 2 702.381958 -0.926608739 -0.000650367 53.00133517GLNVQEQLEHTR 2 118421089 1xTMT6plex [N-Term] 0.858 3.739928484 30.19 0 1652.891748 3 551.6311646 -7.748709297 -0.004269259 42.87997086GAVTGGEEAK 2 118421089 2xTMT6plex [N-Term; K10] 2.375579834 8.34 0 1376.778565 2 688.8925781 -0.497901418 -0.00034275 28.1934272ELEGEESEPQEMDIDEILR 1 118421089 1xTMT6plex [N-Term] 1.71026814 0 2490.175495 2 1245.59021 -0.944314218 -0.001175754 84.1771259821264565 ARID1A AT-rich interactive domain-containing protein 1A isoform a 8289 NP_006006.3 1.881838074 1 3 3 8 2285 241.892 6.7 1.65 2.69 2.17 Non-Significant #N/A EEAGGEAAAAAAAER 4 21264565 1xTMT6plex [N-Term] 1.654 2.762 5.042537689 75.2 0 1602.792094 2 801.8988647 -1.023718434 -0.000820404 28.45898273GYQGYPGGDYSGGPQDGGAGK 2 21264565 2xTMT6plex [N-Term; K21] 2.01 3.254161596 15.2 0 2446.167537 3 816.0533447 -9.016737397 -0.00735215 43.1960743ALLALAK 2 21264565 2xTMT6plex [N-Term; K7] 1.881922126 25.6 0 1157.802201 2 579.4042969 -0.763662393 -0.000442085 75.6848509221281677 WDR36 WD repeat-containing protein 36 134430 NP_644810.1 3.154574132 1 3 3 11 951 105.255 7.53 0.64 0.48 0.71 0.61 Significant 0.012 ESGPSGIETELR 2 21281677 1xTMT6plex [N-Term] 0.973 4.652269363 42.06 0 1503.785217 2 752.3966064 0.478007509 0.00035941 45.22719152GLQNTMSVR 6 21281677 1xTMT6plex [N-Term] 0.05 0.481 0.709 3.519046068 38.68 0 1234.677522 2 617.8421631 -0.382568012 -0.000236174 36.94369129SLGHGLINK 2 21281677 2xTMT6plex [N-Term; K9] 0.903 2.52300787 17.24 0 1396.867655 3 466.2949829 1.961897005 0.000913503 43.29119498GLQNTMSVR 1 21281677 1xTMT6plex [N-Term]; 1xOxidation [M6] 2.115 6.33 0 1250.672437 2 617.8421631 -0.382568012 -0.000236174 36.943691294759158 SNRPD2 small nuclear ribonucleoprotein Sm D2 isoform 1 6633 NP_004588.1 38.98305085 1 4 4 34 118 13.518 9.91 1.17 1.27 1.35 1.26 Significant 0.0017 SEMTPEELQK 6 4759158 2xTMT6plex [N-Term; K10] 1.196 1.084 1.352 4.125683784 36.1 0 1649.882044 2 825.444458 -0.245111083 -0.000202202 42.93726648GDSVIVVLR 12 4759158 1xTMT6plex [N-Term] 1.093 1.88 1.245 3.314539433 52.99 0 1186.735689 2 593.871521 0.064590783 3.83E-05 51.04653715EMWTEVPK 14 4759158 2xTMT6plex [N-Term; K8] 1.128 1.275 1.679 2.982759237 33.42 0 1477.812508 2 739.4095459 -0.468708392 -0.000346332 56.81336919REEEEFNTGPLSVLTQSVK 2 4759158 2xTMT6plex [N-Term; K19] 2.364094496 8.4 1 2621.418667 3 874.4764404 -1.487183634 -0.00129951 72.82261067219842317 GSTK1 glutathione S-transferase kappa 1 isoform b 373156 NP_001137151.1 16.66666667 1 4 4 14 282 31.546 8.73 0.75 0.93 0.5 0.73 Significant 0.028 FLTAVNLEHPEMLEK 6 219842317 2xTMT6plex [N-Term; K15] 100 0.932 0.503 3.018472433 29.27 0 2229.235347 3 743.7489624 -1.351401939 -0.001004198 72.5173251MELLAHLLGEK 2 219842317 2xTMT6plex [N-Term; K11] 0.849 2.329921484 19.82 0 1712.018084 3 571.343811 -0.703242882 -0.000401322 97.66847733DSGNKPPGLLPR 2 219842317 2xTMT6plex [N-Term; K5] 0.707 3.097609043 2.95 0 1709.011025 3 570.3413696 -0.859522414 -0.000489644 41.52872557DFLSVMLEK 4 219842317 2xTMT6plex [N-Term; K9] 1.965545535 12 0 1539.885673 2 770.4452515 -1.588709055 -0.001223215 93.260595937705877 HN1 hematological and neurological expressed 1 protein isoform 1 51155 NP_057269.1 37.01298701 1 3 3 13 154 16.005 5.6 0.87 1.44 1.84 1.38 Significant 0.039



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms SSGGREDLESSGLQR 4 7705877 1xTMT6plex [N-Term] 0.755 0.821 4.040278912 39.64 1 1806.914334 3 602.9765625 0.442904229 0.000266763 29.01170979GEGDIHENVDTDLPGSLGQSEEKPVPAAPVPSPVAPAPVPSR 5 7705877 2xTMT6plex [N-Term; K23] 100 100 2.823817015 12.08 0 4671.430634 4 1168.609985 -2.680595033 -0.003130553 56.71240656EDLESSGLQR 4 7705877 1xTMT6plex [N-Term] 1.617 1.841 3.563274622 53.42 0 1362.706239 2 681.8563843 -0.548163127 -0.000373493 31.556278794759098 TRA2B transformer-2 protein homolog beta isoform 1 6434 NP_004584.1 18.05555556 1 4 4 16 288 33.646 11.25 1.51 0.86 1.19 Non-Significant #N/A ANPDPNCCLGVFGLSLYTTER 2 4759098 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C8] 1.504 3.403379202 34.9 0 2613.263874 3 871.7601318 0.753256429 0.000656153 87.9313948GFAFVYFENVDDAK 6 4759098 2xTMT6plex [N-Term; K14] 100 1.817445874 2.82 0 2080.079164 2 1040.540649 -2.471709714 -0.002570676 86.46212672GYDDRDYYSR 4 4759098 1xTMT6plex [N-Term] 100 0.763 3.668278694 19.48 1 1538.707302 3 513.572937 -1.978111653 -0.001014578 32.6807862VDFSITK 4 4759098 2xTMT6plex [N-Term; K7] 1.139 2.572 2.657176256 25.65 0 1267.76621 2 634.3856201 -1.771640234 -0.001123013 59.2122215527777632 SLC9A1 sodium/hydrogen exchanger 1 6548 NP_003038.2 7.607361963 1 4 4 9 815 90.705 7.21 0.71 1.01 0.86 Non-Significant #N/A VAEEDEDDDGGIMMR 4 27777632 1xTMT6plex [N-Term] 0.823 1.007 4.103861332 54.18 0 1910.830923 2 955.9179688 -1.183924738 -0.00113114 48.74218384AFPVLGIDYTHVR 2 27777632 1xTMT6plex [N-Term] 1.678 2.466302156 24.77 0 1716.963457 3 572.9935913 1.609851258 0.000921352 71.03914675ILPALSK 2 27777632 2xTMT6plex [N-Term; K7] 0.622 2.40852809 30.05 0 1199.812766 2 600.4101563 0.224968435 0.00013496 72.68898713EDLPVITIDPASPQSPESVDLVNEELK 1 27777632 2xTMT6plex [N-Term; K27] 0.775209069 0 3392.808868 3 1131.608276 0.415045945 0.000469391 88.78646874149193321 GRSF1 G-rich sequence factor 1 isoform 1 2926 NP_002083.3 10.20833333 1 4 4 14 480 53.103 6.19 2.37 1.61 1.56 1.84 Significant 0.02 GLPYSCNEK 2 149193321 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 2.36 3.303743839 33.29 0 1525.808485 2 763.4076538 -0.297778402 -0.000227176 49.06673986ITMEYSSSGK 2 149193321 2xTMT6plex [N-Term; K10] 2.959162235 27.11 0 1560.834365 2 780.9213867 0.724886333 0.000565714 43.14280406GLPFQANAQDIINFFAPLKPVR 4 149193321 2xTMT6plex [N-Term; K19] 0.315 1.653074145 1.89 0 2914.670739 3 972.2268066 -1.67178682 -0.001624236 105.0733388IASFPTAK 6 149193321 2xTMT6plex [N-Term; K8] 2.468 1.607 1.611 3.633111477 42.34 0 1292.797844 2 646.9039307 2.119881416 0.001370289 52.287461918087855 DYNLL2 dynein light chain 2, cytoplasmic 140735 NP_542408.1 21.34831461 1 1 3 18 89 10.343 7.37 0.94 0.85 0.89 0.89 Significant 0.00085 YNPTWHCIVGR 10 18087855 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.942 0.879 0.939 4.499279976 41.53 0 1631.831397 3 544.6154175 0.185197691 0.000100737 46.35495512DIAAYIK 6 18087855 2xTMT6plex [N-Term; K7] 0.877 0.641 0.772 3.368264437 37.15 0 1251.771295 2 626.388916 -0.590865722 -0.000369814 54.59022576KYNPTWHCIVGR 2 18087855 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.77 3.830965757 21.05 1 1989.089292 4 498.0272522 -1.06231075 -0.000528258 43.447280094826852 NDUFAB1 acyl carrier protein, mitochondrial precursor 4706 NP_004994.1 20.51282051 1 3 3 21 156 17.406 4.93 0.84 0.79 0.75 0.79 Significant 0.0011 LSVNSHFMK 6 4826852 2xTMT6plex [N-Term; K9] 0.756 0.753 0.742 3.825443745 50.04 0 1520.86594 3 507.6270447 0.421071435 0.000213464 48.79955679LSVNSHFMK 8 4826852 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 0.917 0.839 0.901 2.90986228 33.24 0 1536.860855 3 507.6270447 0.421071435 0.000213464 48.79955679LYDKIDPEK 5 4826852 3xTMT6plex [N-Term; K4; K9] 100 0.688 0.584 2.604744673 12.8 1 1808.077262 3 603.3635864 -0.584180045 -0.000352081 49.51717265LMCPQEIVDYIADK 2 4826852 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 1.352327347 5 0 2153.138669 2 1077.071533 -1.337365675 -0.001439767 106.21447614506607 RPL18 60S ribosomal protein L18 isoform 1 6141 NP_000970.1 19.68085106 1 3 3 40 188 21.621 11.72 1.25 1.33 0.67 1.08 Significant 0.035 TAVVVGTITDDVR 10 4506607 1xTMT6plex [N-Term] 1.202 1.175 1.166 3.628951788 52.01 0 1574.895102 2 787.9511108 -0.099803671 -7.86E-05 52.43676465GCGTVLLSGPR 10 4506607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.214 1.328 0.334 4.313420296 51.02 0 1345.745936 2 673.3769531 0.515364737 0.000346775 50.20946792ILTFDQLALDSPK 20 4506607 2xTMT6plex [N-Term; K13] 1.729 1.558 2.039 2.944716454 36.43 0 1919.125386 2 960.0672607 0.968855078 0.000929677 88.5395155240804742 ZC3H14 zinc finger CCCH domain-containing protein 14 isoform 1 79882 NP_079100.2 5.163043478 1 3 3 8 736 82.823 7.31 1.19 1.1 1.3 1.2 Significant 0.0023 AISEAQESVTK 4 40804742 2xTMT6plex [N-Term; K11] 1.188 1.098 4.305812836 52.38 0 1620.920872 2 810.9630737 -1.234661788 -0.001000645 45.77394065FNHDGEEEEEDDDYGSR 2 40804742 1xTMT6plex [N-Term] 1.303 5.697010517 46.17 0 2271.911158 3 757.9742432 -1.312607582 -0.000994043 35.72201978QTYDDGAATR 2 40804742 1xTMT6plex [N-Term] 2.507136822 33.79 0 1326.648724 2 663.8283081 0.463959243 0.000307755 22.058662894502211 ARF6 ADP-ribosylation factor 6 382 NP_001654.1 36.57142857 1 4 4 14 175 20.069 8.95 0.91 1.08 1.07 1.02 Significant 0.0029 QDLPDAMKPHEIQEK 6 4502211 3xTMT6plex [N-Term; K8; K15] 0.878 1.078 1.053 5.440040112 32.22 0 2466.362956 4 617.3451538 -1.690860469 -0.001042569 42.96539897ILMLGLDAAGK 2 4502211 2xTMT6plex [N-Term; K11] 1.921 3.293779612 38.83 0 1559.959506 2 780.4834595 0.087146693 6.80E-05 97.06973629FNVWDVGGQDK 5 4502211 2xTMT6plex [N-Term; K11] 100 1.241 100 2.091439486 17.68 0 1722.921541 2 861.9629517 -1.69141172 -0.001457085 67.75207016NWYVQPSCATSGDGLYEGLTWLTSNYK 1 4502211 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C8] 0.995000064 0 3568.745891 3 1190.251465 -1.695096523 -0.002016456 103.97110055729770 TPP1 tripeptidyl-peptidase 1 preproprotein 1200 NP_000382.3 11.72291297 1 3 3 12 563 61.21 6.48 1.066 0.767 0.01 0.61 Non-Significant 0.19 GCHESCLDEEVEGQGFCSGPGWDPVTGWGTPNFPALLK 6 5729770 2xTMT6plex [N-Term; K38]; 3xCarbamidomethyl [C2; C6; C17] 0.703 3.727852583 25.08 0 4649.15759 4 1163.044312 -0.467477432 -0.000543344 101.1783187LFGGNFAHQASVAR 2 5729770 1xTMT6plex [N-Term] 1.085 4.18660593 29.48 0 1703.917903 3 568.6450806 1.634491435 0.000928346 47.65170349LYQQHGAGLFDVTR 4 5729770 1xTMT6plex [N-Term] 0.662 0.806 0.01 2.946845055 0.41 0 1833.980898 3 611.9984741 -0.01548365 -9.47E-06 52.04283224240849531 COG5 conserved oligomeric Golgi complex subunit 5 isoform 1 10466 NP_006339.3 5.23255814 1 3 3 14 860 94.842 6.6 0.93 100 1.45 34.13 Non-Significant #N/A DTITSVVDGYCATLEENINSALDIK 5 240849531 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C11] 100 100 3.521898031 22.94 0 3199.644445 3 1067.220215 0.514420048 0.000548654 109.2987186GSGAAAATVR 7 240849531 1xTMT6plex [N-Term] 1.22 1.453 3.32468462 65.48 0 1089.621387 2 545.3138428 -0.897874378 -0.000489172 19.1397438LQGQLQGGSR 2 240849531 1xTMT6plex [N-Term] 0.644 2.597949505 16.22 0 1272.722164 2 636.8642578 -0.726674703 -0.000462428 39.1566426351173724 BYSL bystin 705 NP_004044.3 10.06864989 1 4 4 12 437 49.57 8.12 1.36 0.8 1.77 1.31 Significant 0.043 GTGEAEEEYVGPR 6 51173724 1xTMT6plex [N-Term] 1.134 0.797 1.766 4.391830921 54.08 0 1622.785946 2 811.895752 -1.058915844 -0.000859197 33.91744226AIEMFMNK 2 51173724 2xTMT6plex [N-Term; K8] 1.329 2.91486454 30.72 0 1441.794749 2 721.4005737 -0.609309378 -0.00043925 84.05716589GILIPLCESGTCTLR 2 51173724 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C12] 0.823459327 0.57 0 1919.02917 2 960.0160522 -2.262762797 -0.002171154 74.05940901EALLELLR 2 51173724 1xTMT6plex [N-Term] 100 2.042614698 31.75 0 1185.74044 2 593.3726807 -1.986136085 -0.001177521 85.2589206312751497 C8orf33 UPF0488 protein C8orf33 65265 NP_075568.1 17.46724891 1 3 3 10 229 24.977 9.95 1.01 1.32 1.03 1.12 Significant 0.0079 AHPLGDEGGTASK 2 12751497 2xTMT6plex [N-Term; K13] 1.488 4.464735031 52.98 0 1697.922269 3 566.6450806 -0.930932358 -0.000526884 30.65065428ATLDMPDEEFR 4 12751497 1xTMT6plex [N-Term] 1.006 1.013 2.933686018 32.16 0 1552.751475 2 776.8790894 -0.368654657 -0.000286215 65.97067963AAAYSAQVQPVDGATR 4 12751497 1xTMT6plex [N-Term] 1.453 1.031 2.939355612 27.19 0 1833.965641 2 917.4854126 -1.141098088 -0.001046367 36.75081188401461775 TRAPPC3 trafficking protein particle complex subunit 3 isoform 2 27095 NP_001257823.1 20.74468085 1 4 4 10 188 21.218 5.06 1.4 0.96 1.18 Non-Significant #N/A GALEMVQMAVEAK 4 401461775 2xTMT6plex [N-Term; K13] 2.244886875 28.57 0 1835.017097 2 918.0111084 -1.175625627 -0.001078647 93.47719821DYENDEDVNK 2 401461775 2xTMT6plex [N-Term; K10] 1.159 4.101265907 49.42 0 1698.82228 2 849.9136353 -1.345839535 -0.001143171 43.67353876ETADVIAK 2 401461775 2xTMT6plex [N-Term; K8] 1.398 3.452906847 46.48 0 1304.782588 2 652.8949585 0.04019228 2.62E-05 44.85462942GDGVTEIR 2 401461775 1xTMT6plex [N-Term] 0.759 2.604420662 32.45 0 1075.594504 2 538.3008423 -0.089122515 -4.79E-05 30.3963711756243583 WDR18 WD repeat-containing protein 18 57418 NP_077005.2 8.564814815 1 4 4 18 432 47.375 6.7 0.79 0.94 0.92 0.88 Significant 0.0028 SVLGGQDQLR 4 56243583 1xTMT6plex [N-Term] 0.944 1.015 3.407416582 63 0 1301.73748 2 651.3713379 -1.598163057 -0.001040194 35.37179587VTELEDEVR 6 56243583 1xTMT6plex [N-Term] 0.956 0.903 0.753 3.37314105 50.82 0 1318.705176 2 659.8497925 -9.758040913 -0.00643399 48.39499791SFHPEQDAGK 4 56243583 2xTMT6plex [N-Term; K10] 0.779 3.865080357 30.47 0 1573.837477 3 525.2844238 0.788705564 0.000413765 34.54068021DLFDFSTR 4 56243583 1xTMT6plex [N-Term] 1.80387342 16.17 0 1229.636369 2 615.321228 -0.96707884 -0.000594578 71.369651494501853 ACAA1 3-ketoacyl-CoA thiolase, peroxisomal isoform a 30 NP_001598.1 14.1509434 1 4 4 11 424 44.264 8.44 0.827 2.077 0.698 1.2 Non-Significant 0.11 EKQDTFALASQQK 4 4501853 3xTMT6plex [N-Term; K2; K13] 0.827 0.698 5.1091609 33.57 1 2181.248244 3 727.7533569 -1.249747353 -0.00090867 42.24766065AEELGLPILGVLR 2 4501853 1xTMT6plex [N-Term] 2.077 2.655641317 29.7 0 1608.988609 2 804.9959717 -2.449986658 -0.001971 102.7598509DCLIPMGITSENVAER 3 4501853 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.081836581 3.8 0 2034.019727 2 1017.513672 0.167073109 0.000169915 57.11247018GCFQAEIVPVTTTVHDDK 2 4501853 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C2] 1.452754378 4 0 2475.295381 3 825.7695923 -0.467481392 -0.000385718 51.96664585803133 RAB32 ras-related protein Rab-32 10981 NP_006825.1 16.88888889 1 3 3 10 225 24.982 6.54 1.62 1.61 1.62 Non-Significant #N/A ILVNHQSFPNEENDVDK 2 5803133 2xTMT6plex [N-Term; K17] 1.476 3.719100475 32.6 0 2456.282173 3 819.4312744 -1.181952075 -0.000967736 50.25074111DNINIEEAAR 4 5803133 1xTMT6plex [N-Term] 1.629 1.568 4.634645939 66 0 1373.722223 2 687.3647461 -0.005665265 -3.89E-06 39.76766205LQLWDIAGQER 4 5803133 1xTMT6plex [N-Term] 2.457 2.799 2.500164986 23.22 0 1557.858657 2 779.4319458 -1.310933073 -0.001021124 75.47510298662236737 HSPBP1 hsp70-binding protein 1 isoform 1 23640 NP_001284529.1 13.33333333 1 4 4 13 405 44.445 6.47 2.68 2.26 1.29 2.07 Significant 0.037 YLEAGAAGLR 4 662236737 1xTMT6plex [N-Term] 1.301 1.286 3.789552212 43.47 0 1249.710202 2 625.3580322 -1.13177989 -0.000707198 46.01462248AMQQQVQK 4 662236737 2xTMT6plex [N-Term; K8] 2.459 2.768 3.373292685 42.99 0 1418.81899 2 709.9126587 -0.669181336 -0.000474724 33.86885957AAQLIGTCSQNVAAIQEQVLGLGALR 2 662236737 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.499196649 1.46 0 2910.603241 3 970.8709717 -1.676274825 -0.001626324 96.02534908ALFAISCLVR 3 662236737 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 100 2.030977964 17.74 0 1378.807808 2 689.9066772 -1.254865111 -0.000865109 87.78355735148746199 RPL31 60S ribosomal protein L31 isoform 2 6160 NP_001092047.1 24.21875 1 3 3 23 128 14.623 10.8 1.3 1.51 1.3 1.37 Significant 0.0026 LYTLVTYVPVTTFK 6 148746199 2xTMT6plex [N-Term; K14] 100 2.350405455 17.11 0 2103.250586 2 1052.129395 0.44048603 0.000463226 98.5410038EYTINIHK 11 148746199 2xTMT6plex [N-Term; K8] 1.287 1.442 1.291 3.346632004 39.17 0 1475.862235 2 738.4348755 0.162045316 0.000119578 54.66340425SAINEVVTR 6 148746199 1xTMT6plex [N-Term] 1.401 1.517 3.080296755 46.27 0 1217.705117 2 609.3557129 -0.794665914 -0.000483834 45.55060566343478203 SPECC1 cytospin-B isoform 1 92521 NP_001230368.1 3.370786517 1 3 4 18 1068 118.512 6.7 1.156 0.54 0.531 0.74 Non-Significant 0.07 ELSDLEEENR 2 343478203 1xTMT6plex [N-Term] 3.342 3.923595667 48.01 0 1462.722283 2 731.8649292 0.204371288 0.000149469 51.50363095EICDHQAEQLSR 8 343478203 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.829 0.54 0.531 4.711182117 36.53 0 1714.837998 3 572.2846069 0.740140341 0.000423074 21.50828698ELIAEAK 14 343478203 2xTMT6plex [N-Term; K7] 1.008 0.864 0.732 3.105089664 41.18 0 1231.76621 2 616.3860474 -1.129705805 -0.000695767 44.39085676IIELEQK 1 343478203 2xTMT6plex [N-Term; K7] 0.902 1.888845682 15.59 0 1330.834624 2 665.920105 -1.270006831 -0.000845085 59.05631726526118265 GOLGA5 golgin subfamily A member 5 9950 NP_005104.3 6.292749658 1 3 3 6 731 82.94 5.83 1.29 0.59 0.94 Non-Significant #N/A ENVSSNAACPDHTPTPNDDGK 2 526118265 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C9] 1.285 5.241638184 58.33 0 2684.262243 3 895.4241943 -1.56943391 -0.001404257 36.52491796EQLQDLHDQIAGQK 2 526118265 2xTMT6plex [N-Term; K14] 0.594 3.796432495 34.57 0 2081.139138 3 694.3843994 -0.236878834 -0.000164326 46.88648967LQEADQLLSTR 2 526118265 1xTMT6plex [N-Term] 1.023317099 18.69 0 1502.837587 2 751.9234009 1.289386045 0.000968869 56.0839613524111250 GNA13 guanine nucleotide-binding protein subunit alpha-13 isoform 1 10672 NP_006563.2 8.48806366 1 2 3 15 377 44.022 8 1.05 0.86 0.95 Non-Significant #N/A APMAAQGMVETR 4 24111250 1xTMT6plex [N-Term] 0.845 0.861 4.136136055 65.68 0 1490.765685 2 745.8880005 2.038869417 0.001519738 42.68826072ILLLGAGESGK 18 24111250 2xTMT6plex [N-Term; K11] 0.902 0.919 0.846 3.951235533 49.11 0 1515.95105 2 758.4802856 1.480594682 0.001122255 72.51511041DTILHDNLK 2 24111250 2xTMT6plex [N-Term; K9] 1.103 3.470733166 21.39 0 1526.894264 3 509.6365051 0.457517509 0.00023286 49.611249964557269 ADSL adenylosuccinate lyase isoform a 158 NP_000017.1 11.98347107 1 4 4 9 484 54.854 7.11 1.46 1.83 1.65 Non-Significant #N/A KVDIEVLSVLASLGASVHK 2 4557269 3xTMT6plex [N-Term; K1; K19] 100 3.172958612 25.35 1 2652.626698 4 663.9122925 0.241877938 0.000160403 107.4559245HLMTLVMDPLQTASVQWFER 2 4557269 1xTMT6plex [N-Term] 100 2.617400885 9.91 0 2631.362465 3 877.7921143 -0.256732613 -0.000225186 106.4124256EMEEPFEK 4 4557269 2xTMT6plex [N-Term; K8] 1.059 1.831 3.826079845 36.82 0 1496.770703 2 748.8881836 -1.076973579 -0.000805991 46.86221385AFIITGQTYTR 1 4557269 1xTMT6plex [N-Term] 0.912922621 0 1499.841945 2 750.4249878 0.502983625 0.000377198 52.19959746149158692 BAG6 large proline-rich protein BAG6 isoform a 7917 NP_004630.3 5.830388693 1 4 4 12 1132 119.334 5.6 0.94 0.6 0.75 0.76 Significant 0.016 APPQTHLPSGASSGTGSASATHGGGSPPGTR 6 149158692 1xTMT6plex [N-Term] 0.613 0.597 0.731 7.751004696 60.31 0 3014.487753 4 754.3762817 -1.478127377 -0.001113949 32.1844611DLEAPEVQESYR 2 149158692 1xTMT6plex [N-Term] 0.808 3.759114981 24.47 0 1664.832896 2 832.9153442 -5.696669895 -0.004742002 44.08157327LQPFLQR 1 149158692 1xTMT6plex [N-Term] 1.057 2.306426525 20.99 0 1130.688345 2 565.8476563 -0.273107971 -0.0001544 61.51215296ESFSLVQVQPGVDIIR 3 149158692 1xTMT6plex [N-Term] 1.511568785 10.26 0 2016.132707 2 1008.570618 0.621071003 0.000626081 72.686317337106299 ATXN10 ataxin-10 isoform 1 25814 NP_037368.1 10.10526316 1 5 5 19 475 53.455 5.25 0.92 1.06 0.99 Non-Significant #N/A KVGFEVEK 4 7106299 3xTMT6plex [N-Term; K1; K8] 0.874 1.136 3.245761871 36.17 1 1623.008455 3 541.6737671 -1.05145507 -0.00056884 48.55941481LIGNLCYK 4 7106299 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.414 1.019 3.221148014 31.38 0 1438.849228 2 719.9286499 0.55262544 0.000397572 72.22918301ALTALFK 5 7106299 2xTMT6plex [N-Term; K7] 0.906 0.848 2.34806633 20.87 0 1221.797116 2 611.4014893 -1.157315201 -0.000707002 77.74854647DDIPVFLR 4 7106299 1xTMT6plex [N-Term] 0.854 2.39046669 21.54 0 1203.69349 2 602.3502197 -0.271445246 -0.000163368 62.65281631LASEEPPDDEEALATIR 2 7106299 1xTMT6plex [N-Term] 1.16660893 0 2085.05491 2 1043.033325 2.141023051 0.002232075 54.91387048115430112 REEP5 receptor expression-enhancing protein 5 7905 NP_005660.4 11.11111111 1 3 3 16 189 21.479 8.1 0.71 0.78 1.06 0.85 Significant 0.015 KATVNLLGEEK 8 115430112 3xTMT6plex [N-Term; K1; K11] 0.728 0.79 1.117 3.913116455 55.12 1 1889.167474 3 630.3936157 -0.624763049 -0.000393427 59.77103509ATVNLLGEEK 4 115430112 2xTMT6plex [N-Term; K10] 1.636 0.794 3.996911049 49.25 0 1531.909579 2 766.4584351 0.009306807 7.13E-06 60.11550075AKETADAITK 4 115430112 3xTMT6plex [N-Term; K2; K10] 0.643 0.708 2.705455303 13.57 1 1735.056861 3 579.0233154 -0.846163011 -0.00048938 43.81475274751247012 TIMM9 mitochondrial import inner membrane translocase subunit Tim9 isoform a 26520 NP_001291414.1 47.19101124 1 3 3 20 89 10.371 7.21 0.86 0.78 0.55 0.73 Significant 0.016 FQEYHIQQNEALAAK 8 751247012 2xTMT6plex [N-Term; K15] 0.841 0.837 1.002 5.214664459 53.74 0 2248.212637 3 750.0744019 -1.772485186 -0.001328308 48.68884474EVKPEETTCSEHCLQK 9 751247012 3xTMT6plex [N-Term; K3; K16]; 2xCarbamidomethyl [C9; C13] 0.882 0.659 0.456 4.625619888 30.45 0 2662.378348 4 666.3504639 0.630037707 0.00041935 43.47881123LTETCFLDCVK 3 751247012 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C5; C9] 0.602 1.847478151 16.69 0 1843.969814 2 922.4899292 1.501238479 0.001384119 73.518641225803221 WDR3 WD repeat-containing protein 3 10885 NP_006775.1 4.241781548 1 4 4 14 943 106.032 6.64 1.32 1.12 0.67 1.04 Significant 0.033 EAEYEESVAK 4 5803221 2xTMT6plex [N-Term; K10] 1.462 1.301 4.257689953 59.49 0 1612.847038 2 806.9278564 0.866654178 0.00069889 38.29354472GFVTGGADK 6 5803221 2xTMT6plex [N-Term; K9] 1.242 1.061 0.669 3.554883718 40.85 0 1309.751622 2 655.3796387 0.289019493 0.000189272 44.75265921LITGASDSELR 2 5803221 1xTMT6plex [N-Term] 0.626 3.258995295 1.94 0 1390.773925 2 695.8910522 0.649503253 0.000451656 45.20490747DAITQALFLR 2 5803221 1xTMT6plex [N-Term] 1.300498486 21.84 0 1376.809916 2 688.909668 1.55656745 0.001071549 78.1390219710880989 RAB18 ras-related protein Rab-18 isoform 1 22931 NP_067075.1 20.87378641 1 4 4 19 206 22.963 5.24 1.35 1.25 100 34.2 Non-Significant #N/A GAQGVILVYDVTR 6 10880989 1xTMT6plex [N-Term] 100 1.106 3.659711361 56.66 0 1619.931822 2 810.46875 -0.986924251 -0.000799375 76.59075735ILIIGESGVGK 6 10880989 2xTMT6plex [N-Term; K11] 1.232 1.059 100 2.819075346 37.49 0 1543.98235 2 772.4938965 -1.187792885 -0.000916966 63.24921121TISVDGNK 4 10880989 2xTMT6plex [N-Term; K8] 1.319 1.283 3.185013294 33.4 0 1291.762187 2 646.3840332 -1.081510021 -0.000698527 42.6408597LAIWDTAGQER 3 10880989 1xTMT6plex [N-Term] 1.324092865 4.77 0 1488.800808 2 744.9034424 -0.805933452 -0.000599937 56.7258723719311006 PPP1R14C protein phosphatase 1 regulatory subunit 14C 81706 NP_112211.1 23.03030303 1 2 2 10 165 17.832 5.16 1.06 1.02 1.13 1.07 Significant 0.0009 EDSAPVATAAAAGQVQQQQQR 8 19311006 1xTMT6plex [N-Term] 1.061 1.019 1.13 6.175588608 78.81 0 2383.216329 3 795.0758057 -1.454176765 -0.001155206 35.77484129LQEALVDCYKPTEEFIK 2 19311006 3xTMT6plex [N-Term; K10; K17]; 1xCarbamidomethyl [C8] 1.30503881 2.52 0 2770.530415 3 924.1815186 -0.148941132 -0.000137549 78.885565927657058 EIF2B2 translation initiation factor eIF-2B subunit beta 8892 NP_055054.1 14.24501425 1 4 4 12 351 38.965 6.16 1.17 1.12 1.14 Non-Significant #N/A AVTGTHTLALAAK 2 7657058 2xTMT6plex [N-Term; K13] 1.253 4.176812172 44.63 0 1712.047076 3 571.3544922 1.079171552 0.000615864 50.65606322SDESDQQESLHK 4 7657058 2xTMT6plex [N-Term; K12] 0.811 1.052 3.92358613 32.23 0 1860.933956 3 620.9832153 0.610927696 0.000378965 27.40163834ETLGLLR 4 7657058 1xTMT6plex [N-Term] 1.457 1.277 2.391879559 29.52 0 1030.645811 2 515.8256226 -1.787872024 -0.000921331 60.29403219FVAPEEVLPFTEGDILEK 2 7657058 2xTMT6plex [N-Term; K18] 0.987788975 0 2491.373614 2 1246.190186 -0.20852603 -0.000259758 94.6821087130581111 HM13 minor histocompatibility antigen H13 isoform 3 81502 NP_848696.1 8.920187793 1 4 4 23 426 46.795 7.23 1.27 1.65 1.34 1.42 Significant 0.0067 NASDMPETITSR 4 30581111 1xTMT6plex [N-Term] 1.543 1.702 3.842537642 46.76 0 1550.768187 2 775.8872681 -0.59819849 -0.000463834 43.18467025EGTEASASK 2 30581111 2xTMT6plex [N-Term; K9] 2.334 3.039546013 35.67 0 1337.731281 2 669.3685913 -1.027547784 -0.000687291 26.96694549LVFPQDLLEK 15 30581111 2xTMT6plex [N-Term; K10] 1.794 1.48 1.062 2.143731117 23.45 0 1660.008565 2 830.5067139 -1.454140464 -0.001206943 88.85999899SFEAPIK 2 30581111 2xTMT6plex [N-Term; K7] 1.22 3.032746553 28.92 0 1249.755645 2 625.3817139 0.404986668 0.000253067 50.7143611523510283 ELP3 elongator complex protein 3 isoform 1 55140 NP_060561.3 6.032906764 1 3 3 8 547 62.219 8.88 1.43 100 1.33 34.25 Non-Significant #N/A ELHVYGSVVPVSSR 2 23510283 1xTMT6plex [N-Term] 1.42 4.25825882 39.29 0 1757.97475 3 586.663269 0.286903385 0.000168123 47.80900291IAVISGVGTR 2 23510283 1xTMT6plex [N-Term] 1.325 3.302144527 46.22 0 1201.746588 2 601.3760986 -1.38723454 -0.000833552 47.98193388GTGLYELWK 4 23510283 2xTMT6plex [N-Term; K9] 100 100 2.840795755 30.49 0 1524.882636 2 762.9449463 -0.013333403 -1.02E-05 83.6519114162244044 OCIAD2 OCIA domain-containing protein 2 isoform 1 132299 NP_001014446.1 25.97402597 1 4 4 18 154 16.943 9.03 0.9 1.38 0.65 0.98 Significant 0.045 VSYIGVCQSK 4 62244044 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.515 1.436 4.055303097 55.11 0 1598.897635 2 799.9517212 -0.918706211 -0.000734459 54.99195411ECQEESFWK 6 62244044 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.58 0.01 0.65 2.8925488 30.65 0 1700.835428 2 850.9141846 -8.428669309 -0.00716789 52.51166321VALAGLLGFGLGK 4 62244044 2xTMT6plex [N-Term; K13] 1.674876213 9.68 0 1674.071834 2 837.5386963 -1.026253378 -0.000859011 97.62748913QSLLFCPK 4 62244044 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.2 1.802159429 17.12 0 1450.849228 2 725.9276733 -0.798139662 -0.00057899 53.75212235190014623 DIS3 exosome complex exonuclease RRP44 isoform a 22894 NP_055768.3 5.010438413 1 3 3 10 958 108.934 7.14 1.29 1.34 1.2 1.28 Significant 0.001 ETYVEQEQGENANDRNDR 2 190014623 1xTMT6plex [N-Term] 2.3 4.617590904 33.84 1 2396.091188 3 799.3677368 -1.05637498 -0.000843724 32.08388327GALTLSSPEVR 6 190014623 1xTMT6plex [N-Term] 1.114 1.342 1.204 4.63363266 59.14 0 1358.784095 2 679.8953247 -0.531773915 -0.000361283 44.48748521ETNSMVEEFMLLANISVAK 2 190014623 2xTMT6plex [N-Term; K19] 100 2.759001732 26.87 0 2584.376667 3 862.1303711 -0.04146793 -3.57E-05 109.751857983700220 GGPS1 geranylgeranyl pyrophosphate synthase 9453 NP_001032354.1 12.66666667 1 3 3 8 300 34.849 6.14 1.54 0.61 100 34.05 Non-Significant #N/A GGNPELVALVK 2 83700220 2xTMT6plex [N-Term; K11] 1.1 2.989610672 55.85 0 1554.961949 2 777.9848022 0.243531482 0.000189341 64.28220452QLLELHQGQGLDIYWR 2 83700220 1xTMT6plex [N-Term] 100 3.304840326 28.52 0 2198.191953 3 733.4017334 -0.594035787 -0.000435268 82.24085671VLTLDHPDAVK 4 83700220 2xTMT6plex [N-Term; K11] 1.553 0.611 3.381802797 17.93 0 1665.993978 3 556.0029297 0.155026071 8.61E-05 54.31190645597955330 MTX1 metaxin-1 isoform 1 4580 NP_002446.3 6.008583691 1 4 4 11 466 51.431 9.79 1.08 1.18 0.63 0.96 Significant 0.029 EKYNADYDLSAR 4 597955330 2xTMT6plex [N-Term; K2] 0.87 0.629 3.892283201 16.39 1 1902.996162 3 635.0023804 -1.878283724 -0.001191456 38.0726066ECLTLLSQR 2 597955330 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.928 3.314125776 39.15 0 1348.745602 2 674.8764038 -0.052428577 -3.54E-05 63.09767716YNADYDLSAR 3 597955330 1xTMT6plex [N-Term] 1.285 1.18 2.805953026 23.89 0 1416.695674 2 708.8516846 0.295236749 0.00020913 40.68909113FTGAPLK 2 597955330 2xTMT6plex [N-Term; K7] 0.719 1.979009032 31.73 0 1191.750166 2 596.3780518 -1.12341027 -0.000669412 41.800459121237805 SMARCC2 SWI/SNF complex subunit SMARCC2 isoform a 6601 NP_003066.2 3.542009885 1 4 4 12 1214 132.797 5.69 1.21 0.93 1.43 1.19 Significant 0.014 EKPTDMQNFGLR 2 21237805 2xTMT6plex [N-Term; K2] 0.842 3.432240486 13.82 0 1894.025688 3 632.0132446 -0.26802344 -0.000169214 56.2570559EVVESEGER 6 21237805 1xTMT6plex [N-Term] 0.913 1.266 1.434 3.604876518 35.69 0 1262.642576 2 631.8245239 -0.637431727 -0.000402424 17.26823635IEESGNDEAR 2 21237805 1xTMT6plex [N-Term] 1.779 1.923309445 9.9 0 1348.654203 2 674.8306885 -0.076377529 -5.15E-05 31.92461515GHREEEQEDLTK 2 21237805 2xTMT6plex [N-Term; K12] 1.909348607 3.22 1 1929.007789 3 643.6741333 0.029633029 1.91E-05 31.9826982638201690 RAP2B ras-related protein Rap-2b 5912 NP_002877.2 30.6010929 1 4 4 11 183 20.491 4.81 0.55 0.01 100 33.52 Non-Significant #N/A EIEVDSSPSVLEILDTAGTEQFASMR 2 38201690 1xTMT6plex [N-Term] 100 2.081181526 12.28 0 3053.518627 3 1018.509766 -1.271691931 -0.001294378 107.1424483ASVDELFAEIVR 4 38201690 1xTMT6plex [N-Term] 0.01 2.534246206 23.78 0 1577.873639 2 789.4379272 -3.207276989 -0.002530339 98.45200768EVSYGEGK 2 38201690 2xTMT6plex [N-Term; K8] 0.533 3.087866545 39.24 0 1326.730552 2 663.8690186 0.156881421 0.00010407 38.05964964YDPTIEDFYR 3 38201690 1xTMT6plex [N-Term] 0.741 100 2.497146368 15.43 0 1547.75794 2 774.3827515 0.184899512 0.00014309 65.31921386223633988 KIAA1671 uncharacterized protein KIAA1671 85379 NP_001138678.1 2.27021041 1 3 3 18 1806 196.59 8.47 1.15 1.16 0.88 1.06 Significant 0.0074 ATVAVSEEHCAPGATSVR 10 223633988 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.097 1.219 1.207 5.467079639 42.04 0 2071.043968 3 691.0194092 -0.141899903 -9.80E-05 33.51135866AAIWESQHEGPEGAR 2 223633988 1xTMT6plex [N-Term] 0.41 3.012336731 13.33 0 1866.92959 3 622.9803467 -1.662286009 -0.001034457 42.65522414GVVSVQER 6 223633988 1xTMT6plex [N-Term] 1.15 1.06 1.359 3.201807737 40.77 0 1102.641788 2 551.8240967 -0.79048394 -0.00043581 38.0236203166348062 FAHD1 acylpyruvase FAHD1, mitochondrial isoform 1 81889 NP_001018114.1 18.14516129 1 3 3 12 248 27.111 7.69 0.58 100 0.54 33.71 Non-Significant #N/A AVPEAAAMDYVGGYALCLDMTAR 2 66348062 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17]; 1xOxidation [M20] 0.499 3.834210157 42.77 0 2690.28256 3 897.4324341 0.070102708 6.29E-05 92.02611382SFTASCPVSAFVPK 5 66348062 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.752575159 11.18 0 1956.066491 2 978.5383911 1.541275093 0.001507418 72.20590218AVPEAAAMDYVGGYALCLDMTAR 2 66348062 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17]; 2xOxidation [M8; M20] 0.704 2.616923094 17.92 0 2706.277475 3 897.4324341 0.070102708 6.29E-05 92.02611382GLPWTLAK 3 66348062 2xTMT6plex [N-Term; K8] 0.576 100 2.107267141 32.85 0 1343.845129 2 672.4274902 1.916268992 0.001287584 74.1500112850980309 UTP15 U3 small nucleolar RNA-associated protein 15 homolog isoform 1 84135 NP_115551.2 8.108108108 1 4 4 8 518 58.379 9.11 1.92 1.35 1.48 1.58 Significant 0.012 AVHTVDFTADK 2 50980309 2xTMT6plex [N-Term; K11] 1.346 4.300993919 44.89 0 1661.926292 3 554.6463013 -1.16812726 -0.000647114 40.59662948GVLANALAGR 2 50980309 1xTMT6plex [N-Term] 1.476 2.854763269 28.99 0 1170.715622 2 585.8612671 -0.311297044 -0.00018222 49.70916265EISHVLNFLIR 2 50980309 1xTMT6plex [N-Term] 1.922 2.691631079 19.05 0 1569.931428 3 523.9821777 0.351405874 0.000183894 85.37102107FLLLQGLVEK 2 50980309 2xTMT6plex [N-Term; K10] 1.461633325 3.44 0 1618.034386 2 809.5199585 -1.07877053 -0.000872744 101.636272811034845 RPRD1B regulation of nuclear pre-mRNA domain-containing protein 1B 58490 NP_067038.1 19.32515337 1 5 5 14 326 36.877 5.97 1.348 0.915 0.01 0.76 Non-Significant 0.19 EFESVLVDAFSHVAR 2 11034845 1xTMT6plex [N-Term] 100 3.021941423 27.89 0 1935.017343 3 645.6762695 -1.595425623 -0.001029059 102.0288192



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms LAAELEDR 4 11034845 1xTMT6plex [N-Term] 1.327 0.896 3.179884195 38 0 1145.636369 2 573.3218384 0.02753737 1.58E-05 52.25658133ALQDLENAASGDATVR 4 11034845 1xTMT6plex [N-Term] 100 1.350595593 10.25 0 1859.966035 2 930.4867554 0.106965495 9.95E-05 60.82750076IASLPQEVQDVSLLEK 1 11034845 2xTMT6plex [N-Term; K16] 1.138281226 0 2227.29497 2 1114.14856 -2.302034281 -0.002563655 88.75453474LLNIWQER 3 11034845 1xTMT6plex [N-Term] 0.01 1.357137799 15.6 0 1300.757487 2 650.8822632 -0.182226752 -0.000118516 67.270166522035638 MGST1 microsomal glutathione S-transferase 1 isoform a 4257 NP_665735.1 9.032258065 1 2 2 19 155 17.587 9.39 1.1 1.4 1.74 1.41 Significant 0.017 KVFANPEDCVAFGK 10 22035638 3xTMT6plex [N-Term; K1; K14]; 1xCarbamidomethyl [C9] 1.026 1.067 1.149 5.738873959 49.29 1 2269.261785 3 757.0908813 -1.628149319 -0.001231566 60.97841046VFANPEDCVAFGK 9 22035638 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 2.508 5.355 100 3.313582897 44.24 0 1912.003891 2 956.5062866 0.735402367 0.000703046 79.6374240226051237 NUP54 nucleoporin p54 isoform 1 53371 NP_059122.2 7.692307692 1 4 4 13 507 55.401 7.02 1.16 1.16 1.36 1.23 Significant 0.0029 SQQQQLVESLHK 6 26051237 2xTMT6plex [N-Term; K12] 0.935 1.164 1.359 4.892219067 56.94 0 1883.075081 3 628.362915 -0.472314047 -0.000296468 41.99726144VDNPDSEK 2 26051237 2xTMT6plex [N-Term; K8] 1.401 3.051029205 32.68 0 1361.731281 2 681.3696899 0.604144756 0.000411341 32.8385073YYIDADLLR 3 26051237 1xTMT6plex [N-Term] 2.322419167 22.17 0 1370.751733 2 685.8792114 -0.427800617 -0.000293204 67.43262242LIPVPMVGFK 2 26051237 2xTMT6plex [N-Term; K10] 0.661 2.088567019 19.39 0 1558.979514 2 779.9934692 0.095092053 7.41E-05 91.9337924874229015 OAS1 2'-5'-oligoadenylate synthase 1 isoform 3 4938 NP_001027581.1 13.04347826 1 4 4 10 414 47.377 8.95 0.01 0.01 0.258 0.09 Non-Significant 0.38 GSSYPVCVSK 2 74229015 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.258 3.372049093 32.28 0 1541.839785 2 771.4239502 0.543701514 0.00041915 46.29827739SDADLVVFLSPLTTFQDQLNR 2 74229015 1xTMT6plex [N-Term] 2.065233707 16.5 0 2608.381998 3 870.1296997 -2.85685874 -0.002483926 111.259929FIEDYLLPDTCFR 4 74229015 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.01 0.01 2.149631977 25.86 0 1917.961802 2 959.4832764 -1.316880045 -0.001262863 100.0966313LIEECTDLQK 2 74229015 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.770459652 7.91 0 1706.939893 2 853.9727173 -1.016655416 -0.000867685 50.8730520862530384 ECI1 enoyl-CoA delta isomerase 1, mitochondrial isoform 1 precursor 1632 NP_001910.2 13.57615894 1 4 4 14 302 32.795 8.54 0.65 0.39 0.52 Non-Significant #N/A SPAHYAGYWK 2 62530384 2xTMT6plex [N-Term; K10] 0.388 3.169445753 34.44 0 1637.884033 3 546.6330566 0.356198524 0.000194471 50.56473631VLVEPDAGAGVAVMK 4 62530384 2xTMT6plex [N-Term; K15] 0.707 1.92042768 15.83 0 1914.113441 2 957.5600586 -0.313498922 -0.000300036 70.21846824SLQMYLER 6 62530384 1xTMT6plex [N-Term] 0.653 0.01 2.897750854 32.17 0 1268.687024 2 634.8486328 2.337097286 0.001482523 60.33706531AVQELWLR 2 62530384 1xTMT6plex [N-Term] 100 1.771253467 20.3 0 1243.736023 2 622.3720093 0.577972073 0.000359422 62.3218274549355721 FAM162A protein FAM162A 26355 NP_055182.3 23.37662338 1 3 3 25 154 17.331 9.77 0.72 0.7 0.71 0.71 Significant 0.000066 VPLHKPTDWQK 10 49355721 3xTMT6plex [N-Term; K5; K11] 0.817 0.668 0.703 3.968546629 22.88 0 2036.225992 4 509.8121338 0.350219599 0.000178282 44.39994671LKEEAAMK 10 49355721 3xTMT6plex [N-Term; K2; K8] 0.693 0.856 0.744 3.663611412 17.33 1 1606.980525 3 536.331665 -0.051881657 -2.78E-05 40.31011796EDEIPETVSLEMLDAAK 5 49355721 2xTMT6plex [N-Term; K17] 1.3092314 0.7 0 2348.230714 2 1174.619751 0.643392115 0.000755417 91.443560646005745 DCTN3 dynactin subunit 3 isoform 1 11258 NP_009165.1 24.7311828 1 4 4 13 186 21.106 5.47 0.96 1.26 1.12 1.11 Significant 0.006 KVADGLVK 2 6005745 3xTMT6plex [N-Term; K1; K8] 0.977 3.964436054 23.26 1 1517.002975 3 506.3386536 -1.033509272 -0.000522612 43.29220397ALLEEYNK 4 6005745 2xTMT6plex [N-Term; K8] 0.01 1.124 2.182398319 26.52 0 1437.835352 2 719.421814 0.695190646 0.000499785 59.15196584QFVQWDELLCQLEAATQVKPAEE 3 6005745 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C10] 1.248068213 0.6 0 3190.649471 3 1064.21936 -1.86276348 -0.001981142 108.511027KIEDLIK 4 6005745 3xTMT6plex [N-Term; K1; K7] 0.869 1.301 2.840458632 18.89 1 1546.018291 3 516.010376 -1.110135839 -0.000572097 55.81313907374717343 SLC25A1 tricarboxylate transport protein, mitochondrial isoform b 6576 NP_001243463.1 10.06289308 1 3 3 16 318 35.03 9.99 0.99 0.81 0.98 0.92 Significant 0.0039 GTYQGLTATVLK 6 374717343 2xTMT6plex [N-Term; K12] 100 2.524660349 50.68 0 1710.020192 2 855.5128174 -1.072568841 -0.000917057 56.55132567GLSSLLYGSIPK 4 374717343 2xTMT6plex [N-Term; K12] 1.262 1.397 3.045533657 58.06 0 1693.030029 2 847.0192871 0.749489807 0.000634454 94.70865221TQLQLDER 6 374717343 1xTMT6plex [N-Term] 0.954 0.791 0.952 3.36404705 54.64 0 1231.684381 2 616.3462524 0.687589147 0.000423446 43.8108488893004078 HACL1 2-hydroxyacyl-CoA lyase 1 isoform a 26061 NP_036392.2 4.671280277 1 2 2 12 578 63.687 7.36 0.71 0.69 0.75 0.72 Significant 0.00061 GAAYAHAEESIK 8 93004078 2xTMT6plex [N-Term; K12] 0.776 0.803 0.749 4.164739609 64.06 0 1704.932106 3 568.9829712 1.322512616 0.000751598 42.30721199GVVPDNHPYCVGAAR 4 93004078 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.606 0.483 3.76188159 20.17 0 1840.932567 3 614.3157959 0.145043505 8.90E-05 42.61286702120587023 UTP20 small subunit processome component 20 homolog 27340 NP_055318.2 1.723518851 1 4 4 12 2785 318.182 7.39 1.54 1.33 1.44 Non-Significant #N/A EHFGTFFECLQESLLDLHTK 2 120587023 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9] 100 2.408954859 12.79 0 2909.490786 4 728.1276855 -0.643972653 -0.000468408 107.2379156ELNLTEHFGK 4 120587023 2xTMT6plex [N-Term; K10] 1.295 100 4.003174782 28.32 0 1645.931377 3 549.3154907 0.329064733 0.000180539 56.53710804LAVSAQSEPAR 4 120587023 1xTMT6plex [N-Term] 2.052 1.191 3.77735281 36.79 0 1357.763694 2 679.3862305 1.097427709 0.000745024 34.24570241YITDVVK 2 120587023 2xTMT6plex [N-Term; K7] 1.321 2.885416508 31.72 0 1295.79751 2 648.4024658 0.112101331 7.26E-05 53.8447103409971401 PPME1 protein phosphatase methylesterase 1 isoform b 51400 NP_001258522.1 10.25 1 4 4 14 400 43.842 5.85 0.76 1.02 0.89 Non-Significant #N/A FAEPIGGFQCVFPGC 6 409971401 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C15] 2.569715023 32.67 0 1914.907992 2 957.9553223 -2.415044884 -0.002312294 93.98384455SLENAIEWSVK 2 409971401 2xTMT6plex [N-Term; K11] 100 2.856427908 24.33 0 1733.983807 2 867.496582 1.199954978 0.001040351 78.52999136VSMVGQVK 2 409971401 2xTMT6plex [N-Term; K8] 0.726 3.307762384 28.74 0 1305.796464 2 653.4016724 -0.303120316 -0.000197907 47.72273743IVALDLR 4 409971401 1xTMT6plex [N-Term] 1.037 1.015 2.610389709 32.96 0 1028.666547 2 514.8372803 0.716759846 0.000368653 65.4557999352352803 SLC30A1 zinc transporter 1 7779 NP_067017.2 6.114398422 1 3 3 11 507 55.264 6.48 1.22 0.91 1.37 1.17 Significant 0.013 EPDHMELEEDR 6 52352803 1xTMT6plex [N-Term] 1.222 0.902 3.809769154 40.66 0 1628.742366 3 543.5854492 -0.351138253 -0.000190638 37.69058294IIATAHIK 2 52352803 2xTMT6plex [N-Term; K8] 1.373 3.433825493 24.58 0 1324.871678 3 442.2953796 -0.069519174 -3.07E-05 42.76826718AENIPAVVIEIK 3 52352803 2xTMT6plex [N-Term; K12] 100 1.533005357 4.19 0 1754.082792 2 877.5462036 1.332951086 0.001169053 96.343097861002341781 KPNA2 importin subunit alpha-1 3838 NP_001307540.1 6.994328922 1 3 3 14 529 57.826 5.4 6.749 2.006 4.711 4.49 Non-Significant 0.082 GINSSNVENQLQATQAAR 6 1002341781 1xTMT6plex [N-Term] 100 4.715 4.461533546 63.98 0 2130.110074 2 1065.558228 -0.420190433 -0.000447526 45.08112475ASLSLIEK 6 1002341781 2xTMT6plex [N-Term; K8] 5.971 7.458 4.702 3.520771027 45.14 0 1318.834624 2 659.9223022 2.050569601 0.001352181 63.10491745EKQPPIDNIIR 2 1002341781 2xTMT6plex [N-Term; K2] 1.895 3.746828794 19.13 1 1781.068539 3 594.3606567 -0.63020885 -0.000374148 44.173282314757826 B2M beta-2-microglobulin precursor 567 NP_004039.1 27.73109244 1 2 2 13 119 13.706 6.52 0.45 0.46 0.59 0.5 Significant 0.008 VEHSDLSFSK 9 4757826 2xTMT6plex [N-Term; K10] 0.454 0.459 0.594 4.468128204 61.17 0 1606.884093 2 803.9460449 0.448366969 0.000360237 42.44522809DWSFYLLYYTEFTPTEKDEYACR 4 4757826 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C22] 3.729419231 16.55 1 3455.654616 3 1152.559082 2.337248553 0.002692241 102.145261248255924 NDUFV3 NADH dehydrogenase [ubiquinone] flavoprotein 3, mitochondrial isoform a precursor 4731 NP_066553.3 8.245243129 1 2 2 6 473 50.953 9.17 1.18 1.37 1.28 Non-Significant #N/A GSPAPAVLAEEAR 2 48255924 1xTMT6plex [N-Term] 1.059 4.233771801 59.6 0 1496.827023 2 748.9180298 1.175961074 0.000880105 45.69323053AEGQLQASPPGAAEGHLEKPVPEPQR 4 48255924 2xTMT6plex [N-Term; K19] 1.316 1.373 6.190169334 31.09 0 3151.690031 4 788.6782227 0.326857968 0.000257539 41.942446895031987 PPIF peptidyl-prolyl cis-trans isomerase F, mitochondrial precursor 10105 NP_005720.1 18.35748792 1 3 5 16 207 22.026 9.38 0.88 0.96 0.92 Non-Significant #N/A FPDENFTLK 4 5031987 2xTMT6plex [N-Term; K9] 0.544 3.501033068 36.24 0 1568.872465 2 784.9394531 -0.532777532 -0.00041793 81.78263396KIESFGSK 2 5031987 3xTMT6plex [N-Term; K1; K8] 0.852 2.671719551 19.03 1 1582.977154 3 528.331543 1.845406449 0.000973745 42.8824289TDWLDGK 2 5031987 2xTMT6plex [N-Term; K7] 1.047 3.110814095 39.06 0 1292.725073 2 646.8658447 -0.5107481 -0.000330128 60.00583971ALCTGEK 8 5031987 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.788 0.798 2.812403202 43.72 0 1236.702229 2 618.8547363 -0.027058858 -1.67E-05 39.22677832EGMDVVK 4 5031987 2xTMT6plex [N-Term; K7] 1.041 0.963 2.46045661 27.76 0 1235.70698 2 618.3572388 0.178601453 0.00011035 49.6697883756788366 PICALM phosphatidylinositol-binding clathrin assembly protein isoform 1 8301 NP_009097.2 7.82208589 1 3 3 12 652 70.71 7.9 1.21 1.23 1.25 1.23 Significant 0.000088 ITAAQHSVTGSAVSK 4 56788366 2xTMT6plex [N-Term; K15] 1.292 1.215 4.822992325 42.63 0 1915.101296 3 639.0391846 0.890016074 0.000568157 35.07438011GDIPDLSQAPSSLLDALEQHLASLEGK 2 56788366 2xTMT6plex [N-Term; K27] 100 2.781031609 22.31 0 3262.757107 3 1088.255127 -1.924559634 -0.002093124 108.5197726VAEQVGIDR 6 56788366 1xTMT6plex [N-Term] 1.209 1.084 1.242 3.457183361 56.81 0 1215.689467 2 608.348877 0.831228926 0.000505258 26.320696714503503 EIF2B1 translation initiation factor eIF-2B subunit alpha 1967 NP_001405.1 14.09836066 1 4 4 11 305 33.691 7.33 1.41 1.25 1.33 Non-Significant #N/A EDPDMASAVAAIR 4 4503503 1xTMT6plex [N-Term] 1.349 1.124 3.309094429 51.4 0 1574.804573 2 787.9060669 0.180637692 0.000142235 65.25160871VLEAAVAAK 3 4503503 2xTMT6plex [N-Term; K9] 100 2.045756817 11.53 0 1329.850608 2 665.4291382 0.294624964 0.000195904 50.84924012TLLEFLK 3 4503503 2xTMT6plex [N-Term; K7] 1.013 100 2.682364941 35.78 0 1321.849545 2 661.4295044 1.654370628 0.001093415 89.67858551AQNKPFYVVAESFK 1 4503503 3xTMT6plex [N-Term; K4; K14] 100 2.204259396 0 2315.336665 3 772.4505005 0.122468083 9.45E-05 85.8615159626667180 CAMK2D calcium/calmodulin-dependent protein kinase type II subunit delta isoform 3 817 NP_001212.2 7.615230461 1 3 3 14 499 56.334 7.25 0.79 0.82 0.76 0.79 Significant 0.00048 ESTESSNTTIEDEDVK 4 26667180 2xTMT6plex [N-Term; K16] 0.939 1.277 4.242211819 51.51 0 2242.097452 2 1121.550171 -1.956419478 -0.002193242 38.11649316IPTGQEYAAK 6 26667180 2xTMT6plex [N-Term; K10] 0.813 0.8 0.64 3.481724024 45.05 0 1535.883365 2 768.4464722 1.499590393 0.001151598 50.33124108DLKPENLLLASK 4 26667180 3xTMT6plex [N-Term; K3; K12] 0.555 0.615 3.285796404 13.26 0 2028.267188 3 676.7600098 -0.844140819 -0.000570714 70.04831574506613 RPL22 60S ribosomal protein L22 6146 NP_000974.1 30.46875 1 3 3 21 128 14.778 9.19 2.15 1.8 2.04 2 Significant 0.0027 AGNLGGGVVTIER 6 4506613 1xTMT6plex [N-Term] 1.464 1.736 2.014 4.643074989 81.17 0 1471.843007 2 736.425293 0.205285142 0.000151074 43.80612734ITVTSEVPFSK 6 4506613 2xTMT6plex [N-Term; K11] 100 2.156 2.636 2.980603695 36.83 0 1665.982744 2 833.4942627 -0.897589954 -0.000747685 59.05669552YFQINQDEEEEEDED 9 4506613 1xTMT6plex [N-Term] 1.578591585 13.15 0 2160.893049 2 1080.942139 -7.42656665 -0.008024008 60.7103433271772583 RPS29 40S ribosomal protein S29 isoform 2 6235 NP_001025172.1 16.41791045 1 1 1 9 67 8.082 10.02 1.3 1.15 1.16 1.2 Significant 0.0016 GHQQLYWSHPR 9 71772583 1xTMT6plex [N-Term] 1.295 1.145 1.162 46.61 0 1637.849824 3 546.621582 0.225254932 0.000122978 34.502085634505939 POLR2A DNA-directed RNA polymerase II subunit RPB1 5430 NP_000928.1 3.045685279 1 5 5 9 1970 217.069 7.37 1.306 0.45 0.463 0.74 Non-Significant 0.12 DVLSNAHIQNELER 3 4505939 1xTMT6plex [N-Term] 0.458 0.463 2.896648169 8.86 0 1866.987105 3 623.0005493 -0.005517328 -3.43E-06 46.34868795NICEGGEEMDNK 1 4505939 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.392 1.690312505 0 1853.877369 3 618.630127 -0.831619529 -0.000513907 46.94715333ISPWLLR 2 4505939 1xTMT6plex [N-Term] 1.066 2.377791643 11.17 0 1113.698181 2 557.3527832 0.09758142 5.43E-05 95.47866292VIFPTGDSK 2 4505939 2xTMT6plex [N-Term; K9] 1.359 2.558333397 28.39 0 1421.840437 2 711.4243774 0.732236041 0.000520561 57.14844561TVITPDPNLSIDQVGVPR 1 4505939 1xTMT6plex [N-Term] 1.471122146 0 2150.201849 2 1075.600464 -3.812458644 -0.004098778 68.216295634759156 SNRPA U1 small nuclear ribonucleoprotein A 6626 NP_004587.1 14.53900709 1 2 4 14 282 31.259 9.83 0.507 1.885 1.495 1.3 Non-Significant 0.087 HDIAFVEFDNEVQAGAAR 2 4759156 1xTMT6plex [N-Term] 0.917 4.280103683 42.83 0 2218.109011 3 740.0407104 -0.645961193 -0.000477604 68.99933089GQAFVIFK 8 4759156 2xTMT6plex [N-Term; K8] 1.712 1.885 100 3.446960211 51.68 0 1367.845129 2 684.4258423 -0.526908838 -0.000360365 73.33051877TDSDIIAK 2 4759156 2xTMT6plex [N-Term; K8] 1.547 2.876023531 17.58 0 1320.777503 2 660.8925781 0.285513646 0.00018855 45.25862935DALQGFK 2 4759156 2xTMT6plex [N-Term; K7] 0.48 2.932470322 29.99 0 1236.735244 2 618.8712158 -0.071858044 -4.44E-05 57.408194746912646 NPTN neuroplastin isoform b precursor 27020 NP_036560.1 11.30653266 1 3 3 8 398 44.36 7.99 0.5 1.12 0.74 0.79 Significant 0.049 AEDSGEYHCVYHFVSAPK 4 6912646 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 1.123 0.735 3.710774899 18 0 2554.24368 4 639.3165894 0.331993334 0.000211998 45.5083725SENKNEGQDATMYCK 2 6912646 3xTMT6plex [N-Term; K4; K15]; 1xCarbamidomethyl [C14] 0.568 3.603525162 4.72 1 2462.22587 3 821.4127197 -0.91955427 -0.000754717 38.79700493SVGYPHPDWIWR 2 6912646 1xTMT6plex [N-Term] 0.436 2.591046333 18.52 0 1741.901191 3 581.3050537 -0.334615528 -0.000194289 77.292130774506749 RRM1 ribonucleoside-diphosphate reductase large subunit isoform 1 6240 NP_001024.1 6.818181818 1 5 5 9 792 90.013 7.15 1.45 1.39 1.42 Non-Significant #N/A STLDIVLANK 2 4506749 2xTMT6plex [N-Term; K10] 100 2.285801411 37.2 0 1531.945965 2 766.4744263 -2.864879727 -0.00219442 68.62377185GLWHEEMK 2 4506749 2xTMT6plex [N-Term; K8] 1.446 3.340835571 17.07 0 1487.808091 3 496.6069031 -1.300706385 -0.000645067 47.47222393LYASYEK 2 4506749 2xTMT6plex [N-Term; K7] 1.32 2.951035261 27.23 0 1331.761124 2 666.3840332 -0.251136442 -0.000167227 44.31804326QIFETIYYGALEASCDLAK 1 4506749 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C15] 1.752706766 0 2650.383861 3 884.132019 -0.889482889 -0.000785824 110.2487089DFSYNYFGFK 2 4506749 2xTMT6plex [N-Term; K10] 100 1.870338202 4.77 0 1745.893929 2 873.4503174 -0.327072777 -0.000285517 84.2160453437594471 HIBCH 3-hydroxyisobutyryl-CoA hydrolase, mitochondrial isoform 1 precursor 26275 NP_055177.2 9.32642487 1 4 4 18 386 43.454 8.19 1.12 0.89 0.91 0.97 Significant 0.0057 EVTEEDLNNHFK 4 37594471 2xTMT6plex [N-Term; K12] 0.83 0.87 4.126371861 37.05 0 1933.006727 3 645.0064697 -0.967901604 -0.000623653 44.3141258AFCAGGDIR 8 37594471 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.005 0.856 0.911 3.193375826 39.77 0 1195.609108 2 598.3079834 -0.349749029 -0.000209082 30.78248996SLGSSDLK 4 37594471 2xTMT6plex [N-Term; K8] 1.513 1.348 2.536537409 20.33 0 1264.751288 2 632.8787231 -0.884079699 -0.00055907 46.10127506IAPVFFR 2 37594471 1xTMT6plex [N-Term] 1.529 2.489241123 41.01 0 1078.661067 2 539.8341064 -0.121529718 -6.55E-05 91.68663423143770802 MRPL1 39S ribosomal protein L1, mitochondrial precursor 65008 NP_064621.3 16.30769231 1 4 4 12 325 36.885 8.78 1.17 1.01 1.02 1.07 Significant 0.0023 VAVFTENASEVK 2 143770802 2xTMT6plex [N-Term; K12] 1.219 3.785532951 30.03 0 1751.994371 2 876.5003662 -0.522603349 -0.000457799 59.99526921IATLDMSSDQIAANLQAVINEVCR 2 143770802 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 1.469754696 5.13 0 2861.469843 3 954.4929199 -1.969901723 -0.001878938 112.1830095QIYEVEK 6 143770802 2xTMT6plex [N-Term; K7] 1.128 1.006 1.019 3.294064283 33.49 0 1366.798238 2 683.9031982 0.645211817 0.000440937 44.10906321FQILDFTSPK 2 143770802 2xTMT6plex [N-Term; K10] 1.758410811 16.97 0 1653.961615 2 827.4833374 -1.340197555 -0.001108318 85.76663409224465190 SCRN1 secernin-1 isoform b 9805 NP_001138986.1 8.064516129 1 3 3 20 434 48.683 4.78 0.82 0.83 0.7 0.78 Significant 0.0028 AIIESDQEQGR 7 224465190 1xTMT6plex [N-Term] 0.797 0.825 0.805 4.111839294 70.46 0 1474.769902 2 737.8890991 0.691539871 0.000509931 32.53090128SSPCIHYFTGTPDPSR 9 224465190 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.808 0.817 0.503 4.335053921 24.13 0 2050.985391 3 684.3342285 1.336707169 0.000913856 42.31869214STMLELEK 4 224465190 2xTMT6plex [N-Term; K8] 1.1 1.58 3.505538464 45.55 0 1408.812173 2 704.9088745 -1.207447376 -0.000850533 56.41303953665821193 GATAD2A transcriptional repressor p66-alpha isoform 1 54815 NP_001287875.1 5.678233438 1 3 3 13 634 68.092 9.94 1.36 1.25 1.3 Non-Significant #N/A ALQQEQEIEQR 4 665821193 1xTMT6plex [N-Term] 1.356 1.741 4.416797638 52.3 0 1600.849215 2 800.928894 0.810073757 0.000648403 43.67029197AEPTAAPHPVLK 2 665821193 2xTMT6plex [N-Term; K12] 1.299 4.077095509 37.53 0 1689.009962 3 563.675354 0.915797866 0.000515597 35.15358955GEGLVGDGPVDMR 7 665821193 1xTMT6plex [N-Term] 0.846 3.52209425 30 0 1530.778358 2 765.8931885 0.484951411 0.000371177 41.705131784502985 COX6B1 cytochrome c oxidase subunit 6B1 1340 NP_001854.1 34.88372093 1 2 2 8 86 10.186 7.05 1.15 1.34 1.24 Non-Significant #N/A VYQSLCPTSWVTDWDEQR 4 4502985 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 3.617754459 28.49 0 2499.18119 3 833.7305908 -1.588743977 -0.00132352 96.20969059GGDISVCEWYQR 4 4502985 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.151 0.896 3.207118034 42.52 0 1698.810721 2 849.909668 0.787790825 0.000669154 61.2574457586991440 SRSF5 serine/arginine-rich splicing factor 5 6430 NP_008856.2 16.54411765 1 4 4 19 272 31.245 11.59 1.26 1.62 1.58 1.49 Significant 0.0058 DADDAVYELDGK 10 86991440 2xTMT6plex [N-Term; K12] 1.269 1.57 1.581 4.067175388 60.02 0 1768.900531 2 884.9549561 1.189981765 0.00105248 48.01836613LNEGVVEFASYGDLK 3 86991440 2xTMT6plex [N-Term; K15] 100 1.631756306 2.31 0 2099.142492 2 1050.075439 0.528909426 0.000555128 76.12368545VSWQDLK 4 86991440 2xTMT6plex [N-Term; K7] 1.153 2.168 2.796278715 32.7 0 1333.788008 2 667.3967896 -1.27847786 -0.000852609 61.39223694GFGFVEFEDPRDADDAVYELDGK 2 86991440 2xTMT6plex [N-Term; K23] 100 1.499373436 7.98 1 3049.483117 3 1017.167603 1.684625555 0.001712412 91.7409120238150007 SNRPB small nuclear ribonucleoprotein-associated proteins B and B' isoform B' 6628 NP_937859.1 15.83333333 1 4 4 20 240 24.594 11.19 1.25 0.89 1.61 1.25 Significant 0.027 GENLVSMTVEGPPPK 4 38150007 2xTMT6plex [N-Term; K15] 2.546500444 23.85 0 2013.109083 2 1007.057373 -0.801743067 -0.000806998 55.59261623IFIGTFK 8 38150007 2xTMT6plex [N-Term; K7] 1.692 0.886 1.608 2.56734705 26.39 0 1283.812766 2 642.4099121 -0.170088081 -0.000109181 75.56672035VLGLVLLR 4 38150007 1xTMT6plex [N-Term] 1.102 2.258239031 33.68 0 1111.776431 2 556.3922729 0.753630329 0.000418934 86.96954197MLQHIDYR 4 38150007 1xTMT6plex [N-Term] 1.231 2.946582556 33.43 0 1304.698257 3 435.5707397 -0.453263209 -0.000197124 42.83933504126362983 RRP15 RRP15-like protein 51018 NP_057136.2 12.41134752 1 3 3 38 282 31.465 5.52 1.42 1.81 2.81 2.01 Significant 0.04 GMDGSTNETASSR 32 126362983 1xTMT6plex [N-Term] 100 1.806 2.809 3.769795895 51.02 0 1541.706315 2 771.3570557 0.336989036 0.000259769 18.86588944GVVQLFNAVQK 4 126362983 2xTMT6plex [N-Term; K11] 100 2.559062243 34.86 0 1661.015047 2 831.0109863 -0.2115175 -0.000175667 86.82451943SEEGPGWTILR 2 126362983 1xTMT6plex [N-Term] 0.884 3.388197422 29.23 0 1473.789909 2 737.3984985 -0.127928469 -9.43E-05 61.5883163418644728 NOL6 nucleolar protein 6 alpha isoform 65083 NP_075068.2 3.315881326 1 3 3 12 1146 127.513 7.64 1.17 1.31 1.24 Non-Significant #N/A GQSPAGDGSPEPPTPR 2 18644728 1xTMT6plex [N-Term] 1.446 3.322930098 37.52 0 1778.887057 2 889.9481812 1.140625921 0.001014522 32.52054612AELYKEPTNEELNR 4 18644728 2xTMT6plex [N-Term; K5] 1.109 1.311 4.673066616 25.5 1 2164.165018 3 722.0588379 -1.41296902 -0.001019299 40.56211374LQVEELLK 6 18644728 2xTMT6plex [N-Term; K8] 1.518635869 13.08 0 1429.903037 2 715.4552002 0.060417121 4.32E-05 68.82410313309384265 OXR1 oxidation resistance protein 1 isoform 3 55074 NP_001185461.1 2.631578947 1 3 3 8 874 97.909 5.47 0.92 1.67 1.3 Non-Significant #N/A KMTGSNTEEIDSR 2 309384265 2xTMT6plex [N-Term; K1] 0.39 2.884127617 35.36 1 1926.000261 3 642.671875 0.42080472 0.000270157 33.58380286MTGSNTEEIDSR 4 309384265 1xTMT6plex [N-Term] 3.234 4.394495964 55.84 0 1568.742366 2 784.8760986 1.628263302 0.001277163 39.69759581GTIEYTVESR 2 309384265 1xTMT6plex [N-Term] 1.667 2.919580221 12.46 0 1383.731725 2 692.3682251 -1.844168664 -0.001275917 40.4141539115626999 ITPA inosine triphosphate pyrophosphatase isoform a 3704 NP_258412.1 27.83505155 1 3 3 10 194 21.432 5.66 2.48 1.37 100 34.62 Non-Significant #N/A IDLPEYQGEPDEISIQK 3 15626999 2xTMT6plex [N-Term; K17] 1.144 2.498316288 17.53 0 2432.296092 3 811.4343872 -3.076742561 -0.002494516 73.0861958GCQDFGWDPCFQPDGYEQTYAEMPK 2 15626999 2xTMT6plex [N-Term; K25]; 2xCarbamidomethyl [C2; C10] 100 2.102857113 5.73 0 3484.532469 3 1162.181274 -0.918105324 -0.001066389 95.54376099KLEEVVQILGDK 5 15626999 3xTMT6plex [N-Term; K1; K12] 2.324 100 100 3.727566719 23.72 1 2058.277753 3 686.7633667 -1.07177097 -0.000735334 102.3407817289547566 CELF1 CUGBP Elav-like family member 1 isoform 4 10658 NP_001166110.1 4.6875 1 3 3 10 512 54.965 8.38 0.9 0.97 0.93 Non-Significant #N/A KAALEAQNALHNMK 4 289547566 3xTMT6plex [N-Term; K1; K14] 0.901 0.669 5.202388287 26.24 1 2226.299568 4 557.3300171 -0.597040328 -0.000332298 46.18562415AALEAQNALHNMK 2 289547566 2xTMT6plex [N-Term; K13] 1.504 4.828423977 60 0 1869.041673 3 623.6820068 -5.460259306 -0.003401817 48.33765343GCCFVTFYTR 4 289547566 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C3] 1.505020261 4.11 0 1539.728572 2 770.3679199 -0.005537502 -4.26E-06 61.6463044157242777 MYCBP C-Myc-binding protein 26292 NP_036465.2 52.42718447 1 4 4 11 103 11.959 5.91 0.83 0.78 0.8 Non-Significant #N/A HHLGAATPENPEIELLR 4 57242777 1xTMT6plex [N-Term] 0.828 0.615 3.831598043 16.98 0 2126.155567 3 709.390564 0.739087278 0.000523805 47.19889601YEAIVEENKK 2 57242777 3xTMT6plex [N-Term; K9; K10] 0.875 3.614793539 30.42 1 1910.12019 3 637.378479 0.36338641 0.000231371 44.75396966LELAEMK 4 57242777 2xTMT6plex [N-Term; K7] 1.830368757 20.34 0 1291.76958 2 646.3883667 -0.095745839 -6.18E-05 69.20687895VLVALYEEPEKPNSALDFLK 1 57242777 3xTMT6plex [N-Term; K11; K20] 1.054413438 0 2962.710822 3 988.2397461 -2.071352595 -0.002045606 95.62963129165905601 PSTPIP2 proline-serine-threonine phosphatase-interacting protein 2 9050 NP_077748.3 10.77844311 1 3 3 14 334 38.834 8.48 0.67 1.07 0.87 0.87 Significant 0.017 ACEAFEAQECER 8 165905601 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C10] 0.896 1.22 0.94 3.744320631 36.4 0 1728.751886 2 864.8743896 -6.006115285 -0.005191542 37.21404741KKPCGQSEINTLK 2 165905601 4xTMT6plex [N-Term; K1; K2; K13]; 1xCarbamidomethyl [C4] 0.665 4.932877064 11.18 1 2419.451267 4 605.6177368 -0.88829827 -0.000537299 37.80012885DKDEAEQAVSR 4 165905601 2xTMT6plex [N-Term; K2] 0.925 0.858 3.497402668 19.53 1 1705.912098 3 569.3085938 -0.510166966 -0.0002901 34.54675677109948304 SMU1 WD40 repeat-containing protein SMU1 55234 NP_060695.2 7.602339181 1 4 4 14 513 57.507 7.18 0.97 1.19 1.15 1.1 Significant 0.0037 DVEEEKFPTQLSR 6 109948304 2xTMT6plex [N-Term; K6] 0.949 1.129 1.148 3.539666414 15.84 1 2036.106441 3 679.3737793 0.168832345 0.000114587 48.19931953YIHLENLLAR 2 109948304 1xTMT6plex [N-Term] 1.082 2.296651363 14.29 0 1470.863014 3 490.9581909 -2.03614889 -0.000998299 68.45181093QTDPMIMLK 2 109948304 2xTMT6plex [N-Term; K9] 0.612 2.034489393 17.26 0 1534.873728 2 767.9397583 -0.969388172 -0.000743944 65.42981991LIMQYLK 4 109948304 2xTMT6plex [N-Term; K7] 1.064 1.273 3.103133202 31.97 0 1366.853251 2 683.9302368 -0.039153572 -2.68E-05 87.9360743138569394 IKBKAP elongator complex protein 1 isoform 1 8518 NP_003631.2 4.279279279 1 5 5 9 1332 150.159 5.94 1.22 0.41 0.81 Non-Significant #N/A AVMESINPHK 2 38569394 2xTMT6plex [N-Term; K10] 1.216 3.063694477 38.17 0 1583.897969 3 528.6380005 0.934072063 0.000493158 46.32344533VFLGNVETFIK 2 38569394 2xTMT6plex [N-Term; K11] 1.518006206 21.71 0 1725.035114 2 863.0203857 -0.938662414 -0.000809613 91.41591545LDIIETNVKPSILEAQK 2 38569394 3xTMT6plex [N-Term; K9; K17] 1.027616858 3.36 0 2598.568515 3 866.859314 -1.972703602 -0.001708735 79.08394745AFEDTLQLMER 1 38569394 1xTMT6plex [N-Term] 1.284772158 0 1581.814409 2 791.4118042 1.215470302 0.000961324 79.90181851ALVLAQIR 2 38569394 1xTMT6plex [N-Term] 0.409 1.278076768 9.47 0 1112.735295 2 556.8706055 -1.222700948 -0.000680271 68.0181266221265096 MRPL50 39S ribosomal protein L50, mitochondrial 54534 NP_061924.1 34.81012658 1 4 4 9 158 18.313 7.88 1.04 0.86 0.95 Non-Significant #N/A EKEPVVVETVEEK 2 21265096 3xTMT6plex [N-Term; K2; K13] 0.833 4.866046906 16.1 1 2202.283626 3 734.7661133 0.072935088 5.35E-05 47.01892266KEPILVCPPLR 4 21265096 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.165 0.864 4.349611759 34.29 1 1780.091918 3 594.0352173 -0.460181029 -0.000273055 61.16681586AYTPPEDLQSR 2 21265096 1xTMT6plex [N-Term] 0.947 2.919568062 13.95 0 1505.779738 2 753.3947144 1.60309033 0.00120695 40.66619802EVFGSSLPSNWQDISLEDSR 1 21265096 1xTMT6plex [N-Term] 1.264775872 0 2495.225163 2 1248.11438 -1.474630197 -0.001839767 78.38685295239985426 PDP1 pyruvate dehyrogenase phosphatase catalytic subunit 1 isoform 2 54704 NP_001155252.1 9.252669039 1 5 5 10 562 63.655 6.81 0.95 0.83 0.89 Non-Significant #N/A FLVLATDGLWETMHR 2 239985426 1xTMT6plex [N-Term] 100 1.707444549 18.08 0 2018.073083 3 673.361084 -2.172660104 -0.001461529 107.1115469SAATCLQTR 3 239985426 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.622 0.828 3.315164089 28.38 0 1236.656787 2 618.8320923 0.098006426 6.06E-05 30.00494372VTLGQMHGLLTER 2 239985426 1xTMT6plex [N-Term] 2.115672827 6.99 0 1683.941341 3 561.9858398 0.965194696 0.000541777 64.01891187EALINAFK 2 239985426 2xTMT6plex [N-Term; K8] 1.455 1.620157719 1.9 0 1363.834958 2 682.4210815 -0.052362687 -3.57E-05 78.12643133WSIDLQK 1 239985426 2xTMT6plex [N-Term; K7] 0.86 1.850432515 0 1347.803658 2 674.4044189 -1.555485744 -0.001048245 67.741891355031887 LPP lipoma-preferred partner isoform a 4026 NP_005569.1 11.11111111 1 4 4 16 612 65.704 7.37 1.51 0.97 1.24 Non-Significant #N/A YYEGYYAAGPGYGGR 12 5031887 1xTMT6plex [N-Term] 1.508 3.48587966 33.59 0 1872.875429 2 936.940979 -0.399381708 -0.000373996 48.46739979EPIMPAPGQEETVR 2 5031887 1xTMT6plex [N-Term] 0.97 3.808010578 40.17 0 1782.92575 2 891.9651489 -1.530713456 -0.001364574 42.74598912



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms SLDGIPFTVDAGGLIHCIEDFHK 1 5031887 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C17] 1.271554589 0 2999.570099 4 750.6467896 -1.590400197 -0.001192629 97.75514339MLYDMENPPADEYFGR 1 5031887 1xTMT6plex [N-Term] 0.96486342 0 2176.988092 2 1088.997437 -0.227871308 -0.000248037 79.630113674502981 COX4I1 cytochrome c oxidase subunit 4 isoform 1, mitochondrial isoform 1 precursor 1327 NP_001852.1 19.52662722 1 3 3 18 169 19.564 9.51 0.84 1.48 1.46 1.26 Significant 0.027 VNPIQGLASK 4 4502981 2xTMT6plex [N-Term; K10] 0.824 1.344 4.146484375 63.86 0 1484.920084 2 742.9637451 0.087010996 6.46E-05 59.28692333ASWSSLSMDEK 8 4502981 2xTMT6plex [N-Term; K11] 0.855 1.475 1.007 4.512414932 47.15 0 1698.877293 2 849.9407349 -1.824536387 -0.001549832 61.4711848SEDFSLPAYMDR 6 4502981 1xTMT6plex [N-Term] 100 1.975689173 32.77 0 1659.788588 2 830.3969727 -1.156519278 -0.000959789 61.3473373238149981 SNRPB2 U2 small nuclear ribonucleoprotein B'' 6629 NP_937863.1 15.11111111 1 2 4 14 225 25.47 9.72 1.17 1.42 1.29 Non-Significant #N/A TVEQTATTTNK 2 38149981 2xTMT6plex [N-Term; K11] 1.415 4.30956459 50.89 0 1651.926686 2 826.467041 0.072431332 5.98E-05 33.99237732GQAFVIFK 8 38149981 2xTMT6plex [N-Term; K8] 1.712 1.885 100 3.446960211 51.68 0 1367.845129 2 684.4258423 -0.526908838 -0.000360365 73.33051877GTFADKEK 2 38149981 3xTMT6plex [N-Term; K6; K8] 1.17 1.792774558 4.14 1 1582.940769 3 528.3184814 0.077189204 4.07E-05 33.95587136DALQGFK 2 38149981 2xTMT6plex [N-Term; K7] 0.48 2.932470322 29.99 0 1236.735244 2 618.8712158 -0.071858044 -4.44E-05 57.4081947421536449 PFDN1 prefoldin subunit 1 5201 NP_002613.2 29.50819672 1 4 4 18 122 14.202 6.81 1.16 1.09 1.14 1.13 Significant 0.00034 EAIHSQLLEK 2 21536449 2xTMT6plex [N-Term; K10] 1.199 4.005971909 29.36 0 1625.962677 3 542.6595459 0.865349083 0.000469008 45.24314347AFTELQAK 6 21536449 2xTMT6plex [N-Term; K8] 0.759 1.135 1.139 3.883140564 43.9 0 1365.814222 2 683.4100952 -0.958117357 -0.000654305 49.29576241LADIQIEQLNR 6 21536449 1xTMT6plex [N-Term] 100 1.702 0.974 2.783233643 25.75 0 1541.884872 2 771.4454956 -0.750613151 -0.00057868 63.83617842VIDTQQK 4 21536449 2xTMT6plex [N-Term; K7] 0.883 0.969 2.702257395 19.42 0 1289.782922 2 645.3943481 -1.165026232 -0.000751315 41.928833934885371 H1F0 histone H1.0 3005 NP_005309.1 16.49484536 1 3 3 57 194 20.85 10.84 0.38 0.43 0.35 0.39 Significant 0.0036 YSDMIVAAIQAEK 4 4885371 2xTMT6plex [N-Term; K13] 0.01 2.950046301 42.48 0 1897.050506 2 949.0293579 0.491905887 0.000466585 97.11773901GVGASGSFR 51 4885371 1xTMT6plex [N-Term] 0.372 0.433 0.351 3.491270304 57.64 0 1066.584274 2 533.7955322 -0.455366619 -0.000242843 30.36030204VGENADSQIK 2 4885371 2xTMT6plex [N-Term; K10] 0.493 2.686385632 13.63 0 1518.852793 2 759.9301147 0.105502119 8.01E-05 44.217928453729339 MTIF2 translation initiation factor IF-2, mitochondrial isoform a precursor 4528 NP_001005369.1 5.639614856 1 4 4 14 727 81.266 7.15 0.64 0.47 0.87 0.66 Significant 0.029 RPQADPALLTPR 3 53729339 1xTMT6plex [N-Term] 0.656 0.468 3.566432953 20.19 0 1563.916841 3 521.9772339 0.19668575 0.000102533 45.43631132GLVTTAIIQR 4 53729339 1xTMT6plex [N-Term] 1.914657354 27.88 0 1300.815002 2 650.9110107 -0.197380584 -0.000128378 58.22324239LVEDLQEELSSR 3 53729339 1xTMT6plex [N-Term] 0.01 2.005699635 13.67 0 1646.879846 2 823.9437866 0.273597487 0.000225291 94.17850186GSLTSLK 4 53729339 2xTMT6plex [N-Term; K7] 0.633 0.873 2.005881786 27.73 0 1163.739995 2 582.3731079 -0.907178315 -0.00052786 54.33547552103472001 NDUFA7 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 7 4701 NP_004992.2 40.7079646 1 4 4 11 113 12.544 10.18 1.46 1.19 2.08 1.58 Significant 0.027 NWASGHDLQGK 2 103472001 2xTMT6plex [N-Term; K11] 1.042 2.084418535 8.4 0 1670.901474 3 557.6381226 -0.993310644 -0.000553241 41.7429565AVTPAPPIK 6 103472001 2xTMT6plex [N-Term; K9] 2.205 1.189 2.084 3.698271513 39.42 0 1351.871343 2 676.4389038 -0.60094684 -0.000406201 38.91410473LPVGPSHK 2 103472001 2xTMT6plex [N-Term; K8] 1.497 3.404158354 38.93 0 1292.809078 3 431.6082458 0.856096115 0.000368923 37.16520507ALVSGKPAESSAVAATEK 1 103472001 3xTMT6plex [N-Term; K6; K18] 0.988 2.233087301 0 2403.406201 3 801.8070679 0.187127453 0.000149914 50.2574534920149621 TKFC triokinase/FMN cyclase 26007 NP_056348.2 7.652173913 1 4 4 9 575 58.91 7.49 0.237 0.871 0.878 0.66 Non-Significant 0.089 SAEAAAEATK 2 20149621 2xTMT6plex [N-Term; K10] 0.877 4.796803474 62.67 0 1406.78913 2 703.8997803 2.242082206 0.001577068 31.64399594GLCGTVLIHK 4 20149621 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.871 0.88 3.683337927 39.96 0 1555.93944 3 519.3129272 -9.776397029 -0.005070494 47.85079066LEQPDPGAVAAAAILR 1 20149621 1xTMT6plex [N-Term] 1.326003075 8.94 0 1821.043163 2 911.0250244 -0.214806482 -0.000195586 75.73199487LSVLLLEK 2 20149621 2xTMT6plex [N-Term; K8] 0.237 1.854688883 11.72 0 1372.917959 2 686.963501 1.286401065 0.000883062 85.363883034758786 NDUFS2 NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial isoform 1 precursor 4720 NP_004541.1 8.423326134 1 4 4 21 463 52.512 7.55 1.2 1.01 0.94 1.05 Significant 0.0054 GSGIQWDLR 12 4758786 1xTMT6plex [N-Term] 1.054 1.088 0.981 3.349900484 54.41 0 1260.689801 2 630.8480225 -0.819264282 -0.000516419 49.98554242LVMELSGEMVR 2 4758786 1xTMT6plex [N-Term] 1.034 2.739090443 22.65 0 1492.806487 2 746.9066162 -0.355878762 -0.000265629 87.84585571APGFAHLAGLDK 4 4758786 2xTMT6plex [N-Term; K12] 0.802 0.799 2.433433533 29 0 1654.968097 3 552.3273315 -0.396268118 -0.000218604 62.62377127MFEFYER 3 4758786 1xTMT6plex [N-Term] 1.314 2.736362696 31.67 0 1250.607711 2 625.8067627 -1.169263041 -0.000731145 72.84209579392494079 DBT lipoamide acyltransferase component of branched-chain alpha-keto acid dehydrogenase complex, mitochondrial precursor 1629 NP_001909.3 9.958506224 1 4 4 15 482 53.453 8.51 0.45 0.82 0.66 0.64 Significant 0.027 LSEVVGSGK 4 392494079 2xTMT6plex [N-Term; K9] 0.421 0.821 4.141377926 48.36 0 1333.809137 2 667.4077759 -0.646181049 -0.000430941 40.32622601AQIMNVSWSADHR 4 392494079 1xTMT6plex [N-Term] 0.812 0.659 3.217956305 22.89 0 1743.879803 3 581.9644165 -0.634819142 -0.000369016 47.86676748IPHFGYCDEIDLTELVK 5 392494079 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C7] 0.01 2.22655654 4.95 0 2507.325618 3 836.4453735 -1.6156356 -0.001350308 84.23434938EDILNYLEK 2 392494079 2xTMT6plex [N-Term; K9] 1.338605285 1.2 0 1594.909245 2 797.9572754 -1.235624382 -0.000985354 85.4642194171274107 MCAM cell surface glycoprotein MUC18 precursor 4162 NP_006491.2 6.501547988 1 4 4 12 646 71.563 5.76 0.95 0.99 1.01 0.98 Significant 0.00032 EPEEVATCVGR 6 71274107 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.972 1.058 1.006 4.435883999 56.16 0 1475.736159 2 738.3712158 -0.680419307 -0.00050206 32.52336201GPVLQLHDLK 2 71274107 2xTMT6plex [N-Term; K10] 0.812 3.222951651 22.88 0 1577.977934 3 526.6635742 -1.118021813 -0.000588071 55.12816528KSELVVEVK 2 71274107 3xTMT6plex [N-Term; K1; K9] 0.666 2.825853586 9.31 1 1718.103083 3 573.3723755 -0.296789617 -0.000169972 40.50893509EVTVPVFYPTEK 2 71274107 2xTMT6plex [N-Term; K12] 1.378084898 0 1867.061723 2 934.0307007 -4.069454545 -0.003798961 72.1923583233946327 NUP214 nuclear pore complex protein Nup214 isoform 2 8021 NP_005076.3 1.770334928 1 3 3 10 2090 213.488 7.47 1.3 1.19 1.24 1.25 Significant 0.00065 TPHPVLTPVAANQAK 2 33946327 2xTMT6plex [N-Term; K15] 1.272 4.034435272 25.3 0 2002.184966 3 668.0661011 -0.607380119 -0.000405362 45.4802953ETTESLHGDISSLK 6 33946327 2xTMT6plex [N-Term; K14] 1.497 1.194 1.244 5.188346386 36.11 0 1975.074806 3 659.0283813 -2.134398666 -0.001405199 46.0734531AELPVTDK 2 33946327 2xTMT6plex [N-Term; K8] 1.265 3.063588619 22.04 0 1330.798238 2 665.9032593 0.754392859 0.000501972 45.302419315730120 YKT6 synaptobrevin homolog YKT6 10652 NP_006546.1 17.17171717 1 4 4 16 198 22.403 6.92 1.15 1.27 1.35 1.26 Significant 0.0021 EQDYLCHVYVR 2 5730120 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.218 3.638856888 43.67 0 1710.847107 3 570.9539185 0.055873546 3.19E-05 50.59763237VQAELDETK 6 5730120 2xTMT6plex [N-Term; K9] 0.981 1.241 1.352 4.390747547 60.95 0 1490.846645 2 745.927063 0.137322348 0.000102363 41.5428111VLDEFSK 4 5730120 2xTMT6plex [N-Term; K7] 100 100 2.640677691 33.18 0 1295.761124 2 648.3822632 -2.990128921 -0.001937246 59.7039483LDDLVSK 4 5730120 2xTMT6plex [N-Term; K7] 1.204 3.092189074 28.4 0 1247.761124 2 624.3850098 1.297260524 0.000809336 59.905401264507903 VRK1 serine/threonine-protein kinase VRK1 7443 NP_003375.1 9.595959596 1 3 3 6 396 45.447 8.91 1.42 1.34 1.38 Non-Significant #N/A EPGVEDTEWSNTQTEEAIQTR 2 4507903 1xTMT6plex [N-Term] 100 3.605117083 36.91 0 2649.247748 3 883.7540283 -0.081815324 -7.22E-05 57.51039936DILLQGLK 2 4507903 2xTMT6plex [N-Term; K8] 1.341 3.150575638 25.49 0 1357.881908 2 679.444397 -0.28775307 -0.000195367 80.95814246AAKPEQIQK 2 4507903 3xTMT6plex [N-Term; K3; K9] 1.337 3.092140675 10.54 0 1700.067366 3 567.3612061 0.999115739 0.000566188 32.516678557662004 MFN2 mitofusin-2 9927 NP_055689.1 5.151915456 1 4 4 12 757 86.347 6.98 0.83 0.87 0.87 0.86 Significant 0.00024 RFEECISQSAVK 6 7662004 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 0.83 0.874 0.874 4.709245205 19.4 1 1912.036253 3 638.0170898 0.242166564 0.000154344 45.39517173KIEVLDSLQSK 2 7662004 3xTMT6plex [N-Term; K1; K11] 0.779 3.974028587 20.7 1 1947.209339 3 649.7404785 -1.261643048 -0.000818894 63.26756895QFVEHASEK 2 7662004 2xTMT6plex [N-Term; K9] 0.84 2.908742189 21.24 0 1532.847313 3 511.6209412 0.624241123 0.000318955 36.32006921IFFVSAK 2 7662004 2xTMT6plex [N-Term; K7] 0.9 2.657424927 13.52 0 1269.797116 2 635.4019775 -0.344497455 -0.000218721 72.178199894506217 PSMD10 26S proteasome non-ATPase regulatory subunit 10 isoform 1 5716 NP_002805.1 16.37168142 1 3 3 14 226 24.412 6.1 1.24 1.31 1.22 1.26 Significant 0.00047 ASTNIQDTEGNTPLHLACDEER 6 4506217 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.029 1.332 1.069 6.193363667 75.67 0 2700.273252 3 900.7630615 0.510800272 0.000459767 44.99617424GGLGLILK 2 4506217 2xTMT6plex [N-Term; K8] 0.682 2.447227478 33.88 0 1228.839315 2 614.9230347 -0.425062948 -0.000261167 69.78233157ESILADK 6 4506217 2xTMT6plex [N-Term; K7] 1.477 1.294 1.312 2.999699831 41.3 0 1233.745474 2 617.3768921 0.837595524 0.00051669 45.97996059984880777 RPL34 60S ribosomal protein L34 6164 NP_001306161.1 28.20512821 1 4 4 38 117 13.284 11.47 1.23 1.15 1.27 1.21 Significant 0.00084 AYGGSMCAK 12 984880777 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.513 1.158 1.302 4.266453266 58.47 0 1402.722313 2 701.8648682 0.104602403 7.34E-05 35.96083098AFLIEEQK 12 984880777 2xTMT6plex [N-Term; K8] 0.922 1.389 1.072 3.898912907 36.29 0 1435.856087 2 718.4319458 0.367572744 0.000263891 43.48800518SACGVCPGR 2 984880777 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 1.425 2.962750196 22.82 0 1192.576428 2 596.7918701 0.029595063 1.76E-05 27.10060565IVYLYTK 12 984880777 2xTMT6plex [N-Term; K7] 1.22 0.803 0.973 3.108727217 29.64 0 1357.849545 2 679.4276733 -1.086482901 -0.00073764 59.7444826416905517 SRSF10 serine/arginine-rich splicing factor 10 isoform 2 10772 NP_473357.1 8.396946565 1 2 2 14 262 31.282 11.27 1.1 1.57 1.18 1.28 Significant 0.013 GFAYVQFEDVR 8 16905517 1xTMT6plex [N-Term] 0.937 1.57 4.393021107 45.71 0 1559.805559 2 780.4056396 -0.997799447 -0.000778187 74.90732708DAEDALHNLDR 6 16905517 1xTMT6plex [N-Term] 1.106 1.184 3.53050971 51.34 0 1497.749501 3 499.9214172 0.132057453 6.59E-05 44.994530314557553 EMD emerin 2010 NP_000108.1 16.53543307 1 3 3 12 254 28.976 5.5 1.04 1.01 0.93 0.99 Significant 0.0011 DSAYQSITHYRPVSASR 2 4557553 1xTMT6plex [N-Term] 0.843 4.838518143 21.35 0 2167.109345 4 542.5328979 0.192254662 0.000104159 45.92894649KEDALLYQSK 8 4557553 3xTMT6plex [N-Term; K1; K10] 1.036 1.006 1.032 4.47127676 35.57 1 1882.125275 3 628.0470581 0.715157713 0.000448672 43.91320325GYNDDYYEESYFTTR 2 4557553 1xTMT6plex [N-Term] 1.528691053 10.65 0 2151.93446 2 1076.470337 -0.493956435 -0.000531481 59.44296606145275185 C12orf10 UPF0160 protein MYG1, mitochondrial precursor 60314 NP_067653.3 12.76595745 1 4 4 10 376 42.434 6.67 1.54 2.08 1.81 Non-Significant #N/A YALTTTLSAR 4 145275185 1xTMT6plex [N-Term] 1.258 2.083 3.261636972 40.55 0 1325.762632 2 663.3837891 -1.757603469 -0.001165082 51.77103604FQVDPSGEIVELAK 2 145275185 2xTMT6plex [N-Term; K14] 1.597200513 7.97 0 1990.126114 2 995.5645142 -2.191840837 -0.00218102 73.26498826LDFYQHSWLPAR 2 145275185 1xTMT6plex [N-Term] 100 2.690051317 15.28 0 1761.927405 3 587.9806519 -0.001789854 -1.05E-06 71.45365706AMDLVQEEFLQR 2 145275185 1xTMT6plex [N-Term] 1.088347793 10.5 0 1707.893722 2 854.4495239 -1.142224725 -0.000975399 86.6287813176880486 ASCC3 activating signal cointegrator 1 complex subunit 3 isoform a 10973 NP_006819.2 1.771117166 1 4 4 14 2202 251.301 7.09 1.16 1.3 0.84 1.1 Significant 0.015 ANPLAYGISHK 2 76880486 2xTMT6plex [N-Term; K11] 0.76 3.206724644 12.41 0 1628.952447 3 543.6558838 0.399635477 0.000216996 54.39503026AYQIDPTLR 6 76880486 1xTMT6plex [N-Term] 1.159 1.297 1.108 2.669341326 29.39 0 1305.736417 2 653.3707275 -1.714352028 -0.001119246 50.33175851SIEPLTYGR 2 76880486 1xTMT6plex [N-Term] 1.347 3.148679733 22.86 0 1264.709868 2 632.8581543 -0.660931231 -0.000417943 44.20278723GPVLESIVAR 4 76880486 1xTMT6plex [N-Term] 100 1.738783479 21.43 0 1269.772802 2 635.3903198 0.441463572 0.000280279 57.617905194507653 TPMT thiopurine S-methyltransferase 7172 NP_000358.1 14.69387755 1 4 4 14 245 28.162 6.23 1.01 1.39 1.2 Non-Significant #N/A SWGIDCLFEK 4 4507653 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.809 2.921943188 33.74 0 1712.908199 2 856.956665 -1.252771092 -0.001072941 95.17994019GALVAINPGDR 2 4507653 1xTMT6plex [N-Term] 1.073 3.86814189 48.41 0 1311.758215 2 656.3824463 -0.456678577 -0.000299526 55.09180693LYLLTEK 4 4507653 2xTMT6plex [N-Term; K7] 0.915 0.605 2.603136301 28.53 0 1337.84446 2 669.4248047 -1.5900092 -0.001063592 71.21042955VFFPLCGK 4 4507653 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 0.786 100 2.479360104 21.52 0 1425.83285 2 713.4206543 0.829146102 0.000591112 80.96119617556695502 SUMO3 small ubiquitin-related modifier 3 isoform 2 6612 NP_001273345.1 14.89361702 1 1 2 12 141 15.758 6.92 1.08 1.05 0.88 1.01 Significant 0.0038 VAGQDGSVVQFK 8 556695502 2xTMT6plex [N-Term; K12] 0.84 1.022 0.883 4.66426897 69.95 0 1692.968491 2 846.9871826 -0.828388498 -0.000701218 53.99262699TENDHINLK 4 556695502 2xTMT6plex [N-Term; K9] 1.225 1.063 2.66537714 22.29 0 1541.868777 3 514.6273804 -0.771269732 -0.000396399 40.5341069344771198 PRMT3 protein arginine N-methyltransferase 3 isoform 1 10196 NP_005779.1 7.721280603 1 3 3 11 531 59.865 5.35 2.75 1.94 1.77 2.15 Significant 0.019 SEHQFNIDSMVHK 2 44771198 2xTMT6plex [N-Term; K13] 1.883 4.156342506 26.56 0 2030.052966 4 508.2681885 -1.005675115 -0.000510393 46.91216755ALSAEAALAR 6 44771198 1xTMT6plex [N-Term] 2.751 2.197 1.767 3.376779318 61.54 0 1201.710202 2 601.3586426 -0.161181747 -9.68E-05 42.69250798VVLDVGCGTGILSMFAAK 3 44771198 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C7] 1.622458339 3.67 0 2296.280917 2 1148.642456 -1.428980488 -0.00164067 106.517362922202633 PFDN5 prefoldin subunit 5 isoform alpha 5204 NP_002615.2 31.81818182 1 4 4 12 154 17.317 6.33 1.11 2.29 100 34.47 Non-Significant #N/A LHDVEHVLIDVGTGYYVEK 2 22202633 2xTMT6plex [N-Term; K19] 0.472 2.944195509 15.29 0 2644.438674 3 882.1503906 -0.777168713 -0.000685058 87.8118377ELLVPLTSSMYVPGK 6 22202633 2xTMT6plex [N-Term; K15] 100 100 100 2.03737402 13.96 0 2092.21282 2 1046.608398 -1.577279791 -0.001650003 83.15155587IQPALQEK 2 22202633 2xTMT6plex [N-Term; K8] 1.119 3.501775026 40.73 0 1384.856422 2 692.9313965 -0.653657113 -0.000452611 44.61081117KIDFLTK 2 22202633 3xTMT6plex [N-Term; K1; K7] 2.145 2.561234951 17.52 1 1552.007726 3 518.0074463 0.038213204 1.98E-05 66.7955041110190746 RDH14 retinol dehydrogenase 14 57665 NP_065956.1 11.01190476 1 4 4 10 336 36.841 8.79 0.41 0.69 0.74 0.62 Significant 0.027 AEEAAGQLR 2 10190746 1xTMT6plex [N-Term] 0.743 2.902312994 41.93 0 1173.642517 2 587.3235474 -2.29923797 -0.001349242 28.39139683ELDLASLR 4 10190746 1xTMT6plex [N-Term] 0.975 2.931688786 42.2 0 1145.672754 2 573.3361816 -6.69252954 -0.003833724 55.52193448ATAAELLR 2 10190746 1xTMT6plex [N-Term] 0.691 2.324728489 35.18 0 1073.651625 2 537.3291626 -0.53668683 -0.000288107 43.35077954AFCQEMLQEEPR 2 10190746 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.347 1.829907298 8.05 0 1766.840307 2 883.9152222 -9.70027342 -0.008569417 63.3890290148928019 N4BP1 NEDD4-binding protein 1 9683 NP_694574.3 3.013392857 1 2 2 14 896 100.316 5.36 0.94 0.73 0.82 0.83 Significant 0.0053 SAGPSDHIDSSVTGVQR 2 48928019 1xTMT6plex [N-Term] 0.727 4.651390553 34.81 0 1941.982748 3 647.9942627 -7.473286814 -0.004837665 35.59839066GSAEAVVMAR 6 48928019 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.079 0.895 1.038 2.116125345 39.36 0 1235.661538 2 618.3348389 0.698609084 0.000431622 37.79063184GSAEAVVMAR 6 48928019 1xTMT6plex [N-Term] 0.84 0.707 0.775 2.853809834 38.33 0 1219.666623 2 618.3348389 0.698609084 0.000431622 37.7906318413375983 SLC25A22 mitochondrial glutamate carrier 1 79751 NP_078974.1 13.3126935 1 4 4 13 323 34.448 9.29 0.9 0.69 0.8 Non-Significant #N/A GVNEDTYSGILDCAR 4 13375983 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 100 0.01 1.860008478 20.62 0 1898.911557 2 949.958313 -1.162630997 -0.001103867 53.28332214GAAVNLTLVTPEK 3 13375983 2xTMT6plex [N-Term; K13] 100 2.428346157 33.89 0 1771.072956 2 886.039856 -0.294045446 -0.000260388 56.60869273GIAGLYK 4 13375983 2xTMT6plex [N-Term; K7] 0.815 0.698 2.984496593 33.32 0 1179.750166 2 590.3783569 -0.617480577 -0.000364236 44.97601615LAANDFFR 2 13375983 1xTMT6plex [N-Term] 1.357281804 6.61 0 1182.646874 2 591.826355 -1.217962094 -0.00072021 57.378082074502317 ATP6V1E1 V-type proton ATPase subunit E 1 isoform a 529 NP_001687.1 16.81415929 1 4 4 15 226 26.129 8 0.89 0.95 0.86 0.9 Significant 0.00086 AEEEFNIEK 5 4502317 2xTMT6plex [N-Term; K9] 0.716 100 3.909979105 45.74 0 1566.841559 2 783.9237671 -0.83076065 -0.000650835 54.6276643KQDFPLVK 6 4502317 3xTMT6plex [N-Term; K1; K8] 0.948 0.728 0.871 3.174791813 12.86 1 1662.055739 3 554.6903687 0.489524516 0.000271206 52.87006567VSNTLESR 2 4502317 1xTMT6plex [N-Term] 0.637 2.907899141 29.35 0 1134.631618 2 567.8196411 0.342002247 0.000194023 30.75216675LDLIAQQMMPEVR 2 4502317 1xTMT6plex [N-Term] 1.308439851 0 1772.960027 2 886.9828491 -0.905738306 -0.000802919 89.82324215238859597 RBM34 RNA-binding protein 34 isoform 1 23029 NP_055829.2 8.372093023 1 3 3 6 430 48.535 10.11 1.71 1.36 1.53 Non-Significant #N/A SVQEGENPDDGVR 2 238859597 1xTMT6plex [N-Term] 1.639 4.543832302 60.04 0 1630.787008 2 815.8973389 0.240886377 0.000196417 32.22292833VDLASETSSR 2 238859597 1xTMT6plex [N-Term] 1.357 3.249796152 32.02 0 1293.684775 2 647.3456421 -0.593398274 -0.000383835 34.66406318ILDDTEDTVVSQR 2 238859597 1xTMT6plex [N-Term] 2.357 3.081655502 27.38 0 1719.896224 2 860.4503784 -1.595511417 -0.001372057 58.01790123387157906 BCAR3 breast cancer anti-estrogen resistance protein 3 isoform 1 8412 NP_001248337.1 4.242424242 1 3 3 6 825 92.507 7.96 1.46 1 1.23 Non-Significant #N/A LPSCAQGSHTELLTAK 2 387157906 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C4] 1.001 4.381132603 31.54 0 2171.189459 3 724.4015503 0.294008846 0.000212783 44.72434771FMAEAADSYR 2 387157906 1xTMT6plex [N-Term] 1.164 3.484528542 30.06 0 1389.667017 2 695.3371582 0.016591205 1.15E-05 48.0353272ILGVSEEMR 2 387157906 1xTMT6plex [N-Term] 100 3.007150888 24.77 0 1262.697589 2 631.8518066 -0.99149532 -0.000625979 55.2298728635493996 UBE2I SUMO-conjugating enzyme UBC9 7329 NP_919236.1 33.5443038 1 3 3 8 158 17.995 8.66 1.27 1.26 1.26 Non-Significant #N/A FEPPLFHPNVYPSGTVCLSILEEDKDWRPAITIK 2 35493996 3xTMT6plex [N-Term; K25; K34]; 1xCarbamidomethyl [C17] 1.967 3.97807169 3.31 1 4656.514317 5 932.1029663 -6.140248925 -0.005718431 98.19129778GTPWEGGLFK 4 35493996 2xTMT6plex [N-Term; K10] 0.846 1.144 4.058350086 39.13 0 1549.877885 2 775.4414673 -1.437087211 -0.001113655 70.09975312DDYPSSPPK 2 35493996 2xTMT6plex [N-Term; K9] 1.383 3.163978577 50.61 0 1463.778231 2 732.3925781 -0.239879234 -0.000175565 39.3049686642761474 CD59 CD59 glycoprotein preproprotein 966 NP_976074.1 17.1875 1 2 2 14 128 14.168 6.48 1.89 1.22 1.08 1.4 Significant 0.031 FEHCNFNDVTTR 10 42761474 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.014 1.08 4.189487934 49.72 0 1768.827434 3 590.2807617 0.168606753 9.94E-05 45.06552045ENELTYYCCK 4 42761474 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C8; C9] 1.892 2.289 4.308893681 35.5 0 1837.886478 2 919.4476318 0.821167081 0.000754606 54.0812553791718899 MAPK3 mitogen-activated protein kinase 3 isoform 1 5595 NP_002737.2 12.92875989 1 2 5 13 379 43.108 6.74 0.01 100 0.77 33.59 Non-Significant #N/A APEIMLNSK 2 91718899 2xTMT6plex [N-Term; K9] 1.531 3.183129311 30.16 0 1460.854707 2 730.9307861 -0.281577883 -0.000205672 60.86634059DLKPSNLLLNTTCDLK 2 91718899 3xTMT6plex [N-Term; K3; K16]; 1xCarbamidomethyl [C13] 0.524 1.866172552 0 2532.467421 3 844.8272705 -0.064240338 -5.42E-05 75.85749862ELIFQETAR 4 91718899 1xTMT6plex [N-Term] 0.01 100 2.038464308 12.8 0 1335.746982 2 668.3775024 0.558977728 0.000373326 50.5725724ICDFGLAR 4 91718899 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.733 1.679454565 14.37 0 1180.634595 2 590.8207397 -0.331989097 -0.000195979 52.28207094AIDILDR 8 91718899 1xTMT6plex [N-Term] 0.766 1.657804489 21.51 0 1044.625076 2 522.8152466 -1.779735123 -0.000929578 56.156995711024698 MGEA5 protein O-GlcNAcase isoform a 10724 NP_036347.1 5.131004367 1 4 4 28 916 102.849 4.91 1.09 1 1.12 1.07 Significant 0.0011 ESQATLEER 14 11024698 1xTMT6plex [N-Term] 1.292 1.151 1.092 4.151876926 57.09 0 1291.669125 2 646.3383789 0.275629798 0.000178011 27.96050165LLPIDGANDLFFQPPPLTPTSK 8 11024698 2xTMT6plex [N-Term; K22] 0.602 0.01 100 2.016860723 12.19 0 2839.600988 3 947.206543 1.439507264 0.001362542 100.3062706GGLAGEFQR 2 11024698 1xTMT6plex [N-Term] 0.916 1.860754967 13.72 0 1163.637037 2 582.3214111 -1.281915518 -0.000745842 42.51594962LFLGPYK 4 11024698 2xTMT6plex [N-Term; K7] 0.835 0.8 2.377753258 21.89 0 1295.812766 2 648.4099731 -0.074309298 -4.81E-05 80.111450024826834 MMP14 matrix metalloproteinase-14 preproprotein 4323 NP_004986.1 7.560137457 1 4 4 12 582 65.852 7.77 1.29 1.04 1.16 Non-Significant #N/A GLPASINTAYER 4 4826834 1xTMT6plex [N-Term] 1.532 1.145 3.913364887 53.59 0 1520.827023 2 760.9174194 0.354745924 0.000269754 45.92420943EVPYAYIR 2 4826834 1xTMT6plex [N-Term] 0.848 2.834525347 29.66 0 1239.69349 2 620.3515015 1.804268318 0.00111837 54.32389417GSFMGSDEVFTYFYK 4 4826834 2xTMT6plex [N-Term; K15] 1.901677728 10.65 0 2236.103664 2 1118.553711 -1.573471328 -0.001759223 95.95176445VWESATPLR 2 4826834 1xTMT6plex [N-Term] 1.2 0.957 2.505029202 0 1287.725852 2 644.3690186 3.811525075 0.0024541 62.02951907503774453 PELP1 proline-, glutamic acid- and leucine-rich protein 1 isoform 1 27043 NP_055204.3 3.559322034 1 3 3 6 1180 124.865 4.41 0.84 1.38 1.11 Non-Significant #N/A KGDSNANSDVCAAALR 2 503774453 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C11] 1.384 5.413632393 38.65 1 2107.096622 3 703.0373535 0.420377911 0.000295259 30.86136019GSPDGSLQTGKPSAPK 2 503774453 3xTMT6plex [N-Term; K11; K16] 0.841 3.345927954 14.82 0 2214.269707 3 738.760437 -1.33202601 -0.000983155 39.70941956TILMCGPLIK 2 503774453 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.530134082 8.43 0 1603.967963 2 802.4859619 -2.067187096 -0.001657851 71.89430543225543166 SAMM50 sorting and assembly machinery component 50 homolog 25813 NP_056195.3 8.102345416 1 4 4 14 469 51.943 6.9 0.957 0.738 0.01 0.57 Non-Significant 0.19 SSLSHAMVIDSR 2 225543166 1xTMT6plex [N-Term] 0.732 4.311715126 38.69 0 1531.809992 3 511.2742615 -1.149813737 -0.000587099 39.33415038GMSAEYSFPIWK 4 225543166 2xTMT6plex [N-Term; K12] 1.97366333 17.46 0 1873.992263 2 937.5006104 0.897081145 0.000840562 83.15169221NLIEVMR 6 225543166 1xTMT6plex [N-Term] 100 0.982 0.01 2.383388519 29.84 0 1103.644431 2 552.3265381 1.240075007 0.000684301 53.98996069QEILENK 2 225543166 2xTMT6plex [N-Term; K7] 0.898 3.015791893 25.84 0 1331.793487 2 666.4006958 0.47156077 0.000314011 46.8086089116008442 ZC3H13 zinc finger CCCH domain-containing protein 13 23091 NP_055885.3 1.79028133 1 2 2 12 1564 184.76 9.47 0.97 1.24 0.99 1.07 Significant 0.0066 GSQIDSHSSNSNYHDSWETR 8 116008442 1xTMT6plex [N-Term] 0.969 1.207 1.02 5.250352383 43.87 0 2536.128636 4 634.7874146 -0.318661626 -0.000202042 33.51400398SLEITGER 4 116008442 1xTMT6plex [N-Term] 1.26 0.973 3.522685528 34.1 0 1133.636369 2 567.3223267 0.889271322 0.000504055 38.0576840550843820 KIAA1217 sickle tail protein homolog isoform 1 56243 NP_062536.2 1.904271745 1 3 3 8 1943 213.983 7.06 0.01 0.826 0.991 0.61 Non-Significant 0.18 GEDIQTVNIDAR 4 50843820 1xTMT6plex [N-Term] 0.826 0.855 4.423993111 59.1 0 1559.822666 2 780.4135742 -1.791070589 -0.001396876 41.46084848GMENSISDASR 2 50843820 1xTMT6plex [N-Term] 1.462 3.292939425 48.95 0 1395.673559 2 698.3401489 -0.38501728 -0.000268679 35.73699524KPVIIIFDEPMDIR 2 50843820 2xTMT6plex [N-Term; K1] 0.01 1.748794198 6.39 0 2144.255354 3 715.4232178 -0.11832065 -8.46E-05 84.1920763821361625 EXOC2 exocyst complex component 2 55770 NP_060773.3 3.896103896 1 4 4 10 924 104 6.9 1.66 1.14 1 1.27 Significant 0.024 YYAEVETR 4 21361625 1xTMT6plex [N-Term] 1.38 1.003 3.209072113 37.23 0 1259.646933 2 630.3265991 -0.803104255 -0.000505814 38.31140682LLETPSTLHDQK 2 21361625 2xTMT6plex [N-Term; K12] 1.656 4.130608082 24.89 0 1840.058034 3 614.0241699 -0.042240176 -2.59E-05 57.08978606GTSTVSFK 2 21361625 2xTMT6plex [N-Term; K8] 0.826 3.062683582 16.41 0 1284.756373 2 642.8807373 -1.693099696 -0.00108761 40.61921982LLEELLNK 2 21361625 2xTMT6plex [N-Term; K8] 2.065954447 18.77 0 1429.903037 2 715.4554443 0.401895695 0.000287336 95.54252306414144870 COPZ1 coatomer subunit zeta-1 isoform 4 22818 NP_001258665.1 15.67567568 1 2 2 8 185 21.056 4.88 1.18 1.16 1.17 Non-Significant #N/A GEDVPLTEQTVSQVLQSAK 4 414144870 2xTMT6plex [N-Term; K19] 1.223 3.694574356 31.87 0 2487.370654 3 829.7948608 -0.251076561 -0.000208173 95.95885076YYDDTYPSVK 4 414144870 2xTMT6plex [N-Term; K10] 1.171 1.159 3.337407351 41.68 0 1708.883424 2 854.9453735 0.027175822 2.32E-05 58.6006638312032348 RBM12 RNA-binding protein 12 10137 NP_001185769.1 4.399141631 1 4 4 10 932 97.333 8.63 1.37 1.77 100 34.38 Non-Significant #N/A ATGEGFVEFR 4 312032348 1xTMT6plex [N-Term] 2.339 1.588 3.653487444 49.13 0 1341.700031 2 671.3533936 -0.388269071 -0.00026047 53.93080816EMILNPEGDVNSAK 2 312032348 2xTMT6plex [N-Term; K14] 100 1.319693446 1.26 0 1975.057048 2 988.0302734 -1.912671335 -0.001888818 54.24754459FIQVHPITK 2 312032348 2xTMT6plex [N-Term; K9] 1.341 2.552072525 21.39 0 1540.961555 3 514.3251343 -0.457991938 -0.000235249 64.03515675VTLLLSSK 2 312032348 2xTMT6plex [N-Term; K8] 100 1.823258281 12.26 0 1318.871009 2 659.9385986 -0.825239442 -0.000544192 68.1571308219923468 PRKD2 serine/threonine-protein kinase D2 isoform A 25865 NP_057541.2 6.036446469 1 3 3 8 878 96.661 6.84 0.91 0.88 0.89 Non-Significant #N/A DLGGACPPQDHDMQGLAER 4 19923468 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.876 0.964 4.64285183 21.36 0 2296.06478 3 766.0265503 0.138388476 0.000105916 48.91459594SLSHPWLQEYQTWLDLR 2 19923468 1xTMT6plex [N-Term] 0.362 3.597731829 24.68 0 2401.250196 3 801.0873413 -1.134885579 -0.000908381 97.34539032APAFCDHCGEMLFGLVR 2 19923468 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 100 2.207267761 12.72 0 2209.055402 3 737.0231934 -0.169679708 -0.000124944 91.2578740510864017 ENOPH1 enolase-phosphatase E1 isoform 1 58478 NP_067027.1 17.62452107 1 3 3 12 261 28.914 4.78 0.75 0.66 100 33.8 Non-Significant #N/A



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms LLFGHSTEGDILELVDGHFDTK 4 10864017 2xTMT6plex [N-Term; K22] 0.694 100 2.960821152 12.06 0 2901.539844 4 726.1412354 1.126049072 0.000816819 98.89958934AEFFADVVPAVR 2 10864017 1xTMT6plex [N-Term] 0.671 2.325997829 24.48 0 1549.857595 2 775.4316406 -1.025900706 -0.000795 91.61349827DILFPYIEENVK 6 10864017 2xTMT6plex [N-Term; K12] 100 0.662 100 1.863070726 14.14 0 1938.098836 2 969.5507813 -2.347940112 -0.00227527 85.741287197706427 CPSF3 cleavage and polyadenylation specificity factor subunit 3 51692 NP_057291.1 5.701754386 1 3 3 14 684 77.436 5.6 1.071 0.997 2.584 1.55 Non-Significant 0.095 TVECEEGSEDDESLR 8 7706427 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.56 0.951 2.584 3.809434414 37.56 0 1983.86506 2 992.4349365 -1.241935842 -0.001231917 28.38022137EYEDNDEVHIEVHNPR 2 7706427 1xTMT6plex [N-Term] 0.989 4.876283169 30.35 0 2224.046805 4 556.7674561 0.53497469 0.000297452 36.47191125WLLSDYVK 4 7706427 2xTMT6plex [N-Term; K8] 1.26 1.225 2.852644682 36.21 0 1481.876823 2 741.4414063 -0.868344778 -0.00064339 92.63383659108796653 PGP phosphoglycolate phosphatase 283871 NP_001035830.1 9.657320872 1 3 3 12 321 33.985 6.14 0.67 1.02 1 0.9 Significant 0.016 GETAVPGAPEALR 2 108796653 1xTMT6plex [N-Term] 1.035 4.881559372 46.92 0 1496.827023 2 748.9169312 -0.291987856 -0.000218528 47.32487519AVEMAAQR 6 108796653 1xTMT6plex [N-Term] 0.994 1.019 1 2.95260644 48.33 0 1104.603294 2 552.805481 0.353877328 0.000195447 29.91317299QADIIGKPSR 2 108796653 2xTMT6plex [N-Term; K7] 0.544 2.389439821 3.9 0 1542.936797 3 514.984436 1.268869517 0.000652595 36.86497998AVEMAAQR 2 108796653 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.632 1.398170948 29.55 0 1120.598209 2 552.805481 0.353877328 0.000195447 29.91317299557636667 RBM26 RNA-binding protein 26 isoform 1 64062 NP_001273560.1 3.171456888 1 2 3 8 1009 113.725 9.16 1.315 0.163 0.665 0.71 Non-Significant 0.17 AISSTEAVLNNR 4 557636667 1xTMT6plex [N-Term] 1.315 0.665 4.399130344 42.77 0 1503.832836 2 752.4182129 -2.451874079 -0.001843604 49.42754325MQAGEEVTELR 2 557636667 1xTMT6plex [N-Term] 1.064 3.392382145 14.16 0 1491.767459 2 746.387085 -0.379179826 -0.000282824 51.49011059SEDKAEIMK 2 557636667 3xTMT6plex [N-Term; K4; K9] 0.118 2.542238951 3.74 1 1738.002383 3 580.0061646 0.896208405 0.000519204 38.136726157661862 PPM1F protein phosphatase 1F 9647 NP_055449.1 15.4185022 1 4 4 13 454 49.8 5.1 0.98 1.01 0.99 Non-Significant #N/A VAEELVAAAR 4 7661862 1xTMT6plex [N-Term] 1.166 0.804 3.436639547 39.54 0 1257.736417 2 629.3720703 0.355444109 0.000223528 61.27265154YAAVHVHTNAAR 6 7661862 1xTMT6plex [N-Term] 0.966 0.851 3.512789488 32.85 0 1538.838925 3 513.6175537 -0.530917937 -0.000272332 33.36058007ALTGSEDYLLLACDGFFDVVPHQEVVGLVQSHLTR 2 7661862 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.170210958 2.89 0 4115.110931 4 1029.527954 -5.089679015 -0.005236148 99.76123168QPELPTDPEGALR 1 7661862 1xTMT6plex [N-Term] 1.196 2.004774809 14.87 0 1651.885266 2 826.4481812 2.312433416 0.001909937 54.18633788256223453 DDX20 probable ATP-dependent RNA helicase DDX20 11218 NP_009135.4 4.733009709 1 3 3 6 824 92.183 6.95 1.144 0.591 100 33.91 Non-Significant 0.41 LQTEAQEDDWYDCHR 2 256223453 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.591 4.157808781 20.53 0 2194.966112 3 732.3257446 -1.56316458 -0.001143698 47.85278661LSFSDTYQDYEEYWR 2 256223453 1xTMT6plex [N-Term] 100 2.472590923 25.82 0 2231.013045 2 1116.006348 -3.418244245 -0.003813074 90.87274375GEEENMMMR 2 256223453 1xTMT6plex [N-Term] 1.144 2.80200696 30.59 0 1355.595508 2 678.302002 0.899395316 0.000609608 38.427780334757804 ATOX1 copper transport protein ATOX1 475 NP_004036.1 64.70588235 1 3 3 10 68 7.397 7.24 1.25 1.42 1.3 1.32 Significant 0.0014 HEFSVDMTCGGCAEAVSR 2 4757804 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C12] 1.381 4.536698818 26.12 0 2241.988838 3 748.001709 0.774131028 0.000578531 43.43676708YDIDLPNKK 6 4757804 3xTMT6plex [N-Term; K8; K9] 1.032 1.416 1.277 3.262471676 14 1 1793.077597 3 598.364502 0.756224593 0.00045199 51.47961815VCIESEHSMDTLLATLK 2 4757804 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C2] 100 2.588513851 13.34 0 2405.282039 3 802.4254761 -8.383194577 -0.006721316 81.1115858720127517 PDCD10 programmed cell death protein 10 11235 NP_009148.2 27.35849057 1 4 4 13 212 24.686 8.19 100 1.23 1.21 34.15 Non-Significant #N/A VNLSAAQTLR 4 20127517 1xTMT6plex [N-Term] 1.219 1.206 3.79959178 58.74 0 1301.773865 2 651.3908691 0.458291003 0.000298296 44.57324405SVEVNFTESLLR 2 20127517 1xTMT6plex [N-Term] 100 2.619497776 19.66 0 1622.895102 2 811.9522095 1.25706542 0.001020043 81.10729934ENPGLTQDIIMK 6 20127517 2xTMT6plex [N-Term; K12] 2.112166643 16.09 0 1817.024291 2 909.0148926 -0.981150202 -0.000891387 58.27046315MAADDVEEYMIERPEPEFQDLNEK 1 20127517 2xTMT6plex [N-Term; K24] 100 0.72338742 0 3356.606679 3 1119.540039 -0.332282751 -0.000371781 78.502924639966849 TIGAR fructose-2,6-bisphosphatase TIGAR 57103 NP_065108.1 18.88888889 1 3 3 12 270 30.043 7.69 0.83 0.66 100 33.83 Non-Significant #N/A SELMSVTPNTGMSLFIINFEEGR 2 9966849 1xTMT6plex [N-Term] 0.91 3.858155012 23.61 0 2801.405118 3 934.4705811 -2.829889147 -0.002642555 104.1350884SLFDYFLTDLK 4 9966849 2xTMT6plex [N-Term; K11] 0.694 0.661 2.671249628 33.4 0 1820.024609 2 910.5148315 -1.221112095 -0.001111227 109.7827457IIQGQGVDEPLSETGFK 6 9966849 2xTMT6plex [N-Term; K17] 100 100 2.111083269 8.04 0 2276.253833 2 1138.629883 -0.590564629 -0.000672137 63.6121971824308039 UFL1 E3 UFM1-protein ligase 1 23376 NP_056138.1 7.556675063 1 4 4 10 794 89.54 6.79 1.088 3.099 0.01 1.4 Non-Significant 0.26 SIEDFISCLDSAAEACDIMVK 2 24308039 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C8; C16] 0.744 2.967316389 28.02 0 2832.386974 3 944.8024902 2.098263118 0.001981031 112.0868279AQFAEATQR 2 24308039 1xTMT6plex [N-Term] 1.142 3.352406979 41.89 0 1250.669066 2 625.8381348 -0.058183857 -3.64E-05 38.27172965VNIVDLQQVINVDLIHIENR 2 24308039 1xTMT6plex [N-Term] 1.136461496 2.18 0 2573.461251 3 858.4905396 -1.626470053 -0.001395219 98.72680045AVFVPDIYSR 4 24308039 1xTMT6plex [N-Term] 3.099 0.01 1.780496597 15.05 0 1395.783367 2 698.3951416 -0.258311485 -0.000180273 60.70422929116256358 SCAMP1 secretory carrier-associated membrane protein 1 isoform 1 9522 NP_004857.4 14.79289941 1 3 3 8 338 37.896 7.42 0.71 0.01 0.36 Non-Significant #N/A AQQEFATGVMSNK 2 116256358 2xTMT6plex [N-Term; K13] 0.697 3.713933468 60.53 0 1868.994054 2 935.0004272 -0.254638484 -0.000237959 53.43128103EHALAQAELLK 2 116256358 2xTMT6plex [N-Term; K11] 0.712 3.479110479 45.73 0 1681.004877 3 561.0062866 -0.339057148 -0.000189986 42.05370364MPNVPNTQPAIMKPTEEHPAYTQIAK 4 116256358 3xTMT6plex [N-Term; K13; K26] 0.01 1.903159618 10.63 0 3593.942706 4 899.2424316 1.444408808 0.001297781 53.78412042167857778 MGAT1 alpha-1,3-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase 4245 NP_002397.2 7.640449438 1 3 3 14 445 50.846 9.16 2.75 1.68 2.21 Non-Significant #N/A LAQDAEVELER 4 167857778 1xTMT6plex [N-Term] 100 1.309 3.870249033 52.95 0 1501.805953 2 751.4051514 -1.948850728 -0.001463398 55.22602668GLLQQIGDALSSQR 6 167857778 1xTMT6plex [N-Term] 100 2.072569132 34.32 0 1714.964913 2 857.9855347 -0.653286871 -0.000560182 90.65513494ALGVMDDLK 4 167857778 2xTMT6plex [N-Term; K9] 1.072 100 2.184944153 29.02 0 1419.828158 2 710.4178467 0.182303312 0.00012942 67.7175120685815829 SH3BP1 SH3 domain-binding protein 1 23616 NP_061830.3 5.991440799 1 4 4 13 701 75.666 6.77 1.265 5.472 0.881 2.54 Non-Significant 0.23 LAAGASVLK 4 85815829 2xTMT6plex [N-Term; K9] 4.499 1.031 3.046277046 26.03 0 1287.840043 2 644.4179688 -8.838364717 -0.0056912 48.92772162ALEMSCAIQNQLAR 5 85815829 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 100 1.279446125 13.88 0 1833.951254 2 917.4772339 -2.21531873 -0.002031393 65.49397192LQALQEVCSR 2 85815829 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.506 2.561183214 19.06 0 1432.777964 2 716.8879395 -6.534260006 -0.004681072 49.29896507LVSDWNTLK 2 85815829 2xTMT6plex [N-Term; K9] 1.037 1.509928703 9.45 0 1533.9041 2 767.4567871 1.432696314 0.001098809 70.8069002911559927 MRPS14 28S ribosomal protein S14, mitochondrial 63931 NP_071383.1 28.90625 1 3 3 10 128 15.129 11.41 0.83 0.98 0.79 0.86 Significant 0.0044 MAYEYADER 5 11559927 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.828 0.915 0.963 2.220496893 34.82 0 1392.630297 2 696.8186646 -0.17575263 -0.000122379 31.55525908ILQDVADEEIAALPR 2 11559927 1xTMT6plex [N-Term] 1.703203201 10.07 0 1882.048308 2 941.5270386 -0.801117355 -0.000753871 101.3877229MAYEYADER 2 11559927 1xTMT6plex [N-Term] 1.069 2.843353271 14.69 0 1376.635382 2 696.8186646 -0.17575263 -0.000122379 31.55525908HLADHGQLSGIQR 1 11559927 1xTMT6plex [N-Term] 0.772 2.655840874 0 1660.908067 3 554.3061523 -2.506579884 -0.001387733 30.8026573249472822 EIF3G eukaryotic translation initiation factor 3 subunit G 8666 NP_003746.2 14.375 1 3 3 14 320 35.589 6.13 1.18 1.14 1.13 1.15 Significant 0.00018 EKLPGELEPVQATQNK 6 49472822 3xTMT6plex [N-Term; K2; K16] 1.037 1.034 1.054 6.064803123 31.94 1 2468.43275 3 823.4827881 0.429948036 0.000353766 50.2560814EDLNCQEEEDPMNK 4 49472822 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 3.086 1.735 3.118181467 34.82 0 2209.015319 2 1105.010254 -0.945202816 -0.001043984 42.1409501ETDLQELFRPFGSISR 4 49472822 1xTMT6plex [N-Term] 100 1.283014297 6.93 0 2124.128684 3 708.713623 -1.11475326 -0.000789293 81.14772587217035102 CPSF7 cleavage and polyadenylation specificity factor subunit 7 isoform 1 79869 NP_079087.3 5.642023346 1 3 3 10 514 56.341 8.87 1.31 1.51 1.76 1.53 Significant 0.0072 SYSVGASGSSSR 6 217035102 1xTMT6plex [N-Term] 0.876 1.412 1.756 4.021335602 56.85 0 1373.685838 2 687.3470459 0.711477725 0.000488673 27.04557085DCLHGIEAK 2 217035102 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.335 2.875268936 20.47 0 1500.82447 3 500.9459839 -0.713854195 -0.000357123 40.38704922LLELLPGK 2 217035102 2xTMT6plex [N-Term; K8] 1.626 2.767784834 35.4 0 1340.891744 2 670.9489136 -0.890423531 -0.000596981 91.1947267932307161 CUL1 cullin-1 8454 NP_003583.2 4.510309278 1 4 4 14 776 89.622 8 0.87 1 1.45 1.11 Significant 0.024 QVTNAVLK 4 32307161 2xTMT6plex [N-Term; K8] 1.061 1.33 3.370411873 42.06 0 1330.845857 2 665.9262695 -0.446683962 -0.000297234 37.64382312GPTLTVYK 4 32307161 2xTMT6plex [N-Term; K8] 0.841 0.91 2.981712341 31.96 0 1336.824059 2 668.9152222 -0.666605345 -0.000445567 58.54545238YCDSLLK 2 32307161 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 100 2.488814831 20.18 0 1356.759744 2 678.8825684 -1.388780333 -0.000942121 47.01868751QIGLDQIWDDLR 4 32307161 1xTMT6plex [N-Term] 100 100 1.788217187 10.96 0 1700.9169 2 850.9612427 -0.994503868 -0.000845784 91.7040353741327712 CRK adapter molecule crk isoform a 1398 NP_058431.2 12.5 1 3 3 8 304 33.81 5.55 0.77 0.83 0.8 Non-Significant #N/A DKPEEQWWNAEDSEGKR 2 41327712 3xTMT6plex [N-Term; K2; K16] 0.839 6.046981335 19.67 1 2791.425432 4 698.6112061 -0.873389352 -0.0006095 49.77353127QEAVALLQGQR 2 41327712 1xTMT6plex [N-Term] 1.044 2.774639606 29.69 0 1441.832443 2 721.4194336 -0.59087483 -0.000425971 59.09540896GMIPVPYVEK 4 41327712 2xTMT6plex [N-Term; K10] 0.702 0.736 2.817461252 34.63 0 1590.932957 2 795.9707642 0.813617134 0.000647205 69.767736120127457 GYG1 glycogenin-1 isoform 1 2992 NP_004121.2 9.714285714 1 3 3 15 350 39.359 5.53 1.31 1.28 100 34.2 Non-Significant #N/A RPELGVTLTK 4 20127457 2xTMT6plex [N-Term; K10] 1.314 1.272 3.704234838 29.96 0 1571.988498 3 524.6678467 0.310758675 0.000162836 44.3386437GALVLGSSLK 6 20127457 2xTMT6plex [N-Term; K10] 0.997 100 2.998048067 41 0 1402.903372 2 701.9545898 -1.046887854 -0.000734341 69.06181701LVVLATPQVSDSMR 5 20127457 1xTMT6plex [N-Term] 100 100 100 1.599781752 22.7 0 1744.982871 2 872.9927979 -2.608780263 -0.002276138 67.01693969339409190 SNX1 sorting nexin-1 isoform d 6642 NP_001229862.1 5.565529623 1 2 3 12 557 63.043 5.48 1.21 1.21 1.21 Non-Significant #N/A ALSQLAEVEEK 4 339409190 2xTMT6plex [N-Term; K11] 0.937 100 3.975744486 47.25 0 1674.967822 2 837.9872437 -0.365156455 -0.000305813 72.41010291DEILEWESR 4 339409190 1xTMT6plex [N-Term] 1.213 1.208 3.220103502 45.86 0 1405.716075 2 703.3617554 0.112947551 7.94E-05 70.41130535ELALNTAQFAK 4 339409190 2xTMT6plex [N-Term; K11] 1.882429838 25.91 0 1663.978327 2 832.4915771 -1.47225663 -0.001224902 57.066089645730037 EXOC5 exocyst complex component 5 10640 NP_006535.1 4.519774011 1 3 3 6 708 81.801 6.71 0.78 0.55 1.02 0.78 Significant 0.029 VCHLGDQLEGVNTPR 2 5730037 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.019 5.009792328 44.76 0 1923.99081 3 642.0010986 -1.074772058 -0.000689284 42.35447722KSDAEQYLK 2 5730037 3xTMT6plex [N-Term; K1; K9] 0.548 2.199579477 7.45 1 1769.041211 3 590.3518066 -0.194708932 -0.000114816 49.33124897EAADIIQK 2 5730037 2xTMT6plex [N-Term; K8] 0.779 2.510518551 12.12 0 1345.809137 2 673.4074707 -1.093939482 -0.000736117 47.711228137706423 LSM7 U6 snRNA-associated Sm-like protein LSm7 51690 NP_057283.1 47.57281553 1 4 4 19 103 11.595 5.27 1.11 1.06 1.51 1.22 Significant 0.013 GTSVVLICPQDGMEAIPNPFIQQQDA 5 7706423 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.809132457 9.06 0 3057.522273 3 1019.845581 -0.027099046 -2.76E-05 95.90616692ESILDLSK 6 7706423 2xTMT6plex [N-Term; K8] 1.108 1.141 1.512 3.420061588 44.39 0 1362.824453 2 681.9156494 -0.315889456 -0.000215251 69.8433329QLGLVVCR 4 7706423 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.164 0.989 2.929159641 49.5 0 1173.697529 2 587.3526001 0.335806545 0.000197068 45.52059121DPDDQYK 4 7706423 2xTMT6plex [N-Term; K7] 1.023 0.99 2.646894932 21.12 0 1338.694167 2 669.850708 -0.020493385 -1.37E-05 36.26934204375298717 TUBGCP2 gamma-tubulin complex component 2 isoform 1 10844 NP_001243546.1 4.193548387 1 4 4 9 930 105.561 7.08 1.21 0.93 1.07 Non-Significant #N/A AYVEQIEK 2 375298717 2xTMT6plex [N-Term; K8] 1.253 3.64811039 42.61 0 1437.835352 2 719.4204102 -1.257478819 -0.000904024 54.23626788TPYVTTTVSAHSAK 2 375298717 2xTMT6plex [N-Term; K14] 0.969 2.888292551 6.62 0 1921.079498 3 641.0322266 1.368245043 0.000876169 26.6861214EIIYTLK 4 375298717 2xTMT6plex [N-Term; K7] 3.685 0.93 2.848212004 25.4 0 1337.84446 2 669.4263306 0.691091409 0.000462286 65.95903941VLLDFLMEEK 1 375298717 2xTMT6plex [N-Term; K10] 100 1.301038146 0 1694.980301 2 847.9927368 -1.241499495 -0.001052159 110.197734121071032 DDX41 probable ATP-dependent RNA helicase DDX41 51428 NP_057306.2 6.109324759 1 4 4 8 622 69.793 6.84 1.32 1.55 1.44 Non-Significant #N/A GVEAVAIHGGK 2 21071032 2xTMT6plex [N-Term; K11] 1.353 3.659108639 32.26 0 1495.899683 3 499.3048706 0.250849981 0.000125082 45.75349307GITYDDPIK 2 21071032 2xTMT6plex [N-Term; K9] 1.551 2.960098267 37.32 0 1479.845916 2 740.4268188 0.300487576 0.000222338 52.21723309TPPPVLIFAEK 2 21071032 2xTMT6plex [N-Term; K11] 0.01 2.161062002 28.85 0 1670.0293 2 835.5174561 -0.996970906 -0.000832485 79.87102759ALLLEAK 2 21071032 2xTMT6plex [N-Term; K7] 1.660554409 7.47 0 1215.807681 2 608.4075317 0.087428764 5.31E-05 53.3676663762198241 CUTA protein CutA isoform 1 51596 NP_001014433.1 20.70707071 1 2 2 8 198 20.912 5.48 0.72 0.83 0.77 Non-Significant #N/A SVHPYEVAEVIALPVEQGNFPYLQWVR 6 62198241 1xTMT6plex [N-Term] 0.717 2.879259825 16.47 0 3369.783313 4 843.2025146 1.458709149 0.001228883 106.3854359GKIEEDSEVLMMIK 2 62198241 3xTMT6plex [N-Term; K2; K14] 0.825 2.439633131 20.62 1 2309.306352 3 770.4393311 -1.261039244 -0.000970709 77.6501560313027602 DDRGK1 DDRGK domain-containing protein 1 65992 NP_076424.1 17.51592357 1 4 4 9 314 35.589 5.12 1.09 0.3 0.69 Non-Significant #N/A VAQPGPLEPEEPR 2 13027602 1xTMT6plex [N-Term] 1.053 3.915137768 40.62 0 1647.890351 2 824.4515991 3.380329391 0.002785206 43.7992765LEEEQKEEEER 2 13027602 2xTMT6plex [N-Term; K6] 1.189 2.806706667 8.93 1 1905.980572 3 635.9987793 0.636407655 0.000404327 35.40862468FIYITPEELAAVANFIR 3 13027602 1xTMT6plex [N-Term] 0.303 0.953556776 2.43 0 2196.226607 2 1098.616089 -0.776702923 -0.000852908 112.4802462VVLLEDLASQVGLR 2 13027602 1xTMT6plex [N-Term] 1.287624717 0 1741.042101 2 871.024292 -0.455713061 -0.000396708 101.7937272316983130 RPL36A-HNRNPH2 RPL36A-HNRNPH2 protein isoform a 100529097 NP_001186902.1 26.62337662 1 1 4 13 154 17.718 10.36 100 1.08 0.98 34.02 Non-Significant #N/A GKDSLYAQGK 6 316983130 3xTMT6plex [N-Term; K2; K10] 100 1.084 0.978 4.331735134 23.36 1 1754.041545 3 585.3518677 -0.282611696 -0.000165238 36.20572953HFELGGDK 2 316983130 2xTMT6plex [N-Term; K8] 0.894 3.013118267 19.43 0 1360.762521 2 680.8845825 -0.465026724 -0.000316395 43.31327094KQSGYGGQTKPIFR 3 316983130 3xTMT6plex [N-Term; K1; K10] 1.515 0.931 2.056581974 2.12 1 2254.327497 4 564.3375244 0.341922924 0.000192702 38.58026587LECVEPNCR 2 316983130 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C8] 1.857560992 19.05 0 1405.676536 2 703.3415527 -0.503189199 -0.000353661 41.4597426311771639 CUL2 cullin-2 isoform a 8453 NP_001185707.1 4.842931937 1 4 4 11 764 89.434 7.11 1.16 1.25 0.8 1.07 Significant 0.016 GADYMDCLYR 4 311771639 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.161 1.162 3.944563389 44.58 0 1492.676201 2 746.8417969 0.077471591 5.78E-05 59.3153714AVVMLEYVER 4 311771639 1xTMT6plex [N-Term] 100 1.779081941 26.02 0 1437.797303 2 719.401001 -1.792517534 -0.001288638 71.49894062GMTENEVEDR 2 311771639 1xTMT6plex [N-Term] 0.327 1.74548912 7.23 0 1408.657574 2 704.8321533 -0.38628222 -0.00027207 33.85686655YCDNLLK 1 311771639 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.973 1.66393137 0 1383.770643 2 692.3883667 -0.857505952 -0.000593296 55.553299515453994 RAD21 double-strand-break repair protein rad21 homolog 5885 NP_006256.1 6.814580032 1 3 3 12 631 71.645 4.65 1.05 0.68 1.31 1.01 Significant 0.031 EKEDDEEEEDEDASGGDQDQEER 6 5453994 2xTMT6plex [N-Term; K2] 1.141 2.207 1.307 5.637524128 53.43 1 3141.313998 3 1047.776611 0.408225467 0.000427455 25.35289298DVIDEPIIEEPSR 2 5453994 1xTMT6plex [N-Term] 1.88396132 17.89 0 1740.921711 2 870.9637451 -0.860007441 -0.000748603 66.28687355LIVDSVK 4 5453994 2xTMT6plex [N-Term; K7] 1.04 0.618 2.356823206 21.84 0 1231.802595 2 616.4047241 -0.343835785 -0.000211769 64.785617015453634 DYNC1LI2 cytoplasmic dynein 1 light intermediate chain 2 isoform 1 1783 NP_006132.1 10.77235772 1 4 4 18 492 54.066 6.38 1 1.44 1.56 1.33 Significant 0.016 TVLSNVQEELDR 4 5453634 1xTMT6plex [N-Term] 0.978 2.510213614 26.09 0 1631.88018 2 816.442627 -1.350052397 -0.001101562 72.25634634ELAAEDEQVFLMK 4 5453634 2xTMT6plex [N-Term; K13] 100 1.674870491 8.99 0 1981.071635 2 991.0376587 -1.814466031 -0.001797294 75.41203442DAVFIPAGWDNEK 6 5453634 2xTMT6plex [N-Term; K13] 100 1.624356151 5.87 0 1920.026734 2 960.5159912 -1.056400981 -0.001014159 67.09108852KPDSMVTNSSTENEA 4 5453634 2xTMT6plex [N-Term; K1] 0.996 1.457 1.514 1.811017871 40.5 0 2068.02687 2 1034.517212 0.134112438 0.000138674 34.9899802527501446 DENR density-regulated protein 8562 NP_003668.2 21.21212121 1 4 4 10 198 22.078 5.3 0.85 1.04 0.95 Non-Significant #N/A QEAGISEGQGTAGEEEEK 2 27501446 2xTMT6plex [N-Term; K18] 1.763784289 9.66 0 2307.135234 2 1154.070923 -0.288265233 -0.000332533 39.85911699LDADYPLR 4 27501446 1xTMT6plex [N-Term] 0.861 1.042 3.24205327 26.84 0 1191.657104 2 596.3319702 -0.369435395 -0.00022012 57.4285391LTVENSPK 2 27501446 2xTMT6plex [N-Term; K8] 0.865 3.630167246 29.52 0 1345.809137 2 673.4075317 -1.003235452 -0.000675082 41.21453142NFPNEFAK 2 27501446 2xTMT6plex [N-Term; K8] 0.673 2.488828897 23.95 0 1424.793821 2 712.9018555 1.833940786 0.001306494 56.5333059546249388 PSPH phosphoserine phosphatase 5723 NP_004568.2 16 1 3 3 8 225 24.992 5.69 0.63 0.3 0.61 0.51 Significant 0.041 LIAEQPPHLTPGIR 3 46249388 1xTMT6plex [N-Term] 0.299 0.612 2.893292904 29.04 0 1771.04277 3 591.0189819 -0.212851561 -0.000125656 58.01851087AMGGAVPFK 2 46249388 2xTMT6plex [N-Term; K9] 0.614 3.525220871 47.87 0 1335.785899 2 668.3977661 1.764015149 0.001178173 55.08601717ICGVEDAVSEMTR 3 46249388 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 100 2.641583204 18.62 0 1695.824322 2 848.4155884 -0.248836027 -0.000210991 75.3736119422538444 TP53I3 quinone oxidoreductase PIG3 isoform 1 9540 NP_004872.2 13.85542169 1 4 4 8 332 35.514 7.17 0.77 0.57 0.67 Non-Significant #N/A KEDFSEATLK 2 22538444 3xTMT6plex [N-Term; K1; K10] 0.773 3.392138004 20.73 1 1855.07799 3 619.0305176 -0.534217769 -0.000330339 48.68955834EVAKPSPGEGEVLLK 2 22538444 3xTMT6plex [N-Term; K4; K15] 0.567 4.398688316 12.71 0 2240.346895 3 747.4555054 2.262110967 0.001689304 49.60731311GSLITSLLR 2 22538444 1xTMT6plex [N-Term] 1.437708855 34.77 0 1188.751339 2 594.8790283 -0.470038903 -0.00027938 100.0691102IYPVTEIQEAHK 2 22538444 2xTMT6plex [N-Term; K12] 1.544197083 7.46 0 1886.07877 3 629.3654175 1.553217953 0.000976497 58.972134896912582 PEF1 peflin 553115 NP_036524.1 8.450704225 1 3 3 8 284 30.361 6.54 2.13 1.27 1.47 1.62 Significant 0.025 EKDTAVQGNIR 2 6912582 2xTMT6plex [N-Term; K2] 1.465 3.278313875 28.76 1 1688.969554 3 563.6608887 -0.853114476 -0.000480295 33.29231192DTAVQGNIR 4 6912582 1xTMT6plex [N-Term] 2.127 1.638 3.310086489 50.45 0 1202.669066 2 601.8390503 1.4619865 0.000879143 34.9339309LSFEDFVTMTASR 2 6912582 1xTMT6plex [N-Term] 0.818 3.434851646 18.27 0 1732.877738 2 866.9420166 -0.566120075 -0.000490508 96.5635783227734984 HYPK huntingtin-interacting protein K isoform 1 25764 NP_057484.3 44.96124031 1 4 4 11 129 14.656 4.93 2.2 2.14 1.51 1.95 Significant 0.013 KHDSGAADLER 2 27734984 2xTMT6plex [N-Term; K1] 1.506 3.229816198 31.26 1 1656.906953 3 552.9736328 -0.367083075 -0.000202741 22.91604913EHMGNVVEALIALTN 2 27734984 1xTMT6plex [N-Term] 1.186 1.169680834 32.77 0 1839.9836 2 920.4950562 -0.415169631 -0.000381953 107.6344338EIQSSNLETAMSVIGDR 3 27734984 1xTMT6plex [N-Term] 100 0.48 1.205090642 2.23 0 2079.058949 2 1040.032593 -0.500348066 -0.000520127 77.69834254KEDLELIMTEMEISR 4 27734984 2xTMT6plex [N-Term; K1] 100 100 1.724104881 4.04 1 2295.234026 3 765.7491455 -0.497795235 -0.000380852 85.43273364315583337 PARVA alpha-parvin 55742 NP_060692.2 16.50485437 1 4 4 8 412 46.561 8.4 0.69 1.75 1.22 Non-Significant #N/A WNVDSVHAK 2 315583337 2xTMT6plex [N-Term; K9] 1.749 2.743588448 16.75 0 1513.852733 3 505.2895203 0.841826281 0.0004248 41.90192905DLAEDLYDGQVLQK 2 315583337 2xTMT6plex [N-Term; K14] 1.31541276 17.75 0 2065.121757 2 1033.054199 -9.992027073 -0.010317376 71.34666521VLYNLFTK 2 315583337 2xTMT6plex [N-Term; K8] 0.686 2.076881409 25.95 0 1455.897558 2 728.4517212 -0.956356565 -0.000696179 87.19754419EVSELQEEGMNAINLPLSPIPFELDPEDTMLEENEVR 2 315583337 1xTMT6plex [N-Term] 1.598092794 0.89 0 4456.162493 4 1114.794189 -1.697637264 -0.001891237 104.03850297661806 MRPL15 39S ribosomal protein L15, mitochondrial 29088 NP_054894.1 12.16216216 1 4 4 10 296 33.399 10.01 0.9 100 0.9 33.93 Non-Significant #N/A ILKPTDENLLK 2 7661806 3xTMT6plex [N-Term; K3; K11] 0.897 2.926299572 9.54 0 1971.245724 3 657.7531738 -0.383648581 -0.000252089 69.86170821GYLADPAK 2 7661806 2xTMT6plex [N-Term; K8] 0.895 2.97942543 25.15 0 1292.761459 2 646.8843994 0.049195561 3.18E-05 46.68512243GVTIQPLK 2 7661806 2xTMT6plex [N-Term; K8] 1.011 2.899125576 17.08 0 1313.855693 2 657.4317017 0.329838592 0.00021668 55.20178586LQYLIDLGR 4 7661806 1xTMT6plex [N-Term] 100 1.535362482 9.95 0 1319.788453 2 660.3977051 -0.241700667 -0.000159497 89.6251350523503295 CSNK2B casein kinase II subunit beta isoform 1 1460 NP_001311.3 20.93023256 1 3 3 8 215 24.926 5.55 0.7 0.61 0.65 Non-Significant #N/A VYCENQPMLPIGLSDIPGEAMVK 2 23503295 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C3] 2.771674156 29.57 0 3019.570692 3 1007.197449 2.351480435 0.00236682 99.41055255GIAQMLEK 4 23503295 2xTMT6plex [N-Term; K8] 0.701 0.607 3.134629011 45.79 0 1347.807029 2 674.4069824 -0.25252595 -0.000170178 73.29372731FNLTGLNEQVPHYR 2 23503295 1xTMT6plex [N-Term] 1.829186797 11.65 0 1917.018011 3 639.6768188 -1.099607316 -0.000702656 56.68494624222136641 NEK9 serine/threonine-protein kinase Nek9 91754 NP_149107.4 3.064351379 1 3 3 10 979 107.1 5.74 100 1.12 0.9 34.01 Non-Significant #N/A KLEGGQQVGMHSK 6 222136641 3xTMT6plex [N-Term; K1; K13] 1.115 0.893 4.363790989 41.16 1 2086.204605 4 522.3067627 0.295364725 0.000154048 33.53252886GAFGEATLYR 2 222136641 1xTMT6plex [N-Term] 1.025 4.032752514 48.59 0 1313.705117 2 657.3562012 0.006769974 4.45E-06 47.264806LQGLVLK 2 222136641 2xTMT6plex [N-Term; K7] 100 2.135146618 23.11 0 1228.839315 2 614.9242554 1.561694978 0.000959536 66.17758503117956403 RABEP2 rab GTPase-binding effector protein 2 79874 NP_079092.2 5.096660808 1 3 3 14 569 63.504 4.78 1 1.06 0.99 1.02 Significant 0.00046 AVAEVSESTK 4 117956403 2xTMT6plex [N-Term; K10] 0.997 1.037 3.927757978 56.31 0 1478.846645 2 739.9277344 1.04642358 0.00077375 44.57945556AEAVAAVQR 8 117956403 1xTMT6plex [N-Term] 1.203 0.988 3.222322464 40.06 0 1143.668337 2 572.3360596 -3.055894144 -0.001747465 30.71778745EALEEETVAR 2 117956403 1xTMT6plex [N-Term] 0.892 3.205848455 28.39 0 1375.72664 2 688.3661499 -1.175251874 -0.000808413 38.0949964630065645 PPP2R4 serine/threonine-protein phosphatase 2A activator isoform a 5524 NP_821068.1 12.84916201 1 4 4 14 358 40.641 5.94 1.45 1.04 100 34.16 Non-Significant #N/A WIDETPPVDQPSR 8 30065645 1xTMT6plex [N-Term] 1.289 1.043 100 3.660273314 40.15 0 1768.906729 2 884.9550781 -2.176412094 -0.001924935 62.99249322FGSLLPIHPVTSG 2 30065645 1xTMT6plex [N-Term] 1.595574617 7.12 0 1553.888895 2 777.4467163 -1.76251521 -0.001369376 87.43395782LVALLNTLDR 2 30065645 1xTMT6plex [N-Term] 100 1.176614761 8.1 0 1356.841216 2 678.9246826 0.642871373 0.000436137 95.16329689VDDQIAIVFK 2 30065645 2xTMT6plex [N-Term; K10] 100 1.682736278 9.57 0 1605.961615 2 803.4859619 1.888207101 0.001516194 77.58367001260763955 NDUFA13 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 13 51079 NP_057049.5 23.61111111 1 4 4 12 144 16.688 8.43 1.26 1.45 100 34.24 Non-Significant #N/A ENLEEEAIIMK 6 260763955 2xTMT6plex [N-Term; K11] 100 2.457982063 25.66 0 1776.981758 2 888.9945068 -0.011670421 -1.04E-05 59.11720041IALLPLLQAETDRR 2 260763955 1xTMT6plex [N-Term] 1.395 2.31882596 15.83 1 1838.106098 3 613.3739014 0.572796948 0.000350954 85.28731637IALLPLLQAETDR 3 260763955 1xTMT6plex [N-Term] 1.103 0.988 1.675252914 16.7 0 1682.004987 2 841.505188 -1.122275767 -0.000943837 96.89344943LQIEDFEAR 1 260763955 1xTMT6plex [N-Term] 1.51 1.368805647 0 1349.726246 2 675.3671265 0.540968726 0.00036508 71.709144773747915 TAP2 antigen peptide transporter 2 isoform 1 6891 NP_000535.3 6.258890469 1 3 3 14 703 77.646 7.85 0.51 0.47 0.51 0.49 Significant 0.00072 SFGAEEHEVCR 6 73747915 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.398 0.461 0.507 4.990589619 46.78 0 1549.726657 3 517.246582 -0.94483517 -0.000488079 42.69971614VLILDEATSALDVQCEQALQDWNSR 4 73747915 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 2.12976408 17.88 0 3103.556744 3 1035.18689 -3.424533709 -0.003542745 102.8498591EIQDAVAR 4 73747915 1xTMT6plex [N-Term] 0.574 0.535 2.696184635 37.22 0 1130.636703 2 565.8206787 -2.319187161 -0.001311079 38.68862098115387094 SDHB succinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial precursor 6390 NP_002991.2 14.28571429 1 4 4 14 280 31.609 8.76 0.71 0.78 0.63 0.71 Significant 0.0037 QQYLQSIEER 6 115387094 1xTMT6plex [N-Term] 0.74 0.777 0.626 4.124141693 48.13 0 1522.806287 2 761.9055786 -1.580419951 -0.001203337 45.56869147DLVPDLSNFYAQYK 4 115387094 2xTMT6plex [N-Term; K14] 1.253 2.012034178 8.11 0 2131.147577 2 1066.077637 0.196789516 0.000209694 85.89465102SIEPYLK 2 115387094 2xTMT6plex [N-Term; K7] 0.651 3.211076975 38.82 0 1307.79751 2 654.4025269 0.204413096 0.000133665 61.20326564KKDESQEGK 2 115387094 4xTMT6plex [N-Term; K1; K2; K9] 0.762 2.195626259 10.5 2 1965.178657 4 492.0502014 0.162404605 7.98E-05 30.32445787



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms37574726 BID BH3-interacting domain death agonist isoform 1 637 NP_932070.1 11.61825726 1 2 2 12 241 26.819 7.08 100 0.82 1.02 33.95 Non-Significant #N/A IEADSESQEDIIR 6 37574726 1xTMT6plex [N-Term] 100 0.715 1.021 4.011686802 60.51 0 1733.875489 2 867.4401245 -1.451353675 -0.001258233 43.63551627DLATALEQLLQAYPR 6 37574726 1xTMT6plex [N-Term] 0.883 4.173012733 55.09 0 1931.079943 2 966.0443115 0.726881805 0.000701833 118.076340775709194 BABAM1 BRISC and BRCA1-A complex member 1 isoform 1 29086 NP_001028721.1 10.3343465 1 2 2 57 329 36.537 4.64 0.93 1.05 1.03 1 Significant 0.0014 SEGEGEAASADDGSLNTSGAGPK 6 75709194 2xTMT6plex [N-Term; K23] 1.714 1.729 1.315 4.968200207 58.6 0 2565.231654 3 855.7438965 -5.659281046 -0.004839122 36.56606242AVGAQASVGSR 51 75709194 1xTMT6plex [N-Term] 0.9 1.021 0.903 3.948451519 62.82 0 1231.695615 2 616.3517456 0.486987962 0.00029991 27.2303393745935393 ESRP2 epithelial splicing regulatory protein 2 80004 NP_079215.2 7.531380753 1 3 3 6 717 77.315 6.83 1.38 1.41 1.39 Non-Significant #N/A ADVVDSETVVR 2 45935393 1xTMT6plex [N-Term] 1.737 3.781147003 39.95 0 1418.768839 2 709.8876343 -0.597155286 -0.000423613 40.46898458AEAAALSTQCR 2 45935393 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.375 3.230610371 34.08 0 1406.725929 2 703.8670654 0.657832031 0.000462695 31.63451945GLPFSAGPTDVLGFLGPECPVTGGTEGLLFVR 2 45935393 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.01 1.523486853 3.15 0 3489.828943 3 1163.947021 -0.696809762 -0.000810582 112.27408313654278 SLIRP SRA stem-loop-interacting RNA-binding protein, mitochondrial isoform 1 precursor 81892 NP_112487.1 28.44036697 1 3 3 8 109 12.341 10.24 1.3 1.15 1.22 Non-Significant #N/A SINQPVAFVR 2 13654278 1xTMT6plex [N-Term] 0.932 4.129222393 37.61 0 1359.794601 2 680.4015503 0.899721132 0.000611718 54.59120328LPQTSDDEK 4 13654278 2xTMT6plex [N-Term; K9] 1.298 1.254 2.962895632 46.76 0 1490.810259 2 745.9086914 -0.102573415 -7.65E-05 40.47323084RIPWTAASSQLK 2 13654278 2xTMT6plex [N-Term; K12] 0.883 2.495503426 10.62 1 1816.084524 3 606.03302 -0.009378091 -5.68E-06 48.43119598170763517 TACC1 transforming acidic coiled-coil-containing protein 1 isoform 1 6867 NP_006274.2 4.596273292 1 2 2 6 805 87.74 4.88 1.71 1.7 1.7 Non-Significant #N/A GGAAGEDEAGGPEGDPEEEDSQAETK 2 170763517 2xTMT6plex [N-Term; K26] 1.453 4.606361866 60.68 0 2990.338697 3 997.4510498 -0.033767392 -3.37E-05 34.88686053AESAALHAGLR 4 170763517 1xTMT6plex [N-Term] 1.711 1.726 4.049796104 49.2 0 1324.753464 3 442.2524719 -8.002589768 -0.00353382 37.8492135231543106 BCAM basal cell adhesion molecule isoform 1 precursor 4059 NP_005572.2 3.98089172 1 2 2 8 628 67.363 5.81 2.564 2.989 100 35.18 Non-Significant 0.39 GDGSPSPEYTLFR 2 31543106 1xTMT6plex [N-Term] 2.026 3.720748901 38.36 0 1654.827417 2 827.9180298 0.825675414 0.000683175 64.97208894AGAAGTAEATAR 6 31543106 1xTMT6plex [N-Term] 100 2.989 100 4.382295132 88.59 0 1275.685444 2 638.3461914 -0.264781182 -0.000168889 22.8035883293102375 FAM114A2 protein FAM114A2 isoform 1 10827 NP_061161.2 7.524752475 1 3 3 8 505 55.434 4.88 1.18 1.56 1.37 Non-Significant #N/A YVAGETNAK 4 93102375 2xTMT6plex [N-Term; K9] 1.233 1.563 4.022903919 44.35 0 1410.799301 2 705.9035645 0.391052257 0.000275848 32.79765896SLTKPLAENEEGEK 2 93102375 3xTMT6plex [N-Term; K4; K14] 1.031 3.996702671 5.45 0 2232.269039 3 744.7609863 -0.283467456 -0.000210925 52.03204347SLAELTACSIELFHK 2 93102375 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 1.147 1.833159328 11.98 0 2177.204047 3 726.4064941 0.405305087 0.000294144 101.172991740317632 NUDT4 diphosphoinositol polyphosphate phosphohydrolase 2 isoform alpha 11163 NP_061967.3 18.88888889 1 3 3 14 180 20.293 6.35 1.04 0.99 0.99 1.01 Significant 0.00027 VLQCHKPVHAEYLEK 4 40317632 3xTMT6plex [N-Term; K6; K15]; 1xCarbamidomethyl [C4] 0.954 0.892 5.983885288 34.9 0 2538.44696 4 635.3673096 0.176494233 0.000112005 41.04816324EVYEEAGVK 8 40317632 2xTMT6plex [N-Term; K9] 1.003 1.005 1.071 4.479976654 48.93 0 1481.825181 2 741.4182129 2.677928072 0.001984111 40.16977575LLGIFENQDR 2 40317632 1xTMT6plex [N-Term] 100 1.548694372 2.69 0 1433.794994 2 717.4012451 0.152897992 0.000109612 79.37230965295821193 SAA1 serum amyloid A-1 protein preproprotein 6288 NP_001171477.1 35.24590164 1 3 3 8 122 13.524 6.79 0.18 0.01 0.09 Non-Significant #N/A SFFSFLGEAFDGAR 4 295821193 1xTMT6plex [N-Term] 0.01 0.01 3.195771933 35.27 0 1779.890351 2 890.4491577 0.386315757 0.0003438 110.3988019EANYIGSDK 2 295821193 2xTMT6plex [N-Term; K9] 0.196 3.876587868 33.29 0 1454.78913 2 727.8979492 -0.349172598 -0.000253986 42.2961154FFGHGAEDSLADQAANEWGR 2 295821193 1xTMT6plex [N-Term] 0.01 1.68810904 2.93 0 2407.126452 3 803.0458984 -1.374974504 -0.001103246 64.3687624840288288 CARM1 histone-arginine methyltransferase CARM1 10498 NP_954592.1 4.605263158 1 3 3 15 608 65.811 6.73 1.34 1.15 0.82 1.1 Significant 0.018 AILQNHTDFK 7 40288288 2xTMT6plex [N-Term; K10] 1.353 1.095 0.816 4.305231571 43.63 0 1644.947362 3 548.9869385 -0.668441032 -0.000366517 46.3946923MLESYLHAK 4 40288288 2xTMT6plex [N-Term; K9] 1.202 1.312 2.897832394 21.08 0 1549.881256 3 517.2978516 -1.454719509 -0.000751547 57.67735187GAAVDEYFR 4 40288288 1xTMT6plex [N-Term] 1.293 1.275 3.102235794 36.02 0 1256.647268 2 628.8270874 -0.293984893 -0.000184718 57.0625870187578396 MAP2 microtubule-associated protein 2 isoform 1 4133 NP_002365.3 1.53256705 1 3 3 12 1827 199.404 4.91 1.39 1.77 1.58 Non-Significant #N/A GGQVQIVTK 2 87578396 2xTMT6plex [N-Term; K9] 1.199 2.933701038 33.6 0 1387.867321 2 694.4378052 0.729991655 0.000506566 41.06458387ETAEEVSAR 6 87578396 1xTMT6plex [N-Term] 1.41 2.287 3.990693808 45.69 0 1220.632011 2 610.8191528 -0.804809253 -0.000491188 23.84593076EASAHISGDK 4 87578396 2xTMT6plex [N-Term; K10] 1.599 1.074 2.710321665 27.04 0 1472.810928 3 491.6083679 -0.256204124 -0.00012578 33.177395148314820 OPLAH 5-oxoprolinase 26873 NP_060040.1 3.726708075 1 3 3 8 1288 137.371 6.58 0.76 0.94 0.85 Non-Significant #N/A GHTACADAYLTPAIQR 2 48314820 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.992 5.51751852 42.07 0 1974.006461 3 658.6724243 -1.89506005 -0.001246954 44.96643244GEAGTGTPVK 4 48314820 2xTMT6plex [N-Term; K10] 0.757 0.649 2.683673143 20.8 0 1374.799301 2 687.9024658 -1.196952438 -0.000822785 32.00558153GSILDPSPEAAVVGGNVLTSQR 2 48314820 1xTMT6plex [N-Term] 0.772720516 0.18 0 2396.298268 2 1198.649048 -3.108547452 -0.003724503 70.71523187117676403 KRR1 KRR1 small subunit processome component homolog 11103 NP_008974.5 7.611548556 1 3 3 14 381 43.638 9.77 0.756 0.176 1.308 0.75 Non-Significant 0.15 ILQDDVACDIIK 6 117676403 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 0.629 100 2.157916069 45.02 0 1861.050506 2 931.027832 -1.138549165 -0.001059449 71.4392407SVSFEQAVR 6 117676403 1xTMT6plex [N-Term] 0.797 0.888 1.308 3.602813721 40.44 0 1251.689467 2 626.34552 -4.556522276 -0.002851675 41.29826437EKPIVKPK 2 117676403 4xTMT6plex [N-Term; K2; K6; K8] 0.16 2.537914276 3.79 0 1855.255057 4 464.5696106 0.838640923 0.000388973 33.754408814506357 MPZL1 myelin protein zero-like protein 1 isoform a precursor 9019 NP_003944.1 11.15241636 1 3 3 8 269 29.064 8.72 1 1.09 1.04 Non-Significant #N/A KSPSDTEGLVK 2 4506357 3xTMT6plex [N-Term; K1; K11] 0.996 3.298413992 39.06 1 1848.10454 3 616.7059937 -0.601634239 -0.000370628 41.31291896SESVVYADIR 2 4506357 1xTMT6plex [N-Term] 1.091 3.693417549 66.97 0 1367.736811 2 684.3726196 0.842141415 0.000575914 43.11864651ISWAGDLDK 4 4506357 2xTMT6plex [N-Term; K9] 1.17 2.184365273 14.73 0 1462.830601 2 731.9193115 0.509776644 0.000372858 66.3005658713128860 HDAC1 histone deacetylase 1 3065 NP_004955.2 9.958506224 1 2 4 10 482 55.068 5.48 1.7 0.96 1.33 Non-Significant #N/A LHISPSNMTNQNTNEYLEK 4 13128860 2xTMT6plex [N-Term; K19] 0.957 3.637832403 25.31 0 2691.381235 3 897.7972412 -1.510312673 -0.001354942 49.28708831VMTVSFHK 2 13128860 2xTMT6plex [N-Term; K8] 1.749 2.826699257 29.43 0 1406.823013 3 469.6124268 -0.203285388 -9.53E-05 55.13318398SIRPDNMSEYSK 2 13128860 2xTMT6plex [N-Term; K12]; 1xOxidation [M7] 0.884 2.643055201 11.95 0 1900.983883 3 634.3323364 -0.750854686 -0.000475788 40.13441682YYAVNYPLR 2 13128860 1xTMT6plex [N-Term] 1.135819793 8.24 0 1387.757152 2 694.3828125 0.861800638 0.000597985 50.1154237118482373 WDFY1 WD repeat and FYVE domain-containing protein 1 57590 NP_065881.1 8.536585366 1 3 3 17 410 46.293 7.33 1.29 1.3 1.25 1.28 Significant 0.00014 EDGVITASEDR 12 18482373 1xTMT6plex [N-Term] 1.375 1.47 1.377 4.588216305 62.28 0 1420.711718 2 710.859436 -0.08638606 -6.14E-05 36.31079164GLMVTCGTDR 4 18482373 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.189 1.089 3.998637438 51.37 0 1338.670722 2 669.8390503 0.075997731 5.09E-05 47.58677793VCDSCYDSIKDEDR 1 18482373 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C2; C5] 0.942 2.347311735 1 2220.031304 3 740.6752319 -9.081560779 -0.00672045 42.0995136617149844 FKBP2 peptidyl-prolyl cis-trans isomerase FKBP2 precursor 2286 NP_476433.1 33.8028169 1 4 4 18 142 15.639 9.13 1.09 0.83 0.78 0.9 Significant 0.011 KLVIPSELGYGER 6 17149844 2xTMT6plex [N-Term; K1] 0.924 0.953 0.761 3.84921217 17.49 1 1919.136619 3 640.3844604 1.151136211 0.000736396 62.16775833LEDGTEFDSSLPQNQPFVFSLGTGQVIK 2 17149844 2xTMT6plex [N-Term; K28] 1.66103363 5.09 0 3511.836086 3 1171.281372 -1.857304528 -0.002174183 100.181652KLQIGVK 4 17149844 3xTMT6plex [N-Term; K1; K7] 0.82 0.776 3.427373409 19.16 1 1473.013146 3 491.6712646 -9.440095443 -0.004635128 45.40136087LVIPSELGYGER 6 17149844 1xTMT6plex [N-Term] 2.126 1.319 1.161 2.273643017 21.22 0 1561.878724 2 781.4436646 0.850598412 0.000664266 56.5645760120270371 CMBL carboxymethylenebutenolidase homolog 134147 NP_620164.1 13.06122449 1 4 4 16 245 28.03 7.18 1.21 1.47 0.81 1.16 Significant 0.026 DSEDIYNLK 3 20270371 2xTMT6plex [N-Term; K9] 1.233 1.392 3.298139334 30.99 0 1554.841559 2 777.9258423 1.832161159 0.00142436 49.73177572EVQVEHIK 6 20270371 2xTMT6plex [N-Term; K8] 1.175 1.421 0.772 3.263179064 39.07 0 1439.862235 3 480.6249695 -1.305682369 -0.000626668 44.233024EISAILK 6 20270371 2xTMT6plex [N-Term; K7] 3.647 100 2.679 2.537568569 27.72 0 1231.802595 2 616.404541 -0.641132559 -0.000394874 54.60028843NLIEWLNK 1 20270371 2xTMT6plex [N-Term; K8] 1.681046128 0 1487.898621 2 744.4528198 -0.173191613 -0.000128846 87.5211713889276756 PRPF4B serine/threonine-protein kinase PRP4 homolog 8899 NP_003904.3 2.979145978 1 3 3 16 1007 116.916 10.26 1.22 1.56 0.95 1.24 Significant 0.02 DLLADLIGCQR 4 89276756 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 100 3.102 3.626208544 43.75 0 1502.819829 2 751.9124756 -1.433743475 -0.001077329 93.33967069DNWTDAEGYYR 6 89276756 1xTMT6plex [N-Term] 1.649 1.059 2.550810814 31.78 0 1618.733516 2 809.8712158 1.01238444 0.00081939 60.00972327APEIIIGK 6 89276756 2xTMT6plex [N-Term; K8] 0.728 0.814 0.928 3.347384453 41.58 0 1298.844794 2 649.9265747 0.830340982 0.000539242 56.9924085321361376 SF3A2 splicing factor 3A subunit 2 8175 NP_009096.2 9.913793103 1 3 3 7 464 49.224 9.64 1.41 1.48 100 34.3 Non-Significant #N/A LCLTLHNNEGSYLAHTQGK 2 21361376 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C2] 1.43 5.149992943 29.74 0 2614.381176 4 654.3499756 -1.187113141 -0.000775892 53.53304242EAPAQPAPEK 2 21361376 2xTMT6plex [N-Term; K10] 1.413 3.820414066 39.92 0 1495.852064 2 748.4301147 0.593957256 0.000444236 32.90463877QLALETIDINKDPYFMK 3 21361376 3xTMT6plex [N-Term; K11; K17] 100 100 1.387288094 3.65 1 2726.540586 3 909.5185547 0.192647967 0.000175088 77.237535865032117 SIGMAR1 sigma non-opioid intracellular receptor 1 isoform 1 10280 NP_005857.1 11.21076233 1 2 2 12 223 25.112 5.96 0.95 1.03 0.99 Non-Significant #N/A QYAGLDHELAFSR 8 5032117 1xTMT6plex [N-Term] 0.943 1.062 4.347331524 45.51 0 1735.896499 3 579.3034668 -0.375638395 -0.000217356 59.1123777LELTTYLFGQDP 4 5032117 1xTMT6plex [N-Term] 1.45 0.01 2.313487291 40.95 0 1625.862405 2 813.4342651 -0.7082374 -0.000575748 105.887868624638433 NCSTN nicastrin isoform 1 precursor 23385 NP_056146.1 7.052186178 1 4 4 10 709 78.362 5.99 1.73 100 0.87 34.2 Non-Significant #N/A ALADVATVLGR 4 24638433 1xTMT6plex [N-Term] 100 100 2.056770086 26 0 1314.794266 2 657.9007568 -0.02213892 -1.46E-05 68.19572447APDVTTLPR 2 24638433 1xTMT6plex [N-Term] 0.867 3.361009836 32.25 0 1198.699303 2 599.8532715 -0.030742697 -1.84E-05 45.11611071GKFPVQLENVDSFVELGQVALR 2 24638433 2xTMT6plex [N-Term; K2] 1.403027058 3.38 1 2903.639499 3 968.5487671 -2.669315689 -0.002583577 99.20389682EQCQDPSK 2 24638433 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.728 2.003709793 19.74 0 1449.7408 2 725.3754272 1.916316481 0.001389081 26.2724906317978485 VPS18 vacuolar protein sorting-associated protein 18 homolog 57617 NP_065908.1 3.18602261 1 3 3 12 973 110.116 6.07 0.97 1.02 100 34 Non-Significant #N/A EMEEATASAQR 4 17978485 1xTMT6plex [N-Term] 0.97 1.401 4.115553379 57.99 0 1451.699773 2 726.3536987 0.239395875 0.000173765 30.50690338EAEGGAATAGPSR 4 17978485 1xTMT6plex [N-Term] 2.275164604 21.67 0 1402.712387 2 701.8601685 0.480051412 0.000336687 18.08575374ACVHVYK 2 17978485 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.01 2.542589188 19.28 0 1334.765498 3 445.5929871 -0.817033674 -0.000363516 34.90240516EMEEATASAQR 2 17978485 1xTMT6plex [N-Term]; 1xOxidation [M2] 100 1.660040379 11.13 0 1467.694688 2 726.3536987 0.239395875 0.000173765 30.50690338112734870 KIAA1522 uncharacterized protein KIAA1522 isoform 1 57648 NP_065939.2 2.559414991 1 2 2 4 1094 112.993 10.02 0.8 0.82 0.81 Non-Significant #N/A GGWDHGDTQSIQSSR 2 112734870 1xTMT6plex [N-Term] 0.799 4.454079628 33.11 0 1859.883368 3 620.6318359 -1.297741321 -0.000804549 34.97592721AAGAEGAEPAAPR 2 112734870 1xTMT6plex [N-Term] 0.818 4.082603455 75.07 0 1396.738208 2 698.8742065 2.096803768 0.001464343 25.18491329194294543 COL4A3BP collagen type IV alpha-3-binding protein isoform 3 10087 NP_001123577.1 4.920212766 1 3 3 8 752 83.655 6.27 0.85 0.63 0.71 0.73 Significant 0.0077 DKVVEDDEDDFPTTR 4 194294543 2xTMT6plex [N-Term; K2] 0.911 0.63 4.317116261 26.53 1 2239.113042 3 747.0418091 -0.968344994 -0.000722745 45.74917752AVITPHDFDECR 2 194294543 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.832 4.087943077 21.12 0 1688.826371 3 563.6136475 0.010695482 6.02E-06 50.06049537SEDETEYGCR 2 194294543 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.707 2.490275383 12.28 0 1474.631754 2 737.8187256 -1.07081522 -0.000789529 28.92539586190194386 TM9SF3 transmembrane 9 superfamily member 3 precursor 56889 NP_064508.3 4.923599321 1 3 3 14 589 67.843 7.21 0.75 0.86 1 0.87 Significant 0.0068 YSKEEEMDDMDR 4 190194386 2xTMT6plex [N-Term; K3] 0.904 0.943 3.741865396 22.63 1 2005.924713 3 669.3129883 -0.150287919 -0.000100489 38.98750799DLGDEYGWK 4 190194386 2xTMT6plex [N-Term; K9] 0.512 0.616 3.416876078 40.97 0 1540.80478 2 770.9066772 0.842431309 0.000649011 61.87511824DAFVYAIK 6 190194386 2xTMT6plex [N-Term; K8] 100 100 100 2.174448729 20.33 0 1384.824059 2 692.9151611 -0.731648449 -0.000506602 61.7633298962739173 RAE1 mRNA export factor 8480 NP_001015885.1 14.94565217 1 3 3 12 368 40.942 7.83 0.93 100 1.4 34.11 Non-Significant #N/A AQQMHTGPVLDVCWSDDGSK 4 62739173 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C13] 100 2.740492344 19.18 0 2689.311441 3 897.1082153 -0.501501569 -0.000449565 53.97820517GLIVYQLENQPSEFR 6 62739173 1xTMT6plex [N-Term] 0.93 100 1.404 2.583212376 30.49 0 2022.085756 2 1011.546631 0.113105366 0.000114354 87.73774284MWDLSSNQAIQIAQHDAPVK 2 62739173 2xTMT6plex [N-Term; K20] 1.761659503 4.97 0 2710.438691 3 904.1497192 -1.507540152 -0.001362032 75.8888606490903240 GPX4 phospholipid hydroperoxide glutathione peroxidase, mitochondrial isoform C precursor 2879 NP_001034937.1 13.24786325 1 3 3 12 234 27.082 10.07 1.62 1.18 1.42 1.41 Significant 0.0081 DIDGHMVNLDK 4 90903240 2xTMT6plex [N-Term; K11] 1.092 1.401 3.428018093 37.26 0 1714.919826 3 572.3102417 -2.130969791 -0.001218147 45.6316701EFAAGYNVK 2 90903240 2xTMT6plex [N-Term; K9] 1.789 3.788251877 34.7 0 1456.820036 2 728.9123535 -1.788579705 -0.001302819 55.62984457ILAFPCNQFGK 6 90903240 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.624 100 1.86955905 16.12 0 1752.987118 2 876.9888306 -9.545915661 -0.008366934 71.505265154506113 PRNP major prion protein preproprotein 5621 NP_000302.1 11.85770751 1 3 3 12 253 27.643 9 1.13 100 0.86 34 Non-Significant #N/A VVEQMCITQYER 6 4506113 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.905 100 0.942 2.898343801 39.73 0 1784.887257 2 892.946228 -1.163824384 -0.001038648 59.19389122GENFTETDVK 2 4506113 2xTMT6plex [N-Term; K10] 1.374 3.197862148 27.14 0 1597.847373 2 799.4275513 0.283543391 0.00022653 49.01472859ESQAYYQR 4 4506113 1xTMT6plex [N-Term] 2.014 0.775 2.857196093 34.47 0 1273.637431 2 637.3226318 0.43643651 0.000277931 32.0103349441281768 CYB5A cytochrome b5 isoform 1 1528 NP_683725.1 25.37313433 1 2 2 8 134 15.321 4.96 0.89 0.9 0.81 0.87 Significant 0.0011 EQAGGDATENFEDVGHSTDAR 2 41281768 1xTMT6plex [N-Term] 1.025 6.123651028 92.08 0 2435.090854 3 812.3694458 1.203303088 0.000976717 35.70646894FLEEHPGGEEVLR 6 41281768 1xTMT6plex [N-Term] 0.893 0.836 0.805 4.500810623 43.17 0 1740.911815 3 580.9754028 -0.091707061 -5.32E-05 46.30558463148612835 ZNF207 BUB3-interacting and GLEBS motif-containing protein ZNF207 isoform c 7756 NP_001091977.1 8.502024291 1 3 3 16 494 52.659 9.1 1.1 1.16 1.18 1.15 Significant 0.00044 ETIDAVPNAIPGR 4 148612835 1xTMT6plex [N-Term] 1.185 1.191 4.819133282 68.21 0 1581.879787 2 791.4421387 -1.761085939 -0.001392913 58.84067014LIHPDEDISLEER 10 148612835 1xTMT6plex [N-Term] 1.094 1.162 1.18 4.086779594 47.2 0 1794.943509 3 598.9804077 -9.381345644 -0.005612995 49.07752204LYTGPGLAIHCMQVHK 2 148612835 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 1.52745223 2.28 0 2283.25062 4 571.5679321 -0.315858613 -0.000180296 51.879164634759224 PDCD5 programmed cell death protein 5 9141 NP_004699.1 33.6 1 4 4 16 125 14.276 6.04 1.47 1.26 1.36 Non-Significant #N/A VSEQGLIEILK 6 4759224 2xTMT6plex [N-Term; K11] 100 100 2.332071543 32.44 0 1687.040593 2 844.0251465 1.436242115 0.001211499 85.41081942AVENYLIQMAR 3 4759224 1xTMT6plex [N-Term] 100 0.56 1.580236554 17.21 0 1536.840564 2 768.9234009 -0.676206896 -0.000519611 66.04533826NSILAQVLDQSAR 3 4759224 1xTMT6plex [N-Term] 1.501241088 11.68 0 1643.927799 2 822.4674072 -0.159068345 -0.000130748 80.82379437LAELQAK 4 4759224 2xTMT6plex [N-Term; K7] 1.413 1.273 3.175582647 39.83 0 1230.782194 2 615.8952637 0.858522129 0.000528327 48.275002711125770 AIMP2 aminoacyl tRNA synthase complex-interacting multifunctional protein 2 7965 NP_006294.2 16.5625 1 3 3 12 320 35.326 8.22 1.2 2.11 1.13 1.48 Significant 0.043 MIQTPDADLDVTNIIQADEPTTLTTNALDLNSVLGK 2 11125770 2xTMT6plex [N-Term; K36] 2.17106843 0.3 0 4299.268168 4 1075.572388 -0.104031368 -0.000111815 105.5396398VELPTCMYR 4 11125770 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.539 2.107 3.14708519 23.46 0 1397.711859 2 699.359436 -0.188400553 -0.000131665 67.21640155SVPENLLK 6 11125770 2xTMT6plex [N-Term; K8] 1.093 1.133 3.412502766 42.5 0 1357.845523 2 679.4216309 -7.023951614 -0.004768721 50.0467173154607047 GBA glucosylceramidase isoform 1 precursor 2629 NP_001005742.1 11.38059701 1 4 4 9 536 59.678 7.61 0.56 0.48 0.52 Non-Significant #N/A GQPGDIYHQTWAR 4 54607047 1xTMT6plex [N-Term] 0.553 0.479 4.12498951 52.49 0 1757.892083 3 586.635376 -0.288908698 -0.00016929 48.76052789DVPLTIKDPAVGFLETISPGYSIHTYLWR 2 54607047 2xTMT6plex [N-Term; K7] 2.18841815 3.11 1 3747.056189 4 937.5195923 0.093353451 8.75E-05 106.3407821LLLPHWAK 2 54607047 2xTMT6plex [N-Term; K8] 0.338 1.382429481 12.81 0 1435.918962 3 479.3102112 -2.007094518 -0.000960675 77.28981458VPMASCDFSIR 1 54607047 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.743 2.050019503 16.08 0 1511.754786 2 756.3814087 0.499156887 0.000377301 62.29816356700584700 AAMP angio-associated migratory cell protein isoform 1 14 NP_001289474.1 9.425287356 1 3 3 13 435 46.792 4.42 0.96 1.25 1.04 1.09 Significant 0.0063 AVVGYEDGTIR 8 700584700 1xTMT6plex [N-Term] 0.961 1.036 1.024 4.465900421 77.1 0 1408.76336 2 704.8852539 -0.091362044 -6.44E-05 41.82086513DASLVVTTSGDHK 4 700584700 2xTMT6plex [N-Term; K13] 1.582 1.108 3.875884056 21.58 0 1787.990349 3 596.6646118 -6.189295591 -0.0036888 38.60961286APVLLAGTADGNTWMWK 1 700584700 2xTMT6plex [N-Term; K17] 0.923157573 0 2289.24658 2 1145.126221 -0.61817882 -0.000707582 86.0096403856713254 CCBL2 kynurenine--oxoglutarate transaminase 3 isoform 1 56267 NP_001008661.1 8.59030837 1 4 4 11 454 51.368 8.19 0.836 0.01 2.06 0.97 Non-Significant 0.24 ALSYLYEK 3 56713254 2xTMT6plex [N-Term; K8] 1.165 3.413140535 28.85 0 1444.845188 2 722.9261475 -0.117568392 -8.49E-05 66.35026612GFGHPSLVK 2 56713254 2xTMT6plex [N-Term; K9] 0.811 2.723985434 32.45 0 1399.846191 3 467.2873535 0.940115338 0.000438672 43.3299049IAAIDSLNQYTR 5 56713254 1xTMT6plex [N-Term] 100 0.01 2.06 1.779145837 21.91 0 1593.879787 2 797.442688 -1.058544974 -0.000843597 65.6298974IATFPGMWER 1 56713254 1xTMT6plex [N-Term] 100 1.188222647 2.96 0 1436.755772 2 718.8826294 1.538166128 0.001104985 75.5978449216753203 UBQLN1 ubiquilin-1 isoform 1 29979 NP_038466.2 8.149405772 1 2 3 15 589 62.479 5.11 2.401 1.075 1.273 1.58 Non-Significant 0.062 ALSNLESIPGGYNALR 4 16753203 1xTMT6plex [N-Term] 0.677 0.94 3.071753979 33.36 0 1904.043892 2 952.5248413 -0.780240844 -0.000742806 76.51084759EKEEFAVPENSSVQQFK 6 16753203 3xTMT6plex [N-Term; K2; K17] 100 1.291 1.273 3.306352854 12.33 1 2683.454607 3 895.1571655 0.870546506 0.000778691 42.74507352QLIMANPQMQQLIQR 5 16753203 1xTMT6plex [N-Term] 1.030209661 1.35 0 2041.124801 2 1021.06604 0.001076919 1.10E-06 69.0872732749574529 UTP6 U3 small nucleolar RNA-associated protein 6 homolog 55813 NP_060898.2 7.70519263 1 4 4 8 597 70.149 7.28 1.06 1.58 0.76 1.14 Significant 0.042 EELNHPLGRPENCGQIYWR 2 49574529 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.584 3.818615675 4.69 0 2597.288055 4 650.0764771 -1.531038064 -0.000994137 49.17026007EQESCNMANIR 2 49574529 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5]; 1xOxidation [M7] 1.058 1.950565338 18.98 0 1596.730757 2 798.8692017 0.231830139 0.000185085 28.26040189GELAWIIYK 2 49574529 2xTMT6plex [N-Term; K9] 1.635681391 12.36 0 1550.934672 2 775.9710693 0.12262404 9.51E-05 97.76260935YLDWAYR 2 49574529 1xTMT6plex [N-Term] 0.763 1.992861867 10.47 0 1215.635975 2 608.3221436 0.852030868 0.00051788 72.1340564713376243 MCMBP mini-chromosome maintenance complex-binding protein isoform 1 79892 NP_079110.1 7.476635514 1 4 4 12 642 72.934 5.87 3.95 1.25 2.6 Non-Significant #N/A AVEDDFVEMR 4 13376243 1xTMT6plex [N-Term] 2.193399191 15.18 0 1439.703796 2 720.3555298 -0.009140552 -6.58E-06 50.03591092KNDPQSITADDLHQLLVVAR 2 13376243 2xTMT6plex [N-Term; K1] 100 3.590043783 10.17 1 2691.519384 4 673.6373901 3.101221164 0.002086749 73.73688194VSPSTSYTPSR 2 13376243 1xTMT6plex [N-Term] 1.246 3.675202847 28.17 0 1410.742624 2 705.8753052 0.502778856 0.000354646 35.62183169DVLPLGK 4 13376243 2xTMT6plex [N-Term; K7] 2.996 1.311 2.458017588 28.3 0 1199.77638 2 600.3916016 -0.378349672 -0.000226967 52.4409194437595752 LBR lamin-B receptor 3930 NP_919424.1 6.991869919 1 3 3 12 615 70.658 9.36 1.63 1.56 1.57 1.59 Significant 0.00019 SASASHQADIK 6 37595752 2xTMT6plex [N-Term; K11] 1.632 1.483 0.858 3.820374966 47.21 0 1572.874591 3 524.9631958 0.281943867 0.000147821 27.31129448WPGSSLYYEVEILSHDSTSQLYTVK 2 37595752 2xTMT6plex [N-Term; K25] 0.933 3.179421902 18.81 0 3360.740394 3 1120.916504 -1.617456457 -0.00181195 103.0652589KNPSDPK 4 37595752 3xTMT6plex [N-Term; K1; K7] 1.678 1.655 2.693366766 7.12 1 1472.90399 3 491.6391907 -0.659071143 -0.000323583 25.7988328833598948 PLCG1 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase gamma-1 isoform a 5335 NP_002651.2 2.633617351 1 3 3 11 1291 148.566 6.05 1.75 0.71 1.23 Non-Significant #N/A EVSSSTELHSNEK 6 33598948 2xTMT6plex [N-Term; K13] 1.747 0.625 4.54950285 47.76 0 1904.996556 3 635.6706543 0.448058881 0.000284517 30.1530325GADKIEGAIDIR 1 33598948 2xTMT6plex [N-Term; K4] 0.94 3.268264771 1 1716.005605 3 572.6726074 -1.36117526 -0.000778595 49.25420477EVAQTADAR 4 33598948 1xTMT6plex [N-Term] 2.35822773 13.96 0 1189.637431 2 595.3207397 -2.71369892 -0.001614159 21.0326358528373192 ADRM1 proteasomal ubiquitin receptor ADRM1 isoform 1 11047 NP_008933.2 8.108108108 1 3 3 10 407 42.127 5.07 1.31 1.32 1.16 1.26 Significant 0.0017 SQSAAVTPSSTTSSTR 2 28373192 1xTMT6plex [N-Term] 1.066 3.679232359 27.45 0 1796.918751 2 898.9634399 0.474502708 0.000426321 26.17757774GDVEAFAK 4 28373192 2xTMT6plex [N-Term; K8] 1.083 1.159 3.263294458 49.74 0 1294.740723 2 647.8744507 0.696353464 0.000450799 43.19870138LFFWMQEPK 4 28373192 2xTMT6plex [N-Term; K9] 100 100 1.677258372 17.1 0 1683.933292 2 842.4691772 -1.314652916 -0.001106894 104.284147432171238 BAIAP2L1 brain-specific angiogenesis inhibitor 1-associated protein 2-like protein 1 55971 NP_061330.2 5.870841487 1 3 3 10 511 56.847 8.68 0.96 0.86 0.91 Non-Significant #N/A DGWLYGEHDVSK 2 32171238 2xTMT6plex [N-Term; K12] 0.814 4.006684303 24.37 0 1863.964134 3 621.9924316 -0.746907142 -0.000464069 59.18084293EIEYVETVTSR 4 32171238 1xTMT6plex [N-Term] 1.01 0.911 3.594969511 41.52 0 1554.821269 2 777.9140015 -0.348779839 -0.000271145 62.90202956FCFLVDK 4 32171238 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 100 0.557 2.413592815 34.2 0 1386.785565 2 693.895813 -0.876734996 -0.000607922 85.6706429333188463 MRPS9 28S ribosomal protein S9, mitochondrial 64965 NP_872578.1 10.60606061 1 4 4 10 396 45.806 9.51 0.83 1.16 1 Non-Significant #N/A EQLMFPFHFVDR 4 33188463 1xTMT6plex [N-Term] 0.705 1.163 2.747853279 31.66 0 1794.919877 3 598.9771118 -1.724344814 -0.001031687 82.05374303AEAIVYK 2 33188463 2xTMT6plex [N-Term; K7] 0.818 3.312673092 38.97 0 1251.771295 2 626.3881226 -1.858600546 -0.001163271 46.15843498LSDLDYMQFIR 2 33188463 1xTMT6plex [N-Term] 100 1.837363839 22.48 0 1629.850795 2 815.4290771 0.050941396 4.15E-05 98.92187285HDVTCTVSGGGR 2 33188463 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 100 1.483168364 8.94 0 1474.726991 2 737.8676147 0.651932319 0.000480711 27.62993797657667 UBL4A ubiquitin-like protein 4A 8266 NP_055050.1 19.10828025 1 3 3 6 157 17.766 8.66 0.76 0.91 0.84 Non-Significant #N/A VLLEEGEAQR 2 7657667 1xTMT6plex [N-Term] 0.932 3.675044775 50.08 0 1372.76336 2 686.8851929 -0.182681021 -0.000125389 44.41497134



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms FLHPEVTETMEK 2 7657667 2xTMT6plex [N-Term; K12] 0.899 3.520800591 21.39 0 1919.034856 3 640.3496094 -0.30280586 -0.000193698 54.93334958LTLDDIER 2 7657667 1xTMT6plex [N-Term] 0.757 2.605278492 22.53 0 1203.678233 2 602.3427124 -0.070770834 -4.26E-05 66.230290384758862 EEF1E1 eukaryotic translation elongation factor 1 epsilon-1 isoform 1 9521 NP_004271.1 17.24137931 1 3 3 13 174 19.798 8.54 0.99 2.02 1.83 1.61 Significant 0.036 EYLLGSTAEEK 6 4758862 2xTMT6plex [N-Term; K11] 1.186 2.112 1.827 4.057219982 62.41 0 1697.936188 2 849.47229 0.657055391 0.000557819 53.19397188AIVQQWLEYR 5 4758862 1xTMT6plex [N-Term] 0.804 1.605 2.798313618 24.37 0 1534.857929 2 767.9320068 -0.776585313 -0.000595974 82.9338762DLNSYLEDK 2 4758862 2xTMT6plex [N-Term; K9] 1.001 1.132838964 2.53 0 1554.841559 2 777.9242554 -0.209093853 -0.000162554 71.14803654409264581 ZNF598 zinc finger protein 598 90850 NP_835461.2 4.977876106 1 3 3 21 904 98.605 8.4 1.22 1.18 1.3 1.23 Significant 0.00082 ASVAAQQQEEAR 18 409264581 1xTMT6plex [N-Term] 1.245 1.183 1.299 4.606487274 64.18 0 1516.7917 2 758.8999023 0.546052237 0.000414124 29.59872364DLLGENFQK 2 409264581 2xTMT6plex [N-Term; K9] 0.872 2.255505562 24.5 0 1521.867714 2 761.4370117 -0.635825631 -0.000483821 62.50504448DHYFCHFCDSDGAQDYYSDYAYLR 1 409264581 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 1.020570159 0 3297.351579 3 1099.788452 -0.235244762 -0.000258562 70.9386279623238222 COPS3 COP9 signalosome complex subunit 3 isoform 1 8533 NP_003644.2 12.05673759 1 3 3 11 423 47.842 6.65 1.54 1.24 1.18 1.32 Significant 0.007 VQLSGPQEAEK 6 23238222 2xTMT6plex [N-Term; K11] 1.451 1.241 1.175 4.932522297 64.97 0 1643.936857 2 822.4711304 -1.138996188 -0.000936219 37.31011072FIKPLSNAYHELAQVYSTNNPSELR 2 23238222 2xTMT6plex [N-Term; K3] 100 2.660458565 3.44 0 3349.794496 4 838.2040405 -0.048773328 -4.08E-05 89.95487954AMDQEITVNPQFVQK 3 23238222 2xTMT6plex [N-Term; K15] 1.510283828 6.46 0 2206.19421 2 1103.603638 2.623871733 0.002894385 58.042676184506669 RPLP1 60S acidic ribosomal protein P1 isoform 1 6176 NP_000994.1 51.75438596 1 2 2 18 114 11.507 4.32 1.59 2.48 1.45 1.84 Significant 0.029 ALANVNIGSLICNVGAGGPAPAAGAAPAGGPAPSTAAAPAEEK 6 4506669 2xTMT6plex [N-Term; K43]; 1xCarbamidomethyl [C12] 1.173 1.051 6.131073952 32.48 0 4267.254525 4 1067.567261 -1.713406409 -0.001827885 88.6680568AAGVNVEPFWPGLFAK 12 4506669 2xTMT6plex [N-Term; K16] 100 100 1.445 2.716890097 30.74 0 2161.221017 2 1081.110229 -3.625194074 -0.003917423 93.7800885221361356 TOMM34 mitochondrial import receptor subunit TOM34 10953 NP_006800.2 9.061488673 1 3 3 14 309 34.538 8.98 0.73 100 1.35 34.02 Non-Significant #N/A ASAYEALEK 6 21361356 2xTMT6plex [N-Term; K9] 0.897 1.279 3.969551086 56.78 0 1439.814616 2 720.4106445 -0.419385588 -0.000301919 44.22091212EEGNELVK 4 21361356 2xTMT6plex [N-Term; K8] 1.37 3.257135868 34.2 0 1375.783316 2 688.3952637 -0.047562904 -3.27E-05 41.38207167ALMDSLGPEWR 4 21361356 1xTMT6plex [N-Term] 0.564 100 2.548489332 18.84 0 1503.782715 2 752.3966064 2.142012003 0.00161056 74.4936588963252886 P4HA1 prolyl 4-hydroxylase subunit alpha-1 isoform 1 precursor 5033 NP_000908.2 7.490636704 1 3 3 8 534 60.929 6.01 0.91 0.54 0.95 0.8 Significant 0.026 VAYTEADYYHTELWMEQALR 2 63252886 1xTMT6plex [N-Term] 2.693281174 17.74 0 2718.307118 3 906.7745361 0.712567916 0.000645659 90.61757185GVAVDYLPER 4 63252886 1xTMT6plex [N-Term] 0.907 0.945 4.241226673 47.73 0 1347.746982 2 674.3710327 -9.046802166 -0.0060964 49.13259894AEEDKLEQIK 2 63252886 3xTMT6plex [N-Term; K5; K10] 0.541 2.210526943 11.12 1 1890.115104 3 630.7087402 -1.818300307 -0.001145599 54.8887434919913369 TBL3 transducin beta-like protein 3 10607 NP_006444.2 4.95049505 1 2 2 12 808 88.978 6.9 1.25 1.04 1.36 1.22 Significant 0.0059 SLEQEDQEDITAFDLSPDNEVLVTASR 2 19913369 1xTMT6plex [N-Term] 1.041 4.242867947 44.41 0 3250.580041 3 1084.196899 -1.19851773 -0.001298626 84.89527938DVTEAEQAEEQAR 10 19913369 1xTMT6plex [N-Term] 1.258 1.038 1.362 5.169188976 58.13 0 1704.823788 2 852.9156494 0.137579102 0.000117274 44.58881401116008447 CLIP2 CAP-Gly domain-containing linker protein 2 isoform 1 7461 NP_003379.3 3.250478011 1 3 3 8 1046 115.708 6.67 0.71 1.17 0.86 0.92 Significant 0.021 AQHEQYVAEAEEK 4 116008447 2xTMT6plex [N-Term; K13] 0.827 0.859 5.387654305 42.85 0 1990.028191 3 664.013855 -0.592397937 -0.000392963 35.10223867QQHIEQLLAER 2 116008447 1xTMT6plex [N-Term] 0.712 3.635933399 24.98 0 1593.89102 3 531.9689941 0.884139416 0.000469741 54.40873109ATSHICEVEK 2 116008447 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.382 2.309462309 8.8 0 1631.882713 3 544.6317139 -1.301869565 -0.000708166 36.2985353834577122 NFKB1 nuclear factor NF-kappa-B p105 subunit isoform 1 4790 NP_003989.2 5.056759546 1 3 3 10 969 105.361 5.4 0.83 0.67 1.16 0.89 Significant 0.025 YVCEGPSHGGLPGASSEK 4 34577122 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C3] 0.834 0.643 5.078235149 53.25 0 2290.153802 3 764.0554199 -0.914992859 -0.000698491 42.59767977EMDLSVVR 2 34577122 1xTMT6plex [N-Term] 1.13 3.336541891 45.24 0 1177.644825 2 589.3202515 -9.848895073 -0.00579925 47.61205674GYNPGLLVHPDLAYLQAEGGGDR 4 34577122 1xTMT6plex [N-Term] 100 100 1.714101553 6 0 2641.35718 3 881.1218872 -2.298639863 -0.002023843 68.2261252215277342 HSD17B8 estradiol 17-beta-dehydrogenase 8 7923 NP_055049.1 5.363984674 1 1 1 8 261 26.957 6.54 0.7 0.61 0.65 Non-Significant #N/A GNHAAFQADVSEAR 8 15277342 1xTMT6plex [N-Term] 0.697 0.607 5.994971752 59.19 0 1701.850612 3 567.9552612 0.363610885 0.00020627 32.04543356116875844 PPCS phosphopantothenate--cysteine ligase isoform a 79717 NP_078940.2 9.967845659 1 3 3 9 311 33.984 6.71 1.09 1.35 1.17 1.2 Significant 0.0041 LETDPAIVINR 4 116875844 1xTMT6plex [N-Term] 1.091 1.332 3.310759544 39.35 0 1469.852509 2 735.4295044 -0.528665926 -0.00038853 62.88795823VVLVTSGGTK 2 116875844 2xTMT6plex [N-Term; K10] 1.319 3.743429661 40.49 0 1418.898286 2 709.9526978 -0.118022686 -8.37E-05 44.78903614LLLSEEEIEK 3 116875844 2xTMT6plex [N-Term; K10] 100 1.17 1.703491807 8.68 0 1660.977324 2 830.991272 -1.238454407 -0.001028522 62.2006213721361320 TFG protein TFG isoform 1 10342 NP_006061.2 15.5 1 4 4 19 400 43.421 5.1 0.77 0.88 1.1 0.92 Significant 0.011 LLSNDEVTIK 6 21361320 2xTMT6plex [N-Term; K10] 1.105 100 0.689 3.374186277 31.56 0 1589.951444 2 795.4780884 -1.599974765 -0.001271941 62.55037623IPIHNEDITYDELVLMMQR 6 21361320 1xTMT6plex [N-Term] 1.232 100 100 2.413916349 6 0 2559.314846 3 853.7764282 -0.044833105 -3.82E-05 86.2048806AQLGEDIR 6 21361320 1xTMT6plex [N-Term] 0.701 0.857 1.017 2.742619276 30.24 0 1130.636703 2 565.8182983 -6.529860824 -0.00369145 37.06641998YKDEDGDLITIFDSSDLSFAIQCSR 1 21361320 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C23] 100 1.744282007 0.99 1 3353.661158 3 1118.555054 -3.145844702 -0.003516699 101.11710345902102 SNRPD1 small nuclear ribonucleoprotein Sm D1 isoform 1 6632 NP_008869.1 20.16806723 1 3 3 8 119 13.273 11.56 0.65 1.39 1.02 Non-Significant #N/A EPVQLETLSIR 4 5902102 1xTMT6plex [N-Term] 1.87 2.339 3.694004059 53.96 0 1513.878724 2 757.442749 -0.331944109 -0.000251262 69.18613215LSHETVTIELK 2 5902102 2xTMT6plex [N-Term; K11] 1.205 4.837961197 28.55 0 1728.030757 3 576.6813354 -0.75451339 -0.000434607 61.43587223NREPVQLETLSIR 2 5902102 1xTMT6plex [N-Term] 0.491 3.235898495 8.48 1 1784.022762 3 595.3463135 0.910800984 0.00054163 56.930800764504011 GCLM glutamate--cysteine ligase regulatory subunit isoform 1 2730 NP_002052.1 14.23357664 1 3 3 10 274 30.708 6.02 2.89 2.55 100 35.15 Non-Significant #N/A KCPSTHSEELHDCIQK 2 4504011 3xTMT6plex [N-Term; K1; K16]; 2xCarbamidomethyl [C2; C13] 2.509 6.092751026 26.97 1 2656.379017 5 532.0812988 -0.613353503 -0.00032586 33.21506998EFPDVLECTVSHAVEK 4 4504011 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C8] 100 100 2.576497555 11.11 0 2318.210254 3 773.4085693 0.388458213 0.000300176 73.57144072GYILQAK 4 4504011 2xTMT6plex [N-Term; K7] 2.885 2.906896353 29.27 0 1250.787279 2 625.8962402 -1.659451838 -0.001037811 41.1180125983267879 EIF2B5 translation initiation factor eIF-2B subunit epsilon 8893 NP_003898.2 5.686546463 1 3 3 10 721 80.329 5.08 1.21 1.15 0.97 1.11 Significant 0.0042 GYNPAEVGAAGK 6 83267879 2xTMT6plex [N-Term; K12] 1.168 1.145 0.968 4.589804173 73.6 0 1591.884427 2 796.4454956 -0.447601001 -0.000356265 33.65251947IITSELYR 2 83267879 1xTMT6plex [N-Term] 1.359 3.04713583 21.45 0 1223.719704 2 612.3632202 -0.441670025 -0.00027024 63.47939282GAEEEPPPPLQAVLVADSFDR 2 83267879 1xTMT6plex [N-Term] 1.168963432 12.45 0 2466.271385 2 1233.639282 -0.039248266 -4.84E-05 84.18905179295148073 ARHGEF28 rho guanine nucleotide exchange factor 28 isoform 1 64283 NP_001073948.2 2.368573079 1 3 3 6 1731 194.397 6.09 0.88 0.66 0.77 Non-Significant #N/A ELTVCSSSEEQR 2 295148073 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.312 2.767029047 21.02 0 1653.79513 2 827.4000854 -1.352139404 -0.001118081 45.39415484SLVVQHNEHEDQHSLDLDR 2 295148073 1xTMT6plex [N-Term] 0.64 4.110992432 11.87 0 2500.237793 4 625.8146973 -0.333515277 -0.000208467 36.26797062AQQSLLGHWK 2 295148073 2xTMT6plex [N-Term; K10] 0.878 2.599448919 7.96 0 1625.952781 3 542.6566772 1.658712548 0.000898996 54.538078784758416 GBF1 Golgi-specific brefeldin A-resistance guanine nucleotide exchange factor 1 isoform 1 8729 NP_004184.1 2.474448628 1 4 4 18 1859 206.315 5.73 0.88 0.94 1.08 0.97 Significant 0.0037 LPGEAPVIQR 6 4758416 1xTMT6plex [N-Term] 0.883 0.855 1.083 3.169923782 17.58 0 1308.783701 2 654.8956299 0.215196464 0.000140823 42.97616522GLLTIPMDNTEVAQWLR 8 4758416 1xTMT6plex [N-Term] 1.239532471 9.14 0 2186.18409 2 1093.594971 -0.651996214 -0.000712692 107.7551907ENYVWNVLLHR 2 4758416 1xTMT6plex [N-Term] 1.312 2.057272434 11.33 0 1671.916841 3 557.9759521 -2.115903495 -0.001179205 76.37929806VLFPLLTK 2 4758416 2xTMT6plex [N-Term; K8] 100 1.726543307 12.53 0 1388.92813 2 694.9675293 -0.25057902 -0.000174018 89.2242690454633315 DNTTIP2 deoxynucleotidyltransferase terminal-interacting protein 2 30836 NP_055412.2 4.761904762 1 3 3 10 756 84.418 6.16 1.31 1.15 1.23 Non-Significant #N/A APEMTNELK 4 54633315 2xTMT6plex [N-Term; K9] 1.411 3.306107759 49.94 0 1490.828886 2 745.9186401 0.749598729 0.000558762 47.84580331SSENILTVHEQANVESLK 2 54633315 2xTMT6plex [N-Term; K18] 0.989 2.609827757 0.5 0 2456.339688 3 819.4490967 -2.829922495 -0.002317084 86.49292901AVITPDFEK 4 54633315 2xTMT6plex [N-Term; K9] 1.152 1.153 3.634431839 50.29 0 1477.866652 2 739.4370728 0.146852094 0.000108514 64.990440919923437 AK3 GTP:AMP phosphotransferase AK3, mitochondrial isoform a 50808 NP_057366.2 14.53744493 1 4 4 12 227 25.55 9.16 0.5 0.61 0.49 0.53 Significant 0.0052 GTEIGVLAK 4 19923437 2xTMT6plex [N-Term; K9] 0.609 0.721 3.91669488 61.47 0 1345.845523 2 673.4257202 -1.009573751 -0.000679365 55.33597841AFIDQGK 4 19923437 2xTMT6plex [N-Term; K7] 0.483 0.481 2.87942791 39.18 0 1236.735244 2 618.8709106 -0.565376414 -0.00034961 35.59502635ITTHFELK 2 19923437 2xTMT6plex [N-Term; K8] 0.76 1.993229389 16.52 0 1446.872072 3 482.9619446 -0.546793169 -0.000263713 57.43556742LIPDDVMTR 2 19923437 1xTMT6plex [N-Term] 0.516 0.654 2.62032032 25.26 0 1288.713239 2 644.8604126 0.240468789 0.000154948 59.9826848847933339 RBM15 putative RNA-binding protein 15 isoform 1 64783 NP_073605.4 4.503582395 1 3 3 10 977 107.124 10.08 1.4 1.35 1.38 Non-Significant #N/A SSSSSAASDTATSTQRPLR 4 47933339 1xTMT6plex [N-Term] 2.392220497 24.11 0 2139.083918 3 713.7006836 1.673263596 0.001193084 22.98827954ISHLSGSGSGDER 4 47933339 1xTMT6plex [N-Term] 1.404 1.405 3.969266653 33.43 0 1530.770964 3 510.9281921 -0.614849645 -0.000313731 25.91552998EVDEISPEDDQR 2 47933339 1xTMT6plex [N-Term] 0.536 2.640338898 13.39 0 1660.78634 2 830.8965454 -0.316319851 -0.00026267 45.1352515414150171 THOC3 THO complex subunit 3 84321 NP_115737.1 9.401709402 1 3 3 15 351 38.747 6.09 1.19 1.39 1.36 1.31 Significant 0.0022 RPLLAFACDDKDGK 5 14150171 3xTMT6plex [N-Term; K11; K14]; 1xCarbamidomethyl [C8] 1.149 1.181 0.81 5.051762581 16.52 1 2293.294148 4 574.0796509 1.144827247 0.000656356 53.14472411TLSFSHDGK 4 14150171 2xTMT6plex [N-Term; K9] 1.383 1.393 4.084748268 41.11 0 1449.8102 3 483.9413757 -0.431554927 -0.000208558 33.5772073YVLGMQELFR 6 14150171 1xTMT6plex [N-Term] 100 100 2.001 2.43808794 36.44 0 1484.813287 2 742.9093018 -1.320128525 -0.000980072 79.7779067972534712 ERGIC1 endoplasmic reticulum-Golgi intermediate compartment protein 1 57222 NP_001026881.1 16.20689655 1 3 3 12 290 32.571 7.06 0.77 1 0.64 0.8 Significant 0.017 LTSNPLASHDYILK 4 72534712 2xTMT6plex [N-Term; K14] 100 100 2.349998951 22.68 0 2030.168647 3 677.3977661 4.973887198 0.003365943 67.58753021IVPTVYEDK 5 72534712 2xTMT6plex [N-Term; K9] 0.753 0.687 0.639 3.047162056 41.47 0 1521.892867 2 761.4490967 -1.281194405 -0.00097492 59.28102576LSFGDTLQVQNIHGAFNALGGADR 3 72534712 1xTMT6plex [N-Term] 1.659325719 18.03 0 2730.416092 3 910.8101807 -0.0377114 -3.43E-05 85.0760143427477111 SLU7 pre-mRNA-splicing factor SLU7 10569 NP_006416.3 3.242320819 1 2 2 8 586 68.344 7.14 1.3 1.4 1.35 Non-Significant #N/A GACENCGAMTHK 4 27477111 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C3; C6] 1.297 1.732 3.338120699 27.32 0 1793.849715 3 603.953125 0.105826764 6.38E-05 21.14263955GACENCGAMTHK 2 27477111 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C3; C6]; 1xOxidation [M9] 0.844 2.606687546 38.13 0 1809.84463 3 603.953125 0.105826764 6.38E-05 21.14263955IVEEYAK 2 27477111 2xTMT6plex [N-Term; K7] 1.262 2.827118874 29.4 0 1309.776774 2 655.3927612 1.12350514 0.00073577 46.61356744380837121 SEC22B vesicle-trafficking protein SEC22b precursor 9554 NP_004883.3 19.06976744 1 3 3 13 215 24.725 8.51 0.81 1.94 1.38 Non-Significant #N/A ANNLSSLSK 4 380837121 2xTMT6plex [N-Term; K9] 0.699 1.937 3.632646322 56.67 0 1391.82585 2 696.4163208 -0.348246469 -0.000242349 37.47766093KLAFAYLEDLHSEFDEQHGK 2 380837121 3xTMT6plex [N-Term; K1; K20] 1.365 1.970549941 9.66 1 3064.634697 5 613.7327881 0.044758903 2.74E-05 82.5878844IMVANIEEVLQR 7 380837121 1xTMT6plex [N-Term] 1.689214468 26.17 0 1643.935193 2 822.4694214 -2.206167602 -0.001813398 84.6055916885362737 C20orf27 UPF0687 protein C20orf27 isoform 1 54976 NP_001034229.1 21.6080402 1 3 3 12 199 21.631 7.37 100 2.14 2.11 34.75 Non-Significant #N/A EAPVPSLHLK 4 85362737 2xTMT6plex [N-Term; K10] 2.144 2.11 3.243322134 39.95 0 1548.951385 3 516.9872437 -2.715916723 -0.001402274 46.06037063CVGAELEYDSEHSDWHGFD 2 85362737 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 100 2.120268583 25.85 0 2482.045484 3 828.0212402 1.483990986 0.001227778 73.87086057LLSVVPVPEGYSVK 6 85362737 2xTMT6plex [N-Term; K14] 1.350131989 3.29 0 1945.177421 2 973.0915527 -0.818558365 -0.000796121 77.65585294188219591 TIA1 nucleolysin TIA-1 isoform p40 isoform 2 7072 NP_071505.2 12.1761658 1 4 4 10 386 42.936 7.74 0.99 0.64 0.82 Non-Significant #N/A STYESNTK 4 188219591 2xTMT6plex [N-Term; K8] 0.745 0.642 2.829550266 22.32 0 1387.746931 2 694.37677 -0.480794389 -0.00033361 30.49510725KDTSSSTVVSTQR 2 188219591 2xTMT6plex [N-Term; K1] 0.895 2.829867363 15.64 1 1854.033276 3 618.6814575 -1.864406346 -0.001152224 33.48692417AAFAPFGR 2 188219591 1xTMT6plex [N-Term] 1.068 2.414502859 23.39 0 1065.604281 2 533.3054199 -0.673351509 -0.000358763 54.29726655DVTEALILQLFSQIGPCK 2 188219591 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C17] 1.512591839 1.67 0 2490.404203 2 1245.701538 -3.374310931 -0.004201699 115.48317217657269 PDS5B sister chromatid cohesion protein PDS5 homolog B 23047 NP_055847.1 2.349689012 1 2 3 12 1447 164.563 8.47 1.65 2.28 1.57 1.84 Significant 0.015 SIDGTADDEDEGVPTDQAIR 6 7657269 1xTMT6plex [N-Term] 1.604 2.573 1.573 4.511356354 45.08 0 2333.094208 2 1167.050293 -0.385214835 -0.000449371 43.27449016DLLDLIK 4 7657269 2xTMT6plex [N-Term; K7] 1.755 1.8 2.762239456 22.32 0 1287.82881 2 644.416748 -2.011452322 -0.001295203 89.26858593DLTEYLK 2 7657269 2xTMT6plex [N-Term; K7] 2.406 2.22585535 23.55 0 1339.787339 2 670.3991089 2.68863075 0.001801097 65.4799426221361602 SLC38A2 sodium-coupled neutral amino acid transporter 2 isoform 1 54407 NP_061849.2 7.707509881 1 3 3 10 506 55.99 8 1.53 0.81 1.17 Non-Significant #N/A SHYADVDPENQNFLLESNLGK 4 21361602 2xTMT6plex [N-Term; K21] 2.750334263 20.58 0 2848.451758 3 950.1550903 -0.36503125 -0.000346591 70.1708354SSVTHLLCASK 2 21361602 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.526 3.599831104 26.4 0 1660.945647 3 554.3206177 0.994805186 0.000550772 49.58125342AFGLVGK 4 21361602 2xTMT6plex [N-Term; K7] 0.81 2.238646746 16.03 0 1149.739601 2 575.3737793 0.592233015 0.000340457 61.15372144506715 RPS28 40S ribosomal protein S28 6234 NP_001022.1 30.43478261 1 2 2 16 69 7.836 10.7 1.18 1.5 1.36 1.35 Significant 0.0047 EGDVLTLLESER 6 4506715 1xTMT6plex [N-Term] 0.94 2.957802534 29.6 0 1589.858382 2 795.4326172 -0.267064667 -0.000212297 91.45367573VEFMDDTSR 6 4506715 1xTMT6plex [N-Term] 1.302 1.457 1.356 3.916442394 51.72 0 1328.635382 2 664.8207397 -0.887653474 -0.000589684 51.85368717VEFMDDTSR 4 4506715 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.022 1.614 2.010696411 38.83 0 1344.630297 2 664.8207397 -0.887653474 -0.000589684 51.8536871729826287 MRPL47 39S ribosomal protein L47, mitochondrial isoform a 57129 NP_065142.2 11.2 1 3 3 19 250 29.432 10.37 1.11 1.1 100 34.07 Non-Significant #N/A VVDSMDALDK 6 29826287 2xTMT6plex [N-Term; K10] 1.107 100 100 3.804517269 67.18 0 1550.850015 2 775.9295654 1.18566551 0.000919395 60.8541073GLEEFFDDPK 9 29826287 2xTMT6plex [N-Term; K10] 0.583 0.58 1.62713635 19.24 0 1654.872859 2 827.9420166 2.355004557 0.001948617 67.996851LLQTGQER 4 29826287 1xTMT6plex [N-Term] 1.135 1.1 3.00225997 36.28 0 1173.678902 2 587.3426514 -0.746367361 -0.000437998 42.94048907325120986 RBM10 RNA-binding protein 10 isoform 5 8241 NP_001191397.1 2.814070352 1 2 2 8 995 110.299 6.28 1.83 1.95 1.89 Non-Significant #N/A GSSYGVTSTESYK 4 325120986 2xTMT6plex [N-Term; K13] 1.841 1.651 4.187082767 66.93 0 1823.94273 2 912.4761963 1.308307594 0.001193139 30.36447251GFAFVEFSHLQDATR 4 325120986 1xTMT6plex [N-Term] 1.796 100 4.324118614 39.16 0 1954.002027 3 652.0055542 0.042230077 2.75E-05 81.4621154606215166 CDK11B cyclin-dependent kinase 11B isoform 1 984 NP_001778.2 3.522012579 1 3 3 10 795 92.563 5.54 1.11 1.03 1.85 1.33 Significant 0.036 APELLLGAK 2 606215166 2xTMT6plex [N-Term; K9] 1.109 3.641057014 33.59 0 1369.881908 2 685.4448853 0.427648405 0.000292914 74.44512659ISAEDGLK 6 606215166 2xTMT6plex [N-Term; K8] 1.004 1.027 1.852 3.248273849 34.49 0 1290.766938 2 645.8869629 -0.223672254 -0.000144354 36.24544635IEEGTYGVVYR 2 606215166 1xTMT6plex [N-Term] 1.511 3.60400486 11.24 0 1514.805225 2 757.906189 -0.08144302 -6.17E-05 59.0092239674271903 CHSY3 chondroitin sulfate synthase 3 337876 NP_787052.3 2.380952381 1 2 2 8 882 100.221 8.75 0.99 1.11 1.05 Non-Significant #N/A EMYTTHEDVEVGR 4 74271903 1xTMT6plex [N-Term] 0.986 1.106 4.116481304 18.35 0 1794.852979 3 604.2888794 2.314161011 0.001396865 34.33970728EMYTTHEDVEVGR 2 74271903 1xTMT6plex [N-Term]; 1xOxidation [M2] 3.569079876 18.87 0 1810.847894 3 604.2888794 2.314161011 0.001396865 34.33970728ADDDVYIK 2 74271903 2xTMT6plex [N-Term; K8] 1.002 2.477153778 12.98 0 1396.772417 2 698.8908691 1.463754027 0.001022266 51.6926272617402904 EXOSC6 exosome complex component MTR3 118460 NP_478126.1 9.926470588 1 2 2 6 272 28.218 6.28 1.29 1.5 1.3 1.36 Significant 0.0025 GSAYLEAGGTK 4 17402904 2xTMT6plex [N-Term; K11] 1.293 1.504 4.839454174 77.96 0 1511.846979 2 756.4271851 0.075733318 5.72E-05 39.5041347GGGPAGAGGEAPAALR 2 17402904 1xTMT6plex [N-Term] 1.295 4.417078495 55.84 0 1537.82842 2 769.4191284 1.665014058 0.001280253 37.16594756912486 LSM4 U6 snRNA-associated Sm-like protein LSm4 isoform 1 25804 NP_036453.1 26.61870504 1 4 4 13 139 15.34 9.99 0.97 0.91 1.18 1.02 Significant 0.0064 TAQNHPMLVELK 4 6912486 2xTMT6plex [N-Term; K12] 0.954 0.905 4.525683403 30.33 0 1839.05626 3 613.6901245 -0.239190531 -0.000146628 53.27927042IPDEIIDMVK 4 6912486 2xTMT6plex [N-Term; K10] 1.195 1.206 2.651387215 24.33 0 1630.949001 2 815.9779053 -0.286509955 -0.000233642 92.38316836MPECYIR 3 6912486 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.108 1.183 2.063148022 21.11 0 1197.595766 2 599.3012695 -0.420891184 -0.000252029 37.99343323MLPLSLLK 2 6912486 2xTMT6plex [N-Term; K8] 0.749 1.77183497 6.43 0 1372.900201 2 686.9536133 -0.182655301 -0.000125384 90.9601141520070344 TARS2 threonine--tRNA ligase, mitochondrial isoform a 80222 NP_079426.2 5.013927577 1 3 3 6 718 80.985 7.3 1.03 1.37 1.2 Non-Significant #N/A GPSTEYGFYHDFFLGK 2 20070344 2xTMT6plex [N-Term; K16] 1.179 3.740372419 29.84 0 2323.17994 3 775.0647583 -0.094051112 -7.28E-05 87.62235565AEASGGLGGLTR 2 20070344 1xTMT6plex [N-Term] 1.029 3.541042805 46.51 0 1317.732394 2 659.3692627 -0.86920484 -0.00057269 39.09356903TPTLFSTK 2 20070344 2xTMT6plex [N-Term; K8] 100 2.66886282 48.83 0 1352.818973 2 676.9130859 -0.057801525 -3.91E-05 51.499035015729980 PMVK phosphomevalonate kinase 10654 NP_006547.1 28.125 1 3 3 8 192 21.981 5.73 1.56 0.567 1.034 1.05 Non-Significant 0.066 EAYGAVTQTVR 4 5729980 1xTMT6plex [N-Term] 0.567 1.034 4.00373888 51.36 0 1423.774259 2 712.3898315 -1.315141112 -0.000936232 37.32037654GWVFTPGVDDAESECGLDNFGDFDWVIENHGVEQR 2 5729980 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 100 2.371432543 9.74 0 4225.903517 4 1057.231323 -0.01276443 -1.35E-05 105.8369969LLDTSTYK 2 5729980 2xTMT6plex [N-Term; K8] 1.248 2.660666704 20.07 0 1398.824453 2 699.9163208 0.652170157 0.000456136 59.72134536262527242 TAPBP tapasin isoform 2 precursor 6892 NP_757345.2 5.952380952 1 3 3 8 504 53.854 7.08 0.45 0.51 0.44 0.47 Significant 0.0022 GAPAPHCEMSR 2 262527242 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.44 3.319373369 30.3 0 1441.687769 3 481.2346191 1.064663173 0.000511637 24.9975498FVPLPASAK 4 262527242 2xTMT6plex [N-Term; K9] 0.43 0.506 2.769275188 45.06 0 1387.871343 2 694.4388428 -0.673313942 -0.000467237 69.139742VSLMPATLAR 2 262527242 1xTMT6plex [N-Term] 0.684 3.138146639 22.01 0 1287.765609 2 644.3857422 -1.087833835 -0.000700438 68.08038263163644283 PSME4 proteasome activator complex subunit 4 23198 NP_055429.2 1.736299512 1 3 3 6 1843 211.199 6.9 0.69 1.97 1.33 Non-Significant #N/A DIIPLVLEFLRPDR 2 163644283 1xTMT6plex [N-Term] 1.865 3.495417118 28.5 0 1925.142149 3 642.3864136 1.318517003 0.000846111 119.1528873EWESSCFVEK 2 163644283 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.688 2.197859049 16.87 0 1758.877293 2 879.9424438 0.180794484 0.000158998 60.69820751LFDDLAEK 2 163644283 2xTMT6plex [N-Term; K8] 100 2.312597036 20.1 0 1408.808803 2 704.9080811 0.058801006 4.14E-05 78.554103521618340 STAT3 signal transducer and activator of transcription 3 isoform 1 6774 NP_644805.1 3.896103896 1 3 3 10 770 88.011 6.3 0.61 0.69 0.65 Non-Significant #N/A QQMLEQHLQDVR 2 21618340 1xTMT6plex [N-Term] 0.81 4.188780785 41.87 0 1753.921668 3 585.3115234 -0.941334798 -0.000550342 41.95323605YLEKPMEIAR 4 21618340 2xTMT6plex [N-Term; K4] 0.563 0.657 2.748713493 3.65 0 1707.986784 3 570.0009766 0.932523317 0.000530913 52.23339971KLEELQQK 4 21618340 3xTMT6plex [N-Term; K1; K8] 0.613 0.608 4.138191223 17.81 1 1703.067032 3 568.3601685 -0.634067178 -0.000359953 37.708383297661832 SSU72 RNA polymerase II subunit A C-terminal domain phosphatase SSU72 29101 NP_054907.1 19.07216495 1 3 3 9 194 22.56 5.33 0.99 1.07 1.03 Non-Significant #N/A SMEAHNILSK 4 7661832 2xTMT6plex [N-Term; K10] 0.973 1.062 3.561417103 22.63 0 1587.892883 3 529.9695435 0.75180203 0.000397927 31.99434987LPGPAPDKPNVYDFK 2 7661832 3xTMT6plex [N-Term; K8; K15] 1.095 3.34769702 10.69 0 2345.347229 3 782.4533081 -0.792314916 -0.000619418 70.04668835DLFDLILTCEER 3 7661832 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.258 1.779461622 7.8 0 1752.903953 2 876.9559326 0.362817583 0.000317992 102.883645250428935 MAP1S microtubule-associated protein 1S isoform 1 55201 NP_060644.4 3.682719547 1 2 2 8 1059 112.142 7.3 0.873 0.871 0.865 0.87 Non-Significant 1 SEVAAGGGSWDDR 6 50428935 1xTMT6plex [N-Term] 0.873 0.871 0.865 5.471755028 114.11 0 1535.728765 2 768.3676147 -0.52895917 -0.000406169 35.90895551SPVYLDLAYLPSGSSAHLVDEEFFQR 2 50428935 1xTMT6plex [N-Term] 1.900408268 21.41 0 3169.604346 3 1057.205688 -0.578495015 -0.0006112 99.3571592683367083 UQCRQ cytochrome b-c1 complex subunit 8 27089 NP_055217.2 21.95121951 1 2 2 10 82 9.9 10.08 0.92 1.49 1.32 1.24 Significant 0.018 KNPAAYENDK 6 83367083 3xTMT6plex [N-Term; K1; K10] 1.184 1.485 1.317 4.93602705 41.57 1 1837.042274 3 613.0180664 -1.43042503 -0.000875917 43.8431537AYPHVFTK 4 83367083 2xTMT6plex [N-Term; K8] 0.871 3.762187243 37.8 0 1420.835292 2 710.9207764 -0.715167782 -0.000508068 46.64785161171846268 TSFM elongation factor Ts, mitochondrial isoform 2 precursor 10102 NP_005717.3 12.30769231 1 3 3 5 325 35.368 8.38 0.88 0.96 0.92 Non-Significant #N/A ALETCGGDLK 2 171846268 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.88 4.383067131 56.58 0 1521.8347 2 761.4212646 0.363118856 0.000276303 45.01904862FECGEGEEAAETE 2 171846268 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.955 3.051285267 53.49 0 1686.700227 2 843.8531494 -0.714271485 -0.000602381 56.18766409GFLNSSELSGLPAGPDR 1 171846268 1xTMT6plex [N-Term] 1.083476067 0 1946.018071 2 973.5133667 0.712238215 0.000693014 72.8424517321400107 CUX1 protein CASP isoform d 1523 NP_001189472.1 3.166226913 1 2 2 12 1516 165.587 5.86 1.02 1.71 100 34.24 Non-Significant #N/A AAPSSEGDSCDGVEATEGPGSADTEEPK 4 321400107 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C10] 1.018 1.267 4.215515137 44.44 0 3208.447596 3 1070.153442 -0.56787325 -0.000607331 41.17948387LIDVPDPVPALDLGQQLQLK 8 321400107 2xTMT6plex [N-Term; K20] 100 100 2.438341618 18.23 0 2630.55331 3 877.5217285 -1.017779459 -0.000892441 100.458570516554611 MRPS15 28S ribosomal protein S15, mitochondrial 64960 NP_112570.2 13.22957198 1 4 4 10 257 29.823 10.48 0.95 1 0.97 Non-Significant #N/A DYQNVPGIEK 4 16554611 2xTMT6plex [N-Term; K10] 1.263 0.995 3.563724279 19.62 0 1620.899743 2 810.9480591 -6.725441216 -0.005450633 45.57817073SYEEHLEK 2 16554611 2xTMT6plex [N-Term; K8] 0.825 3.198085308 24.19 0 1492.80478 3 498.2728577 -0.509177063 -0.000253367 35.17160019AAAAAQK 2 16554611 2xTMT6plex [N-Term; K7] 1.414570808 12.5 0 1088.682814 2 544.8456421 1.095920383 0.000596555 25.4686478LLSLEMANK 2 16554611 2xTMT6plex [N-Term; K9] 1.937421203 5.57 0 1476.886007 2 738.9459839 -0.89103462 -0.000657978 65.81641287193211600 PPM1A protein phosphatase 1A isoform 3 5494 NP_808821.2 8.351648352 1 3 3 9 455 51.333 7.11 0.79 0.63 0.71 0.71 Significant 0.0042 GPTEQLVSPEPEVHDIER 6 193211600 1xTMT6plex [N-Term] 0.785 0.58 0.681 5.866674423 51.97 0 2261.161106 3 754.3919678 0.107949103 8.14E-05 45.18778889ALGDFDYK 2 193211600 2xTMT6plex [N-Term; K8] 0.935 2.62061882 25.2 0 1386.766938 2 693.8856812 -2.056715685 -0.001426093 58.70064981GSAGAPSVENVK 1 193211600 2xTMT6plex [N-Term; K12] 0.74 2.05924654 8.71 0 1573.894992 2 787.4512939 0.202993609 0.000159745 40.62901739212276121 MCTS1 malignant T-cell-amplified sequence 1 isoform 2 28985 NP_001131026.1 22.52747253 1 3 3 10 182 20.537 8.82 1.17 1.55 1.72 1.48 Significant 0.012



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms ENVSNCIQLK 6 212276121 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.956 1.554 1.722 4.556537628 60.97 0 1662.924912 2 831.9658203 -0.329536828 -0.000273998 44.67767725YPFILPHQQVDK 2 212276121 2xTMT6plex [N-Term; K12] 1.31 3.258854866 14.43 0 1943.11549 3 648.3770142 0.514452422 0.000333213 71.01351191FVLSGANIMCPGLTSPGAK 2 212276121 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C10] 1.307278275 0 2378.297629 2 1189.651245 -1.015800375 -0.001207938 84.22358792148664230 ANKLE2 ankyrin repeat and LEM domain-containing protein 2 23141 NP_055929.1 1.492537313 1 2 2 10 938 104.05 7.09 1.053 2.069 5.618 2.91 Non-Significant 0.17 DKATTSGSNSISVR 4 148664230 2xTMT6plex [N-Term; K2] 0.682 3.622028112 34.82 1 1881.044175 3 627.6856689 -0.915142816 -0.000573808 32.32821068ATTSGSNSISVR 6 148664230 1xTMT6plex [N-Term] 1.873 2.069 5.618 4.990345955 69.15 0 1408.759337 2 704.8837891 0.684577539 0.000482203 27.38364947530410475 C17orf85 uncharacterized protein C17orf85 isoform X1 55421 XP_005256774.1 4.430379747 1 3 3 8 632 72.015 5.92 0.99 0.74 0.86 Non-Significant #N/A APGAEEDDSELQR 4 530410475 1xTMT6plex [N-Term] 0.984 3.796925783 43.85 0 1645.786674 2 823.3967896 -0.225684436 -0.000185714 35.25335393GILSNSWK 2 530410475 2xTMT6plex [N-Term; K8] 0.743 2.240387917 17.79 0 1362.814557 2 681.9100952 -1.205578781 -0.00082149 67.31283252AWGALIK 2 530410475 2xTMT6plex [N-Term; K7] 1.01 2.8912251 31.27 0 1216.7818 2 608.8942261 -0.513388319 -0.000312341 67.4973438910863977 LSM2 U6 snRNA-associated Sm-like protein LSm2 57819 NP_067000.1 38.94736842 1 3 3 15 95 10.828 6.52 2.17 1.4 1.79 Non-Significant #N/A LTDISVTDPEK 2 10863977 2xTMT6plex [N-Term; K11] 1.948 3.12817502 27.18 0 1675.951838 2 838.4786987 -1.024515755 -0.00085852 66.96916257YVQLPADEVDTQLLQDAAR 3 10863977 1xTMT6plex [N-Term] 1.269360781 2.72 0 2374.24517 2 1187.62561 -0.516301724 -0.000612913 75.77619821DVVVELK 10 10863977 2xTMT6plex [N-Term; K7] 3.29 1.404 3.169272184 38.67 0 1259.79751 2 630.4024658 0.115304741 7.26E-05 50.891847584505585 PAFAH1B2 platelet-activating factor acetylhydrolase IB subunit beta isoform a 5049 NP_002563.1 18.77729258 1 2 2 15 229 25.553 5.92 1.67 1.84 1.76 Non-Significant #N/A ELFSPLHALNFGIGGDTTR 13 4505585 1xTMT6plex [N-Term] 2.714 1.844 3.651716709 21.7 0 2274.207997 3 758.7412109 0.476162471 0.000360964 97.00648221DKEPDVLFVGDSMVQLMQQYEIWR 2 4505585 2xTMT6plex [N-Term; K2] 1.146 2.572755814 16.99 1 3384.73724 3 1128.917358 0.083287207 9.40E-05 112.230694131563330 AKAP13 A-kinase anchor protein 13 isoform 1 11214 NP_006729.4 0.993965211 1 3 3 8 2817 307.654 5.2 0.81 0.91 0.86 Non-Significant #N/A DVIGAVDSK 2 31563330 2xTMT6plex [N-Term; K9] 1.187 3.510560513 18.62 0 1361.804052 2 681.4067383 1.577556255 0.001074161 47.5734629GADLIEEAASR 2 31563330 1xTMT6plex [N-Term] 0.498 2.363957167 14.68 0 1360.726974 2 680.8685913 2.154449234 0.001465809 60.95812774AEDEVDFR 4 31563330 1xTMT6plex [N-Term] 0.884 0.91 2.918654919 44.4 0 1209.594898 2 605.3006592 -0.707617589 -0.000427965 37.1320324567188443 CD276 CD276 antigen isoform a precursor 80381 NP_001019907.1 6.928838951 1 2 2 7 534 57.199 4.91 1.08 0.59 100 33.89 Non-Significant #N/A QSCEEENAGAEDQDGEGEGSK 4 67188443 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C3] 100 100 3.799996614 36.3 0 2684.162982 3 895.3932495 0.824612802 0.000737798 26.52527171DLRPGDTVTITCSSYR 3 67188443 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.918 0.593 4.041110039 16.42 0 2070.048719 3 690.6878052 0.069117863 4.77E-05 53.57673668313760643 SUN2 SUN domain-containing protein 2 isoform a 25777 NP_001186508.1 3.52303523 1 3 3 18 738 82.452 6.47 1.73 1.49 1.38 1.53 Significant 0.0045 RPDEGWEAR 4 313760643 1xTMT6plex [N-Term] 1.566 1.602 4.08113718 35.4 0 1344.685778 3 448.8998108 -0.668719018 -0.000299739 34.68826852IQEELSALR 4 313760643 1xTMT6plex [N-Term] 100 2.881695032 40.93 0 1287.746982 2 644.3763428 -1.22126718 -0.000786342 61.34847474EEMQAQLR 10 313760643 1xTMT6plex [N-Term] 1.961 1.433 1.384 2.768999338 41.52 0 1233.645887 2 617.3208008 -9.372598424 -0.005781234 38.4567484414211923 HINT2 histidine triad nucleotide-binding protein 2, mitochondrial precursor 84681 NP_115982.1 19.01840491 1 2 2 10 163 17.151 9.16 0.52 0.58 0.53 0.54 Significant 0.0012 AQQATPGGAAPTIFSR 6 14211923 1xTMT6plex [N-Term] 0.713 0.577 0.528 4.155269623 57.34 0 1801.975812 2 901.4915161 -0.03135638 -2.83E-05 47.08373924DVAPQAPVHFLVIPK 4 14211923 2xTMT6plex [N-Term; K15] 0.477 0.631 3.817014694 33.65 0 2089.257403 3 697.088562 -3.001039908 -0.002089982 69.6809708519557702 SURF6 surfeit locus protein 6 isoform 1 6838 NP_006744.2 9.418282548 1 4 4 10 361 41.426 10.64 1.48 1.18 1.25 1.3 Significant 0.0048 ELSPAALEK 4 19557702 2xTMT6plex [N-Term; K9] 1.828 1.253 3.581048489 42.21 0 1415.851002 2 708.4285889 -0.777402159 -0.000550343 50.63957059GNLTPLTGR 2 19557702 1xTMT6plex [N-Term] 1.013 2.347630978 9.7 0 1157.683988 2 579.3453369 -0.509898972 -0.000295151 45.48366924DAYLQSLAK 2 19557702 2xTMT6plex [N-Term; K9] 1.231486201 9 0 1466.861901 2 733.9352417 0.890300878 0.000652974 52.5706062AQELEAK 2 19557702 2xTMT6plex [N-Term; K7] 1.478 3.006945133 39.87 0 1246.740723 2 623.8736572 -0.549686765 -0.000342658 39.59288338961658095 BCL2L1 bcl-2-like protein 1 Bcl-X(L) 598 NP_001304849.1 12.01716738 1 3 3 54 233 26.033 4.93 0.5 0.6 0.62 0.57 Significant 0.0042 EAGDEFELR 50 961658095 1xTMT6plex [N-Term] 0.597 0.622 4.01055336 53.54 0 1294.647661 2 647.828064 0.919037452 0.000594915 29.79527472EVIPMAAVK 2 961658095 2xTMT6plex [N-Term; K9] 0.505 3.225226641 44.25 0 1415.869629 2 708.4368896 -2.20793148 -0.001563072 65.25080896ELVVDFLSYK 2 961658095 2xTMT6plex [N-Term; K10] 0.255 2.111950636 13.71 0 1670.976931 2 835.9912109 -1.068389974 -0.000892627 96.0441905855769533 PAWR PRKC apoptosis WT1 regulator protein 5074 NP_002574.2 12.64705882 1 2 2 10 340 36.545 5.41 1.347 4.368 0.534 2.08 Non-Significant 0.22 RSEDEPPAASASAAPPPQRDEEEPDGVPEK 4 55769533 2xTMT6plex [N-Term; K30] 1.347 3.817 6.685300827 27.92 2 3616.776733 4 904.9501953 0.613477183 0.000554703 43.06501682STTSVSEEDVSSR 6 55769533 1xTMT6plex [N-Term] 100 0.534 3.570721149 33.1 0 1612.78634 2 806.8967285 -0.098666975 -7.96E-05 37.21400264194363771 SSFA2 sperm-specific antigen 2 isoform 1 6744 NP_001123917.1 2.223987292 1 2 2 10 1259 138.3 5.19 1.06 2.554 0.739 1.45 Non-Significant 0.12 EASAESDVGK 4 194363771 2xTMT6plex [N-Term; K10] 0.997 0.713 4.218056202 52.7 0 1450.778959 2 725.8927002 -0.575704086 -0.00041761 30.76624894EEVSGSSAAVTENADSDR 6 194363771 1xTMT6plex [N-Term] 1.33 2.554 0.847 4.360845089 70.78 0 2052.951901 2 1026.980835 1.213979672 0.001246121 21.4841787521361468 NOL11 nucleolar protein 11 isoform 1 25926 NP_056277.2 5.006954103 1 4 4 16 719 81.072 6.07 2 1.67 1.47 1.71 Significant 0.008 ATLSAEVYR 4 21361468 1xTMT6plex [N-Term] 1.431 1.466 3.397047043 43.65 0 1238.694218 2 619.8510132 0.429441891 0.000265974 40.54015705SFTASVDR 4 21361468 1xTMT6plex [N-Term] 2.013 1.818 3.126954079 43.11 0 1111.594504 2 556.3014526 1.011918855 0.000562422 25.76834298KPQDETK 4 21361468 3xTMT6plex [N-Term; K1; K7] 1.989 1.746 1.844995737 14.15 0 1532.925119 3 511.6463318 -0.441462315 -0.000225576 29.70414745GLEALLADPQQK 4 21361468 2xTMT6plex [N-Term; K12] 1.485468745 9.03 0 1741.026006 2 871.0147705 -2.149016937 -0.001870747 70.55121655453545 STAMBP STAM-binding protein 10617 NP_006454.1 7.311320755 1 3 3 6 424 48.047 6.29 1.31 0.94 1.12 Non-Significant #N/A GVETCGILCGK 2 5453545 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C5; C9] 1.605 3.060673475 44.48 0 1651.891169 2 826.4492188 -0.005145617 -4.25E-06 61.47589582LTDHGLEEISSCR 2 5453545 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.938 3.077001572 10.4 0 1745.868964 3 582.6283569 0.889798039 0.000517824 44.20345189IVQEFGK 2 5453545 2xTMT6plex [N-Term; K7] 1.244 3.200302124 30.78 0 1278.782194 2 639.8952637 0.82629689 0.000528327 53.88173137195927044 RTCA RNA 3'-terminal phosphate cyclase isoform a 8634 NP_001124313.1 7.124010554 1 3 3 10 379 40.683 8.34 1.56 0.91 0.88 1.11 Significant 0.037 AFVAGVLPFK 4 195927044 2xTMT6plex [N-Term; K10] 100 0.784 3.052025318 36.79 0 1506.944843 2 753.9748535 -1.600761144 -0.001206129 91.73066241SEDEEDAAK 2 195927044 2xTMT6plex [N-Term; K9] 1.395 2.608078003 2.98 0 1451.726589 2 726.3671875 0.350851189 0.00025467 30.84134193GGGEVIVR 4 195927044 1xTMT6plex [N-Term] 0.923 0.879 2.945432425 27.68 0 1015.60976 2 508.3040161 -8.866007193 -0.004502202 30.56834631118343647 HSPB11 intraflagellar transport protein 25 homolog 51668 NP_057210.2 25 1 2 2 7 144 16.287 5.03 2.1 1.74 1.92 Non-Significant #N/A DLVHTEGQLQNEEIVAHDGSATYLR 5 118343647 1xTMT6plex [N-Term] 1.868 1.736 6.570657253 35.23 0 3024.522407 4 756.8858032 -0.338578869 -0.00025601 63.93088602EPVDFEQWIEK 2 118343647 2xTMT6plex [N-Term; K11] 4.089 2.108180523 17.62 0 1878.004936 2 939.5048828 -1.303007757 -0.001223527 86.516507844502167 APP amyloid beta A4 protein isoform a precursor 351 NP_000475.1 3.896103896 1 2 3 12 770 86.888 4.82 1.18 0.96 1.45 1.2 Significant 0.014 EVCSEQAETGPCR 6 4502167 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C12] 1.056 0.803 1.454 3.666172028 49.39 0 1751.789 2 876.3981934 0.063129036 5.53E-05 33.4164542WYFDVTEGK 4 4502167 2xTMT6plex [N-Term; K9] 100 2.797524214 17.91 0 1602.856815 2 801.9306641 -1.724374238 -0.001381962 75.73306703VEAMLNDR 2 4502167 1xTMT6plex [N-Term] 1.243 2.948352098 29.01 0 1176.624424 2 588.8167114 1.463943403 0.000861256 49.493063714502297 ATP5D ATP synthase subunit delta, mitochondrial precursor 513 NP_001678.1 13.69047619 1 2 2 22 168 17.479 5.49 0.64 0.71 0.71 0.69 Significant 0.0012 AQAELVGTADEATR 14 4502297 1xTMT6plex [N-Term] 0.638 0.665 0.694 5.015584946 82.48 0 1660.870344 2 830.9387817 -0.034393677 -2.86E-05 41.56060997IEANEALVK 8 4502297 2xTMT6plex [N-Term; K9] 1.024 0.787 0.715 4.014949799 44.3 0 1444.877551 2 722.9421997 -0.296285271 -0.000214048 50.31329347974005396 CNPY3 protein canopy homolog 3 isoform 3 precursor 10695 NP_001305771.1 9.324758842 1 3 3 12 311 34.107 5.25 0.91 100 0.98 33.97 Non-Significant #N/A GKDTSCLAEQWSGK 2 974005396 3xTMT6plex [N-Term; K2; K14]; 1xCarbamidomethyl [C6] 0.749 4.865463257 20.8 1 2254.210478 3 752.0744629 -0.728733249 -0.000547573 58.55203875LLDYSLHK 6 974005396 2xTMT6plex [N-Term; K8] 1.21 100 0.983 3.242328405 26.86 0 1446.872072 3 482.9613342 -1.812319489 -0.000874065 59.06544521YVAVELK 4 974005396 2xTMT6plex [N-Term; K7] 0.79 2.517556906 28.12 0 1279.802595 2 640.4049683 0.050588612 3.24E-05 50.94005763355330276 USP15 ubiquitin carboxyl-terminal hydrolase 15 isoform 1 9958 NP_001239007.1 4.892966361 1 4 4 11 981 112.348 5.22 0.62 0.72 0.83 0.73 Significant 0.007 EHLIDELDYILLPTEGWNK 2 355330276 2xTMT6plex [N-Term; K19] 1.648584366 0 2756.491103 3 919.5004272 -1.587072679 -0.001458251 98.7479275KVVEQGMFVK 1 355330276 3xTMT6plex [N-Term; K1; K10] 0.72 1.616295099 1 1852.133337 3 618.0484009 -1.451311969 -0.000896008 47.87614248SYAELIK 4 355330276 2xTMT6plex [N-Term; K7] 0.624 0.833 2.491014719 25.31 0 1281.78186 2 641.3955688 1.561400871 0.001000688 57.33590553SFLALDWDPDLK 4 355330276 2xTMT6plex [N-Term; K12] 1.534280658 0.5 0 1878.041322 2 939.5233765 -0.982550432 -0.000922635 91.187567365730091 TFPI2 tissue factor pathway inhibitor 2 isoform 1 precursor 7980 NP_006519.1 10.63829787 1 2 2 6 235 26.916 8.53 0.61 0.67 0.64 Non-Significant #N/A LQVSVDDQCEGSTEK 4 5730091 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 0.62 0.668 4.503034592 70.96 0 2153.079634 2 1077.043091 -0.338565914 -0.00036448 47.66307001KIPSFCYSPK 2 5730091 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C6] 0.597 3.703332663 35.55 1 1914.112602 3 638.7098999 1.32917835 0.000848066 57.154481617706339 PPIL1 peptidyl-prolyl cis-trans isomerase-like 1 51645 NP_057143.1 19.87951807 1 3 3 10 166 18.225 7.99 1.29 1.24 1.32 1.28 Significant 0.00033 DFMIQGGDPTGTGR 2 7706339 1xTMT6plex [N-Term] 1.68 3.420460939 29.29 0 1680.821285 2 840.9137573 -0.623107032 -0.000523666 58.92221907QFEDELHPDLK 4 7706339 2xTMT6plex [N-Term; K11] 1.197 1.243 2.738673449 16.33 0 1828.984535 3 610.333252 0.365032816 0.000222546 48.72358GGASIYGK 4 7706339 2xTMT6plex [N-Term; K8] 1.238 1.32 3.023578882 31.07 0 1210.719594 2 605.8630371 -0.657651246 -0.000398116 40.67268116150417973 SVIL supervillin isoform 2 6840 NP_068506.2 1.219512195 1 2 2 6 2214 247.593 6.98 1.06 1.06 0.65 0.92 Significant 0.021 REEEEENVQSEWR 2 150417973 1xTMT6plex [N-Term] 1.055 6.29983902 40.52 1 1948.919813 3 650.3110352 -0.647025722 -0.000420334 29.16370844GAANDSTQFTVAGR 4 150417973 1xTMT6plex [N-Term] 1.062 0.648 3.747717381 44.5 0 1623.828814 2 812.4102173 -9.641176186 -0.00782781 37.4757352314249622 AJUBA LIM domain-containing protein ajuba isoform 1 84962 NP_116265.1 4.460966543 1 2 2 8 538 56.897 7.14 1.22 1.54 1.38 Non-Significant #N/A GATGGPGDEPLEPAR 2 14249622 1xTMT6plex [N-Term] 1.244 4.556930065 55.95 0 1652.844129 2 826.9267578 1.276433127 0.001054873 32.76167905EQGSLDAER 6 14249622 1xTMT6plex [N-Term] 1.107 1.535 3.327287674 55.06 0 1233.62726 2 617.3123779 -7.92877309 -0.004890575 24.6363251624475816 TECR very-long-chain enoyl-CoA reductase 9524 NP_612510.1 9.090909091 1 3 3 14 308 36.011 9.45 1.36 1.12 1.04 1.17 Significant 0.0066 VEPHATIAEIK 6 24475816 2xTMT6plex [N-Term; K11] 1.269 1.117 1.043 3.700797081 41.1 0 1665.993978 3 556.0031128 0.484748995 0.000269196 51.61356046SLKDEDVLQK 6 24475816 3xTMT6plex [N-Term; K3; K10] 1.999 1.03 3.191815615 22.48 1 1862.12019 3 621.3773804 -1.397217394 -0.000867262 44.67861891YDFTSSR 2 24475816 1xTMT6plex [N-Term] 1.311 2.351956844 18.48 0 1104.552305 2 552.7793579 -0.783538891 -0.00043273 41.8373722421265070 MRPL2 39S ribosomal protein L2, mitochondrial isoform 1 51069 NP_057034.2 9.508196721 1 3 3 12 305 33.28 11.3 1.06 0.84 1.12 1.01 Significant 0.0071 SADIALVAGGSR 6 21265070 1xTMT6plex [N-Term] 0.915 1.01 1.124 4.138968945 69.51 0 1345.763694 2 673.3851929 -0.434807251 -0.000292574 43.15958942AAGTCGVLLR 4 21265070 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.814 2.881889105 25.15 0 1246.713908 2 623.8601074 -0.777649342 -0.000484753 40.54149896YTITPVK 2 21265070 2xTMT6plex [N-Term; K7] 1.084 2.863725901 7.34 0 1279.802595 2 640.4049683 0.050588612 3.24E-05 56.88639698514052670 ARPC3 actin-related protein 2/3 complex subunit 3 isoform 1 10094 NP_001265485.1 17.41573034 1 3 3 13 178 20.533 8.59 100 1.02 1.24 34.09 Non-Significant #N/A DTDIVDEAIYYFK 6 514052670 2xTMT6plex [N-Term; K13] 100 100 100 2.471842051 31.68 0 2050.078495 2 1025.536865 -5.873419618 -0.006020486 99.65044966VFDPQNDKPSK 4 514052670 3xTMT6plex [N-Term; K8; K11] 0.987 1.223 3.366604567 16.39 0 1962.126338 3 654.7133789 -0.384369363 -0.000251394 41.31613737WWTCFVK 3 514052670 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.986 2.683037043 28.24 0 1484.812449 2 742.9089966 -1.166555371 -0.000866058 96.6480439945387945 ESYT2 extended synaptotagmin-2 57488 NP_065779.1 2.127659574 1 2 2 14 893 98.84 8.68 0.76 0.98 0.91 0.88 Significant 0.0054 RQDLEVEVR 12 45387945 1xTMT6plex [N-Term] 0.755 0.976 0.913 5.382054806 41.32 1 1372.774593 3 458.2631531 0.2277712 0.000104226 32.30208098ALALLEDEER 2 45387945 1xTMT6plex [N-Term] 1.626305819 23.69 0 1387.763026 2 694.385437 0.412082918 0.000285937 75.1453369382880648 ZAK mitogen-activated protein kinase kinase kinase MLT isoform 1 51776 NP_057737.2 3.75 1 1 2 4 800 91.098 7.87 1.12 0.7 0.91 Non-Significant #N/A DSGFSSGNTDTSSER 2 82880648 1xTMT6plex [N-Term] 1.119 4.014352322 54.94 0 1775.78813 2 888.3971558 -0.616890351 -0.000547733 31.51551128SFAELLHQCWEADAK 2 82880648 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 0.7 3.175020218 13.35 0 2263.158159 3 755.0560913 -1.961190472 -0.001479495 87.21256924647569083 SPATS2 spermatogenesis-associated serine-rich protein 2 65244 NP_001280214.1 7.706422018 1 3 3 7 545 59.508 8.9 1.08 0.84 0.96 Non-Significant #N/A SIDSFGQVSHPK 2 647569083 2xTMT6plex [N-Term; K12] 1.084 3.594176531 26.49 0 1759.974305 3 587.3295288 -0.154266013 -9.05E-05 45.1386559SVSIQEEQSAPSSEK 2 647569083 2xTMT6plex [N-Term; K15] 0.843 3.403380156 26.83 0 2064.086099 2 1032.546509 -0.173598318 -0.000179161 37.56983329ELEDPESAMLDTLDR 3 647569083 1xTMT6plex [N-Term] 1.178925514 0.31 0 1962.952753 2 981.9781494 -1.900510274 -0.001865306 77.3856675727597090 SUPT6H transcription elongation factor SPT6 6830 NP_003161.2 1.91193511 1 3 3 6 1726 198.949 4.91 1.32 0.8 1.06 Non-Significant #N/A VSDGIYQHVDVR 2 27597090 1xTMT6plex [N-Term] 0.806 3.57145524 29.86 0 1616.859385 3 539.6251221 0.882885024 0.000475834 41.11796425ALDTTDMER 2 27597090 1xTMT6plex [N-Term] 1.315 3.087625027 35.26 0 1280.635382 2 640.8213501 0.032277191 2.07E-05 43.76545096DEFSHQVQEWNR 2 27597090 1xTMT6plex [N-Term] 0.759 2.653496265 13.76 0 1803.861176 3 601.9597778 1.997912113 0.001201319 43.188955397657671 UBTF nucleolar transcription factor 1 isoform a 7343 NP_055048.1 5.890052356 1 4 4 10 764 89.35 5.81 1.09 1.39 1.24 Non-Significant #N/A KPAQEGGK 4 7657671 3xTMT6plex [N-Term; K1; K8] 1.757 1.923 3.154268503 18.03 0 1501.930539 3 501.3155823 1.101892617 0.000551655 24.89312481QLQEERPELSESELTR 2 7657671 1xTMT6plex [N-Term] 1.177 3.673573732 5.58 0 2173.129806 3 725.0419312 -8.543278417 -0.006188551 44.33727642TLTELILDAQEHVK 2 7657671 2xTMT6plex [N-Term; K14] 0.925382197 6.05 0 2068.205427 3 690.072998 -0.476620631 -0.000328583 89.19665903LAEEQQK 2 7657671 2xTMT6plex [N-Term; K7] 0.731 2.009327888 12.72 0 1303.762187 2 652.383606 -1.726960607 -0.001125773 35.1052691594721336 RUFY1 RUN and FYVE domain-containing protein 1 isoform a 80230 NP_079434.3 3.813559322 1 2 2 12 708 79.767 5.74 1.01 0.87 0.81 0.9 Significant 0.0043 AAAGLGGGDSGDGTAR 6 94721336 1xTMT6plex [N-Term] 0.772 0.866 1.046 4.141365528 64.82 0 1561.776778 2 781.3922119 0.236409025 0.000184609 25.68214883LQEELSAATDR 6 94721336 1xTMT6plex [N-Term] 1.178 0.783 2.935697079 19.23 0 1461.774653 2 731.3919678 1.372398181 0.001003068 54.8657428956181387 STUB1 E3 ubiquitin-protein ligase CHIP isoform a 10273 NP_005852.2 10.2310231 1 3 3 11 303 34.834 5.87 1.24 1.24 1.24 Non-Significant #N/A LNFGDDIPSALR 5 56181387 1xTMT6plex [N-Term] 1.216 2.712104797 28.38 0 1546.842673 2 773.9243774 -0.772242199 -0.000597269 93.84076247MQQHEQALADCR 2 56181387 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.244 4.071022987 23.41 0 1715.815489 3 572.6099243 -0.1568355 -8.97E-05 29.17824746ISFELMR 4 56181387 1xTMT6plex [N-Term] 100 1.24 2.653757095 22.11 0 1124.633532 2 562.8197632 -1.140080547 -0.000641086 76.9098563755749490 SDCBP syntenin-1 isoform 1 6386 NP_001007068.1 13.42281879 1 3 3 10 298 32.424 7.53 1.38 1.71 1.98 1.69 Significant 0.01 DSTGHVGFIFK 6 55749490 2xTMT6plex [N-Term; K11] 0.802 100 1.984 2.736422777 27.34 0 1665.936463 3 555.9846191 1.7056304 0.000947157 57.63505528SLMDHTIPEV 2 55749490 1xTMT6plex [N-Term] 1.403 1.955258727 25.52 0 1370.718718 2 685.8624268 -0.832442397 -0.000570522 71.82132656LYPELSQYMGLSLNEEEIR 2 55749490 1xTMT6plex [N-Term] 100 2.597713232 18.28 0 2513.279506 3 838.4307861 -0.67693687 -0.000567111 98.239035787656922 CHMP2A charged multivesicular body protein 2a 27243 NP_055268.1 14.41441441 1 3 3 9 222 25.088 5.97 0.91 100 0.68 33.86 Non-Significant #N/A AEAAASALADADADLEER 4 7656922 1xTMT6plex [N-Term] 100 1.09 3.564166546 37.35 0 2017.987558 2 1009.499023 1.591637663 0.001605953 72.88101061IMMEFER 2 7656922 1xTMT6plex [N-Term] 1.696 2.780456781 36.02 0 1184.600517 2 592.8035278 -0.623143352 -0.000369088 73.01597017KIIADIK 3 7656922 3xTMT6plex [N-Term; K1; K7] 0.788 0.66 3.375319481 16.24 1 1488.012812 3 496.6750793 -1.429371356 -0.000708974 48.481833594557367 BLMH bleomycin hydrolase 642 NP_000377.1 4.395604396 1 1 1 6 455 52.528 6.27 1.16 1.1 1.13 Non-Significant #N/A AQHVFQHAVPQEGKPITNQK 6 4557367 3xTMT6plex [N-Term; K14; K20] 1.162 1.1 5.315402031 32.71 0 2944.67242 5 589.7393799 -1.571259983 -0.000925369 45.604727988922701 AGK acylglycerol kinase, mitochondrial precursor 55750 NP_060708.1 7.819905213 1 3 3 10 422 47.107 8.09 0.83 1.01 0.64 0.83 Significant 0.016 KATVFLNPAACK 2 8922701 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C11] 0.556 3.935569763 15.85 1 2007.202814 3 669.7387695 -0.527523299 -0.000352949 50.62900107GDFITIGSR 4 8922701 1xTMT6plex [N-Term] 0.834 1.007 3.077094793 46.38 0 1194.668003 2 597.8374023 -0.397610465 -0.000237506 61.63903079GETVPLDVLQIK 4 8922701 2xTMT6plex [N-Term; K12] 100 1.900749445 15.08 0 1770.077707 2 885.5411987 -1.461099166 -0.00129313 81.7239904222035590 MRPL24 39S ribosomal protein L24, mitochondrial 79590 NP_663781.1 14.35185185 1 3 3 10 216 24.899 9.29 0.98 0.78 100 33.92 Non-Significant #N/A DTSVEDALER 2 22035590 1xTMT6plex [N-Term] 1.205 3.802687883 52.68 0 1363.690254 2 682.3491821 0.610950918 0.000416574 50.1240916ADGIVPETWIDGPK 6 22035590 2xTMT6plex [N-Term; K14] 0.723 0.778 100 2.387648821 23.17 0 1956.084249 2 978.5448608 -0.922199702 -0.00090195 87.74154866LVDPMDR 2 22035590 1xTMT6plex [N-Term] 0.973 3.080775023 40.48 0 1074.581496 2 537.7940063 -0.707498398 -0.000380132 48.1329238422907039 APOBEC3C DNA dC->dU-editing enzyme APOBEC-3C 27350 NP_055323.2 20 1 3 3 9 190 22.811 7.59 100 2.27 1.66 34.64 Non-Significant #N/A YCWENFVYNDNEPFKPWK 2 22907039 3xTMT6plex [N-Term; K15; K18]; 1xCarbamidomethyl [C2] 100 3.123935938 16.55 0 3123.564175 3 1041.861206 1.565571824 0.001630055 95.66566363NLWEANDR 2 22907039 1xTMT6plex [N-Term] 1.657 2.782216549 33.42 0 1246.637766 2 623.8226929 0.275591031 0.000171781 37.64001353AMYPGTFYFQFK 5 22907039 2xTMT6plex [N-Term; K12] 100 0.587 1.292475104 4.77 0 1958.028648 2 979.5168457 -1.140787062 -0.001116847 83.0004243145238858 WDR44 WD repeat-containing protein 44 isoform 1 54521 NP_061918.3 3.614457831 1 2 2 8 913 101.304 5.45 0.96 0.87 1.19 1 Significant 0.0088 APDGQTVAGEVMGPQRPR 6 45238858 1xTMT6plex [N-Term] 0.955 0.869 1.124 5.751770973 40.05 0 2095.091587 3 699.0355835 0.291375463 0.000203486 40.72569439DFAAVEEVAPAKPPR 2 45238858 2xTMT6plex [N-Term; K12] 1.518 2.976136923 17.6 0 2055.163896 3 685.7219238 -6.168848941 -0.004225999 50.117102054502147 APLP2 amyloid-like protein 2 isoform 1 precursor 334 NP_001633.1 4.456094364 1 2 3 7 763 86.9 4.79 0.62 0.61 0.61 Non-Significant #N/A AVCSQEAMTGPCR 2 4502147 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C12] 0.834 3.128401995 37.97 0 1695.781412 2 848.3947144 0.436542665 0.00037014 32.23124171SQVMTHLHVIEER 3 4502147 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.578 0.606 3.936650991 14.19 0 1823.963533 3 608.6594238 0.101407935 6.17E-05 42.12763314VEAMLNDR 2 4502147 1xTMT6plex [N-Term] 1.243 2.948352098 29.01 0 1176.624424 2 588.8167114 1.463943403 0.000861256 49.4930637151100974 MYO1D unconventional myosin-Id isoform 1 4642 NP_056009.1 2.385685885 1 3 3 8 1006 116.129 9.39 1.11 1.24 1.18 Non-Significant #N/A GDPIGGHINNYLLEK 2 51100974 2xTMT6plex [N-Term; K15] 1.17 2.598744392 21.89 0 2098.16971 3 700.0610962 -0.464469474 -0.000324845 64.94050784CTVSVETR 2 51100974 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.001 2.887566566 32.66 0 1180.619339 2 590.8146362 2.25069237 0.001328605 27.12561023KCTVSVETR 4 51100974 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 1.074 1.28 3.517088652 16.25 1 1537.877234 3 513.2974243 0.316091043 0.000162036 28.715678784506205 PSMB9 proteasome subunit beta type-9 precursor 5698 NP_002791.1 14.15525114 1 3 3 12 219 23.25 5.03 0.92 1.07 0.64 0.88 Significant 0.02 VILGNELPK 4 4506205 2xTMT6plex [N-Term; K9] 0.736 0.709 3.165241003 50.04 0 1440.919022 2 720.9631958 0.064661207 4.66E-05 70.75041685VSAGEAVVNR 5 4506205 1xTMT6plex [N-Term] 1.261 1.335 0.64 3.12796855 51.49 0 1230.700366 2 615.8533936 -0.694978769 -0.000427655 32.73619203FTTDAIALAMSR 3 4506205 1xTMT6plex [N-Term] 1.112 2.024649382 21.01 0 1525.82458 2 763.4160156 0.114495469 8.74E-05 87.91789145503774352 NUP153 nuclear pore complex protein Nup153 isoform 1 9972 NP_001265138.1 1.726427623 1 3 3 6 1506 157.24 8.84 0.69 0.94 0.82 Non-Significant #N/A TTYGGAAAAVR 2 503774352 1xTMT6plex [N-Term] 0.939 3.347652435 44.34 0 1266.700366 2 633.8532104 -0.964333473 -0.000610761 31.50408908KEEMPATK 2 503774352 3xTMT6plex [N-Term; K1; K8] 0.68 2.427318335 11 1 1620.95979 3 540.9915161 0.12665943 6.84E-05 39.21601564ILQSLEK 2 503774352 2xTMT6plex [N-Term; K7] 1.074 2.607083082 30.66 0 1288.824059 2 644.9147339 -1.44914781 -0.000933848 64.6010024614249398 PHF5A PHD finger-like domain-containing protein 5A 84844 NP_116147.1 26.36363636 1 3 3 14 110 12.397 8.41 1.48 1.45 1.63 1.52 Significant 0.0013 ICDECNYGSYQGR 2 14249398 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C5] 2.42 2.153291225 17.93 0 1850.799899 2 925.9047852 1.29411748 0.001197576 38.27113969IVNLGSSK 6 14249398 2xTMT6plex [N-Term; K8] 1.027 1.446 1.567 3.437952995 39.15 0 1275.803658 2 638.4053345 -0.208052929 -0.000132717 45.67684797QAGVAIGR 6 14249398 1xTMT6plex [N-Term] 1.633 2.155 2.640242338 42.34 0 1000.610094 2 500.8087463 0.121601593 6.08E-05 31.8824357213775198 SH3BGRL3 SH3 domain-binding glutamic acid-rich-like protein 3 83442 NP_112576.1 38.70967742 1 3 3 24 93 10.431 4.93 1.07 1.1 1.08 1.08 Significant 0.000066 VYSTSVTGSR 14 13775198 1xTMT6plex [N-Term] 1.071 1.166 1.093 3.620598555 48.05 0 1285.694946 2 643.3510132 -0.152666706 -9.81E-05 39.82204117IQYQLVDISQDNALRDEMR 6 13775198 1xTMT6plex [N-Term] 100 100 2.285398722 13.64 1 2536.302702 3 846.1048584 -1.056484577 -0.000893188 73.47898187ALAGNPK 4 13775198 2xTMT6plex [N-Term; K7] 0.926 0.981 2.755155087 33.01 0 1128.714115 2 564.8603516 -0.609600776 -0.000344032 31.3645269909618063 CLNS1A methylosome subunit pICln isoform a 1207 NP_001298128.1 16.03375527 1 2 2 8 237 26.199 4.11 1.01 1.18 100 34.06 Non-Significant #N/A DYEDGMEVDTTPTVAGQFEDADVDH 2 909618063 1xTMT6plex [N-Term] 100 3.434363604 26.6 0 2985.278122 3 995.7640991 -0.126489628 -0.000125869 68.48450716GLGTGTLYIAESR 6 909618063 1xTMT6plex [N-Term] 1.006 1.176 4.608731747 54.37 0 1566.868888 2 783.9378662 -0.275529196 -0.000215859 63.8874512656090582 IRGQ immunity-related GTPase family Q protein 126298 NP_001007562.1 4.975922953 1 3 3 9 623 62.678 4.88 1.37 1.14 1.25 Non-Significant #N/A GLGLEPTALAR 2 56090582 1xTMT6plex [N-Term] 2.641045332 52.82 0 1326.794266 2 663.9005737 -0.297950536 -0.00019766 64.8061942GTPLLAVR 3 56090582 1xTMT6plex [N-Term] 1.369 1.138 2.814641953 35.91 0 1055.677446 2 528.3425903 0.434217918 0.000229197 44.36187323ALGLASGELAAR 4 56090582 1xTMT6plex [N-Term] 2.018437862 22.08 0 1357.80008 2 679.4031372 -0.796874263 -0.000540998 57.16495429116875831 RMDN1 regulator of microtubule dynamics protein 1 isoform 1 51115 NP_057117.2 10.82802548 1 3 3 9 314 35.785 8.5 0.73 1.31 1.02 Non-Significant #N/A AEQVDPNFYSK 4 116875831 2xTMT6plex [N-Term; K11] 1.072 1.311 3.160823584 43.11 0 1755.931771 2 878.4641113 -6.164888595 -0.005412562 47.9848977LLVYEALEYAK 3 116875831 2xTMT6plex [N-Term; K11] 2.279 2.112902164 12.83 0 1770.045344 2 885.5263062 -0.00491248 -4.35E-06 99.73719051AKDYPAHTEEDK 2 116875831 3xTMT6plex [N-Term; K2; K12] 0.653 3.106001616 14.73 1 2091.132545 4 523.5392456 1.246885034 0.00065185 32.649990764504111 GRB2 growth factor receptor-bound protein 2 isoform 1 2885 NP_002077.1 8.755760369 1 3 3 14 217 25.19 6.32 1.02 0.94 0.95 0.97 Significant 0.00067 ATADDELSFK 2 4504111 2xTMT6plex [N-Term; K10] 0.979 3.643964767 35.58 0 1554.841559 2 777.9251709 0.968553269 0.000752973 60.05914571AKAEEMLSK 6 4504111 3xTMT6plex [N-Term; K2; K9] 0.831 0.831 0.787 3.94514513 32.71 1 1694.012554 3 565.3421021 -0.472657451 -0.000266896 37.43392981AEEMLSK 6 4504111 2xTMT6plex [N-Term; K7] 1.647 1.1 1.082 3.138660192 36.4 0 1265.717545 2 633.3614502 -1.517802596 -0.000960555 40.81665275153791300 SDAD1 protein SDA1 homolog isoform 1 55153 NP_060585.2 4.075691412 1 3 3 10 687 79.82 9.25 1.13 1.1 1.12 Non-Significant #N/A GKPTEASIEAR 4 153791300 2xTMT6plex [N-Term; K2] 1.409 1.317 3.362210751 20.99 0 1616.937191 3 539.6506348 0.099024796 5.34E-05 31.83375016



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms VQEYGELDAK 4 153791300 2xTMT6plex [N-Term; K10] 0.645 0.646 3.084675312 27.42 0 1609.883758 2 805.4456787 0.200276494 0.000161211 48.00747604GELLSLR 2 153791300 1xTMT6plex [N-Term] 0.939 2.353103399 23.41 0 1016.630161 2 508.8175659 -2.268164128 -0.001152942 53.45193361189409150 CHMP5 charged multivesicular body protein 5 isoform 1 51510 NP_057494.3 20.0913242 1 3 3 13 219 24.555 4.83 0.71 0.76 0.73 Non-Significant #N/A DNLAQQSFNMEQANYTIQSLK 2 189409150 2xTMT6plex [N-Term; K21] 1.841703415 14.12 0 2901.481677 3 967.8297119 -2.445280929 -0.002364979 83.51544572APPPSLTDCIGTVDSR 9 189409150 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.707 0.755 3.48525095 34.25 0 1914.979243 2 957.9935303 0.282612398 0.000270598 57.79276543LDAELVK 2 189409150 2xTMT6plex [N-Term; K7] 2.482547283 20.82 0 1245.78186 2 623.3953247 1.214573844 0.000756547 60.6883421464276486 CWC27 peptidyl-prolyl cis-trans isomerase CWC27 homolog isoform 1 10283 NP_005860.2 6.991525424 1 3 3 8 472 53.814 5.8 0.89 1.84 1.36 Non-Significant #N/A RSEEEEAPPDGAVAEYR 4 64276486 1xTMT6plex [N-Term] 0.764 1.656 4.868089676 34.1 1 2134.025006 3 712.013855 0.939642881 0.000668407 32.40058027SAGEGEVEK 2 64276486 2xTMT6plex [N-Term; K9] 100 2.627940655 34.04 0 1363.746931 2 682.3773804 0.40585403 0.000276741 31.49474631DTSANVK 2 64276486 2xTMT6plex [N-Term; K7] 1.17 2.257441044 8.95 0 1192.693773 2 596.8496094 -1.535046163 -0.00091542 29.84707708651167283 KIAA1033 WASH complex subunit 7 isoform 1 23325 NP_001280569.1 5.110732538 1 4 4 11 1174 136.415 7.44 100 0.82 2.48 34.43 Non-Significant #N/A RIEDALDDSIGDVWDFNLDPIALK 2 651167283 2xTMT6plex [N-Term; K24] 0.01 2.786401987 8.16 1 3188.687965 3 1063.565308 -2.068336103 -0.002198426 105.5749184FVPDLEDIVNFEELVK 5 651167283 2xTMT6plex [N-Term; K16] 100 100 2.561100245 12.82 0 2364.310286 2 1182.649414 -7.92367022 -0.009367008 114.7022705AYVTHYLDK 2 651167283 2xTMT6plex [N-Term; K9] 0.822 2.39475894 4.43 0 1567.88845 3 523.3010254 0.046560631 2.43E-05 45.97510721MLVDVFAPEFR 2 651167283 1xTMT6plex [N-Term] 1.55676353 5.1 0 1552.839502 2 776.9232178 -0.22077821 -0.000171417 97.2578955220149629 DDX47 probable ATP-dependent RNA helicase DDX47 isoform 1 51202 NP_057439.2 8.131868132 1 3 3 9 455 50.615 9.1 1.29 1.73 1.51 Non-Significant #N/A EDAGDNDDTEGAIGVR 2 20149629 1xTMT6plex [N-Term] 1.135 2.537447929 19.75 0 1862.856544 2 931.9324341 0.562203282 0.000523652 45.99936965YLVMDEADR 4 20149629 1xTMT6plex [N-Term] 1.357 1.617 3.606426716 36.02 0 1340.671768 2 670.8398438 0.479699816 0.00032156 54.81175799DIIGLAETGSGK 3 20149629 2xTMT6plex [N-Term; K12] 100 1.596504927 0.66 0 1618.941608 2 809.9745483 0.131239871 0.000106235 66.2979269121361741 VTA1 vacuolar protein sorting-associated protein VTA1 homolog isoform a 51534 NP_057569.2 9.120521173 1 3 3 10 307 33.858 6.29 1.19 1.21 1.11 1.17 Significant 0.00068 ATYIHNCLK 4 21361741 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.193 0.994 3.395228148 26.96 0 1577.887404 3 526.6342773 0.554153134 0.000291464 42.59819789DPVVAYYCR 4 21361741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.208 1.26 2.872053146 28.95 0 1371.692838 2 686.3482056 -2.699866242 -0.001851694 52.89370087LMDQLEALKK 2 21361741 3xTMT6plex [N-Term; K9; K10] 1.171 2.450014591 3.69 1 1876.154467 3 626.0565796 0.383118525 0.000239597 85.10831973122939165 NUDCD3 nudC domain-containing protein 3 23386 NP_056147.2 10.52631579 1 2 2 6 361 40.797 5.25 1.26 1.14 1.2 Non-Significant #N/A EMAHGSQEAEAPGAVAGAAEVPR 4 122939165 1xTMT6plex [N-Term] 1.255 1.136 7.533778191 85.29 0 2464.208801 3 822.0761108 2.020169528 0.001659373 42.00161612SMATVDEEEQAVLDR 2 122939165 1xTMT6plex [N-Term] 1.373606205 10.82 0 1921.937437 2 961.4724121 0.057477808 5.52E-05 59.060129442542403 METTL13 methyltransferase-like protein 13 isoform 1 51603 NP_057019.3 6.723891273 1 3 3 7 699 78.718 6.73 1.01 0.82 0.91 Non-Significant #N/A GQQYESMDHIQAELSAR 2 42542403 1xTMT6plex [N-Term] 0.962 4.264977455 27.23 0 2192.060346 3 731.3585205 0.302055296 0.000220708 85.02719048YTLHVVDSPTVKPSR 3 42542403 2xTMT6plex [N-Term; K12] 1.016 0.817 3.310528278 8.58 0 2157.243209 4 540.0667725 0.950673406 0.000512708 42.92430851LATPELLETAQALER 2 42542403 1xTMT6plex [N-Term] 0.871597469 0.88 0 1884.063958 2 942.5354004 -0.230442681 -0.000217084 85.8719711814149675 CSTF2T cleavage stimulation factor subunit 2 tau variant 23283 NP_056050.1 3.246753247 1 2 2 9 616 64.396 7.25 1.159 1.044 0.147 0.78 Non-Significant 0.13 AMETEVLETR 4 14149675 1xTMT6plex [N-Term] 1.09 1.044 4.464520931 47.23 0 1407.735096 2 704.3703613 -1.172233153 -0.000825097 48.72852453GMETCAMETR 2 14149675 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.147 2.592595339 32.54 0 1414.632622 2 707.8201294 0.254510646 0.00018002 36.81503324GMETCAMETR 3 14149675 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5]; 1xOxidation [M7] 100 1.411199808 21.23 0 1430.627537 2 707.8201294 0.254510646 0.00018002 36.8150332417402909 TRIM29 tripartite motif-containing protein 29 23650 NP_036233.2 6.12244898 1 4 4 7 588 65.793 7.15 0.9 0.75 0.83 Non-Significant #N/A SLGSALKPGEGR 1 17402909 2xTMT6plex [N-Term; K7] 0.582 1.832923412 0 1629.968825 3 543.9940186 -0.811675608 -0.000441002 47.5463403ETELSLQK 2 17402909 2xTMT6plex [N-Term; K8] 1.184 2.660584927 22.79 0 1405.830266 2 703.4177246 -1.489327197 -0.001046871 48.58341933VIMDALDER 2 17402909 1xTMT6plex [N-Term] 0.408 2.37503314 26.03 0 1290.692503 2 645.8510742 1.835136947 0.001184299 50.83751562SFTTNEK 2 17402909 2xTMT6plex [N-Term; K7] 0.75 2.575309992 10.62 0 1284.719988 2 642.8648071 1.829151749 0.001174974 39.1444483422208975 HMGA1 high mobility group protein HMG-I/HMG-Y isoform b 3159 NP_665910.1 42.70833333 1 1 3 19 96 10.673 10.32 1.2 1.3 1.19 1.23 Significant 0.00081 KLEKEEEEGISQESSEEEQ 3 22208975 3xTMT6plex [N-Term; K1; K4] 0.207 0.01 2.865533113 1.73 2 2924.482732 3 975.5002441 1.178800558 0.001149127 40.06544677KQPPKEPSEVPTPK 6 22208975 4xTMT6plex [N-Term; K1; K5; K14] 1.197 1.297 1.185 3.977186918 10.73 2 2478.510161 4 620.3826904 -0.49605657 -0.00030737 39.8255563SSQPLASK 10 22208975 2xTMT6plex [N-Term; K8] 1.406 1.355 1.39 3.09166646 34.24 0 1275.767272 2 638.3822632 -7.856051045 -0.005011246 35.44972003162417971 SPCS2 signal peptidase complex subunit 2 9789 NP_055567.2 16.81415929 1 3 3 11 226 24.987 8.47 1.04 0.17 100 33.74 Non-Significant #N/A FFDHSGTLVMDAYEPEISR 5 162417971 1xTMT6plex [N-Term] 100 0.55 100 2.894932508 10.93 0 2443.180127 3 815.0637817 -1.364981288 -0.001111632 71.09553189LHDSLAIER 4 162417971 1xTMT6plex [N-Term] 0.95 0.015 3.875197887 44.74 0 1282.731666 2 641.8701172 1.007096834 0.000645918 38.87091187IDKWDGSAVK 2 162417971 3xTMT6plex [N-Term; K3; K10] 1.037 1.117 2.187590599 1 1806.072846 3 602.6962891 0.812994616 0.000489442 55.291154147174864 EXOSC5 exosome complex component RRP46 56915 NP_064543.3 14.46808511 1 2 2 10 235 25.233 7.59 1.41 1.29 1.35 Non-Significant #N/A ATLEVILRPK 4 47174864 2xTMT6plex [N-Term; K10] 1.413 1.29 3.546623707 43.79 0 1598.040534 3 533.3518066 0.208262474 0.000110937 71.17409354GLYSDTELQQCLAAAQAASQHVFR 6 47174864 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 3.440585136 31.94 0 2893.446406 3 965.1526489 -1.04106392 -0.001004088 90.70361349966827 PCNP PEST proteolytic signal-containing nuclear protein isoform a 57092 NP_065090.1 15.73033708 1 2 2 8 178 18.913 7.49 1.45 0.81 1.46 1.24 Significant 0.029 SAEEEAADLPTKPTK 4 9966827 3xTMT6plex [N-Term; K12; K15] 1.564 1.46 3.98707819 34.69 0 2274.279603 3 758.7647705 0.068198931 5.17E-05 51.89225431DTPTSAGPNSFNK 4 9966827 2xTMT6plex [N-Term; K13] 1.395 0.808 4.493533611 36.21 0 1793.943398 2 897.4754028 0.072813926 6.53E-05 42.105719867705477 TRMT112 multifunctional methyltransferase subunit TRM112-like protein isoform 1 51504 NP_057488.1 32.8 1 3 3 10 125 14.19 5.26 1.26 3.41 2.33 Non-Significant #N/A GPVEGYEENEEFLR 4 7705477 1xTMT6plex [N-Term] 1.245 100 3.289541006 33.16 0 1896.917688 2 948.9616699 -0.856545469 -0.000812398 67.33543696GIPNMLLSEEETES 4 7705477 1xTMT6plex [N-Term] 1.253 2.75 1.888058662 44.2 0 1777.872712 2 889.440918 1.039234973 0.000923814 80.55423581ICPVEFNPNFVAR 2 7705477 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.316 2.445473194 18.68 0 1791.941341 2 896.4738159 -0.550265815 -0.000493022 83.8338996711968047 POLR1E DNA-directed RNA polymerase I subunit RPA49 isoform 1 64425 NP_071935.1 5.011933174 1 2 2 6 419 47.23 8.94 1.5 1.96 1.73 Non-Significant #N/A VSVAAGSEEDHK 2 11968047 2xTMT6plex [N-Term; K12] 2.057 4.986042023 58.52 0 1686.906285 3 562.9724731 -2.026482702 -0.001139495 31.56810118AAETIIDTK 4 11968047 2xTMT6plex [N-Term; K9] 1.499 1.323 3.773644209 56.96 0 1419.845916 2 710.4280396 2.032672369 0.001443041 53.35407881198041777 IPO11 importin-11 isoform 1 51194 NP_001128251.1 4.039408867 1 3 3 6 1015 116.932 5.41 0.65 100 1.55 34.07 Non-Significant #N/A VNPILGPQMFQPILPYVFK 2 198041777 2xTMT6plex [N-Term; K19] 100 2.866593838 24.23 0 2659.544994 2 1330.277954 1.367862974 0.001818947 116.8788585DPVHTVSLQQFIYEK 2 198041777 2xTMT6plex [N-Term; K15] 0.645 2.334928989 6.75 0 2262.253439 3 754.756958 1.273665182 0.000960451 75.78434377VVENALK 2 198041777 2xTMT6plex [N-Term; K7] 1.551 3.097778082 36.05 0 1230.782194 2 615.8947754 0.065073455 4.00E-05 48.0814344928626521 ZNFX1 NFX1-type zinc finger-containing protein 1 57169 NP_066363.1 1.824817518 1 2 2 8 1918 220.084 7.3 1.06 0.75 0.75 0.85 Significant 0.014 LDHCGTGTAAGQEQATGEWQTQR 2 28626521 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.746 4.948544502 23.18 0 2731.26917 3 911.0895386 -5.531222448 -0.005035752 37.463425ASGVDIEEETEK 6 28626521 2xTMT6plex [N-Term; K12] 1.055 0.752 0.752 3.119199276 47.8 0 1764.926745 2 882.9657593 -1.418367827 -0.001251658 41.504115915032041 RHEB GTP-binding protein Rheb 6009 NP_005605.1 22.2826087 1 4 4 15 184 20.485 5.92 1.26 100 0.83 34.03 Non-Significant #N/A ALAESWNAAFLESSAK 3 5032041 2xTMT6plex [N-Term; K16] 1.719606996 17.53 0 2153.16429 2 1077.083984 -1.671010436 -0.00179898 82.41971598IILEAEK 4 5032041 2xTMT6plex [N-Term; K7] 0.829 2.756238461 29.72 0 1273.81316 2 637.4104614 0.381854716 0.000243206 50.37621125VQIPIMLVGNK 4 5032041 2xTMT6plex [N-Term; K11] 0.01 100 1.207528949 5.15 0 1670.043905 2 835.5241089 -1.774520151 -0.001481763 80.22463918LLDMVGK 4 5032041 2xTMT6plex [N-Term; K7] 100 2.080041647 16.53 0 1233.764101 2 617.3851318 -0.903047936 -0.000557074 65.42319444507129 SNRPE small nuclear ribonucleoprotein E isoform 1 6635 NP_003085.1 52.17391304 1 3 3 12 92 10.797 9.44 1.46 1.41 1.44 Non-Significant #N/A GDNITLLQSVSN 2 4507129 1xTMT6plex [N-Term] 1.394 2.468771935 36.93 0 1489.805953 2 745.4067993 0.247752274 0.000184551 62.21267007IEGCIIGFDEYMNLVLDDAEEIHSK 5 4507129 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C4] 2.634096622 19.33 0 3368.679451 3 1123.553711 -9.757849621 -0.010957023 108.817358VMVQPINLIFR 5 4507129 1xTMT6plex [N-Term] 1.459 1.536 1.762925029 10.65 0 1558.934071 2 779.9700928 -0.745338207 -0.000580967 93.339441014758784 NDUFC2 NADH dehydrogenase [ubiquinone] 1 subunit C2 isoform 1 4718 NP_004540.1 22.68907563 1 3 3 14 119 14.178 8.98 1.3 1.16 1.2 1.22 Significant 0.0012 LHPEDFPEEDKK 6 4758784 3xTMT6plex [N-Term; K11; K12] 1.298 1.158 1.199 3.802482128 26.33 1 2171.195145 4 543.5535278 -1.319057792 -0.000715983 41.40547255TYGEIFEK 6 4758784 2xTMT6plex [N-Term; K8] 1.838 0.294 1.345 2.806797504 31.71 0 1444.808803 2 722.9069824 -1.463464402 -0.001057213 60.32441093EMFGYMK 2 4758784 2xTMT6plex [N-Term; K7] 100 2.373445749 19.56 0 1363.715436 2 682.3601685 -1.742405984 -0.001188073 61.0550340638788353 LAMTOR5 ragulator complex protein LAMTOR5 10542 NP_006393.2 17.34104046 1 2 2 10 173 18.147 5.5 0.73 1.28 1.03 1.01 Significant 0.024 GTLSDEHAGVISVLAQQAAK 6 38788353 2xTMT6plex [N-Term; K20] 0.732 1.035 1.325 3.668922663 27.9 0 2453.376408 3 818.4628906 -0.933124242 -0.000763102 60.09430827HDGITVAVHK 4 38788353 2xTMT6plex [N-Term; K10] 1.288 1.013 4.698570251 39.51 0 1534.910582 3 512.3083496 -0.056532202 -2.89E-05 35.0229057942740897 CTAGE5 cTAGE family member 5 isoform 1 4253 NP_005921.2 3.482587065 1 2 2 7 804 90.94 5.22 0.26 0.95 0.6 Non-Significant #N/A TIHSYQGQIISHEK 3 42740897 2xTMT6plex [N-Term; K14] 0.24 0.935 6.833818913 43.97 0 2099.164959 4 525.5460205 -1.289407361 -0.00067667 41.67358545EATEAQSLEATCEK 4 42740897 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 0.705 1.726 3.754069328 44.14 0 2025.021057 2 1013.015381 1.199275801 0.001214279 40.4044578956549131 MXRA7 matrix-remodeling-associated protein 7 isoform 1 precursor 439921 NP_001008528.1 20.09803922 1 3 3 6 204 21.452 4.26 1.33 0.71 1.02 Non-Significant #N/A QEEEQDLDGEK 2 56549131 2xTMT6plex [N-Term; K11] 1.33 3.091633558 44.1 0 1777.885609 2 889.4448853 -1.75197559 -0.001557406 40.18456472MMTKEELEEEQR 2 56549131 2xTMT6plex [N-Term; K4] 0.705 3.435836792 2.59 1 2011.024033 3 671.0116577 -1.796744051 -0.001204432 44.04297949GPSSEGPEEEDGEGFSFK 2 56549131 2xTMT6plex [N-Term; K18] 1.356038451 3.18 0 2343.102871 2 1172.054932 -0.12153489 -0.000142384 50.48005077662033922 PEA15 astrocytic phosphoprotein PEA-15 isoform a 8682 NP_001284505.1 22.51655629 1 3 3 15 151 17.296 4.89 1.16 1.3 1.23 Non-Significant #N/A ISEEDELDTK 4 662033922 2xTMT6plex [N-Term; K10] 0.972 1.125 3.49522686 52.17 0 1636.868168 2 818.9379883 0.32509185 0.000266066 47.77755624LDKDNLSYIEHIFEISR 7 662033922 2xTMT6plex [N-Term; K3] 0.33 100 3.267693043 21.85 1 2550.396809 4 638.3540649 -0.932848711 -0.000594784 88.50476726EDIPSEK 4 662033922 2xTMT6plex [N-Term; K7] 1.484 1.45 2.493426085 23.97 0 1275.719653 2 638.3630981 -0.575087901 -0.000366825 38.955635498923444 NHP2 H/ACA ribonucleoprotein complex subunit 2 isoform a 55651 NP_060308.1 12.41830065 1 2 2 8 153 17.19 8.22 0.9 1.08 1.47 1.15 Significant 0.021 IKADPDGPEAQAEACSGER 6 8923444 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C15] 0.901 1.079 1.4 4.367817402 21.66 1 2459.223672 3 820.4124146 -0.399279524 -0.000327306 36.92397026ADPDGPEAQAEACSGER 2 8923444 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.514 2.919512987 37.92 0 1988.881713 2 994.9440308 -0.466858615 -0.000464263 34.42899801215983058 MAGT1 magnesium transporter protein 1 84061 NP_115497.4 7.084468665 1 3 3 16 367 41.504 9.94 1.13 1.02 1.06 1.07 Significant 0.0009 GFSAEQIAR 6 215983058 1xTMT6plex [N-Term] 1.007 0.898 3.441066742 45.47 0 1207.663252 2 604.3346558 -1.007852612 -0.000608573 40.18147194VSQLMEWTNK 4 215983058 2xTMT6plex [N-Term; K10] 2.357592821 23.79 0 1693.934748 2 847.470459 -0.653373013 -0.000553386 71.40603605EMVLSEK 6 215983058 2xTMT6plex [N-Term; K7] 1.205 1.128 1.064 3.170850515 38.17 0 1293.748845 2 647.3787842 1.118253655 0.00072337 45.1867664627894339 KRT23 keratin, type I cytoskeletal 23 isoform 1 25984 NP_056330.3 5.687203791 1 2 3 14 422 48.101 6.54 0.16 0.15 0.15 Non-Significant #N/A ATMQNLNDR 8 27894339 1xTMT6plex [N-Term] 0.559 0.52 0.613 3.764918089 44.3 0 1291.6626 2 646.3349609 0.034982046 2.26E-05 31.80804879ALEEANMK 2 27894339 2xTMT6plex [N-Term; K8] 0.147 3.690584183 41.92 0 1363.765558 2 682.3856812 -1.079346303 -0.000735988 43.20310498DLDTWYK 4 27894339 2xTMT6plex [N-Term; K7] 0.169 0.153 3.259270668 32.52 0 1398.766938 2 699.8869019 -0.29367227 -0.00020539 70.2792667327886593 PTK2 focal adhesion kinase 1 isoform b 5747 NP_005598.3 4.562383613 1 3 3 14 1074 121.643 6.58 1.03 1.06 1.01 1.03 Significant 0.0002 AVIEMSSK 6 27886593 2xTMT6plex [N-Term; K8] 1.026 1.063 1.005 3.538590908 48.9 0 1322.775394 2 661.8914185 0.125647985 8.31E-05 44.28952499AQLSTILEEEK 6 27886593 2xTMT6plex [N-Term; K11] 1.135 2.066082954 21.23 0 1718.994037 2 859.9990845 -1.829386618 -0.001572352 66.46402449IAGAPEPLTVTAPSLTIAENMADLIDGYCR 2 27886593 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C29] 1.928381205 6.53 0 3388.732994 3 1130.247925 -1.113240832 -0.001257492 114.43063424503937 GBAS protein NipSnap homolog 2 isoform 1 2631 NP_001474.1 10.83916084 1 2 3 8 286 33.721 9.36 0.61 0.54 0.57 Non-Significant #N/A LQFHNVKPECLEAYNK 4 4503937 3xTMT6plex [N-Term; K7; K16]; 1xCarbamidomethyl [C10] 0.57 0.536 6.344660282 31.93 0 2677.473903 4 670.1237793 -0.230076005 -0.000154006 62.68314442ETSNLYK 2 4503937 2xTMT6plex [N-Term; K7] 0.808 2.891049147 32.96 0 1312.751288 2 656.8789673 -0.479801234 -0.00031493 40.45329771ICQEVLPK 2 4503937 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.717 2.399213076 9.22 0 1444.859793 2 722.9347534 1.687025931 0.001218758 53.58423158153791384 RPL22L1 60S ribosomal protein L22-like 1 isoform 1 200916 NP_001093115.1 29.50819672 1 2 2 11 122 14.598 9.38 0.87 1.03 0.95 Non-Significant #N/A FNLDLTHPVEDGIFDSGNFEQFLR 4 153791384 1xTMT6plex [N-Term] 100 100 4.182688236 30.39 0 3039.504966 3 1013.83844 -1.381667682 -0.001399862 104.7260335VVASDKETYELR 7 153791384 2xTMT6plex [N-Term; K6] 0.856 0.993 3.166171551 17.92 1 1868.052949 3 623.3551025 -1.174738015 -0.000731491 42.78119012120952851 KIAA0196 WASH complex subunit strumpellin 9897 NP_055661.3 3.537532355 1 3 3 6 1159 134.201 6.98 0.76 0.86 0.81 Non-Significant #N/A EDNTLLYEITAYLEAAGIHNPLNK 2 120952851 2xTMT6plex [N-Term; K24] 0.855 3.613468885 23.74 0 3160.69305 3 1054.237183 1.247929331 0.001314774 119.7118316YATVSER 2 120952851 1xTMT6plex [N-Term] 0.762 2.766898155 27.59 0 1054.57304 2 527.7901611 0.00523968 2.76E-06 33.62366992LSEFIPAVFR 2 120952851 1xTMT6plex [N-Term] 1.549862981 11.39 0 1407.819753 2 704.413269 -0.348896982 -0.000245592 99.814383834506363 RAB13 ras-related protein Rab-13 isoform 1 5872 NP_002861.1 10.83743842 1 1 2 12 203 22.76 9.19 1.59 1.83 1.71 Non-Significant #N/A LLIIGDSGVGK 16 4506363 2xTMT6plex [N-Term; K11] 1.245 1.279 1.206 3.92585659 52.68 0 1529.9667 2 765.4867554 -0.304645724 -0.000233049 82.80666899LQVWDTAGQER 4 4506363 1xTMT6plex [N-Term] 1.594 1.831 4.01083231 48.36 0 1531.806622 2 766.4078979 1.238817231 0.000948814 63.3302216920149500 HMBS porphobilinogen deaminase isoform 1 3145 NP_000181.2 10.52631579 1 3 3 10 361 39.306 7.18 0.868 0.432 1.065 0.79 Non-Significant 0.053 AKDQDILDLVGVLHDPETLLR 2 20149500 2xTMT6plex [N-Term; K2] 2.503 1.858172059 11.46 1 2818.607864 4 705.4082642 1.192965034 0.000840625 102.0942975SVVGTSSLR 6 20149500 1xTMT6plex [N-Term] 0.616 0.432 1.065 3.59420228 41.82 0 1134.668003 2 567.8372192 -0.741382885 -0.000420612 34.48723729ILDTALSK 2 20149500 2xTMT6plex [N-Term; K8] 1.29 2.514340162 10.57 0 1318.834624 2 659.9210815 0.199385073 0.000131478 71.5043062840254866 CHMP2B charged multivesicular body protein 2b isoform 1 25978 NP_054762.2 15.49295775 1 4 4 16 213 23.891 8.76 1.23 0.98 0.92 1.04 Significant 0.0082 ATISDEEIER 10 40254866 1xTMT6plex [N-Term] 1.168 0.981 1.015 4.144845963 62.5 0 1391.721555 2 696.3647461 0.47492079 0.000330479 35.19241096TFAVSSK 2 40254866 2xTMT6plex [N-Term; K7] 0.799 2.797003508 18.84 0 1197.724345 2 599.3659058 0.158670431 9.50E-05 44.37690654TVDDVIK 2 40254866 2xTMT6plex [N-Term; K7] 1.034 3.097463131 37.54 0 1247.761124 2 624.3858032 2.569069712 0.001602793 46.35314744SLPSASTSK 2 40254866 2xTMT6plex [N-Term; K9] 1.794 2.342749596 27.81 0 1335.788402 2 668.3986206 1.170118662 0.000781515 36.2522488328372509 CCDC50 coiled-coil domain-containing protein 50 short isoform 152137 NP_777568.1 11.4379085 1 3 3 9 306 35.8 6.65 1.29 1.05 1.17 Non-Significant #N/A AAQVAQDEEIAR 4 28372509 1xTMT6plex [N-Term] 1.455 1.12 4.683364391 72.89 0 1529.812101 2 765.4107056 1.329315418 0.001016801 25.54054576AQAQLQK 4 28372509 2xTMT6plex [N-Term; K7] 1.087 0.987 3.060357571 35.42 0 1244.772692 2 622.8894043 -0.931926172 -0.000580018 34.68695416AYADSYYYEDGGMKPR 1 28372509 2xTMT6plex [N-Term; K14]; 1xOxidation [M13] 0.93 1.647954345 0 2360.126919 3 787.3844604 5.046117462 0.003969826 45.11808844505183 CD99 CD99 antigen isoform a precursor 4267 NP_002405.1 7.567567568 1 1 1 8 185 18.836 4.75 1.63 2.63 2.13 Non-Significant #N/A ENAEQGEVDMESHR 4 4505183 1xTMT6plex [N-Term] 1.632 2.649 5.024470329 52.67 0 1859.83912 3 620.6169434 -1.5287784 -0.000947761 32.74611729ENAEQGEVDMESHR 4 4505183 1xTMT6plex [N-Term]; 1xOxidation [M10] 1.982 3.758543253 35.57 0 1875.834035 3 620.6169434 -1.5287784 -0.000947761 32.74611729111038128 NGDN neuroguidin isoform 1 25983 NP_001036100.1 8.571428571 1 2 2 9 315 35.872 9.57 1.02 1.4 2.04 1.49 Significant 0.038 ASGGSLQGHDAVLR 5 111038128 1xTMT6plex [N-Term] 0.498 1.651 2.042 4.987395287 53.34 0 1596.865533 3 532.960144 0.216310578 0.00011514 30.63921085LVPVHYDETEAER 4 111038128 1xTMT6plex [N-Term] 1.319 1.364 3.371825695 29.56 0 1786.917294 3 596.3087769 -3.08735251 -0.001838948 49.52941569807045912 LMO7 LIM domain only protein 7 isoform 3 4008 NP_001293009.1 1.655426119 1 2 2 8 1631 186.064 7.18 1.2 1.45 0.8 1.15 Significant 0.026 RPPTMTVSEASYQSER 4 807045912 1xTMT6plex [N-Term] 0.748 0.8 4.562049866 34.42 0 2068.033069 3 690.0150757 -1.158119401 -0.000798343 36.72707085EVAATEEDVTR 4 807045912 1xTMT6plex [N-Term] 1.501 1.452 4.482799053 49.04 0 1448.743018 2 724.8782349 4.262182102 0.003087403 32.85304846208431778 PIP5K1A phosphatidylinositol 4-phosphate 5-kinase type-1 alpha isoform 1 8394 NP_001129110.1 4.448398577 1 2 2 8 562 62.594 8.21 1.4 1.51 1.45 Non-Significant #N/A EPLSSETQYSVDTR 4 208431778 1xTMT6plex [N-Term] 1.443 1.573 3.915399551 50.22 0 1840.912603 2 920.9603882 0.487327419 0.000448564 41.82864216SVDSSGETTYK 4 208431778 2xTMT6plex [N-Term; K11] 1.352 1.157 3.576558352 48.26 0 1631.852852 2 816.428833 -1.509158361 -0.001231362 34.4889190691823271 XDH xanthine dehydrogenase/oxidase 7498 NP_000370.2 2.550637659 1 4 4 12 1333 146.33 7.66 1.09 1.01 0.57 0.89 Significant 0.031 ALFHMDNCYK 4 91823271 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 0.658 0.566 3.653839111 25.16 0 1756.891503 3 586.3025513 0.909059319 0.000532373 49.68470553LDSPATPEK 2 91823271 2xTMT6plex [N-Term; K9] 0.958 3.369617224 18.79 0 1415.814616 2 708.4130249 2.936051542 0.002078452 40.31791737LEGFTLPR 2 91823271 1xTMT6plex [N-Term] 1.194582701 15.8 0 1161.682925 2 581.3444824 -1.064564369 -0.000618343 59.75597155GVLEQLR 4 91823271 1xTMT6plex [N-Term] 1.134 1.055 2.423828602 17.38 0 1043.64106 2 522.3239746 -0.371326182 -0.000193766 56.65738914506303 PTPRA receptor-type tyrosine-protein phosphatase alpha isoform 1 precursor 5786 NP_002827.1 3.865336658 1 2 2 8 802 90.662 6.65 1.733 1.408 0.01 1.05 Non-Significant 0.19 QQQQSGNHPITVHCSAGAGR 4 4506303 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.01 3.594521284 38.67 0 2362.163189 4 591.2960815 -0.293149994 -0.000173117 19.16757479KEEECESYTVR 4 4506303 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 1.733 1.408 3.035284519 16.25 1 1887.952249 3 629.9888916 -0.067403883 -4.24E-05 30.9783278346852178 KCMF1 E3 ubiquitin-protein ligase KCMF1 56888 NP_064507.3 10.49868766 1 3 3 8 381 41.919 5.66 0.97 100 1.11 34.03 Non-Significant #N/A SLFVQELLLSTLVR 2 46852178 1xTMT6plex [N-Term] 100 1.8592062 23.88 0 1847.120351 2 924.0639038 0.09740415 9.00E-05 114.8405667DLDESSGVR 4 46852178 1xTMT6plex [N-Term] 0.97 1.113 3.449899912 36.22 0 1206.616361 2 603.8118896 0.117118315 7.07E-05 29.07222548EAMDPIAELLSQLSGVR 2 46852178 1xTMT6plex [N-Term] 1.266430974 1.83 0 2058.110257 2 1029.557129 -1.59142956 -0.001637669 112.175204242822880 MBLAC2 metallo-beta-lactamase domain-containing protein 2 153364 NP_981951.1 10.75268817 1 3 3 9 279 31.322 6.92 0.97 1.04 0.77 0.93 Significant 0.0075 VAVHHAEAEALAR 4 42822880 1xTMT6plex [N-Term] 0.982 1.031 3.919789791 28.65 0 1602.891354 3 534.9685059 -0.243305246 -0.000129997 33.93538193ISDYVGTCER 2 42822880 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.771 2.719670057 17.01 0 1428.699045 2 714.8543701 1.692605859 0.001209112 48.21603828LIELVDR 3 42822880 1xTMT6plex [N-Term] 0.508 2.601 2.358715296 28.85 0 1086.672026 2 543.8383179 -2.454059504 -0.001333379 63.7111238112408677 PFDN4 prefoldin subunit 4 5203 NP_002614.2 20.14925373 1 2 2 8 134 15.305 4.53 0.86 1.01 0.85 0.91 Significant 0.0032 KAAAEDVNVTFEDQQK 6 12408677 3xTMT6plex [N-Term; K1; K16] 0.856 1.012 0.85 4.548627377 48.33 1 2480.359979 3 827.4581299 -0.05735924 -4.74E-05 55.932395ITELKEEIEVK 2 12408677 3xTMT6plex [N-Term; K5; K11] 1.166 2.492641687 8.33 1 2018.235219 3 673.416748 0.233649983 0.000157187 79.4894372521264602 LAMA5 laminin subunit alpha-5 precursor 3911 NP_005551.3 0.757780785 1 2 2 10 3695 399.479 7.02 1.47 1.06 0.99 1.17 Significant 0.016 AVAAEAQDTATR 6 21264602 1xTMT6plex [N-Term] 1.855 0.895 0.986 3.962275267 71.75 0 1432.759337 2 716.8843384 1.439905335 0.001031519 30.74062997SVEVHGAVGASGCPAA 4 21264602 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.324 1.227 2.93630147 39.84 0 1697.847835 2 849.4280396 0.569969548 0.000483861 35.17298056960513905 TSTA3 GDP-L-fucose synthase isoform 1 7264 NP_001304712.1 15.59633028 1 3 3 11 327 36.557 6.6 1.11 1.26 1.18 Non-Significant #N/A DADLTDTAQTR 6 960513905 1xTMT6plex [N-Term] 1.109 1.245 4.254406929 74.94 0 1435.722617 2 718.3638306 -1.555103445 -0.001116349 30.73537578TTYPIDETMIHNGPPHNSNFGYSYAK 3 960513905 2xTMT6plex [N-Term; K26]; 1xOxidation [M9] 100 1.171906352 4.9 0 3428.662161 3 1143.560059 1.009534065 0.001153784 97.95574658ETCAWFTDNYEQAR 2 960513905 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.505967855 0 2019.906806 2 1010.454651 -2.366902361 -0.002390461 58.47782554758792 NDUFS6 NADH dehydrogenase [ubiquinone] iron-sulfur protein 6, mitochondrial precursor 4726 NP_004544.1 17.74193548 1 2 2 7 124 13.703 8.28 1.47 1.54 1.51 Non-Significant #N/A VIACDGGGGALGHPK 3 4758792 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 1.45 1.543 4.390693665 67.09 0 1867.026023 3 623.0135498 0.039208914 2.44E-05 41.65261702VYINLDK 4 4758792 2xTMT6plex [N-Term; K7] 1.785 2.736426592 35.14 0 1322.808409 2 661.9077759 -0.101036693 -6.68E-05 60.82849777157671915 GBP6 guanylate-binding protein 6 isoform 1 163351 NP_940862.2 4.265402844 1 3 3 12 633 72.381 6.37 0.74 0.69 0.72 0.71 Significant 0.00041 EQIMMLEHTQK 6 157671915 2xTMT6plex [N-Term; K11] 0.706 0.674 0.716 4.153232098 33.08 0 1845.996696 3 616.00354 -0.341015135 -0.000209838 46.35141311EGITVTGNR 4 157671915 1xTMT6plex [N-Term] 1.005 0.888 3.215824604 38.53 0 1175.658167 2 588.3330078 0.48683794 0.000286177 30.72485986DFTLELK 2 157671915 2xTMT6plex [N-Term; K7] 0.465 2.839856625 28.6 0 1323.792424 2 662.3983154 -2.319185824 -0.00153506 70.052261394757960 CDH1 cadherin-1 isoform 1 preproprotein 999 NP_004351.1 5.66893424 1 4 4 17 882 97.396 4.73 0.68 1.06 0.87 Non-Significant #N/A DTANWLEINPDTGAISTR 4 4757960 1xTMT6plex [N-Term] 1.840678453 9.65 0 2203.119241 2 1102.063599 0.308401657 0.000339723 74.67100725GQVPENEANVVITTLK 5 4757960 2xTMT6plex [N-Term; K16] 1.263620257 3.24 0 2170.248354 2 1085.625 -2.594468043 -0.00281532 66.90277486



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms TIFFCER 4 4757960 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.682 1.059 2.614018202 20.85 0 1201.623696 2 601.3156128 0.210686539 0.000126583 68.18983495MALEVGDYK 4 4757960 2xTMT6plex [N-Term; K9] 1.394016385 6.63 0 1483.823072 2 742.4151001 -0.100365529 -7.45E-05 68.36565148269914128 OCIAD1 OCIA domain-containing protein 1 isoform 4 54940 NP_001161726.1 8.8 1 2 2 6 250 28.157 7.44 1.08 1.06 1.07 Non-Significant #N/A KLENSPLGEALR 2 269914128 2xTMT6plex [N-Term; K1] 1.254 4.077465534 39.86 1 1785.063454 3 595.6929321 0.442072083 0.000263042 48.61238328ESYEVSLTQK 4 269914128 2xTMT6plex [N-Term; K10] 1.08 0.883 4.580687046 45.58 0 1641.909973 2 821.458374 -0.305542407 -0.000250837 57.9414337219923403 EXOSC2 exosome complex component RRP4 isoform 1 23404 NP_055100.2 16.38225256 1 3 3 5 293 32.768 7.5 1.57 0.64 1.1 Non-Significant #N/A SAEDELAMR 2 19923403 1xTMT6plex [N-Term] 1.565 3.8778193 47.56 0 1250.624818 2 625.8153687 -1.084973921 -0.000678448 40.42277203GFLQEGDLISAEVQAVFSDGAVSLHTR 2 19923403 1xTMT6plex [N-Term] 2.578511953 7.84 0 3075.594844 3 1025.871704 1.85828595 0.001905112 113.3996736YIGEVGDIVVGR 1 19923403 1xTMT6plex [N-Term] 0.644 2.068439484 0 1505.852509 2 753.4302368 0.456739826 0.000343891 73.11562676262359929 AHCTF1 protein ELYS 25909 NP_056261.4 1.098901099 1 2 2 6 2275 253.303 6.64 1.34 1.18 1.21 1.24 Significant 0.0016 SAQQEASADVATPK 4 262359929 2xTMT6plex [N-Term; K14] 1.341 1.183 3.711562872 47.58 0 1861.006727 2 931.0072021 0.21536025 0.000200393 32.81520577LEAQDSGEEAR 2 262359929 1xTMT6plex [N-Term] 1.21 2.999386311 42.21 0 1433.706967 2 717.3566895 -0.603236066 -0.000432432 28.1257209113775200 SF3B5 splicing factor 3B subunit 5 83443 NP_112577.1 27.90697674 1 2 2 10 86 10.129 6.35 1.43 1.14 1.34 1.3 Significant 0.0043 YTIHSQLEHLQSK 2 13775200 2xTMT6plex [N-Term; K13] 0.924 3.484005928 14.93 0 2042.143495 4 511.2914734 0.278400949 0.000142134 44.49288742YIGTGHADTTK 8 13775200 2xTMT6plex [N-Term; K11] 1.429 1.217 1.336 4.681859493 53.59 0 1621.894992 3 541.3036499 0.866071502 0.000468226 40.6197405394681057 YARS2 tyrosine--tRNA ligase, mitochondrial precursor 51067 NP_001035526.1 10.06289308 1 3 3 9 477 53.166 8.98 0.97 0.9 0.97 0.95 Significant 0.00061 LTGEDVFGITVPLITSTTGAK 3 94681057 2xTMT6plex [N-Term; K21] 100 3.015279531 22.16 0 2578.474391 3 860.1616821 -1.511530731 -0.001299148 99.80892555LAAEVTK 5 94681057 2xTMT6plex [N-Term; K7] 0.972 0.881 0.949 2.93795681 31.26 0 1189.755645 2 595.3803101 -1.934416384 -0.001150741 40.41781711EAPFSEFFLDPGTSVLDTCR 1 94681057 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 100 1.423396707 0 2517.216907 2 1259.110596 -1.188520442 -0.001495882 95.13523098970919379 C7orf50 uncharacterized protein C7orf50 84310 NP_001305181.1 18.04123711 1 2 2 8 194 22.07 9.64 1.51 1.46 1.48 Non-Significant #N/A GEAVLRPGLDAEPELSPEEQR 4 970919379 1xTMT6plex [N-Term] 1.296 1.595 5.121963024 25.3 0 2521.309561 3 841.1079102 -0.152207113 -0.00012792 58.22132796ELDEEGSDPPLPGR 4 970919379 1xTMT6plex [N-Term] 2.197 1.318 3.295082808 33.54 0 1739.864924 2 870.4346313 -1.688714248 -0.001469067 46.28124869197304777 TBC1D5 TBC1 domain family member 5 isoform a 9779 NP_001127853.1 3.671970624 1 3 3 8 817 91.159 6.33 1.12 1.15 1.14 Non-Significant #N/A GSFSGQAQPLR 4 197304777 1xTMT6plex [N-Term] 1.07 1.153 3.572345018 51.51 0 1376.748379 2 688.8771362 -1.004351328 -0.00069137 37.01363085ENEQLLYK 2 197304777 2xTMT6plex [N-Term; K8] 1.295 2.70863843 15.89 0 1494.856815 2 747.9313965 -0.869033901 -0.000649541 57.61209684ILTDVLFCYAR 2 197304777 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.579492688 8.27 0 1599.876616 2 800.4417725 -0.217215579 -0.000173759 101.265299327262649 ATXN2L ataxin-2-like protein isoform C 11273 NP_680780.1 3.828623519 1 2 2 5 1097 115.511 8.66 0.94 0.9 0.92 Non-Significant #N/A GAEGILAPQPPPPQQHQERPGAAAIGSAR 4 27262649 1xTMT6plex [N-Term] 0.827 0.898 5.473239899 26.87 0 3130.670743 4 783.4226074 -0.684601696 -0.000535816 43.20573368EFNPTKPLLSVNK 1 27262649 3xTMT6plex [N-Term; K6; K13] 1.073 1.705760837 0 2174.315201 3 725.4430542 -0.272095942 -0.000197207 73.5249437183921614 CYB5B cytochrome b5 type B 80777 NP_085056.2 30.66666667 1 2 2 14 150 16.684 4.97 0.63 0.86 0.74 Non-Significant #N/A GQEVETSVTYYR 8 83921614 1xTMT6plex [N-Term] 0.631 0.858 4.271140575 58.95 0 1660.837981 2 830.921814 -0.981402359 -0.000814975 44.00063793FLNEHPGGEEVLLEQAGVDASESFEDVGHSSDAR 6 83921614 1xTMT6plex [N-Term] 2.802996397 3.97 0 3856.809934 4 964.9551392 -2.905823612 -0.002801802 81.4820853221264355 SMARCE1 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily E member 1 6605 NP_003070.3 6.082725061 1 2 3 10 411 46.621 4.88 2.24 1.64 1.46 1.78 Significant 0.017 AEAALEEESR 6 21264355 1xTMT6plex [N-Term] 2.808 1.636 1.455 4.268194675 54.59 0 1333.67969 2 667.3430786 -0.606759962 -0.000404612 34.95126446IEYNESMK 2 21264355 2xTMT6plex [N-Term; K8] 1.367 2.631179094 3.69 0 1471.786687 2 736.3964233 -0.758887359 -0.00055846 51.78142695VEVDMEK 2 21264355 2xTMT6plex [N-Term; K7] 1.275 2.945864916 39.32 0 1307.72811 2 654.3676147 -0.119801518 -7.83E-05 54.924463565031653 BCAS2 pre-mRNA-splicing factor SPF27 10286 NP_005863.1 9.333333333 1 2 2 8 225 26.115 5.66 1.21 1.93 1.78 1.64 Significant 0.017 EAAAALVEEETR 6 5031653 1xTMT6plex [N-Term] 1.327 1.934 1.777 5.111127853 66.31 0 1517.800868 2 759.4041748 0.135379666 0.00010274 59.2070346QPIELLSMK 2 5031653 2xTMT6plex [N-Term; K9] 1.123 3.730762243 36.45 0 1516.917307 2 758.961731 -0.739615754 -0.000560968 92.23262641544346134 MECR trans-2-enoyl-CoA reductase, mitochondrial isoform a 51102 NP_057095.3 6.166219839 1 2 2 8 373 40.402 8.76 0.66 0.64 0.65 Non-Significant #N/A SLGAEHVITEEELR 4 544346134 1xTMT6plex [N-Term] 0.586 0.6 4.312722206 42.26 0 1811.970058 3 604.6601563 -2.286169124 -0.001380823 44.47005822LALNCVGGK 4 544346134 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 0.859 0.811 4.428085327 46.37 0 1389.828827 2 695.4178467 -0.295151904 -0.000205105 48.521570915454028 RRAS ras-related protein R-Ras 6237 NP_006261.1 20.18348624 1 3 3 9 218 23.466 6.93 0.67 1.05 0.86 Non-Significant #N/A KYQEQELPPSPPSAPR 2 5454028 2xTMT6plex [N-Term; K1] 0.921 4.646119118 10.33 1 2282.254502 3 761.4234009 0.502733905 0.000382456 45.55062368GGGPGPGDPPPSETHK 4 5454028 2xTMT6plex [N-Term; K16] 0.56 1.052 2.888854265 9.68 0 1945.01796 3 649.0130615 3.429803965 0.002223677 31.32582732LNVDEAFEQLVR 3 5454028 1xTMT6plex [N-Term] 1.679200053 20.76 0 1661.906001 2 831.456604 -0.042049422 -3.49E-05 89.821509377661734 DCPS m7GpppX diphosphatase 28960 NP_054745.1 8.605341246 1 3 3 12 337 38.585 6.38 1.3 1.55 1.49 1.45 Significant 0.0027 ELDVEEAHAASTEEK 6 7661734 2xTMT6plex [N-Term; K15] 1.348 1.537 1.493 5.256052017 51.71 0 2116.081014 3 706.0324097 0.785354575 0.000553958 30.15263029ADDPLLK 2 7661734 2xTMT6plex [N-Term; K7] 1.257 2.657058001 28.18 0 1229.75056 2 615.37854 -0.614857923 -0.000378061 58.50989036LPFSGFR 4 7661734 1xTMT6plex [N-Term] 1.773 1.744 1.838855505 15.01 0 1052.609032 2 526.8081665 0.023377923 1.23E-05 75.96568836124244088 BROX BRO1 domain-containing protein BROX isoform a 148362 NP_653296.2 7.785888078 1 4 4 12 411 46.447 7.65 0.99 1.07 0.84 0.97 Significant 0.0048 KLGNLVK 4 124244088 3xTMT6plex [N-Term; K1; K7] 1.078 0.864 2.787259102 11.41 1 1458.997496 3 487.0036316 -0.791293071 -0.000384832 42.35876236SLQEAEK 4 124244088 2xTMT6plex [N-Term; K7] 1.037 1.055 3.101343632 37.92 0 1262.735638 2 631.8707886 -1.058987743 -0.000668611 37.04872448IAAGIFK 2 124244088 2xTMT6plex [N-Term; K7] 0.735 2.643911362 20.46 0 1177.770901 2 589.3902588 1.986615668 0.001169889 64.14926605IPTEAPQLELK 2 124244088 2xTMT6plex [N-Term; K11] 0.01 1.733165264 10.67 0 1697.024943 2 849.0161743 0.075852045 6.44E-05 69.436545454507217 SRP9 signal recognition particle 9 kDa protein isoform 2 6726 NP_003124.1 31.39534884 1 3 3 12 86 10.105 7.97 1.53 1.24 1.44 1.4 Significant 0.0037 VTDDLVCLVYK 4 4507217 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.632 0.888 2.323412418 34.43 0 1783.007579 2 892.0077515 0.363066145 0.000323675 95.75279296TDQAQDVK 2 4507217 2xTMT6plex [N-Term; K8] 1.525 2.904825687 20.15 0 1362.762915 2 681.8845825 -0.753359903 -0.000513325 32.06696936LYLADPMK 6 4507217 2xTMT6plex [N-Term; K8] 1.491 1.44 1.441 2.280487537 24.11 0 1408.82743 2 704.916626 -1.032303066 -0.000727168 60.90179402116235451 RNF214 RING finger protein 214 isoform 1 257160 NP_997226.2 3.556187767 1 3 3 10 703 77.619 6.95 0.68 0.83 1.2 0.9 Significant 0.028 SPQTSILK 4 116235451 2xTMT6plex [N-Term; K8] 1.415 1.197 3.020350456 45.92 0 1331.829872 2 666.4185791 0.006835051 4.55E-06 38.25472857AIQDVTIK 4 116235451 2xTMT6plex [N-Term; K8] 0.683 0.661 3.381998777 44.19 0 1345.845523 2 673.425354 -1.553783218 -0.001045576 51.40612581EVWEMELDR 2 116235451 1xTMT6plex [N-Term] 1.805768371 18.17 0 1435.708882 2 718.3588257 1.040069618 0.000746619 68.17107442110815802 C9orf64 UPF0553 protein C9orf64 isoform 1 84267 NP_115683.3 12.60997067 1 3 3 7 341 39.004 5.88 0.65 0.47 0.76 0.63 Significant 0.018 ALDEGIPITSASYYATVTLDQVR 2 110815802 1xTMT6plex [N-Term] 0.758 3.257131815 23.8 0 2712.429342 3 904.8146973 0.072575854 6.56E-05 95.94182929DVFIDSGGVR 3 110815802 1xTMT6plex [N-Term] 0.649 0.47 2.266826153 20.69 0 1293.700031 2 647.354248 0.918330155 0.000594022 59.59387932DCLLELIEQK 2 110815802 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.659614086 8.89 0 1718.976279 2 859.9904175 -1.58262746 -0.00136025 92.4348395927894330 IL1A interleukin-1 alpha precursor 3552 NP_000566.3 12.91512915 1 3 3 11 271 30.587 5.2 2.703 0.964 0.927 1.53 Non-Significant 0.12 ANDQYLTAAALHNLDEAVK 2 27894330 2xTMT6plex [N-Term; K19] 100 2.492177725 29.56 0 2515.355672 3 839.1243286 1.097307977 0.00092004 77.1965076VPDMFEDLK 3 27894330 2xTMT6plex [N-Term; K9] 1.159 0.967 2.959175825 39.29 0 1551.849287 2 776.4278564 -0.548345372 -0.000425475 86.55836357EMPEIPK 6 27894330 2xTMT6plex [N-Term; K7] 3.185 0.964 0.927 2.720199347 26.87 0 1301.75393 2 651.3820801 2.268582549 0.001476568 51.595729877706495 DNAJB11 dnaJ homolog subfamily B member 11 precursor 51726 NP_057390.1 12.29050279 1 3 3 5 358 40.489 6.18 0.57 1.68 1.12 Non-Significant #N/A KLALQLHPDRNPDDPQAQEK 2 7706495 3xTMT6plex [N-Term; K1; K20] 0.568 4.63667202 17.65 2 3000.683378 4 750.9277344 1.909348398 0.001432338 49.67652647EQLTEEAR 2 7706495 1xTMT6plex [N-Term] 1.68 2.605952501 18.42 0 1204.637097 2 602.8219604 -0.375666301 -0.000226271 33.23051306FQMTQEVVCDECPNVK 1 7706495 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C9; C12] 1.012525797 0 2442.186759 2 1221.59668 -0.276762208 -0.000337953 57.45700655557636673 MICAL1 protein-methionine sulfoxide oxidase MICAL1 isoform 3 64780 NP_001273542.1 3.775322284 1 3 3 6 1086 119.746 6.38 4.07 1 2.54 Non-Significant #N/A LEFAQDAHGQPDVSAFDFTSMMR 3 557636673 1xTMT6plex [N-Term] 1.571 2.778584719 2.05 0 2829.317365 3 943.7763062 -1.06033102 -0.001000004 93.17539249DLYDVLAK 2 557636673 2xTMT6plex [N-Term; K8] 4.069 3.059531689 38.22 0 1394.829538 2 697.9180908 -0.453882971 -0.000316545 82.95508742AAADFATHGK 1 557636673 2xTMT6plex [N-Term; K10] 0.978 1.629159331 0 1446.810534 3 482.9411011 -1.233069087 -0.000594672 35.279853346912242 APPL1 DCC-interacting protein 13-alpha 26060 NP_036228.1 3.385049365 1 2 2 8 709 79.614 5.41 0.98 1.11 1.27 1.12 Significant 0.0056 SDDHPDVVYETMR 6 6912242 1xTMT6plex [N-Term] 0.976 1.142 1.271 4.314988136 32.6 0 1792.837329 3 598.2843018 0.570460811 0.000340914 37.8366691YEVTEDVYTSR 2 6912242 1xTMT6plex [N-Term] 0.901 3.23678565 37.41 0 1590.784883 2 795.8960571 -0.028565891 -2.27E-05 51.5206361950980307 MPRIP myosin phosphatase Rho-interacting protein isoform 1 23164 NP_055949.2 2.793834297 1 3 3 6 1038 118.03 6.39 0.87 0.61 0.96 0.81 Significant 0.016 THNVHVEIEQR 2 50980307 1xTMT6plex [N-Term] 0.613 4.097696781 20.09 0 1590.854969 3 530.9564209 -0.163028492 -8.65E-05 26.46469331GFAAMEETHQK 2 50980307 2xTMT6plex [N-Term; K11] 0.867 3.344830036 21.55 0 1706.893612 3 569.6359253 -0.227864872 -0.000129647 39.93076023LLQDQLR 2 50980307 1xTMT6plex [N-Term] 0.961 2.502654076 20.18 0 1114.678174 2 557.8427124 -0.023051777 -1.28E-05 51.804804288922944 LIN7C protein lin-7 homolog C 55327 NP_060832.1 17.25888325 1 3 3 11 197 21.82 8.43 0.93 1.25 1.09 Non-Significant #N/A EVYEHVYETVDISSSPEVR 3 8922944 1xTMT6plex [N-Term] 1.805229902 2.41 0 2467.219015 3 823.078186 0.401332619 0.000330058 68.96312234VLEEMESR 2 8922944 1xTMT6plex [N-Term] 0.946 3.397323132 28.98 0 1221.634654 2 611.3213501 0.629947186 0.000384783 50.51221058AIELLEK 6 8922944 2xTMT6plex [N-Term; K7] 0.854 1.247 3.255795479 39.66 0 1273.81316 2 637.4060059 -6.613780981 -0.004212361 59.4386275840795665 USP4 ubiquitin carboxyl-terminal hydrolase 4 isoform a 7375 NP_003354.2 2.907580478 1 3 3 6 963 108.496 5.71 1.39 0.83 1.11 Non-Significant #N/A ADTIATIEK 2 40795665 2xTMT6plex [N-Term; K9] 0.833 2.330890656 15.2 0 1419.845916 2 710.4263306 -0.374609091 -0.000265944 46.35208221ERPDAETQK 2 40795665 2xTMT6plex [N-Term; K9] 1.199 2.712159634 18.46 0 1531.848042 3 511.2876282 0.18909936 9.66E-05 25.6045206GAQWYLIDSR 2 40795665 1xTMT6plex [N-Term] 100 1.116798401 4.78 0 1437.76878 2 719.3876953 -0.462984737 -0.000332832 64.974927994506449 RBMS2 RNA-binding motif, single-stranded-interacting protein 2 5939 NP_002889.1 5.651105651 1 2 2 6 407 43.931 9.07 1.45 1.35 1.4 Non-Significant #N/A GLQPGTTDQDLVK 4 4506449 2xTMT6plex [N-Term; K13] 1.579 1.348 3.698597908 63.81 0 1830.037299 2 915.5223389 0.055919284 5.12E-05 51.15202573ASGVQAQMAK 2 4506449 2xTMT6plex [N-Term; K10] 1.297 3.823248148 31.29 0 1448.829555 2 724.9190674 0.899536885 0.000651638 43.5565210840548422 CHMP4A charged multivesicular body protein 4a 29082 NP_054888.2 9.811320755 1 2 2 6 265 29.785 5.14 1.269 0.613 0.673 0.85 Non-Significant 0.056 EKGPTPEEAIQK 2 40548422 3xTMT6plex [N-Term; K2; K12] 1.269 4.188783169 20.2 1 2014.178767 3 672.0645752 0.201196609 0.000135082 41.42331679EAIENATTNAEVLR 4 40548422 1xTMT6plex [N-Term] 0.613 0.673 2.934401512 26.15 0 1759.938758 2 880.4735718 0.630183683 0.000554542 54.191904215031711 EIF1B eukaryotic translation initiation factor 1b 10289 NP_005866.1 27.43362832 1 3 3 11 113 12.816 7.37 2.77 0.76 1.77 Non-Significant #N/A KTLTTVQGIADDYDK 2 5031711 3xTMT6plex [N-Term; K1; K15] 100 3.05713582 23.13 1 2355.337452 3 785.7814331 -3.271851168 -0.002568771 54.14776846GDDLLPAGTEDYIHIR 8 5031711 1xTMT6plex [N-Term] 2.271 1.211 1.76674068 20.71 0 2014.044285 3 672.0195313 -0.12163089 -8.17E-05 60.80849956TLTTVQGIADDYDK 1 5031711 2xTMT6plex [N-Term; K14] 0.01 1.516842008 0 1998.079557 2 999.5411987 -2.220421627 -0.00221829 60.5757259713129104 CCDC86 coiled-coil domain-containing protein 86 79080 NP_077003.1 8.055555556 1 3 3 11 360 40.211 10.33 1.44 1.66 1.27 1.46 Significant 0.006 KAEVVQVIR 6 13129104 2xTMT6plex [N-Term; K1] 1.407 1.691 1.27 3.678587198 22.1 1 1499.967369 3 500.6606445 0.007589332 3.79E-06 41.40608172DTLALLQK 2 13129104 2xTMT6plex [N-Term; K8] 100 2.336330414 27.6 0 1359.861173 2 680.4342041 -0.030162546 -2.05E-05 67.63543368KLNKEELPVIPK 3 13129104 4xTMT6plex [N-Term; K1; K4; K12] 1.094 1.282 3.143022537 1.1 2 2324.508705 4 581.8827515 0.202674816 0.00011778 51.101648656912630 IFIT5 interferon-induced protein with tetratricopeptide repeats 5 24138 NP_036552.1 2.489626556 1 1 1 8 482 55.812 7.4 0.71 0.78 0.74 Non-Significant #N/A LQDVHAEAEGEK 8 6912630 2xTMT6plex [N-Term; K12] 0.709 0.775 4.380169868 42.7 0 1783.959048 3 595.3251953 1.112249467 0.000661402 37.32084655156105687 MIPEP mitochondrial intermediate peptidase 4285 NP_005923.2 5.189340813 1 3 3 10 713 80.559 7.05 1.15 1.5 1.33 Non-Significant #N/A GEVWSEDVR 4 156105687 1xTMT6plex [N-Term] 1.242 1.517 3.729296684 55.23 0 1305.663646 2 653.3347778 -1.04687447 -0.000683433 50.48345284LAVVHESEGLLGYIYCDFFQR 4 156105687 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.312 2.431765318 8.05 0 2745.390789 3 915.8051147 3.64335683 0.003334146 114.2361877AVDLNVK 2 156105687 2xTMT6plex [N-Term; K7] 1.007 2.571933746 41.42 0 1216.766544 2 608.8876953 1.290300927 0.000784998 47.72339985208973246 QDPR dihydropteridine reductase isoform 1 5860 NP_000311.2 11.8852459 1 2 2 10 244 25.773 7.37 0.94 1.11 1.08 1.04 Significant 0.0025 GAVHQLCQSLAGK 6 208973246 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.934 1.102 1.075 4.456384182 42.35 0 1827.031108 3 609.6828613 1.599520863 0.000974125 49.12150617AALDGTPGMIGYGMAK 4 208973246 2xTMT6plex [N-Term; K16] 1.088 100 2.944730997 40.82 0 2011.075675 2 1006.040588 -0.882498958 -0.000887386 61.17494914103485496 CHMP1A charged multivesicular body protein 1a isoform 2 5119 NP_002759.2 12.24489796 1 3 3 14 196 21.689 8.06 1.03 1.23 1.14 1.13 Significant 0.0026 ALSTMDLQK 6 103485496 2xTMT6plex [N-Term; K9] 0.962 1.216 100 3.762074471 42.24 0 1464.849622 2 732.9287109 0.357487207 0.000261833 53.84090493VQTAVTMK 6 103485496 2xTMT6plex [N-Term; K8] 1.141 1.233 1.093 3.755148888 47.16 0 1335.807029 2 668.4071045 -0.072028087 -4.81E-05 41.98120909NMAQVTK 2 103485496 2xTMT6plex [N-Term; K7] 0.886 2.939821243 19.04 0 1249.733864 2 625.3703003 -0.431863197 -0.000269857 39.012577044503247 RRP1 ribosomal RNA processing protein 1 homolog A 8568 NP_003674.1 7.15835141 1 3 3 11 461 52.807 9.33 1.82 1.47 1.05 1.45 Significant 0.023 AAGGFTHDELLK 6 4503247 2xTMT6plex [N-Term; K12] 1.56 1.451 1.195 4.366792679 26.51 0 1716.968491 3 572.9939575 -0.682447821 -0.00039058 45.97597535GKGEKEPPSPGMER 2 4503247 3xTMT6plex [N-Term; K2; K5] 0.848 2.828125 0.52 2 2186.220649 4 547.3102417 -0.691473263 -0.000377928 33.69476557FIDPFCR 3 4503247 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 2.632 100 1.757205009 14.43 0 1183.613131 2 592.3099976 -0.348629803 -0.000206321 74.151916724505983 PPFIA1 liprin-alpha-1 isoform b 8500 NP_003617.1 2.079866889 1 2 2 4 1202 135.695 6.29 0.56 0.91 0.73 Non-Significant #N/A GALHTVSHEDIR 2 4505983 1xTMT6plex [N-Term] 0.907 4.245277405 35.21 0 1563.84407 3 521.9525757 -0.572927465 -0.000298656 28.45194461KMQMDGNVSGTQR 2 4505983 2xTMT6plex [N-Term; K1] 0.556 3.769407034 33.2 1 1909.998822 3 637.3399658 3.414992127 0.00217421 33.04527439613410235 PPP1R2 protein phosphatase inhibitor 2 isoform 1 5504 NP_001278433.1 9.708737864 1 2 2 14 206 23.057 4.82 0.8 0.92 1.15 0.96 Significant 0.011 KLAAAEGLEPK 6 613410235 3xTMT6plex [N-Term; K1; K11] 0.723 0.893 1.213 5.457451344 40.31 1 1814.135446 3 605.3831177 -0.356132536 -0.000215358 44.36821707GNVDEELSK 8 613410235 2xTMT6plex [N-Term; K9] 1.178 1.01 0.95 3.967291117 52.33 0 1448.799694 2 724.9047852 1.794066157 0.001299621 29.56637105134142826 PCM1 pericentriolar material 1 protein isoform 1 5108 NP_006188.3 1.432806324 1 2 3 9 2024 228.392 5.02 1.63 1.1 1.37 Non-Significant #N/A KASAQASLASK 2 134142826 3xTMT6plex [N-Term; K1; K11] 1.103 3.176837683 10.33 1 1749.083745 3 583.6998291 0.680021578 0.000396472 34.72756923KLPEEEVESSR 2 134142826 2xTMT6plex [N-Term; K1] 1.631 2.638397932 15.88 1 1760.97945 3 587.6646118 -0.095044142 -5.58E-05 38.99771077LIDIQEK 10 134142826 2xTMT6plex [N-Term; K7] 1.253 3.162941694 42.15 0 1316.818973 2 658.913147 0.033319168 2.19E-05 57.69688291122937263 FTO alpha-ketoglutarate-dependent dioxygenase FTO 79068 NP_001073901.1 5.742574257 1 3 3 6 505 58.245 5.22 1.23 1.08 1.15 Non-Significant #N/A EASSVSEELHK 2 122937263 2xTMT6plex [N-Term; K11] 1.076 3.69908905 17.56 0 1673.911036 3 558.6407471 -1.99995041 -0.001115913 37.3572468EEPYFGMGK 2 122937263 2xTMT6plex [N-Term; K9] 1.064 2.900288105 21.96 0 1515.791772 2 758.4004517 1.223334462 0.00092716 64.2741056LFTVPWPVK 2 122937263 2xTMT6plex [N-Term; K9] 100 1.975777984 10.16 0 1544.960493 2 772.9841309 0.318693424 0.000246184 95.22328714614458185 FOCAD focadhesin 54914 NP_060264.4 1.499167129 1 3 3 7 1801 199.93 6.62 2.383 0.491 2.336 1.74 Non-Significant 0.11 LSAHVDDSGSQSR 4 614458185 1xTMT6plex [N-Term] 2.844 2.336 3.157120228 22.97 0 1587.792428 3 529.9359131 0.477365806 0.000252653 26.17487305KLSAHVDDSGSQSR 2 614458185 2xTMT6plex [N-Term; K1] 0.235 2.811061859 3.11 1 1945.050323 3 649.0214233 -0.311683693 -0.00020208 18.70979799SYSGENTASAIAR 1 614458185 1xTMT6plex [N-Term] 0.491 1.037868619 0 1555.791365 2 778.4005737 1.610364341 0.001252695 34.14174553157384956 NUBPL iron-sulfur protein NUBPL isoform 1 precursor 80224 NP_079428.2 9.090909091 1 2 2 4 319 34.061 9.04 0.97 0.74 0.85 Non-Significant #N/A EASDTGQPIVFSQPESDEAK 2 157384956 2xTMT6plex [N-Term; K20] 0.966 4.191895008 42.49 0 2593.303362 3 865.1052246 -0.864315339 -0.000747144 60.25347424QVIVVASGK 2 157384956 2xTMT6plex [N-Term; K9] 0.735 3.740903139 42.87 0 1358.877157 2 679.9403076 -2.809978522 -0.001909208 42.0197250649533617 SOAT1 sterol O-acyltransferase 1 isoform 1 6646 NP_003092.4 5.454545455 1 2 2 8 550 64.692 8.94 1.35 1.86 1.61 Non-Significant #N/A EVGSHFDDFVTNLIEK 4 49533617 2xTMT6plex [N-Term; K16] 100 1.631 3.161043882 29.88 0 2308.222533 3 770.0783691 -0.857364529 -0.000659663 92.07265011ENPEEDEDQRNPAK 4 49533617 2xTMT6plex [N-Term; K14] 1.228 1.887 3.908144951 22.16 1 2129.051111 3 710.3549194 -0.425391018 -0.000301893 30.357563984502857 CKS1B cyclin-dependent kinases regulatory subunit 1 1163 NP_001817.1 20.25316456 1 2 3 6 79 9.654 8.94 2.32 1.72 2.02 Non-Significant #N/A QIYYSDKYDDEEFEYR 2 4502857 2xTMT6plex [N-Term; K7] 1.721 3.564651728 5.3 1 2621.244785 3 874.4198608 0.093352415 8.16E-05 63.304173YDDEEFEYR 2 4502857 1xTMT6plex [N-Term] 1.011 2.953935862 8.78 0 1494.65862 2 747.8328857 -0.083721877 -6.26E-05 52.12209204QIYYSDK 2 4502857 2xTMT6plex [N-Term; K7] 4.164 3.132154226 30.58 0 1374.766938 2 687.8865967 -0.742766353 -0.000510565 48.9250468613129018 GGCT gamma-glutamylcyclotransferase isoform 1 79017 NP_076956.1 14.36170213 1 3 3 11 188 20.994 5.14 0.814 1.597 0.802 1.07 Non-Significant 0.056 AIEPNDYTGK 4 13129018 2xTMT6plex [N-Term; K10] 0.814 1.589 4.055191994 47.38 0 1565.857544 2 783.4312134 -1.528569567 -0.001196761 45.41354455VSEEIEDIIK 5 13129018 2xTMT6plex [N-Term; K10] 100 2.393121004 28.31 0 1632.946024 2 816.9758911 -0.930002226 -0.000759322 71.89781373VATQEGK 2 13129018 2xTMT6plex [N-Term; K7] 0.802 2.501016617 14.74 0 1190.714508 2 595.8605347 -0.601079484 -0.000357857 24.889134234502693 CD9 CD9 antigen 928 NP_001760.1 18.42105263 1 3 3 13 228 25.399 7.15 1.5 1.77 0.81 1.36 Significant 0.041 AIHYALNCCGLAGGVEQFISDICPK 4 4502693 2xTMT6plex [N-Term; K25]; 3xCarbamidomethyl [C8; C9; C23] 1.682479143 6.86 0 3251.641567 3 1084.552368 0.302832329 0.000328234 106.8640232KDVLETFTVK 7 4502693 3xTMT6plex [N-Term; K1; K10] 0.614 1.769 0.805 3.759829044 24.02 1 1867.150762 3 623.0546875 -0.670695707 -0.00041743 76.45510476EVQEFYK 2 4502693 2xTMT6plex [N-Term; K7] 1.673 3.129295588 22.84 0 1400.782588 2 700.8961792 1.780325126 0.001246924 51.28069789508083059 SLC38A1 sodium-coupled neutral amino acid transporter 1 isoform 2 81539 NP_001265319.1 5.168986083 1 3 3 8 503 56.158 7.69 1.6 1.12 1.36 Non-Significant #N/A ETGCMVYEK 4 508083059 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.165 2.092 3.42690134 43.42 0 1574.795872 2 787.9000854 -1.89069683 -0.001488731 47.74178723SSLFELAK 2 508083059 2xTMT6plex [N-Term; K8] 100 2.546838522 24.53 0 1352.818973 2 676.9144287 1.927347211 0.001303676 70.29202793SLTNSHLEK 2 508083059 2xTMT6plex [N-Term; K9] 1.01 2.304086685 3.11 0 1486.862963 3 496.29245 -0.112200309 -5.56E-05 39.073709238327642 WDR55 WD repeat-containing protein 55 54853 NP_060176.2 6.266318538 1 2 2 6 383 42.097 4.94 1.02 1.16 1.09 Non-Significant #N/A AIHVLDVEQGQLER 2 38327642 1xTMT6plex [N-Term] 1.038 4.027976036 31.51 0 1836.017677 3 612.6779175 0.829132217 0.000507434 85.80604456AVAFSEDGQK 4 38327642 2xTMT6plex [N-Term; K10] 1.011 1.163 4.614556789 53.72 0 1509.831329 2 755.4197388 0.57753409 0.00043599 41.0755572538679892 PIN4 peptidyl-prolyl cis-trans isomerase NIMA-interacting 4 isoform 1 5303 NP_006214.2 8.333333333 1 2 2 9 156 16.598 9.96 1.18 1.53 1.36 Non-Significant #N/A GGAASGSDSADKK 4 38679892 3xTMT6plex [N-Term; K12; K13] 1.184 1.533 3.153909445 29.45 1 1838.022266 3 613.34552 -0.141283058 -8.66E-05 23.51757764GGAASGSDSADK 5 38679892 2xTMT6plex [N-Term; K12] 2.619745016 33.15 0 1480.764372 2 740.8856201 -0.275476391 -0.000203958 13.4885886439930541 C9orf142 protein PAXX 286257 NP_899064.1 15.19607843 1 2 2 4 204 21.626 5.48 1 1.06 1.03 Non-Significant #N/A AACEQQAVALTLQEDR 2 39930541 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.003 3.382490635 31.04 0 2032.033069 2 1016.51825 -1.893048209 -0.001923368 86.35806981FVCYCEGEESGEGDR 2 39930541 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C5] 1.059 3.216718197 25.67 0 2022.837072 2 1011.921448 -0.71824479 -0.000726446 43.40414444156627581 TTC4 tetratricopeptide repeat protein 4 isoform 1 7268 NP_004614.3 7.751937984 1 3 3 6 387 44.65 5.6 0.58 1.39 0.98 Non-Significant #N/A GGFHEDQWEK 2 156627581 2xTMT6plex [N-Term; K10] 1.386 3.964945555 32.61 0 1690.858941 3 564.291626 0.818548286 0.00046135 47.41279744SALNDVTAAR 2 156627581 1xTMT6plex [N-Term] 0.567 1.83193326 6.7 0 1246.69528 2 623.8511353 -0.229817335 -0.000143256 41.52638153AVISYTEGLK 2 156627581 2xTMT6plex [N-Term; K10] 100 1.219913483 0 1538.919416 2 769.9628296 -0.671321904 -0.000516555 53.9439716538027923 COPS5 COP9 signalosome complex subunit 5 10987 NP_006828.2 9.281437126 1 2 2 8 334 37.555 6.54 1.45 1.43 1.09 1.32 Significant 0.0077 GYKPPDEGPSEYQTIPLNK 4 38027923 3xTMT6plex [N-Term; K3; K19] 1.447 1.637 3.844155312 24.58 0 2820.538671 3 940.8497314 -1.428841981 -0.001343368 61.36028711GSFMLGLETHDR 4 38027923 1xTMT6plex [N-Term] 0.784 1.09 3.680145979 50.33 0 1591.809992 3 531.2714844 -6.340326451 -0.003364198 50.7460495428416946 MYO18A unconventional myosin-XVIIIa isoform a 399687 NP_510880.2 1.460564752 1 3 3 10 2054 232.971 6.3 100 0.92 1.15 34.02 Non-Significant #N/A GAPAVYSEK 4 28416946 2xTMT6plex [N-Term; K9] 0.884 1.149 4.380428314 49.91 0 1379.793487 2 690.4016113 1.782206014 0.001229538 34.8354124DLALGLVPGDR 4 28416946 1xTMT6plex [N-Term] 100 100 2.595804214 12.02 0 1354.789181 2 677.897583 -0.953184742 -0.000645682 68.7016665DMDIAGFTQK 2 28416946 2xTMT6plex [N-Term; K10] 1.28745687 1.33 0 1583.85035 2 792.4271851 -2.05595359 -0.001628161 61.82411323543583697 PTGES3 prostaglandin E synthase 3 isoform e 10728 NP_001269533.1 17.07317073 1 3 3 25 164 19.143 4.55 1.63 1.6 1.8 1.68 Significant 0.0014 DVNVNFEK 10 543583697 2xTMT6plex [N-Term; K8] 1.741 1.624 1.714 3.924357653 49.72 0 1422.799301 2 711.9041138 1.159916976 0.000825165 47.59630964LTFSCLGGSDNFK 6 543583697 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 100 100 100 2.363201857 13.46 0 1903.998805 2 952.5013428 -1.783721248 -0.001698102 69.73073734SILCCLR 9 543583697 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C5] 1.323 1.276 2.831 3.037803888 24.32 0 1150.627401 2 575.8173828 0.076223633 4.39E-05 54.83837105195976782 RTF1 RNA polymerase-associated protein RTF1 homolog 23168 NP_055953.3 3.802816901 1 3 3 8 710 80.265 8.15 0.99 0.91 0.95 Non-Significant #N/A ALVAESHNMK 2 195976782 2xTMT6plex [N-Term; K10] 0.936 3.157044649 28.57 0 1557.882319 3 519.9661865 1.083291268 0.000562547 37.06674031KAPPNYAMK 2 195976782 3xTMT6plex [N-Term; K1; K9] 0.885 4.190770149 24.53 1 1707.023059 3 569.6793823 0.313389238 0.000178321 35.44575798KQEEEQEK 4 195976782 3xTMT6plex [N-Term; K1; K8] 2.472 2.144 2.046179533 11.61 1 1734.98409 3 578.9993896 -0.273457659 -0.000158148 27.99811873149944496 UBXN7 UBX domain-containing protein 7 26043 NP_056377.1 4.703476483 1 2 2 8 489 54.828 5.16 1.09 1.25 1.04 1.13 Significant 0.0031 ASLQETHFDSTQTK 4 149944496 2xTMT6plex [N-Term; K14] 1.088 0.794 4.946151733 40.06 0 2051.080954 3 684.3648682 -0.440327726 -0.000301049 41.59105209DVWSNEAVK 4 149944496 2xTMT6plex [N-Term; K9] 1.251 1.268 3.881474733 54.74 0 1505.836414 2 753.4215698 -0.366116503 -0.000275656 46.99497439



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms4826730 MTOR serine/threonine-protein kinase mTOR 2475 NP_004949.1 1.412318556 1 4 4 12 2549 288.707 7.17 0.58 0.75 0.67 Non-Significant #N/A EMSQEESTR 4 4826730 1xTMT6plex [N-Term] 1.833 100 2.874566078 31.18 0 1325.62046 2 663.3136597 -0.315093253 -0.000208847 20.25591127SPSSEVWFDR 4 4826730 1xTMT6plex [N-Term] 0.94 0.567 3.132407665 25.68 0 1438.71641 2 719.8612671 -0.800825169 -0.00057608 54.95788524ALEWLGADR 2 4826730 1xTMT6plex [N-Term] 0.416 1.522374988 2.41 0 1259.694552 2 630.3511353 0.350654698 0.000220859 68.24764537DDWLEWLR 2 4826730 1xTMT6plex [N-Term] 0.01 1.352467895 13.21 0 1361.705117 2 681.3568726 0.992628412 0.000675834 97.6444873657863269 RRP1B ribosomal RNA processing protein 1 homolog B 23076 NP_055871.1 4.749340369 1 2 2 6 758 84.375 9.76 1.07 1.66 100 34.24 Non-Significant #N/A VAEPGAEATSSTGEESGSEHPPAVPMHNK 4 57863269 2xTMT6plex [N-Term; K29] 1.655 100 5.691198349 36.25 0 3361.637068 4 841.1644897 -0.279341763 -0.000234761 37.65467285AESDFVK 2 57863269 2xTMT6plex [N-Term; K7] 1.071 2.706868887 12.84 0 1253.714174 2 627.3606567 -0.109437574 -6.86E-05 50.3229855314165270 MRPL13 39S ribosomal protein L13, mitochondrial 28998 NP_054797.2 16.85393258 1 3 3 6 178 20.679 9.16 0.59 1.18 0.89 Non-Significant #N/A RLDEYTQEEIDAFPR 2 14165270 1xTMT6plex [N-Term] 0.594 4.070999146 29.4 1 2111.060664 3 704.3581543 -0.357222977 -0.000251373 64.44771258LAAMASIR 2 14165270 1xTMT6plex [N-Term] 100 2.407320738 31.86 0 1061.633866 2 531.3204346 -0.25787551 -0.000136885 48.72411032DPVAIVK 2 14165270 2xTMT6plex [N-Term; K7] 1.12 2.603343964 23.52 0 1199.77638 2 600.3912964 -0.887070774 -0.000532143 56.2204022820806097 NOC3L nucleolar complex protein 3 homolog 64318 NP_071896.8 2.625 1 2 2 15 800 92.49 9.17 1.25 1.4 1.25 1.3 Significant 0.0015 EAEASESTEK 13 20806097 2xTMT6plex [N-Term; K10] 1.358 1.404 1.254 4.326560974 69.79 0 1538.795003 2 769.9016724 0.692227724 0.000532598 24.74665721DLSSSEPVHAK 2 20806097 2xTMT6plex [N-Term; K11] 1.185 3.555013418 40.74 0 1627.905556 3 543.3061523 -1.015205546 -0.000550886 39.34632899112380628 LAMP1 lysosome-associated membrane glycoprotein 1 precursor 3916 NP_005552.3 4.79616307 1 2 2 16 417 44.854 8.75 0.85 0.89 0.88 0.87 Significant 0.00019 ALQATVGNSYK 6 112380628 2xTMT6plex [N-Term; K11] 0.915 0.924 0.914 5.050516605 62.78 0 1609.931377 2 805.4694824 0.193128573 0.000155462 43.10447082TVESITDIR 10 112380628 1xTMT6plex [N-Term] 0.758 0.871 0.857 3.99843812 68.06 0 1262.715347 2 631.8620605 1.185820505 0.000748677 54.0312771982546830 EXOC4 exocyst complex component 4 isoform a 60412 NP_068579.3 1.540041068 1 2 2 8 974 110.429 6.49 1.26 0.66 0.81 0.91 Significant 0.037 TLSTSDDVEDR 6 82546830 1xTMT6plex [N-Term] 1.264 0.696 0.812 4.266008854 56.71 0 1466.717197 2 733.8618774 -0.490331189 -0.000359589 34.7391418TLSTSDDVEDRENEK 2 82546830 2xTMT6plex [N-Term; K15] 0.601 3.383469582 2.96 1 2196.103206 3 732.7058716 -0.065709073 -4.81E-05 45.2630975323110925 PSMB6 proteasome subunit beta type-6 isoform 1 precursor 5694 NP_002789.1 8.786610879 1 2 2 12 239 25.341 4.92 1.71 1.5 1.54 1.58 Significant 0.0016 LAAIAESGVER 6 23110925 1xTMT6plex [N-Term] 1.718 1.506 1.497 4.150556087 59.55 0 1344.768445 2 672.8876953 -0.246358398 -0.000165648 48.03713259QVLLGDQIPK 6 23110925 2xTMT6plex [N-Term; K10] 1.354 1.315 100 2.898605585 37.91 0 1568.977599 2 784.9927979 0.458791206 0.000359917 59.411711974557537 DRG2 developmentally-regulated GTP-binding protein 2 1819 NP_001379.1 7.142857143 1 3 3 9 364 40.72 8.88 1.06 0.97 1.3 1.11 Significant 0.0078 GEGFDVMK 6 4557537 2xTMT6plex [N-Term; K8] 100 1.086 1.298 3.4549613 38.3 0 1340.728444 2 670.8672485 -0.912533551 -0.00061173 49.72586224AQLLEPSK 2 4557537 2xTMT6plex [N-Term; K8] 1.052 3.547513247 35.12 0 1343.829872 2 672.4181519 -0.629089351 -0.000422695 52.63592353HKPNIYFKPK 1 4557537 4xTMT6plex [N-Term; K2; K8; K10] 0.879 2.87308383 0 2188.377631 4 547.8494263 -0.802449198 -0.000439015 39.5153434947271443 SRSF2 serine/arginine-rich splicing factor 2 6427 NP_003007.2 11.31221719 1 2 2 12 221 25.461 11.85 1.15 1.86 1.9 1.63 Significant 0.021 DAEDAMDAMDGAVLDGR 6 47271443 1xTMT6plex [N-Term] 1.212 100 4.932524204 57.88 0 1980.884021 2 990.9446411 -1.01759286 -0.001007867 72.43288036VGDVYIPR 6 47271443 1xTMT6plex [N-Term] 1.067 1.834 1.899 2.986447573 32.8 0 1147.667275 2 574.3371582 -0.204818727 -0.000117532 47.087185515174637 PPIE peptidyl-prolyl cis-trans isomerase E isoform 1 10450 NP_006103.1 7.973421927 1 2 3 8 301 33.41 5.6 1.35 1.51 1.43 Non-Significant #N/A FDDENFILK 2 5174637 2xTMT6plex [N-Term; K9] 2.359518766 20.25 0 1598.88303 2 799.9438477 -1.633301155 -0.001305729 70.9496813QIEAQGSK 4 5174637 2xTMT6plex [N-Term; K8] 1.346 1.506 3.314045429 34.69 0 1318.773086 2 659.887146 -4.603140508 -0.003035249 29.51337439TDWLDGK 2 5174637 2xTMT6plex [N-Term; K7] 1.047 3.110814095 39.06 0 1292.725073 2 646.8658447 -0.5107481 -0.000330128 60.005839714758442 GMFB glia maturation factor beta 2764 NP_004115.1 19.01408451 1 3 3 12 142 16.702 5.29 1.14 1.1 1.1 1.11 Significant 0.00014 LVQTAELTK 6 4758442 2xTMT6plex [N-Term; K9] 1.141 1.101 1.139 4.457937241 57.96 0 1460.908851 2 730.9588013 1.00958322 0.000737455 53.23067367NTEDLTEEWLR 4 4758442 1xTMT6plex [N-Term] 2.444052219 18.99 0 1634.822331 2 817.9152832 0.586355001 0.000479293 62.77778004FIVYSYK 2 4758442 2xTMT6plex [N-Term; K7] 0.483 2.229802132 21.99 0 1377.818245 2 689.4128418 0.117398467 8.09E-05 73.4476945319557695 MED22 mediator of RNA polymerase II transcription subunit 22 isoform b 6837 NP_598395.1 11.5 1 2 2 8 200 22.207 4.68 1.28 1.19 1.16 1.21 Significant 0.00089 ATQGEQDNYEMHVR 6 19557695 1xTMT6plex [N-Term] 1.277 1.096 1.159 5.325872898 57.32 0 1906.89149 3 636.3026123 0.940590522 0.000597868 21.99963201IEDETQVSR 2 19557695 1xTMT6plex [N-Term] 1.375 3.655839443 49.18 0 1305.684775 2 653.3458862 -0.213978954 -0.000139695 31.82099618296841136 PCYT2 ethanolamine-phosphate cytidylyltransferase isoform 1 5833 NP_001171846.1 8.5995086 1 2 2 6 407 45.594 6.73 1.53 0.99 100 34.17 Non-Significant #N/A YVSEVVIGAPYAVTAELLSHFK 2 296841136 2xTMT6plex [N-Term; K22] 100 3.486034632 22.06 0 2851.600988 3 951.1997681 -5.694022708 -0.00541236 114.3608565AHHSSQEMSSEYR 4 296841136 1xTMT6plex [N-Term] 1.527 0.986 3.024530172 21.89 0 1777.812512 3 593.2757568 0.115719634 6.86E-05 18.053368677706318 DHRS7 dehydrogenase/reductase SDR family member 7 precursor 51635 NP_057113.1 8.259587021 1 2 2 6 339 38.274 8.32 0.64 0.72 0.68 Non-Significant #N/A DILVLPLDLTDTGSHEAATK 4 7706318 2xTMT6plex [N-Term; K20] 100 0.717 4.630683422 47.47 0 2567.433254 3 856.4810791 -1.779978235 -0.001523325 92.46932929AVLQEFGR 2 7706318 1xTMT6plex [N-Term] 0.633 2.933985949 30.5 0 1148.662524 2 574.8357544 1.48725063 0.000854175 53.775286644557471 AP1S1 AP-1 complex subunit sigma-1A 1174 NP_001274.1 15.82278481 1 2 2 36 158 18.721 5.73 1.28 1.62 1.45 Non-Significant #N/A AIEQADLLQEEDESPR 5 4557471 1xTMT6plex [N-Term] 1.141 1.396 3.641217947 46.46 0 2072.034509 2 1036.520142 -0.724865763 -0.000750973 63.21867102ELMQVVLAR 31 4557471 1xTMT6plex [N-Term] 1.292 100 3.062096357 53.04 0 1287.765609 2 644.3859863 -0.708664483 -0.000456297 83.461146844503453 EDF1 endothelial differentiation-related factor 1 isoform alpha 8721 NP_003783.1 20.27027027 1 3 3 7 148 16.359 9.95 1.32 2.09 1.7 Non-Significant #N/A INEKPQVIADYESGR 4 4503453 2xTMT6plex [N-Term; K4] 2.164 2.085 5.072721481 19.49 0 2177.196653 3 726.4028931 -1.160602915 -0.000842287 51.94208821VTLEVGK 2 4503453 2xTMT6plex [N-Term; K7] 1.43 3.262168169 37.16 0 1203.771295 2 602.3881836 -1.83130509 -0.001102236 41.35420547DIGKPIEK 1 4503453 3xTMT6plex [N-Term; K4; K8] 1.04 2.045713186 0 1587.008455 3 529.6738892 -0.844550971 -0.00044677 46.5811349633469966 SCFD1 sec1 family domain-containing protein 1 isoform a 23256 NP_057190.2 5.607476636 1 3 3 7 642 72.334 6.27 1.02 1.21 1.11 Non-Significant #N/A MLNFNVPHIK 2 33469966 2xTMT6plex [N-Term; K10] 0.953 2.600198746 23.63 0 1670.981639 3 557.6656494 0.4525377 0.000252061 70.26367583ILDNLMEMK 3 33469966 2xTMT6plex [N-Term; K9] 100 1.206 1.762887359 8.18 0 1564.884293 2 782.9450684 -0.91535921 -0.000716216 92.80439785SLLDIISDPDAGTPEDK 2 33469966 2xTMT6plex [N-Term; K17] 1.293922901 0 2244.201129 2 1122.602295 -1.70026483 -0.001907868 81.69564564217035105 DNAJC11 dnaJ homolog subfamily C member 11 55735 NP_060668.2 7.334525939 1 3 3 12 559 63.239 8.4 0.767 0.01 0.816 0.53 Non-Significant 0.18 GWGELEFGAGDLQGPLFGLK 5 217035105 2xTMT6plex [N-Term; K20] 2.069355965 5.36 0 2549.380431 2 1275.192139 -1.345427386 -0.001715003 99.62046682LILTEASK 6 217035105 2xTMT6plex [N-Term; K8] 0.767 0.01 0.816 3.341683388 40.56 0 1332.850274 2 666.9281006 -1.012130283 -0.000674509 57.73039892VIDVTVPLQCLVK 1 217035105 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.075117469 0 1942.181127 2 971.5938721 -0.339344959 -0.000329535 85.083681691105764 SIRPA tyrosine-protein phosphatase non-receptor type substrate 1 precursor 140885 NP_001035111.1 6.746031746 1 2 2 5 504 54.933 6.98 0.68 1.36 1.02 Non-Significant #N/A LTCQVEHDGQPAVSK 2 91105764 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 1.868 4.530125141 35.64 0 2127.126859 3 709.7139893 0.2611426 0.000185161 35.65679489ATPQHTVSFTCESHGFSPR 3 91105764 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.684 1.18 5.598570824 32.39 0 2375.139994 4 594.5392456 -2.038274855 -0.001210297 37.62405611481026555 YTHDF3 YTH domain-containing family protein 3 isoform b 253943 NP_001264742.1 4.761904762 1 3 3 7 588 64.454 8.24 0.312 0.983 1.424 0.91 Non-Significant 0.11 YSIWCSTEHGNK 3 481026555 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 0.735 1.424 3.002062082 20.46 0 1939.973653 3 647.3293457 -0.087192228 -5.64E-05 44.97314074SYSEDDIHR 2 481026555 1xTMT6plex [N-Term] 1.23 3.834457159 32.17 0 1350.648724 3 450.8883057 1.213981221 0.000546554 26.75834101DFDWNLK 2 481026555 2xTMT6plex [N-Term; K7] 0.312 2.017956972 16.31 0 1395.767272 2 698.3884888 1.74003153 0.00121434 71.2933401194557305 MRPL19 39S ribosomal protein L19, mitochondrial 9801 NP_055578.2 16.78082192 1 4 4 7 292 33.514 9.5 0.01 1.04 0.53 Non-Significant #N/A VQEIQVVK 2 94557305 2xTMT6plex [N-Term; K8] 1.04 3.326373816 42.9 0 1400.887722 2 700.9463501 -1.64047029 -0.001149057 46.22489505LDDSLLYLR 2 94557305 1xTMT6plex [N-Term] 1.540431023 21.35 0 1336.767383 2 668.8876953 0.547069752 0.000365653 98.54194421DALPEYSTFDVNMKPVVQEPNQK 1 94557305 3xTMT6plex [N-Term; K14; K23] 1.014983773 0 3336.775289 3 1112.930298 0.315015126 0.000350378 65.053069FLSPEFIPR 2 94557305 1xTMT6plex [N-Term] 0.01 2.692970514 23.67 0 1334.766989 2 667.8878174 1.025876154 0.000684653 77.521066614506707 RPS25 40S ribosomal protein S25 6230 NP_001019.1 21.6 1 3 3 31 125 13.734 10.11 1.09 1.18 1.04 1.1 Significant 0.0014 AALQELLSK 22 4506707 2xTMT6plex [N-Term; K9] 1.109 1.313 1.885 3.298898458 45.41 0 1430.898286 2 715.9534302 0.906690276 0.000648691 82.25276728DKLNNLVLFDK 4 4506707 3xTMT6plex [N-Term; K2; K11] 0.842 1.257 2.837295771 17.73 1 2006.225323 3 669.4123535 -1.403687358 -0.000938704 71.64859201AQVIYTR 5 4506707 1xTMT6plex [N-Term] 1.095 1.17 1.026 2.558573723 34.57 0 1079.64106 2 540.3242798 0.206383696 0.00011141 34.8321611971051598 VPS36 vacuolar protein-sorting-associated protein 36 isoform 1 51028 NP_057159.2 6.21761658 1 3 3 8 386 43.789 7.2 1.04 1.09 1.07 Non-Significant #N/A GSLTSEEFAK 2 71051598 2xTMT6plex [N-Term; K10] 1.011 3.971836567 72.15 0 1526.846645 2 763.9263916 -0.745357682 -0.000569023 56.05982725EMVELSK 4 71051598 2xTMT6plex [N-Term; K7] 1.102 1.088 3.225183964 37.29 0 1293.748845 2 647.3789673 1.401315502 0.000906475 48.39449659IYDGEEK 2 71051598 2xTMT6plex [N-Term; K7] 1.046 2.379048824 14.66 0 1311.719653 2 656.362854 -0.931549805 -0.000610966 46.909130966857818 NPM3 nucleoplasmin-3 10360 NP_008924.1 17.97752809 1 2 2 8 178 19.331 4.63 0.84 1.38 100 34.07 Non-Significant #N/A DECNVVEVVAR 4 6857818 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.835 1.954 3.673873663 52.61 0 1518.778358 2 759.8928223 0.006334861 4.81E-06 44.73408937VPAPVTMDSFFFGCELSGHTR 2 6857818 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.773 2.215168715 8.24 0 2584.252581 3 862.0889893 -0.064264834 -5.54E-05 89.86981296VPAPVTMDSFFFGCELSGHTR 2 6857818 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14]; 1xOxidation [M7] 100 1.82184279 4.62 0 2600.247496 3 862.0889893 -0.064264834 -5.54E-05 89.869812964507185 SPR sepiapterin reductase 6697 NP_003115.1 7.662835249 1 2 2 6 261 28.031 8.05 0.88 1.18 1.03 Non-Significant #N/A AVCLLTGASR 4 4507185 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.656 1.184 3.032466888 58.83 0 1276.724472 2 638.8657837 -0.142260285 -9.08E-05 54.1841447QLEAELGAER 2 4507185 1xTMT6plex [N-Term] 1.055 3.794347525 42.15 0 1344.73206 2 672.8688965 -1.147761176 -0.000771716 46.569580875292161 PSMD4 26S proteasome non-ATPase regulatory subunit 4 5710 NP_002801.1 6.100795756 1 2 2 8 377 40.711 4.79 1.17 1.1 1.13 Non-Significant #N/A LQAQQDAVNIVCHSK 6 5292161 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 1.186 1.097 5.288707733 54.67 0 2169.185043 3 723.7330933 -0.145715943 -0.000105362 60.2149302ITFCTGIR 2 5292161 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.013 2.596630812 16.46 0 1196.665895 2 598.8358154 -1.287502745 -0.000770355 56.24567865166795297 DYNC1LI1 cytoplasmic dynein 1 light intermediate chain 1 51143 NP_057225.2 6.883365201 1 3 3 8 523 56.544 6.42 0.61 0.82 0.72 Non-Significant #N/A KPVTVSPTTPTSPTEGEAS 4 166795297 2xTMT6plex [N-Term; K1] 1.087 0.823 2.980226517 32.72 0 2344.264792 2 1172.633667 -2.019582277 -0.002367218 39.39411204LQSLLAK 2 166795297 2xTMT6plex [N-Term; K7] 2.335601568 17.88 0 1230.81858 2 615.9125977 -0.536957689 -0.000330449 67.90246655KIQGIEEYKK 2 166795297 4xTMT6plex [N-Term; K1; K9; K10] 0.591 1.671908498 1.15 2 2152.351142 4 538.8435669 0.602149947 0.00032401 42.704666557661786 NDUFAF4 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 4 29078 NP_054884.1 15.42857143 1 3 3 16 175 20.254 8.82 0.92 0.88 0.78 0.86 Significant 0.0023 EQISLYPEVK 6 7661786 2xTMT6plex [N-Term; K10] 100 2.655616522 27.09 0 1663.967094 2 832.486145 -1.250421925 -0.00104033 57.43327055DVNSLLK 6 7661786 2xTMT6plex [N-Term; K7] 0.635 0.783 0.777 2.874607086 36.57 0 1246.777109 2 623.8917847 -0.654450629 -0.000407977 50.74505098LFPETWTAEK 4 7661786 2xTMT6plex [N-Term; K10] 1.158 1.102 2.405614614 21.65 0 1679.940879 2 840.4734497 -0.747982237 -0.000628283 79.04403792440918695 USP10 ubiquitin carboxyl-terminal hydrolase 10 isoform 1 9100 NP_001259004.1 4.987531172 1 3 3 12 802 87.479 5.27 2.37 1.59 1.25 1.74 Significant 0.035 TPSYSISSTLNPQAPEFILGCTASK 4 440918695 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C21] 2.4619174 12.96 0 3127.638572 3 1043.216064 -1.576937524 -0.00164403 85.22043655ELLSPGVK 6 440918695 2xTMT6plex [N-Term; K8] 2.373 1.592 1.505 3.317281008 38.63 0 1300.824059 2 650.9152222 -0.685053491 -0.000445567 47.09275641IDDQTVK 2 440918695 2xTMT6plex [N-Term; K7] 0.826 2.839154243 19.54 0 1276.751288 2 638.8790283 -0.397719885 -0.000253895 39.49491277251831110 COX2 cytochrome c oxidase subunit II 4513 YP_003024029.1 13.21585903 1 2 2 12 227 25.548 4.82 0.8 100 1.15 33.98 Non-Significant #N/A MMITSQDVLHSWAVPTLGLK 6 251831110 2xTMT6plex [N-Term; K20] 1.07 100 100 4.267222404 45.34 0 2685.487221 3 895.8326416 -1.433324755 -0.001283058 98.79765533VVLPIEAPIR 6 251831110 1xTMT6plex [N-Term] 0.707 100 0.794 2.466910362 34.64 0 1335.856138 2 668.430481 -1.836182705 -0.001226438 66.1821013334878777 RNF20 E3 ubiquitin-protein ligase BRE1A 56254 NP_062538.5 2.461538462 1 2 2 6 975 113.592 5.94 0.73 1.3 1.15 1.06 Significant 0.025 AAVEDSGTTVETIK 4 34878777 2xTMT6plex [N-Term; K14] 0.734 1.296 3.674710989 37.77 0 1879.042444 2 940.0244751 -0.409833578 -0.000385047 42.92858736ASQEDANEIK 2 34878777 2xTMT6plex [N-Term; K10] 1.146 3.311532497 46.41 0 1562.842622 2 781.9247437 -0.263075313 -0.000205573 35.7092198341327781 NDUFAF3 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 3 isoform a precursor 25915 NP_951032.1 19.02173913 1 2 2 4 184 20.337 8.22 0.52 0.36 0.44 Non-Significant #N/A GIAVEVQDTPNACATFNFLCHEGR 2 41327781 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C13; C20] 0.358 3.605957747 31.94 0 2935.402827 3 979.1387939 -0.340039893 -0.000332718 80.77393139LSPADDELYQR 2 41327781 1xTMT6plex [N-Term] 0.516 3.988185644 19.69 0 1535.790303 2 768.397644 -1.491990188 -0.001145692 55.32909797151108473 FIS1 mitochondrial fission 1 protein 51024 NP_057152.2 20.39473684 1 3 3 14 152 16.927 8.79 0.84 1.051 0.01 0.63 Non-Significant 0.18 GLLQTEPQNNQAK 2 151108473 2xTMT6plex [N-Term; K13] 0.836 4.071290493 35.82 0 1899.069996 2 950.0371094 -1.608018665 -0.00152687 43.6788625GIVLLEELLPK 8 151108473 2xTMT6plex [N-Term; K11] 100 0.01 1.596481323 8.35 0 1682.086815 2 841.5466309 -0.493554341 -0.000415101 100.8634202AAGSVSK 4 151108473 2xTMT6plex [N-Term; K7] 0.846 1.012 2.488088608 15.92 0 1077.66683 2 539.3359985 -1.957534211 -0.001054785 32.9196864619526773 ATG3 ubiquitin-like-conjugating enzyme ATG3 isoform 1 64422 NP_071933.2 9.554140127 1 3 3 10 314 35.841 4.74 1.28 0.98 1.13 Non-Significant #N/A ALEVAEYLTPVLK 4 19526773 2xTMT6plex [N-Term; K13] 100 0.59 2.883864164 35.37 0 1904.150872 2 952.5770264 -2.151029987 -0.002047943 96.85091665EITLENK 2 19526773 2xTMT6plex [N-Term; K7] 1.255 3.062896252 26.3 0 1304.782588 2 652.8948364 -0.146919831 -9.58E-05 52.12519536LWLFGYDEQR 4 19526773 1xTMT6plex [N-Term] 0.01 1.493 2.787186623 14.48 0 1555.810644 2 778.411377 3.106313913 0.002416418 95.654491813129044 PDCL3 phosducin-like protein 3 79031 NP_076970.1 11.71548117 1 2 2 4 239 27.597 4.84 1.04 2.21 1.62 Non-Significant #N/A ESLKELEEEAEEEQR 2 13129044 2xTMT6plex [N-Term; K4] 1.039 4.314388752 14.77 1 2306.176371 3 769.3964233 -0.717174319 -0.00055131 65.97107006AISTTCIPNYPDR 2 13129044 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 2.21 2.815097809 26.76 0 1736.883886 2 868.9446411 -1.082572907 -0.000940152 45.6963687230410720 EXOC1 exocyst complex component 1 isoform 1 55763 NP_060731.2 2.684563758 1 3 3 7 894 101.917 6.61 0.437 1.14 0.01 0.53 Non-Significant 0.25 GVFVNVEK 2 30410720 2xTMT6plex [N-Term; K8] 1.14 3.496389866 40.05 0 1349.819308 2 675.4127808 -0.757817403 -0.000511458 61.79475586LSVQSSGNR 3 30410720 1xTMT6plex [N-Term] 0.12 0.01 2.277118921 22.23 0 1176.653416 2 588.8304443 0.166941151 9.82E-05 30.21213685LLDEALK 2 30410720 2xTMT6plex [N-Term; K7] 0.741 2.772602081 26.05 0 1259.79751 2 630.4024048 0.018407968 1.16E-05 64.3441621632129199 SARNP SAP domain-containing ribonucleoprotein 84324 NP_149073.1 10.47619048 1 2 2 12 210 23.656 6.42 1.25 1.38 1.27 1.3 Significant 0.00097 GLSSDNKPMVNLDK 4 32129199 3xTMT6plex [N-Term; K7; K14] 1.221 1.56 5.179399967 30.76 0 2205.251614 3 735.7554932 0.141417961 0.000103954 47.88335539TVDVAAEK 8 32129199 2xTMT6plex [N-Term; K8] 1.272 1.35 1.273 3.696403265 47.78 0 1290.766938 2 645.8860474 -1.642251111 -0.001059882 37.047741114327896 CCNB1 G2/mitotic-specific cyclin-B1 891 NP_114172.1 6.23556582 1 3 3 7 433 48.306 7.47 3 1.72 2.39 2.37 Significant 0.023 QLEEEQAVRPK 2 14327896 2xTMT6plex [N-Term; K11] 1.715 3.828042984 22.81 0 1785.027068 3 595.6800537 -0.818254924 -0.000486869 33.98000415EAKPSATGK 2 14327896 3xTMT6plex [N-Term; K3; K9] 2.385 2.04086709 4.11 0 1575.967318 3 525.9938354 -0.231535476 -0.000121631 31.58122523DIYAYLR 3 14327896 1xTMT6plex [N-Term] 2.999 2.68923974 18.43 0 1142.640726 2 571.8226318 -2.396823484 -0.001369354 72.63625385269847874 YTHDC2 probable ATP-dependent RNA helicase YTHDC2 64848 NP_073739.3 2.237762238 1 2 2 6 1430 160.147 8.4 0.79 1.66 1.58 1.34 Significant 0.04 APSKPWSQVDEATIR 2 269847874 2xTMT6plex [N-Term; K4] 0.792 3.814652205 4.73 0 2143.191174 3 715.0689697 0.551691189 0.000394127 58.95341539KSSADTEFSDECTTAER 4 269847874 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C12] 1.662 1.579 3.318818331 25.17 1 2392.133854 3 798.0487671 -0.880481861 -0.000702077 34.640245014507109 SNCA alpha-synuclein isoform NACP140 6622 NP_000336.1 15.71428571 1 2 2 10 140 14.451 4.7 1.45 1.66 1.56 Non-Significant #N/A EGVVHGVATVAEK 8 4507109 2xTMT6plex [N-Term; K13] 1.45 1.677 4.919683456 50.21 0 1754.021255 3 585.3396606 -9.592914772 -0.005608725 43.27290366EGVLYVGSK 2 4507109 2xTMT6plex [N-Term; K9] 1.033 3.518716812 34.21 0 1409.840437 2 705.4240723 0.305546102 0.000215386 45.65661747612407827 AKAP8L A-kinase anchor protein 8-like isoform 1 26993 NP_055186.3 4.643962848 1 2 2 27 646 71.595 5.05 0.89 0.76 0.82 Non-Significant #N/A GIPGLDVEDDEEGGGGAP 25 612407827 1xTMT6plex [N-Term] 0.891 2.652032375 61.36 0 1912.897346 2 956.9520874 -0.234322722 -0.000224118 83.26920357KQGGSPDEPDSK 2 612407827 3xTMT6plex [N-Term; K1; K12] 0.755 4.174786568 14.06 1 1932.064131 3 644.6935425 1.005619521 0.00064764 26.255039335729864 HBS1L HBS1-like protein isoform 1 10767 NP_006611.1 3.070175439 1 2 2 8 684 75.426 6.61 1.22 1.44 1.2 1.29 Significant 0.0036 DKNEATVSTGK 6 5729864 3xTMT6plex [N-Term; K2; K11] 1.118 1.439 1.196 4.002292633 27.77 1 1837.063403 3 613.0256958 -0.472976412 -0.000289629 28.5215966ALSGVLEQDR 2 5729864 1xTMT6plex [N-Term] 1.331 2.994062901 21.88 0 1316.737145 2 658.8729248 1.08435414 0.000713905 54.90757029167830475 MFGE8 lactadherin isoform a preproprotein 4240 NP_005919.2 9.302325581 1 3 3 8 387 43.077 8.15 0.59 0.57 0.58 Non-Significant #N/A EVTGIITQGAR 4 167830475 1xTMT6plex [N-Term] 0.612 0.566 3.636947632 32.59 0 1373.794994 2 687.4012451 0.159575756 0.000109612 43.72118555NLFETPILAR 2 167830475 1xTMT6plex [N-Term] 0.372 2.641064167 23 0 1402.825566 2 701.9165649 0.204574838 0.000143491 95.36062916VTFLGLQHWVPELAR 2 167830475 1xTMT6plex [N-Term] 2.046430349 6.66 0 1995.137732 3 665.7176514 0.335000212 0.000222791 100.39164754757774 ARL3 ADP-ribosylation factor-like protein 3 403 NP_004302.1 15.93406593 1 3 3 8 182 20.443 7.24 1.53 1.91 1.72 Non-Significant #N/A LNVWDIGGQR 4 4757774 1xTMT6plex [N-Term] 2.03 1.768 3.010983229 33.88 0 1386.769114 2 693.8882446 0.071098939 4.93E-05 76.63821107SVQSQGFK 2 4757774 2xTMT6plex [N-Term; K8] 1.415 3.357110739 33.14 0 1338.778171 2 669.8931885 0.693963455 0.000464532 36.99076259ILLLGLDNAGK 2 4757774 2xTMT6plex [N-Term; K11] 100 100 1.464154243 0 1585.008899 2 793.006897 -1.502858873 -0.001191022 79.353493769910382 TOMM22 mitochondrial import receptor subunit TOM22 homolog 56993 NP_064628.1 26.05633803 1 2 2 12 142 15.512 4.34 1.86 1.7 2.12 1.89 Significant 0.0042 LQMEQQQQLQQR 9 9910382 1xTMT6plex [N-Term] 1.856 1.697 2.124 3.881835461 43.95 0 1786.943132 2 893.9760742 0.97375091 0.000870019 38.13298035GDAEKPEEELEEDDDEELDETLSER 3 9910382 2xTMT6plex [N-Term; K5] 2.609210014 17.97 0 3379.543664 3 1127.185303 -0.683203741 -0.000769639 58.28648482116256481 TNIP1 TNFAIP3-interacting protein 1 isoform 3 10318 NP_006049.3 3.459119497 1 2 2 8 636 71.82 6.62 2.11 1.35 1.47 1.64 Significant 0.02 AVAGQQQASVTAGK 6 116256481 2xTMT6plex [N-Term; K14] 2.114 1.322 1.472 4.600669384 71.26 0 1774.022317 2 887.5144653 -0.373961439 -0.000331708 33.15283543IFEEDFQR 2 116256481 1xTMT6plex [N-Term] 1.364 2.111671209 12.04 0 1312.673482 2 656.8399658 -0.630255266 -0.00041366 66.6796865218379366 ZMPSTE24 CAAX prenyl protease 1 homolog 10269 NP_005848.2 6.736842105 1 3 3 11 475 54.778 7.49 1.34 1.09 1.46 1.29 Significant 0.007 DLYSALIK 6 18379366 2xTMT6plex [N-Term; K8] 1.235 0.876 1.459 3.685582876 40.29 0 1380.850274 2 690.9273071 -2.126177069 -0.001467966 70.96158444VYVVEGSK 4 18379366 2xTMT6plex [N-Term; K8] 100 1.494 2.978553772 27.62 0 1338.803323 2 669.9050293 -0.404403127 -0.000270708 33.08037461IVLFDTLLEEYSVLNK 1 18379366 2xTMT6plex [N-Term; K16] 1.011785388 0 2354.362321 2 1177.682983 -1.542210854 -0.001815462 110.0657401169646394 MRPL55 39S ribosomal protein L55, mitochondrial isoform b 128308 NP_852127.2 23.7804878 1 3 3 9 164 18.891 10.99 0.78 1.07 0.92 Non-Significant #N/A LYPVLLVK 5 169646394 2xTMT6plex [N-Term; K8] 0.777 0.99 2.64520216 38.25 0 1402.94378 2 701.9744873 -1.484079872 -0.00104104 91.77434525MLAMPIDLDTLSPEER 2 169646394 1xTMT6plex [N-Term] 100 1.2076267 3.07 0 2060.060529 2 1030.533569 -0.323834235 -0.000333559 99.58028217KEYEQELSDDLHVER 2 169646394 2xTMT6plex [N-Term; K1] 1.703049064 6.8 1 2348.213425 4 587.8083496 -0.790559529 -0.000464101 48.71863273157739945 TANC2 protein TANC2 26115 NP_079461.2 2.361809045 1 3 3 9 1990 219.512 8.07 0.59 1.48 100 34.02 Non-Significant #N/A YQSSQGDIGVSQSR 6 157739945 1xTMT6plex [N-Term] 0.768 1.479 100 4.03103447 40.07 0 1740.871407 2 870.9400024 0.759207606 0.000660841 22.46891937ALELKPK 2 157739945 3xTMT6plex [N-Term; K5; K7] 0.585 1.70378828 2.87 0 1485.997162 3 496.0036316 -0.551901868 -0.000273375 50.70715129VTEVQPGDQYSMEVQDENQTSAITQR 1 157739945 1xTMT6plex [N-Term] 0.845539749 0 3182.510916 3 1061.508301 -0.177984072 -0.000188812 57.7137906941281885 UQCR10 cytochrome b-c1 complex subunit 9 isoform a 29796 NP_037519.2 39.68253968 1 2 2 8 63 7.304 9.47 1.68 1.66 1.67 Non-Significant #N/A AFDQGADAIYDHINEGK 6 41281885 2xTMT6plex [N-Term; K17] 100 100 2.631608725 37.45 0 2322.176646 3 774.7302856 -0.147231007 -0.000113965 66.87632763AAATLTSK 2 41281885 2xTMT6plex [N-Term; K8] 1.667 1.656 50.41 0 1220.761459 2 610.8846436 0.452077981 0.00027594 36.1133892694557299 PRKAA1 5'-AMP-activated protein kinase catalytic subunit alpha-1 isoform 2 5562 NP_996790.3 4.703832753 1 3 3 6 574 65.481 8.22 0.9 0.86 0.88 Non-Significant #N/A SIDDEITEAK 2 94557299 2xTMT6plex [N-Term; K10] 0.86 4.048541546 23.02 0 1578.862689 2 789.935791 1.024067046 0.000808431 54.13242579VPFLVAETPR 2 94557299 1xTMT6plex [N-Term] 1.021 2.723138332 39.31 0 1357.804103 2 679.4077759 3.07301164 0.002086274 78.83956537SLDVVGK 2 94557299 2xTMT6plex [N-Term; K7] 0.893 3.002305984 39.46 0 1175.739995 2 588.3737183 0.140323063 8.25E-05 47.1809736228872796 CEBPB CCAAT/enhancer-binding protein beta isoform a 1051 NP_005185.2 6.666666667 1 2 2 8 345 36.083 8.31 1.75 1.71 1.54 1.67 Significant 0.0015 KPAEYGYVSLGR 6 28872796 2xTMT6plex [N-Term; K1] 1.867 1.714 1.54 4.797607422 34.06 0 1798.02634 3 600.0136719 0.067916135 4.07E-05 50.5651951AEPGFEPADCK 2 28872796 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.199 2.558329344 32.56 0 1678.851078 2 839.930603 1.698229655 0.001425537 44.7156415229826294 GORASP2 Golgi reassembly-stacking protein 2 isoform 1 26003 NP_056345.3 10.84070796 1 3 3 7 452 47.116 4.82 1.21 1.15 100 34.12 Non-Significant #N/A EVIITPNSAWGGEGSLGCGIGYGYLHR 2 29826294 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 100 2.479189396 6.72 0 3092.54612 3 1031.513184 -6.830051334 -0.00704075 83.7325702LYVYNTDTDNCR 4 29826294 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.709 1.147 2.616851807 7.61 0 1762.826765 2 881.9174805 0.521541605 0.000459694 52.37500877IPTRPFEEGK 1 29826294 2xTMT6plex [N-Term; K10] 1.248 2.605097294 4.58 0 1631.952113 3 544.6556396 0.154989421 8.43E-05 52.307439314885153 CRKL crk-like protein 1399 NP_005198.1 12.54125413 1 3 3 12 303 33.756 6.74 0.83 0.71 0.77 Non-Significant #N/A



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms TALALEVGDIVK 6 4885153 2xTMT6plex [N-Term; K12] 0.755 2.328765631 33.35 0 1687.040593 2 844.024231 0.35087719 0.000295972 79.73783984IGDQEFDHLPALLEFYK 2 4885153 2xTMT6plex [N-Term; K17] 2.390855312 6.94 0 2493.342983 3 831.7840576 -2.150930889 -0.001787669 101.1784502GLFPFTHVK 4 4885153 2xTMT6plex [N-Term; K9] 0.951 0.711 2.249732494 18.04 0 1503.908792 3 501.9740295 -0.835254744 -0.000418716 57.328910475902034 PWP1 periodic tryptophan protein 1 homolog isoform 1 11137 NP_008993.1 4.391217565 1 2 2 6 501 55.793 4.77 1.57 0.78 1.18 Non-Significant #N/A GCLVTASADK 2 5902034 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.918 3.366733313 59.96 0 1479.824135 2 740.4158325 0.170972385 0.000126505 47.76777013EPLEDGDPEDDR 4 5902034 1xTMT6plex [N-Term] 1.163 0.784 2.986251116 34.07 0 1615.72849 2 808.3678589 -0.030436155 -2.46E-05 41.34849215374349211 PLEKHA5 pleckstrin homology domain-containing family A member 5 isoform 4 54477 NP_001243399.1 1.872074883 1 3 3 10 1282 146.805 7.65 0.92 1.04 0.91 0.95 Significant 0.0019 GVISYQTLPR 2 374349211 1xTMT6plex [N-Term] 0.755 3.605727196 37.94 0 1362.794266 2 681.9019165 1.680538192 0.001145114 52.6366038ATAELER 2 374349211 1xTMT6plex [N-Term] 1.161 2.4582901 27.29 0 1018.57304 2 509.7901001 -0.114419568 -5.83E-05 34.63343506GDVTIDR 6 374349211 1xTMT6plex [N-Term] 0.979 1.039 0.905 2.683739901 35.05 0 1004.55739 2 502.7815857 -1.488509562 -0.000747647 28.89761652224282117 SUGP2 SURP and G-patch domain-containing protein 2 10147 NP_055699.2 2.402957486 1 2 2 6 1082 120.132 7.28 1.3 0.68 0.99 Non-Significant #N/A AEMYDDVHSDGR 4 224282117 1xTMT6plex [N-Term] 1.235 0.682 4.540615082 55.56 0 1623.727051 3 541.9138184 -0.091642173 -4.96E-05 32.44797116GADQKPTSADCAVR 2 224282117 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C11] 1.543 2.854063749 14.85 0 1934.01658 3 645.3432617 -0.697245186 -0.000449495 29.3295732197276664 NT5C2 cytosolic purine 5'-nucleotidase 22978 NP_001127845.1 6.060606061 1 3 3 11 561 64.928 6.14 0.76 0.713 0.043 0.51 Non-Significant 0.16 KPLFFGEGTVLR 2 197276664 2xTMT6plex [N-Term; K1] 1.391 2.290174961 9.56 0 1822.099111 3 608.0387573 1.430999357 0.000869141 68.70079586DAVDWVHYK 5 197276664 2xTMT6plex [N-Term; K9] 0.739 0.713 0.037 2.237104893 14.3 0 1590.868049 3 530.9605103 -0.673417435 -0.000357106 50.89852719GLVFDTLYGNLLK 4 197276664 2xTMT6plex [N-Term; K13] 100 1.730895519 4.37 0 1911.135556 2 956.0646362 -7.095503518 -0.006780235 96.55600399291621647 PGRMC2 membrane-associated progesterone receptor component 2 10424 NP_006311.2 8.097165992 1 2 3 12 247 26.154 5.31 0.71 0.45 0.58 Non-Significant #N/A GLATFCLDK 6 291621647 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.018 100 0.941 4.152711391 45.8 0 1482.839057 2 741.9226685 -0.672322416 -0.000498473 66.77445421EWEMQFK 4 291621647 2xTMT6plex [N-Term; K7] 0.71 0.448 3.099772692 25.08 0 1455.770643 2 728.3895264 0.778319291 0.000566527 68.64282298GLATFCLDKDALR 2 291621647 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.939371586 0.74 1 1938.088289 3 646.7020874 1.764691037 0.001140042 68.366360854557663 IGBP1 immunoglobulin-binding protein 1 3476 NP_001542.1 7.374631268 1 2 2 14 339 39.198 5.38 1.14 2.06 100 34.4 Non-Significant #N/A SAVESGQADDER 12 4557663 1xTMT6plex [N-Term] 1.138 1.75 100 4.603832722 82.51 0 1492.707695 2 746.8577271 0.322971178 0.000241051 18.97580736AAEMLSQLDLFSR 2 4557663 1xTMT6plex [N-Term] 100 1.589257002 12.7 0 1709.909372 2 855.4572144 -1.298313875 -0.00111 98.9854877313569797 ARSA arylsulfatase A isoform a precursor 410 NP_001078896.2 4.911591356 1 3 3 8 509 53.772 6.07 0.581 1.351 0.398 0.78 Non-Significant 0.12 GYLTGMAGK 4 313569797 2xTMT6plex [N-Term; K9] 2.604 0.398 3.468069792 34.7 0 1355.775728 2 678.3909302 -0.844334659 -0.000572364 48.56101056GTTYEGGVR 2 313569797 1xTMT6plex [N-Term] 0.581 2.740427256 37.95 0 1168.615967 2 584.8116455 0.040129201 2.34E-05 29.73062376AALLTGR 2 313569797 1xTMT6plex [N-Term] 0.353 2.39337635 24.02 0 930.5933817 2 465.7997131 -1.323962208 -0.000616035 45.22393099164519076 TM9SF4 transmembrane 9 superfamily member 4 precursor 9777 NP_055557.2 4.361370717 1 2 2 8 642 74.47 6.54 1.35 1.15 1.25 Non-Significant #N/A ITEDYYVHLIADNLPVATR 4 164519076 1xTMT6plex [N-Term] 100 2.345 3.375841379 30.21 0 2432.302291 3 811.4395752 0.773524715 0.000627149 96.74187667AENLGEVLR 4 164519076 1xTMT6plex [N-Term] 1.305 1.12 3.439941883 48.11 0 1229.705117 2 615.3555298 -1.084715083 -0.00066694 57.6233193342476299 GIGYF2 PERQ amino acid-rich with GYF domain-containing protein 2 isoform b 26058 NP_056390.2 2.07852194 1 2 2 8 1299 149.978 5.54 1.33 1.01 1.18 1.17 Significant 0.0061 AYLGDTSEAK 6 42476299 2xTMT6plex [N-Term; K10] 1.333 1.075 1.176 4.571928501 70.4 0 1512.830995 2 756.9181519 -1.300527997 -0.00098374 33.52320696DVGRPNFEEGGPTSVGR 2 42476299 1xTMT6plex [N-Term] 0.831 3.35011363 4.2 0 2003.014382 3 668.3430786 0.14990898 0.00010009 46.776035231573214 LTN1 E3 ubiquitin-protein ligase listerin isoform 1 26046 NP_056380.2 2.152317881 1 3 3 6 1812 205.046 6.52 0.73 1.59 1.16 Non-Significant #N/A VSSESHFSER 2 231573214 1xTMT6plex [N-Term] 2.698 3.669305563 20.37 0 1393.690923 3 465.2346497 -1.09601445 -0.000509168 26.52534778AMQEFGTMCTER 2 231573214 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.567 1.752938867 7.27 0 1689.759613 2 845.3842163 0.912885582 0.000771279 49.01932088ETPDTLSDPQTVPEEER 2 231573214 1xTMT6plex [N-Term] 0.728 2.660382509 8.16 0 2172.050552 2 1086.528198 -0.659554458 -0.000716293 49.772355284506625 RPL27A 60S ribosomal protein L27a 6157 NP_000981.1 12.16216216 1 2 2 9 148 16.551 11 0.01 1.08 0.55 Non-Significant #N/A YHPGYFGK 4 4506625 2xTMT6plex [N-Term; K8] 1.082 3.042075634 29.72 0 1426.788342 2 713.897644 -0.231712058 -0.000165302 46.13612977LWTLVSEQTR 5 4506625 1xTMT6plex [N-Term] 0.01 0.994 1.829044342 15.18 0 1461.826295 2 731.416687 -0.13483583 -9.86E-05 67.778476956550051 USP39 U4/U6.U5 tri-snRNP-associated protein 2 isoform 1 10713 NP_006581.2 5.663716814 1 3 3 7 565 65.34 8.91 0.92 1.17 1.05 Non-Significant #N/A EYLSEEVQAVHK 3 56550051 2xTMT6plex [N-Term; K12] 0.89 1.173 3.287077427 10.28 0 1890.037299 3 630.6837158 -0.372780507 -0.000234856 58.94297528SVLDFDFEK 2 56550051 2xTMT6plex [N-Term; K9] 100 2.293682814 27.83 0 1557.856481 2 779.4326172 0.947901824 0.000738348 79.79639425EAPASVVPFVR 2 56550051 1xTMT6plex [N-Term] 1.491 2.071855783 27.48 0 1400.809916 2 700.9076538 -1.345809157 -0.000942611 51.4936898593004088 LYPD3 ly6/PLAUR domain-containing protein 3 precursor 27076 NP_055215.2 8.670520231 1 2 2 8 346 35.948 7.75 0.62 0.58 0.6 Non-Significant #N/A GLDLHGLLAFIQLQQCAQDR 4 93004088 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 100 0.404 3.555085182 15.77 0 2525.349593 3 842.4526367 -2.469204172 -0.002078535 104.8625723GCVQDEFCTR 4 93004088 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C8] 0.611 0.616 3.858565092 54.09 0 1500.677264 2 750.8427734 0.670267368 0.000502927 46.1479131240288278 NUDT1 7,8-dihydro-8-oxoguanine triphosphatase isoform p22 4521 NP_945187.1 15.6424581 1 2 2 8 179 20.283 5.02 1.44 1.59 1.54 1.52 Significant 0.00084 VQEGETIEDGAR 6 40288278 1xTMT6plex [N-Term] 1.443 0.941 1.54 4.76617527 77.32 0 1532.775381 2 766.8910522 -0.360879891 -0.000276574 34.08516149DMWPDDSYWFPLLLQK 2 40288278 2xTMT6plex [N-Term; K16] 1.885 3.322756767 25.4 0 2512.298675 2 1256.651489 -1.183427912 -0.001486562 116.79892510092657 NDUFA12 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 12 isoform a 55967 NP_061326.1 20.68965517 1 2 2 5 145 17.104 9.63 1.26 1.06 1.16 Non-Significant #N/A GLQQITGHGGLR 2 10092657 1xTMT6plex [N-Term] 1.36 3.367543459 33.53 0 1465.843676 3 489.2868652 1.614458052 0.000788848 39.60720364WLHSMTDDPPTTKPLTAR 3 10092657 2xTMT6plex [N-Term; K13] 0.919 1.061 4.278896809 4.78 0 2525.358649 4 632.0944824 -1.009608081 -0.000637406 54.64493374132626688 MDC1 mediator of DNA damage checkpoint protein 1 9656 NP_055456.2 1.340354236 1 2 2 4 2089 226.529 5.47 100 1.01 50.51 Non-Significant #N/A HQVSVEGTNQTDVK 2 132626688 2xTMT6plex [N-Term; K14] 1.013 3.532819271 32.92 0 2000.081289 3 667.364502 -1.168027839 -0.000778717 29.70691376GIPILSLDWLHQSR 2 132626688 1xTMT6plex [N-Term] 100 2.087305784 18.89 0 1864.064233 3 622.0269775 1.151332207 0.000715386 93.556159385453601 CRTAP cartilage-associated protein precursor 10491 NP_006362.1 7.2319202 1 3 3 12 401 46.532 5.73 1.402 2.396 0.707 1.5 Non-Significant 0.092 DELMPLESAYR 6 5453601 1xTMT6plex [N-Term] 1.402 3.427197933 26.88 0 1552.78786 2 776.8985596 1.276723419 0.00099124 72.83436762SYESLFIR 2 5453601 1xTMT6plex [N-Term] 2.187896729 35.94 0 1243.688404 2 622.3484497 0.979846767 0.000609312 65.94602923SLPGAEDYIK 4 5453601 2xTMT6plex [N-Term; K10] 2.396 0.707 2.194849253 16.15 0 1550.88303 2 775.9456177 0.598743777 0.000464291 51.7927534551173730 SMAD2 mothers against decapentaplegic homolog 2 isoform 1 4087 NP_001003652.1 2.78372591 1 1 1 8 467 52.273 6.58 1.14 1.08 1.07 1.09 Significant 0.0004 KDEVCVNPYHYQR 8 51173730 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 1.142 1.075 1.065 4.915442467 27.53 1 2166.116629 4 542.2845459 -0.126972041 -6.88E-05 44.83939669815891001 C19orf70 MICOS complex subunit MIC13 isoform 1 125988 NP_001295169.1 32.85714286 1 3 3 10 140 15.426 9.03 100 0.92 1.04 33.99 Non-Significant #N/A AGEVVPPAMYQFSQYVCQQTGLQIPQLPAPPK 2 815891001 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C17] 100 1.516875148 3.28 0 4001.106921 4 1001.034058 1.8692824 0.0018698 103.8731654EGWEYVK 6 815891001 2xTMT6plex [N-Term; K7] 100 0.93 0.979 3.184938669 35.36 0 1368.756373 2 684.8824463 0.907939608 0.000621374 53.13801848SQAALQK 2 815891001 2xTMT6plex [N-Term; K7] 0.903 3.065303564 36.22 0 1203.746143 2 602.3765259 -0.305531353 -0.000183891 33.792340114505117 MBD2 methyl-CpG-binding domain protein 2 isoform 1 8932 NP_003918.1 5.352798054 1 2 2 8 411 43.228 10.04 1.14 1.21 1.17 Non-Significant #N/A AFIVTDEDIR 4 4505117 1xTMT6plex [N-Term] 1.048 3.926887512 53.56 0 1407.768111 2 704.3877563 0.088896255 6.26E-05 67.23317082GKPDLNTTLPIR 4 4505117 2xTMT6plex [N-Term; K2] 1.166 1.208 3.25722003 20.07 0 1783.084189 3 595.0331421 0.38335236 0.00022785 49.541840796679189 TMED3 transmembrane emp24 domain-containing protein 3 isoform a precursor 23423 NP_031390.1 10.13824885 1 2 2 10 217 24.761 5.6 1.13 1.04 1.04 1.07 Significant 0.00079 QCFHEEVEQGVK 6 6679189 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 1.204 1.151 1.041 5.018826008 30.64 0 1947.999868 3 650.005127 0.492751253 0.00031996 44.77198653TVIDSQTHYR 4 6679189 1xTMT6plex [N-Term] 1.029 0.95 4.052268982 49.62 0 1448.769508 3 483.5944214 -0.550115004 -0.000265663 32.7444048131982904 NUP35 nucleoporin NUP53 isoform a 129401 NP_612142.2 7.668711656 1 2 2 6 326 34.751 9.09 1.56 1.1 1.33 Non-Significant #N/A ASTSDYQVISDR 4 31982904 1xTMT6plex [N-Term] 1.689 1.095 3.843924761 47.8 0 1570.791031 2 785.8986816 -0.601237676 -0.000472209 46.95079091TLGTPTQPGSTPR 2 31982904 1xTMT6plex [N-Term] 1.238 3.613572598 22.32 0 1541.848486 2 771.4284668 0.759182086 0.000585272 36.71824465983173860 DYNLRB1 dynein light chain roadblock-type 1 isoform d 83658 NP_001306086.1 23.14049587 1 2 2 8 121 13.354 10.08 1.35 1.18 1.26 Non-Significant #N/A GVQGIIVVNTEGIPIK 3 983173860 2xTMT6plex [N-Term; K16] 2.215603828 36.13 0 2095.289097 2 1048.146973 -1.158798327 -0.001214009 76.12128687DIDPQNDLTFLR 5 983173860 1xTMT6plex [N-Term] 1.351 1.175 2.691030741 27.71 0 1675.885266 2 838.4439087 -2.819433576 -0.002362524 85.22206624256773176 WDR46 WD repeat-containing protein 46 isoform 1 9277 NP_005443.3 5.737704918 1 2 2 5 610 68.029 9.67 0.96 1.1 1.03 Non-Significant #N/A AVAVDSTGTYMATSGLDHQLK 3 256773176 2xTMT6plex [N-Term; K21] 0.729 1.1 3.589385271 22.74 0 2623.380173 3 875.1304321 -1.3072727 -0.001143158 64.36878304ASPPSLEQPYLTHR 2 256773176 1xTMT6plex [N-Term] 0.97 3.069494247 20.34 0 1824.980563 3 608.9974976 -1.437666938 -0.000874571 47.43784251260274832 ECI2 enoyl-CoA delta isomerase 2, mitochondrial isoform 2 10455 NP_996667.2 6.091370558 1 2 2 10 394 43.557 9 1.04 0.95 0.99 Non-Significant #N/A LHAVNAEECNVLQGR 4 260274832 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.345 0.936 5.365458488 41.34 0 1939.00171 3 647.0067139 2.000421941 0.001292941 33.3370064ATEMLIFGK 6 260274832 2xTMT6plex [N-Term; K9] 0.714 100 2.711652756 32 0 1467.864543 2 734.4373169 1.916899673 0.001406875 76.18597447542133148 UBAP2 ubiquitin-associated protein 2 isoform 1 55833 NP_060919.3 2.680965147 1 3 3 5 1119 117.072 7.34 0.74 1.23 0.98 Non-Significant #N/A ESTPGDSPSTVNK 2 542133148 2xTMT6plex [N-Term; K13] 2.557 2.917291403 31.34 0 1776.937979 2 888.9721069 -0.586065932 -0.000520701 36.25094462QLMEVTGK 2 542133148 2xTMT6plex [N-Term; K8] 0.598 2.306254625 8.42 0 1363.801943 2 682.4043579 -0.369540233 -0.00025199 56.27154735SQQTLDTPK 1 542133148 2xTMT6plex [N-Term; K9] 1.228 1.867237091 0 1475.846979 2 738.4268799 -0.33597953 -0.000247927 36.462175877661922 RAB21 ras-related protein Rab-21 23011 NP_055814.1 9.333333333 1 2 2 6 225 24.332 7.94 0.99 1.17 1.08 Non-Significant #N/A MIETAQVDER 4 7661922 1xTMT6plex [N-Term] 0.992 1.167 4.212765694 61.76 0 1420.730345 2 710.8687134 -0.137297122 -9.75E-05 39.33257844GIEELFLDLCK 2 7661922 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 2.51270771 19.11 0 1795.007579 2 898.0077515 0.360638972 0.000323675 105.912994613375926 VPS37B vacuolar protein sorting-associated protein 37B 79720 NP_078943.1 7.719298246 1 2 2 8 285 31.287 7.34 0.98 0.94 1.12 1.01 Significant 0.0029 MEETQNVQLNK 2 13375926 2xTMT6plex [N-Term; K11] 1.304 3.121404409 25.45 0 1791.967505 2 896.4872437 -0.16407402 -0.000147008 47.22393275IEEDTENMAEK 6 13375926 2xTMT6plex [N-Term; K11] 0.958 0.943 1.116 4.153890133 43.73 0 1766.888251 2 883.9486694 1.024941552 0.000905479 44.356756532483369 ORC3 origin recognition complex subunit 3 isoform 1 23595 NP_862820.1 1.685393258 1 1 1 8 712 82.272 7.61 1.61 1.92 2.27 1.93 Significant 0.0096 SKEEESVHVTQR 8 32483369 2xTMT6plex [N-Term; K2] 1.612 1.917 2.268 4.719777107 25.39 1 1887.03361 4 472.5139465 0.183305062 8.65E-05 27.15677953187281616 NDUFS7 NADH dehydrogenase [ubiquinone] iron-sulfur protein 7, mitochondrial 374291 NP_077718.3 12.20657277 1 3 3 10 213 23.548 9.99 1.17 0.71 0.82 0.9 Significant 0.023 KVYDQMPEPR 2 187281616 2xTMT6plex [N-Term; K1] 0.818 4.799450874 31.27 1 1720.945647 3 574.3202515 0.321912858 0.000184665 42.46981027GEYVVAK 2 187281616 2xTMT6plex [N-Term; K7] 0.617 2.864383459 20.5 0 1223.739995 2 612.3731079 -0.862699341 -0.00052786 39.35875516LDDLVNWAR 6 187281616 1xTMT6plex [N-Term] 1.17 100 1.945275426 19.11 0 1330.731666 2 665.8691406 -0.496937149 -0.000330645 75.71759516160707950 MECP2 methyl-CpG-binding protein 2 isoform 2 4204 NP_001104262.1 3.614457831 1 2 2 8 498 53.291 9.88 0.66 0.56 0.69 0.64 Significant 0.0038 AATSEGVQVK 6 160707950 2xTMT6plex [N-Term; K10] 0.663 0.559 0.627 3.912615299 61.62 0 1447.852064 2 724.4301758 0.697959774 0.000505271 34.60632788ETVSIEVK 2 160707950 2xTMT6plex [N-Term; K8] 0.707 3.725009441 39.27 0 1362.824453 2 681.914856 -1.480319738 -0.001008708 43.9616660723308697 SRPRA signal recognition particle receptor subunit alpha isoform 1 6734 NP_003130.2 4.231974922 1 3 3 14 638 69.767 8.95 1.02 0.9 100 33.97 Non-Significant #N/A AVVAALMK 6 23308697 2xTMT6plex [N-Term; K8] 1.017 0.904 100 3.050380707 39.36 0 1260.811386 2 630.9086304 -1.111687147 -0.000700814 66.23495796GTLGGMFGMLK 4 23308697 2xTMT6plex [N-Term; K11] 1.638864517 17.03 0 1569.889712 2 785.4483032 -0.243631565 -0.000191237 80.18857764TMVQLFEK 4 23308697 2xTMT6plex [N-Term; K8] 1.984891653 20.17 0 1453.848893 2 727.4263306 -2.413488227 -0.001754424 67.83552577630044887 TACC2 transforming acidic coiled-coil-containing protein 2 isoform a 10579 NP_996744.3 1.18724559 1 2 2 5 2948 309.207 4.81 0.51 0.56 0.53 Non-Significant #N/A APGMEGTAALHGDSPARPQQAK 4 630044887 2xTMT6plex [N-Term; K22] 0.505 0.561 6.681325436 22.63 0 2648.397888 4 662.855896 1.459646374 0.000966431 34.77944998AQQEQAAHQASLR 1 630044887 1xTMT6plex [N-Term] 1.816613913 0 1666.882246 3 556.298584 -0.628368847 -0.000349139 21.10729132746816144 PPP4C serine/threonine-protein phosphatase 4 catalytic subunit isoform 1 5531 NP_001290432.1 8.143322476 1 1 2 11 307 35.057 5.06 0.84 1.03 1.12 1 Significant 0.0068 EILVEESNVQR 5 746816144 1xTMT6plex [N-Term] 0.839 1.028 1.118 3.959099293 53.18 0 1544.848152 2 772.9281006 0.500043887 0.000386246 50.15647374QITQVYGFYDECLR 6 746816144 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 100 100 1.885375261 8.38 0 2020.999978 2 1011.00293 -0.690467598 -0.000697717 66.25291074145309302 CDK13 cyclin-dependent kinase 13 isoform 1 8621 NP_003709.3 1.587301587 1 1 2 17 1512 164.823 9.69 1.23 1.49 1.34 1.35 Significant 0.0031 GNTETSASASQTNHVK 8 145309302 2xTMT6plex [N-Term; K16] 1.232 1.489 1.34 4.146788597 58.99 0 2090.087831 3 697.3679199 0.658295601 0.000458632 21.14532958IADFGLAR 18 145309302 1xTMT6plex [N-Term] 1.152 0.755 4.681 2.275216579 33.17 0 1091.64106 2 546.3240356 -0.243176028 -0.00013273 61.80413661289177074 RRM2B ribonucleoside-diphosphate reductase subunit M2 B isoform 2 50484 NP_001165948.1 8.510638298 1 2 3 11 423 48.756 7.99 0.49 0.42 0.84 0.58 Significant 0.046 EIIVDAVK 6 289177074 2xTMT6plex [N-Term; K8] 0.49 0.417 0.843 2.492410898 35.88 0 1344.850274 2 672.9285278 -0.367718212 -0.000247263 51.90746405GLMPGLTFSNELISR 4 289177074 1xTMT6plex [N-Term] 100 1.339978218 14.02 0 1864.019985 2 932.5125732 -1.134776259 -0.001057623 82.47227856FVIFPIQYPDIWK 1 289177074 2xTMT6plex [N-Term; K13] 1.349550009 0 2124.229791 2 1062.615967 -2.416907188 -0.002567033 110.16710118922331 MAGOHB protein mago nashi homolog 2 isoform 1 55110 NP_060518.1 16.21621622 1 2 2 8 148 17.265 6.39 1.042 0.745 2.622 1.47 Non-Significant 0.13 FGHEFLEFEFRPDGK 2 8922331 2xTMT6plex [N-Term; K15] 1.415 3.753724098 20.37 0 2313.206824 4 579.0579834 1.41798983 0.000820026 76.97659825IIDDSEITK 6 8922331 2xTMT6plex [N-Term; K9] 0.906 0.745 2.622 4.027554989 42.64 0 1491.867046 2 746.4365845 -0.773121634 -0.000576697 56.80663612205360956 CRELD2 cysteine-rich with EGF-like domain protein 2 isoform a precursor 79174 NP_001128573.1 5.970149254 1 2 2 6 402 43.549 4.79 1.04 0.8 0.92 Non-Significant #N/A EHGQCADVDECSLAEK 2 205360956 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C5; C11] 1.419 4.947753429 36.88 0 2306.079317 3 769.3665161 2.462365367 0.001892803 38.6811327ECISGYAR 4 205360956 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.733 0.796 2.805529356 29.13 0 1184.593124 2 592.800354 0.25956407 0.000153739 33.35562443156630992 OTUD4 OTU domain-containing protein 4 isoform 3 54726 NP_001096123.1 3.431839847 1 2 2 4 1049 117.009 6.67 0.66 0.92 0.79 Non-Significant #N/A GEHVHSLPEASVSSKPDEGR 2 156630992 2xTMT6plex [N-Term; K15] 0.662 4.28878212 7.07 0 2576.346899 4 644.842041 -0.219092196 -0.000141114 32.13042022KPSTSGQNFHSDVDYR 2 156630992 2xTMT6plex [N-Term; K1] 0.915 3.421954632 18.5 0 2296.172229 4 574.7974854 -1.793155452 -0.001029348 36.97894327132566684 SCARB1 scavenger receptor class B member 1 isoform 1 949 NP_005496.4 4.322200393 1 2 2 6 509 56.936 7.96 0.69 0.7 0.7 Non-Significant #N/A ESGVFEGIPTYR 4 132566684 1xTMT6plex [N-Term] 0.69 6.166 3.663650513 36.9 0 1583.826688 2 792.4168701 -0.141906704 -0.000112378 66.47836103SVAGIGQTGK 2 132566684 2xTMT6plex [N-Term; K10] 0.593 2.685677767 32.24 0 1375.830935 2 688.420105 1.452402971 0.00099913 35.4978094611056056 MRPS12 28S ribosomal protein S12, mitochondrial precursor 6183 NP_066930.1 24.63768116 1 2 2 9 138 15.163 10.29 0.69 0.53 0.61 Non-Significant #N/A EAVCFIPGEGHTLQEHQIVLVEGGR 4 11056056 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.693 0.01 3.651294708 21.69 0 3004.551205 4 751.8946533 1.856590509 0.001394555 74.98873202GVVLCTFTR 5 11056056 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.836 2.204589128 39.45 0 1281.718659 2 641.3637085 1.155957415 0.000740806 48.30179428221219024 PHLDB1 pleckstrin homology-like domain family B member 1 isoform a 23187 NP_001138230.1 1.960784314 1 2 2 6 1377 151.068 8.63 1.06 100 1.43 34.16 Non-Significant #N/A AQVLGHVEQLK 4 221219024 2xTMT6plex [N-Term; K11] 1.055 1.434 4.468836308 34.93 0 1680.020861 3 560.6779175 -0.989159499 -0.000553936 48.82928042GLLTDSPAATVLAEAR 2 221219024 1xTMT6plex [N-Term] 100 2.476489067 16.07 0 1814.022094 2 907.5144653 -0.242282571 -0.000219753 85.3970675922547134 MRPL37 39S ribosomal protein L37, mitochondrial 51253 NP_057575.2 5.673758865 1 3 3 10 423 48.087 8.59 1.05 0.88 0.96 Non-Significant #N/A DPLPTIASR 2 22547134 1xTMT6plex [N-Term] 1.068 2.705091 36.46 0 1198.699303 2 599.8530884 -0.336249622 -0.000201531 48.27691425LIEGLPEK 4 22547134 2xTMT6plex [N-Term; K8] 1.178 3.183903933 34.14 0 1356.850274 2 678.930481 2.514444025 0.001705862 62.43343148EEIEATK 4 22547134 2xTMT6plex [N-Term; K7] 1.012 0.876 3.013094425 34.11 0 1277.735303 2 639.3709717 -0.498257052 -0.00031832 38.0843750914150100 NTPCR cancer-related nucleoside-triphosphatase 84284 NP_115700.1 13.68421053 1 2 2 9 190 20.7 9.54 1.78 1.51 100 34.43 Non-Significant #N/A SSGVPVDGFYTEEVR 5 14150100 1xTMT6plex [N-Term] 1.777 100 3.236171007 40.97 0 1870.938423 2 935.9735107 0.706268233 0.000660692 66.57164252GKPLALVEEIR 4 14150100 2xTMT6plex [N-Term; K2] 0.492 100 2.728090048 25.56 0 1683.056912 3 561.6897583 -1.301499456 -0.000730166 57.0724973956243590 WDR33 pre-mRNA 3' end processing protein WDR33 isoform 1 55339 NP_060853.3 2.020958084 1 2 2 6 1336 145.799 9.17 1.19 1.25 1.22 Non-Significant #N/A EMEAPGGPSEDR 4 56243590 1xTMT6plex [N-Term] 1.441 1.247 3.399208307 33.91 0 1503.694688 2 752.3504639 -0.689498762 -0.000518398 33.02056401GPHPSQGPIPFQQQK 2 56243590 2xTMT6plex [N-Term; K15] 1.121 3.547946692 17.88 0 2104.170379 3 702.0601807 -2.086265379 -0.001463286 43.04209101223468676 RELA transcription factor p65 isoform 1 5970 NP_068810.3 8.34845735 1 4 4 11 551 60.181 5.68 0.93 100 1.09 34.01 Non-Significant #N/A GDYDLNAVR 4 223468676 1xTMT6plex [N-Term] 0.779 2.851649523 31 0 1251.653081 2 626.3307495 0.911717036 0.000570577 42.49939053ELSEPMEFQYLPDTDDR 1 223468676 1xTMT6plex [N-Term] 0.902295649 0 2314.074659 2 1157.539307 -1.435592727 -0.001661034 80.8589587QVAIVFR 4 223468676 1xTMT6plex [N-Term] 1.083 1.088 2.035033464 18.45 0 1061.666881 2 531.3366089 -0.885246191 -0.000469918 48.24323812LPPVLSHPIFDNR 2 223468676 1xTMT6plex [N-Term] 100 1.954466581 19.74 0 1733.990006 3 578.6672974 -1.537996267 -0.000888957 62.8241252719923971 HAUS1 HAUS augmin-like complex subunit 1 115106 NP_612452.1 6.474820144 1 2 2 10 278 31.844 5.53 1.44 1.35 1.22 1.34 Significant 0.0023 ASEYESEAK 4 19923971 2xTMT6plex [N-Term; K9] 1.061 0.97 3.911995173 46.83 0 1471.76806 2 736.3878174 0.20260368 0.000149093 38.23447067AAEEQLSAR 6 19923971 1xTMT6plex [N-Term] 1.631 1.527 1.218 3.39136529 61.07 0 1203.653081 2 602.3309326 1.25232461 0.000753682 19.21398564507693 TSC1 hamartin isoform 1 7248 NP_000359.1 1.632302405 1 2 2 6 1164 129.685 6.47 1.5 1.55 1.53 Non-Significant #N/A AEAAEAAEER 4 4507693 1xTMT6plex [N-Term] 1.551 3.58368969 58.72 0 1275.637825 2 638.3223877 -0.255777438 -0.00016314 25.6779594GQLQAAESR 2 4507693 1xTMT6plex [N-Term] 1.504 3.178487301 34.04 0 1188.653416 2 594.8305664 0.370648411 0.000220286 17.3952807854792146 TRIM47 tripartite motif-containing protein 47 91107 NP_258411.2 5.172413793 1 2 2 6 638 69.488 6.44 1.18 0.48 0.83 Non-Significant #N/A VCLCEACAAQEHR 4 54792146 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C4; C7] 1.139 0.481 4.301272869 45.67 0 1832.840324 3 611.618042 -0.409857546 -0.000250401 42.97174574LKPAFFLESVDAHLQIGPLK 2 54792146 3xTMT6plex [N-Term; K2; K20] 100 2.210203409 6.73 0 2910.742397 4 728.444458 4.674168784 0.003401325 100.18172193083120 TOMM40 mitochondrial import receptor subunit TOM40 homolog 10452 NP_001122388.1 9.695290859 1 3 3 12 361 37.869 7.25 1.14 1.09 1.11 Non-Significant #N/A MAIQTQQSK 4 193083120 2xTMT6plex [N-Term; K9] 1.113 1.071 4.10143137 53.19 0 1492.85577 2 746.9317627 0.320982532 0.00023959 36.43536737ELFPIQMEGVK 7 193083120 2xTMT6plex [N-Term; K11] 100 100 1.900625944 11.84 0 1749.002099 2 875.0029297 -2.010652246 -0.001758317 78.30685852GSVDSNWIVGATLEK 1 193083120 2xTMT6plex [N-Term; K15] 1.12182045 0 2034.127176 2 1017.567627 0.393754264 0.000400473 77.11405402115430209 PHACTR4 phosphatase and actin regulator 4 isoform 2 65979 NP_076412.3 1.54494382 1 1 1 13 712 79.081 6.73 1.09 1.12 1.18 1.13 Significant 0.00055 SSEMEVHEESK 6 115430209 2xTMT6plex [N-Term; K11] 1.101 1.067 1.198 4.162467003 35.38 0 1749.872936 3 583.9624634 -0.056411685 -3.29E-05 29.65162387SSEMEVHEESK 7 115430209 2xTMT6plex [N-Term; K11]; 1xOxidation [M4] 0.94 100 0.25 2.77739048 23.05 0 1765.867851 3 583.9624634 -0.056411685 -3.29E-05 29.6516238740789249 DARS2 aspartate--tRNA ligase, mitochondrial 55157 NP_060592.2 8.062015504 1 4 4 11 645 73.516 8.02 1.38 1.03 1.2 Non-Significant #N/A IIDISDVFR 4 40789249 1xTMT6plex [N-Term] 1.817 2.489972115 20.89 0 1306.756818 2 653.882019 -0.043293489 -2.83E-05 89.79408377KLPFEIK 4 40789249 3xTMT6plex [N-Term; K1; K7] 1.123 1.028 2.201387882 19.7 1 1562.028462 3 521.3474121 -0.498513244 -0.000259564 71.65998685LECADLLETR 2 40789249 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.676665902 9.25 0 1448.761646 2 724.8843384 -0.169449673 -0.000122746 56.73280524LMETQEEDVVLLTAGEHNKACSLLGK 1 40789249 3xTMT6plex [N-Term; K19; K26]; 1xCarbamidomethyl [C21] 100 1.072670579 2.1 1 3572.927115 4 893.9873657 0.144898177 0.000129428 119.860520214211889 DPY30 protein dpy-30 homolog 84661 NP_115963.1 27.27272727 1 2 2 8 99 11.243 4.88 0.67 0.76 0.71 Non-Significant #N/A ERPPNPIEFLASYLLK 4 14211889 2xTMT6plex [N-Term; K16] 100 3.517292738 17.08 0 2345.363324 3 782.4525146 -8.669665155 -0.006777838 114.4522342QKVDLQSLPTR 4 14211889 2xTMT6plex [N-Term; K2] 0.667 0.704 2.975191832 17.32 1 1743.052889 3 581.6883545 -1.364917526 -0.000793041 35.6450460911596859 MRPL17 39S ribosomal protein L17, mitochondrial 63875 NP_071344.1 15.42857143 1 3 3 11 175 20.038 10.11 0.85 0.75 0.93 0.84 Significant 0.0038 MAVIEYK 6 11596859 2xTMT6plex [N-Term; K7] 0.971 0.747 0.933 3.291785955 37.35 0 1311.774666 2 656.3905029 -0.714010302 -0.00046831 50.88411661MADFWLTEK 3 11596859 2xTMT6plex [N-Term; K9] 1.761850238 11.9 0 1598.865272 2 799.9346924 -1.978593463 -0.001581752 81.69585848GNCLPPLPLPR 2 11596859 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.746 2.557917833 15.47 0 1462.840171 2 731.9219971 -2.360674422 -0.001726645 74.18376008



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms82880658 HSPA14 heat shock 70 kDa protein 14 isoform 1 51182 NP_057383.2 4.911591356 1 2 2 8 509 54.76 5.59 1.43 1.01 1.7 1.38 Significant 0.021 DGSLHVTCTDQETGK 2 82880658 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 1.599 3.691345453 27.46 0 2106.053754 3 702.6825562 -9.799570848 -0.006879474 35.41886298YEIDTGEETK 6 82880658 2xTMT6plex [N-Term; K10] 1.431 1.012 1.759 3.637337208 32.98 0 1642.857603 2 821.9269409 -6.694392771 -0.005498967 41.43069494169790923 MTR methionine synthase isoform 1 4548 NP_000245.2 2.371541502 1 3 3 5 1265 140.437 5.58 1.35 0.46 0.9 Non-Significant #N/A LAEAFAEELHER 2 169790923 1xTMT6plex [N-Term] 2.933 3.002070427 33.93 0 1643.859051 3 548.6239014 -1.155961903 -0.000633413 78.69244237LADIEQSTGIR 2 169790923 1xTMT6plex [N-Term] 0.991 1.737104416 5.37 0 1431.800474 2 716.402771 -1.54230834 -0.001104139 59.26664919LEYALVK 1 169790923 2xTMT6plex [N-Term; K7] 0.458 1.986615539 0 1293.818245 2 647.4111328 -2.516748401 -0.001628107 71.1004294134452693 VPS28 vacuolar protein sorting-associated protein 28 homolog isoform 2 51160 NP_898880.1 8.154506438 1 2 2 6 233 26.445 7.72 1.24 0.92 1.08 Non-Significant #N/A AMDEIQPDLR 2 34452693 1xTMT6plex [N-Term] 0.85 3.786545515 49.07 0 1416.735431 2 708.8716431 0.408624504 0.000289456 53.58716294LDCPLAMER 4 34452693 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.244 1.343 3.469315052 36.31 0 1333.680559 2 667.3449097 1.48765454 0.000992028 54.4711282451479145 ARFGEF1 brefeldin A-inhibited guanine nucleotide-exchange protein 1 10565 NP_006412.2 1.352082207 1 3 3 14 1849 208.634 5.85 1 1.25 1.12 Non-Significant #N/A GLECLVSILK 6 51479145 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 2.507596731 37.14 0 1589.970071 2 795.4884644 -0.263689908 -0.00020963 98.0566631DAVDFDVR 4 51479145 1xTMT6plex [N-Term] 0.966 1.228 2.973774672 31.44 0 1165.605068 2 583.3065186 0.593699696 0.00034601 52.38810784DAFLVFR 4 51479145 1xTMT6plex [N-Term] 100 100 2.07605648 20.39 0 1096.635246 2 548.8210449 -0.395096046 -0.000216638 74.1189882432455256 CERS2 ceramide synthase 2 29956 NP_859530.1 6.578947368 1 2 2 10 380 44.847 8.98 1.14 0.91 0.91 0.99 Significant 0.006 APPNATLEHFYLTSGK 6 32455256 2xTMT6plex [N-Term; K16] 1.618 0.306 0.913 3.405291796 41.63 0 2204.211575 3 735.40802 -0.93812746 -0.000689277 60.26146517QVEVELLSR 4 32455256 1xTMT6plex [N-Term] 1.073 1.031 2.96097827 41.99 0 1301.762632 2 651.3846436 -0.47718425 -0.00031059 62.808673884505235 MPI mannose-6-phosphate isomerase isoform 1 4351 NP_002426.1 7.80141844 1 2 2 10 423 46.626 5.95 0.74 0.01 0.37 Non-Significant #N/A KVPEFQFLIGDEAATHLK 2 4505235 3xTMT6plex [N-Term; K1; K18] 0.738 2.843327284 18.38 1 2730.579748 4 683.3994141 -1.436281069 -0.00098047 81.00342277GDCVECMACSDNTVR 8 4505235 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C3; C6; C9]; 1xOxidation [M7] 0.01 2.499277353 23.78 0 2018.823747 2 1009.917175 1.647769371 0.001663278 28.83152482343887347 CD2BP2 CD2 antigen cytoplasmic tail-binding protein 2 10421 NP_001230575.1 8.797653959 1 2 2 4 341 37.623 4.61 1.63 0.95 1.29 Non-Significant #N/A GNLGVYQETR 2 343887347 1xTMT6plex [N-Term] 0.953 3.852370262 51.51 0 1365.732394 2 683.3699951 0.233914328 0.000159732 39.89822995KVTFQGVGDEEDEDEIIVPK 2 343887347 3xTMT6plex [N-Term; K1; K20] 1.629 2.08728528 7.09 1 2934.591494 3 978.8688965 0.218672046 0.000213904 71.3319377209862871 TRMT1 tRNA (guanine(26)-N(2))-dimethyltransferase isoform 1 55621 NP_001129507.1 3.641881639 1 2 2 4 659 72.188 7.64 0.04 0.74 0.39 Non-Significant #N/A ESENLASGDQPR 2 209862871 1xTMT6plex [N-Term] 0.041 3.35035634 38.71 0 1531.75498 2 766.380249 -1.148031603 -0.000879252 31.98516883DLTCAVITEFAR 2 209862871 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.735 1.625244379 13.94 0 1624.856609 2 812.9310303 -1.122968707 -0.000912332 85.93729763166795236 TACSTD2 tumor-associated calcium signal transducer 2 precursor 4070 NP_002344.2 8.359133127 1 3 3 7 323 35.687 8.87 100 0.66 0.3 33.65 Non-Significant #N/A DIKGESLFQGR 2 166795236 2xTMT6plex [N-Term; K3] 0.302 2.773038387 7.99 1 1707.97939 3 569.9967041 -2.243016125 -0.001277008 47.48984683GESLFQGR 2 166795236 1xTMT6plex [N-Term] 0.655 2.564241886 27.79 0 1122.610488 2 561.8097534 1.551718923 0.000870988 38.88647164AAGDVDIGDAAYYFER 3 166795236 1xTMT6plex [N-Term] 100 1.319577098 12.95 0 1961.944237 2 981.4764404 0.696823768 0.000683565 70.2998011224496106 REXO2 oligoribonuclease, mitochondrial precursor 25996 NP_056338.2 7.594936709 1 2 2 10 237 26.816 6.87 1.38 1.44 1.11 1.31 Significant 0.0059 ALDDISESIK 6 224496106 2xTMT6plex [N-Term; K10] 1.212 0.718 1.109 3.833132982 56.57 0 1548.888509 2 774.9471436 -0.967739521 -0.00074946 63.84433112IIDVSTVK 4 224496106 2xTMT6plex [N-Term; K8] 1.44 1.461 3.17175889 46.25 0 1332.850274 2 666.9285278 -0.371028875 -0.000247263 64.89173178662033833 RPA2 replication protein A 32 kDa subunit isoform 3 6118 NP_001284487.1 9.352517986 1 2 2 8 278 30.137 6.96 1.35 1.33 100 34.23 Non-Significant #N/A ACPRPEGLNFQDLK 4 662033833 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.349 1.328 3.087217093 17.11 0 2103.142115 3 701.7191772 0.410456467 0.000287749 65.80335908IDDMTAAPMDVR 4 662033833 1xTMT6plex [N-Term] 100 2.206989527 27.72 0 1563.77083 2 782.3876953 -1.736677107 -0.001357883 51.51311136193290128 SPCS1 signal peptidase complex subunit 1 28972 NP_054760.3 10.0591716 1 2 2 8 169 18.286 8.72 1.05 1.25 0.98 1.1 Significant 0.0054 WLPVQESSTDDKKPGER 4 193290128 3xTMT6plex [N-Term; K12; K13] 1.022 0.983 4.193378448 9.08 1 2659.465841 4 665.6218872 -0.045765534 -3.04E-05 56.29744701WLPVQESSTDDK 4 193290128 2xTMT6plex [N-Term; K12] 1.354 1.253 2.868794203 15.64 0 1862.990014 2 931.9977417 -0.97018854 -0.000903726 68.96019234206597505 AGFG1 arf-GAP domain and FG repeat-containing protein 1 isoform 1 3267 NP_001128659.1 4.109589041 1 2 2 6 584 60.729 8.56 1.03 1.15 1.09 Non-Significant #N/A SLLGDSAPTLHLNK 4 206597505 2xTMT6plex [N-Term; K14] 1.004 1.153 4.786669731 31.22 0 1924.126782 3 642.0460205 -1.701658431 -0.001091402 67.75642593QIWLGLFDDR 2 206597505 1xTMT6plex [N-Term] 2.014 2.072621346 18.51 0 1491.81573 2 746.4118042 0.403487124 0.000300964 100.6334825164698438 TK1 thymidine kinase, cytosolic 7083 NP_003249.3 11.11111111 1 2 2 6 234 25.452 8.51 2.13 2.52 2.32 Non-Significant #N/A EVEVIGGADK 4 164698438 2xTMT6plex [N-Term; K10] 2.182 2.516 4.43858242 51.48 0 1474.85173 2 737.9295654 0.084218212 6.21E-05 43.69945826ENCPVPGKPGEAVAAR 2 164698438 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.852 2.567432642 0.6 0 2110.147929 3 704.0532227 -1.333627473 -0.00093805 39.4657013432307132 NFS1 cysteine desulfurase, mitochondrial isoform a precursor 9054 NP_066923.3 6.126914661 1 2 2 5 457 50.164 8.31 0.94 0.61 0.78 Non-Significant #N/A AIGTDEDLAHSSIR 4 32307132 1xTMT6plex [N-Term] 0.944 0.826 4.155636787 47.11 0 1713.896893 3 571.9701538 -0.574651966 -0.000328298 42.53363698THAYGWESEAAMER 1 32307132 1xTMT6plex [N-Term] 0.151 2.169164896 0 1866.864213 3 622.9591675 -0.676829405 -0.000421183 41.8015313440254834 KIF1C kinesin-like protein KIF1C 10749 NP_006603.2 2.719854941 1 3 3 6 1103 122.87 6.9 1.99 0.54 1.27 Non-Significant #N/A TVAATNMNETSSR 2 40254834 1xTMT6plex [N-Term] 1.993 2.906635046 20.47 0 1610.80055 2 805.9039307 0.021609209 1.74E-05 34.93585968DSVLTWLLK 2 40254834 2xTMT6plex [N-Term; K9] 1.239294171 13.4 0 1532.945237 2 766.9758301 -0.556441111 -0.000426497 105.2462679ELQEEVAR 2 40254834 1xTMT6plex [N-Term] 0.539 2.459640741 16.98 0 1202.657832 2 601.8314819 -1.78357697 -0.001072516 33.56833333119226260 CHERP calcium homeostasis endoplasmic reticulum protein 10523 NP_006378.3 2.947598253 1 3 3 10 916 103.637 9.04 0.59 1.1 100 33.9 Non-Significant #N/A LEDHEYKPLDPK 2 119226260 3xTMT6plex [N-Term; K7; K12] 0.584 3.307388306 3.36 0 2171.231531 4 543.5635376 0.363669472 0.000197403 51.73386255ELLAALQK 6 119226260 2xTMT6plex [N-Term; K8] 0.01 1.097 100 1.725575447 22.44 0 1343.866258 2 672.4364014 -0.544611951 -0.000365943 62.95224828LLQLWEK 2 119226260 2xTMT6plex [N-Term; K7] 1.169 2.249330044 17.59 0 1387.871343 2 694.4398193 0.733967078 0.000509326 85.291128434503987 GGH gamma-glutamyl hydrolase precursor 8836 NP_003869.1 7.86163522 1 3 3 5 318 35.941 7.11 0.92 0.84 0.88 Non-Significant #N/A LDLTEKDYEILFK 2 4503987 3xTMT6plex [N-Term; K6; K13] 0.843 3.012903929 6.98 1 2314.351312 3 772.1208496 -1.432812667 -0.001105344 92.30696352YPVYGVQWHPEK 1 4503987 2xTMT6plex [N-Term; K12] 0.737 1.967539907 0 1961.068539 3 654.3616943 1.014930265 0.000663449 63.95272816DYEILFK 2 4503987 2xTMT6plex [N-Term; K7] 100 1.982317805 17.14 0 1385.808074 2 693.4093628 2.435074524 0.001687273 96.03992851291084505 NKRF NF-kappa-B-repressing factor isoform 1 55922 NP_001166958.1 3.120567376 1 2 2 6 705 79.446 8.88 0.99 1.78 1.07 1.28 Significant 0.036 EVNEQTHFASMPR 4 291084505 1xTMT6plex [N-Term] 1.777 1.066 4.42821455 32.1 0 1774.874384 3 592.2922363 -6.889392139 -0.004075935 37.98126904GAVEDVISR 2 291084505 1xTMT6plex [N-Term] 0.992 2.790851831 26.51 0 1174.662918 2 587.8348389 -0.439756476 -0.000258283 46.0188348313899267 NUDT12 peroxisomal NADH pyrophosphatase NUDT12 isoform 1 83594 NP_113626.1 3.896103896 1 2 2 6 462 52.043 6.83 1.38 1.09 1.2 1.22 Significant 0.0047 EVEEESGVK 4 13899267 2xTMT6plex [N-Term; K9] 1.089 1.201 4.65362215 53.11 0 1463.79936 2 732.4020996 -1.66517442 -0.001218741 33.37827941EAGVVAQAR 2 13899267 1xTMT6plex [N-Term] 1.377 3.001917839 35.91 0 1129.652687 2 565.3296509 -0.586244068 -0.000331126 31.069345414249342 INA alpha-internexin 9118 NP_116116.1 3.80761523 1 1 2 12 499 55.357 5.4 0.82 0.87 0.84 Non-Significant #N/A AQLEEASSAR 4 14249342 1xTMT6plex [N-Term] 0.819 0.869 3.45014739 44.15 0 1290.68511 2 645.8465576 0.564827447 0.000364507 32.96632692EYQDLLNVK 8 14249342 2xTMT6plex [N-Term; K9] 1.577 1.391 3.344995975 42.56 0 1579.909579 2 790.4584961 0.086288166 6.82E-05 69.5297119856676393 ARHGDIB rho GDP-dissociation inhibitor 2 397 NP_001166.3 15.42288557 1 2 2 12 201 22.974 5.21 1.33 1.42 100 34.25 Non-Significant #N/A APEPHVEEDDDDELDSK 8 56676393 2xTMT6plex [N-Term; K17] 1.325 1.417 4.836457253 38.95 0 2398.129814 3 800.0482178 0.119130462 9.52E-05 47.81304013ELQEMDKDDESLIK 4 56676393 3xTMT6plex [N-Term; K7; K14] 100 1.958467126 4.88 1 2380.288453 3 794.0996094 -1.755406995 -0.001392792 56.38941959209862879 NIF3L1 NIF3-like protein 1 isoform 1 60491 NP_001129511.1 5.570291777 1 2 2 12 377 41.942 6.65 0.69 100 0.94 33.88 Non-Significant #N/A DMLDSHLENK 4 209862879 2xTMT6plex [N-Term; K10] 0.695 0.944 3.503968239 43.16 0 1659.877627 3 553.9645386 0.864721973 0.000478444 49.83637796ALMQVVDFLSR 8 209862879 1xTMT6plex [N-Term] 0.64 100 2.327799797 35.54 0 1507.850401 2 754.4282837 -0.73616533 -0.000555014 107.698633714719402 RRS1 ribosome biogenesis regulatory protein homolog 23212 NP_055984.1 9.863013699 1 3 3 9 365 41.168 10.7 1.24 1.71 1.34 1.43 Significant 0.0098 EEDQEEAAK 5 14719402 2xTMT6plex [N-Term; K9] 1.241 1.967 3.176881075 27.7 0 1506.768788 2 753.8880005 -0.042364454 -3.19E-05 23.80609501VEEAIVAR 3 14719402 1xTMT6plex [N-Term] 1.702 1.343 2.577496767 42.46 0 1115.662189 2 558.3293457 -9.657639966 -0.005387332 40.55983254EWLIEVPGNADPLEDQFAK 1 14719402 2xTMT6plex [N-Term; K19] 1.305021286 0 2629.391389 2 1315.195801 -2.686670204 -0.003532154 94.5219097340255109 GRPEL2 grpE protein homolog 2, mitochondrial precursor 134266 NP_689620.2 8.888888889 1 2 2 8 225 25.415 7.72 100 0.67 0.62 33.76 Non-Significant #N/A DLVEVADILEK 4 40255109 2xTMT6plex [N-Term; K11] 100 0.527 2.722269297 32.99 0 1702.003873 2 851.5056152 0.047231826 4.02E-05 87.29763122VEVAVESQR 4 40255109 1xTMT6plex [N-Term] 0.669 0.624 3.076053858 31.37 0 1245.700031 2 623.352478 -1.888091236 -0.001175998 36.244749074826870 NUCB2 nucleobindin-2 precursor 4925 NP_005004.1 5.238095238 1 2 2 11 420 50.191 5.12 1.65 1.51 1.12 1.43 Significant 0.012 LEYHQVIQQMEQK 4 4826870 2xTMT6plex [N-Term; K13] 1.544 1.177 4.259981632 38.21 0 2132.157431 3 711.3908081 0.206573117 0.000146815 70.36979577LVTLEEFLK 7 4826870 2xTMT6plex [N-Term; K9] 100 100 1.124 2.140462399 21.06 0 1549.960552 2 775.4840698 0.200526676 0.000155404 94.52376432149999611 SRP14 signal recognition particle 14 kDa protein isoform 1 6727 NP_003125.3 34.55882353 1 3 3 12 136 14.561 10.04 1.496 0.746 0.01 0.75 Non-Significant 0.22 ISTVVSSK 4 149999611 2xTMT6plex [N-Term; K8] 1.496 0.746 3.231804848 48.76 0 1278.803323 2 639.9048462 -0.709747285 -0.000453814 46.79370606AAAAAAAAAPAAAATAPTTAATTAATAAQ 5 149999611 1xTMT6plex [N-Term] 1.798493147 8.52 0 2597.373224 2 1299.192627 1.830105202 0.002376733 45.55902599FQMAYSNLLR 3 149999611 1xTMT6plex [N-Term] 0.01 1.602763176 9.54 0 1471.792886 2 736.3988647 -1.653138723 -0.001216539 66.82864032332000015 PRKAG1 5'-AMP-activated protein kinase subunit gamma-1 isoform 3 5571 NP_001193638.1 9.705882353 1 3 3 8 340 38.508 7.09 1.43 1.28 1.4 1.37 Significant 0.0011 LVVVDENDVVK 2 332000015 2xTMT6plex [N-Term; K11] 100 1.619174123 16.44 0 1687.004208 2 844.0045776 -1.380658419 -0.001164588 62.35324439LFITEFPKPEFMSK 1 332000015 3xTMT6plex [N-Term; K8; K14] 1.814558268 0 2401.380838 3 801.1325684 0.963682265 0.000771389 92.97403579LVEAEVHR 5 332000015 1xTMT6plex [N-Term] 1.414 1.277 1.403 2.675816298 24.28 0 1181.683988 2 591.3458862 0.430175024 0.000254165 33.7612590840068481 SETD3 histone-lysine N-methyltransferase setd3 isoform a 84193 NP_115609.2 4.713804714 1 3 3 9 594 67.215 5.96 0.55 100 0.01 33.52 Non-Significant #N/A GLSVTFDGK 3 40068481 2xTMT6plex [N-Term; K9] 0.01 2.010676861 34.62 0 1381.809137 2 691.4085693 0.524697555 0.000362516 53.23258401DSFTYEDYR 2 40068481 1xTMT6plex [N-Term] 0.547 3.312882185 24.53 0 1424.653141 2 712.8296509 -0.783069335 -0.000557801 54.69558286AEELFLWVPR 4 40068481 1xTMT6plex [N-Term] 100 1.940508842 20.41 0 1488.841216 2 744.9254761 1.651746614 0.001229594 98.0616857294536803 ANO10 anoctamin-10 isoform 1 55129 NP_060545.3 2.727272727 1 2 2 10 660 76.28 7.4 2.833 1.008 1.062 1.63 Non-Significant 0.11 LEFESLEALK 4 94536803 2xTMT6plex [N-Term; K10] 100 2.035 3.047266245 55.85 0 1636.956195 2 818.980835 -1.100669725 -0.000900874 90.08972739GCANMTYR 6 94536803 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.269 0.755 1.062 2.879954576 35.6 0 1201.565529 2 601.2865601 0.261756167 0.000157259 28.3062444433149324 UBE2D3 ubiquitin-conjugating enzyme E2 D3 isoform 3 7323 NP_871622.1 23.48993289 1 2 2 10 149 16.882 7.74 0.97 1.17 100 34.05 Non-Significant #N/A VLLSICSLLCDPNPDDPLVPEIAR 4 33149324 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C10] 1.296 1.297 3.145911217 23.3 0 2935.547031 3 979.1848145 -2.432674574 -0.00238041 106.553203SQWSPALTISK 6 33149324 2xTMT6plex [N-Term; K11] 0.906 1.018 100 3.553556442 43.19 0 1675.978327 2 838.4978027 5.967480955 0.005000684 64.54986855148229491 UQCRHL cytochrome b-c1 complex subunit 6-like, mitochondrial 440567 NP_001083060.1 45.05494505 1 3 3 5 91 10.745 4.44 0.92 1.36 1.14 Non-Significant #N/A MLTESGDPEEEEEEEEELVDPLTTVR 2 148229491 1xTMT6plex [N-Term] 2.055668831 7.95 0 3234.493259 3 1078.83374 -2.037968964 -0.002197266 83.96749479EQCEQLEK 2 148229491 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.363 3.188093424 27.99 0 1521.798315 2 761.3952026 -9.978915351 -0.007592948 38.07627073GLEDEQK 1 148229491 2xTMT6plex [N-Term; K7] 0.916 32.7 0 1276.714902 2 638.8618164 1.138783997 0.000726951 33.90988705261878494 GSDMD gasdermin-D 79792 NP_001159709.1 5.991735537 1 3 3 11 484 52.768 5.08 1.28 1.27 1.28 Non-Significant #N/A AEVETISK 4 261878494 2xTMT6plex [N-Term; K8] 1.385 1.266 3.296125889 37.73 0 1334.793153 2 667.9002075 -0.010616579 -7.09E-06 47.30298434DILEPDAAEPDVQR 5 261878494 1xTMT6plex [N-Term] 1.90294385 10.27 0 1796.922773 2 898.9660645 1.156903502 0.001039433 47.0519985ELELLDR 2 261878494 1xTMT6plex [N-Term] 1.198 3.024077892 29.26 0 1116.646205 2 558.8265381 -0.363112437 -0.000202734 63.0357218327544939 BRK1 protein BRICK1 55845 NP_060932.2 37.33333333 1 3 3 12 75 8.739 5.45 0.81 0.89 100 33.9 Non-Significant #N/A EYIEIITSSIK 6 27544939 2xTMT6plex [N-Term; K11] 100 100 1.621277928 9.81 0 1754.035174 2 877.5216675 0.504414593 0.00044238 105.8905658EIHQDWANR 4 27544939 1xTMT6plex [N-Term] 0.794 0.875 3.523646116 35.2 0 1397.712327 3 466.5758972 0.580212662 0.000270323 32.58391925RIEYIEAR 2 27544939 1xTMT6plex [N-Term] 0.847 3.081020355 29.81 1 1278.736751 3 426.9169312 -0.399701477 -0.000170371 42.8347337421361619 TOLLIP toll-interacting protein isoform 1 54472 NP_061882.2 9.854014599 1 2 2 6 274 30.262 5.97 0.46 0.43 0.44 Non-Significant #N/A GPVYIGELPQDFLR 4 21361619 1xTMT6plex [N-Term] 0.608 0.426 3.293703794 36.12 0 1833.010801 2 917.0078125 -1.337842635 -0.00122614 93.16097591IAWTHITIPESLR 2 21361619 1xTMT6plex [N-Term] 0.251 2.513612986 14.22 0 1766.01622 3 589.3433838 -0.352382274 -0.000207438 86.4343166746592991 GRIPAP1 GRIP1-associated protein 1 56850 NP_064522.3 2.734839477 1 2 2 4 841 95.931 5.11 0.8 0.86 0.83 Non-Significant #N/A IDVSVAAGHTDR 2 46592991 1xTMT6plex [N-Term] 0.858 4.35108757 39.11 0 1469.790972 3 490.6020203 0.364644379 0.00017865 37.1685877EQLTQELQEAR 2 46592991 1xTMT6plex [N-Term] 0.803 2.76177597 18.25 0 1573.838316 2 787.4228516 0.070448787 5.54E-05 53.9355279555769587 NOP14 nucleolar protein 14 isoform 1 8602 NP_003694.1 3.383897316 1 3 3 9 857 97.607 7.58 1.3 1.42 1.36 Non-Significant #N/A ELIEELIAK 6 55769587 2xTMT6plex [N-Term; K9] 1.05 100 2.463157415 32.18 0 1515.939817 2 758.4742432 0.918867695 0.000696474 91.23179573EKPKPDAYDMMVR 1 55769587 3xTMT6plex [N-Term; K2; K4] 1.403 3.698950768 0 2267.249506 4 567.5643921 -6.072318282 -0.003441865 43.24618138ELGFEMK 2 55769587 2xTMT6plex [N-Term; K7] 1.426 2.409362316 14.13 0 1311.73828 2 656.3737183 1.432879916 0.000939782 63.502676234503349 DNASE2 deoxyribonuclease-2-alpha precursor 1777 NP_001366.1 5.833333333 1 2 2 6 360 39.556 8.05 1.3 1.35 1.33 Non-Significant #N/A YLDESSGGWR 4 4503349 1xTMT6plex [N-Term] 1.377 1.354 3.749640703 27.47 0 1398.68511 2 699.8460693 -0.176986316 -0.000123774 53.5166692GPWTCVGDMNR 2 4503349 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.112 3.228076458 31.66 0 1521.713984 2 761.359436 -1.569631161 -0.001194265 54.7568153314149777 HDHD2 haloacid dehalogenase-like hydrolase domain-containing protein 2 isoform 1 84064 NP_115500.1 9.266409266 1 3 3 9 259 28.518 6.24 1.01 1.21 1.22 1.14 Significant 0.0035 ATVVGKPEK 2 14149777 3xTMT6plex [N-Term; K6; K9] 1.166 1.919037461 11.98 0 1616.035004 3 539.3494263 -0.79086864 -0.000426024 39.79980759GASVIIR 5 14149777 1xTMT6plex [N-Term] 1.006 1.242 1.217 2.664847136 31.84 0 944.6090318 2 472.8082886 0.284507588 0.000134374 34.91345654TFFLEALR 2 14149777 1xTMT6plex [N-Term] 1.887942791 15.48 0 1225.714225 2 613.3602295 -0.850659643 -0.000521333 91.119689438327615 ERGIC3 endoplasmic reticulum-Golgi intermediate compartment protein 3 isoform a 51614 NP_938408.1 6.443298969 1 2 2 8 388 43.744 6.04 1.28 1.08 1.34 1.23 Significant 0.004 LDKDGIPVSSEAER 6 38327615 2xTMT6plex [N-Term; K3] 1.28 1.178 1.34 4.097522736 19.01 1 1974.090791 3 658.7015991 -0.276941021 -0.000182236 36.52373017VAGNFHFAPGK 2 38327615 2xTMT6plex [N-Term; K11] 0.789 3.206302166 12.16 0 1602.915668 3 534.9768066 0.124100025 6.63E-05 46.991688994538322 HAGH hydroxyacylglutathione hydrolase, mitochondrial isoform 1 precursor 3029 NP_005317.2 7.792207792 1 2 2 8 308 33.784 8.12 0.51 0.6 0.58 0.56 Significant 0.0023 TVQQHAGETDPVTTMR 6 94538322 1xTMT6plex [N-Term] 0.51 0.628 0.577 4.777196407 33.54 0 2000.006854 3 667.3397827 -1.029604206 -0.000686405 37.36491184ALLEVLGR 2 94538322 1xTMT6plex [N-Term] 0.481 2.348047256 37.23 0 1099.70366 2 550.3546143 -1.553577056 -0.000854237 71.7094590913129092 TMEM109 transmembrane protein 109 precursor 79073 NP_076997.1 8.641975309 1 2 2 12 243 26.194 10.48 1.876 1.487 0.413 1.26 Non-Significant 0.1 ASGAQLEAK 6 13129092 2xTMT6plex [N-Term; K9] 1.905 1.648 3.932295322 55.47 0 1332.788736 2 666.8986206 0.92187224 0.00061433 23.92583869EAPVDVLTQIGR 6 13129092 1xTMT6plex [N-Term] 1.401 0.478 0.413 2.475510359 33.2 0 1526.873973 2 763.9415283 1.183529654 0.00090355 56.649155047706607 LEMD3 inner nuclear membrane protein Man1 isoform 1 23592 NP_055134.2 2.41492865 1 2 2 8 911 99.935 7.55 0.96 1.07 1 1.01 Significant 0.001 RPAGPELQTPPGK 4 7706607 2xTMT6plex [N-Term; K13] 1.064 0.998 4.317615986 27.13 0 1806.063788 3 602.6932373 0.758712993 0.000456761 33.98329049AAAAGSLDR 4 7706607 1xTMT6plex [N-Term] 0.959 1.281 2.985847712 41.66 0 1060.594838 2 530.8007813 -0.52074551 -0.00027615 17.5652007331284170 SH3GLB1 endophilin-B1 isoform 2 51100 NP_001193580.1 5.837563452 1 1 2 8 394 44.233 6.44 0.85 0.73 0.79 Non-Significant #N/A ELIQTSALNFLTPLR 4 331284170 1xTMT6plex [N-Term] 0.846 0.73 2.299716711 21.59 0 1945.131978 2 973.0697021 0.076774675 7.47E-05 101.2075756AVQFTEEK 4 331284170 2xTMT6plex [N-Term; K8] 0.751 0.811 4.00589323 46.2 0 1409.804052 2 705.4053955 -0.381063152 -0.000268612 43.0956862382546824 FOXK1 forkhead box protein K1 221937 NP_001032242.1 3.137789905 1 2 2 6 733 75.411 9.32 1.64 1.05 0.96 1.22 Significant 0.029 AASEQQADTSGGDSPK 2 82546824 2xTMT6plex [N-Term; K16] 1.64 4.419412136 51.92 0 2007.003098 3 669.6721191 -0.644631852 -0.000431259 31.99507507FPSTAIK 4 82546824 2xTMT6plex [N-Term; K7] 1.054 0.961 2.534971952 46.16 0 1221.76073 2 611.3838501 -0.251116835 -0.000153402 48.484869717978519 VPS26A vacuolar protein sorting-associated protein 26A isoform 1 9559 NP_004887.2 7.339449541 1 2 2 10 327 38.146 6.57 0.93 0.93 0.9 0.92 Significant 0.00012 SNTHEFVNLVK 6 17978519 2xTMT6plex [N-Term; K11] 0.93 0.898 0.896 4.878344059 31.12 0 1745.99504 3 582.6699219 0.098645756 5.74E-05 54.09351295LFLAGYDPTPTMR 4 17978519 1xTMT6plex [N-Term] 0.846 100 2.104501486 20.45 0 1710.908644 2 855.9581909 0.269655507 0.000230678 79.56898491267844811 NAV1 neuron navigator 1 isoform 1 89796 NP_065176.3 1.438465637 1 2 2 4 1877 202.347 8.07 0.79 1.18 0.99 Non-Significant #N/A LFHANEEEEPEKK 2 267844811 3xTMT6plex [N-Term; K12; K13] 0.794 3.957952738 12.65 1 2287.253723 4 572.5692749 0.676317349 0.000386727 42.85283228LEALNSAHQLDQLR 2 267844811 1xTMT6plex [N-Term] 1.177 2.774035454 18.18 0 1837.012926 3 613.0080566 -1.801396211 -0.001103063 56.6776504372534684 PLD3 phospholipase D3 23646 NP_001026866.1 8.775510204 1 3 3 13 490 54.671 6.47 1.94 0.98 100 34.31 Non-Significant #N/A LFVVPADEAQAR 6 72534684 1xTMT6plex [N-Term] 1.943 100 100 2.248136282 18.49 0 1544.863408 2 772.93396 -1.789775141 -0.001382479 55.41221676DWDSPYSHDLDTSADSVGNACR 1 72534684 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 0.747 2.721241236 0 2697.168453 3 899.725708 -2.180752395 -0.001960619 53.80703075SQLEAIFLR 6 72534684 1xTMT6plex [N-Term] 1.951781034 27.71 0 1305.772802 2 653.3889771 -1.627379919 -0.001062494 70.6588877111055992 SCPEP1 retinoid-inducible serine carboxypeptidase precursor 59342 NP_067639.1 5.088495575 1 3 3 10 452 50.798 5.81 1.05 1.1 1.22 1.12 Significant 0.002 SLETSAFVK 2 11055992 2xTMT6plex [N-Term; K9] 0.808 2.700362206 15.4 0 1439.851002 2 720.4284668 -0.93400376 -0.000672413 61.90513384GLAEVSK 6 11055992 2xTMT6plex [N-Term; K7] 1.191 1.103 1.215 2.860553503 38.28 0 1161.724345 2 581.3654785 -0.57195044 -0.000332224 45.17315108ALYSDPK 2 11055992 2xTMT6plex [N-Term; K7] 0.989 2.407617807 23.7 0 1251.73491 2 626.3701782 -1.461726979 -0.000914847 41.72946927705618 MRPL11 39S ribosomal protein L11, mitochondrial isoform a 65003 NP_057134.1 9.895833333 1 2 2 10 192 20.67 9.91 0.98 1.01 0.98 0.99 Significant 0.0001 EADLAAQEEAAK 4 7705618 2xTMT6plex [N-Term; K12] 0.989 1.043 4.787613392 65.11 0 1703.9216 2 852.4643555 -0.097447265 -8.30E-05 40.11107373AAAGIEK 6 7705618 2xTMT6plex [N-Term; K7] 0.972 0.947 0.979 3.408229113 34.51 0 1117.69813 2 559.3522949 -0.730891667 -0.000408458 36.268084432698730 NUFIP2 nuclear fragile X mental retardation-interacting protein 2 57532 NP_065823.1 3.45323741 1 2 2 6 695 76.075 8.7 1.34 0.75 1.04 Non-Significant #N/A GCENLNIVQDK 4 32698730 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.337 0.749 3.99667573 52.03 0 1747.94129 2 874.4744263 0.163408842 0.000142815 51.0697932IITYNEAMDSPDQ 2 32698730 1xTMT6plex [N-Term] 1.329793692 9.68 0 1725.820282 2 863.413269 -0.591477614 -0.000510392 66.8708206757634536 LARP4B la-related protein 4B 23185 NP_055970.1 2.574525745 1 2 2 8 738 80.503 6.92 1.11 1.4 1.1 1.2 Significant 0.0066 KPSYAEICQR 6 57634536 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 1.105 1.4 1.21 4.04312706 15.64 0 1709.940896 3 570.6513062 -0.895482979 -0.000510408 32.21519541IQNPSAYAK 2 57634536 2xTMT6plex [N-Term; K9] 0.613 3.746547937 28.56 0 1449.846585 2 725.4260864 -1.164887689 -0.000844454 38.26898886255759952 WDR81 WD repeat-containing protein 81 isoform 1 124997 NP_001157281.1 1.442555384 1 2 2 6 1941 211.564 5.58 0.94 0.83 0.88 Non-Significant #N/A AEGLGEAEVR 4 255759952 1xTMT6plex [N-Term] 0.938 0.828 4.041032791 50.83 0 1259.679296 2 630.3440552 1.2207564 0.000768881 35.70776802ILLPEGFNPMQALEELEK 2 255759952 2xTMT6plex [N-Term; K18] 1.583794236 4.62 0 2529.403868 2 1265.203613 -1.549111057 -0.001959164 115.28119575901998 LSM6 U6 snRNA-associated Sm-like protein LSm6 11157 NP_009011.1 23.75 1 2 2 8 80 9.122 9.58 1.26 1.26 1.19 1.24 Significant 0.00036 GNNVLYISTQK 4 5901998 2xTMT6plex [N-Term; K11] 1.812 1.192 3.352868319 45.22 0 1694.984141 2 847.9946899 -1.202280976 -0.001018924 48.7812725QTPSDFLK 4 5901998 2xTMT6plex [N-Term; K8] 1.26 1.149 3.224117994 35.1 0 1393.809137 2 697.4091797 1.395983818 0.000972868 59.4720908738093649 SLC37A2 sugar phosphate exchanger 2 isoform 1 219855 NP_938018.1 3.564356436 1 2 2 6 505 54.751 6.86 0.68 0.92 0.8 Non-Significant #N/A GSGSSMVLTHQ 4 38093649 1xTMT6plex [N-Term] 0.491 0.921 3.012056112 45.54 0 1332.677916 2 666.8433228 1.090381851 0.000726564 41.61538656KPISIVK 2 38093649 3xTMT6plex [N-Term; K1; K7] 0.693 3.127114296 19.67 0 1472.017897 3 491.3440857 -0.131302698 -6.44E-05 50.5904456118918407 SYNE2 nesprin-2 isoform 5 23224 NP_878918.2 0.318517446 1 2 2 4 6907 798.362 5.36 1.21 1.41 1.31 Non-Significant #N/A GHGEDCIEAEEK 2 118918407 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 1.409 5.04496479 35.31 0 1831.889649 3 611.3004761 -1.51406355 -0.000924532 30.84326728ALEDFLASLR 2 118918407 1xTMT6plex [N-Term] 1.211 1.441673756 26.39 0 1363.778282 2 682.3925781 -0.294842648 -0.00020105 106.434083221316620 CDC123 cell division cycle protein 123 homolog 8872 NP_006014.2 6.845238095 1 2 2 4 336 39.11 4.81 1.25 0.61 0.93 Non-Significant #N/A DFVDLSTGEDAHK 2 221316620 2xTMT6plex [N-Term; K13] 1.249 3.482318401 2.56 0 1891.980178 3 631.3311768 -0.634666566 -0.000400259 58.82986847TLSDIFLLFK 2 221316620 2xTMT6plex [N-Term; K10] 0.607 2.40141654 9.8 0 1655.018401 2 828.0131226 0.342634974 0.000283534 118.41671024505331 NAPG gamma-soluble NSF attachment protein 8774 NP_003817.1 10.8974359 1 3 3 10 312 34.724 5.41 1.09 1 1.04 Non-Significant #N/A



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms LIENVDPEK 4 4505331 2xTMT6plex [N-Term; K9] 1.029 0.812 2.382899046 17.89 0 1514.88303 2 757.9465942 1.902263413 0.001440853 55.29236535QAVELLGK 4 4505331 2xTMT6plex [N-Term; K8] 100 100 1.994275808 23.43 0 1315.834958 2 658.420105 -1.538596501 -0.00101227 47.83219668AVQLYQQTANVFENEER 2 4505331 1xTMT6plex [N-Term] 0.795895875 0 2268.14579 2 1134.575073 -1.287582852 -0.001460213 69.21741563388490152 LARP7 la-related protein 7 isoform 2 51574 NP_001253968.1 4.074702886 1 3 3 8 589 67.612 9.54 1.01 1.37 1.19 Non-Significant #N/A IISTEPLPGR 4 388490152 1xTMT6plex [N-Term] 0.794 1.372 3.235792398 20.95 0 1311.783367 2 656.3949585 -0.554022738 -0.000363379 56.97207513ASMASLK 2 388490152 2xTMT6plex [N-Term; K7] 1.049 2.992897511 32.76 0 1165.701501 2 583.3537598 -1.079220323 -0.000629024 51.81386499EYLALQK 2 388490152 2xTMT6plex [N-Term; K7] 1.228 3.172913313 28.97 0 1322.808409 2 661.9077759 -0.101036693 -6.68E-05 60.50511837260064013 RRM2 ribonucleoside-diphosphate reductase subunit M2 isoform 1 6241 NP_001159403.1 8.017817372 1 2 3 9 449 51.06 6.57 3.25 1.55 2.4 Non-Significant #N/A EIIINAVR 4 260064013 1xTMT6plex [N-Term] 100 1.554 2.80103302 32.44 0 1156.725124 2 578.8654785 -1.248048235 -0.000721824 48.24156735GLMPGLTFSNELISR 4 260064013 1xTMT6plex [N-Term] 100 1.339978218 14.02 0 1864.019985 2 932.5125732 -1.134776259 -0.001057623 82.47227856AAAPGVEDEPLLR 1 260064013 1xTMT6plex [N-Term] 2.147 2.78256321 6.03 0 1566.868888 2 783.9370117 -1.366229502 -0.001070351 57.6980707110863929 RNASEL 2-5A-dependent ribonuclease 6041 NP_066956.1 3.10391363 1 2 2 5 741 83.481 6.65 0.97 1.46 1.21 Non-Significant #N/A GASTDCGDLVMTAR 3 10863929 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.968 1.456 3.289103746 33.69 0 1682.803921 2 841.9055176 -0.096561309 -8.12E-05 39.01874709EDIVELLLR 2 10863929 1xTMT6plex [N-Term] 1.743442059 30.99 0 1328.798683 2 664.9036865 1.063823206 0.000706803 99.889388744506587 RPA3 replication protein A 14 kDa subunit 6119 NP_002938.1 21.48760331 1 2 2 11 121 13.56 5.08 1.36 1.89 1.63 Non-Significant #N/A EDSHPFDLGLYNEAVK 4 4506587 2xTMT6plex [N-Term; K16] 1.663 1.892 4.322119236 22.5 0 2292.191233 3 764.734436 -1.081142138 -0.000826062 74.07119432MFILSDGEGK 7 4506587 2xTMT6plex [N-Term; K10] 1.333 4.08958149 42.79 0 1554.860186 2 777.9337158 -0.020085005 -1.56E-05 87.755121694758152 TIMM8A mitochondrial import inner membrane translocase subunit Tim8 A isoform 1 1678 NP_004076.1 22.68041237 1 2 2 12 97 10.991 5.16 0.8 0.68 0.67 0.72 Significant 0.0034 AEACFVNCVER 6 4758152 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C8] 0.804 0.666 0.668 4.160584927 49.84 0 1583.750764 2 792.3781128 -1.145826795 -0.000907352 45.71098435SKPVFSESLSD 6 4758152 2xTMT6plex [N-Term; K2] 0.689 0.731 1.812681198 34.36 0 1653.909973 2 827.458374 -0.303325533 -0.000250837 57.0790953691807125 FAM3C protein FAM3C precursor 10447 NP_001035109.1 9.251101322 1 2 2 8 227 24.665 8.29 0.69 0.93 0.81 Non-Significant #N/A MASGAANVVGPK 4 91807125 2xTMT6plex [N-Term; K12] 0.694 0.932 4.272680283 49.39 0 1559.897969 2 780.4535522 1.191829354 0.000929566 41.22796246DNWVFCGGK 4 91807125 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 2.021486521 10.91 0 1540.798255 2 770.901062 -2.211617615 -0.001703828 59.40821126532164716 PPP2R5E serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform isoform a 5529 NP_001269108.1 4.496788009 1 2 2 4 467 54.664 6.95 1.32 0.93 1.12 Non-Significant #N/A GCLTEQTYPEVVR 2 532164716 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.928 3.029584646 28.98 0 1780.910101 2 890.958252 -0.490391823 -0.000436672 44.76235574KLEDLELK 2 532164716 3xTMT6plex [N-Term; K1; K8] 1.316 3.356176138 24.61 1 1675.060884 3 559.0241699 -1.7476764 -0.000975821 63.761661856912734 TNPO3 transportin-3 isoform 1 23534 NP_036602.1 2.708559047 1 2 2 6 923 104.136 5.57 1.58 1.66 1.62 Non-Significant #N/A ETTVGAVTVTHK 4 6912734 2xTMT6plex [N-Term; K12] 1.592 1.659 4.729648113 47.98 0 1700.994706 3 567.6644897 -9.282675405 -0.005263261 37.55702349IVCTPGQGLGDLR 2 6912734 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.295 2.636787653 26.1 0 1614.883492 2 807.9453735 -0.013375384 -1.08E-05 63.540665678393259 TFIP11 tuftelin-interacting protein 11 24144 NP_036275.1 2.508960573 1 2 2 12 837 96.758 5.67 0.93 0.92 0.58 0.81 Significant 0.02 GAVGAYGSER 10 8393259 1xTMT6plex [N-Term] 0.929 1.122 0.584 4.284826279 61.16 0 1195.626867 2 598.3175049 0.724821137 0.000433308 27.17085145ENIAYLTHTER 2 8393259 1xTMT6plex [N-Term] 0.595 3.040921926 7.44 0 1575.832836 3 525.9483643 -1.45754455 -0.000765616 47.920992444557769 MVK mevalonate kinase isoform a 4598 NP_000422.1 9.090909091 1 3 3 12 396 42.424 6.46 1.43 1.66 1.17 1.42 Significant 0.0098 EDLELINK 4 4557769 2xTMT6plex [N-Term; K8] 1.823 2.036 3.488014936 41.2 0 1431.845916 2 716.4261475 -0.627230985 -0.000449049 64.25213407FPEIVAPLLTSIDAISLECER 2 4557769 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.290246129 2.58 0 2602.399956 2 1301.703247 -0.283860816 -0.00036936 112.3478647ALVAGVR 6 4557769 1xTMT6plex [N-Term] 1.365 1.466 1.165 2.480772257 31.15 0 914.5984671 2 457.8030701 0.433410653 0.000198198 36.4501159832967601 ANK3 ankyrin-3 isoform 1 288 NP_066267.2 0.548320768 1 2 2 8 4377 480.113 6.49 0.62 0.7 0.66 Non-Significant #N/A LSLHEEEGSSGSEQK 4 32967601 2xTMT6plex [N-Term; K15] 1.172 1.132 5.474616051 42.81 0 2075.065698 3 692.3554688 -6.67216947 -0.004615063 41.26957362AAAVDFTAR 4 32967601 1xTMT6plex [N-Term] 0.595 0.659 3.086575985 33.01 0 1150.641788 2 575.819397 -8.92635292 -0.005135517 40.895063754505371 NDUFS8 NADH dehydrogenase [ubiquinone] iron-sulfur protein 8, mitochondrial precursor 4728 NP_002487.1 10.47619048 1 2 2 9 210 23.69 6.34 1.354 0.449 0.639 0.81 Non-Significant 0.097 EPATINYPFEK 5 4505371 2xTMT6plex [N-Term; K11] 1.354 0.449 0.639 1.98921895 19.48 0 1766.972908 2 883.9899902 -0.115373161 -0.000101931 56.88107725GLGMTLSYLFR 4 4505371 1xTMT6plex [N-Term] 1.974425912 22.44 0 1486.828937 2 743.9176636 -0.5962835 -0.000443286 102.99598584506133 PRPSAP2 phosphoribosyl pyrophosphate synthase-associated protein 2 isoform 1 5636 NP_002758.1 5.962059621 1 1 2 6 369 40.899 7.44 1.14 1 1.07 Non-Significant #N/A EKPPITVVGDVGGR 4 4506133 2xTMT6plex [N-Term; K2] 1.142 0.966 4.58087492 51.19 0 1882.116218 3 628.0430908 -0.796236199 -0.000499536 54.5240606VQIQESVR 2 4506133 1xTMT6plex [N-Term] 1.107 3.080137014 26.56 0 1187.694552 2 594.3510132 0.166353535 9.88E-05 48.533417154506629 RPL29 60S ribosomal protein L29 6159 NP_000983.1 13.83647799 1 2 2 8 159 17.741 11.66 1.22 1.26 1.15 1.21 Significant 0.00071 AQAAAPASVPAQAPK 6 4506629 2xTMT6plex [N-Term; K15] 1.224 1.26 1.22 4.163872719 62.09 0 1836.074353 2 918.5401611 -0.712059603 -0.000653697 31.97232545MQANNAK 2 4506629 2xTMT6plex [N-Term; K7] 0.944 2.408870697 17.25 0 1234.697813 2 617.852478 -0.10779586 -6.65E-05 30.20468204270265906 TBC1D17 TBC1 domain family member 17 isoform 1 79735 NP_078958.2 3.240740741 1 2 2 4 648 72.624 5.21 0.89 0.68 0.78 Non-Significant #N/A GPPVTEEEWAR 2 270265906 1xTMT6plex [N-Term] 0.678 4.110204697 38.97 0 1499.769174 2 750.3876343 -0.787851446 -0.000590798 52.55778927GGVYLHTSAK 2 270265906 2xTMT6plex [N-Term; K10] 0.891 3.058739185 25.44 0 1490.873134 3 497.6300049 1.560943305 0.000775723 35.374895739966877 GOPC Golgi-associated PDZ and coiled-coil motif-containing protein isoform a 57120 NP_065132.1 4.545454545 1 2 2 8 462 50.489 5.92 1.09 1.12 1.1 Non-Significant #N/A EDHEGLGISITGGK 4 9966877 2xTMT6plex [N-Term; K14] 1.092 1.117 5.114683628 38.07 0 1871.027462 3 624.3468628 -0.762800719 -0.00047574 55.57299164WLEVLEK 4 9966877 2xTMT6plex [N-Term; K7] 0.886 1.221 2.681051254 14.21 0 1374.839709 2 687.9229126 -0.84397816 -0.000580167 87.83391842916413046 PCYT1A choline-phosphate cytidylyltransferase A 5130 NP_001299602.1 8.719346049 1 3 3 6 367 41.705 7.25 1.15 1.46 1.3 Non-Significant #N/A GFTVMNENER 4 916413046 1xTMT6plex [N-Term] 100 1.462 2.952250242 38.5 0 1425.699379 2 713.354248 1.290611314 0.000920012 41.21741558ELNVSFINEK 1 916413046 2xTMT6plex [N-Term; K10] 1.19833827 0 1650.946693 2 825.9755249 -1.768564258 -0.001459903 70.70958397TEGISTSDIITR 1 916413046 1xTMT6plex [N-Term] 1.116 1.439866066 0 1521.832168 2 761.4200439 0.422937981 0.00032182 51.63426095291219927 RABL6 rab-like protein 6 isoform 3 55684 NP_001167459.1 3.424657534 1 3 3 10 730 79.587 5.22 1.14 1.08 1.09 1.1 Significant 0.00028 HPGGGDYEEL 2 291219927 1xTMT6plex [N-Term] 1.081 2.241614819 31.89 0 1302.616361 2 651.8125 1.045603326 0.00068101 35.03908613GVQYNMK 2 291219927 2xTMT6plex [N-Term; K7] 1.037 2.854956627 39.37 0 1297.733864 2 649.3701172 -0.698082269 -0.000452962 43.17614155VILPDDVR 6 291219927 1xTMT6plex [N-Term] 3.787 1.085 1.085 3.253906727 36.31 0 1155.69349 2 578.3497314 -1.127720617 -0.00065165 49.4474461121361416 RRAS2 ras-related protein R-Ras2 isoform a 22800 NP_036382.2 11.76470588 1 2 2 4 204 23.385 6.01 0.88 0.94 0.91 Non-Significant #N/A QVTQEEGQQLAR 2 21361416 1xTMT6plex [N-Term] 0.882 2.703104496 21.18 0 1615.860114 2 808.4331665 -0.654327796 -0.000528651 38.48972208MNVDQAFHELVR 2 21361416 1xTMT6plex [N-Term] 0.937 3.175186872 31.14 0 1687.878741 3 563.2966919 -1.906698822 -0.001072759 68.576105894503093 CSNK1E casein kinase I isoform epsilon 1454 NP_001885.1 6.009615385 1 2 2 5 416 47.285 9.66 0.91 1.1 0.96 0.99 Significant 0.0033 GAPANVSSSDLTGR 2 4503093 1xTMT6plex [N-Term] 0.9 4.06524992 37.65 0 1560.817915 2 780.9121704 -0.5448039 -0.00042517 40.43778147FDDKPDYSYLR 3 4503093 2xTMT6plex [N-Term; K4] 1.099 1.096 0.964 2.982966661 0 1876.984535 3 626.3322144 -1.302703111 -0.000815051 54.4422212947132587 PRKCDBP protein kinase C delta-binding protein 112464 NP_659477.2 9.195402299 1 2 2 8 261 27.685 6.43 1.02 1.74 1.81 1.52 Significant 0.026 IQSGLGALSR 6 47132587 1xTMT6plex [N-Term] 3.424 1.741 1.81 3.62328434 53.11 0 1230.736751 2 615.8718872 -0.20599526 -0.000126763 48.96425028GPAAPPPTPVKPPR 2 47132587 2xTMT6plex [N-Term; K11] 0.982 3.36589098 4.63 0 1840.120909 3 614.0447388 -0.677293215 -0.000415434 38.95035929807201176 CSTF2 cleavage stimulation factor subunit 2 isoform 1 1478 NP_001293135.1 5.025125628 1 2 2 4 597 62.903 6.87 0.99 0.87 0.93 Non-Significant #N/A GYLGPPHQGPPMHHVPGHESR 2 807201176 1xTMT6plex [N-Term] 0.871 3.190173864 18.39 0 2516.256695 4 629.8204956 1.374101411 0.000864398 31.05516146IVDPEIALK 2 807201176 2xTMT6plex [N-Term; K9] 0.989 1.765412331 24.5 0 1455.918687 2 728.4638062 1.13209941 0.000824122 68.33987291310750350 MAP7 ensconsin isoform 2 9053 NP_001185538.1 2.182284981 1 2 2 8 779 87.766 9.77 0.87 0.46 0.98 0.77 Significant 0.04 VEEATVEER 6 310750350 1xTMT6plex [N-Term] 0.936 0.464 0.982 3.771781683 61.05 0 1290.673876 2 645.8410645 0.756260949 0.000488043 38.63645504YVDPVISK 2 310750350 2xTMT6plex [N-Term; K8] 0.799 3.245599508 20.74 0 1378.834624 2 689.9210815 0.19070883 0.000131478 53.2860551954144625 NUMB protein numb homolog isoform 1 8650 NP_001005743.1 3.225806452 1 2 2 8 651 70.759 8.51 0.79 0.81 0.83 0.81 Significant 0.0002 GMHICEDAVK 4 54144625 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.788 0.784 3.863966465 47.32 0 1617.849304 3 539.9539185 -1.299360145 -0.000700723 36.98015457YLGHVEVDESR 4 54144625 1xTMT6plex [N-Term] 0.962 0.83 2.911881924 13.4 0 1532.790637 3 511.6010437 -1.343540621 -0.000686455 38.59032176156231349 FAHD2A fumarylacetoacetate hydrolase domain-containing protein 2A 51011 NP_057128.2 6.369426752 1 1 1 4 314 34.574 8.24 0.94 0.96 0.95 Non-Significant #N/A ATDAMAHVAGFTVAHDVSAR 4 156231349 1xTMT6plex [N-Term] 0.943 0.96 6.925796032 72.03 0 2256.139265 4 564.7894287 -1.498234751 -0.000845057 53.82124322514052667 UBE2E3 ubiquitin-conjugating enzyme E2 E3 10477 NP_001265484.1 10.14492754 1 1 2 10 207 22.898 7.18 0.5 0.65 0.91 0.69 Significant 0.029 DPAAPEPEEQEER 2 514052667 1xTMT6plex [N-Term] 1.437 3.961034775 30.43 0 1725.812889 2 863.4095459 -0.621998556 -0.000536727 32.40740124GDNIYEWR 8 514052667 1xTMT6plex [N-Term] 0.504 0.654 0.734 3.078327417 29.64 0 1281.642517 2 641.3245239 -0.581565006 -0.000372679 47.6433709446370095 AP3M1 AP-3 complex subunit mu-1 isoform a 26985 NP_996895.1 6.459330144 1 3 3 12 418 46.909 6.93 1.21 1.3 1.26 Non-Significant #N/A LLDDVSFHPCIR 4 46370095 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.021 1.277 3.548332691 38.99 0 1700.899142 3 567.6376953 -0.358294319 -0.000203141 75.86713149LDMYGEK 4 46370095 2xTMT6plex [N-Term; K7] 1.272 1.308 2.045511961 19.78 0 1313.717545 2 657.3626099 0.303129515 0.000199113 59.36126607VLTWDVGK 4 46370095 2xTMT6plex [N-Term; K8] 0.896 1.540428758 12.77 0 1375.834958 2 688.420166 -1.382773958 -0.000951234 62.4209361714249678 RBM17 splicing factor 45 84991 NP_116294.1 5.735660848 1 2 2 6 401 44.934 5.97 1.48 1.6 1.07 1.38 Significant 0.013 IIVGDATEK 4 14249678 2xTMT6plex [N-Term; K9] 1.48 1.599 3.777127504 41.26 0 1403.851002 2 702.428772 -0.523185642 -0.000367237 49.5261807RPDPDSDEDEDYER 2 14249678 1xTMT6plex [N-Term] 1.072 2.068649292 4.8 0 1966.846373 3 656.2869263 -0.075187065 -4.93E-05 30.246700116005860 RPL35 60S ribosomal protein L35 11224 NP_009140.1 13.82113821 1 2 2 10 123 14.543 11.05 1.23 1.26 1.31 1.27 Significant 0.00034 VTGGAASK 4 6005860 2xTMT6plex [N-Term; K8] 1.173 1.428 3.025691748 29.27 0 1148.703944 2 574.8553467 -0.458804575 -0.000263515 26.65777634YKPLDLRPK 6 6005860 3xTMT6plex [N-Term; K2; K9] 1.229 1.267 1.309 2.534426212 3.87 0 1817.161601 3 606.3920898 0.06339626 3.84E-05 52.3798562527886570 MRPL39 39S ribosomal protein L39, mitochondrial isoform b 54148 NP_542984.2 6.798866856 1 2 2 9 353 40.442 7.91 1.16 1.01 1.08 Non-Significant #N/A AFKDEYMVNLVR 4 27886570 2xTMT6plex [N-Term; K3] 1.056 1.013 3.422274351 24.08 1 1943.082475 3 648.3654175 -0.399210329 -0.000258566 74.02720333DLPFETLEVEAK 5 27886570 2xTMT6plex [N-Term; K12] 100 1.853095293 12.71 0 1849.035902 2 925.0203857 -1.301730065 -0.001203473 88.71698363410442521 MTCH1 mitochondrial carrier homolog 1 PSAP-LL 23787 NP_001258570.1 4.627249357 1 2 2 6 389 41.517 9.32 0.63 0.59 0.6 0.61 Significant 0.00039 GGAAAGVEAR 4 410442521 1xTMT6plex [N-Term] 0.628 0.597 2.905781269 55.22 0 1087.605737 2 544.3068848 0.694830143 0.000377851 27.2499727YIVQVDGK 2 410442521 2xTMT6plex [N-Term; K8] 0.592 2.980376005 34.43 0 1379.829872 2 690.4179688 -0.878079265 -0.0006058 48.0529870226051231 LACTB serine beta-lactamase-like protein LACTB, mitochondrial isoform a precursor 114294 NP_116246.2 4.753199269 1 2 2 6 547 60.655 8.53 1.19 0.61 0.9 Non-Significant #N/A EKFENSIESLR 4 26051231 2xTMT6plex [N-Term; K2] 1.188 0.607 2.696532011 9.49 1 1810.011084 3 604.0090332 0.80789526 0.000487433 49.45100946EVWSEGLGYADVENR 2 26051231 1xTMT6plex [N-Term] 0.618 1.760156751 13.81 0 1952.955136 2 976.9805298 -0.692893381 -0.000676595 70.0859535956699482 FAM98A protein FAM98A isoform 1 25940 NP_056290.3 4.247104247 1 1 1 4 518 55.238 8.95 1.56 2.13 1.85 Non-Significant #N/A HQGGWTDGGSGGGGGYQDGGYR 4 56699482 1xTMT6plex [N-Term] 1.558 2.133 6.343416691 77.85 0 2355.033614 3 785.6820068 -0.911571782 -0.000715594 37.4216415920149619 DHRS7B dehydrogenase/reductase SDR family member 7B 25979 NP_056325.2 6.461538462 1 2 2 6 325 35.097 9.55 0.84 0.66 0.96 0.82 Significant 0.011 GTIMDTTVDVDKR 4 20149619 2xTMT6plex [N-Term; K12] 0.655 0.961 5.108672619 42.83 1 1909.046483 3 637.0140381 -9.91187085 -0.006307407 46.33037585ALLPSMIK 2 20149619 2xTMT6plex [N-Term; K8] 0.844 2.06332612 30.1 0 1330.853251 2 665.9302368 -0.040212689 -2.68E-05 78.4226761383087736 BCS1L mitochondrial chaperone BCS1 isoform a 617 NP_001244273.1 6.205250597 1 2 2 6 419 47.504 8.5 0.73 0.89 0.81 Non-Significant #N/A RPLNSVVLQQGLADR 4 383087736 1xTMT6plex [N-Term] 0.785 0.887 5.085778236 18.42 0 1895.10241 3 632.37146 -1.362948606 -0.000860976 55.64295439KVFFNILEEAR 2 383087736 2xTMT6plex [N-Term; K1] 0.423 2.194621563 12.88 1 1824.078376 3 608.6976929 0.081971961 4.98E-05 80.129021824506473 REL proto-oncogene c-Rel isoform 1 5966 NP_002899.1 2.261712439 1 1 1 4 619 68.476 5.86 1.5 1.77 1.63 Non-Significant #N/A RPSDQEVSESMDFR 2 4506473 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.495 3.671429157 12.63 0 1927.901721 3 643.3049927 -0.672219254 -0.000431991 39.33835565RPSDQEVSESMDFR 2 4506473 1xTMT6plex [N-Term] 1.769 2.576268673 4.82 0 1911.906806 3 643.3049927 -0.672219254 -0.000431991 39.338355654507955 YY1 transcriptional repressor protein YY1 7528 NP_003394.1 4.106280193 1 2 2 8 414 44.685 6.25 1.33 1.48 1.49 1.43 Significant 0.0013 VHVCAECGK 6 4507955 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C4; C7] 1.334 1.477 1.487 3.698325157 47.12 0 1517.796875 3 506.6034241 -0.761757533 -0.000385398 31.07285112FAQSTNLK 2 4507955 2xTMT6plex [N-Term; K8] 1.017 1.947486043 7.1 0 1366.809471 2 683.9080811 -0.428662983 -0.00029295 53.03058949258679465 SMIM12 small integral membrane protein 12 113444 NP_001158297.1 20.65217391 1 2 2 8 92 10.793 8.44 1.62 1.48 1.81 1.64 Significant 0.0034 GKDPQPVEEEK 2 258679465 3xTMT6plex [N-Term; K2; K11] 2.067 2.9142344 17.25 1 1943.105268 3 648.3729858 -0.444417749 -0.00028785 35.37505147DKLEFAPK 6 258679465 3xTMT6plex [N-Term; K2; K8] 1.616 1.481 1.419 4.161444187 19.67 1 1635.008455 3 545.6747437 0.748110524 0.000407722 47.96600228118600975 STXBP3 syntaxin-binding protein 3 6814 NP_009200.2 3.378378378 1 2 2 10 592 67.721 7.8 0.66 0.9 1.11 0.89 Significant 0.021 SAEETFQLSR 8 118600975 1xTMT6plex [N-Term] 0.66 0.886 1.11 4.001443386 54.31 0 1396.726974 2 698.8672485 0.176176387 0.000123035 42.40873058IMLLDEFTTK 2 118600975 2xTMT6plex [N-Term; K10] 100 1.441199183 7.77 0 1668.964651 2 834.9850464 -1.099553883 -0.000917558 87.0629953821361403 TXN2 thioredoxin, mitochondrial precursor 25828 NP_036605.2 21.68674699 1 2 2 5 166 18.372 8.29 0.86 0.6 0.73 Non-Significant #N/A FVGIKDEDQLEAFLK 4 21361403 3xTMT6plex [N-Term; K5; K15] 0.857 0.595 4.822016239 24.17 1 2439.410223 3 813.8088379 0.712058127 0.000579001 91.75179597VVNSETPVVVDFHAQWCGPCK 1 21361403 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C17; C20] 1.244591117 0 2887.463526 3 963.1567383 -2.72353094 -0.002621365 72.65682127118722349 RBM12B RNA-binding protein 12B 389677 NP_976324.2 1.898101898 1 2 2 6 1001 118.03 6.81 1.58 0.56 1.07 Non-Significant #N/A AENPYLFLR 4 118722349 1xTMT6plex [N-Term] 1.579 1.598 3.178794622 33.79 0 1351.757152 2 676.3815918 -0.921346151 -0.000622718 74.21049271DYNTALSLHK 2 118722349 2xTMT6plex [N-Term; K10] 0.475 3.079296827 25.99 0 1619.915727 3 540.6442871 1.593192832 0.000860279 52.0001644221316642 NDE1 nuclear distribution protein nudE homolog 1 54820 NP_001137451.1 6.865671642 1 2 2 4 335 37.698 5.15 1.07 0.45 0.76 Non-Significant #N/A ELEQANDDLER 2 221316642 1xTMT6plex [N-Term] 1.065 3.994204998 37.86 0 1560.770296 2 780.8886108 -0.224607243 -0.00017528 43.44241296EKFEVQHSEGYR 2 221316642 2xTMT6plex [N-Term; K2] 0.451 3.448003054 11.34 1 1967.038696 4 492.5138245 -2.657689678 -0.001306945 35.3095811538045948 UBA7 ubiquitin-like modifier-activating enzyme 7 7318 NP_003326.2 1.778656126 1 2 2 7 1012 111.624 6.04 0.867 0.444 0.309 0.54 Non-Significant 0.086 AEVAAAAAR 4 38045948 1xTMT6plex [N-Term] 0.403 0.309 3.451275349 38.94 0 1058.615574 2 529.8115845 0.301039698 0.000159343 25.59485462LLDEELYSR 3 38045948 1xTMT6plex [N-Term] 0.867 0.598 2.889690638 21.02 0 1366.741562 2 683.8734131 -1.47232526 -0.001006144 67.59384215315259111 NEDD8-MDP1 NEDD8-MDP1 protein 100528064 NP_001186752.1 7.25388601 1 2 2 10 193 22.014 6.37 1.96 0.87 100 34.28 Non-Significant #N/A EIEIDIEPTDK 6 315259111 2xTMT6plex [N-Term; K11] 1.316 0.868 100 2.82166481 31.65 0 1759.972967 2 880.4899902 -0.14963369 -0.000131676 58.34883877EIEIDIEPTDKVER 4 315259111 2xTMT6plex [N-Term; K11] 100 2.014454842 9.73 1 2144.185085 3 715.4002075 0.459040873 0.00032809 53.07313891194097487 RANBP3 ran-binding protein 3 isoform RANBP3-a 8498 NP_003615.2 6.40569395 1 2 2 6 562 59.658 4.81 0.57 1.08 0.82 Non-Significant #N/A SPSEAADEEKEPQKNESSNASEEEACEK 2 194097487 4xTMT6plex [N-Term; K10; K14; K28]; 1xCarbamidomethyl [C26] 2.848568201 1.63 2 4025.953943 4 1007.243164 -0.774194152 -0.000779217 34.96742826VEQEQEAK 4 194097487 2xTMT6plex [N-Term; K8] 0.572 1.077 3.117252111 39.52 0 1418.78913 2 709.8983154 0.158197839 0.000112225 30.026641516005794 PRAF2 PRA1 family protein 2 11230 NP_009144.1 16.29213483 1 2 2 8 178 19.246 9.19 0.75 1.14 0.94 Non-Significant #N/A ALDDFVLGSAR 4 6005794 1xTMT6plex [N-Term] 0.759 1.297 3.250192165 36.53 0 1392.768445 2 696.8875122 -0.500805385 -0.000348753 72.65025292TPMGLLLEALGQEQEAGS 4 6005794 1xTMT6plex [N-Term] 0.743 1.095 2.756445646 42.78 0 2073.073537 2 1037.041382 0.940831013 0.000975206 116.25793287705300 UFM1 ubiquitin-fold modifier 1 isoform 1 precursor 51569 NP_057701.1 35.29411765 1 3 3 14 85 9.112 9.31 1.4 1.23 0.74 1.12 Significant 0.03 VLSVPESTPFTAVLK 8 7705300 2xTMT6plex [N-Term; K15] 100 100 0.735 1.738752961 5.61 0 2046.225099 2 1023.615173 -0.991797194 -0.00101472 87.45606806FAAEEFK 4 7705300 2xTMT6plex [N-Term; K7] 1.386 1.306 2.971227169 38 0 1299.73491 2 650.3713379 0.376723935 0.000244821 65.54792083ITLTSDPR 2 7705300 1xTMT6plex [N-Term] 1.103 2.572901487 35.16 0 1131.657104 2 566.3317261 -0.820497268 -0.000464261 46.1293785521618349 MAP2K3 dual specificity mitogen-activated protein kinase kinase 3 isoform B 5606 NP_659731.1 5.475504323 1 2 2 7 347 39.293 7.43 0.94 0.98 0.96 Non-Significant #N/A DVKPSNVLINK 3 21618349 3xTMT6plex [N-Term; K3; K11] 0.935 0.853 3.443119049 19.14 0 1914.199109 3 638.7376709 -0.339173017 -0.000216415 58.21176764INPELNQK 4 21618349 2xTMT6plex [N-Term; K8] 0.97 1.491 3.163410187 32.69 0 1413.846585 2 707.4259033 -1.453566035 -0.00102756 47.8959101738202217 SRC proto-oncogene tyrosine-protein kinase Src 6714 NP_938033.1 2.985074627 1 1 2 6 536 59.797 7.42 0.83 1.14 0.98 Non-Significant #N/A GSLLDFLK 2 38202217 2xTMT6plex [N-Term; K8] 2.879947424 44.79 0 1350.839709 2 675.9243164 1.219450753 0.000823641 99.39792868VADFGLAR 4 38202217 1xTMT6plex [N-Term] 0.832 1.135 3.121975899 42.88 0 1077.62541 2 539.3153687 -1.808963759 -0.000974693 56.412632897657647 TMOD2 tropomodulin-2 isoform a 29767 NP_055363.1 4.558404558 1 1 2 15 351 39.571 5.27 0.546 0.188 0.497 0.41 Non-Significant 0.067 ALETNTHVK 6 7657647 2xTMT6plex [N-Term; K9] 0.836 0.877 0.931 3.723207474 49.45 0 1470.868049 3 490.9604187 -0.915089892 -0.000448659 31.93453095VAAAITK 9 7657647 2xTMT6plex [N-Term; K7] 0.546 0.188 0.497 3.085026979 38.54 0 1131.750166 2 566.3789673 0.434928421 0.000246115 41.600019867705431 TMA7 translation machinery-associated protein 7 51372 NP_057017.1 29.6875 1 2 2 12 64 7.062 9.99 1.71 0.98 0.98 1.22 Significant 0.037 GPLATGGIK 10 7705431 2xTMT6plex [N-Term; K9] 1.712 0.98 0.98 3.181291342 51.74 0 1271.808743 2 636.4074097 -0.943887254 -0.000600222 45.93154059EMDEEDKAFK 2 7705431 3xTMT6plex [N-Term; K7; K10] 0.964 2.605909109 2.76 1 1929.02424 3 643.6785278 -1.66410242 -0.001070031 43.496075136005717 ATP5I ATP synthase subunit e, mitochondrial 521 NP_009031.1 31.88405797 1 2 2 12 69 7.928 9.35 0.53 0.72 0.88 0.71 Significant 0.02 ELAEDDSILK 8 6005717 2xTMT6plex [N-Term; K10] 0.525 0.766 0.875 3.426439285 48.29 0 1590.899074 2 795.9530029 -0.216752043 -0.000172415 61.86165182MVPPVQVSPLIK 4 6005717 2xTMT6plex [N-Term; K12] 0.564 0.466 1.71226728 8.66 0 1766.10142 2 883.553894 -0.514157371 -0.000454027 69.41327054262118227 COX7A2 cytochrome c oxidase subunit 7A2, mitochondrial precursor 1347 NP_001856.2 20 1 2 2 8 115 12.836 9.13 1.72 1.52 1.44 1.56 Significant 0.0028 GGVADALLYR 6 262118227 1xTMT6plex [N-Term] 1.723 1.52 1.441 3.698673964 51.85 0 1263.725852 2 632.366272 -0.462888914 -0.000292482 66.53263083LFQEDDEIPLYLK 2 262118227 2xTMT6plex [N-Term; K13] 1.543885827 6.25 0 2081.157079 2 1041.082764 0.562780081 0.000585617 92.217607934504063 GOLGA1 golgin subfamily A member 1 2800 NP_002068.1 2.868318123 1 2 2 4 767 88.116 5.27 1.81 1.18 1.5 Non-Significant #N/A AADQTTAEQGMR 2 4504063 1xTMT6plex [N-Term] 1.177 3.691984415 49.34 0 1507.737221 2 754.3743286 2.758555339 0.002079588 24.87658511SLQNHQFELK 2 4504063 2xTMT6plex [N-Term; K10] 1.813 2.444757938 15.24 0 1701.968825 3 567.9932251 -2.175937054 -0.001234459 47.8240932360499025 FECH ferrochelatase, mitochondrial isoform a precursor 2235 NP_001012533.1 5.128205128 1 2 2 6 429 48.594 8.72 1.09 0.66 0.73 0.83 Significant 0.025 GDPYPQEVSATVQK 4 60499025 2xTMT6plex [N-Term; K14] 0.661 0.734 3.439311028 51.07 0 1977.069327 2 989.038208 -0.094955889 -9.39E-05 45.3266927LEYCNPYR 2 60499025 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.085 2.758199453 4.82 0 1343.661538 2 672.3336182 -1.174456387 -0.000789036 51.77082498923898 RNF114 E3 ubiquitin-protein ligase RNF114 55905 NP_061153.1 9.210526316 1 2 2 11 228 25.677 7.25 0.91 1.03 0.77 0.9 Significant 0.0068 QIESTETSCHGCR 7 8923898 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C12] 100 1.533 0.771 4.290525436 38.7 0 1793.810798 3 598.6082153 -0.39291987 -0.000234941 19.28019225KPVCGVCR 4 8923898 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C4; C7] 0.884 0.964 2.49284935 5.13 0 1433.812131 3 478.6086731 -0.464023756 -0.000221774 30.0585283223397653 PIGT GPI transamidase component PIG-T isoform 1 precursor 51604 NP_057021.2 2.941176471 1 1 1 6 578 65.658 8.38 1.3 1.27 1.28 Non-Significant #N/A GKENKPSYIHYQPAQDR 6 23397653 3xTMT6plex [N-Term; K2; K5] 1.297 1.269 4.565998554 12.78 1 2718.493058 4 680.3782349 -0.716910742 -0.000487229 34.5293406913699256 PPP1R8 nuclear inhibitor of protein phosphatase 1 isoform alpha 5511 NP_054829.2 9.971509972 1 2 2 9 351 38.455 7.37 1.26 1.22 1.23 1.23 Significant 0.000094 EKPQTLPSAVK 6 13699256 3xTMT6plex [N-Term; K2; K11] 1.255 1.216 1.228 5.271773338 26.98 0 1885.17256 3 629.0618286 -0.863056354 -0.000542337 33.40696519GLLGLPEEETELDNLTEFNTAHNK 3 13699256 2xTMT6plex [N-Term; K24] 1.664972067 0.87 0 3142.630844 3 1048.219116 3.803018365 0.003983828 82.8848800915529978 ZNF622 zinc finger protein 622 90441 NP_219482.1 4.402515723 1 2 2 8 477 54.237 6.15 0.67 0.57 0.63 0.63 Significant 0.0022 GSATYCTVCSK 6 15529978 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C6; C9] 0.672 0.567 0.633 3.504119635 38.85 0 1691.849698 2 846.4284058 -0.096673223 -8.18E-05 35.54484728NVVAVGTGGR 2 15529978 1xTMT6plex [N-Term] 0.575 1.728098512 0.79 0 1158.679236 2 579.8428955 -0.623196095 -0.000361042 30.57683302



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms117553586 DOCK5 dedicator of cytokinesis protein 5 80005 NP_079216.4 1.176470588 1 2 2 6 1870 215.172 7.96 0.91 1.23 1.07 Non-Significant #N/A AIHPGAGYEGISEYK 4 117553586 2xTMT6plex [N-Term; K15] 0.911 1.174 4.692139626 37.44 0 2050.100962 3 684.0383911 -0.166591872 -0.000113843 46.09200686GYTLQNK 2 117553586 2xTMT6plex [N-Term; K7] 1.752 3.311648846 30.4 0 1281.756708 2 641.3831177 1.756301761 0.001125576 35.81491299371872752 TMCO1 transmembrane and coiled-coil domain-containing protein 1 isoform a 54499 NP_061899.2 4.184100418 1 2 2 11 239 27.061 10.26 1.7 1.79 2.03 1.84 Significant 0.0029 ETITESAGR 8 371872752 1xTMT6plex [N-Term] 1.699 1.828 3.827 3.618226767 53.82 0 1192.637097 2 596.8220825 -0.174739607 -0.0001042 26.68524886KETITESAGR 3 371872752 2xTMT6plex [N-Term; K1] 1.369 1.569 3.084777355 23.24 1 1549.894992 3 517.3035889 0.788164081 0.000407191 30.170760124505719 PEX11B peroxisomal membrane protein 11B isoform 1 8799 NP_003837.1 8.494208494 1 2 2 4 259 28.413 9.85 0.84 1.02 0.93 Non-Significant #N/A LLMEQESSACSR 2 4505719 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.017 3.671861887 24.96 0 1639.798107 2 820.4024048 -0.350317326 -0.000287225 43.10324556QLESHLSLGR 2 4505719 1xTMT6plex [N-Term] 0.835 3.423789024 21.16 0 1368.779679 3 456.9309998 -0.90057037 -0.000410894 40.165017656274550 NDUFB9 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 9 isoform 1 4715 NP_004996.1 17.87709497 1 3 3 14 179 21.817 8.38 1.1 100 1.58 34.23 Non-Significant #N/A EAEEEFWYR 2 6274550 1xTMT6plex [N-Term] 1.786512613 20.32 0 1487.700425 2 744.354187 0.451780094 0.000336057 53.92507521AMYPDYFAK 6 6274550 2xTMT6plex [N-Term; K9] 1.357 100 0.93 2.088981867 16.16 0 1563.828158 2 782.4179688 0.321633805 0.00025149 64.41161219VPEWCLDDWHPSEK 6 6274550 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 0.794 100 100 1.353876352 6.23 0 2256.11596 3 752.7092285 -1.253354515 -0.000942571 68.540810284505011 LOXL2 lysyl oxidase homolog 2 precursor 4017 NP_002309.1 3.359173127 1 2 2 4 774 86.668 6.38 1.09 1.22 1.15 Non-Significant #N/A FNAESQGCNHEEDAGVR 2 4505011 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.221 2.910670042 14.24 0 2148.95661 3 716.9891968 -1.662475619 -0.001190863 31.27647563GGAYIGEGR 2 4505011 1xTMT6plex [N-Term] 1.088 2.977125883 26.75 0 1108.594838 2 554.8012695 0.382702937 0.000212131 29.59281002862669351 NELFB negative elongation factor B 25920 NP_056271.3 3.662420382 1 2 2 5 628 70.013 6.04 1.16 1.08 1.12 Non-Significant #N/A ALEPTGQSGEAVK 4 862669351 2xTMT6plex [N-Term; K13] 1.105 1.082 3.377256155 42.34 0 1744.984535 2 872.9956055 -0.344216518 -0.000300326 46.55412881DSPDLLLLLR 1 862669351 1xTMT6plex [N-Term] 100 2.689801931 22.94 0 1383.840882 2 692.4234009 -0.980482803 -0.000678416 91.340386284507801 SUMO1 small ubiquitin-related modifier 1 isoform a precursor 7341 NP_003343.1 18.81188119 1 2 2 6 101 11.55 5.52 1.07 0.99 100 34.02 Non-Significant #N/A VIGQDSSEIHFK 4 4507801 2xTMT6plex [N-Term; K12] 1.065 0.986 3.831236839 62.68 0 1818.016169 3 606.6757202 -1.959314515 -0.001187355 53.15192791FLFEGQR 2 4507801 1xTMT6plex [N-Term] 100 2.062724113 19.11 0 1125.62541 2 563.3163452 0.00332232 1.87E-06 62.91164643156104891 GTF2F1 general transcription factor IIF subunit 1 2962 NP_002087.2 5.415860735 1 2 2 10 517 58.205 7.49 1.36 1.58 1.26 1.4 Significant 0.0045 TTPNSGDVQVTEDAVR 6 156104891 1xTMT6plex [N-Term] 1.361 1.575 1.258 4.012703896 34.62 0 1917.971514 2 959.4890747 -0.334538825 -0.000320818 28.77915678EFRPEDQPWLLR 4 156104891 1xTMT6plex [N-Term] 2.363251925 7.62 0 1814.975084 3 605.6624756 -1.217852635 -0.000736791 59.0910476114149740 OSBPL5 oxysterol-binding protein-related protein 5 isoform a 114879 NP_065947.1 2.502844141 1 1 2 10 879 98.555 7.47 0.93 1.17 1.11 1.07 Significant 0.0045 AAVEEDAYSR 6 14149740 1xTMT6plex [N-Term] 0.932 1.169 1.107 3.512418747 42.36 0 1339.669125 2 670.3381348 -0.098724937 -6.61E-05 27.19360854KPYNPILGETFR 4 14149740 2xTMT6plex [N-Term; K1] 0.858 0.991 2.595201731 7.84 0 1893.09984 3 631.7049561 0.2511141 0.000158461 57.5468651440806221 THYN1 thymocyte nuclear protein 1 isoform 1 29087 NP_954995.1 8.444444444 1 2 2 6 225 25.681 9.25 0.86 0.93 0.9 Non-Significant #N/A EPGIAGLMK 2 40806221 2xTMT6plex [N-Term; K9] 1.137 3.196616411 36.58 0 1373.822679 2 687.4154663 0.711414364 0.000488679 61.87892805NNPHYDPSSK 4 40806221 2xTMT6plex [N-Term; K10] 0.839 0.928 3.182326078 21.67 0 1616.843291 3 539.6194458 0.305275314 0.000164527 28.366194215453567 CFDP1 craniofacial development protein 1 10428 NP_006315.1 6.35451505 1 2 2 4 299 33.573 4.81 1.07 1.83 1.45 Non-Significant #N/A KGEETEETSSSK 2 5453567 3xTMT6plex [N-Term; K1; K12] 1.83 3.335009336 20.03 1 1999.079841 3 667.0320435 0.868550149 0.000578767 26.98863794EVDATSK 2 5453567 2xTMT6plex [N-Term; K7] 1.07 2.712415934 29.08 0 1207.693439 2 604.3504028 0.074889918 4.52E-05 35.0061880333457308 TMED4 transmembrane emp24 domain-containing protein 4 isoform 1 precursor 222068 NP_872353.2 11.45374449 1 2 2 10 227 25.926 8.28 0.57 0.76 0.67 Non-Significant #N/A EVFLPSTPGLGMHVEVK 6 33457308 2xTMT6plex [N-Term; K17] 100 0.562 2.302220106 17.92 0 2298.293196 3 766.7689819 -0.349480745 -0.000267736 73.64496278DKLTELQLR 4 33457308 2xTMT6plex [N-Term; K2] 0.566 0.77 2.458528519 9.96 1 1573.967763 3 525.3223267 -9.743585538 -0.00511203 48.719209755031947 NIT1 nitrilase homolog 1 isoform 1 4817 NP_005591.1 9.174311927 1 3 3 7 327 35.873 7.74 0.65 0.49 0.57 Non-Significant #N/A GQDWEQTQK 2 5031947 2xTMT6plex [N-Term; K9] 0.645 3.094393492 28.73 0 1577.832392 2 789.420105 0.343383074 0.0002709 41.0245257GAVVATYR 4 5031947 1xTMT6plex [N-Term] 0.892 2.218752861 12.63 0 1065.62541 2 533.3162842 -0.111043359 -5.92E-05 32.75197374RPDLYGNLGHPLS 1 5031947 1xTMT6plex [N-Term] 0.466 1.948933721 0 1667.90667 3 556.6400146 -0.707062756 -0.000393105 45.2191453113569901 TSC22D4 TSC22 domain family protein 4 isoform a 81628 NP_112197.1 4.556962025 1 1 2 9 395 41.001 7.21 1.08 1.26 0.61 0.98 Significant 0.037 VEAEAGGSGAR 8 13569901 1xTMT6plex [N-Term] 1.082 1.262 0.609 3.561325312 68.08 0 1232.643245 2 616.8250732 -0.304188277 -0.000187478 14.63056141EEVEVLK 1 13569901 2xTMT6plex [N-Term; K7] 1.473 2.791471243 34.67 0 1303.787339 2 652.3969116 -0.607720131 -0.000396169 53.13563615148747556 PINX1 PIN2/TERF1-interacting telomerase inhibitor 1 isoform 1 54984 NP_060354.4 7.012195122 1 2 2 3 328 37.012 9.6 0.84 0.86 0.85 Non-Significant #N/A ASAQDAGDHVQPPEGR 2 148747556 1xTMT6plex [N-Term] 0.864 3.883619308 32.33 0 1863.914668 3 621.9763184 -0.142979654 -8.88E-05 30.02407601DFTLKPK 1 148747556 3xTMT6plex [N-Term; K5; K7] 0.836 1.934593201 0 1535.976426 3 512.6636963 0.071242752 3.65E-05 54.9655141431083351 EXOC3 exocyst complex component 3 11336 NP_009208.2 2.281879195 1 2 2 8 745 85.513 6.29 1.07 1.18 1.22 1.16 Significant 0.0015 EAVATAVQR 6 31083351 1xTMT6plex [N-Term] 1.066 1.221 1.223 3.500097036 52.6 0 1173.678902 2 587.3425903 -0.850373927 -0.000499033 27.77698058LMDLECSR 2 31083351 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.069 2.182172298 18.18 0 1252.622709 2 626.8144531 -0.86204728 -0.00053991 51.35472487257467648 MAST4 microtubule-associated serine/threonine-protein kinase 4 isoform c 375449 NP_001158136.1 0.609988563 1 1 2 11 2623 283.922 8.62 0.536 0.535 1.185 0.75 Non-Significant 0.073 ATAQMEER 6 257467648 1xTMT6plex [N-Term] 0.536 0.535 1.185 3.016958475 31.5 0 1164.588038 2 582.7976685 0.018971569 1.10E-05 28.05599516ITDFGLSK 10 257467648 2xTMT6plex [N-Term; K8] 0.725 100 100 3.380727768 36.43 0 1338.803323 2 669.9067383 2.148599761 0.001438276 67.86906463974005260 MRPL14 39S ribosomal protein L14, mitochondrial isoform c 64928 NP_001305699.1 11.11111111 1 2 2 4 198 22.13 9.61 0.89 1.2 1.04 Non-Significant #N/A VVDNSALGNSPYHR 2 974005260 1xTMT6plex [N-Term] 0.885 3.709236145 23.74 0 1757.913212 3 586.6422729 -0.538292981 -0.000315424 40.37092316TPIPTSLR 2 974005260 1xTMT6plex [N-Term] 1.203 2.179692745 13.3 0 1113.682925 2 557.3449707 -0.233570744 -0.000130062 49.8823308911024700 TIMM13 mitochondrial import inner membrane translocase subunit Tim13 26517 NP_036590.1 36.84210526 1 3 3 6 95 10.493 8.18 1.82 100 0.01 33.94 Non-Significant #N/A VQIAVANAQELLQR 2 11024700 1xTMT6plex [N-Term] 1.822 1.600345135 7.51 0 1782.043498 2 891.5241089 -1.434643187 -0.001278298 85.92095714LDPGLIMEQVK 2 11024700 2xTMT6plex [N-Term; K11] 0.01 1.017667174 2.2 0 1701.002099 2 851.0031738 -1.780335104 -0.001514177 81.42720968YMDAWNTVSR 2 11024700 1xTMT6plex [N-Term] 100 1.323219299 7.98 0 1471.720115 2 736.3638306 0.183188916 0.000134801 67.0399933413376429 FAM192A protein FAM192A 80011 NP_079222.1 10.23622047 1 2 2 8 254 28.895 5.45 0.88 1.52 1.93 1.44 Significant 0.042 KPEDPEECPEEVYDPR 4 13376429 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 1.549 1.933 3.716524601 12.41 0 2447.180076 3 816.3984375 0.279117179 0.000227683 41.37381757FVSEAELDER 4 13376429 1xTMT6plex [N-Term] 0.879 0.72 3.570225239 23.17 0 1423.72664 2 712.3677368 1.093610788 0.000778501 59.231239965729779 COPS8 COP9 signalosome complex subunit 8 isoform 1 10920 NP_006701.1 12.91866029 1 2 2 10 209 23.211 5.38 1.24 1 100 34.08 Non-Significant #N/A GILEQGWQADSTTR 8 5729779 1xTMT6plex [N-Term] 1.244 1.004 100 2.46071434 28.59 0 1790.923442 2 895.9650879 -0.303194842 -0.000271499 57.41632287KPVAGALDVSFNK 2 5729779 3xTMT6plex [N-Term; K1; K13] 1.828006029 0.37 0 2033.236222 3 678.4158325 -1.612272775 -0.00109271 52.2345754962526045 ZNF638 zinc finger protein 638 isoform 1 27332 NP_001014972.1 1.213346815 1 2 2 4 1978 220.488 6.38 1.27 0.88 1.07 Non-Significant #N/A DWIQHQNTSTHIESCR 2 62526045 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.267 3.529667854 11.05 0 2241.066829 4 561.0221558 -0.015913459 -8.92E-06 35.87078981AVIVSSPK 2 62526045 2xTMT6plex [N-Term; K8] 0.879 3.323176622 43.02 0 1258.813494 2 629.9107056 0.50867171 0.000320161 44.0105643273747829 LIG3 DNA ligase 3 isoform alpha precursor 3980 NP_039269.2 2.180376611 1 2 2 6 1009 112.835 9.01 100 0.73 0.64 33.79 Non-Significant #N/A DLEQGDVSETIR 4 73747829 1xTMT6plex [N-Term] 0.725 0.636 2.697678566 20.59 0 1590.817246 2 795.9124756 0.269516738 0.000214376 41.04814058ALDLADMITR 2 73747829 1xTMT6plex [N-Term] 100 2.166612864 22.58 0 1347.750352 2 674.3796387 1.222996341 0.000824147 78.22585038225703102 MFSD10 major facilitator superfamily domain-containing protein 10 10227 NP_001111.3 4.615384615 1 2 2 6 455 48.308 9.6 0.81 1.1 0.95 Non-Significant #N/A DAADLLSPLALLR 4 225703102 1xTMT6plex [N-Term] 1.099 2.939448595 35.7 0 1596.952223 2 798.9799194 0.212296387 0.000169514 105.3071144GTVMGTLR 2 225703102 1xTMT6plex [N-Term] 0.805 2.748541832 35.5 0 1063.613131 2 532.3099976 -0.387671796 -0.000206166 47.549381987661532 NOB1 RNA-binding protein NOB1 28987 NP_054781.1 5.582524272 1 3 3 8 412 46.646 7.18 1.14 1.06 1.1 Non-Significant #N/A LAVLPYELR 4 7661532 1xTMT6plex [N-Term] 100 2.759224176 32.2 0 1302.798289 2 651.9025269 -0.392899704 -0.000255935 81.00828504EVVTEIR 2 7661532 1xTMT6plex [N-Term] 1.064 2.828668118 40.12 0 1074.63564 2 537.8207397 -1.337651348 -0.000718744 37.26474658SATLQVR 2 7661532 1xTMT6plex [N-Term] 1.031 2.065261364 10.55 0 1003.60976 2 502.3081665 -0.701091416 -0.000351811 31.1152267414144878 CSNK1A1 casein kinase I isoform alpha isoform 3 1452 NP_001258670.1 9.538461538 1 1 2 6 325 37.543 9.48 0.01 0.79 0.4 Non-Significant #N/A AAQQAASSSGQGQQAQTPTGF 4 414144878 1xTMT6plex [N-Term] 0.01 0.793 3.679891586 40.1 0 2250.094817 2 1125.543091 -7.071830597 -0.007956145 39.85885972LFLIDFGLAK 2 414144878 2xTMT6plex [N-Term; K10] 1.286379695 7.96 0 1594.997272 2 798.0019531 -0.402809466 -0.00032124 116.924164313129068 NOC4L nucleolar complex protein 4 homolog 79050 NP_076983.1 6.976744186 1 2 2 3 516 58.431 7.49 0.54 0.72 0.63 Non-Significant #N/A VLVHRPHGPELDADPYDPGEEDPAQSR 1 13129068 1xTMT6plex [N-Term] 0.721 2.618043661 0 3225.576233 4 807.1504517 1.160506016 0.000935825 43.12895656EYLDYDDTR 2 13129068 1xTMT6plex [N-Term] 0.541 2.948869467 16.97 0 1418.663705 2 709.8348389 -0.919376185 -0.000652143 51.3652111824308179 CTTNBP2NL CTTNBP2 N-terminal-like protein 55917 NP_061174.1 2.816901408 1 2 2 4 639 70.115 8.06 0.76 1.07 0.92 Non-Significant #N/A GLQTEAQVEK 2 24308179 2xTMT6plex [N-Term; K10] 1.072 3.162427664 55.58 0 1560.899743 2 780.9525146 -1.274991001 -0.000995067 37.63580412DLVIEALK 2 24308179 2xTMT6plex [N-Term; K8] 0.759 1.88991046 18.7 0 1358.865924 2 679.9379883 2.043109958 0.001388156 73.33480375148612853 ABCF3 ATP-binding cassette sub-family F member 3 55324 NP_060828.2 2.538787024 1 2 2 10 709 79.695 6.34 100 1.56 1.4 34.32 Non-Significant #N/A ELTAQIAAGR 4 148612853 1xTMT6plex [N-Term] 1.563 1.666 3.433278561 43.4 0 1258.731666 2 629.8695679 0.153489574 9.66E-05 40.06047365ALLQEQFR 6 148612853 1xTMT6plex [N-Term] 100 1.564 1.271 2.952530622 21.97 0 1233.715288 2 617.3621216 1.360860224 0.000839457 52.29243434167860116 PGGT1B geranylgeranyl transferase type-1 subunit beta 5229 NP_005014.2 6.100795756 1 2 2 10 377 42.341 6.83 1.22 1.25 1.24 Non-Significant #N/A GSSYLGIPFNPSK 4 167860116 2xTMT6plex [N-Term; K13] 1.82732892 13.84 0 1825.026006 2 913.0187378 2.297543117 0.002096538 71.47000575QCSENVHIST 6 167860116 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.223 1.248 2.544116259 39.44 0 1403.678644 2 702.3431396 0.255312622 0.000179188 31.1076864938505222 TMX3 protein disulfide-isomerase TMX3 precursor 54495 NP_061895.3 3.964757709 1 2 2 8 454 51.839 4.91 1.53 1.12 1.32 Non-Significant #N/A LVALAVIDEK 4 38505222 2xTMT6plex [N-Term; K10] 100 2.592344761 32.46 0 1528.971451 2 764.9882202 -1.496064763 -0.00114372 81.41389226GDLAYNYR 4 38505222 1xTMT6plex [N-Term] 1.404 1.116 3.322675705 32.69 0 1200.621053 2 600.8139648 -0.333021397 -0.000199916 38.947162575453898 PIN1 peptidyl-prolyl cis-trans isomerase NIMA-interacting 1 5300 NP_006212.1 18.40490798 1 3 3 9 163 18.232 8.82 1.01 1.11 1.06 Non-Significant #N/A GQMQKPFEDASFALR 4 5453898 2xTMT6plex [N-Term; K5] 2.010411263 0.27 0 2183.16833 3 728.394043 -0.34536675 -0.000251331 59.31175733GDLGAFSR 4 5453898 1xTMT6plex [N-Term] 1.005 1.114 2.88997221 39.16 0 1051.573374 2 526.2901001 -0.428800023 -0.000225457 37.06044234LPPGWEK 1 5453898 2xTMT6plex [N-Term; K7] 1.490071774 26.34 0 1284.771629 2 642.8898926 0.68426655 0.000439563 60.537869576912590 PHLDA3 pleckstrin homology-like domain family A member 3 23612 NP_036528.1 14.17322835 1 2 2 10 127 13.882 9.67 1.17 1.03 0.88 1.02 Significant 0.0066 AVECVESTGR 6 6912590 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.09 1.025 0.827 3.915061235 34.25 0 1336.672831 2 668.8406372 0.87315612 0.000583562 30.19657093GLQLFEAK 4 6912590 2xTMT6plex [N-Term; K8] 100 100 2.298391819 26.32 0 1363.834958 2 682.4204712 -0.947414627 -0.000646059 67.48294188205360838 DNAJA3 dnaJ homolog subfamily A member 3, mitochondrial isoform 1 9093 NP_005138.3 7.291666667 1 3 3 7 480 52.456 9.26 0.63 1.24 0.93 Non-Significant #N/A VMIPVPAGVEDGQTVR 2 205360838 1xTMT6plex [N-Term] 1.45 1.520144343 2.46 0 1897.041449 2 949.0249023 0.568921412 0.000539634 59.93470838EIFITFR 3 205360838 1xTMT6plex [N-Term] 0.582 1.093 1.999223113 14.16 0 1154.677111 2 577.8421631 -0.053459209 -3.09E-05 81.46657081GGPTVDPEELFR 2 205360838 1xTMT6plex [N-Term] 100 2.252032518 13.24 0 1545.811038 2 773.4086914 -0.602995759 -0.000466059 79.0378339987437933 RACGAP1 rac GTPase-activating protein 1 isoform c 29127 NP_001306935.1 2.639751553 1 2 2 8 644 72.289 8.81 0.554 1.102 2.011 1.22 Non-Significant 0.1 MDVANLAK 4 987437933 2xTMT6plex [N-Term; K8] 1.798 2.011 3.297889709 49.3 0 1319.775728 2 660.3920898 0.890005381 0.000587304 53.41606688GLTETGLYR 4 987437933 1xTMT6plex [N-Term] 0.554 1.076 2.193242073 16.32 0 1238.694218 2 619.8502808 -0.75312902 -0.000466448 36.3287444962988276 KIAA0391 mitochondrial ribonuclease P protein 3 isoform 1 precursor 9692 NP_055487.2 4.459691252 1 2 2 6 583 67.272 8.78 1.428 1.291 0.419 1.05 Non-Significant 0.08 DIKDDNYSNK 4 62988276 3xTMT6plex [N-Term; K3; K10] 1.428 1.291 3.239649534 21.14 1 1899.042668 3 633.6853027 -0.69120452 -0.000437542 29.62593626SQMNSQTEDHALAPVR 2 62988276 1xTMT6plex [N-Term] 0.419 1.597049356 1.13 0 2013.002103 3 671.6721802 -0.05752734 -3.86E-05 36.62442574756140883 CIC protein capicua homolog isoform CIC-L 23152 NP_001291744.1 0.754866905 1 1 1 10 2517 257.875 8.1 0.82 0.85 0.95 0.87 Significant 0.002 YVEEHGAGSSGVAGAPEER 10 756140883 1xTMT6plex [N-Term] 0.823 0.851 0.946 7.234481335 78.42 0 2131.025341 3 711.0137329 0.612212555 0.00043488 30.496156516357477 CDC34 ubiquitin-conjugating enzyme E2 R1 997 NP_004350.1 7.627118644 1 2 2 4 236 26.72 4.54 1.59 1.56 1.57 Non-Significant #N/A GLQEEPVEGFR 2 16357477 1xTMT6plex [N-Term] 1.556 3.829471588 44.09 0 1489.784824 2 745.3970337 1.320440899 0.000983586 52.86219025ALLLELK 2 16357477 2xTMT6plex [N-Term; K7] 1.589 2.591261387 34.57 0 1257.854631 2 629.4298706 -1.722098094 -0.001083075 77.3494710750959191 ARHGEF5 rho guanine nucleotide exchange factor 5 7984 NP_005426.2 1.502817783 1 2 2 3 1597 176.69 5.53 0.8 0.7 0.75 Non-Significant #N/A ATLSNQEHQWLFSR 2 50959191 1xTMT6plex [N-Term] 0.795 2.767375708 13.49 0 1946.008175 3 649.340271 -0.984112885 -0.000638364 59.30234977STESFTSTSR 1 50959191 1xTMT6plex [N-Term] 0.697 1.220532417 0 1331.66404 2 666.3355103 -0.222189816 -0.000147941 28.286258747661730 MRPS28 28S ribosomal protein S28, mitochondrial 28957 NP_054737.1 12.8342246 1 1 1 6 187 20.83 9.1 1.32 1.04 0.87 1.07 Significant 0.015 FLGATTDTTVLEANAVLLGIQESK 6 7661730 2xTMT6plex [N-Term; K24] 1.316 1.036 0.868 6.023117542 39.13 0 2949.654874 3 983.8904419 0.64363584 0.000632835 104.880511319923830 PBXIP1 pre-B-cell leukemia transcription factor-interacting protein 1 isoform 1 57326 NP_065385.2 3.146374829 1 2 2 6 731 80.594 5.33 0.2 0.72 0.46 Non-Significant #N/A GLEEENAQLR 2 19923830 1xTMT6plex [N-Term] 0.673 2.943612337 17.35 0 1387.737873 2 694.3724365 -0.199593259 -0.000138492 36.97024984APQGCSGVDECAR 4 19923830 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C11] 0.198 2.483 2.742068052 31.29 0 1635.741655 2 818.3751831 0.876740488 0.00071706 23.16882083296939600 WNK1 serine/threonine-protein kinase WNK1 isoform 4 65125 NP_001171914.1 0.719152157 1 2 2 4 2642 279.542 6.28 0.87 1 0.94 Non-Significant #N/A VELAEEDDGEK 2 296939600 2xTMT6plex [N-Term; K11] 1.004 2.832729101 19.24 0 1691.873981 2 846.4404907 -0.163496035 -0.000138307 42.70358684APGIDDIK 2 296939600 2xTMT6plex [N-Term; K8] 0.873 2.757954597 18.58 0 1286.772023 2 643.8897095 0.09252246 5.95E-05 54.87034282115298657 S100A7 protein S100-A7 6278 NP_002954.2 30.69306931 1 2 2 13 101 11.464 6.77 0.01 0.01 0.01 Non-Significant #N/A GTNYLADVFEK 10 115298657 2xTMT6plex [N-Term; K11] 0.01 3.238208532 43.23 0 1714.941608 2 857.9741211 -0.374369889 -0.000321011 79.56117966KIDFSEFLSLLGDIATDYHK 3 115298657 3xTMT6plex [N-Term; K1; K20] 0.01 1.794492841 1.64 1 2999.669685 4 750.6712036 -2.23382158 -0.001675182 110.6075419134133240 PCBD2 pterin-4-alpha-carbinolamine dehydratase 2 84105 NP_115527.3 13.07692308 1 1 2 6 130 14.356 9.11 0.81 1.1 0.96 Non-Significant #N/A AAGWSELSER 4 134133240 1xTMT6plex [N-Term] 0.812 1.099 3.638908386 46.27 0 1334.690195 2 667.8486938 -0.062879527 -4.20E-05 56.78129366VALQAEK 2 134133240 2xTMT6plex [N-Term; K7] 1.053 3.17731142 35.19 0 1216.766544 2 608.8878174 1.490947983 0.000907068 27.99780031950426350 GLB1 beta-galactosidase isoform d precursor 2720 NP_001303969.1 3.172413793 1 2 2 8 725 81.736 7.94 0.89 0.85 0.87 Non-Significant #N/A AYVAVDGIPQGVLER 4 950426350 1xTMT6plex [N-Term] 2.621075392 27.48 0 1816.016614 2 908.5106812 -1.392391068 -0.001264303 79.14100313MFEIDYSR 4 950426350 1xTMT6plex [N-Term] 0.889 0.845 2.560851574 22.57 0 1289.639739 2 645.3240356 0.818258798 0.00052763 65.33135397117553627 ASMTL N-acetylserotonin O-methyltransferase-like protein isoform 1 8623 NP_004183.2 2.737520129 1 1 1 12 621 68.813 6.07 0.84 0.79 0.8 0.81 Significant 0.00036 AEAGEAGQATAEAECHR 12 117553627 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.842 0.792 0.799 5.276520729 82.75 0 1986.913682 3 662.9760132 -0.098640027 -6.53E-05 29.21977555281182404 TXLNG gamma-taxilin isoform 1 55787 NP_060830.2 4.356060606 1 2 2 10 528 60.548 7.52 1.21 1.16 1.2 1.19 Significant 0.00016 ALGAHLEAEPK 6 281182404 2xTMT6plex [N-Term; K11] 1.209 1.164 1.199 4.004534721 39.6 0 1593.936463 3 531.9835815 -0.170220771 -9.04E-05 38.51135472GGGAEEATEAGR 4 281182404 1xTMT6plex [N-Term] 1.981797099 14.69 0 1333.654538 2 667.3314819 0.861945245 0.000574769 17.8181549326667177 MRPL46 39S ribosomal protein L46, mitochondrial 26589 NP_071446.2 6.810035842 1 2 2 5 279 31.685 7.05 0.92 1.15 1.03 Non-Significant #N/A DELGDYLKPK 4 26667177 3xTMT6plex [N-Term; K8; K10] 1.034 1.146 1.964334846 9.33 0 1865.098726 3 622.3712769 0.295617813 0.000183785 65.73339507SLYSDHELR 1 26667177 1xTMT6plex [N-Term] 0.727 3.507446051 40.67 0 1348.705845 3 450.2404175 0.63329703 0.00028471 37.8761712153729346 PKP1 plakophilin-1 isoform 1b 5317 NP_000290.2 2.945113788 1 2 2 5 747 82.808 9.13 0.6 0.76 0.68 Non-Significant #N/A GSGWLYHSDAIR 2 53729346 1xTMT6plex [N-Term] 0.762 3.091183424 9.53 0 1590.822606 3 530.9448853 -1.573757043 -0.000834523 54.60490826LLLSDMWSSK 3 53729346 2xTMT6plex [N-Term; K10] 0.595 2.474880934 22.72 0 1637.933686 2 819.4708862 0.494721456 0.00040516 98.7041821354112385 FHL3 four and a half LIM domains protein 3 isoform 1 2275 NP_004459.2 6.785714286 1 2 2 8 280 31.171 6.2 0.69 0.66 0.71 0.68 Significant 0.00045 GAHYCVPCYENK 6 54112385 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C5; C8] 0.641 0.658 0.705 3.985037088 43.18 0 1955.950809 3 652.6548462 -0.421327457 -0.000274699 32.90054865YVSFEDR 2 54112385 1xTMT6plex [N-Term] 0.781 2.836206913 21.87 0 1144.583605 2 572.7948608 -1.013224641 -0.00057986 45.4590110121361114 SLC25A11 mitochondrial 2-oxoglutarate/malate carrier protein isoform 1 8402 NP_003553.2 7.961783439 1 2 2 6 314 34.04 9.91 1 0.97 0.99 Non-Significant #N/A MQLSGEGAK 4 21361114 2xTMT6plex [N-Term; K9] 0.999 0.971 3.816923618 28.05 0 1378.776457 2 689.8909912 -1.269885424 -0.000875444 38.02381803AVVVNAAQLASYSQSK 2 21361114 2xTMT6plex [N-Term; K16] 1.465977192 0 2094.195925 2 1047.599854 -1.668501361 -0.001747084 58.52423008238908503 POLR3B DNA-directed RNA polymerase III subunit RPC2 isoform 1 55703 NP_060552.4 1.235657546 1 1 1 8 1133 127.702 8.5 1.15 1.85 1.86 1.62 Significant 0.02 GAVGASVTSSTHEK 8 238908503 2xTMT6plex [N-Term; K14] 1.152 1.854 1.862 5.89309454 70.86 0 1788.985598 3 596.9994507 -1.005468809 -0.00059959 30.7346980122027612 TRAF2 TNF receptor-associated factor 2 7186 NP_066961.2 3.79241517 1 2 2 6 501 55.823 7.53 0.82 1.22 1.25 1.1 Significant 0.016 VAMTAEACSR 4 22027612 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.217 1.249 3.960720539 43.75 0 1324.655072 2 662.831543 0.556482601 0.000368574 32.99067436APCCGADVK 2 22027612 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C3; C4] 0.822 3.296046734 48.55 0 1435.743777 2 718.3761597 0.881589012 0.000632868 33.76002668156151379 SIKE1 suppressor of IKBKE 1 isoform 1 80143 NP_001095866.1 7.109004739 1 1 1 8 211 24.245 5.41 0.77 0.78 0.84 0.79 Significant 0.00075 AHQSHSAEIESQIDR 8 156151379 1xTMT6plex [N-Term] 0.769 0.775 0.837 5.628790379 36.51 0 1936.967432 3 646.3269043 -0.65695445 -0.000424166 26.709726244759100 SRSF11 serine/arginine-rich splicing factor 11 isoform 1 9295 NP_004759.1 4.958677686 1 2 2 10 484 53.51 10.52 1.01 0.61 0.81 Non-Significant #N/A ALIVVPYAEGVIPDEAK 8 4759100 2xTMT6plex [N-Term; K17] 0.605 2.118388176 9.79 0 2242.309892 2 1121.658081 -0.448720593 -0.000503085 96.66742557EIEEAMK 2 4759100 2xTMT6plex [N-Term; K7] 1.013 2.938197851 43.69 0 1307.72811 2 654.3670654 -0.959909492 -0.00062765 48.5722030428866947 MT1F metallothionein-1F isoform 1 4494 NP_005940.1 32.78688525 1 1 2 18 61 6.081 7.83 1.82 0.8 1.31 Non-Significant #N/A CAQGCVCK 14 28866947 2xTMT6plex [N-Term; K8]; 3xCarbamidomethyl [C1; C5; C7] 1.29 1.292 1.16 3.898547411 39.34 0 1440.716182 2 720.8607788 -1.319734474 -0.000950681 25.64721758SCCSCCPVGCSK 4 28866947 2xTMT6plex [N-Term; K12]; 5xCarbamidomethyl [C2; C3; C5; C6; C10] 1.822 0.802 1.338534236 3.46 0 1919.830637 2 960.4186401 -0.32986064 -0.000316638 35.0647419451873031 NCLN nicalin precursor 56926 NP_064555.2 3.730017762 1 2 2 10 563 62.935 6.89 1.22 0.73 0.97 Non-Significant #N/A ELETVAAHQFPEVR 6 51873031 1xTMT6plex [N-Term] 0.88 5.102538586 38.85 0 1854.991128 3 619.0018311 -0.101286704 -6.26E-05 50.52425253AAQLVDK 4 51873031 2xTMT6plex [N-Term; K7] 1.215 0.707 2.698691607 21.76 0 1202.750894 2 601.8792725 0.311246391 0.000187176 43.612891054557839 PMM2 phosphomannomutase 2 5373 NP_000294.1 9.756097561 1 3 3 10 246 28.064 6.77 1.42 100 1.15 34.19 Non-Significant #N/A IEFYELDKK 2 4557839 3xTMT6plex [N-Term; K8; K9] 1.238 2.823783398 16.46 1 1872.108562 3 624.7078247 0.191485206 0.000119494 74.97055825GTFIEFR 3 4557839 1xTMT6plex [N-Term] 0.995 2.032397985 15.52 0 1098.614511 2 549.8081055 -5.076141307 -0.002788361 53.19131652TIYFFGDK 5 4557839 2xTMT6plex [N-Term; K8] 100 100 1.311 2.249331951 9.06 0 1448.818973 2 724.9133301 0.283048647 0.000205043 70.6909290618087841 WDR89 WD repeat-containing protein 89 112840 NP_542397.1 4.651162791 1 1 1 4 387 43.187 6.13 1.33 1.81 1.57 Non-Significant #N/A DSLGAYSETHSDDVTQVR 4 18087841 1xTMT6plex [N-Term] 1.326 1.814 5.650248051 51.84 0 2209.057035 3 737.0238647 0.002792269 2.06E-06 42.5441412516117791 RPL35A 60S ribosomal protein L35a 6165 NP_000987.2 14.54545455 1 2 2 30 110 12.53 11.06 1.49 1.7 1.63 1.61 Significant 0.0015 DETEFYLGK 10 16117791 2xTMT6plex [N-Term; K9] 1.904 1.824 100 4.064405441 44.62 0 1559.835746 2 780.4214478 -0.081234314 -6.34E-05 65.77869625AIFAGYK 20 16117791 2xTMT6plex [N-Term; K7] 1.273 1.274 1.525 3.158366203 30.3 0 1227.750166 2 614.3777466 -1.587599816 -0.000974588 57.73420638190684675 XRCC1 DNA repair protein XRCC1 7515 NP_006288.2 3.159557662 1 2 2 6 633 69.455 6.28 1.28 1.2 1.42 1.3 Significant 0.0024 AIGSTSKPQESPK 4 190684675 3xTMT6plex [N-Term; K7; K13] 1.204 1.423 3.169797421 21.17 0 2017.189666 3 673.0687256 0.970353877 0.000652463 32.53046301



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms ALELGAK 2 190684675 2xTMT6plex [N-Term; K7] 1.28 2.993551731 29.78 0 1159.74508 2 580.3761597 -0.032424421 -1.88E-05 53.074307648922511 MRPS18A 28S ribosomal protein S18a, mitochondrial isoform 1 precursor 55168 NP_060605.1 8.673469388 1 2 2 8 196 22.17 10.33 0.79 0.97 1.04 0.93 Significant 0.0063 EVVETQEGK 2 8922511 2xTMT6plex [N-Term; K9] 1.188 3.833054066 43.05 0 1476.830995 2 738.918457 -0.918945705 -0.000678564 36.25025805LPEGVVPK 6 8922511 2xTMT6plex [N-Term; K8] 0.792 0.971 0.969 2.797907591 28.69 0 1296.829144 2 648.9177246 -0.749251553 -0.000485826 46.340140184503291 DDT D-dopachrome decarboxylase 1652 NP_001346.1 16.10169492 1 2 2 11 118 12.704 7.3 1.02 1.16 0.74 0.97 Significant 0.016 FFPLESWQIGK 5 4503291 2xTMT6plex [N-Term; K11] 1.598 2.834206581 27.87 0 1810.030363 2 905.5180664 -0.832509515 -0.000753434 97.61386935ELALGQDR 6 4503291 1xTMT6plex [N-Term] 0.979 1.158 0.736 3.060189009 33.59 0 1130.636703 2 565.8217773 -0.375799316 -0.000212446 39.88722884283046694 TRIM5 tripartite motif-containing protein 5 isoform alpha 85363 NP_149023.2 3.853955375 1 2 2 6 493 56.302 6.05 0.67 0.61 0.64 Non-Significant #N/A GHHTFLTEEVAR 4 283046694 1xTMT6plex [N-Term] 0.645 0.605 4.230177879 31.32 0 1625.85972 3 542.6251221 0.672340254 0.000364377 43.5190693GMLEVFR 2 283046694 1xTMT6plex [N-Term] 0.926 2.027881145 31.59 0 1080.607317 2 540.8074951 0.36684406 0.000198207 73.9587105223941782 SIN3A paired amphipathic helix protein Sin3a 25942 NP_001138829.1 1.7282011 1 2 2 4 1273 145.085 7.25 1.02 1.2 1.11 Non-Significant #N/A LDNTLGGTSEVIHR 2 223941782 1xTMT6plex [N-Term] 1.022 3.726001501 30.23 0 1740.944178 3 580.9854126 -1.43202583 -0.000831026 51.98479413LSAEEQAK 2 223941782 2xTMT6plex [N-Term; K8] 1.196 2.822770596 4.78 0 1333.772751 2 667.3878174 -3.293930222 -0.002196677 34.4410949318699734 UCK2 uridine-cytidine kinase 2 7371 NP_036606.2 10.72796935 1 2 2 7 261 29.281 6.7 1.46 1.4 1.56 1.47 Significant 0.001 LFVDTDADTR 6 18699734 1xTMT6plex [N-Term] 1.461 1.4 1.56 4.075859547 57.7 0 1381.716075 2 691.3613281 -0.503518785 -0.00034786 48.38825245GQFNFDHPDAFDNELILK 1 18699734 2xTMT6plex [N-Term; K18] 1.141161799 0 2578.334209 3 860.1158447 -0.476218447 -0.000409283 81.80128133154350198 C19orf66 UPF0515 protein C19orf66 isoform 1 55337 NP_060851.2 6.18556701 1 2 2 6 291 33.089 7.25 0.66 0.48 0.57 Non-Significant #N/A AQDDLIPAVDR 4 154350198 1xTMT6plex [N-Term] 0.527 0.475 3.949433804 54.32 0 1441.784824 2 721.3961182 0.094409459 6.81E-05 56.41447953SIVYGVK 2 154350198 2xTMT6plex [N-Term; K7] 0.729 3.399685144 20.87 0 1223.77638 2 612.3917236 -0.171431953 -0.000104897 53.7068865846852390 CCDC6 coiled-coil domain-containing protein 6 8030 NP_005427.2 1.898734177 1 2 2 30 474 53.258 7.34 0.97 0.88 0.93 0.93 Significant 0.00079 ASVTIQAR 28 46852390 1xTMT6plex [N-Term] 0.969 0.952 0.932 2.869151592 43.7 0 1074.646874 2 537.8262329 -1.56754719 -0.00084228 31.30003438KASVTIQAR 2 46852390 2xTMT6plex [N-Term; K1] 0.701 2.95642519 10.51 1 1431.904769 3 477.9726257 -1.008986607 -0.000481591 42.0451041531317307 PCSK9 proprotein convertase subtilisin/kexin type 9 preproprotein 255738 NP_777596.2 2.456647399 1 1 1 4 692 74.239 6.61 3.07 4.62 3.85 Non-Significant #N/A EASIHASCCHAPGLECK 4 31317307 2xTMT6plex [N-Term; K17]; 3xCarbamidomethyl [C8; C9; C16] 3.07 4.622 5.986562729 49.14 0 2385.151377 4 597.043335 0.055930936 3.34E-05 35.5929066940789233 COQ9 ubiquinone biosynthesis protein COQ9, mitochondrial precursor 57017 NP_064708.1 6.603773585 1 1 1 6 318 35.487 5.94 1.04 1.47 1.59 1.36 Significant 0.015 YTDQGGEEEEDYESEEQLQHR 6 40789233 1xTMT6plex [N-Term] 1.036 1.466 1.591 5.66230011 77.19 0 2800.20192 3 934.0670776 -5.44271816 -0.005080237 38.5259551910863909 SPINT2 kunitz-type protease inhibitor 2 isoform a precursor 10653 NP_066925.1 6.746031746 1 2 2 6 252 28.21 8.29 0.83 1 0.92 Non-Significant #N/A SIHDFCLVSK 4 10863909 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.826 1.003 4.071612835 32.86 0 1663.924184 3 555.3128662 -0.083169166 -4.61E-05 59.25948918WYFDVER 2 10863909 1xTMT6plex [N-Term] 0.866 2.536572695 30.59 0 1243.630889 2 622.3196411 0.897594754 0.000558138 79.65180268559098444 SH3GLB2 endophilin-B2 isoform a 56904 NP_001273974.1 3.96039604 1 1 2 6 404 44.738 5.57 0.79 0.81 0.8 Non-Significant #N/A AVQFTEEK 4 559098444 2xTMT6plex [N-Term; K8] 0.751 0.811 4.00589323 46.2 0 1409.804052 2 705.4053955 -0.381063152 -0.000268612 43.09568623RLDLDACK 2 559098444 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 0.874 3.871360779 26.44 1 1448.829555 3 483.6144409 -0.542283315 -0.000261892 49.163443065729810 EBP 3-beta-hydroxysteroid-Delta(8), Delta(7)-isomerase 10682 NP_006570.1 9.565217391 1 2 2 8 230 26.336 7.9 1.76 1.44 1.08 1.43 Significant 0.018 HLTHAQSTLDAK 5 5729810 2xTMT6plex [N-Term; K12] 1.756 1.444 1.084 4.745136738 24.83 0 1780.011753 3 594.0087891 0.034346683 2.04E-05 32.69040132AAVVPLGTWR 3 5729810 1xTMT6plex [N-Term] 2.194529772 15.42 0 1298.778222 2 649.8929443 0.300137366 0.000194906 63.8745622334328899 PTPN14 tyrosine-protein phosphatase non-receptor type 14 5784 NP_005392.2 1.684919966 1 2 2 5 1187 135.175 8.31 0.84 0.88 0.73 0.81 Significant 0.003 IPNKPPPEYPGPR 3 34328899 2xTMT6plex [N-Term; K4] 0.835 0.881 3.416854143 10.29 0 1920.110739 3 640.7088013 0.579132532 0.000370666 50.5947178KVQLSVK 2 34328899 3xTMT6plex [N-Term; K1; K7] 0.726 3.200139046 13.47 1 1489.008061 3 497.0069885 -1.107014711 -0.000549451 40.1514728737577107 CLEC2B C-type lectin domain family 2 member B 9976 NP_005118.2 11.40939597 1 1 1 6 149 17.295 8.75 0.01 0.922 0.615 0.52 Non-Significant 0.19 GSEGCAYLSDDGAATAR 6 37577107 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.01 0.922 0.615 3.843656778 69.17 0 1929.880985 2 965.4429932 -1.179084043 -0.001137746 37.00842993169636418 MRPL38 39S ribosomal protein L38, mitochondrial 64978 NP_115867.2 6.052631579 1 2 2 8 380 44.568 7.53 1.64 1.92 100 34.52 Non-Significant #N/A AEQEAQAPHWWR 2 169636418 1xTMT6plex [N-Term] 100 2.504759312 18.97 0 1737.865868 3 579.9608154 1.165342562 0.00067507 53.49358922DLFHGATFVPR 6 169636418 1xTMT6plex [N-Term] 1.145 1.921 100 2.484075546 17.95 0 1488.816064 3 496.9439697 0.867608645 0.00043057 52.8416406831543419 PNKP bifunctional polynucleotide phosphatase/kinase 11284 NP_009185.2 3.071017274 1 2 2 8 521 57.04 8.46 1.04 1.05 1.3 1.13 Significant 0.0056 GPLTQVTDR 2 31543419 1xTMT6plex [N-Term] 1.266 3.204779148 30.45 0 1215.689467 2 608.3488159 0.730816513 0.000444223 36.36617433VEAVVEK 6 31543419 2xTMT6plex [N-Term; K7] 1.043 0.989 1.303 3.104596615 38.56 0 1231.76621 2 616.3862305 -0.832400249 -0.000512661 41.70334881542133157 ADNP activity-dependent neuroprotector homeobox protein 23394 NP_001269460.1 2.087114338 1 2 2 4 1102 123.485 7.34 1.33 1.03 1.18 Non-Significant #N/A MVHIDEEMGPK 2 542133157 2xTMT6plex [N-Term; K11] 1.026 2.591266155 22.25 0 1743.917383 3 581.9769897 -0.554780707 -0.000322497 44.08765707VIPEDASESEEK 2 542133157 2xTMT6plex [N-Term; K12] 1.328 2.774157763 38.18 0 1790.942395 2 895.9727173 -2.365994405 -0.00211868 45.762986634503325 DHPS deoxyhypusine synthase isoform a 1725 NP_001921.1 5.149051491 1 1 1 6 369 40.945 5.36 1.06 1.24 0.87 1.06 Significant 0.01 KLEPLSQDEDQHADLTQSR 6 4503325 2xTMT6plex [N-Term; K1] 1.056 1.236 0.874 5.627353668 37.16 1 2668.394243 4 667.8487549 -7.889774462 -0.005263257 42.1181305621237736 MAPK9 mitogen-activated protein kinase 9 isoform alpha2 5601 NP_002743.3 4.245283019 1 2 2 8 424 48.108 5.63 0.79 1.19 1.16 1.05 Significant 0.015 ISVDEALR 6 21237736 1xTMT6plex [N-Term] 0.794 1.189 1.261 3.076215744 32.24 0 1131.657104 2 566.3320923 -0.17328543 -9.80E-05 50.77106243DLKPSNIVVK 2 21237736 3xTMT6plex [N-Term; K3; K10] 1.118 2.333170652 4.85 0 1800.156181 3 600.7235107 -0.112397713 -6.74E-05 54.3825892930725877 GPR180 integral membrane protein GPR180 precursor 160897 NP_851320.1 3.409090909 1 1 1 6 440 49.363 7.39 0.487 0.928 1.185 0.87 Non-Significant 0.051 GSFSSTAAQDAQGQR 6 30725877 1xTMT6plex [N-Term] 0.487 0.928 1.185 4.099388123 61.66 0 1739.851005 2 870.428894 -0.283946189 -0.000247012 31.81008476118498352 MPHOSPH6 M-phase phosphoprotein 6 10200 NP_005783.2 14.375 1 2 2 9 160 19.012 5.2 1.26 1.22 1.27 1.25 Significant 0.00015 GFNPEVEK 6 118498352 2xTMT6plex [N-Term; K8] 1.255 1.22 1.272 3.50764966 33.68 0 1377.777837 2 689.3919678 -0.854980457 -0.000588987 42.12590894IISEEHWYLDLPELK 3 118498352 2xTMT6plex [N-Term; K15] 2.569578648 4.26 0 2343.300055 3 781.7710571 -0.613277535 -0.000479031 93.1576372670906441 DUT deoxyuridine 5'-triphosphate nucleotidohydrolase, mitochondrial isoform 1 precursor 1854 NP_001020419.1 19.84126984 1 3 3 10 252 26.547 9.36 0.675 1.402 100 34.03 Non-Significant 0.41 IFYPEIEEVQALDDTER 4 70906441 1xTMT6plex [N-Term] 1.402 100 1.683593154 7.57 0 2296.154624 2 1148.579834 -0.972173749 -0.001116131 94.95364663AAGYDLYSAYDYTIPPMEK 1 70906441 2xTMT6plex [N-Term; K19] 0.675 1.589611888 0 2626.315113 3 876.112793 3.317521271 0.002904285 86.49060612TDIQIALPSGCYGR 5 70906441 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.283501983 9.19 0 1779.926085 2 890.4660034 -0.761179958 -0.000677422 57.142156637705626 MRPS16 28S ribosomal protein S16, mitochondrial 51021 NP_057149.1 11.67883212 1 2 2 12 137 15.335 9.5 0.85 0.95 0.83 0.88 Significant 0.0018 EVLLASQK 6 7705626 2xTMT6plex [N-Term; K8] 0.828 0.95 0.83 3.585908413 37.38 0 1345.845523 2 673.4257202 -1.009573751 -0.000679365 38.4467035LVALNLDR 6 7705626 1xTMT6plex [N-Term] 0.865 0.954 1.884653807 21.5 0 1142.709474 2 571.8582153 -0.279997624 -0.000159978 68.1134909442560246 POLR1C DNA-directed RNA polymerases I and III subunit RPAC1 isoform 1 9533 NP_976035.1 6.358381503 1 2 2 6 346 39.225 5.5 0.8 0.96 0.88 Non-Significant #N/A ILLAEVPTMAVEK 2 42560246 2xTMT6plex [N-Term; K13] 100 1.372745991 9.09 0 1872.128028 2 936.5671997 -0.483570527 -0.000452653 80.9122211VVLGEFGVR 4 42560246 1xTMT6plex [N-Term] 0.796 0.761 2.217745304 37.23 0 1204.725124 2 602.866272 0.118919503 7.16E-05 69.4287428178217386 RABGAP1L rab GTPase-activating protein 1-like isoform A 9910 NP_055672.3 2.085889571 1 2 2 6 815 92.454 5.31 1.43 1.12 1.27 Non-Significant #N/A DSAQESVITR 4 78217386 1xTMT6plex [N-Term] 1.43 100 4.05300045 49.83 0 1334.711324 2 667.8598022 0.751887071 0.000501776 30.00855256GLSTLVK 2 78217386 2xTMT6plex [N-Term; K7] 1.055 2.918596268 20.95 0 1175.77638 2 588.3907471 -1.839566954 -0.00108146 49.5994642394538370 DNAJC2 dnaJ homolog subfamily C member 2 isoform 1 27000 NP_055192.1 3.381642512 1 2 2 7 621 71.952 8.7 0.59 0.6 0.59 Non-Significant #N/A QAELEAAR 4 94538370 1xTMT6plex [N-Term] 0.59 0.597 2.992362976 30.78 0 1116.621053 2 558.8143921 0.407174562 0.00022733 28.61766714DNFFEVFTPVFER 3 94538370 1xTMT6plex [N-Term] 1.441396236 13.61 0 1875.947866 2 938.4780884 0.551234835 0.000517044 98.1749476294997306 DAG1 dystroglycan preproprotein 1605 NP_001171114.1 1.452513966 1 1 1 6 895 97.48 8.56 2.15 1.7 1.79 1.88 Significant 0.0053 ATSITVTGSGSCR 6 294997306 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 2.147 1.698 1.794 4.865876198 73.7 0 1525.784172 2 763.3980103 2.996470862 0.002285984 23.04743211146231998 GIT1 ARF GTPase-activating protein GIT1 isoform 1 28964 NP_001078923.1 2.597402597 1 1 2 6 770 85.393 7.01 1 1.27 1.14 Non-Significant #N/A GVLVCDECCSVHR 2 146231998 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C5; C8; C9] 1.004 3.720963955 62.16 0 1819.845075 3 607.2867432 0.330402953 0.000200427 42.57150608NIQELLR 4 146231998 1xTMT6plex [N-Term] 1.266 1.784473062 19.68 0 1114.678174 2 557.8429565 0.414995062 0.000231293 57.6322744240353727 SYNPO synaptopodin isoform A 11346 NP_009217.3 1.771871539 1 2 2 10 903 96.337 9.77 0.69 0.74 0.75 0.73 Significant 0.00065 NAGIEAQDR 4 40353727 1xTMT6plex [N-Term] 1.014 0.744 3.460391045 58.6 0 1202.63268 2 601.8202515 0.454128427 0.000273075 21.85911676GAELYAR 6 40353727 1xTMT6plex [N-Term] 0.67 0.735 0.748 2.837347746 29.32 0 1008.567561 2 504.7874146 -0.008307264 -4.19E-06 32.7710610540018640 CDC73 parafibromin 79577 NP_078805.3 3.201506591 1 2 2 7 531 60.539 9.61 1.53 1.41 1.66 1.53 Significant 0.0022 SAPLEIGLQR 4 40018640 1xTMT6plex [N-Term] 1.21 1.661 3.774848461 38.81 0 1312.778616 2 656.8929443 -0.003083631 -2.02E-06 48.90272449VVDQPLK 3 40018640 2xTMT6plex [N-Term; K7] 1.532 1.443 2.73074317 25.29 0 1256.797844 2 628.9022827 -0.44185333 -0.00027766 48.6961028134335253 DLGAP4 disks large-associated protein 4 isoform a 22839 NP_055717.2 2.42669363 1 2 2 6 989 107.501 7.3 1.05 0.96 1.01 Non-Significant #N/A KPPPPVPK 4 34335253 3xTMT6plex [N-Term; K1; K8] 1.044 0.964 3.496814728 32.75 0 1547.028796 3 516.3480835 0.582470271 0.000300366 33.62069218RDTDSDTQDANDSSCK 2 34335253 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 100 2.739136457 12.58 1 2273.035203 3 758.3522949 3.136183556 0.002376219 19.59056693167614485 ACAA2 3-ketoacyl-CoA thiolase, mitochondrial 10449 NP_006102.2 8.816120907 1 2 2 6 397 41.898 8.09 0.61 0.52 0.56 Non-Significant #N/A GVFVVAAK 4 167614485 2xTMT6plex [N-Term; K8] 0.605 0.515 3.739799261 47.3 0 1248.808015 2 624.90802 0.599362795 0.000374245 60.02087419IVGYFVSGCDPSIMGIGPVPAISGALK 2 167614485 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C9] 1.417013168 5.08 0 3163.72997 3 1055.249146 0.920752866 0.000971004 100.069836448255913 TRIM16 tripartite motif-containing protein 16 10626 NP_006461.3 3.546099291 1 1 1 6 564 63.915 5.49 2.08 2.28 2.18 Non-Significant #N/A ETEEQDSDSAEQGDPAGEGK 6 48255913 2xTMT6plex [N-Term; K20] 2.082 2.282 5.714333534 58.31 0 2537.152735 3 846.3878784 -1.439616167 -0.001217509 35.7506617558761504 HAUS8 HAUS augmin-like complex subunit 8 isoform a 93323 NP_219485.1 5.853658537 1 1 1 6 410 44.83 7.06 2.48 2.53 1.22 2.07 Significant 0.04 LLGELDVGDSEENVQVLDLLSELK 6 58761504 2xTMT6plex [N-Term; K24] 2.482 2.526 1.215 4.358282566 54.41 0 3085.692047 3 1029.236328 0.772583577 0.000794652 110.7548293604723356 NDUFA5 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 5 isoform 6 4698 NP_001278233.1 10.43956044 1 2 2 6 182 21.203 9.01 2.08 0.01 1.05 Non-Significant #N/A YTEQITNEK 2 604723356 2xTMT6plex [N-Term; K9] 1.253 2.619983196 29.41 0 1583.868108 2 792.4381104 0.527672172 0.000417882 47.86056514ILDVLEEIPK 4 604723356 2xTMT6plex [N-Term; K10] 100 0.01 2.036299706 15.24 0 1627.008231 2 814.0078125 0.072372099 5.89E-05 102.92618527662236 TSC22D2 TSC22 domain family protein 2 isoform 1 9819 NP_055594.1 2.435897436 1 1 2 3 780 79.179 5.02 1.47 0.92 1.2 Non-Significant #N/A ATDYGPEEVCER 2 7662236 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.923 2.974377632 30.4 0 1654.758017 2 827.8825684 -0.094630906 -7.83E-05 40.76673901EEVEVLK 1 7662236 2xTMT6plex [N-Term; K7] 1.473 2.791471243 34.67 0 1303.787339 2 652.3969116 -0.607720131 -0.000396169 53.1356361520127446 ITGB5 integrin beta-5 precursor 3693 NP_002204.2 2.628285357 1 2 2 4 799 87.996 6.06 0.64 1.03 0.84 Non-Significant #N/A EAEGKPLCSGR 2 20127446 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C8] 1.032 1.952002048 2.88 0 1661.904511 3 554.6389771 -1.283471849 -0.000711003 30.70603177YQTNPCIGYK 2 20127446 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.64 2.055851698 8.59 0 1701.903448 2 851.4564819 1.315548887 0.001119469 46.79483469194248090 SUMF2 sulfatase-modifying factor 2 isoform e precursor 25870 NP_001123541.1 3.631284916 1 2 2 4 358 39.464 9.72 1.63 1.22 1.42 Non-Significant #N/A RLPTEEEWEFAAR 2 194248090 1xTMT6plex [N-Term] 1.223 4.083059788 6.91 1 1862.959828 3 621.657959 -0.270524822 -0.000167992 64.26643845LPTEEEWEFAAR 2 194248090 1xTMT6plex [N-Term] 1.626 2.343134165 4.57 0 1706.858717 2 853.9321289 -1.016796225 -0.000867764 82.0085750792087058 CARD19 caspase recruitment domain-containing protein 19 isoform 1 84270 NP_115686.3 12.56830601 1 1 1 6 183 20.613 8.1 100 1.51 1.65 34.39 Non-Significant #N/A HALQNSDCTELDSGSQSGELSNR 6 92087058 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 100 1.513 1.645 4.074977875 33.09 0 2734.253579 3 912.0894165 0.042827673 3.90E-05 34.8674287222080092 WDR91 WD repeat-containing protein 91 29062 NP_054868.3 3.346720214 1 1 1 4 747 83.292 6.58 0.91 0.59 0.75 Non-Significant #N/A KPEASGPEAEPCPELHTEPVEPLTR 4 222080092 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C12] 0.91 0.585 4.773038387 21.62 0 3228.661098 4 807.9202271 -0.625698026 -0.000505042 43.73632863208610002 ATL2 atlastin-2 isoform 2 64225 NP_001129145.1 2.915951973 1 2 2 4 583 66.187 5.48 0.78 1.03 0.9 Non-Significant #N/A VATNPSFDGR 2 208610002 1xTMT6plex [N-Term] 1.026 3.590709209 25.76 0 1292.67963 2 646.8433838 -0.107823989 -6.97E-05 38.75098343DLVEYFK 2 208610002 2xTMT6plex [N-Term; K7] 0.781 2.95027256 23.41 0 1371.792424 2 686.4000244 0.253571983 0.000173924 83.9457885711141903 FASTKD5 FAST kinase domain-containing protein 5 60493 NP_068598.1 3.926701571 1 2 2 3 764 86.519 8.13 0.67 0.98 0.83 Non-Significant #N/A LEHVGVSLTDDLMNK 2 11141903 2xTMT6plex [N-Term; K15] 0.667 2.506622076 19.53 0 2129.167661 3 710.3943481 0.389952191 0.000276758 76.58346462AAVPLGGFLCNVADK 1 11141903 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C10] 0.984 1.191594601 0 1990.119589 2 995.5636597 0.228009382 0.000226883 77.585596165453894 PIK3CB phosphatidylinositol 4,5-bisphosphate 3-kinase catalytic subunit beta isoform isoform 1 5291 NP_006210.1 1.401869159 1 1 1 6 1070 122.683 7.09 1.4 1.07 1.42 1.3 Significant 0.0076 AAEIASSDSANVSSR 6 5453894 1xTMT6plex [N-Term] 1.399 1.072 1.418 4.198083401 61.06 0 1693.855422 2 847.4248047 -7.72757511 -0.006544698 35.1012636951317370 NDUFA6 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 6 4700 NP_002481.2 11.68831169 1 2 2 6 154 17.859 10.14 0.72 0.17 0.45 Non-Significant #N/A GKIELEETIK 2 51317370 3xTMT6plex [N-Term; K2; K10] 0.657 2.587370157 15.81 1 1847.145676 3 616.3866577 -0.1387251 -8.54E-05 85.80432602VVDLLVIK 4 51317370 2xTMT6plex [N-Term; K8] 100 0.167 2.345538616 25.45 0 1356.923045 2 678.9645386 -0.916840176 -0.000622041 82.454525824505901 TMEM11 transmembrane protein 11, mitochondrial 8834 NP_003867.1 12.5 1 2 2 6 192 21.527 7.36 1.15 1.14 0.97 1.09 Significant 0.0029 LPLHTLTSSTPVVLVR 2 4505901 1xTMT6plex [N-Term] 1.146 2.693544865 17.7 0 1962.194913 3 654.7377319 1.900729003 0.0012432 70.6968202YIVIEPTR 4 4505901 1xTMT6plex [N-Term] 1.143 0.971 2.80449152 22.33 0 1219.72479 2 610.3659058 -0.208888566 -0.000127393 63.176964651896031 C5orf51 UPF0600 protein C5orf51 285636 NP_787117.3 7.142857143 1 2 2 9 294 33.599 5.26 0.95 0.9 0.98 0.94 Significant 0.00061 ELISFLSEPEILVK 3 51896031 2xTMT6plex [N-Term; K14] 1.796605349 1.36 0 2075.240415 2 1038.12146 -2.299438701 -0.002385944 99.3959418ASAALEK 6 51896031 2xTMT6plex [N-Term; K7] 0.953 0.901 0.975 3.189376116 38.98 0 1147.708695 2 574.3578491 -0.238020165 -0.000136589 35.76374474557357751 NAE1 NEDD8-activating enzyme E1 regulatory subunit isoform d 8883 NP_001273429.1 3.910614525 1 2 2 8 537 60.479 5.4 1.618 1.372 0.215 1.07 Non-Significant 0.13 GTIPDMIADSGK 4 557357751 2xTMT6plex [N-Term; K12] 1.986 0.215 1.917056441 14.3 0 1662.913678 2 831.960144 -0.400997401 -0.000333412 58.48001902LDKPFPELR 4 557357751 2xTMT6plex [N-Term; K3] 1.618 1.27 2.659881592 5.03 0 1572.951385 3 524.9891357 0.934197062 0.000489816 61.5099279338455391 RNASEH2A ribonuclease H2 subunit A 10535 NP_006388.2 4.347826087 1 1 1 4 299 33.374 5.25 1.87 1.87 1.87 Non-Significant #N/A KEPCVLGVDEAGR 4 38455391 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 1.865 1.871 4.821055412 53.5 1 1888.036253 3 630.0162354 -1.112502638 -0.000700148 33.71214602633257785 MRPL45 39S ribosomal protein L45, mitochondrial isoform 1 84311 NP_115727.5 6.209150327 1 2 2 5 306 35.268 9.03 1.1 0.99 1.04 Non-Significant #N/A TMASQVSIR 4 633257785 1xTMT6plex [N-Term] 1.095 0.989 3.65128994 53.6 0 1221.682273 2 611.3446655 -0.178847903 -0.000109248 37.20130634DVLEYVVFEK 1 633257785 2xTMT6plex [N-Term; K10] 1.198266983 0 1698.971845 2 849.9890137 -0.644146195 -0.000547193 91.1798739129789283 WDR75 WD repeat-containing protein 75 isoform 1 84128 NP_115544.1 3.373493976 1 2 2 7 830 94.438 5.96 1.17 2.94 2.06 Non-Significant #N/A SSSQEVEAK 4 29789283 2xTMT6plex [N-Term; K9] 1.174 2.939 3.812597752 45.3 0 1422.784044 2 711.8952026 -0.643623019 -0.000457868 26.41820777VQDTSNTGLGEDIIHQLSK 3 29789283 2xTMT6plex [N-Term; K19] 1.086197853 2.78 0 2513.361152 3 838.4578857 -0.814746992 -0.000682584 75.50596747371874557 SNX12 sorting nexin-12 isoform 1 29934 NP_001243114.1 14.19753086 1 2 2 9 162 18.873 8.44 1.17 1.02 1.12 1.1 Significant 0.0016 IVVPPLPGK 6 371874557 2xTMT6plex [N-Term; K9] 1.17 1.017 1.124 2.838881731 29.76 0 1377.923379 2 689.4645996 -1.056939212 -0.000728191 67.35328421GDEGIFEESFIEER 3 371874557 1xTMT6plex [N-Term] 1.544602275 7.19 0 1885.901704 2 943.4528198 -1.77133387 -0.001670281 72.3088848416306580 KDM2A lysine-specific demethylase 2A isoform a 22992 NP_036440.1 1.204819277 1 1 1 6 1162 132.708 7.58 1.04 1.18 1.23 1.15 Significant 0.0024 ACVQGECGVCHYCR 6 16306580 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C2; C7; C10; C13] 1.044 1.179 1.233 6.357881069 80.89 0 1984.844758 3 662.2869873 0.831805136 0.000550335 20.589388734505357 NDUFA4 cytochrome c oxidase subunit NDUFA4 4697 NP_002480.1 27.16049383 1 2 2 10 81 9.364 9.38 100 2.88 0.01 34.3 Non-Significant #N/A LALFNPDVCWDR 6 4505357 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 100 1.297 0.01 1.956626534 20.9 0 1734.883492 2 867.9447632 -0.716072761 -0.000621151 82.64868446FYSVNVDYSK 4 4505357 2xTMT6plex [N-Term; K10] 100 100 2.290066242 17.85 0 1679.904494 2 840.4575806 2.018372369 0.001695336 64.82229686119393899 GLI3 transcriptional activator GLI3 2737 NP_000159.3 1.265822785 1 1 1 6 1580 169.757 7.4 1.46 100 3.11 34.86 Non-Significant #N/A AVASSTTSNEDESPGQTYHR 6 119393899 1xTMT6plex [N-Term] 1.46 100 3.105 4.275804043 43.89 0 2366.105776 3 789.3735352 0.116811663 9.21E-05 25.883264454504061 GNS N-acetylglucosamine-6-sulfatase precursor 2799 NP_002067.1 3.804347826 1 2 2 6 552 62.042 8.31 1.03 0.79 0.91 Non-Significant #N/A SDVLVEYQGEGR 4 4504061 1xTMT6plex [N-Term] 1.026 0.882 3.159110069 26.27 0 1580.811767 2 790.9080811 -1.822513398 -0.001440525 49.15939439NFNIHGTNK 2 4504061 2xTMT6plex [N-Term; K9] 0.784 2.389334202 7.22 0 1502.847982 3 501.6206665 -0.356555212 -0.000178616 36.72528174912758878 VKORC1 vitamin K epoxide reductase complex subunit 1 isoform 3 precursor 79001 NP_001298240.1 6.806282723 1 1 1 10 191 21.464 9.45 0.87 0.99 0.93 0.93 Significant 0.0014 ALCDVGTAISCSR 10 912758878 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C11] 0.874 0.994 0.929 4.707505226 71.99 0 1638.814092 2 819.9105835 -0.123118182 -0.000100884 48.27219574506865 SDHD succinate dehydrogenase [ubiquinone] cytochrome b small subunit, mitochondrial isoform a precursor 6392 NP_002993.1 10.6918239 1 2 2 12 159 17.032 8.63 0.83 0.88 0.82 0.85 Significant 0.00048 AASLHWTSER 6 4506865 1xTMT6plex [N-Term] 0.82 0.872 0.786 3.407676935 40.38 0 1386.732729 3 462.915741 -0.042452023 -1.96E-05 37.06657946AVAMLWK 6 4506865 2xTMT6plex [N-Term; K7] 1.429 1.72 1.124 2.762896776 29.63 0 1276.785171 2 638.895752 -0.739156258 -0.000471872 68.82623898119964728 D2HGDH D-2-hydroxyglutarate dehydrogenase, mitochondrial isoform 1 precursor 728294 NP_689996.4 3.262955854 1 1 1 4 521 56.38 7.99 0.95 0.59 0.77 Non-Significant #N/A GSCHIGGNVATNAGGLR 4 119964728 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.951 0.589 4.417271137 53.95 0 1869.955094 3 623.9901123 0.368962905 0.000229981 41.956880634885457 SMAD4 mothers against decapentaplegic homolog 4 4089 NP_005350.1 2.717391304 1 2 2 4 552 60.401 6.99 1.56 1.74 1.65 Non-Significant #N/A AIESLVK 2 4885457 2xTMT6plex [N-Term; K7] 1.738 3.089119196 39.5 0 1217.786945 2 609.3967285 -0.627933115 -0.000382344 51.47027122GEGDVWVR 2 4885457 1xTMT6plex [N-Term] 1.555 2.921196699 26.3 0 1146.610488 2 573.8088989 0.028773121 1.65E-05 38.9082474711056061 TMSB4X thymosin beta-4 7114 NP_066932.1 45.45454545 1 3 3 13 44 5.05 5.06 1.3 1.39 1.02 1.24 Significant 0.008 ETIEQEK 9 11056061 2xTMT6plex [N-Term; K7] 1.304 1.397 1.37 3.123468399 38.6 0 1334.756767 2 667.8815918 -0.644384259 -0.000430048 36.2488814KTETQEKNPLPSK 2 11056061 4xTMT6plex [N-Term; K1; K7; K13] 0.321 3.529481411 0.57 2 2416.458126 4 604.8706665 1.121639807 0.000677599 36.38527856NPLPSKETIEQEK 2 11056061 3xTMT6plex [N-Term; K6; K13] 1.14 0.851 1.860850215 5.31 1 2200.279209 3 734.0974121 -0.693653727 -0.000508744 52.1482755822748615 TMEM263 transmembrane protein 263 isoform a 90488 NP_689474.1 10.34482759 1 1 1 4 116 11.741 9.32 0.92 1.99 1.46 Non-Significant #N/A DHPQQQPGMLSR 2 22748615 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.994 1.772625566 19.77 0 1638.821954 3 546.9452515 -0.459693298 -0.000251118 21.55488603DHPQQQPGMLSR 2 22748615 1xTMT6plex [N-Term] 0.921 3.447263718 5.11 0 1622.827039 3 546.9452515 -0.459693298 -0.000251118 21.5548860338045919 HIP1 huntingtin-interacting protein 1 isoform 1 3092 NP_005329.3 1.542912247 1 2 2 8 1037 116.148 5.3 1.48 1.57 1.03 1.36 Significant 0.015 QAQVDLER 6 38045919 1xTMT6plex [N-Term] 1.484 1.571 0.763 3.040373325 36.18 0 1187.658167 2 594.3328247 0.173571881 0.000103072 34.01589091ELQDTQLK 2 38045919 2xTMT6plex [N-Term; K8] 1.174 2.971457005 11.54 0 1432.841165 2 716.9252319 1.411096524 0.001010939 47.1735469



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms34101272 BCKDHB 2-oxoisovalerate dehydrogenase subunit beta, mitochondrial isoform 1 precursor 594 NP_898871.1 11.98979592 1 2 2 6 392 43.095 6.29 0.92 0.56 0.74 Non-Significant #N/A AAAEEVPIEPYNIPLSQAEVIQEGSDVTLVAWGTQVHVIR 2 34101272 1xTMT6plex [N-Term] 1.110466957 0.12 0 4558.403073 4 1140.356201 -0.021545374 -2.46E-05 105.6792622EYGQTQK 4 34101272 2xTMT6plex [N-Term; K7] 0.922 0.562 3.196693897 25.08 0 1311.730887 2 656.3686523 -0.654595015 -0.000429326 29.61657634297207099 ARID1B AT-rich interactive domain-containing protein 1B isoform 2 57492 NP_065783.3 0.533570476 1 1 1 6 2249 237.511 6.68 1.37 1.95 1.6 1.64 Significant 0.01 AAAGSAAGGFQR 6 297207099 1xTMT6plex [N-Term] 1.37 1.953 1.6 4.191860676 69.16 0 1292.690864 2 646.8493652 0.456496419 0.000295054 31.4509917831982953 POGLUT1 protein O-glucosyltransferase 1 precursor 56983 NP_689518.1 4.846938776 1 2 2 7 392 46.159 8.72 1.2 0.61 0.8 0.87 Significant 0.038 ANDDVAQEIAER 3 31982953 1xTMT6plex [N-Term] 0.614 0.504 1.564487934 1.47 0 1559.78628 2 780.392395 -5.620405212 -0.004383315 40.99168432DYPQVPK 4 31982953 2xTMT6plex [N-Term; K7] 1.196 0.951 2.627497196 27.8 0 1304.761459 2 652.8840942 -0.419044749 -0.000273377 37.690966154758120 DAP death-associated protein 1 isoform 2 1611 NP_004385.1 22.54901961 1 1 1 3 102 11.158 9.32 1.21 1.09 1.15 Non-Significant #N/A GDKDFPPAAAQVAHQKPHASMDK 3 4758120 4xTMT6plex [N-Term; K3; K16; K23] 1.211 1.087 4.567625046 6.07 1 3362.84493 6 561.3151855 2.91422336 0.001633347 31.47292805313482818 CNOT2 CCR4-NOT transcription complex subunit 2 4848 NP_001186231.1 3.333333333 1 2 2 5 540 59.7 7.66 1.92 1.46 1.69 Non-Significant #N/A DPTSSNDDSK 3 313482818 2xTMT6plex [N-Term; K10] 1.774 3.221391916 36.68 0 1523.758952 2 762.3839111 1.046022157 0.000796943 27.15163489EFHLEYDK 2 313482818 2xTMT6plex [N-Term; K8] 100 1.456 1.538118601 3.45 0 1538.825515 3 513.6134644 0.210879273 0.000108169 44.6518245733946282 KIAA1429 protein virilizer homolog isoform 1 25962 NP_056311.2 0.772626932 1 1 1 6 1812 201.898 5.01 2.16 1.57 100 34.58 Non-Significant #N/A HPSAEQSSHIDVVR 6 33946282 1xTMT6plex [N-Term] 2.155 1.573 100 5.033243179 39.07 0 1790.934676 3 597.649292 -0.755378438 -0.000450944 34.34633889960513929 SCYL2 SCY1-like protein 2 55681 NP_001304713.1 2.691065662 1 2 2 5 929 103.642 8.22 1.07 0.97 1.16 1.07 Significant 0.0026 ASLTLEEK 4 960513929 2xTMT6plex [N-Term; K8] 1.074 1.157 3.621622086 36.05 0 1348.808803 2 674.9080811 0.061416692 4.14E-05 44.66506487SQQPLKPQVHTPVATVK 1 960513929 3xTMT6plex [N-Term; K6; K17] 0.966 2.530822754 0 2545.543303 4 637.1411133 -0.267131578 -0.000169999 44.8110318813124881 CBFB core-binding factor subunit beta isoform 1 865 NP_074036.1 9.090909091 1 2 2 10 187 21.978 5.58 0.64 1 0.94 0.86 Significant 0.016 SKFENEEFFR 4 13124881 2xTMT6plex [N-Term; K2] 0.611 0.957 2.887660503 14.22 1 1790.947756 3 597.6538696 -0.39082842 -0.000233318 61.67224042GWIDLQR 6 13124881 1xTMT6plex [N-Term] 100 100 0.941 2.287254333 24.95 0 1116.636309 2 558.8214722 -0.574389403 -0.000320692 53.98892019966799 UTP3 something about silencing protein 10 57050 NP_065101.1 3.131524008 1 2 2 12 479 54.525 5.62 0.94 0.79 1.07 0.93 Significant 0.0074 AITYQIAK 10 9966799 2xTMT6plex [N-Term; K8] 0.792 1.072 3.998101234 43.2 0 1365.850608 2 683.4296265 1.00184433 0.000684185 54.85598232LSVVDQK 2 9966799 2xTMT6plex [N-Term; K7] 0.938 2.56550312 24.95 0 1246.777109 2 623.8915405 -1.046085386 -0.000652118 37.703103164885217 ERCC4 DNA repair endonuclease XPF 2072 NP_005227.1 1.310043668 1 1 1 18 916 104.42 6.93 1.03 1.25 1.4 1.23 Significant 0.0076 GTASADVSTDTR 18 4885217 1xTMT6plex [N-Term] 1.028 1.254 1.404 4.259156704 69.63 0 1409.706967 2 705.3575439 0.598791554 0.00042206 22.98312567815890875 MKL2 MKL/myocardin-like protein 2 isoform 1 57496 NP_001295071.1 2.45677889 1 2 2 4 1099 119.092 6.09 100 1.76 1.25 34.34 Non-Significant #N/A GLPVSGTKPDLIER 2 815890875 2xTMT6plex [N-Term; K8] 1.757 1.252 2.89313221 0 1940.158083 3 647.3902588 -0.958418198 -0.000619828 50.16659853KPGPLPSSLDDLK 2 815890875 3xTMT6plex [N-Term; K1; K13] 100 1.566554427 10.07 0 2054.246453 3 685.4208984 0.822361162 0.000563111 63.30057478971059218 FNBP4 formin-binding protein 4 isoform 1 23360 NP_001305268.1 1.472031403 1 1 1 6 1019 110.383 4.75 1.38 1.62 1.13 1.38 Significant 0.01 ALEEGDGSVSGSSPR 6 971059218 1xTMT6plex [N-Term] 1.377 1.617 1.132 4.444566727 48.63 0 1676.828873 2 838.9185791 0.60144666 0.000504262 30.8673727418699732 SDF4 45 kDa calcium-binding protein isoform 2 precursor 51150 NP_057260.2 4.419889503 1 1 1 6 362 41.78 4.86 0.94 100 0.34 33.76 Non-Significant #N/A AVDPDGDGHVSWDEYK 6 18699732 2xTMT6plex [N-Term; K16] 0.94 100 0.342 4.107247353 45.24 0 2248.092247 3 750.0361938 0.792233046 0.000593671 61.960273427662316 VPRBP protein VPRBP isoform 1 9730 NP_055518.1 1.327140013 1 2 2 6 1507 168.9 5.06 0.773 0.715 1.795 1.09 Non-Significant 0.089 ADPECMLGHLLR 2 7662316 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.773 3.39534831 33.08 0 1640.844998 3 547.6191406 -1.297785594 -0.000709822 71.64736651ADVVAQSR 4 7662316 1xTMT6plex [N-Term] 0.715 1.795 2.443156004 20.87 0 1074.610488 2 537.8091431 0.485080704 0.000260636 24.60745387661592 ASF1A histone chaperone ASF1A 25842 NP_054753.1 13.7254902 1 1 1 4 204 22.954 4.41 1.63 0.86 1.25 Non-Significant #N/A IIYVGSAESEEYDQVLDSVLVGPVPAGR 4 7661592 1xTMT6plex [N-Term] 1.631 0.863 4.823029995 45.08 0 3191.66734 3 1064.562988 2.215680081 0.002357238 101.6925482157502212 GALNT7 N-acetylgalactosaminyltransferase 7 51809 NP_059119.2 3.04414003 1 2 2 4 657 75.341 7.11 0.86 1.1 0.98 Non-Significant #N/A VMITHCNLNEFK 2 157502212 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 0.86 2.991811752 2.28 0 1964.049795 3 655.3539429 -1.282812037 -0.000839836 65.63405302QAIQASIK 2 157502212 2xTMT6plex [N-Term; K8] 1.096 2.830580711 17.67 0 1316.830207 2 658.9199219 1.792395092 0.00118014 38.69248429238814322 ALDH1L2 mitochondrial 10-formyltetrahydrofolate dehydrogenase precursor 160428 NP_001029345.2 1.625135428 1 2 2 8 923 101.681 6.52 1.19 0.83 0.74 0.92 Significant 0.022 VSLELGGK 6 238814322 2xTMT6plex [N-Term; K8] 1.276 0.829 0.74 3.432281256 47.45 0 1260.792759 2 630.9002686 0.397971333 0.00025088 50.50929517AMYVSEK 2 238814322 2xTMT6plex [N-Term; K7] 1.042 3.021652937 19.27 0 1285.72263 2 643.3643799 -0.892209834 -0.000573567 41.64353791558757349 GLIPR2 Golgi-associated plant pathogenesis-related protein 1 isoform e 152007 NP_001273942.1 7.692307692 1 1 1 6 169 18.918 9.61 1.37 1.32 1.29 1.32 Significant 0.00031 ASASDGSSFVVAR 6 558757349 1xTMT6plex [N-Term] 1.369 1.315 1.29 4.041256905 57.98 0 1482.774987 2 741.890564 -0.766030127 -0.000567925 38.7121631525092725 RRP7A ribosomal RNA-processing protein 7 homolog A 27341 NP_056518.2 5.357142857 1 1 1 6 280 32.314 9.58 1.24 1.24 1.41 1.3 Significant 0.0019 AKEEEGVPDEEGWVK 6 25092725 3xTMT6plex [N-Term; K2; K15] 1.241 1.244 1.414 5.458592415 29.7 1 2389.285417 3 797.0990601 -1.167660506 -0.000929958 47.22180088604723336 NOP16 nucleolar protein 16 isoform 1 51491 NP_001243468.2 7.75862069 1 2 2 4 232 26.545 10.36 1.48 1.39 1.44 Non-Significant #N/A YMVENHGEDYK 2 604723336 2xTMT6plex [N-Term; K11] 1.391 4.045095444 18.19 0 1842.909655 3 614.973877 -1.398810092 -0.000859294 42.23218328DLIDYVR 2 604723336 1xTMT6plex [N-Term] 1.481 2.537491083 23.56 0 1122.63564 2 561.8218384 0.676780413 0.000379889 67.57260625821174304 POLD1 DNA polymerase delta catalytic subunit 2 5424 NP_001295561.1 1.412180053 1 1 2 12 1133 126.308 7.21 2.103 4.767 0.959 2.61 Non-Significant 0.15 QAHVELAER 6 821174304 1xTMT6plex [N-Term] 2.103 4.767 0.959 3.552442312 52.16 0 1281.711265 2 641.3602295 1.496073591 0.000958767 30.37221639LLEQGLR 12 821174304 1xTMT6plex [N-Term] 2.125 1.137 100 2.596036911 22.8 0 1057.65671 2 529.331604 -0.73634685 -0.000389401 56.307195448923458 COMMD8 COMM domain-containing protein 8 54951 NP_060315.1 10.92896175 1 2 2 6 183 21.077 5.43 1.2 0.76 0.98 Non-Significant #N/A LPAELGPQLLHK 4 8923458 2xTMT6plex [N-Term; K12] 1.197 2.522158623 20.24 0 1774.099111 3 592.0387573 1.469716455 0.000869141 70.20139756IIDGICGR 2 8923458 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.755 2.575856924 24.98 0 1132.634595 2 566.8201904 -1.316038404 -0.000745295 55.17273612118402596 CDC23 cell division cycle protein 23 homolog 8697 NP_004652.2 3.015075377 1 2 2 6 597 68.79 7.02 1.24 1.04 1.14 Non-Significant #N/A AYAVGDVEK 4 118402596 2xTMT6plex [N-Term; K9] 1.279 1.036 3.890983343 30.02 0 1409.804052 2 705.4066772 1.437258025 0.001013126 49.96057011ALSIFNELR 2 118402596 1xTMT6plex [N-Term] 0.928 1.301014543 3.14 0 1291.757152 2 646.382019 -0.30264517 -0.000195472 80.8107895556790297 ESRP1 epithelial splicing regulatory protein 1 isoform 1 54845 NP_060167.2 3.083700441 1 2 2 6 681 75.537 6.68 1.65 100 1.08 34.24 Non-Significant #N/A GLPWQSSDQDIAR 4 56790297 1xTMT6plex [N-Term] 100 1.076 1.936167002 21.04 0 1701.875764 2 851.4421387 0.726829641 0.000618487 52.25368279VVDLANKK 2 56790297 3xTMT6plex [N-Term; K7; K8] 1.649 1.914170504 5.24 1 1574.024439 3 525.3458862 -0.847209586 -0.00044451 37.556485054508021 ZPR1 zinc finger protein ZPR1 isoform 1 8882 NP_003895.1 4.139433551 1 2 2 12 459 50.893 4.73 1.61 1.04 1.13 1.26 Significant 0.019 GALTTVEGLITR 6 4508021 1xTMT6plex [N-Term] 100 2.012961864 34.71 0 1459.868159 2 730.4372559 -0.633064872 -0.000462096 72.08543713LQEFSQK 6 4508021 2xTMT6plex [N-Term; K7] 1.614 1.039 1.108 3.356076717 29.41 0 1337.782922 2 669.3949585 -0.210742571 -0.000140964 45.22230173215982791 MYO5A unconventional myosin-Va isoform 1 4644 NP_000250.3 0.916442049 1 2 2 4 1855 215.255 8.48 1.33 0.73 1.03 Non-Significant #N/A GTDDTWAQK 2 215982791 2xTMT6plex [N-Term; K9] 0.73 2.135923624 8.53 0 1479.784379 2 740.3961792 0.475081672 0.000351509 43.43903636EMTETMEK 2 215982791 2xTMT6plex [N-Term; K8] 1.33 2.922899246 10.58 0 1456.742773 2 728.8753052 0.384749849 0.000280241 39.4860057225545550 TELO2 telomere length regulation protein TEL2 homolog 9894 NP_057195.2 1.792114695 1 1 1 4 837 91.689 5.76 1.66 1.6 1.63 Non-Significant #N/A EKEEFASAHFSPVLR 4 225545550 2xTMT6plex [N-Term; K2] 1.659 1.603 6.063858509 34.2 1 2205.206824 4 552.0571289 -0.062517946 -3.45E-05 50.534722814502859 CKS2 cyclin-dependent kinases regulatory subunit 2 1164 NP_001818.1 20.25316456 1 1 2 6 79 9.854 8.46 1.49 2.48 1.98 Non-Significant #N/A YFDEHYEYR 4 4502859 1xTMT6plex [N-Term] 1.489 2.478 3.623796225 23.65 0 1550.711324 3 517.5754395 0.284249794 0.00014693 48.15339602QIYYSDK 2 4502859 2xTMT6plex [N-Term; K7] 4.164 3.132154226 30.58 0 1374.766938 2 687.8865967 -0.742766353 -0.000510565 48.9250468666275524 SERF2 small EDRK-rich factor 2 isoform c 10169 NP_001018118.1 25.42372881 1 2 2 4 59 6.896 10.45 1.39 1.38 1.39 Non-Significant #N/A DSEIMQQK 2 66275524 2xTMT6plex [N-Term; K8] 1.393 3.681978464 45.79 0 1436.781936 2 718.8953247 1.00004324 0.000718422 42.58920574KQSDSVK 2 66275524 3xTMT6plex [N-Term; K1; K7] 1.382 2.934047461 10.54 1 1478.914554 3 493.64328 0.495402448 0.000244219 25.54785377306922358 IFI35 interferon-induced 35 kDa protein 3430 NP_005524.2 10.06944444 1 2 2 6 288 31.757 6.09 0.01 0.01 0.01 Non-Significant #N/A LSEEELLDKLEIFFGK 2 306922358 3xTMT6plex [N-Term; K9; K16] 2.226927042 16.16 1 2597.504518 3 866.5060425 -0.363213456 -0.000314483 112.7056083ELLPGSVMLGFAR 4 306922358 1xTMT6plex [N-Term] 0.01 0.01 1.73804903 8.5 0 1618.918815 2 809.9638672 1.014933538 0.000821548 88.6458404974048434 LCMT1 leucine carboxyl methyltransferase 1 isoform a 51451 NP_057393.2 5.089820359 1 2 2 6 334 38.354 6.04 0.947 0.239 0.908 0.7 Non-Significant 0.093 DLSELEEK 4 74048434 2xTMT6plex [N-Term; K8] 0.947 0.908 3.344806671 43.07 0 1420.793546 2 710.9019775 2.204407623 0.001566004 55.94196255YAVIGADLR 2 74048434 1xTMT6plex [N-Term] 0.239 1.691112638 16.25 0 1206.704389 2 603.8555908 -0.40074386 -0.00024179 64.75948592221625487 IMPA1 inositol monophosphatase 1 isoform 2 3612 NP_001138350.1 3.273809524 1 1 1 4 336 36.671 7.91 0.98 0.9 0.94 Non-Significant #N/A LQVSQQEDITK 4 221625487 2xTMT6plex [N-Term; K11] 0.977 0.899 4.73870945 76.82 0 1747.000185 2 874.0037231 -0.008792751 -7.68E-06 44.38747275148596990 CUTC copper homeostasis protein cutC homolog 51076 NP_057044.2 5.494505495 1 1 1 4 273 29.322 8.18 1.22 1.14 1.18 Non-Significant #N/A ILEGSGATEFHCSAR 4 148596990 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.224 1.141 4.721083641 44.52 0 1863.922062 3 621.9790649 0.310803885 0.000193105 41.65312272157743245 WDR43 WD repeat-containing protein 43 23160 NP_055946.1 2.954209749 1 2 2 4 677 74.843 5.57 0.73 1.38 1.05 Non-Significant #N/A KSGGNEVSIEER 2 157743245 2xTMT6plex [N-Term; K1] 1.378 2.469619751 5.9 1 1762.969948 3 588.3291016 1.590456777 0.000934643 30.85331417LLNVWQVR 2 157743245 1xTMT6plex [N-Term] 0.731 1.740246058 19.82 0 1256.767658 2 628.8875732 0.168912984 0.000106142 85.76220773385198079 ECT2 protein ECT2 isoform a 1894 NP_001245244.1 1.312910284 1 1 1 4 914 103.439 7.71 3.95 1.32 2.63 Non-Significant #N/A ALMTSHGSVEGR 4 385198079 1xTMT6plex [N-Term] 3.948 1.318 4.252527237 74.3 0 1473.768128 3 491.9277344 0.354319645 0.000174062 38.6690500713129010 NUDT9 ADP-ribose pyrophosphatase, mitochondrial isoform a precursor 53343 NP_076952.1 4.285714286 1 1 1 5 350 39.101 8.22 1.31 1.24 1.28 Non-Significant #N/A DAHWSEDSEADCHAL 5 13129010 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.308 1.242 4.261530876 25.68 0 1971.834035 3 657.9489746 -0.844108503 -0.000554814 43.30203907343168767 ACSF3 acyl-CoA synthetase family member 3, mitochondrial isoform 1 precursor 197322 NP_001230208.1 2.430555556 1 1 1 10 576 64.089 8.37 0.69 0.77 0.69 0.72 Significant 0.0014 EACSYTIHAEGDER 10 343168767 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.688 0.774 0.689 5.506587982 51.99 0 1866.848957 3 622.9544678 -0.057197818 -3.56E-05 32.22759912203098753 PDHX pyruvate dehydrogenase protein X component, mitochondrial isoform 1 precursor 8050 NP_003468.2 3.193612774 1 2 2 10 501 54.089 8.66 0.6 0.8 0.86 0.75 Significant 0.011 GLLTPIIK 6 203098753 2xTMT6plex [N-Term; K8] 0.599 0.707 0.825 2.516890287 20.51 0 1312.89683 2 656.9512939 -1.156693611 -0.00075931 70.09946207IVVEEGSK 4 203098753 2xTMT6plex [N-Term; K8] 0.801 0.856 2.909865856 12.57 0 1318.798238 2 659.9025269 -0.349484136 -0.00023045 39.4916217414150128 UQCC2 ubiquinol-cytochrome-c reductase complex assembly factor 2 84300 NP_115716.1 15.07936508 1 2 2 11 126 14.865 7.37 0.83 1.23 0.93 0.99 Significant 0.014 LILSTDTLEELK 5 14150128 2xTMT6plex [N-Term; K12] 100 1.324 100 2.390893221 19.79 0 1833.098502 2 917.0529785 0.097300418 8.92E-05 88.75109282DLGAYLR 6 14150128 1xTMT6plex [N-Term] 0.815 1.16 0.869 2.390393496 27.83 0 1036.598861 2 518.7999268 -6.062214239 -0.003142042 50.6343508320070264 ERLEC1 endoplasmic reticulum lectin 1 isoform 1 precursor 27248 NP_056516.2 2.691511387 1 1 1 4 483 54.823 6.28 0.72 0.75 0.73 Non-Significant #N/A AYHLQDDGTQTVR 4 20070264 1xTMT6plex [N-Term] 0.72 0.745 3.90008831 58.49 0 1732.881577 3 578.2993774 1.155124646 0.000667231 32.556038784504619 IGFBP7 insulin-like growth factor-binding protein 7 isoform 1 precursor 3490 NP_001544.1 7.80141844 1 1 1 6 282 29.111 7.9 1.45 0.79 1.12 Non-Significant #N/A EDAGEYECHASNSQGQASASAK 6 4504619 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C8] 1.446 0.785 3.832775354 30.24 0 2755.262971 3 919.0846558 -8.549719244 -0.007852242 30.42626363148612885 ARL2 ADP-ribosylation factor-like protein 2 isoform 1 402 NP_001658.2 9.239130435 1 2 2 5 184 20.865 6.34 2.39 1.28 1.83 Non-Significant #N/A GLLTILK 3 148612885 2xTMT6plex [N-Term; K7] 100 1.275 42.02 0 1215.844066 2 608.4247437 -1.526014202 -0.000927698 88.00767491ELQSLLVEER 2 148612885 1xTMT6plex [N-Term] 0.921 1.20972991 0.57 0 1444.820875 2 722.9140625 -0.018244476 -1.32E-05 65.2378246111386175 PPP1R11 protein phosphatase 1 regulatory subunit 11 6992 NP_068778.1 12.6984127 1 1 1 4 126 13.944 7.01 1.22 1.07 1.15 Non-Significant #N/A KVEWTSDTVDNEHMGR 4 11386175 2xTMT6plex [N-Term; K1] 1.223 1.074 5.311108112 42.82 1 2362.186164 3 788.0667725 -0.169447774 -0.000133422 39.683023674504725 IRF3 interferon regulatory factor 3 isoform 1 3661 NP_001562.1 3.7470726 1 2 2 8 427 47.19 5.34 1.33 1.12 1.28 1.24 Significant 0.0026 DKPDLPTWK 6 4504725 3xTMT6plex [N-Term; K2; K9] 1.331 1.12 1.162 3.421437025 26.37 0 1787.067032 3 596.3607788 0.420351206 0.000250399 50.52805841ALVEMAR 2 4504725 1xTMT6plex [N-Term] 1.297 2.636672735 28.74 0 1018.591667 2 509.7994995 0.054254751 2.76E-05 45.32426696284448556 GCAT 2-amino-3-ketobutyrate coenzyme A ligase, mitochondrial isoform 1 precursor 23464 NP_001165161.1 3.146067416 1 1 1 6 445 47.944 7.97 1.42 1.35 1.52 1.43 Significant 0.0012 VQISAVHSEEDIDR 6 284448556 1xTMT6plex [N-Term] 1.421 1.348 1.515 5.110924244 53.04 0 1826.944571 3 609.6533203 0.457708194 0.000278736 46.5099900455749758 DIP2B disco-interacting protein 2 homolog B 57609 NP_775873.2 1.015228426 1 2 2 6 1576 171.382 8.09 1 1.21 1.1 Non-Significant #N/A AVSTTFGSR 4 55749758 1xTMT6plex [N-Term] 1.131 1.209 2.973054171 32.44 0 1154.636703 2 577.8222656 0.477786648 0.000275835 35.61625344MIVDVSK 2 55749758 2xTMT6plex [N-Term; K7] 0.628 2.447463512 20.37 0 1249.759016 2 625.383728 0.931087252 0.000581817 57.916328974759068 SCO1 protein SCO1 homolog, mitochondrial 6341 NP_004580.1 5.315614618 1 2 2 4 301 33.793 8.88 0.67 0.68 0.68 Non-Significant #N/A EAIANYVK 2 4759068 2xTMT6plex [N-Term; K8] 0.679 3.753909588 44.78 0 1365.814222 2 683.4104614 -0.421864429 -0.000288094 53.84502995LVGLTGTR 2 4759068 1xTMT6plex [N-Term] 0.673 2.401812077 17.57 0 1045.65671 2 523.3327637 1.473269128 0.000770267 46.089539585174425 DSCR3 Down syndrome critical region protein 3 10311 NP_006043.1 4.04040404 1 1 1 4 297 32.989 7.68 1.42 0.89 1.16 Non-Significant #N/A VETCGCAEGYAR 4 5174425 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C6] 1.418 0.893 4.059373379 47.61 0 1601.724943 2 801.3659058 -0.254667048 -0.000203953 40.215561467661844 CCDC22 coiled-coil domain-containing protein 22 28952 NP_054727.1 3.349282297 1 2 2 6 627 70.712 6.74 0.89 1 0.94 Non-Significant #N/A LAEIQELHQSVR 4 7661844 1xTMT6plex [N-Term] 0.893 0.996 3.213412762 28.16 0 1651.932885 3 551.315979 0.302089585 0.000166344 46.28084419DLLLFLAER 2 7661844 1xTMT6plex [N-Term] 1.258877397 15.37 0 1318.793204 2 659.9013062 1.616724049 0.001066062 99.26594559737676317 ICT1 peptidyl-tRNA hydrolase ICT1, mitochondrial isoform 2 precursor 3396 NP_001290194.1 6.550218341 1 2 2 8 229 25.602 9.79 1.01 0.88 0.94 0.94 Significant 0.0016 SIYSLDK 6 737676317 2xTMT6plex [N-Term; K7] 100 0.875 0.939 3.032240868 34.12 0 1283.761124 2 642.3843384 0.214913668 0.000137949 50.91048336NLADCLQK 2 737676317 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 0.79 2.308970213 9.99 0 1419.803006 2 710.4053955 0.358011374 0.000254153 56.4762853325121972 CPNE8 copine-8 144402 NP_705898.1 3.014184397 1 1 2 12 564 63.068 5.96 1.1 1.19 0.95 1.08 Significant 0.0042 VEVSVSCR 6 25121972 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.101 1.188 0.95 3.044403315 29.45 0 1164.624424 2 582.8100586 -9.946092715 -0.005791731 40.02969077DIVQFVPFR 6 25121972 1xTMT6plex [N-Term] 100 1.96923852 15.32 0 1349.777888 2 675.3926392 0.084332625 5.69E-05 89.0662937840556376 GLYR1 putative oxidoreductase GLYR1 isoform 1 84656 NP_115958.2 2.53164557 1 1 1 4 553 60.509 9.17 1.07 1.34 1.21 Non-Significant #N/A ALDQSDNDMSAVYR 4 40556376 1xTMT6plex [N-Term] 1.07 1.343 3.556077003 44.46 0 1813.858793 2 907.4260864 -7.661422428 -0.006948369 44.67653238767883125 LOC100506514 uncharacterized protein LOC100506514 100506514 XP_011538667.1 1.639344262 1 2 2 6 488 56.619 8.6 0.85 1.19 1.02 Non-Significant #N/A KIFEEIAR 2 767883125 2xTMT6plex [N-Term; K1] 0.802 3.269677877 13.77 1 1463.898621 3 488.6373901 -0.685539169 -0.00033452 65.24225398IFEEIAR 4 767883125 1xTMT6plex [N-Term] 3.351 1.188 2.364562035 18.42 0 1106.640726 2 553.8234863 -0.930495079 -0.000514862 74.4036443472534748 MRI1 methylthioribose-1-phosphate isomerase isoform 1 84245 NP_001026897.1 2.98102981 1 1 1 10 369 39.125 6.3 0.85 0.86 1.02 0.91 Significant 0.0036 GVSAVVVGADR 10 72534748 1xTMT6plex [N-Term] 0.853 0.855 1.016 4.292024612 71.78 0 1258.731666 2 629.8704834 1.608171884 0.001012128 28.03786166225735591 RPAP3 RNA polymerase II-associated protein 3 isoform 1 79657 NP_078880.2 3.308270677 1 2 2 12 665 75.672 6.84 1.26 1.34 1.3 Non-Significant #N/A GMDADPYNPVLPTNR 2 225735591 1xTMT6plex [N-Term] 1.926033974 17.04 0 1888.942463 2 944.9759521 1.145951726 0.001082318 50.30928417EADIVIK 10 225735591 2xTMT6plex [N-Term; K7] 1.259 1.34 3.093357325 30.85 0 1245.78186 2 623.3944702 -0.157242868 -9.79E-05 48.8867126131652226 MRPL21 39S ribosomal protein L21, mitochondrial isoform d 219927 NP_852615.1 8.780487805 1 2 2 8 205 22.8 9.89 1.53 1.25 1.24 1.34 Significant 0.005 VEATVIEK 6 31652226 2xTMT6plex [N-Term; K8] 1.534 1.246 1.24 3.774380207 51.18 0 1346.829538 2 673.920166 2.611541513 0.001758651 46.32588149IVTTPQTVLR 2 31652226 1xTMT6plex [N-Term] 1.622806191 7.31 0 1356.841216 2 678.923645 -0.886559844 -0.00060146 44.0716257187608516 ACAP2 arf-GAP with coiled-coil, ANK repeat and PH domain-containing protein 2 23527 NP_036419.3 1.413881748 1 1 1 6 778 87.973 6.8 1.07 0.95 1.05 1.02 Significant 0.0013 AVQTSIATAYR 6 187608516 1xTMT6plex [N-Term] 1.072 0.948 1.045 4.321280003 51.9 0 1409.794994 2 705.4005737 -0.79695918 -0.000561775 39.5674315264762406 PFKFB2 6-phosphofructo-2-kinase/fructose-2, 6-bisphosphatase 2 isoform a 5208 NP_006203.2 3.366336634 1 2 2 4 505 58.44 8.38 1.21 1.21 1.21 Non-Significant #N/A YPEEFALR 2 64762406 1xTMT6plex [N-Term] 1.208 2.981646061 9.66 0 1253.672754 2 627.340271 0.407811517 0.000255631 58.60897385VSSPDYPER 2 64762406 1xTMT6plex [N-Term] 1.205 2.89273262 19.6 0 1278.652747 2 639.8294678 -0.850858943 -0.000543977 35.15833775729812 ELL RNA polymerase II elongation factor ELL 8178 NP_006523.1 2.415458937 1 1 1 4 621 68.223 9.33 2.46 0.89 1.68 Non-Significant #N/A DCEHGEAAAPAPTVR 4 5729812 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.463 0.889 5.061314583 35.83 0 1809.875112 3 603.9634399 0.361623968 0.000218165 23.535067210047140 PNO1 RNA-binding protein PNO1 56902 NP_064528.1 6.349206349 1 1 1 4 252 27.907 9.73 2.2 2.51 2.35 Non-Significant #N/A QAEQLSAAGEGGDAGR 4 10047140 1xTMT6plex [N-Term] 2.198 2.509 4.731557846 83.98 0 1745.86157 2 873.4414063 7.999334105 0.006982865 29.535666054557719 LIG1 DNA ligase 1 isoform 1 3978 NP_000225.1 1.19695321 1 1 1 4 919 101.673 5.62 2.33 3.18 2.75 Non-Significant #N/A GDVGLVAENSR 4 4557719 1xTMT6plex [N-Term] 2.331 3.175 3.824742079 62.26 0 1345.727309 2 673.3674316 0.206513792 0.000138956 36.5791647651173711 ABLIM1 actin-binding LIM protein 1 isoform a 3983 NP_002304.3 2.442159383 1 2 2 4 778 87.631 8.59 1.03 0.57 0.8 Non-Significant #N/A EIFGMSIQEFDR 2 51173711 1xTMT6plex [N-Term] 0.567 2.17495966 16.07 0 1700.851523 2 850.9282837 -1.312352758 -0.001116059 92.30026135DLAAIPK 4 51173711 2xTMT6plex [N-Term; K7] 1.026 2.507501602 18.43 0 1185.76073 2 593.3848877 1.491355363 0.000884195 50.949225854758790 NDUFS5 NADH dehydrogenase [ubiquinone] iron-sulfur protein 5 4725 NP_004543.1 12.26415094 1 1 1 6 106 12.509 9.14 1.59 1.02 1.84 1.48 Significant 0.026 EWIECAHGIGYTR 6 4758790 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.591 1.019 1.835 4.173591614 35.2 0 1820.895119 3 607.6369019 0.567306923 0.000344335 48.663450145901896 ATP5E ATP synthase subunit epsilon, mitochondrial 514 NP_008817.1 29.41176471 1 2 2 6 51 5.776 9.92 0.84 0.84 0.77 0.81 Significant 0.00082 QAGLSYIR 4 5901896 1xTMT6plex [N-Term] 0.835 0.767 2.958592176 37.51 0 1136.662524 2 568.8353271 0.75119647 0.000426928 38.8965907YSQICAK 2 5901896 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.841 3.126796246 32.41 0 1327.744429 2 664.3762207 0.554426164 0.000368068 42.7415387419557636 PPIL3 peptidyl-prolyl cis-trans isomerase-like 3 isoform PPIL3b 53938 NP_570981.1 8.695652174 1 1 1 4 161 18.143 6.79 1.13 1.23 1.18 Non-Significant #N/A GFMVQTGDPTGTGR 4 19557636 1xTMT6plex [N-Term] 1.128 1.226 3.363001347 49.56 0 1652.826371 2 826.9123535 -5.409127606 -0.004470174 44.12563787705987 GLTP glycolipid transfer protein 51228 NP_057517.1 5.741626794 1 1 1 6 209 23.834 7.39 1.21 1.28 1.39 1.29 Significant 0.0016 GQNVTEEECLEK 6 7705987 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.206 1.281 1.392 3.932474613 61.46 0 1893.962813 2 947.4830933 -2.061057659 -0.001951783 42.5470526516418439 WDFY2 WD repeat and FYVE domain-containing protein 2 115825 NP_443182.1 3.5 1 1 1 6 400 45.125 6.93 1.95 1.22 1.75 1.64 Significant 0.017 VCDSCHEAITDEER 6 16418439 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C5] 1.948 1.22 1.754 5.433732986 49.61 0 1949.853056 3 650.6210938 -2.219762144 -0.001442737 30.53017764



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms7662637 MRPL42 39S ribosomal protein L42, mitochondrial precursor 28977 NP_054769.1 10.56338028 1 1 1 4 142 16.65 8.35 0.94 0.91 0.92 Non-Significant #N/A VEHLEEGPMIEQLSK 4 7662637 2xTMT6plex [N-Term; K15] 0.937 0.911 4.396504879 36.59 0 2197.193876 3 733.0686646 -1.108335356 -0.000811743 67.96869543334883159 GRB7 growth factor receptor-bound protein 7 isoform b 2886 NP_001229371.1 1.981981982 1 1 1 4 555 62.078 8.73 0.65 0.72 0.68 Non-Significant #N/A SVEVAAGATAR 4 334883159 1xTMT6plex [N-Term] 0.645 0.716 4.012222767 51.96 0 1260.71093 2 630.8583374 -1.215405749 -0.000766138 38.3250929942822891 MIEN1 migration and invasion enhancer 1 84299 NP_115715.3 9.565217391 1 1 1 4 115 12.395 4.37 1 2.08 1.54 Non-Significant #N/A EQYPGIEIESR 4 42822891 1xTMT6plex [N-Term] 1.001 2.076 4.122187138 60.3 0 1549.805953 2 775.40448 -2.754905577 -0.002134785 47.49398872556503354 FAM120B constitutive coactivator of peroxisome proliferator-activated receptor gamma isoform b 84498 NP_001273309.1 1.286173633 1 1 1 4 933 106.048 5.87 1.34 1.2 1.27 Non-Significant #N/A QVISTSSDAESR 4 556503354 1xTMT6plex [N-Term] 1.339 1.196 4.166285992 51.22 0 1508.775381 2 754.8914185 0.118820909 8.96E-05 27.78886106189083688 EXOSC7 exosome complex component RRP42 23016 NP_055819.2 4.12371134 1 1 1 4 291 31.801 5.19 0.8 0.8 0.8 Non-Significant #N/A VYIVHGVQEDLR 4 189083688 1xTMT6plex [N-Term] 0.797 0.795 4.297765732 41.07 0 1656.927071 3 552.9802856 -0.463156417 -0.000255805 60.20870232195947382 RILPL1 RILP-like protein 1 isoform 1 353116 NP_847884.2 2.977667494 1 1 1 6 403 47.079 5.21 0.98 0.96 0.97 Non-Significant #N/A VIDQHGCEAIAR 6 195947382 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.98 0.958 4.100089073 46.59 0 1597.831791 3 533.2817383 -0.706736627 -0.000376415 33.02903139385428859 EPS15L1 epidermal growth factor receptor substrate 15-like 1 isoform 1 58513 NP_001245303.1 2.087912088 1 2 2 4 910 99.545 5.08 1.02 0.94 0.98 Non-Significant #N/A VKPVLMNSK 2 385428859 3xTMT6plex [N-Term; K2; K9] 0.94 3.334302902 9.34 0 1703.085659 3 568.366272 -0.819883618 -0.000465444 42.59316745IWDLADPEGK 2 385428859 2xTMT6plex [N-Term; K10] 1.024 2.010182381 10.3 0 1601.893929 2 801.449707 -1.118511948 -0.000895869 78.084202258922792 NUDT15 probable 8-oxo-dGTP diphosphatase NUDT15 isoform 1 55270 NP_060753.1 7.317073171 1 1 1 6 164 18.597 6.14 1.38 1.35 1.38 1.37 Significant 0.000053 GEVDVTHDSEPK 6 8922792 2xTMT6plex [N-Term; K12] 1.376 1.353 1.375 3.770932674 31.04 0 1770.927414 3 590.980957 0.510384414 0.000301285 34.4117520910190704 DECR2 peroxisomal 2,4-dienoyl-CoA reductase 26063 NP_065715.1 4.109589041 1 1 1 6 292 30.758 9.22 1.07 1.1 1 1.06 Significant 0.00079 GQALQVHAGSAK 6 10190704 2xTMT6plex [N-Term; K12] 1.074 1.098 0.998 3.939872026 46.18 0 1624.95351 3 542.3218384 -1.567948416 -0.000849281 31.7351651838257153 HACD2 very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase 2 201562 NP_940684.1 3.937007874 1 1 1 7 254 28.35 9.55 0.98 0.92 0.97 0.96 Significant 0.00038 AAVAATAAAK 7 38257153 2xTMT6plex [N-Term; K10] 0.977 0.922 0.974 68.84 0 1302.814557 2 651.9105225 -0.605219001 -0.000394244 34.57833004262399371 TMEM201 transmembrane protein 201 isoform 1 199953 NP_001124396.2 1.951951952 1 1 1 4 666 72.19 9.22 1.58 0.83 1.2 Non-Significant #N/A EEGRYDEEVEVYR 4 262399371 1xTMT6plex [N-Term] 1.579 0.827 4.84353447 42.06 1 1901.907852 3 634.6411133 0.491613592 0.000311668 38.692327379558733 TRA2A transformer-2 protein homolog alpha isoform 1 29896 NP_037425.1 6.382978723 1 2 2 10 282 32.669 11.27 0.78 0.7 0.91 0.8 Significant 0.0058 GYDRYEDYDYR 6 9558733 1xTMT6plex [N-Term] 0.724 0.696 0.659 3.581118345 21.08 1 1743.781195 3 581.9324951 0.996370168 0.000579151 45.10533687VDYSITK 4 9558733 2xTMT6plex [N-Term; K7] 1.041 1.026 2.931882143 36.13 0 1283.761124 2 642.3839111 -0.450702521 -0.000289297 48.8029726746397390 POGZ pogo transposable element with ZNF domain isoform 1 23126 NP_055915.2 0.992907801 1 1 1 6 1410 155.245 7.4 1.32 1.85 2.09 1.76 Significant 0.016 RPGVTGENSNEVAK 6 46397390 2xTMT6plex [N-Term; K14] 1.319 1.854 2.094 4.060905933 21.24 0 1916.060159 3 639.3562622 -3.092840732 -0.001975356 31.7521863939930469 RPF2 ribosome production factor 2 homolog isoform 1 84154 NP_115570.1 3.267973856 1 1 1 12 306 35.56 9.99 1.39 1.47 1.6 1.49 Significant 0.0017 GGNANATVTK 12 39930469 2xTMT6plex [N-Term; K10] 1.388 1.473 1.603 4.333577633 67.82 0 1390.805449 2 695.906311 -0.074158242 -5.16E-05 22.0542744214249554 SPRYD3 SPRY domain-containing protein 3 84926 NP_116229.1 2.488687783 1 1 1 4 442 49.662 6.16 0.97 0.89 0.93 Non-Significant #N/A GSVAYHADDGK 4 14249554 2xTMT6plex [N-Term; K11] 0.973 0.887 3.492749691 44.51 0 1577.832392 3 526.6149292 -1.36718726 -0.000719064 29.446809214758772 NDUFA3 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 3 4696 NP_004533.1 13.0952381 1 1 1 6 84 9.273 8.46 1.94 1.3 1.26 1.5 Significant 0.021 ATPYNYPVPVR 6 4758772 1xTMT6plex [N-Term] 1.937 1.296 1.264 4.279630661 40.13 0 1505.83138 2 753.4186401 -0.91395131 -0.000688128 45.1119472389242141 C18orf8 uncharacterized protein C18orf8 isoform 1 29919 NP_037458.3 1.674277017 1 1 1 6 657 74.927 7.83 0.97 1 0.94 0.97 Significant 0.00032 GIGGHDNISAR 6 89242141 1xTMT6plex [N-Term] 0.974 1.004 0.94 4.461910248 58.77 0 1325.712327 3 442.5757751 0.335487152 0.000148253 26.06824152194294540 SNX7 sorting nexin-7 isoform a 51375 NP_057060.2 2.43902439 1 1 1 4 451 51.586 4.87 0.72 0.01 0.36 Non-Significant #N/A GEFDSSEFEVR 4 194294540 1xTMT6plex [N-Term] 0.719 0.01 3.989560127 39 0 1530.727368 2 765.8671265 -0.25604188 -0.000195965 53.4527525720149560 STX4 syntaxin-4 isoform 3 6810 NP_004595.2 6.397306397 1 1 1 3 297 34.159 6.28 0.93 1.14 1.03 Non-Significant #N/A AIEPQKEEADENYNSVNTR 3 20149560 2xTMT6plex [N-Term; K6] 0.927 1.142 3.989853144 20.27 1 2665.346958 3 889.1122437 -9.297259741 -0.008260141 39.44743123313661426 NEK1 serine/threonine-protein kinase Nek1 isoform 1 4750 NP_001186326.1 0.933125972 1 1 1 6 1286 145.724 6.01 1.32 1.87 1.08 1.42 Significant 0.026 EVGVDSSLTDTR 6 313661426 1xTMT6plex [N-Term] 1.322 1.867 1.084 4.025703907 65.44 0 1507.780132 2 754.3937988 0.125340722 9.45E-05 42.803930927705927 ATPIF1 ATPase inhibitor, mitochondrial isoform 1 precursor 93974 NP_057395.1 14.1509434 1 2 2 11 106 12.241 9.35 0.53 0.5 0.51 0.51 Significant 0.0003 EAGGAFGK 6 7705927 2xTMT6plex [N-Term; K8] 0.518 0.499 0.51 3.219604969 45.06 0 1194.688294 2 597.8473511 -0.726701322 -0.000434091 36.7466253EQLAALK 5 7705927 2xTMT6plex [N-Term; K7] 0.536 0.511 2.795889854 42.26 0 1230.782194 2 615.8955078 1.255246466 0.000772468 49.059988622749323 MLKL mixed lineage kinase domain-like protein isoform 1 197259 NP_689862.1 2.547770701 1 1 1 4 471 54.445 8.82 1.63 1.31 1.47 Non-Significant #N/A KTQTSMSLGTTR 4 22749323 2xTMT6plex [N-Term; K1] 1.631 1.312 3.292701244 30 1 1768.999139 3 590.3381958 0.505914516 0.000298321 42.110297144759012 RAB9A ras-related protein Rab-9A 9367 NP_004242.1 6.965174129 1 1 1 4 201 22.823 5.47 0.81 0.71 0.76 Non-Significant #N/A SDHLIQTDTVNLHR 4 4759012 1xTMT6plex [N-Term] 0.808 0.713 4.331618786 38.69 0 1878.003089 3 626.6727295 0.29062602 0.000181932 36.98072646553726985 GCOM1 GRINL1A combined protein isoform 3 145781 NP_001272829.1 1.307189542 1 1 1 6 765 87.752 6.04 0.94 1.03 0.92 0.96 Significant 0.0012 AAIAECEEVR 6 553726985 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.942 1.025 0.921 4.449985504 70.73 0 1376.704131 2 688.8552246 -0.696003759 -0.000479096 35.0883244751242945 STRN striatin 6801 NP_003153.2 2.179487179 1 1 2 5 780 86.079 5.27 1.12 0.82 0.79 0.91 Significant 0.013 MLEYALK 4 51242945 2xTMT6plex [N-Term; K7] 1.116 0.824 3.037144184 30.43 0 1325.790316 2 663.3984375 -0.541216806 -0.00035877 76.73321135SVIDTSTIVR 1 51242945 1xTMT6plex [N-Term] 0.785 3.001642704 0 1319.773196 2 660.3930664 4.288511477 0.002829931 45.8108924548923663 TMEM40 transmembrane protein 40 isoform a 55287 NP_001271335.1 5.62248996 1 1 1 4 249 26.877 5.6 0.93 0.89 0.91 Non-Significant #N/A ETEDVDYGETDFHK 4 548923663 2xTMT6plex [N-Term; K14] 0.928 0.892 4.422419071 42.45 0 2143.023165 3 715.0060425 -9.141515088 -0.00653016 44.7352814320070262 TRAF3IP1 TRAF3-interacting protein 1 isoform 1 26146 NP_056465.2 1.447178003 1 1 1 8 691 78.584 7.93 100 1.45 0.93 34.13 Non-Significant #N/A AETETEISTR 8 20070262 1xTMT6plex [N-Term] 100 1.448 0.933 3.93529892 54.71 0 1365.705905 2 683.3566895 0.144786846 9.89E-05 30.7430495647155554 NPEPL1 probable aminopeptidase NPEPL1 isoform 1 79716 NP_078939.3 2.294455067 1 1 1 4 523 55.825 6.87 0.76 0.77 0.77 Non-Significant #N/A TVEINNTDAEGR 4 47155554 1xTMT6plex [N-Term] 0.76 0.774 3.831661463 47.99 0 1547.78628 2 774.397644 1.11864019 0.000865708 40.86252232148746189 MPDZ multiple PDZ domain protein isoform 1 8777 NP_003820.2 0.636942675 1 1 1 4 2041 218.372 5.02 1.71 1.45 1.58 Non-Significant #N/A SLTEHGVAATDGR 4 148746189 1xTMT6plex [N-Term] 1.71 1.45 5.550601959 34.9 0 1542.80735 3 514.93927 -2.653002273 -0.001364357 28.163143791825557 KLC3 kinesin light chain 3 147700 NP_803136.2 2.777777778 1 1 1 4 504 55.331 6.49 0.81 0.85 0.83 Non-Significant #N/A ASEESVAQLEEEKR 4 91825557 2xTMT6plex [N-Term; K13] 0.808 0.849 4.290567875 24.44 1 2063.102084 3 688.3722534 0.059761418 4.11E-05 42.8927880740255111 C5orf24 UPF0461 protein C5orf24 isoform 1 134553 NP_689622.2 9.042553191 1 1 1 3 188 20.119 9.85 1.05 0.71 0.88 Non-Significant #N/A AVHGVEETSSEVKPPNE 3 40255111 2xTMT6plex [N-Term; K13] 1.045 0.709 4.372466087 21.8 0 2267.191961 3 756.4013672 -1.064293426 -0.000804319 45.815286347305013 LPAR2 lysophosphatidic acid receptor 2 9170 NP_004711.2 4.558404558 1 1 1 6 351 39.059 9.28 1.14 1.28 1.52 1.32 Significant 0.0071 ESVHYTSSAQGGASTR 6 7305013 1xTMT6plex [N-Term] 1.141 1.282 1.522 3.507360697 31.98 0 1866.914334 3 622.9751587 -1.827151744 -0.001137045 24.9264994125470886 DAZAP1 DAZ-associated protein 1 isoform b 26528 NP_061832.2 3.931203931 1 1 1 4 407 43.356 8.56 1.16 1.29 1.22 Non-Significant #N/A IFVGGIPHNCGETELR 4 25470886 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.156 1.291 3.55019021 30.77 0 2028.053411 3 676.6898193 0.736675772 0.000498006 53.9703542538916664 ITGB6 integrin beta-6 isoform a precursor 3694 NP_001269282.1 1.776649746 1 1 1 6 788 85.879 5.55 1 0.97 0.99 Non-Significant #N/A SCIECHLSAAGQAR 6 538916664 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C5] 1.003 0.97 4.614456654 35.86 0 1788.868253 3 596.960083 -1.429477301 -0.000852382 34.5542240921618331 CRAT carnitine O-acetyltransferase isoform 1 precursor 1384 NP_000746.2 2.555910543 1 2 2 6 626 70.83 8.44 0.54 0.91 0.73 Non-Significant #N/A LIEGVLDFK 4 21618331 2xTMT6plex [N-Term; K9] 1.17 0.914 2.272369862 26.21 0 1491.918687 2 746.4625854 -0.5316386 -0.000396581 93.33532416AYNTLIK 2 21618331 2xTMT6plex [N-Term; K7] 0.488 2.738597155 16.47 0 1280.797844 2 640.9024658 -0.147649667 -9.46E-05 59.4194171842741648 Sep-15 15 kDa selenoprotein isoform 1 precursor 9403 NP_004252.2 7.272727273 1 1 1 6 165 18.081 5.03 1.25 1.17 0.81 1.07 Non-Significant #N/A GCCQEEAQFETK 6 42741648 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C2; C3] 1.245 1.165 0.811 3.816286325 51.89 0 1944.919569 2 972.9620972 -1.363076451 -0.001325537 37.8910981424308115 IRF2BP1 interferon regulatory factor 2-binding protein 1 26145 NP_056464.1 1.712328767 1 1 1 8 584 61.649 8.18 1.16 1.42 1.31 1.29 Significant 0.0034 GCVNFEGADR 8 24308115 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.159 1.416 1.308 4.354245186 65.94 0 1353.641865 2 677.324646 0.111146228 7.52E-05 36.45199497218749883 MAN1B1 endoplasmic reticulum mannosyl-oligosaccharide 1,2-alpha-mannosidase 11253 NP_057303.2 2.145922747 1 1 1 4 699 79.53 7.72 0.7 0.71 0.7 Non-Significant #N/A GPPHLQIRPPSQDLK 4 218749883 2xTMT6plex [N-Term; K15] 0.699 0.706 5.445250511 27.32 0 2141.259528 4 536.0700073 -0.620435359 -0.000332128 54.084047374504001 GJA1 gap junction alpha-1 protein 2697 NP_000156.1 3.926701571 1 1 1 4 382 42.981 8.76 1.46 1.23 1.35 Non-Significant #N/A SDPYHATSGALSPAK 4 4504001 2xTMT6plex [N-Term; K15] 1.462 1.232 4.174186707 35.34 0 1960.054011 3 654.0227051 -0.229307776 -0.000149819 35.0920134524308029 DOCK9 dedicator of cytokinesis protein 9 isoform a 23348 NP_056111.1 0.579990333 1 1 1 4 2069 236.295 7.49 1.31 0.26 0.79 Non-Significant #N/A ATQEEVAVNVTR 4 24308029 1xTMT6plex [N-Term] 1.311 0.263 3.425582409 51.01 0 1545.843401 2 773.4248657 -0.612096081 -0.000473102 39.18857737291190781 LRRC16A leucine-rich repeat-containing protein 16A isoform 1 55604 NP_060110.4 1.021152443 1 1 1 4 1371 151.462 7.85 1.11 0.83 0.97 Non-Significant #N/A GSESHELNEGGDEK 4 291190781 2xTMT6plex [N-Term; K14] 1.107 0.831 4.016089439 31.7 0 1945.950334 3 649.3227539 1.734026142 0.001124776 26.6566122439780571 MSTO1 protein misato homolog 1 isoform a 55154 NP_060586.2 1.929824561 1 1 1 4 570 61.796 6.11 0.75 0.83 0.79 Non-Significant #N/A TLHGQETYTPR 4 39780571 1xTMT6plex [N-Term] 0.745 0.827 4.566131115 49.06 0 1531.806622 3 511.272583 -2.236494159 -0.001141959 28.7333432162912476 LLGL1 lethal(2) giant larvae protein homolog 1 3996 NP_004131.3 1.221804511 1 1 1 4 1064 115.316 6.29 0.85 0.68 0.76 Non-Significant #N/A GLLLTGHEDGTVR 4 62912476 1xTMT6plex [N-Term] 0.847 0.681 4.268183708 47.07 0 1596.890686 3 532.9685059 0.174556798 9.29E-05 41.58454794225690489 TJAP1 tight junction-associated protein 1 isoform a 93643 NP_001139489.1 2.154398564 1 1 1 4 557 61.783 5.97 1.18 1.46 1.32 Non-Significant #N/A LEQEEPLTDAER 4 225690489 1xTMT6plex [N-Term] 1.181 1.459 4.475554466 48.79 0 1658.843461 2 829.9248047 -0.679850165 -0.000563882 41.04459929116812573 CWC15 spliceosome-associated protein CWC15 homolog 51503 NP_057487.2 5.240174672 1 1 1 6 229 26.608 5.71 1.09 1 1.07 1.05 Significant 0.00067 GKGEGDLSQLSK 6 116812573 3xTMT6plex [N-Term; K2; K12] 1.089 1 1.071 3.782231808 24.85 1 1906.121252 3 636.0447998 -0.737668674 -0.000468695 48.71252512663855005 EML3 echinoderm microtubule-associated protein-like 3 isoform 1 256364 NP_001287722.1 1.198257081 1 1 1 6 918 98.014 8.97 0.72 0.93 1.17 0.94 Significant 0.019 GTQTETEVELK 6 663855005 2xTMT6plex [N-Term; K11] 0.723 0.929 1.169 3.912230492 44.75 0 1692.942001 2 846.9743652 -0.323461317 -0.000273801 40.17958639284813531 MSH3 DNA mismatch repair protein Msh3 4437 NP_002430.3 0.879507476 1 1 1 6 1137 127.332 8.02 1.17 1.21 1.19 Non-Significant #N/A ATSVSVQDDR 6 284813531 1xTMT6plex [N-Term] 1.172 1.207 4.251548767 51.36 0 1306.680024 2 653.843689 0.059011913 3.86E-05 34.083005256549694 ENAH protein enabled homolog isoform a 55740 NP_001008493.1 2.030456853 1 1 1 6 591 66.47 6.93 1.05 1.22 1.14 1.14 Significant 0.0019 AAVMVYDDANKK 6 56549694 3xTMT6plex [N-Term; K11; K12] 1.047 1.217 1.143 4.106826782 30.81 1 2012.145359 3 671.3808594 -8.614514317 -0.005777885 46.0881734722550104 USP32 ubiquitin carboxyl-terminal hydrolase 32 84669 NP_115971.2 0.748129676 1 1 1 6 1604 181.54 6.44 1.35 1.31 1.32 1.33 Significant 0.000082 VVDEHESVEQSR 6 22550104 1xTMT6plex [N-Term] 1.352 1.307 1.319 3.960431814 29.87 0 1642.823394 3 548.2785645 -1.371839866 -0.00075123 36.1345863824430132 WBP2 WW domain-binding protein 2 23558 NP_036610.2 5.363984674 1 1 1 4 261 28.068 5.91 2.63 0.87 1.75 Non-Significant #N/A AEAGGGWEGSASYK 4 24430132 2xTMT6plex [N-Term; K14] 2.632 0.868 3.22159791 45.56 0 1827.927748 2 914.4703979 3.157082353 0.002885459 57.5664961755749742 HEATR5B HEAT repeat-containing protein 5B 54497 NP_061897.1 0.579430227 1 1 1 4 2071 224.159 7.17 1.53 1.3 1.41 Non-Significant #N/A ATQTHVEAVYSR 4 55749742 1xTMT6plex [N-Term] 1.53 1.297 5.298808098 32.14 0 1590.843735 3 530.9530029 0.452677436 0.000240046 29.1398011520162550 PPP1R14B protein phosphatase 1 regulatory subunit 14B 26472 NP_619634.1 8.843537415 1 1 1 4 147 15.901 4.86 1.45 1.61 1.53 Non-Significant #N/A LNLEEWILEQLTR 4 20162550 1xTMT6plex [N-Term] 1.446 1.608 3.884401798 39.52 0 1886.058479 2 943.5319214 -1.014240323 -0.000956458 115.909353597955373 ING1 inhibitor of growth protein 1 isoform D 3621 NP_005528.4 3.08056872 1 1 1 4 422 46.751 9.13 1.47 3.02 2.24 Non-Significant #N/A GEAAAQADKPNSK 4 597955373 3xTMT6plex [N-Term; K9; K13] 1.465 3.024 2.684362173 24.44 0 1974.122315 3 658.713623 2.026744035 0.00133368 27.05887276878298212 MGME1 mitochondrial genome maintenance exonuclease 1 isoform 1 precursor 92667 NP_001297267.1 9.192200557 1 2 2 7 359 41.198 7.68 1.53 1.38 1.45 Non-Significant #N/A ALESAVQHETLNYIGLLDCVAEYQGK 3 878298212 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C19] 1.657343745 3.46 0 3379.760812 3 1127.254517 -3.496083294 -0.003938642 105.3466046LEEYTEK 4 878298212 2xTMT6plex [N-Term; K7] 1.529 1.375 2.964507818 31.38 0 1369.761518 2 685.3842163 -0.26435464 -0.000181051 54.8587437193102371 PBRM1 protein polybromo-1 55193 NP_060783.3 1.643489254 1 1 1 6 1582 180.97 6.87 1.675 2.901 1.352 1.98 Non-Significant 0.052 ATSPSSSVSGDFDDGHHSVSTPGPSR 6 93102371 1xTMT6plex [N-Term] 1.675 2.901 1.352 4.76381588 18.04 0 2800.297158 4 700.8289795 -1.096355521 -0.00076753 33.4590761544890059 IVL involucrin 3713 NP_005538.2 2.393162393 1 1 1 4 585 68.437 4.61 0.13 0.16 0.14 Non-Significant #N/A HLVQQEGQLEQQER 4 44890059 1xTMT6plex [N-Term] 0.129 0.16 3.84790206 20.67 0 1951.019468 3 651.0059814 -8.240119757 -0.005358878 33.2579591562241001 CHUK inhibitor of nuclear factor kappa-B kinase subunit alpha isoform 1 1147 NP_001269.3 1.610738255 1 1 1 4 745 84.585 6.73 1.24 1.69 1.46 Non-Significant #N/A KPASQCVLDGVR 4 62241001 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C6] 1.243 1.685 4.171860218 26.22 0 1788.020209 3 596.6779175 -0.564948085 -0.000336713 34.7976915379698839 CCDC51 coiled-coil domain-containing protein 51 isoform 1 79714 NP_001243893.1 2.433090024 1 1 1 6 411 45.783 8.19 0.77 0.96 0.79 0.84 Significant 0.0051 GPVSLQEAIR 6 379698839 1xTMT6plex [N-Term] 0.771 0.963 0.793 3.853603363 45.52 0 1298.762966 2 649.8843994 -1.111697756 -0.000721916 46.74574014544063395 USP47 ubiquitin carboxyl-terminal hydrolase 47 isoform a 55031 NP_001269588.1 1.402214022 1 1 1 4 1355 154.6 5.06 1.02 1.03 1.03 Non-Significant #N/A ELEQHIQTSDPENFQSEER 4 544063395 1xTMT6plex [N-Term] 1.023 1.033 4.596562386 27.91 0 2545.200404 3 849.0718994 0.290968124 0.000246857 41.9537346131377720 PLEKHA1 pleckstrin homology domain-containing family A member 1 isoform 1 59338 NP_067635.2 2.475247525 1 1 1 10 404 45.525 8.56 0.89 1.03 0.95 0.96 Significant 0.0018 AVSGAIVAQR 10 31377720 1xTMT6plex [N-Term] 0.894 1.028 0.95 3.81557703 58.15 0 1200.726187 2 600.8674927 1.267625858 0.000761036 34.90162112103471987 ISOC1 isochorismatase domain-containing protein 1 51015 NP_057132.2 4.697986577 1 2 2 4 298 32.216 7.39 0.68 1.07 0.87 Non-Significant #N/A EIQNLIK 2 103471987 2xTMT6plex [N-Term; K7] 0.677 2.047890902 20.86 0 1315.834958 2 658.4204102 -1.074745348 -0.000707094 50.35350227GFAVSER 2 103471987 1xTMT6plex [N-Term] 1.068 2.587468386 30.33 0 994.5519108 2 497.7747498 -9.740977998 -0.004843954 35.52114607145553959 ELAC2 zinc phosphodiesterase ELAC protein 2 isoform 1 60528 NP_060597.4 1.573849879 1 1 1 4 826 92.16 7.9 2.64 0.94 1.79 Non-Significant #N/A ALFAGDIEEMEER 4 145553959 1xTMT6plex [N-Term] 2.644 0.937 2.902704954 34.87 0 1738.851917 2 869.9308472 1.438291503 0.001250488 80.727752119424120 DPM3 dolichol-phosphate mannosyltransferase subunit 3 isoform 1 54344 NP_061846.2 8.196721311 1 1 1 6 122 13.268 8.35 0.99 0.85 0.92 0.92 Significant 0.0019 ELQSQIQEAR 6 19424120 1xTMT6plex [N-Term] 0.994 0.854 0.919 4.087968349 53.09 0 1430.780073 2 715.8931274 -0.764825572 -0.000547149 39.1516911473623035 SPAG5 sperm-associated antigen 5 10615 NP_006452.3 1.089689858 1 1 1 6 1193 134.338 5 5.68 2.31 100 36 Non-Significant #N/A LQAQEEQHQEVQK 6 73623035 2xTMT6plex [N-Term; K13] 5.681 2.31 100 4.810756683 45.07 0 2053.107838 3 685.0410156 0.319406019 0.000218592 34.84041518262118282 PLXNA1 plexin-A1 precursor 5361 NP_115618.3 0.738396624 1 2 2 10 1896 210.933 6.92 0.82 1.06 0.94 0.94 Significant 0.0054 YYADIAK 4 262118282 2xTMT6plex [N-Term; K7] 1.174 1.121 2.761740685 32.27 0 1301.75056 2 651.3778687 -1.612363672 -0.001049448 50.61026989YSLSEDK 6 262118282 2xTMT6plex [N-Term; K7] 0.611 1.023 0.941 2.747998714 25.13 0 1299.719653 2 650.3637085 0.374736341 0.000243526 39.207504744504813 CD82 CD82 antigen isoform 1 3732 NP_002222.1 3.745318352 1 1 1 6 267 29.606 5.24 0.63 0.6 0.56 0.59 Significant 0.0012 GEEDNSLSVR 6 4504813 1xTMT6plex [N-Term] 0.627 0.598 0.557 4.631680965 69.17 0 1334.674939 2 667.8410645 -0.06482009 -4.33E-05 38.12909497260656037 PNPLA6 neuropathy target esterase isoform a 10908 NP_001159583.1 1.890909091 1 2 2 4 1375 150.859 7.74 1.14 0.88 1.01 Non-Significant #N/A AQPSVVLSAAHTVAAR 2 260656037 1xTMT6plex [N-Term] 1.143 2.980434656 24.62 0 1807.038747 2 904.0141602 -9.796706093 -0.008851514 70.97482517VPDMAEIQSR 2 260656037 1xTMT6plex [N-Term] 0.878 2.184911728 2.26 0 1374.724866 2 687.8648682 -1.750337056 -0.001203116 45.92824231742501 SNX27 sorting nexin-27 81609 NP_112180.4 1.893939394 1 1 1 6 528 59.773 6.32 1.11 0.9 1.01 Non-Significant #N/A GQVSEGGQLR 6 31742501 1xTMT6plex [N-Term] 1.113 0.904 3.607286215 55.48 0 1259.690529 2 630.3483276 -0.913491477 -0.000575358 30.383652797657683 SLC7A11 cystine/glutamate transporter 23657 NP_055146.1 1.796407186 1 1 1 4 501 55.387 9.19 2.14 2.26 2.2 Non-Significant #N/A KPVVSTISK 4 7657683 3xTMT6plex [N-Term; K1; K9] 2.135 2.256 3.450016975 44.52 0 1646.081954 3 549.3648071 -1.267053124 -0.000695224 46.9455428514042968 SPNS1 protein spinster homolog 1 isoform 1 83985 NP_114427.1 2.651515152 1 1 1 4 528 56.594 6.64 1.49 1.08 1.28 Non-Significant #N/A SEEPEVPDQEGLQR 4 14042968 1xTMT6plex [N-Term] 1.485 1.081 3.553481579 31.82 0 1841.907852 2 921.4578857 0.349243517 0.000321637 37.7805667855770836 SCCPDH saccharopine dehydrogenase-like oxidoreductase 51097 NP_057086.2 7.226107226 1 2 2 5 429 47.121 9.14 0.76 0.85 0.81 Non-Significant #N/A LPWAVAGR 4 55770836 1xTMT6plex [N-Term] 0.761 0.851 2.45261693 12.32 0 1098.66213 2 549.8342285 -0.86427731 -0.000474774 71.57107845GVYIIGSSGFDSIPADLGVIYTR 1 55770836 1xTMT6plex [N-Term] 0.861145794 0 2629.407484 2 1315.206299 -0.822658246 -0.001081552 96.3679669611067749 BRD3 bromodomain-containing protein 3 8019 NP_031397.1 1.790633609 1 1 1 4 726 79.492 9.36 1.53 1.64 1.59 Non-Significant #N/A EYPDAQGFAADVR 4 11067749 1xTMT6plex [N-Term] 1.534 1.644 3.368015051 41.63 0 1667.822666 2 834.4146118 -0.430835485 -0.000359279 53.1271313617738287 SCAMP4 secretory carrier-associated membrane protein 4 113178 NP_524558.1 4.80349345 1 1 1 4 229 25.711 8.82 1.01 0.66 0.83 Non-Significant #N/A AQTEWNTGTWR 4 17738287 1xTMT6plex [N-Term] 1.008 0.656 4.312111855 42.81 0 1578.786221 2 789.8928833 -4.896532752 -0.003865289 46.7284131440254997 FAM83A protein FAM83A isoform a 84985 NP_116288.2 2.304147465 1 1 1 4 434 47.428 8.82 0.51 0.48 0.5 Non-Significant #N/A ADFSDNESAR 4 40254997 1xTMT6plex [N-Term] 0.513 0.481 3.831702948 43.54 0 1340.627989 2 670.8182373 0.902091695 0.000604685 28.81427143255918192 PPP6R3 serine/threonine-protein phosphatase 6 regulatory subunit 3 isoform 4 55291 NP_001157632.1 1.478953356 1 1 1 4 879 98.423 4.64 1.14 1.31 1.22 Non-Significant #N/A LVEIVHPSQEEDR 4 255918192 1xTMT6plex [N-Term] 1.135 1.309 3.412258387 34.48 0 1779.943843 3 593.9864502 0.536020247 0.000318029 50.6851482938683851 RSBN1 round spermatid basic protein 1 54665 NP_060834.2 2.119700748 1 1 1 6 802 90.015 8.6 1.258 1.417 2.916 1.86 Non-Significant 0.072 LDSDQQHNLQEHSTTSV 6 38683851 1xTMT6plex [N-Term] 1.258 1.417 2.916 4.105874062 31.68 0 2168.041719 3 723.3521118 0.029090408 2.10E-05 38.102911864507483 THBD thrombomodulin precursor 7056 NP_000352.1 1.739130435 1 1 1 4 575 60.289 4.92 1.52 1.45 1.48 Non-Significant #N/A HIGTDCDSGK 4 4507483 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.516 1.449 3.959054947 41.79 0 1547.788812 3 516.6011353 0.025857351 1.33E-05 30.4373302119923939 KTI12 protein KTI12 homolog 112970 NP_612426.1 2.824858757 1 1 1 6 354 38.592 6.95 0.587 0.53 1.141 0.75 Non-Significant 0.06 AQAAGSSVLR 6 19923939 1xTMT6plex [N-Term] 0.587 0.53 1.141 3.943963766 40.18 0 1188.689801 2 594.8483276 -0.355422047 -0.000211243 34.52621141998614210 CHCHD2 coiled-coil-helix-coiled-coil-helix domain-containing protein 2 precursor isoform 1 51142 NP_001307256.1 5.952380952 1 1 1 4 168 17.657 10.01 1.81 1.05 1.43 Non-Significant #N/A LCEGFNEVLK 4 998614210 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.807 1.053 3.320674181 37.67 0 1666.923849 2 833.9653931 -0.203900849 -0.000169944 76.16999473974141164 TPD52L1 tumor protein D53 isoform 7 7164 NP_001305832.1 5.741626794 1 1 1 4 209 22.985 6.01 1.03 1.13 1.08 Non-Significant #N/A SWHDMQTTTAYK 4 974141164 2xTMT6plex [N-Term; K12] 1.03 1.131 4.307374477 29.74 0 1926.978404 3 642.9990234 2.134602283 0.001371111 47.9205571931881740 SLC12A9 solute carrier family 12 member 9 isoform 1 56996 NP_064631.2 1.094091904 1 1 1 4 914 96.049 8.07 1.02 1.07 1.04 Non-Significant #N/A



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms GDAEAEALAR 4 31881740 1xTMT6plex [N-Term] 1.015 1.067 3.918486834 55.2 0 1231.647996 2 616.3221436 -8.919237202 -0.00549268 37.7818441742794009 DPAGT1 UDP-N-acetylglucosamine--dolichyl-phosphate N-acetylglucosaminephosphotransferase 1798 NP_001373.2 3.676470588 1 2 2 6 408 46.059 8 0.87 1.05 0.96 Non-Significant #N/A LCGQDLNK 2 42794009 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.728 1.94531846 10.7 0 1405.787356 2 703.3961182 -1.704611914 -0.001198161 43.39028756LEMSYSK 4 42794009 2xTMT6plex [N-Term; K7] 0.946 1.05 2.771133423 19.89 0 1315.733195 2 658.3704224 0.283618718 0.000186583 56.3618806739725938 POLR3A DNA-directed RNA polymerase III subunit RPC1 11128 NP_008986.2 0.791366906 1 1 1 6 1390 155.542 8.48 0.96 1.1 1.01 1.02 Significant 0.0016 AVIHIDEQSGK 6 39725938 2xTMT6plex [N-Term; K11] 0.96 1.096 1.005 4.102293015 43.79 0 1654.952841 3 552.3222046 -0.471596803 -0.000260157 39.489900613899231 MRPL9 39S ribosomal protein L9, mitochondrial isoform 1 65005 NP_113608.1 8.988764045 1 2 2 8 267 30.224 10.08 0.97 0.95 0.96 Non-Significant #N/A ENLELILTQSVENVGVR 4 13899231 1xTMT6plex [N-Term] 1.345622182 2.91 0 2142.196763 2 1071.599487 -2.364526318 -0.00253264 92.61249971GDLVSVK 4 13899231 2xTMT6plex [N-Term; K7] 0.966 0.951 2.89639926 38.96 0 1175.739995 2 588.3738403 0.347971545 0.000204562 48.60344772146219843 SRCAP helicase SRCAP 10847 NP_006653.2 0.309597523 1 1 1 6 3230 343.343 5.96 1.45 2.07 100 34.51 Non-Significant #N/A QAEEQVEAAR 6 146219843 1xTMT6plex [N-Term] 1.448 2.067 100 3.830035925 41.29 0 1359.706573 2 680.3564453 -0.705508835 -0.000479642 25.1389678693204865 EPG5 ectopic P granules protein 5 homolog 57724 NP_066015.2 0.426521908 1 1 1 4 2579 292.293 6.43 1.86 1.06 1.46 Non-Significant #N/A EEQTTLHLECR 4 93204865 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.863 1.062 4.777127266 33.12 0 1644.821286 3 548.9452515 -0.051388846 -2.82E-05 25.0025546262243658 SMG1 serine/threonine-protein kinase SMG1 23049 NP_055907.3 0.327779295 1 1 1 6 3661 410.241 6.46 1.27 1.53 1.54 1.44 Significant 0.0037 YSEHTQLQTQQR 6 62243658 1xTMT6plex [N-Term] 1.265 1.528 1.538 5.136662006 28.79 0 1747.892476 3 583.302063 -0.480976472 -0.000280232 24.980414967706575 TM7SF3 transmembrane 7 superfamily member 3 precursor 51768 NP_057635.1 2.807017544 1 1 1 4 570 64.125 7.01 1.2 0.83 1.01 Non-Significant #N/A GVDPPPCDAGTDQDSR 4 7706575 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.202 0.826 2.8937006 37.34 0 1915.865335 2 958.4359741 -0.346328001 -0.000331759 34.85819953108936950 CCDC25 coiled-coil domain-containing protein 25 isoform 1 55246 NP_060716.2 8.653846154 1 2 2 3 208 24.463 6.8 1.3 1.54 1.42 Non-Significant #N/A FPDLAAEK 2 108936950 2xTMT6plex [N-Term; K8] 1.298 2.279613972 17.02 0 1348.787673 2 674.8971558 -0.473333628 -0.000319213 70.04319522DKYENEDLIK 1 108936950 3xTMT6plex [N-Term; K2; K10] 1.542 2.30818224 1 1954.110019 3 652.0410767 -0.686818817 -0.000447373 43.148196314506647 RPL39 60S ribosomal protein L39 6170 NP_000991.1 19.60784314 1 1 1 4 51 6.403 12.56 1.47 1.53 1.5 Non-Significant #N/A QNRPIPQWIR 4 4506647 1xTMT6plex [N-Term] 1.467 1.531 3.622466326 26.24 0 1536.896046 3 512.9700928 -0.20872569 -0.00010693 55.1268831527886586 PTK2B protein-tyrosine kinase 2-beta isoform a 2185 NP_775266.1 1.090188305 1 1 1 3 1009 115.8 6.25 0.43 0.69 0.56 Non-Significant #N/A RPGGPQYGIAR 3 27886586 1xTMT6plex [N-Term] 0.434 0.686 4.247790337 42.78 0 1400.795997 3 467.6031189 -0.852415733 -0.00039802 30.5430394985067501 ALOX15B arachidonate 15-lipoxygenase B isoform d 247 NP_001132.2 1.627218935 1 1 1 4 676 75.809 6.1 0.12 0.16 0.14 Non-Significant #N/A GVEDIPGYYYR 4 85067501 1xTMT6plex [N-Term] 0.115 0.163 3.374025822 33.98 0 1560.789575 2 780.8973999 -1.31435739 -0.001025718 63.34114306222352111 NIFK MKI67 FHA domain-interacting nucleolar phosphoprotein 84365 NP_115766.3 4.436860068 1 1 1 3 293 34.201 9.88 1.72 0.01 0.87 Non-Significant #N/A EEIQETQTPTHSR 3 222352111 1xTMT6plex [N-Term] 1.721 0.01 3.737921715 38.23 0 1784.897621 3 595.6367798 -1.028179157 -0.000611732 30.11554121390608654 CD63 CD63 antigen isoform A 967 NP_001254627.1 7.56302521 1 2 2 4 238 25.619 7.81 1.56 1.25 1.4 Non-Significant #N/A QQMENYPK 2 390608654 2xTMT6plex [N-Term; K8] 1.561 2.916461468 27.53 0 1495.79792 2 748.4034424 1.128337994 0.000843883 36.89039492VMSEFNNNFR 2 390608654 1xTMT6plex [N-Term] 1.245 2.894548893 3.08 0 1486.731014 2 743.8685913 -0.745220758 -0.000553971 65.16609797392841204 CLOCK circadian locomoter output cycles protein kaput 9575 NP_001254772.1 1.418439716 1 1 1 3 846 95.244 7.01 0.86 1.05 0.95 Non-Significant #N/A EITAQSDASEIR 3 392841204 1xTMT6plex [N-Term] 0.855 1.046 3.379266739 21.04 0 1548.806681 2 774.9066772 -0.389504913 -0.000301634 36.1684759233356552 GPATCH4 G patch domain-containing protein 4 isoform 1 54865 NP_056405.2 3.2 1 1 1 4 375 42.576 9.31 1.26 0.9 1.08 Non-Significant #N/A QKEEEEATASER 4 33356552 2xTMT6plex [N-Term; K2] 1.258 0.896 2.548876286 28.31 1 1864.965256 3 622.3269653 0.582732622 0.000362259 24.48200689815891150 EVI5 ecotropic viral integration site 5 protein homolog isoform 1 7813 NP_001295177.1 1.096224117 1 1 1 6 821 94.074 6.05 1.05 1.37 1.39 1.27 Significant 0.0074 EAETQAEIR 6 815891150 1xTMT6plex [N-Term] 1.049 1.366 1.391 4.019910812 66.85 0 1275.674211 2 638.3413696 0.981494963 0.000626034 25.998358484758040 COX6C cytochrome c oxidase subunit 6C 1345 NP_004365.1 21.33333333 1 2 2 7 75 8.776 10.39 0.98 1.01 1.05 1.01 Significant 0.0004 KAGIFQSVK 1 4758040 3xTMT6plex [N-Term; K1; K9] 0.68 2.485479832 1 1665.066638 3 555.692688 -1.878246242 -0.001042468 46.29179568AYADFYR 6 4758040 1xTMT6plex [N-Term] 0.975 1.101 1.052 2.692146063 27.27 0 1134.578126 2 567.7921143 -1.034414774 -0.000586812 43.74094187242222 FST follistatin isoform FST344 precursor 10468 NP_037541.1 3.488372093 1 1 1 4 344 37.981 5.67 1.74 1.63 1.68 Non-Significant #N/A EQPELEVQYQGR 4 7242222 1xTMT6plex [N-Term] 1.735 1.625 3.912897825 41.08 0 1704.875429 2 852.9348145 -7.670410122 -0.006538547 41.21796818209413766 ZBTB43 zinc finger and BTB domain-containing protein 43 23099 NP_001129248.1 2.78372591 1 1 1 4 467 52.597 5.76 0.6 0.65 0.63 Non-Significant #N/A EEASHLGFSATDK 4 209413766 2xTMT6plex [N-Term; K13] 0.603 0.653 2.671430826 14.52 0 1849.969613 3 617.3276978 -0.580078869 -0.000357709 41.8411160131542711 SLC35F6 solute carrier family 35 member F6 precursor 54978 NP_060347.2 3.234501348 1 1 1 4 371 40.188 6.93 0.76 0.99 0.87 Non-Significant #N/A GRPLAEESEQER 4 31542711 1xTMT6plex [N-Term] 0.759 0.985 4.049633503 33.23 0 1629.839378 3 543.9508057 -0.929225194 -0.000504829 22.71997289574957264 EHMT2 histone-lysine N-methyltransferase EHMT2 isoform c 10919 NP_001276342.1 0.729927007 1 1 1 4 1233 135.333 6.16 1.23 1.48 1.36 Non-Significant #N/A ALVIQESER 4 574957264 1xTMT6plex [N-Term] 1.23 1.484 3.680526257 54.54 0 1273.731332 2 637.3695679 0.414194245 0.000263786 38.14194796119964721 FER tyrosine-protein kinase Fer isoform a 2241 NP_005237.2 1.338199513 1 1 1 4 822 94.578 7.14 1 0.78 0.89 Non-Significant #N/A RIEESSETCEK 4 119964721 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.002 0.782 4.161828041 26.45 1 1825.936599 3 609.3167725 -0.457089906 -0.000278206 27.517582694502559 CAMLG calcium signal-modulating cyclophilin ligand 819 NP_001736.1 3.378378378 1 1 1 4 296 32.932 8.05 0.86 0.44 0.65 Non-Significant #N/A GDLTADSVQR 4 4502559 1xTMT6plex [N-Term] 0.86 0.438 3.486438751 43.03 0 1290.68511 2 645.8453369 -1.326730945 -0.000856196 37.2301062114150078 NOA1 nitric oxide-associated protein 1 84273 NP_115689.1 1.432664756 1 1 1 3 698 78.409 8.66 1.11 0.64 0.88 Non-Significant #N/A TAEADGGLAR 3 14150078 1xTMT6plex [N-Term] 1.113 0.643 3.158584118 44.03 0 1189.637431 2 595.3220215 -0.5588604 -0.000332421 26.7066808290903231 HTT huntingtin 3064 NP_002102.4 0.477099237 1 1 1 4 3144 347.639 6.2 0.748 1.807 1.025 1.19 Non-Significant 0.064 DEATEPGDQENKPCR 4 90903231 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C14] 0.748 1.807 1.025 3.478148222 22.08 0 2204.065381 3 735.3608398 1.173010235 0.000861797 26.9924451658197556 IBA57 putative transferase CAF17, mitochondrial isoform 1 precursor 200205 NP_001010867.1 3.08988764 1 1 1 5 356 38.131 9.83 0.59 0.65 0.83 0.69 Significant 0.011 GCYIGQELTAR 5 58197556 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.586 0.652 0.829 3.298698664 28.98 0 1496.772879 2 748.8880615 -2.694198419 -0.002016302 49.77877916974141065 GTF3C2 general transcription factor 3C polypeptide 2 isoform a 2976 NP_001305838.1 1.735357918 1 1 1 4 922 101.95 7.42 1.21 1.29 1.25 Non-Significant #N/A QPAACPGGEEVDGAPR 4 974141065 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.21 1.288 3.209268808 39.9 0 1839.885677 2 920.4450684 -1.530878405 -0.001408321 28.2994826262122851 SPRR2G small proline-rich protein 2G 6706 NP_001014313.1 17.80821918 1 1 1 4 73 8.152 7.96 0.01 0.01 0.01 Non-Significant #N/A QPCQPPPVCPTPK 4 62122851 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C3; C9] 0.01 0.01 3.064878941 30.14 0 1964.049795 2 982.5275879 -0.965361853 -0.000948009 32.8516171340548372 TRAPPC12 trafficking protein particle complex subunit 12 51112 NP_057114.5 1.768707483 1 1 1 3 735 79.325 4.91 0.82 0.63 0.72 Non-Significant #N/A SPSFGGASEASAR 3 40548372 1xTMT6plex [N-Term] 0.815 0.628 3.381226063 15.13 0 1452.728037 2 726.8679199 0.362245194 0.000263122 41.03410385126116596 ASPM abnormal spindle-like microcephaly-associated protein isoform 1 259266 NP_060606.3 0.373885534 1 1 1 4 3477 409.54 10.45 0.52 0.7 0.61 Non-Significant #N/A STTYSSLHASENR 4 126116596 1xTMT6plex [N-Term] 0.515 0.698 2.638327599 12.87 0 1681.834293 3 561.2843628 2.522423835 0.0014141 26.4094890463055059 SH3PXD2B SH3 and PX domain-containing protein 2B isoform a 285590 NP_001017995.1 0.987925357 1 1 1 4 911 101.516 8.69 0.57 0.76 0.66 Non-Significant #N/A GAVVEVIQK 4 63055059 2xTMT6plex [N-Term; K9] 0.57 0.759 3.769592285 57.78 0 1400.887722 2 700.9483643 1.235078014 0.000865103 53.09603206321400149 WBSCR22 probable 18S rRNA (guanine-N(7))-methyltransferase isoform 1 114049 NP_001189489.1 3.691275168 1 1 1 4 298 33.824 9.14 1 1.31 1.16 Non-Significant #N/A EVRPDTQYTGR 4 321400149 1xTMT6plex [N-Term] 0.999 1.313 3.631000042 25.58 0 1550.812435 3 517.6083984 -1.156308435 -0.000597739 28.988065574502847 CIRBP cold-inducible RNA-binding protein isoform 1 1153 NP_001271.1 6.395348837 1 1 1 4 172 18.637 9.51 2.17 2.1 2.13 Non-Significant #N/A DSYDSYATHNE 4 4502847 1xTMT6plex [N-Term] 2.166 2.102 3.665593147 51.01 0 1530.654597 2 765.8308105 -0.165109915 -0.000126363 37.249247844507133 SNRPG small nuclear ribonucleoprotein G isoform a 6637 NP_003087.1 15.78947368 1 1 1 8 76 8.49 8.88 0.96 0.87 100 33.94 Non-Significant #N/A GNSIIMLEALER 8 4507133 1xTMT6plex [N-Term] 0.961 0.87 100 2.240225315 35.49 0 1574.877344 2 787.9418335 -0.60536004 -0.000476684 83.20244865154240704 TMEM192 transmembrane protein 192 201931 NP_001093859.1 4.42804428 1 1 1 4 271 30.903 7.99 1.12 1.06 1.09 Non-Significant #N/A AKPEPDILEEEK 4 154240704 3xTMT6plex [N-Term; K2; K12] 1.119 1.058 2.897710562 16.24 0 2085.204647 3 695.7396851 -0.069784143 -4.85E-05 58.3790634311386135 BCKDHA 2-oxoisovalerate dehydrogenase subunit alpha, mitochondrial isoform 1 precursor 593 NP_000700.1 2.247191011 1 1 1 4 445 50.439 8.27 0.75 0.71 0.73 Non-Significant #N/A VMEAFEQAER 4 11386135 1xTMT6plex [N-Term] 0.752 0.712 3.416337729 33.5 0 1438.719781 2 719.8636475 0.165259336 0.000118881 68.887409688923001 ABHD10 mycophenolic acid acyl-glucuronide esterase, mitochondrial isoform 1 precursor 55347 NP_060864.1 2.941176471 1 1 1 6 306 33.911 8.57 0.65 100 0.97 33.87 Non-Significant #N/A ALAIEEFCK 6 8923001 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.646 100 0.969 3.695118666 49.34 0 1538.865272 2 769.9369507 0.879080977 0.000676394 67.645732777706025 PDZD11 PDZ domain-containing protein 11 51248 NP_057568.1 8.571428571 1 1 1 4 140 16.121 7.21 1.46 0.93 1.2 Non-Significant #N/A KPPGAQLGFNIR 4 7706025 2xTMT6plex [N-Term; K1] 1.458 0.932 4.458755493 19.98 0 1756.063395 3 586.0256958 -0.489941114 -0.000286789 46.6340932518426973 DRAP1 dr1-associated corepressor 10589 NP_006433.2 5.365853659 1 1 1 4 205 22.336 5.17 1.11 1.42 1.27 Non-Significant #N/A VAAAVPVIISR 4 18426973 1xTMT6plex [N-Term] 1.106 1.424 3.414456367 22.52 0 1324.851387 2 662.9298096 0.721122863 0.00047769 68.2630763120336267 GGA3 ADP-ribosylation factor-binding protein GGA3 isoform long 23163 NP_619525.1 1.659751037 1 1 1 4 723 78.267 5.58 0.7 0.86 0.78 Non-Significant #N/A SKNPDDLQEANK 4 20336267 3xTMT6plex [N-Term; K2; K12] 0.7 0.857 3.586131334 23.84 1 2046.143444 3 682.7183228 -1.480423227 -0.001009719 30.7037304345827692 DIP2A disco-interacting protein 2 homolog A isoform a 23181 NP_055966.2 0.572883514 1 1 1 4 1571 170.261 8.03 1.01 1.55 1.28 Non-Significant #N/A EAAAAVDIR 4 45827692 1xTMT6plex [N-Term] 1.009 1.553 3.554563284 53.72 0 1144.652353 2 572.8297729 -0.073158948 -4.19E-05 40.103520178923415 Mar-05 E3 ubiquitin-protein ligase MARCH5 54708 NP_060294.1 5.755395683 1 1 1 6 278 31.211 8.7 0.62 1.01 0.63 0.75 Non-Significant #N/A IPAEANPLADHVSATR 6 8923415 1xTMT6plex [N-Term] 0.619 1.011 0.626 4.35311079 46.53 0 1891.023491 3 631.0118408 -1.333303936 -0.000840436 42.192850288923819 IMPACT protein IMPACT 55364 NP_060909.1 3.125 1 1 1 4 320 36.439 4.97 0.78 1.29 1.03 Non-Significant #N/A ALDFDISETR 4 8923819 1xTMT6plex [N-Term] 0.776 1.287 3.648218155 39.93 0 1395.731725 2 698.3689575 -0.778796468 -0.000543495 69.6696086531377548 PGM2L1 glucose 1,6-bisphosphate synthase 283209 NP_775853.2 1.446945338 1 1 1 4 622 70.396 7.15 0.84 0.5 0.67 Non-Significant #N/A GFVVGYDTR 4 31377548 1xTMT6plex [N-Term] 0.839 0.497 3.426197529 39.82 0 1242.668003 2 621.8374634 -0.284019695 -0.000176471 45.84763763134304853 ARHGAP29 rho GTPase-activating protein 29 9411 NP_004806.3 0.872323553 1 1 1 6 1261 141.974 6.74 1.599 1.233 2.771 1.87 Non-Significant 0.057 EDIHTSESESK 6 134304853 2xTMT6plex [N-Term; K11] 1.599 1.233 2.771 3.160116434 30.28 0 1719.880129 3 573.9647217 -0.300980823 -0.00017255 31.7704202414149807 NSRP1 nuclear speckle splicing regulatory protein 1 isoform 1 84081 NP_115517.1 1.612903226 1 1 1 7 558 66.35 8.84 1.13 1.28 1.38 1.26 Significant 0.0033 EVGVQSSER 7 14149807 1xTMT6plex [N-Term] 1.128 1.278 1.382 3.229151487 38.25 0 1219.647996 2 610.328125 0.801485349 0.000488765 22.677334337706735 GTF2A1 transcription initiation factor IIA subunit 1 isoform 1 2957 NP_056943.1 2.925531915 1 1 1 4 376 41.488 4.55 1.13 0.94 1.03 Non-Significant #N/A SVIEDVINDVR 4 7706735 1xTMT6plex [N-Term] 1.128 0.941 3.286397696 50.96 0 1487.826688 2 744.4169922 0.013029071 9.69E-06 89.6050532748585205 PRKACA cAMP-dependent protein kinase catalytic subunit alpha isoform 3 5566 NP_001291278.1 2.341920375 1 1 1 4 427 49.103 8.46 1.12 1.24 1.18 Non-Significant #N/A FPSHFSSDLK 4 748585205 2xTMT6plex [N-Term; K10] 1.115 1.241 2.781929016 22.42 0 1622.894264 3 541.6355591 -1.318356934 -0.000713185 62.947832136030883 DCUN1D1 DCN1-like protein 1 isoform 1 54165 NP_065691.2 3.474903475 1 1 1 4 259 30.105 5.34 1.14 1.24 1.19 Non-Significant #N/A AATQCEFSK 4 36030883 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.136 1.235 4.335624218 38.87 0 1499.792835 2 750.399353 -0.937366335 -0.000702928 41.419743728923930 CISD1 CDGSH iron-sulfur domain-containing protein 1 55847 NP_060934.1 12.03703704 1 1 1 5 108 12.191 9.09 0.75 0.59 0.33 0.56 Significant 0.045 IVHAFDMEDLGDK 5 8923930 2xTMT6plex [N-Term; K13] 0.752 0.588 0.327 2.794176817 15.15 0 1948.02502 3 650.0128784 -0.481275181 -0.000312512 62.20442924108936958 DCAF7 DDB1- and CUL4-associated factor 7 10238 NP_005819.3 6.725146199 1 2 2 8 342 38.901 5.52 0.55 0.01 0.28 Non-Significant #N/A LMWIPDTK 4 108936958 2xTMT6plex [N-Term; K8] 0.547 1.634796381 14 0 1461.853979 2 731.4309082 0.383777216 0.000280513 80.58329794GVYPDLLATSGDYLR 4 108936958 1xTMT6plex [N-Term] 0.01 1.270731091 1.76 0 1868.995544 2 934.9994507 -2.097229618 -0.001959856 79.334330351002819366 EVPL envoplakin isoform 1 2125 NP_001307676.1 0.437956204 1 1 1 4 2055 233.688 7.25 0.53 0.58 0.55 Non-Significant #N/A GEDAVISAR 4 1002819366 1xTMT6plex [N-Term] 0.525 0.584 3.707955599 45.51 0 1146.631618 2 573.8198853 0.764262732 0.000438164 38.53768788151101337 CCDC43 coiled-coil domain-containing protein 43 isoform 1 124808 NP_653210.2 4.017857143 1 1 1 6 224 25.233 4.92 0.374 0.802 0.936 0.7 Non-Significant 0.055 QAQIVVKPR 6 151101337 2xTMT6plex [N-Term; K7] 0.374 0.802 0.936 4.232057571 33.11 0 1496.967703 3 499.6607361 -0.032283961 -1.61E-05 35.214297139506931 DDX56 probable ATP-dependent RNA helicase DDX56 isoform 1 54606 NP_061955.1 1.645338208 1 1 1 4 547 61.551 9.26 0.81 1.1 0.96 Non-Significant #N/A AIPLALEGK 4 9506931 2xTMT6plex [N-Term; K9] 0.807 1.104 2.897665024 50.54 0 1369.881908 2 685.4443359 -0.374342487 -0.000256402 71.25239376195972857 ARHGEF18 rho guanine nucleotide exchange factor 18 isoform b 23370 NP_001124427.1 0.767263427 1 1 1 6 1173 130.7 7.08 0.45 1.08 100 33.84 Non-Significant #N/A DIISQVDAK 6 195972857 2xTMT6plex [N-Term; K9] 0.451 1.082 100 2.906088829 35.35 0 1446.856815 2 723.9312134 -1.150972349 -0.000832646 49.1433663238570097 QRICH1 glutamine-rich protein 1 54870 NP_060200.2 1.288659794 1 1 1 6 776 86.382 5.87 1.35 1.29 1.28 1.31 Significant 0.00028 ALGIHQTGQK 6 38570097 2xTMT6plex [N-Term; K10] 1.347 1.293 1.281 3.232383251 36.91 0 1510.910582 3 504.3081055 -0.542185461 -0.000273065 32.8436014862988355 CCDC58 coiled-coil domain-containing protein 58 isoform 1 131076 NP_001017928.1 6.25 1 1 1 5 144 16.609 7.81 0.86 0.01 0.43 Non-Significant #N/A NLDDLTLLK 5 62988355 2xTMT6plex [N-Term; K9] 0.858 0.01 3.226872444 26.52 0 1502.919416 2 751.9627075 -0.849846588 -0.000638625 87.9081816424308113 KIAA1279 KIF1-binding protein 26128 NP_056449.1 1.449275362 1 1 1 4 621 71.768 5.49 0.68 1.09 0.88 Non-Significant #N/A ELDEEESIR 4 24308113 1xTMT6plex [N-Term] 0.678 1.089 3.939609766 49.45 0 1348.679355 2 674.8430786 -0.352087719 -0.000237427 32.8278251924308141 SGTB small glutamine-rich tetratricopeptide repeat-containing protein beta 54557 NP_061945.1 3.289473684 1 1 1 14 304 33.408 4.92 0.9 1.18 1.28 1.12 Significant 0.01 SFSSSAEEHS 14 24308141 1xTMT6plex [N-Term] 0.903 1.179 1.282 3.568582058 57 0 1296.59054 2 648.7988281 -0.124071551 -8.04E-05 27.66829142153792495 GDF15 growth/differentiation factor 15 preproprotein 9518 NP_004855.2 2.922077922 1 1 1 4 308 34.119 9.66 0.23 0.25 0.24 Non-Significant #N/A AANMHAQIK 4 153792495 2xTMT6plex [N-Term; K9] 0.232 0.252 3.139745474 34.42 0 1441.834975 3 481.2833252 0.310504285 0.000149232 32.14553023251831112 ATP6 ATP synthase F0 subunit 6 4508 YP_003024031.1 4.424778761 1 1 1 8 226 24.801 10.1 1.037 0.41 2.852 1.43 Non-Significant 0.19 LITTQQWLIK 8 251831112 2xTMT6plex [N-Term; K10] 1.037 0.41 2.852 2.384255171 35.76 0 1702.066749 2 851.5368652 -0.173160806 -0.000147366 93.390288614504031 GMDS GDP-mannose 4,6 dehydratase isoform 1 2762 NP_001491.1 2.956989247 1 1 1 4 372 41.923 7.31 1.05 1.11 1.08 Non-Significant #N/A EMVHADVELMR 4 4504031 1xTMT6plex [N-Term] 1.053 1.105 3.637064219 36.45 0 1558.7919 3 520.2636719 -9.903326418 -0.005145742 46.5637731511321577 OASL 2'-5'-oligoadenylate synthase-like protein isoform a 8638 NP_003724.1 1.750972763 1 1 1 6 514 59.189 7.87 0.55 0.66 0.47 0.56 Significant 0.0095 DIHLTVEQR 6 11321577 1xTMT6plex [N-Term] 0.552 0.658 0.474 3.612644434 34.87 0 1339.75313 2 670.3805542 0.524102853 0.000351084 37.96467691226371723 FCHO2 F-BAR domain only protein 2 isoform a 115548 NP_620137.2 1.111111111 1 1 1 6 810 88.869 6.86 0.82 0.98 0.55 0.78 Significant 0.025 ATIEEAYSR 6 226371723 1xTMT6plex [N-Term] 0.819 0.979 0.554 3.416919947 47.9 0 1268.668397 2 634.8384399 0.950857462 0.000603161 37.5241185924308007 ARL6IP1 ADP-ribosylation factor-like protein 6-interacting protein 1 isoform 1 23204 NP_055976.1 4.926108374 1 1 1 4 203 23.347 9.32 1.48 1.31 1.4 Non-Significant #N/A FHEICSNLVK 4 24308007 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.484 1.313 3.474156857 24.91 0 1704.950733 3 568.9888916 0.814507223 0.000462898 56.0103940721361380 SNF8 vacuolar-sorting protein SNF8 isoform 1 11267 NP_009172.2 3.488372093 1 1 1 3 258 28.846 6.65 0.97 1.45 1.21 Non-Significant #N/A GVGAGAIAK 3 21361380 2xTMT6plex [N-Term; K9] 0.971 1.446 3.297969818 50.44 0 1201.766878 2 601.3870239 -0.089159087 -5.36E-05 41.55164438353677961 ASPSCR1 tether containing UBX domain for GLUT4 isoform 2 79058 NP_001238817.1 1.545595054 1 1 1 3 647 69.947 8.09 0.81 0.76 0.78 Non-Significant #N/A DEVTGEAALR 3 353677961 1xTMT6plex [N-Term] 0.806 0.76 2.818202257 34 0 1289.689861 2 645.3482056 -0.5630169 -0.000363059 35.16381537938403365 PRKCD protein kinase C delta type 5580 NP_001303256.1 1.627218935 1 1 1 4 676 77.455 7.75 0.82 0.87 0.85 Non-Significant #N/A STFDAHIYEGR 4 938403365 1xTMT6plex [N-Term] 0.823 0.872 2.861646652 22.47 0 1524.764422 3 508.9259949 -0.650022288 -0.000330377 41.22868473225579074 SARS2 serine--tRNA ligase, mitochondrial isoform a precursor 54938 NP_001139373.1 1.730769231 1 1 1 6 520 57.994 7.36 0.49 0.52 0.57 0.53 Significant 0.002 MVCSSTCYR 6 225579074 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C7] 0.489 0.523 0.566 2.874089003 29.87 0 1392.627143 2 696.8167725 -0.628221365 -0.000437439 32.7381635674275350 TSPO translocator protein 706 NP_000705.2 13.60946746 1 1 1 3 169 18.816 9.36 0.415 0.01 0.315 0.25 Non-Significant 0.18 APPWVPAMGFTLAPSLGCFVGSR 3 74275350 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.415 0.01 0.315 21.99 0 2647.372636 3 883.1287842 -0.316125099 -0.000278967 102.385515670980531 CCDC91 coiled-coil domain-containing protein 91 55297 NP_060788.3 2.721088435 1 1 1 4 441 49.941 5.07 0.99 1.02 1.01 Non-Significant #N/A EKEQEAISFQDR 4 70980531 2xTMT6plex [N-Term; K2] 0.989 1.024 3.122618437 12.66 1 1938.033276 3 646.6831055 0.76736363 0.000495725 39.4704480317999539 DHX38 pre-mRNA-splicing factor ATP-dependent RNA helicase PRP16 9785 NP_054722.2 0.733496333 1 1 1 6 1227 140.415 6.54 2.58 100 0.78 34.45 Non-Significant #N/A GIGEYVNIR 6 17999539 1xTMT6plex [N-Term] 2.578 100 0.778 2.982706547 45.44 0 1249.710202 2 625.3582764 -0.741064307 -0.000463058 49.839423146005768 GABARAPL2 gamma-aminobutyric acid receptor-associated protein-like 2 11345 NP_009216.1 16.23931624 1 2 2 3 117 13.658 8.1 1.31 0.74 1.02 Non-Significant #N/A VPVIVEK 2 6005768 2xTMT6plex [N-Term; K7] 1.308 2.398893356 29.2 0 1241.823331 2 621.4154663 0.262015682 0.000162689 63.87033028VSGSQIVDIDKR 1 6005768 2xTMT6plex [N-Term; K11] 0.739 2.271031857 1 1775.042719 3 592.3497314 -4.550574461 -0.002692488 47.8673388813129048 NABP2 SOSS complex subunit B1 79035 NP_076973.1 4.265402844 1 1 1 6 211 22.324 9.06 1.08 1.27 1.4 1.25 Significant 0.0055 GCLTLYTGR 6 13129048 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.084 1.273 1.398 3.412005424 31.32 0 1269.682273 2 635.3438721 -1.422182079 -0.00090286 53.350799854505369 NDUFS4 NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial isoform 1 precursor 4724 NP_002486.1 8.571428571 1 1 1 4 175 20.095 10.3 1.08 2.68 1.88 Non-Significant #N/A LDITTLTGVPEEHIK 4 4505369 2xTMT6plex [N-Term; K15] 1.078 2.679 2.783218384 15.8 0 2124.231641 3 708.7441406 -6.483631414 -0.004590912 67.2925794710092677 PDXP pyridoxal phosphate phosphatase 57026 NP_064711.1 3.716216216 1 1 1 4 296 31.678 6.55 0.65 0.59 0.62 Non-Significant #N/A AVPGAPELLER 4 10092677 1xTMT6plex [N-Term] 0.648 0.594 3.245385647 33.94 0 1380.804831 2 690.9058838 -0.246133173 -0.000169931 64.523166484506641 RPL37 60S ribosomal protein L37 6167 NP_000988.1 15.46391753 1 2 2 6 97 11.071 11.74 1.28 2.25 1.6 1.71 Significant 0.027 EGTTPKPK 3 4506641 3xTMT6plex [N-Term; K6; K8] 1.909 2.247 1.935 1.766913414 0 1544.961504 3 515.6585083 -0.344803191 -0.000177569 30.91808506GTSSFGK 3 4506641 2xTMT6plex [N-Term; K7] 0.8 1.035 2.376684904 18.43 0 1141.661745 2 571.3291016 -9.475762021 -0.005409058 34.75086668



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms544711130 RALGAPB ral GTPase-activating protein subunit beta isoform 1 57148 NP_001269846.1 0.602409639 1 1 1 6 1494 166.692 6.79 0.8 0.87 0.83 Non-Significant #N/A AEACGTLCR 6 544711130 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C8] 0.801 0.866 2.877575874 28.45 0 1266.613208 2 633.8099365 -0.482604414 -0.000305637 31.388240545545435 COMMD2 COMM domain-containing protein 2 51122 NP_057178.2 8.542713568 1 2 2 5 199 22.731 6.73 1.08 1.28 1.18 Non-Significant #N/A IAVEFLR 4 45545435 1xTMT6plex [N-Term] 1.848 1.284 1.971975684 26.41 0 1076.666547 2 538.8364258 -0.902486943 -0.000485839 67.08971045QQIKPAVTIK 1 45545435 3xTMT6plex [N-Term; K4; K10] 1.007 1.94080019 0 1813.187816 3 605.0670776 -0.626597992 -0.000378713 36.2416302113324688 WDR11 WD repeat-containing protein 11 55717 NP_060587.8 0.816993464 1 1 1 4 1224 136.598 6.92 1.18 0.97 1.07 Non-Significant #N/A ELSIHSCEVK 4 13324688 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.176 0.966 3.355215549 17.87 0 1659.914013 3 553.975769 -0.758527902 -0.000419697 30.396892794506901 SRSF3 serine/arginine-rich splicing factor 3 6428 NP_003008.1 5.487804878 1 1 1 10 164 19.318 11.65 0.95 1.03 1.45 1.14 Significant 0.018 AFGYYGPLR 10 4506901 1xTMT6plex [N-Term] 0.949 1.033 1.449 2.971976995 42.39 0 1272.693824 2 636.8505859 0.056034687 3.57E-05 67.152124639910392 AGPAT4 1-acyl-sn-glycerol-3-phosphate acyltransferase delta 56895 NP_064518.1 2.380952381 1 1 1 4 378 43.993 8.72 0.86 1.61 1.24 Non-Significant #N/A DAFQEEYYR 4 9910392 1xTMT6plex [N-Term] 0.857 1.613 3.348133087 22.1 0 1449.684775 2 725.3452759 -1.034771292 -0.000750046 54.7484269414150076 YIPF4 protein YIPF4 84272 NP_115688.1 3.68852459 1 1 1 4 244 27.065 4.65 1.14 1.61 1.37 Non-Significant #N/A ESTATTFLR 4 14150076 1xTMT6plex [N-Term] 1.138 1.605 2.442734241 17.51 0 1254.689132 2 627.8480225 -0.290189909 -0.000182049 51.42709074188219599 NMI N-myc-interactor 9111 NP_004679.2 2.605863192 1 1 1 4 307 35.035 5.34 0.5 0.51 0.5 Non-Significant #N/A GLIDEITK 4 188219599 2xTMT6plex [N-Term; K8] 0.497 0.505 3.780317068 53.94 0 1346.829538 2 673.9175415 -1.28577681 -0.000865861 71.686797027657301 KLHDC2 kelch domain-containing protein 2 23588 NP_055130.1 2.709359606 1 1 1 6 406 46.069 6.61 1.12 2.19 100 34.44 Non-Significant #N/A AAHACATVGNR 6 7657301 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.12 2.187 100 3.030050039 25.21 0 1356.700383 3 452.9048157 -0.360505917 -0.000163033 18.9154224521237748 CD151 CD151 antigen 977 NP_004348.2 3.557312253 1 1 1 4 253 28.276 7.47 1.32 1.01 1.17 Non-Significant #N/A TVVALCGQR 4 21237748 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.322 1.01 3.197577715 33.9 0 1232.698258 2 616.8526001 -0.271027143 -0.000167047 37.7835853414150124 LLPH protein LLP homolog 84298 NP_115714.1 6.201550388 1 1 1 4 129 15.215 10.37 1.42 2.21 1.82 Non-Significant #N/A LDGDVLMK 4 14150124 2xTMT6plex [N-Term; K8] 1.422 2.209 3.065684557 35.97 0 1348.791044 2 674.8994751 0.466658876 0.000314713 68.2189045122748929 PTGR2 prostaglandin reductase 2 145482 NP_689657.1 2.849002849 1 1 1 6 351 38.474 5.41 0.59 1.13 0.6 0.78 Significant 0.049 VVGICGTHEK 6 22748929 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.594 1.129 0.603 2.3327384 14.41 0 1557.882319 3 519.9653931 -0.444860804 -0.000231014 39.705234284503659 FAU ubiquitin-like protein fubi and ribosomal protein S30 precursor 2197 NP_001988.1 7.518796992 1 1 1 10 133 14.381 10.17 1.17 1.43 100 34.2 Non-Significant #N/A FVNVVPTFGK 10 4503659 2xTMT6plex [N-Term; K10] 1.171 1.43 100 3.238620996 26.12 0 1565.945571 2 783.4752808 -1.459818658 -0.001142998 70.4473183524041018 UXT protein UXT isoform 1 8409 NP_705582.1 4.733727811 1 1 1 9 169 19.584 7.12 1 1.24 1.04 1.09 Significant 0.0046 AVEATGEK 9 24041018 2xTMT6plex [N-Term; K8] 1.001 1.236 1.043 3.329147339 45.77 0 1262.735638 2 631.871582 0.197739331 0.000124846 29.01207845209693439 SNCG gamma-synuclein 6623 NP_003078.2 11.02362205 1 1 1 3 127 13.323 4.86 0.88 1.02 0.95 Non-Significant #N/A EKEEVAEEAQSGGD 3 209693439 2xTMT6plex [N-Term; K2] 0.884 1.022 1.918419719 38.48 1 1935.954751 2 968.4799194 -1.130477255 -0.001094276 34.6810392118152785 ROMO1 reactive oxygen species modulator 1 140823 NP_542786.1 10.12658228 1 1 1 4 79 8.177 9.33 1.01 0.84 0.93 Non-Significant #N/A ELMGGIGK 4 18152785 2xTMT6plex [N-Term; K8] 1.012 0.838 3.408967972 35.36 0 1262.754265 2 631.8806763 -0.149554781 -9.44E-05 48.35493911182509180 ZBTB1 zinc finger and BTB domain-containing protein 1 isoform 1 22890 NP_001116801.1 1.122019635 1 1 1 6 713 81.963 6.39 0.94 1.11 0.84 0.96 Significant 0.0066 MSVSADER 6 182509180 1xTMT6plex [N-Term] 0.942 1.11 0.835 3.178706646 37.33 0 1123.561489 2 562.2841187 -0.470312767 -0.000264213 36.1722345942544193 LGALS8 galectin-8 isoform a 3964 NP_963839.1 2.228412256 1 1 1 4 359 40.372 9.01 1.03 1.01 1.02 Non-Significant #N/A GEVNANAK 4 42544193 2xTMT6plex [N-Term; K8] 1.027 1.014 3.187791348 34.01 0 1260.731221 2 630.8696899 0.699731075 0.000441086 28.688296357019383 FLRT3 leucine-rich repeat transmembrane protein FLRT3 precursor 23767 NP_037413.1 1.540832049 1 1 1 4 649 72.957 7.64 0.66 0.77 0.71 Non-Significant #N/A ELHLQENNIR 4 7019383 1xTMT6plex [N-Term] 0.658 0.77 3.228631973 23.88 0 1494.822606 3 498.9458008 0.162570294 8.10E-05 37.6020265873747889 ADAM17 disintegrin and metalloproteinase domain-containing protein 17 preproprotein 6868 NP_003174.3 0.970873786 1 1 1 6 824 92.961 5.76 0.53 0.68 0.75 0.65 Significant 0.0097 AQECFQER 6 73747889 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.53 0.676 0.746 3.340025187 33.68 0 1296.620401 2 648.8136597 -0.27649886 -0.000179257 30.72861441110347429 MED12 mediator of RNA polymerase II transcription subunit 12 9968 NP_005111.2 0.367478181 1 1 1 4 2177 242.928 7.05 2.04 0.66 1.35 Non-Significant #N/A QAEIEAER 4 110347429 1xTMT6plex [N-Term] 2.042 0.657 3.177578688 34.75 0 1174.626532 2 587.8165283 -0.64032214 -0.00037607 34.606714564557665 IGF1R insulin-like growth factor 1 receptor isoform 1 precursor 3480 NP_000866.1 0.658376006 1 1 1 4 1367 154.693 5.8 0.93 0.71 0.82 Non-Significant #N/A TVNEAASMR 4 4557665 1xTMT6plex [N-Term] 0.929 0.705 2.848229885 15.55 0 1207.630237 2 604.319458 1.160989168 0.000701023 21.12659597333108231 PTPN2 tyrosine-protein phosphatase non-receptor type 2 isoform 1 5771 NP_002819.2 3.373493976 1 2 2 7 415 48.442 8.29 1.03 1.08 1.06 Non-Significant #N/A LLSEDVK 3 333108231 2xTMT6plex [N-Term; K7] 0.88 0.914 2.792127848 13.49 0 1261.776774 2 631.3919067 -0.18818181 -0.000118722 60.65256234GDDINIK 4 333108231 2xTMT6plex [N-Term; K7] 1.713 1.413 2.418256998 27.84 0 1232.725073 2 616.8649902 -1.921954296 -0.001184621 46.7695821321361633 LRRC40 leucine-rich repeat-containing protein 40 55631 NP_060238.3 2.823920266 1 2 2 5 602 68.207 6.43 1.19 0.55 0.87 Non-Significant #N/A ILDYSDK 3 21361633 2xTMT6plex [N-Term; K7] 1.248 0.546 2.367595434 21.14 0 1311.756039 2 656.3818359 0.271708297 0.000178207 55.20100761FLALEGNPLR 2 21361633 1xTMT6plex [N-Term] 0.01 1.649174571 7.06 0 1358.799352 2 679.9044189 1.626222902 0.001104855 75.2437741522538461 NCOR1 nuclear receptor corepressor 1 isoform 1 9611 NP_006302.2 0.368852459 1 1 1 4 2440 270.044 7.11 0.8 0.71 0.75 Non-Significant #N/A ADSVDVEVR 4 22538461 1xTMT6plex [N-Term] 0.799 0.706 2.948611021 19.05 0 1218.652747 2 609.8303833 0.609773017 0.000371551 35.009416695031749 HMGN2 non-histone chromosomal protein HMG-17 3151 NP_005508.1 8.888888889 1 1 1 6 90 9.387 9.99 4.324 1.261 1.555 2.38 Non-Significant 0.13 AEGAGDAK 6 5031749 2xTMT6plex [N-Term; K8] 4.324 1.261 1.555 2.904053211 36.67 0 1176.662473 2 588.8349609 0.146520352 8.62E-05 20.97014844195972871 PLCH1 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase eta-1 isoform a 23007 NP_001124432.1 0.472533963 1 1 1 14 1693 189.104 7.74 0.93 0.98 1.11 1.01 Significant 0.0028 ILIDSIYK 14 195972871 2xTMT6plex [N-Term; K8] 0.926 0.981 1.108 3.652835608 33.92 0 1422.897224 2 711.9517212 -0.743544347 -0.000528994 78.040019655453682 HEXIM1 protein HEXIM1 10614 NP_006451.1 2.228412256 1 1 1 4 359 40.598 4.89 1.17 0.89 1.03 Non-Significant #N/A ELELELDR 4 5453682 1xTMT6plex [N-Term] 1.174 0.887 3.08727622 46.16 0 1245.688798 2 623.3480225 -0.023864809 -1.49E-05 64.28838033116235444 SAAL1 protein SAAL1 113174 NP_612430.2 1.687763713 1 1 1 4 474 53.524 4.5 1.27 1.61 1.44 Non-Significant #N/A ALADDLEK 4 116235444 2xTMT6plex [N-Term; K8] 1.265 1.613 3.835047722 49.23 0 1332.777503 2 666.8924561 0.099761119 6.65E-05 59.27179327557440901 RNF40 E3 ubiquitin-protein ligase BRE1B isoform 1 9810 NP_001273501.1 0.799200799 1 1 1 4 1001 113.609 6.29 1.08 0.85 0.96 Non-Significant #N/A EVQAEIGK 4 557440901 2xTMT6plex [N-Term; K8] 1.076 0.847 3.36096859 36.54 0 1331.793487 2 666.3998413 -0.811659483 -0.000540481 39.7679976521687102 DNAJC19 mitochondrial import inner membrane translocase subunit TIM14 isoform 1 131118 NP_660304.1 6.896551724 1 1 1 6 116 12.491 10.1 0.83 0.69 0.73 0.75 Significant 0.0031 DLLEGQAK 6 21687102 2xTMT6plex [N-Term; K8] 0.828 0.69 0.731 3.695888758 36.53 0 1331.793487 2 666.4006348 0.379902181 0.000252976 44.0581093431542673 CHMP6 charged multivesicular body protein 6 79643 NP_078867.2 3.980099502 1 1 1 4 201 23.47 5.31 1.03 0.98 1 Non-Significant #N/A IPENVPVK 4 31542673 2xTMT6plex [N-Term; K8] 1.027 0.977 2.834167719 37.48 0 1353.850608 2 677.4279785 -1.423738143 -0.000963764 51.31532539948284327 AAMDC mth938 domain-containing protein isoform a 28971 NP_001303886.1 6.12244898 1 1 1 4 147 16.358 8.87 1.59 1.58 1.59 Non-Significant #N/A GVQTLVIGR 4 948284327 1xTMT6plex [N-Term] 1.591 1.581 2.280262709 12.05 0 1171.736023 2 586.3713379 -0.532482349 -0.000311964 45.06366666312222777 NADK NAD kinase isoform 2 65220 NP_001185923.1 2.368866328 1 1 1 4 591 63.416 6.79 0.83 0.94 0.88 Non-Significant #N/A QAHFEEEEEEEEEG 4 312222777 1xTMT6plex [N-Term] 0.826 0.939 2.165418625 19.16 0 1949.808591 2 975.40802 0.088454356 8.62E-05 34.380324467705696 TXNDC12 thioredoxin domain-containing protein 12 precursor 51060 NP_056997.1 5.23255814 1 1 1 8 172 19.194 5.4 1.557 0.778 0.49 0.94 Non-Significant 0.098 ILFLDPSGK 8 7705696 2xTMT6plex [N-Term; K9] 1.557 0.778 0.49 2.354130268 29.05 0 1447.892473 2 724.449707 -0.23156243 -0.000167639 81.3097393548762926 PWP2 periodic tryptophan protein 2 homolog 5822 NP_005040.2 0.870511425 1 1 1 4 919 102.387 6.15 1.12 0.87 0.99 Non-Significant #N/A ATPAEEEK 4 48762926 2xTMT6plex [N-Term; K8] 1.116 0.872 3.131719828 42.87 0 1332.741117 2 666.8737183 -0.718148897 -0.000478553 29.5331992932313599 SPINT1 kunitz-type protease inhibitor 1 isoform 1 precursor 6692 NP_857593.1 1.701323251 1 1 1 4 529 58.36 6.29 0.88 0.92 0.9 Non-Significant #N/A EEECILACR 4 32313599 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C8] 0.879 0.919 2.79682374 7.39 0 1408.676202 2 704.8417969 0.081871192 5.77E-05 40.01003895189011546 ASAH1 acid ceramidase isoform b 427 NP_004306.3 1.946472019 1 1 1 4 411 46.474 7.85 1.03 0.73 0.88 Non-Significant #N/A GQFETYLR 4 189011546 1xTMT6plex [N-Term] 1.031 0.73 3.217320204 29.92 0 1242.668003 2 621.8377686 0.207142515 0.000128705 48.4575874932967305 COQ6 ubiquinone biosynthesis monooxygenase COQ6, mitochondrial isoform a 51004 NP_872282.1 2.136752137 1 2 2 5 468 50.838 7.3 1.31 1.91 1.61 Non-Significant #N/A ILLLEAGPK 1 32967305 2xTMT6plex [N-Term; K9] 1.32412672 6.74 0 1411.928858 2 706.4678345 -0.329984535 -0.000232957 116.8312503KILLLEAGPK 4 32967305 3xTMT6plex [N-Term; K1; K10] 1.309 1.91 2.313400984 9.21 1 1769.186753 3 590.3994751 -1.628520577 -0.000960386 58.2666552450962817 TWISTNB DNA-directed RNA polymerase I subunit RPA43 221830 NP_001002926.1 5.029585799 1 1 1 4 338 37.409 6.98 1.46 1.81 1.64 Non-Significant #N/A SEVSEEVTENGTEEAAK 4 50962817 2xTMT6plex [N-Term; K17] 1.461 1.811 3.67329216 12.28 0 2267.129086 3 756.3864746 6.962297922 0.005261476 41.90637248145301567 SMG9 protein SMG9 56006 NP_061981.2 2.307692308 1 1 1 3 520 57.614 7.01 1.12 1.08 1.1 Non-Significant #N/A TPIILSKPPAER 3 145301567 2xTMT6plex [N-Term; K7] 1.115 1.084 3.726451159 17.72 0 1780.109676 3 594.0415039 0.158703002 9.42E-05 47.729438614790119 CASP3 caspase-3 preproprotein 836 NP_004337.2 2.888086643 1 1 1 4 277 31.587 6.54 1.35 1.31 1.33 Non-Significant #N/A EEIVELMR 4 14790119 1xTMT6plex [N-Term] 1.351 1.312 2.867400169 28.36 0 1247.68669 2 624.3471069 0.198493091 0.000123829 72.4737150319913432 ATP6V0D1 V-type proton ATPase subunit d 1 9114 NP_004682.2 2.279202279 1 1 1 4 351 40.303 5 0.87 0.01 0.44 Non-Significant #N/A SIAELVPK 4 19913432 2xTMT6plex [N-Term; K8] 0.865 0.01 1.997794867 21.06 0 1314.839709 2 657.9224854 -1.532374525 -0.001007413 61.4550551810092689 LYRM2 LYR motif-containing protein 2 57226 NP_065199.1 10.22727273 1 1 1 6 88 10.443 10.46 0.56 0.61 0.58 Non-Significant #N/A SATEEDTIR 6 10092689 1xTMT6plex [N-Term] 0.555 0.609 2.377861738 15.99 0 1250.642576 2 625.8248901 -0.05791148 -3.62E-05 25.4570483387528013 LPIN1 phosphatidate phosphatase LPIN1 isoform 3 23175 NP_001248357.1 0.820512821 1 1 1 6 975 107.794 6.52 0.77 0.71 0.97 0.82 Significant 0.0091 ATVESIMR 6 387528013 1xTMT6plex [N-Term] 0.773 0.714 0.973 2.611077785 17.78 0 1135.63426 2 568.3203125 -0.802872925 -0.000455885 38.107252216912540 NUBP2 cytosolic Fe-S cluster assembly factor NUBP2 isoform 1 10101 NP_036357.1 3.32103321 1 1 1 6 271 28.807 5.83 1.45 0.62 1.03 Non-Significant #N/A GWAPVFLDR 6 6912540 1xTMT6plex [N-Term] 1.445 0.617 1.938860536 33.42 0 1289.720373 2 645.3623657 -2.262664643 -0.001459102 74.07746418282847378 ATRAID all-trans retinoic acid-induced differentiation factor isoform b 51374 NP_542159.3 2.816901408 1 1 1 6 284 30.322 8.28 0.87 1.17 1.18 1.07 Significant 0.0089 GDLANTFR 6 282847378 1xTMT6plex [N-Term] 0.868 1.168 1.175 2.993535995 30.81 0 1122.610488 2 561.8095703 1.225505208 0.000687883 41.41053852613410225 C1orf167 uncharacterized protein C1orf167 284498 NP_001010881.1 0.5521049 1 1 1 6 1449 160.382 10.89 2 1.79 1.87 1.88 Significant 0.0011 LGLPGAGK 6 613410225 2xTMT6plex [N-Term; K8] 1.996 1.791 1.866 2.562279224 36.88 0 1170.761065 2 585.8846436 0.807798793 0.00047287 47.96919982122937398 DYNC2H1 cytoplasmic dynein 2 heavy chain 1 isoform 2 79659 NP_001073932.1 0.185442745 1 1 1 4 4314 493.109 6.57 1.33 1.86 1.6 Non-Significant #N/A AQGEVTIR 4 122937398 1xTMT6plex [N-Term] 1.329 1.861 2.730865955 31.32 0 1102.641788 2 551.8236084 -1.676141014 -0.000924092 40.2514229750726968 MFAP1 microfibrillar-associated protein 1 4236 NP_005917.2 1.822323462 1 1 1 6 439 51.927 4.98 1.03 1.45 1.17 1.22 Significant 0.01 ISEDVEER 6 50726968 1xTMT6plex [N-Term] 1.032 1.446 1.171 3.459500074 38.23 0 1205.621112 2 603.3149414 1.239031471 0.000746901 34.12566997767973541 TMEM194A transmembrane protein 194A isoform X1 23306 XP_011536358.1 1.62601626 1 1 1 3 492 55.906 8.07 0.81 1.05 0.93 Non-Significant #N/A IQGEVETR 3 767973541 1xTMT6plex [N-Term] 0.805 1.046 3.144828558 25.52 0 1160.647268 2 580.8259888 -2.211439263 -0.00128335 31.75539054255918129 LMF2 lipase maturation factor 2 91289 NP_149977.2 1.131541726 1 1 1 3 707 79.647 10.1 0.82 0.29 0.56 Non-Significant #N/A LVQSQVAR 3 255918129 1xTMT6plex [N-Term] 0.821 0.294 2.213004827 31.35 0 1129.689073 2 565.3473511 -1.45826104 -0.000823691 37.933931124307961 TTI1 TELO2-interacting protein 1 homolog 9675 NP_055472.1 0.734618916 1 1 1 3 1089 121.992 5.97 0.8 0.83 0.82 Non-Significant #N/A SLDELEQK 3 24307961 2xTMT6plex [N-Term; K8] 0.799 0.834 2.732239246 12.94 0 1419.809531 2 710.4089355 0.749110164 0.000531797 55.0862843113128970 MRPL57 ribosomal protein 63, mitochondrial 78988 NP_076931.1 6.862745098 1 1 1 6 102 12.259 11.44 1.28 0.92 0.95 1.05 Significant 0.012 EAFEAIK 6 13128970 2xTMT6plex [N-Term; K7] 1.276 0.921 0.953 3.256438255 32.92 0 1265.75056 2 633.3796997 1.235009577 0.000781607 50.7934247111034847 RRAGD ras-related GTP-binding protein D 58528 NP_067067.1 2.25 1 1 1 6 400 45.559 4.92 1.08 1.9 1.49 Non-Significant #N/A AFLFDVVSK 6 11034847 2xTMT6plex [N-Term; K9] 1.075 1.901 2.17558074 17.99 0 1483.892473 2 742.4491577 -0.966316859 -0.000716955 85.6699007733695109 RABEPK rab9 effector protein with kelch motifs isoform a 10244 NP_005824.2 3.225806452 1 1 1 3 372 40.539 6.25 1.51 1.84 1.68 Non-Significant #N/A SFSDVHTMDLGK 3 33695109 2xTMT6plex [N-Term; K12] 1.511 1.844 2.728454113 11.59 0 1794.946041 3 598.9868164 -0.080805354 -4.83E-05 61.288075324502199 AREG amphiregulin preproprotein 374 NP_001648.1 3.571428571 1 1 1 4 252 27.878 7.4 1.04 1.45 1.25 Non-Significant #N/A KYEGEAEER 4 4502199 2xTMT6plex [N-Term; K1] 1.044 1.448 2.89995718 25.19 1 1568.832057 3 523.6143799 -2.212328303 -0.001156924 32.88244309301129155 EXD2 exonuclease 3'-5' domain-containing protein 2 isoform 1 55218 NP_001180289.1 1.771336554 1 1 1 4 621 70.308 8.32 0.01 0.65 0.33 Non-Significant #N/A VVQCHSQGGLR 4 301129155 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.01 0.653 2.683861732 22.44 0 1469.784447 3 490.5995178 -0.303842651 -0.000148861 25.2252279921687129 NUDCD2 nudC domain-containing protein 2 134492 NP_660309.1 6.369426752 1 1 1 6 157 17.665 5.07 1.93 1.23 1.58 Non-Significant #N/A GGPDFSNLEK 6 21687129 2xTMT6plex [N-Term; K10] 1.929 1.23 2.723856449 30.6 0 1521.831329 2 761.4185181 -1.031275384 -0.000784714 49.312416414249722 TMEM141 transmembrane protein 141 85014 NP_116317.1 7.407407407 1 1 1 4 108 11.867 8.5 1.17 1.37 1.27 Non-Significant #N/A VDDAVAAK 4 14249722 2xTMT6plex [N-Term; K8] 1.169 1.365 3.250375271 26.07 0 1246.740723 2 623.873291 -1.137156045 -0.000708869 43.7290354948255929 PPHLN1 periphilin-1 isoform 1 51535 NP_057572.5 1.746724891 1 1 1 4 458 52.705 9.11 1.39 1.29 1.34 Non-Significant #N/A ELAEAASK 4 48255929 2xTMT6plex [N-Term; K8] 1.392 1.288 2.942960024 22.33 0 1276.751288 2 638.8793945 0.175940688 0.000112316 43.8703566521361559 VSNL1 visinin-like protein 1 7447 NP_003376.2 5.759162304 1 1 1 5 191 22.128 5.15 0.45 0.96 0.7 Non-Significant #N/A LAPEVMEDLVK 5 21361559 2xTMT6plex [N-Term; K11] 0.445 0.955 2.299557686 14.08 0 1701.986115 2 851.4961548 -0.635733557 -0.000541005 77.5516332628212272 NOP9 nucleolar protein 9 isoform 1 161424 NP_777573.1 1.886792453 1 1 1 3 636 69.394 7.28 0.79 0.71 0.75 Non-Significant #N/A EAWEQQQGAVAK 3 28212272 2xTMT6plex [N-Term; K12] 0.794 0.711 1.889074683 6.63 0 1802.980118 3 601.6623535 -4.221351665 -0.002537004 42.2903445633300635 ZFPL1 zinc finger protein-like 1 7542 NP_006773.2 4.516129032 1 1 1 3 310 34.092 8.07 0.62 0.58 0.6 Non-Significant #N/A VNVCEHCLVANHAK 3 33300635 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C4; C7] 0.623 0.578 3.836354733 1.27 0 2109.10977 4 528.0375366 8.793764385 0.004636754 40.4290073807201093 ARPP19 cAMP-regulated phosphoprotein 19 isoform 1 10776 NP_001293120.1 6.106870229 1 1 1 4 131 14.475 8.31 1.17 1.08 1.12 Non-Significant #N/A KPSLVASK 4 807201093 3xTMT6plex [N-Term; K1; K8] 1.167 1.08 4.152664661 22.75 0 1517.002975 3 506.3384399 -1.455966677 -0.000736235 42.2155439783367077 MUC16 mucin-16 94025 NP_078966.2 0.151650927 1 1 1 4 14507 1518.242 5.26 0.47 0.41 0.44 Non-Significant #N/A VGTSSSGHESPSSVLPDSETTK 4 83367077 2xTMT6plex [N-Term; K22] 0.473 0.412 2.127835512 5.09 0 2647.346289 3 883.121521 1.405312292 0.001240116 38.834391215031645 COX17 cytochrome c oxidase copper chaperone 10063 NP_005685.1 11.11111111 1 1 1 4 63 6.91 7.24 0.69 0.68 0.68 Non-Significant #N/A DACIIEK 4 5031645 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.691 0.676 2.936024666 36.66 0 1306.744094 2 653.8756104 -0.114939777 -7.51E-05 44.737106959910186 ENY2 transcription and mRNA export factor ENY2 isoform 1 56943 NP_064574.1 6.930693069 1 1 1 4 101 11.521 9.33 2.12 0.64 1.38 Non-Significant #N/A LIECGWK 4 9910186 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 2.115 0.638 2.745290279 24.84 0 1363.780814 2 682.3928833 -1.704224325 -0.001162094 60.4403501813236510 UBL5 ubiquitin-like protein 5 59286 NP_077268.1 12.32876712 1 1 1 6 73 8.541 8.44 1.31 1.68 1.55 1.51 Significant 0.0051 LIAAQTGTR 6 13236510 1xTMT6plex [N-Term] 1.307 1.677 1.548 2.717528343 15.59 0 1159.699638 2 580.3534546 -0.004320354 -2.51E-06 34.6389145657242761 RIPK1 receptor-interacting serine/threonine-protein kinase 1 isoform 1 8737 NP_003795.2 1.043219076 1 1 1 4 671 75.883 6.33 1.25 1.26 1.25 Non-Significant #N/A EVDGTAK 4 57242761 2xTMT6plex [N-Term; K7] 1.248 1.255 2.739374161 33.16 0 1177.682874 2 589.3453369 0.44432006 0.000261634 26.79524175815890946 TGFA protransforming growth factor alpha isoform 3 precursor 7039 NP_001295087.1 6.024096386 1 1 1 4 166 17.778 7.53 0.86 0.72 0.79 Non-Significant #N/A TACCHSETVV 4 815890946 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C4] 0.856 0.72 2.010080576 27.21 0 1392.644902 2 696.8267822 0.995338527 0.000693077 28.4845499385794840 ATP5G2 ATP synthase F(0) complex subunit C2, mitochondrial isoform b precursor 517 NP_005167.2 3.535353535 1 1 1 6 198 20.5 8.59 0.89 0.96 0.84 0.9 Significant 0.0015 DIDTAAK 6 85794840 2xTMT6plex [N-Term; K7] 0.887 0.964 0.838 3.107771397 42.44 0 1191.698524 2 596.3475952 -8.903418187 -0.005305095 34.2631525258761544 KDM1A lysine-specific histone demethylase 1A isoform a 23028 NP_001009999.1 0.799086758 1 1 1 4 876 95.096 6.25 1.51 1.87 1.69 Non-Significant #N/A IKPLPTK 4 58761544 3xTMT6plex [N-Term; K2; K7] 1.513 1.872 2.986749411 8.03 0 1484.017897 3 495.3440247 -0.253625911 -0.000125462 41.5818087119923475 TRMT6 tRNA (adenine(58)-N(1))-methyltransferase non-catalytic subunit TRM6 isoform 1 51605 NP_057023.2 1.408450704 1 1 1 4 497 55.764 7.55 1.23 0.44 0.84 Non-Significant #N/A LTQDDIK 4 19923475 2xTMT6plex [N-Term; K7] 1.234 0.44 2.77338624 32.81 0 1290.766938 2 645.8865356 -0.88567572 -0.0005716 34.42895843258645120 SLC25A26 S-adenosylmethionine mitochondrial carrier protein isoform a 115286 NP_775742.4 2.919708029 1 1 1 6 274 29.335 9.35 1.17 0.66 0.91 Non-Significant #N/A AQVSASTR 6 258645120 1xTMT6plex [N-Term] 1.168 0.656 2.285548687 20.56 0 1048.594838 2 524.8004761 -1.108771015 -0.000581326 18.1186104728076869 SERPINB4 serpin B4 isoform 1 6318 NP_002965.1 1.794871795 1 1 1 4 390 44.825 6.21 0.48 0.59 0.54 Non-Significant #N/A VLEIPYK 4 28076869 2xTMT6plex [N-Term; K7] 0.484 0.592 2.717597246 25.09 0 1319.833895 2 660.420105 -0.728833428 -0.00048097 75.622497428875786 FCHSD1 F-BAR and double SH3 domains protein 1 89848 NP_258260.1 1.449275362 1 1 1 2 690 76.895 5.34 0.74 0.6 0.67 Non-Significant #N/A AQAEVLQSVR 2 28875786 1xTMT6plex [N-Term] 0.744 0.597 2.392942429 0 1329.76878 2 665.3881226 0.142000016 9.44E-05 41.2270525847458811 SFXN4 sideroflexin-4 119559 NP_998814.1 2.077151335 1 1 1 4 337 37.974 9.19 1.01 0.92 0.96 Non-Significant #N/A GIAVMDK 4 47458811 2xTMT6plex [N-Term; K7] 1.01 0.915 2.759651661 37.68 0 1191.717151 2 596.3612671 -1.588850434 -0.00094673 44.121319544758940 C14orf2 6.8 kDa mitochondrial proteolipid isoform 1 9556 NP_004885.1 12.06896552 1 1 1 4 58 6.658 10.08 1.27 0.87 1.07 Non-Significant #N/A MLQSIIK 4 4758940 2xTMT6plex [N-Term; K7] 1.273 0.868 2.84809351 25.89 0 1290.82195 2 645.914978 0.564775558 0.000364512 74.8015907715812186 FBXO3 F-box only protein 3 isoform 1 26273 NP_036307.2 1.486199575 1 1 1 4 471 54.525 5 0.83 0.84 0.83 Non-Significant #N/A AWDDLKK 4 15812186 3xTMT6plex [N-Term; K6; K7] 0.825 0.837 2.567801952 11.28 1 1562.95094 3 521.6556396 0.912373688 0.000475332 43.9089677534577087 RNF13 E3 ubiquitin-protein ligase RNF13 11342 NP_899237.1 1.837270341 1 1 1 6 381 42.787 4.98 0.82 0.73 0.85 0.8 Significant 0.002 LPAEGLK 6 34577087 2xTMT6plex [N-Term; K7] 0.823 0.731 0.854 2.33033061 42.8 0 1185.76073 2 593.383667 -0.567581307 -0.000336508 45.62201748



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-STE-6M/OKF6P_R1 OKF6-STE-6M/OKF6P_R2 OKF6-STE-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(A). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with chewing tobacco using Sequest and Mascot search algorithms40254992 CBR4 carbonyl reductase family member 4 84869 NP_116172.2 3.375527426 1 1 1 4 237 25.285 9.33 1.05 1.33 1.19 Non-Significant #N/A AVAQLMAR 4 40254992 1xTMT6plex [N-Term] 1.049 1.325 2.381381035 18.46 0 1088.644765 2 544.8260498 0.052973547 2.88E-05 54.81085168961525471 PARP10 poly [ADP-ribose] polymerase 10 isoform 2 84875 NP_001304824.1 0.771456123 1 1 1 4 1037 111.323 5.02 0.62 0.74 0.68 Non-Significant #N/A ASLSVQDR 4 961525471 1xTMT6plex [N-Term] 0.62 0.737 2.085650206 19.79 0 1104.621053 2 552.8145142 0.632615421 0.0003494 38.8267635162899047 RINT1 RAD50-interacting protein 1 60561 NP_068749.3 0.883838384 1 1 1 6 792 90.574 5.45 0.8 0.29 100 33.7 Non-Significant #N/A DLVDDFR 6 62899047 1xTMT6plex [N-Term] 0.796 0.294 100 2.561314821 29.06 0 1108.583605 2 554.7946777 -1.376469256 -0.000762966 51.059178658923712 ACTR10 actin-related protein 10 55860 NP_060947.1 1.678657074 1 1 1 6 417 46.277 7.37 0.99 1.13 1.13 1.08 Significant 0.0019 YLVEKPK 6 8923712 3xTMT6plex [N-Term; K5; K7] 0.991 1.127 1.126 2.446733713 5.08 0 1564.007726 3 522.007019 -0.781601697 -0.000407477 38.795800264503381 DR1 protein Dr1 1810 NP_001929.1 3.977272727 1 1 1 4 176 19.432 4.75 1.24 1.23 1.24 Non-Significant #N/A EVLQECK 4 4503381 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.241 1.232 3.13064146 29.37 0 1363.765558 2 682.3857422 -0.990063866 -0.000675107 45.589411084502327 AUH methylglutaconyl-CoA hydratase, mitochondrial isoform 1 precursor 549 NP_001689.1 2.064896755 1 1 1 4 339 35.586 9.48 0.44 0.57 0.51 Non-Significant #N/A ELIFSAR 4 4502327 1xTMT6plex [N-Term] 0.444 0.57 2.525931358 22.34 0 1064.630161 2 532.8192139 0.92991389 0.000495007 48.8942608197333730 TOMM5 mitochondrial import receptor subunit TOM5 homolog isoform 3 401505 NP_001127956.1 7.608695652 1 1 1 4 92 10.026 6.51 1.07 1.19 1.13 Non-Significant #N/A LDPEEMK 4 197333730 2xTMT6plex [N-Term; K7] 1.071 1.185 2.684461594 33.35 0 1319.72811 2 660.3678589 0.251274058 0.000165807 58.199196626912328 DDAH1 N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 isoform 1 23576 NP_036269.1 2.807017544 1 1 1 4 285 31.102 5.81 0.76 1.2 0.98 Non-Significant #N/A GEEVDVAR 4 6912328 1xTMT6plex [N-Term] 0.764 1.196 1.751292825 9.08 0 1103.589418 2 552.2984619 0.207321782 0.000114399 27.5674057474229027 FBXO7 F-box only protein 7 isoform 1 25793 NP_036311.3 1.340996169 1 1 1 4 522 58.466 6.55 0.99 0.94 0.97 Non-Significant #N/A VQDTDWK 4 74229027 2xTMT6plex [N-Term; K7] 0.994 0.939 3.156546593 26.22 0 1349.746537 2 675.3775635 0.973185031 0.000656777 44.8412163421361091 UCHL1 ubiquitin carboxyl-terminal hydrolase isozyme L1 7345 NP_004172.2 3.139013453 1 1 1 4 223 24.808 5.48 0.76 0.57 0.66 Non-Significant #N/A GQEVSPK 4 21361091 2xTMT6plex [N-Term; K7] 0.762 0.565 2.577727556 26.64 0 1202.714508 2 601.8609619 0.115387421 6.94E-05 30.8727225621389511 ZMAT2 zinc finger matrin-type protein 2 153527 NP_653324.1 4.020100503 1 1 1 6 199 23.597 9.01 1.16 1.44 1.1 1.23 Significant 0.0071 ELREEEEK 6 21389511 2xTMT6plex [N-Term; K8] 1.16 1.437 1.102 2.420421362 11.71 1 1519.836808 3 507.2837219 -0.128749688 -6.52E-05 36.44811537226958575 RASAL2 ras GTPase-activating protein nGAP isoform 2 9462 NP_733793.2 0.546875 1 1 1 4 1280 143.809 7.55 0.86 1.01 0.93 Non-Significant #N/A SIEEYLK 4 226958575 2xTMT6plex [N-Term; K7] 0.859 1.009 2.224735498 24.27 0 1339.787339 2 670.397583 0.410838055 0.000275218 68.493568975031579 AKAP8 A-kinase anchor protein 8 10270 NP_005849.1 1.011560694 1 1 1 4 692 76.061 5.15 0.81 0.86 0.83 Non-Significant #N/A LAAEQFK 4 5031579 2xTMT6plex [N-Term; K7] 0.814 0.855 3.019937754 23.82 0 1264.766544 2 632.8868408 -0.109893304 -6.95E-05 45.48718137657257 TOMM20 mitochondrial import receptor subunit TOM20 homolog 9804 NP_055580.1 4.827586207 1 1 1 3 145 16.288 8.6 0.75 0.74 0.74 Non-Significant #N/A DAEAVQK 3 7657257 2xTMT6plex [N-Term; K7] 0.751 0.737 2.085297823 18.92 0 1218.709423 2 609.8582153 -0.220713759 -0.000134493 28.25512919133922600 CLASRP CLK4-associating serine/arginine rich protein isoform 1 11129 NP_008987.2 1.038575668 1 1 1 4 674 77.116 10.4 1.14 1.07 1.11 Non-Significant #N/A GMMVDYK 4 133922600 2xTMT6plex [N-Term; K7] 1.138 1.074 2.507532835 15.06 0 1301.699786 2 651.3529053 -0.96216742 -0.000626227 46.49940681388240768 RTN3 reticulon-3 isoform e 10313 NP_001252518.1 0.775193798 1 1 1 2 1032 112.541 4.96 0.71 0.71 0.71 Non-Significant #N/A SEEGHPFK 2 388240768 2xTMT6plex [N-Term; K8] 0.713 0.71 2.290108442 19.69 0 1388.757436 3 463.5904236 -0.517230748 -0.000239436 35.06028654116517313 MPDU1 mannose-P-dolichol utilization defect 1 protein 9526 NP_004861.2 4.048582996 1 1 1 4 247 26.62 8.94 0.9 0.99 1.11 1 Significant 0.0037 LLVPILLPEK 4 116517313 2xTMT6plex [N-Term; K10] 0.895 0.993 1.109 1.458228827 8.34 0 1593.075522 2 797.0405884 -1.018327232 -0.000811136 92.07410016557636683 REPS1 ralBP1-associated Eps domain-containing protein 1 isoform c 85021 NP_001273540.1 0.879396985 1 1 1 9 796 86.609 5.69 1 1.14 1.1 1.08 Significant 0.0015 AIQASIR 9 557636683 1xTMT6plex [N-Term] 0.997 1.139 1.098 2.749065161 28.54 0 987.6148454 2 494.3110352 -0.052366062 -2.59E-05 34.1275055616418461 TOP1MT DNA topoisomerase I, mitochondrial isoform 1 precursor 116447 NP_443195.1 1.164725458 1 1 1 3 601 69.828 9.41 0.05 0.01 0.03 Non-Significant #N/A LKEEAEK 3 16418461 3xTMT6plex [N-Term; K2; K7] 0.045 0.011 1.89841485 4.86 1 1533.94552 3 511.9862976 -0.769491301 -0.000393453 38.4389634637588869 RNF123 E3 ubiquitin-protein ligase RNF123 63891 NP_071347.2 0.608828006 1 1 1 4 1314 148.42 6.74 1.18 0.91 1.04 Non-Significant #N/A GAGMSFSR 4 37588869 1xTMT6plex [N-Term] 1.178 0.907 2.600286722 19.93 0 1041.534881 2 521.2711792 0.193222946 0.000100624 34.702017965802976 ADIRF adipogenesis regulatory factor 10974 NP_006820.1 9.210526316 1 1 1 4 76 7.85 5.31 0.45 0.43 0.44 Non-Significant #N/A AMDQLAK 4 5802976 2xTMT6plex [N-Term; K7] 0.445 0.433 2.859834194 37.43 0 1234.722965 2 617.8641357 -1.595325981 -0.000984893 47.89749726282721090 C1orf127 uncharacterized protein C1orf127 precursor 148345 NP_001164225.1 1.336573512 1 1 1 4 823 88.963 5.77 0.51 0.49 0.5 Non-Significant #N/A GSYIEETLSLR 4 282721090 1xTMT6plex [N-Term] 0.508 0.487 1.579619169 20.19 0 1496.815789 2 748.9105835 -1.268671687 -0.000949484 44.11177329296010864 STAT6 signal transducer and activator of transcription 6 isoform 1 6778 NP_001171549.1 0.826446281 1 1 1 3 847 94.075 6.23 0.83 0.77 0.8 Non-Significant #N/A AVMEQFR 3 296010864 1xTMT6plex [N-Term] 0.826 0.772 2.601569414 25.68 0 1109.597481 2 555.3018799 -0.899086734 -0.000498812 50.9547196427886653 KCNH7 potassium voltage-gated channel subfamily H member 7 isoform 1 90134 NP_150375.2 1.839464883 1 1 1 4 1196 134.915 7.65 100 0.01 0.73 33.58 Non-Significant #N/A ESLSSGVHLNTASEDNLTSLLK 4 27886653 2xTMT6plex [N-Term; K22] 100 0.01 0.732 1.151159167 2.13 0 2773.498373 3 925.1674805 -3.780486713 -0.003495058 93.89400823
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51317399 LIPA lysosomal acid lipase/cholesteryl ester hydrolase isoform 1 precursor 3988 NP_000226.2 6.766917293 1 2 2 14 399 45.39 6.92 2.01 1.91 1.64 1.85 Significant 0.00354

DLFGDKEFLPQSAFLK 8 51317399 3xTMT6plex [N-Term; K6; K16] 1.966 1.825 1.64 5.151437283 18.72 1 2542.452423 3 848.1553955 -0.310446935 -0.000263099 89.29060559FQAFDWGSSAK 6 51317399 2xTMT6plex [N-Term; K11] 2.078 2.023 4.447390079 49.74 0 1701.900077 2 851.4536133 -0.074762027 -6.36E-05 69.67254445751130516 SLC29A1 equilibrative nucleoside transporter 1 isoform 5 2030 NP_001291391.1 2.056074766 1 1 1 6 535 58.925 8.15 2.37 2.97 1.61 2.32 Significant 0.0277 SSIAGSSTWER 6 751130516 1xTMT6plex [N-Term] 2.373 2.972 1.614 3.938947439 44.38 0 1409.722223 2 705.362793 -2.77645655 -0.001957016 32.582273914504437 HMOX1 heme oxygenase 1 3162 NP_002124.1 31.59722222 1 6 6 44 288 32.798 8.25 2.28 1.91 1.58 1.92 Significant 0.0109 ESPVFAPVYFPEELHR 10 4504437 1xTMT6plex [N-Term] 2.733 1.051 1.183 5.477221489 41.55 0 2146.117057 3 716.0431519 -1.003763325 -0.000718065 73.9448305TEPELLVAHAYTR 6 4504437 1xTMT6plex [N-Term] 1.526 1.475 0.923 4.922843933 30.12 0 1728.9482 3 576.9868164 -1.332863095 -0.00076815 49.00719694ALDLPSSGEGLAFFTFPNIASATK 14 4504437 2xTMT6plex [N-Term; K24] 3.429 3.264 5.32 6.341835976 85.23 0 2912.580981 3 971.5333862 1.587815562 0.001541547 110.3537114EVHTQAENAEFMR 6 4504437 1xTMT6plex [N-Term] 1.474 1.517 4.439490318 20.97 0 1790.869298 3 597.6278076 -0.239290739 -0.000142846 28.00633962AALEQDLAFWYGPR 4 4504437 1xTMT6plex [N-Term] 0.684 1.796 3.121340036 16.1 0 1865.97475 2 933.4899292 -1.161715379 -0.001083866 86.59143603VQDSAPVETPR 4 4504437 1xTMT6plex [N-Term] 2.515 2.272 4.276658058 51.65 0 1427.769174 2 714.387146 -1.511559328 -0.001079079 25.54973369259906438 TNFRSF10A tumor necrosis factor receptor superfamily member 10A 8797 NP_003835.3 5.982905983 1 2 2 10 468 50.057 7.03 2.2 2.91 2.59 2.57 Significant 0.00634 NASIHTLLDALER 4 259906438 1xTMT6plex [N-Term] 2.117 2.63 3.836667538 32.4 0 1681.943449 3 561.3189697 -0.650117168 -0.000364487 73.09335052FANIVPFDSWDQLMR 6 259906438 1xTMT6plex [N-Term] 2.404 100 2.587 3.223121881 21.38 0 2068.052348 2 1034.530518 0.682142428 0.000705353 104.003114310835145 IL1B interleukin-1 beta proprotein 3553 NP_000567.1 24.16356877 1 7 7 63 269 30.728 4.83 1.87 1.93 2.06 1.95 Significant 0.000823 SLVMSGPYELK 8 10835145 2xTMT6plex [N-Term; K11] 2.219 2.469 1.856 4.403903961 55 0 1681.9599 2 841.4832764 -0.371070455 -0.000312063 63.69785886DDKPTLQLESVDPK 10 10835145 3xTMT6plex [N-Term; K3; K14] 1.979 2.065 2.064 5.200239182 22.7 0 2272.300339 3 758.1040649 -1.186927509 -0.000899019 56.0517246GGQDITDFTMQFVSS 32 10835145 1xTMT6plex [N-Term] 1.585 1.706 2.926 3.300441265 49.98 0 1861.883945 2 931.4462891 0.72851748 0.000678207 82.52857981NLYLSCVLK 6 10835145 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.677 2.25 1.968 3.778933525 46.83 0 1567.928207 2 784.4664917 -1.594327822 -0.001249896 71.98142215
IPVALGLK 4 10835145 2xTMT6plex [N-Term; K8] 1.415 1.432 3.012294769 40.89 0 1268.870615 2 634.9390259 0.12607102 8.00E-05 76.28116719ISDHHYSK 2 10835145 2xTMT6plex [N-Term; K8] 1.948 2.71370554 14.5 0 1444.794884 3 482.269928 0.240003305 0.000115585 19.66978016

NLYLSCVLKDDKPTLQLESVDPK 1 10835145 4xTMT6plex [N-Term; K9; K12; K23]; 1xCarbamidomethyl [C6] 1.781 3.569511652 1 3592.047772 4 898.7695313 2.372802519 0.002130805 84.5080397453759151 SCD acyl-CoA desaturase 6319 NP_005054.3 20.33426184 1 6 6 41 359 41.496 9 4.08 3.24 2.46 3.26 Significant 0.02 ENILVSLGAVGEGFHNYHHSFPYDYSASEYR 6 53759151 1xTMT6plex [N-Term] 6.249 2.962 2.424 5.209783554 28.08 0 3787.797853 5 758.3655396 0.194805513 0.000147577 79.10266675EKGSTLDLSDLEAEK 3 53759151 3xTMT6plex [N-Term; K2; K15] 1.507 1.24 3.729586601 16.49 1 2322.300732 3 774.7701416 -2.093154967 -0.001620312 60.08708724GSTLDLSDLEAEK 10 53759151 2xTMT6plex [N-Term; K13] 4.676 4.673 2.748 3.84041357 66.79 0 1836.000245 2 918.5037231 -0.040768479 -3.74E-05 61.62139093FSETHADPHNSR 8 53759151 1xTMT6plex [N-Term] 3.81 4.692 3.656 4.217797756 36.77 0 1626.782198 4 407.4498901 -2.745968779 -0.001116773 16.3171013TGDGNYK 12 53759151 2xTMT6plex [N-Term; K7] 2.444 2.735 3.084 2.394496918 20.28 0 1212.662473 2 606.8353882 0.846812044 0.000513449 19.95604158DKEGPSPK 2 53759151 3xTMT6plex [N-Term; K2; K8] 2.949 3.388 2.760040283 1 1544.925119 3 515.6464233 -0.260252399 -0.000134023 21.631205721493022 AKAP12 A-kinase anchor protein 12 isoform 1 9590 NP_005091.2 27.1043771 1 33 33 135 1782 191.367 4.41 2.99 2.68 3.61 3.09 Significant 0.00772 QLLQTVNVPIIDGAK 2 21493022 2xTMT6plex [N-Term; K15] 5.364 4.507096767 33.24 0 2067.257797 3 689.7571411 -0.448178334 -0.000308833 84.31697986VLGETANILETGETLEPAGAHLVLEEK 4 21493022 2xTMT6plex [N-Term; K27] 1.473 5.905 5.649295807 53.47 0 3291.808808 3 1097.940063 -0.963303307 -0.001057003 94.16312595LVQNIIQTAVDQFVR 9 21493022 1xTMT6plex [N-Term] 3.421 2.042 6.815 4.563221455 48.88 0 1973.138126 3 658.383606 -0.943531971 -0.000620573 112.9835519EKEDAQEVELQEGK 4 21493022 3xTMT6plex [N-Term; K2; K14] 5.676 5.829 4.348145962 15.78 1 2319.264681 3 773.7596436 -0.131044093 -0.000101309 36.88280354LTASEQAHPQEPAESAHEPR 6 21493022 1xTMT6plex [N-Term] 0.902 1.531 100 6.657598972 70.65 0 2414.18978 4 604.3031616 0.429267982 0.000259084 23.65049114TEETATEMLTSELQTQAHVIK 2 21493022 2xTMT6plex [N-Term; K21] 3.977 5.077648163 36.28 0 2818.490845 3 940.1697998 1.41956965 0.001333681 79.33677764VKEESQLPGTGGPEDVLQPVQR 6 21493022 2xTMT6plex [N-Term; K2] 12.039 14.406 100 6.563004971 57.74 1 2821.545992 3 941.1856689 -1.254157852 -0.001179555 54.7005089VLSKPPEGVVSEVEMLSSQER 6 21493022 2xTMT6plex [N-Term; K4] 15.208 3.832 100 6.346276283 22.39 0 2758.506101 3 920.1729126 -0.694860537 -0.000638926 81.2445286
EQSHAEISPPAESGQAVEECKEEGEEK 2 21493022 3xTMT6plex [N-Term; K21; K27]; 1xCarbamidomethyl [C20] 8.349 6.984357357 36.69 1 3671.794975 4 918.7037354 -0.507387739 -0.000465756 40.60641118

ELSESQVHMMAAAVADGTR 2 21493022 1xTMT6plex [N-Term] 1.338 5.542293549 16.68 0 2232.095017 3 744.7025146 -0.907844277 -0.000675465 62.27386043TEGTQEADQYADEK 4 21493022 2xTMT6plex [N-Term; K14] 4.705 100 4.360132694 58.5 0 2042.991865 2 1021.998291 -1.252642653 -0.001279569 31.1511907
GEGTEEAECK 4 21493022 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 2.888 4.397 3.787749052 49.25 0 1567.767408 2 784.3870239 -0.406347545 -0.000318529 20.44787346
STPVIVSATTK 6 21493022 2xTMT6plex [N-Term; K11] 6.709 4.689 4.833 4.298372746 73.04 0 1561.956529 2 781.4806519 -1.602047826 -0.001251165 54.72505252EESESTAVGQAHSDISK 6 21493022 2xTMT6plex [N-Term; K17] 4.335 4.881 3.891 5.357919216 57.68 0 2233.13484 3 745.0499268 0.173179618 0.000128911 28.99846873ERPPAPSSFVFQEETK 6 21493022 2xTMT6plex [N-Term; K16] 4.249 3.274 3.229 5.550257683 11.34 0 2307.238518 3 769.7504272 -0.775429894 -0.000596367 62.83427035GLSSDLEGEK 2 21493022 2xTMT6plex [N-Term; K10] 2.922 3.244449377 37.23 0 1492.825909 2 746.9161377 -0.609849661 -0.0004552 41.05505288AITPQAQEELQK 6 21493022 2xTMT6plex [N-Term; K12] 100 10.736 6.009 4.210847855 61.48 0 1814.042384 2 907.5234985 -1.468394405 -0.001331865 45.28063313DVPFFEGLEGSIDTGITVSR 3 21493022 1xTMT6plex [N-Term] 0.923 100 3.990233183 22.46 0 2368.223372 3 790.0778198 -1.885644486 -0.001488542 93.68062954SAESPTSPVTSETGSTFK 2 21493022 2xTMT6plex [N-Term; K18] 100 2.956716299 38.22 0 2271.175642 2 1136.092163 0.619538995 0.000703541 44.01957134

SSEKNEDFAAHPGEDAVPTGPDCQAK 4 21493022 3xTMT6plex [N-Term; K4; K26]; 1xCarbamidomethyl [C23] 1.605 2.023 5.789912701 7.05 1 3444.694473 4 861.9296875 0.710449074 0.00061182 38.79330081
EDEVEASEK 6 21493022 2xTMT6plex [N-Term; K9] 4.316 7.64 100 4.02320528 48.26 0 1493.773539 2 747.3903198 -0.117950652 -8.81E-05 23.89993292AEAERPEEQAEASGLK 3 21493022 2xTMT6plex [N-Term; K16] 0.915 1.264 3.097323656 5.79 0 2173.150096 3 725.0550537 0.235323282 0.000170464 29.1723914SVPEDDGHALLAER 4 21493022 1xTMT6plex [N-Term] 1.988 1.638 4.317504883 22.02 0 1737.896893 3 579.9708252 0.592247987 0.000343089 37.44809313MEAQQAQK 2 21493022 2xTMT6plex [N-Term; K8] 4.119 3.118522406 41.89 0 1391.771706 2 696.388855 -0.914172243 -0.00063616 35.94548179SAEQPEQK 6 21493022 2xTMT6plex [N-Term; K8] 3.838 6.647 6.494 3.283498287 28.41 0 1374.762915 2 687.8846436 -0.657990272 -0.00045229 18.12826312LFTSTGLK 6 21493022 2xTMT6plex [N-Term; K8] 3.019 1.946 1.85 2.758616209 38.4 0 1324.824059 2 662.9152832 -0.580502554 -0.000384532 58.66671108GSVEEPKPEEPKR 2 21493022 3xTMT6plex [N-Term; K7; K12] 3.34 4.163550377 12.1 1 2169.248244 4 543.0683594 1.550795309 0.000841015 26.22569323ETDVVLK 4 21493022 2xTMT6plex [N-Term; K7] 2.691 100 2.237998962 18.58 0 1261.776774 2 631.3908691 -1.832843017 -0.001156319 54.19300538VDAQEAK 4 21493022 2xTMT6plex [N-Term; K7] 2.285 3.152 2.510532379 35.11 0 1218.709423 2 609.8580322 -0.521204532 -0.000317598 21.43934488DKTEKPDTVQLLTVK 1 21493022 4xTMT6plex [N-Term; K2; K5; K15] 2.64 3.246473551 1 2631.610269 4 658.6574097 -0.93493256 -0.000615095 57.70579771LSAEYEK 4 21493022 2xTMT6plex [N-Term; K7] 1.044 1.764 2.027664661 18.63 0 1297.740389 2 649.3745117 1.046463154 0.000679019 36.25526757VHSESDK 4 21493022 2xTMT6plex [N-Term; K7] 3.244 3.842 2.714776278 16.93 0 1259.699587 3 420.5714111 0.074262498 3.12E-05 15.72997504DSDKEMATK 3 21493022 3xTMT6plex [N-Term; K4; K9] 1.396 1.457 2.622485161 1 1711.950347 3 571.3213501 -0.496607295 -0.000283389 23.67770838

4826754 FGFBP1 fibroblast growth factor-binding protein 1 precursor 9982 NP_005121.1 8.974358974 1 2 2 12 234 26.247 9.1 3.84 3.12 2.99 3.32 Significant 0.00629
WAATEQEEGISLK 6 4826754 2xTMT6plex [N-Term; K13] 4.908 2.787 2.683 5.001260757 66.85 0 1920.047863 2 960.5267944 -0.807892783 -0.000775596 57.50377567DFPESSLK 6 4826754 2xTMT6plex [N-Term; K8] 3.51 3.199 3.048 3.149921894 33.02 0 1380.777503 2 690.8911743 -1.760252599 -0.001215259 45.834027724885243 FOSL1 fos-related antigen 1 isoform 1 8061 NP_005429.1 13.65313653 1 3 3 12 271 29.395 8.02 2.4 2.78 2.11 2.43 Significant 0.00631 ELTDFLQAETDKLEDEK 4 4885243 3xTMT6plex [N-Term; K12; K17] 2.396 2.568 5.150713921 11.59 1 2711.459418 3 904.4894409 -2.083112901 -0.001882759 91.03279227
LELVLEAHRPICK 6 4885243 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 3.078 3.328 3.535606384 11.74 0 2036.209073 4 509.8070679 -1.292129409 -0.000657761 63.02296253

EIEELQK 2 4885243 2xTMT6plex [N-Term; K7] 1.28 2.80645895 16.89 0 1346.793153 2 673.9005127 0.442666807 0.00029809 40.06240489
5454120 TIMM17A mitochondrial import inner membrane translocase subunit Tim17-A 10440 NP_006326.1 26.31578947 1 2 2 10 171 18.012 7.87 3.6 3.29 2.86 3.25 Significant 0.00433

GKEDPWNSITSGALTGAILAAR 8 5454120 2xTMT6plex [N-Term; K2] 3.6 3.291 3.516 6.408056259 55.12 1 2686.492835 3 896.1693726 0.271672335 0.000243282 87.13138529
IVDDCGGAFTMGTIGGGIFQAIK 2 5454120 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C5] 1.324 3.535844803 1.48 0 2786.462128 3 929.4957886 3.834275208 0.003561354 103.04207645803137 RBM3 RNA-binding protein 3 5935 NP_006734.1 31.84713376 1 2 2 16 157 17.16 8.91 1.58 2.27 5.95 3.27 Non-Significant 0.138 GFGFITFTNPEHASVAMR 10 5803137 1xTMT6plex [N-Term] 2.123 1.596 5.954 5.980638981 39.16 0 2211.121824 3 737.711792 -0.452970717 -0.000333858 73.46086865LFVGGLNFNTDEQALEDHFSSFGPISEVVVVK 4 5803137 2xTMT6plex [N-Term; K32] 4.444 5.565 5.765999317 57.33 0 3953.07369 3 1318.361694 -0.799398755 -0.001053361 112.0877493GFGFITFTNPEHASVAMR 2 5803137 1xTMT6plex [N-Term]; 1xOxidation [M17] 0.661 3.87151289 9.27 0 2227.116739 3 737.711792 -0.452970717 -0.000333858 73.46086865258679465 SMIM12 small integral membrane protein 12 113444 NP_001158297.1 31.52173913 1 3 3 12 92 10.793 8.44 1.41 2.29 3.12 2.27 Significant 0.0441 GKDPQPVEEEK 4 258679465 3xTMT6plex [N-Term; K2; K11] 2.343 3.121 3.705194235 23.11 1 1943.105268 3 648.3724365 -1.292518593 -0.000837167 27.21640364MWPVFWTVVR 2 258679465 1xTMT6plex [N-Term] 1.216 2.989049911 6.84 0 1549.855092 2 775.432312 1.455022117 0.001127537 104.4717192KLDELLGK 6 258679465 3xTMT6plex [N-Term; K1; K8] 1.461 2.176 3.742640495 23.98 1 1603.039755 3 535.0181885 0.160644605 8.58E-05 63.2159354224308324 FAR1 fatty acyl-CoA reductase 1 84188 NP_115604.1 18.44660194 1 6 6 20 515 59.319 9.17 1.74 1.6 2.04 1.79 Significant 0.0052

LALSEEDKEVIIDSTNIIFHCAATVR 4 24308324 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C21] 7.34 2.611 6.93401432 23.4 1 3402.834312 4 851.461853 -2.565367522 -0.00218238 107.1612706
NVLLTGATGFLGK 2 24308324 2xTMT6plex [N-Term; K13] 2.101 3.868164539 36.94 0 1749.067477 3 583.6945801 0.977763521 0.000570058 83.04493521LNVAIVRPSIVGASWK 2 24308324 2xTMT6plex [N-Term; K16] 1.86 3.666967869 14.46 0 2168.331965 3 723.4487305 -0.150550633 -0.000108815 78.83177873LIDSLEWMDDGLVNDITPK 2 24308324 2xTMT6plex [N-Term; K19] 2.797 2.75138855 6.14 0 2632.394426 3 878.135498 -0.943935054 -0.00082827 107.7379811VEEVLSGK 6 24308324 2xTMT6plex [N-Term; K8] 3.148 2.272 1.976 3.340510368 41.1 0 1318.798238 2 659.902771 0.020762985 1.37E-05 46.94978158ALAEYVVQQEGAK 4 24308324 2xTMT6plex [N-Term; K13] 1.013 1.308 2.813255072 14 0 1864.058034 3 622.0250854 1.431746012 0.000889619 56.50856757

9910278 C5orf15 keratinocyte-associated transmembrane protein 2 precursor 56951 NP_064584.1 8.679245283 1 2 2 8 265 29.217 5.08 1.87 2.44 2.19 2.17 Significant 0.00575
LDQNVNEAMPSLK 2 9910278 2xTMT6plex [N-Term; K13] 2.214 3.519227028 30.54 0 1917.051569 2 959.0308228 1.460710738 0.001400129 56.51264033GYMEIEQSVK 6 9910278 2xTMT6plex [N-Term; K10] 1.872 2.437 2.158 3.818622351 58.65 0 1641.892215 2 821.4492798 -0.567424389 -0.000465825 51.67355487

295842578 MX1 interferon-induced GTP-binding protein Mx1 isoform a 4599 NP_001171517.1 73.56495468 1 34 39 522 662 75.473 5.83 0.42 0.4 0.41 0.41 Significant 0.000198
VSYQDYEIEISDASEVEK 4 295842578 2xTMT6plex [N-Term; K18] 0.374 0.32 4.015494347 25.75 0 2562.286315 3 854.7674561 0.585388937 0.000499978 69.36598653VAVGNQPADIGYK 6 295842578 2xTMT6plex [N-Term; K13] 0.418 0.463 0.38 5.056335926 54.43 0 1790.021255 2 895.5134888 -0.868113121 -0.00077697 44.89744067LHFQMEQIVYCQDQVYR 6 295842578 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.414 0.406 0.393 5.477165222 34.81 0 2486.215801 3 829.4115601 1.739875428 0.001441902 67.62463498AQNAIAGEGMGISHELITLEISSR 12 295842578 1xTMT6plex [N-Term] 0.296 0.411 0.365 9.28678894 101.85 0 2726.434444 3 909.4815063 -1.642459088 -0.001492686 83.38660916AMLQLLQDKDTYSWLLK 26 295842578 3xTMT6plex [N-Term; K9; K17] 0.492 0.451 0.423 5.657112122 33.76 1 2753.58787 3 918.5335083 -0.689445097 -0.000632816 107.1018954SWDFGAFQSSSATDSSMEEIFQHLMAYHQEASK 14 295842578 2xTMT6plex [N-Term; K33] 0.404 0.351 0.262 8.407405853 59.96 0 4210.952665 4 1053.49292 -0.668459782 -0.000703713 107.2331968SSVLEALSGVALPR 44 295842578 1xTMT6plex [N-Term] 0.387 0.358 0.357 5.844465256 81.23 0 1627.958037 2 814.4802856 -2.912962638 -0.00237109 84.61871123YGVDIPEDENEK 12 295842578 2xTMT6plex [N-Term; K12] 0.408 0.398 0.386 3.886770248 52.29 0 1865.953294 2 933.4789429 -1.439059499 -0.001342609 44.7950119VNAFNQDITALMQGEETVGEEDIR 20 295842578 1xTMT6plex [N-Term] 0.41 0.405 0.493 7.147995472 80.79 0 2908.419582 3 970.1434937 -1.256284682 -0.001217934 90.59842291SLPLLENQIK 22 295842578 2xTMT6plex [N-Term; K10] 0.379 0.405 0.396 4.412405014 68.93 0 1613.003814 2 807.0044556 -1.35117919 -0.001089729 68.92981033WSTIIENNFQEGHK 12 295842578 2xTMT6plex [N-Term; K14] 0.382 0.38 0.411 4.869488716 41.05 0 2161.144223 3 721.052063 -1.19735422 -0.000862552 64.08904821ALEEPAVDMLHTVTDMVR 18 295842578 1xTMT6plex [N-Term]; 1xOxidation [M] 0.55 0.578 0.88 5.090146542 51.07 0 2272.15147 2 1128.581177 -0.655022973 -0.000738917 91.62868981ALEEPAVDMLHTVTDMVR 16 295842578 1xTMT6plex [N-Term] 0.394 0.415 0.334 6.530286312 63.62 0 2256.156555 2 1128.581177 -0.655022973 -0.000738917 91.62868981GQQEIQDQLSLSEALQR 12 295842578 1xTMT6plex [N-Term] 0.372 0.364 0.403 5.808213234 70.83 0 2172.14579 2 1086.575195 -1.232092713 -0.001338142 59.00692097LTSELITHICK 18 295842578 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.481 0.446 0.441 5.039200306 59.85 0 1773.034462 2 887.0200806 -0.889947274 -0.000788954 63.6058671
NPGSVAENNLCSQYEEK 4 295842578 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 0.375 0.358 5.994914055 59.29 0 2397.17566 3 799.7310181 1.185315397 0.000947136 41.82725893

VSYQDYEIEISDASEVEKEINK 6 295842578 3xTMT6plex [N-Term; K18; K22] 0.615 0.557 6.31478405 35.24 1 3275.713794 4 819.6833496 -0.679455728 -0.000556426 77.81125804ALGVEQDLALPAIAVIGDQSSGK 32 295842578 2xTMT6plex [N-Term; K23] 0.392 0.377 0.566 7.463450909 69.5 0 2710.539116 2 1355.771362 -1.353247626 -0.001834015 97.41300207QETISLVVVPSNVDIATTEALSMAQEVDPEGDR 12 295842578 1xTMT6plex [N-Term] 0.416 0.662 0.443 5.174377441 30.6 0 3742.88943 3 1248.301758 0.344732999 0.000430099 110.0502152DVPDLTLIDLPGITR 47 295842578 1xTMT6plex [N-Term] 0.379 0.383 0.359 5.478868961 52.91 0 1867.073795 2 934.0414429 0.971767797 0.000907181 94.79777935VRPCIDLIDSLR 12 295842578 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.366 0.431 0.524 5.322106838 42.54 0 1685.956991 3 562.6572266 0.08014291 4.50E-05 65.15559719NFEEFFNLHR 4 295842578 1xTMT6plex [N-Term] 0.449 0.417 4.772808552 48.72 0 1581.801142 3 527.9382935 -0.515405435 -0.000271756 67.84300484TIGILTKPDLVDK 7 295842578 3xTMT6plex [N-Term; K7; K13] 0.349 0.322 0.309 4.142896175 24.12 0 2100.324703 2 1050.665649 -0.324150773 -0.000340411 77.1431181LAFTDVSIK 22 295842578 2xTMT6plex [N-Term; K9] 0.399 0.403 0.38 4.464164734 40.64 0 1451.887387 2 726.4467163 -0.848084241 -0.000615661 69.69747463
ATVPCLAEK 17 295842578 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 0.419 0.404 0.4 3.584555864 41.41 0 1446.839057 2 723.9225464 -0.857791719 -0.000620543 48.28766465
VVSEVDIAK 2 295842578 2xTMT6plex [N-Term; K9] 0.479 0.543 47.23 0 1417.866652 2 709.4371948 0.325255155 0.000230584 116.0197826ELPGFVNYR 6 295842578 1xTMT6plex [N-Term] 0.35 0.378 0.397 3.085398674 30.6 0 1323.725852 2 662.3655396 -1.548514319 -0.001024904 55.5174154IFFENHPYFR 8 295842578 1xTMT6plex [N-Term] 0.366 0.358 0.394 4.228178024 34.22 0 1598.831714 3 533.6153564 -0.123961803 -6.61E-05 62.07362548AMLQLLQDKDTYSWLLK 5 295842578 3xTMT6plex [N-Term; K9; K17]; 1xOxidation [M2] 0.48 0.571 0.485 3.451876879 10.27 1 2769.582785 3 918.5335083 -0.689445097 -0.000632816 107.1018954
DTYSWLLK 6 295842578 2xTMT6plex [N-Term; K8] 0.281 0.253 0.249 3.595368385 36.87 0 1483.856087 2 742.4313965 -0.384707961 -0.000285426 70.37758607KGYMIVK 14 295842578 3xTMT6plex [N-Term; K1; K7] 0.654 0.575 0.621 3.576924801 14.2 1 1525.974318 3 509.3296814 0.113494343 5.77E-05 45.45101165KLVNEDKWR 6 295842578 3xTMT6plex [N-Term; K1; K7] 0.46 0.441 3.27323699 2.13 2 1875.141928 4 469.5405884 -0.749054967 -0.000351146 40.28038305NLVFHLK 4 295842578 2xTMT6plex [N-Term; K7] 0.44 0.472 2.993201971 24.65 0 1328.845463 3 443.6198425 -0.367771967 -0.000162904 59.0323256EKELEEEK 12 295842578 3xTMT6plex [N-Term; K2; K8] 0.357 0.377 0.43 2.969726563 19.71 1 1720.993592 2 860.9989624 -1.710648619 -0.001472008 28.94517365EKELEEEKK 6 295842578 4xTMT6plex [N-Term; K2; K8; K9] 0.371 0.696 0.54 2.683423519 1.63 2 2078.251487 3 693.4208984 -1.609573009 -0.001115032 44.78691744MFFLIDK 16 295842578 2xTMT6plex [N-Term; K7] 0.41 0.408 0.378 3.627260208 31.15 0 1371.811051 2 686.4085083 -0.955961418 -0.000655699 91.04368155DLLEEGK 11 295842578 2xTMT6plex [N-Term; K7] 0.457 0.404 0.406 3.034810305 32.94 0 1261.740389 2 631.3734741 -0.568387775 -0.000358579 43.02954696TFETIVK 8 295842578 2xTMT6plex [N-Term; K7] 0.437 0.379 0.514 3.168099642 35.49 0 1295.79751 2 648.4022217 -0.264717768 -0.00017151 53.61829745TIGILTKPDLVDKGTEDK 2 295842578 4xTMT6plex [N-Term; K7; K13; K18] 0.592 0.01 3.195224285 1 2859.721276 4 715.6846313 -1.601743293 -0.001145135 66.91499256ITEELQK 10 295842578 2xTMT6plex [N-Term; K7] 0.437 0.121 0.424 2.913190126 27.16 0 1318.798238 2 659.902832 0.113324765 7.47E-05 44.68377891GSGIVTR 6 295842578 1xTMT6plex [N-Term] 0.44 0.473 0.462 2.472199917 25.98 0 918.5569962 2 459.7819824 -0.335282678 -0.000153988 18.311769327886568 IFIH1 interferon-induced helicase C domain-containing protein 1 64135 NP_071451.2 4.682926829 1 4 4 18 1025 116.615 5.52 0.44 0.38 0.52 0.45 Significant 0.00814

TVATSGNMQAVELLLSTLEK 4 27886568 2xTMT6plex [N-Term; K20]; 1xOxidation [M8] 0.415 0.407 5.343739986 27.72 0 2579.436625 3 860.4839478 0.257715856 0.000221587 108.655253VIGLSGDTQLK 8 27886568 2xTMT6plex [N-Term; K11] 0.455 0.369 0.58 4.26470232 44.71 0 1588.967428 2 794.9862061 -1.443050741 -0.00114648 58.88822775VLLVEQLFR 4 27886568 1xTMT6plex [N-Term] 0.379 0.261 2.657435179 32.96 0 1345.840488 2 673.423645 -0.352709657 -0.000237345 99.07264688GLDLPCLK 2 27886568 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 0.571 2.523843527 24.72 0 1373.822679 2 687.413269 -2.487572898 -0.001708742 68.55687597
22748717 ADSSL1 adenylosuccinate synthetase isozyme 1 isoform 2 122622 NP_689541.1 10.06564551 1 2 4 15 457 50.177 8.59 0.32 0.52 0.69 0.51 Significant 0.0413

LDILDVLGEVK 6 22748717 2xTMT6plex [N-Term; K11] 0.01 0.512 0.686 3.733264208 44.14 0 1672.029694 2 836.5170898 -1.669379742 -0.001395626 108.1612535VVDLLATDADIISR 4 22748717 1xTMT6plex [N-Term] 0.329 0.531 3.955351591 40.36 0 1729.989731 3 577.3352051 0.769457963 0.000443718 85.57051786VTVVLGAQWGDEGK 1 22748717 2xTMT6plex [N-Term; K14] 1.104 5.22 0 1917.084583 2 959.0463257 0.412823302 0.000395709 69.83186179ESMIQLF 4 22748717 1xTMT6plex [N-Term] 1 0.941 2.165468931 36.41 0 1096.590998 2 548.7994385 0.548913064 0.000300967 80.31884987117606370 CMPK2 UMP-CMP kinase 2, mitochondrial isoform 1 precursor 129607 NP_997198.2 34.29844098 1 9 9 40 449 49.417 7.01 0.41 0.42 0.53 0.45 Significant 0.00711
FQVVAIEGLDATGK 4 117606370 2xTMT6plex [N-Term; K14] 0.447 0.338 4.850633621 51.48 0 1906.104984 2 953.5540161 -2.218562709 -0.002114407 79.72212467LQVGCAQVVPVPEPPLHPVVPDLPSSVVFPDR 9 117606370 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.331 0.409 7.11100626 33.47 0 3673.99774 3 1225.33606 -1.119785409 -0.001371363 100.4419437MENPGCHVVDASPSR 2 117606370 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.324 4.547379017 26.05 0 1884.889382 3 628.9675293 -0.71478432 -0.000449096 27.42141365AFYSLGNYIVASEIAK 2 117606370 2xTMT6plex [N-Term; K16] 0.418 4.437651634 49.23 0 2204.236727 3 735.4161377 -1.300642544 -0.000955641 97.52125857FVLELPDCTLAHFALGADAPGDADAPDPR 6 117606370 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.73 0.322 0.653 3.74086833 14.97 0 3280.614593 3 1094.209473 -0.222038045 -0.000242807 100.8733616

SYSLCVPVTPDAGCGAR 4 117606370 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C14] 0.493 0.367 3.538028002 24.9 0 2038.988762 2 1019.996765 -1.230122799 -0.001254103 53.80829271LAALLGPPER 6 117606370 1xTMT6plex [N-Term] 0.363 0.413 0.411 3.625364304 33.35 0 1265.777888 2 633.3922119 -0.585143635 -0.000370331 64.19199463SPPSCIGQWR 6 117606370 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.413 0.493 0.398 3.151625633 28.25 0 1416.725535 2 708.8653564 -1.481387413 -0.00104936 39.99530522KIFDDEPTIIR 1 117606370 2xTMT6plex [N-Term; K1] 1.441 2.132949352 1 1805.057306 3 602.354248 -5.049767309 -0.003038373 57.08262684507475 TGM1 protein-glutamine gamma-glutamyltransferase K 7051 NP_000350.1 5.263157895 1 4 4 16 817 89.73 6.04 0.09 0.07 0.13 0.1 Significant 0.0317 GSGVNAAGDGTIR 6 4507475 1xTMT6plex [N-Term] 0.097 0.068 0.051 4.622497082 82.96 0 1403.744021 2 702.3760986 0.640598009 0.000449618 28.29741861GTHVIIPVGK 6 4507475 2xTMT6plex [N-Term; K10] 0.087 0.054 0.129 3.620857 24.4 0 1478.945905 3 493.6536865 0.406404528 0.00020035 48.59229634KEVELAPGASDR 2 4507475 2xTMT6plex [N-Term; K1] 0.149 3.662503719 14.41 1 1729.984869 3 577.3329468 -0.336568243 -0.000194086 32.89010954GDPVNVSR 2 4507475 1xTMT6plex [N-Term] 0.216 2.311113119 29.71 0 1072.594838 2 536.800354 -1.311578368 -0.000703396 20.579473114557701 KRT17 keratin, type I cytoskeletal 17 3872 NP_000413.1 86.57407407 1 23 40 2019 432 48.076 5.02 0.29 0.29 0.29 0.29 Significant 1 LSGGLGAGSCR 33 4557701 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.292 0.281 0.309 3.949220419 65.68 0 1263.667686 2 632.3369751 -0.801005438 -0.000506102 28.08182112ALEEANTELEVK 92 4557701 2xTMT6plex [N-Term; K12] 0.257 0.277 0.269 5.328599453 82.44 0 1804.010415 2 902.5079346 -1.010415106 -0.0009114 53.58118502YCVQLSQIQGLIGSVEEQLAQLR 25 4557701 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.273 0.258 0.283 8.105839729 88.67 0 2861.539244 3 954.5192261 1.356410773 0.001293808 112.97029ADLEMQIENLKEELAYLK 11 4557701 3xTMT6plex [N-Term; K11; K18] 0.409 0.427 0.684 4.859350204 44.07 1 2837.593743 2 1419.297974 -1.787632351 -0.002536287 112.3157084
LGSAGGLGSTLGGSSYSSCYSFGSGGGYGSSFGGVDGLLAGGEK 41 4557701 2xTMT6plex [N-Term; K44]; 1xCarbamidomethyl [C19] 0.256 0.231 0.251 6.772376537 81.79 0 4483.140008 4 1121.53894 -1.355289203 -0.001518988 91.57669473

LLEGEDAHLTQYK 26 4557701 2xTMT6plex [N-Term; K13] 0.282 0.307 0.271 5.491221428 70.19 0 1975.090063 2 988.0467529 -1.94084852 -0.001916675 52.10341376GSSGLGGGSSR 10 4557701 1xTMT6plex [N-Term] 0.237 0.253 0.285 4.249456882 77.13 0 1150.60138 2 575.8037109 -1.073164887 -0.000617393 15.86067834ILTATVDNANILLQIDNAR 60 4557701 1xTMT6plex [N-Term] 0.411 0.383 0.334 7.817583561 73.26 0 2297.302625 3 766.4377441 -1.717704965 -0.001315363 94.68802199ADLEMQIENLK 28 4557701 2xTMT6plex [N-Term; K11] 0.236 0.241 0.23 4.442451 59.71 0 1761.982092 2 881.4951782 0.560542197 0.000493833 69.73015626EVATNSELVQSGK 64 4557701 2xTMT6plex [N-Term; K13] 0.355 0.363 0.36 6.167702198 80.51 0 1820.016563 2 910.5131226 1.321513901 0.001202589 37.73666096EVATNSELVQSGKSEISELR 4 4557701 2xTMT6plex [N-Term; K13] 1.088 0.609 6.366686821 18.35 1 2634.435045 3 878.8156738 -0.978056236 -0.000858875 52.0390676
CEMEQQNQEYK 70 4557701 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 0.329 0.335 0.332 4.553130627 65 0 1944.919568 2 972.9633179 -0.10764343 -0.000104679 26.21218703

TMQALEIELQSQLSMK 26 4557701 2xTMT6plex [N-Term; K16]; 1xOxidation [M] 0.351 0.349 0.291 4.337976933 43.62 0 2324.260575 2 1154.632202 -3.696560267 -0.004266322 98.50955737TMQALEIELQSQLSMK 93 4557701 2xTMT6plex [N-Term; K16] 0.289 0.335 0.285 5.709201336 90.83 0 2308.26566 2 1154.632202 -3.696560267 -0.004266322 98.50955737GQVGGEINVEMDAAPGVDLSR 16 4557701 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.309 0.145 0.499 4.36455965 67.51 0 2359.176104 2 1172.09314 -0.93325396 -0.001093392 63.8367934GQVGGEINVEMDAAPGVDLSR 100 4557701 1xTMT6plex [N-Term] 0.39 0.341 0.5 6.482904434 86.59 0 2343.181189 2 1172.09314 -0.93325396 -0.001093392 63.8367934ASLEGNLAETENR 91 4557701 1xTMT6plex [N-Term] 0.264 0.273 0.289 5.619352818 72.94 0 1632.839044 2 816.9223022 -1.05092282 -0.000857994 34.62816565LLEGEDAHLTQYKK 4 4557701 3xTMT6plex [N-Term; K13; K14] 0.01 0.545 3.620318413 14.65 1 2332.347958 4 583.8423462 -0.172643354 -0.000100666 62.53368663TIVEEVQDGK 82 4557701 2xTMT6plex [N-Term; K10] 0.291 0.278 0.279 4.424134254 68.01 0 1575.899408 2 788.4544678 1.428065055 0.001125243 42.562083KNHEEEMNALR 27 4557701 2xTMT6plex [N-Term; K1] 0.5 0.461 0.478 4.777715683 41.79 1 1828.973987 2 914.9902344 -0.434637127 -0.00039747 21.14049623NHEEEMNALR 28 4557701 1xTMT6plex [N-Term] 0.527 0.495 0.466 4.775379658 48.76 0 1471.716092 2 736.3619385 0.345326879 0.000254112 19.73178825NHEEEMNALR 35 4557701 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.424 0.439 0.457 4.512408257 45.76 0 1487.711007 2 736.3619385 0.345326879 0.000254112 19.73178825
CEMEQQNQEYK 68 4557701 2xTMT6plex [N-Term; K11]; 1xOxidation [M3]; 1xCarbamidomethyl [C1] 0.354 0.347 0.356 4.383322239 45.29 0 1960.914483 2 972.9633179 -0.10764343 -0.000104679 26.21218703

QFTSSSSIK 22 4557701 2xTMT6plex [N-Term; K9] 0.277 0.284 0.272 4.235773087 51.75 0 1442.825515 2 721.9161377 -0.358005434 -0.00025827 36.92325131EQVHQTTR 26 4557701 1xTMT6plex [N-Term] 0.224 0.233 0.235 4.348940372 43.54 0 1227.664315 3 409.8929443 -0.028421603 -1.16E-05 13.55498635VLDELTLAR 291 4557701 1xTMT6plex [N-Term] 0.733 0.783 0.664 3.557556391 45.28 0 1258.756818 2 629.8817749 -0.432851925 -0.000272428 116.7449269ADLEMQIENLKEELAYLKK 11 4557701 4xTMT6plex [N-Term; K11; K18; K19]; 1xOxidation [M5] 0.449 0.5 0.617 4.997317791 12.94 2 3210.846553 3 1070.950806 -2.706276263 -0.002896479 111.9986428
ADLEMQIENLK 13 4557701 2xTMT6plex [N-Term; K11]; 1xOxidation [M5] 0.244 0.264 0.499 2.850806236 47.87 0 1777.977007 2 881.4951782 0.560542197 0.000493833 69.73015626DAEDWFFSK 69 4557701 2xTMT6plex [N-Term; K9] 0.264 0.27 0.304 3.895434141 41.51 0 1602.82043 2 801.9134521 -0.500513414 -0.000401117 71.27712834LASYLDKVR 20 4557701 2xTMT6plex [N-Term; K7] 0.89 0.909 0.949 4.126904488 27.76 1 1522.935734 3 508.3163147 -0.882261919 -0.000447876 59.66288583

ADLEMQIENLKEELAYLK 2 4557701 3xTMT6plex [N-Term; K11; K18]; 1xOxidation [M5] 0.406 5.812140465 14.62 1 2853.588658 2 1419.297974 -1.787632351 -0.002536287 112.3157084LEQEIATYR 48 4557701 1xTMT6plex [N-Term] 0.403 0.459 0.426 4.04059124 49.9 0 1351.741896 2 676.3742065 -0.562048173 -0.000379872 45.46045899TKFETEQALR 54 4557701 2xTMT6plex [N-Term; K2] 1.035 0.968 0.944 3.691177845 30.54 1 1680.968491 2 840.9879761 0.109745327 9.22E-05 37.47456958KNHEEEMNALR 44 4557701 2xTMT6plex [N-Term; K1]; 1xOxidation [M7] 0.474 0.472 0.473 4.196277618 36.18 1 1844.968902 2 914.9902344 -0.434637127 -0.00039747 21.14049623ATMQNLNDR 13 4557701 1xTMT6plex [N-Term] 0.329 0.265 0.319 3.992933512 55.75 0 1291.6626 2 646.3339844 -1.477119489 -0.00095397 21.52569749TIEELQNK 17 4557701 2xTMT6plex [N-Term; K8] 0.58 0.448 0.338 3.961630583 43.48 0 1432.841165 2 716.9241333 -0.122406057 -8.77E-05 115.4431216FETEQALR 21 4557701 1xTMT6plex [N-Term] 0.784 0.71 0.731 3.627225876 44.04 0 1222.662918 2 611.8341675 -1.520729087 -0.00092967 33.19966322LSVEADINGLRR 2 4557701 1xTMT6plex [N-Term] 0.743 3.610469103 29.1 1 1571.90667 3 524.6403809 -0.051327395 -2.69E-05 50.76735621ATMQNLNDR 27 4557701 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.263 0.275 0.302 2.315668344 32.44 0 1307.657515 2 646.3339844 -1.477119489 -0.00095397 21.52569749EELAYLKK 6 4557701 3xTMT6plex [N-Term; K7; K8] 1.223 1.185 1.209 2.58230567 12.86 1 1681.050319 3 561.0214233 -0.358436902 -0.00020085 53.3902773SEISELR 138 4557701 1xTMT6plex [N-Term] 0.414 0.416 0.425 2.932214737 40.49 0 1062.599255 2 531.8033447 0.148685522 7.90E-05 41.84868257LASYLDK 61 4557701 2xTMT6plex [N-Term; K7] 0.463 0.453 0.46 3.245794058 35.62 0 1267.76621 2 634.3866577 -0.134749066 -8.54E-05 54.2253681LAADDFR 46 4557701 1xTMT6plex [N-Term] 0.729 0.728 0.675 2.713929176 28.25 0 1036.562475 2 518.7846069 -0.519228532 -0.000269106 49.42210644EELAYLK 8 4557701 2xTMT6plex [N-Term; K7] 0.444 0.483 0.403 2.694995165 36.78 0 1323.792424 2 662.3990479 -1.212634885 -0.000802638 113.578584SEISELRR 18 4557701 1xTMT6plex [N-Term] 0.577 0.589 0.58 4.01265049 31.47 1 1218.700366 3 406.9050903 0.288788043 0.000117315 23.61867972QAPGPAR 4 4557701 1xTMT6plex [N-Term] 0.258 0.248 2.338643789 29.17 0 925.5416805 2 463.2746582 0.388179439 0.000179638 15.26509228DYSQYYR 18 4557701 1xTMT6plex [N-Term] 0.422 0.444 0.353 2.820019484 24.8 0 1223.589418 2 612.2980957 -0.411595379 -0.000251812 27.95298385KEPVTTR 6 4557701 2xTMT6plex [N-Term; K1] 0.28 0.263 3.09566164 12.58 1 1288.798907 3 430.2707825 -0.863259493 -0.000370856 18.65283944
72534658 IFIT3 interferon-induced protein with tetratricopeptide repeats 3 isoform a 3437 NP_001026853.1 57.55102041 1 17 18 120 490 55.95 5.2 0.29 0.3 0.3 0.3 Significant 0.000126

EAEGEQFVEEALEK 10 72534658 2xTMT6plex [N-Term; K14] 0.261 0.261 0.275 4.758702278 53.52 0 2066.069387 2 1033.537109 -1.183159683 -0.001222245 70.90739542ALEEKPNNPEFSSGLAIAMYHLDNHPEK 2 72534658 3xTMT6plex [N-Term; K5; K28] 0.272 7.235966682 30.77 0 3839.00412 5 768.6051636 -1.929747579 -0.001481662 76.63915801QMQNTGESEASGNK 8 72534658 2xTMT6plex [N-Term; K14] 0.247 0.187 0.217 5.17424202 82.16 0 1938.959125 2 969.9821777 -1.055144084 -0.001022941 19.33855228QAEELIQQEHADQAEIR 8 72534658 1xTMT6plex [N-Term] 0.259 0.225 0.313 6.927977562 69.37 0 2237.135954 3 746.3845825 1.448480853 0.00108015 42.17325545VCNQIEFLNTEFK 4 72534658 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 0.297 0.408 4.248157978 35.81 0 2100.119983 3 700.7114868 -0.036003077 -2.52E-05 75.24960582

Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

DAPSGIGSIFLSASELEDGSEEMGQGAVSSSPR 12 72534658 1xTMT6plex [N-Term] 0.169 0.353 0.156 7.978623867 75.29 0 3496.658702 3 1166.2229 -1.302348474 -0.001517956 91.35057811ATMYNLLAYIK 14 72534658 2xTMT6plex [N-Term; K11] 0.39 0.352 0.37 4.77946806 66.1 0 1759.022835 2 880.0158081 0.855441389 0.00075237 102.9381845SEDTAVQHGLEGLSISK 6 72534658 2xTMT6plex [N-Term; K17] 0.226 0.285 0.234 5.364040375 38.63 0 2229.212697 3 743.7417603 -0.883369399 -0.000656406 63.46706828LSDAQIYVDK 10 72534658 2xTMT6plex [N-Term; K10] 0.302 0.286 0.285 4.312517166 59.98 0 1609.920144 2 805.4637451 0.043303002 3.49E-05 53.82354451
KFSNPYSIEYSELDCEEGWTQLK 4 72534658 3xTMT6plex [N-Term; K1; K23]; 1xCarbamidomethyl [C15] 0.349 0.333 3.393127918 18.07 1 3510.770598 3 1170.925537 -2.432475047 -0.002846621 79.5757018

STDKEEIKDQPQNVSENLLPQNAPNYWYLQGLIHK 4 72534658 4xTMT6plex [N-Term; K4; K8; K35] 0.25 6.43057394 6.32 2 5026.708425 5 1006.145508 -1.98796442 -0.001998584 86.01534384
QAIELSPDNQYVK 2 72534658 2xTMT6plex [N-Term; K13] 0.278 3.624233484 42.56 0 1963.090063 2 982.0476685 -1.019971511 -0.001001148 53.08801759HLDGNNEAALECLR 10 72534658 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.471 0.54 0.588 4.285725117 30.54 0 1840.917311 2 920.9606323 -1.80518785 -0.001661601 38.52073728QYAMDYSNK 6 72534658 2xTMT6plex [N-Term; K9] 0.282 0.419 0.681 3.515981197 34.08 0 1577.8034 2 789.4050293 -0.391472252 -0.000308833 35.35266018QFSTDVLK 6 72534658 2xTMT6plex [N-Term; K8] 0.31 0.375 0.474 3.160099268 24.72 0 1395.824787 2 698.4152222 -1.160148521 -0.000809682 60.25779005EMIEALK 12 72534658 2xTMT6plex [N-Term; K7] 0.274 0.367 0.312 2.846560001 31.98 0 1291.76958 2 646.3875732 -1.324226589 -0.000855298 55.12582215EVPDAEK 6 72534658 2xTMT6plex [N-Term; K7] 0.261 0.224 2.53481698 17.82 0 1245.709089 2 623.3588257 1.032413747 0.000643044 27.81123153SPCQTDVLR 2 72534658 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.333 2.877480507 15.1 0 1304.683001 2 652.8446045 -0.819437077 -0.000534553 111.885629274229015 OAS1 2'-5'-oligoadenylate synthase 1 isoform 3 4938 NP_001027581.1 11.5942029 1 4 4 28 414 47.377 8.95 0.35 0.39 0.41 0.38 Significant 0.00211 SDADLVVFLSPLTTFQDQLNR 4 74229015 1xTMT6plex [N-Term] 0.467 0.418 5.185856819 31.26 0 2608.381998 3 870.1307983 -1.59327908 -0.001385293 112.3564128

GSSYPVCVSK 6 74229015 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.346 0.394 0.411 3.701665878 64.8 0 1541.839785 2 771.4230957 -0.564704425 -0.000435342 36.62545985
SLDKFIEDYLLPDTCFR 6 74229015 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C15] 0.661 0.509 0.561 3.959011793 13.5 1 2590.362732 3 864.1243896 -1.589095858 -0.001372112 102.1228765

FIEDYLLPDTCFR 12 74229015 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.228 0.362 0.349 3.762720585 54.22 0 1917.961802 2 959.4822998 -2.335213673 -0.002239425 90.817126264504517 HSPB1 heat shock protein beta-1 3315 NP_001531.1 88.7804878 1 16 16 360 205 22.768 6.4 0.47 0.47 0.47 0.47 Significant 1 YTLPPGVDPTQVSSSLSPEGTLTVEAPMPK 24 4504517 2xTMT6plex [N-Term; K30] 0.367 0.375 0.379 5.96445322 38.16 0 3556.886072 4 893.9754639 -0.269124903 -0.000240388 79.92116595YTLPPGVDPTQVSSSLSPEGTLTVEAPMPK 8 4504517 2xTMT6plex [N-Term; K30]; 1xOxidation [M28] 0.339 0.362 4.71675539 39.44 0 3572.880987 4 893.9754639 -0.269124903 -0.000240388 79.92116595LATQSNEITIPVTFESR 75 4504517 1xTMT6plex [N-Term] 0.461 0.509 0.524 6.121133804 77.1 0 2135.154564 2 1068.080444 -0.445901267 -0.000476034 71.32827467KYTLPPGVDPTQVSSSLSPEGTLTVEAPMPK 4 4504517 3xTMT6plex [N-Term; K1; K31]; 1xOxidation [M29] 0.445 0.511 5.735561371 35.71 1 3930.138882 4 979.2907715 -0.692627181 -0.000677761 81.64454804
KYTLPPGVDPTQVSSSLSPEGTLTVEAPMPK 26 4504517 3xTMT6plex [N-Term; K1; K31] 0.444 0.456 0.463 6.825499058 37.57 1 3914.143967 4 979.2907715 -0.692627181 -0.000677761 81.64454804VSLDVNHFAPDELTVK 31 4504517 2xTMT6plex [N-Term; K16] 0.438 0.435 0.496 4.658605099 64.71 0 2242.248354 2 1121.628418 0.537539697 0.000602649 68.12079809

LPEEWSQWLGGSSWPGYVRPLPPAAIESPAVAAPAYSR 27 4504517 1xTMT6plex [N-Term] 0.73 0.656 0.926 9.293982506 29.09 0 4322.223593 4 1081.309937 -1.31334396 -0.001419142 106.8304543LFDQAFGLPR 20 4504517 1xTMT6plex [N-Term] 0.55 0.5 0.423 4.36961174 46.94 0 1392.783701 2 696.8961792 0.991021388 0.000690139 72.50038629AQLGGPEAAK 8 4504517 2xTMT6plex [N-Term; K10] 0.444 0.488 0.427 4.116562843 59.33 0 1399.830935 2 700.4193115 0.293854683 0.000205673 112.3912311QLSSGVSEIR 12 4504517 1xTMT6plex [N-Term] 0.521 0.509 0.511 4.262536049 61.71 0 1304.737145 2 652.8719482 -0.402621805 -0.000262658 32.62561507TKDGVVEITGK 30 4504517 3xTMT6plex [N-Term; K2; K11] 0.618 0.587 0.579 5.135669231 41.57 1 1834.125275 2 917.5653687 -0.989226492 -0.000907183 53.17244821QDEHGYISR 22 4504517 1xTMT6plex [N-Term] 0.431 0.435 0.444 4.365355492 37.23 0 1333.669794 3 445.2277832 -0.747974221 -0.000332517 16.42796759DGVVEITGK 20 4504517 2xTMT6plex [N-Term; K9] 0.328 0.293 0.405 4.037323475 54.43 0 1375.819702 2 688.4130859 -0.586141483 -0.000403212 45.69866105RVPFSLLR 14 4504517 1xTMT6plex [N-Term] 1.213 1.984 2.146 4.497214794 38.83 1 1216.772743 3 406.2621765 -0.630100394 -0.000255563 51.93067641GPSWDPFR 12 4504517 1xTMT6plex [N-Term] 0.384 0.413 0.371 2.597481966 20.33 0 1190.615574 2 595.8116455 0.370191382 0.000220378 52.94884216SDETAAK 9 4504517 2xTMT6plex [N-Term; K7] 0.432 0.519 1.167 2.911140442 39.85 0 1179.662138 2 590.3342285 -0.812155208 -0.000479034 17.64221782DWYPHSR 6 4504517 1xTMT6plex [N-Term] 0.371 0.432 0.369 2.443329334 29.96 0 1189.595173 2 595.3013306 0.178180626 0.000105981 25.20764391VPFSLLR 12 4504517 1xTMT6plex [N-Term] 0.52 0.533 0.474 2.485732794 17.55 0 1060.671632 2 530.8391113 -0.646744694 -0.000342992 71.57364013
153082755 IFIT2 interferon-induced protein with tetratricopeptide repeats 2 3433 NP_001538.4 8.898305085 1 4 4 17 472 54.597 6.76 0.39 0.37 0.42 0.39 Significant 0.00136

GQNEAALECLR 2 153082755 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.663 3.642564535 45.67 0 1489.763043 2 745.381897 -4.380075556 -0.003262637 33.92043336LNPDNQYLK 5 153082755 2xTMT6plex [N-Term; K9] 0.397 0.389 0.452 3.201305628 30.69 0 1562.894264 2 781.9497681 -1.282260249 -0.001002019 46.75853549LVEEALEK 6 153082755 2xTMT6plex [N-Term; K8] 0.39 0.332 0.43 3.290682793 37.62 0 1388.840103 2 694.9241943 0.726708476 0.000504641 59.13328881IESPELDCEEGWTR 4 153082755 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.364 0.302 3.751095772 21.63 0 1949.911223 2 975.458374 -0.898139928 -0.000875647 51.75848316
116534937 IFIT1 interferon-induced protein with tetratricopeptide repeats 1 isoform 1 3434 NP_001539.3 45.81589958 1 19 19 164 478 55.325 7.2 0.31 0.3 0.3 0.3 Significant 0.000121

VLEVDPENPESSAGYAISAYR 12 116534937 1xTMT6plex [N-Term] 0.33 0.336 0.277 5.745904446 63.74 0 2496.245564 3 832.7525024 -1.04544834 -0.000869899 64.20367213LQDEGQEAEGEKYIEEALANMSSQTYVFR 9 116534937 2xTMT6plex [N-Term; K12] 1.854 1.517 5.051755905 18.78 1 3793.863105 4 949.2186279 -2.747297665 -0.002605718 104.0662176YIEEALANMSSQTYVFR 20 116534937 1xTMT6plex [N-Term] 0.212 0.279 0.222 5.345602512 59.6 0 2251.126635 3 751.0464478 -0.819504444 -0.000614936 93.43586381LAEAQTYLDKVENICK 6 116534937 3xTMT6plex [N-Term; K10; K16]; 1xCarbamidomethyl [C15] 0.423 0.4 0.394 5.216547489 25.25 1 2582.446685 3 861.4886475 1.821386222 0.001567878 80.45334318
SDVNAIIHYLK 10 116534937 2xTMT6plex [N-Term; K11] 0.288 0.34 0.236 4.371479988 39.66 0 1731.020527 3 577.6782837 -0.132179704 -7.63E-05 74.0995983LQDEGQEAEGEK 6 116534937 2xTMT6plex [N-Term; K12] 0.249 0.253 0.242 4.943869114 69.15 0 1790.917243 2 895.9616089 -0.727022182 -0.000651018 26.91243678

LLCMKPVVEETMQDIHFHYGR 4 116534937 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C3] 0.267 0.298 5.554568291 28.55 0 3061.582595 5 613.1223755 0.057588323 3.53E-05 91.28951042
MECPEIDCEEGWALLK 8 116534937 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C3; C8] 0.3 0.281 0.301 4.300395012 38.68 0 2438.180611 2 1219.595215 1.042747813 0.001271204 86.03519455

EAENLMQEEHDNQANVR 4 116534937 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.222 0.255 5.401263237 53.14 0 2272.046153 3 752.6885376 -0.079079335 -5.95E-05 29.81239104EAENLMQEEHDNQANVR 16 116534937 1xTMT6plex [N-Term] 0.226 0.257 0.271 7.208604336 61.13 0 2256.051238 3 752.6885376 -0.079079335 -5.95E-05 29.81239104VLDQIEFLDTK 20 116534937 2xTMT6plex [N-Term; K11] 0.281 0.264 0.295 4.591650009 55.54 0 1779.030423 2 890.0182495 -0.674607104 -0.000600073 80.48139993KALDLESLSLLGFVYK 2 116534937 3xTMT6plex [N-Term; K1; K16] 0.823 3.146191359 11.93 1 2483.509209 3 828.5073853 -0.646934698 -0.000535556 110.59241KPTFEVAHLDLAR 6 116534937 2xTMT6plex [N-Term; K1] 0.263 0.218 0.01 4.686306477 38.08 0 1955.147852 4 489.5420227 -0.813938284 -0.000397842 54.36966949YSVGIHNLLAYVK 9 116534937 2xTMT6plex [N-Term; K13] 0.402 0.299 0.299 4.451109409 23.53 0 1935.14679 3 645.7200317 -0.644780625 -0.000415915 83.14927225KSDVNAIIHYLK 6 116534937 3xTMT6plex [N-Term; K1; K12] 0.308 0.289 0.294 4.313778877 27.18 1 2088.278422 4 522.8250732 0.01987223 1.04E-05 70.61352269ALDLESLSLLGFVYK 4 116534937 2xTMT6plex [N-Term; K15] 0.294 0.27 3.690916538 41.81 0 2126.251314 2 1063.625122 -3.925546956 -0.00417335 112.6074926LAADFENSVR 6 116534937 1xTMT6plex [N-Term] 0.35 0.28 0.42 4.114786625 38.57 0 1350.721495 2 675.864563 0.262257293 0.000177118 47.95517869IEQASLTR 6 116534937 1xTMT6plex [N-Term] 0.583 0.581 0.556 3.083736181 39.74 0 1146.668003 2 573.8374023 -0.414254604 -0.000237506 41.95971074GQNEEALK 6 116534937 2xTMT6plex [N-Term; K8] 0.341 0.31 0.362 2.883130312 31.91 0 1346.768 2 673.8880005 0.537499081 0.000361943 23.97159951KAEENFQK 4 116534937 3xTMT6plex [N-Term; K1; K8] 0.545 0.665 3.844524145 14.64 1 1680.988782 3 561.0008545 -0.458928368 -0.000257151 31.536842064503029 CRABP2 cellular retinoic acid-binding protein 2 1382 NP_001869.1 55.79710145 1 7 7 44 138 15.683 5.4 0.48 0.36 0.37 0.4 Significant 0.00896 ELTNDGELILTMTADDVVCTR 6 4503029 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.703 0.01 0.276 6.428584576 82.34 0 2595.284334 3 865.7670288 0.847346764 0.000733035 92.69944655IAVAAASKPAVEIK 6 4503029 3xTMT6plex [N-Term; K8; K14] 0.449 0.421 0.449 5.235979557 26.84 0 2055.314473 3 685.7757568 -0.854118535 -0.000585161 62.12471931
VGEEFEEQTVDGRPCK 10 4503029 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 0.333 0.34 0.392 4.50591898 28.9 0 2338.174931 3 780.0632935 0.169282071 0.000131937 41.90595929

QEGDTFYIK 6 4503029 2xTMT6plex [N-Term; K9] 0.328 0.349 0.274 3.725080967 49.58 0 1558.85173 2 779.9279785 -1.956323806 -0.001524809 50.32728523SENFEELLK 6 4503029 2xTMT6plex [N-Term; K9] 0.337 0.337 0.37 3.578128099 43.88 0 1566.877945 2 783.9429932 0.488205305 0.000382479 66.29831226KIAVAAASKPAVEIK 2 4503029 4xTMT6plex [N-Term; K1; K9; K15] 0.562 4.52089119 0.8 1 2412.572368 4 603.8984985 -0.084324673 -5.09E-05 59.26818079TTEINFK 8 4503029 2xTMT6plex [N-Term; K7] 0.897 0.586 0.414 3.418851137 34.38 0 1310.772023 2 655.8889771 -1.026714344 -0.000672894 45.7280169919923206 GLUL glutamine synthetase 2752 NP_002056.2 12.60053619 1 5 5 12 373 42.037 6.89 0.34 0.28 0.36 0.33 Significant 0.00537 VQAMYIWIDGTGEGLR 2 19923206 1xTMT6plex [N-Term] 0.538 4.130088806 23.89 0 2038.062912 3 680.0265503 1.0721646 0.00072838 87.11973739LVLCEVFK 4 19923206 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 0.341 0.279 3.47087121 24.74 0 1465.885279 2 733.4460449 -0.317873613 -0.000232983 82.87926533
ACLYAGVK 2 19923206 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.285 3.131884575 23.6 0 1339.780814 2 670.3944092 0.543051048 0.000363785 42.53810625
YIEEAIEK 2 19923206 2xTMT6plex [N-Term; K8] 0.46 3.358487844 29.92 0 1452.835017 2 726.9182129 -4.039143247 -0.002934104 52.4718803TLDSEPK 2 19923206 2xTMT6plex [N-Term; K7] 0.28 2.813017368 17.82 0 1247.724739 2 624.3671875 1.891170325 0.00117983 25.65127269115298657 S100A7 protein S100-A7 6278 NP_002954.2 46.53465347 1 4 4 38 101 11.464 6.77 0.25 0.2 0.21 0.22 Significant 0.00479 SIIGMIDMFHK 6 115298657 2xTMT6plex [N-Term; K11] 0.123 0.159 0.154 4.375162601 51.58 0 1749.97959 3 583.9979248 -0.21068585 -0.000122899 90.16927165SIIGMIDMFHK 8 115298657 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 0.318 0.223 0.2 3.903496981 48.44 0 1765.974505 3 583.9979248 -0.21068585 -0.000122899 90.16927165GTNYLADVFEK 10 115298657 2xTMT6plex [N-Term; K11] 0.21 0.474 0.44 4.237064362 44.31 0 1714.941608 2 857.9736938 -0.872633028 -0.000748257 75.25938389

ENFPNFLSACDK 6 115298657 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 0.4 0.15 0.156 3.428678989 32.83 0 1899.967505 2 950.4863281 -1.118640184 -0.00106269 69.64844892
QSHGAAPCSGGSQ 6 115298657 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.196 0.01 2.299441099 20.18 0 1472.674956 2 736.8409424 -0.236117531 -0.000173862 13.92353052

SIIGMIDMFHK 2 115298657 2xTMT6plex [N-Term; K11]; 2xOxidation [M5; M8] 0.172 2.601204395 21.09 0 1781.96942 3 583.9979248 -0.21068585 -0.000122899 90.16927165
21614544 S100A8 protein S100-A8 isoform d 6279 NP_002955.2 63.44086022 1 10 10 110 93 10.828 7.03 0.11 0.13 0.11 0.12 Significant 0.00325 ALNSIIDVYHK 30 21614544 2xTMT6plex [N-Term; K11] 0.098 0.12 0.114 4.998842716 55.56 0 1731.020527 2 866.0137329 -0.194931072 -0.000168715 62.98147674

KLLETECPQYIR 10 21614544 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 0.188 0.17 0.241 5.318891048 22.25 1 2008.130154 2 1004.569519 0.800673171 0.000803928 49.18881323
LLETECPQYIR 23 21614544 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.143 0.127 0.102 3.803120852 47.41 0 1650.872259 2 825.9390869 -0.824680327 -0.000680721 53.61701135SHEESHKE 10 21614544 2xTMT6plex [N-Term; K7] 0.093 0.169 0.076 3.868886471 23.94 1 1440.748328 3 480.9200745 -1.844507661 -0.000885824 15.45375114GNFHAVYR 4 21614544 1xTMT6plex [N-Term] 0.265 0.236 2.408381224 23.51 0 1192.642457 2 596.8234253 -2.417433695 -0.001441567 25.50784415KGADVWFK 6 21614544 3xTMT6plex [N-Term; K1; K8] 0.084 0.084 0.094 3.514587402 6.81 1 1637.998224 3 546.6710205 0.17339667 9.47E-05 56.52328134KSHEESHKE 4 21614544 3xTMT6plex [N-Term; K1; K8] 0.075 0.096 3.577662706 8.5 2 1798.006223 4 450.2573547 0.760005886 0.000341624 15.15629769GNFHAVYRDDLK 4 21614544 2xTMT6plex [N-Term; K12] 0.145 0.178 0.156 3.41597271 5.24 1 1893.038302 4 474.0154419 0.864117817 0.000408952 36.11752318MLTELEK 11 21614544 2xTMT6plex [N-Term; K7] 0.106 0.14 0.097 3.374176264 35.62 0 1321.780145 2 661.3928833 -1.25220404 -0.000827569 57.31520151GADVWFK 8 21614544 2xTMT6plex [N-Term; K7] 0.105 0.15 0.113 3.106245995 40.22 0 1280.740329 2 640.87323 -0.894755195 -0.000572975 59.498237014506773 S100A9 protein S100-A9 6280 NP_002956.1 81.57894737 1 8 8 167 114 13.234 6.13 0.08 0.08 0.08 0.08 Significant 1 NIETIINTFHQYSVK 30 4506773 2xTMT6plex [N-Term; K15] 0.109 0.082 0.088 6.041751385 46.78 0 2265.264338 3 755.7587891 -1.114444993 -0.000841504 88.19595813MHEGDEGPGHHHKPGLGEGTP 29 4506773 2xTMT6plex [N-Term; K13] 0.16 0.076 0.065 8.31474781 44.38 0 2634.288338 6 439.8876343 0.41171046 0.000180761 24.25792544LGHPDTLNQGEFK 10 4506773 2xTMT6plex [N-Term; K13] 0.042 0.043 0.044 5.163606644 50.23 0 1914.048532 2 957.52771 -0.203170462 -0.000194439 41.68677953VIEHIMEDLDTNADK 30 4506773 2xTMT6plex [N-Term; K15] 0.058 0.07 0.086 6.026369572 56.34 0 2201.152405 3 734.3874512 -2.091833516 -0.001534815 83.13999035VIEHIMEDLDTNADK 5 4506773 2xTMT6plex [N-Term; K15]; 1xOxidation [M6] 0.229 0.333 3.833955288 26.14 0 2217.14732 3 734.3874512 -2.091833516 -0.001534815 83.13999035QLSFEEFIMLMAR 11 4506773 1xTMT6plex [N-Term]; 1xOxidation [M] 0.223 0.078 0.267 3.247685194 25.56 0 1859.959693 2 930.4837646 0.30064462 0.000279593 112.2778521QLSFEEFIMLMAR 3 4506773 1xTMT6plex [N-Term]; 2xOxidation [M9; M11] 0.518 2.456506014 16.19 0 1875.954608 2 930.4837646 0.30064462 0.000279593 112.2778521KDLQNFLK 14 4506773 3xTMT6plex [N-Term; K1; K8] 0.068 0.089 0.076 4.691720963 29.64 1 1693.061553 2 847.0331421 -1.503288707 -0.00127258 61.03642411LTWASHEK 12 4506773 2xTMT6plex [N-Term; K8] 0.105 0.107 0.121 3.543323994 33.88 0 1429.82037 2 715.4140625 0.334279753 0.00023898 37.31450191MHEGDEGPGHHHKPGLGEGTP 11 4506773 2xTMT6plex [N-Term; K13]; 1xOxidation [M1] 0.31 0.355 0.09 4.270881653 9.81 0 2650.283253 6 439.8876343 0.41171046 0.000180761 24.25792544DLQNFLK 12 4506773 2xTMT6plex [N-Term; K7] 0.069 0.068 0.089 3.145603657 40.49 0 1335.803658 2 668.4050293 -0.655624983 -0.000437893 62.7527297883582815 SPRR1B cornifin-B 6699 NP_003116.2 52.80898876 1 4 4 24 89 9.881 8.48 0.13 0.11 0.09 0.11 Significant 0.0108 QPCQPPPQEPCIPK 5 83582815 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C3; C11] 0.175 0.182 0.228 4.68789196 22.16 0 2134.118937 3 712.0444336 -0.088911985 -6.32E-05 43.9413242

VPEPCPSIVTPAPAQQK 6 83582815 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C5] 0.089 0.1 0.128 5.730789185 34.81 0 2277.26771 3 759.760437 -0.417954744 -0.000317265 56.81905823
TKEPCHPK 4 83582815 3xTMT6plex [N-Term; K2; K8]; 1xCarbamidomethyl [C5] 0.093 0.088 3.3587358 6.21 1 1683.981923 4 421.7505798 -0.850997296 -0.000358266 18.62789061
VPEPCQPK 9 83582815 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 0.1 0.125 2.215169668 23.99 0 1412.797192 2 706.9026489 0.586617504 0.000414386 111.9694506

4826774 ISG15 ubiquitin-like protein ISG15 precursor 9636 NP_005092.1 45.45454545 1 7 7 103 165 17.876 7.44 0.34 0.32 0.3 0.32 Significant 0.0013
VPLASQGLGPGSTVLLVVDKCDEPLSILVR 8 4826774 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C21] 0.541 0.472 7.734528065 35.98 1 3591.059561 4 898.5195313 -0.909333289 -0.000816368 111.9358668

VPLASQGLGPGSTVLLVVDK 31 4826774 2xTMT6plex [N-Term; K20] 0.247 0.252 0.245 6.141243935 77.66 0 2408.452867 2 1204.729004 -0.886962551 -0.001068104 97.94606883LTQTVAHLK 20 4826774 2xTMT6plex [N-Term; K9] 0.361 0.396 0.326 3.750311852 46.26 0 1468.92517 2 734.9657593 -0.631669558 -0.000463938 45.06601855LAVHPSGVALQDR 16 4826774 1xTMT6plex [N-Term] 0.303 0.329 0.338 4.012505531 41.23 0 1591.911755 3 531.30896 0.358828189 0.000190408 38.3876394IGVHAFQQR 10 4826774 1xTMT6plex [N-Term] 0.305 0.288 0.284 3.513812304 36.45 0 1284.73742 3 428.9176941 0.863184471 0.000369655 31.31950793SSTYEVR 11 4826774 1xTMT6plex [N-Term] 0.396 0.313 0.329 2.889649153 45.45 0 1070.567955 2 535.7872925 -0.6037721 -0.00032319 18.38269387GWDLTVK 7 4826774 2xTMT6plex [N-Term; K7] 0.441 0.545 0.39 22.62 0 1276.766544 2 638.8867188 -0.300078352 -0.000191565 58.4175588324430192 KRT16 keratin, type I cytoskeletal 16 3868 NP_005548.2 78.01268499 1 21 36 1524 473 51.236 5.05 0.27 0.27 0.26 0.27 Significant 0.000156 LLEGEDAHLSSQQASGQSYSSR 16 24430192 1xTMT6plex [N-Term] 0.226 0.224 0.227 7.122770786 58.79 0 2579.253503 3 860.4229736 0.335387133 0.000288349 37.43938304ALEEANADLEVK 200 24430192 2xTMT6plex [N-Term; K12] 0.415 0.401 0.403 5.022320271 84.19 0 1759.984201 2 880.4957886 0.056778031 5.00E-05 52.41881847IIAATIENAQPILQIDNAR 40 24430192 1xTMT6plex [N-Term] 0.243 0.242 0.226 6.075732231 77.29 0 2293.307711 3 765.1063843 -1.356589852 -0.001037026 86.78246182TEELNKEVASNSELVQSSR 6 24430192 2xTMT6plex [N-Term; K6] 0.28 0.543 0.612 5.092959881 20.74 1 2578.372445 3 860.1293945 0.459872953 0.000395241 42.09812048VLQGLEIELQSQLSMK 10 24430192 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 0.353 0.403 0.362 3.911085367 45.38 0 2290.30924 3 764.1090088 1.411616009 0.001077679 103.5628544ASLENSLEETK 63 24430192 2xTMT6plex [N-Term; K11] 0.38 0.373 0.423 4.724285126 73.69 0 1678.926351 2 839.9676514 0.997497224 0.000837362 47.77338189TDLEMQIEGLKEELAYLR 12 24430192 2xTMT6plex [N-Term; K11] 0.369 0.297 0.449 5.58858633 37.62 1 2609.42606 3 870.4830933 3.321169083 0.002888782 108.8377151QTVEADVNGLR 8 24430192 1xTMT6plex [N-Term] 0.289 0.629 3.411026955 50.77 0 1430.780073 2 715.8939209 0.344299508 0.000246308 45.10462377APSTYGGGLSVSSR 37 24430192 1xTMT6plex [N-Term] 0.247 0.27 0.263 5.12178421 58.7 0 1567.827751 2 784.4178467 0.424644464 0.000332885 47.19206857ISSVLAGGSCR 60 24430192 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.386 0.377 0.375 4.425013542 54.42 0 1335.725201 2 668.3659058 -0.498393354 -0.000332858 42.32981723EVASNSELVQSSR 18 24430192 1xTMT6plex [N-Term] 0.204 0.197 0.191 4.997266769 57.98 0 1634.854694 3 545.6231689 0.158831203 8.66E-05 25.9332485GSCGIGGGIGGGSSR 143 24430192 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.39 0.397 0.351 5.503136158 99.62 0 1507.748455 2 754.3777466 -0.158246514 -0.000119298 25.85894697EVFTSSSSSSSR 12 24430192 1xTMT6plex [N-Term] 0.222 0.221 0.227 4.379407883 54.96 0 1489.733182 2 745.3704224 0.259265597 0.000193118 30.19368647TDLEMQIEGLK 30 24430192 2xTMT6plex [N-Term; K11] 0.645 0.672 0.614 5.163934708 70.04 0 1734.971193 2 867.9886475 -0.677145609 -0.000587414 68.70350534GQTGGDVNVEMDAAPGVDLSR 12 24430192 1xTMT6plex [N-Term] 0.234 0.258 0.308 7.038000107 85.74 0 2317.129154 2 1159.065674 -2.193595355 -0.002541422 50.38140154GQTGGDVNVEMDAAPGVDLSR 10 24430192 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.106 0.563 0.324 6.192660332 63.46 0 2333.124069 2 1159.065674 -2.193595355 -0.002541422 50.38140154YCMQLSQIQGLIGSVEEQLAQLR 5 24430192 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.129 6.340672016 51.34 0 2893.511314 3 965.1734009 -1.957781624 -0.001888288 113.0807619ASLENSLEETKGR 6 24430192 2xTMT6plex [N-Term; K11] 1.69 0.402 0.611 4.824542999 23.75 1 1892.048926 3 631.3536377 -1.356309568 -0.000855401 39.86579531EQSSSSFSQGQSS 8 24430192 1xTMT6plex [N-Term] 0.194 0.197 0.204 4.640204906 99.26 0 1574.713175 2 787.8601685 -0.072613819 -5.72E-05 17.08258524KNHEEEMLALR 14 24430192 2xTMT6plex [N-Term; K1] 0.284 0.288 0.274 5.070214748 30.98 1 1828.015124 4 457.7588806 -0.782837649 -0.00035776 34.42357119VTMQNLNDRLASYLDKVR 7 24430192 2xTMT6plex [N-Term; K16] 0.577 0.793 0.845 6.168214321 23.38 2 2594.448861 4 649.3679199 0.38098554 0.000247112 79.02664658DQYEQMAEK 14 24430192 2xTMT6plex [N-Term; K9] 0.257 0.263 0.248 4.358965874 51.46 0 1599.808879 2 800.4075928 -0.606305627 -0.000484987 33.37375962QFTSSSSMK 46 24430192 2xTMT6plex [N-Term; K9] 0.34 0.346 0.362 4.256742001 45.96 0 1460.781936 2 730.8938599 -1.021948178 -0.000746422 46.18026445TDLEMQIEGLKEELAYLR 8 24430192 2xTMT6plex [N-Term; K11]; 1xOxidation [M5] 0.253 0.265 3.634309292 36.46 1 2625.420975 3 870.4830933 3.321169083 0.002888782 108.8377151VLDELTLAR 291 24430192 1xTMT6plex [N-Term] 0.733 0.783 0.664 3.557556391 45.28 0 1258.756818 2 629.8817749 -0.432851925 -0.000272428 116.7449269DAETWFLSK 14 24430192 2xTMT6plex [N-Term; K9] 0.253 0.221 0.221 4.457219124 50.72 0 1554.856815 2 777.9309692 -1.385062223 -0.001076787 76.03988972LASYLDKVR 20 24430192 2xTMT6plex [N-Term; K7] 0.89 0.909 0.949 4.126904488 27.76 1 1522.935734 3 508.3163147 -0.882261919 -0.000447876 59.66288583LEQEIATYR 48 24430192 1xTMT6plex [N-Term] 0.403 0.459 0.426 4.04059124 49.9 0 1351.741896 2 676.3742065 -0.562048173 -0.000379872 45.46045899TKYEHELALR 14 24430192 2xTMT6plex [N-Term; K2] 0.244 0.257 0.248 5.343531132 27.59 1 1718.000126 4 430.255249 -0.558397078 -0.000239832 33.00960025VTMQNLNDR 32 24430192 1xTMT6plex [N-Term] 0.389 0.377 0.442 3.733043909 40.49 0 1319.6939 2 660.350769 0.273757375 0.000180638 30.9674769KNHEEEMLALR 8 24430192 2xTMT6plex [N-Term; K1]; 1xOxidation [M7] 0.264 0.29 0.338 3.960367918 21.11 1 1844.010039 4 457.7588806 -0.782837649 -0.00035776 34.42357119VTMQNLNDR 42 24430192 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.397 0.37 0.37 2.163195372 32.42 0 1335.688815 2 660.350769 0.273757375 0.000180638 30.9674769TDLEMQIEGLK 6 24430192 2xTMT6plex [N-Term; K11]; 1xOxidation [M5] 0.634 0.707 0.757 2.448237658 38.41 0 1750.966108 2 867.9886475 -0.677145609 -0.000587414 68.70350534QRPSEIKDYSPYFK 3 24430192 3xTMT6plex [N-Term; K7; K14] 0.543 0.659 4.593262672 9.43 1 2445.374507 4 612.0983887 -1.137589556 -0.000695458 49.41735734QFTSSSSMK 71 24430192 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 0.395 0.362 0.35 2.752688408 35.08 0 1476.776851 2 730.8938599 -1.021948178 -0.000746422 46.18026445DYSPYFK 48 24430192 2xTMT6plex [N-Term; K7] 0.504 0.535 0.546 3.420571804 32.64 0 1377.745474 2 689.3764038 0.041239248 2.84E-05 47.35366693DQYEQMAEK 8 24430192 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.241 0.196 2.320824385 37.72 0 1615.803794 2 800.4075928 -0.606305627 -0.000484987 33.37375962LASYLDK 61 24430192 2xTMT6plex [N-Term; K7] 0.463 0.453 0.46 3.245794058 35.62 0 1267.76621 2 634.3866577 -0.134749066 -8.54E-05 54.2253681LAADDFR 46 24430192 1xTMT6plex [N-Term] 0.729 0.728 0.675 2.713929176 28.25 0 1036.562475 2 518.7846069 -0.519228532 -0.000269106 49.42210644CEMEQQSQEYQILLDVK 2 24430192 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C1] 0.01 1.750494361 2.17 0 2599.314795 3 867.1116943 2.206065161 0.001911419 87.34265017SEVTELR 12 24430192 1xTMT6plex [N-Term] 0.31 0.228 0.233 2.820332289 36.86 0 1062.599255 2 531.8031616 -0.195951401 -0.000104109 23.58297525YCMQLSQIQGLIGSVEEQLAQLR 3 24430192 1xTMT6plex [N-Term]; 1xOxidation [M3]; 1xCarbamidomethyl [C2] 0.629 1.896917701 4.33 0 2909.506229 3 965.1734009 -1.957781624 -0.001888288 113.0807619EELAYLR 4 24430192 1xTMT6plex [N-Term] 0.435 0.439 2.294334412 10.53 0 1122.63564 2 561.8214722 0.024367601 1.37E-05 41.2927349SEVTELRR 6 24430192 1xTMT6plex [N-Term] 0.386 0.708 3.242856741 15.89 1 1218.700366 3 406.9049072 -0.161951467 -6.58E-05 34.568305375902072 SERPINB3 serpin B3 6317 NP_008850.1 23.33333333 1 5 7 27 390 44.537 6.81 0.28 0.3 0.35 0.31 Significant 0.00448 FYQTSVESVDFANAPEESR 4 5902072 1xTMT6plex [N-Term] 0.475 0.58 4.848556042 39.07 0 2405.14585 3 802.3877563 1.191617119 0.000955338 61.07637541GLVLSGVLHK 4 5902072 2xTMT6plex [N-Term; K10] 0.255 0.231 3.811991215 35.85 0 1480.961555 3 494.3256226 0.512569539 0.000253032 60.26710986TYLFLQEYLDAIK 8 5902072 2xTMT6plex [N-Term; K13] 0.216 0.287 0.283 3.692294598 37.36 0 2075.1829 3 692.3973999 -2.531773449 -0.001751298 110.7214203VLHFDQVTENTTGK 2 5902072 2xTMT6plex [N-Term; K14] 0.5 3.502969027 16.78 0 2047.122425 3 683.0424194 -4.748254964 -0.003240086 50.41990114DNTAQQIK 6 5902072 2xTMT6plex [N-Term; K8] 0.262 0.362 0.35 3.123635054 43.06 0 1375.79455 2 688.4007568 -0.227147378 -0.000156254 23.11385857STDAYELK 2 5902072 2xTMT6plex [N-Term; K8] 0.337 3.164288044 24.96 0 1384.772417 2 692.8884888 -1.961485443 -0.001358105 45.90777719
GKDLSMIVLLPNEIDGLQK 1 5902072 3xTMT6plex [N-Term; K2; K19]; 1xOxidation [M6] 0.406 2.845627785 1 2786.630464 3 929.5465088 -1.970262252 -0.001830131 85.55759452

17402909 TRIM29 tripartite motif-containing protein 29 23650 NP_036233.2 15.98639456 1 9 9 41 588 65.793 7.15 0.43 0.45 0.4 0.42 Significant 0.00116
SGSEEVLCDSCIGNK 6 17402909 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C8; C11] 0.33 0.349 0.36 4.128498554 32.45 0 2113.030576 3 705.0150146 -0.040214604 -2.83E-05 44.49774958

KPPVTFAEK 6 17402909 3xTMT6plex [N-Term; K1; K9] 0.362 0.427 0.403 4.282942295 28.05 0 1704.066304 3 568.6933594 -0.457068483 -0.000259625 60.53508344NHSTVTVEEAK 6 17402909 2xTMT6plex [N-Term; K11] 0.37 0.385 0.328 3.670059681 19.25 0 1672.92702 3 558.3140259 0.301421827 0.000168086 22.93304932EQDAVDQVK 6 17402909 2xTMT6plex [N-Term; K9] 0.425 0.416 0.436 3.726352215 56.5 0 1489.826244 2 745.4164429 -0.425833425 -0.000317209 28.94410016ETELSLQK 6 17402909 2xTMT6plex [N-Term; K8] 0.708 0.328 0.36 3.505102873 41.96 0 1405.830266 2 703.4182739 -0.707843942 -0.000497554 42.13574855DHQLLEPIRDFEAR 6 17402909 1xTMT6plex [N-Term] 0.419 0.502 0.453 4.329732418 12.02 1 1968.05004 4 492.7680969 0.263309013 0.000129551 47.3344097AILEQNFR 2 17402909 1xTMT6plex [N-Term] 0.528 2.675727367 19.37 0 1219.699638 2 610.3529663 -0.804766011 -0.000490786 44.64102349SFTTNEK 2 17402909 2xTMT6plex [N-Term; K7] 0.477 2.836901903 30.22 0 1284.719988 2 642.8637695 0.213861777 0.000137376 28.50690487RPIIQFVESGDDK 1 17402909 2xTMT6plex [N-Term; K13] 0.721 2.870147467 0 1962.106047 3 654.7061768 -1.054987097 -0.000689999 58.2229266574229019 OAS2 2'-5'-oligoadenylate synthase 2 isoform 1 4939 NP_058197.2 29.90264256 1 22 22 179 719 82.379 8.25 0.44 0.44 0.47 0.45 Significant 0.000493
TNASPGEFAVCFTELQQK 9 74229019 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 0.625 0.563 0.665 5.600129604 51.69 0 2485.279731 3 829.0977783 -0.381843963 -0.00031633 75.47912104

TRPVILDPAEPTGDVGGGDR 6 74229019 1xTMT6plex [N-Term] 0.487 0.539 0.5 5.390090466 40.05 0 2251.187989 3 751.0667114 -1.069840754 -0.000802804 42.92289693VNYNFEDETVR 6 74229019 1xTMT6plex [N-Term] 0.599 0.617 0.584 4.589262962 51.45 0 1614.796116 2 807.9005737 -1.390664146 -0.00112282 43.20819354TGSDADLVVFHNSLK 6 74229019 2xTMT6plex [N-Term; K15] 0.433 0.473 0.472 5.004338264 39.67 0 2061.138075 3 687.7171631 -0.552783048 -0.000379787 55.64246786SSDLPGGEFSTCFTVLQR 14 74229019 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.604 0.555 0.649 4.424331665 70.49 0 2230.101149 2 1115.553101 -0.997303699 -0.001112044 70.31445938SLDGFTIQVFTK 14 74229019 2xTMT6plex [N-Term; K12] 0.565 0.59 0.61 4.561045647 57.42 0 1814.046407 2 907.5278931 1.159029231 0.001051266 89.98299766EKEEELEVSFEPPK 9 74229019 3xTMT6plex [N-Term; K2; K14] 0.562 0.578 0.525 3.83335948 15.25 1 2377.310569 4 595.0834351 0.564265516 0.000335359 57.34524941DNFDIAEGVR 8 74229019 1xTMT6plex [N-Term] 0.725 0.578 0.476 4.344576836 46.37 0 1364.70076 2 682.8538208 -0.289205113 -0.000197339 45.48215689KDNFDIAEGVR 6 74229019 2xTMT6plex [N-Term; K1] 0.56 0.524 0.529 3.860951185 28.16 1 1721.958655 3 574.6574707 -0.46212528 -0.000265254 42.49779928
EWLSSPCFK 16 74229019 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.488 0.541 0.554 3.373594284 31.68 0 1611.860521 2 806.4332275 -0.832870994 -0.000671236 62.36595617
LKDLILLIK 6 74229019 3xTMT6plex [N-Term; K2; K9] 0.165 0.169 0.175 4.345508575 28.32 1 1756.22789 3 586.079895 -1.570377866 -0.000919314 105.2501765VNYNFEDETVRK 2 74229019 2xTMT6plex [N-Term; K12] 1.145 3.394260406 14.96 1 1972.054011 3 658.0219727 -1.342113976 -0.00088224 45.30784236DGTGNPIPPWK 10 74229019 2xTMT6plex [N-Term; K11] 0.493 0.389 0.468 3.404566765 26.28 0 1639.920813 2 820.4597168 -5.278100127 -0.004327833 54.64733811EIHEQLK 12 74229019 2xTMT6plex [N-Term; K7] 0.516 0.5 0.528 4.294844151 37.89 0 1354.809471 3 452.2748413 0.368528411 0.000166429 36.59681013

WCWHLLAK 4 74229019 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.433 0.435 3.542392254 23.9 0 1571.892096 3 524.6361084 1.06624069 0.000558672 73.78256742
FLLSQLQK 12 74229019 2xTMT6plex [N-Term; K8] 0.455 0.524 0.534 3.606762886 40.99 0 1434.908457 2 717.9575806 -0.399075763 -0.000286319 74.60141555VLSFSLK 6 74229019 2xTMT6plex [N-Term; K7] 0.557 0.569 0.771 2.742044449 35.72 0 1251.807681 2 626.4073486 -0.207631235 -0.000129957 71.79719143TVLELIK 8 74229019 2xTMT6plex [N-Term; K7] 0.653 0.748 3.387957573 37.28 0 1273.849545 2 637.4281006 -0.487332375 -0.000310394 74.12973951
ICWQWLK 8 74229019 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.446 0.482 0.509 3.193484068 29.38 0 1491.854648 2 746.4301758 -1.054303449 -0.000786434 81.99002056
NNFEIQK 6 74229019 2xTMT6plex [N-Term; K7] 0.682 0.625 0.699 3.173550844 26 0 1350.778171 2 675.8931274 0.597428082 0.000403496 39.23506937EFLQPNK 5 74229019 2xTMT6plex [N-Term; K7] 0.188 0.139 0.179 2.682260275 22.7 0 1333.788008 2 667.3966675 -1.46152091 -0.00097468 45.14636869FFDNRPGK 6 74229019 2xTMT6plex [N-Term; K8] 0.146 0.131 0.137 2.586575508 9.51 0 1438.820705 3 480.277771 -1.351837454 -0.000648351 36.68446013

222831595 DDX60 probable ATP-dependent RNA helicase DDX60 55601 NP_060101.3 37.44158879 1 44 50 290 1712 197.727 7.59 0.51 0.49 0.48 0.49 Significant 0.000319
ELLDVVDKNESAVIVAPTSSGK 4 222831595 3xTMT6plex [N-Term; K8; K22] 0.451 0.438 6.721918106 38.26 1 2958.696628 3 986.9025269 -1.217067529 -0.001200311 75.1320791ALVNQVAATVQNR 8 222831595 1xTMT6plex [N-Term] 0.568 0.787 0.516 4.7363801 51.38 0 1612.933219 2 806.9701538 -0.116621575 -9.41E-05 52.61622134NVLTTFSQEMSQLILNEMPK 6 222831595 2xTMT6plex [N-Term; K20] 0.779 0.55 0.502 6.150787354 57.28 0 2781.493094 3 927.8348999 -1.05964418 -0.000982464 112.9824075VFLDDLPEDFSDALDEYNMK 9 222831595 2xTMT6plex [N-Term; K20] 0.555 0.405 0.496 4.062553883 48.7 0 2834.384649 3 945.4659424 -0.485065273 -0.000458287 109.3765554
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

TVSLLTQVWPEGSDIR 14 222831595 1xTMT6plex [N-Term] 0.575 0.743 0.515 4.91127491 51.65 0 2030.111971 2 1015.55957 -0.052758174 -5.36E-05 82.22899607YLGFDELASSLHPAQDAENDVK 2 222831595 2xTMT6plex [N-Term; K22] 0.362 6.050961494 47.44 0 2877.467073 3 959.8253784 -1.908347152 -0.001830402 77.11793918LGAVENAAESVSTFLK 14 222831595 2xTMT6plex [N-Term; K16] 0.384 0.344 0.418 4.995204926 31 0 2094.184691 3 698.7327271 -0.507728693 -0.000354426 99.24186317ESDDGVVVYVAPTK 2 222831595 2xTMT6plex [N-Term; K14] 0.502 3.901396751 60.48 0 1937.063179 2 969.0358276 0.619248484 0.000599762 52.20765754HGSLIGLVQDNR 2 222831595 1xTMT6plex [N-Term] 0.619 4.155293465 35.33 0 1537.864805 3 513.2932739 0.301260125 0.000154432 41.14922162FYGNSLETVSSK 4 222831595 2xTMT6plex [N-Term; K12] 0.523 0.687 3.920923948 50.98 0 1789.973636 2 895.4909668 0.570418318 0.000510517 53.77374179DSSNEMVPNLGFIPTSSFVVDK 6 222831595 2xTMT6plex [N-Term; K22] 0.456 0.416 4.156221867 40.9 0 2841.474467 3 947.8295898 -0.088175612 -8.35E-05 93.81190393DAYTTLLNQLER 4 222831595 1xTMT6plex [N-Term] 0.344 0.435 4.48490572 59.81 0 1665.900916 2 833.4524536 -1.972064128 -0.001642632 71.96687425LADMNQEYQLPLSK 8 222831595 2xTMT6plex [N-Term; K14] 0.447 0.464 4.29330492 50.69 0 2108.146197 2 1054.572754 -3.778688362 -0.003983014 69.99894932GLHLNLGDTIMK 4 222831595 2xTMT6plex [N-Term; K12] 0.364 0.378 5.251130581 48.56 0 1770.034796 3 590.6829834 -0.225721375 -0.000133178 66.22257966ESIQLYDAMFQIWK 10 222831595 2xTMT6plex [N-Term; K14] 0.62 0.464 0.507 4.494849682 38.26 0 2230.198233 3 744.0692749 -2.22461972 -0.001653781 105.9478488
ECEDSQLVSHLMSCK 6 222831595 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C2; C14] 0.483 0.555 0.542 4.519895077 33.4 0 2281.102695 3 761.0380859 -1.310843 -0.000996722 68.12353152

WNALSFSIEEQLK 4 222831595 2xTMT6plex [N-Term; K13] 0.435 0.493 4.009158611 22.84 0 2023.126448 3 675.0479736 1.443082532 0.000973179 89.26628575GHFPLSITLVLR 2 222831595 1xTMT6plex [N-Term] 0.623 3.804175854 31.61 0 1581.967814 3 527.9938354 -0.544064384 -0.000286897 83.28318868VQDFIPDTWQR 6 222831595 1xTMT6plex [N-Term] 0.541 0.39 0.518 3.727045298 26.79 0 1633.853572 2 817.4301758 -0.30411997 -0.000248444 65.23246443AQELCPENFIHFNNK 4 222831595 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 0.788 0.948 5.013282299 41.82 0 2319.195607 3 773.7366333 -0.112378471 -8.69E-05 70.79187537LETPNHVTLGTIGVNR 6 222831595 1xTMT6plex [N-Term] 0.493 0.38 0.466 4.874991894 20.28 0 1950.09699 3 650.703064 -1.205655658 -0.000783715 53.50113397DFEVGQPFPLR 2 222831595 1xTMT6plex [N-Term] 0.382 3.36356473 27.79 0 1533.826295 2 767.4147339 -2.675242025 -0.002051678 64.86865706MSLNAYALDFYK 4 222831595 2xTMT6plex [N-Term; K12] 0.48 3.737076521 42.26 0 1894.018478 3 632.0101318 -1.391444813 -0.000878474 82.935383GQDLMGDVYFFDIPFPK 8 222831595 2xTMT6plex [N-Term; K17] 0.475 0.461 0.449 3.726041079 20.05 0 2447.272126 2 1224.143433 3.049388867 0.003731342 111.7417277SQAPVLLSQK 14 222831595 2xTMT6plex [N-Term; K10] 0.485 0.509 0.503 4.364600182 52.2 0 1528.946299 2 764.9735107 -4.286786023 -0.003277133 50.15603375YSELLQEDDR 6 222831595 1xTMT6plex [N-Term] 0.411 0.324 0.256 3.497531891 35.07 0 1496.743018 2 748.8744507 -0.931056832 -0.000696776 42.58249854FQDAHFEFYQSK 6 222831595 2xTMT6plex [N-Term; K12] 0.471 0.56 0.528 4.765552044 35.34 0 2005.021983 3 669.0120239 -0.231699532 -0.000154854 65.05652724TALILHLQK 8 222831595 2xTMT6plex [N-Term; K9] 0.484 0.475 0.463 4.046122074 34.27 0 1494.977205 3 498.9977112 0.919682867 0.000458302 60.29216685VITSHWAEDMKPLLQMK 4 222831595 3xTMT6plex [N-Term; K11; K17] 0.602 0.543 4.959081173 14.65 0 2714.53406 4 679.3873291 -2.421750327 -0.001643481 84.25502904GIGYHHSAMSFK 6 222831595 2xTMT6plex [N-Term; K12] 0.527 0.474 0.444 3.132293224 19.28 0 1792.956881 4 448.9943542 -0.721399285 -0.000323359 35.09588312NLPSGEVLCGVFTR 6 222831595 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.721 0.919 0.56 3.884593725 33.59 0 1777.946821 2 889.4735107 -3.979677875 -0.003537828 68.91598478
TYASYYCMEK 2 222831595 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.574 3.770533323 15.5 0 1773.8592 2 887.4334717 0.263002483 0.000233265 47.53631778

VAISPFVCLSGNFDDDLLR 4 222831595 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.363 0.531 2.970601797 29.29 0 2367.221598 3 789.7449341 -0.569906048 -0.000449698 109.7814479LPAIFFLFK 12 222831595 2xTMT6plex [N-Term; K9] 0.437 0.475 0.381 3.590965271 41.98 0 1553.985979 2 777.4960938 -0.68748368 -0.00053417 113.1338546AVDTETLQK 4 222831595 2xTMT6plex [N-Term; K9] 0.49 0.469 3.952388287 35 0 1462.85173 2 731.9298706 0.502143124 0.00036728 35.06061306IIENNTASK 6 222831595 2xTMT6plex [N-Term; K9] 0.605 0.39 0.362 3.992911816 37.76 0 1447.852064 2 724.4294434 -0.313776014 -0.000227151 31.84380317NIAFYYENENVK 2 222831595 2xTMT6plex [N-Term; K12] 0.51 2.898735046 26.05 0 1962.037299 3 654.682251 -2.598880417 -0.0016997 58.73851762AELTSWIK 6 222831595 2xTMT6plex [N-Term; K8] 0.495 0.456 0.463 3.443390846 48.99 0 1405.845523 2 703.4263916 -0.011350376 -7.98E-06 66.53531415IIVTQTIK 6 222831595 2xTMT6plex [N-Term; K8] 0.537 0.507 0.568 3.45233655 42.12 0 1373.913208 2 687.4598999 -0.498572478 -0.000342498 57.11427605QLVEILFR 8 222831595 1xTMT6plex [N-Term] 0.497 0.54 0.427 3.213577032 29.73 0 1246.772074 2 623.8894653 -0.337027069 -0.000210098 83.78453954MVLQNLSPEADLSPENMITMFPLLVEK 2 222831595 2xTMT6plex [N-Term; K27] 1.933375835 4.42 0 3517.876042 3 1173.296753 -0.095538027 -0.00011203 112.9280663GDDPEDAK 6 222831595 2xTMT6plex [N-Term; K8] 0.513 0.534 0.533 2.530812263 26.82 0 1304.673431 2 652.840271 -0.127233228 -8.30E-05 20.92128765
NLEIPQDCTYADQK 7 222831595 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 0.516 0.351 0.355 2.996023655 6.35 0 2153.09489 3 718.3723145 3.483325054 0.002499976 51.08418898

LMLLASK 6 222831595 2xTMT6plex [N-Term; K7] 0.586 0.557 0.512 3.007740021 32.48 0 1233.800487 2 617.4041138 0.376235111 0.0002321 70.09090669HSLLSFK 6 222831595 2xTMT6plex [N-Term; K7] 0.483 0.493 0.479 2.844046116 23 0 1289.798178 3 430.6046143 0.861393244 0.000370341 50.19536624HQIFSWK 8 222831595 2xTMT6plex [N-Term; K7] 0.483 0.455 0.465 2.812983751 18.87 0 1403.819977 3 468.6116333 0.263632339 0.000123364 51.32552238KYEESLK 4 222831595 3xTMT6plex [N-Term; K1; K7] 0.575 0.7 3.148766518 6.47 1 1583.96117 3 528.6582642 -0.587615119 -0.000310253 32.52036827MNEGDAYYLLK 2 222831595 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 0.607 1.597373486 16.38 0 1790.939893 2 895.9732666 -0.355582495 -0.000318413 57.14416337SLEDFLK 6 222831595 2xTMT6plex [N-Term; K7] 0.584 0.607 0.588 3.06425786 24.43 0 1309.776774 2 655.3914185 -0.926880031 -0.000607003 68.72220971LVLYGER 10 222831595 1xTMT6plex [N-Term] 0.641 0.606 0.756 2.732421637 26.9 0 1078.645811 2 539.8262939 -0.463441632 -0.000249945 44.908630734557871 TF serotransferrin precursor 7018 NP_001054.1 30.65902579 1 18 18 133 698 77 7.12 4.21 4.29 3.59 4.03 Significant 0.003 SASDLTWDNLK 12 4557871 2xTMT6plex [N-Term; K11] 4.435 4.233 4.118 4.549350262 52.48 0 1707.931771 2 854.4677734 -2.04979207 -0.001750453 56.73750348
IECVSAETTEDCIAK 8 4557871 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C3; C12] 6.639 7.376 5.603 5.076877594 68.77 0 2184.092842 2 1092.548218 -1.686106495 -0.001841307 49.23310229

EGTCPEAPTDECKPVK 6 4557871 3xTMT6plex [N-Term; K13; K16]; 2xCarbamidomethyl [C4; C12] 6 3.285 4.998 4.863837242 18.37 0 2505.293222 3 835.7684937 -0.915642508 -0.000764651 33.72776473
EDPQTFYYAVAVVK 16 4557871 2xTMT6plex [N-Term; K14] 4.269 4.461 5.023 4.61434412 34.81 0 2088.141764 2 1044.575439 0.8804413 0.000919243 79.17137587TAGWNIPMGLLYNK 8 4557871 2xTMT6plex [N-Term; K14] 2.496 3.427 3.539 4.487171173 38.2 0 2036.140324 3 679.3851929 0.34440813 0.000233754 94.21335378

SVIPSDGPSVACVK 6 4557871 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 5.462 4.392 4.506897449 61.36 0 1874.045755 2 937.5263672 -0.158776806 -0.000148778 50.90418151EGYYGYTGAFR 6 4557871 1xTMT6plex [N-Term] 2.568 100 3.844 4.342458725 33.96 0 1512.73206 2 756.8696289 -0.051950707 -3.93E-05 53.55645206FDEFFSEGCAPGSK 10 4557871 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 5.738 4.243 4.175 3.998456955 40.7 0 2035.983549 3 679.331543 -1.705943917 -0.001157758 68.4608441
SAGWNIPIGLLYCDLPEPR 12 4557871 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 7.236 7.45 2.86 5.328045368 44.27 0 2400.258318 3 800.7506104 -8.765796229 -0.007013392 102.5388275

SDNCEDTPEAGYFAVAVVK 4 4557871 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C4] 4.221 2.565 4.423016071 25.84 0 2530.253575 3 844.0899658 0.699037027 0.00058958 75.6383294
HQTVPQNTGGK 6 4557871 2xTMT6plex [N-Term; K11] 4.179 6.038 4.841 4.591374397 33.72 0 1624.917124 3 542.3103027 -0.47341299 -0.000256419 17.92794759TAGWNIPMGLLYNK 4 4557871 2xTMT6plex [N-Term; K14]; 1xOxidation [M8] 100 5.971 4.211534023 31.4 0 2052.135239 3 679.3851929 0.34440813 0.000233754 94.21335378YLGEEYVK 10 4557871 2xTMT6plex [N-Term; K8] 4.769 4.41 3.923 3.731944799 34 0 1458.824453 2 729.9162598 0.541669869 0.000395101 49.09072883

DDTVCLAK 4 4557871 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 2.757 2.528 3.179927349 25.26 0 1379.760473 2 690.3835449 -0.477870082 -0.000329673 38.66916275
DSAHGFLK 6 4557871 2xTMT6plex [N-Term; K8] 4.671 5.021 3.969 3.146958113 22.15 0 1332.767607 3 444.9272461 -0.316318275 -0.000140526 30.17190399ASYLDCIR 4 4557871 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.856 1.413 2.842852592 22.59 0 1226.640074 2 613.8241577 0.786473317 0.00048236 42.56767522DSGFQMNQLR 6 4557871 1xTMT6plex [N-Term]; 1xOxidation [M6] 3.158 4.949 2.252 2.010642767 32.19 0 1440.710279 2 720.8568726 -2.644794632 -0.001905191 25.37479429KPVDEYK 3 4557871 3xTMT6plex [N-Term; K1; K7] 2.676 2.087 2.015262604 7.1 0 1565.950605 3 522.6549683 -0.162070785 -8.46E-05 31.15358032
KDSSLCK 2 4557871 3xTMT6plex [N-Term; K1; K7]; 1xCarbamidomethyl [C6] 1.062 2.060650587 0.21 1 1524.902275 3 508.9726868 0.807791263 0.000410601 28.03905879

527498244 MBD3 methyl-CpG-binding domain protein 3 isoform 1 53615 NP_001268382.1 5.498281787 1 1 1 6 291 32.823 5.34 2.09 1.99 2.28 2.12 Significant 0.00161
KLSGLNAFDIAEELVK 6 527498244 3xTMT6plex [N-Term; K1; K16] 2.094 1.991 2.279 5.04209137 45.96 1 2434.452423 3 812.1535034 -2.655860527 -0.002155189 100.187957609878250 PVR poliovirus receptor isoform alpha precursor 5817 NP_006496.4 8.153477218 1 3 3 13 417 45.292 6.52 1.96 1.6 2.13 1.89 Significant 0.00672 VLAKPQNTAEVQK 6 609878250 3xTMT6plex [N-Term; K4; K13] 1.744 1.549 1.586 4.35024929 9.26 0 2113.2948 3 705.1031494 0.045006588 3.17E-05 43.04568394ENSSSQDPQTEGTR 3 609878250 1xTMT6plex [N-Term] 100 3.192096472 29.21 0 1764.819765 2 882.9130859 -0.492744368 -0.000434803 14.99571611SVDIWLR 4 609878250 1xTMT6plex [N-Term] 2.121 1.627 2.862358093 18.12 0 1117.65671 2 559.3312378 -1.352136169 -0.000755612 59.0300041171902540 ATM serine-protein kinase ATM 472 NP_000042.3 1.505235602 1 4 4 20 3056 350.462 6.81 1.62 1.87 1.56 1.68 Significant 0.00316 SVATSSIVGYILGLGDR 2 71902540 1xTMT6plex [N-Term] 1.947 4.357341766 30.06 0 1937.090507 3 646.3683472 -0.009894268 -6.39E-06 105.567651VLIPHLVIR 6 71902540 1xTMT6plex [N-Term] 1.924 2.125 1.916 3.924854755 46.67 0 1288.866643 3 430.2937927 0.140886436 6.05E-05 69.14371126LLDPFPDHVVFK 6 71902540 2xTMT6plex [N-Term; K12] 1.531 1.937 1.586 3.916573048 34.24 0 1885.098777 3 629.038269 0.783486215 0.000492316 84.68571566SILEILSK 6 71902540 2xTMT6plex [N-Term; K8] 1.336 1.606 1.167 3.365089178 42.19 0 1360.881574 2 680.9436646 -1.117811033 -0.000760604 84.41054529

195927037 DNMT1 DNA (cytosine-5)-methyltransferase 1 isoform a 1786 NP_001124295.1 5.698529412 1 6 6 38 1632 184.703 7.85 1.86 1.86 1.83 1.85 Significant 0.0000292
LNLLHEFLQTEIK 6 195927037 2xTMT6plex [N-Term; K13] 1.982 1.625 2.022 5.39589119 42.34 0 2056.220683 3 686.0785522 0.204573509 0.000140216 98.61362326LPLFPEPLHVFAPR 12 195927037 1xTMT6plex [N-Term] 2.026 2.16 2.126 5.524301529 53.2 0 1862.088991 3 621.3681641 0.508819667 0.000315823 93.29421782LSIFDANESGFESYEALPQHK 4 195927037 2xTMT6plex [N-Term; K21] 6.053 2.853 4.5602355 54.28 0 2840.450695 3 947.4837646 -4.912679777 -0.004651408 77.24150638VPTLAVPAISLPDDVR 11 195927037 1xTMT6plex [N-Term] 2.859 2.571 1.322 4.940084934 42.33 0 1892.105429 2 946.555481 -0.921701249 -0.000871978 86.7625401VARPLPAEEPER 3 195927037 1xTMT6plex [N-Term] 1.006 1.416 3.095457315 4.42 0 1592.895771 3 531.6362915 -0.910114966 -0.000483239 26.16171074VNPQISDEKDEDEKEEK 2 195927037 4xTMT6plex [N-Term; K9; K14; K17] 1.369 1.512 3.224912643 2 2948.587027 4 737.9016113 -0.817824768 -0.000602857 34.29250721

208022653 TGFB2 transforming growth factor beta-2 isoform 1 precursor 7042 NP_001129071.1 10.18099548 1 4 4 15 442 50.541 8.41 1.58 1.76 1.92 1.75 Significant 0.00312 TPHLLLMLLPSYR 2 208022653 1xTMT6plex [N-Term] 2.106 4.310518265 23.39 0 1783.050163 3 595.0218506 0.468504942 0.000278456 94.21339379IELYQILK 6 208022653 2xTMT6plex [N-Term; K8] 1.748 1.62 100 3.757790327 39.08 0 1477.939423 2 739.4729614 -0.525507626 -0.000388334 88.70016984SDEEYYAK 6 208022653 2xTMT6plex [N-Term; K8] 1.4 1.469 0.979 2.621757269 36.18 0 1462.746596 2 731.8763428 -0.81172168 -0.000593672 29.34614449FAGIDGTSTYTSGDQK 1 208022653 2xTMT6plex [N-Term; K16] 1.253 2.190676928 0 2106.075535 3 702.6963501 -0.492658983 -0.000345859 46.874392550659095 DDX21 nucleolar RNA helicase 2 isoform 1 9188 NP_004719.2 48.65900383 1 31 33 346 783 87.29 9.28 1.99 1.92 1.9 1.93 Significant 0.000198 KAEPSEVDMNSPK 6 50659095 3xTMT6plex [N-Term; K1; K13] 2.031 1.845 6.611906528 41.5 1 2119.167216 3 707.0604858 -0.147138209 -0.000103937 35.20886355LLDSVPPTAISHFK 24 50659095 2xTMT6plex [N-Term; K14] 1.867 1.823 1.789 6.021146774 56.58 0 1983.167919 3 661.7268066 -1.034888728 -0.000684119 70.34675237GLDIPEVDLVIQSSPPK 18 50659095 2xTMT6plex [N-Term; K17] 1.691 1.796 1.498 4.733547211 80.09 0 2265.31062 2 1133.161255 2.03647817 0.002306628 89.6070279QDAQSLHGDIPQK 6 50659095 2xTMT6plex [N-Term; K13] 2.305 2.267 2.025 4.933100224 39.92 0 1895.038696 3 632.3502808 -1.270008285 -0.000802238 32.27322878EAQELSQNSAIK 12 50659095 2xTMT6plex [N-Term; K12] 2.002 1.915 2.138 5.056704521 63.59 0 1775.990349 2 888.4970093 -2.030791054 -0.001803333 34.61917385EEYQLVQVEQK 10 50659095 2xTMT6plex [N-Term; K11] 2.394 1.644 1.641 4.350827694 65.74 0 1851.0264 2 926.0155029 -1.442718821 -0.001335255 47.92541976KEAQELSQNSAIK 6 50659095 3xTMT6plex [N-Term; K1; K13] 1.899 2.071 1.684 5.698739529 45.27 1 2133.248244 3 711.7542725 0.009643891 6.86E-06 34.18154553GAVEALAAALAHISGATSVDQR 12 50659095 1xTMT6plex [N-Term] 2.854 2.336 2.055 6.632061481 70.38 0 2337.272388 4 585.0735474 -0.012051173 -7.04E-06 105.0335737
DSEDNPQTLLFSATCPHWVFNVAK 8 50659095 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 2.226 2.35 3.167 6.362631798 43.86 0 3234.629405 3 1078.88269 1.27171572 0.001371176 93.79711491

EGAFSNFPISEETIK 12 50659095 2xTMT6plex [N-Term; K15] 1.749 1.576 1.714 4.921334743 54.76 0 2127.137407 2 1064.069336 -2.826039813 -0.003005687 70.76050798STYEQVDLIGK 14 50659095 2xTMT6plex [N-Term; K11] 2.384 2.175 2.089 4.167842865 70.11 0 1710.967822 2 855.9869995 -0.642856369 -0.000549953 54.18492608NEEPSEEEIDAPKPK 6 50659095 3xTMT6plex [N-Term; K13; K15] 1.792 2.214 1.918 4.457546711 31.26 0 2399.290896 3 800.4351196 -0.037687502 -3.01E-05 37.87486115GLDIPEVDLVIQSSPPKDVESYIHR 6 50659095 2xTMT6plex [N-Term; K17] 3.704 4.285 2.773 6.335262775 30.28 1 3264.788013 4 816.949585 -3.523437419 -0.002875819 88.32684046
KLSVACFYGGTPYGGQFER 6 50659095 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C6] 2.934 3.19 3.377 6.062290668 33.11 1 2595.343 3 865.784729 -1.296906914 -0.001121973 65.62758486

IGVPSATEIIK 10 50659095 2xTMT6plex [N-Term; K11] 1.798 1.665 1.923 3.951265574 61.44 0 1585.992915 2 793.4988403 -1.583169706 -0.001255448 67.6531313SDAGLESDTAMK 7 50659095 2xTMT6plex [N-Term; K12] 2.955 1.373 2.57 3.881770134 54.69 0 1682.867122 2 841.93396 -3.849779962 -0.003239334 111.8125407WQLSVATEQPELEGPR 16 50659095 1xTMT6plex [N-Term] 1.96 1.446 2.064 5.635354519 59.97 0 2069.086485 2 1035.047241 0.348550861 0.000360591 65.53138263SDKTEEIAEEEETVFPK 12 50659095 3xTMT6plex [N-Term; K3; K17] 2.03 1.9 1.956 6.542253017 30.7 1 2668.417219 3 890.1428833 -1.169973584 -0.001040659 60.04886743
LGVCFDVPTASVTEIQEK 12 50659095 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C4] 1.813 2.447 2.959 5.816361427 41.39 0 2451.320533 3 817.7728882 -6.699074641 -0.00547386 81.14937627

GVTFLFPIQAK 20 50659095 2xTMT6plex [N-Term; K11] 2.099 1.967 1.719 4.25222683 64.7 0 1679.029635 2 840.0178833 -0.681851239 -0.000572424 90.25585908TAITVEHLAIK 6 50659095 2xTMT6plex [N-Term; K11] 2.5 2.403 2.497 4.180938721 34.26 0 1654.030363 3 552.0148315 -0.254941568 -0.00014056 56.95543058
TGVCICFYQHK 6 50659095 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C4; C6] 2.188 2.047 1.318 4.10243845 35.96 0 1870.970817 3 624.3287964 0.544776085 0.000339753 49.65822525
EQLGEEIDSK 9 50659095 2xTMT6plex [N-Term; K10] 1.655 1.344 1.865 3.850045919 62.7 0 1605.873588 2 803.4394531 -1.219242919 -0.000978975 52.04221406APQVLVLAPTR 8 50659095 1xTMT6plex [N-Term] 1.648 2.198 2.348 4.109883308 43.29 0 1393.872851 2 697.440918 1.225712589 0.000854244 60.24591023TFSFAIPLIEK 20 50659095 2xTMT6plex [N-Term; K11] 1.791 2.55 2.648 3.180530548 33.5 0 1724.039865 3 575.3511353 -0.58734621 -0.000337536 111.124963AAVIGDVIR 12 50659095 1xTMT6plex [N-Term] 1.469 1.331 1.171 3.247262716 43.05 0 1142.709474 2 571.8574829 -1.56190154 -0.0008924 50.72765957TIIFCETK 12 50659095 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 2.158 2.128 2.147 3.45404315 39 0 1469.843808 2 735.4254761 -0.090309978 -6.64E-05 54.24352619DVESYIHR 10 50659095 1xTMT6plex [N-Term] 1.777 1.807 1.682 3.531370401 44.76 0 1247.658167 3 416.5576477 0.178907365 7.44E-05 32.55860684KKAEPSEVDMNSPK 2 50659095 4xTMT6plex [N-Term; K1; K2; K14] 2.02 3.718906879 5.08 2 2476.425111 4 619.8598022 -3.122216614 -0.001932984 35.25091818LHGELQDR 12 50659095 1xTMT6plex [N-Term] 1.816 1.926 1.774 3.677683592 35.9 0 1196.658501 2 598.8313599 -2.555376856 -0.001528957 19.61765149SDAGLESDTAMK 2 50659095 2xTMT6plex [N-Term; K12]; 1xOxidation [M11] 1.209 1.560740232 36.98 0 1698.862037 2 841.93396 -3.849779962 -0.003239334 111.8125407DFSDITK 12 50659095 2xTMT6plex [N-Term; K7] 2.493 2.111 1.766 2.807015181 29.61 0 1283.724739 2 642.3659668 -0.063678955 -4.09E-05 43.11638277EGYGGFR 6 50659095 1xTMT6plex [N-Term] 1.228 0.942 1.47 2.784096479 18.6 0 1014.520611 2 507.763855 -0.174800847 -8.87E-05 24.07165656DLIAQAR 12 50659095 1xTMT6plex [N-Term] 1.629 1.678 1.831 2.670740128 29.96 0 1015.60976 2 508.3084412 -0.151934126 -7.72E-05 29.7039118521536376 ABCA1 ATP-binding cassette sub-family A member 1 19 NP_005493.2 6.63423264 1 11 12 51 2261 254.139 6.86 2.68 2.76 2.02 2.48 Significant 0.00877 FVSPLSWDLVGR 6 21536376 1xTMT6plex [N-Term] 6.081 2.099 4.378 4.08920002 34.89 0 1604.899794 2 802.9534302 -0.130879472 -0.000105024 89.98568558VAEESGVDAETSDGTLPAR 6 21536376 1xTMT6plex [N-Term] 0.871 1.405 4.112333775 43.95 0 2133.050887 3 711.6876831 -1.120814139 -0.000796918 35.78368435EGAFVELFHEIDDR 4 21536376 1xTMT6plex [N-Term] 1.023 4.687426567 39.66 0 1905.954408 3 635.9902344 0.913959428 0.000580655 83.48244245LTQQQFVALLWK 4 21536376 2xTMT6plex [N-Term; K12] 8.369 5.879 3.778054476 29.86 0 1933.167525 3 645.0598755 -1.268361445 -0.000817318 99.56786409LVEDIGHELTYVLPYEAAK 2 21536376 2xTMT6plex [N-Term; K19] 5.24 3.197475195 19.66 0 2618.448176 4 655.3675537 0.079857891 5.23E-05 96.77202438

ISEICMEEEPTHLK 3 21536376 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 1.222 2.215 2.799642563 5.04 0 2174.123747 3 725.3756714 -5.191323565 -0.003762193 54.83859526VVILDEPTAGVDPYSR 6 21536376 1xTMT6plex [N-Term] 3.358 9.109 7.532 3.349834681 29.62 0 1960.058873 2 980.5317993 -1.301449269 -0.001275459 63.34471493GIWELLLK 6 21536376 2xTMT6plex [N-Term; K8] 3.89 3.158 3.085 3.42757678 36.31 0 1429.918294 2 715.4626465 -0.193879085 -0.000138616 109.4020913LSPLNDEDEDVRR 2 21536376 1xTMT6plex [N-Term] 0.632 4.035624981 14.19 1 1786.913271 3 596.3085327 -1.245984069 -0.000742155 35.00956134ADVILHK 4 21536376 2xTMT6plex [N-Term; K7] 5.148 5.889 2.424300909 19.01 0 1253.798178 3 418.6043396 0.228943408 9.57E-05 42.51438313IAIISHGK 2 21536376 2xTMT6plex [N-Term; K8] 0.97 2.626582146 7.61 0 1296.840378 3 432.9507751 -2.009083455 -0.000868487 43.5182192ADPFEDMR 6 21536376 1xTMT6plex [N-Term] 6.668 3.567 7.592 2.167306662 12.26 0 1209.577139 2 605.2938232 2.670928766 0.001615347 42.9514297321040371 DDX39A ATP-dependent RNA helicase DDX39A 10212 NP_005795.2 44.73067916 1 6 18 215 427 49.098 5.68 2.22 2.12 2.24 2.19 Significant 0.000286
AIVDCGFEHPSEVQHECIPQAILGMDVLCQAK 24 21040371 2xTMT6plex [N-Term; K32]; 3xCarbamidomethyl [C5; C17; C29] 1.916 2.334 1.988 8.499551773 33.81 0 4110.032119 4 1028.262695 -0.770653345 -0.000791852 87.76121827
AIVDCGFEHPSEVQHECIPQAILGMDVLCQAK 2 21040371 2xTMT6plex [N-Term; K32]; 1xOxidation [M25]; 3xCarbamidomethyl [C5; C17; C29] 1.947 5.706760406 17.07 0 4126.027034 4 1028.262695 -0.770653345 -0.000791852 87.76121827

LTLHGLQQYYVK 14 21040371 2xTMT6plex [N-Term; K12] 1.345 1.286 1.197 5.156847 65.81 0 1921.13114 2 961.0671387 -2.15442151 -0.002069463 63.54781758FMQDPMEVFVDDETK 16 21040371 2xTMT6plex [N-Term; K15] 2.167 1.712 1.862 4.88376379 59.42 0 2289.118327 2 1145.060547 -1.970313175 -0.00225514 88.77572779VSVFFGGLSIK 18 21040371 2xTMT6plex [N-Term; K11] 2.169 2.315 2.305 4.697689056 57.07 0 1611.987436 2 806.4968262 -0.657546223 -0.000529978 93.09461597GLAITFVSDENDAK 30 21040371 2xTMT6plex [N-Term; K14] 1.284 1.307 1.161 5.065628052 67.84 0 1938.058428 2 969.5313721 -1.527600681 -0.00148029 66.08439677VNIVFNYDMPEDSDTYLHR 6 21040371 1xTMT6plex [N-Term]; 1xOxidation [M9] 2.73 2.102 4.674411774 50.36 0 2573.217969 3 858.4088135 -2.363600902 -0.002027353 64.63593742NCPHVVVGTPGR 2 21040371 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.195 3.028509617 16.39 0 1521.815747 2 761.4105225 -1.300169307 -0.000989309 22.87001329ILVATNLFGR 18 21040371 1xTMT6plex [N-Term] 1.266 1.246 1.264 3.777237892 47.44 0 1332.820087 2 666.9133911 -0.436227997 -0.000290707 79.60245001HFVLDECDK 9 21040371 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 2.314 2.281 2.367 3.829505444 37 0 1620.845599 3 540.9537354 0.650095659 0.000351235 40.46422254
DFLLKPELLR 27 21040371 2xTMT6plex [N-Term; K5] 1.457 1.31 1.419 3.984080553 23.48 0 1702.066749 2 851.5376587 0.75918457 0.000646091 77.03631298RDVQEIFR 8 21040371 1xTMT6plex [N-Term] 0.978 1.104 1.126 4.169273853 33.23 1 1291.732 3 431.2489624 0.258309798 0.000111222 35.90189389ELAFQISK 7 21040371 2xTMT6plex [N-Term; K8] 1.599 1.469 1.516 3.753242016 34.77 0 1393.845523 2 697.425293 -1.587853506 -0.001106611 61.5526667ILNDVQDR 10 21040371 1xTMT6plex [N-Term] 1.021 0.851 0.948 3.432116985 34.34 0 1201.673817 2 601.3410034 0.760194593 0.000456753 34.70793942KDEEVLKK 6 21040371 4xTMT6plex [N-Term; K1; K7; K8] 2.341 1.991 1.924 3.242619991 12.57 2 1905.219065 2 953.1126709 -0.524754945 -0.000499887 36.58994906GMAQEER 4 21040371 1xTMT6plex [N-Term] 1.968 1.874 2.461005449 23.04 0 1049.52471 2 525.2659302 -0.120052855 -6.30E-05 15.27923164DVQEIFR 6 21040371 1xTMT6plex [N-Term] 1.108 1.119 1.249 2.816950798 35.11 0 1135.630889 2 568.319397 0.552992454 0.000313998 46.99153435KDEEVLK 6 21040371 3xTMT6plex [N-Term; K1; K7] 0.977 1.095 1.099 2.789613724 22.61 1 1547.96117 2 774.4836426 -0.750311941 -0.000580727 34.0106297MLEQLDMR 2 21040371 1xTMT6plex [N-Term] 0.889 1.833823085 0.23 0 1264.659095 2 632.8319092 -2.018663081 -0.00127646 52.5935711827894339 KRT23 keratin, type I cytoskeletal 23 isoform 1 25984 NP_056330.3 52.8436019 1 21 22 250 422 48.101 6.54 1.88 1.94 2 1.94 Significant 0.000319 DYSQYEENITHLQEQIVDGK 10 27894339 2xTMT6plex [N-Term; K20] 2.623 1.43 1.839 5.960766315 68.49 0 2867.446338 3 956.4851685 -1.878196929 -0.00179521 76.2756403

LVLCQVNEIQK 10 27894339 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.526 1.936 1.699 4.92812109 64.79 0 1802.061012 2 901.53302 -1.247511002 -0.001124045 61.2170163
EQSAAMSQEAASPATVQSR 20 27894339 1xTMT6plex [N-Term] 2.591 2.112 2.74 7.466157913 105.7 0 2178.065825 2 1089.535034 -1.392827797 -0.001516835 24.67728043EQSAAMSQEAASPATVQSR 8 27894339 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.178 1.85 3.701 5.311745167 55.9 0 2194.06074 2 1089.535034 -1.392827797 -0.001516835 24.67728043HHVPSDFNVNVK 16 27894339 2xTMT6plex [N-Term; K12] 2.245 2.137 2.228 4.416405201 50.3 0 1851.027737 2 926.0167847 -0.780384882 -0.000722257 36.30790896TLDNLTIVTTDLEQEVEGMR 8 27894339 1xTMT6plex [N-Term]; 1xOxidation [M19] 1.023 2.213 4.395834923 55.64 0 2522.285714 3 836.1010742 -0.849847013 -0.000709988 108.0133059TLDNLTIVTTDLEQEVEGMR 32 27894339 1xTMT6plex [N-Term] 2.226 2.164 3.862 6.738576412 62.15 0 2506.290799 3 836.1010742 -0.849847013 -0.000709988 108.0133059TFQALEIDLQTQYSTK 2 27894339 2xTMT6plex [N-Term; K16] 1.063 3.315815449 23.53 0 2344.280048 3 782.0983887 0.240912184 0.000188255 82.23944306LLEGESEGTREESK 6 27894339 2xTMT6plex [N-Term; K14] 1.288 2.406 2.22 4.21204567 17.32 1 2022.075535 3 674.6969604 0.392407525 0.000264493 31.65031403SCPPPGGSWGSGR 8 27894339 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.543 2.101 2.468 4.456135273 55.79 0 1530.732077 2 765.8692627 -0.540969506 -0.00041404 22.71315945APTVHGGAGGAR 4 27894339 1xTMT6plex [N-Term] 2.228 2.356 4.250972271 46.44 0 1279.706848 3 427.2404175 -0.116416189 -4.97E-05 15.8761599DLEIEVEGLR 12 27894339 1xTMT6plex [N-Term] 2.134 1.808 2.463 3.94210887 66.02 0 1401.778676 2 701.392334 -0.916151224 -0.000642121 61.19632691LLEGESEGTR 6 27894339 1xTMT6plex [N-Term] 2.036 1.44 100 3.744275808 62.79 0 1319.700425 2 660.352417 -2.173164129 -0.001433963 28.97023371MAVDDFNLK 10 27894339 2xTMT6plex [N-Term; K9] 2.284 1.993 1.986 3.848521233 51.14 0 1510.833972 2 755.920105 -0.687162906 -0.000519095 61.93729579KDLEIEVEGLR 2 27894339 2xTMT6plex [N-Term; K1] 1.397 3.700111151 16.98 1 1759.036571 3 587.0167236 -0.54171788 -0.000317634 57.58756182ATMQNLNDR 13 27894339 1xTMT6plex [N-Term] 0.329 0.265 0.319 3.992933512 55.75 0 1291.6626 2 646.3339844 -1.477119489 -0.00095397 21.52569749ALEEANMK 4 27894339 2xTMT6plex [N-Term; K8] 2.111 1.881 3.938431978 33.48 0 1363.765558 2 682.3861694 -0.363268312 -0.000247706 34.65957629QEYELIIK 6 27894339 2xTMT6plex [N-Term; K8] 1.843 1.597 1.545 3.12091279 29.31 0 1493.897952 2 747.4519653 -0.868825033 -0.000648968 60.34313954YENEHSFK 10 27894339 2xTMT6plex [N-Term; K8] 1.832 1.852 1.941 3.262813807 18.45 0 1511.789464 3 504.6008301 -1.010177449 -0.000509059 24.88551006ISLSFTTR 10 27894339 1xTMT6plex [N-Term] 1.194 1.144 2.711 3.137516975 33.96 0 1153.67784 2 577.3421631 -0.684730258 -0.000394979 54.14471144ATMQNLNDR 27 27894339 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.263 0.275 0.302 2.315668344 32.44 0 1307.657515 2 646.3339844 -1.477119489 -0.00095397 21.52569749VDTGPREDLIK 3 27894339 2xTMT6plex [N-Term; K11] 2.3 1.87 3.104192019 3.28 1 1700.994706 3 567.6697388 -0.025109664 -1.42E-05 49.81788648YENEHSFKK 7 27894339 3xTMT6plex [N-Term; K8; K9] 2.099 2.796 1.129 2.73236537 11.45 1 1869.047359 4 468.0174255 0.274550795 0.000128287 26.7052643DLDTWYK 6 27894339 2xTMT6plex [N-Term; K7] 1.876 2.296 3.120894432 31.95 0 1398.766938 2 699.8843994 -3.871739979 -0.002707831 54.31731805LASYLEK 6 27894339 2xTMT6plex [N-Term; K7] 1.938 2.03 1.94 3.256265163 35.28 0 1281.78186 2 641.394104 -0.724235704 -0.000464156 56.10230409MAVDDFNLK 4 27894339 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 1.288 1.985 2.46461153 25.85 0 1526.828887 2 755.920105 -0.687162906 -0.000519095 61.93729579110224476 PSAP prosaposin isoform b preproprotein 5660 NP_001035930.1 41.74573055 1 1 21 270 527 58.445 5.14 1.16 2.17 1.78 1.7 Significant 0.0285

EICALVGFCDEVK 12 110224476 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C3; C9] 1.462 1.82 1.885 4.768352509 62.12 0 1998.044041 2 999.5247803 -0.879416614 -0.000878557 76.02336276
SDVYCEVCEFLVK 12 110224476 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C5; C8] 1.635 1.456 3.887347937 36.9 0 2106.06517 3 702.6933594 0.168330498 0.000118172 99.01493199

NYISQYSEIAIQMMMHMQDQQPK 10 110224476 2xTMT6plex [N-Term; K23] 1.158 2.171 1.777 5.067259312 45.67 0 3272.597652 4 818.9049683 0.119564614 9.78E-05 111.8621622EIVDSYLPVILDIIK 37 110224476 2xTMT6plex [N-Term; K15] 1.239 1.332 1.237 4.828328609 41.85 0 2188.324479 3 730.1142578 1.709557945 0.001247023 113.0690039DVVTAAGDMLK 9 110224476 2xTMT6plex [N-Term; K11] 0.856 0.92 0.686 4.096373558 48.49 0 1577.8973 2 789.4521484 -0.177289739 -0.000139872 61.96928771NVIPALELVEPIKK 14 110224476 3xTMT6plex [N-Term; K13; K14] 0.973 1.016 1.034 5.358805656 30.67 1 2250.440401 3 750.8187866 0.624394799 0.000468388 90.98954475
IGACPSAHKPLLGTEK 4 110224476 3xTMT6plex [N-Term; K9; K16]; 1xCarbamidomethyl [C4] 1.295 1.129 5.293242455 18.58 0 2366.383298 4 592.3513184 0.061704924 3.65E-05 43.80534468

GSAVWCQNVK 6 110224476 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.954 1.159 0.983 3.949349165 47.4 0 1606.877568 2 803.9411011 -1.644451087 -0.001321216 43.87326023
HCLQTVWNKPTVK 6 110224476 3xTMT6plex [N-Term; K9; K13]; 1xCarbamidomethyl [C2] 1.147 1.168 1.186 5.574611664 24.14 0 2298.335953 4 575.3393555 -0.157289886 -9.04E-05 49.5805606

EMPMQTLVPAK 12 110224476 2xTMT6plex [N-Term; K11] 0.973 1.039 0.991 4.260994911 44.28 0 1702.963605 2 851.9841309 -1.538688931 -0.001310166 62.58978102
SLPCDICKDVVTAAGDMLK 4 110224476 3xTMT6plex [N-Term; K8; K19]; 2xCarbamidomethyl [C4; C7] 1.975 0.999 5.168373108 18.37 1 2780.496355 3 927.5007935 -3.066973597 -0.00284257 93.66337566

TASDCGAVK 4 110224476 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.081 1.003 3.640906811 42.4 0 1366.740071 2 683.8743896 1.047160982 0.000715598 20.4660662
DGGFCEVCK 10 110224476 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C5; C8] 1.108 1.095 0.922 3.718533754 41.57 0 1529.749256 2 765.3781128 -0.200865639 -0.000153637 35.99600264
QEILAALEK 20 110224476 2xTMT6plex [N-Term; K9] 0.767 0.775 0.743 3.735180855 58.04 0 1472.908851 2 736.9573364 -0.987690743 -0.000727389 69.82151842

GCSFLPDPYQK 36 110224476 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 0.99 0.986 1.024 3.824889183 44.5 0 1769.929663 2 885.4666138 -2.097321162 -0.001856055 67.31511058
DVVTAAGDMLK 4 110224476 2xTMT6plex [N-Term; K11]; 1xOxidation [M9] 0.709 0.816 2.365897417 36.62 0 1593.892215 2 789.4521484 -0.177289739 -0.000139872 61.96928771HLAELNHQK 2 110224476 2xTMT6plex [N-Term; K9] 0.905 3.804817915 15.6 0 1547.905831 3 516.6408081 1.317745799 0.000679915 22.01823565EILDAFDK 20 110224476 2xTMT6plex [N-Term; K8] 0.835 0.78 0.746 3.685381889 40.76 0 1408.808803 2 704.907959 -0.114494777 -8.07E-05 65.94531546KLVGYLDR 12 110224476 2xTMT6plex [N-Term; K1] 0.821 0.792 0.889 3.664254665 27.63 1 1421.888056 3 474.6338501 -0.744796348 -0.000353006 56.77092424

SLPCDICK 18 110224476 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C4; C7] 1.469 1.323 1.47 3.086892605 27.56 0 1450.779828 2 725.8925781 -1.343070783 -0.00097425 43.49995602
LGPGMADICK 2 110224476 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.085 2.814831257 18.87 0 1519.837677 2 760.4213867 -1.434503522 -0.001090106 55.08939693LVGYLDR 16 110224476 1xTMT6plex [N-Term] 0.739 0.862 0.812 2.892181158 26.01 0 1064.630161 2 532.8184204 -0.56066389 -0.00029845 58.6745297956118234 CENPV centromere protein V 201161 NP_859067.2 10.66176471 1 3 3 20 272 29.712 9.73 1.9 1.68 2.06 1.88 Significant 0.00342 LLLDTFEYQGLVK 12 56118234 2xTMT6plex [N-Term; K13] 2.133 1.933 2.111 4.731189728 52.19 0 1997.172336 3 666.3961182 0.733813583 0.000488517 97.70699657SASQAGSK 6 56118234 2xTMT6plex [N-Term; K8] 0.776 1.461 1.499 3.026960611 37.99 0 1193.689022 2 597.3479004 -0.417008736 -0.000248889 16.11077326LTSEGAAK 2 56118234 2xTMT6plex [N-Term; K8] 1.36 2.635513306 17.22 0 1234.740723 2 617.87323 -1.247070768 -0.000769905 27.62562232
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4557643 HMGCR 3-hydroxy-3-methylglutaryl-Coenzyme A reductase isoform 1 3156 NP_000850.1 3.153153153 1 2 2 8 888 97.413 6.74 2.2 2.04 1.87 2.04 Significant 0.00218
FLSDAEIIQLVNAK 6 4557643 2xTMT6plex [N-Term; K14] 2.199 2.043 2.065 4.202017307 53.96 0 2019.189048 3 673.734375 -0.236035353 -0.000158867 102.0765919KLSEPSSLQYLPYR 2 4557643 2xTMT6plex [N-Term; K1] 1.117 3.467197657 9.26 1 2139.221411 3 713.7460327 0.997477176 0.000711275 59.7403437

393715117 APOBEC3B DNA dC->dU-editing enzyme APOBEC-3B isoform a 9582 NP_004891.4 10.47120419 1 2 4 22 382 45.921 6.25 2.22 2.33 2.52 2.36 Significant 0.00138 FLDLVPSLQLDPAQIYR 12 393715117 1xTMT6plex [N-Term] 2.367 3.77 2.522 5.130478859 45.27 0 2217.248071 3 739.7548218 0.830516917 0.000613821 108.5764597IYDYDPLYK 4 393715117 2xTMT6plex [N-Term; K9] 1.92 1.639 2.877501488 15.28 0 1647.903431 2 824.4553833 0.035646241 2.94E-05 66.03411613LYYYWER 4 393715117 1xTMT6plex [N-Term] 1.688 1.059 2.657880783 16.14 0 1321.67784 2 661.3418579 -1.05949396 -0.000700155 58.99194915LSQAGAR 2 393715117 1xTMT6plex [N-Term] 1.047 2.361654282 17.14 0 931.5522452 2 466.2799377 0.379687004 0.000176849 23.0860135620127519 TPX2 targeting protein for Xklp2 22974 NP_036244.2 9.638554217 1 5 5 14 747 85.6 9.23 2.03 2.88 1.84 2.25 Significant 0.0196 MPTKEDEEEDEPVVIK 2 20127519 3xTMT6plex [N-Term; K4; K16] 2.403 4.239295959 20.16 1 2575.377996 3 859.1306152 -0.273352834 -0.000234662 54.56072082ILEDVVGVPEKK 3 20127519 3xTMT6plex [N-Term; K11; K12] 3.04 1.333 3.880764723 18.45 1 2013.256289 3 671.7549438 -2.985644234 -0.002003622 69.59290841STEEQELEK 4 20127519 2xTMT6plex [N-Term; K9] 4.04 2.563 3.812934637 44.23 0 1550.831388 2 775.9193726 0.051628557 4.00E-05 27.88249935AQPVPHYGVPFKPQIPEAR 2 20127519 2xTMT6plex [N-Term; K12] 1.611 4.177916527 8.01 0 2589.470583 4 648.1210327 -3.198410779 -0.002070548 59.58087666KKPEEEGSAHQDTAEK 3 20127519 4xTMT6plex [N-Term; K1; K2; K16] 1.979 2.305 4.500621319 0.27 1 2700.497424 5 540.9053345 0.052461921 2.83E-05 18.82304699
45006951 DHODH dihydroorotate dehydrogenase (quinone), mitochondrial 1723 NP_001352.2 21.7721519 1 5 5 13 395 42.841 9.67 1.91 2.64 1.54 2.03 Significant 0.0244

VPIIGVGGVSSGQDALEK 4 45006951 2xTMT6plex [N-Term; K18] 1.907 2.833 5.500403404 58.91 0 2184.264004 3 728.7588501 -0.918861927 -0.000669012 74.96480602TSVDAAEDYAEGVR 2 45006951 1xTMT6plex [N-Term] 2.148 4.600708961 55.35 0 1711.833624 2 856.421875 1.664466663 0.001424645 42.29264721IAPDLTSQDKEDIASVVK 2 45006951 3xTMT6plex [N-Term; K10; K18] 2.877 4.410719872 18.68 1 2616.506308 3 872.8388062 -1.69816635 -0.001481088 70.07500753LTEDGLPLGVNLGK 2 45006951 2xTMT6plex [N-Term; K14] 1.09 3.084167004 18.54 0 1884.120634 2 942.5620728 -1.998593996 -0.001882796 78.80787616VLGPLADYLVVNVSSPNTAGLR 3 45006951 1xTMT6plex [N-Term] 2.231 1.16 3.954609632 2.3 0 2484.402339 3 828.8087769 3.798928321 0.003146022 102.34414347657532 S100A6 protein S100-A6 6277 NP_055439.1 74.44444444 1 6 6 150 90 10.173 5.48 0.52 0.51 0.5 0.51 Significant 0.000128 NKDQEVNFQEYVTFLGALALIYNEALKG 11 7657532 3xTMT6plex [N-Term; K2; K27] 1.125 0.648 5.023216248 21.98 2 3875.119801 3 1292.378418 0.232077018 0.000299775 113.3085822LQDAEIAR 30 7657532 1xTMT6plex [N-Term] 0.484 0.543 0.513 3.521898746 44.37 0 1144.652353 2 572.8295288 -0.499734973 -0.000286011 30.70169148EGDKHTLSK 19 7657532 3xTMT6plex [N-Term; K4; K9] 0.596 0.544 0.487 2.770420551 18.91 1 1702.010245 2 851.5089722 0.248145356 0.000211173 21.97465513ELTIGSK 22 7657532 2xTMT6plex [N-Term; K7] 0.541 0.506 0.489 3.291185141 38.4 0 1205.75056 2 603.3762207 -4.474220399 -0.002697397 43.9418993ELKELIQK 7 7657532 3xTMT6plex [N-Term; K3; K8] 0.37 1.032 0.722 2.584018707 0.13 1 1688.092518 3 563.3687134 -0.551855583 -0.000310528 56.2350479LMEDLDR 26 7657532 1xTMT6plex [N-Term] 0.432 0.45 0.493 2.926079035 35.41 0 1120.586976 2 560.7980957 1.73050936 0.000969593 41.40781091LMEDLDR 35 7657532 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.484 0.468 0.516 2.18716979 21.23 0 1136.581891 2 560.7980957 1.73050936 0.000969593 41.40781091
27894317 IL1RN interleukin-1 receptor antagonist protein isoform 2 3557 NP_776213.1 46.66666667 1 4 4 21 180 19.885 4.81 0.1 0.13 0.14 0.12 Significant 0.00936 LQLEAVNITDLSENR 8 27894317 1xTMT6plex [N-Term] 0.101 0.353 1.322 4.767139912 49.07 0 1944.059936 3 648.6923218 1.273907242 0.000825517 75.01457812IDVVPIEPHALFLGIHGGK 10 27894317 2xTMT6plex [N-Term; K19] 0.085 0.105 0.065 6.69967556 50.29 0 2470.458622 4 618.369873 -0.388281144 -0.000239808 85.4554353IWDVNQK 2 27894317 2xTMT6plex [N-Term; K7] 0.105 2.414172411 19.18 0 1360.798907 2 680.9036865 0.874263544 0.000594848 49.66996803SDSGPTTSFESAACPGWFLCTAMEADQPVSLTNMPDEGVMVTK 1 27894317 2xTMT6plex [N-Term; K43]; 2xCarbamidomethyl [C14; C20] 0.01 1.808299422 0 5080.343477 4 1270.836304 -3.954816508 -0.005022957 106.23528674503117 CSTB cystatin-B 1476 NP_000091.1 55.10204082 1 4 4 70 98 11.133 7.56 0.54 0.55 0.55 0.54 Significant 0.0000372 SQVVAGTNYFIK 30 4503117 2xTMT6plex [N-Term; K12] 0.538 0.533 0.547 5.237438202 65.23 0 1785.031091 2 893.0189209 -0.294736113 -0.000263057 61.34976678VHVGDEDFVHLR 26 4503117 1xTMT6plex [N-Term] 0.541 0.545 0.541 6.045742035 59.52 0 1651.87537 4 413.7241821 -0.285284461 -0.000117814 40.2750257VFQSLPHENKPLTLSNYQTNK 10 4503117 3xTMT6plex [N-Term; K10; K21] 0.519 0.516 0.386 9.490947723 26.45 0 3145.761294 4 787.1958008 0.025127463 1.98E-05 61.489554SQLEEKENK 4 4503117 3xTMT6plex [N-Term; K6; K9] 0.621 0.831 0.685 2.698379517 2.65 1 1792.041939 3 598.0184937 -0.564519695 -0.000337214 28.44366458119395754 KRT5 keratin, type II cytoskeletal 5 3852 NP_000415.2 64.57627119 1 30 48 3556 590 62.34 7.74 0.48 0.42 0.49 0.46 Significant 0.00222 TTAENEFVMLK 101 119395754 2xTMT6plex [N-Term; K11] 0.497 0.513 0.554 5.242412567 57.87 0 1740.960628 2 870.9821777 -2.038886573 -0.001774811 64.03795495

KQCANLQNAIADAEQR 20 119395754 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.413 0.431 0.398 6.064788818 42.18 1 2288.218134 3 763.4105225 -0.489217864 -0.000373146 44.72461411
TTAENEFVMLKK 6 119395754 3xTMT6plex [N-Term; K11; K12] 0.638 0.658 0.744 5.582576752 46.82 1 2098.218523 3 700.0772095 -0.690234127 -0.000482754 62.74928018DVDAAYMNKVELEAK 26 119395754 3xTMT6plex [N-Term; K9; K15] 1.63 1.659 1.318 4.525673389 41.35 1 2383.314608 2 1192.159912 -0.864712213 -0.001030441 61.36448059SGGGGGGGFGR 6 119395754 1xTMT6plex [N-Term] 0.384 0.291 0.307 4.014643669 79.98 0 1094.554036 2 547.7805176 -0.253494794 -0.000138732 16.70524175QNLEPLFEQYINNLRR 24 119395754 1xTMT6plex [N-Term] 0.259 0.267 0.382 5.411613464 16.71 1 2276.23488 3 759.4151611 -1.735313696 -0.001316661 89.9680441QCANLQNAIADAEQR 32 119395754 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.471 0.436 0.43 5.975575447 83 0 1930.960239 2 965.9838867 0.13371974 0.000129104 34.30125437LAELEEALQK 107 119395754 2xTMT6plex [N-Term; K10] 0.379 0.171 0.378 5.001740932 66.53 0 1601.951444 2 801.4800415 0.850442638 0.000681184 79.13189987VDALMDEINFMK 237 119395754 2xTMT6plex [N-Term; K12]; 1xOxidation [M] 0.507 0.516 0.515 3.875572443 65.77 0 1899.996028 2 942.5033569 -0.889486105 -0.000837896 94.52462894VDALMDEINFMK 101 119395754 2xTMT6plex [N-Term; K12] 0.513 0.506 0.493 5.492036343 77.18 0 1884.001113 2 942.5033569 -0.889486105 -0.000837896 94.52462894MFFDAELSQMQTHVSDTSVVLSMDNNR 27 119395754 1xTMT6plex [N-Term]; 1xOxidation [M] 0.521 0.957 1.585 8.021108627 58.25 0 3347.554377 3 1111.190796 -0.488664454 -0.000542672 92.7173707MFFDAELSQMQTHVSDTSVVLSMDNNR 115 119395754 1xTMT6plex [N-Term] 0.468 0.588 1.117 8.454926491 85.14 0 3331.559462 3 1111.190796 -0.488664454 -0.000542672 92.7173707NLDLDSIIAEVK 213 119395754 2xTMT6plex [N-Term; K12] 0.459 0.28 0.376 6.027618885 83.76 0 1788.051886 2 894.5281372 -1.615415056 -0.001444223 95.70155645QNLEPLFEQYINNLR 99 119395754 1xTMT6plex [N-Term] 0.574 0.551 0.588 5.831285 69.66 0 2120.133769 3 707.3826904 -0.118450515 -8.37E-05 91.00943409LALDVEIATYR 201 119395754 1xTMT6plex [N-Term] 0.525 0.543 0.523 4.50785017 61.51 0 1492.85726 2 746.9317627 -0.677552638 -0.000505745 75.66039315VSLAGACGVGGYGSR 107 119395754 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.408 0.396 0.428 5.904512882 78.91 0 1639.842355 2 820.4242554 -0.683832692 -0.000560689 40.57711855SFSTASAITPSVSR 118 119395754 1xTMT6plex [N-Term] 0.576 0.452 0.436 5.646265984 68.77 0 1639.885266 2 820.4451294 -1.39256141 -0.00114182 43.28521081ISISTSGGSFR 105 119395754 1xTMT6plex [N-Term] 0.473 0.461 0.432 4.523197174 60.14 0 1340.737145 2 670.8726196 0.609707738 0.000408729 43.9747786GLGVGFGSGGGSSSSVK 108 119395754 2xTMT6plex [N-Term; K17] 0.395 0.373 0.37 6.566878796 110.68 0 1898.038361 2 949.5222778 -0.570239232 -0.000541168 50.24831491TEAESWYQTK 85 119395754 2xTMT6plex [N-Term; K10] 0.385 0.406 0.38 4.758703232 62.65 0 1700.889572 2 850.9475098 -1.07537772 -0.000914549 41.48797694YEELQQTAGR 73 119395754 1xTMT6plex [N-Term] 0.416 0.431 0.409 3.643510342 40.92 0 1423.737873 2 712.3716431 -1.309157551 -0.000931949 28.11765177WTLLQEQGTK 66 119395754 2xTMT6plex [N-Term; K10] 0.424 0.442 0.476 4.450613499 61.05 0 1661.962677 2 831.4857788 0.964869554 0.000801789 60.6925016KDVDAAYMNK 38 119395754 3xTMT6plex [N-Term; K1; K10] 0.727 0.765 0.771 5.388711452 41.25 1 1842.039831 2 921.5230103 -0.59011872 -0.000543511 40.41916625NMQDLVEDFK 141 119395754 2xTMT6plex [N-Term; K10] 0.553 0.53 0.54 4.582482338 54.49 0 1696.898028 2 848.9517822 -1.025634332 -0.000870198 88.07353746QLDSIVGER 81 119395754 1xTMT6plex [N-Term] 0.711 0.717 0.693 3.635772705 47.6 0 1245.700031 2 623.3536377 -0.026217688 -1.63E-05 39.70905002EYQELMNTK 61 119395754 2xTMT6plex [N-Term; K9] 0.406 0.399 0.41 4.587198257 51.57 0 1613.860914 2 807.4321289 -2.437191126 -0.001966644 48.24295439NMQDLVEDFK 22 119395754 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.554 0.567 0.538 2.778980255 30.94 0 1712.892943 2 848.9517822 -1.025634332 -0.000870198 88.07353746

DVDAAYMNKVELEAK 11 119395754 3xTMT6plex [N-Term; K9; K15]; 1xOxidation [M7] 1.599 1.212 0.974 2.353168249 12.78 1 2399.309523 2 1192.159912 -0.864712213 -0.001030441 61.36448059
NTKHEISEMNR 15 119395754 2xTMT6plex [N-Term; K3] 0.531 0.567 0.595 3.171857357 23.24 1 1816.973987 4 454.999054 0.219524504 9.97E-05 22.71361891DVDAAYMNK 135 119395754 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 0.66 0.648 0.66 3.227105618 39.99 0 1500.776851 2 742.8955688 1.296571076 0.000962563 50.943502DVDAAYMNK 80 119395754 2xTMT6plex [N-Term; K9] 0.602 0.602 0.619 4.381608009 51.89 0 1484.781936 2 742.8955688 1.296571076 0.000962563 50.943502KDVDAAYMNKVELEAK 5 119395754 4xTMT6plex [N-Term; K1; K10; K16] 1.249 1.148 5.483321667 8.69 2 2740.572503 4 685.8983154 -0.391013647 -0.0002679 60.0555335FVSTTSSSR 27 119395754 1xTMT6plex [N-Term] 0.356 0.395 0.341 3.628153324 42.96 0 1200.642182 2 600.8250732 0.572730481 0.000343822 21.84413519AQYEEIANR 71 119395754 1xTMT6plex [N-Term] 0.421 0.395 0.399 3.991191149 43.47 0 1322.690195 2 661.8493042 0.859444216 0.000568389 26.35970622LDSELRNMQDLVEDFK 3 119395754 2xTMT6plex [N-Term; K16] 0.912 1.258 3.639651299 6.23 1 2410.268831 3 804.0939941 -0.581755905 -0.000467396 94.59197664SLYNLGGSK 51 119395754 2xTMT6plex [N-Term; K9] 0.354 0.359 0.366 3.533952236 48.42 0 1396.820036 2 698.9125977 -1.5158413 -0.001058679 44.48344772TTAENEFVMLK 50 119395754 2xTMT6plex [N-Term; K11]; 1xOxidation [M9] 0.485 0.489 0.483 3.755727291 55.15 0 1756.955543 2 870.9821777 -2.038886573 -0.001774811 64.03795495HEISEMNR 40 119395754 1xTMT6plex [N-Term] 0.341 0.414 0.374 3.457789183 41.42 0 1244.625486 3 420.8784485 0.310076677 0.000130296 14.58815811KDVDAAYMNK 30 119395754 3xTMT6plex [N-Term; K1; K10]; 1xOxidation [M8] 0.743 0.78 0.734 3.703714848 31 1 1858.034746 2 921.5230103 -0.59011872 -0.000543511 40.41916625

FASFIDKVR 6 119395754 2xTMT6plex [N-Term; K7] 0.184 0.297 0.4 3.329144955 15.73 1 1540.92517 3 514.3129883 -0.492052609 -0.000252739 65.408277HEISEMNR 69 119395754 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.383 0.382 0.358 3.306317568 43.52 0 1260.620401 3 420.8784485 0.310076677 0.000130296 14.58815811NKYEDEINKR 51 119395754 3xTMT6plex [N-Term; K2; K9] 0.789 0.827 0.841 3.932568789 30.67 2 1996.14305 2 998.5755005 0.337674478 0.000337023 27.71776951
KLLEGEECR 56 119395754 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.484 0.543 0.543 4.059412003 28.03 1 1591.887798 2 796.4465332 -1.261686755 -0.001004232 31.38902789

NTKHEISEMNR 8 119395754 2xTMT6plex [N-Term; K3]; 1xOxidation [M9] 0.575 0.522 0.543 2.714464426 17.45 1 1832.968902 4 454.999054 0.219524504 9.97E-05 22.71361891TSFTSVSR 24 119395754 1xTMT6plex [N-Term] 0.42 0.374 0.401 3.396869421 36.69 0 1113.610154 2 557.3085327 -0.327816975 -0.00018253 26.52863372VDALMDEINFMK 6 119395754 2xTMT6plex [N-Term; K12]; 2xOxidation [M5; M11] 0.78 0.726 1.693707347 33.07 0 1915.990943 2 942.5033569 -0.889486105 -0.000837896 94.52462894
LLEGEECR 38 119395754 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.496 0.512 0.467 3.638840914 41.3 0 1234.629903 2 617.8179321 -1.065624754 -0.000657826 29.21270939

TTAENEFVMLKK 6 119395754 3xTMT6plex [N-Term; K11; K12]; 1xOxidation [M9] 0.8 0.888 0.701 2.214047909 3.35 1 2114.213438 3 700.0772095 -0.690234127 -0.000482754 62.74928018
EYQELMNTK 114 119395754 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.429 0.429 0.454 2.625051975 36.34 0 1629.855829 2 807.4321289 -2.437191126 -0.001966644 48.24295439GELALKDAR 6 119395754 2xTMT6plex [N-Term; K6] 0.184 0.01 0.01 2.618213415 11.87 1 1430.873134 3 477.6289368 -0.613036365 -0.000292392 33.2561AEIDNVKK 26 119395754 3xTMT6plex [N-Term; K7; K8] 0.552 0.558 0.559 3.049280167 39.82 1 1603.998618 2 802.5031128 0.206269465 0.000165428 34.2246562YEDEINKR 48 119395754 2xTMT6plex [N-Term; K7] 0.579 0.58 0.652 3.575144291 19.31 1 1524.842228 3 508.9519958 -0.520493961 -0.000264557 24.23906557FLEQQNK 102 119395754 2xTMT6plex [N-Term; K7] 0.512 0.47 0.529 2.730433941 35.3 0 1364.793821 2 682.9000854 -0.679261254 -0.000463526 6.919100293AEIDNVK 56 119395754 2xTMT6plex [N-Term; K7] 0.35 0.4 0.365 3.337026119 37.53 0 1246.740723 2 623.8739624 -0.060129032 -3.75E-05 34.8526673FASFIDK 72 119395754 2xTMT6plex [N-Term; K7] 0.503 0.497 0.487 3.561355591 37.72 0 1285.755645 2 643.3795166 -3.024211397 -0.001944198 63.14860041QNLEPLFEQYINNLRRQLDSIVGER 2 119395754 1xTMT6plex [N-Term] 0.288 3.453721046 3.35 2 3273.754138 4 819.190918 -3.756013579 -0.003074066 112.5083143QSSVSFR 16 119395754 1xTMT6plex [N-Term] 0.427 0.473 0.355 3.169364452 34.66 0 1039.573374 2 520.289978 -0.668596686 -0.000347528 23.23252006TEEREQIK 6 119395754 2xTMT6plex [N-Term; K8] 0.715 0.767 0.721 2.942231894 10.14 1 1490.857878 3 497.6239929 -0.303530096 -0.00015084 20.67748984VLDTKWTLLQEQGTK 1 119395754 3xTMT6plex [N-Term; K5; K15] 0.954 1.741438031 1 2447.447672 3 816.4871216 -0.35140441 -0.000286681 74.90821567FVSTTSSSRK 5 119395754 2xTMT6plex [N-Term; K10] 0.953 1 0.802 2.891612291 2.95 1 1557.900077 3 519.9711304 -0.795504626 -0.000413106 25.059318328559088 LAMA2 laminin subunit alpha-2 isoform a precursor 3908 NP_000417.2 0.416399744 1 1 1 12 3122 343.712 6.4 0.35 0.32 0.47 0.38 Significant 0.0142 TEAESGLLFYMAR 6 28559088 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.311 0.376 0.376 1.866447926 10.29 0 1732.877738 2 866.9436035 1.26518519 0.001096206 43.27344969TEAESGLLFYMAR 6 28559088 1xTMT6plex [N-Term] 0.366 0.283 1.004 2.654277802 3.62 0 1716.882823 2 866.9436035 1.26518519 0.001096206 43.2734496915431310 KRT14 keratin, type I cytoskeletal 14 3861 NP_000517.2 74.36440678 1 20 45 3282 472 51.589 5.16 0.43 0.42 0.41 0.42 Significant 0.000189 ALEEANADLEVK 200 15431310 2xTMT6plex [N-Term; K12] 0.415 0.401 0.403 5.022320271 84.19 0 1759.984201 2 880.4957886 0.056778031 5.00E-05 52.41881847YCMQLAQIQEMIGSVEEQLAQLR 29 15431310 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.354 0.471 0.388 7.534604549 85.87 0 2967.49395 3 995.1668091 -1.002388158 -0.000996871 112.4209414

YCMQLAQIQEMIGSVEEQLAQLR 23 15431310 1xTMT6plex [N-Term]; 1xOxidation [M11]; 1xCarbamidomethyl [C2] 0.381 0.378 0.375 7.477423191 88.29 0 2983.488865 3 995.1668091 -1.002388158 -0.000996871 112.4209414
YCMQLAQIQEMIGSVEEQLAQLR 12 15431310 1xTMT6plex [N-Term]; 2xOxidation [M3; M11]; 1xCarbamidomethyl [C2] 0.675 0.576 0.504 7.600340843 75.83 0 2999.48378 3 995.1668091 -1.002388158 -0.000996871 112.4209414

LLEGEDAHLSSSQFSSGSQSSR 60 15431310 1xTMT6plex [N-Term] 0.391 0.407 0.397 6.848836899 86.67 0 2538.226954 2 1269.615356 -1.385707204 -0.00175862 41.17040709LLEGEDAHLSSSQFSSGSQSSRDVTSSSR 2 15431310 1xTMT6plex [N-Term] 1.103 5.62883234 27.01 1 3270.567185 4 818.3961182 -1.388741919 -0.001135493 41.62321505ADLEMQIESLKEELAYLK 28 15431310 3xTMT6plex [N-Term; K11; K18] 0.535 0.551 0.608 5.589105606 29.26 1 2810.582844 4 703.4017334 0.803934228 0.000564881 112.3425701ADLEMQIESLK 22 15431310 2xTMT6plex [N-Term; K11] 0.342 0.371 0.303 5.033185005 66.51 0 1734.971193 2 867.9855347 -4.265439157 -0.003700207 71.70611525ASLENSLEETK 63 15431310 2xTMT6plex [N-Term; K11] 0.38 0.373 0.423 4.724285126 73.69 0 1678.926351 2 839.9676514 0.997497224 0.000837362 47.77338189ILTATVDNANVLLQIDNAR 88 15431310 1xTMT6plex [N-Term] 0.509 0.509 0.454 8.293177605 92.4 0 2283.286975 3 761.7666626 -0.674754005 -0.000513552 103.2992612
TMQNLEIELQSQLSMK 39 15431310 2xTMT6plex [N-Term; K16]; 2xOxidation [M2; M15] 0.372 0.4 0.342 5.077979088 63.77 0 2383.261304 2 1192.136719 2.037934318 0.002428465 70.7894965
TMQNLEIELQSQLSMK 86 15431310 2xTMT6plex [N-Term; K16]; 1xOxidation [M] 0.433 0.41 0.391 5.030937195 54.32 0 2367.266389 2 1192.136719 2.037934318 0.002428465 70.7894965TMQNLEIELQSQLSMK 173 15431310 2xTMT6plex [N-Term; K16] 0.422 0.443 0.394 5.398010254 56.13 0 2351.271474 2 1192.136719 2.037934318 0.002428465 70.7894965MSVEADINGLR 10 15431310 1xTMT6plex [N-Term] 0.797 0.776 1.028 4.154336452 55.55 0 1433.76198 2 717.3855591 1.298579603 0.000930927 52.5000768APSTYGGGLSVSSSR 234 15431310 1xTMT6plex [N-Term] 0.397 0.386 0.374 5.964535713 84.55 0 1654.859779 2 827.9329834 -0.658148284 -0.000544572 32.47204631EVATNSELVQSGK 64 15431310 2xTMT6plex [N-Term; K13] 0.355 0.363 0.36 6.167702198 80.51 0 1820.016563 2 910.5131226 1.321513901 0.001202589 37.73666096EVATNSELVQSGKSEISELR 4 15431310 2xTMT6plex [N-Term; K13] 1.088 0.609 6.366686821 18.35 1 2634.435045 3 878.8156738 -0.978056236 -0.000858875 52.0390676ISSVLAGGSCR 60 15431310 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.386 0.377 0.375 4.425013542 54.42 0 1335.725201 2 668.3659058 -0.498393354 -0.000332858 42.32981723

CEMEQQNQEYK 70 15431310 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 0.329 0.335 0.332 4.553130627 65 0 1944.919568 2 972.9633179 -0.10764343 -0.000104679 26.21218703
GSCGIGGGIGGGSSR 143 15431310 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.39 0.397 0.351 5.503136158 99.62 0 1507.748455 2 754.3777466 -0.158246514 -0.000119298 25.85894697ADLEMQIESLKEELAYLKK 4 15431310 4xTMT6plex [N-Term; K11; K18; K19] 0.521 0.522 5.127686977 22.08 2 3167.840739 4 792.7145996 -1.31654109 -0.001042648 111.5146684ASLENSLEETKGR 6 15431310 2xTMT6plex [N-Term; K11] 1.69 0.402 0.611 4.824542999 23.75 1 1892.048926 3 631.3536377 -1.356309568 -0.000855401 39.86579531GQVGGDVNVEMDAAPGVDLSR 48 15431310 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.393 0.39 0.393 5.97883606 93.38 0 2331.144804 2 1166.075195 -0.725109396 -0.000845168 47.53179086GQVGGDVNVEMDAAPGVDLSR 269 15431310 1xTMT6plex [N-Term] 0.46 0.541 0.457 6.769706249 86.58 0 2315.149889 2 1166.075195 -0.725109396 -0.000845168 47.53179086

ADLEMQIESLKEELAYLKK 10 15431310 4xTMT6plex [N-Term; K11; K18; K19]; 1xOxidation [M5] 0.577 0.609 4.743028164 18.26 2 3183.835654 4 792.7145996 -1.31654109 -0.001042648 111.5146684
ADLEMQIESLKEELAYLK 4 15431310 3xTMT6plex [N-Term; K11; K18]; 1xOxidation [M5] 0.743 0.69 2.661044598 19.67 1 2826.577759 4 703.4017334 0.803934228 0.000564881 112.3425701

TMQNLEIELQSQLSMKASLENSLEETKGR 2 15431310 3xTMT6plex [N-Term; K16; K27] 0.695 3.487214804 8.73 2 3995.139627 4 999.5366821 -3.686493027 -0.003682014 100.6319956VTMQNLNDRLASYLDKVR 7 15431310 2xTMT6plex [N-Term; K16] 0.577 0.793 0.845 6.168214321 23.38 2 2594.448861 4 649.3679199 0.38098554 0.000247112 79.02664658KNHEEEMNALR 27 15431310 2xTMT6plex [N-Term; K1] 0.5 0.461 0.478 4.777715683 41.79 1 1828.973987 2 914.9902344 -0.434637127 -0.00039747 21.14049623NHEEEMNALR 28 15431310 1xTMT6plex [N-Term] 0.527 0.495 0.466 4.775379658 48.76 0 1471.716092 2 736.3619385 0.345326879 0.000254112 19.73178825VVSTHEQVLR 98 15431310 1xTMT6plex [N-Term] 0.462 0.445 0.407 4.618828773 60.37 0 1396.810979 3 466.2749634 -0.459570615 -0.000213978 25.29363815NHEEEMNALR 35 15431310 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.424 0.439 0.457 4.512408257 45.76 0 1487.711007 2 736.3619385 0.345326879 0.000254112 19.73178825QFTSSSSMK 46 15431310 2xTMT6plex [N-Term; K9] 0.34 0.346 0.362 4.256742001 45.96 0 1460.781936 2 730.8938599 -1.021948178 -0.000746422 46.18026445
CEMEQQNQEYK 68 15431310 2xTMT6plex [N-Term; K11]; 1xOxidation [M3]; 1xCarbamidomethyl [C1] 0.354 0.347 0.356 4.383322239 45.29 0 1960.914483 2 972.9633179 -0.10764343 -0.000104679 26.21218703
KDAEEWFFTK 13 15431310 3xTMT6plex [N-Term; K1; K10] 0.55 0.509 0.485 4.246365547 36.49 1 1988.109625 2 994.5584106 -0.040400658 -4.02E-05 68.74526778VLDELTLAR 291 15431310 1xTMT6plex [N-Term] 0.733 0.783 0.664 3.557556391 45.28 0 1258.756818 2 629.8817749 -0.432851925 -0.000272428 116.7449269LASYLDKVR 20 15431310 2xTMT6plex [N-Term; K7] 0.89 0.909 0.949 4.126904488 27.76 1 1522.935734 3 508.3163147 -0.882261919 -0.000447876 59.66288583LEQEIATYR 48 15431310 1xTMT6plex [N-Term] 0.403 0.459 0.426 4.04059124 49.9 0 1351.741896 2 676.3742065 -0.562048173 -0.000379872 45.46045899QRPAEIKDYSPYFK 8 15431310 3xTMT6plex [N-Term; K7; K14] 0.757 0.736 0.779 6.581136227 15.82 1 2429.379592 4 608.0997925 -0.92698487 -0.000563 51.41055435MSVEADINGLR 14 15431310 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.854 0.872 0.864 2.590864182 44.19 0 1449.756895 2 717.3855591 1.298579603 0.000930927 52.5000768KNHEEEMNALR 44 15431310 2xTMT6plex [N-Term; K1]; 1xOxidation [M7] 0.474 0.472 0.473 4.196277618 36.18 1 1844.968902 2 914.9902344 -0.434637127 -0.00039747 21.14049623TKYETELNLR 43 15431310 2xTMT6plex [N-Term; K2] 0.566 0.565 0.615 3.873237133 29.67 1 1724.994706 2 863.0011597 0.195331578 0.000168473 40.13995275DAEEWFFTK 105 15431310 2xTMT6plex [N-Term; K9] 0.365 0.356 0.327 4.720710754 51.12 0 1630.85173 2 815.9293823 -0.148389677 -0.000121001 73.99933287MSVEADINGLRR 4 15431310 1xTMT6plex [N-Term] 0.978 1.102 4.289259434 30.19 1 1589.863091 3 530.6251831 -1.317461614 -0.000698195 55.90569932VTMQNLNDR 32 15431310 1xTMT6plex [N-Term] 0.389 0.377 0.442 3.733043909 40.49 0 1319.6939 2 660.350769 0.273757375 0.000180638 30.9674769ADLEMQIESLK 5 15431310 2xTMT6plex [N-Term; K11]; 1xOxidation [M5] 0.486 1.645563006 21.14 0 1750.966108 2 867.9855347 -4.265439157 -0.003700207 71.70611525VMDVHDGK 72 15431310 2xTMT6plex [N-Term; K8] 0.407 0.387 0.408 3.31895256 43.78 0 1358.750242 2 679.8775635 -1.76017402 -0.001195818 29.55200079VTMQNLNDR 42 15431310 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.397 0.37 0.37 2.163195372 32.42 0 1335.688815 2 660.350769 0.273757375 0.000180638 30.9674769YETELNLR 6 15431310 1xTMT6plex [N-Term] 0.403 0.367 0.404 3.101817608 33.89 0 1266.689132 2 633.8480225 -0.28744079 -0.000182049 40.65784268VMDVHDGK 49 15431310 2xTMT6plex [N-Term; K8]; 1xOxidation [M2] 0.378 0.374 0.364 2.802560091 28.46 0 1374.745157 2 679.8775635 -1.76017402 -0.001195818 29.55200079QFTSSSSMK 71 15431310 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 0.395 0.362 0.35 2.752688408 35.08 0 1476.776851 2 730.8938599 -1.021948178 -0.000746422 46.18026445EELAYLKK 6 15431310 3xTMT6plex [N-Term; K7; K8] 1.223 1.185 1.209 2.58230567 12.86 1 1681.050319 3 561.0214233 -0.358436902 -0.00020085 53.3902773SEISELR 138 15431310 1xTMT6plex [N-Term] 0.414 0.416 0.425 2.932214737 40.49 0 1062.599255 2 531.8033447 0.148685522 7.90E-05 41.84868257DVTSSSR 20 15431310 1xTMT6plex [N-Term] 0.374 0.352 0.348 3.200017214 42.06 0 980.5210045 2 490.7639771 -0.333555769 -0.000163529 19.54110505DYSPYFK 48 15431310 2xTMT6plex [N-Term; K7] 0.504 0.535 0.546 3.420571804 32.64 0 1377.745474 2 689.3764038 0.041239248 2.84E-05 47.35366693LASYLDK 61 15431310 2xTMT6plex [N-Term; K7] 0.463 0.453 0.46 3.245794058 35.62 0 1267.76621 2 634.3866577 -0.134749066 -8.54E-05 54.2253681LAADDFR 46 15431310 1xTMT6plex [N-Term] 0.729 0.728 0.675 2.713929176 28.25 0 1036.562475 2 518.7846069 -0.519228532 -0.000269106 49.42210644EELAYLK 8 15431310 2xTMT6plex [N-Term; K7] 0.444 0.483 0.403 2.694995165 36.78 0 1323.792424 2 662.3990479 -1.212634885 -0.000802638 113.578584SEISELRR 18 15431310 1xTMT6plex [N-Term] 0.577 0.589 0.58 4.01265049 31.47 1 1218.700366 3 406.9050903 0.288788043 0.000117315 23.61867972QRPAEIK 8 15431310 2xTMT6plex [N-Term; K7] 0.538 0.559 0.56 3.095713615 19.81 0 1299.814891 3 433.9428101 -0.780291275 -0.000338078 21.0109994988703051 AP1S3 AP-1 complex subunit sigma-3 130340 NP_001034658.1 24.02597403 1 2 3 18 154 18.465 6.34 0.47 0.49 0.7 0.55 Significant 0.0172 AIEDSDMLQETMEEYMNKPTF 6 88703051 2xTMT6plex [N-Term; K18] 0.365 0.74 0.638 3.927652597 34.95 0 2980.403018 3 994.138916 -0.276091227 -0.000274288 100.3368134EIVQIILSR 6 88703051 1xTMT6plex [N-Term] 0.493 0.464 0.712 3.150672436 25.09 0 1299.819753 2 650.4136353 0.185593281 0.000120619 81.45810618YVELLDK 6 88703051 2xTMT6plex [N-Term; K7] 0.879 1.062 0.436 2.768149376 13.27 0 1337.808074 2 669.4086914 1.518732424 0.001015886 68.92111349

298104091 CCDC17 coiled-coil domain-containing protein 17 isoform 1 149483 NP_001108410.2 1.286173633 1 1 1 7 622 67.679 7.18 0.62 0.47 0.4 0.5 Significant 0.0166 ELQAEAGR 7 298104091 1xTMT6plex [N-Term] 0.62 0.473 0.397 2.355745554 30.99 0 1102.605403 2 551.8063354 -0.007764847 -4.28E-06 19.1901513521361559 VSNL1 visinin-like protein 1 7447 NP_003376.2 35.60209424 1 6 6 28 191 22.128 5.15 0.53 0.49 0.59 0.54 Significant 0.00292 LAPEVMEDLVK 8 21361559 2xTMT6plex [N-Term; K11] 0.48 0.469 4.555428505 54.73 0 1701.986115 2 851.4956665 -1.20951174 -0.001029286 85.21186657
SDPSIVLLLQCDIQK 6 21361559 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 0.519 0.484 0.528 5.021595478 40.75 0 2187.245912 3 729.7521973 -1.770707676 -0.001290991 96.55029143

VEMLEIIEAIYK 4 21361559 2xTMT6plex [N-Term; K12]; 1xOxidation [M3] 0.537 0.497 4.231370926 28.07 0 1925.106959 3 642.3731079 -1.136658678 -0.000729397 92.1933321MNEDGLTPEQR 4 21361559 1xTMT6plex [N-Term] 1.367 0.67 3.022576809 24.64 0 1518.741972 2 759.8751221 0.655187414 0.00049753 27.78621096STEFNEHELK 2 21361559 2xTMT6plex [N-Term; K10] 0.613 2.918107986 5.74 0 1691.900471 3 564.6383057 -0.063418513 -3.58E-05 35.94737457FFPYGDASK 4 21361559 2xTMT6plex [N-Term; K9] 0.576 0.626 2.775064707 22.54 0 1489.809137 2 745.4078979 -0.414644767 -0.000308871 58.152101099665234 IL36G interleukin-36 gamma isoform 1 56300 NP_062564.1 23.66863905 1 3 3 14 169 18.709 5.14 0.27 0.27 0.22 0.25 Significant 0.0043 DQPIILTSELGK 6 9665234 2xTMT6plex [N-Term; K12] 0.266 0.258 4.3582201 52.25 0 1772.056972 2 886.5328369 0.80447082 0.000712784 69.27228031TSTLESVAFPDWFIASSK 6 9665234 2xTMT6plex [N-Term; K18] 0.269 0.262 0.218 4.683082581 45.15 0 2444.311348 3 815.4418945 -0.089095135 -7.26E-05 99.14712288VGEQPTLQLK 2 9665234 2xTMT6plex [N-Term; K10] 0.496 2.705989122 37.42 0 1570.956864 2 785.9822998 0.292305528 0.0002296 52.67685967
154091020 LRCH2 leucine-rich repeat and calponin homology domain-containing protein 2 isoform 1 57631 NP_065922.3 2.091503268 1 1 1 9 765 84.536 6.55 0.34 0.38 0.38 0.37 Significant 0.00132

ALEEAGSSGILSLSGR 9 154091020 1xTMT6plex [N-Term] 0.34 0.38 0.377 2.968118906 16.68 0 1775.970058 2 888.4929199 4.789074969 0.004252627 50.6783925719923592 OSBPL11 oxysterol-binding protein-related protein 11 114885 NP_073613.2 2.81124498 1 1 2 16 747 83.591 7.06 2.24 2.14 1.98 2.12 Significant 0.00127 VVLPTFILEK 10 19923592 2xTMT6plex [N-Term; K10] 1.227 1.309 1.023 3.742538452 58.24 0 1617.039137 2 809.0230103 -0.243038142 -0.000196501 100.3626236SVILHLLSQLK 6 19923592 2xTMT6plex [N-Term; K11] 2.237 2.141 1.976 3.690503597 29.62 0 1709.108948 3 570.3746948 0.341401674 0.000194498 102.83649064504347 HBA1 hemoglobin subunit alpha 3039 NP_000549.1 33.09859155 1 4 4 95 142 15.248 8.68 0.25 0.27 0.28 0.27 Significant 0.00109 TYFPHFDLSHGSAQVK 15 4504347 2xTMT6plex [N-Term; K16] 0.408 0.479 0.4 7.907067299 42.81 0 2292.217723 4 573.8101807 0.510482158 0.000292534 56.56595856VGAHAGEYGAEALER 32 4504347 1xTMT6plex [N-Term] 0.235 0.227 0.247 3.876633644 30.62 0 1758.897227 2 879.9521484 -0.117792556 -0.000103592 34.60096534MFLSFPTTK 20 4504347 2xTMT6plex [N-Term; K9] 0.233 0.164 0.277 4.043131828 44.88 0 1529.880193 2 765.4434814 -0.331535356 -0.000253605 80.37022841MFLSFPTTK 8 4504347 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 0.294 0.213 0.274 2.041822672 32.59 0 1545.875108 2 765.4434814 -0.331535356 -0.000253605 80.37022841VDPVNFK 20 4504347 2xTMT6plex [N-Term; K7] 0.209 0.25 0.268 3.10903573 35.39 0 1276.766544 2 638.8865967 -0.491296258 -0.000313635 59.59582044
209862809 FXYD3 FXYD domain-containing ion transport regulator 3 isoform 3 5349 NP_001129479.1 13.19444444 1 1 1 6 144 15.145 7.84 0.49 0.45 0.51 0.49 Significant 0.00133

SGHHPGETPPLITPGSAQS 6 209862809 1xTMT6plex [N-Term] 0.492 0.452 0.513 5.938725948 28.67 0 2099.071897 3 700.3599854 -3.093917517 -0.002164785 34.07270043259089438 TMEM14C transmembrane protein 14C 51522 NP_001158730.1 34.82142857 1 2 2 8 112 11.557 9.88 0.57 0.46 0.46 0.5 Significant 0.00541 AGSVPSLAAGLLFGSLAGLGAYQLSQDPR 2 259089438 1xTMT6plex [N-Term] 5.596865177 25.12 0 3045.65705 3 1015.891113 0.570154066 0.000578831 112.9415363VGVSMFNRPH 6 259089438 1xTMT6plex [N-Term] 0.567 0.458 0.46 3.776026964 27.95 0 1372.735705 3 458.2505798 1.078701419 0.000493591 39.95952241261278299 SYNPO synaptopodin isoform C 11346 NP_001159681.1 13.34768568 1 8 8 36 929 99.402 8.72 0.49 0.48 0.57 0.51 Significant 0.00306 RPLGNFTAPPTYTETLSTAPLASWVR 6 261278299 1xTMT6plex [N-Term] 0.01 0.818 6.24787569 31.72 0 3075.646485 3 1025.883911 -3.025475004 -0.003101764 86.63244164VTPNPDLLDLVQTADEK 12 261278299 2xTMT6plex [N-Term; K17] 0.402 0.384 0.408 4.944525719 48.53 0 2326.290613 2 1163.64978 0.718425663 0.000835633 89.20715889YVIESSSHTPELAR 2 261278299 1xTMT6plex [N-Term] 0.64 4.475239754 21.18 0 1817.959493 3 606.6578369 -0.294735837 -0.000178606 38.06507649ASPAAAEEVVPEWASCLK 2 261278299 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 0.601 4.499034405 29.48 0 2373.252453 3 791.7556763 0.009345231 7.39E-06 78.30291788VSTPATTTSTFSR 4 261278299 1xTMT6plex [N-Term] 0.51 0.582 4.118928909 40.15 0 1584.843067 2 792.9245605 -0.771171781 -0.000611093 46.74242983SPPSYSVLYPSSDPK 2 261278299 2xTMT6plex [N-Term; K15] 0.414 3.14080286 9.88 0 2082.115943 3 694.7094116 -1.086071468 -0.000753776 52.31727151EEQGASQHDDR 3 261278299 1xTMT6plex [N-Term] 1.624214292 10.67 0 1500.687629 3 500.901062 0.669110038 0.000334708 12.67556778GQKPSQESLR 5 261278299 2xTMT6plex [N-Term; K3] 0.922 1.127 1.087 2.815205812 4.42 0 1587.921875 3 529.9779663 -1.593002942 -0.000843188 20.4400755656682959 FTH1 ferritin heavy chain 2495 NP_002023.2 67.21311475 1 12 12 105 183 21.212 5.55 0.38 0.42 0.38 0.39 Significant 0.00115 QNYHQDSEAAINR 12 56682959 1xTMT6plex [N-Term] 0.173 0.211 0.154 5.069074154 51.31 0 1774.86699 3 592.2935181 -0.557208392 -0.000329657 17.37045126
KPDCDDWESGLNAMECALHLEK 20 56682959 3xTMT6plex [N-Term; K1; K22]; 2xCarbamidomethyl [C4; C16] 0.466 0.489 0.459 9.014439583 47.72 0 3305.62078 4 827.1616211 1.17215351 0.000968674 86.95143908
KPDCDDWESGLNAMECALHLEK 2 56682959 3xTMT6plex [N-Term; K1; K22]; 1xOxidation [M14]; 2xCarbamidomethyl [C4; C16] 0.562 3.214792728 6.48 0 3321.615695 4 827.1616211 1.17215351 0.000968674 86.95143908

MGAPESGLAEYLFDK 6 56682959 2xTMT6plex [N-Term; K15] 0.498 0.509 4.562897682 32.22 0 2086.093099 2 1051.545532 -2.010480459 -0.002113103 82.35923722MGAPESGLAEYLFDK 12 56682959 2xTMT6plex [N-Term; K15]; 1xOxidation [M1] 0.449 0.46 0.482 4.348008633 56.13 0 2102.088014 2 1051.545532 -2.010480459 -0.002113103 82.35923722YFLHQSHEER 4 56682959 1xTMT6plex [N-Term] 0.398 0.511 4.648453236 31.02 0 1574.791306 3 525.6015625 -0.744041446 -0.00039057 22.41138257ELGDHVTNLR 12 56682959 1xTMT6plex [N-Term] 0.369 0.403 0.396 4.488246441 46.09 0 1382.758943 3 461.5912781 0.244249742 0.00011258 27.16523676NVNQSLLELHK 7 56682959 2xTMT6plex [N-Term; K11] 0.571 0.377 0.297 4.528299809 52.05 0 1753.037239 3 585.0169678 -0.507245178 -0.000296407 52.18818706
LATDKNDPHLCDFIETHYLNEQVK 4 56682959 3xTMT6plex [N-Term; K5; K24]; 1xCarbamidomethyl [C11] 0.475 0.198 3.986748457 10.3 1 3587.877129 4 897.7241821 -0.62154703 -0.000557509 64.28720484

KMGAPESGLAEYLFDKHTLGDSDNES 2 56682959 3xTMT6plex [N-Term; K1; K16] 0.227 4.157389641 19.91 2 3498.766575 4 875.4459229 -1.347132954 -0.001178326 75.6789384
IFLQDIKKPDCDDWESGLNAMECALHLEK 2 56682959 4xTMT6plex [N-Term; K7; K8; K29]; 2xCarbamidomethyl [C11; C23] 0.197 4.840892315 2.74 1 4392.284801 5 879.2619019 -1.001310902 -0.000879609 102.6474419

HTLGDSDNES 4 56682959 1xTMT6plex [N-Term] 0.6 2.307346106 72.5 0 1303.596354 2 652.3012085 -0.93108408 -0.000606879 16.72368776MGAPESGLAEYLFDKHTLGDSDNES 5 56682959 2xTMT6plex [N-Term; K15] 0.353 0.448 0.282 3.326699257 1.04 1 3141.50868 3 1047.839111 -1.877803382 -0.001966379 80.08934885IFLQDIK 12 56682959 2xTMT6plex [N-Term; K7] 0.416 0.442 0.396 2.934837818 28.71 0 1334.844794 2 667.9257813 -0.380890724 -0.000254215 72.43442363



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

IFLQDIKKPDCDDWESGLNAMECALHLEK 1 56682959 4xTMT6plex [N-Term; K7; K8; K29]; 1xOxidation [M21]; 2xCarbamidomethyl [C11; C23] 0.564 2.370930195 1 4408.279716 5 879.2619019 -1.001310902 -0.000879609 102.6474419
119703753 KRT6B keratin, type II cytoskeletal 6B 3854 NP_005546.2 64.0070922 1 5 47 3272 564 60.03 8 0.31 0.36 0.38 0.35 Significant 0.00352 ATGGGLSSVGGGSSTIK 34 119703753 2xTMT6plex [N-Term; K17] 0.274 0.3 0.284 7.024980068 110.93 0 1894.064576 2 947.53479 -1.199875603 -0.001136321 37.97991512

KQCANLQAAIADAEQR 35 119703753 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.662 0.671 0.748 6.79867363 57.99 1 2245.21232 3 749.0748901 -0.981100907 -0.00073426 47.44229842
NKLEGLEDALQK 74 119703753 3xTMT6plex [N-Term; K2; K12] 0.553 0.678 0.613 5.722877026 68.53 1 2045.220966 2 1023.112427 -1.657202048 -0.001694672 66.74211009QNLEPLFEQYINNLRR 24 119703753 1xTMT6plex [N-Term] 0.259 0.267 0.382 5.411613464 16.71 1 2276.23488 3 759.4151611 -1.735313696 -0.001316661 89.9680441TAAENEFVTLK 56 119703753 2xTMT6plex [N-Term; K11] 0.739 0.74 0.774 4.914206028 55.8 0 1680.957258 2 840.9831543 1.055543645 0.000887162 56.03637681LLKEYQELMNVK 30 119703753 3xTMT6plex [N-Term; K3; K12] 0.422 0.418 0.688 6.210249424 29.8 1 2195.307673 2 1098.155151 -2.116626149 -0.002323323 82.36912436NLDLDSIIAEVK 213 119703753 2xTMT6plex [N-Term; K12] 0.459 0.28 0.376 6.027618885 83.76 0 1788.051886 2 894.5281372 -1.615415056 -0.001444223 95.70155645QNLEPLFEQYINNLR 99 119703753 1xTMT6plex [N-Term] 0.574 0.551 0.588 5.831285 69.66 0 2120.133769 3 707.3826904 -0.118450515 -8.37E-05 91.00943409ADTLTDEINFLR 109 119703753 1xTMT6plex [N-Term] 0.854 0.825 0.82 5.676041126 57.52 0 1636.874367 2 818.9403076 -0.628127391 -0.000514083 63.54060699QCANLQAAIADAEQR 40 119703753 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.617 0.56 0.598 5.972774506 76.93 0 1887.954425 2 944.4804688 -0.404723753 -0.00038205 53.43789385LALDVEIATYR 201 119703753 1xTMT6plex [N-Term] 0.525 0.543 0.523 4.50785017 61.51 0 1492.85726 2 746.9317627 -0.677552638 -0.000505745 75.66039315GSGGLGGACGGAGFGSR 143 119703753 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.547 0.585 0.592 6.956699848 124.59 0 1653.796468 2 827.4017334 -0.167942749 -0.000138872 28.25659952TAAENEFVTLKK 45 119703753 3xTMT6plex [N-Term; K11; K12] 1.622 1.484 1.654 6.100101471 37.12 1 2038.215153 3 680.0758057 -1.122976546 -0.000762956 54.18779534ISIGGGSCAISGGYGSR 159 119703753 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.538 0.553 0.568 6.250469208 93.51 0 1827.922062 2 914.4645386 -0.143185296 -0.000130866 46.83638406ALYDAELSQMQTHISDTSVVLSMDNNR 16 119703753 1xTMT6plex [N-Term]; 2xOxidation [M10; M23] 0.832 1.04 0.993 5.226852417 60.2 0 3299.572136 3 1089.86499 -0.578074765 -0.000629636 78.66770514ALYDAELSQMQTHISDTSVVLSMDNNR 189 119703753 1xTMT6plex [N-Term]; 1xOxidation [M] 0.858 0.853 0.833 7.749691963 88.48 0 3283.577221 3 1089.86499 -0.578074765 -0.000629636 78.66770514ALYDAELSQMQTHISDTSVVLSMDNNR 233 119703753 1xTMT6plex [N-Term] 0.9 0.864 0.865 8.139724731 95.33 0 3267.582306 3 1089.86499 -0.578074765 -0.000629636 78.66770514LEGLEDALQK 29 119703753 2xTMT6plex [N-Term; K10] 0.432 0.408 0.433 4.406025887 60.87 0 1573.920144 2 787.4638062 0.1218516 9.59E-05 67.37750306DVDAAYMNKVELQAK 5 119703753 3xTMT6plex [N-Term; K9; K15] 0.92 0.166 4.933401585 16.54 1 2382.330593 4 596.3377686 -0.566072255 -0.000337143 56.95099395YEELQITAGR 24 119703753 1xTMT6plex [N-Term] 0.328 0.421 0.326 3.393098593 43.59 0 1408.76336 2 704.8843994 -1.304471657 -0.000918846 40.74891898NMQDLVEDLKNK 4 119703753 3xTMT6plex [N-Term; K10; K12] 0.63 0.711 3.338474512 11.44 1 2134.214501 3 712.0761108 -0.337998111 -0.000240453 76.89672914AEAESWYQTK 113 119703753 2xTMT6plex [N-Term; K10] 0.541 0.541 0.533 4.883723736 58.53 0 1670.879007 2 835.9428101 -0.397307531 -0.000331926 41.77144115NMQDLVEDLK 10 119703753 2xTMT6plex [N-Term; K10] 0.477 0.504 0.488 4.422547817 48.13 0 1662.913678 2 831.963501 3.636414327 0.003023522 113.9412901WTLLQEQGTK 66 119703753 2xTMT6plex [N-Term; K10] 0.424 0.442 0.476 4.450613499 61.05 0 1661.962677 2 831.4857788 0.964869554 0.000801789 60.6925016SGFSSISVSR 14 119703753 1xTMT6plex [N-Term] 0.243 0.235 0.43 4.04369688 43.96 0 1255.684381 2 628.3451538 -1.075407827 -0.000675186 36.54835083NTKQEIAEINR 16 119703753 2xTMT6plex [N-Term; K3] 0.685 0.615 0.554 4.22205019 40.2 1 1774.022317 2 887.5147095 -0.098721806 -8.76E-05 33.65331721KDVDAAYMNK 38 119703753 3xTMT6plex [N-Term; K1; K10] 0.727 0.765 0.771 5.388711452 41.25 1 1842.039831 2 921.5230103 -0.59011872 -0.000543511 40.41916625EYQELMNVK 74 119703753 2xTMT6plex [N-Term; K9] 0.583 0.552 0.592 4.110001564 65.66 0 1611.88165 2 806.4439087 -0.688125699 -0.000554589 115.8948356AQYEEIAQR 88 119703753 1xTMT6plex [N-Term] 0.59 0.561 0.631 4.114278316 44.35 0 1336.705845 2 668.8563843 -0.264175782 -0.000176563 4.673548632YTTTSSSSR 67 119703753 1xTMT6plex [N-Term] 0.515 0.56 0.537 3.949012041 43.75 0 1218.616361 2 609.8114014 -0.6854049 -0.000417623 98.85932056SLYGLGGSKR 13 119703753 2xTMT6plex [N-Term; K9] 0.957 1.59 0.944 4.107780933 25.72 1 1495.899683 3 499.3049622 0.434457348 0.000216635 37.88863631QLDNIVGER 20 119703753 1xTMT6plex [N-Term] 0.508 0.535 0.576 3.946661472 54.71 0 1272.71093 2 636.8587036 -0.628464342 -0.000399927 36.99337872DVDAAYMNK 135 119703753 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 0.66 0.648 0.66 3.227105618 39.99 0 1500.776851 2 742.8955688 1.296571076 0.000962563 50.943502DVDAAYMNK 80 119703753 2xTMT6plex [N-Term; K9] 0.602 0.602 0.619 4.381608009 51.89 0 1484.781936 2 742.8955688 1.296571076 0.000962563 50.943502SLYGLGGSK 53 119703753 2xTMT6plex [N-Term; K9] 0.463 0.466 0.484 3.750631332 49.45 0 1339.798572 2 670.4024048 -0.775795488 -0.000519705 44.7145336

DVDAAYMNKVELQAK 3 119703753 3xTMT6plex [N-Term; K9; K15]; 1xOxidation [M7] 1.004 3.061846256 4.52 1 2398.325508 4 596.3377686 -0.566072255 -0.000337143 56.95099395
YTTTSSSSRK 12 119703753 2xTMT6plex [N-Term; K10] 1.735 1.525 1.675 3.828242064 10.17 1 1575.874256 3 525.9625244 -0.784534558 -0.000412109 17.18132785

KDVDAAYMNK 30 119703753 3xTMT6plex [N-Term; K1; K10]; 1xOxidation [M8] 0.743 0.78 0.734 3.703714848 31 1 1858.034746 2 921.5230103 -0.59011872 -0.000543511 40.41916625
FASFIDKVR 6 119703753 2xTMT6plex [N-Term; K7] 0.184 0.297 0.4 3.329144955 15.73 1 1540.92517 3 514.3129883 -0.492052609 -0.000252739 65.408277NKYEDEINKR 51 119703753 3xTMT6plex [N-Term; K2; K9] 0.789 0.827 0.841 3.932568789 30.67 2 1996.14305 2 998.5755005 0.337674478 0.000337023 27.71776951QEIAEINR 98 119703753 1xTMT6plex [N-Term] 0.567 0.533 0.584 3.801430464 48.35 0 1201.673817 2 601.3404541 -0.154057509 -9.26E-05 5.467148543KLLEGEECR 56 119703753 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.484 0.543 0.543 4.059412003 28.03 1 1591.887798 2 796.4465332 -1.261686755 -0.001004232 31.38902789GFSANSAR 12 119703753 1xTMT6plex [N-Term] 0.4 0.426 0.425 3.003283262 31.46 0 1038.552973 2 519.7796021 -1.007092045 -0.000522959 18.8384321LLEGEECR 38 119703753 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.496 0.512 0.467 3.638840914 41.3 0 1234.629903 2 617.8179321 -1.065624754 -0.000657826 29.21270939SRAEAESWYQTK 2 119703753 2xTMT6plex [N-Term; K12] 1.229 3.690660954 10.93 1 1914.012147 3 638.6755371 -0.046280728 -2.95E-05 36.12854162EYQELMNVK 83 119703753 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.568 0.555 0.594 2.821349382 37.13 0 1627.876565 2 806.4439087 -0.688125699 -0.000554589 115.8948356SEIDHVKK 46 119703753 3xTMT6plex [N-Term; K7; K8] 0.746 0.79 0.772 3.323809385 25.32 1 1643.009517 2 822.0089722 0.700285619 0.000575288 26.73671954YEDEINKR 48 119703753 2xTMT6plex [N-Term; K7] 0.579 0.58 0.652 3.575144291 19.31 1 1524.842228 3 508.9519958 -0.520493961 -0.000264557 24.23906557FLEQQNK 102 119703753 2xTMT6plex [N-Term; K7] 0.512 0.47 0.529 2.730433941 35.3 0 1364.793821 2 682.9000854 -0.679261254 -0.000463526 6.919100293FASFIDK 72 119703753 2xTMT6plex [N-Term; K7] 0.503 0.497 0.487 3.561355591 37.72 0 1285.755645 2 643.3795166 -3.024211397 -0.001944198 63.14860041SEIDHVK 42 119703753 2xTMT6plex [N-Term; K7] 0.47 0.478 0.47 3.010620356 35.16 0 1285.751622 2 643.3796387 0.294414367 0.000189272 22.01560852

LLKEYQELMNVK 15 119703753 3xTMT6plex [N-Term; K3; K12]; 1xOxidation [M9] 0.821 1.014 0.886 2.784594774 5.41 1 2211.302588 2 1098.155151 -2.116626149 -0.002323323 82.36912436
VLDTKWTLLQEQGTK 1 119703753 3xTMT6plex [N-Term; K5; K15] 0.954 1.741438031 1 2447.447672 3 816.4871216 -0.35140441 -0.000286681 74.90821567GEMALKDAK 2 119703753 3xTMT6plex [N-Term; K6; K9] 0.452 0.581 1.735712409 1 1649.986339 3 550.6668701 -0.170770164 -9.39E-05 38.90067886NMQDLVEDLK 4 119703753 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.65 0.363 0.471 2.001946688 19.05 0 1678.908593 2 831.963501 3.636414327 0.003023522 113.94129017657647 TMOD2 tropomodulin-2 isoform a 29767 NP_055363.1 13.67521368 1 4 4 24 351 39.571 5.27 0.2 0.2 0.19 0.19 Significant 0.000287 QQLGTAVEMEIAQMLEENSR 2 7657647 1xTMT6plex [N-Term] 4.608995914 35.85 0 2506.247889 3 836.085144 -2.796958403 -0.002336624 109.3895352VAAAITK 18 7657647 2xTMT6plex [N-Term; K7] 0.18 0.19 0.186 2.697543383 40.32 0 1131.750166 2 566.3779297 -1.398687668 -0.000791483 38.93391963SNDPVAIAFADMLK 2 7657647 2xTMT6plex [N-Term; K14] 0.799 1.961925507 10.8 0 1950.077055 2 975.5405884 -1.617875652 -0.001577491 102.5996233LSEEELK 2 7657647 2xTMT6plex [N-Term; K7] 0.589 2.361621141 25.16 0 1305.766603 2 653.3850708 -2.863083209 -0.001869259 42.6786231649574502 CYB5R1 NADH-cytochrome b5 reductase 1 51706 NP_057327.2 60.32786885 1 17 17 169 305 34.073 9.38 0.51 0.56 0.52 0.53 Significant 0.00083 RPQVTLLDPNEK 8 49574502 2xTMT6plex [N-Term; K12] 0.711 0.617 0.667 5.61430645 29.47 0 1868.100568 3 623.3720093 0.485424632 0.000302274 45.82382493KLGMIAGGTGITPMLQLIR 10 49574502 2xTMT6plex [N-Term; K1] 0.839 0.894 0.741 7.049632072 50.8 1 2428.454799 4 607.8676758 -2.439936293 -0.001481319 96.97025742GPSGLLTYTGK 24 49574502 2xTMT6plex [N-Term; K11] 0.521 0.572 0.619 4.093362331 63.33 0 1551.914665 2 776.4595337 -1.851826813 -0.001436939 54.13553634

VPEDPTQCFLLFANQTEK 18 49574502 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 0.488 0.482 0.482 6.587232113 58.4 0 2595.352896 3 865.7894287 0.322608465 0.000279094 89.64245436
LGMIAGGTGITPMLQLIR 4 49574502 1xTMT6plex [N-Term]; 1xOxidation [M] 0.73 0.644 4.602776527 57.89 0 2087.191819 3 696.4013672 -1.087704292 -0.000756749 98.97202633LGMIAGGTGITPMLQLIR 13 49574502 1xTMT6plex [N-Term] 0.423 0.452 1.346 5.639420033 55.15 0 2071.196904 3 696.4013672 -1.087704292 -0.000756749 98.97202633EHLPAPGDDVLVLLCGPPPMVQLACHPNLDK 18 49574502 2xTMT6plex [N-Term; K31]; 2xCarbamidomethyl [C15; C25] 0.781 0.667 0.01 8.294991493 36.54 0 3861.026563 5 773.0098877 -1.613817811 -0.001246199 101.6681647
LWFTLDHPPKDWAYSK 8 49574502 3xTMT6plex [N-Term; K10; K16] 0.652 0.853 0.754 5.273670197 16.75 1 2691.490205 4 673.6290283 1.515272559 0.001019585 81.349988

VPEDPTQCFLLFANQTEKDIILREDLEELQAR 5 49574502 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 1.135 0.897 0.846 6.873272419 2.59 2 4289.252793 4 1073.067261 -1.300972808 -0.00139505 108.2420915DIILREDLEELQAR 8 49574502 1xTMT6plex [N-Term] 0.886 0.703 0.57 5.277005196 30.47 1 1942.080671 3 648.0310669 -1.041952807 -0.000674519 66.37415405LWFTLDHPPK 17 49574502 2xTMT6plex [N-Term; K10] 0.392 0.421 0.405 4.109694004 42.84 0 1711.993584 3 571.3356934 -0.617322334 -0.000352284 74.06409554GFVTADMIR 6 49574502 1xTMT6plex [N-Term] 0.568 0.411 0.385 3.377082109 42.99 0 1238.676459 2 619.8412476 -1.001716633 -0.000620401 53.3644065MSQYLDSLK 2 49574502 2xTMT6plex [N-Term; K9] 0.513 3.179994106 35.69 0 1542.860186 2 771.9329224 -1.048794604 -0.000809072 65.81885331GHFNIQPNK 6 49574502 2xTMT6plex [N-Term; K9] 0.424 0.442 0.422 3.316108465 21.47 0 1512.868718 3 504.9607544 -0.66604352 -0.000335879 35.7065942IDGSLVIRPYTPVTSDEDQGYVDLVIK 2 49574502 2xTMT6plex [N-Term; K27] 0.863 2.721616507 2.73 0 3450.877222 3 1150.957886 -5.250283413 -0.006039361 91.44241618
VPEDPTQCFLLFANQTEKDIILR 3 49574502 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 0.865 1.025 3.620212793 1 3205.733141 3 1069.247192 -1.90826912 -0.002039134 105.6547527

GHFNIQPNKK 8 49574502 3xTMT6plex [N-Term; K9; K10] 0.567 0.669 0.588 3.549899101 11.93 1 1870.126613 4 468.2861023 -2.156661632 -0.001008308 36.09489575KLGMIAGGTGITPMLQLIR 2 49574502 2xTMT6plex [N-Term; K1]; 1xOxidation [M4] 1.147 3.235990524 6.72 1 2444.449714 4 607.8676758 -2.439936293 -0.001481319 96.97025742VGDVVEFR 6 49574502 1xTMT6plex [N-Term] 0.446 0.452 0.504 3.227231503 39.68 0 1149.646539 2 575.3267822 -0.218812362 -0.000125778 55.52615939
EHLPAPGDDVLVLLCGPPPMVQLACHPNLDK 1 49574502 2xTMT6plex [N-Term; K31]; 1xOxidation [M20]; 2xCarbamidomethyl [C15; C25] 0.884 4.722071171 0 3877.021478 5 773.0098877 -1.613817811 -0.001246199 101.6681647

13449277 CYP2S1 cytochrome P450 2S1 precursor 29785 NP_085125.1 11.9047619 1 5 5 28 504 55.781 8.62 0.52 0.48 0.53 0.51 Significant 0.000896 QVQQHQGNLDASGPAR 4 13449277 1xTMT6plex [N-Term] 0.577 0.563 5.477686882 28.55 0 1934.999401 3 645.6708374 -0.745242075 -0.000480681 17.8363177LPYTDAVLHEAQR 2 13449277 1xTMT6plex [N-Term] 0.402 4.417017937 29.32 0 1741.943449 3 581.317688 -2.835152403 -0.001646225 52.45554419EGEELIQAEAR 4 13449277 1xTMT6plex [N-Term] 0.549 0.731 3.316509724 40.38 0 1473.774653 2 737.3903198 -0.875141637 -0.000644881 37.08249176DLVDAFLLK 12 13449277 2xTMT6plex [N-Term; K9] 0.526 0.468 0.517 3.490602732 62.34 0 1491.918687 2 746.4643555 1.841171053 0.001373439 90.99558212LLALVPMGIPR 6 13449277 1xTMT6plex [N-Term] 0.514 0.443 0.507 3.354548216 32.84 0 1408.891143 2 704.9468994 -3.280077312 -0.002310636 96.933170116418397 MAL2 protein MAL2 114569 NP_443118.1 6.25 1 1 1 6 176 19.113 6.24 0.53 0.57 0.5 0.54 Significant 0.00144 VTLPAGPDILR 6 16418397 1xTMT6plex [N-Term] 0.533 0.574 0.502 3.800727367 39.73 0 1380.841216 2 690.9217529 -3.61163946 -0.00249355 66.93311103109148552 KRT3 keratin, type II cytoskeletal 3 3850 NP_476429.2 10.66878981 1 1 11 594 628 64.378 6.48 0.51 0.53 0.48 0.51 Significant 0.000821 TAAENEFVTLK 56 109148552 2xTMT6plex [N-Term; K11] 0.739 0.74 0.774 4.914206028 55.8 0 1680.957258 2 840.9831543 1.055543645 0.000887162 56.03637681LALDVEIATYR 201 109148552 1xTMT6plex [N-Term] 0.525 0.543 0.523 4.50785017 61.51 0 1492.85726 2 746.9317627 -0.677552638 -0.000505745 75.66039315TAAENEFVTLKK 45 109148552 3xTMT6plex [N-Term; K11; K12] 1.622 1.484 1.654 6.100101471 37.12 1 2038.215153 3 680.0758057 -1.122976546 -0.000762956 54.18779534DYQELMNVK 6 109148552 2xTMT6plex [N-Term; K9] 2.1 0.872 1.289 3.486914158 41.22 0 1597.866 2 799.43573 -1.136853192 -0.00090827 55.13924771NMEDLVEDFK 24 109148552 2xTMT6plex [N-Term; K10] 0.543 0.527 0.467 4.049741268 48.65 0 1697.882044 2 849.4440918 -0.669555494 -0.000568413 77.15293212FASFIDKVR 6 109148552 2xTMT6plex [N-Term; K7] 0.184 0.297 0.4 3.329144955 15.73 1 1540.92517 3 514.3129883 -0.492052609 -0.000252739 65.408277KYEDEINKR 18 109148552 3xTMT6plex [N-Term; K1; K8] 0.802 0.906 0.794 3.610866547 5.71 2 1882.100123 4 471.2806091 0.257007282 0.000120928 26.89881731KYEDEINK 2 109148552 3xTMT6plex [N-Term; K1; K8] 0.598 3.036878347 2.76 1 1725.999012 3 576.0041504 -0.645451195 -0.000371349 33.87641639YEDEINKR 48 109148552 2xTMT6plex [N-Term; K7] 0.579 0.58 0.652 3.575144291 19.31 1 1524.842228 3 508.9519958 -0.520493961 -0.000264557 24.23906557FLEQQNK 102 109148552 2xTMT6plex [N-Term; K7] 0.512 0.47 0.529 2.730433941 35.3 0 1364.793821 2 682.9000854 -0.679261254 -0.000463526 6.919100293FASFIDK 72 109148552 2xTMT6plex [N-Term; K7] 0.503 0.497 0.487 3.561355591 37.72 0 1285.755645 2 643.3795166 -3.024211397 -0.001944198 63.14860041NMEDLVEDFK 14 109148552 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.467 0.54 0.515 2.462072134 23.8 0 1713.876959 2 849.4440918 -0.669555494 -0.000568413 77.15293212767880518 LOC101927764 serine/arginine repetitive matrix protein 1-like 101927764 XP_011516392.1 2.102102102 1 1 1 8 333 35.833 11.63 0.27 0.26 0.25 0.26 Significant 0.000493 VLSAGEK 8 767880518 2xTMT6plex [N-Term; K7] 0.271 0.259 0.25 2.699065447 30.03 0 1161.724345 2 581.366272 0.794048362 0.000461233 34.81398505
4506749 RRM1 ribonucleoside-diphosphate reductase large subunit isoform 1 6240 NP_001024.1 26.01010101 1 18 18 83 792 90.013 7.15 1.28 1.22 1.22 1.24 Significant 0.00026

EQGPYETYEGSPVSK 10 4506749 2xTMT6plex [N-Term; K15] 1.273 1.275 1.493 3.867301464 58.26 0 2129.080286 2 1065.043457 -0.304454231 -0.000324104 40.63047754
LCYGLNMDFVDPAQITMK 4 4506749 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C2] 1.219 0.947 5.012427807 55.12 0 2574.317044 3 858.7755737 -1.8942067 -0.00162543 95.58020132

VLSGEFQIVNPHLLK 6 4506749 2xTMT6plex [N-Term; K15] 1.223 1.247 4.549956322 45.61 0 2152.289431 3 718.1009521 -0.524039505 -0.000375962 81.8905636
IIDINYYPVPEACLSNK 4 4506749 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C13] 0.93 1.51 3.935333014 26.9 0 2467.330704 3 823.1147461 -0.412854567 -0.00033955 83.27381705

KSNQQNLGTIK 2 4506749 3xTMT6plex [N-Term; K1; K11] 1.354 3.064096451 3.2 1 1918.168871 3 640.0611572 0.024637918 1.58E-05 32.1403137SNQQNLGTIK 2 4506749 2xTMT6plex [N-Term; K10] 0.897 3.534379721 54.48 0 1560.910976 2 780.9589233 -0.260200818 -0.000203075 33.08059141STLDIVLANK 8 4506749 2xTMT6plex [N-Term; K10] 1.201 1.221 4.301035404 62.84 0 1531.945965 2 766.4758301 -1.032166791 -0.000790612 69.55995256AQQLWYAIIESQTETGTPYMLYK 8 4506749 2xTMT6plex [N-Term; K23] 1.022 100 3.047455072 10.81 0 3192.669144 4 798.9223022 -0.552727372 -0.000441169 111.3843856YPFESAEAQLLNK 8 4506749 2xTMT6plex [N-Term; K13] 1.543 1.184 1.223 4.484638214 45.19 0 1968.084249 3 656.6999512 0.534177145 0.000350435 76.33041242DFSYNYFGFK 3 4506749 2xTMT6plex [N-Term; K10] 1.536 3.523833275 22.8 0 1745.893929 2 873.4492798 -1.515687547 -0.001323115 77.25829781DDSIEGIYDTLK 4 4506749 2xTMT6plex [N-Term; K12] 0.873 3.536034346 49.16 0 1826.978781 2 913.9901123 -3.192615419 -0.00291642 69.63689576LTSMHFYGWK 2 4506749 2xTMT6plex [N-Term; K10] 1.165 2.481868029 12.52 0 1727.934354 3 576.649353 -0.491007061 -0.000282809 66.89091802YVDQGGNK 6 4506749 2xTMT6plex [N-Term; K8] 1.352 1.691 0.894 2.85775733 28.14 0 1338.741786 2 669.8740234 -0.758544337 -0.000507748 23.81892399GLWHEEMK 4 4506749 2xTMT6plex [N-Term; K8] 1.272 1.222 3.074342966 12.7 0 1487.808091 3 496.6075439 -0.008464843 -4.20E-06 41.50688044VAERPQHMLMR 2 4506749 1xTMT6plex [N-Term] 0.887 2.554100513 5.8 0 1596.866402 4 399.9721375 0.199105377 7.95E-05 25.43140867IAVSNLHK 6 4506749 2xTMT6plex [N-Term; K8] 1.326 1.267 1.298 2.774068832 29.73 0 1339.846191 3 447.2869568 0.093914756 4.19E-05 37.35498303VSKEEEEKER 1 4506749 3xTMT6plex [N-Term; K3; K8] 1.353 2.463689804 2 1950.111081 4 488.2831421 -0.175872353 -8.57E-05 21.66283764HSPMVAK 3 4506749 2xTMT6plex [N-Term; K7] 1.368 1.2 1.901179433 1.95 0 1227.728384 3 409.9138184 -1.207589475 -0.000494197 23.223658234503323 DHFR dihydrofolate reductase isoform 1 1719 NP_000782.1 8.556149733 1 1 1 6 187 21.439 7.42 1.29 1.41 1.67 1.46 Significant 0.00588 LLPEYPGVLSDVQEEK 6 4503323 2xTMT6plex [N-Term; K16] 1.294 1.412 1.674 4.882184982 39.06 0 2274.263335 3 758.7584229 -1.152036913 -0.000873345 80.16319983
4505415 NQO1 NAD(P)H dehydrogenase [quinone] 1 isoform a 1728 NP_000894.1 47.81021898 1 14 14 152 274 30.848 8.88 1.54 1.58 1.48 1.53 Significant 0.000359

VFIGEFAYTYAAMYDK 7 4505415 2xTMT6plex [N-Term; K16] 1.632 1.685 0.34 4.341432095 37.58 0 2347.208463 3 783.0744629 0.158627528 0.000124111 102.7614757EGHLSPDIVAEQK 10 4505415 2xTMT6plex [N-Term; K13] 1.581 1.532 1.546 5.056350231 41.31 0 1881.048198 3 627.6865234 -1.690944179 -0.001060249 40.30024135GWEVVESDLYAMNFNPIISR 14 4505415 1xTMT6plex [N-Term] 1.418 0.665 6.276608944 57.38 0 2569.295825 2 1285.150391 -0.903224135 -0.001160325 103.9667392GWEVVESDLYAMNFNPIISR 2 4505415 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.372 5.999238491 40.11 0 2585.29074 2 1285.150391 -0.903224135 -0.001160325 103.9667392KGWEVVESDLYAMNFNPIISR 2 4505415 2xTMT6plex [N-Term; K1] 0.993 4.387966633 25.77 1 2926.55372 3 976.1901245 0.717582986 0.000700015 97.65519991LKDPANFQYPAESVLAYK 24 4505415 3xTMT6plex [N-Term; K2; K18] 1.636 1.677 1.639 6.390519619 30.85 1 2741.548114 3 914.5206909 -0.216759316 -0.000198085 75.53715964ALIVLAHSER 14 4505415 1xTMT6plex [N-Term] 1.695 1.209 1.968 3.621370316 53.78 0 1337.810251 3 446.6080933 -0.39172584 -0.000174685 46.94845478FGLSVGHHLGK 20 4505415 2xTMT6plex [N-Term; K11] 1.431 1.505 1.497 3.706317425 39.79 0 1609.957867 3 537.324707 1.05651445 0.000566981 45.20719541SIPTDNQIK 12 4505415 2xTMT6plex [N-Term; K9] 1.505 1.612 1.529 3.383956194 50.22 0 1473.867714 2 737.4372559 -0.325240349 -0.000239681 38.10202148EAAAAALK 4 4505415 2xTMT6plex [N-Term; K8] 1.718 1.461 3.182399511 47.79 0 1202.750894 2 601.8788452 -0.399201792 -0.00024007 34.60498382IQILEGWK 12 4505415 2xTMT6plex [N-Term; K8] 1.652 1.807 1.601 3.415978909 32.19 0 1444.892807 2 722.949646 -0.547942248 -0.000395859 79.03494957TSFNYAMK 8 4505415 2xTMT6plex [N-Term; K8] 1.813 1.47 2.02 3.502067089 42.09 0 1419.770643 2 710.3887329 -0.319671131 -0.00022693 47.10547173KEVQDEEK 10 4505415 3xTMT6plex [N-Term; K1; K8] 1.712 1.917 1.878 4.000080585 29.51 1 1691.978277 2 846.4922485 -0.624156765 -0.00052803 21.4204447EVQDEEK 6 4505415 2xTMT6plex [N-Term; K7] 1.587 1.643 1.748 3.2738626 33.5 0 1334.720382 2 667.8642578 0.642422946 0.000428727 19.69168566EAAAAALKK 1 4505415 3xTMT6plex [N-Term; K8; K9] 1.233 1.628405213 1 1560.008789 3 520.6746216 0.334989198 0.000174195 37.97174048TSFNYAMK 6 4505415 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.645 1.133 1.391 1.739463091 22.66 0 1435.765558 2 710.3887329 -0.319671131 -0.00022693 47.10547173300934762 CORO1A coronin-1A 11151 NP_001180262.1 40.56399132 1 17 18 160 461 50.994 6.68 1.49 1.6 1.43 1.51 Significant 0.00109 YFEITSEAPFLHYLSMFSSK 4 300934762 2xTMT6plex [N-Term; K20]; 1xOxidation [M16] 100 1.088 4.436645985 55.16 0 2871.467925 3 957.8280029 0.532887395 0.000510056 110.1710904KSDLFQEDLYPPTAGPDPALTAEEWLGGR 28 300934762 2xTMT6plex [N-Term; K1] 1.765 1.903 2.145 6.581622124 39.27 1 3631.868448 4 908.7211914 -1.517809656 -0.001378121 94.52556571AAPEASGTPSSDAVSR 18 300934762 1xTMT6plex [N-Term] 1.453 1.582 1.788 5.349145412 81.87 0 1731.871072 2 866.4393311 0.180890703 0.00015664 19.71623017SDLFQEDLYPPTAGPDPALTAEEWLGGR 2 300934762 1xTMT6plex [N-Term] 4.015093327 17.54 0 3274.610553 3 1092.207764 -0.55441841 -0.000605168 101.2065893EPVVTLEGHTK 4 300934762 2xTMT6plex [N-Term; K11] 1.236 1.153 5.117662907 43.81 0 1667.973242 3 556.6627197 0.218138804 0.000121283 39.74310029
VSQTTWDSGFCAVNPK 12 300934762 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 1.768 1.899 2.042 4.882772446 65.95 0 2255.153074 2 1128.079468 -0.627377867 -0.000707417 62.00313595

DAGPLLISLK 22 300934762 2xTMT6plex [N-Term; K10] 1.442 1.544 1.267 4.047271729 39.57 0 1484.945237 2 742.9749756 -1.72530142 -0.001280989 75.30382878
DGGLICTSCR 6 300934762 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 1.52 100 1.052 3.552771568 42.4 0 1367.660886 2 684.3324585 -2.373203654 -0.001622869 26.30598427

LQATVQELQK 2 300934762 2xTMT6plex [N-Term; K10] 1.225 3.925111771 14.82 0 1615.978327 2 808.4893799 -4.235412232 -0.003422167 55.61605456ADQCYEDVR 8 300934762 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.839 1.784 1.439 3.595603466 39.43 0 1384.636445 2 692.821106 -1.090434925 -0.000754928 21.52957803HVFGQPAK 6 300934762 2xTMT6plex [N-Term; K8] 1.46 1.604 1.53 3.406149864 22.34 0 1341.804326 3 447.9393311 -0.6607416 -0.000295529 28.13140626AVFVSEGK 14 300934762 2xTMT6plex [N-Term; K8] 1.504 1.716 1.666 2.822375536 30.26 0 1294.777109 2 647.8914185 -1.195862923 -0.000774188 41.85348006LEETVQAK 12 300934762 2xTMT6plex [N-Term; K8] 1.47 1.606 1.408 3.833215714 39.62 0 1375.819702 2 688.413269 -0.319964936 -0.000220107 37.40750887QVALWDTK 6 300934762 2xTMT6plex [N-Term; K8] 1.613 1.583 1.437 3.464283228 31.87 0 1418.840772 2 709.9237061 -0.448267796 -0.00031801 55.07329254KGTVVAEK 8 300934762 3xTMT6plex [N-Term; K1; K8] 1.57 1.871 1.184 3.726626396 13.6 1 1518.98224 3 506.9988708 -0.118843504 -6.02E-05 29.65557238ILTTGFSR 4 300934762 1xTMT6plex [N-Term] 0.784 1.017 2.842105865 36.75 0 1123.667275 2 562.3366089 -1.186914127 -0.000666848 45.43642116KLQATVQELQK 2 300934762 3xTMT6plex [N-Term; K1; K11] 2.651 2.238733053 10.87 1 1973.236222 2 987.1221924 0.448859399 0.000442853 53.17892165GMGYMPK 2 300934762 2xTMT6plex [N-Term; K7] 0.872 1.959979177 14.45 0 1241.678657 2 621.3426514 -0.508139221 -0.000315473 40.78625475335335014 GDA guanine deaminase isoform a 9615 NP_001229434.1 65.81740977 1 23 23 264 471 52.804 5.85 0.68 0.7 0.77 0.72 Significant 0.00145
VCMDLNDTFPEYK 14 335335014 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 0.744 0.698 0.755 4.337349892 65.67 0 2090.03387 2 1045.52002 -0.529889738 -0.000553744 68.10325627

ASDSPIDLFYGDFFGDISEAVIQK 2 335335014 2xTMT6plex [N-Term; K24] 0.757 5.313349247 54.96 0 3092.586854 3 1031.537842 3.918473821 0.004039407 115.6155909DLHIQSHISENRDEVEAVK 12 335335014 2xTMT6plex [N-Term; K19] 0.75 0.81 0.919 7.482122421 24.4 1 2677.430963 4 670.1122437 -1.425934292 -0.00095446 37.23673892AVMVSNILLINK 12 335335014 2xTMT6plex [N-Term; K12] 0.955 0.863 0.757 4.638195515 51.45 0 1773.107233 2 887.0571899 -0.073253994 -6.49E-05 88.27819151LATLGGSQALGLDGEIGNFEVGK 17 335335014 2xTMT6plex [N-Term; K23] 0.542 0.616 0.542 7.20668745 78.6 0 2704.492166 3 902.1693726 0.517134344 0.000466195 88.38113832IGLGTDVAGGYSYSMLDAIR 22 335335014 1xTMT6plex [N-Term] 0.153 0.117 0.812 6.36386919 87.94 0 2288.179399 3 763.395813 -2.84633065 -0.002170972 84.25858396FQNIDFAEEVYTR 16 335335014 1xTMT6plex [N-Term] 0.847 0.919 1.048 5.239416122 51.14 0 1860.932944 2 930.9681396 -2.118046831 -0.001970772 68.66941143FSLSCSETLMGELGNIAK 2 335335014 2xTMT6plex [N-Term; K18]; 1xOxidation [M10]; 1xCarbamidomethyl [C5] 0.824 4.453386307 42.79 0 2431.261304 3 805.7606201 0.380182313 0.000306081 98.54363289
FSLSCSETLMGELGNIAK 27 335335014 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C5] 0.698 0.562 0.679 6.254185677 63.38 0 2415.266389 3 805.7606201 0.380182313 0.000306081 98.54363289
GTFVHSTWTCPMEVLR 12 335335014 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.826 0.782 0.952 4.318125248 17.61 0 2150.072432 3 717.3621216 -0.288420007 -0.000206708 67.53331849IVFLEEASQQEK 38 335335014 2xTMT6plex [N-Term; K12] 0.689 0.754 0.721 4.95649147 65.17 0 1879.0577 2 940.0316772 -0.863197449 -0.000810999 76.82816514

GASIAHCPNSNLSLSSGFLNVLEVLK 6 335335014 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C7] 1.025 0.819 1.459 7.670855522 70.04 0 3185.739289 3 1062.58606 1.361116069 0.001445387 112.1646138
EFDAILINPK 12 335335014 2xTMT6plex [N-Term; K10] 0.549 0.597 0.495 3.835916042 39.28 0 1617.961615 2 809.4838257 -0.766441429 -0.000620036 72.46136644

NGTTTACYFATIHTDSSLLLADITDK 2 335335014 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C7] 0.926 4.453492641 14.39 0 3287.686979 3 1096.567749 0.521637347 0.00057166 101.3217623
NIEEVYVGGK 6 335335014 2xTMT6plex [N-Term; K10] 0.668 0.508 0.78 4.061254501 40.41 0 1565.893929 2 783.4489746 -2.079694665 -0.001628291 49.59138021FVSEMLQK 22 335335014 2xTMT6plex [N-Term; K8] 1.154 0.697 0.579 3.909098148 41.55 0 1439.833243 2 720.4202881 0.039068326 2.81E-05 65.68726896ETTEESIK 10 335335014 2xTMT6plex [N-Term; K8] 0.716 0.933 0.765 2.900488853 38.2 0 1394.777896 2 697.892395 -0.274574854 -0.000191485 24.61573537NYTSVYDK 4 335335014 2xTMT6plex [N-Term; K8] 0.563 0.591 2.789035559 38.09 0 1447.783316 2 724.3948364 -0.635404779 -0.000459964 34.31846522ETTEESIKETER 4 335335014 2xTMT6plex [N-Term; K8] 0.694 1.01 1.057 4.390869141 1.53 1 1910.011872 3 637.3418579 -0.44570379 -0.000283767 23.6940866YTFPAEHR 4 335335014 1xTMT6plex [N-Term] 0.704 0.696 2.680101156 26.46 0 1249.652687 3 417.2227173 0.729174976 0.000303738 28.18376351NLYPSYK 6 335335014 2xTMT6plex [N-Term; K7] 0.694 0.8 0.797 2.757557154 22.13 0 1342.777109 2 671.8925781 0.574153368 0.00038548 41.75291592NNLLTNK 2 335335014 2xTMT6plex [N-Term; K7] 0.519 2.789692879 15.48 0 1274.783257 2 637.8945923 -1.057999217 -0.00067436 37.84470454
EWCFKPCEIR 2 335335014 2xTMT6plex [N-Term; K5]; 2xCarbamidomethyl [C3; C7] 1.094 1.866 2.771186352 0 1882.970817 3 628.3278198 -1.014581494 -0.000636809 55.92937545

FVSEMLQK 6 335335014 2xTMT6plex [N-Term; K8]; 1xOxidation [M5] 1.655001879 25.24 0 1455.828158 2 720.4202881 0.039068326 2.81E-05 65.68726896VKPIVTPR 4 335335014 2xTMT6plex [N-Term; K2] 0.8 0.815 0.862 2.703415394 2.39 0 1367.913877 3 456.6429749 0.361419352 0.000164797 46.9535945567089147 FDFT1 squalene synthase isoform 1 2222 NP_004453.3 48.20143885 1 17 17 181 417 48.084 6.54 1.12 1.18 1.18 1.16 Significant 0.000297 GQAVTLMMDATNMPAVK 4 67089147 2xTMT6plex [N-Term; K17] 1.182 1.308 5.174656391 48.08 0 2236.190387 3 746.0682983 -0.020217629 -1.51E-05 81.22855212LFSASEFEDPLVGEDTER 36 67089147 1xTMT6plex [N-Term] 1.209 1.17 0.846 5.497499943 56.42 0 2270.102588 2 1135.553101 -1.613794083 -0.001831739 79.64894422KGQAVTLMMDATNMPAVK 6 67089147 3xTMT6plex [N-Term; K1; K18] 0.979 1.17 0.997 7.213922977 47.26 1 2593.448282 3 865.1522217 -2.379130126 -0.002056717 75.61261071MGIGMAEFLDK 10 67089147 2xTMT6plex [N-Term; K11] 0.986 0.953 1.1 4.196473598 55.23 0 1669.905756 2 835.4557495 -0.918504866 -0.000766908 84.36751905SFAAVIQALDGEMR 28 67089147 1xTMT6plex [N-Term] 1.316 1.387 1.367 5.179008007 72.87 0 1736.920271 2 868.9628296 -1.087303973 -0.00094428 100.2023781SFAAVIQALDGEMR 4 67089147 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.246 1.071 3.7981987 40.33 0 1752.915186 2 868.9628296 -1.087303973 -0.00094428 100.2023781KVPLLHNFHSFLYQPDWR 12 67089147 2xTMT6plex [N-Term; K1] 1.38 1.57 1.159 5.44128418 20.91 1 2755.523681 4 689.6343384 -2.960495107 -0.002039429 75.58461766QVLEDFPTISLEFR 10 67089147 1xTMT6plex [N-Term] 1.213 1.261 1.156 4.545445442 54.35 0 1923.042495 2 962.0248413 -0.046095088 -4.43E-05 91.50214043TQNLPNCQLISR 12 67089147 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.242 0.912 1.255 4.090309143 45.92 0 1672.900205 2 836.9537964 0.066616907 5.57E-05 40.87370169ANSMGLFLQK 8 67089147 2xTMT6plex [N-Term; K10] 1.026 0.852 1.023 4.837291718 48.49 0 1566.907805 2 783.9567871 -0.962131432 -0.000753786 67.92394713ALDTLEDDMTISVEK 4 67089147 2xTMT6plex [N-Term; K15]; 1xOxidation [M9] 1.288 1.32 3.823583126 34.23 0 2154.125187 3 718.7130127 -0.326092498 -0.000234148 58.28419373ALDTLEDDMTISVEK 2 67089147 2xTMT6plex [N-Term; K15] 1.45 2.730113268 26.59 0 2138.130272 3 718.7130127 -0.326092498 -0.000234148 58.28419373EFWPQEVWSR 8 67089147 1xTMT6plex [N-Term] 0.979 1.028 1.16 3.744938612 38.97 0 1592.805893 2 796.9059448 -0.803859132 -0.000640196 72.66470096DYLEDQQGGR 6 67089147 1xTMT6plex [N-Term] 1.263 1.076 1.011 3.731572866 39.78 0 1409.685838 2 705.3458252 -1.038571386 -0.00073203 23.98754856MDQDSLSSSLK 6 67089147 2xTMT6plex [N-Term; K11] 1.186 1.155 1.634 3.781927109 34.09 0 1668.887857 3 556.9674072 -0.113249259 -6.30E-05 45.87708001AIIYQYMEEIYHR 2 67089147 1xTMT6plex [N-Term] 1.361 2.959246397 26.52 0 1958.004335 3 653.3381348 -2.290088456 -0.001494668 87.41148812IPDSDPSSSK 12 67089147 2xTMT6plex [N-Term; K10] 1.123 1.303 1.158 3.188797235 54.49 0 1490.810259 2 745.9089966 0.30683587 0.000228717 31.81288797HVTSEQEWDK 2 67089147 2xTMT6plex [N-Term; K10] 1.21 2.599025011 7.86 0 1716.89572 3 572.9697876 -0.530298387 -0.000303489 27.45962225QIISTIR 7 67089147 1xTMT6plex [N-Term] 0.907 1.09 0.991 2.723568916 29.38 0 1059.67236 2 530.3392334 -1.104183867 -0.000585037 38.14132045MDQDSLSSSLK 2 67089147 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 1.205 1.907020807 17.02 0 1684.882772 3 556.9674072 -0.113249259 -6.30E-05 45.877080014504725 IRF3 interferon regulatory factor 3 isoform 1 3661 NP_001562.1 29.27400468 1 8 8 51 427 47.19 5.34 1.01 0.96 1.2 1.06 Significant 0.00475 QDAQQEDFGIFQAWAEATGAYVPGR 8 4504725 1xTMT6plex [N-Term] 100 0.529 0.603 7.709078789 92.23 0 2984.437615 3 995.4818726 -2.194873897 -0.002183488 102.3335316TLPGWPVTLPDPGMSLTDR 19 4504725 1xTMT6plex [N-Term] 0.538 0.623 1.446 4.22779274 21.8 0 2282.205219 3 761.4058228 -1.009759447 -0.000768159 94.93618067



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AYLQDLVEGMDFQGPGES 6 4504725 1xTMT6plex [N-Term] 0.466 1.177 4.281594753 47.95 0 2185.032066 3 729.0161743 0.871373582 0.00063466 95.53498456QVFQQTISCPEGLR 2 4504725 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.431 4.57234478 40.01 0 1891.989748 2 946.4991455 0.669398778 0.000633248 50.99106316SPSLDNPTPFPNLGPSENPLKR 4 4504725 2xTMT6plex [N-Term; K21] 1.245 1.256 5.27004385 23.47 1 2835.540513 3 945.850769 -0.973045908 -0.000919704 69.10481841LVGSEVGDR 4 4504725 1xTMT6plex [N-Term] 1.372 0.91 2.941270828 28.55 0 1160.647268 2 580.826416 -1.475218869 -0.000856104 36.45506615AGQWLWAQR 2 4504725 1xTMT6plex [N-Term] 0.594 2.52601409 13.19 0 1344.73742 2 672.8704834 -2.773688803 -0.001864942 56.90553907DKPDLPTWK 6 4504725 3xTMT6plex [N-Term; K2; K9] 1.247 1.188 1.321 4.063914776 21.66 0 1787.067032 3 596.3607178 0.317889762 0.000189363 54.01031411
311771665 POU2F1 POU domain, class 2, transcription factor 1 isoform 1 5451 NP_002688.3 2.088772846 1 2 2 12 766 78.487 6.11 1.36 1.43 1.1 1.3 Significant 0.00594

FEALNLSFK 6 311771665 2xTMT6plex [N-Term; K9] 1.15 1.121 0.972 3.681372404 25.03 0 1526.898286 2 763.9520264 -0.989087249 -0.000755118 79.81538946LKPLLEK 6 311771665 3xTMT6plex [N-Term; K2; K7] 1.506 1.591 1.189 2.626803875 10.1 0 1528.044112 3 510.0184631 -2.143704935 -0.001091892 55.79861808
8922652 ARFGAP1 ADP-ribosylation factor GTPase-activating protein 1 isoform a 55738 NP_060679.1 47.29064039 1 14 14 84 406 44.64 5.66 1.54 1.44 1.52 1.5 Significant 0.000415

KSPSSDSWTCADTSTER 6 8922652 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C10] 1.658 1.447 1.511 5.95050621 47.97 1 2373.139274 3 791.7162476 -2.142560394 -0.001694865 28.1440132
EFLESQEDYDPCWSLQEK 6 8922652 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C12] 1.371 1.624 4.524084091 40.76 0 2761.306733 3 921.1069336 -0.175861937 -0.00016187 69.31781477

AFEDWLNDDLGSYQGAQGNR 12 8922652 1xTMT6plex [N-Term] 1.019 1.169 1.273 4.732000351 51.89 0 2485.158146 3 829.0554199 -2.591088372 -0.002146421 76.4477285IFDDVSSGVSQLASK 14 8922652 2xTMT6plex [N-Term; K15] 1.56 1.68 1.629 4.496246338 77.67 0 2011.111192 2 1006.059021 -0.212090617 -0.000213269 76.54686213EWSLESSPAQNWTPPQPR 8 8922652 1xTMT6plex [N-Term] 0.584 0.942 0.368 5.760247231 50.84 0 2339.161775 3 780.390564 -1.981938795 -0.001545358 62.77245839ASELGHSLNENVLKPAQEK 2 8922652 3xTMT6plex [N-Term; K14; K19] 100 6.112471104 46.4 0 2751.560804 3 917.8572998 -1.256543535 -0.001152485 49.6312989VSGQPQSVTASSDK 8 8922652 2xTMT6plex [N-Term; K14] 1.347 1.22 1.474 4.3091712 68.02 0 1849.006727 2 925.0067749 -0.245377859 -0.000226853 41.97445787DKVVALAEGR 6 8922652 2xTMT6plex [N-Term; K2] 2.092 2.3 1.643 4.456048012 16.27 1 1515.925898 3 505.9796448 -1.000684684 -0.000505655 40.36444992DVTTFFSGK 6 8922652 2xTMT6plex [N-Term; K9] 1.318 1.42 1.465 4.607278347 37.86 0 1459.819702 2 730.4107056 -3.81359916 -0.002783584 61.84382272SSDSWEVWGSASTNR 4 8922652 1xTMT6plex [N-Term] 0.995 1.23 0.992 3.23052597 34.11 0 1897.887785 2 949.4476929 0.170848977 0.000162126 51.54547034YVGFGNTPPPQK 2 8922652 2xTMT6plex [N-Term; K12] 1.145 3.649809361 24.3 0 1762.989227 3 588.3348999 0.521810921 0.000306649 48.9938255GLGVHLSFVR 2 8922652 1xTMT6plex [N-Term] 1.672 3.380244255 39.3 0 1313.789121 3 438.6016235 0.910409022 0.000398695 52.82373552VQGVGSK 6 8922652 2xTMT6plex [N-Term; K7] 1.548 1.601 1.33 3.009046316 28.42 0 1132.709029 2 566.8580322 -0.213061668 -0.000120668 24.46051219WKDIELEK 2 8922652 3xTMT6plex [N-Term; K2; K8] 1.679 1.215 2.76175952 1 1748.056133 3 583.3568115 -0.143948288 -8.39E-05 58.324930084557735 MAOA amine oxidase [flavin-containing] A isoform 1 4128 NP_000231.1 36.24288425 1 13 17 147 527 59.644 7.85 0.69 0.72 0.71 0.71 Significant 0.000156 EIPTDAPWEAQHADK 6 4557735 2xTMT6plex [N-Term; K15] 0.507 0.49 0.477 6.025366306 38.47 0 2166.123154 3 722.7130127 0.614598452 0.000443765 47.84105815WSGYMEGAVEAGER 6 4557735 1xTMT6plex [N-Term] 1.997 1.85 2.39 3.421638012 24.06 0 1770.83185 2 885.9188843 -0.766919407 -0.000679043 57.39198647LLTEYGVSVLVLEAR 13 4557735 1xTMT6plex [N-Term] 0.864 0.794 0.705 5.375558853 53.93 0 1891.11018 3 631.0421753 0.947776034 0.00059745 100.5751022IFFAGTETATK 14 4557735 2xTMT6plex [N-Term; K11] 0.686 0.702 0.681 4.299323082 57.6 0 1643.940879 2 822.4736328 -0.541597944 -0.000445178 62.97425042KFVGGSGQVSER 12 4557735 2xTMT6plex [N-Term; K1] 0.838 0.861 0.997 4.56380415 36.11 1 1708.974639 3 570.3291016 -1.104529264 -0.000629204 26.4626727DVPAVEITHTFWER 6 4557735 1xTMT6plex [N-Term] 0.658 0.695 0.702 5.592828751 51.06 0 1929.006778 3 643.6731567 -0.964690833 -0.000620298 68.39586716YVINAIPPTLTAK 12 4557735 2xTMT6plex [N-Term; K13] 0.712 0.796 0.736 4.239840508 64.53 0 1859.140642 2 930.0735474 -0.443002223 -0.000411802 76.40522613NEHVDYVDVGGAYVGPTQNR 12 4557735 1xTMT6plex [N-Term] 0.632 0.572 0.67 5.692427158 41.21 0 2419.183967 3 807.0657349 -0.543695798 -0.000438433 44.2447954IMDLLGDQVK 21 4557735 2xTMT6plex [N-Term; K10] 0.653 0.672 0.655 3.737476587 47.38 0 1589.933686 2 795.4697266 -0.949105622 -0.000754508 77.76589165VTEKDIWVQEPESK 9 4557735 3xTMT6plex [N-Term; K4; K14] 0.93 1.102 1.289 4.434864521 25.97 1 2375.342538 3 792.4508667 -1.8906462 -0.001496977 53.77320123FVGGSGQVSER 6 4557735 1xTMT6plex [N-Term] 0.605 0.593 0.653 3.847267389 36.92 0 1351.716744 2 676.3608398 -1.731888364 -0.001170511 28.45643723DIWVQEPESK 8 4557735 2xTMT6plex [N-Term; K10] 0.68 0.603 0.629 3.951945305 41.3 0 1688.925958 2 844.965332 -1.521728936 -0.001285044 51.93787971ELGLETYK 12 4557735 2xTMT6plex [N-Term; K8] 0.726 0.798 0.845 3.335675478 34.73 0 1410.824453 2 705.9151611 -0.997334837 -0.000703532 49.65693056IHFRPELPAER 4 4557735 1xTMT6plex [N-Term] 0.671 0.69 4.329016209 15.39 0 1593.906276 3 531.9737549 0.273070283 0.000145083 45.03491008GAFPPVWNPIAYLDYNNLWR 2 4557735 1xTMT6plex [N-Term] 0.465 2.665828466 9.67 0 2635.365894 2 1318.18457 -1.529288593 -0.002015117 112.7890209
ICELYAK 12 4557735 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.738 0.762 0.646 2.715836763 25.98 0 1354.78048 2 677.894165 0.423432529 0.000286829 51.49499181
TIDNMGK 4 4557735 2xTMT6plex [N-Term; K7] 0.669 0.965 3.058190346 24.43 0 1236.702229 2 618.8545532 -0.322927119 -0.000199682 31.7842460853729346 PKP1 plakophilin-1 isoform 1b 5317 NP_000290.2 12.4497992 1 8 8 21 747 82.808 9.13 0.46 0.59 0.7 0.58 Significant 0.0138 SSQSSTLSHSNR 4 53729346 1xTMT6plex [N-Term] 0.406 0.806 5.805638313 47.83 0 1519.766213 3 507.2598572 -0.786335942 -0.000398349 13.95269644GSGWLYHSDAIR 2 53729346 1xTMT6plex [N-Term] 0.627 4.059243202 18.33 0 1590.822606 3 530.9455566 -0.307644688 -0.000163136 38.568157GLMSSGMSQLIGLK 2 53729346 2xTMT6plex [N-Term; K14] 0.477 2.713902712 14.13 0 1880.074947 3 627.3606567 -4.005007976 -0.002509905 84.93666291LLLSDMWSSK 2 53729346 2xTMT6plex [N-Term; K10] 0.649 3.105043173 19.86 0 1637.933686 2 819.4708862 0.494721456 0.00040516 87.30391419AVQYLSSQDEK 4 53729346 2xTMT6plex [N-Term; K11] 0.803 0.743 2.470758438 9.94 0 1725.942336 3 575.9860229 0.683555662 0.000393259 41.32430053VMGNQVFPEVTR 3 53729346 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.642 0.66 2.866148949 22.91 0 1621.856943 2 811.4318848 -0.277545286 -0.000225069 44.40020982

YSFYSTCSGQK 2 53729346 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 0.869 2.12890029 6.65 0 1785.888192 2 893.4490967 1.525643871 0.001362315 42.40477992LLQSGNSDVVR 2 53729346 1xTMT6plex [N-Term] 0.593 3.822292328 17.81 0 1416.800808 2 708.90271 -1.880799411 -0.001332359 39.04112748157266300 ANPEP aminopeptidase N precursor 290 NP_001141.2 27.50775595 1 22 22 143 967 109.471 5.48 0.69 0.67 0.64 0.67 Significant 0.000475 KVVATTQMQAADAR 6 157266300 2xTMT6plex [N-Term; K1] 1.356 0.767 0.764 5.635118961 35.3 1 1948.105001 3 650.0402222 0.570849059 0.000370691 32.44941996GVGGSQPPDIDKTELVEPTEYLVVHLK 2 157266300 3xTMT6plex [N-Term; K12; K27] 0.698 6.548080921 10.67 1 3608.019025 4 902.7595215 -0.767369152 -0.000692171 91.29547201AQIINDAFNLASAHK 6 157266300 2xTMT6plex [N-Term; K15] 0.717 0.593 5.828007221 42.42 0 2071.170044 3 691.0598755 -2.400099968 -0.001657005 75.23626797DNEETGFGSGTR 6 157266300 1xTMT6plex [N-Term] 0.462 0.398 0.764 4.453615665 58.46 0 1498.697131 2 749.8517456 -0.611283657 -0.000458065 19.6971215MLSSFLSEDVFK 10 157266300 2xTMT6plex [N-Term; K12] 0.423 0.805 0.623 5.226655483 49.96 0 1861.018143 2 931.0094604 -3.492191404 -0.003249516 98.84515529QYMPWEAALSSLSYFK 2 157266300 2xTMT6plex [N-Term; K16] 0.871 4.477611065 35.5 0 2379.245911 3 793.7536011 0.142382364 0.000112921 112.4432499DLTALSNMLPK 12 157266300 2xTMT6plex [N-Term; K11] 0.613 0.515 0.649 3.747453928 45.13 0 1660.970799 3 554.3290405 1.065077142 0.000589687 80.91298111VVATTQMQAADAR 6 157266300 1xTMT6plex [N-Term] 0.757 0.765 0.637 4.212480068 45.48 0 1590.847106 2 795.927124 -0.084730408 -6.74E-05 33.01835267DSQYEMDSEFEGELADDLAGFYR 2 157266300 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.771 5.17489481 26.76 0 2932.266829 3 972.7615967 -0.575200457 -0.000559147 97.13454281DSQYEMDSEFEGELADDLAGFYR 2 157266300 1xTMT6plex [N-Term] 0.544 5.138542175 61.01 0 2916.271914 3 972.7615967 -0.575200457 -0.000559147 97.13454281SDQIGLPDFNAGAMENWGLVTYR 7 157266300 1xTMT6plex [N-Term] 0.502 0.888 0.573 5.110468388 63.21 0 2783.36603 3 928.4586182 -1.698927759 -0.001576246 94.79777596SDQIGLPDFNAGAMENWGLVTYR 6 157266300 1xTMT6plex [N-Term]; 1xOxidation [M14] 0.423 0.684 0.962 3.499157667 43.22 0 2799.360945 3 928.4586182 -1.698927759 -0.001576246 94.79777596KQVTPLFIHFR 7 157266300 2xTMT6plex [N-Term; K1] 0.703 0.637 0.745 5.436431408 44.05 1 1844.13108 4 461.7884216 0.421056532 0.000194121 59.94342732FSTEYELQQLEQFKK 5 157266300 3xTMT6plex [N-Term; K14; K15] 0.894 1.196 1.191 3.901539326 20.49 1 2605.448065 3 869.15271 -1.722838865 -0.001496256 83.03046266EATDVIIIHSK 6 157266300 2xTMT6plex [N-Term; K11] 0.699 0.643 0.647 3.176156044 27.39 0 1684.004542 3 562.0063477 -0.031164554 -1.75E-05 48.11500337EVVLQWFTENSK 10 157266300 2xTMT6plex [N-Term; K12] 0.58 0.642 0.644 3.656843901 23.41 0 1938.073684 3 646.694397 -2.603942292 -0.001682211 87.70779345KVVATTQMQAADAR 2 157266300 2xTMT6plex [N-Term; K1]; 1xOxidation [M8] 1.034 3.092945099 23.58 1 1964.099916 3 650.0402222 0.570849059 0.000370691 32.44941996DHSAIPVINR 6 157266300 1xTMT6plex [N-Term] 0.563 0.576 0.544 3.397833586 32.38 0 1350.769114 3 450.9269409 -2.105864033 -0.000948179 30.29279515SEYMEGNVR 6 157266300 1xTMT6plex [N-Term] 0.835 0.49 0.669 4.044035435 46.57 0 1313.635717 2 657.3212891 -0.315997042 -0.000207553 23.80518683QVTPLFIHFR 6 157266300 1xTMT6plex [N-Term] 0.524 0.572 4.551381111 42.65 0 1486.873185 3 496.2956543 -0.521604251 -0.00025852 66.20519917SFPCFDEPAMK 2 157266300 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.526 2.75195384 20.65 0 1786.890835 2 893.9484253 -0.705546214 -0.000630367 63.34747234
SEVYGPMK 10 157266300 2xTMT6plex [N-Term; K8] 0.604 0.635 0.659 2.827654123 28.62 0 1368.759744 2 684.8833008 -0.306180469 -0.000209544 35.93668454ALEQALEK 4 157266300 2xTMT6plex [N-Term; K8] 0.696 0.821 3.211451769 35.89 0 1359.824787 2 680.4152832 -1.101093144 -0.000748647 50.33049503ELWILNR 6 157266300 1xTMT6plex [N-Term] 0.854 0.626 0.905 2.522300005 29.6 0 1172.698909 2 586.8530884 -0.007847016 -4.60E-06 64.77591049LPNTLKPDSYR 6 157266300 2xTMT6plex [N-Term; K6] 0.616 0.66 0.525 3.181248903 14.35 0 1762.02634 3 588.0136719 0.069303731 4.07E-05 47.48275047256985160 RAB7B ras-related protein Rab-7b isoform a 338382 NP_001157994.1 21.6080402 1 3 3 12 199 22.497 6.77 1.13 0.97 1.11 1.07 Significant 0.00221 NDINVVQAFEMLASR 4 256985160 1xTMT6plex [N-Term] 0.974 1.089 4.397736073 34.53 0 1936.015962 3 646.0089722 -1.85900125 -0.001199685 106.3487061IVPMEQSYPMVLLGNK 4 256985160 2xTMT6plex [N-Term; K16] 1.133 0.94 4.788983822 34.72 0 2277.275103 3 759.7625732 -0.850320383 -0.000645471 93.37381374EKDIPYFEVSAK 4 256985160 3xTMT6plex [N-Term; K2; K12] 0.96 1.176 3.749943256 11.23 1 2113.214818 3 705.0761108 -0.491653977 -0.000346323 61.85052081296010963 ZNF185 zinc finger protein 185 isoform 3 7739 NP_001171579.1 45.65217391 1 24 24 136 690 73.567 7.01 0.85 0.93 0.95 0.91 Significant 0.00113 RVEVVEEDGPSEK 8 296010963 2xTMT6plex [N-Term; K13] 0.74 0.82 0.862 6.08047533 27.97 1 1931.048592 3 644.3554077 1.594068914 0.001026075 31.3778426GGQGDPAVPAQQPADPSTPER 6 296010963 1xTMT6plex [N-Term] 0.828 1.045 3.917663574 27.26 0 2304.141767 3 768.7183838 -0.507509056 -0.000389791 94.63095301YSNVSSIEDSFAMEK 10 296010963 2xTMT6plex [N-Term; K15] 0.772 0.868 0.865 4.484901428 56.89 0 2165.083656 2 1083.044556 -0.841427937 -0.000910881 67.59423057SSAQLSDGNVGSGATGSRPEGLAAVDIGSER 6 296010963 1xTMT6plex [N-Term] 0.466 0.765 0.979 4.677659035 24.9 0 3174.582441 3 1058.86438 -1.214191672 -0.001284851 47.73299048EYVNASEVSSGKPVSAR 4 296010963 2xTMT6plex [N-Term; K12] 0.958 1.004 5.832702637 26.31 0 2238.213031 3 746.7421875 -0.456547248 -0.000340617 35.90566156GSSSATSVSAVPADR 10 296010963 1xTMT6plex [N-Term] 0.771 1.326 0.757 5.557201862 71.71 0 1620.839044 2 810.9227295 -0.531512138 -0.000430748 21.83526156SNSTAAQEDAK 2 296010963 2xTMT6plex [N-Term; K11] 0.699 3.36405921 41.87 0 1579.832785 2 790.4196167 -0.524499536 -0.000414311 17.878187KSNSTAAQEDAK 4 296010963 3xTMT6plex [N-Term; K1; K12] 1.037 1.039 5.989031315 43.78 1 1937.09068 3 646.3685303 0.184405571 0.00011907 19.06057552ATSFSSAGEVPKPRPPSTR 4 296010963 2xTMT6plex [N-Term; K12] 0.853 0.937 5.851597786 14 0 2430.350528 4 608.3430786 -0.01769575 -1.08E-05 41.1356855GGQGDPAVPTQQPADPSTPEQQNSPSGSEQFVR 2 296010963 1xTMT6plex [N-Term] 0.735 4.290346622 43.66 0 3622.720725 3 1208.245728 0.525631792 0.000634739 42.27733246

TTGGICTYCNR 6 296010963 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 2.006 1.446 1.26 4.303412914 34.03 0 1531.719464 2 766.3632202 -0.19568878 -0.00014987 24.39499161VGEAWQERPGAPR 10 296010963 1xTMT6plex [N-Term] 0.666 0.694 0.726 3.562554359 19.57 0 1681.897168 3 561.3042603 0.629980084 0.000353187 30.69431495DLAGEEAFR 6 296010963 1xTMT6plex [N-Term] 1.02 1.226 1.333 3.528052092 35.45 0 1236.642182 2 618.824585 -0.233631142 -0.000144459 37.0140359GALADYEGK 6 296010963 2xTMT6plex [N-Term; K9] 0.902 0.902 0.962 4.324021816 42.71 0 1381.772751 2 691.3865356 -5.034714232 -0.003478415 38.09404456SQDPPALAR 10 296010963 1xTMT6plex [N-Term] 0.968 0.997 0.763 3.015153885 34.78 0 1183.663252 2 592.3352051 -0.10012455 -5.93E-05 22.06443359VGEAWQDRPGAPR 2 296010963 1xTMT6plex [N-Term] 1.22 3.437109232 18.76 0 1667.881518 3 556.631958 -0.118183792 -6.57E-05 31.83220762QSSPSGSEQLVR 6 296010963 1xTMT6plex [N-Term] 0.888 0.966 0.646 3.568467617 29.18 0 1503.796451 2 752.4011841 -0.903916176 -0.000679653 21.23633159GKPLPPGEEER 6 296010963 2xTMT6plex [N-Term; K2] 1.052 1.068 0.901 3.414663315 20.16 0 1666.952841 3 556.322876 0.740086736 0.00041123 26.41487681
KPPCGSTPYSER 4 296010963 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 0.764 1.026 3.880703211 8.16 0 1836.967839 3 612.9935913 -0.881182666 -0.000539568 23.27076875LAPYNIR 6 296010963 1xTMT6plex [N-Term] 0.879 0.962 0.903 2.55536294 26.29 0 1075.646146 2 538.3270264 0.586237749 0.000315292 41.86808502APNTDAAR 8 296010963 1xTMT6plex [N-Term] 0.81 1.065 2.771793127 20.85 0 1044.563538 2 522.7857666 0.687869238 0.000359262 15.32846195TIELPSGR 6 296010963 1xTMT6plex [N-Term] 0.806 1.333 1.32 2.340271235 16.38 0 1101.646539 2 551.326355 -1.003996312 -0.000553025 38.42376309MTTEDYKK 2 296010963 3xTMT6plex [N-Term; K7; K8] 1.049 0.693 2.468859196 1 1702.965269 3 568.3267822 0.307927412 0.000174797 41.37589133SEAASGVLR 2 296010963 1xTMT6plex [N-Term] 0.662 2.484718561 9.92 0 1118.636703 2 559.8219604 -0.052458106 -2.93E-05 23.82976985344925828 FAM213A redox-regulatory protein FAM213A isoform 1 precursor 84293 NP_001230707.1 26.63755459 1 6 6 45 229 25.747 8.84 0.9 0.86 1.06 0.94 Significant 0.0042

SMLDQLGVPLYAVVK 12 344925828 2xTMT6plex [N-Term; K15] 0.93 0.87 0.892 4.509784698 60.55 0 2091.228805 2 1046.116943 -1.049426655 -0.001097296 98.6942961VNLLSVLEAAK 16 344925828 2xTMT6plex [N-Term; K11] 0.907 0.889 1.221 4.075675011 48.03 0 1615.019464 2 808.013916 0.675769719 0.000545691 105.0742819EEAADLSSLK 6 344925828 2xTMT6plex [N-Term; K10] 0.815 1.067 0.87 4.537442684 51.81 0 1520.857209 2 760.9318237 -0.551300318 -0.000419225 44.60300291EKEFGDKVNLLSVLEAAK 4 344925828 4xTMT6plex [N-Term; K2; K7; K18] 1.997 2.614 5.851072788 10.17 2 2906.73726 4 727.4387207 -1.44751559 -0.001051887 95.59220118MIKPQTLASEK 5 344925828 3xTMT6plex [N-Term; K3; K11] 0.618 0.665 0.823 3.203368425 3.97 0 1933.17593 3 645.0622559 -1.922272989 -0.001238697 51.92030125DFQPYFK 2 344925828 2xTMT6plex [N-Term; K7] 1.095 2.292929888 5.88 0 1402.777109 2 701.8921509 -0.059547726 -4.18E-05 58.248382254502693 CD9 CD9 antigen 928 NP_001760.1 23.68421053 1 5 5 76 228 25.399 7.15 0.68 0.69 0.71 0.69 Significant 0.000162 AIHYALNCCGLAGGVEQFISDICPK 40 4502693 2xTMT6plex [N-Term; K25]; 3xCarbamidomethyl [C8; C9; C23] 1.338 1.275 1.245 7.601406574 66.38 0 3251.641567 3 1084.553101 0.978572745 0.001060656 100.0833223
KDVLETFTVK 24 4502693 3xTMT6plex [N-Term; K1; K10] 0.562 0.589 0.584 6.136734962 38.53 1 1867.150762 3 623.0563354 1.977107437 0.001230519 71.94781106EVQEFYKDTYNK 6 4502693 3xTMT6plex [N-Term; K7; K12] 1.363 2.142 1.913 3.230425358 10.53 1 2251.22136 3 751.0778809 -1.008684404 -0.000756924 48.10464338

SCPDAIK 4 4502693 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.59 0.696 2.860863924 23.34 0 1248.702229 2 624.8545532 -0.320072054 -0.000199837 27.0572717
EVQEFYK 2 4502693 2xTMT6plex [N-Term; K7] 0.664 3.174719095 32.6 0 1400.782588 2 700.8945923 -0.485428426 -0.00033999 45.84868576

38016911 STOM erythrocyte band 7 integral membrane protein isoform a 2040 NP_004090.4 59.375 1 13 13 152 288 31.711 7.88 0.73 0.76 0.71 0.73 Significant 0.000392
VQNATLAVANITNADSATR 8 38016911 1xTMT6plex [N-Term] 0.641 0.631 0.777 6.989494801 74.98 0 2159.161775 3 720.3912964 -1.12951696 -0.000812937 57.11098978YLQTLTTIAAEK 18 38016911 2xTMT6plex [N-Term; K12] 0.715 0.688 0.718 5.299636364 65.85 0 1810.072622 2 905.5396118 -0.372740397 -0.000337344 77.81637952TISFDIPPQEILTK 41 38016911 2xTMT6plex [N-Term; K14] 0.739 0.757 0.711 3.81799531 54.52 0 2060.204364 2 1030.604126 -1.64484016 -0.001694353 88.00553374NLSQILSDREEIAHNMQSTLDDATDAWGIK 2 38016911 2xTMT6plex [N-Term; K30]; 1xOxidation [M16] 0.647 5.56532526 25.94 1 3845.938001 4 962.2384644 -1.553277282 -0.001493452 79.06382629NLSQILSDREEIAHNMQSTLDDATDAWGIK 12 38016911 2xTMT6plex [N-Term; K30] 0.398 0.621 0.684 7.592321396 24.43 1 3829.943086 4 962.2384644 -1.553277282 -0.001493452 79.06382629

GPGLFFILPCTDSFIK 7 38016911 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 0.733 1.562 0.79 4.088942051 37.71 0 2270.265919 3 757.4261475 -0.89399976 -0.000676539 112.2421906EASMVITESPAALQLR 14 38016911 1xTMT6plex [N-Term] 0.85 1.024 0.91 4.856237888 47.02 0 1945.062578 3 649.0252075 -0.775713554 -0.000502937 72.09268154NSTIVFPLPIDMLQGIIGAK 2 38016911 2xTMT6plex [N-Term; K20] 0.7 4.55258131 30.12 0 2585.514087 3 862.508667 -1.02095883 -0.000879901 113.1384653AMAAEAEASR 12 38016911 1xTMT6plex [N-Term] 0.678 0.773 0.672 4.058137894 54.16 0 1235.625152 2 618.3164063 0.31071721 0.000191965 20.00875761AMAAEAEASR 12 38016911 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.658 0.91 0.608 2.523826361 38.63 0 1251.620067 2 618.3164063 0.31071721 0.000191965 20.00875761VIAAEGEMNASR 6 38016911 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.74 0.748 0.675 3.01181531 44.47 0 1492.762708 2 746.8853149 0.432046439 0.000322471 24.94319907EEIAHNMQSTLDDATDAWGIK 2 38016911 2xTMT6plex [N-Term; K21] 0.728 2.939761639 2.26 0 2803.397279 3 935.1401978 3.125094607 0.002920294 74.72204475LLAQTTLR 10 38016911 1xTMT6plex [N-Term] 0.673 0.626 0.535 2.897120953 32.67 0 1144.725124 2 572.8660278 -0.301396318 -0.000172508 45.87922454IPVQLQR 8 38016911 1xTMT6plex [N-Term] 0.734 0.654 2.449640274 28.43 0 1082.688345 2 541.8475342 -0.510710795 -0.00027647 46.75087951ILQGGAK 2 38016911 2xTMT6plex [N-Term; K7] 0.795 1.985878825 7.23 0 1144.745415 2 572.874939 -2.457647156 -0.00140669 35.928689535031839 KRT6A keratin, type II cytoskeletal 6C 3853 NP_005545.1 63.12056738 1 5 47 3746 564 60.008 8 0.62 0.62 0.63 0.62 Significant 0.0000286
KQCANLQAAIADAEQR 35 5031839 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.662 0.671 0.748 6.79867363 57.99 1 2245.21232 3 749.0748901 -0.981100907 -0.00073426 47.44229842

NKLEGLEDALQK 74 5031839 3xTMT6plex [N-Term; K2; K12] 0.553 0.678 0.613 5.722877026 68.53 1 2045.220966 2 1023.112427 -1.657202048 -0.001694672 66.74211009QNLEPLFEQYINNLRR 24 5031839 1xTMT6plex [N-Term] 0.259 0.267 0.382 5.411613464 16.71 1 2276.23488 3 759.4151611 -1.735313696 -0.001316661 89.9680441TAAENEFVTLK 56 5031839 2xTMT6plex [N-Term; K11] 0.739 0.74 0.774 4.914206028 55.8 0 1680.957258 2 840.9831543 1.055543645 0.000887162 56.03637681LLKEYQELMNVK 30 5031839 3xTMT6plex [N-Term; K3; K12] 0.422 0.418 0.688 6.210249424 29.8 1 2195.307673 2 1098.155151 -2.116626149 -0.002323323 82.36912436NLDLDSIIAEVK 213 5031839 2xTMT6plex [N-Term; K12] 0.459 0.28 0.376 6.027618885 83.76 0 1788.051886 2 894.5281372 -1.615415056 -0.001444223 95.70155645QNLEPLFEQYINNLR 99 5031839 1xTMT6plex [N-Term] 0.574 0.551 0.588 5.831285 69.66 0 2120.133769 3 707.3826904 -0.118450515 -8.37E-05 91.00943409ADTLTDEINFLR 109 5031839 1xTMT6plex [N-Term] 0.854 0.825 0.82 5.676041126 57.52 0 1636.874367 2 818.9403076 -0.628127391 -0.000514083 63.54060699QCANLQAAIADAEQR 40 5031839 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.617 0.56 0.598 5.972774506 76.93 0 1887.954425 2 944.4804688 -0.404723753 -0.00038205 53.43789385LALDVEIATYR 201 5031839 1xTMT6plex [N-Term] 0.525 0.543 0.523 4.50785017 61.51 0 1492.85726 2 746.9317627 -0.677552638 -0.000505745 75.66039315GSGGLGGACGGAGFGSR 143 5031839 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.547 0.585 0.592 6.956699848 124.59 0 1653.796468 2 827.4017334 -0.167942749 -0.000138872 28.25659952TAAENEFVTLKK 45 5031839 3xTMT6plex [N-Term; K11; K12] 1.622 1.484 1.654 6.100101471 37.12 1 2038.215153 3 680.0758057 -1.122976546 -0.000762956 54.18779534ISIGGGSCAISGGYGSR 159 5031839 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.538 0.553 0.568 6.250469208 93.51 0 1827.922062 2 914.4645386 -0.143185296 -0.000130866 46.83638406AIGGGLSSVGGGSSTIK 183 5031839 2xTMT6plex [N-Term; K17] 0.585 0.568 0.618 7.133655071 129.29 0 1906.100962 2 953.5529785 -1.196793242 -0.001140604 53.24634622ALYDAELSQMQTHISDTSVVLSMDNNR 16 5031839 1xTMT6plex [N-Term]; 2xOxidation [M10; M23] 0.832 1.04 0.993 5.226852417 60.2 0 3299.572136 3 1089.86499 -0.578074765 -0.000629636 78.66770514ALYDAELSQMQTHISDTSVVLSMDNNR 189 5031839 1xTMT6plex [N-Term]; 1xOxidation [M] 0.858 0.853 0.833 7.749691963 88.48 0 3283.577221 3 1089.86499 -0.578074765 -0.000629636 78.66770514ALYDAELSQMQTHISDTSVVLSMDNNR 233 5031839 1xTMT6plex [N-Term] 0.9 0.864 0.865 8.139724731 95.33 0 3267.582306 3 1089.86499 -0.578074765 -0.000629636 78.66770514LEGLEDALQK 29 5031839 2xTMT6plex [N-Term; K10] 0.432 0.408 0.433 4.406025887 60.87 0 1573.920144 2 787.4638062 0.1218516 9.59E-05 67.37750306GMQDLVEDFK 41 5031839 2xTMT6plex [N-Term; K10] 0.789 0.817 0.803 4.253148556 53.13 0 1639.876565 2 820.4429321 1.233689081 0.001011549 72.08080022DVDAAYMNKVELQAK 5 5031839 3xTMT6plex [N-Term; K9; K15] 0.92 0.166 4.933401585 16.54 1 2382.330593 4 596.3377686 -0.566072255 -0.000337143 56.95099395YEELQVTAGR 66 5031839 1xTMT6plex [N-Term] 0.552 0.551 0.6 3.379538536 43.44 0 1394.74771 2 697.8775635 0.100730135 7.02E-05 36.78274988AEAESWYQTK 113 5031839 2xTMT6plex [N-Term; K10] 0.541 0.541 0.533 4.883723736 58.53 0 1670.879007 2 835.9428101 -0.397307531 -0.000331926 41.77144115WTLLQEQGTK 66 5031839 2xTMT6plex [N-Term; K10] 0.424 0.442 0.476 4.450613499 61.05 0 1661.962677 2 831.4857788 0.964869554 0.000801789 60.6925016SGFSSVSVSR 110 5031839 1xTMT6plex [N-Term] 0.703 0.777 0.719 4.177844524 52.22 0 1241.668731 2 621.3370361 -1.558921737 -0.000967832 29.40160684NTKQEIAEINR 16 5031839 2xTMT6plex [N-Term; K3] 0.685 0.615 0.554 4.22205019 40.2 1 1774.022317 2 887.5147095 -0.098721806 -8.76E-05 33.65331721KDVDAAYMNK 38 5031839 3xTMT6plex [N-Term; K1; K10] 0.727 0.765 0.771 5.388711452 41.25 1 1842.039831 2 921.5230103 -0.59011872 -0.000543511 40.41916625EYQELMNVK 74 5031839 2xTMT6plex [N-Term; K9] 0.583 0.552 0.592 4.110001564 65.66 0 1611.88165 2 806.4439087 -0.688125699 -0.000554589 115.8948356AQYEEIAQR 88 5031839 1xTMT6plex [N-Term] 0.59 0.561 0.631 4.114278316 44.35 0 1336.705845 2 668.8563843 -0.264175782 -0.000176563 4.673548632QLDSIVGER 81 5031839 1xTMT6plex [N-Term] 0.711 0.717 0.693 3.635772705 47.6 0 1245.700031 2 623.3536377 -0.026217688 -1.63E-05 39.70905002YTTTSSSSR 67 5031839 1xTMT6plex [N-Term] 0.515 0.56 0.537 3.949012041 43.75 0 1218.616361 2 609.8114014 -0.6854049 -0.000417623 98.85932056GMQDLVEDFKNK 4 5031839 3xTMT6plex [N-Term; K10; K12] 1.12 1.043 1.234 2.957626581 3.83 1 2111.177387 3 704.3966675 -0.917823678 -0.000645896 72.16881949SLYGLGGSKR 13 5031839 2xTMT6plex [N-Term; K9] 0.957 1.59 0.944 4.107780933 25.72 1 1495.899683 3 499.3049622 0.434457348 0.000216635 37.88863631DVDAAYMNK 135 5031839 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 0.66 0.648 0.66 3.227105618 39.99 0 1500.776851 2 742.8955688 1.296571076 0.000962563 50.943502DVDAAYMNK 80 5031839 2xTMT6plex [N-Term; K9] 0.602 0.602 0.619 4.381608009 51.89 0 1484.781936 2 742.8955688 1.296571076 0.000962563 50.943502GMQDLVEDFK 98 5031839 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.809 0.848 0.834 3.475583315 45.05 0 1655.87148 2 820.4429321 1.233689081 0.001011549 72.08080022SLYGLGGSK 53 5031839 2xTMT6plex [N-Term; K9] 0.463 0.466 0.484 3.750631332 49.45 0 1339.798572 2 670.4024048 -0.775795488 -0.000519705 44.7145336
DVDAAYMNKVELQAK 3 5031839 3xTMT6plex [N-Term; K9; K15]; 1xOxidation [M7] 1.004 3.061846256 4.52 1 2398.325508 4 596.3377686 -0.566072255 -0.000337143 56.95099395

YTTTSSSSRK 12 5031839 2xTMT6plex [N-Term; K10] 1.735 1.525 1.675 3.828242064 10.17 1 1575.874256 3 525.9625244 -0.784534558 -0.000412109 17.18132785
KDVDAAYMNK 30 5031839 3xTMT6plex [N-Term; K1; K10]; 1xOxidation [M8] 0.743 0.78 0.734 3.703714848 31 1 1858.034746 2 921.5230103 -0.59011872 -0.000543511 40.41916625

FASFIDKVR 6 5031839 2xTMT6plex [N-Term; K7] 0.184 0.297 0.4 3.329144955 15.73 1 1540.92517 3 514.3129883 -0.492052609 -0.000252739 65.408277NKYEDEINKR 51 5031839 3xTMT6plex [N-Term; K2; K9] 0.789 0.827 0.841 3.932568789 30.67 2 1996.14305 2 998.5755005 0.337674478 0.000337023 27.71776951QEIAEINR 98 5031839 1xTMT6plex [N-Term] 0.567 0.533 0.584 3.801430464 48.35 0 1201.673817 2 601.3404541 -0.154057509 -9.26E-05 5.467148543KLLEGEECR 56 5031839 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.484 0.543 0.543 4.059412003 28.03 1 1591.887798 2 796.4465332 -1.261686755 -0.001004232 31.38902789GFSANSAR 12 5031839 1xTMT6plex [N-Term] 0.4 0.426 0.425 3.003283262 31.46 0 1038.552973 2 519.7796021 -1.007092045 -0.000522959 18.8384321LLEGEECR 38 5031839 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.496 0.512 0.467 3.638840914 41.3 0 1234.629903 2 617.8179321 -1.065624754 -0.000657826 29.21270939SRAEAESWYQTK 2 5031839 2xTMT6plex [N-Term; K12] 1.229 3.690660954 10.93 1 1914.012147 3 638.6755371 -0.046280728 -2.95E-05 36.12854162EYQELMNVK 83 5031839 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.568 0.555 0.594 2.821349382 37.13 0 1627.876565 2 806.4439087 -0.688125699 -0.000554589 115.8948356SEIDHVKK 46 5031839 3xTMT6plex [N-Term; K7; K8] 0.746 0.79 0.772 3.323809385 25.32 1 1643.009517 2 822.0089722 0.700285619 0.000575288 26.73671954YEDEINKR 48 5031839 2xTMT6plex [N-Term; K7] 0.579 0.58 0.652 3.575144291 19.31 1 1524.842228 3 508.9519958 -0.520493961 -0.000264557 24.23906557FLEQQNK 102 5031839 2xTMT6plex [N-Term; K7] 0.512 0.47 0.529 2.730433941 35.3 0 1364.793821 2 682.9000854 -0.679261254 -0.000463526 6.919100293FASFIDK 72 5031839 2xTMT6plex [N-Term; K7] 0.503 0.497 0.487 3.561355591 37.72 0 1285.755645 2 643.3795166 -3.024211397 -0.001944198 63.14860041QNLEPLFEQYINNLRRQLDSIVGER 2 5031839 1xTMT6plex [N-Term] 0.288 3.453721046 3.35 2 3273.754138 4 819.190918 -3.756013579 -0.003074066 112.5083143SEIDHVK 42 5031839 2xTMT6plex [N-Term; K7] 0.47 0.478 0.47 3.010620356 35.16 0 1285.751622 2 643.3796387 0.294414367 0.000189272 22.01560852
LLKEYQELMNVK 15 5031839 3xTMT6plex [N-Term; K3; K12]; 1xOxidation [M9] 0.821 1.014 0.886 2.784594774 5.41 1 2211.302588 2 1098.155151 -2.116626149 -0.002323323 82.36912436

GEMALKDAK 2 5031839 3xTMT6plex [N-Term; K6; K9] 0.452 0.581 1.735712409 1 1649.986339 3 550.6668701 -0.170770164 -9.39E-05 38.9006788620070205 LAD1 ladinin-1 3898 NP_005549.2 52.03094778 1 25 25 230 517 57.097 9.67 0.71 0.71 0.72 0.72 Significant 0.0000218 QVVEAAQAPIQER 10 20070205 1xTMT6plex [N-Term] 0.643 0.598 0.723 4.992240429 56.87 0 1667.927799 3 556.6469116 -0.969896131 -0.000539239 36.07436688TQESGDQDPQEAQK 10 20070205 2xTMT6plex [N-Term; K14] 0.668 0.68 0.731 4.812753201 50.49 0 2019.003098 2 1010.004517 -0.664370885 -0.000670683 17.69799279
GLPCTELFVAPVGVASK 18 20070205 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C4] 0.662 0.685 0.647 5.468937397 64.92 0 2203.256082 2 1102.133789 1.914977126 0.002109593 85.98032009

ATASEQPLAQEPPASGGSPATTK 12 20070205 2xTMT6plex [N-Term; K23] 0.695 0.696 0.608 6.639377594 88.92 0 2654.403745 2 1327.704346 -0.877769162 -0.001164977 37.81888884GPWALEEESLVGR 6 20070205 1xTMT6plex [N-Term] 0.654 0.788 0.697 4.638784885 43.8 0 1671.890351 2 836.4472656 -1.852142994 -0.00154829 66.87301421KDWSALSSLAR 17 20070205 2xTMT6plex [N-Term; K1] 0.782 0.689 0.697 4.321020603 29.7 1 1691.984475 2 846.4920654 -4.504320657 -0.00381062 57.95580956NLSSTTDDEAPR 4 20070205 1xTMT6plex [N-Term] 0.621 0.628 5.230584621 80.94 0 1534.754646 2 767.8809204 -0.053011527 -4.07E-05 20.9945375GPWALEEESLVGREPEER 8 20070205 1xTMT6plex [N-Term] 1.106 0.733 0.669 6.145676136 26.46 1 2312.172005 3 771.3961792 0.856051216 0.000659779 59.75897435IPSKEEEADMSSPTQR 6 20070205 2xTMT6plex [N-Term; K4] 0.764 0.772 0.8 3.933604002 15.6 1 2263.164032 3 755.0591431 -0.510798495 -0.00038534 36.13757664TLEDEEEQER 16 20070205 1xTMT6plex [N-Term] 0.681 0.521 0.832 4.695320606 45.52 0 1506.712112 2 753.8591919 -0.666929621 -0.000502435 33.44854679TLEDEEEQERER 14 20070205 1xTMT6plex [N-Term] 0.959 0.926 0.81 5.166135788 27.35 1 1791.855816 3 597.956604 -0.310989465 -0.000185749 18.84978987KENSETTLTR 9 20070205 2xTMT6plex [N-Term; K1] 0.664 0.633 0.65 4.334627151 25.85 1 1636.92702 3 546.3134155 -0.810541919 -0.000442266 19.96071488QGASDPPTVASR 8 20070205 1xTMT6plex [N-Term] 0.79 0.721 0.635 3.776957273 34.09 0 1414.748772 2 707.8773804 -0.910633632 -0.000644159 18.05827817LPPVTLQVK 20 20070205 2xTMT6plex [N-Term; K9] 0.656 0.688 0.72 3.215850353 38.26 0 1452.955407 2 726.980896 -0.613892077 -0.000445979 69.93420372NSLSPVQATQKPLVSK 6 20070205 3xTMT6plex [N-Term; K11; K16] 0.625 0.737 0.664 4.745564461 34.75 0 2384.448006 3 795.4882813 0.958121123 0.00076153 50.43757412GVPEKSPVLEK 6 20070205 3xTMT6plex [N-Term; K5; K11] 1.614 1.619 1.47 3.144874096 9.49 1 1870.161661 3 624.0577393 -1.602025443 -0.000998682 56.76209621SLAPGMALGSGR 6 20070205 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.703 0.929 0.814 2.702929974 21.05 0 1361.740851 2 681.3742065 0.209801988 0.000142848 35.75192257SPTADAKPAPK 12 20070205 3xTMT6plex [N-Term; K7; K11] 0.717 0.735 0.762 3.585849524 6.97 0 1770.072846 3 590.6958008 0.001968139 1.16E-06 27.64307801LSGVVTSR 4 20070205 1xTMT6plex [N-Term] 0.69 0.778 2.930188894 33.6 0 1047.635975 2 524.3213501 -0.526093701 -0.000275577 29.21851072TYSSSLK 6 20070205 2xTMT6plex [N-Term; K7] 0.696 0.693 0.768 3.440112114 38.67 0 1243.729824 2 622.3678589 -1.111950952 -0.000691483 30.25882211ASSATER 4 20070205 1xTMT6plex [N-Term] 0.803 0.667 2.548101664 27.79 0 950.5104399 2 475.7588806 0.047059419 2.24E-05 13.6682869AEPASSR 6 20070205 1xTMT6plex [N-Term] 0.755 0.763 0.899 2.389163494 26.04 0 946.5155253 2 473.7614136 0.026675144 1.26E-05 14.12714832SDSSLDAEV 11 20070205 1xTMT6plex [N-Term] 0.618 0.68 0.683 2.793712139 45.59 0 1151.562929 2 576.2841187 -1.709090544 -0.000984063 35.41421511LPDNTVK 3 20070205 2xTMT6plex [N-Term; K7] 0.724 0.681 2.526501656 19.64 0 1244.761459 2 622.8844604 0.149159854 9.28E-05 38.22713805LEAEEGR 6 20070205 1xTMT6plex [N-Term] 0.57 0.668 0.675 2.630283356 31.26 0 1032.552305 2 516.7807007 1.762707012 0.000910044 18.87751431SLAPGMALGSGR 2 20070205 1xTMT6plex [N-Term] 0.855 3.329462051 10.94 0 1345.745936 2 681.3742065 0.209801988 0.000142848 35.7519225710190712 S100A14 protein S100-A14 57402 NP_065723.1 80.76923077 1 7 7 164 104 11.655 5.24 0.63 0.54 0.7 0.62 Significant 0.00547 NFHQYSVEGGK 18 10190712 2xTMT6plex [N-Term; K11] 0.728 0.664 0.655 4.239971161 39.31 0 1723.91679 2 862.4620361 0.003367695 2.90E-06 29.97151655SFWELIGEAAK 58 10190712 2xTMT6plex [N-Term; K11] 0.533 0.462 0.834 4.914624214 71.48 0 1708.967428 2 854.9865112 -0.984576437 -0.000841305 96.2488395
DLVTQQLPHLMPSNCGLEEK 2 10190712 2xTMT6plex [N-Term; K20]; 1xOxidation [M11]; 1xCarbamidomethyl [C15] 0.463 5.060157776 41.54 0 2783.447207 3 923.15448 -1.230477795 -0.001135096 70.05824518
DLVTQQLPHLMPSNCGLEEK 10 10190712 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C15] 0.583 0.583 0.49 6.896375656 42.95 0 2767.452292 3 923.15448 -1.230477795 -0.001135096 70.05824518SANAEDAQEFSDVER 38 10190712 1xTMT6plex [N-Term] 0.685 0.725 0.772 5.517354012 86.41 0 1896.87728 2 948.9411011 -1.241077421 -0.001177086 45.95669786IANLGSCNDSK 18 10190712 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 0.679 0.705 0.662 4.580753326 49.81 0 1636.872876 2 818.9415283 1.773870572 0.0014518 46.97088133ETLTPSELR 8 10190712 1xTMT6plex [N-Term] 0.788 0.58 0.643 3.680920601 52.54 0 1274.715347 2 637.8607788 -0.836361478 -0.000533061 37.14340474AIETLIK 12 10190712 2xTMT6plex [N-Term; K7] 0.769 0.729 0.712 3.175247908 40.79 0 1245.818245 2 623.4130249 0.423789497 0.000263982 59.9536026157671915 GBP6 guanylate-binding protein 6 isoform 1 163351 NP_940862.2 12.164297 1 7 8 38 633 72.381 6.37 0.71 0.85 0.84 0.8 Significant 0.00316



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

FLESQMVIEESILQSDK 8 157671915 2xTMT6plex [N-Term; K17] 0.749 0.841 0.818 4.93601799 39.67 0 2454.320198 3 818.7780762 -0.213066891 -0.000174311 95.18876865FQEQTNIFCSYIFTHAR 6 157671915 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.118 0.86 0.952 5.397120476 40.74 0 2391.175317 3 797.7284546 -1.884483516 -0.001502043 79.68049498IEQDYWQVPR 4 157671915 1xTMT6plex [N-Term] 0.986 0.693 3.592528582 29.15 0 1562.816458 2 781.9107056 -1.486781877 -0.001161784 55.98531085KENIAQLK 5 157671915 3xTMT6plex [N-Term; K1; K8] 0.734 0.66 0.81 3.979685068 16.52 1 1631.045903 3 544.3522949 -2.189481221 -0.001190381 41.32864112VQNDWLHEGFK 5 157671915 2xTMT6plex [N-Term; K11] 0.576 0.689 2.682209969 8.62 0 1830.990289 3 611.0011597 -0.744600396 -0.000454452 68.45840438ENIAQLK 4 157671915 2xTMT6plex [N-Term; K7] 0.877 0.906 2.524607897 20.9 0 1273.788008 2 637.3966064 -1.626196323 -0.001035715 41.50381534GVSSLFK 2 157671915 2xTMT6plex [N-Term; K7] 0.874 2.282571316 27.4 0 1195.74508 2 598.3766479 0.785249676 0.000469479 57.73205827DFTLELK 4 157671915 2xTMT6plex [N-Term; K7] 0.754 0.874 2.589796543 22.03 0 1323.792424 2 662.4001465 0.447191523 0.000295994 65.60152331251831111 ATP8 ATP synthase F0 subunit 8 4509 YP_003024030.1 29.41176471 1 2 2 12 68 7.986 9.91 0.54 0.69 0.71 0.65 Significant 0.00681 ICSLHSLPPQS 8 251831111 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.553 0.683 0.664 2.730377674 17.01 0 1467.782715 2 734.394043 -1.298654412 -0.000953071 45.40946973NYNKPWEPK 4 251831111 3xTMT6plex [N-Term; K4; K9] 0.54 0.696 0.721 2.657524109 2.99 0 1863.07318 3 621.6951294 -1.258697958 -0.000781682 42.4202377210863895 TMSB10 thymosin beta-10 9168 NP_066926.1 47.72727273 1 2 4 109 44 5.023 5.36 2.65 2.9 2.6 2.72 Significant 0.00116 ETIEQEKR 14 10863895 2xTMT6plex [N-Term; K7] 3.028 2.884 2.731 3.891744614 24.62 1 1490.857878 2 745.9327393 0.217234406 0.000161933 21.89748695ETIEQEK 69 10863895 2xTMT6plex [N-Term; K7] 0.948 0.966 0.851 3.531217337 34.93 0 1334.756767 2 667.8835449 2.282178915 0.001523077 25.3290655TETQEKNTLPTK 3 10863895 3xTMT6plex [N-Term; K6; K12] 1.581 2.968 1.674 2.40770793 1 2077.210795 3 693.0756836 0.819411903 0.000567364 32.17525498KTETQEK 23 10863895 3xTMT6plex [N-Term; K1; K7] 1.892 1.718 1.333 3.034472704 17.48 1 1550.935683 2 775.9707031 -1.001891965 -0.000776935 19.86888921167466198 ICAM1 intercellular adhesion molecule 1 precursor 3383 NP_000192.2 26.12781955 1 12 12 104 532 57.789 7.99 1.25 1.19 1.28 1.24 Significant 0.000455 VELAPLPSWQPVGK 16 167466198 2xTMT6plex [N-Term; K14] 1.285 1.145 1.488 4.648613453 55.13 0 1979.173004 2 990.0889893 -1.163382064 -0.001151267 81.61349586DGTFPLPIGESVTVTR 8 167466198 1xTMT6plex [N-Term] 1.186 1.291 4.761907578 48.55 0 1918.048308 2 959.5276489 -0.149651308 -0.000143519 74.50027981EPAVGEPAEVTTTVLVR 20 167466198 1xTMT6plex [N-Term] 1.304 1.337 1.288 4.938098907 61.15 0 1997.111637 3 666.3759155 0.779421642 0.000518864 60.61214321REPAVGEPAEVTTTVLVR 4 167466198 1xTMT6plex [N-Term] 1.923 1.314 7.131984234 44.39 1 2153.212748 3 718.4100342 1.301120414 0.000933863 51.47367627ASVSVTAEDEGTQR 12 167466198 1xTMT6plex [N-Term] 1.247 0.909 1.231 5.491175175 81.52 0 1678.844523 2 839.9263916 0.585797619 0.000491732 23.91213953LLGIETPLPK 20 167466198 2xTMT6plex [N-Term; K10] 1.283 1.221 1.128 4.354637146 40.02 0 1538.992187 2 769.9996948 -0.047876502 -3.68E-05 83.31411621
GGSVLVTCSTSCDQPK 4 167466198 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C8; C12] 0.778 1.727 2.606812716 19.84 0 2154.09351 3 718.7032471 0.778833848 0.000559227 111.8685029

DLEGTYLCR 6 167466198 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.964 1.996 1.265 3.494987011 35.01 0 1355.682667 2 678.3452148 0.358467001 0.000242984 38.48444677TFLTVYWTPER 4 167466198 1xTMT6plex [N-Term] 0.986 1.107 3.691854477 29.67 0 1641.883809 2 821.4450684 -0.57814764 -0.000474626 78.07067094KELLLPGNNR 5 167466198 2xTMT6plex [N-Term; K1] 1.062 1.07 3.210460663 5.44 1 1611.994646 3 538.0021973 -1.617705822 -0.000869244 45.59855184GTPMKPNTQATPP 1 167466198 2xTMT6plex [N-Term; K5]; 1xOxidation [M4] 0.987 1.159860611 23.67 0 1813.988241 2 907.4987793 1.125373199 0.001020707 31.19065838STQGEVTR 4 167466198 1xTMT6plex [N-Term] 1.53 100 2.145203114 29.86 0 1106.600317 2 553.8034058 -0.707153748 -0.000391268 14.91823729296010873 EXT2 exostosin-2 isoform 1 2132 NP_000392.3 3.462050599 1 2 2 8 751 85.759 6.32 1.33 1.52 1.37 1.4 Significant 0.00169 ACLFVPSIDVLNQNTLR 2 296010873 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.326 2.980614901 17.77 0 2189.19499 2 1095.098022 -2.841778898 -0.003110604 91.07224411ASVVVPEEK 6 296010873 2xTMT6plex [N-Term; K9] 1.327 1.518 1.374 3.251865387 32.51 0 1415.851002 2 708.4304199 1.80910544 0.001280712 40.542750174503199 CYP1A1 cytochrome P450 1A1 isoform 1 1543 NP_000490.1 24.4140625 1 10 10 66 512 58.128 8.35 1.17 1.13 0.95 1.09 Significant 0.00388 IGSTPVVVLSGLDTIR 18 4503199 1xTMT6plex [N-Term] 0.981 0.889 0.942 5.294325352 76.2 0 1856.105429 3 619.3724365 -1.440074279 -0.000890977 89.55240798SHLPYMEAFILETFR 8 4503199 1xTMT6plex [N-Term] 0.819 1.092 0.827 5.630138874 34.23 0 2083.088399 3 695.0328369 -2.132164825 -0.001480496 99.21746563LWVNPSEFLPER 14 4503199 1xTMT6plex [N-Term] 1.341 1.081 1.076 4.385406494 29.76 0 1715.931822 2 858.4696655 0.135381071 0.000116152 88.79404809KIQEELDTVIGR 4 4503199 2xTMT6plex [N-Term; K1] 1.293 0.865 3.940673113 27.24 1 1859.100233 3 620.3728638 2.04651074 0.001268223 61.84828362IQEELDTVIGR 2 4503199 1xTMT6plex [N-Term] 0.917 3.77444315 27.13 0 1501.842338 2 751.4232788 -2.035788134 -0.001528716 66.30313543FLTPDGAIDK 6 4503199 2xTMT6plex [N-Term; K10] 1 0.818 0.923 3.011289597 46.7 0 1534.888116 2 767.9472656 -0.560900818 -0.00043046 60.44615187NPPGPWGWPLIGHMLTLGKNPHLALSR 2 4503199 2xTMT6plex [N-Term; K19] 0.949 6.329249382 13.45 1 3417.913446 5 684.3901367 2.378999316 0.001626243 103.0911486
DITDSLIEHCQEK 4 4503199 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.364 1.572 2.515608788 5.77 0 2046.057776 3 682.690918 0.207338353 0.000141409 44.47883788
VDMTPIYGLTMK 4 4503199 2xTMT6plex [N-Term; K12] 0.648 0.94 3.631607294 34.17 0 1827.016035 2 914.0048828 -7.414201486 -0.006772932 81.16876709VIIFGMGK 4 4503199 2xTMT6plex [N-Term; K8] 0.954 0.925 3.091416836 42.85 0 1322.827036 2 661.9168091 -0.524835008 -0.000347133 76.22678813

21361091 UCHL1 ubiquitin carboxyl-terminal hydrolase isozyme L1 7345 NP_004172.2 39.9103139 1 8 8 75 223 24.808 5.48 0.95 0.88 0.96 0.93 Significant 0.000731
MPFPVNHGASSEDTLLK 6 21361091 2xTMT6plex [N-Term; K17] 1.236 0.742 1.655 5.420184135 38.31 0 2301.231324 3 767.7481689 -0.59540475 -0.000456721 63.05462496NEAIQAAHDAVAQEGQCR 10 21361091 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.917 1.076 1.115 6.756813049 47.56 0 2197.061743 3 733.0246582 -1.05689821 -0.000774024 35.08170214QIEELKGQEVSPK 10 21361091 3xTMT6plex [N-Term; K6; K13] 1.33 1.381 1.191 4.351059437 8.44 1 2172.284295 3 724.7652588 -1.413992091 -0.001023864 45.2558093MQLKPMEINPEMLNK 6 21361091 3xTMT6plex [N-Term; K4; K15] 1.202 0.949 4.965361595 27.23 0 2503.405355 3 835.1394653 -0.603902961 -0.000503938 75.13412255LGFEDGSVLK 8 21361091 2xTMT6plex [N-Term; K10] 0.932 0.414 0.987 4.125613213 44.22 0 1522.888116 2 761.9466553 -1.3668917 -0.001040812 69.95283743

FSAVALCK 12 21361091 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 0.973 0.882 0.827 3.404505968 43.18 0 1353.796464 2 677.4013672 -0.74344632 -0.000503237 58.54408797
QFLSETEK 10 21361091 2xTMT6plex [N-Term; K8] 0.743 1.025 0.926 3.127777815 40.64 0 1439.814616 2 720.411438 0.682779958 0.000491538 42.6671047

MQLKPMEINPEMLNK 2 21361091 3xTMT6plex [N-Term; K4; K15]; 1xOxidation [M6] 0.554 3.224152803 12.25 0 2519.40027 3 835.1394653 -0.603902961 -0.000503938 75.13412255
GQEVSPK 11 21361091 2xTMT6plex [N-Term; K7] 0.795 0.782 100 2.56179738 34.93 0 1202.714508 2 601.8605957 -0.493586587 -0.000296822 20.68537983

7705726 TMX2 thioredoxin-related transmembrane protein 2 isoform 1 precursor 51075 NP_057043.1 9.121621622 1 2 2 13 296 34.016 8.69 1.67 1.78 1.52 1.66 Significant 0.00206 AVLAPLIALVYSVPR 5 7705726 1xTMT6plex [N-Term] 2.443 2.34 2.456 72.11 0 1811.135607 2 906.0692749 -2.393026395 -0.002167048 113.0402731QLPTLILFQGGK 8 7705726 2xTMT6plex [N-Term; K12] 1.153 1.575 1.397 4.310409546 34.17 0 1773.103862 3 591.7058105 -0.554924839 -0.00032798 90.8116745713375616 FADS3 fatty acid desaturase 3 3995 NP_068373.1 20.4494382 1 5 5 16 445 51.112 7.77 1.28 1.38 1.13 1.26 Significant 0.00329 KFLQPLLIGELAPEEPSQDGPLNAQLVEDFR 2 13375616 2xTMT6plex [N-Term; K1] 1.615 4.282873154 16.2 1 3922.136624 4 981.2852173 -4.483573893 -0.004396297 107.7797095DPDVTVAPVFLLGESSVEYGK 2 13375616 2xTMT6plex [N-Term; K21] 0.84 5.555030346 36.6 0 2680.44857 3 894.1564941 2.372532697 0.002119817 98.55256708EGPAQPGAPLPTFCWEQIR 4 13375616 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.119 1.037 3.942813396 21.27 0 2383.206617 3 795.0744629 0.930952381 0.000739551 77.72242991ALHQAAEDMK 6 13375616 2xTMT6plex [N-Term; K10] 1.33 1.587 1.126 3.710343122 33.5 0 1571.861583 3 524.6246338 -1.421946332 -0.000745034 30.35674155AFHQDLNFVR 2 13375616 1xTMT6plex [N-Term] 1.713 3.598276377 29.51 0 1475.795663 3 492.6036377 0.472088349 0.000232235 41.608602915454048 SEMA3C semaphorin-3C precursor 10512 NP_006370.1 23.30226365 1 14 14 63 751 85.153 8.69 1.39 1.57 1.54 1.5 Significant 0.00137
SVQGSDQGLYHCIATENSFK 4 5454048 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C12] 1.588 1.227 4.932422638 37.6 0 2699.349935 3 900.4546509 -0.198571247 -0.000178671 53.06641608IIATSQGLLIR 10 5454048 1xTMT6plex [N-Term] 1.401 1.389 1.252 3.805464745 46.72 0 1413.899066 2 707.4528809 -0.41053231 -0.000290226 66.56431235TTLVYGIFTTSSSVFK 2 5454048 2xTMT6plex [N-Term; K16] 2.044 3.584047794 41.62 0 2209.252042 3 737.0886841 -0.245989998 -0.000181151 98.46712139YHVLFLGTDR 4 5454048 1xTMT6plex [N-Term] 1.803 2.047 3.730732679 31.78 0 1449.805165 3 483.9397583 -0.305929146 -0.000147846 56.02852954EFPDDVVTFIR 7 5454048 1xTMT6plex [N-Term] 1.223 1.462 1.382 4.302857399 28.57 0 1566.836525 2 783.9220581 0.200908603 0.000157395 78.45311751ILLMDEDQDR 6 5454048 1xTMT6plex [N-Term] 1.071 1.239 1.139 3.359313726 40.1 0 1476.75656 2 738.8805542 -1.847387468 -0.001364071 53.91645896QQHQQGDESQK 4 5454048 2xTMT6plex [N-Term; K11] 2.594 1.49 4.001050472 26.42 0 1770.913495 3 590.975647 -0.62544107 -0.000369201 14.68317472

DPYCAWDGHSCSR 2 5454048 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C11] 1.941 4.907934189 29.02 0 1839.774018 3 613.9286499 -1.425029891 -0.000873911 28.47218619
KQQLYVSSNEGVSQVSLHR 2 5454048 2xTMT6plex [N-Term; K1] 0.91 4.635296822 25.56 1 2617.446219 4 655.116394 -0.944614681 -0.00061812 43.57354434VYLTFDELR 6 5454048 1xTMT6plex [N-Term] 1.677 1.705 1.576 4.049860477 27.88 0 1384.767383 2 692.8867188 -0.882328697 -0.00061091 71.32943967DPTHGCGNFVR 6 5454048 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.553 1.522 1.455 3.529831648 22.94 0 1488.721512 3 496.9116821 -0.684515722 -0.000339684 21.33950003EGPNHQLISYQGR 2 5454048 1xTMT6plex [N-Term] 1.607 3.474841833 11.77 0 1727.902647 3 576.6392822 0.373990797 0.000215407 27.13571483ALPFHPK 6 5454048 2xTMT6plex [N-Term; K7] 1.364 1.849 1.754 2.664742947 29.31 0 1267.792699 3 423.269165 0.19137765 8.09E-05 45.49046598NHPLMYNSIYPIHK 2 5454048 2xTMT6plex [N-Term; K14]; 1xOxidation [M5] 1.205 3.009131432 8.53 0 2201.194151 4 551.0536499 -0.627468787 -0.000345295 46.1316931153218487 KDELC2 KDEL motif-containing protein 2 precursor 143888 NP_714916.3 18.73767258 1 7 7 33 507 58.535 8.24 1.45 1.27 1.28 1.33 Significant 0.00191 SLVWGPGLQAAVVLPVR 10 153218487 1xTMT6plex [N-Term] 1.597 1.733 1.519 5.578844547 54.29 0 1991.200333 3 664.4053345 0.561193141 0.000372483 95.70363218DFASFPSINLQQMLK 12 153218487 2xTMT6plex [N-Term; K15] 1.548 1.249 1.463 4.350778103 41.83 0 2197.209132 3 733.0755615 1.365136468 0.00099983 101.8888594IEVLYGDEHVAQSPYILK 2 153218487 2xTMT6plex [N-Term; K18] 1.106 4.695515156 29.29 0 2532.411396 3 844.8064575 -2.597197049 -0.00219239 74.57093701DVVLPTYDITHSMLEAMR 2 153218487 1xTMT6plex [N-Term] 1.121 4.684937 25.34 0 2320.187855 3 774.0644531 -3.89999671 -0.003016242 90.94094401MYETVDEGLK 2 153218487 2xTMT6plex [N-Term; K10] 1.036 3.408166885 27.23 0 1642.87623 2 821.940979 -0.942726031 -0.000774391 51.97970452LQLVQLSK 4 153218487 2xTMT6plex [N-Term; K8] 1.06 1.12 3.453282833 43.84 0 1386.908457 2 693.9579468 0.115209253 7.99E-05 68.08113049IHVPKPLDR 1 153218487 2xTMT6plex [N-Term; K5] 1.518 2.255011797 0 1532.967703 3 511.6610718 0.625422199 0.000319584 38.261293455730124 ZNF217 zinc finger protein 217 7764 NP_006517.1 1.145038168 1 1 1 5 1048 115.199 8.48 2.3 1.4 1.57 1.76 Significant 0.0238 EDFLQLFNLRPK 5 5730124 2xTMT6plex [N-Term; K12] 2.299 1.399 1.571 4.064108372 12.52 0 1978.152603 3 660.0557251 0.009454765 6.23E-06 94.000424574503443 ECE1 endothelin-converting enzyme 1 isoform 1 1889 NP_001388.1 19.35064935 1 10 10 34 770 87.108 5.88 1.54 1.56 1.02 1.37 Significant 0.0162 DNFQDTLQVVTAHYR 4 4503443 1xTMT6plex [N-Term] 1.264 2.217 5.141332626 51.34 0 2036.039869 3 679.3504028 -1.578340363 -0.001071188 63.81113223ALNFGGIGVVVGHELTHAFDDQGR 2 4503443 1xTMT6plex [N-Term] 1.18 5.648039818 59.91 0 2738.421177 4 685.3580322 -3.972392501 -0.002719521 95.17973894TPESSHEGLITDPHSPSR 2 4503443 1xTMT6plex [N-Term] 1.282 3.765881062 21.31 0 2176.08319 4 544.7752075 -1.925409789 -0.001047463 32.68086198FCVSDTENNLGFALGPMFVK 6 4503443 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C2] 1.061 1.813 1.205 4.149446964 48.28 0 2704.387901 3 902.1334839 -0.740463246 -0.0006675 105.6574088

FMEVMYGTK 3 4503443 2xTMT6plex [N-Term; K9] 1.173 0.644 3.847546101 24.2 0 1563.831529 2 782.420105 0.89819198 0.00070231 67.48687981ANPVPDGHSR 2 4503443 1xTMT6plex [N-Term] 1.741 2.142038822 23.92 0 1278.675214 3 426.8966064 0.040984557 1.75E-05 26.44826922ATFAEDSK 6 4503443 2xTMT6plex [N-Term; K8] 1.54 1.549 1.299 3.564371347 37.68 0 1326.730552 2 663.8690796 0.248889789 0.000165105 31.36236927AKPLMELIER 6 4503443 2xTMT6plex [N-Term; K2] 1.555 1.712 0.952 2.917641878 11.21 0 1658.007519 3 553.3410034 0.565645147 0.000312615 67.19600665ELDKVFNDYTAVPDLYFENAMR 1 4503443 2xTMT6plex [N-Term; K4] 0.549 2.190881491 1 3108.575243 3 1036.863525 0.250758567 0.000259834 95.41364076EYDKDGNLRPWWK 2 4503443 3xTMT6plex [N-Term; K4; K13] 2.277 1.407 2.279978514 1 2394.317326 4 599.3334961 -2.15997894 -0.001292919 54.54752906
73623030 CPT1A carnitine O-palmitoyltransferase 1, liver isoform isoform 1 1374 NP_001867.2 25.35575679 1 18 18 75 773 88.311 8.65 1.1 1.43 1.03 1.19 Significant 0.0106 AMVDPAQTVEQR 12 73623030 1xTMT6plex [N-Term] 1.613 1.68 1.489 4.24728632 52.49 0 1573.820557 2 787.4134521 -0.590571219 -0.000464727 35.87673313EAMTDIITLFGLSSNSK 4 73623030 2xTMT6plex [N-Term; K17] 1.122 1.116 4.483658791 27.47 0 2285.246305 3 762.4217529 1.925599465 0.001466823 108.9292999TSPDAFVQLALQLAHYK 6 73623030 2xTMT6plex [N-Term; K17] 1.886 0.837 1.265 6.43463707 49.17 0 2360.337838 3 787.4495239 -1.618070343 -0.001273064 112.349385

SCTTESCDFVR 4 73623030 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C7] 1.959 100 4.345790863 32.69 0 1590.708958 2 795.8591919 1.350837343 0.001074395 25.326412GDINPNIPYPTR 8 73623030 1xTMT6plex [N-Term] 1.726 1.431 1.067 3.898814917 39.14 0 1585.853572 2 793.4310303 0.76431828 0.000606048 44.10242558ILDNTSEPQPGEAR 6 73623030 1xTMT6plex [N-Term] 1.697 1.944 1.998 4.153526306 36.71 0 1755.907458 2 878.4555664 -2.051097559 -0.001800769 33.68692122LAALTAGDR 6 73623030 1xTMT6plex [N-Term] 1.344 1.466 1.058 3.273244619 39.1 0 1116.657438 2 558.8330078 1.16471261 0.000650293 42.19753976AGNAIHAILLYR 2 73623030 1xTMT6plex [N-Term] 1.957 3.874148369 6.95 0 1540.916113 3 514.3098755 -0.674511187 -0.000346455 58.43927348YLAVESPFLK 2 73623030 2xTMT6plex [N-Term; K10] 0.932 2.969606638 8.66 0 1624.971451 2 812.9891968 -0.205736114 -0.000167158 80.35760033SEDPDTSMDSYAK 2 73623030 2xTMT6plex [N-Term; K13] 1.949 2.306156158 28.3 0 1903.899544 2 952.4543457 0.982513104 0.000935303 35.32959152EMEQQMQR 6 73623030 1xTMT6plex [N-Term] 0.74 0.942 1.546 3.087889433 31.09 0 1308.623772 2 654.8156128 0.135429251 8.86E-05 19.00108215SFTFVVFK 4 73623030 2xTMT6plex [N-Term; K8] 0.878 0.918 2.583992004 15.09 0 1432.860444 2 716.9335327 -0.457518605 -0.00032778 84.83139442LLGSTIPLCSAQWER 2 73623030 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.62 3.032345057 11.22 0 1960.052348 2 980.5293579 -0.463732353 -0.00045447 79.33060734VWLYHDGR 2 73623030 1xTMT6plex [N-Term] 1.161 3.112408161 19.89 0 1274.684322 3 425.5655823 -1.6696713 -0.000709435 35.26815255LAALTAGDRVPWAR 2 73623030 1xTMT6plex [N-Term] 0.756 3.379248142 1.8 1 1725.996154 3 576.003418 -0.262488273 -0.000151018 63.49667164EEIKPIR 3 73623030 2xTMT6plex [N-Term; K4] 0.823 0.769 2.546107292 2.18 0 1342.845857 3 448.2866211 -0.407253556 -0.000182293 31.89213686EVLSEPWR 2 73623030 1xTMT6plex [N-Term] 1.202 2.916059971 12.04 0 1244.683653 2 622.8442383 -1.970940563 -0.001226599 46.43304723FSCPETDSHR 2 73623030 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.249 2.341912985 0.97 0 1464.673893 3 488.8954773 -1.375483815 -0.000671545 19.78776464
93141047 COL12A1 collagen alpha-1(XII) chain long isoform precursor 1303 NP_004361.3 2.415932093 1 4 4 14 3063 332.941 5.53 1.26 1.89 1.31 1.49 Significant 0.018 VEDIIEAINTFPYR 4 93141047 1xTMT6plex [N-Term] 1.141 1.87 3.992720842 29.6 0 1909.026845 3 637.0131836 -0.967534194 -0.000615683 103.5935799LFYAPAAGGPEELVPIPGNTNYAILR 2 93141047 1xTMT6plex [N-Term] 100 5.022734165 21.4 0 2972.608309 3 991.5390625 -1.909043981 -0.001891613 101.063835LLPETPSDPFAIWQITDR 2 93141047 1xTMT6plex [N-Term] 1.056 3.621228695 6.98 0 2328.243713 3 776.7514648 -1.663128618 -0.001290723 103.770355LQPQTTYDITVLPIYK 6 93141047 2xTMT6plex [N-Term; K16] 1.291 1.672 1.515 3.336879253 22.84 0 2351.362655 3 784.4605713 1.915972926 0.001501716 88.4810150632454741 SERPINH1 serpin H1 precursor 871 NP_001226.2 65.07177033 1 25 25 422 418 46.411 8.69 1.26 1.23 1.21 1.23 Significant 0.000139 DTQSGSLLFIGR 14 32454741 1xTMT6plex [N-Term] 1.094 1.244 1.736 5.09932518 64.51 0 1522.842673 2 761.9246826 -0.383615219 -0.000292093 56.96519605SALQSINEWAAQTTDGKLPEVTK 24 32454741 3xTMT6plex [N-Term; K17; K23] 1.358 1.61 1.812 8.477560997 41.25 1 3174.761354 3 1058.925049 -0.239531587 -0.000253485 83.42880433HLAGLGLTEAIDK 20 32454741 2xTMT6plex [N-Term; K13] 1.204 1.147 1.065 6.112555504 69.24 0 1796.068205 2 898.5368042 -1.042979079 -0.000936631 62.31128789HLAGLGLTEAIDKNK 8 32454741 3xTMT6plex [N-Term; K13; K15] 2.087 3.731 2.393 6.412791729 29.98 1 2267.369027 4 567.5973511 -0.640814577 -0.000363241 56.41938976AVLSAEQLRDEEVHAGLGELLR 30 32454741 1xTMT6plex [N-Term] 1.083 1.147 1.066 7.376974583 46.73 1 2634.441244 3 878.8185425 -0.064392627 -5.65E-05 72.8440298GVVEVTHDLQK 29 32454741 2xTMT6plex [N-Term; K11] 1.203 1.195 1.195 5.037192822 66.57 0 1682.984141 2 841.9949341 -0.920725216 -0.000774783 44.92542606LQIVEMPLAHK 18 32454741 2xTMT6plex [N-Term; K11] 1.188 1.13 1.143 4.929590225 59.65 0 1737.049718 3 579.6883545 0.455897465 0.000263972 70.38303757TDGALLVNAMFFKPHWDEK 16 32454741 3xTMT6plex [N-Term; K13; K19] 1.443 1.512 1.436 6.437137127 31.78 0 2906.584182 4 727.4024658 1.325174504 0.000962933 92.18363908

TDGALLVNAMFFKPHWDEK 2 32454741 3xTMT6plex [N-Term; K13; K19]; 1xOxidation [M10] 1.469 3.809895754 26.67 0 2922.579097 4 727.4024658 1.325174504 0.000962933 92.18363908
KPAAAAAPGTAEK 10 32454741 3xTMT6plex [N-Term; K1; K13] 2.218 2.187 2.233 5.208987236 33.66 0 1870.136508 3 624.0478516 -4.014152157 -0.002502337 30.10477981DQAVENILVSPVVVASSLGLVSLGGK 16 32454741 2xTMT6plex [N-Term; K26] 1.248 1.203 1.302 6.893126488 62.95 0 3009.760008 3 1003.924133 -0.718009958 -0.000720346 112.9170182SAGLAFSLYQAMAK 32 32454741 2xTMT6plex [N-Term; K14] 1.485 1.52 1.547 5.091478825 77.09 0 1916.071576 2 958.5418701 2.550924734 0.002443877 89.67630619SALQSINEWAAQTTDGK 28 32454741 2xTMT6plex [N-Term; K17] 0.956 0.904 0.932 6.184678555 87.85 0 2278.207946 2 1139.608032 0.369647172 0.000421067 71.00748126TGLYNYYDDEKEK 12 32454741 3xTMT6plex [N-Term; K11; K13] 1.221 1.451 1.44 4.190536976 26.42 1 2325.221754 3 775.7451172 -0.410991983 -0.000318549 45.40559152LYGPSSVSFADDFVR 32 32454741 1xTMT6plex [N-Term] 1.116 1.152 1.472 5.757236004 80.3 0 1888.964244 2 944.9846802 -1.143805895 -0.001080304 86.41518356LFYADHPFIFLVR 28 32454741 1xTMT6plex [N-Term] 1.203 1.193 1.21 5.674000263 52.28 0 1867.046792 3 623.0194702 -1.571961389 -0.000978308 96.32523744LQIVEMPLAHK 15 32454741 2xTMT6plex [N-Term; K11]; 1xOxidation [M6] 1.177 1.218 1.208 4.361271858 41.59 0 1753.044633 3 579.6883545 0.455897465 0.000263972 70.38303757LSSLIILMPHHVEPLER 4 32454741 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.132 1.452 4.070615768 30.69 0 2229.262675 4 558.071167 0.073050499 4.07E-05 72.95691256KAVAISLPK 8 32454741 3xTMT6plex [N-Term; K1; K9] 1.743 2.195 1.478 4.776381969 46.78 1 1614.092125 2 807.5487061 -1.232346404 -0.00099456 54.88563762

QHYNCEHSK 10 32454741 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.037 0.955 0.85 5.022230148 41.52 0 1660.826595 4 415.9624023 0.713208112 0.000296129 14.80547663SYTVGVMMMHR 8 32454741 1xTMT6plex [N-Term] 1.145 1.253 1.538 4.472480774 41.9 0 1540.763576 3 514.2589111 -0.906233496 -0.000465431 47.3172729AVAISLPK 26 32454741 2xTMT6plex [N-Term; K8] 1.198 1.145 1.149 3.540139198 41.66 0 1256.83423 2 628.9200439 -1.128533375 -0.00070919 59.91722966ATTASQAK 12 32454741 2xTMT6plex [N-Term; K8] 1.263 1.279 1.243 3.704263687 51.33 0 1235.735972 2 618.3713989 -0.364874413 -0.000225444 18.01137542DEEVHAGLGELLR 4 32454741 1xTMT6plex [N-Term] 1.307 1.236 3.867235899 15.75 0 1666.896165 3 556.3033447 -0.410289691 -0.00022797 53.38926481LQIVEMPLAHKLSSLIILMPHHVEPLER 2 32454741 2xTMT6plex [N-Term; K11] 1.209 2.384721279 10.84 1 3702.136705 6 617.8626709 0.793325817 0.0004895 112.1870169AATLAER 12 32454741 1xTMT6plex [N-Term] 1.255 1.222 1.114 2.594884872 27.59 0 960.5675609 2 480.7874146 -0.008722382 -4.19E-06 20.38373503LPEVTKDVER 2 32454741 2xTMT6plex [N-Term; K6] 1.692 2.506435394 4.63 1 1643.973242 3 548.6625977 -0.001436307 -7.87E-07 45.5829338661567373 CLK2 dual specificity protein kinase CLK2 isoform 1 1196 NP_001281267.1 1.603206413 1 1 1 3 499 60.053 9.66 0.24 0.22 0.21 0.22 Significant 0.00156 LEINVLEK 3 661567373 2xTMT6plex [N-Term; K8] 0.24 0.222 0.209 2.46386385 0 1415.887387 2 708.4467773 -0.783432715 -0.000554626 73.59295712156104908 MYH6 myosin-6 4624 NP_002462.2 1.186178442 1 2 3 18 1939 223.596 5.73 0.21 0.3 0.08 0.19 Non-Significant 0.0912 NVHELEK 12 156104908 2xTMT6plex [N-Term; K7] 1.001 0.971 0.913 3.292244673 24.67 0 1326.778171 3 442.9311218 0.483093956 0.000213653 41.51184182IKETLEK 4 156104908 3xTMT6plex [N-Term; K2; K7] 0.405 0.461 0.076 2.135870218 1.46 1 1547.997556 3 516.6705322 -0.330801758 -0.000170693 42.3931484AQLEFNQIK 2 156104908 2xTMT6plex [N-Term; K9] 0.188 0.218 2.669101 18.35 0 1548.914999 2 774.961792 0.844690881 0.000654177 61.20147025256542279 CCDC175 coiled-coil domain-containing protein 175 729665 NP_001157871.1 1.134930643 1 1 1 21 793 93.567 6.71 0.14 0.1 0.28 0.17 Non-Significant 0.0865 ADLLLLENK 21 256542279 2xTMT6plex [N-Term; K9] 0.138 0.102 0.275 3.731515169 38.91 0 1486.924501 2 743.9663086 0.5645865 0.000419749 79.22821133134142828 RNGTT mRNA-capping enzyme isoform a 8732 NP_003791.3 2.010050251 1 1 1 28 597 68.513 8.13 0.06 0.09 0.07 0.07 Significant 0.0142 LGAIFLEGVTVK 28 134142828 2xTMT6plex [N-Term; K12] 0.063 0.085 0.071 4.035253525 40.03 0 1705.066414 2 853.0354614 -1.623384529 -0.001383989 97.30941575
5174617 NOD1 nucleotide-binding oligomerization domain-containing protein 1 10392 NP_006083.1 0.73452256 1 1 1 10 953 107.622 7.11 0.29 0.38 0.05 0.24 Non-Significant 0.135 AFAEALR 10 5174617 1xTMT6plex [N-Term] 0.294 0.377 0.05 2.529585361 26.44 0 1006.588296 2 503.7979431 0.311239928 0.000156645 40.954195235803003 DIAPH2 protein diaphanous homolog 2 isoform 156 1730 NP_006720.1 0.635785649 1 1 1 6 1101 125.49 6.58 0.19 0.15 0.17 0.17 Significant 0.00458 LSSILFK 6 5803003 2xTMT6plex [N-Term; K7] 0.188 0.15 0.171 2.917164087 25.15 0 1265.823331 2 633.4152832 -0.032258649 -2.04E-05 79.98655734

16418461 TOP1MT DNA topoisomerase I, mitochondrial isoform 1 precursor 116447 NP_443195.1 8.153078203 1 1 6 52 601 69.828 9.41 0.04 0.08 0.12 0.08 Non-Significant 0.0742
AVALYFIDK 10 16418461 2xTMT6plex [N-Term; K9] 2.101 1.955 2.011 4.190556049 51.21 0 1497.908123 2 749.4569702 -0.974005208 -0.000729485 80.86867617MLDHEYTTK 7 16418461 2xTMT6plex [N-Term; K9] 1.644 1.643 1.392 2.678679705 17.02 0 1595.85035 3 532.6212158 -0.786796245 -0.000418536 33.63015769NLQLFMENK 2 16418461 2xTMT6plex [N-Term; K9] 1.849 3.118282318 14.58 0 1594.90272 3 532.3054199 -0.635307948 -0.000337751 69.91859685LKEEAEK 16 16418461 3xTMT6plex [N-Term; K2; K7] 0.037 0.078 0.115 2.816617012 26.15 1 1533.94552 2 767.4763794 -0.02461687 -1.89E-05 30.2925928LNYLDPR 7 16418461 1xTMT6plex [N-Term] 1.532 1.563 1.524 2.549105644 45.04 0 1119.635975 2 560.3214722 -0.274208823 -0.000153507 54.13074248IEPPGLFR 10 16418461 1xTMT6plex [N-Term] 1.642 2.053 2.039 2.706718445 35.28 0 1157.68801 2 579.3482056 0.971075802 0.000562101 59.95414907295821193 SAA1 serum amyloid A-1 protein preproprotein 6288 NP_001171477.1 55.73770492 1 5 5 21 122 13.524 6.79 0.31 0.46 0.29 0.36 Significant 0.0223 FFGHGAEDSLADQAANEWGR 4 295821193 1xTMT6plex [N-Term] 0.276 0.398 6.441157818 32.86 0 2407.126452 3 803.046814 -0.233953421 -0.000187718 60.42668844GPGGAWAAEVISDAR 2 295821193 1xTMT6plex [N-Term] 0.708 4.23801136 37.63 0 1685.880849 2 843.4424438 -1.920701981 -0.001619037 64.05605156EANYIGSDK 8 295821193 2xTMT6plex [N-Term; K9] 0.411 0.279 0.284 3.83538413 42.31 0 1454.78913 2 727.8980103 -0.265263315 -0.000192951 30.5380781GNYDAAK 6 295821193 2xTMT6plex [N-Term; K7] 0.233 0.302 0.302 2.973419905 29.87 0 1196.667558 2 598.8370361 -0.637273376 -0.000381302 21.01278396SGKDPNHFRPAGLPEKY 1 295821193 3xTMT6plex [N-Term; K3; K16] 0.563 3.129733086 2 2600.455217 5 520.8966675 -0.379017354 -0.000197124 43.26903169

166795236 TACSTD2 tumor-associated calcium signal transducer 2 precursor 4070 NP_002344.2 34.36532508 1 8 8 43 323 35.687 8.87 0.5 0.5 0.46 0.49 Significant 0.00075
TLVRPSEHALVDNDGLYDPDCDPEGR 6 166795236 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 0.328 0.584 0.451 6.976343632 35.05 0 3169.505771 4 793.1312866 -0.774362251 -0.000613586 49.50960776

ALGSGMAVDCSTLTSK 8 166795236 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 0.476 0.477 5.869541168 86.44 0 2056.081883 2 1028.546753 2.113986516 0.002173265 55.46022239
TLIYYLDEIPPK 6 166795236 2xTMT6plex [N-Term; K12] 0.47 0.516 0.454 3.842683554 34.62 0 1923.124323 3 641.7127075 -0.391863073 -0.0002512 90.6412351MTVCSPDGPGGR 10 166795236 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.52 0.56 0.401 3.776962042 34.77 0 1462.698 2 731.852417 -0.302308218 -0.000221093 25.55983781FVAAVHYEQPTIQIELR 2 166795236 1xTMT6plex [N-Term] 0.53 4.384234905 15.22 0 2243.238569 3 748.4138184 -5.200843119 -0.003888911 73.22649255GEPLQVER 6 166795236 1xTMT6plex [N-Term] 0.363 0.373 0.364 2.709659815 35.17 0 1156.652353 2 578.829834 0.033137658 1.92E-05 33.53779635DIKGESLFQGR 3 166795236 2xTMT6plex [N-Term; K3] 1.143 1.285 0.973 2.779695511 1 1707.97939 3 569.9984741 0.865954993 0.000493011 47.64915436THHILIDLR 2 166795236 1xTMT6plex [N-Term] 0.642 2.242339134 8.49 0 1346.810585 3 449.6083984 0.042398316 1.90E-05 35.6427905811342664 MX2 interferon-induced GTP-binding protein Mx2 4600 NP_002454.1 53.84615385 1 29 34 278 715 82.037 8.76 0.52 0.53 0.55 0.53 Significant 0.000273 QQTINLVVVPCNVDIATTEALSMAHEVDPEGDR 10 11342664 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.01 0.272 4.241469383 20.75 0 3850.915268 3 1284.304321 -4.377453577 -0.005619068 102.0534104SSVLEALSGVALPR 44 11342664 1xTMT6plex [N-Term] 0.387 0.358 0.357 5.844465256 81.23 0 1627.958037 2 814.4802856 -2.912962638 -0.00237109 84.61871123YSWLLQEQSETATK 10 11342664 2xTMT6plex [N-Term; K14] 0.515 0.415 0.466 3.958712339 47.71 0 2142.148306 2 1071.574341 -3.221363972 -0.00345032 65.74779588DFNFLTLNNQPPPGNR 6 11342664 1xTMT6plex [N-Term] 0.396 0.408 0.405 5.921849251 34.48 0 2073.071503 3 691.6953125 -0.057426866 -3.97E-05 69.90287702VLLEEGSATVPR 6 11342664 1xTMT6plex [N-Term] 0.671 0.614 0.55 4.37791872 36.09 0 1499.863074 2 750.4346924 -0.64388836 -0.000482872 50.80396926NTELELQDPGQVEK 8 11342664 2xTMT6plex [N-Term; K14] 0.47 0.462 0.723 3.88822341 46.68 0 2058.11192 2 1029.560303 0.684466543 0.000704354 49.28652368

MEQMVFCQDQIYSVVLK 6 11342664 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C7] 0.541 0.557 0.514 3.728666544 40.75 0 2576.332694 3 859.447937 -1.33387464 -0.001145502 93.18889469
HFGEFFNLNQTVQSTIEDIK 5 11342664 2xTMT6plex [N-Term; K20] 0.274 0.33 0.573 6.322639942 40.61 0 2825.487415 3 942.5018311 1.247609189 0.001175035 95.88852836AMEIIQQAFINVAK 4 11342664 2xTMT6plex [N-Term; K14] 0.142 0.1 3.709435463 35.25 0 2034.182189 3 678.7320557 -0.282736628 -0.000191713 104.7578014ALGVEQDLALPAIAVIGDQSSGK 32 11342664 2xTMT6plex [N-Term; K23] 0.392 0.377 0.566 7.463450909 69.5 0 2710.539116 2 1355.771362 -1.353247626 -0.001834015 97.41300207VRPCIDLIDSLR 12 11342664 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.366 0.431 0.524 5.322106838 42.54 0 1685.956991 3 562.6572266 0.08014291 4.50E-05 65.15559719NIIHEEVEK 2 11342664 2xTMT6plex [N-Term; K9] 0.363 4.030741215 35.91 0 1568.904828 3 523.6395874 -0.394703973 -0.000206418 45.14903221LTTELIMHIQK 4 11342664 2xTMT6plex [N-Term; K11] 0.751 0.682 3.221320152 11.47 0 1785.070848 3 595.6953125 0.30061552 0.000178873 72.26166949AMMQILQEK 8 11342664 2xTMT6plex [N-Term; K9] 0.55 0.511 0.468 4.301452637 50.2 0 1549.884627 2 775.4458008 -0.194825792 -0.000150979 68.3712866TIGILTKPDLMDR 6 11342664 2xTMT6plex [N-Term; K7] 0.405 0.498 0.423 4.40218401 12.83 0 1931.13999 3 644.3823242 -3.920132041 -0.002523441 67.09391866EEIFNPLGTPSQNMK 2 11342664 2xTMT6plex [N-Term; K15] 0.684 3.060302258 15.7 0 2163.152011 3 721.7203979 -2.48260516 -0.001790084 67.40693439SLPLLEGQIR 6 11342664 1xTMT6plex [N-Term] 0.466 0.504 0.511 3.946245909 31.34 0 1354.825566 2 677.9161377 -0.418880031 -0.000283755 65.57895397AENMIQLQFR 4 11342664 1xTMT6plex [N-Term] 0.762 0.674 3.274091959 39.33 0 1478.7987 2 739.9035645 0.779488277 0.000576353 57.50417368LVEGEEVVR 6 11342664 1xTMT6plex [N-Term] 0.486 0.541 0.722 3.71448946 44.97 0 1258.720433 2 629.8624268 -2.268672456 -0.001427812 37.51071271GKELLGFVNYK 6 11342664 3xTMT6plex [N-Term; K2; K11] 0.506 0.611 0.646 3.894314051 14.62 1 1955.193295 3 652.4017944 -1.260749628 -0.00082167 68.36610083ELLGFVNYK 2 11342664 2xTMT6plex [N-Term; K9] 0.512 3.155393362 3.99 0 1540.913936 2 770.9604492 -0.204159682 -0.000157296 75.45695191LSLAEATK 4 11342664 2xTMT6plex [N-Term; K8] 0.548 0.569 3.680253029 45.15 0 1290.803323 2 645.9053345 0.05340497 3.45E-05 49.23781188GQQEITNR 6 11342664 1xTMT6plex [N-Term] 0.438 0.532 0.488 3.353827715 42.75 0 1174.637766 2 587.8225098 -0.019281476 -1.13E-05 16.1590632AMGPENNLYSQYEQK 6 11342664 2xTMT6plex [N-Term; K15] 0.446 0.515 0.345 3.838980198 26.2 0 2230.121439 2 1115.562988 -1.228192085 -0.001369509 51.10260814MFNQDIEK 6 11342664 2xTMT6plex [N-Term; K8] 0.639 0.536 3.223321438 40.33 0 1482.802671 2 741.9036255 -1.818888979 -0.001348527 48.02845487

KQPCEAWAGR 7 11342664 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 0.568 0.547 0.517 3.692640066 28.05 1 1660.899366 3 554.303772 -1.567435141 -0.000867784 28.11527004
KGYMIVK 14 11342664 3xTMT6plex [N-Term; K1; K7] 0.654 0.575 0.621 3.576924801 14.2 1 1525.974318 3 509.3296814 0.113494343 5.77E-05 45.45101165VAVDNQPR 6 11342664 1xTMT6plex [N-Term] 0.553 0.502 2.795427084 36.27 0 1127.637037 2 564.3223267 0.300957047 0.000169685 19.54066831MFFLIEK 12 11342664 2xTMT6plex [N-Term; K7] 0.538 0.483 0.509 3.346223116 23.78 0 1385.826701 2 693.4157715 -1.757139798 -0.001217546 92.40535354DAAFLAK 12 11342664 2xTMT6plex [N-Term; K7] 0.642 0.63 0.591 3.28092432 39.12 0 1193.72943 2 597.3688965 0.909828243 0.000543044 46.69891144NLTYPLK 6 11342664 2xTMT6plex [N-Term; K7] 0.516 0.482 0.372 2.871294498 23.27 0 1306.813494 2 653.9104004 0.022934604 1.50E-05 50.44413011DIGLQIK 2 11342664 2xTMT6plex [N-Term; K7] 0.516 2.743032217 20.98 0 1244.797844 2 622.9018555 -1.132563417 -0.000704906 55.94974885GSGIVTR 6 11342664 1xTMT6plex [N-Term] 0.44 0.473 0.462 2.472199917 25.98 0 918.5569962 2 459.7819824 -0.335282678 -0.000153988 18.3117693QPCEAWAGR 2 11342664 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.8 2.104647398 0.36 0 1303.641471 2 652.3244629 0.136618276 8.91E-05 27.009101644757876 BST2 bone marrow stromal antigen 2 precursor 684 NP_004326.1 5.555555556 1 1 1 6 180 19.756 5.6 0.35 0.34 0.21 0.3 Significant 0.0219 LQDASAEVER 6 4757876 1xTMT6plex [N-Term] 0.351 0.344 0.211 3.924447775 36.76 0 1346.711324 2 673.8583984 -1.339607804 -0.000902033 29.6378052327436938 RELN reelin isoform a precursor 5649 NP_005036.2 0.260115607 1 1 1 5 3460 388.137 5.88 0.13 0.3 0.01 0.14 Non-Significant 0.223 ILVSDTFNK 5 27436938 2xTMT6plex [N-Term; K9] 0.127 0.296 0.01 2.356159449 9.13 0 1494.893201 2 747.9497681 -0.62976886 -0.000470719 55.89037875

17986001 HLA-B major histocompatibility complex, class I, B precursor 3106 NP_005505.2 38.39779006 1 3 9 120 362 40.435 5.85 0.44 0.46 0.47 0.46 Significant 0.000373
DGEDQTQDTELVETRPAGDR 8 17986001 1xTMT6plex [N-Term] 0.464 0.433 0.486 6.236804962 22.09 0 2461.164019 3 821.0594482 -0.092404828 -7.58E-05 26.04286496THVTHHPISDHEATLR 16 17986001 1xTMT6plex [N-Term] 0.727 0.589 0.712 7.664213181 53.35 0 2080.08855 4 520.7772217 -0.717994073 -0.000373373 16.66465746APWIEQEGPEYWDR 18 17986001 1xTMT6plex [N-Term] 0.438 0.493 0.46 4.48748827 47.79 0 2004.965307 2 1002.985657 -0.633469034 -0.000635042 66.39832147FISVGYVDDTQFVR 30 17986001 1xTMT6plex [N-Term] 0.597 0.552 0.537 5.335524082 65.5 0 1874.98498 2 937.9959106 -0.232071692 -0.000217565 74.80877201SWTAADTAAQITQR 24 17986001 1xTMT6plex [N-Term] 0.785 0.71 0.52 6.222393513 74.33 0 1748.912877 2 874.9596558 -0.48178304 -0.000421298 46.87201061WAAVVVPSGEEQR 14 17986001 1xTMT6plex [N-Term] 0.621 0.773 0.437 4.613496304 46.63 0 1656.890686 2 828.9493408 0.43421128 0.00035972 61.60619361
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

YTCHVQHEGLPKPLTLR 8 17986001 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.687 0.696 0.78 5.981050491 15.84 0 2507.395704 5 502.284668 -0.586531375 -0.000294133 45.56161122FDSDAASPR 8 17986001 1xTMT6plex [N-Term] 0.604 0.589 0.518 3.303441048 40.54 0 1194.595232 2 597.8011475 -0.178920959 -0.000106869 22.427827GGSYSQAACSDSAQGSDVSLTA 2 17986001 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.371 3.592952967 20.47 0 2348.050963 3 783.3548584 -0.400943038 -0.000313812 38.843298275031863 LGALS3BP galectin-3-binding protein precursor 3959 NP_005558.1 30.76923077 1 15 15 224 585 65.289 5.27 0.54 0.54 0.57 0.55 Significant 0.00033 KTLQALEFHTVPFQLLAR 6 5031863 2xTMT6plex [N-Term; K1] 0.699 0.664 0.774 5.730688572 21.95 1 2570.522284 4 643.3850708 -1.490380729 -0.000957764 87.13221542ASHEEVEGLVEK 14 5031863 2xTMT6plex [N-Term; K12] 0.481 0.459 0.527 5.60081625 87.36 0 1784.97945 2 892.9939575 0.666029552 0.000594425 37.92150707
GQWGTVCDNLWDLTDASVVCR 24 5031863 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C20] 0.85 0.882 0.769 7.159220219 79.17 0 2681.264936 3 894.4261475 -0.390586985 -0.000349089 87.67707801

YYPYQSFQTPQHPSFLFQDK 4 5031863 2xTMT6plex [N-Term; K20] 0.585 0.66 5.685829639 44.33 0 2979.50815 3 993.8400879 -0.818876137 -0.000813283 73.95836027
AAFGQGSGPIMLDEVQCTGTEASLADCK 2 5031863 2xTMT6plex [N-Term; K28]; 1xOxidation [M11]; 2xCarbamidomethyl [C17; C27] 100 4.56518364 43.51 0 3387.627098 4 843.6615601 -2.305351 -0.001943199 75.15383405
AAFGQGSGPIMLDEVQCTGTEASLADCK 20 5031863 2xTMT6plex [N-Term; K28]; 2xCarbamidomethyl [C17; C27] 0.582 0.533 0.571 7.101677418 72.98 0 3371.632183 4 843.6615601 -2.305351 -0.001943199 75.15383405LADGGATNQGR 6 5031863 1xTMT6plex [N-Term] 0.452 0.506 0.413 3.832181215 58.14 0 1288.680693 2 644.84375 -0.364372651 -0.00023478 17.84175116SDLAVPSELALLK 39 5031863 2xTMT6plex [N-Term; K13] 0.477 0.48 0.465 3.992866039 60.3 0 1814.103922 2 907.5557251 0.138776676 0.000125878 83.87282276ELSEALGQIFDSQR 36 5031863 1xTMT6plex [N-Term] 0.542 0.501 0.506 5.201350689 67.6 0 1821.954408 2 911.4818115 1.06397661 0.000969258 87.21015929TLQALEFHTVPFQLLAR 18 5031863 1xTMT6plex [N-Term] 0.537 0.782 0.734 6.23844862 37.51 0 2213.264389 3 738.421814 -6.099937962 -0.004500258 96.64706715STHTLDLSR 18 5031863 1xTMT6plex [N-Term] 0.62 0.597 0.574 3.86362052 28.83 0 1258.69528 3 420.2365723 -0.092836707 -3.90E-05 23.2369533KSQLVYQSR 5 5031863 2xTMT6plex [N-Term; K1] 0.655 0.89 0.991 2.697732687 14.76 1 1566.936797 3 522.9829712 -1.555101511 -0.000812249 27.27714044RIDITLSSVK 8 5031863 2xTMT6plex [N-Term; K10] 0.773 0.776 0.743 4.205928802 25.08 1 1589.999063 3 530.6704712 -1.385293761 -0.000734205 55.18774684LASAYGAR 6 5031863 1xTMT6plex [N-Term] 0.51 0.553 0.779 2.854350567 37.66 0 1037.59411 2 519.300354 -0.653976522 -0.000339281 24.34134491IDITLSSVK 8 5031863 2xTMT6plex [N-Term; K9] 0.672 0.641 0.698 3.373550892 24.53 0 1433.897952 3 478.6374207 -0.169654409 -8.11E-05 66.42643231TIAYENK 10 5031863 2xTMT6plex [N-Term; K7] 0.45 0.466 0.43 3.342943907 32.09 0 1296.756373 2 648.8821411 0.487675693 0.000316198 31.30575384

207448705 GARNL3 GTPase-activating Rap/Ran-GAP domain-like protein 3 isoform a 84253 NP_115669.3 1.085883514 1 1 1 8 1013 112.782 7.65 0.01 0.05 0.09 0.05 Non-Significant 0.163
ATLETPTFAQK 8 207448705 2xTMT6plex [N-Term; K11] 0.01 0.054 0.094 2.767286777 12.04 0 1664.962343 3 555.6582642 -1.263583852 -0.000701273 61.1481557521071030 A1BG alpha-1B-glycoprotein precursor 1 NP_570602.2 1.616161616 1 1 1 11 495 54.22 5.86 0.13 0.23 0.32 0.23 Non-Significant 0.0539 LLELTGPK 11 21071030 2xTMT6plex [N-Term; K8] 0.134 0.23 0.323 2.360193014 23.5 0 1328.855359 2 664.9319458 0.945183051 0.000628006 59.83790806189083772 GSN gelsolin isoform b 2934 NP_001121134.1 45.14363885 1 2 27 289 731 80.591 5.85 0.73 0.73 0.74 0.73 Significant 0.0000207 DSQEEEKTEALTSAK 18 189083772 3xTMT6plex [N-Term; K7; K15] 0.856 0.894 0.813 4.127263546 47.9 1 2353.270161 2 1177.138062 -0.558445497 -0.000657087 39.97597744VHVSEEGTEPEAMLQVLGPKPALPAGTEDTAK 2 189083772 3xTMT6plex [N-Term; K20; K32] 1.023 6.543998241 33.76 0 3989.150843 5 798.6340332 -2.452608277 -0.001956765 76.86401019QTQVSVLPEGGETPLFK 22 189083772 2xTMT6plex [N-Term; K17] 0.763 0.789 5.147298336 54.22 0 2288.290219 2 1144.650269 1.329241086 0.001520845 73.69142992VPFDAATLHTSTAMAAQHGMDDDGTGQK 10 189083772 2xTMT6plex [N-Term; K28]; 1xOxidation [M] 0.696 0.708 0.661 7.376199722 46.62 0 3347.60366 4 837.6552734 -1.313214002 -0.00109903 50.67215486

VPFDAATLHTSTAMAAQHGMDDDGTGQK 10 189083772 2xTMT6plex [N-Term; K28]; 2xOxidation [M14; M20] 0.64 0.697 0.778 7.95984602 41.88 0 3363.598575 4 837.6552734 -1.313214002 -0.00109903 50.67215486
VPVDPATYGQFYGGDSYIILYNYR 10 189083772 1xTMT6plex [N-Term] 0.471 0.579 0.75 6.447560787 62.14 0 3000.49809 3 1000.836426 -1.121759171 -0.001121945 92.48589567EVQGFESATFLGYFK 2 189083772 2xTMT6plex [N-Term; K15] 0.982 3.5768435 28.27 0 2181.163227 3 727.7254639 -0.636879634 -0.000463046 91.37129559AQPVQVAEGSEPDGFWEALGGK 20 189083772 2xTMT6plex [N-Term; K22] 0.666 0.652 0.634 6.958411217 84.35 0 2730.413916 2 1365.71167 0.786578085 0.001073842 80.87339436DPDQTDGLGLSYLSSHIANVER 8 189083772 1xTMT6plex [N-Term] 0.773 0.52 0.417 8.363436699 65.79 0 2616.310289 3 872.770813 -4.740834911 -0.004134498 69.70336119AGALNSNDAFVLK 12 189083772 2xTMT6plex [N-Term; K13] 0.678 0.699 0.629 5.985813141 79.11 0 1778.021255 2 889.5137939 -0.530696341 -0.000471795 69.71361058TPSAAYLWVGTGASEAEK 16 189083772 2xTMT6plex [N-Term; K18] 0.777 0.789 0.733 5.093930244 65.92 0 2296.222533 2 1148.613281 -1.414183492 -0.00162364 67.96078081EGGQTAPASTR 7 189083772 1xTMT6plex [N-Term] 0.619 0.619 0.65 4.603674412 68.59 0 1303.680359 2 652.3434448 -0.571874507 -0.000372771 15.06499564SEDCFILDHGK 10 189083772 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.718 0.727 0.669 4.442006588 47.26 0 1778.914741 2 889.9575195 -3.923042144 -0.003489379 44.42871446HVVPNEVVVQR 14 189083772 1xTMT6plex [N-Term] 0.716 0.802 0.707 3.853300333 41.66 0 1504.879727 3 502.2976379 -0.908040434 -0.000455497 31.85882291KGGVASGFK 10 189083772 3xTMT6plex [N-Term; K1; K9] 0.836 0.841 0.826 3.891399384 29.14 1 1537.966924 3 513.3274536 0.574433578 0.000294487 36.19516368EPAHLMSLFGGKPMIIYK 2 189083772 3xTMT6plex [N-Term; K12; K18] 1.93 4.432508469 0.73 0 2719.564632 4 680.6466064 -0.013398744 -9.11E-06 90.42035224YIETDPANR 4 189083772 1xTMT6plex [N-Term] 0.722 0.685 3.166067839 38.9 0 1307.679296 2 654.3433838 0.14911005 9.75E-05 26.38789844MVVEHPEFLK 6 189083772 2xTMT6plex [N-Term; K10] 0.469 0.382 0.424 3.370714188 34.7 0 1686.96532 3 562.993103 -0.33443365 -0.000188059 56.5838192TEALTSAK 14 189083772 2xTMT6plex [N-Term; K8] 0.593 0.602 0.553 3.559110641 46.32 0 1278.766938 2 639.8858032 -2.039499623 -0.001304022 28.91539948VVEHPEFLK 12 189083772 2xTMT6plex [N-Term; K9] 0.773 0.827 0.878 38.78 0 1555.924835 2 778.4649658 -1.401365494 -0.00109021 46.96732367GGVASGFK 6 189083772 2xTMT6plex [N-Term; K8] 0.742 0.763 0.788 3.058277607 40.35 0 1180.709029 2 590.8577271 -0.721336431 -0.000425844 34.78315431TASDFITK 12 189083772 2xTMT6plex [N-Term; K8] 0.86 0.801 0.79 3.725235701 35.82 0 1340.782588 2 670.8942871 -0.962371723 -0.000645166 45.58181937TGAQELLR 12 189083772 1xTMT6plex [N-Term] 0.954 0.677 0.845 2.788796902 30.11 0 1116.657438 2 558.8328247 0.836759807 0.000467187 33.47315586QANTEER 6 189083772 1xTMT6plex [N-Term] 0.637 0.84 2.69409132 48.89 0 1076.553367 2 538.7801514 -0.316886868 -0.000170573 13.55188741RTPITVVK 11 189083772 2xTMT6plex [N-Term; K8] 0.852 0.887 1.001 4.005271912 21.21 1 1371.908792 3 457.9738464 -1.31602288 -0.000601821 38.45095659AVEVLPK 16 189083772 2xTMT6plex [N-Term; K7] 0.683 0.708 0.691 2.965324879 33.43 0 1213.79203 2 607.3995972 -0.09291877 -5.64E-05 60.27986714TPITVVK 9 189083772 2xTMT6plex [N-Term; K7] 0.674 0.692 0.688 2.620941401 35.47 0 1215.807681 2 608.4072876 -0.314181834 -0.000190992 48.46013183

LFACSNK 8 189083772 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.777 0.688 0.726 2.727168322 26.53 0 1297.733864 2 649.3696289 -1.450834838 -0.000941399 44.29229872
4502443 DST dystonin isoform 1e precursor 667 NP_001714.1 20.00755002 1 28 48 219 2649 306.564 6.32 0.74 0.79 0.74 0.76 Significant 0.000485 VITENDISGIR 2 4502443 1xTMT6plex [N-Term] 0.706 3.729006052 47.24 0 1445.816124 2 723.411438 -0.362669519 -0.000262177 47.53556826ISEIQMTAPLK 10 4502443 2xTMT6plex [N-Term; K11] 0.771 0.858 0.802 4.292665005 56.49 0 1689.002099 2 845.0024414 -2.660267564 -0.002246599 65.75085962ELTYELNALQLEK 6 4502443 2xTMT6plex [N-Term; K13] 0.579 0.65 0.644 4.133961201 35.18 0 2022.152328 3 674.72229 -0.005732908 -3.86E-06 78.64176215NTQAAEALVK 6 4502443 2xTMT6plex [N-Term; K10] 0.857 0.759 0.851 4.449571133 61.5 0 1502.894264 2 751.9506226 -0.196323068 -0.000147526 41.36190283AAVEENLLNFR 6 4502443 1xTMT6plex [N-Term] 0.65 0.851 0.78 3.546377182 35.7 0 1504.832108 2 752.9202881 0.791724119 0.000595706 63.13131618GLVDEGFAQQLR 6 4502443 1xTMT6plex [N-Term] 0.6 0.751 0.822 4.154794216 58.95 0 1561.853572 2 781.430481 0.072647055 5.67E-05 55.71272246FEDFLEDSQESQVFSGSDITQLEK 6 4502443 2xTMT6plex [N-Term; K24] 0.847 0.692 0.469 5.155535221 38.54 0 3236.588704 3 1079.533081 -1.240295356 -0.001338109 94.76670552MQSSADLIIQEFMDLR 4 4502443 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.641 0.542 4.403121948 47.25 0 2142.077242 3 714.6968384 -0.59771107 -0.000426781 107.5542088

QCELVITGIGHPITNK 2 4502443 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 0.688 4.399880409 12 0 2238.268044 3 746.7607422 -0.165591204 -0.000123546 59.77700614
LCEEEAVIADKNNIENLISTLK 2 4502443 3xTMT6plex [N-Term; K11; K22]; 1xCarbamidomethyl [C2] 0.465 4.665369034 24.94 1 3203.780041 3 1068.599243 0.978760136 0.001045244 109.2035127

LLEVSEPLMTGISSLYYSS 7 4502443 1xTMT6plex [N-Term] 100 0.981 1.994 4.3128829 46.2 0 2318.203882 3 773.4055786 -0.733076227 -0.000566473 110.2820541SVQEIAEQLLLENHPAR 4 4502443 1xTMT6plex [N-Term] 0.906 0.75 6.935969353 52.29 0 2176.192347 3 726.0679932 -1.341962174 -0.000973456 83.02306193IQAESENIVLEK 10 4502443 2xTMT6plex [N-Term; K12] 0.694 0.794 0.631 5.101427555 69.25 0 1831.0577 2 916.031311 -1.285824957 -0.00117721 66.25194209LDFVSLQQENSR 2 4502443 1xTMT6plex [N-Term] 0.538 3.259085894 27.37 0 1664.880515 2 832.9450684 1.408700942 0.001172659 58.39834758SVVSWHYLINEIDR 2 4502443 1xTMT6plex [N-Term] 0.853 4.380709171 12.86 0 1960.048977 3 654.0209351 -0.369931684 -0.000241695 79.15445595AAVGYSYSSK 4 4502443 2xTMT6plex [N-Term; K10] 1.057 0.576 3.738348484 46.59 0 1490.825515 2 745.9141235 -3.04855239 -0.00227243 32.7848868AIEEFESSLK 4 4502443 2xTMT6plex [N-Term; K10] 0.878 0.842 3.795021534 55.99 0 1610.904159 2 805.9542847 -1.779593184 -0.001433377 65.85043567YYQADQLVQR 6 4502443 1xTMT6plex [N-Term] 0.763 0.811 0.82 3.744728804 48.12 0 1512.800808 2 756.9029541 -1.438680402 -0.001088218 48.22964292VQLQQAQVQELNNR 2 4502443 1xTMT6plex [N-Term] 0.998 4.143136978 16.81 0 1897.045289 3 633.0206909 1.175999287 0.000743641 42.13389429AEEAMQEASDLKK 6 4502443 3xTMT6plex [N-Term; K12; K13] 0.73 0.808 0.836 4.190935135 37.62 1 2137.177781 3 713.0630493 -1.490770122 -0.001062014 50.78586255SSDSVFSNTTSTR 12 4502443 1xTMT6plex [N-Term] 0.577 0.651 0.811 4.056162834 42.14 0 1617.791759 2 809.3999634 0.550644301 0.000445414 25.28038026NECSSVYSK 6 4502443 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.777 1.132 0.832 3.653336287 50.92 0 1531.782664 2 766.3945313 -0.573586593 -0.000439305 24.75845367
DLSLNDLEQQK 2 4502443 2xTMT6plex [N-Term; K11] 0.783 3.530002832 15.36 0 1760.97945 2 880.9923706 -1.127201719 -0.00099249 58.76636181AVTGLQQEHDK 6 4502443 2xTMT6plex [N-Term; K11] 0.596 0.673 0.559 3.196391106 23.78 0 1683.943005 3 561.9852905 -1.001356913 -0.000562076 27.47548034SHEQLLQNIK 6 4502443 2xTMT6plex [N-Term; K10] 0.707 0.647 0.693 4.032496452 29.89 0 1667.984475 3 556.6660767 -0.478871082 -0.00026625 43.7298404NQLEENTFTR 4 4502443 1xTMT6plex [N-Term] 0.792 1.299 3.577596188 30.22 0 1480.759337 2 740.8826904 -0.832586764 -0.00061643 31.38406321SQNLVSEFK 4 4502443 2xTMT6plex [N-Term; K9] 0.778 0.716 3.864591837 39.56 0 1509.867714 2 755.437561 0.086756152 6.55E-05 51.71690087MLVSEIEMK 6 4502443 2xTMT6plex [N-Term; K9] 0.873 0.853 0.757 3.618498802 28.84 0 1537.873393 2 769.4373169 -3.925115658 -0.003018165 69.72812476QLTIEAEAK 2 4502443 2xTMT6plex [N-Term; K9] 0.687 3.074268818 22.67 0 1460.872465 2 730.9389648 -1.240643891 -0.000906211 45.66676699WTQEPQPLEEK 6 4502443 2xTMT6plex [N-Term; K11] 0.709 0.673 0.98 3.678038597 31.37 0 1843.000185 2 922.0020752 -1.796667956 -0.00165563 51.33850264ITEIQYTCR 3 4502443 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.822 0.71 3.042143822 19.19 0 1412.740516 2 706.8734131 -0.684314008 -0.000483379 40.24106605QYDMHTEVTTLK 2 4502443 2xTMT6plex [N-Term; K12] 0.671 2.621723652 3.74 0 1924.02502 3 642.0151978 3.129102614 0.002006824 44.29484763ILTTEQTK 4 4502443 2xTMT6plex [N-Term; K8] 0.726 0.705 3.805371761 31.91 0 1391.851002 2 696.4284668 -0.966214234 -0.000672413 40.69008747ASNVASIK 4 4502443 2xTMT6plex [N-Term; K8] 0.767 0.69 3.224764347 28.86 0 1247.772358 2 624.3898315 0.02310192 1.44E-05 33.92832499DNEEELLK 4 4502443 2xTMT6plex [N-Term; K8] 0.863 1.05 2.971022844 14.1 0 1447.804445 2 724.4055786 -0.390158657 -0.000282437 41.24626473DLDFDWHK 6 4502443 2xTMT6plex [N-Term; K8] 0.694 0.675 0.616 2.764636993 18.1 0 1533.8102 3 511.9423828 1.561840898 0.000798523 57.80310468EAAENELR 2 4502443 1xTMT6plex [N-Term] 1.648 1.783221602 9.38 0 1160.610882 2 580.8095093 0.740846653 0.000429917 19.31894083TVEEVQK 6 4502443 2xTMT6plex [N-Term; K7] 0.982 0.898 0.743 3.250571966 37.45 0 1290.766938 2 645.8866577 -0.696531873 -0.00044953 27.35495136TVNLVLK 4 4502443 2xTMT6plex [N-Term; K7] 1.04 0.715 2.834270954 29.99 0 1244.83423 2 622.9178467 -4.669626274 -0.002906455 59.03319246LNEELEK 8 4502443 2xTMT6plex [N-Term; K7] 0.849 0.903 3.321576595 32.87 0 1332.777503 2 666.8916626 -1.090920791 -0.000726977 42.05323785ISVVDTK 6 4502443 2xTMT6plex [N-Term; K7] 0.717 0.698 0.787 2.968165159 26.36 0 1219.76621 2 610.3873291 0.960793237 0.000585972 42.17535055

SNECAEMLK 2 4502443 2xTMT6plex [N-Term; K9]; 1xOxidation [M7]; 1xCarbamidomethyl [C4] 0.864 1.579099059 15.6 0 1555.786036 2 778.3977051 1.348402802 0.001048913 27.19585463
ENALPVCPITQATSCR 2 4502443 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C15] 0.723 1.827031493 9.66 0 2046.030961 2 1023.513428 -5.563044483 -0.005691081 51.66071281

FAGDSLK 4 4502443 2xTMT6plex [N-Term; K7] 0.824 0.758 2.770886183 25.55 0 1195.708695 2 598.3583374 0.588257567 0.000351692 42.97899633DLEGIGK 4 4502443 2xTMT6plex [N-Term; K7] 0.726 0.68 2.296683788 31.79 0 1189.719259 2 595.3634033 0.227415521 0.00013528 41.39593506GVVDPEFR 6 4502443 1xTMT6plex [N-Term] 1.02 0.898 1.03 2.582610607 24.62 0 1147.630889 2 574.3201294 1.823616881 0.00104642 35.24533331LTIEAYR 3 4502443 1xTMT6plex [N-Term] 0.769 0.938 2.525727034 15.63 0 1094.640726 2 547.8237305 -0.494630327 -0.000270721 46.84641375TIIQLKPR 2 4502443 2xTMT6plex [N-Term; K6] 0.646 2.178487778 2.07 0 1426.950991 3 476.3213196 -1.110885921 -0.000528393 49.44771475167860126 SERPINB5 serpin B5 5268 NP_002630.2 74.93333333 1 22 22 570 375 42.073 6.05 0.82 0.82 0.79 0.81 Significant 0.000152 SLNLSTEFISSTK 26 167860126 2xTMT6plex [N-Term; K13] 0.831 0.803 0.823 4.799582005 67.52 0 1885.068265 2 943.0404053 2.795334776 0.002634698 69.44332272DVPFGFQTVTSDVNK 34 167860126 2xTMT6plex [N-Term; K15] 0.806 0.833 0.818 5.153390884 74.19 0 2112.137741 2 1056.571045 -1.386167291 -0.001463888 71.72246303HIFSEDTSDFSGMSETK 32 167860126 2xTMT6plex [N-Term; K17] 0.791 0.866 0.728 5.530372143 61.79 0 2376.142962 3 798.0505371 -0.342397436 -0.000273021 44.05137613HIFSEDTSDFSGMSETK 24 167860126 2xTMT6plex [N-Term; K17]; 1xOxidation [M13] 0.771 0.802 0.746 5.33390379 75.79 0 2392.137877 3 798.0505371 -0.342397436 -0.000273021 44.05137613
TDTKPVQMMNMEATFCMGNIDSINCK 20 167860126 3xTMT6plex [N-Term; K4; K26]; 2xCarbamidomethyl [C16; C25] 1.208 1.131 1.182 6.91942358 45.4 0 3723.794997 3 1241.933594 -2.354941667 -0.002923107 81.9717143

DVEDESTGLEK 26 167860126 2xTMT6plex [N-Term; K11] 0.864 0.861 0.802 4.758440018 60.35 0 1679.873981 2 840.4393311 -1.545324622 -0.001297975 33.73313958
EPLGNVLFSPICLSTSLSLAQVGAK 18 167860126 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C12] 0.956 0.943 1.103 6.756598949 64.41 0 3059.721514 3 1020.578979 0.284727404 0.000290396 112.2908053

GDTANEIGQVLHFENVK 31 167860126 2xTMT6plex [N-Term; K17] 0.808 0.805 0.822 7.608281612 79.46 0 2329.25523 2 1165.129883 -1.176876181 -0.001370623 71.62348934DELNADHPFIYIIR 12 167860126 1xTMT6plex [N-Term] 1.176 0.823 0.522 5.793291092 40.53 0 1945.038078 3 649.0171509 -0.605948693 -0.000392864 68.19703693ILVVNAAYFVGK 24 167860126 2xTMT6plex [N-Term; K12] 0.827 0.826 0.827 5.438839912 78.54 0 1752.082399 2 876.5455933 0.862552719 0.000755632 91.90515027ILQHKDELNADHPFIYIIR 47 167860126 2xTMT6plex [N-Term; K5] 0.918 0.883 0.898 7.734535217 26.42 1 2793.58159 4 699.1489258 -2.762333854 -0.001929201 66.41618005VCLEITEDGGDSIEVPGAR 40 167860126 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.795 0.777 0.805 5.265415192 62.88 0 2246.117193 2 1123.561401 -0.741922831 -0.000833223 68.82893138DLTDGHFENILADNSVNDQTK 29 167860126 2xTMT6plex [N-Term; K21] 0.699 0.769 0.807 6.961338997 50.41 0 2804.410287 3 935.4766846 1.859164817 0.001737954 61.16433674QLNSESLSQWTNPSTMANAK 4 167860126 2xTMT6plex [N-Term; K20]; 1xOxidation [M16] 0.724 1.012 5.50976944 53.99 0 2681.3605 2 1333.187866 1.077019937 0.001435326 66.35673276QLNSESLSQWTNPSTMANAK 12 167860126 2xTMT6plex [N-Term; K20] 0.861 0.633 0.699 5.93264389 82.79 0 2665.365585 2 1333.187866 1.077019937 0.001435326 66.35673276HLSMFILLPK 14 167860126 2xTMT6plex [N-Term; K10] 0.779 0.819 0.752 3.523172617 38.09 0 1657.027526 2 829.0162354 -1.407524521 -0.001166153 86.74914201IIELPFQNK 49 167860126 2xTMT6plex [N-Term; K9] 0.82 0.754 0.741 3.849166393 48.83 0 1559.956136 2 780.4813843 -0.41259193 -0.000321813 81.25508389
ACLENLGLK 34 167860126 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.801 0.876 0.885 4.212834835 50.54 0 1475.865606 2 738.4351807 -1.708571474 -0.001260811 59.41234185

GQINNSIK 10 167860126 2xTMT6plex [N-Term; K8] 0.779 0.763 0.759 3.359636068 49.71 0 1331.80472 2 666.4059448 -0.080591066 -5.37E-05 27.67744962LSSFYSLK 25 167860126 2xTMT6plex [N-Term; K8] 0.852 0.864 0.91 3.680598497 45 0 1402.834624 2 701.9202881 -0.943773487 -0.000661979 68.72361063ELETVDFK 14 167860126 2xTMT6plex [N-Term; K8] 0.586 0.65 0.62 3.734458923 40.57 0 1438.819367 2 719.9127197 -0.837128622 -0.000602238 62.41714966NIIFFGK 18 167860126 2xTMT6plex [N-Term; K7] 0.855 0.89 0.899 3.322328091 31.5 0 1296.808015 2 648.9070435 -0.928923884 -0.000602318 72.68875127ELETVDFKDKLEETK 3 167860126 4xTMT6plex [N-Term; K8; K10; K15] 1.412 1.59 2.549429893 2 2740.579029 4 685.899353 -1.257511857 -0.000861578 69.56090467DKLEETK 24 167860126 3xTMT6plex [N-Term; K2; K7] 0.89 0.877 0.923 2.478987455 17.44 1 1549.940435 2 775.4730835 -0.996269133 -0.000772079 29.2481906921361370 PYGB glycogen phosphorylase, brain form 5834 NP_002853.2 58.48161329 1 39 45 524 843 96.635 6.86 0.6 0.62 0.62 0.61 Significant 0.000118 INPSSMFDVHVK 8 21361370 2xTMT6plex [N-Term; K12] 0.565 0.572 0.563 5.645934105 52.66 0 1832.014061 3 611.342041 -1.359827513 -0.000830408 67.06030806GLAGLGDVAEVR 7 21361370 1xTMT6plex [N-Term] 0.604 0.626 0.534 4.23380518 90 0 1385.794994 2 693.4000854 -1.515456161 -0.001050056 55.03152636VFADYEAYMQCQAQVDQLYR 8 21361370 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.703 0.746 0.569 5.050309181 57.04 0 2727.274438 3 909.7648315 2.017849333 0.00183441 84.54330957
VFADYEAYMQCQAQVDQLYR 2 21361370 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C11] 1.326 2.982118607 9.06 0 2743.269353 3 909.7648315 2.017849333 0.00183441 84.54330957

WLLLCNPGLADTIVEK 16 21361370 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 1.013 1.139 0.774 4.428311825 59.79 0 2300.308846 2 1150.655884 -1.893298755 -0.002177586 101.3039442
VAIQLNDTHPALSIPELMR 6 21361370 1xTMT6plex [N-Term] 0.501 0.498 4.69244194 40.55 0 2347.300517 3 783.1040039 -1.302922752 -0.00101945 83.96019421EIWGVEPSDLQIPPPNIPRD 22 21361370 1xTMT6plex [N-Term] 0.631 0.627 0.677 5.421781063 40.92 1 2501.323755 3 834.4459229 -0.215595966 -0.000179758 82.91577938LAACFLDSMATLGLAAYGYGIR 8 21361370 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.459 1.065 1.29 7.418535709 61.53 0 2563.325017 3 855.1136475 0.535188789 0.000457288 112.9087118QAVDQISSGFFSPK 14 21361370 2xTMT6plex [N-Term; K14] 0.584 0.57 0.586 4.827519894 68.66 0 1969.079498 3 657.0267334 -7.034243514 -0.004616995 67.19360183VLYPNDNFFEGK 34 21361370 2xTMT6plex [N-Term; K12] 0.82 0.834 0.791 4.06209898 66.84 0 1901.02092 2 951.0097046 -4.622742558 -0.004393965 72.28662909LVTSIGDVVNHDPVVGDR 10 21361370 1xTMT6plex [N-Term] 0.601 0.754 0.732 6.007905483 43.41 0 2121.150147 3 707.7211914 -0.531075677 -0.000375497 65.55843735LQDFNVGDYIEAVLDR 19 21361370 1xTMT6plex [N-Term] 0.558 0.638 0.607 5.030437946 62.78 0 2096.08615 3 699.3667603 -0.201679822 -0.000140913 112.0226822VIPAADLSQQISTAGTEASGTGNMK 14 21361370 2xTMT6plex [N-Term; K25] 0.588 0.573 0.668 6.984933376 87.02 0 2905.534107 3 969.1821899 -0.719418773 -0.000696765 68.37381319TCAYTNHTVLPEALER 4 21361370 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.473 0.787 4.72260952 27.11 0 2104.069455 3 702.0286255 0.888067093 0.000622852 45.44957926EIWGVEPSDLQIPPPNIPR 6 21361370 1xTMT6plex [N-Term] 0.674 0.657 4.672682285 27.16 0 2386.296812 3 796.102356 -1.800701776 -0.001432336 85.30750089IGEEFLTDLSQLK 28 21361370 2xTMT6plex [N-Term; K13] 0.428 0.432 0.452 4.185281277 55.19 0 1951.115215 2 976.0603027 -0.966555555 -0.000942931 103.6623951LLPLVSDEVFIR 22 21361370 1xTMT6plex [N-Term] 0.531 0.548 0.553 4.405148506 56.35 0 1629.97771 3 543.9978027 0.702612752 0.000381748 97.80866142WLDTQVVLAMPYDTPVPGYK 12 21361370 2xTMT6plex [N-Term; K20] 0.74 0.687 0.651 4.891357899 35.29 0 2751.483181 3 923.1643066 0.097743095 9.02E-05 88.24366185WLDTQVVLAMPYDTPVPGYK 14 21361370 2xTMT6plex [N-Term; K20]; 1xOxidation [M10] 0.634 0.574 0.678 5.460173607 65.6 0 2767.478096 3 923.1643066 0.097743095 9.02E-05 88.24366185
EPDCFKDIVNMLMHHDR 16 21361370 2xTMT6plex [N-Term; K6]; 1xCarbamidomethyl [C4] 0.835 1.021 0.792 5.475953102 29.79 1 2615.293289 5 523.8647461 0.510412639 0.000266976 90.29589375HLDHVAALFPGDVDR 10 21361370 1xTMT6plex [N-Term] 0.6 0.552 0.6 4.315525055 46.03 0 1891.002361 2 946.0019531 -3.030969245 -0.002865785 48.56221041DYFFALAHTVR 14 21361370 1xTMT6plex [N-Term] 0.692 0.702 4.891388893 46.81 0 1568.842279 3 523.6187134 -0.441123554 -0.000230684 68.49660558HLEIIYAINQR 6 21361370 1xTMT6plex [N-Term] 0.559 0.665 0.522 4.272062302 36.12 0 1598.921592 3 533.6461792 1.496325817 0.000797503 55.78509964IGEEFLTDLSQLKK 11 21361370 3xTMT6plex [N-Term; K13; K14] 0.77 0.907 0.956 4.679862022 28.68 1 2308.37311 3 770.1289673 -0.329697365 -0.000253688 96.88954282INPSSMFDVHVK 6 21361370 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 0.631 0.556 0.631 4.021891594 44.76 0 1848.008976 3 611.342041 -1.359827513 -0.000830408 67.06030806DIVNMLMHHDR 10 21361370 1xTMT6plex [N-Term] 0.487 0.553 0.507 3.930184603 27.41 0 1609.814032 4 403.2087402 -0.559674895 -0.000225243 54.84592129VAIQLNDTHPALSIPELMR 6 21361370 1xTMT6plex [N-Term]; 1xOxidation [M18] 0.77 0.548 0.549 3.816251278 36.25 0 2363.295432 3 783.1040039 -1.302922752 -0.00101945 83.96019421ARPEYMLPVHFYGR 8 21361370 1xTMT6plex [N-Term] 0.918 0.845 1.057 5.889688969 22.37 0 1965.036638 4 492.0144958 -0.246693396 -0.00012119 56.209446VEDVEALDR 13 21361370 1xTMT6plex [N-Term] 0.571 0.61 0.778 3.929203987 52.49 0 1274.678962 2 637.8422852 -1.308492217 -0.000833954 40.55674699DFYELEPEK 14 21361370 2xTMT6plex [N-Term; K9] 0.56 0.534 0.531 3.652766228 29.13 0 1627.86196 2 814.4342651 -0.434107178 -0.000353333 54.77282507

TCFETFPDK 17 21361370 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.627 0.69 0.666 3.155286551 45.82 0 1602.823801 2 801.9146729 -1.080565982 -0.000865978 50.57422354
MSVIEEGDCK 5 21361370 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 0.991 0.674 0.536 3.962116241 28.61 0 1625.8279 2 813.418396 0.993513635 0.000807641 43.2058501
YEFGIFNQK 16 21361370 2xTMT6plex [N-Term; K9] 0.708 0.825 0.738 3.642298698 36.93 0 1603.88845 3 535.3006592 -0.639465256 -0.000341877 67.73261759ARPEYMLPVHFYGR 4 21361370 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.917 0.544 3.172900915 12.35 0 1981.031553 4 492.0144958 -0.246693396 -0.00012119 56.209446VEHTPDGVK 10 21361370 2xTMT6plex [N-Term; K9] 0.524 0.591 0.566 3.786332369 29.57 0 1439.82585 2 720.4158325 -1.014887278 -0.00073063 25.60509299AAPGYHMAK 4 21361370 2xTMT6plex [N-Term; K9] 0.848 0.79 3.60351491 42.58 0 1403.786962 3 468.6002197 -0.609729493 -0.00028531 27.18463881TQQHYYER 8 21361370 1xTMT6plex [N-Term] 0.623 0.637 0.625 4.107024193 34.93 0 1353.674879 3 451.8962402 -0.525869901 -0.000237286 15.67861414EYYDHLPELK 6 21361370 2xTMT6plex [N-Term; K10] 0.437 0.539 0.511 3.100607634 24.79 0 1764.957258 3 588.9899902 -1.042629711 -0.000613399 53.16541784VIFLENYR 12 21361370 1xTMT6plex [N-Term] 0.894 0.909 0.844 2.972141504 45.02 0 1282.735689 2 641.8705444 -1.46286786 -0.000938236 62.13172658WPVSMFEK 2 21361370 2xTMT6plex [N-Term; K8] 0.604 2.045029402 28.87 0 1481.822679 2 741.4144897 -0.658491617 -0.000487884 83.20536591

MSVIEEGDCKR 5 21361370 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.123 1.249 1.221 3.45760107 2.45 1 1781.929011 3 594.6481323 0.467287221 0.000277558 36.62208033NLAENISR 8 21361370 1xTMT6plex [N-Term] 0.931 0.895 2.920730114 40.35 0 1145.647602 2 573.3268433 -1.040535118 -0.000596043 26.99835658IHSEIVK 16 21361370 2xTMT6plex [N-Term; K7] 0.589 0.637 0.548 3.723084211 28.39 0 1283.808743 3 428.6073303 -1.016851778 -0.000435148 31.01252275VEDVEALDRK 6 21361370 2xTMT6plex [N-Term; K10] 0.792 0.959 0.755 3.168470144 16.66 1 1631.936857 3 544.6506958 0.415207452 0.000225864 41.72623352FSAFLEK 7 21361370 2xTMT6plex [N-Term; K7] 0.606 0.572 0.691 2.897997379 34.18 0 1299.771295 2 650.3892212 -0.099461488 -6.46E-05 69.27268498ILVDVEK 6 21361370 2xTMT6plex [N-Term; K7] 0.706 0.607 0.623 2.996059895 23.6 0 1273.81316 2 637.4091797 -1.63058843 -0.001038532 59.33588834TVMIGGK 4 21361370 2xTMT6plex [N-Term; K7] 0.652 0.568 2.725766897 21.66 0 1163.722236 2 582.3648682 0.191874073 0.000111644 38.45033374TITEYAR 6 21361370 1xTMT6plex [N-Term] 0.908 0.971 0.909 2.520647287 30.44 0 1082.60434 2 541.8057861 -0.041191757 -2.23E-05 40.15425194NIACSGK 6 21361370 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.735 0.696 1.26 2.730307341 25.44 0 1207.686914 2 604.3467407 -0.587060007 -0.000354492 23.46122168
YGNPWEK 6 21361370 2xTMT6plex [N-Term; K7] 0.884 0.761 0.798 2.864081621 15.91 0 1351.741058 2 676.3731079 -1.567104643 -0.00105916 45.23552708AAPGYHMAK 2 21361370 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.131 1.493713498 8.3 0 1419.781877 3 468.6002197 -0.609729493 -0.00028531 27.184638814885165 CSTA cystatin-A 1475 NP_005204.1 75.51020408 1 6 6 44 98 11 5.5 0.64 0.64 0.65 0.64 Significant 0.0000268 TQVVAGTNYYIK 4 4885165 2xTMT6plex [N-Term; K12] 0.683 0.806 4.197575569 61.58 0 1815.041656 2 908.0238647 -0.662837576 -0.000601539 52.58904349SLPGQNEDLVLTGYQVDK 12 4885165 2xTMT6plex [N-Term; K18] 0.525 0.51 0.486 5.690067291 57.65 0 2434.322975 2 1217.66687 1.432938197 0.001744117 67.30043876MIPGGLSEAKPATPEIQEIVDK 10 4885165 3xTMT6plex [N-Term; K10; K22] 0.881 0.762 0.77 5.421609879 19.25 0 3010.71017 4 753.4306641 -3.103420613 -0.002335875 81.59156913VKPQLEEK 6 4885165 3xTMT6plex [N-Term; K2; K8] 0.689 0.687 3.293040991 3.4 0 1658.045568 3 553.3538818 0.91913506 0.000507989 38.44396917LEAVQYK 6 4885165 2xTMT6plex [N-Term; K7] 0.596 0.64 0.735 2.95952177 32.55 0 1308.792759 2 654.8995972 -0.642587649 -0.000420507 46.00166868TNETYGK 6 4885165 2xTMT6plex [N-Term; K7] 0.618 0.78 0.756 2.917048454 17.55 0 1270.704338 2 635.8555908 -0.340448492 -0.000216305 20.745060885802976 ADIRF adipogenesis regulatory factor 10974 NP_006820.1 78.94736842 1 4 4 32 76 7.85 5.31 0.79 0.77 0.75 0.77 Significant 0.000225 QQVEGTAQEAVSAAGAAAQQVVDQATEAGQK 14 5802976 2xTMT6plex [N-Term; K31] 1.002 0.786 0.872 7.51375246 81.44 0 3499.802888 3 1167.271973 -0.435187723 -0.00050769 91.35240979TANQASDTFSGIGK 4 5802976 2xTMT6plex [N-Term; K14] 0.775 0.734 4.202992916 48.35 0 1854.996162 3 619.0029907 -0.939792797 -0.000581104 43.3314052TTQETIDK 12 5802976 2xTMT6plex [N-Term; K8] 0.768 0.751 0.736 3.146155119 48.6 0 1393.793881 2 697.4003296 -0.357484933 -0.00024913 25.30391614AMDQLAK 2 5802976 2xTMT6plex [N-Term; K7]; 1xOxidation [M2] 0.792 1.688635945 19.64 0 1250.71788 2 625.8626099 0.050736112 3.17E-05 25.0512305319311006 PPP1R14C protein phosphatase 1 regulatory subunit 14C 81706 NP_112211.1 23.03030303 1 2 2 16 165 17.832 5.16 0.65 0.72 0.76 0.71 Significant 0.00204 EDSAPVATAAAAGQVQQQQQR 10 19311006 1xTMT6plex [N-Term] 0.631 0.682 0.876 6.508953094 65.9 0 2383.216329 3 795.076416 -0.685864352 -0.000544854 33.01936259

LQEALVDCYKPTEEFIK 6 19311006 3xTMT6plex [N-Term; K10; K17]; 1xCarbamidomethyl [C8] 0.684 1.231 0.703 5.031150341 22.31 0 2770.530415 3 924.1813965 -0.281121936 -0.000259619 77.95438989
68509914 CYBA cytochrome b-245 light chain 1535 NP_000092.2 12.82051282 1 2 2 6 195 20.999 9.54 1.76 2.5 2.13 Non-Significant #N/A ERPQIGGTIK 2 68509914 2xTMT6plex [N-Term; K10] 1.452 2.468992233 9.11 0 1556.952447 3 519.6557617 0.182906196 9.49E-05 33.28497267QPPSNPPPRPPAEAR 4 68509914 1xTMT6plex [N-Term] 2.823 2.499 3.839573622 5.59 0 1840.002696 3 614.005127 -1.015194505 -0.000622654 21.592999414507509 TIMP1 metalloproteinase inhibitor 1 precursor 7076 NP_003245.1 14.00966184 1 2 2 6 207 23.156 8.1 3.58 2.58 3.08 Non-Significant #N/A

TYTVGCEECTVFPCLSIPCK 2 4507509 2xTMT6plex [N-Term; K20]; 4xCarbamidomethyl [C6; C9; C14; C19] 2.691 3.479124308 13.47 0 2879.385201 3 960.4654541 -1.177979005 -0.001130618 81.92824184
SEEFLIAGK 4 4507509 2xTMT6plex [N-Term; K9] 3.582 2.357 3.589719296 22.53 0 1451.851002 2 726.4287109 -0.589967565 -0.000428272 55.83410145251831109 COX1 cytochrome c oxidase subunit I 4512 YP_003024028.1 6.04288499 1 1 1 10 513 57.003 6.7 1.72 2.24 100 34.65 Non-Significant 0.4

VLMVEEPSMNLEWLYGCPPPYHTFEEPVYMK 10 251831109 2xTMT6plex [N-Term; K31]; 1xCarbamidomethyl [C17] 1.717 2.244 100 6.964262962 43.5 0 4244.06571 4 1061.77356 1.578359457 0.001674665 106.6957008
4759082 SDPR serum deprivation-response protein 8436 NP_004648.1 4 1 1 1 4 425 47.145 5.21 0.22 0.17 0.19 Non-Significant #N/A VLIFQEENEIPASVFVK 4 4759082 2xTMT6plex [N-Term; K17] 0.216 0.168 4.380719662 42.38 0 2420.384119 3 807.4644165 -2.240511429 -0.001807633 99.11309962

767894293 LOC101060458 peptidyl-prolyl cis-trans isomerase A-like isoform X1 101060458 XP_003960579.2 11.76470588 1 1 3 52 187 20.858 7.08 2.21 2.23 2.22 Non-Significant #N/A
SIYGEKFDDENFILK 4 767894293 3xTMT6plex [N-Term; K6; K15] 2.207 2.234 4.262767315 7.23 1 2505.384403 3 835.795105 -5.444621025 -0.004546956 74.51576277FDDENFILK 18 767894293 2xTMT6plex [N-Term; K9] 1.037 1.026 1.092 3.69706893 44.6 0 1598.88303 2 799.9440918 -1.32791218 -0.001061588 69.1332499ALSTGEK 30 767894293 2xTMT6plex [N-Term; K7] 0.987 1.094 1.046 2.74562192 37.95 0 1163.703609 2 582.3562622 1.407913535 0.000819197 24.642919785174693 SPRR2A small proline-rich protein 2A 6700 NP_005979.1 61.11111111 1 3 3 8 72 7.96 8.43 0.21 0.09 0.15 Non-Significant #N/A
YPPVTPSPPCQSK 2 5174693 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 0.063 3.43883729 39.6 0 1916.035191 2 958.5210571 -0.184240973 -0.000176506 45.01248036
QPCQPPPVCPTPK 4 5174693 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C3; C9] 0.239 0.158 2.517573833 27.06 0 1964.049795 2 982.5281372 -0.405990693 -0.000398693 38.71273872

CPEPCPPPK 2 5174693 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C1; C5] 0.205 2.723303556 21.04 0 1539.806377 2 770.4090576 2.897373619 0.002230697 29.615288384758906 SERPINB9 serpin B9 5272 NP_004146.1 5.319148936 1 1 2 18 376 42.376 5.86 0.75 0.74 0.74 Non-Significant #N/A LVLVNAIYFK 14 4758906 2xTMT6plex [N-Term; K10] 0.938 0.96 0.96 4.615301132 51.69 0 1638.039471 2 819.5224609 -1.114750305 -0.000913002 96.27050862
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AQLLELPYAR 4 4758906 1xTMT6plex [N-Term] 0.745 0.739 2.925200701 26.29 0 1402.825566 2 701.9150391 -1.970861571 -0.001382387 64.8173911162865614 TAF9 transcription initiation factor TFIID subunit 9 6880 NP_001015892.1 15.15151515 1 3 3 8 264 28.956 8.66 1.31 1.52 1.41 Non-Significant #N/A ASIPATSAVQNVLINPSLIGSK 4 62865614 2xTMT6plex [N-Term; K22] 1.82 1.374 7.365056992 65.92 0 2638.554372 3 880.1903076 0.756998447 0.000665794 89.84528155DFLLDIAR 2 62865614 1xTMT6plex [N-Term] 0.838 2.739949703 26.79 0 1191.69349 2 596.3515625 1.979376426 0.001179405 78.2639467DMGITEYEPR 2 62865614 1xTMT6plex [N-Term] 2.055 2.790104866 24.96 0 1439.703796 2 720.355957 0.584378886 0.000420666 42.06263747226528280 SCOC short coiled-coil protein isoform 1 60592 NP_001146956.1 28.93081761 1 2 2 4 159 18.034 8.85 0.11 0.01 0.06 Non-Significant #N/A LINQVLELQHTLEDLSAR 3 226528280 1xTMT6plex [N-Term] 0.114 0.01 3.543259859 4.94 0 2321.302625 3 774.4437866 6.109222093 0.004727118 111.8815768LKSENQVLGQYIENLMSASSVFQTTDTK 1 226528280 3xTMT6plex [N-Term; K2; K28] 1.760250092 1 3819.045316 3 1273.685791 -0.653543731 -0.000831971 112.061932338827742 LOC100129216 beta-defensin 131-like precursor 100129216 NP_001229782.1 11.42857143 1 1 1 4 70 8.15 8.02 0.33 0.01 0.17 Non-Significant #N/A IIQIDGQK 4 338827742 2xTMT6plex [N-Term; K8] 0.328 0.01 2.558409214 21.47 0 1372.856422 2 686.9318237 -0.03695147 -2.54E-05 56.6062387428076869 SERPINB4 serpin B4 isoform 1 6318 NP_002965.1 10.25641026 1 1 3 7 390 44.825 6.21 0.26 0.26 0.26 Non-Significant #N/A TYQFLQEYLDAIK 4 28076869 2xTMT6plex [N-Term; K13] 0.261 0.26 3.788875818 36.23 0 2090.157414 3 697.3908691 0.306346245 0.000213437 103.8762707STDAYELK 2 28076869 2xTMT6plex [N-Term; K8] 0.337 3.164288044 24.96 0 1384.772417 2 692.8884888 -1.961485443 -0.001358105 45.90777719
GKDLSMIVLLPNEIDGLQK 1 28076869 3xTMT6plex [N-Term; K2; K19]; 1xOxidation [M6] 0.406 2.845627785 1 2786.630464 3 929.5465088 -1.970262252 -0.001830131 85.55759452

4759282 UBE2L6 ubiquitin/ISG15-conjugating enzyme E2 L6 isoform 1 9246 NP_004214.1 26.14379085 1 3 3 45 153 17.757 7.88 0.48 0.48 0.47 0.48 Significant 0.0000489
TCQVLEALNVLVNRPNIR 10 4759282 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.54 0.738 0.782 5.869837284 18.14 0 2338.32265 3 780.1134033 1.286029085 0.001002384 92.81977596MDLADLLTQNPELFR 2 4759282 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.405 3.933902979 39.32 0 2021.057493 2 1003.033508 -1.415486214 -0.001419069 101.2282131MDLADLLTQNPELFR 24 4759282 1xTMT6plex [N-Term] 0.477 0.45 0.468 5.130366802 63.24 0 2005.062578 2 1003.033508 -1.415486214 -0.001419069 101.2282131ELEDLQK 9 4759282 2xTMT6plex [N-Term; K7] 0.465 0.523 0.456 3.239311934 33.27 0 1332.777503 2 666.8929443 0.832488448 0.000554761 44.471833627894330 IL1A interleukin-1 alpha precursor 3552 NP_000566.3 42.06642066 1 9 9 48 271 30.587 5.2 1.33 1.31 1.25 1.3 Significant 0.000343 TITGSETNLLFFWETHGTK 4 27894330 2xTMT6plex [N-Term; K19] 1.24 1.031 6.045424461 41.39 0 2640.407374 3 880.803833 -3.949355189 -0.003475969 90.96003945ANDQYLTAAALHNLDEAVK 4 27894330 2xTMT6plex [N-Term; K19] 1.154 0.987 5.562511921 46.45 0 2515.355672 3 839.1231079 -0.358593236 -0.000300663 75.03332689NYFTSVAHPNLFIATK 6 27894330 2xTMT6plex [N-Term; K16] 1.671 1.764 1.389 4.958750725 37.38 0 2281.274509 3 761.0952759 -1.418007026 -0.001078288 75.87391195YEFILNDALNQSIIR 6 27894330 1xTMT6plex [N-Term] 1.523 1.59 1.434 5.506496906 54.31 0 2038.117057 3 680.0435181 -0.517909792 -0.000351854 91.02830327SAPFSFLSNVK 12 27894330 2xTMT6plex [N-Term; K11] 1.473 1.224 1.319 4.833955765 52.52 0 1654.956864 2 827.9810791 -1.1977393 -0.000991103 79.75250792TQLYVTAQDEDQPVLLK 6 27894330 2xTMT6plex [N-Term; K17] 1.098 1.33 1.362 4.38537693 47.95 0 2419.348462 3 807.1199341 -1.327991381 -0.001070958 66.92456986IIKYEFILNDALNQSIIR 2 27894330 2xTMT6plex [N-Term; K3] 0.672 3.004503012 5.35 1 2621.543079 3 874.5196533 0.506335733 0.00044246 103.9345184FDMGAYK 4 27894330 2xTMT6plex [N-Term; K7] 1.237 1.079 2.470104694 28.2 0 1289.696416 2 645.3508301 -1.575583002 -0.001016012 50.20381895EMPEIPK 4 27894330 2xTMT6plex [N-Term; K7] 1.288 1.298 2.51903677 21.86 0 1301.75393 2 651.3800049 -0.919724033 -0.000598627 50.553375914506265 PTGS2 prostaglandin G/H synthase 2 precursor 5743 NP_000954.1 1.821192053 1 1 1 3 604 68.952 7.39 0.98 1.46 1.22 Non-Significant #N/A LKFDPELLFNK 3 4506265 3xTMT6plex [N-Term; K2; K11] 0.977 1.464 3.419128656 6 1 2051.25081 3 684.4210205 -1.122060038 -0.000767209 92.67700323148277071 TXNRD1 thioredoxin reductase 1, cytoplasmic isoform 3 7296 NP_001087240.1 48.69029276 1 23 24 280 649 70.862 7.39 1.37 1.35 1.38 1.36 Significant 0.0000416 VELTPVAIQAGR 8 148277071 1xTMT6plex [N-Term] 0.955 1.076 0.773 3.922767401 34.64 0 1482.884144 2 741.9446411 -1.44186142 -0.001069057 54.83449431EYCISSDDLFSLPYCPGK 6 148277071 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C3; C15] 1.257 1.935 1.28 4.164169312 54.31 0 2609.266783 3 870.4264526 -0.758209109 -0.000659457 82.61716266

KVVYENAYGQFIGPHR 10 148277071 2xTMT6plex [N-Term; K1] 1.837 1.529 1.313 7.333556652 37.79 1 2336.291556 4 584.8276367 -1.215295665 -0.000709821 48.58773185VVGFHVLGPNAGEVTQGFAAALK 30 148277071 2xTMT6plex [N-Term; K23] 1.492 1.391 1.416 7.521420956 87.26 0 2740.555041 3 914.1880493 -1.987283853 -0.00181542 89.19251972VMVLDFVTPTPLGTR 10 148277071 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.068 2.227 1.176 3.926871777 28.74 0 1891.056037 3 625.6921387 0.395243449 0.000247035 93.72145005VMVLDFVTPTPLGTR 36 148277071 1xTMT6plex [N-Term] 1.204 1.397 1.281 4.425623417 62.73 0 1875.061122 3 625.6921387 0.395243449 0.000247035 93.72145005SYDYDLIIIGGGSGGLAAAK 2 148277071 2xTMT6plex [N-Term; K20] 1.181 4.692342281 44.33 0 2399.322247 3 800.4467163 1.395613193 0.001116175 82.19819348
WGLGGTCVNVGCIPK 22 148277071 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C7; C12] 1.432 1.484 1.565 4.755776405 62.36 0 2076.113458 2 1038.556396 -3.825258788 -0.003970836 72.47262898

CDYENVPTTVFTPLEYGACGLSEEK 4 148277071 2xTMT6plex [N-Term; K25]; 2xCarbamidomethyl [C1; C19] 1.535 1.205 4.499517441 39.07 0 3337.600866 3 1113.202637 -2.249928632 -0.002503121 86.46385124
QLDSTIGIHPVCAEVFTTLSVTK 2 148277071 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C12] 1.177 5.078558922 50.69 0 2974.632365 3 992.2134399 -2.218134873 -0.002199379 86.38675527

VVAQSTNSEEIIEGEYNTVMLAIGR 37 148277071 1xTMT6plex [N-Term] 1.469 0.994 1.367 8.383446693 107.06 0 2952.518567 3 984.8441772 -0.199416771 -0.000196261 101.2380191MIEAVQNHIGSLNWGYR 10 148277071 1xTMT6plex [N-Term] 1.304 1.488 1.619 5.717898369 38.52 0 2217.143622 3 739.718689 -0.951095566 -0.000702905 71.33231216LMHQAALLGQALQDSR 2 148277071 1xTMT6plex [N-Term] 1.416 4.930859089 38.48 0 1981.085045 3 661.0324707 -1.10346632 -0.000728687 70.02265575VVYENAYGQFIGPHR 6 148277071 1xTMT6plex [N-Term] 1.679 1.334 1.268 5.782915592 61.57 0 1979.033661 3 660.3499146 0.772640897 0.000509694 54.63906499KVMVLDFVTPTPLGTR 6 148277071 2xTMT6plex [N-Term; K1] 2.238 1.553 1.914 5.755589485 20.5 1 2232.319017 3 744.7772217 -0.853296918 -0.000634944 82.85280367KLMHQAALLGQALQDSR 12 148277071 2xTMT6plex [N-Term; K1] 1.404 1.817 1.944 6.704922676 45.68 1 2338.34294 4 585.3386841 -4.290829931 -0.002508358 63.97472251LMHQAALLGQALQDSR 6 148277071 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.186 1.172 1.182 4.473194599 36.02 0 1997.07996 3 661.0324707 -1.10346632 -0.000728687 70.02265575KIGLETVGVK 6 148277071 3xTMT6plex [N-Term; K1; K10] 1.49 1.223 4.279027462 41.28 1 1731.134718 2 866.0687256 -2.624329625 -0.002271534 63.14075419IGEHMEEHGIK 12 148277071 2xTMT6plex [N-Term; K11] 1.26 1.222 1.244 4.386258602 30.24 0 1737.935811 4 435.2385864 -1.895867991 -0.000823724 44.15718213QFVPIKVEQIEAGTPGR 4 148277071 2xTMT6plex [N-Term; K6] 1.481 1.171 4.009731293 14.18 1 2327.348737 3 776.4525146 -2.468927237 -0.001915352 67.34829391VEQIEAGTPGR 6 148277071 1xTMT6plex [N-Term] 1.263 1.219 1.322 3.219586849 68.58 0 1385.758609 2 693.3826904 -0.364154783 -0.000252315 31.2728887GFDQDMANK 6 148277071 2xTMT6plex [N-Term; K9] 1.708 1.165 1.598 3.264765978 39.69 0 1483.761535 2 742.3847656 0.485098166 0.000359885 36.4565209FLIATGERPR 16 148277071 1xTMT6plex [N-Term] 1.5 1.47 1.302 4.530563354 26.84 0 1388.82115 3 463.6116638 -0.512243727 -0.000237138 45.87075749IGLETVGVK 6 148277071 2xTMT6plex [N-Term; K9] 1.131 1.051 3.308089972 35.69 0 1373.876823 2 687.4413452 -1.025456059 -0.000704425 58.56198179LYAGSTVK 8 148277071 2xTMT6plex [N-Term; K8] 1.388 1.371 1.48 3.110062599 34.92 0 1296.792759 2 648.9001465 0.198658381 0.000128809 36.96319417GFDQDMANK 2 148277071 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.808 1.215669632 30.27 0 1499.75645 2 742.3847656 0.485098166 0.000359885 36.4565209IGEHMEEHGIK 4 148277071 2xTMT6plex [N-Term; K11]; 1xOxidation [M5] 1.317 1.173 2.10102725 2.62 0 1753.930726 4 435.2385864 -1.895867991 -0.000823724 44.15718213IPVTDEEQTNVPYIYAIGDILEDKVELTPVAIQAGR 1 148277071 2xTMT6plex [N-Term; K24] 100 1.265815973 1.53 1 4428.395418 4 1107.851318 -2.703921256 -0.002993508 112.6257319157388957 SLFN11 schlafen family member 11 91607 NP_001098057.1 3.662597114 1 1 3 18 901 102.77 7.77 100 2.07 51.04 Non-Significant #N/A EQDAEGQDYCTR 4 157388957 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 100 2.071 4.29591608 61.98 0 1700.738344 2 850.8721313 -0.798332496 -0.000678877 17.71762189ELFVHGLPGSGK 10 157388957 2xTMT6plex [N-Term; K12] 0.935 0.948 1.147 4.208323002 27.17 0 1698.994312 3 567.0039673 1.787348814 0.001012232 54.63356865TEDGDWYGK 4 157388957 2xTMT6plex [N-Term; K9] 0.857 1.024 0.758 3.3598423 12.72 0 1528.768394 2 764.8889771 1.493458114 0.001141576 39.88283841
815890946 TGFA protransforming growth factor alpha isoform 3 precursor 7039 NP_001295087.1 6.024096386 1 1 1 4 166 17.778 7.53 2.1 2.16 2.13 Non-Significant #N/A

TACCHSETVV 4 815890946 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C4] 2.104 2.163 1.876276851 19.27 0 1392.644902 2 696.8249512 -1.634268899 -0.001137978 20.6729984
154759421 PRMT1 protein arginine N-methyltransferase 1 isoform 1 3276 NP_001527.3 60.10781671 1 22 22 269 371 42.434 5.35 1.46 1.44 1.37 1.42 Significant 0.000367

KVIGIECSSISDYAVK 12 154759421 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C7] 1.568 1.239 1.458 7.636525631 58.9 1 2456.403758 3 819.4732056 0.531398478 0.00043511 61.63162574
QLVTNACLIK 10 154759421 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.473 1.355 1.603 4.660323143 63.48 0 1617.976219 2 809.4900513 -2.09733054 -0.001696715 56.15728966

DVAIKEPLVDVVDPK 19 154759421 3xTMT6plex [N-Term; K5; K15] 1.506 1.54 4.955748081 26.99 1 2324.40441 3 775.4719849 -1.294288612 -0.001002817 75.03170021
GQLCELSCSTDYR 16 154759421 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C8] 1.795 1.581 1.706 4.742362499 57.95 0 1817.83595 2 909.4212646 -0.383430158 -0.000348507 38.9863165

VVLDVGSGTGILCMFAAK 22 154759421 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C13] 1.64 1.625 1.802 6.07253027 59.31 0 2296.280917 3 766.0968018 -2.20565634 -0.001688269 107.1474495
IHWWENVYGFDMSCIK 6 154759421 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 1.508 1.227 1.333 5.079362869 58.53 0 2543.261578 3 848.4241943 -1.395287932 -0.001182861 90.53563815

QTVFYMEDYLTVK 18 154759421 2xTMT6plex [N-Term; K13] 1.276 1.305 1.276 4.02263689 61.88 0 2095.118586 2 1048.06311 0.171137389 0.000179277 85.97217504
DKVVLDVGSGTGILCMFAAK 6 154759421 3xTMT6plex [N-Term; K2; K20]; 1xCarbamidomethyl [C15] 2 2.096 1.957 5.351857662 28.01 1 2768.565755 4 692.895813 -1.564949963 -0.001083167 97.96283596

GKVEEVELPVEK 12 154759421 3xTMT6plex [N-Term; K2; K12] 1.437 1.5 1.511 5.565361023 45.05 1 2043.230468 2 1022.117859 -0.992128198 -0.001013573 56.52967816
VEDLTFTSPFCLQVK 38 154759421 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 1.579 1.511 1.409 5.549333572 44.36 0 2242.219362 2 1121.613281 -0.034140281 -3.83E-05 93.85315952

DYYFDSYAHFGIHEEMLKDEVR 6 154759421 2xTMT6plex [N-Term; K18] 1.551 1.213 1.286 7.321097851 27.64 1 3222.560656 5 645.3184204 0.726000542 0.000467916 67.31166171
VIGIECSSISDYAVK 17 154759421 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.282 1.255 1.164 5.331609726 54.22 0 2099.145863 2 1050.074463 -2.007482578 -0.002106999 68.6479113

TGFSTSPESPYTHWK 12 154759421 2xTMT6plex [N-Term; K15] 1.287 1.238 1.276 6.031986237 31.81 0 2183.11734 3 728.3787842 2.04266577 0.00148646 60.2198236DKWLAPDGLIFPDR 8 154759421 2xTMT6plex [N-Term; K2] 2.164 2.298 1.93 6.073657513 38.13 1 2101.184632 3 701.0653076 -1.552499665 -0.001087363 77.56932258VEEVELPVEK 10 154759421 2xTMT6plex [N-Term; K10] 0.983 1.108 0.935 3.918540478 41.33 0 1628.95111 2 814.9798584 0.81679976 0.000665263 58.42826005ATLYVTAIEDR 4 154759421 1xTMT6plex [N-Term] 1.046 1.115 4.13676548 42.18 0 1480.820875 2 740.9146729 0.806541254 0.000597172 113.6850833ANKLDHVVTIIK 12 154759421 3xTMT6plex [N-Term; K3; K12] 1.723 1.578 1.634 4.548318863 21.97 1 2038.299157 3 680.1040649 -0.743500176 -0.000505159 61.76699642EPLVDVVDPK 11 154759421 2xTMT6plex [N-Term; K10] 1.002 1.012 0.949 3.427088737 53.7 0 1568.92998 2 784.9667358 -2.412644516 -0.001892635 61.16450201LDHVVTIIK 10 154759421 2xTMT6plex [N-Term; K9] 1.046 0.927 0.939 3.680043221 45.48 0 1495.961221 2 748.4834595 -1.055264445 -0.000789317 60.69680999EVDIYTVK 6 154759421 2xTMT6plex [N-Term; K8] 1.328 1.523 1.471 3.89324379 39.14 0 1424.840103 2 712.9226685 -1.433477296 -0.001021238 51.30202174WLAPDGLIFPDR 12 154759421 1xTMT6plex [N-Term] 1.17 1.287 1.117 4.210870266 34.7 0 1628.899794 2 814.9541016 0.695392684 0.000566363 84.37827717DLDFTIDLDFK 2 154759421 2xTMT6plex [N-Term; K11] 0.913 1.973262191 8.7 0 1799.983138 2 900.4942627 -1.049581707 -0.000944615 95.164660231542331 CYR61 protein CYR61 precursor 3491 NP_001545.2 17.84776903 1 7 7 30 381 41.998 8.21 1.18 1.17 1.15 1.17 Significant 0.0000571
ICEVRPCGQPVYSSLK 6 31542331 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C2; C7] 0.746 1.596 0.996 5.776237011 31.05 0 2351.261579 3 784.4251709 -0.263349979 -0.000206402 60.73262305

FTYAGCLSVK 4 31542331 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.811 0.905 4.425343513 37.46 0 1603.891821 2 802.4493408 -0.259387428 -0.000208015 60.45900719
YCGSCVDGR 6 31542331 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C5] 100 100 0.284 3.77338624 44.62 0 1302.576822 2 651.791687 -0.556417518 -0.000362388 19.173984
VTNDNPECR 4 31542331 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.896 0.978 3.813551188 36.39 0 1333.63678 2 667.3218384 -0.284471899 -0.000189691 16.77900255NNELIAVGK 2 31542331 2xTMT6plex [N-Term; K9] 1.25 3.357338905 36.48 0 1415.862235 2 708.4349976 0.341344783 0.000241649 47.98125048LFNDIHK 6 31542331 2xTMT6plex [N-Term; K7] 1.275 1.279 1.411 2.571609735 20.9 0 1344.803992 3 448.9391785 -0.751023655 -0.00033666 46.94291913
QLNEDCSK 2 31542331 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 2.409 1.907307982 10.95 0 1451.75645 2 726.3815308 -0.4579739 -0.000332433 22.62030636

16933542 FN1 fibronectin isoform 3 preproprotein 2335 NP_002017.1 30.95541401 1 49 49 357 2355 259.063 5.73 1.6 1.64 1.71 1.65 Significant 0.000379
WCGTTQNYDADQK 4 16933542 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 2.301 1.537 4.214760303 52.28 0 2044.97986 2 1022.992126 -1.4103759 -0.001442095 37.62623541

ITYGETGGNSPVQEFTVPGSK 16 16933542 2xTMT6plex [N-Term; K21] 1.204 1.458 1.517 5.811079502 69.32 0 2626.376467 3 876.130249 -0.104173827 -9.12E-05 64.11078851TDELPQLVTLPHPNLHGPEILDVPSTVQK 4 16933542 2xTMT6plex [N-Term; K29] 1.408 1.347 6.371514797 12.13 0 3646.025618 4 912.2624512 0.646522473 0.000589309 88.46743022VTIMWTPPESAVTGYR 8 16933542 1xTMT6plex [N-Term] 1.37 1.929 1.477 4.456698418 32.31 0 2037.067664 2 1019.037598 0.125264617 0.000127586 75.48532111VDVIPVNLPGEHGQR 6 16933542 1xTMT6plex [N-Term] 2.055 1.879 1.762 4.50499773 37.84 0 1859.033661 3 620.3494263 0.034554831 2.14E-05 59.43949395VPGTSTSATLTGLTR 10 16933542 1xTMT6plex [N-Term] 1.915 1.791 1.431 5.101750851 67.64 0 1690.95368 2 845.9804077 -0.083308203 -7.04E-05 47.62063676GLAFTDVDVDSIK 12 16933542 2xTMT6plex [N-Term; K13] 2.046 1.978 2.148 4.853031635 77.3 0 1838.031151 2 919.5179443 -1.38122149 -0.001269364 70.51150829GEWTCIAYSQLR 4 16933542 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.458 1.007 3.448741436 40.9 0 1712.862757 2 856.9346313 -0.449840295 -0.000385257 60.01024063EINLAPDSSSVVVSGLMVATK 12 16933542 2xTMT6plex [N-Term; K21] 2.055 1.778 2.144 5.132632256 56.95 0 2575.44171 3 859.1519165 -0.199572865 -0.000171329 91.02558146TEIDKPSQMQVTDVQDNSISVK 6 16933542 3xTMT6plex [N-Term; K5; K22] 1.901 2.083 1.383 5.153637886 27.87 0 3149.696704 3 1050.57019 -0.217945092 -0.00022882 56.32765544NLQPASEYTVSLVAIK 10 16933542 2xTMT6plex [N-Term; K16] 2.619 1.73 1.899 4.558293343 68.63 0 2191.273841 2 1096.140015 -0.496438695 -0.000543917 77.90234167FTQVTPTSLSAQWTPPNVQLTGYR 12 16933542 1xTMT6plex [N-Term] 1.663 1.518 1.691 6.842907906 44.15 0 2921.535872 3 974.5170288 0.226167266 0.000220252 82.82451823FLATTPNSLLVSWQPPR 6 16933542 1xTMT6plex [N-Term] 1.464 2.098 1.613 6.348725796 54.25 0 2156.20654 3 719.4064941 -0.747163175 -0.000537013 93.14105785DDKESVPISDTIIPAVPPPTDLR 6 16933542 2xTMT6plex [N-Term; K3] 1.487 1.519 100 6.553828716 29.3 1 2933.623574 3 978.5472412 1.225983062 0.001198858 75.54590977
FGFCPMAAHEEICTTNEGVMYR 4 16933542 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C13] 100 5.234344482 36.48 0 2849.271678 3 950.4268799 -1.962481011 -0.001863881 65.63200279

SYTITGLQPGTDYK 16 16933542 2xTMT6plex [N-Term; K14] 1.473 1.562 1.373 4.629052639 42.29 0 2002.089728 2 1001.546936 -1.564749893 -0.001566385 63.595206NTFAEVTGLSPGVTYYFK 8 16933542 2xTMT6plex [N-Term; K18] 1.666 1.552 1.671 5.273005962 54.09 0 2452.316434 3 818.1092529 -1.316298702 -0.001075994 88.2891173ESKPLTAQQTTK 8 16933542 3xTMT6plex [N-Term; K3; K12] 1.59 1.521 1.978 4.553073883 19.73 0 2019.205316 3 673.7389526 -1.491438151 -0.00100384 31.37524221RPGGEPSPEGTTGQSYNQYSQR 4 16933542 1xTMT6plex [N-Term] 100 1.309 7.088273525 42.1 0 2625.249086 3 875.7536011 -1.080266006 -0.000945322 21.92931263DLEVVAATPTSLLISWDAPAVTVR 6 16933542 1xTMT6plex [N-Term] 100 100 6.073560715 43.17 0 2753.528662 3 918.5133057 -1.197764112 -0.001099359 108.764077VTWAPPPSIDLTNFLVR 36 16933542 1xTMT6plex [N-Term] 1.579 1.662 1.828 5.170049191 55.38 0 2155.211291 2 1078.105591 -3.427143967 -0.00369311 105.7457509QDGHLWCSTTSNYEQDQK 6 16933542 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C7] 1.337 1.229 1.621 4.181697369 29.23 0 2655.25095 3 885.755188 0.023001534 2.04E-05 39.14611534
DSMIWDCTCIGAGR 6 16933542 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C9] 2.204 1.995 8.694 4.002153873 32.77 0 1870.84474 2 935.9240112 -2.135099175 -0.00199722 58.18874327

GATYNIIVEALKDQQR 6 16933542 2xTMT6plex [N-Term; K12] 2.204 2.058 1.013 6.05521822 38.38 1 2277.296701 3 759.7701416 -0.364298298 -0.000276538 83.15492839VEYELSEEGDEPQYLDLPSTATSVNIPDLLPGR 5 16933542 1xTMT6plex [N-Term] 3.564230919 52.96 0 3875.927589 3 1292.645142 -1.733243245 -0.002239308 97.27593765
LLCQCLGFGSGHFR 2 16933542 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C5] 3.145 4.968664169 32.52 0 1880.946109 3 627.65271 -1.346517678 -0.000844242 69.40118173

SSPVVIDASTAIDAPSNLR 8 16933542 1xTMT6plex [N-Term] 1.817 1.427 1.942 7.130279541 60.49 0 2142.160378 3 714.7247314 -0.34388838 -0.000245555 63.70500278VVTPLSPPTNLHLEANPDTGVLTVSWER 9 16933542 1xTMT6plex [N-Term] 2.361 1.158 1.215 5.441957951 22.41 0 3271.752407 3 1091.253296 -2.161677843 -0.002357492 92.59355034EATIPGHLNSYTIK 6 16933542 2xTMT6plex [N-Term; K14] 1.074 1.785 2.275 3.915464401 30.05 0 2002.137347 3 668.0511475 0.770173342 0.000513998 49.22176429QYNVGPSVSK 6 16933542 2xTMT6plex [N-Term; K10] 1.879 1.451 1.974 3.934822321 46.99 0 1536.878613 2 768.9417114 -1.605369751 -0.001233629 35.10341532DLQFVEVTDVK 12 16933542 2xTMT6plex [N-Term; K11] 2.157 1.665 2.197 4.255781651 45.44 0 1750.999122 3 584.3363647 -2.616472881 -0.001527147 68.99963229VTIMWTPPESAVTGYR 6 16933542 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.29 1.725 3.851310492 21.06 0 2053.062579 2 1019.037598 0.125264617 0.000127586 75.48532111WSRPQAPITGYR 6 16933542 1xTMT6plex [N-Term] 1.578 1.062 0.916 3.636752605 17.94 0 1660.91209 3 554.3081055 -1.400810894 -0.000775541 41.18838864CDPHEATCYDDGK 4 16933542 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C1; C8] 1.442 2.398 3.579042435 32.94 0 2025.904647 3 675.9726563 -0.607856842 -0.000410487 21.71933477
TFYSCTTEGR 6 16933542 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.597 2.703 2.117 4.236886501 33.56 0 1450.683395 2 725.8445435 -1.092613276 -0.000792518 28.61976043YEVSVYALK 8 16933542 2xTMT6plex [N-Term; K9] 1.409 1.835 2.135 4.019606113 53.39 0 1529.897952 2 765.4519653 -0.848380727 -0.000648968 63.88924475TYHVGEQWQK 8 16933542 2xTMT6plex [N-Term; K10] 1.388 1.5 1.416 4.699482441 26.92 0 1733.937525 3 578.6481934 -4.324534054 -0.002499491 34.27336526HYQINQQWER 4 16933542 1xTMT6plex [N-Term] 1.486 1.278 3.673130989 32.7 0 1630.828754 3 544.28125 0.271438677 0.000147557 30.54514183IAWESPQGQVSR 4 16933542 1xTMT6plex [N-Term] 2.147 1.209 3.673054934 35.02 0 1586.848821 2 793.9277954 -0.319248867 -0.0002533 42.64532901IYLYTLNDNAR 2 16933542 1xTMT6plex [N-Term] 0.965 2.84943819 5.44 0 1584.858323 2 792.9324951 -0.384416459 -0.000304623 62.56875658YQCYCYGR 6 16933542 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C5] 3.192 1.729 1.337 3.146056652 22.89 0 1398.613208 2 699.8110962 1.221254599 0.000854031 25.54543626WLPSSSPVTGYR 6 16933542 1xTMT6plex [N-Term] 2.141 1.573 1.486 3.218338013 32.73 0 1578.847758 2 789.927063 -0.575637159 -0.000454422 57.80472783FTNIGPDTMR 3 16933542 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.508 1.936 2.62286067 29.22 0 1396.709216 2 690.8609009 0.162131885 0.000111929 48.74012957DAPIVNK 4 16933542 2xTMT6plex [N-Term; K7] 1.722 1.548 2.774791241 27.73 0 1214.750894 2 607.8789673 -0.194278258 -0.000118 34.65231868AQITGYR 2 16933542 1xTMT6plex [N-Term] 1.572 2.547053814 20.98 0 1037.59411 2 519.300354 -0.653976522 -0.000339281 37.91610068ATITGYR 6 16933542 1xTMT6plex [N-Term] 1.303 1.484 1.79 2.808836222 25.96 0 1010.583211 2 505.7949524 -0.576652014 -0.000291377 25.4360628IGDQWDK 2 16933542 2xTMT6plex [N-Term; K7] 1.588 2.322060585 21.92 0 1319.735972 2 660.3708496 -1.174114583 -0.000774761 42.49181936ITGYIIK 4 16933542 2xTMT6plex [N-Term; K7] 1.744 1.483 2.533899546 17.45 0 1265.823331 2 633.4152832 -0.032258649 -2.04E-05 61.69506274FTNIGPDTMR 2 16933542 1xTMT6plex [N-Term] 2.062 3.225661993 29.8 0 1380.714301 2 690.8609009 0.162131885 0.000111929 48.74012957LTVGLTR 6 16933542 1xTMT6plex [N-Term] 1.488 1.374 1.2 2.273316145 25.35 0 988.6352465 2 494.8212585 -0.006099475 -3.02E-06 40.29222418MSESGFK 4 16933542 2xTMT6plex [N-Term; K7] 1.094 0.978 1.530121088 7.2 0 1243.67568 2 622.3409424 -0.861924368 -0.000535977 49.43630611

4504011 GCLM glutamate--cysteine ligase regulatory subunit isoform 1 2730 NP_002052.1 22.62773723 1 5 5 24 274 30.708 6.02 1.82 1.62 1.82 1.75 Significant 0.00144 TLNEWSSQINPDLVR 6 4504011 1xTMT6plex [N-Term] 1.236 1.38 5.318856716 44.27 0 2001.06027 2 1001.03363 -0.142813196 -0.000142889 67.57573666EFPDVLECTVSHAVEK 8 4504011 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C8] 2.301 1.534 1.654 6.302505493 31.24 0 2318.210254 3 773.4055786 -3.481841279 -0.002690547 77.20277991
QFDIQLLTHNDPK 6 4504011 2xTMT6plex [N-Term; K13] 1.771 2.12 2.543 3.758110285 34.87 0 2027.132596 3 676.3817139 -0.990442579 -0.000669253 72.86889728IVAIGTSDLDK 2 4504011 2xTMT6plex [N-Term; K11] 1.333 3.889039993 55.83 0 1589.951444 2 795.4771729 -2.751616656 -0.002187468 62.77722478GYILQAK 2 4504011 2xTMT6plex [N-Term; K7] 1.607 2.17545867 15.86 0 1250.787279 2 625.8966675 -0.976288361 -0.000610565 59.2586015528866947 MT1F metallothionein-1F isoform 1 4494 NP_005940.1 32.78688525 1 1 2 34 61 6.081 7.83 2.84 2.83 2.65 2.77 Significant 0.000495

CAQGCVCK 12 28866947 2xTMT6plex [N-Term; K8]; 3xCarbamidomethyl [C1; C5; C7] 2.325 2.022 2.195 3.282240152 31.71 0 1440.716182 2 720.8624268 0.96794611 0.000697268 21.91485622
SCCSCCPVGCSK 22 28866947 2xTMT6plex [N-Term; K12]; 5xCarbamidomethyl [C2; C3; C5; C6; C10] 2.844 2.833 2.646 2.091580868 10.57 0 1919.830637 2 960.4189453 -0.011941157 -1.15E-05 23.249558135174764 MT2A metallothionein-2 4502 NP_005944.1 67.21311475 1 3 5 239 61 6.037 7.83 2.69 2.94 2.78 2.8 Significant 0.000679 SCCSCCPVGCAK 147 5174764 2xTMT6plex [N-Term; K12]; 5xCarbamidomethyl [C2; C3; C5; C6; C10] 2.831 2.738 2.71 4.462624073 54.7 0 1903.835722 2 952.4205322 -1.016104936 -0.000967248 24.35925736

DPNCSCAAGDSCTCAGSCK 2 5174764 2xTMT6plex [N-Term; K19]; 5xCarbamidomethyl [C4; C6; C12; C14; C18] 1.602 1.012 45.22 0 2536.03952 3 846.0187988 0.916209845 0.000774515 21.48104817
MDPNCSCAAGDSCTCAGSCK 4 5174764 2xTMT6plex [N-Term; K20]; 5xCarbamidomethyl [C5; C7; C13; C15; C19] 3.875 2.969 5.271651268 56.59 0 2667.080004 3 889.696228 -2.202194145 -0.001957809 26.56982426
MDPNCSCAAGDSCTCAGSCK 28 5174764 2xTMT6plex [N-Term; K20]; 1xOxidation [M1]; 5xCarbamidomethyl [C5; C7; C13; C15; C19] 3.232 3.949 4.33 5.757411003 52.85 0 2683.074919 3 889.696228 -2.202194145 -0.001957809 26.56982426

KSCCSCCPVGCAK 17 5174764 3xTMT6plex [N-Term; K1; K13]; 5xCarbamidomethyl [C3; C4; C6; C7; C11] 4.653 4.777 4.047 4.5754776 28.79 1 2261.093617 3 754.3696899 0.397720913 0.000299761 27.70614584
CAQGCICK 41 5174764 2xTMT6plex [N-Term; K8]; 3xCarbamidomethyl [C1; C5; C7] 1.988 2.427 2.336 3.829428673 30.38 0 1454.731832 2 727.8695068 -0.065557186 -4.77E-05 107.6420502

5453790 NNMT nicotinamide N-methyltransferase 4837 NP_006160.1 35.22727273 1 7 7 37 264 29.555 5.74 0.73 0.78 0.64 0.72 Significant 0.00325 EPEAFDWSPVVTYVCDLEGNR 4 5453790 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.311 0.269 4.98062706 17.49 0 2712.281298 3 904.7636719 -1.782722538 -0.001611748 102.4490365
KEPEAFDWSPVVTYVCDLEGNR 8 5453790 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C16] 0.936 1.391 0.771 5.733119965 29.49 1 3069.539193 3 1023.850769 -0.46870263 -0.000479567 96.31182983

EAVEAAVK 8 5453790 2xTMT6plex [N-Term; K8] 0.642 0.655 0.443 3.100078583 43.76 0 1274.772023 2 637.8896484 -0.002365129 -1.51E-06 30.80679696
IFCLDGVK 6 5453790 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.795 0.774 0.697 3.071611643 38.05 0 1409.822679 2 705.4143066 -0.952097572 -0.000671144 76.49246023

CDVTQSQPLGAVPLPPADCVLSTLCLDAACPDLPTYCR 2 5453790 1xTMT6plex [N-Term]; 5xCarbamidomethyl [C1; C19; C25; C30; C37] 0.01 3.237516165 0.17 0 4460.1266 4 1115.786377 -0.655227477 -0.000730599 105.8283812
HSAESQILK 4 5453790 2xTMT6plex [N-Term; K9] 0.751 0.841 3.154306412 13.51 0 1470.868049 3 490.9606323 -0.47938178 -0.000235036 29.20995209FSSLPLGR 5 5453790 1xTMT6plex [N-Term] 1.184 0.699 100 2.101052523 19.62 0 1105.65671 2 553.3317261 -0.483569229 -0.000267331 52.311531015730091 TFPI2 tissue factor pathway inhibitor 2 isoform 1 precursor 7980 NP_006519.1 29.78723404 1 6 6 67 235 26.916 8.53 1.36 1.37 1.44 1.39 Significant 0.000328

FPDEATCMGFCAPK 11 5730091 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C7; C11] 1.616 1.323 1.344 4.09054327 35.92 0 2088.995711 3 697.0043335 1.310001867 0.000912196 64.56149253
LQVSVDDQCEGSTEK 26 5730091 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 1.344 1.392 1.391 5.227371693 69.06 0 2153.079634 3 718.3643188 -0.571593829 -0.000410229 41.56451556

TCDAFTYTGCGGNDNNFVSR 6 5730091 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C10] 1.139 1.65 5.503582001 43.43 0 2485.070988 3 829.0282593 -0.307072906 -0.000254366 44.33458363
DEGLCSANVTR 4 5730091 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.973 0.869 4.049479961 47.63 0 1450.715758 2 725.8612671 -0.344995434 -0.000250245 23.11007354

KIPSFCYSPK 14 5730091 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C6] 1.33 1.367 1.521 5.456386566 27.98 1 1914.112602 3 638.7067871 -3.549520476 -0.002264727 54.53174263
IPSFCYSPK 6 5730091 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.207 1.587 1.411 3.500717878 52.25 0 1556.854707 2 778.9320679 1.382159926 0.001075911 62.21462157

5902146 UBE2C ubiquitin-conjugating enzyme E2 C isoform 1 11065 NP_008950.1 10.61452514 1 2 2 6 179 19.64 7.37 3.25 2.22 2.74 Non-Significant #N/A DPAATSVAAAR 4 5902146 1xTMT6plex [N-Term] 3.248 2.38 3.962774992 37.42 0 1258.69528 2 629.8505249 -1.197442571 -0.000753608 22.63505979YLQETYSK 2 5902146 2xTMT6plex [N-Term; K8] 2.025 3.206248522 35.33 0 1489.830266 2 745.4169922 -2.388584177 -0.001779292 41.044867766005786 MGLL monoglyceride lipase isoform 1 11343 NP_009214.1 10.86261981 1 2 2 10 313 34.271 6.58 1.96 1.72 100 34.56 Non-Significant 0.402 LTVPFLLLQGSADR 6 6005786 1xTMT6plex [N-Term] 1.963 100 3.982512712 46.17 0 1759.031536 3 587.015564 0.342531967 0.000200842 99.90228614ELPEVTNSVFHEINMWVSQR 4 6005786 1xTMT6plex [N-Term] 1.112 100 5.263572216 38.84 0 2644.339087 3 882.118042 0.183674085 0.000161899 105.200504
6912328 DDAH1 N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 isoform 1 23576 NP_036269.1 10.1754386 1 2 2 8 285 31.102 5.81 1.26 1.11 1.13 1.16 Significant 0.00162

LTVPDDIAANCIYLNIPNK 2 6912328 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C11] 1.034 3.994049788 30.51 0 2602.43148 3 868.151062 2.748397109 0.002384172 88.03388812
TPEEYPESAK 6 6912328 2xTMT6plex [N-Term; K10] 1.256 1.141 1.127 3.622950315 48.48 0 1608.852124 2 804.928894 -1.002220178 -0.000806212 30.848941237242222 FST follistatin isoform FST344 precursor 10468 NP_037541.1 28.48837209 1 7 7 28 344 37.981 5.67 1.11 1.26 1.23 1.2 Significant 0.00146 LSTSWTEEDVNDNTLFK 6 7242222 2xTMT6plex [N-Term; K17] 1.493 1.353 1.53 4.151937485 45.31 0 2457.254955 3 819.7565918 0.108564488 8.89E-05 72.96650183EQPELEVQYQGR 4 7242222 1xTMT6plex [N-Term] 0.826 1.297 4.067085266 46.62 0 1704.875429 2 852.9404297 -1.083143653 -0.000923312 38.02889869ICPEPASSEQYLCGNDGVTYSSACHLR 2 7242222 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C13; C24] 0.01 3.419145584 24.39 0 3300.492112 3 1100.836304 0.680432716 0.000748588 52.01608657
SCEDIQCTGGK 6 7242222 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C2; C7] 1.237 1.02 0.943 3.646510124 51.54 0 1712.834777 2 856.9188232 -2.572790841 -0.002203383 24.13323837

SIGLAYEGK 2 7242222 2xTMT6plex [N-Term; K9] 1.347 3.992606401 59.4 0 1395.824787 2 698.4168091 1.113652714 0.000777232 47.31593172
TELSKEECCSTGR 2 7242222 2xTMT6plex [N-Term; K5]; 2xCarbamidomethyl [C8; C9] 0.453 2.527581215 4.5 1 2014.993796 3 672.3349609 -1.720465595 -0.001155576 22.77968011

GPVCGLDGK 6 7242222 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.287 1.15 1.205 2.738409996 44.03 0 1360.765892 2 680.885498 -1.596796526 -0.001086433 39.35029099
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31982927 AACS acetoacetyl-CoA synthetase isoform 1 65985 NP_076417.2 13.39285714 1 8 8 23 672 75.096 6.24 1.77 1.63 1.41 1.6 Significant 0.00424 AVEQGGAFSNPETLDLYR 2 31982927 1xTMT6plex [N-Term] 2.697 3.8414855 43.78 0 2196.113428 2 1098.557739 -2.379510233 -0.002612837 59.81252126MASGHAFQPDLVK 4 31982927 2xTMT6plex [N-Term; K13] 1.759 1.725 3.452292442 37.99 0 1859.02496 3 620.3457642 -1.19461523 -0.000740273 52.11427026GIADVPEWFK 6 31982927 2xTMT6plex [N-Term; K10] 1.724 1.701 1.326 3.648071766 33.29 0 1619.91975 2 810.4616089 -2.35128102 -0.001904443 80.27938749VYDEVVDTSK 2 31982927 2xTMT6plex [N-Term; K10] 1.545 3.757111788 45.4 0 1612.883424 2 806.9440918 -1.560581634 -0.001258518 46.44163718AQSYEYVYR 2 31982927 1xTMT6plex [N-Term] 1.437 3.113681555 20.52 0 1407.710596 2 704.3585815 -0.504097976 -0.000354812 33.06135655WLSVLEEK 2 31982927 2xTMT6plex [N-Term; K8] 1.182 2.80687356 9.3 0 1461.871737 2 731.4379883 -2.077690828 -0.001518659 79.96227349DIPELQGF 4 31982927 1xTMT6plex [N-Term] 3.205 1.737 2.332417488 26.37 0 1147.619656 2 574.3129883 -0.833017712 -0.000477994 73.29699004NLGMAVEAWNEEGK 1 31982927 2xTMT6plex [N-Term; K14] 1.022 2.05254221 0 2006.041732 3 669.3528442 1.120248302 0.000749088 67.4797154583367075 MT1E metallothionein-1E 4493 NP_783316.2 67.21311475 1 1 4 182 61 6.009 7.96 2.74 2.42 2.74 2.64 Significant 0.00164 SCCSCCPVGCAK 147 83367075 2xTMT6plex [N-Term; K12]; 5xCarbamidomethyl [C2; C3; C5; C6; C10] 2.831 2.738 2.71 4.462624073 54.7 0 1903.835722 2 952.4205322 -1.016104936 -0.000967248 24.35925736
MDPNCSCATGGSCTCAGSCK 6 83367075 2xTMT6plex [N-Term; K20]; 5xCarbamidomethyl [C5; C7; C13; C15; C19] 4.191 3.845 3.952 5.469289303 69.83 0 2639.08509 3 880.3682861 1.976248685 0.001738496 27.55097704

KSCCSCCPVGCAK 17 83367075 3xTMT6plex [N-Term; K1; K13]; 5xCarbamidomethyl [C3; C4; C6; C7; C11] 4.653 4.777 4.047 4.5754776 28.79 1 2261.093617 3 754.3696899 0.397720913 0.000299761 27.70614584
CAQGCVCK 12 83367075 2xTMT6plex [N-Term; K8]; 3xCarbamidomethyl [C1; C5; C7] 2.325 2.022 2.195 3.282240152 31.71 0 1440.716182 2 720.8624268 0.96794611 0.000697268 21.91485622

32698876 CMC1 COX assembly mitochondrial protein homolog 152100 NP_872329.1 16.03773585 1 1 1 4 106 12.481 8.63 3.38 2.81 3.09 Non-Significant #N/A
ECLTAYYNDPAFYEECK 4 32698876 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C2; C16] 3.376 2.806 4.483822823 33.87 0 2631.214747 3 877.7417603 -1.527787987 -0.001339979 71.11006356

4557665 IGF1R insulin-like growth factor 1 receptor isoform 1 precursor 3480 NP_000866.1 1.975128018 1 3 3 5 1367 154.693 5.8 1.36 2.22 1.79 Non-Significant #N/A YGSQVEDQR 2 4557665 1xTMT6plex [N-Term] 2.764228106 37.28 0 1310.653809 2 655.8306274 0.12877757 8.44E-05 24.29064484MEEVTGTK 2 4557665 2xTMT6plex [N-Term; K8] 1.361 3.190869093 30.23 0 1352.749573 2 676.8782959 -0.190761934 -0.000129027 33.03240369QAEKEEAEYR 1 4557665 2xTMT6plex [N-Term; K4] 2.216 2.252974272 1 1710.906285 3 570.9732056 -0.713785899 -0.000407074 20.00081352164607124 FANCI Fanconi anemia group I protein isoform 1 55215 NP_001106849.1 2.03313253 1 2 2 8 1328 149.229 6.74 1.53 1.85 2.38 1.92 Significant 0.0163 SLELLPIILTALATK 6 164607124 2xTMT6plex [N-Term; K15] 1.187 1.845 2.384 3.856608868 32.02 0 2054.324085 3 685.4459839 -0.33434347 -0.00022895 113.6823732SYVSTMILEVVK 2 164607124 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 1.572 1.132469296 2.38 0 1843.065094 3 615.0292358 4.373355861 0.002686793 109.20335554506085 MAPK13 mitogen-activated protein kinase 13 5603 NP_002745.1 9.863013699 1 2 3 16 365 42.063 8.38 0.93 1.31 1.12 Non-Significant #N/A
DLKPGNLAVNEDCELK 4 4506085 3xTMT6plex [N-Term; K3; K16]; 1xCarbamidomethyl [C13] 0.873 1.306 4.153402328 19.11 0 2502.384085 3 834.7990112 -0.641315857 -0.00053494 53.96364291IIDFGLAR 30 4506085 1xTMT6plex [N-Term] 0.909 0.952 1.318 3.326264858 33.42 0 1133.68801 2 567.3473511 -0.515822305 -0.000292391 71.34786047VTGVPGTEFVQK 2 4506085 2xTMT6plex [N-Term; K12] 1.093 1.508817554 7.3 0 1720.004542 2 860.5048218 -1.264685795 -0.001087633 66.267715814504281 HIST1H3A histone H3.1 8350 NP_003520.1 52.94117647 1 1 7 280 136 15.394 11.12 0.79 3.89 2.34 Non-Significant #N/A FQSSAVMALQEACEAYLVGLFEDTNLCAIHAK 4 4504281 2xTMT6plex [N-Term; K32]; 2xCarbamidomethyl [C13; C27] 0.793 3.889 4.91239357 17.36 0 4045.027351 4 1012.011169 -1.11317557 -0.001125706 112.6216359

KSAPATGGVK 16 4504281 3xTMT6plex [N-Term; K1; K10] 4.949 6.219 5.075 4.645149231 39.75 1 1603.014603 2 802.0091553 -2.226188782 -0.001784307 24.54634151SAPATGGVK 30 4504281 2xTMT6plex [N-Term; K9] 2.783 2.758 2.682 3.298723698 60.03 0 1245.756708 2 623.3814697 -0.838644391 -0.000522373 110.2909685YRPGTVALR 82 4504281 1xTMT6plex [N-Term] 1.441 1.622 1.573 5.052287579 39.21 0 1261.757821 3 421.2585754 2.656546528 0.001117306 29.08980249EIAQDFK 90 4504281 2xTMT6plex [N-Term; K7] 1.767 1.706 1.662 3.07290411 35.93 0 1308.756373 2 654.8804932 -2.035139564 -0.001331751 41.98613268STELLIR 49 4504281 1xTMT6plex [N-Term] 1.73 1.901 1.774 2.711582899 36.61 0 1060.656376 2 530.8305664 -2.37553609 -0.001259814 40.88925852RVTIMPK 9 4504281 2xTMT6plex [N-Term; K7] 1.478 2.01 1.741 3.194246054 13.04 1 1302.833184 3 434.9491577 -0.202570423 -8.80E-05 35.2273001134304853 ARHGAP29 rho GTPase-activating protein 29 9411 NP_004806.3 4.044409199 1 5 5 14 1261 141.974 6.74 1.46 1.39 1.64 1.5 Significant 0.00247 IHLFGAEFTQVAK 6 134304853 2xTMT6plex [N-Term; K13] 1.574 1.496 1.635 4.341412544 23.04 0 1919.11549 3 640.3743896 -3.581803557 -0.002291298 72.87579074EIQHVNEEQETK 2 134304853 2xTMT6plex [N-Term; K12] 1.576 4.013125896 23.09 0 1942.028191 3 648.0157471 2.315816505 0.001499127 37.83945366
DAATTVCSK 2 134304853 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.296 3.47786665 22.99 0 1410.766286 2 705.8859863 -1.127163135 -0.000795082 32.07565918IRPVSLPVDR 2 134304853 1xTMT6plex [N-Term] 0.996 3.502811432 16.2 0 1380.85245 3 460.9555664 -0.219988204 -0.000101257 41.77292563EFIDLAK 2 134304853 2xTMT6plex [N-Term; K7] 1.06 1.820255637 12.46 0 1293.78186 2 647.394104 -0.717518321 -0.000464156 62.37046371

5453914 PLTP phospholipid transfer protein isoform a precursor 5360 NP_006218.1 13.59026369 1 6 6 24 493 54.705 7.01 1.28 1.94 2.25 1.82 Significant 0.0237
AGALQLLLVGDKVPHDLDMLLR 6 5453914 2xTMT6plex [N-Term; K12] 1.407 3.71 3.036 6.498270988 31.52 1 2845.673776 4 712.1732788 -0.875179596 -0.000622619 112.031884AVEPQLQEEER 6 5453914 1xTMT6plex [N-Term] 2.353 2.417 1.315 4.602240562 45.34 0 1556.811767 2 778.9082642 -1.615378135 -0.00125742 29.16604487ATYFGSIVLLSPAVIDSPLK 2 5453914 2xTMT6plex [N-Term; K20] 2.061 4.445169926 22.19 0 2549.499483 3 850.5037842 -1.052724645 -0.00089464 112.1501735AGALQLLLVGDK 6 5453914 2xTMT6plex [N-Term; K12] 1.585 1.401 1.744 3.7065835 50.79 0 1656.046013 2 828.5258789 -0.925051289 -0.000765964 89.8695881TMLQIGVMPMLNER 2 5453914 1xTMT6plex [N-Term] 0.964 2.301740408 4.04 0 1861.989947 3 621.3348389 0.008583055 5.33E-06 83.51006467VPHDLDMLLR 2 5453914 1xTMT6plex [N-Term] 1.601 3.941563845 29.33 0 1437.808536 3 479.9406738 -0.742641039 -0.000355925 65.639915517656936 ZNHIT2 zinc finger HIT domain-containing protein 2 741 NP_055020.1 13.64764268 1 3 3 14 403 42.857 5.99 0.97 1.84 1.76 1.52 Significant 0.0316 GAGPQLLEELDNAPGSDAAELELAPAR 6 7656936 1xTMT6plex [N-Term] 0.685 1.152 1.394 4.468063831 44.8 0 2933.50536 3 978.505188 -1.482630717 -0.001449768 85.50989187GYTLAALGDLAQTLGR 6 7656936 1xTMT6plex [N-Term] 1.016 100 2.266 4.305699825 55.05 0 1849.038078 2 925.0275879 5.311508382 0.004910591 99.89133714DASAAEPAAAER 2 7656936 1xTMT6plex [N-Term] 100 2.188148022 22.63 0 1387.701488 2 694.354248 -0.193425065 -0.000134208 23.427470177662482 DOLK dolichol kinase 22845 NP_055723.1 4.089219331 1 1 1 3 538 59.229 8.6 0.96 100 50.48 Non-Significant #N/A MSANSGLLPASMVMPLLGLVMK 3 7662482 2xTMT6plex [N-Term; K22] 0.955 100 3.082697153 22.04 0 2718.519449 3 906.8446655 -0.002033448 -1.84E-06 113.3273006

51173878 TRMT2A tRNA (uracil-5-)-methyltransferase homolog A isoform a 27037 NP_073564.3 9.28 1 5 5 10 625 68.682 7.94 1.16 1.92 1.54 Non-Significant #N/A
VLHGALWK 2 51173878 2xTMT6plex [N-Term; K8] 1.144 3.252216816 20.7 0 1381.872012 3 461.2957153 0.420159095 0.000193535 52.57429499VADVVTPLWTVPYAEQLER 2 51173878 1xTMT6plex [N-Term] 1.919 1.776142955 6.54 0 2415.312127 2 1208.160522 0.67940779 0.000820491 95.63360167LSPEELAELK 2 51173878 2xTMT6plex [N-Term; K10] 1.091 3.162807465 23.4 0 1586.940545 2 793.9743042 0.495789486 0.000393394 73.69408157AEDLVPTLVSR 2 51173878 1xTMT6plex [N-Term] 1.6 2.411464453 27.92 0 1428.82596 2 714.9154053 -1.698046643 -0.001213107 59.34155313ALLPWLLEQR 2 51173878 1xTMT6plex [N-Term] 1.131810904 5.97 0 1467.888501 3 489.9672546 -0.878965932 -0.000430075 93.18808741116235468 MPV17L2 mpv17-like protein 2 precursor 84769 NP_116072.2 3.398058252 1 1 1 4 206 23.165 9.25 1.33 2.26 1.79 Non-Significant #N/A GFPNVLK 4 116235468 2xTMT6plex [N-Term; K7] 1.328 2.255 2.397526026 14.62 0 1232.776715 2 616.8919678 -0.0453311 -2.79E-05 60.8922691116306502 FBXO21 F-box only protein 21 isoform 1 23014 NP_296373.1 3.662420382 1 2 2 6 628 72.224 6.09 1.51 2.45 1.98 Non-Significant #N/A

DIQAQIDSIVELVCK 4 16306502 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 1.905 2.452 4.278098106 34.34 0 2189.225176 3 730.4138794 0.871940271 0.000636291 110.5264605
ELCQSSGK 2 16306502 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.212 2.807499647 20.09 0 1366.740071 2 683.8720093 -2.436121822 -0.001664773 22.90625208

21245106 LIPH lipase member H precursor 200879 NP_640341.1 3.76940133 1 1 1 2 451 50.826 7.42 1.6 2.57 2.09 Non-Significant #N/A GLLSVEDMNVVVVDWNR 2 21245106 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.598 2.573 1.854830742 5.35 0 2190.14262 3 730.7144165 -6.357297537 -0.004641129 48.07225953
153791362 GXYLT1 glucoside xylosyltransferase 1 isoform 1 283464 NP_775872.1 2.727272727 1 1 1 3 440 50.534 8.65 1.15 2.36 1.75 Non-Significant #N/A

SLLKPLELELQK 3 153791362 3xTMT6plex [N-Term; K4; K12] 1.152 2.357 2.998650789 1.83 0 2098.345438 3 700.119751 -0.352091843 -0.00024627 83.96012142300068962 HYI putative hydroxypyruvate isomerase isoform 3 81888 NP_001177809.1 10.83032491 1 2 2 12 277 30.387 5.5 1.04 0.93 1.18 1.05 Significant 0.00471 ITDPQYFLDTPQQAAAILQK 6 300068962 2xTMT6plex [N-Term; K20] 1.02 0.938 1.13 4.976481915 58.36 0 2719.507088 3 907.1729736 -1.000189179 -0.000906674 94.91200853GFVGCEYQPR 6 300068962 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.603 0.849 1.563 3.278078079 32.85 0 1441.709551 2 721.359314 1.249037774 0.000900375 35.43799652
4507581 CD40 tumor necrosis factor receptor superfamily member 5 isoform 1 precursor 958 NP_001241.1 16.60649819 1 3 3 20 277 30.599 5.76 2.01 1.87 2.59 2.16 Significant 0.0103

LVSDCTEFTETECLPCGESEFLDTWNR 6 4507581 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C5; C13; C16] 100 5.523126602 40.48 0 3524.549352 3 1175.521729 0.363228529 0.000426739 83.40977379
TDVVCGPQDR 6 4507581 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.311 1.354 1.554 3.787098885 39.89 0 1375.68373 2 688.3450317 -0.685363516 -0.000471422 23.39160357

SCSPGFGVK 8 4507581 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 2.2 2.053 2.8 3.384879112 24.11 0 1396.765892 2 698.8876953 1.590577929 0.001110833 47.26488037
4502897 CLPTM1 cleft lip and palate transmembrane protein 1 isoform 2 1209 NP_001285.1 18.23617339 1 8 8 50 669 76.048 6.3 1.56 1.31 1.51 1.46 Significant 0.00273

SPWNFLGDELYEQSDEEQDSVK 2 4502897 2xTMT6plex [N-Term; K22] 1.698 3.554597378 29.8 0 3073.467861 3 1025.161743 0.916005085 0.000938437 89.11070095NLLTGETEADPEMIK 10 4502897 2xTMT6plex [N-Term; K15] 1.513 1.622 1.817 5.228248596 61.23 0 2119.135692 3 707.0487671 -1.861150507 -0.001314677 62.60914033EEASTSLPTKPTQGASSASEPQEAPPKPAEDK 6 4502897 4xTMT6plex [N-Term; K10; K27; K32] 1.498 1.576 7.340946198 24.86 0 4182.222377 5 837.2507935 0.593824271 0.000496701 44.80436632WQLYAAQSTK 8 4502897 2xTMT6plex [N-Term; K10] 1.641 1.578 1.326 4.017763615 59.59 0 1653.936463 2 827.4702759 -1.927257945 -0.001593781 55.16245632STYIESSTK 6 4502897 2xTMT6plex [N-Term; K9] 1.803 1.81 1.365 3.887738705 47.04 0 1473.820096 2 737.4137573 0.096679668 7.12E-05 31.06845424GSVPPPLDQYVK 8 4502897 2xTMT6plex [N-Term; K12] 1.756 1.12 1.361 3.290024042 31.91 0 1758.020192 2 879.5133057 -0.487794099 -0.000428776 63.15207677GPAPQDQAGPGGAPR 4 4502897 1xTMT6plex [N-Term] 0.757 0.483 3.321172476 44.26 0 1604.834233 2 802.9197388 -1.266436679 -0.00101621 18.98889081VAGIFPR 6 4502897 1xTMT6plex [N-Term] 2.043 1.254 100 2.025518894 15.69 0 988.6141172 2 494.8109741 0.560827706 0.000277221 48.49422939222136583 INPPL1 phosphatidylinositol 3,4,5-trisphosphate 5-phosphatase 2 3636 NP_001558.3 4.13354531 1 3 3 7 1258 138.513 6.54 1.11 1.09 1.1 Non-Significant #N/A
LLQQQNLPQTGEQELESLVLK 3 222136583 2xTMT6plex [N-Term; K21] 1.153 3.797503233 29.49 0 2866.628994 3 956.2158203 1.365404281 0.001304703 96.83849555VAVLVKPEHENR 2 222136583 2xTMT6plex [N-Term; K6] 1.067 2.243968487 4.11 0 1849.105988 4 463.0324707 1.116973561 0.000516351 36.37596591ELTDLDYRPIAMQSLWNIK 2 222136583 2xTMT6plex [N-Term; K19] 1.11 2.274058104 2.99 0 2764.510793 3 922.1744995 -0.668318911 -0.000615858 91.3074546155743132 RPP40 ribonuclease P protein subunit p40 isoform a 10799 NP_006629.2 15.70247934 1 3 3 11 363 41.807 6.67 1.76 1.79 1.89 1.81 Significant 0.000469

ICLLLEHLCHYFDEPK 4 55743132 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C2; C9] 2.655 2.915 5.668591022 55.29 0 2545.334744 4 637.0895386 0.621084075 0.000395217 103.0765528
VSFLIPECGILSEELK 6 55743132 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C8] 1.204 1.4 1.893 4.094872952 41.6 0 2292.292527 3 764.769165 0.180839567 0.000138179 100.5569534

LILSLDKDTYEETGLQGHPSQFSGR 1 55743132 2xTMT6plex [N-Term; K7] 1.313 3.427042723 1 3249.715577 4 813.1826782 -2.059736988 -0.00167339 68.12405348
31543419 PNKP bifunctional polynucleotide phosphatase/kinase 11284 NP_009185.2 19.00191939 1 7 7 42 521 57.04 8.46 1.68 1.55 1.63 1.62 Significant 0.000546 VAIDNTNPDAASR 6 31543419 1xTMT6plex [N-Term] 1.766 2.364 1.657 3.861011028 58.05 0 1572.817915 2 786.9108887 -2.170509516 -0.001706908 26.73903613ALLSASPEVVVAVGFPGAGK 4 31543419 2xTMT6plex [N-Term; K20] 1.438 1.274 4.804275513 46.91 0 2327.373889 3 776.4611816 -2.104173355 -0.001632399 94.03443502LWLESPPGGAPPIFLPSDGQALVLGR 10 31543419 1xTMT6plex [N-Term] 100 2.931 0.509 6.480722904 42.78 0 2916.61848 4 729.9120483 2.702989585 0.001970897 110.1828274WPAAGFELPAFDPR 10 31543419 1xTMT6plex [N-Term] 1.828 1.799 3.251370192 34.51 0 1802.942721 3 601.652771 0.576046188 0.000346193 91.62844621ELEAEGYK 4 31543419 2xTMT6plex [N-Term; K8] 1.33 3.330622911 42.56 0 1396.772417 2 698.8900757 0.327624731 0.000228809 34.02411136ILYPEIPR 6 31543419 1xTMT6plex [N-Term] 1.939 1.683 2.292 3.08800149 23.02 0 1229.745525 2 615.3753052 -1.782009686 -0.001095709 62.71233742VFPTGPSDWR 2 31543419 1xTMT6plex [N-Term] 1.414 3.04366374 10.86 0 1390.731666 2 695.8695068 0.051147088 3.56E-05 58.0118341230089954 DCAF8 DDB1- and CUL4-associated factor 8 50717 NP_056541.2 2.680067002 1 2 2 4 597 66.811 5.39 0.77 4.56 2.67 Non-Significant #N/A GVNFYGPK 2 30089954 2xTMT6plex [N-Term; K8] 0.774 3.24132967 33.3 0 1339.777443 2 670.3930664 1.054766601 0.000706576 44.97689787WQALPALR 2 30089954 1xTMT6plex [N-Term] 4.562 2.423886299 7.68 0 1183.714894 2 592.3602905 -1.342667327 -0.000794668 59.9300623846094065 SLC25A40 solute carrier family 25 member 40 55972 NP_061331.2 4.142011834 1 1 1 4 338 38.1 9.35 1.32 100 50.66 Non-Significant #N/A FGAVTVISPLELIR 4 46094065 1xTMT6plex [N-Term] 1.324 100 4.219810486 37.01 0 1744.057023 2 872.5306396 -1.731556414 -0.001509967 104.8084171223468687 UTP23 rRNA-processing protein UTP23 homolog 84294 NP_115710.2 9.638554217 1 2 2 4 249 28.384 10.07 3.58 1.34 2.46 Non-Significant #N/A EPYQILLDGTFCQAALR 2 223468687 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 3.577 4.351719856 32.55 0 2224.163355 3 742.0586548 -0.873998093 -0.000647972 90.77464145ELETLGK 2 223468687 2xTMT6plex [N-Term; K7] 1.339 2.164691448 6.33 0 1247.761124 2 624.3832397 -1.53985228 -0.000960684 43.3445394919923939 KTI12 protein KTI12 homolog 112970 NP_612426.1 11.86440678 1 2 2 8 354 38.592 6.95 100 1.04 1.64 34.23 Non-Significant 0.407 AVYVVDDAAVLGAEDPAVYGDSAR 6 19923939 1xTMT6plex [N-Term] 100 1.592 1.64 5.672028542 70.92 0 2652.335441 3 884.7842407 1.028372176 0.000909196 75.27391287SAVPGDLLTLPGTTEHLR 2 19923939 1xTMT6plex [N-Term] 0.959 3.062825441 8.38 0 2106.175634 3 702.7304688 0.578797884 0.00040635 66.38117643119120874 FMNL3 formin-like protein 3 isoform 1 91010 NP_783863.4 5.550146056 1 1 5 20 1027 116.797 6.74 2.03 1.58 1.81 Non-Significant #N/A TTPPSVFFPVFVR 6 119120874 1xTMT6plex [N-Term] 1.169 1.482 1.314 4.167842388 33.68 0 1722.978044 2 861.9907837 -2.178389446 -0.001876659 95.06687606AAAVSLENVLLDVK 2 119120874 2xTMT6plex [N-Term; K14] 1.389 4.631464005 38.49 0 1900.151935 3 634.0554199 -0.120034809 -7.60E-05 97.66276905LQSLDLLLDTK 6 119120874 2xTMT6plex [N-Term; K11] 1.47 1.416 1.301 2.921298265 27.1 0 1717.051158 3 573.0215454 -0.626090566 -0.000358343 95.24537857GLESVDSEALAR 4 119120874 1xTMT6plex [N-Term] 2.033 1.583 2.81979537 28.61 0 1475.790303 2 738.3977051 -1.469933598 -0.001084657 41.68496883GAVYGFK 2 119120874 2xTMT6plex [N-Term; K7] 1.336 2.403435707 35.36 0 1199.718866 2 600.3632202 0.248566307 0.000149105 42.511803254557719 LIG1 DNA ligase 1 isoform 1 3978 NP_000225.1 4.570184984 1 3 3 8 919 101.673 5.62 0.74 1.12 1.34 1.07 Significant 0.0259 IIPVLLEHGLER 4 4557719 1xTMT6plex [N-Term] 1.843 1.428 4.521508217 61.58 0 1617.988943 3 540.0010376 -0.237064062 -0.000127856 84.20287086LMLPPPPLTASGVFSK 3 4557719 2xTMT6plex [N-Term; K16] 0.744 0.83 3.629500389 18.72 0 2113.24954 3 705.0948486 9.678222117 0.006817499 99.10057196DIEQIAEFLEQSVK 1 4557719 2xTMT6plex [N-Term; K14] 1.175 1.668928862 0 2107.168707 3 703.0605469 -0.768507521 -0.000539792 112.59252694557853 SOX9 transcription factor SOX-9 6662 NP_000337.1 1.571709234 1 1 1 4 509 56.102 6.81 0.96 0.75 0.86 Non-Significant #N/A EAVSQVLK 4 4557853 2xTMT6plex [N-Term; K8] 0.961 0.751 3.246788979 42.21 0 1331.829872 2 666.4185181 -0.084821034 -5.65E-05 41.072060044503899 GALNS N-acetylgalactosamine-6-sulfatase precursor 2588 NP_000503.1 12.2605364 1 4 4 14 522 57.989 6.74 0.73 0.6 0.67 Non-Significant #N/A AIDGLNLLPTLLQGR 2 4503899 1xTMT6plex [N-Term] 1.103 2.607339859 27.29 0 1823.095199 3 608.3705444 1.031811604 0.00062703 103.7608733FPLSFASAEYQEALSR 4 4503899 1xTMT6plex [N-Term] 0.649 0.837 4.369550705 20.49 0 2045.054122 3 682.3572388 1.48707976 0.00101372 84.53378404NAYTPQEIVGGIPDSEQLLPELLK 6 4503899 2xTMT6plex [N-Term; K24] 0.01 4.216235638 29 0 3082.707638 3 1028.238525 -2.145781859 -0.002204939 109.8092251LPLIFHLGR 2 4503899 1xTMT6plex [N-Term] 0.534 3.030065298 29.08 0 1294.819693 3 432.2782898 0.481128584 0.000207658 80.576743064503213 CYP27B1 25-hydroxyvitamin D-1 alpha hydroxylase, mitochondrial 1594 NP_000776.1 4.724409449 1 2 2 8 508 56.468 9.16 0.49 0.56 0.53 Non-Significant #N/A SINLQFLDR 4 4503213 1xTMT6plex [N-Term] 0.484 0.523 3.482820511 19.34 0 1334.762966 2 667.8855591 0.655924748 0.000437752 74.7329974SLLAPLLLRPQAAAR 4 4503213 1xTMT6plex [N-Term] 0.547 0.601 3.416650534 14.48 0 1819.147903 3 607.053894 -0.42569441 -0.000258134 82.739634814503269 DCK deoxycytidine kinase 1633 NP_000779.1 5 1 1 1 2 260 30.499 5.21 0.53 1.19 0.86 Non-Significant #N/A LKDAEKPVLFFER 2 4503269 3xTMT6plex [N-Term; K2; K6] 0.529 1.19 2.429227829 1 2279.37305 4 570.5979004 -1.43833301 -0.000819624 68.4977302854112407 CHEK2 serine/threonine-protein kinase Chk2 isoform c 11200 NP_001005735.1 8.19112628 1 3 3 5 586 65.378 6.15 0.9 1.68 1.29 Non-Significant #N/A YNFIPEVWAEVSEK 2 54112407 2xTMT6plex [N-Term; K14] 0.899 2.825530767 9.59 0 2169.163227 3 723.727478 2.145224468 0.001551114 100.9397478KFQDLLSEENESTALPQVLAQPSTSR 1 54112407 2xTMT6plex [N-Term; K1] 100 3.057113647 1 3346.78947 3 1116.266846 -1.041547626 -0.001161947 78.48883511FTTEEALR 2 54112407 1xTMT6plex [N-Term] 1.254 2.742077589 14.78 0 1195.652019 2 598.3312988 2.761996132 0.001651193 38.0886272355956786 SFI1 protein SFI1 homolog isoform a 9814 NP_001007468.1 0.563607085 1 1 1 4 1242 147.571 10.81 0.65 0.67 0.66 Non-Significant #N/A AEVHDAK 4 55956786 2xTMT6plex [N-Term; K7] 0.647 0.674 2.060101986 5.45 0 1227.709757 3 409.9075928 -1.248120476 -0.000510777 19.6149985666346713 CMC4 cx9C motif-containing protein 4 100272147 NP_001018024.1 25 1 1 1 3 68 7.742 8.18 0.84 1.04 0.94 Non-Significant #N/A

SVVCSGFEKEEEENLTR 3 66346713 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 0.841 1.042 5.858616829 29.65 1 2471.248824 3 824.4196777 -1.758012723 -0.001448162 58.09537587
71834863 ARHGAP5 rho GTPase-activating protein 5 isoform a 394 NP_001025226.1 3.195739015 1 5 5 13 1502 172.352 6.62 0.7 1.14 0.92 Non-Significant #N/A VEQLLASSLLQLDHGR 2 71834863 1xTMT6plex [N-Term] 1.123 4.959568501 30.36 0 2008.138855 3 670.0510254 -0.165151988 -0.000110549 96.51239698IPFDLLSTLEAEK 6 71834863 2xTMT6plex [N-Term; K13] 0.695 1.14 3.647250414 31.37 0 1934.125051 3 645.3797607 -0.16656805 -0.000107388 111.2648376TPWDETDHIDK 2 71834863 2xTMT6plex [N-Term; K11] 1.011 2.68578124 1.24 0 1814.932499 3 605.6464844 -4.18721633 -0.002533172 42.41742534GVLESVK 2 71834863 2xTMT6plex [N-Term; K7] 1.059 2.591150045 25.22 0 1189.755645 2 595.382019 0.938416172 0.000558243 42.44262226RIPFDLLSTLEAEK 1 71834863 2xTMT6plex [N-Term; K14] 1.579 2.75078845 1 2090.226162 3 697.4099731 -5.164951335 -0.003598639 93.322615189145415 ELP6 elongator complex protein 6 54859 NP_001026873.2 3.759398496 1 1 1 8 266 29.774 6.84 1.07 1.12 1.09 Non-Significant #N/A GQLVFLEGLK 8 89145415 2xTMT6plex [N-Term; K10] 1.069 1.117 4.122868538 46.16 0 1561.971786 2 781.4901123 0.744167972 0.000581185 83.08024793

103472011 UEVLD ubiquitin-conjugating enzyme E2 variant 3 isoform a 55293 NP_001035787.1 13.5881104 1 5 5 21 471 52.231 7.09 1.21 1.18 1.66 1.35 Significant 0.013
GATMDLEIFNLPNVEISK 6 103472011 2xTMT6plex [N-Term; K18] 1.076 0.937 1.472 4.558798313 26.27 0 2449.341268 3 817.1192017 0.728236809 0.000594567 100.9590366LVLLDLSEGTK 6 103472011 2xTMT6plex [N-Term; K11] 1.232 1.246 1.336 4.712342739 47.68 0 1646.014044 2 823.5075684 -3.757052543 -0.003092081 84.0529379LQYIITNVLK 6 103472011 2xTMT6plex [N-Term; K10] 1.352 1.268 2.47 4.220181942 46.06 0 1663.05585 2 832.0313721 -0.229715301 -0.000191015 99.7548426SVIVGLIK 2 103472011 2xTMT6plex [N-Term; K8] 1.231 2.92109251 29.2 0 1286.88118 2 643.944458 0.357115818 0.000229783 69.53335745FQEELPMYSLSSSDEAR 1 103472011 1xTMT6plex [N-Term] 1.240565658 0 2218.053529 2 1109.524048 -5.730396813 -0.006355163 67.18275866109809737 GTF2H2C_2 general transcription factor IIH subunit 2-like protein 730394 NP_001035955.1 3.544303797 1 1 1 4 395 44.423 6.6 0.84 0.76 0.8 Non-Significant #N/A

ICGLTLVSAPHLAR 4 109809737 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.842 0.759 4.222099304 40.07 0 1737.004276 3 579.6724243 -0.895893466 -0.000518724 66.10728991
110227626 SLC9A6 sodium/hydrogen exchanger 6 isoform a precursor 10479 NP_001036002.1 4.422253923 1 2 2 4 701 77.867 6.44 1.11 0.19 0.65 Non-Significant #N/A ELAFGDHELVIR 2 110227626 1xTMT6plex [N-Term] 1.106 2.838662624 2.86 0 1627.900522 3 543.3041992 -1.521962624 -0.000825868 67.59529493LVLPMDDSEPPLNLLDNTR 2 110227626 1xTMT6plex [N-Term] 0.188 3.819863796 13.44 0 2381.258377 3 794.4214478 -3.606138823 -0.002862383 96.55519011
113204622 SMAP1 stromal membrane-associated protein 1 isoform A 60682 NP_001037770.1 5.995717345 1 3 3 7 467 50.354 8.75 0.99 1.19 1.09 Non-Significant #N/A

YCADCEAK 2 113204622 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C2; C5] 0.548 2.980356932 30.96 0 1474.707057 2 737.8568726 -0.399125243 -0.000294296 25.04149172LLYEANLPENFR 2 113204622 1xTMT6plex [N-Term] 1.241 2.695126534 7.63 0 1707.926737 2 854.4663086 -0.817460416 -0.000698081 71.39302915KDQQLEPK 3 113204622 3xTMT6plex [N-Term; K1; K8] 1.215 1.162 2.815491438 2.33 1 1673.020082 3 558.343811 -1.913870949 -0.001067315 27.05843223115392148 MZT1 mitotic-spindle organizing protein 1 440145 NP_001065243.1 19.51219512 1 1 1 4 82 8.473 4.78 1.26 1.25 1.26 Non-Significant #N/A
LCEQGINPEALSSVIK 4 115392148 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 1.262 1.249 4.365843296 42.57 0 2216.236075 3 739.418335 1.974763818 0.001458848 80.10905345

225735607 MIER1 mesoderm induction early response protein 1 isoform b 57708 NP_001071168.2 2.123893805 1 1 1 4 565 63.387 4.46 0.84 1 0.92 Non-Significant #N/A
GVEAIPEGSHIK 4 225735607 2xTMT6plex [N-Term; K12] 0.843 0.997 2.586217642 14.14 0 1694.984141 3 565.6658325 -0.706084132 -0.000398934 39.20691192

118600991 TRAPPC6B trafficking protein particle complex subunit 6B isoform 1 122553 NP_001073005.1 10.75949367 1 2 2 4 158 17.971 8.68 1.41 0.86 1.14 Non-Significant #N/A
GGLSNLGIK 1 118600991 2xTMT6plex [N-Term; K9] 11.28 0 1316.830207 2 658.9185791 -0.247007453 -0.000162633 51.9945957DFWTTVFK 3 118600991 2xTMT6plex [N-Term; K8] 1.409 0.863 2.32323885 7.87 0 1501.845523 2 751.4233398 -4.074635113 -0.003059736 84.56967132119395740 ITGA6 integrin alpha-6 isoform a preproprotein 3655 NP_001073286.1 42.2548121 1 1 36 297 1091 121.977 6.8 0.44 1.27 0.86 #N/A

FGSCQQGVAATFTK 6 119395740 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 0.755 0.93 4.743277073 73.43 0 1960.036253 2 980.5205688 -1.220474715 -0.001196087 55.15344917
IEFDNDADPTSESKEDQWMGVTVQSQGPGGK 8 119395740 3xTMT6plex [N-Term; K14; K31] 1.016 1.137 6.144250393 38.8 1 4039.979815 4 1010.748108 -2.280456784 -0.00230325 68.55654512EDQWMGVTVQSQGPGGK 6 119395740 2xTMT6plex [N-Term; K17] 0.612 0.675 0.571 5.063257217 56.59 0 2262.158887 3 754.7240601 -0.557058227 -0.000420051 55.37324256VINLGKPLTNLGTATLNIQWPK 13 119395740 3xTMT6plex [N-Term; K6; K22] 1.469 1.591 1.612 6.548532963 33.33 0 3078.864637 3 1026.959595 -0.131931852 -0.0001354 102.0352551LETTSNQDNLAPITAK 10 119395740 2xTMT6plex [N-Term; K16] 0.907 0.973 0.847 4.378940582 61.23 0 2174.206883 2 1087.607544 0.426900785 0.000464085 54.04171457GIVSKDEITFVSGAPR 6 119395740 2xTMT6plex [N-Term; K5] 1.237 1.04 1.132 4.697960377 19.95 1 2134.227225 3 712.0806274 0.048904923 3.48E-05 59.95624279VCMEETLWLQDNIR 8 119395740 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.76 0.857 0.835 4.455052376 64.76 0 2036.014248 2 1018.51239 1.599013092 0.001627807 76.47111048DFHYIVFGAPGTYNWK 6 119395740 2xTMT6plex [N-Term; K16] 1.046 1.118 1.044 5.964169979 40.62 0 2373.243209 3 791.7518311 -0.95616662 -0.000756405 79.73007947

SCFEYTANPAGYNPSISIVGTLEAEK 12 119395740 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C2] 0.645 0.566 5.345629215 49.72 0 3276.649865 3 1092.885498 -2.41838454 -0.0026414 89.69624205LIATFPDTLTYSAYR 18 119395740 1xTMT6plex [N-Term] 0.758 0.791 0.948 4.699603081 49.68 0 1961.058145 2 981.0335693 0.875727158 0.000858676 80.8922648NIGDINQDGYPDIAVGAPYDDLGK 10 119395740 2xTMT6plex [N-Term; K24] 0.749 0.812 0.01 5.997064114 77.37 0 2978.514752 3 993.5116577 1.90305404 0.001889425 75.15304608SEDEVGSLIEYEFR 26 119395740 1xTMT6plex [N-Term] 0.963 1.107 0.944 5.102098465 63.37 0 1901.933004 2 951.4683838 -1.846937756 -0.001756376 80.56336332TGGLYSCDITAR 6 119395740 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.898 0.877 0.759 4.75080204 50.17 0 1542.778358 2 771.8935547 0.955720562 0.000737233 49.26561112AFIDVTAAAENIR 12 119395740 1xTMT6plex [N-Term] 0.896 0.768 1.438 4.860198975 55.8 0 1619.895437 2 810.4494629 -2.338082239 -0.001893724 67.34423805IEDDMDGGDWSFCDGR 4 119395740 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.656 1.003 4.430324078 52.3 0 2103.858535 2 1052.433838 0.885991724 0.000932001 57.91992005LRPIPITASVEIQEPSSR 6 119395740 1xTMT6plex [N-Term] 1.319 1.423 0.914 7.351401329 25.07 0 2222.270597 3 741.4301758 2.419680014 0.001792395 69.11877334TACGAPSGICLQVK 8 119395740 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C3; C10] 1.149 1.187 1.313 4.224592686 50.69 0 1920.04471 2 960.5212402 -4.950890571 -0.004752966 54.3399894
VNSLPEVLPILNSDEPK 14 119395740 2xTMT6plex [N-Term; K17] 0.782 0.764 0.75 4.773274899 52.09 0 2322.332084 3 774.7817383 -0.612309609 -0.000473995 92.53094044IEFDNDADPTSESK 2 119395740 2xTMT6plex [N-Term; K14] 0.592 3.959140539 47.84 0 2026.001701 2 1013.501953 -2.503132153 -0.002535675 46.97580125

EGCGDDNVCNSNLK 6 119395740 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C3; C9] 0.861 0.597 0.795 3.711830139 56.83 0 2039.95266 2 1020.479004 -0.94538836 -0.000964274 28.55754821
SAHLLPEHIFDGEGLASSFGYDVAVVDLNK 6 119395740 2xTMT6plex [N-Term; K30] 0.695 0.8 0.649 7.607522011 41.96 0 3658.915733 4 915.4841919 -0.217299859 -0.00019877 95.60116167DEITFVSGAPR 4 119395740 1xTMT6plex [N-Term] 0.81 0.752 3.713704109 22.87 0 1420.76336 2 710.885498 0.253084898 0.000179787 45.18819986TAHIDVHFLK 16 119395740 2xTMT6plex [N-Term; K10] 0.856 0.84 0.858 3.90722084 31.29 0 1638.973183 4 410.4985352 -0.531945861 -0.000217961 51.58021722SRPVINIQK 10 119395740 2xTMT6plex [N-Term; K9] 0.86 0.815 0.904 4.503287315 18.54 0 1512.962618 3 504.9920959 -0.583846681 -0.000294446 38.7353882LNYLDILMR 12 119395740 1xTMT6plex [N-Term] 0.878 0.972 0.849 3.627992392 52.46 0 1379.791823 2 690.3977661 -2.585711393 -0.001783872 92.60134094YTQELTLK 6 119395740 2xTMT6plex [N-Term; K8] 0.748 0.839 0.823 3.484343529 36.08 0 1453.866652 2 727.4364014 -0.77431147 -0.000562873 62.36168729AEALPLQR 10 119395740 1xTMT6plex [N-Term] 0.763 0.775 0.909 3.137715578 33.9 0 1126.678174 2 563.8424683 -0.456187556 -0.000256988 49.00885006GVPELVLK 4 119395740 2xTMT6plex [N-Term; K8] 0.93 0.921 2.987723589 24.4 0 1312.860444 2 656.9332886 -0.871259064 -0.000571921 65.217647LLLVGAPR 10 119395740 1xTMT6plex [N-Term] 0.817 0.992 0.837 2.704173565 39.67 0 1067.713831 2 534.3608398 0.535628071 0.000285949 59.16763903CYVLSQNLR 4 119395740 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.295 0.878 2.744898319 12.58 0 1381.745936 2 691.3762817 -0.469857316 -0.000324612 43.50166099FSLFAER 4 119395740 1xTMT6plex [N-Term] 1.159 1.277 2.74388814 26.83 0 1098.614511 2 549.8113403 0.812845683 0.000446502 63.2199868VTCEPQK 6 119395740 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.939 1.021 0.761 2.861939669 22.91 0 1319.739343 2 660.3735352 0.341311716 0.000225221 25.58580657TITVTPNR 6 119395740 1xTMT6plex [N-Term] 0.877 0.914 0.936 3.116300583 25.1 0 1130.673088 2 565.84021 0.048486053 2.74E-05 28.77346572VTVFPSK 4 119395740 2xTMT6plex [N-Term; K7] 0.788 2.628765106 26.08 0 1235.77638 2 618.3922119 0.620474818 0.000383384 53.05029756NPTKDGDDAHEAK 4 119395740 3xTMT6plex [N-Term; K4; K13] 1.135 1.219 3.546533585 9.68 1 2085.117958 4 522.0335693 -2.642640063 -0.001377554 26.71381915WNENESYS 4 119395740 1xTMT6plex [N-Term] 0.441 1.269 1.834183097 16.13 0 1257.558512 2 629.2823486 -0.86795514 -0.000545752 78.08172795133925803 RBFOX2 RNA binding protein fox-1 homolog 2 isoform 5 23543 NP_001076047.1 3.32594235 1 1 1 6 451 47.305 6.55 1.15 1.55 100 34.24 Non-Significant 0.407 GFGFVTFENSADADR 6 133925803 1xTMT6plex [N-Term] 1.154 1.553 100 5.240877151 60.35 0 1861.891808 2 931.4471436 -2.576508799 -0.00239859 66.95162037163644261 CEP170B centrosomal protein of 170 kDa protein B isoform 1 283638 NP_001106197.1 1.737451737 1 1 2 16 1554 167.612 6.7 0.88 0.64 0.76 Non-Significant #N/A AASAAGVPLEASGEQVR 4 163644261 1xTMT6plex [N-Term] 0.882 0.638 4.092133999 83.08 0 1841.991856 2 921.4975586 -2.179956707 -0.002007731 40.03362747EPSYFEIPTK 12 163644261 2xTMT6plex [N-Term; K10] 1.321 1.607 1.463 3.040814638 38.3 0 1668.924895 2 834.9663086 0.267020704 0.000222819 62.12459238166235178 PDLIM3 PDZ and LIM domain protein 3 isoform b 27295 NP_001107579.1 15.82278481 1 2 2 10 316 34.258 7.71 1.28 1.33 100 34.2 Non-Significant #N/A
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AAAANLCPGDVILAIDGFGTESMTHADAQDR 6 166235178 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.037 100 100 4.077656269 36.88 0 3416.641218 3 1139.55481 2.53376939 0.00288566 97.74109341INLESEPQEFKPIGTAHNR 4 166235178 2xTMT6plex [N-Term; K11] 1.32 1.225 4.365207195 18.72 0 2638.43532 4 660.3640747 -0.322460766 -0.000212698 50.74342413224451124 NBEAL1 neurobeachin-like protein 1 65065 NP_001107604.1 1.262063846 1 2 2 8 2694 307.041 6.44 1.16 0.89 100 34.01 Non-Significant 0.411 SFFIEGISDGIPLLK 6 224451124 2xTMT6plex [N-Term; K15] 1.157 1.122 100 3.749423981 29.9 0 2094.225099 3 698.741272 -7.562144124 -0.005278944 108.3925584VSDMVEDKLDLPEEDITAR 2 224451124 2xTMT6plex [N-Term; K8] 0.61 3.600587845 2.16 1 2633.374418 3 878.4606934 -2.617038362 -0.002297214 70.84836999193788705 SLFN14 schlafen family member 14 342618 NP_001123292.1 0.986842105 1 1 1 4 912 103.84 8.24 0.97 1.11 1.04 Non-Significant #N/A CIQEEEDMR 4 193788705 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.969 1.109 2.20355773 14.17 0 1438.650381 2 719.8290405 0.294584906 0.000211902 26.74187961
194018553 SLC9A3R2 Na(+)/H(+) exchange regulatory cofactor NHE-RF2 isoform a 9351 NP_001123484.1 8.902077151 1 2 2 6 337 37.391 7.93 1.17 1.04 1.11 Non-Significant #N/A LLVVDQETDEELR 2 194018553 1xTMT6plex [N-Term] 1.287 4.454090595 46.85 0 1787.958825 2 894.4815063 -1.727385802 -0.001544247 60.72043251SDLPGSDKDTEDGSAWK 4 194018553 3xTMT6plex [N-Term; K8; K17] 1.091 1.043 3.978607178 8.13 1 2495.286873 3 832.4324951 -1.579441017 -0.001313719 52.77320721197382472 AFAP1 actin filament-associated protein 1 isoform A 60312 NP_001128119.1 3.071253071 1 2 2 5 814 89.739 8.57 0.93 1.01 0.97 Non-Significant #N/A ITQQGTDPLVLAVQSK 2 197382472 2xTMT6plex [N-Term; K16] 1.165 4.881942272 33.71 0 2156.269089 3 719.4280396 0.220715655 0.000158641 73.69680375AVITNILLR 3 197382472 1xTMT6plex [N-Term] 0.926 0.881 2.894649506 22.85 0 1241.814273 2 621.4106445 -0.21013408 -0.000130474 72.83861297209180457 TOM1 target of Myb protein 1 isoform 2 10043 NP_001129204.1 5.679513185 1 2 2 6 493 53.841 4.74 0.58 0.67 0.62 Non-Significant #N/A GLEFPMTDLDMLSPIHTPQR 4 209180457 1xTMT6plex [N-Term] 0.584 0.665 4.1985569 20.86 0 2527.288631 3 843.100769 -0.347234219 -0.00029252 92.27417253GSSLADQR 2 209180457 1xTMT6plex [N-Term] 0.566 1.789621949 25.05 0 1062.574103 2 531.7900391 -1.224587534 -0.000650608 26.33752747209977080 RCOR3 REST corepressor 3 isoform a 55758 NP_001129695.1 10.66907776 1 2 4 16 553 61.177 7.24 1.04 1.37 1.2 Non-Significant #N/A DFQAIADVIGNK 2 209977080 2xTMT6plex [N-Term; K12] 1.041 3.616932631 33.73 0 1748.994706 3 583.6698608 0.184963128 0.000107833 81.01826997VLFEQAFSFHGK 6 209977080 2xTMT6plex [N-Term; K12] 1.708 1.286 1.377 4.907215118 36.22 0 1868.047076 3 623.3536377 -0.383225922 -0.000238628 77.25328462SLADLPNFTPFPDEWTVEDK 6 209977080 2xTMT6plex [N-Term; K20] 1.296 1.53 5.356412888 43.61 0 2779.423083 3 927.1463623 0.521847167 0.000483478 99.54553191STDEEEEAQTPQAPR 2 209977080 1xTMT6plex [N-Term] 1.368 3.821501017 30.79 0 1916.903494 3 639.6382446 -1.728716803 -0.001104594 19.14563202
211057411 CISD3 CDGSH iron-sulfur domain-containing protein 3, mitochondrial precursor 284106 NP_001129970.1 8.661417323 1 2 2 4 127 14.206 10.55 0.8 1.15 0.97 Non-Significant #N/A

TPIKVELVAGK 2 211057411 3xTMT6plex [N-Term; K4; K11] 1.15 3.025332212 0.78 1 1842.203131 3 614.7387085 -0.846405965 -0.000519751 62.08855459VELVAGK 2 211057411 2xTMT6plex [N-Term; K7] 0.799 2.535725594 16.85 0 1173.76073 2 587.3840332 0.050611891 2.97E-05 46.70592806214830079 SPG20 spartin 23111 NP_001135766.1 4.804804805 1 2 2 6 666 72.788 5.91 1.12 0.79 0.95 Non-Significant #N/A VSQFLVDGVCTVANCVGK 2 214830079 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C10; C15] 0.875 3.265380383 28.38 0 2411.282708 3 804.4321899 -0.286733604 -0.000230465 95.72037393
GLNTDELGQKEEAK 4 214830079 3xTMT6plex [N-Term; K10; K14] 1.116 0.41 2.392058134 9.44 1 2219.248637 3 740.4216919 0.849392701 0.000628338 43.63217203215490021 MORF4L2 mortality factor 4-like protein 2 9643 NP_001135890.1 8.333333333 1 1 2 8 288 32.288 9.72 1.61 1.74 1.67 Non-Significant #N/A ADPTVESEEAFK 4 215490021 2xTMT6plex [N-Term; K12] 1.605 1.743 4.225643158 33.33 0 1780.936916 2 890.9736328 1.725470999 0.001536477 44.42134089EYAVNEVVAGIK 4 215490021 2xTMT6plex [N-Term; K12] 1.138 1.134 3.207948446 29.58 0 1750.015107 3 584.0100708 0.315592901 0.000184097 66.12361397221136862 WRAP53 telomerase Cajal body protein 1 55135 NP_001137463.1 7.846715328 1 2 2 6 548 59.272 4.58 1.24 1.01 1.12 Non-Significant #N/A AMEDTSGEPAAEDEGDTAWNYSFSQLPR 2 221136862 1xTMT6plex [N-Term] 4.564527988 40.36 0 3303.458546 3 1101.825928 1.418020859 0.001561458 68.50541862ENPIHIWDAFTGELR 4 221136862 1xTMT6plex [N-Term] 1.239 1.01 4.360024929 27.61 0 2027.054791 3 676.3538208 -3.888147322 -0.002627163 85.87298809223718250 PLS1 plastin-1 5357 NP_001138791.1 16.0572337 1 3 7 69 629 70.209 5.41 1.47 1.07 100 34.18 Non-Significant 0.408 QFVTPADVVSGNPK 16 223718250 2xTMT6plex [N-Term; K14] 0.943 0.887 0.892 4.490453243 74.59 0 1917.084583 2 959.0448608 -1.115376093 -0.001069135 59.72480278GGEDGPAIAIDLSGINETNDLKR 2 223718250 2xTMT6plex [N-Term; K22] 0.852 4.907793522 21.04 1 2813.504521 3 938.5039063 -2.614472429 -0.002451943 69.79940875AYFHLLNQIAPK 20 223718250 2xTMT6plex [N-Term; K12] 0.88 0.885 0.888 4.933159351 39.99 0 1873.11001 3 625.0414429 -0.125442028 -7.83E-05 75.18768268
KIENCNYAVELGK 30 223718250 3xTMT6plex [N-Term; K1; K13]; 1xCarbamidomethyl [C5] 0.881 0.906 0.924 5.181361675 21.02 1 2225.2567 3 742.4238281 0.103823977 7.70E-05 53.63266202

ALENDPDCK 4 223718250 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.469 1.135 2.752330303 27.49 0 1519.782664 2 760.3945313 -0.578115556 -0.000439305 26.89256846LSPEELLLR 10 223718250 1xTMT6plex [N-Term] 0.769 0.713 0.771 3.406518459 39.64 0 1298.788118 2 649.8973389 -0.552088223 -0.000358523 70.60070579SISTSLPVLDLIDAIAPNAVR 2 223718250 1xTMT6plex [N-Term] 100 3.096915245 12.74 0 2394.380541 3 798.7982178 -0.184231236 -0.00014704 113.002189224586884 YBX3 Y-box-binding protein 3 isoform b 8531 NP_001138898.1 29.7029703 1 1 6 101 303 31.928 9.66 1.22 1.29 1.25 #N/A GAEAANVTGPDGVPVEGSR 14 224586884 1xTMT6plex [N-Term] 1.339 1.255 1.243 5.060039997 70.19 0 2012.024613 3 671.3457642 -0.931091757 -0.00062446 34.46785838EDVFVHQTAIK 10 224586884 2xTMT6plex [N-Term; K11] 1.09 1.051 1.161 4.016389847 39.69 0 1744.999791 2 873.0031128 -0.482638489 -0.000421102 45.71671718AGEAPTENPAPPTQQSSAE 18 224586884 1xTMT6plex [N-Term] 1.269 1.016 1.227 4.281027317 56.56 0 2111.009022 2 1056.00708 -1.013024448 -0.001069252 26.71180915DGVPEGAQLQGPVHR 6 224586884 1xTMT6plex [N-Term] 1.086 1.13 5.295317173 38.87 0 1788.955411 3 596.9903564 0.617715752 0.000368355 30.58053167SVGDGETVEFDVVEGEK 49 224586884 2xTMT6plex [N-Term; K17] 1.452 1.59 1.45 5.476432323 78.97 0 2254.149093 2 1127.577393 -0.703078494 -0.000792422 59.71504628NAGEIGEMK 4 224586884 2xTMT6plex [N-Term; K9] 1.217 1.29 3.304945946 35.22 0 1406.771371 2 703.8886719 -0.927058957 -0.00065208 34.70366574
256017174 LRCH1 leucine-rich repeat and calponin homology domain-containing protein 1 isoform 1 23143 NP_001157683.1 1.703800786 1 1 1 18 763 84.568 5.68 1.4 1.51 1.45 Non-Significant #N/A

VLPQELVDLPLVK 18 256017174 2xTMT6plex [N-Term; K13] 1.395 1.51 3.184536457 37.05 0 1921.213807 2 961.1105957 0.056306201 5.41E-05 103.0464107256818744 GPN3 GPN-loop GTPase 3 isoform 2 51184 NP_001157844.1 5.572755418 1 1 1 4 323 37.413 4.69 0.71 1.24 0.98 Non-Significant #N/A FLDPDMYSLLEDSTSDLR 4 256818744 1xTMT6plex [N-Term] 0.712 1.238 4.287763119 14.06 0 2346.137259 3 782.7171631 -0.137656988 -0.000107654 101.397922132528299 XIAP E3 ubiquitin-protein ligase XIAP 331 NP_001158.2 2.816901408 1 1 1 6 497 56.648 6.65 0.94 0.96 0.95 Non-Significant #N/A SLEVLVADLVNAQK 6 32528299 2xTMT6plex [N-Term; K14] 0.938 0.959 4.772213459 37.92 0 1957.173398 3 653.062439 -0.324266347 -0.000211548 110.9181942
260064013 RRM2 ribonucleoside-diphosphate reductase subunit M2 isoform 1 6241 NP_001159403.1 15.3674833 1 3 5 15 449 51.06 6.57 0.91 1.19 1.05 Non-Significant #N/A

FVIFPIEYHDIWQMYK 2 260064013 2xTMT6plex [N-Term; K16] 0.746 2.345242977 11.79 0 2587.382345 3 863.1323242 0.028722562 2.48E-05 109.7642416GLMPGLTFSNELISR 6 260064013 1xTMT6plex [N-Term] 1.217 1.189 3.408779621 35.85 0 1864.019985 2 932.5123901 -1.331239248 -0.001240728 81.88664347GLSLVDKENTPPALSGTR 2 260064013 2xTMT6plex [N-Term; K7] 1.192 1.187 2.819791317 1 2313.31783 3 771.7780151 0.718306034 0.00055389 56.38465821KADWALR 4 260064013 2xTMT6plex [N-Term; K1] 1.535 1.2 2.645708323 8.6 1 1317.804326 3 439.9401855 1.272488329 0.000558964 36.37479036IEQEFLTEALPVK 1 260064013 2xTMT6plex [N-Term; K13] 0.825 2.170512438 0 1975.1516 3 659.059082 5.616082203 0.003697538 85.32162149268370297 VARS2 valine--tRNA ligase, mitochondrial isoform 1 57176 NP_001161206.1 1.738334858 1 2 2 6 1093 121.466 7.14 1.04 0.75 0.89 Non-Significant #N/A LSSLQLELSK 4 268370297 2xTMT6plex [N-Term; K10] 1.036 0.767 3.269023895 38.97 0 1575.972179 2 788.4896851 -0.054558585 -4.30E-05 69.185059VQEVVQVLR 2 268370297 1xTMT6plex [N-Term] 0.629 1.768015862 6.14 0 1298.799352 2 649.9029541 -0.554340341 -0.000359988 60.92607398269954694 ITPR1 inositol 1,4,5-trisphosphate receptor type 1 isoform 3 3708 NP_001161744.1 3.171709807 1 1 10 75 2743 311.965 6.15 2.27 1.47 1.87 Non-Significant #N/A
TTCFICGLER 10 269954694 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 1.324 3.719 1.153 3.878786564 33.95 0 1485.739136 2 743.3725586 -0.872187094 -0.000647921 53.7314492

FLQLLCENHNR 10 269954694 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.484 1.405 1.851 3.898012638 34.16 0 1672.879075 3 558.2977295 -0.263117307 -0.000146721 65.50675931LLLAIMESR 32 269954694 1xTMT6plex [N-Term] 1.225 1.114 1.208 3.420535803 48.76 0 1274.77036 2 637.8887939 -0.037959288 -2.42E-05 94.97157753RLPALLEK 9 269954694 2xTMT6plex [N-Term; K8] 1.184 0.775 0.985 4.705533981 26.62 1 1397.924442 3 466.6462708 -0.130603726 -6.09E-05 64.50648181EADPDDHYQPGEGTQATADK 2 269954694 2xTMT6plex [N-Term; K20] 100 2.640858412 7.71 0 2603.226174 3 868.4141235 0.631157402 0.000547682 27.41067179LFHAEQEK 6 269954694 2xTMT6plex [N-Term; K8] 1.212 1.251 1.179 3.679767132 22.7 0 1459.830935 3 487.2813721 -0.939916417 -0.000457373 33.70631377FLQTIVK 4 269954694 2xTMT6plex [N-Term; K7] 1.682 1.47 2.883407831 34.83 0 1306.84988 2 653.928772 0.296602784 0.000193808 67.55909176NVYTEIK 10 269954694 2xTMT6plex [N-Term; K7] 1.06 1.262 1.482 3.308563709 25.21 0 1324.787673 2 662.8947754 -4.075497424 -0.002699584 40.93443607DLQNFLR 6 269954694 1xTMT6plex [N-Term] 1.05 1.144 1.017 2.979279757 31.96 0 1134.646874 2 567.8261108 -1.699824286 -0.00096435 64.46217364LPALLEK 2 269954694 2xTMT6plex [N-Term; K7] 1.044 2.393675804 19.13 0 1241.823331 2 621.4128418 -3.96485243 -0.002461823 71.68099296304555588 EEF1D elongation factor 1-delta isoform 5 1936 NP_001182132.1 59.54198473 1 1 13 149 262 29.053 5.03 0.93 1.73 1.33 #N/A
SSILLDVKPWDDETDMAQLEACVR 16 304555588 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C22] 1.484 2.27 2.049 5.682524204 38.85 0 3249.65357 4 813.168396 -0.558882842 -0.000454044 89.43763786
SSILLDVKPWDDETDMAQLEACVR 18 304555588 2xTMT6plex [N-Term; K8]; 1xOxidation [M16]; 1xCarbamidomethyl [C22] 1.13 0.627 0.89 5.144177914 36.71 0 3265.648485 4 813.168396 -0.558882842 -0.000454044 89.43763786

SIQLDGLVWGASK 34 304555588 2xTMT6plex [N-Term; K13] 1.02 1.091 1.079 5.227869987 80.55 0 1832.068205 2 916.5373535 -0.422816546 -0.000387314 81.76457176
LQIQCVVEDDKVGTDLLEEEITK 10 304555588 3xTMT6plex [N-Term; K11; K23]; 1xCarbamidomethyl [C5] 0.601 0.724 0.716 5.011828899 30.9 1 3361.837949 3 1121.28418 0.010887646 1.22E-05 95.94697572

FEEHVQSVDIAAFNK 8 304555588 2xTMT6plex [N-Term; K15] 0.743 0.597 0.676 5.214139938 40.96 0 2192.175189 3 731.3963623 -0.298997973 -0.000218485 63.73258135
KLQIQCVVEDDKVGTDLLEEEITK 4 304555588 4xTMT6plex [N-Term; K1; K12; K24]; 1xCarbamidomethyl [C6] 0.921 1.035 7.997348785 48.33 2 3719.095844 4 930.52948 0.066110658 6.15E-05 90.31726993ATAPQTQHVSPMR 6 304555588 1xTMT6plex [N-Term] 0.977 0.987 0.997 5.835287571 70.24 0 1652.87399 3 551.6288452 -1.214421354 -0.000669095 20.77629506FEEHVQSVDIAAFNKI 6 304555588 2xTMT6plex [N-Term; K15] 0.79 0.975 1.019 5.413949013 23.79 1 2305.259253 3 769.090271 -1.298470753 -0.000997771 74.10525563

KLQIQCVVEDDK 6 304555588 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C6] 0.677 0.648 0.673 5.041536808 27.32 1 2162.245801 3 721.4193115 -1.119086316 -0.00080658 56.91917608
ATAPQTQHVSPMR 12 304555588 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.797 0.933 0.885 4.169085026 50.76 0 1668.868905 3 551.6288452 -1.214421354 -0.000669095 20.77629506LVPVGYGIR 11 304555588 1xTMT6plex [N-Term] 1.139 1.091 1.161 2.929468155 31.42 0 1202.74586 2 601.8759766 -0.983595155 -0.000591507 55.53883986KPALVAK 6 304555588 3xTMT6plex [N-Term; K1; K7] 1.073 1.156 0.992 3.425830841 16.24 0 1413.976032 3 471.9963379 -1.111693614 -0.000523969 40.37569172FYEQMNGPVAGASR 2 304555588 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.132 2.892676592 2.39 0 1771.863485 3 591.2924194 -0.440135047 -0.000259953 27.7203157QVEPPAK 8 304555588 2xTMT6plex [N-Term; K7] 1.113 1.112 1.06 2.909066916 23.09 0 1226.750894 2 613.87854 -0.888926905 -0.000545246 29.79939609SLAGSSGPGASSGTSGDHVVQELQQAISK 2 304555588 2xTMT6plex [N-Term; K29] 0.933 1.728 2.32721138 17.15 0 3213.675168 4 804.175415 1.450683721 0.001165507 94.45956749

310832382 ATP6V0C V-type proton ATPase 16 kDa proteolipid subunit 527 NP_001185498.1 11.61290323 1 1 1 8 155 15.725 8.44 1.33 1.93 8.44 3.9 Non-Significant 0.229
SGTGIAAMSVMRPEQIMK 8 310832382 2xTMT6plex [N-Term; K18] 1.326 1.925 8.435 4.759665966 41.57 0 2365.280599 3 789.0970459 -1.697246698 -0.001338155 65.52199407

344313163 POMGNT1 protein O-linked-mannose beta-1,2-N-acetylglucosaminyltransferase 1 isoform 2 55624 NP_001230695.1 3.20855615 1 2 2 3 748 84.614 6.86 1.34 1.06 1.2 Non-Significant #N/A
SPALSSWGDPVLLK 2 344313163 2xTMT6plex [N-Term; K14] 1.339 3.355199337 12.08 0 1928.12572 3 643.3804932 0.625665731 0.000402121 83.48155373SLYKEELEPK 1 344313163 3xTMT6plex [N-Term; K4; K10] 1.063 1.831062913 1 1923.140591 3 641.7191162 1.146376309 0.000734881 48.35931953

386869290 CALCOCO2 calcium-binding and coiled-coil domain-containing protein 2 isoform 1 10241 NP_001248319.1 4.468085106 1 2 2 6 470 55.153 5.11 1.09 0.98 1.03 Non-Significant #N/A
DYWETELLQLK 4 386869290 2xTMT6plex [N-Term; K11] 1.086 1.157 3.323490381 18.84 0 1896.051886 3 632.6867676 -3.236596883 -0.002045585 88.65822515KLEQTVEQMK 2 386869290 3xTMT6plex [N-Term; K1; K10] 0.701 3.482435942 3.09 1 1921.139545 3 641.0497437 -2.533492677 -0.001622398 51.3931646399124751 NRM nurim isoform 2 11270 NP_001257636.1 10.44776119 1 2 2 8 268 30.022 8.63 1.32 1.28 100 34.2 Non-Significant 0.408 FTSLRPLLGGIPESGGPDAR 6 399124751 1xTMT6plex [N-Term] 1.387 1.284 100 5.870891571 23.71 0 2269.250196 3 757.0872803 -1.281590585 -0.000969417 75.4001686GPVLWEAR 2 399124751 1xTMT6plex [N-Term] 1.293 2.225610495 16.38 0 1156.667609 2 578.8371582 -0.492305435 -0.000284717 51.16587529403310653 RAP2C ras-related protein Rap-2c isoform 1 precursor 57826 NP_001258115.1 37.15846995 1 1 5 46 183 20.731 4.94 0.85 0.73 0.79 Non-Significant #N/A EIEVDSSPSVLEILDTAGTEQFASMR 8 403310653 1xTMT6plex [N-Term] 0.949 0.661 1.73 7.809213638 72.64 0 3053.518627 3 1018.512207 1.126924106 0.001147028 103.0994786EIEVDSSPSVLEILDTAGTEQFASMR 6 403310653 1xTMT6plex [N-Term]; 1xOxidation [M25] 0.878 1.469 5.202328205 32.73 0 3069.513542 3 1018.512207 1.126924106 0.001147028 103.0994786SMVDELFAEIVR 6 403310653 1xTMT6plex [N-Term] 0.849 0.725 4.995354176 55.32 0 1637.877009 2 819.4417725 -0.452456516 -0.000370534 108.5083654VVVLGSGGVGK 8 403310653 2xTMT6plex [N-Term; K11] 0.96 1.067 1.017 4.022573471 52.44 0 1429.914271 3 477.3092651 -0.719357702 -0.000342873 55.273044YDPTIEDFYR 6 403310653 1xTMT6plex [N-Term] 1.39 1.014 1.172 3.855574131 36.57 0 1547.75794 2 774.3825684 -0.051707859 -4.00E-05 55.74343123VPIILVGNK 24 403310653 2xTMT6plex [N-Term; K9] 0.979 0.907 0.922 3.369879484 54.08 0 1410.944843 2 705.9760132 -0.065858572 -4.65E-05 75.10958806

436408726 ITPRIP inositol 1,4,5-trisphosphate receptor-interacting protein precursor 85450 NP_001258942.1 6.215722121 1 3 3 10 547 62.019 5.88 1.08 0.94 1.01 Non-Significant #N/A
TLDSFYEMLK 2 436408726 2xTMT6plex [N-Term; K10] 1.113 3.466529131 40.54 0 1704.928266 2 852.9677124 -0.068956164 -5.88E-05 86.88445795
LHELLCFLEK 4 436408726 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.153 0.964 4.238125324 24.05 0 1760.018084 3 587.3453979 2.020699496 0.001185489 92.28653088

KVPEAMGLPEAVLR 4 436408726 2xTMT6plex [N-Term; K1] 1.007 0.906 4.857512951 25.2 1 1968.171624 3 656.7287598 0.051736786 3.39E-05 68.23993691436408716 LRRC14 leucine-rich repeat-containing protein 14 9684 NP_001258965.1 4.665314402 1 2 2 6 493 54.478 6.9 1.26 1.06 1.16 Non-Significant #N/A LHTSEPGASTQPLCR 2 436408716 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.977 3.682913303 7.2 0 1882.964261 3 628.326416 0.230162029 0.000144462 26.86399656ELFPLLFK 4 436408716 2xTMT6plex [N-Term; K8] 1.256 1.124 3.171490669 40.06 0 1464.923045 2 732.9645386 -0.849247042 -0.000622041 103.5294044440309863 C16orf91 protein CCSMST1 precursor 283951 NP_001258980.1 15.90909091 1 1 1 4 132 14.994 7.02 0.87 0.82 0.85 Non-Significant #N/A AHPAAEEEDDPDRPIEFSSSK 4 440309863 2xTMT6plex [N-Term; K21] 0.873 0.82 5.993644714 24.79 0 2785.368087 4 697.0977783 0.429369194 0.000298988 36.88213956
495529773 ZKSCAN8 zinc finger protein with KRAB and SCAN domains 8 isoform 1 7745 NP_001265048.1 1.730103806 1 1 1 2 578 65.775 7.39 0.08 0.15 0.11 Non-Significant #N/A IEDMAVSLIR 2 495529773 1xTMT6plex [N-Term] 0.084 0.145 2.321187496 0 1375.781653 2 688.3931274 -1.943831118 -0.001337144 73.54297231501354174 LRRC20 leucine-rich repeat-containing protein 20 isoform 1 55222 NP_001265140.1 8.695652174 1 2 2 8 184 20.496 6.55 0.94 0.89 0.91 Non-Significant #N/A

VIAPPLIK 4 501354174 2xTMT6plex [N-Term; K8] 0.893 0.865 2.795597792 28.77 0 1308.901915 2 654.9545898 -0.00933798 -6.11E-06 71.28505785LAAMPALR 4 501354174 1xTMT6plex [N-Term] 1.104 1.051 2.469877243 17.02 0 1071.654602 2 536.3302612 -1.265248206 -0.000677955 53.05583115507417954 TADA3 transcriptional adapter 3 isoform a 10474 NP_001265199.1 10.41666667 1 2 2 4 432 48.872 6.27 0.98 1.04 1.01 Non-Significant #N/A IKEELIAQGLLESEDRPAEDSEDEVLAELR 2 507417954 2xTMT6plex [N-Term; K2] 1.043 6.646413803 18.17 1 3855.027527 4 964.5101318 -2.290493696 -0.002207479 88.836412IQEYEFTDDPIDVPR 2 507417954 1xTMT6plex [N-Term] 0.982 2.450181007 21.49 0 2066.027967 2 1033.515625 -1.932834436 -0.001996645 66.87848387507834146 ARL6 ADP-ribosylation factor-like protein 6 84100 NP_001265222.1 10.21505376 1 1 1 4 186 21.084 8.54 0.99 1.23 1.11 Non-Significant #N/A GEGLQEGVDWLQDQIQTVK 4 507834146 2xTMT6plex [N-Term; K19] 0.988 1.234 4.281696796 40.41 0 2601.392452 3 867.8004761 -2.143804692 -0.001858959 90.80199727
507144077 UBE2F NEDD8-conjugating enzyme UBE2F isoform 1 140739 NP_001265234.1 5.405405405 1 1 1 4 185 21.064 6.79 1.23 0.66 0.94 Non-Significant #N/A TAATASDSTR 4 507144077 1xTMT6plex [N-Term] 1.228 0.66 3.532159328 51.49 0 1209.62726 2 605.3171387 -0.214666334 -0.000129833 14.64590999528524481 BTD biotinidase isoform 1 686 NP_001268652.1 5.321100917 1 2 2 5 545 61.29 6.01 1.14 0.57 0.85 Non-Significant #N/A TSIYPFLDFMPSPQVVR 4 528524481 1xTMT6plex [N-Term] 0.571 3.517412186 16.93 0 2226.183028 3 742.7327271 0.269668907 0.000200111 104.87012DAQEVHCDEATK 1 528524481 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.138 2.333444357 0 1860.916198 3 620.9765015 -0.669839658 -0.000415505 18.63794343
544063439 SLC35A2 UDP-galactose translocator isoform h 7355 NP_001269580.1 2.612826603 1 1 1 8 421 44.078 9.72 1.4 1.42 1.35 1.39 Significant 0.000224 GDLITEPFLPK 8 544063439 2xTMT6plex [N-Term; K11] 1.398 1.419 1.354 3.272398472 60.49 0 1688.00348 2 844.5046997 -0.80379333 -0.000678403 77.72574005554506537 C11orf54 ester hydrolase C11orf54 isoform a 28970 NP_001272997.1 9.206349206 1 2 2 9 315 35.095 6.7 1.03 1.09 2.16 1.43 Non-Significant 0.0603 IAEVGGVPYLLPLVNQK 4 554506537 2xTMT6plex [N-Term; K17] 0.929 0.962 4.686590672 30.47 0 2268.373161 3 756.7955933 -0.411795052 -0.000311368 101.2838668APLVCLPVFVSR 5 554506537 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.131 1.225 2.159 3.218122005 19 0 1586.928986 2 793.96698 -1.450870885 -0.001151215 87.24948352
557128998 HDDC3 guanosine-3',5'-bis(diphosphate) 3'-pyrophosphohydrolase MESH1 isoform 1 374659 NP_001273380.1 7.262569832 1 1 1 4 179 20.317 6.74 1.2 1 1.1 Non-Significant #N/A

VQEYFEWAAQVVK 4 557128998 2xTMT6plex [N-Term; K13] 1.196 1 3.87313652 34.34 0 2055.131534 3 685.7154541 0.134076424 9.18E-05 100.7841127572153089 VRK2 serine/threonine-protein kinase VRK2 isoform 1 7444 NP_001275766.1 7.283464567 1 2 2 6 508 58.104 8.84 0.97 1.33 1.15 Non-Significant #N/A ILNPHGIPLGPLDFSTK 4 572153089 2xTMT6plex [N-Term; K17] 0.968 1.294 4.667713642 32.49 0 2277.337109 3 759.7834473 -0.580038467 -0.000440314 89.5750974KQLDYLGIPLFYGSGLTEFK 2 572153089 3xTMT6plex [N-Term; K1; K20] 1.476 3.676453829 22.67 1 2976.705343 3 992.906189 -0.446448444 -0.000442982 107.0372318572877702 TTC7A tetratricopeptide repeat protein 7A isoform 1 57217 NP_001275880.1 3.628117914 1 2 2 3 882 98.875 6.46 0.42 0.94 0.68 Non-Significant #N/A KDDAHALHLLALLFSAQK 2 572877702 3xTMT6plex [N-Term; K1; K18] 0.941 3.229105949 2.88 1 2678.596067 5 536.524231 -1.500328808 -0.000803755 97.47270515GLSLERLPNSIASR 1 572877702 1xTMT6plex [N-Term] 0.424 1.724464417 8.89 1 1742.012198 2 871.503418 -7.25500804 -0.006319156 95.40991765594140514 DMXL1 dmX-like protein 1 isoform 1 1657 NP_001277250.1 0.721784777 1 1 2 8 3048 340.029 6.3 1.21 0.74 0.98 Non-Significant #N/A ILPDQFSPLNEVLK 4 594140514 2xTMT6plex [N-Term; K14] 0.914 0.742 2.834797859 23.04 0 2071.220348 3 691.0774536 -1.226755115 -0.00084696 98.31290951AILSHLVK 4 594140514 2xTMT6plex [N-Term; K8] 1.225 3.207206249 31.48 0 1338.887328 3 446.9671936 -0.224267903 -0.00010009 57.56858266
762205506 RSPRY1 RING finger and SPRY domain-containing protein 1 isoform 1 precursor 89970 NP_001292093.1 5.208333333 1 2 2 4 576 64.139 5.57 1.67 0.89 1.28 Non-Significant #N/A

QNVDGLVLDTLAVIR 2 762205506 1xTMT6plex [N-Term] 0.89 4.065594673 36.69 0 1855.085028 3 619.0314331 -2.847359293 -0.001760698 99.70775189LVTLESWANDPDYLK 2 762205506 2xTMT6plex [N-Term; K15] 1.669 1.735434532 1.58 0 2222.210906 3 741.4080811 -0.547196458 -0.000405329 87.2438533808175997 EED polycomb protein EED isoform c 8726 NP_001294936.1 7.081545064 1 3 3 9 466 53.027 7.36 1.37 1.35 1.36 Non-Significant #N/A WLGDLILSK 4 808175997 2xTMT6plex [N-Term; K9] 1.638 1.394 3.799958467 37.73 0 1502.934672 2 751.9708252 -0.198344865 -0.00014905 93.31913438
IINPITMQCIK 2 808175997 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.273 3.316528797 16.28 0 1789.048004 3 597.0200806 -1.294314505 -0.000771864 75.91050483

IKPSESNVTILGR 3 808175997 2xTMT6plex [N-Term; K2] 1.226 1.312 2.059767485 6.29 0 1872.131868 3 624.7155762 0.164190157 0.000102462 47.6499641827342587 SPARC SPARC isoform 3 precursor 6678 NP_001296373.1 8.504398827 1 2 2 6 341 39.051 5 1.26 1.36 1.31 Non-Significant #N/A LEAGDHPVELLAR 2 827342587 1xTMT6plex [N-Term] 1.026 3.11055088 16.38 0 1648.921986 3 550.3115234 -1.193893657 -0.000656212 49.5007397YIPPCLDSELTEFPLR 4 827342587 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.26 1.803 4.637931347 46.31 0 2179.130658 3 727.0482178 -0.256001027 -0.000185953 93.32173735
930588922 KDM5B lysine-specific demethylase 5B isoform 1 10765 NP_001300971.1 2.658227848 1 3 3 10 1580 179.294 6.76 1.32 1.12 1.22 Non-Significant #N/A

ADVLDVVVASTVQK 2 930588922 2xTMT6plex [N-Term; K14] 1.274 4.045891285 31.37 0 1902.131199 3 634.7149048 -0.545721836 -0.000346012 85.17471107VPVLDTLIELVTR 6 930588922 1xTMT6plex [N-Term] 1.406 1.116 3.340866327 27.49 0 1697.041038 2 849.0231934 -1.136142973 -0.000964041 113.3594965ILNPYNLFLSGDSLR 2 930588922 1xTMT6plex [N-Term] 1.343 3.648772001 18.04 0 1951.085028 3 651.0336914 0.765117219 0.000497603 99.11763153968121886 SDR16C5 epidermal retinol dehydrogenase 2 isoform 1 195814 NP_001304978.1 2.51572327 1 1 1 4 318 35.11 8.28 1.03 1.23 1.13 Non-Significant #N/A LLALQFAR 4 968121886 1xTMT6plex [N-Term] 1.025 1.227 3.011977673 19.18 0 1160.735295 2 580.8717041 0.720856106 0.000418362 69.7174022985567526 DUSP23 dual specificity protein phosphatase 23 54935 NP_001306587.1 9.333333333 1 1 1 4 150 16.578 8.21 0.96 0.92 0.94 Non-Significant #N/A IPDFCPPAPDQIDR 4 985567526 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.964 0.923 3.564705372 4.63 0 1869.93665 3 623.9852905 2.496668554 0.001556204 66.30693591001184317 TRABD traB domain-containing protein isoform a 80305 NP_001307413.1 9.736842105 1 3 3 10 380 42.745 8 1.12 1.41 1.26 Non-Significant #N/A TVTQLVAEDGSR 6 1001184317 1xTMT6plex [N-Term] 1.098 1.264 4.661866188 64.16 0 1504.816852 2 752.9124146 0.465532774 0.000350271 40.42909716EVQPDVVVVELCQYR 2 1001184317 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.577 4.691706181 19.59 0 2062.084042 3 688.0326538 -0.307428895 -0.000211315 72.95196218AIAALSFWQK 2 1001184317 2xTMT6plex [N-Term; K10] 1.14 3.13330555 4.88 0 1592.95647 2 796.9816284 -0.307424636 -0.000244857 85.44500109
1002623433 BNIP2 BCL2/adenovirus E1B 19 kDa protein-interacting protein 2 isoform 1 663 NP_001307603.1 4.697986577 1 2 2 8 447 50.435 4.96 0.99 1.26 1.13 Non-Significant #N/A

TLLAVTRPFISSK 8 1002623433 2xTMT6plex [N-Term; K13] 1.091 1.473 3.711532354 17.41 0 1891.17809 3 631.0628662 -2.138586106 -0.001348149 72.67079886YLMDNLFK 4 1002623433 2xTMT6plex [N-Term; K8] 0.872 1.151 2.615765572 12.81 0 1501.848893 2 751.4286499 0.75228919 0.000564912 79.367415421002819366 EVPL envoplakin isoform 1 2125 NP_001307676.1 0.97323601 1 1 1 5 2055 233.688 7.25 0.89 0.88 0.89 Non-Significant #N/A AYTEVAAAQQQLLQQLEFAR 5 1002819366 1xTMT6plex [N-Term] 0.888 0.883 4.512951851 6.88 0 2507.345553 3 836.449707 -4.381046018 -0.003661599 98.082416574503121 CTF1 cardiotrophin-1 isoform 1 1489 NP_001321.1 8.955223881 1 1 1 4 201 21.214 9.01 0.76 0.66 0.71 Non-Significant #N/A LDAAALAALPPLLDAVCR 4 4503121 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.761 0.658 4.312728882 24.31 0 2079.183362 3 693.7324829 -0.224496569 -0.00015559 110.62214444502559 CAMLG calcium signal-modulating cyclophilin ligand 819 NP_001736.1 3.378378378 1 1 1 4 296 32.932 8.05 1.32 1.42 1.37 Non-Significant #N/A GDLTADSVQR 4 4502559 1xTMT6plex [N-Term] 1.319 1.423 2.947397709 25.03 0 1290.68511 2 645.8464355 0.375671608 0.000242437 37.579503521735415 CENPB major centromere autoantigen B 1059 NP_001801.1 2.504173623 1 2 2 6 599 65.132 4.55 0.93 0.94 0.93 Non-Significant #N/A VLLLAGR 3 21735415 1xTMT6plex [N-Term] 1.075 0.952 2.110020638 21.73 0 970.6610674 2 485.8335876 -1.204011442 -0.000584344 54.29403656LPPLVAGK 3 21735415 2xTMT6plex [N-Term; K8] 0.87 0.935 2.219424486 17.95 0 1252.839315 2 626.923584 0.459994145 0.000288149 65.62929224
22538422 ATF2 cyclic AMP-dependent transcription factor ATF-2 isoform 1 1386 NP_001871.2 2.178217822 1 1 1 3 505 54.504 7.88 1.08 1.04 1.06 Non-Significant #N/A

FTNEDHLAVHK 3 22538422 2xTMT6plex [N-Term; K11] 1.081 1.042 3.410239935 6.31 0 1768.974639 4 442.9985657 -1.247182768 -0.000551559 34.9269782255750041 ATN1 atrophin-1 1822 NP_001931.2 1.092436975 1 1 1 3 1190 125.338 8.98 0.79 1.01 0.9 Non-Significant #N/A VVDVPSHASQSAR 3 55750041 1xTMT6plex [N-Term] 0.792 1.008 2.588470459 2.09 0 1581.854634 3 527.9557495 -1.225867916 -0.000646382 23.8006805995147335 ITPR2 inositol 1,4,5-trisphosphate receptor type 2 3709 NP_002214.2 3.221029248 1 2 10 71 2701 307.867 6.43 1.71 1.34 1.53 Non-Significant #N/A
GGEEPIEESNILSPVQDGTK 2 95147335 2xTMT6plex [N-Term; K20] 1.713 4.136543751 45.9 0 2557.339748 3 853.1176758 -0.497953489 -0.000424479 59.95093625

TTCFICGLER 10 95147335 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 1.324 3.719 1.153 3.878786564 33.95 0 1485.739136 2 743.3725586 -0.872187094 -0.000647921 53.7314492
FLQLLCENHNR 10 95147335 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.484 1.405 1.851 3.898012638 34.16 0 1672.879075 3 558.2977295 -0.263117307 -0.000146721 65.50675931LLLAIMESR 32 95147335 1xTMT6plex [N-Term] 1.225 1.114 1.208 3.420535803 48.76 0 1274.77036 2 637.8887939 -0.037959288 -2.42E-05 94.97157753RLPALLEK 9 95147335 2xTMT6plex [N-Term; K8] 1.184 0.775 0.985 4.705533981 26.62 1 1397.924442 3 466.6462708 -0.130603726 -6.09E-05 64.50648181LFHAEQEK 6 95147335 2xTMT6plex [N-Term; K8] 1.212 1.251 1.179 3.679767132 22.7 0 1459.830935 3 487.2813721 -0.939916417 -0.000457373 33.70631377FLQTIVK 4 95147335 2xTMT6plex [N-Term; K7] 1.682 1.47 2.883407831 34.83 0 1306.84988 2 653.928772 0.296602784 0.000193808 67.55909176NVYTEIK 10 95147335 2xTMT6plex [N-Term; K7] 1.06 1.262 1.482 3.308563709 25.21 0 1324.787673 2 662.8947754 -4.075497424 -0.002699584 40.93443607LPALLEK 2 95147335 2xTMT6plex [N-Term; K7] 1.044 2.393675804 19.13 0 1241.823331 2 621.4128418 -3.96485243 -0.002461823 71.68099296LLGEIVK 2 95147335 2xTMT6plex [N-Term; K7] 1.342 1.883662462 12.99 0 1229.823331 2 615.4160767 1.257156434 0.00077304 64.84465298167614506 LCP1 plastin-2 3936 NP_002289.2 38.91547049 1 13 19 153 627 70.244 5.43 1.36 1.18 1.37 1.3 Significant 0.00224 ISTSLPVLDLIDAIQPGSINYDLLK 2 167614506 2xTMT6plex [N-Term; K25] 0.929 4.311310768 34.47 0 3156.817188 3 1052.94165 -2.150976037 -0.002263413 113.0242256FSLVGIGGQDLNEGNR 8 167614506 1xTMT6plex [N-Term] 1.506 0.948 4.329273224 57.49 0 1905.002755 2 953.0060425 1.077836204 0.00102664 67.97665133GDEEGVPAVVIDMSGLR 6 167614506 1xTMT6plex [N-Term] 2.797 100 1.776 4.037581444 63.44 0 1973.021107 2 987.0135498 -0.650885396 -0.000642105 77.49057919VNDDIIVNWVNETLR 8 167614506 1xTMT6plex [N-Term] 1.372 0.668 0.474 3.832419634 53.29 0 2029.09157 3 677.0357666 0.579833215 0.000392178 104.2586153MINLSVPDTIDER 14 167614506 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.937 0.911 0.981 4.419727802 47.09 0 1747.909766 2 874.4555054 -3.451109393 -0.003016114 58.47699198VYALPEDLVEVNPK 8 167614506 2xTMT6plex [N-Term; K14] 1.578 1.602 4.40303278 52.59 0 2044.173064 2 1022.5896 -0.558329072 -0.000570661 80.70092292YPALHKPENQDIDWGALEGETR 2 167614506 2xTMT6plex [N-Term; K6] 1.409 5.796346188 26.87 0 2997.547055 4 750.1407471 -1.967091306 -0.001474112 59.5162183AYYHLLEQVAPK 6 167614506 2xTMT6plex [N-Term; K12] 1.457 1.511 1.635 3.84126544 21.72 0 1890.08894 3 630.7010498 -0.182179753 -0.000114779 65.6451829

KIENCNYAVELGK 30 167614506 3xTMT6plex [N-Term; K1; K13]; 1xCarbamidomethyl [C5] 0.881 0.906 0.924 5.181361675 21.02 1 2225.2567 3 742.4238281 0.103823977 7.70E-05 53.63266202
AECMLQQAER 6 167614506 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 2.549 1.247 1.144 4.051205635 38.33 0 1464.71365 2 732.8598022 -0.902386492 -0.000660869 34.50042386YAFVNWINK 22 167614506 2xTMT6plex [N-Term; K9] 0.995 0.842 0.934 4.592975616 49.88 0 1612.92517 2 806.9658813 -0.423909739 -0.000341867 81.43654982
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

EITENLMATGDLDQDGR 2 167614506 1xTMT6plex [N-Term] 0.992 3.093243599 15.72 0 2107.017478 2 1054.012573 0.185857203 0.000195802 56.2088946LSPEELLLR 10 167614506 1xTMT6plex [N-Term] 0.769 0.713 0.771 3.406518459 39.64 0 1298.788118 2 649.8973389 -0.552088223 -0.000358523 70.60070579TENLNDDEK 6 167614506 2xTMT6plex [N-Term; K9] 1.581 1.071 1.167 3.822615862 32.65 0 1535.795337 2 768.4016724 0.475861949 0.000365413 32.37541652MINLSVPDTIDER 4 167614506 1xTMT6plex [N-Term] 1.033 1.028 4.169917107 27.98 0 1731.914851 2 874.4555054 -3.451109393 -0.003016114 58.47699198ISFDEFIK 4 167614506 2xTMT6plex [N-Term; K8] 1.138 1.414 2.87394166 37.34 0 1456.845188 2 728.9258423 -0.535554288 -0.00039011 82.69630456SSSISSFK 6 167614506 2xTMT6plex [N-Term; K8] 0.566 1.268 0.942 3.600316286 34.55 0 1300.751288 2 650.8803711 1.674230516 0.001088879 40.47306176ALENDPDCR 12 167614506 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.989 1.011 0.978 3.061271191 35.03 0 1318.62588 2 659.8166504 0.108955279 7.18E-05 18.50226226VNKPPYPK 6 167614506 3xTMT6plex [N-Term; K3; K8] 1.009 1.079 0.975 3.210069895 3.48 0 1630.029524 3 544.0140991 -1.092162254 -0.000593419 47.36481459AACLPLPGYR 6 167614506 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.618 1.896 1.458 3.441636086 30.15 0 1346.745208 2 673.8756104 -0.93838602 -0.000631883 55.592054114505303 MYL6B myosin light chain 6B 140465 NP_002466.1 16.34615385 1 1 3 91 208 22.75 5.73 0.76 0.74 0.75 Non-Significant #N/A ALGQNPTNAEVLK 34 4505303 2xTMT6plex [N-Term; K13] 0.693 0.739 0.736 5.396963596 68.51 0 1813.058369 2 907.0321045 -0.79216734 -0.000718123 47.18423026ILYSQCGDVMR 24 4505303 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.778 0.761 0.772 4.60354948 50.96 0 1570.7919 2 785.8989868 -0.765790292 -0.000601449 56.03895144
ILYSQCGDVMR 29 4505303 1xTMT6plex [N-Term]; 1xOxidation [M10]; 1xCarbamidomethyl [C6] 0.938 0.833 0.68 2.553369999 39.34 0 1586.786815 2 785.8989868 -0.765790292 -0.000601449 56.03895144
TQEPPVDLSK 4 4505303 2xTMT6plex [N-Term; K10] 0.764 0.735 2.931776762 30.65 0 1571.904494 2 786.4558716 -0.017364883 -1.36E-05 43.58914746

4505389 NFYA nuclear transcription factor Y subunit alpha isoform 1 4800 NP_002496.1 5.475504323 1 1 1 4 347 36.854 8.94 1.52 1.32 1.42 Non-Significant #N/A
IPLPGAEMLEEEPLYVNAK 4 4505389 2xTMT6plex [N-Term; K19] 1.524 1.324 5.322775841 54.58 0 2571.414433 3 857.8085327 -1.317576593 -0.001129345 97.419559534505787 PI3 elafin preproprotein 5266 NP_002629.1 20.51282051 1 2 2 3 117 12.261 8.82 0.48 0.39 0.44 Non-Significant #N/A DTDCPGIK 2 4505787 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 0.478 2.694683313 30.05 0 1363.729172 2 682.3673706 -1.252344745 -0.00085393 26.95625929

GPVSTKPGSCPIILIR 1 4505787 2xTMT6plex [N-Term; K6]; 1xCarbamidomethyl [C10] 0.392 2.934492588 0 2153.288051 3 718.4362793 2.894856832 0.00207782 61.1910104
4505809 PI4KB phosphatidylinositol 4-kinase beta isoform 1 5298 NP_002642.1 2.415458937 1 2 2 6 828 92.666 6.32 1.15 0.81 0.98 Non-Significant #N/A

ACQEVLEK 4 4505809 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.313 0.806 2.984885693 27.51 0 1434.802672 2 717.9047241 -0.348548147 -0.000250049 34.91177368
LILSDELKPAHR 2 4505809 2xTMT6plex [N-Term; K8] 1.08 3.662781477 7.73 0 1850.126389 4 463.2875366 1.042082523 0.000481996 49.81941606

4506865 SDHD succinate dehydrogenase [ubiquinone] cytochrome b small subunit, mitochondrial isoform a precursor 6392 NP_002993.1 4.402515723 1 1 1 10 159 17.032 8.63 1.34 0.89 2.2 1.47 Non-Significant 0.0615
AVAMLWK 8 4506865 2xTMT6plex [N-Term; K7] 1.354 0.889 2.199 3.223153353 30.98 0 1276.785171 2 638.8966675 0.694957114 0.000443655 69.64634971AVAMLWK 2 4506865 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 1.295 1.745629787 20.52 0 1292.780086 2 638.8966675 0.694957114 0.000443655 69.646349714507311 SUPT4H1 transcription elongation factor SPT4 6827 NP_003159.1 30.76923077 1 2 2 8 117 13.185 8.06 1.88 2.13 2.73 2.24 Significant 0.0124 VSNFKPGVYAVSVTGR 6 4507311 2xTMT6plex [N-Term; K5] 1.879 2.125 2.147 4.480051994 17.52 0 2139.232644 3 713.7481689 -1.257873504 -0.000896961 59.45503297

TIDQFEYDGCDNCDAYLQMK 2 4507311 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C10; C13] 100 2.238823891 13.11 0 2944.320351 3 982.1105957 -1.058804835 -0.001039154 74.59492953
4507319 SURF1 surfeit locus protein 1 isoform 1 6834 NP_003163.1 17.66666667 1 3 3 12 300 33.31 9.6 1.05 0.86 0.95 Non-Significant #N/A ITGAEPIFIDANFQSTVPGGPIGGQTR 2 4507319 1xTMT6plex [N-Term] 0.994 6.346671581 62.38 0 2972.567901 3 991.5270386 -0.450215904 -0.000446099 85.67929519VLAEPVPLPADPMELK 2 4507319 2xTMT6plex [N-Term; K16] 1.085 3.672685146 21.7 0 2177.265584 3 731.7575073 -1.153692115 -0.000843449 80.05587083VLAEPVPLPADPMELK 2 4507319 2xTMT6plex [N-Term; K16]; 1xOxidation [M13] 0.992 3.806950569 36.74 0 2193.260499 3 731.7575073 -1.153692115 -0.000843449 80.05587083LNLIAELESR 6 4507319 1xTMT6plex [N-Term] 1.056 0.858 3.353983641 24.48 0 1386.815395 2 693.911377 0.058988565 4.09E-05 82.591778164505815 PIP5K1A phosphatidylinositol 4-phosphate 5-kinase type-1 alpha isoform 2 8394 NP_003548.1 6.557377049 1 3 3 5 549 61.148 8.34 0.8 0.92 3.29 1.67 Non-Significant 0.176

SVDSSGETTYK 2 4505815 2xTMT6plex [N-Term; K11] 3.294 2.287424326 27.23 0 1631.852852 2 816.4292603 -0.985525248 -0.000804116 24.92193044RPMASEVPYASGMPIK 2 4505815 2xTMT6plex [N-Term; K16] 0.801 3.222223759 15.67 0 2192.197187 3 731.4041748 0.357725148 0.000261401 56.17572342
DCLVLQSFK 1 4505815 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.921 1.962116718 0 1567.891821 2 784.4503174 0.980358214 0.000768548 64.16225684

4507665 TPST1 protein-tyrosine sulfotransferase 1 8460 NP_003587.1 7.567567568 1 2 2 6 370 42.161 9.09 1.47 1.2 1.34 Non-Significant #N/A IPPDVLQDMAVIAPMLAK 4 4507665 2xTMT6plex [N-Term; K18] 1.471 1.327 5.244996071 53.3 0 2380.374817 3 794.1293335 -0.575389098 -0.000456547 112.8839659GEFQLPDFLK 2 4507665 2xTMT6plex [N-Term; K10] 0.913 2.083239794 16.62 0 1651.945965 2 826.4763184 -0.366029678 -0.000302331 89.318246744506961 GEMIN2 gem-associated protein 2 isoform alpha 8487 NP_003607.1 14.28571429 1 3 3 8 280 31.565 5.58 1.07 1.13 1.1 Non-Significant #N/A LLPVEPCDLTEGFDPSVPPR 4 4506961 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.073 1.222 4.796827793 52.9 0 2467.274028 3 823.0958252 -0.447941352 -0.000368398 91.48188612SQQLDSNVTMPK 2 4506961 2xTMT6plex [N-Term; K12] 1.411 3.100943565 35.01 0 1805.983155 2 903.4954224 0.2288762 0.000206673 42.54001529SEDEEGWK 2 4506961 2xTMT6plex [N-Term; K8] 0.732 2.516776085 14.06 0 1437.726195 2 719.368103 1.901790965 0.001367127 31.2388235231228 RNASET2 ribonuclease T2 precursor 8635 NP_003721.2 3.90625 1 1 1 4 256 29.462 7.08 1.11 1 1.06 Non-Significant #N/A ELDLNSVLLK 4 5231228 2xTMT6plex [N-Term; K10] 1.114 0.996 3.765967607 46.76 0 1601.98783 2 801.4968872 -0.831308399 -0.000665873 79.962100664505229 FADD FAS-associated death domain protein 8772 NP_003815.1 12.01923077 1 2 2 6 208 23.265 5.69 1.09 1.39 1.24 Non-Significant #N/A
SCQMNLVADLVQEVQQAR 2 4505229 1xTMT6plex [N-Term]; 1xOxidation [M4]; 1xCarbamidomethyl [C2] 1.208 6.152367592 40.04 0 2334.174331 3 778.7286987 -1.194323216 -0.000929253 91.46953376
SCQMNLVADLVQEVQQAR 2 4505229 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.386 4.929709435 30.36 0 2318.179416 3 778.7286987 -1.194323216 -0.000929253 91.46953376ELLASLR 2 4505229 1xTMT6plex [N-Term] 1.008 2.674952745 13.64 0 1030.645811 2 515.8260498 -0.958787795 -0.000494085 52.187369594506783 SAP30 histone deacetylase complex subunit SAP30 8819 NP_003855.1 5.454545455 1 1 1 4 220 23.292 9.17 1.28 1.07 1.17 Non-Significant #N/A AQLVEIVGCHFR 4 4506783 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.282 1.067 4.36166048 28.46 0 1657.904562 3 553.3070068 1.149268695 0.000635126 66.773661654507635 TOP3B DNA topoisomerase 3-beta-1 8940 NP_003926.1 7.076566125 1 3 3 14 862 96.599 8.12 1.03 1.16 100 34.06 Non-Significant 0.41 IQSFKPETYWVLQAK 4 4507635 3xTMT6plex [N-Term; K5; K15] 0.935 0.931 4.199791908 13.13 0 2525.473492 3 842.4954834 -0.631744777 -0.000531818 82.78960104QTNPPDYLTEAELITLMEK 4 4507635 2xTMT6plex [N-Term; K19] 1.104 1.352 4.670196533 38.88 0 2664.42064 3 888.8132324 1.690272008 0.001501199 104.5148351TVLSPGFTEVMPWQSVPLEESLPTCQR 6 4507635 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C25] 100 100 4.63517046 23.47 0 3317.674751 3 1106.561035 -1.868281768 -0.002066117 100.1199741

4557040 OSMR oncostatin-M-specific receptor subunit beta isoform 1 precursor 9180 NP_003990.1 2.553626149 1 2 2 4 979 110.438 5.82 1.07 1.07 1.07 Non-Significant #N/A
APSMLGLMTSPENVLK 2 4557040 2xTMT6plex [N-Term; K16] 1.07 3.191930056 2.59 0 2146.201604 3 716.0715332 -0.725589163 -0.000519087 89.79575141LPLTPVSLK 2 4557040 2xTMT6plex [N-Term; K9] 1.068 2.99056077 37.87 0 1425.944508 2 713.4754028 -0.686741968 -0.000489628 75.891413224759012 RAB9A ras-related protein Rab-9A 9367 NP_004242.1 32.8358209 1 4 4 14 201 22.823 5.47 0.89 0.94 0.91 Non-Significant #N/A FDTQLFHTIGVEFLNK 2 4759012 2xTMT6plex [N-Term; K16] 1.179 4.299443245 33 0 2367.311289 3 789.7744751 -1.020815067 -0.000805529 103.0288257QVSTEEAQAWCR 4 4759012 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.785 0.837 4.241025448 48.06 0 1693.816535 2 847.411499 -0.48010697 -0.000406607 34.91848312DATNVAAAFEEAVR 6 4759012 1xTMT6plex [N-Term] 0.781 1.002 4.31964016 45.76 0 1692.875429 2 846.9403076 -1.235038083 -0.001045383 67.73684481GSDCCLLTFSVDDSQSFQNLSNWK 2 4759012 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C4; C5] 1.443673611 13.72 0 3266.549834 3 1089.519043 -2.221960208 -0.002419381 99.34682092

21361161 MED21 mediator of RNA polymerase II transcription subunit 21 isoform 1 9412 NP_004255.2 9.722222222 1 1 1 4 144 15.555 4.45 1.05 1.32 1.18 Non-Significant #N/A
IQSALADIAQSQLK 4 21361161 2xTMT6plex [N-Term; K14] 1.047 1.321 3.893481731 34.58 0 1944.152997 3 648.7220459 -0.726668472 -0.000470918 81.75755574757944 CD81 CD81 antigen isoform 1 975 NP_004347.1 15.25423729 1 2 2 6 236 25.792 5.29 1.12 1.06 1.09 Non-Significant #N/A NNLCPSGSNIISNLFK 4 4757944 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C4] 1.029 1.055 3.857730389 34.48 0 2236.216008 3 746.0769653 0.149527636 0.000111459 85.66868093

QFYDQALQQAVVDDDANNAK 2 4757944 2xTMT6plex [N-Term; K20] 1.676 6.748790264 51.64 0 2711.367694 3 904.4603271 -0.466699773 -0.000421798 70.0063871123110955 CTSH pro-cathepsin H isoform a preproprotein 1512 NP_004381.2 7.76119403 1 2 2 6 335 37.369 8.07 0.6 0.64 0.62 Non-Significant #N/A VNHAVLAVGYGEK 2 23110955 2xTMT6plex [N-Term; K13] 0.526 4.283584595 27.52 0 1815.052889 3 605.6890259 -0.201075838 -0.000121654 48.33556544GIMGEDTYPYQGK 4 23110955 2xTMT6plex [N-Term; K13] 0.602 0.915 3.285118341 21.14 0 1916.98282 3 639.6643066 -2.323295795 -0.001484573 49.45553979
21361095 EZH2 histone-lysine N-methyltransferase EZH2 isoform a 2146 NP_004447.2 2.396804261 1 1 1 4 751 85.963 7.21 1.78 2.22 2 Non-Significant #N/A

ECSVTSDLDFPTQVIPLK 4 21361095 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C2] 1.78 2.219 3.58595705 30.67 0 2507.346748 3 836.4550171 1.495772188 0.00125014 89.78741789
4758790 NDUFS5 NADH dehydrogenase [ubiquinone] iron-sulfur protein 5 4725 NP_004543.1 20.75471698 1 2 2 9 106 12.509 9.14 1.17 1.24 1.2 Non-Significant #N/A

WLTIQSGEQPYK 3 4758790 2xTMT6plex [N-Term; K12] 1.104 4.396882057 39.85 0 1908.06312 2 954.5344238 -0.811610336 -0.000774302 66.11670868YTPPPHHIGK 6 4758790 2xTMT6plex [N-Term; K10] 1.176 1.235 4.057755947 31.55 0 1604.931318 3 535.6485596 -0.119848781 -6.41E-05 24.87940211
195927015 PITPNM1 membrane-associated phosphatidylinositol transfer protein 1 isoform a 9600 NP_004901.2 2.572347267 1 3 3 6 1244 134.763 5.95 0.95 0.81 0.88 Non-Significant #N/A

IHFPEALGHVALR 2 195927015 1xTMT6plex [N-Term] 0.935 5.225553513 46.41 0 1688.979775 4 422.9998474 -1.311828356 -0.000553913 60.7537111ALGIGVYPVR 2 195927015 1xTMT6plex [N-Term] 0.991 3.251541138 33.81 0 1273.782973 2 637.3950195 -0.165512889 -0.000105414 56.87997022ILDTIDIVR 2 195927015 1xTMT6plex [N-Term] 0.812 3.041485786 31.91 0 1286.788118 2 643.8981323 0.675999743 0.000434934 73.153573584826962 RAC3 ras-related C3 botulinum toxin substrate 3 isoform 1 5881 NP_005043.1 27.08333333 1 1 5 70 192 21.365 8.15 0.98 1.6 1.29 Non-Significant #N/A
CVVVGDGAVGK 18 4826962 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.324 1.363 1.255 4.275764465 65.96 0 1518.87142 2 759.9396362 0.379150552 0.00028794 40.53725829
YLECSALTQR 18 4826962 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.007 1.021 1.093 3.971716166 54.12 0 1469.76198 2 735.3829346 -2.304780924 -0.00169374 39.82895513
AVLCPPPVK 25 4826962 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.044 1.053 1.07 3.686556339 58.53 0 1438.885614 2 719.9454956 -1.319749843 -0.000949485 51.77364613TVFDEAIR 6 4826962 1xTMT6plex [N-Term] 1.025 0.816 0.815 3.339183569 42.71 0 1179.657104 2 590.3352051 5.111219378 0.003014743 46.95139242LAPITYPQGLAMAR 3 4826962 1xTMT6plex [N-Term] 0.977 1.601 0.864223838 0.46 0 1730.982477 3 577.6633911 -3.961571099 -0.002285803 92.809501437577107 CLEC2B C-type lectin domain family 2 member B 9976 NP_005118.2 11.40939597 1 1 1 6 149 17.295 8.75 0.78 0.64 100 33.81 Non-Significant #N/A GSEGCAYLSDDGAATAR 6 37577107 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.783 0.641 100 4.423545837 69.63 0 1929.880985 2 965.4414673 -2.760403221 -0.002663625 28.801945184885069 RND3 rho-related GTP-binding protein RhoE precursor 390 NP_005159.1 9.016393443 1 2 2 7 244 27.351 8.48 0.79 0.71 0.75 Non-Significant #N/A TALLHVFAK 4 4885069 2xTMT6plex [N-Term; K9] 0.661 0.702 2.753640413 16.85 0 1457.924442 3 486.6454163 -1.883534307 -0.00091535 66.85191934

WKGEIQEFCPNTK 3 4885069 3xTMT6plex [N-Term; K2; K13]; 1xCarbamidomethyl [C9] 100 0.813 3.643318176 3.01 1 2324.267599 3 775.4249878 -3.093013514 -0.00239633 58.31167871
4885073 ATF1 cyclic AMP-dependent transcription factor ATF-1 466 NP_005162.1 8.856088561 1 1 3 22 271 29.215 8.37 0.65 0.83 0.74 Non-Significant #N/A

VAVLENQNK 12 4885073 2xTMT6plex [N-Term; K9] 1.026 1.172 0.955 3.969351768 41.5 0 1472.883699 2 736.9459229 0.590809122 0.000435097 41.85089148TLIEELK 6 4885073 2xTMT6plex [N-Term; K7] 1.246 1.02 1.296 3.068791866 38.09 0 1303.823724 2 652.414856 -0.988773186 -0.000644593 72.55308825DLSSEDTR 4 4885073 1xTMT6plex [N-Term] 0.649 0.831 2.782034397 18.2 0 1151.574162 2 576.2907715 0.090431649 5.21E-05 17.131156454885217 ERCC4 DNA repair endonuclease XPF 2072 NP_005227.1 1.310043668 1 1 1 4 916 104.42 6.93 1.35 1.86 1.6 Non-Significant #N/A GTASADVSTDTR 4 4885217 1xTMT6plex [N-Term] 1.348 1.859 4.199610233 60.1 0 1409.706967 2 705.3566284 -0.700098734 -0.000493467 17.035908954885457 SMAD4 mothers against decapentaplegic homolog 4 4089 NP_005350.1 4.166666667 1 3 3 8 552 60.401 6.99 1.19 1.32 1.26 Non-Significant #N/A
AIESLVK 4 4885457 2xTMT6plex [N-Term; K7] 1.192 1.289 2.547109842 12.82 0 1217.786945 2 609.3956299 -2.432243495 -0.001480977 53.83294983GWGPDYPR 2 4885457 1xTMT6plex [N-Term] 1.192 2.412065983 21.31 0 1176.599924 2 588.8029785 -1.056577283 -0.000621584 35.91850576IYPSAYIK 2 4885457 2xTMT6plex [N-Term; K8] 1.4 2.975576878 26.84 0 1412.855359 2 706.9295654 -2.480601148 -0.001752365 59.5561024288758594 PDCL phosducin-like protein 5082 NP_005379.3 3.322259136 1 1 1 3 301 34.26 4.73 1.43 0.97 1.2 Non-Significant #N/A NALPALLIYK 3 88758594 2xTMT6plex [N-Term; K10] 1.432 0.971 2.667595387 8.34 0 1574.008171 2 787.5081177 0.500373236 0.000393796 85.89586751597955373 ING1 inhibitor of growth protein 1 isoform D 3621 NP_005528.4 6.398104265 1 2 2 8 422 46.751 9.13 1.04 1.03 1.03 Non-Significant #N/A IQIVSQMVELVENR 6 597955373 1xTMT6plex [N-Term] 1.035 1.15 5.161564827 47.85 0 1887.057099 3 629.6900024 -0.871614209 -0.000548262 110.5405227GEAAAQADKPNSK 2 597955373 3xTMT6plex [N-Term; K9; K13] 0.991 1.693130493 7.3 0 1974.122315 3 658.7122192 -0.10657149 -7.01E-05 23.50355464429535832 TERF2 telomeric repeat-binding factor 2 7014 NP_005643.2 2.398523985 1 1 1 4 542 59.557 9.35 1.67 1.48 1.57 Non-Significant #N/A DIMQALLVRPLGK 4 429535832 2xTMT6plex [N-Term; K13] 1.669 1.478 4.34586525 29.8 0 1912.181795 3 638.0651855 -0.413992737 -0.000263876 87.10381725

9955963 ABCB6 ATP-binding cassette sub-family B member 6, mitochondrial 10058 NP_005680.1 6.413301663 1 3 3 13 842 93.826 8.48 1.37 1.49 1.24 1.37 Significant 0.00278
APGIILLDEATSALDTSNER 6 9955963 1xTMT6plex [N-Term] 1.245 1.383 5.162144184 70.48 0 2315.229185 3 772.4140625 -0.670011422 -0.000517077 102.3444512ETLQDVSFTVMPGQTLALVGPSGAGK 6 9955963 2xTMT6plex [N-Term; K26] 1.421 1.616 1.242 5.804207325 53.39 0 3061.664393 3 1021.224182 -2.090239968 -0.002133204 93.61727243AIQASLAK 1 9955963 2xTMT6plex [N-Term; K8] 2.892321825 18.66 0 1259.808743 2 630.4080811 0.11297697 7.12E-05 39.568912185031951 NME6 nucleoside diphosphate kinase 6 isoform 1 10201 NP_005784.1 6.701030928 1 1 1 4 194 21.989 7.96 1.2 1.12 1.16 Non-Significant #N/A EIAAFFPDFSEQR 4 5031951 1xTMT6plex [N-Term] 1.202 1.12 3.999078274 25.89 0 1785.900916 3 595.9714355 -0.65092042 -0.000387493 83.3417193562243696 STAG1 cohesin subunit SA-1 10274 NP_005853.2 3.100158983 1 2 4 20 1258 144.336 5.59 1.62 1.6 1.61 Non-Significant #N/A MYSDAFLNDSYLK 6 62243696 2xTMT6plex [N-Term; K13] 1.936 2.845 1.768 3.187734604 21.56 0 2025.040335 2 1013.023499 -0.30358886 -0.00030739 74.81469716FALTFGLDQIK 12 62243696 2xTMT6plex [N-Term; K11] 1.854 1.559 3.726174593 27.65 0 1711.019464 2 856.015564 2.564131957 0.00219364 93.23123827EAVATLHK 4 62243696 2xTMT6plex [N-Term; K8] 1.568 1.62 3.424479961 20.19 0 1326.814557 3 442.9427185 -0.719409066 -0.000318174 30.54484344YSADAEK 4 62243696 2xTMT6plex [N-Term; K7] 1.881 1.364 2.372776508 19.5 0 1241.677789 2 621.3422852 -0.39853133 -0.000247424 22.117688485174457 NDC80 kinetochore protein NDC80 homolog 10403 NP_006092.1 2.959501558 1 2 2 6 642 73.867 5.6 1.3 1.34 1.32 Non-Significant #N/A LKDLFNVDAFK 2 5174457 3xTMT6plex [N-Term; K2; K11] 1.68 3.358377934 11.18 1 1997.20386 3 666.406311 0.260431836 0.000173378 87.18586923AQVYVPLK 4 5174457 2xTMT6plex [N-Term; K8] 1.298 1.047 2.485329866 18.92 0 1375.871343 2 688.43927 -0.058131117 -4.00E-05 55.14798125194294521 ITSN2 intersectin-2 isoform 1 50618 NP_006268.2 2.239245728 1 2 3 10 1697 193.34 8.12 0.99 1.35 1.17 Non-Significant #N/A AGQPLPLTLPPELVPPSFR 2 194294521 1xTMT6plex [N-Term] 0.98 3.675465345 32.98 0 2258.311005 3 753.4412842 -0.75540567 -0.000568647 104.3042828DQESFGSASK 4 194294521 2xTMT6plex [N-Term; K10] 0.989 1.351 4.380946636 49.01 0 1513.789858 2 757.3963623 -2.913238322 -0.002205015 25.17060754KLPVTFEDK 4 194294521 3xTMT6plex [N-Term; K1; K9] 1.004 0.969 4.221544266 19.12 1 1764.087433 3 588.7004395 -0.378643718 -0.000222654 56.4088554138569471 LRRC41 leucine-rich repeat-containing protein 41 10489 NP_006360.3 1.600985222 1 1 1 4 812 88.594 8.38 1.27 1.61 1.44 Non-Significant #N/A

GAQPAPLLCSVLK 4 38569471 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 1.27 1.607 4.218984127 36.51 0 1812.081747 3 604.6985474 -0.363190103 -0.000219377 75.62778286
115529475 POLR3G DNA-directed RNA polymerase III subunit RPC7 10622 NP_006458.2 5.381165919 1 1 1 4 223 25.898 4.63 0.95 1.05 1 Non-Significant #N/A

GTPLTNTEDVLK 4 115529475 2xTMT6plex [N-Term; K12] 0.954 1.05 3.96466589 47.58 0 1746.004936 2 873.5043335 -2.030743293 -0.001772844 55.32201047
27437015 CAMKK2 calcium/calmodulin-dependent protein kinase kinase 2 isoform 1 10645 NP_006540.3 2.380952381 1 1 1 4 588 64.705 6.68 0.86 0.9 0.88 Non-Significant #N/A

GPIEQVYQEIAILK 4 27437015 2xTMT6plex [N-Term; K14] 0.855 0.898 4.287714481 37.55 0 2059.220348 3 687.0770874 -1.767422787 -0.001213171 104.2242179
238814385 ZMYND11 zinc finger MYND domain-containing protein 11 isoform a 10771 NP_006615.2 1.328903654 1 1 1 4 602 70.917 8.53 1.14 1.18 1.16 Non-Significant #N/A

VSVSTQTK 4 238814385 2xTMT6plex [N-Term; K8] 1.139 1.181 2.379390001 18.16 0 1307.793487 2 654.4020386 2.533709237 0.001656784 28.2439259
197333755 IFRD2 interferon-related developmental regulator 2 7866 NP_006755.4 1.778656126 1 1 1 4 506 54.779 7.94 1.3 1.45 1.37 Non-Significant #N/A LLPDFLLER 4 197333755 1xTMT6plex [N-Term] 1.301 1.447 2.939489841 30.26 0 1344.808854 2 672.9067993 -1.882503361 -0.001265804 91.742851915812178 ZFP36L2 zinc finger protein 36, C3H1 type-like 2 678 NP_008818.3 4.453441296 1 2 2 8 494 51.031 8.16 0.93 0.85 0.89 Non-Significant #N/A TFHTIGFCPYGPR 4 15812178 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.824 0.823 4.403400898 29.88 0 1781.899476 3 594.6378784 -0.221379544 -0.000131492 50.98831685DALHLGFPR 4 15812178 1xTMT6plex [N-Term] 0.974 0.862 2.884059191 32.44 0 1254.715622 3 418.909729 -0.787619333 -0.000329413 46.023231715902106 SOX15 protein SOX-15 6665 NP_008873.1 6.86695279 1 1 1 4 233 25.236 9.76 0.89 1.16 1.03 Non-Significant #N/A EGAGSPAAPGTLPLEK 4 5902106 2xTMT6plex [N-Term; K16] 0.893 1.157 4.068431854 48.8 0 1953.105713 2 977.055603 -0.913015256 -0.000891608 55.11584533
115298684 GALNT6 polypeptide N-acetylgalactosaminyltransferase 6 11226 NP_009141.2 3.697749196 1 2 2 4 622 71.113 8.18 1.37 1.44 1.4 Non-Significant #N/A

SLGPDTRPPECVDQK 2 115298684 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 1.366 3.81324029 10.47 0 2157.137424 3 719.7166138 -0.990034934 -0.00071188 37.42363835SFGDISER 2 115298684 1xTMT6plex [N-Term] 1.436 1.796946764 4.51 0 1139.589418 2 570.2965698 -3.11987941 -0.001777691 31.4889488111067749 BRD3 bromodomain-containing protein 3 8019 NP_031397.1 12.25895317 1 3 7 34 726 79.492 9.36 1.33 1.16 1.67 1.38 Significant 0.0115 YNPPDHEVVAMAR 4 11067749 1xTMT6plex [N-Term] 1.56 1.501 4.703030109 36.1 0 1727.873655 3 576.6289673 -0.756250046 -0.000435568 37.25696804DLEDGEVPQHAGK 4 11067749 2xTMT6plex [N-Term; K13] 1.234 1.2 3.965343714 34.67 0 1852.980512 3 618.3313599 -0.532024028 -0.00032861 44.0825786LAELQEQLK 8 11067749 2xTMT6plex [N-Term; K9] 1.326 1.29 1.142 3.577352285 38.65 0 1529.930315 2 765.4685669 -0.299053449 -0.000228765 61.38872994DSNPDEIEIDFETLKPTTLR 6 11067749 2xTMT6plex [N-Term; K15] 1.865 1.158 1.665 4.413834572 15.81 0 2791.476575 3 931.156189 -8.082326633 -0.007520542 80.93896851KLQDVFEMR 6 11067749 2xTMT6plex [N-Term; K1] 1.782 1.446 1.273 3.878893137 13 1 1623.929269 3 541.9810181 -0.472872061 -0.00025597 56.27739756VAQMPQEEVELLPPAPK 2 11067749 2xTMT6plex [N-Term; K17] 1.041 2.205737352 5.66 0 2334.314325 3 778.7746582 -2.100711362 -0.001634574 74.27433634
LMFSNCYK 4 11067749 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.546 1.647 3.357316494 18.29 0 1520.800563 2 760.9035034 -0.547779954 -0.000416532 56.58663211

195927027 CBLC E3 ubiquitin-protein ligase CBL-C isoform 1 23624 NP_036248.3 4.008438819 1 2 2 6 474 52.422 7.69 1.09 1.04 1.07 Non-Significant #N/A LFQPWPTLLK 4 195927027 2xTMT6plex [N-Term; K10] 1.094 1.009 3.03516531 23.32 0 1701.05037 2 851.0283813 -0.519805117 -0.000442107 100.01388LEEQCVDPR 2 195927027 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.281 2.170055628 12.32 0 1374.688481 2 687.84729 -0.856391751 -0.000588636 26.96275416
6912450 TRAM2 translocating chain-associated membrane protein 2 9697 NP_036420.1 4.324324324 1 1 1 6 370 43.3 9.22 0.61 0.89 1.18 0.89 Significant 0.0323

SLWEDYPHVHLPFQVK 6 6912450 2xTMT6plex [N-Term; K16] 0.611 0.887 1.181 4.279598713 24.33 0 2453.338172 4 614.0901489 0.242010307 0.000148433 81.1155236132490572 EPB41L3 band 4.1-like protein 3 isoform 1 23136 NP_036439.2 4.139834407 1 1 4 17 1087 120.603 5.19 0.81 0.8 0.8 Non-Significant #N/A LSMYGVDLHHAK 6 32490572 2xTMT6plex [N-Term; K12] 1.185 1.191 1.109 3.471304893 38.22 0 1829.014395 4 458.0088196 -0.51773769 -0.000236737 46.10993101IRPGEFEQFESTIGFK 3 32490572 2xTMT6plex [N-Term; K16] 0.81 0.797 4.037976742 9.84 0 2343.274903 3 781.7629395 -0.272268791 -0.000212667 83.80548066
VCEHLNLLEK 6 32490572 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.427 1.415 1.206 4.114034176 25.98 0 1712.976948 3 571.6613159 -4.409327343 -0.002517692 54.77777104GGISETR 2 32490572 1xTMT6plex [N-Term] 0.759 2.015341997 15.78 0 948.5311753 2 474.7693481 0.25758675 0.000122165 24.85767391

256773260 TIMM8B mitochondrial import inner membrane translocase subunit Tim8 B 26521 NP_036591.2 19.3877551 1 2 2 8 98 11.148 8.1 1.47 1.46 1.47 Non-Significant #N/A
TENCLSSCVDR 4 256773260 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C8] 1.392 1.274 4.436615944 52.93 0 1569.719857 2 785.362915 -0.83069082 -0.000651976 23.65291894

LVAAEQQK 4 256773260 2xTMT6plex [N-Term; K8] 1.492 1.74 3.030706406 35.93 0 1344.825121 2 672.9151611 -1.543549672 -0.001037902 32.489671947019547 TBK1 serine/threonine-protein kinase TBK1 29110 NP_037386.1 1.783264746 1 1 1 4 729 83.589 6.79 1.08 1.21 1.14 Non-Significant #N/A IISSNQELIYEGR 4 7019547 1xTMT6plex [N-Term] 1.075 1.206 4.027184963 24.73 0 1750.95368 2 875.9801636 -0.359319364 -0.000314576 53.3746954154354985 HOOK2 protein Hook homolog 2 isoform 1 29911 NP_037444.2 13.49095967 1 4 4 13 719 83.155 5.47 1.11 0.97 1.04 Non-Significant #N/A
LLQLVLGCAISCEK 2 154354985 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C8; C12] 1.121 4.60635519 56.39 0 2062.180475 3 688.0646362 -0.542861601 -0.00037316 106.3387155

KLLLLQSQLEQLQEENFR 2 154354985 2xTMT6plex [N-Term; K1] 0.971 4.423574448 10.91 1 2687.549621 3 896.5192261 -2.417152521 -0.002165406 91.43588528GLTQADPSLDPTSTPVDNLAAEILPAELR 8 154354985 1xTMT6plex [N-Term] 100 4.595433235 37.63 0 3233.710267 3 1078.577148 2.048669161 0.002208267 101.8351018
SLVEYSQDVLAHPVSEEHLPDVSLIGEFSDPAELGK 1 154354985 2xTMT6plex [N-Term; K36] 0.771 3.002635241 0 4365.254233 4 1092.072388 3.089905085 0.003372055 97.92170157

89242141 C18orf8 uncharacterized protein C18orf8 isoform 1 29919 NP_037458.3 1.826484018 1 1 1 4 657 74.927 7.83 1.47 0.95 1.21 Non-Significant #N/A ASLPVIATVFDK 4 89242141 2xTMT6plex [N-Term; K12] 1.468 0.946 3.658253193 53.14 0 1719.045679 2 860.0258789 -0.696640883 -0.000598779 94.7455603853988380 MSLN mesothelin isoform 2 preproprotein 10232 NP_037536.2 3.80952381 1 2 2 6 630 68.942 6.38 1.06 1.28 1.17 Non-Significant #N/A IQSFLGGAPTEDLK 2 53988380 2xTMT6plex [N-Term; K14] 1.149 4.697490215 27.25 0 1934.099899 3 645.369873 -2.49890369 -0.001611043 73.24245046LLGPHVEGLK 4 53988380 2xTMT6plex [N-Term; K10] 0.97 1.281 3.45558095 27.6 0 1520.95647 3 507.6562805 -1.434378504 -0.000727209 51.0278780619923430 COMMD5 COMM domain-containing protein 5 28991 NP_054785.2 12.94642857 1 2 2 6 224 24.655 7.02 0.8 1.39 1.1 Non-Significant #N/A VSFLGAQLPPEVAAMAR 2 19923430 1xTMT6plex [N-Term] 0.864 5.334159374 38.71 0 1986.104383 3 662.7053833 -1.403127489 -0.000928919 90.89040374FVVSSLQGEDCR 4 19923430 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.765 1.394 3.532503128 15.9 0 1625.815472 2 813.409729 -2.024001028 -0.001645326 50.25205493
27414497 ZC3H7A zinc finger CCCH domain-containing protein 7A 29066 NP_054872.2 2.780638517 1 1 1 6 971 110.466 7.3 0.45 0.7 100 33.72 Non-Significant #N/A

GPLQTASVSPSMPFSASLLGTLPIGAR 6 27414497 1xTMT6plex [N-Term] 0.454 0.697 100 6.347621918 56.63 0 2884.58038 3 962.1978149 -0.515921065 -0.000496072 106.0738787
21265080 MRPL18 39S ribosomal protein L18, mitochondrial isoform 1 29074 NP_054880.2 11.66666667 1 2 2 8 180 20.564 9.54 1.05 0.73 0.89 Non-Significant #N/A LQSAMTEGGVVLR 6 21265080 1xTMT6plex [N-Term] 0.867 0.733 4.443602085 48.18 0 1589.888243 2 795.4472656 -0.621515383 -0.00049407 54.35608057VVVSASTR 2 21265080 1xTMT6plex [N-Term] 1.137 2.644667625 24.27 0 1047.635975 2 524.3214111 -0.409573922 -0.000214542 24.37146597156142178 CCDC59 thyroid transcription factor 1-associated protein 26 29080 NP_054886.2 7.883817427 1 2 2 8 241 28.652 9.88 1.59 1.68 1.64 Non-Significant #N/A GEGVSTVGYR 6 156142178 1xTMT6plex [N-Term] 1.588 3.020614862 26.53 0 1253.668731 2 627.3374634 -0.8624066 -0.000540586 24.74286917HLYLAEEER 2 156142178 1xTMT6plex [N-Term] 1.684 2.33518672 2.48 0 1388.737145 3 463.5843506 0.974502495 0.000451109 29.719117127661798 CRIPT cysteine-rich PDZ-binding protein 9419 NP_054890.1 16.83168317 1 1 1 4 101 11.209 9.47 1.6 1.58 1.59 Non-Significant #N/A

SSVHQPGSHYCQGCAYK 4 7661798 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C11; C14] 1.603 1.58 3.739883661 18.01 0 2424.158904 4 606.795105 -0.129701945 -7.86E-05 22.46569837661820 ORMDL2 ORM1-like protein 2 29095 NP_054901.1 18.95424837 1 2 2 8 153 17.352 9.64 1.84 1.56 1.7 Non-Significant #N/A LLTHWEQMDYGLQFTSSR 4 7661820 1xTMT6plex [N-Term] 2.108 1.391 4.422691345 5.17 0 2441.212096 3 814.4108887 2.464777901 0.002005682 77.68162373GTPFETPDQGK 4 7661820 2xTMT6plex [N-Term; K11] 1.8 1.675 3.801256895 23.65 0 1634.879007 3 545.6257935 -9.896896855 -0.00539341 40.25728513
7661832 SSU72 RNA polymerase II subunit A C-terminal domain phosphatase SSU72 29101 NP_054907.1 4.639175258 1 1 1 3 194 22.56 5.33 0.96 1.45 1.2 Non-Significant #N/A

TFLHTVCFY 3 7661832 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.958 1.446 1.755045295 8.85 0 1416.718324 2 708.8629761 0.247853389 0.000175569 71.421496157656934 TMEM258 transmembrane protein 258 746 NP_055021.1 10.12658228 1 1 1 4 79 9.073 5.83 0.42 0.36 0.39 Non-Significant #N/A MELEAMSR 4 7656934 1xTMT6plex [N-Term] 0.419 0.364 2.758742809 20.23 0 1195.601245 2 598.303833 -0.716003248 -0.000428027 40.7183474221359894 ITPK1 inositol-tetrakisphosphate 1-kinase isoform a 3705 NP_055031.2 5.555555556 1 2 2 6 414 45.592 6.16 1.1 1.02 1.06 Non-Significant #N/A LLAEPAGGLVGER 2 21359894 1xTMT6plex [N-Term] 0.772 3.793802261 28.41 0 1510.879058 2 755.9420776 -1.442647941 -0.001089833 56.4257425AEADAGGTAK 4 21359894 2xTMT6plex [N-Term; K10] 1.306 1.018 2.309372663 14.68 0 1348.747265 2 674.876709 -0.833114757 -0.000561831 19.41830521
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7657585 SLC25A15 mitochondrial ornithine transporter 1 10166 NP_055067.1 11.29568106 1 3 3 7 301 32.715 9.13 1.18 1.25 1.22 Non-Significant #N/A TFINVVK 4 7657585 2xTMT6plex [N-Term; K7] 1.117 1.317 2.984128952 34.46 0 1278.81858 2 639.9134521 0.819574326 0.000524043 60.17959987KLMMNQLEAY 2 7657585 2xTMT6plex [N-Term; K1] 1.403 1.565511942 23.76 1 1698.932305 2 849.9693604 -0.50692242 -0.000430613 70.4874641NEGITALYSGLKPTMIR 1 7657585 2xTMT6plex [N-Term; K12] 0.776 1.890596509 0 2322.325558 3 774.7798462 -0.246802512 -0.000191052 75.3202427928466983 P3H3 prolyl 3-hydroxylase 3 precursor 10536 NP_055077.2 11.41304348 1 6 6 20 736 81.786 6.32 1 1.05 1.43 1.16 Significant 0.0134 DLETPPHWAAYDTGLELLGR 6 28466983 1xTMT6plex [N-Term] 1.352 1.421 1.861 5.551578522 33.42 0 2483.276804 3 828.4295654 -1.071713364 -0.00088712 80.27741482LVAFSSGVENPHGVWAVTR 2 28466983 1xTMT6plex [N-Term] 1.196 4.401266575 10.49 0 2255.213416 3 752.4103394 1.351701965 0.001016125 69.29403195LEEALQGSLAQMESCR 2 28466983 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.966 2.94460988 11.53 0 2051.009891 3 684.3416748 0.282930894 0.000193431 74.11030925EQEWIEAK 4 28466983 2xTMT6plex [N-Term; K8] 1.037 1.352 3.572901964 35.71 0 1490.825515 2 745.9174194 1.373022642 0.001023469 45.23637349SFPVPDFLPNQLR 4 28466983 1xTMT6plex [N-Term] 0.84 3.486806393 16.16 0 1758.974021 3 586.9955444 -1.103614491 -0.000647076 90.05342604LLLEVSER 2 28466983 1xTMT6plex [N-Term] 0.885 2.846449614 30.07 0 1187.719704 2 594.3622437 -2.099489723 -0.001246803 65.674988857662284 MICAL2 protein-methionine sulfoxide oxidase MICAL2 isoform a 9645 NP_055447.1 5.782918149 1 3 4 17 1124 126.609 8.65 1.17 1.29 1.7 1.39 Significant 0.0131
VEEISGVAFIFNQK 6 7662284 2xTMT6plex [N-Term; K14] 1.237 1.516 1.84 4.644859791 33.66 0 2039.157748 3 680.3909302 0.239828108 0.000163016 90.39477973GTLQAFNILTR 6 7662284 1xTMT6plex [N-Term] 1.091 1.147 1.267 3.70729351 50.64 0 1462.857929 2 731.9317017 -1.23204014 -0.00090115 72.27763749EFGIPPVTTGK 4 7662284 2xTMT6plex [N-Term; K11] 1.277 1.73 3.396486998 24.52 0 1603.945965 2 802.4747314 -2.355746053 -0.001889245 61.36306785FRPELINFDSLNEDDAVENNQLAFDVAER 1 7662284 1xTMT6plex [N-Term] 2.855718136 0 3609.765884 3 1203.92749 0.563181434 0.000677651 86.91840788224831257 IPO13 importin-13 9670 NP_055467.3 4.569055036 1 3 3 8 963 108.126 5.3 1.08 1.01 1.05 Non-Significant #N/A QAVYQQVYRPVYFQLVDVLLHK 4 224831257 2xTMT6plex [N-Term; K22] 1.084 1.316 4.832890511 21.99 0 3164.802482 4 791.9573975 1.66779563 0.001319561 111.1713636LIPLVLGLQEQLR 2 224831257 1xTMT6plex [N-Term] 0.87 3.331678867 36.88 0 1721.088657 3 574.3671875 -0.957446319 -0.000549283 111.4516778AQLFTQITR 2 224831257 1xTMT6plex [N-Term] 0.809 2.063159704 14.44 0 1306.768051 2 653.8867188 -1.446744889 -0.00094528 53.37462897661890 SNX17 sorting nexin-17 isoform 1 9784 NP_055563.1 6.808510638 1 2 2 6 470 52.868 7.46 1.19 1.05 1.12 Non-Significant #N/A VGLNLLYAQTVSDIER 2 7661890 1xTMT6plex [N-Term] 0.975 3.502226591 3.42 0 2020.127621 3 674.0480347 0.955179211 0.000643195 85.74430226KLQEFELPYVSVTSLR 4 7661890 2xTMT6plex [N-Term; K1] 1.378 1.054 4.834216118 11.11 1 2367.368803 3 789.7937622 -0.874430255 -0.000690033 81.901090047661878 KIF14 kinesin-like protein KIF14 isoform 1 9928 NP_055690.1 3.701456311 1 6 6 12 1648 186.375 7.91 1.23 0.88 1.06 Non-Significant #N/A VTHIVHQELESLAK 2 7661878 2xTMT6plex [N-Term; K14] 0.939 3.053028822 2.05 0 2062.206095 3 688.0731201 -0.624708869 -0.000429426 61.22455877TIADSLINSFLK 2 7661878 2xTMT6plex [N-Term; K12] 1.656 2.912424088 22.74 0 1780.062057 3 594.026123 0.988083881 0.000586284 100.9989927ESVLTWLLK 2 7661878 2xTMT6plex [N-Term; K9] 0.755 3.82851553 44.85 0 1546.960887 2 773.9817505 -3.013801757 -0.002331117 103.9966013HILEITVLR 2 7661878 1xTMT6plex [N-Term] 1.391 3.161499739 27.34 0 1322.835737 3 441.6166077 -0.353280411 -0.000155777 57.41969098EITVEHPDTK 2 7661878 2xTMT6plex [N-Term; K10] 0.896 2.676696301 9.63 0 1626.910307 3 542.975708 1.391166696 0.000754434 30.04575868LIVNIAK 2 7661878 2xTMT6plex [N-Term; K7] 1.338 2.317412853 11.55 0 1228.839315 2 614.9227905 -0.822414534 -0.000505308 63.47353888

21071077 DAAM1 disheveled-associated activator of morphogenesis 1 isoform 1 23002 NP_055807.1 2.875695733 1 3 3 8 1078 123.396 7.23 1.5 1.4 1.45 Non-Significant #N/A
EADAIDDTLSSK 2 21071077 2xTMT6plex [N-Term; K12] 1.689 3.108265877 54.13 0 1722.916181 2 861.9619141 0.215283253 0.000185457 46.77244664TMDYETSESR 4 21071077 1xTMT6plex [N-Term] 1.038 1.404 3.84645319 31.97 0 1447.65724 2 724.3311768 -1.494065249 -0.001081447 20.5552983ILDLEDLER 2 21071077 1xTMT6plex [N-Term] 1.777 3.184773922 25.11 0 1344.757212 2 672.8823853 0.209694218 0.000140994 77.8554570124307971 STK38L serine/threonine-protein kinase 38-like 23012 NP_055815.1 8.620689655 1 3 3 6 464 53.968 6.81 0.8 0.85 0.82 Non-Significant #N/A LTLENFYSNLILQHEER 2 24307971 1xTMT6plex [N-Term] 1.259 5.162517071 40.32 0 2348.244776 3 783.4215698 2.291146439 0.001793391 88.33263698LSDFGLCTGLK 2 24307971 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 0.849 3.100134134 33.58 0 1668.939499 2 834.9726563 -0.876952101 -0.00073179 72.09214516
DIKPDNLLLDAK 2 24307971 3xTMT6plex [N-Term; K3; K12] 0.778 3.504940271 1.8 0 2042.246453 3 681.4191895 -1.683254546 -0.001145874 66.33453855

71143119 SIPA1L3 signal-induced proliferation-associated 1-like protein 3 23094 NP_055888.1 5.221785514 1 6 6 18 1781 194.49 8.32 1.07 0.87 1.1 1.01 Significant 0.00504 GLGGGDTVDSSIFR 6 71143119 1xTMT6plex [N-Term] 1.135 1.468 1.297 3.488679409 50.45 0 1609.838316 2 805.4229126 0.144701061 0.000116473 53.46084437EHSNPSPSQDTDGTK 2 71143119 2xTMT6plex [N-Term; K15] 1.056 4.209078312 36.98 0 2058.013997 3 686.6755981 -0.853150857 -0.000585265 16.7878111LQEESQAASEQLR 2 71143119 1xTMT6plex [N-Term] 0.512 4.048968792 31.32 0 1717.891808 2 859.4473877 -2.508248398 -0.00215445 35.59709364GLPLKDALEYVIPELNIHCLR 4 71143119 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C19] 1.281 0.985 3.324979067 13.73 1 2921.668691 4 731.1727905 0.219562669 0.000160372 111.2073759LYSSGSSTPTGLAGGSR 2 71143119 1xTMT6plex [N-Term] 1.149 3.241960049 9.97 0 1826.944571 2 913.9766846 0.83255981 0.00076052 38.94243272VVIIPPFEDGTPR 2 71143119 1xTMT6plex [N-Term] 0.795 2.770526409 0.22 0 1668.952223 2 834.9785156 -1.479125625 -0.001234295 77.23327161187960090 SMG5 protein SMG5 23381 NP_056142.2 2.263779528 1 2 2 6 1016 113.855 5.91 1.2 0.85 100 34.01 Non-Significant 0.411 LQLEVSQLEGSLQQPK 2 187960090 2xTMT6plex [N-Term; K16] 100 1.924536943 2.31 0 2255.301118 3 752.4389038 0.461289082 0.000346782 90.29001652FIVIIPR 4 187960090 1xTMT6plex [N-Term] 1.199 0.845 2.190388203 20.26 0 1086.723668 2 543.8659058 0.798090134 0.000433652 76.25693012133922609 MAU2 MAU2 chromatid cohesion factor homolog 23383 NP_056144.3 6.851549755 1 4 4 12 613 69.037 7.25 1.25 1.2 2.16 1.54 Significant 0.0388 AWLISQQIPQFEDVK 6 133922609 2xTMT6plex [N-Term; K15] 1.143 1.526 2.162 4.196501255 29.28 0 2260.274175 3 754.0965576 0.417967684 0.000314907 89.49546454LLFQLAQLHTLEK 2 133922609 2xTMT6plex [N-Term; K13] 1.358 4.729401112 34.7 0 2012.230854 3 671.4159546 1.220972995 0.00081896 94.88355701ALFLLSK 2 133922609 2xTMT6plex [N-Term; K7] 1.329 2.320969105 15.42 0 1249.828416 2 625.4185181 1.074941804 0.000671746 79.41131143ALMQLEK 2 133922609 2xTMT6plex [N-Term; K7] 0.901 2.769861221 15.84 0 1290.785565 2 645.8959351 -0.752559402 -0.000485696 52.46754843
54607139 VPS13D vacuolar protein sorting-associated protein 13D isoform 1 55187 NP_056193.2 0.501367366 1 2 2 6 4388 491.606 6.58 1.63 1.38 1.51 Non-Significant #N/A

FKNPVLVVVDLGR 4 54607139 2xTMT6plex [N-Term; K2] 1.633 1.408 2.875412941 4.29 1 1914.194074 3 638.7357178 -0.770135958 -0.000491397 88.61894673ELELPFEVK 2 54607139 2xTMT6plex [N-Term; K9] 1.318 2.441393137 16.99 0 1561.924167 2 781.465332 -0.498908664 -0.000389629 80.98468021
32526896 ARMC8 armadillo repeat-containing protein 8 isoform 2 25852 NP_056211.2 4.704097117 1 2 2 8 659 73.946 6.73 1 1.05 1.02 Non-Significant #N/A

VEGAETLAYLIEPDVELQR 4 32526896 1xTMT6plex [N-Term] 1.154 1.788 5.875774384 37.51 0 2374.270322 3 792.0950317 0.092632605 7.33E-05 91.20309959DLIMTNDDILQK 4 32526896 2xTMT6plex [N-Term; K12] 0.969 1.012 2.689836979 20.5 0 1877.045421 3 626.3526001 -1.157983183 -0.000724529 70.80363156
223468659 KBTBD2 kelch repeat and BTB domain-containing protein 2 25948 NP_056298.2 2.247191011 1 1 1 4 623 71.284 5.62 1.1 0.98 1.04 Non-Significant #N/A

LLSFADLFSCEELK 4 223468659 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 1.096 0.98 3.382340908 41.61 0 2130.1557 3 710.723999 0.818827616 0.00058141 111.0532578
258613875 KANK2 KN motif and ankyrin repeat domain-containing protein 2 isoform 1 25959 NP_056308.3 2.328288708 1 2 2 6 859 91.864 5.63 1 1.06 1.03 Non-Significant #N/A VAYTTVLQEWLR 4 258613875 1xTMT6plex [N-Term] 1.002 1.074 3.937792063 33.66 0 1707.963122 2 854.4769897 -9.613426425 -0.008209689 99.50121337LIPVLQVK 2 258613875 2xTMT6plex [N-Term; K8] 1.047 2.957955122 16.19 0 1367.939029 2 684.4728394 -0.458316525 -0.000313475 83.21826344
119226222 C2CD2 C2 domain-containing protein 2 isoform 1 precursor 25966 NP_056315.1 2.442528736 1 1 1 10 696 75.486 6.92 1.54 1.3 1.73 1.52 Significant 0.0066

SSEGLLATATVPLDLFK 10 119226222 2xTMT6plex [N-Term; K17] 1.541 1.295 1.73 4.60755682 28.55 0 2220.289156 3 740.7670898 -1.098919365 -0.000813306 112.170112956699480 CCZ1 vacuolar fusion protein CCZ1 homolog 51622 NP_056437.4 2.489626556 1 1 1 4 482 55.83 6.48 0.95 0.97 0.96 Non-Significant #N/A FIYFNHMNLAEK 4 56699480 2xTMT6plex [N-Term; K12] 0.954 0.972 3.37349534 20.84 0 1985.07191 3 662.3615112 -0.972150472 -0.000643263 71.175432667706657 CDC40 pre-mRNA-processing factor 17 51362 NP_056975.1 8.635578584 1 4 4 12 579 65.479 7.06 1.41 1.38 1.4 Non-Significant #N/A FNPDEDKQNLFVAGMSDK 2 7706657 3xTMT6plex [N-Term; K7; K18] 1.041 4.492672443 19.44 1 2742.437577 3 914.8170776 -0.327201557 -0.00029911 69.16840854YIGSVEEAEK 4 7706657 2xTMT6plex [N-Term; K10] 1.367 1.444 4.422801495 48.9 0 1582.872859 2 791.9394531 -0.776891203 -0.00061486 42.32035721FVSTSDDK 4 7706657 2xTMT6plex [N-Term; K8] 1.466 1.407 3.013583422 29.16 0 1356.741117 2 678.8731079 -1.605177038 -0.001088905 30.88579217SYLHIPQDVGVNLR 2 7706657 1xTMT6plex [N-Term] 1.491 2.849442959 8.61 0 1840.027848 3 614.0132446 -1.449463542 -0.000889018 62.0589191774027249 TRIM33 E3 ubiquitin-protein ligase TRIM33 isoform alpha 51592 NP_056990.3 2.573203194 1 2 3 8 1127 122.456 6.67 0.75 1.21 0.98 Non-Significant #N/A
GAIENLLAK 4 74027249 2xTMT6plex [N-Term; K9] 0.836 1.446 3.39354229 53.03 0 1386.872072 2 693.9390869 -0.846813415 -0.000587211 65.35638084DTSEAPSSSDEK 2 74027249 2xTMT6plex [N-Term; K12] 1.084 2.670427799 7.25 0 1710.84341 3 570.9527588 0.183282226 0.000104522 18.16019363
DCQLLEHK 2 74027249 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.734 2.275546074 12.46 0 1500.82447 3 500.9464722 0.262171836 0.000131158 43.93994049

21361519 ADIPOR1 adiponectin receptor protein 1 51094 NP_057083.2 7.733333333 1 2 2 10 375 42.588 7.02 1.5 1.5 1.5 Non-Significant #N/A EADTVELAELGPLLEEK 4 21361519 2xTMT6plex [N-Term; K17] 1.204 1.622 5.226139069 37.01 0 2314.279379 3 772.0985718 0.770357307 0.000594274 92.85954587VIPYDVLPDWLK 6 21361519 2xTMT6plex [N-Term; K12] 1.769 1.44 3.166948795 22.41 0 1916.129743 3 639.3813477 -0.132016765 -8.43E-05 104.6641378223555989 ZC2HC1A zinc finger C2HC domain-containing protein 1A 51101 NP_057094.2 8 1 3 3 6 325 35.07 9.82 1.31 1.31 1.31 Non-Significant #N/A TFFPVALK 2 223555989 2xTMT6plex [N-Term; K8] 1.204 2.905519962 26.05 0 1380.86553 2 690.9359741 -0.621456466 -0.000429074 79.86652419TVVGVPSGK 2 223555989 2xTMT6plex [N-Term; K9] 1.311 2.748853445 29.36 0 1301.819308 2 651.4139404 0.99585201 0.00064821 39.10235396LPQPSGAGK 2 223555989 2xTMT6plex [N-Term; K9] 1.436 2.499413252 19.92 0 1312.798907 2 656.902832 -0.395557535 -0.000259644 36.03400549
499591467 CDK5RAP1 CDK5 regulatory subunit-associated protein 1 isoform b 51654 NP_057166.4 3.911564626 1 2 2 8 588 66.067 7.55 1.29 1.47 1.38 Non-Significant #N/A DFPDEVLQLIHER 4 499591467 1xTMT6plex [N-Term] 2.894 1.474 4.767010689 34.95 0 1839.980229 3 613.9979858 -0.448102896 -0.000274833 88.06878275FAHLLDQVSR 4 499591467 1xTMT6plex [N-Term] 1.035 1.462 2.751553535 17.42 0 1414.800414 3 472.2722168 1.189553387 0.000560994 52.2876865325453484 COQ7 5-demethoxyubiquinone hydroxylase, mitochondrial isoform 1 10229 NP_057222.2 8.294930876 1 1 1 6 217 24.262 8.59 1.2 1.06 1.13 Non-Significant #N/A

TLMEEDPEKYEELLQLIK 6 25453484 3xTMT6plex [N-Term; K9; K18] 1.195 1.062 4.588161945 16.71 1 2908.619624 4 727.9098511 -0.70451052 -0.000512288 104.826845682659107 RAB4B ras-related protein Rab-4B 53916 NP_057238.3 32.3943662 1 3 6 76 213 23.572 6.06 1 0.88 0.94 Non-Significant #N/A GAAGALLVYDITSR 8 82659107 1xTMT6plex [N-Term] 1.109 1.118 0.733 4.91489315 60.28 0 1635.926737 2 818.4655762 -1.748859644 -0.001430503 75.06024129IQIWDTAGQER 220 82659107 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161SCLLHQFIENK 4 82659107 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.002 0.883 4.147881985 33.78 0 1847.02496 3 616.3459473 -0.90513835 -0.000557271 62.60248291EVTFLEASR 6 82659107 1xTMT6plex [N-Term] 0.75 0.864 0.93 3.511933088 52.2 0 1280.704782 2 640.8565674 0.839916927 0.000537843 46.71867926ETYNSLAAWLTDAR 1 82659107 1xTMT6plex [N-Term] 0.736 1.925666571 0 1839.943843 2 920.4732056 -2.559174404 -0.002354369 83.81726117IDSGELDPER 2 82659107 1xTMT6plex [N-Term] 1.277 2.185008287 11.32 0 1359.69534 2 680.3508911 -0.613581155 -0.000417142 34.023873577706212 AK6 adenylate kinase isoenzyme 6 isoform b 102157402 NP_057367.1 9.302325581 1 1 1 6 172 20.049 4.58 1.55 1.37 1.98 1.63 Significant 0.0121 MLLPNILLTGTPGVGK 6 7706212 2xTMT6plex [N-Term; K16] 1.549 1.372 1.982 4.149725437 42.57 0 2082.276089 3 694.7628784 -0.963962514 -0.000669079 103.9608343
523498731 ACP6 lysophosphatidic acid phosphatase type 6 precursor 51205 NP_057445.4 7.476635514 1 2 2 12 428 48.855 6.47 0.7 0.8 100 33.83 Non-Significant 0.414

NYVEDIPFLSPTFNPQEVFIR 6 523498731 1xTMT6plex [N-Term] 1.014 0.604 100 4.091478825 42.38 0 2754.434033 3 918.8153687 -0.900556317 -0.000826841 110.7596025AVDTSLYILPK 6 523498731 2xTMT6plex [N-Term; K11] 0.652 0.807 3.178838491 16.23 0 1678.01913 3 560.010376 -1.522616916 -0.00085166 74.502299267705467 TRIAP1 TP53-regulated inhibitor of apoptosis 1 51499 NP_057483.1 10.52631579 1 1 1 4 76 8.78 5.48 1.26 0.94 1.1 Non-Significant #N/A EYDQCFNR 4 7705467 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.255 0.943 3.00317502 13.02 0 1360.615316 2 680.8114014 0.154550939 0.000105142 23.6965490418765709 INPP5K inositol polyphosphate 5-phosphatase K isoform 1 51763 NP_057616.2 2.232142857 1 1 1 4 448 51.058 6.54 1.26 1.17 1.21 Non-Significant #N/A IEDFGLHFVR 4 18765709 1xTMT6plex [N-Term] 1.258 1.168 4.360561848 48.6 0 1461.805165 3 487.9393921 -1.054976754 -0.000514057 66.4373480991208437 GMIP GEM-interacting protein isoform 1 51291 NP_057657.2 1.340206186 1 1 1 4 970 106.617 5.72 1.17 1 1.08 Non-Significant #N/A TPLFGVDFLQLPR 4 91208437 1xTMT6plex [N-Term] 1.166 0.996 4.199575424 40.17 0 1731.999508 2 866.5030518 -0.393114647 -0.000340437 101.70016748051631 RALY RNA-binding protein Raly isoform 1 22913 NP_057951.1 63.39869281 1 1 16 170 306 32.444 9.17 1.73 1.8 1.88 1.8 Significant 0.000577 VLAGQTLDINMAGEPKPDRPK 8 8051631 3xTMT6plex [N-Term; K16; K21] 1.454 1.433 1.874 7.521965027 32.73 0 2937.679873 3 979.8977661 -0.383898248 -0.000375923 60.94186459GYAFVQYSNER 18 8051631 1xTMT6plex [N-Term] 1.595 2.276 2.204 4.348130703 47.68 0 1562.780073 2 781.8933716 -0.387780692 -0.000303008 42.07246692VFIGNLNTAIVK 32 8051631 2xTMT6plex [N-Term; K12] 2.073 2.043 1.628 4.854421139 66.49 0 1747.088212 2 874.0467529 -1.135048941 -0.000991515 81.2627675AASAIYSGYIFDYDYYR 2 8051631 1xTMT6plex [N-Term] 100 3.41263485 47.03 0 2267.085816 2 1134.042725 -3.371412408 -0.003821641 84.30089454KSDVETIFSK 12 8051631 3xTMT6plex [N-Term; K1; K10] 1.956 2.266 2.252 4.07516861 29.43 1 1841.098726 3 614.369751 -2.186889956 -0.001342093 53.32610651STAVTTSSAK 22 8051631 2xTMT6plex [N-Term; K10] 2.232 1.989 1.838 3.863036394 59.93 0 1410.82043 2 705.9130859 -1.087774863 -0.000767328 102.9017233LQASNVTNK 22 8051631 2xTMT6plex [N-Term; K9] 0.936 1.155 1.391 4.271328926 47 0 1432.852399 2 716.9309082 1.494233636 0.001070508 31.93235472LEQIAAEQK 18 8051631 2xTMT6plex [N-Term; K9] 1.539 1.592 2.047 3.882130146 53.48 0 1487.883365 2 744.4448853 -0.585148143 -0.000435316 46.08113743SNIDALLSR 12 8051631 1xTMT6plex [N-Term] 1.785 2.363 1.936 3.512735844 49.48 0 1217.705117 2 609.3562622 0.107549899 6.55E-05 49.87482987LQASNVTNKNDPK 6 8051631 3xTMT6plex [N-Term; K9; K13] 2.245 1.668 1.939 2.713649511 7.89 1 2116.232928 3 706.0822754 -0.30948773 -0.000218316 35.63224405
KKGDGGGAGGGGGGGGSGGGGSGGGGGGGSSRPPAPQENTTSEAGLPQGEAR 2 8051631 3xTMT6plex [N-Term; K1; K2] 100 4.027977943 12.43 2 4995.449254 5 999.8938599 -1.813963697 -0.001812313 34.90698067

SDVETIFSK 2 8051631 2xTMT6plex [N-Term; K9] 1.486 3.401836157 24.95 0 1483.840831 2 742.4242554 0.271674818 0.000201561 58.03078483
VAGCSVHK 6 8051631 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.94 2.221 1.596 3.647654533 41.35 0 1315.755662 3 439.2564392 -0.682249047 -0.000299224 21.52568607
TELTQIK 6 8051631 2xTMT6plex [N-Term; K7] 1.787 1.822 1.823 2.946065903 37.8 0 1290.803323 2 645.9052734 -0.041164288 -2.66E-05 43.20607093LSPVPVPR 6 8051631 1xTMT6plex [N-Term] 2.152 1.747 2.101 2.662865639 27.65 0 1093.693096 2 547.3492432 -1.724434288 -0.000943001 58.71711275VTVPLVR 12 8051631 1xTMT6plex [N-Term] 1.491 1.444 1.51 2.910600662 27.07 0 1012.671632 2 506.8402405 1.552642517 0.000786159 49.5675846731542943 SLC35F2 solute carrier family 35 member F2 54733 NP_059985.2 6.14973262 1 1 1 4 374 41.185 6.21 1.42 1.44 1.43 Non-Significant #N/A TAEPAESSVPPVTSIGIDNLGLK 4 31542943 2xTMT6plex [N-Term; K23] 1.415 1.436 5.459152222 47.13 0 2753.533696 3 918.515564 -0.565675107 -0.000519202 83.07137736156766068 CDC42BPG serine/threonine-protein kinase MRCK gamma 55561 NP_059995.2 1.611863314 1 2 2 4 1551 172.352 6.28 0.81 1.02 0.91 Non-Significant #N/A SVAQFLSWASPFVSK 2 156766068 2xTMT6plex [N-Term; K15] 1.021 4.242045879 24.44 0 2112.189383 3 704.7341919 -0.644017254 -0.000453429 110.1816901LLLFDAPDLR 2 156766068 1xTMT6plex [N-Term] 0.806 3.254610538 8.76 0 1401.830317 2 701.4189453 0.211648297 0.000148348 91.7854645427881484 ZC3H7B zinc finger CCCH domain-containing protein 7B 23264 NP_060060.3 5.015353122 1 4 4 11 977 109.788 7.25 1.41 1.02 1.21 Non-Significant #N/A

DSPSVCSNLAAK 2 27881484 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 1.029 3.514401436 37.01 0 1706.914741 2 853.9597168 -1.513975003 -0.001292113 36.73912759
GLQFIQSTLPLKQEEYEAFLLK 3 27881484 3xTMT6plex [N-Term; K12; K22] 100 1.493438601 2.97 1 3282.895662 3 1094.970459 0.353752676 0.000387111 107.8327007SSEDQTWK 4 27881484 2xTMT6plex [N-Term; K8] 1.405 1.363 2.883363724 22.84 0 1438.75783 2 719.8815918 -1.336358496 -0.000961348 27.95060376DMWTFMK 2 27881484 2xTMT6plex [N-Term; K7] 0.791 2.011601448 0.93 0 1416.741986 2 708.8743286 -0.426982078 -0.000302462 75.33649489194306642 DNAJB12 dnaJ homolog subfamily B member 12 54788 NP_060096.3 3.422982885 1 1 1 4 409 45.462 9.36 1.22 1.18 1.2 Non-Significant #N/A AIGTAYAVLSNPEK 4 194306642 2xTMT6plex [N-Term; K14] 1.217 1.184 4.492883682 29.64 0 1892.089334 3 631.3664551 -2.390149103 -0.001507459 65.76518971

62243734 STAP2 signal-transducing adaptor protein 2 isoform 1 55620 NP_060190.2 5.567928731 1 1 1 4 449 49.618 7.8 0.89 1.05 0.97 Non-Significant #N/A
KLPVSSAQPLFPTAGLADMTAELQK 4 62243734 3xTMT6plex [N-Term; K1; K25] 0.89 1.052 4.52015686 26.7 1 3300.884446 3 1100.963135 -2.906700699 -0.003198228 100.4245634148539642 ALKBH5 RNA demethylase ALKBH5 54890 NP_060228.3 7.360406091 1 1 1 8 394 44.229 9.09 1.05 1.37 1.21 Non-Significant #N/A EAAAAAAAAVAAAAAAAAAAEPYPVSGAK 8 148539642 2xTMT6plex [N-Term; K29] 1.049 1.365 6.824508667 56.23 0 2912.588191 4 728.9011841 -1.814520807 -0.001321238 108.30188888923528 C2orf42 uncharacterized protein C2orf42 54980 NP_060350.1 1.219512195 1 1 1 4 574 64.036 8.92 0.71 0.82 0.76 Non-Significant #N/A ISIGSAK 4 8923528 2xTMT6plex [N-Term; K7] 0.708 0.815 2.476218462 29.74 0 1133.72943 2 567.368042 -0.549421765 -0.000311448 42.78318345157388937 STX17 syntaxin-17 55014 NP_060389.2 11.9205298 1 2 2 4 302 33.383 6.57 0.88 0.77 0.82 Non-Significant #N/A MIDPVKEEASAATAEFLQLHLESVEELKK 2 157388937 4xTMT6plex [N-Term; K6; K28; K29] 0.877 6.342933178 19.59 2 4172.333448 5 835.2711182 -1.669061156 -0.001392776 104.8034864HQINIEK 2 157388937 2xTMT6plex [N-Term; K7] 0.765 2.5776968 3.19 0 1339.809806 3 447.2748108 0.054756314 2.45E-05 29.582167798922301 WDR70 WD repeat-containing protein 70 55100 NP_060504.1 11.77370031 1 6 6 15 654 73.155 6.33 1.21 1.22 1.22 Non-Significant #N/A LVTGGYDYDVK 4 8922301 2xTMT6plex [N-Term; K11] 1.227 1.459 4.320846081 37.66 0 1687.930709 2 844.4695435 0.652712849 0.000550867 53.59002821AAEDSPYWVSPAYSK 2 8922301 2xTMT6plex [N-Term; K15] 1.061 2.681592703 7.83 0 2129.095542 3 710.3692627 -1.083565306 -0.000769005 57.55940602GDQYIVDMANTK 2 8922301 2xTMT6plex [N-Term; K12] 1.355 3.170550108 30.5 0 1812.956606 3 604.9902954 -0.150411505 -9.09E-05 55.22079163FWDFAGMDASFK 4 8922301 2xTMT6plex [N-Term; K12] 0.97 1.064 3.988000154 39.37 0 1879.945313 2 940.4742432 -2.182548528 -0.002051536 95.37330753TVSALGLDPSGAR 2 8922301 1xTMT6plex [N-Term] 1.131 3.32280612 31.95 0 1472.827023 2 736.9155884 -2.120141835 -0.001561301 45.62901961LNQIMVGTGNGLAK 1 8922301 2xTMT6plex [N-Term; K14] 1.204 1.678968906 0 1874.093374 3 625.3692017 -0.171917545 -0.000107397 66.0807436131542652 CCDC94 coiled-coil domain-containing protein 94 55702 NP_060544.2 4.024767802 1 1 1 4 323 37.063 5.92 1.17 1.18 1.17 Non-Significant #N/A LEMEVLENLQELK 4 31542652 2xTMT6plex [N-Term; K13] 1.167 1.178 3.491259813 36.87 0 2046.155699 3 682.7228394 -0.84766941 -0.000578155 102.4749392

238908503 POLR3B DNA-directed RNA polymerase III subunit RPC2 isoform 1 55703 NP_060552.4 3.000882613 1 3 3 8 1133 127.702 8.5 2.01 1.15 1.58 Non-Significant #N/A LLFQELQSMNIIPR 4 238908503 1xTMT6plex [N-Term] 2.011 0.734 4.251874924 26.49 0 1931.09857 3 644.3699951 -1.624815267 -0.001045893 109.6314158VTSDADPMWYLK 2 238908503 2xTMT6plex [N-Term; K12] 1.194 2.765316486 20.57 0 1883.997742 2 942.5020142 -0.52575418 -0.00049526 76.35016654LIELLAGK 2 238908503 2xTMT6plex [N-Term; K8] 1.222 2.779823542 30.78 0 1314.876094 2 657.9418945 0.317910183 0.000209006 88.3468369446397375 RNF220 E3 ubiquitin-protein ligase RNF220 isoform 1 55182 NP_060620.2 2.473498233 1 1 1 4 566 62.725 6.04 1.02 0.99 1.01 Non-Significant #N/A ITEDSAVTTFEALK 4 46397375 2xTMT6plex [N-Term; K14] 1.022 0.992 3.114210844 9.99 0 1983.105044 3 661.7057495 -1.184316913 -0.000782875 78.9343407621361787 TTC17 tetratricopeptide repeat protein 17 isoform 1 55761 NP_060729.2 2.629272568 1 2 3 10 1141 129.477 6.58 0.95 1.53 1.24 Non-Significant #N/A DIALVNLANVLHR 4 21361787 1xTMT6plex [N-Term] 0.947 1.216 4.738165855 51.6 0 1677.000905 3 559.671936 0.208774765 0.000116705 82.3429932QQEILEK 8 21361787 2xTMT6plex [N-Term; K7] 1.176 0.959 2.07571125 9.18 0 1345.809137 2 673.4085693 0.53873306 0.000362516 35.58327755EDPIFTYLSK 2 21361787 2xTMT6plex [N-Term; K10] 1.994 1.818456173 4.23 0 1670.940545 2 835.9734497 -0.551902304 -0.000461098 77.20711478229331967 RIOK2 serine/threonine-protein kinase RIO2 isoform 1 55781 NP_060813.2 2.173913043 1 1 1 4 552 63.243 5.94 1.04 0.88 0.96 Non-Significant #N/A FSYESELFPTFK 4 229331967 2xTMT6plex [N-Term; K12] 1.039 0.882 3.508952379 23.35 0 1953.040987 3 651.6842651 -1.405525978 -0.000915017 85.62534241
256773275 DDX28 probable ATP-dependent RNA helicase DDX28 55794 NP_060850.2 8.148148148 1 2 2 10 540 59.545 10.42 1.03 1.19 1.11 Non-Significant #N/A

VLHALQEAAPEVVQPTTVQSSTIPSLLR 4 256773275 1xTMT6plex [N-Term] 1.663 1.759 4.968747616 19.86 0 3213.804442 3 1071.939331 -0.311962335 -0.000334195 87.23001755LLGQPSLDSLPIPAPR 6 256773275 1xTMT6plex [N-Term] 0.979 1.127 4.550404549 23.65 0 1903.121414 3 635.0455933 0.427116815 0.000270952 85.982203448923819 IMPACT protein IMPACT 55364 NP_060909.1 3.4375 1 1 1 4 320 36.439 4.97 0.36 0.43 0.39 Non-Significant #N/A LLHLMEILNVK 4 8923819 2xTMT6plex [N-Term; K11] 0.359 0.428 4.367176056 31.57 0 1781.112319 3 594.3757935 0.285535667 0.000169524 101.3026303
145386551 SH3TC1 SH3 domain and tetratricopeptide repeat-containing protein 1 isoform 1 54436 NP_061859.3 5.538922156 1 4 4 11 1336 146.852 6.25 1.07 0.88 0.31 0.75 Non-Significant 0.0809

AVGGQSLQAEAR 4 145386551 1xTMT6plex [N-Term] 0.965 1.004 4.336013794 58.99 0 1415.780407 2 708.3939819 0.197994821 0.000140159 25.13300038SSLISMQGPVSELESAIFLNEEEK 2 145386551 2xTMT6plex [N-Term; K24] 0.811 4.902144432 33.05 0 3095.622253 3 1032.546631 0.996968581 0.001028746 110.8447463SFSDEEELTGR 4 145386551 1xTMT6plex [N-Term] 1.739 0.756 3.347596884 32.86 0 1498.722283 2 749.8660278 1.66555478 0.001248102 34.90830152AMALLLGTPDHICSTEAEGELLQLALR 1 145386551 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.313 1.663294792 0 3151.669271 3 1051.223755 -3.985161666 -0.004186637 110.4332947
9910186 ENY2 transcription and mRNA export factor ENY2 isoform 1 56943 NP_064574.1 15.84158416 1 3 3 10 101 11.521 9.33 1.06 1.46 1.26 Non-Significant #N/A

ALVPDSVK 2 9910186 2xTMT6plex [N-Term; K8] 0.982 2.889199495 22.59 0 1286.808409 2 643.9074707 -0.578177563 -0.000372002 57.11556748ALVPDSVKK 4 9910186 3xTMT6plex [N-Term; K8; K9] 1.566 1.508 2.30166626 5.71 1 1644.066304 3 548.6929932 -1.141990325 -0.000625836 43.05393315
LIECGWK 4 9910186 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.144 1.369 2.74185276 10.69 0 1363.780814 2 682.3934937 -0.80913685 -0.000551743 55.88394969

9910378 CDC42SE2 CDC42 small effector protein 2 56990 NP_064625.1 22.61904762 1 1 1 4 84 9.217 8.35 0.73 0.81 0.77 Non-Significant #N/A GGYGGGMPANVQMQLVDTK 4 9910378 2xTMT6plex [N-Term; K19] 0.731 0.808 4.339951038 29.81 0 2381.235757 3 794.4170532 0.3566417 0.000283083 62.859737247578099 SEPN1 selenoprotein N isoform 1 precursor 57190 NP_065184.2 1.186440678 1 1 1 4 590 65.773 5.48 1.26 1.29 1.28 Non-Significant #N/A GLPLLQP 4 47578099 1xTMT6plex [N-Term] 1.263 1.289 1.922874808 45.45 0 966.6185338 2 483.8135071 1.245269063 0.00060185 73.54492997
10190702 MRS2 magnesium transporter MRS2 homolog, mitochondrial isoform b precursor 57380 NP_065713.1 7.674943567 1 2 2 6 443 50.285 6.87 1.11 1.15 1.13 Non-Significant #N/A

TSDVSQATLASVAPVFTVTK 4 10190702 2xTMT6plex [N-Term; K20] 1.113 1.039 6.176689148 51.6 0 2480.401226 3 827.4732666 1.621058176 0.001340292 84.45688163AVITPECLLILDYR 2 10190702 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.414 2.812788248 14.59 0 1905.071687 2 953.0393677 -0.119627224 -0.000113949 93.44186421190194355 KIAA1524 protein CIP2A 57650 NP_065941.2 4.419889503 1 3 3 7 905 102.121 6.23 0.71 1 0.85 Non-Significant #N/A KYSVDLLMDLLK 2 190194355 3xTMT6plex [N-Term; K1; K12] 0.871 3.303351164 11.87 1 2125.29096 3 709.1022339 0.559128222 0.000396103 107.7058449LITPLAFALTSDNR 4 190194355 1xTMT6plex [N-Term] 0.368 1.357 4.003024101 23.07 0 1761.010801 3 587.6733398 -3.029157316 -0.001778126 94.34807827KLESVAEEHEILTK 1 190194355 3xTMT6plex [N-Term; K1; K14] 0.972 1.765395045 1 2313.363273 4 579.0985107 3.864437918 0.002234962 50.2515285941327779 DDX55 ATP-dependent RNA helicase DDX55 57696 NP_065987.1 5.833333333 1 2 2 8 600 68.503 9.25 1.35 1.24 1.29 Non-Significant #N/A ELGFPYMTPVQSATIPLFMR 4 41327779 1xTMT6plex [N-Term] 1.215 0.974 5.692454338 48.49 0 2527.32904 3 843.1137085 -0.97633576 -0.000822507 108.1570223ELAIQIDEVLSHFTK 4 41327779 2xTMT6plex [N-Term; K15] 1.439 1.274 4.125277996 27.34 0 2201.25819 3 734.4221802 -2.8180123 -0.002067724 111.4303339
10337613 BCL7A B-cell CLL/lymphoma 7 protein family member A isoform a 605 NP_066273.1 7.359307359 1 2 2 5 231 25.014 5.45 1.06 1.16 1.11 Non-Significant #N/A

VDEAQADGK 2 10337613 2xTMT6plex [N-Term; K9] 1.092 3.7984519 51.99 0 1390.75783 2 695.8826294 0.109651773 7.62E-05 23.56502677WVPVTEPK 3 10337613 2xTMT6plex [N-Term; K8] 1.063 1.262 1.95969975 12.19 0 1413.850608 2 707.4284058 -0.758946211 -0.000536518 55.75621562153791535 KAT2A histone acetyltransferase KAT2A 2648 NP_066564.2 2.150537634 1 2 2 6 837 93.866 9.04 1.17 1.23 1.2 Non-Significant #N/A IPYTELSHIIK 4 153791535 2xTMT6plex [N-Term; K11] 1.165 1.234 3.042390347 18.02 0 1772.072228 3 591.3618164 -0.751589709 -0.000443957 73.45940563EGGLIDK 2 153791535 2xTMT6plex [N-Term; K7] 1.912171602 20.41 0 1189.719259 2 595.3621216 -1.927274791 -0.001146458 39.7451498210863887 CLDN1 claudin-1 9076 NP_066924.1 7.582938389 1 1 1 4 211 22.729 8.09 0.7 0.46 0.58 Non-Significant #N/A VFDSLLNLSSTLQATR 4 10863887 1xTMT6plex [N-Term] 0.697 0.462 3.911301374 53.64 0 1994.111971 3 665.3754272 -0.121669055 -8.09E-05 100.242361910863929 RNASEL 2-5A-dependent ribonuclease 6041 NP_066956.1 2.159244265 1 1 2 10 741 83.481 6.65 0.73 0.73 0.73 Non-Significant #N/A EDIVELLLR 4 10863929 1xTMT6plex [N-Term] 0.728 0.73 3.134335756 39.59 0 1328.798683 2 664.8971558 -8.76574963 -0.005823958 98.20553095IAEILCK 12 10863929 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.389 1.511 1.378 3.201986313 31.77 0 1304.801215 2 652.9041748 -0.109036245 -7.11E-05 75.79645213
54607086 EEFSEC selenocysteine-specific elongation factor 60678 NP_068756.2 12.41610738 1 7 7 22 596 65.263 8.35 1.05 0.93 0.99 Non-Significant #N/A ALSTTASTAAFDK 4 54607086 2xTMT6plex [N-Term; K13] 1.135 1.059 4.651585579 70.26 0 1741.973636 2 871.4889526 -1.726367438 -0.001503643 49.87711577AGQATEGHCPR 4 54607086 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.891 0.879 4.316923141 52.47 0 1412.690212 3 471.5671387 -2.370869669 -0.001116435 14.24827359NYADSFLPR 2 54607086 1xTMT6plex [N-Term] 1.161 2.728571653 35.47 0 1311.689467 2 656.3480225 -0.532495032 -0.000349234 50.92501658LGICVTQFDPK 2 54607086 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.968 3.129819393 21.42 0 1735.981699 3 579.3326416 0.963687975 0.000557648 70.34347219

DLTPAVTDNDEADKK 6 54607086 3xTMT6plex [N-Term; K14; K15] 1.176 0.71 4.244991302 22.59 1 2319.264681 3 773.7583618 -1.788989767 -0.001383047 43.32672LVVVLNK 2 54607086 2xTMT6plex [N-Term; K7] 0.981 2.435943842 11.21 0 1242.854965 2 621.9310913 -0.047562116 -2.96E-05 67.17588425LCLVIGSR 2 54607086 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.038 2.759891272 12.82 0 1146.68663 2 573.8466797 -0.477597789 -0.000273827 59.8687538
38348727 THADA thyroid adenoma-associated protein isoform a 63892 NP_071348.3 1.331285202 1 1 1 4 1953 219.465 6.06 1.6 1.81 1.71 Non-Significant #N/A
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

ELISLAGPTDDIQSTVPQVHALNILR 4 38348727 1xTMT6plex [N-Term] 1.603 1.813 4.952322483 21.31 0 3029.683265 3 1010.567322 1.368876436 0.001382421 92.73567046205277458 GPATCH3 G patch domain-containing protein 3 63906 NP_071361.2 2.476190476 1 1 1 16 525 59.301 5.01 0.06 0.07 0.01 0.04 Non-Significant 0.128 TTEQLFEEEIELK 16 205277458 2xTMT6plex [N-Term; K13] 0.059 0.065 0.01 2.150163651 6.68 0 2067.126173 2 1034.069946 3.116756107 0.003221364 85.0261155918034767 PCIF1 phosphorylated CTD-interacting factor 1 63935 NP_071387.1 2.272727273 1 1 1 4 704 80.618 7.42 0.95 1.17 1.06 Non-Significant #N/A LVQDLPEELVHAGWEK 4 18034767 2xTMT6plex [N-Term; K16] 0.95 1.165 4.774374962 33.61 0 2321.290553 3 774.4361572 1.44973652 0.001121753 86.21086226110611246 XYLT2 xylosyltransferase 2 64132 NP_071450.2 3.468208092 1 2 2 6 865 96.706 8.22 1.21 0.92 1.06 Non-Significant #N/A SFVEYVVYTDDPLVAQLR 4 110611246 1xTMT6plex [N-Term] 0.891 0.916 4.344914913 16.51 0 2343.243379 3 781.7564697 4.89784791 0.003825617 99.11501335LLQFWEPLGETR 2 110611246 1xTMT6plex [N-Term] 1.372 2.733433247 3.57 0 1717.947472 2 859.4752808 -2.437377528 -0.002093643 96.0800973111968057 ACTR6 actin-related protein 6 64431 NP_071941.1 9.090909091 1 2 2 3 396 45.781 5.03 1.32 1.35 1.34 Non-Significant #N/A LKGEENTVMIDYVLPDFSTIK 1 11968057 3xTMT6plex [N-Term; K2; K21] 1.511 2.289893866 1 3099.725486 3 1033.911987 -1.315244191 -0.001358965 97.45005478QLHVMDETHVINQVK 2 11968057 2xTMT6plex [N-Term; K15]; 1xOxidation [M5] 1.324 1.34 1.621308208 12.94 0 2265.242558 3 755.7562866 5.186668969 0.003916354 89.94185699
269847416 MFSD1 major facilitator superfamily domain-containing protein 1 isoform 1 64747 NP_073573.2 2.33463035 1 1 1 4 514 56.244 7.53 0.99 1.35 1.17 Non-Significant #N/A

ALLAGGPDEADR 4 269847416 1xTMT6plex [N-Term] 0.989 1.354 3.831077576 50.74 0 1413.753523 2 707.3800049 -0.559025574 -0.000395162 36.5698900740255020 MEAF6 chromatin modification-related protein MEAF6 isoform 1 64769 NP_073593.2 3.482587065 1 1 1 4 201 22.741 8.28 1.41 1.18 1.3 Non-Significant #N/A
ELAELVK 4 40255020 2xTMT6plex [N-Term; K7] 1.41 1.181 2.220283508 16.08 0 1259.79751 2 630.4020996 -0.466075893 -0.000293581 56.83122943116268091 PHF23 PHD finger protein 23 isoform 1 79142 NP_077273.2 6.203473945 1 2 2 6 403 43.791 5.78 0.91 0.75 0.83 Non-Significant #N/A AAQAGPTQPGPPR 2 116268091 1xTMT6plex [N-Term] 0.619 3.928913355 34.86 0 1476.812041 2 738.909668 0.01211901 8.95E-06 20.3268652LKDSLFDLDGPK 4 116268091 3xTMT6plex [N-Term; K2; K12] 0.906 0.775 2.698622942 5.66 1 2035.204254 3 679.0725098 -0.627717401 -0.000425844 70.88437847

13236530 MMP28 matrix metalloproteinase-28 isoform 1 preproprotein 79148 NP_077278.1 3.076923077 1 1 1 4 520 58.902 9.67 0.4 0.57 0.48 Non-Significant #N/A AFQWVSQLPVSGVLDR 4 13236530 1xTMT6plex [N-Term] 0.398 0.569 4.540030003 41.82 0 2031.122476 3 677.7119751 -0.543658516 -0.000368079 97.61932907109715829 DHRS11 dehydrogenase/reductase SDR family member 11 precursor 79154 NP_077284.2 6.153846154 1 1 1 4 260 28.29 6.64 1.01 0.91 0.96 Non-Significant #N/A
ATCISPGVVETQFAFK 4 109715829 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C3] 1.006 0.909 3.402631998 12.55 0 2213.204047 3 738.4070435 1.143311254 0.00084346 76.57780135

13375901 PRKRIP1 PRKR-interacting protein 1 79706 NP_078929.1 9.782608696 1 2 2 6 184 20.984 9.79 1.36 1.33 1.34 Non-Significant #N/A IAAEEQTAK 2 13375901 2xTMT6plex [N-Term; K9] 0.917 3.191663265 15.72 0 1418.825515 2 709.916748 0.496300456 0.000352082 38.07401321KQEGPGQPK 4 13375901 3xTMT6plex [N-Term; K1; K9] 1.437 1.325 2.954822063 10.11 1 1656.004766 3 552.6726685 -0.793469278 -0.000437996 20.1561813376431 FAM188A protein FAM188A isoform a 80013 NP_079224.1 1.573033708 1 1 1 4 445 49.693 4.77 0.85 0.9 0.87 Non-Significant #N/A FHALIQK 4 13376431 2xTMT6plex [N-Term; K7] 0.846 0.901 3.55516386 31.64 0 1314.829813 3 438.947998 -0.28300193 -0.000124033 45.83267975187829418 ATHL1 acid trehalase-like protein 1 80162 NP_079368.3 1.221166893 1 1 1 4 737 80.604 5.25 1 1.19 1.09 Non-Significant #N/A TLPHVLAFR 4 187829418 1xTMT6plex [N-Term] 0.999 1.188 3.482331038 15.98 0 1282.783308 3 428.2653503 -1.410888806 -0.000603288 52.6157907420149695 REEP4 receptor expression-enhancing protein 4 isoform 1 precursor 80346 NP_079508.2 7.782101167 1 2 2 6 257 29.376 9.73 1.04 1.14 1.09 Non-Significant #N/A
EIDAYIVQAK 2 20149695 2xTMT6plex [N-Term; K10] 1.131 3.699614763 54.49 0 1607.940879 2 804.4742432 0.20544793 0.000165174 59.62630811SYETVLSFGK 4 20149695 2xTMT6plex [N-Term; K10] 1.035 1.152 3.954276323 41.25 0 1588.89868 2 794.9523926 -0.737412501 -0.000585837 67.25533825

13540523 HMGN5 high mobility group nucleosome-binding domain-containing protein 5 79366 NP_110390.1 3.191489362 1 1 1 4 282 31.506 4.55 0.72 0.75 0.73 Non-Significant #N/A
ITEAPASEK 4 13540523 2xTMT6plex [N-Term; K9] 0.721 0.747 3.302580118 42.18 0 1403.814616 2 702.413208 3.22201776 0.002261558 30.7203985418079254 PDRG1 p53 and DNA damage-regulated protein 1 81572 NP_110442.1 8.270676692 1 1 1 3 133 15.501 6.06 0.83 0.75 0.79 Non-Significant #N/A LFEAQGKPELK 3 18079254 3xTMT6plex [N-Term; K7; K11] 0.833 0.749 2.260224819 0.04 0 1947.18821 3 649.7347412 0.750170325 0.000486908 55.46827433190194420 TSPAN14 tetraspanin-14 isoform 1 81619 NP_112189.2 4.074074074 1 1 1 6 270 30.671 6.84 1.19 1.12 1.15 Non-Significant #N/A VVNTQCGYDVR 6 190194420 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.189 1.115 4.619526863 52.16 0 1539.778693 2 770.3917847 -1.55862922 -0.001199972 29.8941010320149698 L3MBTL2 lethal(3)malignant brain tumor-like protein 2 83746 NP_113676.2 1.276595745 1 1 1 4 705 79.059 6.84 1.14 1.45 1.29 Non-Significant #N/A TLPVDFHIK 4 20149698 2xTMT6plex [N-Term; K9] 1.14 1.447 2.679804802 17.78 0 1527.929921 3 509.9813232 -0.330095923 -0.000168121 64.38757797

49227854 MED10 mediator of RNA polymerase II transcription subunit 10 84246 NP_115662.2 9.62962963 1 1 1 4 135 15.678 6.19 1.23 0.98 1.1 Non-Significant #N/A
LNFIVTGLQDIDK 4 49227854 2xTMT6plex [N-Term; K13] 1.228 0.977 3.698708296 29.25 0 1934.136285 3 645.3839111 0.463053428 0.000298536 99.1470963114150060 PSMG3 proteasome assembly chaperone 3 84262 NP_115678.1 12.29508197 1 1 1 6 122 13.096 7.88 1.11 1 1.05 Non-Significant #N/A VLLGQDEPLIHVFAK 6 14150060 2xTMT6plex [N-Term; K15] 1.108 0.999 4.785840988 40.64 0 2137.278532 3 713.0975952 -0.14020422 -9.99E-05 87.72704101

14150070 CHCHD5 coiled-coil-helix-coiled-coil-helix domain-containing protein 5 isoform a 84269 NP_115685.1 16.36363636 1 1 1 3 110 12.387 6.73 0.94 1.46 1.2 Non-Significant #N/A
ELEQYGQCVAAKPESWQR 3 14150070 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 0.942 1.462 3.402513981 2.28 0 2637.349542 3 879.7860718 -2.22930555 -0.001959819 52.89872183

42822891 MIEN1 migration and invasion enhancer 1 84299 NP_115715.3 9.565217391 1 1 1 6 115 12.395 4.37 0.89 0.98 0.93 Non-Significant #N/A EQYPGIEIESR 6 42822891 1xTMT6plex [N-Term] 0.888 0.979 4.064166069 51.2 0 1549.805953 2 775.4069824 0.474455366 0.000367657 41.34569313269847744 CMSS1 protein CMSS1 isoform 1 84319 NP_115735.2 5.376344086 1 2 2 6 279 31.864 9.19 1.24 1.15 1.2 Non-Significant #N/A ITDVLAK 2 269847744 2xTMT6plex [N-Term; K7] 1.139 2.504951477 33.81 0 1217.786945 2 609.397644 0.875658868 0.000533183 56.3522869MMDIPEIR 4 269847744 1xTMT6plex [N-Term] 1.238 1.209 2.931697369 23.18 0 1233.653281 2 617.3294678 -1.314877648 -0.000811052 59.9641863345331215 LZTS2 leucine zipper putative tumor suppressor 2 isoform a 84445 NP_115805.1 2.092675635 1 1 2 8 669 72.715 6.51 0.01 0.01 0.01 Non-Significant #N/A QEAEQLR 4 45331215 1xTMT6plex [N-Term] 1.182 0.912 2.702323914 37.67 0 1102.605403 2 551.8062134 -0.229186422 -0.000126351 18.10966341LIPVSGK 4 45331215 2xTMT6plex [N-Term; K7] 0.01 0.01 2.258417606 23.15 0 1171.781466 2 586.3942261 -0.247752308 -0.000145156 52.5418201414249338 BUD13 BUD13 homolog isoform 1 84811 NP_116114.1 2.746365105 1 2 2 6 619 70.478 9.86 0.8 1.5 1.76 1.36 Significant 0.0421 YIDDEDLDR 4 14249338 1xTMT6plex [N-Term] 1.5 1.762 3.578644276 38.26 0 1382.663705 2 691.8341675 -1.914463403 -0.00132353 33.37772869AVEELAYK 2 14249338 2xTMT6plex [N-Term; K8] 0.804 3.250791311 19.62 0 1380.813888 2 690.9107056 0.178490972 0.000123231 47.85885666
14249428 LRCH3 leucine-rich repeat and calponin homology domain-containing protein 3 precursor 84859 NP_116162.1 5.758426966 1 3 3 10 712 78.753 6.55 1.2 1.25 1.22 Non-Significant #N/A

NHLVHLPEELAELPLIR 2 14249428 1xTMT6plex [N-Term] 1.776 5.360643387 33.33 0 2222.285853 4 556.3264771 -0.798631226 -0.000443697 80.08962778LVSLPEEIGHLR 4 14249428 1xTMT6plex [N-Term] 1.163 1.121 3.59736371 13.64 0 1591.936908 3 531.3171387 -0.02811944 -1.49E-05 68.45024605GAANHDLTDTTR 4 14249428 1xTMT6plex [N-Term] 1.315 1.319 3.346556902 7.47 0 1500.7604 3 500.9249268 -0.115059381 -5.76E-05 16.0928029762177110 ADO 2-aminoethanethiol dioxygenase 84890 NP_116193.2 8.888888889 1 2 2 5 270 29.732 6.04 0.79 0.78 0.79 Non-Significant #N/A DNMASLIQR 4 62177110 1xTMT6plex [N-Term] 0.672 0.781 2.873454809 18.36 0 1276.688087 2 638.8463745 -2.047607861 -0.001307078 44.74795274ALPPEQQFEPPLQPR 1 62177110 1xTMT6plex [N-Term] 1.03 2.234724998 0 1976.080277 3 659.3640137 -1.411564301 -0.000929788 59.3739766630795117 FBXO18 F-box DNA helicase 1 isoform 1 84893 NP_116196.3 0.731261426 1 1 1 5 1094 123.296 8.1 0.34 0.02 0.18 Non-Significant #N/A IHLIGGIK 5 30795117 2xTMT6plex [N-Term; K8] 0.338 0.016 2.590334892 17.66 0 1308.876763 3 436.9642334 1.057223531 0.000461258 53.3221060314249680 PYURF protein preY, mitochondrial precursor 100996939 NP_116295.1 26.31578947 1 2 2 6 114 12.647 9.33 0.93 1.2 1.06 Non-Significant #N/A
TEEPPRDFDPALLEFLVCPLSK 2 14249680 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C18] 0.783 4.218373775 15.18 1 3031.621466 3 1011.210327 -1.661646991 -0.001679162 111.1531455

KQEEVEQR 4 14249680 2xTMT6plex [N-Term; K1] 0.945 1.195 2.299524784 16.42 1 1503.853127 3 501.9553528 -1.078496538 -0.000540633 16.38404413
14719829 NLRP1 NACHT, LRR and PYD domains-containing protein 1 isoform 1 22861 NP_127497.1 1.357773252 1 1 1 4 1473 165.76 6.84 0.9 0.96 0.93 Non-Significant #N/A

IAVPSPLDAPQLLHFVDQYR 4 14719829 1xTMT6plex [N-Term] 0.9 0.962 5.00520277 25.52 0 2508.38121 3 836.7991333 0.652501437 0.000545574 104.225083921361861 FANCD2 Fanconi anemia group D2 protein isoform a 2177 NP_149075.2 0.475866757 1 1 1 3 1471 166.356 6.24 0.63 0.53 0.58 Non-Significant #N/A ISGIILK 3 21361861 2xTMT6plex [N-Term; K7] 0.628 0.527 1.997932315 14.39 0 1201.828416 2 601.4168091 -1.726099924 -0.001037238 65.8234844745269137 MFN1 mitofusin-1 55669 NP_284941.2 2.834008097 1 1 2 10 741 84.106 6.33 0.82 1.56 1.19 Non-Significant #N/A VLLGLSEPIFQLPR 4 45269137 1xTMT6plex [N-Term] 0.824 1.56 4.428459644 39.07 0 1811.099222 3 604.3712158 -0.070426325 -4.25E-05 104.6641153IFFVSAK 6 45269137 2xTMT6plex [N-Term; K7] 1.063 1.272 1.214 3.171391249 29.84 0 1269.797116 2 635.3991089 -4.862782003 -0.003087373 71.89207312
145309313 GALNT13 polypeptide N-acetylgalactosaminyltransferase 13 isoform 1 114805 NP_443149.2 5.215827338 1 1 3 8 556 64.009 6.83 1.55 1.61 1.58 Non-Significant #N/A

LAEVWMDEFK 2 145309313 2xTMT6plex [N-Term; K10] 0.862 3.197939157 31.76 0 1725.9286 2 863.4700928 2.496515137 0.002154403 91.70083027SQQWLLR 2 145309313 1xTMT6plex [N-Term] 1.177 2.40699482 8.21 0 1159.678508 2 580.3416138 -2.205206804 -0.001278665 46.4907275DFFYIISPGVVK 4 145309313 2xTMT6plex [N-Term; K12] 1.551 1.613 0.944669843 3.11 0 1843.076979 3 615.0296631 -1.379683115 -0.000847621 108.8964556
190360566 PCMTD1 protein-L-isoaspartate O-methyltransferase domain-containing protein 1 isoform 1 115294 NP_443169.2 5.042016807 1 1 1 4 357 40.65 5.66 1.16 1.61 1.38 Non-Significant #N/A

VGGILVMPIEDQLTQIMR 4 190360566 1xTMT6plex [N-Term] 1.155 1.608 4.939250946 58.27 0 2242.250061 3 748.0883789 0.232908345 0.00017408 111.0943705151101369 COMMD7 COMM domain-containing protein 7 isoform 1 149951 NP_444269.2 10 1 1 1 4 200 22.526 5.92 0.64 0.5 0.57 Non-Significant #N/A
FLAQLSEFATTNQISLGSLR 4 151101369 1xTMT6plex [N-Term] 0.641 0.496 5.427654743 52.44 0 2425.32884 3 809.1134033 -1.312510291 -0.00106109 105.6017035151301053 RBM33 RNA-binding protein 33 155435 NP_444271.2 1.623931624 1 1 1 4 1170 129.906 6.93 0.99 1.23 1.11 Non-Significant #N/A VLPIKPADVEEPAVPQTPR 4 151301053 2xTMT6plex [N-Term; K5] 0.989 1.229 4.227164745 11.66 0 2514.46958 3 838.8275146 -0.632087459 -0.000529788 68.02357767

17157999 BORCS5 loss of heterozygosity 12 chromosomal region 1 protein isoform 1 118426 NP_477517.1 6.12244898 1 1 1 6 196 22.208 6.35 0.94 0.72 0.83 Non-Significant #N/A
LQEIPTFQPLLK 6 17157999 2xTMT6plex [N-Term; K12] 0.937 0.724 3.546556473 35 0 1885.156292 2 943.0831299 1.427667105 0.001345688 88.84717453

19718741 OSBPL1A oxysterol-binding protein-related protein 1 isoform 2 114876 NP_542164.2 2.105263158 1 2 2 6 950 108.401 6.38 0.84 0.95 0.9 Non-Significant #N/A
KLEELLLAAAR 4 19718741 2xTMT6plex [N-Term; K1] 0.843 1.013 3.439906597 19.12 1 1685.072562 3 562.3623657 -0.010855337 -6.10E-06 86.30124073VEVVSEASR 2 19718741 1xTMT6plex [N-Term] 0.64 2.131609201 14.28 0 1204.673482 2 602.8413696 1.643846106 0.000990149 27.41830971116268097 B3GALT6 beta-1,3-galactosyltransferase 6 126792 NP_542172.2 2.73556231 1 1 1 6 329 37.114 9.66 1.4 0.73 1.06 Non-Significant #N/A LDALLAELR 6 116268097 1xTMT6plex [N-Term] 1.398 0.725 3.372492313 37.74 0 1242.761903 2 621.8844604 -0.208536777 -0.000129581 91.3271638718375528 UPF3B regulator of nonsense transcripts 3B isoform 1 65109 NP_542199.1 3.105590062 1 1 1 4 483 57.727 9.48 0.76 1.18 0.97 Non-Significant #N/A GQEYPAIVEFAPFQK 4 18375528 2xTMT6plex [N-Term; K15] 0.764 1.178 4.530176163 30.29 0 2182.194862 3 728.0706787 1.201039769 0.000873634 87.9361007518087841 WDR89 WD repeat-containing protein 89 112840 NP_542397.1 7.751937984 1 2 2 6 387 43.187 6.13 0.81 1.19 1 Non-Significant #N/A DSLGAYSETHSDDVTQVR 4 18087841 1xTMT6plex [N-Term] 0.806 1.196 5.865240574 37.02 0 2209.057035 3 737.0220337 -2.483863338 -0.001828999 32.45997293IEEQFANLHIVK 2 18087841 2xTMT6plex [N-Term; K12] 1.188 2.881982088 5.17 0 1899.110404 3 633.7077637 -0.877476302 -0.000555475 69.52163382

19115964 PLCD3 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase delta-3 113026 NP_588614.1 3.29531052 1 1 1 4 789 89.202 6.98 0.6 0.78 0.69 Non-Significant #N/A
FVVEDYDATSPNDFVGQFTLPLSSLK 4 19115964 2xTMT6plex [N-Term; K26] 0.601 0.779 5.174604893 66.72 0 3347.745145 3 1116.587402 0.749289788 0.000836144 110.3195195379317153 AP5B1 AP-5 complex subunit beta-1 91056 NP_612377.4 3.189066059 1 2 2 6 878 93.89 5.92 1.1 0.91 1 Non-Significant #N/A GGLVDLLQVLAR 4 379317153 1xTMT6plex [N-Term] 1.081 0.91 3.813356638 53.92 0 1482.920529 2 741.963562 -0.459793056 -0.000340918 111.2382763GLLPSLLHDPMALLAR 2 379317153 1xTMT6plex [N-Term] 1.14 3.224733829 5 0 1946.145854 3 649.3863525 -0.69365963 -0.000449988 104.814419461097912 NOM1 nucleolar MIF4G domain-containing protein 1 64434 NP_612409.1 8.604651163 1 6 6 22 860 96.198 8.1 1.07 1.21 1.41 1.23 Significant 0.00637 DGLDYILGALESGK 2 61097912 2xTMT6plex [N-Term; K14] 1.049 3.433050871 34.21 0 1909.068265 3 637.0269775 -0.987477948 -0.000628388 104.5788591TAGPEQGPGLGGR 4 61097912 1xTMT6plex [N-Term] 2.009 1.209 3.364313602 48.13 0 1425.764757 2 713.3857422 -0.385137168 -0.000274558 23.19210638TYNPFYAFLASK 8 61097912 2xTMT6plex [N-Term; K12] 1.131 2.217 1.409 3.777721167 36.08 0 1880.035842 2 940.5217285 0.179832343 0.000169046 102.6611614ALLAANEEEDREIR 4 61097912 1xTMT6plex [N-Term] 0.842 0.859 3.823654652 9.87 1 1857.986771 3 620.000061 -0.613984205 -0.000380258 38.64049701KIPGYDPEPVEK 2 61097912 3xTMT6plex [N-Term; K1; K12] 1.238 3.898642778 17.01 1 2059.204254 3 687.0725098 -0.620401363 -0.000425844 58.44401536ELITEAQTK 2 61097912 2xTMT6plex [N-Term; K9] 1.044 1.025 2.044663191 0 1490.88303 2 745.9453735 0.295328543 0.00022015 41.3639729138372901 SP1 transcription factor Sp1 isoform a 6667 NP_612482.2 2.165605096 1 2 2 6 785 80.644 7.34 1.45 2.17 1.81 Non-Significant #N/A

EACTCPYCK 4 38372901 2xTMT6plex [N-Term; K9]; 3xCarbamidomethyl [C3; C5; C8] 1.496 2.173 3.494483471 29.48 0 1646.774091 2 823.8913574 0.818062269 0.000673582 26.29675522
FACPECPK 2 38372901 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C3; C6] 1.389 3.155024052 11.18 0 1466.753613 2 733.880249 -0.267245379 -0.000195992 36.97766904

63003894 CCDC167 coiled-coil domain-containing protein 167 154467 NP_612502.1 8.24742268 1 1 1 3 97 11.452 9.5 1.12 0.93 1.03 Non-Significant #N/A DLEAVNSR 3 63003894 1xTMT6plex [N-Term] 1.117 0.934 2.174439907 16.72 0 1132.615967 2 566.81073 -1.575255085 -0.00089208 23.78028173117320513 CCDC155 protein KASH5 147872 NP_653289.3 2.846975089 1 1 1 2 562 62.744 4.68 0.78 0.96 0.87 Non-Significant #N/A LQTLANSLDPNGEGPK 2 117320513 2xTMT6plex [N-Term; K16] 0.779 0.961 1.823743105 0 2112.170104 4 528.7977905 -0.365259703 -0.000192873 81.6047918232171247 CCNY cyclin-Y isoform 1 219771 NP_659449.3 4.398826979 1 1 1 4 341 39.312 7.2 0.8 0.75 0.78 Non-Significant #N/A MLLDIFDENLHPLSK 4 32171247 2xTMT6plex [N-Term; K15] 0.8 0.754 4.139876842 45.82 0 2243.250997 3 748.4229736 1.502746881 0.001123679 103.034900321450814 C18orf25 uncharacterized protein C18orf25 isoform a 147339 NP_659492.1 12.87128713 1 3 3 7 404 43.369 4.88 0.53 1.06 0.79 Non-Significant #N/A DSSESQLASTESDKPTTGR 2 21450814 2xTMT6plex [N-Term; K14] 0.525 4.465866089 20.35 0 2454.236011 3 818.7501221 -0.080586815 -6.59E-05 25.88593441ASEQETAKEEDGSVELESQVQK 3 21450814 3xTMT6plex [N-Term; K8; K22] 1.071 4.038217545 20.85 1 3108.615143 4 777.9083252 -1.181223336 -0.000917992 43.83079001SESETSTMAAK 2 21450814 2xTMT6plex [N-Term; K11] 1.024 4.287011147 58.89 0 1599.830008 2 800.4187622 0.149749699 0.000119787 23.845164321918872 LACE1 lactation elevated protein 1 246269 NP_660358.2 1.455301455 1 1 1 2 481 54.81 7.27 1.17 1.28 1.23 Non-Significant #N/A ELPAAGK 2 21918872 2xTMT6plex [N-Term; K7] 1.174 1.28 1.911794543 16.83 0 1143.71378 2 572.3598022 -1.269835021 -0.000726164 30.8351264833359215 ALS2CL ALS2 C-terminal-like protein isoform 1 259173 NP_667340.2 2.623294858 1 2 2 6 953 107.68 6.15 0.89 0.64 0.77 Non-Significant #N/A LLQDSQDVPVTVAPLR 4 33359215 1xTMT6plex [N-Term] 0.902 0.643 3.759046078 26.18 0 1980.132707 3 660.7158813 0.194038999 0.000128074 71.30406163WQGVYSPFR 2 33359215 1xTMT6plex [N-Term] 0.878 2.80771637 9.24 0 1368.726187 2 684.8664551 -0.404115706 -0.000276562 59.6109474131542783 RNF185 E3 ubiquitin-protein ligase RNF185 isoform 1 91445 NP_689480.2 8.333333333 1 2 2 8 192 20.446 6.52 1.12 1.11 1.12 Non-Significant #N/A GSTGQQDPR 4 31542783 1xTMT6plex [N-Term] 2.419984341 34.3 0 1174.60138 2 587.803833 -0.843387716 -0.000495322 13.60235755VIPLYGR 4 31542783 1xTMT6plex [N-Term] 1.123 1.11 2.186715841 17.36 0 1046.655982 2 523.8313599 -0.51483338 -0.000269427 48.44948489116256479 RWDD4 RWD domain-containing protein 4 isoform 1 201965 NP_689895.2 5.319148936 1 1 1 4 188 21.238 5.31 1.31 0.56 0.94 Non-Significant #N/A SIYEGDESFR 4 116256479 1xTMT6plex [N-Term] 1.314 0.564 4.064662933 31.7 0 1431.69534 2 716.3505859 -1.009037998 -0.000722317 36.0833059823312364 UHRF2 E3 ubiquitin-protein ligase UHRF2 115426 NP_690856.1 5.112219451 1 2 3 16 802 89.928 8.21 1.93 1.82 2.38 2.04 Significant 0.00696 ASDSAEAIEAFQLTPQQQHLIR 2 23312364 1xTMT6plex [N-Term] 3.289 5.668504715 47.02 0 2682.404858 3 894.8074951 1.145908886 0.001024597 65.63465291IISVDEIFK 8 23312364 2xTMT6plex [N-Term; K9] 1.932 1.819 2.175 4.121838093 48.98 0 1521.929252 2 761.4675903 -0.885754667 -0.000674028 85.27511982
AQVFSCPACR 6 23312364 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 2.093 1.712 2.012 3.859217644 40.65 0 1424.697606 2 712.8519287 -0.719589982 -0.000512599 31.52452756

26892295 MMAA methylmalonic aciduria type A protein, mitochondrial precursor 166785 NP_758454.1 9.56937799 1 4 4 10 418 46.509 9.29 0.76 0.71 0.74 Non-Significant #N/A
GIIEMADLVAVTK 4 26892295 2xTMT6plex [N-Term; K13] 0.674 0.663 4.17002058 43 0 1818.081078 3 606.6987915 0.408860599 0.000247781 94.97911299VGLSGPPGAGK 2 26892295 2xTMT6plex [N-Term; K11] 0.922 3.788382769 36.21 0 1397.851671 2 699.4285278 -1.353144956 -0.000945748 40.65958378ELAQVLLQK 2 26892295 2xTMT6plex [N-Term; K9] 0.776 3.544724226 14.63 0 1499.956136 2 750.4811401 -0.754626442 -0.000565953 79.60946009SQVWKPK 2 26892295 3xTMT6plex [N-Term; K5; K7] 0.847 1.850484014 5.67 0 1559.98766 3 520.6673584 -0.088234472 -4.59E-05 38.52458298116812620 FAM98C protein FAM98C 147965 NP_777565.3 4.297994269 1 1 1 4 349 37.305 7.18 0.69 0.57 0.63 Non-Significant #N/A LAAELATLGALEQQR 4 116812620 1xTMT6plex [N-Term] 0.685 0.566 4.381142139 33.32 0 1813.038078 3 605.0184326 1.470802845 0.000888874 85.722611329171730 CYP20A1 cytochrome P450 20A1 57404 NP_803882.1 7.792207792 1 3 3 8 462 52.399 6.21 0.93 1.13 1.03 Non-Significant #N/A YQSGGGSVSENHMR 2 29171730 1xTMT6plex [N-Term] 1.277 5.020719528 37.97 0 1737.817597 3 579.9431763 -1.508427243 -0.00087379 17.42332121GFLDGSLDK 4 29171730 2xTMT6plex [N-Term; K9] 0.905 0.958 3.401842833 31.23 0 1409.804052 2 705.4053345 -0.467649874 -0.000329647 58.70639475FDPDRFDDELVMK 2 29171730 2xTMT6plex [N-Term; K13] 1.715 2.514748096 0.81 1 2085.072698 3 695.6958008 0.07248848 5.04E-05 69.72603613195947382 RILPL1 RILP-like protein 1 isoform 1 353116 NP_847884.2 9.677419355 1 3 3 13 403 47.079 5.21 1.31 1.01 1.16 Non-Significant #N/A GEAQDLLSQIAQLQEENK 6 195947382 2xTMT6plex [N-Term; K18] 0.905 0.772 5.027719021 31.36 0 2472.334603 3 824.7842407 1.442473832 0.001188759 90.22066706VELEADLQTK 4 195947382 2xTMT6plex [N-Term; K10] 1.292 1.226 4.230152607 37.77 0 1603.930709 2 802.4667358 -2.814024501 -0.00225675 55.82968026VLEILEVLVSR 3 195947382 1xTMT6plex [N-Term] 100 0.855 2.358788967 15.43 0 1498.940596 2 749.9735718 -0.486360376 -0.000364513 113.350636431657123 HPS5 Hermansky-Pudlak syndrome 5 protein isoform a 11234 NP_852608.1 2.037201063 1 2 2 5 1129 127.368 5.54 0.95 0.01 0.48 Non-Significant #N/A LQDPLVLFESESLR 3 31657123 1xTMT6plex [N-Term] 0.729 0.01 4.092094898 37.67 0 1875.042495 3 625.684021 -2.658553997 -0.001661634 93.50381731VFVGDHAGK 2 31657123 2xTMT6plex [N-Term; K9] 1.015 2.737483263 15.59 0 1387.809806 3 463.2743225 -1.002645101 -0.000463827 34.16054525

32454748 ORC4 origin recognition complex subunit 4 isoform 1 5000 NP_859526.1 2.064220183 1 1 1 8 436 50.345 8 1.96 1.74 2.52 2.07 Significant 0.0123
LDILELLEK 8 32454748 2xTMT6plex [N-Term; K9] 1.958 1.737 2.518 3.806660175 55.63 0 1543.971117 2 772.4885864 -0.790590202 -0.000610324 110.211463832526915 STARD5 stAR-related lipid transfer protein 5 80765 NP_871629.1 14.55399061 1 2 2 10 213 23.779 6.67 0.55 0.39 2.11 1.02 Non-Significant 0.205

GEGIVYGTLEEVWDCVKPAVGGLR 8 32526915 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C15] 0.579 0.393 2.109 7.377266407 34.23 0 3062.638513 4 766.4136353 -1.894305956 -0.001450394 110.9533917
FYANLQK 2 32526915 2xTMT6plex [N-Term; K7] 0.537 3.054160833 25.83 0 1341.793093 2 671.4000854 -0.148176022 -9.94E-05 61.0799219533386683 C9orf85 uncharacterized protein C9orf85 138241 NP_872311.2 6.369426752 1 1 1 2 157 18.252 8.56 0.91 1 0.96 Non-Significant #N/A KEDIVIPLNK 2 33386683 3xTMT6plex [N-Term; K1; K10] 0.906 1.004 2.152227163 1 1856.182396 3 619.399292 0.499248654 0.000308899 63.1421809537595528 PHC2 polyhomeotic-like protein 2 isoform a 1912 NP_932157.1 2.447552448 1 2 2 6 858 90.657 8.69 0.86 1.06 0.96 Non-Significant #N/A AQEIDGQALLLLK 4 37595528 2xTMT6plex [N-Term; K13] 1.058 4.753408909 76.24 0 1870.14137 2 935.5753784 1.1284045 0.001055138 82.88737864ASLPPLTK 2 37595528 2xTMT6plex [N-Term; K8] 0.86 1.769956231 11.94 0 1284.829144 2 642.9175415 -1.041276339 -0.000668931 52.7887684238348436 CA13 carbonic anhydrase 13 377677 NP_940986.1 3.435114504 1 1 1 3 262 29.425 6.96 0.61 0.22 0.42 Non-Significant #N/A ITDTLDSIK 3 38348436 2xTMT6plex [N-Term; K9] 0.612 0.219 2.355433226 0.56 0 1463.872131 2 732.4393921 -0.42596638 -0.00031178 53.18807443

45439335 PORCN protein-serine O-palmitoleoyltransferase porcupine isoform D 64840 NP_982301.1 1.735357918 1 1 1 4 461 52.283 8.84 1.29 1.4 1.35 Non-Significant #N/A
LGLPSYLK 4 45439335 2xTMT6plex [N-Term; K8] 1.294 1.401 2.875786304 19.33 0 1348.860444 2 674.9325562 -1.933992003 -0.001304343 70.6531464947132591 PKN1 serine/threonine-protein kinase N1 isoform 1 5585 NP_998725.1 2.848101266 1 2 3 8 948 104.608 6.15 0.79 1.64 1.21 Non-Significant #N/A SLGPVELLLR 4 47132591 1xTMT6plex [N-Term] 0.786 1.395 3.656006098 31.68 0 1325.835403 2 663.4210815 -0.389372664 -0.000258122 85.97914849TLGWEALLAR 2 47132591 1xTMT6plex [N-Term] 2.071 3.286899567 13.6 0 1358.799352 2 679.9033203 0.009158821 6.22E-06 80.16257486KGDIVAR 2 47132591 2xTMT6plex [N-Term; K1] 1.574 2.431577206 1.23 1 1216.777777 3 406.2638855 -0.554058327 -0.000224722 23.21006636

47132519 RAPH1 ras-associated and pleckstrin homology domains-containing protein 1 isoform 1 65059 NP_998754.1 3.84 1 3 3 8 1250 135.171 8.85 1.13 0.97 1.05 Non-Significant #N/A
SQSIVSSVFSEAWK 4 47132519 2xTMT6plex [N-Term; K14] 1.031 1.076 4.193446159 35.11 0 2013.105713 3 671.7058105 -1.407903895 -0.000944753 85.33523252VTRPQELDLTHQGQPITEEEQAAK 2 47132519 2xTMT6plex [N-Term; K24] 0.835 4.376590252 10.98 0 3176.695175 4 794.9264526 -3.524043859 -0.002798703 44.01510959RPSVDSLVSK 2 47132519 2xTMT6plex [N-Term; K10] 1.203 2.62095809 2.81 0 1545.936463 3 515.9830933 -1.123050582 -0.000578722 42.90595423767979345 LOC105378193 serine/arginine repetitive matrix protein 5-like 105378193 XP_011535833.1 1.443298969 1 1 1 4 485 56.073 12.09 0.43 0.96 0.69 Non-Significant #N/A LSGLLSR 4 767979345 1xTMT6plex [N-Term] 0.428 0.958 2.287831306 26.65 0 974.6195964 2 487.813446 0.019525406 9.51E-06 46.44093843767901811 INADL inaD-like protein isoform X1 10207 XP_011538764.1 0.774393392 1 1 1 4 1937 210.869 5.02 1.08 1.07 1.07 Non-Significant #N/A SPLFNQILTLQQSIK 4 767901811 2xTMT6plex [N-Term; K15] 1.076 1.073 4.632451534 35.78 0 2188.31056 3 730.1074829 -1.217797683 -0.000888307 102.9555447312261217 SERINC2 serine incorporator 2 isoform 4 347735 NP_001185967.1 6.034482759 1 1 1 6 464 52.07 6.33 1.96 2.62 1.38 1.99 Significant 0.031

LPWVCEEGAGIPTVLQGHIDCGSLLGYR 6 312261217 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C21] 1.961 2.619 1.375 5.766232967 51.95 0 3326.686319 3 1109.564819 -1.928012314 -0.002137964 95.97634581
380420335 ITCH E3 ubiquitin-protein ligase Itchy homolog isoform 1 83737 NP_001244066.1 20.15503876 1 13 14 93 903 102.738 6.3 1.65 1.84 1.61 1.7 Significant 0.00174 FTVDGIPYFVDHNR 8 380420335 1xTMT6plex [N-Term] 1.053 1.4 1.385 4.39644146 28.02 0 1908.980563 3 636.9988403 0.735788578 0.000468202 72.58197051TLFEDSFQQIMSFSPQDLR 9 380420335 1xTMT6plex [N-Term] 100 100 1.406 6.23071909 66.9 0 2518.248541 3 840.0864868 -1.44288013 -0.001211177 106.9613848KTLFEDSFQQIMSFSPQDLR 8 380420335 2xTMT6plex [N-Term; K1] 2.196 1.681 2.077 5.725711346 25.71 1 2875.506436 3 959.1731567 -0.528159192 -0.000506242 100.7492429DLESIDPEFYNSLIWVK 12 380420335 2xTMT6plex [N-Term; K17] 2.387 2.108 4.261902332 48.64 0 2526.353213 3 842.7886353 -0.736392786 -0.000620129 106.6842821EFDPLGPLPPGWEK 8 380420335 2xTMT6plex [N-Term; K14] 2.083 2.191 2.625 3.941249609 26.78 0 2040.120634 3 680.7094727 -3.31831419 -0.002256587 85.18774323LWVIFPGEEGLDYGGVAR 12 380420335 1xTMT6plex [N-Term] 1.58 1.986 1.778 5.350522995 36.37 0 2207.16982 3 736.3934937 -1.763621871 -0.001297538 99.33583691SQGQLNEKPLPEGWEMR 4 380420335 2xTMT6plex [N-Term; K8] 1.178 4.23 4.265664577 20.09 0 2457.296049 3 819.7700195 -0.221318978 -0.000181282 55.20012361LLQFVTGTCR 6 380420335 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.81 2.669 1.799 3.5633111 27.93 0 1423.792886 2 712.399231 -1.194672311 -0.000850483 69.38876099LLFAIEETEGFGQE 6 380420335 1xTMT6plex [N-Term] 100 1.596 100 3.072997093 62.57 0 1811.926462 2 906.4656372 -1.359909461 -0.001232028 102.2188664NYEQWQLQR 6 380420335 1xTMT6plex [N-Term] 1.657 1.735 2.671 3.739237785 40.65 0 1493.769842 2 747.3879395 -0.830103618 -0.000619992 41.27503006LPVGGFADLMGSNGPQK 2 380420335 2xTMT6plex [N-Term; K17]; 1xOxidation [M10] 1.525 3.372777224 21.7 0 2162.167996 3 721.3887329 -7.561946881 -0.005450067 68.78436999TTWDRPEPLPPGWER 2 380420335 1xTMT6plex [N-Term] 1.541 3.692047358 0.41 0 2066.06569 3 689.3596802 -0.581972133 -0.000400798 60.89936222ITQWEDPR 7 380420335 1xTMT6plex [N-Term] 1.42 1.438 1.155 2.649913788 43.03 0 1273.673817 2 637.3405151 -0.049507622 -3.15E-05 41.56773573ILNKPVGLK 3 380420335 3xTMT6plex [N-Term; K4; K9] 1.287 1.878 1.642 2.243491888 0 1669.134324 3 557.0494995 -0.226749183 -0.000126158 58.83078007
952009244 MED19 mediator of RNA polymerase II transcription subunit 19 isoform 1 219541 NP_001304007.1 18.77394636 1 2 2 10 261 27.953 9.8 100 1.87 1.43 34.43 Non-Significant #N/A

LSNFLPDLPGMIDLPGSHDNSSLR 4 952009244 1xTMT6plex [N-Term] 100 1.009 4.129011154 17.38 0 2824.450094 3 942.1551514 0.285698644 0.000268981 102.2604528SLIEKPPILSSSFNPITGTMLAGFR 6 952009244 2xTMT6plex [N-Term; K5] 100 1.865 100 4.584105492 14.26 0 3134.768798 3 1045.594482 0.030539932 3.19E-05 108.0390956
133908629 SMARCD1 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily D member 1 isoform a 6602 NP_003067.3 5.825242718 1 1 2 10 515 58.196 9.25 2.23 2.35 2.29 Non-Significant #N/A

ELVPESQAYMDLLAFER 6 133908629 1xTMT6plex [N-Term] 1.361 1.077 1.666 3.526484013 49.38 0 2240.147036 2 1120.57605 -0.98784615 -0.00110646 93.3427418TATTQETDGFQVK 4 133908629 2xTMT6plex [N-Term; K13] 2.234 2.346 4.518610001 42.36 0 1884.011478 2 942.5092773 -0.106078175 -9.99E-05 40.2597043
22547108 TNFRSF10D tumor necrosis factor receptor superfamily member 10D precursor 8793 NP_003831.2 7.512953368 1 1 1 4 386 41.823 6.54 2.49 1.21 1.85 Non-Significant #N/A

LLVPVNDADSADISTLLDASATLEEGHAK 4 22547108 2xTMT6plex [N-Term; K29] 2.487 1.213 7.275799751 55.72 0 3423.825915 4 856.7092285 -3.163282179 -0.002707632 102.7393023150417981 ARHGAP35 rho GTPase-activating protein 35 2909 NP_004482.4 3.268845897 1 2 2 10 1499 170.407 6.64 1.46 100 0.95 34.14 Non-Significant 0.409 IPFDLMDTVPAEQLYEAHLEK 4 150417981 2xTMT6plex [N-Term; K21] 100 0.949 5.089125156 51.02 0 2917.542152 3 973.1851807 -0.398872665 -0.000387909 102.1186803ATWESNYFGVPLTTVVTPEKPIPIFIER 6 150417981 2xTMT6plex [N-Term; K20] 0.875 100 5.266195774 18.31 0 3663.023827 4 916.5123901 1.06576617 0.000975982 107.718771324415404 MDN1 midasin 23195 NP_055426.1 0.929235168 1 4 4 8 5596 632.42 5.68 2.17 2.18 1.32 1.89 Significant 0.022 EAFEELFAQTFSK 2 24415404 2xTMT6plex [N-Term; K13] 2.171 3.171598434 31.27 0 2005.068265 3 669.0274048 -0.300949619 -0.000201142 98.38548996EKPEEAGHEAEER 2 24415404 2xTMT6plex [N-Term; K2] 3.238 3.110766172 17.06 0 1969.002704 4 493.0064087 0.559062526 0.000275199 16.82083788IISAISELLER 2 24415404 1xTMT6plex [N-Term] 1.323 3.320803642 27.57 0 1472.88856 2 736.9466553 -1.715305009 -0.001263227 109.7009447
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DFADILVQPTLEENK 2 24415404 2xTMT6plex [N-Term; K15] 1.289 2.864813805 3.62 0 2190.20582 3 730.7390137 -1.52165351 -0.001110911 84.0261084241393551 NADSYN1 glutamine-dependent NAD(+) synthetase 55191 NP_060631.2 2.974504249 1 2 2 6 706 79.234 6.44 2.28 0.78 1.53 Non-Significant #N/A SGNEEVLADVR 2 41393551 1xTMT6plex [N-Term] 0.789 2.879933834 10.02 0 1417.748438 2 709.3779907 0.188154193 0.000133378 36.0882307AEPQSLDGVD 4 41393551 1xTMT6plex [N-Term] 2.278 0.779 1.761126637 32.66 0 1259.631677 2 630.3190918 -0.611350337 -0.000385038 64.419719428923936 USE1 vesicle transport protein USE1 55850 NP_060937.1 8.88030888 1 2 2 4 259 29.326 9.07 1.32 1.27 1.29 Non-Significant #N/A ALANQFLAPGR 2 8923936 1xTMT6plex [N-Term] 1.271 4.506534576 48.18 0 1386.8055 2 693.9063721 -0.023103005 -1.60E-05 51.86725661TGVAGSQPVSEK 2 8923936 2xTMT6plex [N-Term; K12] 1.315 2.119227171 11.8 0 1617.921206 2 809.4650269 0.970746246 0.000785295 27.39635384
13129114 ALG12 dol-P-Man:Man(7)GlcNAc(2)-PP-Dol alpha-1,6-mannosyltransferase 79087 NP_077010.1 3.483606557 1 1 1 4 488 54.619 9.58 100 1.19 50.59 Non-Significant #N/A

GLGCSLLFIPLGLVDRR 4 13129114 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 100 1.187 3.494483948 15.66 1 2115.230981 3 705.7476196 -1.264889416 -0.000891844 108.31287684507693 TSC1 hamartin isoform 1 7248 NP_000359.1 1.030927835 1 1 1 4 1164 129.685 6.47 1.05 1.46 1.26 Non-Significant #N/A LSQAPLLPSLLK 4 4507693 2xTMT6plex [N-Term; K12] 1.048 1.463 3.726841211 37.58 0 1738.124263 3 580.045105 -2.01465952 -0.001167243 90.8471186
90403592 PHEX phosphate-regulating neutral endopeptidase isoform 1 5251 NP_000435.3 0.934579439 1 1 1 5 749 86.419 8.76 0.68 0.73 0.7 Non-Significant #N/A

IKEIIEK 10 90403592 3xTMT6plex [N-Term; K2; K7] 0.677 0.727 2.957668304 0.86 1 1560.033941 3 520.6809082 -3.698426344 -0.001923224 59.9314854241349495 PRIM2 DNA primase large subunit isoform a 5558 NP_000938.2 2.161100196 1 1 1 3 509 58.769 7.91 1.47 1.87 1.67 Non-Significant #N/A IPFADALDLFR 3 41349495 1xTMT6plex [N-Term] 1.468 1.873 3.074159861 29.11 0 1506.851781 2 753.928833 -0.923517756 -0.000695802 107.6292123299758445 IDNK probable gluconokinase isoform 1 414328 NP_001001551.2 7.486631016 1 1 1 3 187 20.565 6.21 0.89 1.16 1.03 Non-Significant #N/A NVSEIIATIMETLK 3 299758445 2xTMT6plex [N-Term; K14] 0.894 1.162 3.10466814 13.09 0 2020.176435 3 674.0612183 -3.629982371 -0.002444402 113.6521365
51477700 MED15 mediator of RNA polymerase II transcription subunit 15 isoform a 51586 NP_001003891.1 7.360406091 1 3 3 11 788 86.699 9.42 1.39 2.54 1.38 1.77 Significant 0.0442

QQYLCQPLLDAVLANIR 4 51477700 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 100 0.894 4.115925789 33.11 0 2244.237189 3 748.7494507 -1.510472795 -0.001129953 108.4972082
LLQLPDKHSVTALLNTWAQSVHQACLSAA 3 51477700 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C25] 1.026 2.535 5.685788631 2.84 1 3630.983042 4 908.4998169 -1.543364927 -0.001400983 110.3806042

SLLDILTDPSKR 4 51477700 2xTMT6plex [N-Term; K11] 1.386 1.437 3.744137764 22.16 1 1816.09442 3 606.0360718 -0.417201859 -0.000252559 79.00685691
61098457 NHLRC3 NHL repeat-containing protein 3 isoform a precursor 387921 NP_001012772.1 6.628242075 1 2 2 4 347 38.258 6.43 0.7 0.72 0.71 Non-Significant #N/A

YSSFGDLVQVLGTPGK 2 61098457 2xTMT6plex [N-Term; K16] 0.716 3.733830929 31.11 0 2126.189777 3 709.4008789 -0.796312384 -0.00056437 91.50598089LDVGWPK 2 61098457 2xTMT6plex [N-Term; K7] 0.695 2.155213594 3.8 0 1272.771629 2 636.8882446 -1.898826256 -0.001208386 59.9696854111607441 KNOP1 lysine-rich nucleolar protein 1 400506 NP_001013009.2 2.183406114 1 1 1 4 458 51.557 9.86 1.26 0.65 0.95 Non-Significant #N/A
DVGDTCSVGK 4 111607441 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.257 0.652 3.434509516 36.79 0 1495.782664 2 748.3948975 -0.097733533 -7.31E-05 27.40731802

62912492 PAPSS2 bifunctional 3'-phosphoadenosine 5'-phosphosulfate synthase 2 isoform b 9060 NP_001015880.1 5.008077544 1 1 2 8 619 69.926 8.03 0.83 0.82 0.83 Non-Significant #N/A
GCTVWLTGLSGAGK 6 62912492 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.36 1.14 1.062 4.808521748 62.95 0 1865.035525 2 933.0214233 0.024149507 2.25E-05 75.74186921

GFTGIDSDYEKPETPER 2 62912492 2xTMT6plex [N-Term; K11] 0.827 0.824 2.892173529 0 2399.213091 3 800.4093628 0.185285295 0.00014818 46.08429372
75677355 PAIP2 polyadenylate-binding protein-interacting protein 2 51247 NP_001028284.1 11.02362205 1 1 1 4 127 14.975 4.12 1.32 1.01 1.16 Non-Significant #N/A QIEEELWEEEFIER 4 75677355 1xTMT6plex [N-Term] 1.32 1.007 3.795973063 25.99 0 2108.038531 3 703.3494873 -2.192875447 -0.001540889 78.2156676778042607 C18orf32 UPF0729 protein C18orf32 497661 NP_001030177.1 25 1 2 2 5 76 8.664 9.13 2.06 0.73 1.4 Non-Significant #N/A

GPTEICDK 4 78042607 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.147 0.727 2.697447777 24.02 0 1377.744823 2 689.3761597 0.159830713 0.000110103 32.20814794
KAIQESNDTNK 1 78042607 3xTMT6plex [N-Term; K1; K11] 2.453 1.915374875 1 1935.111416 3 645.7081909 -0.721568837 -0.000465439 23.4547746992091586 MYH11 myosin-11 isoform SM1B 4629 NP_001035203.1 11.52097019 1 2 24 411 1979 227.949 5.5 1 0.2 0.6 Non-Significant #N/A

EDQSILCTGESGAGK 18 92091586 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 0.84 0.728 0.482 3.722023487 49.17 0 2010.021391 2 1005.514282 -0.051281482 -5.15E-05 114.2796029
KEEELQAALAR 34 92091586 2xTMT6plex [N-Term; K1] 0.979 0.973 0.98 5.037508488 34.41 1 1716.005605 2 858.5053101 -1.317771228 -0.001130651 45.24936361LQQLFNHTMFILEQEEYQR 26 92091586 1xTMT6plex [N-Term] 1.387 1.129 1.231 6.093027115 40.47 0 2696.370387 3 899.4608154 -0.924988254 -0.00083137 105.4517855LQQLFNHTMFILEQEEYQR 15 92091586 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.99 1.116 1.135 5.397930622 34.44 0 2712.365302 3 899.4608154 -0.924988254 -0.00083137 105.4517855QLLQANPILEAFGNAK 40 92091586 2xTMT6plex [N-Term; K16] 1.032 1.054 1.012 5.882980824 78.63 0 2185.274509 2 1093.139771 -1.027264248 -0.001122427 96.91156113NTDQASMPDNTAAQK 18 92091586 2xTMT6plex [N-Term; K15]; 1xOxidation [M7] 0.874 1.055 1.023 4.804347038 39.57 0 2066.022454 3 684.013855 -0.25702513 -0.000175636 98.70986984NTDQASMPDNTAAQK 8 92091586 2xTMT6plex [N-Term; K15] 0.993 0.93 0.909 4.451969147 42.06 0 2050.027539 3 684.013855 -0.25702513 -0.000175636 98.70986984TQLEELEDELQATEDAK 40 92091586 2xTMT6plex [N-Term; K17] 0.994 0.955 0.984 5.885612965 91.2 0 2420.24445 2 1210.624268 -1.318736109 -0.001595832 81.43421753EQADFAVEALAK 14 92091586 2xTMT6plex [N-Term; K12] 0.981 1.106 1.075 4.61779356 77.9 0 1749.978721 2 875.4927368 -0.299619179 -0.000262164 65.48212532DLGEELEALK 24 92091586 2xTMT6plex [N-Term; K10] 0.771 0.687 0.696 4.432862282 64.61 0 1574.904159 2 787.9555054 -0.270078538 -0.000212674 71.42974756KFDQLLAEEK 24 92091586 3xTMT6plex [N-Term; K1; K10] 1.038 0.982 1.036 5.756443024 48.56 1 1908.140925 2 954.5736084 -0.516174205 -0.000492467 59.85920887EEELQAALAR 6 92091586 1xTMT6plex [N-Term] 0.91 1.009 0.874 3.648629904 39.23 0 1358.74771 2 679.8770752 -0.615323484 -0.000418035 44.94197566ERNTDQASMPDNTAAQK 6 92091586 2xTMT6plex [N-Term; K17] 1.53 1.6 2.124 5.036137581 25.15 1 2335.171243 3 779.0617676 -0.211156088 -0.000164362 22.07948736ALEEALEAK 6 92091586 2xTMT6plex [N-Term; K9] 0.764 0.697 0.725 4.011379242 46.77 0 1431.845916 2 716.4262085 -0.54197718 -0.000388014 64.6489643FDQLLAEEK 12 92091586 2xTMT6plex [N-Term; K9] 1.005 0.88 1.034 3.910659075 54.18 0 1550.88303 2 775.9448853 -0.345778616 -0.000268131 64.28722039ALELDPNLYR 10 92091586 1xTMT6plex [N-Term] 1.024 1.035 1.028 3.7378335 29.94 0 1432.799745 2 716.9030762 -0.60699079 -0.000434848 59.77812931QQQLTAMK 10 92091586 2xTMT6plex [N-Term; K8] 1.107 0.989 1.193 3.869036913 46.04 0 1405.823741 2 703.4150391 -0.668458621 -0.000469867 37.6805877VKPLLQVTR 9 92091586 2xTMT6plex [N-Term; K2] 1.474 1.414 1.916 2.945879936 15.08 0 1512.003754 2 756.5048218 -0.91768642 -0.000693773 49.40995833QQQLTAMK 30 92091586 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.98 0.934 0.971 2.775374889 30.27 0 1421.818656 2 703.4150391 -0.668458621 -0.000469867 37.6805877

CIIPNHEK 6 92091586 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 1.109 1.018 1.039 3.14837265 21.19 0 1468.834641 3 490.2819214 -2.334959803 -0.001143223 31.6683182
NCAAYLK 6 92091586 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.212 1.28 1.59 2.96138835 30.79 0 1297.733864 2 649.3706665 0.148256756 9.62E-05 33.67160378
NVHELEK 12 92091586 2xTMT6plex [N-Term; K7] 1.001 0.971 0.913 3.292244673 24.67 0 1326.778171 3 442.9311218 0.483093956 0.000213653 41.51184182DEQNEEK 6 92091586 2xTMT6plex [N-Term; K7] 1.135 0.831 1.022 2.773934603 29.54 0 1349.694895 2 675.3505249 -0.831206606 -0.000560938 16.98992865VVSSVLQLGNIVFK 2 92091586 2xTMT6plex [N-Term; K14] 1.001 2.741791964 11.16 0 1961.219955 3 654.4107666 -1.12585807 -0.000736018 110.6263822TVGQLYK 12 92091586 2xTMT6plex [N-Term; K7] 0.922 0.96 1.005 3.042529345 30.67 0 1266.782194 2 633.8947144 -0.033138343 -2.10E-05 113.1437489KLQAQMK 16 92091586 3xTMT6plex [N-Term; K1; K7] 1.191 1.369 1.234 3.722074747 23.45 1 1533.97538 2 767.4902954 -1.346924934 -0.001033075 35.04186817EQEVTVLK 1 92091586 2xTMT6plex [N-Term; K8] 0.198 23.82 0 1403.851002 2 702.4295044 0.520261097 0.000365185 42.83002478

109638745 TGFB1I1 transforming growth factor beta-1-induced transcript 1 protein isoform 1 7041 NP_001035919.1 10.41214751 1 4 4 20 461 49.782 7.03 1.15 2.14 1.36 1.55 Significant 0.0357
GSLDTMLGLLQSDLSR 6 109638745 1xTMT6plex [N-Term] 1.252 1.735 5.027650833 61.12 0 1935.041843 3 645.6849365 -0.819796064 -0.00052878 103.6962012DFLQLFAPR 6 109638745 1xTMT6plex [N-Term] 0.95 2.776 1.943 3.439678669 39.78 0 1335.762238 2 668.3834839 -1.906519357 -0.001273328 88.7135306LMASLSDFR 6 109638745 1xTMT6plex [N-Term] 1.673 1.887 0.854 3.422564745 41.57 0 1268.687024 2 634.8475342 0.605176344 0.00038389 66.05631987VASGEQKEDQSEDK 2 109638745 3xTMT6plex [N-Term; K7; K14] 0.845 1.232 3.009478331 1 2237.186431 3 746.4009399 0.820465471 0.000611845 21.46324794122937398 DYNC2H1 cytoplasmic dynein 2 heavy chain 1 isoform 2 79659 NP_001073932.1 0.90403338 1 2 2 4 4314 493.109 6.57 1.16 1.65 1.41 Non-Significant #N/A EQLQTIYGAYLEPVLHK 2 122937398 2xTMT6plex [N-Term; K17] 1.162 3.762190104 19.64 0 2460.390267 3 820.8013306 -0.336820866 -0.000276237 84.7893011VFEPFTGLNPVQYNPYTEPLWK 2 122937398 2xTMT6plex [N-Term; K22] 1.651 2.948827744 11.68 0 3097.643915 3 1033.218628 -0.83446355 -0.000861624 108.7760474122937442 TMEM223 transmembrane protein 223 79064 NP_001073970.1 13.36633663 1 3 3 6 202 22.035 11.02 1.57 1.25 1.41 Non-Significant #N/A LFDNTVGAYR 2 122937442 1xTMT6plex [N-Term] 1.252 3.497804642 18.54 0 1384.742231 2 692.8744507 -0.43750584 -0.000302916 50.42595967GEVPAMLPLK 2 122937442 2xTMT6plex [N-Term; K10] 1.572 2.567011118 14.91 0 1512.922393 2 756.9649048 0.092747859 7.02E-05 70.76612849FYFLLDK 2 122937442 2xTMT6plex [N-Term; K7] 1.244 2.804888725 23.49 0 1403.833895 2 702.4210205 0.619101468 0.000434558 91.54160857124494231 DSE dermatan-sulfate epimerase precursor 29940 NP_001074445.1 3.444676409 1 2 2 6 958 109.703 8.09 0.96 2.63 1.53 1.71 Non-Significant 0.0735 YTFFNNVLMFSPAVSK 2 124494231 2xTMT6plex [N-Term; K16] 1.526 4.452444553 50.49 0 2323.256082 3 775.0890503 -1.499783481 -0.00116146 104.0015826FVDAVPDIFAQIEVNEK 4 124494231 2xTMT6plex [N-Term; K17] 0.963 2.633 4.428726673 28.1 0 2392.316434 3 798.109375 -1.196233893 -0.000953923 107.9855793153792354 C8orf59 uncharacterized protein C8orf59 isoform 1 401466 NP_001093141.1 13 1 1 1 3 100 11.449 10.46 1.62 1.09 1.36 Non-Significant #N/A HESKPVNVDEATR 3 153792354 2xTMT6plex [N-Term; K4] 1.623 1.092 3.060875654 6.61 0 1940.060159 4 485.7705383 0.084533622 4.10E-05 23.14378652187607085 LNX1 E3 ubiquitin-protein ligase LNX isoform a 84708 NP_001119800.1 1.236263736 1 1 1 4 728 80.578 7.09 0.07 0.32 0.19 Non-Significant #N/A LLPGDIILK 4 187607085 2xTMT6plex [N-Term; K9] 0.066 0.32 2.587329865 16.11 0 1439.960158 3 480.6586304 0.819122164 0.000393168 75.07439189

190358536 SMARCAD1 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A containing DEAD/H box 1 isoform a 56916 NP_001121902.1 2.626459144 1 1 1 6 1028 117.528 5.55 1.93 100 0.72 34.22 Non-Significant 0.407
LKLEQDMTTVDEGDEGSMPADIATLLK 6 190358536 3xTMT6plex [N-Term; K2; K27] 1.932 100 0.718 4.307387352 23.63 1 3607.905376 3 1203.30835 1.418872612 0.001706386 98.10535134206725450 TAF12 transcription initiation factor TFIID subunit 12 6883 NP_001128690.1 4.968944099 1 1 1 4 161 17.913 7.99 1.55 1.83 1.69 Non-Significant #N/A DVQLHLER 4 206725450 1xTMT6plex [N-Term] 1.546 1.833 3.298905611 29.76 0 1238.705451 3 413.5735168 0.440853077 0.000182029 33.21739286

215422355 PNPLA4 patatin-like phospholipase domain-containing protein 4 isoform 1 precursor 8228 NP_001135861.1 14.62450593 1 3 3 10 253 27.963 9.11 1.25 1.46 1.36 Non-Significant #N/A
QDIMLSLANLVR 2 215422355 1xTMT6plex [N-Term] 1.095 3.27320385 33.38 0 1601.924628 2 801.4660645 0.139829456 0.000111998 97.61503374WVDGGLTNALPILPVGR 6 215422355 1xTMT6plex [N-Term] 0.638 1.641 5.507566452 28.17 0 2007.158862 3 669.7250977 0.935610422 0.000625973 96.74634033LDISPQDK 2 215422355 2xTMT6plex [N-Term; K8] 1.426 2.421549797 7.09 0 1373.804052 2 687.4050293 -0.924182927 -0.000634823 44.79768561219689113 TPCN1 two pore calcium channel protein 1 isoform 1 53373 NP_001137291.1 1.351351351 1 1 1 6 888 101.73 7.15 1.21 1.08 1.15 Non-Significant #N/A DFYDIYEVAALK 6 219689113 2xTMT6plex [N-Term; K12] 1.211 1.084 3.467756987 43.73 0 1905.040987 2 953.0239258 -0.21640873 -0.000206134 90.13919915221625547 NSMAF protein FAN isoform 2 8439 NP_001138244.1 1.582278481 1 1 1 4 948 107.245 6.62 1.05 1.92 1.09 1.35 Significant 0.0412 VAMLTQILEFGQTPK 4 221625547 2xTMT6plex [N-Term; K15] 1.052 1.915 1.089 3.795713663 21.89 0 2134.234618 3 712.0825806 -0.669968882 -0.000476624 107.5794157238624195 C6orf136 uncharacterized protein C6orf136 isoform 3 221545 NP_001154848.1 2.419354839 1 1 1 4 496 54.686 10.14 1.43 1.04 1.23 Non-Significant #N/A LVGLPVHLLFLR 4 238624195 1xTMT6plex [N-Term] 1.432 1.036 3.028503418 24.21 0 1606.040585 3 536.0182495 -0.242549813 -0.000129848 103.1055776255759952 WDR81 WD repeat-containing protein 81 isoform 1 124997 NP_001157281.1 2.060793405 1 2 2 4 1941 211.564 5.58 1.71 1.39 1.55 Non-Significant #N/A EVPVSLQPVLDTLLQMSGPEVPMGAER 2 255759952 1xTMT6plex [N-Term] 1.392 3.248723745 10.51 0 3121.647473 3 1041.218872 -1.733052534 -0.001803326 112.8725252AAGADPGEGEEGR 2 255759952 1xTMT6plex [N-Term] 1.706 2.117088079 12.47 0 1444.686566 2 722.84729 0.510420836 0.000368699 24.63646183257470999 FZD6 frizzled-6 isoform a precursor 8323 NP_001158087.1 2.83286119 1 2 2 6 706 79.24 7.96 0.64 0.51 0.58 Non-Significant #N/A GQAGSVSESAR 4 257470999 1xTMT6plex [N-Term] 0.197 0.51 3.682150364 49.89 0 1277.664709 2 639.3353271 -1.041613747 -0.000665417 15.63583453LSGEQVDGK 2 257470999 2xTMT6plex [N-Term; K9] 1.295 3.069475889 15.71 0 1390.794215 2 695.901001 0.366799861 0.000255072 32.1081565295842380 CEP85L centrosomal protein of 85 kDa-like isoform c 387119 NP_001171506.1 0.866336634 1 1 1 5 808 92.444 6.67 1.51 1.12 1.31 Non-Significant #N/A KLEEIKK 5 295842380 4xTMT6plex [N-Term; K1; K6; K7] 1.506 1.118 2.485816717 11.28 2 1804.207772 2 902.6073608 -0.181243157 -0.0001635 39.18497339

304284846 GGACT gamma-glutamylaminecyclotransferase 87769 NP_001182016.1 16.99346405 1 1 1 4 153 17.318 6.87 0.53 0.54 0.54 Non-Significant #N/A
TLEPYPLVIAGEHNIPWLLHLPGSGR 4 304284846 1xTMT6plex [N-Term] 0.532 0.541 7.309977055 41.96 0 3108.719591 4 777.9327393 -3.365919133 -0.002615925 107.2838275309384265 OXR1 oxidation resistance protein 1 isoform 3 55074 NP_001185461.1 1.601830664 1 1 1 3 874 97.909 5.47 1.36 1.1 1.23 Non-Significant #N/A TIGYPWTLVYGTGK 3 309384265 2xTMT6plex [N-Term; K14] 1.364 1.095 3.243588686 8.74 0 2014.14137 3 672.0518799 -0.140775403 -9.45E-05 86.50097739

312596871 USP19 ubiquitin carboxyl-terminal hydrolase 19 isoform 1 10869 NP_001186089.1 2.466525722 1 2 2 8 1419 155.937 6.38 1.06 100 0.85 33.97 Non-Significant 0.412
ELECAEDPGSAGEAAR 6 312596871 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.089 100 0.848 2.741100788 34.73 0 1890.870086 2 945.9390869 0.42892324 0.000405519 41.72622697VVVLEVQQRPQVPSVPISK 2 312596871 2xTMT6plex [N-Term; K19] 1.041 3.785386562 11.68 0 2560.559064 3 854.1918335 0.735573066 0.000627826 72.42281977

313482818 CNOT2 CCR4-NOT transcription complex subunit 2 4848 NP_001186231.1 16.85185185 1 4 4 9 540 59.7 7.66 0.75 1.42 1.09 Non-Significant #N/A
DMLASPSTSGQLSQFGASLYGQQSALGLPMR 4 313482818 1xTMT6plex [N-Term] 0.546 100 4.251256466 54.78 0 3427.71874 3 1143.241455 -2.604722354 -0.002976085 89.10826392DPTSSNDDSK 2 313482818 2xTMT6plex [N-Term; K10] 0.754 2.768728495 35.77 0 1523.758952 2 762.3823242 -1.036871677 -0.000789971 17.43233315FASPWASSPCRPQDIDFHVPSEYLTNIHIR 1 313482818 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.463 5.020299435 0 3769.874664 5 754.7824707 2.276663388 0.001716547 81.40655763LEERPHLPSTFNYNPAQQAF 2 313482818 1xTMT6plex [N-Term] 0.773 0.518 1.835297465 0 2588.309501 3 863.4387207 -3.049338041 -0.002630877 66.86793233343403794 NUB1 NEDD8 ultimate buster 1 isoform 1 51667 NP_001230280.1 1.877934272 1 1 1 3 639 73.296 6.57 0.79 0.89 0.84 Non-Significant #N/A TLEEQGVAHNVK 3 343403794 2xTMT6plex [N-Term; K12] 0.791 0.893 3.513258219 18.14 0 1783.011418 3 595.0083618 -0.497041562 -0.00029541 30.23570265

365192573 PNPLA8 calcium-independent phospholipase A2-gamma isoform 1 50640 NP_001242936.1 5.115089514 1 3 3 8 782 88.421 9.23 1.05 1.01 1.03 Non-Significant #N/A VAAVSTIVNR 2 365192573 1xTMT6plex [N-Term] 0.806 3.947135448 30.7 0 1258.768051 2 629.8873291 -0.532152746 -0.000334928 44.62528431EILALIGYVDPVK 4 365192573 2xTMT6plex [N-Term; K13] 0.995 1.189 3.358416319 22.91 0 1888.155957 3 630.057251 0.657932774 0.000414093 109.8706939KLGSDVFSQNVIVGTVK 2 365192573 3xTMT6plex [N-Term; K1; K17] 1.286 3.457931519 12.9 1 2478.489871 3 826.8342285 -0.701392064 -0.000579464 71.79416095428977337 AAR2 protein AAR2 homolog 25980 NP_001258803.1 3.90625 1 1 1 8 384 43.444 5.96 1.39 1.08 1.49 1.32 Significant 0.00863 HSMDLSYALETVLNK 8 428977337 2xTMT6plex [N-Term; K15] 1.389 1.083 1.491 5.003186703 30.53 0 2179.183311 3 727.0666504 0.957676146 0.000695651 89.18697062514052667 UBE2E3 ubiquitin-conjugating enzyme E2 E3 10477 NP_001265484.1 7.729468599 1 1 2 8 207 22.898 7.18 0.99 1.12 1.05 Non-Significant #N/A GDNIYEWR 4 514052667 1xTMT6plex [N-Term] 0.932 0.981 3.100414991 21.02 0 1281.642517 2 641.3248901 -0.010093737 -6.47E-06 39.06295723KPSATQQK 4 514052667 3xTMT6plex [N-Term; K1; K8] 0.985 1.123 2.896594048 6.07 0 1574.983302 3 525.6660767 0.23765996 0.00012477 22.71440073
62241001 CHUK inhibitor of nuclear factor kappa-B kinase subunit alpha isoform 1 1147 NP_001269.3 3.22147651 1 1 2 8 745 84.585 6.73 1.17 1.12 1.14 Non-Significant #N/A ESQILSLLSDIGSGIR 4 62241001 1xTMT6plex [N-Term] 1.172 1.115 3.643697739 38.45 0 1917.085422 2 959.0462646 -0.088333635 -8.47E-05 110.3785044IIDLGYAK 4 62241001 2xTMT6plex [N-Term; K8] 1.023 0.976 3.061182737 34.76 0 1350.839709 2 675.9234009 -0.136042927 -9.19E-05 65.11782912

544583568 SMARCA1 probable global transcription activator SNF2L1 isoform d 6594 NP_001269803.1 9.439252336 1 3 11 35 1070 124.248 8.4 1.71 1.68 1.7 Non-Significant #N/A
NYTEEEDRFLICMLHK 2 544583568 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 1.746 3.845155001 19.07 1 2556.299086 4 639.8292847 -1.477588497 -0.00094429 76.22013505LDSIVIQQGR 4 544583568 1xTMT6plex [N-Term] 1.734 1.217 2.896618843 31.97 0 1357.80008 2 679.4042969 0.911282904 0.00061867 49.77504347VLIFSQMTR 3 544583568 1xTMT6plex [N-Term] 1.538 0.624 3.072712898 22.98 0 1323.765609 2 662.385376 -1.611536711 -0.001066648 76.34203638LLDILEDYCMWR 2 544583568 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.711 2.616722107 36.28 0 1855.928393 2 928.4672241 -0.6582462 -0.000610829 111.1146896NYTEEEDR 6 544583568 1xTMT6plex [N-Term] 1.106 1.949 1.235 3.115906954 30.26 0 1284.59054 2 642.798645 -0.410310461 -0.00026354 17.00588574HGATHVFASK 2 544583568 2xTMT6plex [N-Term; K10] 1.476 3.881653786 21.68 0 1512.868718 3 504.960907 -0.363463616 -0.000183291 37.41316447LFELLEK 6 544583568 2xTMT6plex [N-Term; K7] 1.69 1.535 1.685 3.025553942 29.84 0 1349.84446 2 675.425415 -0.671545428 -0.000453241 93.63894504FEVSPSYVK 2 544583568 2xTMT6plex [N-Term; K9] 1.712 3.517753124 8.24 0 1513.866652 2 757.4356079 -1.791874921 -0.00135633 57.23538008IMAQIER 6 544583568 1xTMT6plex [N-Term] 1.541 1.438 1.193 2.811053753 15.79 0 1089.628781 2 545.3179932 -0.065326721 -3.56E-05 38.30556947CNELQDIEK 1 544583568 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 0.64 2.005149364 0 1606.851078 2 803.9273071 -2.32798312 -0.001870361 42.70871322NPDIPNPALAQR 1 544583568 1xTMT6plex [N-Term] 1.656 2.817697525 0 1534.853906 2 767.9296875 -1.177845 -0.00090391 40.96932818545688691 USP25 ubiquitin carboxyl-terminal hydrolase 25 isoform USP25m 29761 NP_001269970.1 2.488888889 1 3 3 7 1125 129.881 5.35 1.02 1 1.01 Non-Significant #N/A

AEEETDEEKPK 2 545688691 3xTMT6plex [N-Term; K9; K11] 0.867 3.083352327 12.88 0 1992.074027 3 664.6934814 -4.08423781 -0.002712035 38.2344855DFVEEDNQR 2 545688691 1xTMT6plex [N-Term] 1.286 2.688730717 16.56 0 1380.659289 2 690.8326416 -0.928655524 -0.000641078 24.15313162DLQESISR 3 545688691 1xTMT6plex [N-Term] 0.999 2.973033905 17.55 0 1176.642182 2 588.8248291 0.169433944 9.97E-05 28.43407578555290023 C12orf43 uncharacterized protein C12orf43 isoform a 64897 NP_001273120.1 10.92150171 1 2 2 6 293 31.674 9.32 1.17 1.46 0.8 1.14 Significant 0.0268 EAAVSASDILQESAIHSPGTVEK 2 555290023 2xTMT6plex [N-Term; K23] 0.801 4.265713215 22.73 0 2797.498373 3 933.1674805 -3.748053564 -0.003495058 63.01580923VALEDDGFR 4 555290023 1xTMT6plex [N-Term] 1.172 1.455 2.895380974 26.45 0 1250.657832 2 625.8311157 -2.300752942 -0.001438727 42.65240801662033893 MAP2K7 dual specificity mitogen-activated protein kinase kinase 7 isoform 1 5609 NP_001284484.1 1.83908046 1 1 1 4 435 49.039 9.22 1.25 1.07 1.16 Non-Significant #N/A
LLEHSFIK 4 662033893 2xTMT6plex [N-Term; K8] 1.251 1.068 3.097187519 23.66 0 1444.892807 3 482.302124 -0.683974398 -0.000329423 54.16000692665505971 DCD dermcidin isoform 2 preproprotein 117159 NP_001287783.1 9.090909091 1 1 1 4 121 12.406 7.97 0.96 0.96 0.96 Non-Significant #N/A ENAGEDPGLAR 4 665505971 1xTMT6plex [N-Term] 0.957 0.955 2.601786375 24.15 0 1357.690923 2 679.3476563 -2.126662225 -0.001443675 27.30588375735997432 CNOT6 CCR4-NOT transcription complex subunit 6 57472 NP_001290170.1 1.795332136 1 1 1 4 557 63.266 7.27 1.05 1.14 1.1 Non-Significant #N/A

LFQLQTLGLK 4 735997432 2xTMT6plex [N-Term; K10] 1.054 1.141 3.23813796 29.42 0 1619.029635 2 810.0193481 1.102412843 0.00089242 90.98370724
751130483 ALAS1 5-aminolevulinate synthase, nonspecific, mitochondrial isoform 2 211 NP_001291373.1 4.261796043 1 2 2 6 657 72.636 8.1 1.8 2.54 2.17 Non-Significant #N/A

AHIFPMADDYSDSLITK 2 751130483 2xTMT6plex [N-Term; K17] 2.713 5.182919979 24.59 0 2382.241554 3 794.7521362 0.126520086 0.000100467 70.47929427TDGGDPSGLLK 4 751130483 2xTMT6plex [N-Term; K11] 1.803 1.89 2.326328278 7.68 0 1517.857544 2 759.4325562 0.192392685 0.000146012 43.37805228751557624 HMG20A high mobility group protein 20A isoform a 10363 NP_001291433.1 4.899135447 1 1 1 5 347 40.119 6.49 0.71 1.33 1.02 Non-Significant #N/A SVFDIPIFTEEFLNHSK 5 751557624 2xTMT6plex [N-Term; K17] 0.709 1.329 3.693623304 36.84 0 2481.342983 3 827.786499 0.790382598 0.000653737 110.8244358952977816 DNAJB4 dnaJ homolog subfamily B member 4 isoform a 11080 NP_001304028.1 15.43026706 1 3 4 23 337 37.783 8.5 0.65 0.8 0.72 Non-Significant #N/A
VSLEEIYSGCTK 12 952977816 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.007 1.035 0.897 4.798209667 66.23 0 1843.987572 2 922.4962158 -1.310588755 -0.001208355 61.46250974GGAGGTDGQGGTFR 4 952977816 1xTMT6plex [N-Term] 0.586 0.795 5.150697708 79.51 0 1466.718535 2 733.8619995 -1.235763045 -0.000906258 18.0081805EALCGCSINVPTLDGR 3 952977816 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C6] 5.38993454 11.88 0 1990.988762 2 995.9934692 -4.570595079 -0.004550002 53.7362785

IIGYGLPFPK 4 952977816 2xTMT6plex [N-Term; K10] 0.648 3.897409201 35.25 0 1562.971057 2 781.9896851 0.662908748 0.000518054 86.23536792960513929 SCYL2 SCY1-like protein 2 55681 NP_001304713.1 7.212055974 1 5 5 14 929 103.642 8.22 1.15 1.03 1.09 Non-Significant #N/A LGSSSLTNIPEEVR 4 960513929 1xTMT6plex [N-Term] 0.957 0.979 3.719212532 45.01 0 1730.948594 2 865.9783325 0.458788358 0.00039707 57.20274223MTLGTPPTLPNFNALSVPPAGAK 2 960513929 2xTMT6plex [N-Term; K23] 1.175 3.492652416 26.86 0 2752.547178 3 918.1851807 -2.248694541 -0.002063213 94.70623568LLTVQHPLEESR 4 960513929 1xTMT6plex [N-Term] 1.092 1.047 3.946736097 22.54 0 1650.937636 3 550.9846191 1.010584433 0.000556137 43.0844955VTNIGNQQIDK 2 960513929 2xTMT6plex [N-Term; K11] 0.901 2.422441006 2.08 0 1687.974305 2 844.491333 0.642613825 0.000542358 40.15605322LYDVETK 2 960513929 2xTMT6plex [N-Term; K7] 1.345 2.832514286 16.1 0 1325.771689 2 663.3885498 -1.407414746 -0.000932955 43.398077
974987436 EIF2B4 translation initiation factor eIF-2B subunit delta isoform 4 8890 NP_001305894.1 24.26470588 1 1 9 51 544 59.677 9.42 1.07 1.19 1.13 #N/A

ALQQVIQDYTTPPNEELSR 4 974987436 1xTMT6plex [N-Term] 1.062 1.299 4.451331139 28.54 0 2431.266634 3 811.0911865 -3.137162984 -0.002542427 70.37119224GAEPETGSAVSAAQCQVGPTR 4 974987436 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.072 1.19 6.410037994 60.27 0 2302.129489 3 768.0491943 1.538227033 0.001180399 29.50670195
AHNVPVLVCCETYK 4 974987436 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C9; C10] 1.361 1.298 5.073411942 31.29 0 2148.134587 3 716.7166138 0.326198646 0.000233573 49.3868588
ASPSTAGETPSGVK 13 974987436 2xTMT6plex [N-Term; K14] 1.096 1.012 1.483 4.148697376 59.79 0 1746.9638 2 873.9855347 -0.003889069 -3.40E-06 28.4908933ELPESGIQLGTPR 6 974987436 1xTMT6plex [N-Term] 1.276 1.123 1.064 3.917488337 43.44 0 1625.906001 2 813.456665 0.032097874 2.61E-05 53.77902969ILQEAWTEGR 6 974987436 1xTMT6plex [N-Term] 1.422 1.282 1.176 3.860275507 28.06 0 1431.779344 2 716.3918457 -2.046086055 -0.001464772 54.3622039VSLFSHLPQYSR 6 974987436 1xTMT6plex [N-Term] 1.258 1.211 1.092 4.124299526 37.58 0 1662.916506 3 554.9762573 -1.375725922 -0.000762572 61.24971937VVVVDSRPWLEGR 6 974987436 1xTMT6plex [N-Term] 0.878 1.5 1.25 3.811125278 18.37 0 1740.995819 3 581.0042725 1.404249675 0.000814931 55.26094158LGLQYSQGLVSGSNAR 2 974987436 1xTMT6plex [N-Term] 1.004 3.834873915 28.83 0 1879.023491 2 940.0153198 -0.067849903 -6.37E-05 54.169971951002341816 BIN1 myc box-dependent-interacting protein 1 isoform 12 274 NP_001307570.1 1.245551601 1 1 1 4 562 61.224 4.96 0.98 0.89 0.93 Non-Significant #N/A

AEEELIK 4 1002341816 2xTMT6plex [N-Term; K7] 0.98 0.888 2.612659693 21.02 0 1289.771689 2 645.3886719 -1.257408589 -0.000810885 41.152513984503641 F3 tissue factor isoform 1 precursor 2152 NP_001984.1 33.89830508 1 5 5 46 295 33.047 7.03 1.21 1.69 1.49 1.46 Significant 0.00893 VFSYPAGNVESTGSAGEPLYENSPEFTPYLETNLGQPTIQSFEQVGTK 4 4503641 2xTMT6plex [N-Term; K48] 1.171 0.946 5.968151569 50.43 0 5638.779364 4 1410.44043 -7.000639226 -0.009868765 98.98298548
TILEWEPKPVNQVYTVQISTK 10 4503641 3xTMT6plex [N-Term; K8; K21] 1.284 1.445 1.421 6.644069672 26.06 0 3160.822497 3 1054.278076 -0.892870251 -0.000940735 82.96228561DLIYTLYYWK 24 4503641 2xTMT6plex [N-Term; K10] 1.716 1.768 1.747 3.406817198 47.87 0 1836.03478 2 918.5210571 0.031545052 2.90E-05 101.9178593

STDSPVECMGQEK 4 4503641 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 0.945 1.179 3.440188408 15.55 0 1925.934884 3 642.6505127 1.090725317 0.000700222 35.69892987
AGVGQSWK 4 4503641 2xTMT6plex [N-Term; K8] 0.766 0.867 2.969491959 36.36 0 1290.757042 2 645.8822632 0.160988614 0.000103899 36.789789384758616 JUN transcription factor AP-1 3725 NP_002219.1 4.531722054 1 1 1 4 331 35.653 8.76 0.62 0.86 0.74 Non-Significant #N/A NVTDEQEGFAEGFVR 4 4758616 1xTMT6plex [N-Term] 0.621 0.859 4.32109642 52.07 0 1926.939486 2 963.97229 -1.132688333 -0.001091311 54.410734664505225 MNAT1 CDK-activating kinase assembly factor MAT1 isoform 1 4331 NP_002422.1 12.62135922 1 3 3 6 309 35.8 6.09 1.18 0.77 0.98 Non-Significant #N/A

MGQHISLAPIHK 2 4505225 2xTMT6plex [N-Term; K12] 1.098 3.916577816 13.52 0 1790.051115 4 448.2678223 -0.925167715 -0.000414024 45.91357248ALQDAFSGLFWQPS 2 4505225 1xTMT6plex [N-Term] 0.773 2.696544647 19.85 0 1795.921651 2 898.4622803 -2.43184502 -0.002183702 103.5883843GAGNCPECGTPLR 2 4505225 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 1.614 3.887223244 27.86 0 1617.767476 2 809.3864746 -1.114950867 -0.000901866 22.54400505
5902724 NOVA2 RNA-binding protein Nova-2 4858 NP_002507.1 1.62601626 1 1 1 5 492 48.979 8.16 1.28 2.77 2.02 Non-Significant #N/A AVSAIVQK 5 5902724 2xTMT6plex [N-Term; K8] 1.276 2.766 3.29770565 26.13 0 1273.824393 2 637.4157715 -0.099598697 -6.34E-05 41.24786823156564407 PLD2 phospholipase D2 isoform PLD2A 5338 NP_002654.3 2.250803859 1 1 1 4 933 105.92 7.64 0.71 1.01 0.86 Non-Significant #N/A VHPLVFAPGVPVTAQVVGTER 4 156564407 1xTMT6plex [N-Term] 0.706 1.012 4.971316338 39.03 0 2402.375731 3 801.4633789 -0.061273201 -4.91E-05 72.90066351479192 RING1 E3 ubiquitin-protein ligase RING1 6015 NP_002922.2 11.08374384 1 1 2 8 406 42.403 5.62 1.18 1 1.09 Non-Significant #N/A GGGAGGSSVGTGGGGTGGVGGGAGSEDSGDR 4 51479192 1xTMT6plex [N-Term] 1.175 0.998 7.992954731 99.6 0 2623.177771 3 875.062439 -1.909026343 -0.001669238 17.40153994SLRPDPNFDALISK 4 51479192 2xTMT6plex [N-Term; K14] 1.278 1.329 4.52198267 17.3 0 2031.163896 3 677.7247925 -2.004780905 -0.001357346 73.9006482547717123 ITSN1 intersectin-1 isoform ITSN-l 6453 NP_003015.2 3.370133643 1 4 5 20 1721 195.3 7.77 1.02 1.54 0.98 1.18 Significant 0.0226 AQSFDVASVPPVAEWAVPQSSR 4 47717123 1xTMT6plex [N-Term] 0.546 1.335 5.092507362 37.77 0 2557.324817 3 853.1109619 -2.535730999 -0.002161563 80.1553836GPLTISAQENVK 6 47717123 2xTMT6plex [N-Term; K12] 1.208 1.541 1.379 3.963541746 41.79 0 1715.010356 2 858.0077515 -1.241695308 -0.00106476 58.62482772KLPVTFEDK 4 47717123 3xTMT6plex [N-Term; K1; K9] 1.004 0.969 4.221544266 19.12 1 1764.087433 3 588.7004395 -0.378643718 -0.000222654 56.40885541DQLDEVEK 4 47717123 2xTMT6plex [N-Term; K8] 0.977 0.884 3.542997599 38.33 0 1433.788795 2 717.3967285 -1.823845157 -0.001307504 44.7540342KILELEK 4 47717123 3xTMT6plex [N-Term; K1; K7] 1.068 2.164095163 4.66 1 1560.033941 3 520.6825562 -0.529362181 -0.000275274 50.30747863
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4507771 UBE2B ubiquitin-conjugating enzyme E2 B 7320 NP_003328.1 11.18421053 1 1 1 4 152 17.302 5.01 0.95 1.06 1 Non-Significant #N/A LVIEFSEEYPNKPPTVR 4 4507771 2xTMT6plex [N-Term; K12] 0.951 1.058 3.816598415 9.51 0 2476.385182 3 826.1312256 -2.446409481 -0.002019417 71.6311993870610136 PARG poly(ADP-ribose) glycohydrolase isoform a 8505 NP_003622.2 1.741803279 1 1 1 4 976 111.041 6.43 1.8 1.48 1.64 Non-Significant #N/A
IALCLPNICTQPIPLLK 4 70610136 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C4; C9] 1.803 1.477 2.733812094 24.53 0 2422.433001 3 808.1500244 1.039827391 0.000839637 109.4556635

145309302 CDK13 cyclin-dependent kinase 13 isoform 1 8621 NP_003709.3 4.365079365 1 2 4 17 1512 164.823 9.69 1.52 1.61 1.57 Non-Significant #N/A VETDAAQAAVQSAFAVLLTQLIK 2 145309302 2xTMT6plex [N-Term; K23] 1.522 3.287383556 28.92 0 2845.643915 3 949.2188721 -0.650977114 -0.000617483 113.6355134KPIFQANQELAQLELISR 2 145309302 2xTMT6plex [N-Term; K1] 1.613 4.686029434 13.81 0 2556.491378 3 852.8359985 0.807448633 0.000688078 83.21149874IADFGLAR 24 145309302 1xTMT6plex [N-Term] 1.222 1.313 1.184 3.270000696 43.46 0 1091.64106 2 546.3245239 0.651406024 0.000355551 54.48660453VITLWYRPPELLLGEER 1 145309302 1xTMT6plex [N-Term] 1.513 3.030753851 0 2313.316819 3 771.7766724 -0.585747765 -0.000451673 94.8505668338683860 IRS2 insulin receptor substrate 2 8660 NP_003740.2 5.007473842 1 4 4 7 1338 137.249 8.65 0.06 0.67 0.37 Non-Significant #N/A AAAAAAAAVPSAGPAGPAPTSAAGR 2 38683860 1xTMT6plex [N-Term] 0.682 5.235898972 36.68 0 2261.219958 3 754.4116821 0.236525738 0.000178279 43.43715504ATFSGSAGR 2 38683860 1xTMT6plex [N-Term] 0.689 2.873762846 28.07 0 1082.579188 2 541.7920532 -2.178403865 -0.001179147 19.26164028VALLPAGGALQHSR 2 38683860 1xTMT6plex [N-Term] 0.01 2.304818392 6.67 0 1618.95904 3 540.3245239 -0.013238541 -7.14E-06 49.5877901VAYHPYPEDYGDIEIGSHR 1 38683860 1xTMT6plex [N-Term] 0.669 4.380851746 0 2447.182904 4 612.552063 1.437584873 0.000879508 46.00392545
55741849 DCAF5 DDB1- and CUL4-associated factor 5 isoform 1 8816 NP_003852.1 2.123142251 1 2 2 4 942 103.899 5.76 1.02 1.19 1.11 Non-Significant #N/A EDPTDTPATDSSR 2 55741849 1xTMT6plex [N-Term] 1.19 3.678123474 49.72 0 1620.755039 2 810.8809204 -0.293208829 -0.00023761 18.33604343VKPIQLK 2 55741849 3xTMT6plex [N-Term; K2; K7] 1.02 2.13640666 0.84 0 1513.044446 3 505.0195007 -0.328643838 -0.000165751 47.28212014148922911 NINJ1 ninjurin-1 4814 NP_004139.2 21.05263158 1 2 2 6 152 16.335 6.28 0.95 0.82 0.88 Non-Significant #N/A SAAESMLDIALLMANASQLK 4 148922911 2xTMT6plex [N-Term; K20] 0.953 1.862 3.306550026 11.26 0 2535.392652 3 845.8030396 0.754822864 0.000637924 113.0275305HGPINVNHYASK 2 148922911 2xTMT6plex [N-Term; K12] 0.752 3.932484627 28.47 0 1795.001523 4 449.5057678 -0.156602061 -7.03E-05 27.23550252
28558975 MED17 mediator of RNA polymerase II transcription subunit 17 9440 NP_004259.3 3.993855607 1 2 2 4 651 72.845 7.44 1.24 1.15 1.19 Non-Significant #N/A AAATIDSLASR 2 28558975 1xTMT6plex [N-Term] 1.235 3.454256535 36.58 0 1304.737145 2 652.8710938 -1.712452204 -0.00111715 53.16189863QAPDIGDLGTVNLFK 2 28558975 2xTMT6plex [N-Term; K15] 1.152 3.9443326 21.45 0 2046.163562 3 682.7260132 -0.036927262 -2.52E-05 84.08490838119943104 CREBBP CREB-binding protein isoform a 1387 NP_004371.2 1.064701065 1 2 2 4 2442 265.182 8.53 0.99 1.11 1.05 Non-Significant #N/A DAFLTLAR 2 119943104 1xTMT6plex [N-Term] 1.105 2.45773077 15.47 0 1135.667275 2 568.338562 2.265235157 0.001286277 54.9660187QPVDPQLLGIPDYFDIVK 2 119943104 2xTMT6plex [N-Term; K18] 0.992 2.765989304 20.23 0 2515.421233 3 839.1413574 -4.656832113 -0.003904631 107.567149171274109 NFKBIE NF-kappa-B inhibitor epsilon 4794 NP_004547.2 4.8 1 1 1 4 500 52.831 6.68 1.06 0.94 1 Non-Significant #N/A NVEDETPQDLTEESLVLLPFDDLK 4 71274109 2xTMT6plex [N-Term; K24] 1.059 0.939 4.554982185 31.88 0 3217.676791 3 1073.22876 -1.57409319 -0.001688308 106.7538593
22035600 MAP4K2 mitogen-activated protein kinase kinase kinase kinase 2 isoform 1 5871 NP_004570.2 1.097560976 1 1 1 4 820 91.498 6.34 0.92 0.89 0.9 Non-Significant #N/A

ALLTQLLDK 4 22035600 2xTMT6plex [N-Term; K9] 0.917 0.888 3.504564047 40.65 0 1472.945237 2 736.9776611 1.907141933 0.001404558 92.941933264758700 MAPKAPK3 MAP kinase-activated protein kinase 3 7867 NP_004626.1 8.638743455 1 3 4 14 382 42.96 7.28 1.03 0.98 1.01 Non-Significant #N/A DVKPENLLYTSK 4 4758700 3xTMT6plex [N-Term; K3; K12] 0.9 0.923 3.741114378 17.58 0 2094.241367 3 698.7512817 -0.990986611 -0.000691788 57.90209166LLYDSPK 4 4758700 2xTMT6plex [N-Term; K7] 1.127 0.858 2.952560425 33.52 0 1293.78186 2 647.394043 -0.811869862 -0.000525191 48.79329934VDYDQVK 4 4758700 2xTMT6plex [N-Term; K7] 1.07 1.028 3.059793949 21.23 0 1324.751288 2 662.8793945 0.169565791 0.000112316 48.20330159EKDAVLK 2 4758700 3xTMT6plex [N-Term; K2; K7] 0.968 1.078 2.800601482 1 1489.955691 3 497.3230591 -0.715950087 -0.000355578 31.900407994757836 BAP1 ubiquitin carboxyl-terminal hydrolase BAP1 8314 NP_004647.1 2.057613169 1 2 2 6 729 80.312 6.84 1.27 1.17 1.22 Non-Significant #N/A LFELDGLK 2 4757836 2xTMT6plex [N-Term; K8] 1.16 2.466711998 19.71 0 1392.850274 2 696.9277344 -1.494374549 -0.00104072 78.00951827ELLALLK 4 4757836 2xTMT6plex [N-Term; K7] 1.271 1.175 2.806134224 27.7 0 1257.854631 2 629.4326782 2.742038093 0.001724543 88.43923444
28559039 MED1 mediator of RNA polymerase II transcription subunit 1 5469 NP_004765.2 6.388361796 1 7 7 16 1581 168.373 8.73 1.31 0.9 1.1 Non-Significant #N/A

MYLALQSLEQDLSK 2 28559039 2xTMT6plex [N-Term; K14] 1.472 4.82128334 47.55 0 2097.166598 3 699.7262573 -1.134667768 -0.000793196 105.0853949
GLSDALICTDDFIAK 2 28559039 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 1.434 2.627958536 16.58 0 2097.130213 3 699.715332 0.586393607 0.000409915 81.28366987

SLQGTLVSK 4 28559039 2xTMT6plex [N-Term; K9] 1.258 0.966 3.475419521 29.91 0 1390.866986 2 695.9369507 -0.259897471 -0.000180741 46.62690065
FYAALPGQQHCYFLNK 2 28559039 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 1.174 3.111294508 5.99 0 2415.268378 3 805.7591553 -2.262998902 -0.001821917 69.40922568

GLVNLYNLPGDNK 2 28559039 2xTMT6plex [N-Term; K13] 1.278 3.08883214 14.57 0 1875.074019 3 625.6949463 -1.990882907 -0.001244351 66.43939188
TILKEDSPGLLQFEVCPLSESR 2 28559039 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C16] 1.046 3.613218307 19.26 1 2976.611629 3 992.8754883 0.094854077 9.41E-05 82.29573519

VSTSGSSVDSSK 2 28559039 2xTMT6plex [N-Term; K12] 0.65 2.169633389 4.68 0 1598.863751 2 799.9354858 -0.035081359 -2.80E-05 23.365387344827067 ZMYM3 zinc finger MYM-type protein 3 isoform 1 9203 NP_005087.1 0.583941606 1 1 1 4 1370 152.28 6.35 1.12 1.69 1.41 Non-Significant #N/A LLETIHWR 4 4827067 1xTMT6plex [N-Term] 1.124 1.687 3.886755466 32.66 0 1296.762572 3 432.9262085 1.156771728 0.000500019 60.390482274826976 RCE1 CAAX prenyl protease 2 isoform 1 9986 NP_005124.1 3.951367781 1 1 1 4 329 35.809 7.97 1.39 1.06 1.23 Non-Significant #N/A LYGSLPLCVLLER 4 4826976 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.392 1.061 3.96251893 24.45 0 1762.013444 2 881.512207 2.096398591 0.001846941 101.18773454885111 CALML3 calmodulin-like protein 3 810 NP_005176.1 22.14765101 1 2 4 15 149 16.88 4.42 0.59 0.43 0.51 Non-Significant #N/A EAFSLFDK 6 4885111 2xTMT6plex [N-Term; K8] 0.765 0.773 0.724 3.646104336 47.06 0 1414.798238 2 707.9028931 0.191916278 0.000135761 69.97926088DTDNEEEIR 2 4885111 1xTMT6plex [N-Term] 0.428 2.494379044 0.86 0 1349.638219 2 675.3219604 -1.166706411 -0.000787316 17.94578817EAFSLFDKDGDGCITTR 1 4885111 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C13] 0.593 2.960823059 1 2390.206231 3 797.40625 -0.85125709 -0.000678227 63.56298052ELGTVMR 6 4885111 1xTMT6plex [N-Term] 1.185 1.234 1.132 2.812101126 35.26 0 1034.586582 2 517.796814 -0.222726949 -0.000115215 46.4755317821328446 LIPE hormone-sensitive lipase 3991 NP_005348.2 0.650557621 1 1 1 4 1076 116.525 6.7 1.11 1.2 1.15 Non-Significant #N/A EYVTLHK 4 21328446 2xTMT6plex [N-Term; K7] 1.113 1.196 1.969335079 19.01 0 1347.803658 3 449.9389343 -1.044685905 -0.000469344 39.14493383
41584200 ADGRG1 G-protein coupled receptor 56 isoform a precursor 9289 NP_005673.3 1.443001443 1 1 1 8 693 77.688 8.48 1.18 1.27 1.22 Non-Significant #N/A

DLQLLSQFLK 8 41584200 2xTMT6plex [N-Term; K10] 1.176 1.266 4.130755424 44.85 0 1663.019464 2 832.0131836 -0.224568929 -0.000186731 102.29282515031705 RGS19 regulator of G-protein signaling 19 10287 NP_005864.1 5.99078341 1 1 1 4 217 24.62 5.62 1.21 1.17 1.19 Non-Significant #N/A LIYEDYVSILSPK 4 5031705 2xTMT6plex [N-Term; K13] 1.205 1.166 3.544046164 37.35 0 1998.156351 3 666.7237549 0.180235364 0.000120046 92.3664434314110375 NBR1 next to BRCA1 gene 1 protein isoform a 4077 NP_005890.2 4.244306418 1 2 2 6 966 107.346 5.12 1.04 1.66 1.35 Non-Significant #N/A GAEGKPGVEAGQEPAEAGER 4 14110375 2xTMT6plex [N-Term; K5] 1.035 1.175 5.339334965 39.26 0 2397.241037 3 799.7512817 -0.727788791 -0.000581562 25.98565836
VWCSIIVDPFPSEESPDNIEK 2 14110375 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C3] 100 2.749792814 4.9 0 2919.485032 3 973.8334351 0.246661919 0.000240042 96.50186209

33695117 TP53I11 tumor protein p53-inducible protein 11 isoform a 9537 NP_006025.2 5.291005291 1 1 1 4 189 21.04 9.55 1.11 1.08 1.1 Non-Significant #N/A
ISQVLGNEIK 4 33695117 2xTMT6plex [N-Term; K10] 1.111 1.081 3.856428862 30.67 0 1558.956864 2 779.9822998 0.294555536 0.0002296 63.51998251134142826 PCM1 pericentriolar material 1 protein isoform 1 5108 NP_006188.3 1.383399209 1 2 3 10 2024 228.392 5.02 1.09 1.48 1.28 Non-Significant #N/A QLGSILQDSLAK 4 134142826 2xTMT6plex [N-Term; K12] 1.092 0.911 3.416871786 21.68 0 1731.041656 2 866.0231934 -1.470704787 -0.001272926 73.39065345IIDIQEK 8 134142826 2xTMT6plex [N-Term; K7] 1.083 1.091 2.803672075 24.56 0 1316.818973 2 658.9127197 -0.615587177 -0.000405308 62.51459598MLQQQEQLR 2 134142826 1xTMT6plex [N-Term] 2.327 2.294315815 5.4 0 1402.767399 2 701.8884888 1.640656222 0.00115073 32.3272163229150261 IFI30 gamma-interferon-inducible lysosomal thiol reductase preproprotein 10437 NP_006323.2 14 1 2 2 10 250 27.945 4.88 1.09 0.81 0.95 Non-Significant #N/A

SLPLCLQLYAPGLSPDTIMECAMGDR 6 29150261 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C21] 1.048 0.975 5.960050583 42.81 0 3137.5341 3 1046.517334 1.067265891 0.001116194 109.7817612
CQHGEEECK 4 29150261 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C1; C8] 1.138 0.77 3.664972305 11.48 0 1634.766697 3 545.593811 0.111774646 6.09E-05 15.8425618335493878 RELB transcription factor RelB 5971 NP_006500.2 1.554404145 1 1 1 2 579 62.095 6.24 0.14 0.17 0.15 Non-Significant #N/A DHDSYGVDK 2 35493878 2xTMT6plex [N-Term; K9] 0.137 0.165 1.692257047 0 1493.763643 3 498.5924072 -0.652626884 -0.000324957 23.1989783828269672 SDCCAG8 serologically defined colon cancer antigen 8 10806 NP_006633.1 1.26227209 1 1 1 4 713 82.631 5.81 1.04 1.15 1.1 Non-Significant #N/A EASAYEQVK 4 28269672 2xTMT6plex [N-Term; K9] 1.041 1.152 3.193710089 20.61 0 1482.82043 2 741.9133911 -0.62334145 -0.000462152 32.32396638

5803078 MALT1 mucosa-associated lymphoid tissue lymphoma translocation protein 1 isoform a 10892 NP_006776.1 2.791262136 1 2 2 6 824 92.213 5.73 1.4 1.04 1.22 Non-Significant #N/A
SVDGVSESK 4 5803078 2xTMT6plex [N-Term; K9] 1.387 1.041 3.068645239 33.48 0 1365.762581 2 683.3850708 0.208148595 0.000142141 26.19292231

VLEPEGSPSLCLLK 2 5803078 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 1.413 3.341203451 41.04 0 2000.15022 2 1000.578247 -0.50136703 -0.000501405 82.79123413
148727286 ACOT2 acyl-coenzyme A thioesterase 2, mitochondrial 10965 NP_006812.3 1.449275362 1 1 1 3 483 53.185 8.47 0.9 0.77 0.83 Non-Significant #N/A

ASLLAGK 3 148727286 2xTMT6plex [N-Term; K7] 0.895 0.774 2.417709827 23.94 0 1117.734516 2 559.3709106 0.025953446 1.45E-05 38.336177825902122 SPTBN2 spectrin beta chain, non-erythrocytic 2 6712 NP_008877.1 6.150627615 1 4 13 81 2390 271.127 6.11 1.31 1.14 1.22 Non-Significant #N/A GNLEVLLFTIQSK 14 5902122 2xTMT6plex [N-Term; K13] 1.138 1.107 0.998 4.846320629 50.72 0 1920.15702 2 960.5806885 -1.520535479 -0.001459833 104.400552FQIQDISVETEDNKEK 10 5902122 3xTMT6plex [N-Term; K14; K16] 1.013 1.286 4.700220585 18.01 1 2610.422973 3 870.8126831 0.20046422 0.000174432 62.6882133DLTSVNILLK 6 5902122 2xTMT6plex [N-Term; K10] 0.743 0.781 0.848 4.687121868 59.82 0 1573.992915 2 787.4992676 -1.052357818 -0.000828202 83.62401014ALGAAAAGPELAELQEMWK 2 5902122 2xTMT6plex [N-Term; K19] 1.07 3.236490488 23.95 0 2414.315388 3 805.4441528 1.042766039 0.000839189 98.82879424
DALLLWCQMK 10 5902122 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.122 1.146 1.195 4.140273571 30.53 0 1735.96394 2 868.4855347 -0.084906178 -7.37E-05 85.46948171ALAQEDQGAGEVER 2 5902122 1xTMT6plex [N-Term] 1.374 2.773879766 21.62 0 1701.860508 2 851.4351807 1.514318073 0.001288579 24.33504242LLEVLSGEILPKPTK 2 5902122 3xTMT6plex [N-Term; K12; K15] 1.43 3.095055342 14.41 0 2324.477181 3 775.496521 -0.93401292 -0.000723697 100.1006656

IHCLENVDK 12 5902122 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.091 1.104 1.01 4.309490204 37.79 0 1585.877234 2 793.4428101 0.699869551 0.000554954 36.91999878ETWLSENQR 4 5902122 1xTMT6plex [N-Term] 1.075 1.033 3.945635319 33.82 0 1391.711659 2 696.3579102 -2.238249195 -0.001557499 33.12257712DVSSADLVIK 2 5902122 2xTMT6plex [N-Term; K10] 1.14 3.088815451 24.88 0 1504.89868 2 752.9520874 -1.184149695 -0.000891013 54.61940545WVNSHLAR 6 5902122 1xTMT6plex [N-Term] 0.849 0.976 0.954 3.72629261 35.1 0 1211.684656 3 404.5668945 1.2165655 0.000491365 43.98433561ALAVEGK 6 5902122 2xTMT6plex [N-Term; K7] 1.178 1.329 0.901 2.814238071 35.84 0 1145.72943 2 573.3677979 -0.969842308 -0.000555588 35.72043332TVEKPPK 5 5902122 3xTMT6plex [N-Term; K4; K7] 1.267 1.068 0.94 1.923950553 2.22 0 1485.960776 3 495.991394 -0.772060146 -0.000382417 30.41448234154350220 POLI DNA polymerase iota 11201 NP_009126.2 2.837837838 1 1 1 4 740 82.954 6.07 0.95 1.34 1.14 Non-Significant #N/A ITFPSDIDPQVFYELPEAVQK 4 154350220 2xTMT6plex [N-Term; K21] 0.947 1.337 4.558731556 39.83 0 2894.559183 3 965.5197754 -4.978242701 -0.004803273 107.108155634452734 PXMP4 peroxisomal membrane protein 4 isoform a 11264 NP_009169.3 4.245283019 1 1 1 4 212 24.249 10.07 1.59 1.43 1.51 Non-Significant #N/A ALQSYIQGK 4 34452734 2xTMT6plex [N-Term; K9] 1.594 1.433 4.114300251 51.36 0 1465.877885 2 733.4411621 -1.935810123 -0.001418831 50.033702986005952 B4GALT7 beta-1,4-galactosyltransferase 7 11285 NP_009186.1 5.810397554 1 2 2 6 327 37.382 8.98 1.22 1.76 1.17 1.38 Significant 0.0181 TYVGGILLLSK 2 6005952 2xTMT6plex [N-Term; K11] 1.168 3.383510113 36.38 0 1622.0293 2 811.5178833 -0.499669418 -0.000405239 83.58733781LAVLVPFR 4 6005952 1xTMT6plex [N-Term] 1.22 1.757 2.664199114 20.6 0 1143.745131 2 572.3764648 0.456200849 0.000260889 78.3902375215721939 CASC3 protein CASC3 22794 NP_031385.2 1.564722617 1 1 1 4 703 76.232 6.48 1.17 1.4 1.28 Non-Significant #N/A GQTQEEEVRPK 4 15721939 2xTMT6plex [N-Term; K11] 1.167 1.399 4.233518124 28 0 1758.975033 3 586.9962769 -0.429564706 -0.000251865 20.64225042118402584 FBXW2 F-box/WD repeat-containing protein 2 26190 NP_036296.2 8.149779736 1 2 2 5 454 51.479 6.58 0.95 0.86 0.91 Non-Significant #N/A SLLHSPGDYILLSADKYEIK 2 118402584 3xTMT6plex [N-Term; K16; K20] 0.864 5.658540249 5.93 1 2949.690421 4 738.1768799 -1.603933998 -0.001182777 80.96066544NLGWQIDDSVQDALHWK 3 118402584 2xTMT6plex [N-Term; K17] 0.953 3.109727621 2.82 0 2483.308328 3 828.4353638 -6.761291465 -0.00559679 92.744999427657683 SLC7A11 cystine/glutamate transporter 23657 NP_055146.1 2.794411178 1 1 1 2 501 55.387 9.19 1.85 1.99 1.92 Non-Significant #N/A LPSLGNKEPPGQEK 2 7657683 3xTMT6plex [N-Term; K7; K14] 1.845 1.988 2.608295202 1 2181.284629 3 727.7670288 0.872924036 0.000634699 48.2853359615208663 TRIM14 tripartite motif-containing protein 14 9830 NP_055603.2 6.108597285 1 2 2 8 442 49.741 7.87 0.69 0.67 0.68 Non-Significant #N/A GLVEAVESTLQTPLDIR 4 15208663 1xTMT6plex [N-Term] 0.516 0.444 5.251503468 52.15 0 2070.164401 3 690.7230225 -4.775667664 -0.003295472 100.8349554FDALWQVLAR 4 15208663 1xTMT6plex [N-Term] 0.918 0.789 4.433226109 27.03 0 1447.825901 2 724.4192505 3.677035036 0.002661853 100.7838975
7662310 FARP2 FERM, RhoGEF and pleckstrin domain-containing protein 2 isoform a 9855 NP_055623.1 6.451612903 1 3 3 5 1054 119.813 8.79 0.91 0.89 0.9 Non-Significant #N/A

TPASPSSANAFYSLSPSTLVPSGLPEFK 2 7662310 2xTMT6plex [N-Term; K28] 1.063 2.725972891 16.46 0 3310.76113 3 1104.25769 -0.788864202 -0.00087058 98.84113799
LTCADTTAALLTSHLLQSEIGDYDETLDREHLK 1 7662310 2xTMT6plex [N-Term; K33]; 1xCarbamidomethyl [C3] 0.894 5.005760193 1 4188.153473 5 838.4348145 -2.031301964 -0.001701481 99.89860423

ILEFHQK 2 7662310 2xTMT6plex [N-Term; K7] 0.908 2.758973122 23.72 0 1372.835292 3 458.2823181 -2.105973173 -0.000963718 45.76504583
156104878 GLS glutaminase kidney isoform, mitochondrial isoform 1 precursor 2744 NP_055720.3 29.89536622 1 1 15 95 669 73.414 7.77 0.76 0.89 0.83 #N/A

LFLNEDDKPHNPMVNAGAIVVTSLIK 4 156104878 3xTMT6plex [N-Term; K8; K26] 1.189 1.218 6.948672295 8.54 0 3522.996121 4 881.505249 0.864282459 0.000761216 102.0250038YAIAVNDLGTEYVHR 6 156104878 1xTMT6plex [N-Term] 1.109 1.206 1.216 4.12639761 58.9 0 1950.028242 3 650.6810913 0.24570197 0.000159709 56.13355268GSTHPQPGVSPPAAPAAPGPK 12 156104878 2xTMT6plex [N-Term; K21] 1.404 1.163 1.28 7.311092854 54.1 0 2379.318499 3 793.7772217 -0.583125352 -0.00046248 36.77491278DGPGETDAFGNSEGK 6 156104878 2xTMT6plex [N-Term; K15] 0.836 0.764 100 3.710587025 43.48 0 1938.944521 2 969.9749756 -0.952042777 -0.000922979 33.47874444
VPFCLQSCVKPLK 7 156104878 3xTMT6plex [N-Term; K10; K13]; 2xCarbamidomethyl [C4; C8] 1.461 3.11 1.456 3.927544594 15.11 0 2263.327363 4 566.586792 -0.894661233 -0.000506228 70.24876326

VADYIPQLAK 14 156104878 2xTMT6plex [N-Term; K10] 1.337 1.283 1.406 3.866024733 32.16 0 1575.95105 2 788.4787598 -0.512229583 -0.000403624 67.38351374
GIHFCHDLVSLCNFHNYDNLR 2 156104878 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C12] 1.558 4.50650692 13.67 0 2860.360902 5 572.8779297 -0.126047905 -7.21E-05 64.05620611

FDYVMQFLNK 12 156104878 2xTMT6plex [N-Term; K10] 1.332 1.642 1.417 4.529087067 49.04 0 1762.960235 2 881.9822998 -1.65155207 -0.00145581 100.4333763ELVASGENK 6 156104878 2xTMT6plex [N-Term; K9] 1.266 1.597 1.347 3.705212831 38.79 0 1404.809865 2 702.9083252 -0.349854729 -0.00024574 29.08947368NFAIGYYLK 8 156104878 2xTMT6plex [N-Term; K9] 1.553 1.541 1.325 4.114431858 38.79 0 1546.903372 2 773.9538574 -1.896386228 -0.001466763 74.89781863FALSAMDMEQR 4 156104878 1xTMT6plex [N-Term] 0.762 0.889 3.860512257 33.29 0 1527.7497 2 764.3778687 -0.811497664 -0.000619883 62.18639704FSPDLWGVSVCTVDGQR 4 156104878 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.98 4.092423439 26.68 0 2152.069455 3 718.0282593 0.357758914 0.000256641 80.82335278VLSPEAVR 4 156104878 1xTMT6plex [N-Term] 1.254 1.344 3.065282106 38.23 0 1099.667275 2 550.3378906 1.118320085 0.00061489 36.62386509HSTGDTK 4 156104878 2xTMT6plex [N-Term; K7] 1.56 1.195 2.746675253 20.18 0 1203.673372 3 401.8962097 0.584893217 0.000234673 14.46995761QGVNNAEK 2 156104878 2xTMT6plex [N-Term; K8] 1.45 2.9557724 9.07 0 1317.752685 2 659.3804932 0.777784889 0.000512464 17.8980551866392190 TMEM41B transmembrane protein 41B isoform 1 440026 NP_055827.1 9.278350515 1 2 2 10 291 32.492 9.58 1.2 1.95 1.53 1.56 Significant 0.0188 SQLGAHHTTPVGDGAAGTR 6 66392190 1xTMT6plex [N-Term] 1.244 1.948 1.617 5.311735153 59.09 0 2062.062729 4 516.2712402 0.19475038 0.000100397 17.89268384GLAAPGSR 4 66392190 1xTMT6plex [N-Term] 1.195 1.506 2.604175091 30.24 0 957.5678952 2 479.2865295 -2.206389729 -0.001056384 20.29625352291190787 MYCBP2 E3 ubiquitin-protein ligase MYCBP2 23077 NP_055872.4 0.855066268 1 3 3 4 4678 513.309 7.02 1.25 0.99 1.12 Non-Significant #N/A LDVSYEPMIVK 2 291190787 2xTMT6plex [N-Term; K11] 0.987 2.474659204 8.06 0 1752.001765 2 876.5015259 -3.418879083 -0.002994941 72.64214318DLLDPIKELYEDVR 1 291190787 2xTMT6plex [N-Term; K7] 1.236 2.718823195 1 2176.226556 3 726.0806274 0.355254473 0.000257705 93.45798948
EHTGKPTTSSSEACR 1 291190787 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C14] 1.258 2.046605587 0 2106.064987 4 527.270874 -1.57678717 -0.000830204 15.24889665

68131557 ANKRD28 serine/threonine-protein phosphatase 6 regulatory ankyrin repeat subunit A isoform a 23243 NP_056014.2 3.323836657 1 2 2 4 1053 112.894 6.25 0.9 1.25 1.07 Non-Significant #N/A
GAVTGHEECVDALLQHGAK 2 68131557 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C9] 0.899 5.609158039 33.56 0 2450.286213 4 613.3265991 -0.671948288 -0.000411616 58.40559678LLSSGFDIDTPDDFGR 2 68131557 1xTMT6plex [N-Term] 1.246 2.804991007 10.11 0 1983.986102 2 992.4934692 -3.246007334 -0.003220017 76.9831171654792782 CLEC16A protein CLEC16A isoform 1 23274 NP_056041.1 2.469135802 1 2 2 4 1053 117.64 5.86 1.03 1.46 1.24 Non-Significant #N/A LFLPLYVYSLENQDK 2 54792782 2xTMT6plex [N-Term; K15] 1.458 3.112591505 35.65 0 2300.294242 3 767.4359741 -0.379293528 -0.000290829 111.4991974IQLPVPNAAEK 2 54792782 2xTMT6plex [N-Term; K11] 1.03 3.285173178 23.47 0 1637.999063 2 819.503418 0.30303894 0.000248189 66.61382358

7706735 GTF2A1 transcription initiation factor IIA subunit 1 isoform 1 2957 NP_056943.1 7.446808511 1 2 2 6 376 41.488 4.55 0.62 0.86 0.74 Non-Significant #N/A
DIFLDDGVDEQVLMELK 4 7706735 2xTMT6plex [N-Term; K17] 0.623 100 4.862693787 48.67 0 2437.293649 3 813.1018066 -1.141609722 -0.000927479 100.9258657SVIEDVINDVR 2 7706735 1xTMT6plex [N-Term] 0.652 4.318570614 49.54 0 1487.826688 2 744.4141235 -3.843135583 -0.00285896 75.8070250542542403 METTL13 methyltransferase-like protein 13 isoform 1 51603 NP_057019.3 10.58655222 1 5 5 9 699 78.718 6.73 1.13 1.03 1.08 Non-Significant #N/A GQQYESMDHIQAELSAR 2 42542403 1xTMT6plex [N-Term] 1.202 4.162089825 28.11 0 2192.060346 3 731.357666 -0.867381743 -0.000633784 46.45842011VMELAPAGMPTQQQVPFLSVGGDIGVR 2 42542403 1xTMT6plex [N-Term] 0.01 3.888358355 19.4 0 3026.600463 3 1009.535889 -2.428633863 -0.002450168 97.44439912AVFPLLYVR 2 42542403 1xTMT6plex [N-Term] 1.093 2.899953127 28.84 0 1306.80846 2 653.9070435 -1.262209412 -0.000824733 85.5614807LAEAVQER 2 42542403 1xTMT6plex [N-Term] 1.068 2.407499552 15.78 0 1144.652353 2 572.8294678 -0.606378979 -0.000347047 28.78264467GWDDTYVLSDMLK 1 42542403 2xTMT6plex [N-Term; K13] 0.954 2.34954071 0 2001.040335 3 667.6861572 1.790668396 0.0011944 89.25556766157364937 OTUD6B OTU domain-containing protein 6B isoform 1 51633 NP_057107.3 18.57585139 1 3 3 6 323 37.302 6.74 1.11 0.91 1.01 Non-Significant #N/A IDSVAVNISNLVLENQPPR 2 157364937 1xTMT6plex [N-Term] 0.906 4.305962563 13.93 0 2307.286975 3 769.7661743 -1.302612468 -0.001001834 94.68438164SQTAEYMQSHVEDFLPFLTNPNTGDMYTPEEFQK 2 157364937 2xTMT6plex [N-Term; K34] 4.447125435 10.55 0 4453.104474 4 1114.029297 -2.047133647 -0.002279025 101.2596311AIEDQLK 2 157364937 2xTMT6plex [N-Term; K7] 1.106 2.209487915 13.45 0 1274.772023 2 637.8887939 -1.342984741 -0.000856 51.698916387705638 BOLA1 bolA-like protein 1 precursor 51027 NP_057158.1 27.00729927 1 2 2 6 137 14.28 7.96 0.98 1.01 0.99 Non-Significant #N/A LVHAALAEELGGPVHALAIQAR 2 7705638 1xTMT6plex [N-Term] 0.876 6.141221046 37.87 0 2465.418992 4 617.1095581 -1.05048194 -0.00064747 73.37792137TKLEEALSPEVLELR 4 7705638 2xTMT6plex [N-Term; K2] 1.246 1.006 4.692694664 19.26 1 2185.284405 3 729.0991211 -0.729945606 -0.000531713 75.6292352638708309 DESI2 desumoylating isopeptidase 2 isoform 1 51029 NP_057160.2 8.762886598 1 1 1 4 194 21.43 4.92 1.27 1.21 1.24 Non-Significant #N/A EAVVLGSTDFLEDDIEK 4 38708309 2xTMT6plex [N-Term; K17] 1.272 1.205 4.053785801 31.2 0 2338.242994 3 780.0859375 0.113551073 8.85E-05 80.3592900745545435 COMMD2 COMM domain-containing protein 2 51122 NP_057178.2 21.6080402 1 2 2 6 199 22.731 6.73 0.9 0.96 0.93 Non-Significant #N/A LNVSSDTVQHGVEGLTYLLTESSK 2 45545435 2xTMT6plex [N-Term; K24] 1.712 5.396965027 35.35 0 3035.630116 3 1012.551758 3.493349682 0.003534839 96.58776984TILSELAPSLPSYHNLEWR 4 45545435 1xTMT6plex [N-Term] 0.9 0.858 6.007326126 32.87 0 2455.318275 3 819.1115112 0.694460439 0.000568374 88.00162114

7706663 COMMD10 COMM domain-containing protein 10 isoform a 51397 NP_057228.1 13.86138614 1 3 3 7 202 22.952 6.54 1.04 0.9 0.97 Non-Significant #N/A AVSLINAIDTGR 2 7706663 1xTMT6plex [N-Term] 0.742 4.328737259 48.65 0 1458.847758 2 729.9258423 -2.296503983 -0.001675125 63.22964388VLVEFSHK 2 7706663 2xTMT6plex [N-Term; K8] 0.894 3.373215914 23.53 0 1416.861507 3 472.9579163 -1.631380831 -0.00077048 50.39810769ELFDFYNK 3 7706663 2xTMT6plex [N-Term; K8] 1.036 1.178 2.266697645 5.46 0 1533.835352 2 767.4153442 -7.784331887 -0.005969942 71.27901886100815975 CTDSPL2 CTD small phosphatase-like protein 2 51496 NP_057480.2 2.789699571 1 1 1 3 466 52.966 6.4 1.53 1.71 1.62 Non-Significant #N/A LVELNEDVRPHIR 3 100815975 1xTMT6plex [N-Term] 1.532 1.708 3.076053381 0.16 0 1819.038747 4 455.5157471 1.325799824 0.00060292 47.6970617413124773 HGH1 protein HGH1 homolog 51236 NP_057542.2 9.230769231 1 2 2 8 390 42.103 4.81 1.43 1.31 1.37 Non-Significant #N/A MLVEAIMLLTATAPGR 6 13124773 1xTMT6plex [N-Term] 100 1.308 4.961854935 43.41 0 1916.091042 3 639.3682251 -0.479897359 -0.000306509 113.3176387APLHYLAPLLSNLSQRPAAR 2 13124773 1xTMT6plex [N-Term] 1.311 3.945697546 4.17 0 2417.397863 4 605.1053467 0.700645424 0.000423435 84.94298077
30089935 TMEM132A transmembrane protein 132A isoform a precursor 54972 NP_060340.2 1.07421875 1 1 1 4 1024 110.128 5.62 0.72 0.96 0.84 Non-Significant #N/A LTVWAPLLPLR 4 30089935 1xTMT6plex [N-Term] 0.723 0.957 2.99032402 7.41 0 1507.956187 2 754.480896 -1.108227034 -0.000835579 104.710656389242148 THG1L probable tRNA(His) guanylyltransferase isoform 1 54974 NP_060342.2 8.389261745 1 2 2 4 298 34.808 8 0.76 1.15 0.95 Non-Significant #N/A

TKPVPLHCDIIGDAFWK 2 89242148 3xTMT6plex [N-Term; K2; K17]; 1xCarbamidomethyl [C8] 1.146 5.650435925 23.43 0 2684.520125 4 671.8815918 -5.806614133 -0.003896993 76.18848673
LPTEMEGK 2 89242148 2xTMT6plex [N-Term; K8] 0.76 2.121843576 18.02 0 1362.770309 2 681.8848877 -5.730913952 -0.00390496 43.9646273110578655 ZWILCH protein zwilch homolog isoform 1 55055 NP_060445.3 2.368866328 1 1 1 10 591 67.172 6.27 1.79 2.23 1.56 1.86 Significant 0.011 INLPVTALPPLWVR 10 110578655 1xTMT6plex [N-Term] 1.792 2.229 1.561 3.866479874 39.04 0 1818.120292 2 909.5632935 -0.53973103 -0.000490648 106.9863502109240556 RUFY2 RUN and FYVE domain-containing protein 2 isoform a 55680 NP_060457.4 4.212168487 1 2 3 13 641 74.034 6 1.13 1.06 1.1 Non-Significant #N/A

ALQGLVWLK 2 109240556 2xTMT6plex [N-Term; K9] 0.987 4.149064541 28.93 0 1485.955742 2 743.480896 -0.825278828 -0.000613164 87.11835174GLIESALSFGR 3 109240556 1xTMT6plex [N-Term] 1.134 1.101 2.566671133 23.84 0 1378.789181 2 689.8964233 -2.618747204 -0.00180535 74.53932909QQLEEVK 8 109240556 2xTMT6plex [N-Term; K7] 1.499 0.996 1.017 2.72909236 31.2 0 1331.793487 2 666.3994751 -1.361611019 -0.000906692 30.23592422281182404 TXLNG gamma-taxilin isoform 1 55787 NP_060830.2 1.704545455 1 1 1 4 528 60.548 7.52 0.65 0.43 0.54 Non-Significant #N/A LQQTTQLIK 4 281182404 2xTMT6plex [N-Term; K9] 0.652 0.43 2.697498322 16.34 0 1530.961949 2 765.9834595 -1.50680733 -0.001153432 52.88224323223671915 SLC35C1 GDP-fucose transporter 1 isoform a 55343 NP_060859.4 2.472527473 1 1 1 4 364 39.783 8.35 1.66 1.49 1.58 Non-Significant #N/A KTPEEPSPK 4 223671915 3xTMT6plex [N-Term; K1; K9] 1.664 1.488 3.650331974 13.17 1 1700.019747 3 567.3444214 -0.609710473 -0.000345507 26.285175098923769 HDAC8 histone deacetylase 8 isoform 1 55869 NP_060956.1 7.427055703 1 2 2 4 377 41.731 5.63 1.18 1.08 1.13 Non-Significant #N/A
KDEASGFCYLNDAVLGILR 2 8923769 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 1.081 5.460766792 33.15 1 2599.395429 3 867.1350098 -1.905471199 -0.001651024 96.54805697

IQQILNYIK 2 8923769 2xTMT6plex [N-Term; K9] 1.18 4.035944939 41.22 0 1590.998335 2 796.0031128 0.386082075 0.000307128 96.93624088239582761 ERO1B ERO1-like protein beta precursor 56605 NP_063944.3 4.710920771 1 1 2 16 467 53.509 7.99 2.1 2 2.05 Non-Significant #N/A LQTQGLGTALK 12 239582761 2xTMT6plex [N-Term; K11] 0.698 0.669 0.737 4.776014805 78 0 1587.983413 2 794.4945679 -0.97844713 -0.000776879 52.61909414
DCHVEPCPESK 4 239582761 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C2; C7] 2.104 1.997 3.601726055 14.42 0 1815.876976 3 605.9637451 -0.161728157 -9.79E-05 30.74293111

66933014 BDH2 3-hydroxybutyrate dehydrogenase type 2 56898 NP_064524.3 4.897959184 1 1 1 6 245 26.707 7.65 0.82 0.79 0.8 Non-Significant #N/A SVAADFIQQGIR 6 66933014 1xTMT6plex [N-Term] 0.815 0.79 3.361852169 33.2 0 1533.858657 2 767.4331055 0.180647349 0.000138544 69.5306115431543543 ZMIZ1 zinc finger MIZ domain-containing protein 1 57178 NP_065071.1 2.249297095 1 2 2 4 1067 115.409 7.46 1.28 1.99 1.63 Non-Significant #N/A SAALLSSWCEELGR 2 31543543 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.986 2.319463253 6.12 0 1807.921 2 904.461853 -2.527889943 -0.002285113 75.0201034
LLPAEHCITK 2 31543543 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.276 3.236828327 31.47 0 1639.960569 3 547.3253174 0.505870966 0.000276536 47.84916082

56788364 TUBGCP6 gamma-tubulin complex component 6 85378 NP_065194.2 2.308960968 1 2 2 6 1819 200.386 6.32 1.1 0.86 0.98 Non-Significant #N/A YLPEVFAPNAPDVLSCLELR 4 56788364 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.097 1.053 4.800902367 51.23 0 2532.336962 3 844.7857056 2.211913068 0.001867103 106.1111383LGAGQTPGELLNPLVLNSVLSK 2 56788364 2xTMT6plex [N-Term; K22] 0.381 3.153470516 27.8 0 2678.585672 3 893.5328369 -0.640206446 -0.000571616 110.3143227
10190664 TWSG1 twisted gastrulation protein homolog 1 precursor 57045 NP_065699.1 4.035874439 1 1 1 4 223 24.999 5.34 1.17 1.29 1.23 Non-Significant #N/A

ALCASDVSK 4 10190664 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.172 1.292 3.821725607 44.42 0 1408.787022 2 704.8973389 0.26934829 0.000189727 34.35969949



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
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15100151 ABHD16A protein ABHD16A isoform a 7920 NP_066983.1 6.272401434 1 3 3 7 558 63.203 8.13 1.12 1.04 1.08 Non-Significant #N/A LLSCVLGPR 2 15100151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.993 3.296242237 25.45 0 1243.739394 2 622.3726807 -1.052882847 -0.000654756 64.68981235MLYPGSVYLLQK 2 15100151 2xTMT6plex [N-Term; K12] 1.192 3.226770401 26.58 0 1870.091249 3 624.0355835 0.507204278 0.000316173 83.74616399SWPVDFHWEEPSSR 3 15100151 1xTMT6plex [N-Term] 1.093 1.042 3.556231499 2.52 0 1987.949991 3 663.3212891 -0.340709023 -0.000225771 65.2033737111545906 FN3K fructosamine-3-kinase 64122 NP_071441.1 5.501618123 1 1 1 4 309 35.149 7.55 0.84 0.89 0.86 Non-Significant #N/A VIDLPGGGAAFVMEHLK 4 11545906 2xTMT6plex [N-Term; K17] 0.838 0.887 5.759919643 37.04 0 2212.256416 3 738.0928345 3.40547683 0.002511263 95.28503104
75677351 SUDS3 sin3 histone deacetylase corepressor complex component SDS3 64426 NP_071936.2 2.743902439 1 1 1 3 328 38.112 5.66 0.45 0.38 0.42 Non-Significant #N/A

SQAIYLESK 3 75677351 2xTMT6plex [N-Term; K9] 0.452 0.383 2.537088633 4.52 0 1496.872465 2 748.9449463 6.781117536 0.005075234 43.47497713
73747799 VPS52 vacuolar protein sorting-associated protein 52 homolog isoform 1 6293 NP_072047.4 6.362378976 1 3 3 8 723 82.17 5.99 0.98 0.91 0.94 Non-Significant #N/A

VQYEEVAEKDDLMGVEDTAK 2 73747799 3xTMT6plex [N-Term; K9; K20] 0.958 6.10500288 53.51 1 2956.54283 3 986.1881104 2.350067321 0.002316025 63.07584181FLEQLQELDAK 4 73747799 2xTMT6plex [N-Term; K11] 0.925 0.888 4.703515053 61.85 0 1792.025672 2 896.517334 0.959712116 0.000859914 87.34767719KPMTNYQIPQTALLK 2 73747799 3xTMT6plex [N-Term; K1; K15] 1.09 4.001982212 9.01 0 2433.450648 3 811.8209229 -0.999895072 -0.000811065 67.91298099122114651 USP36 ubiquitin carboxyl-terminal hydrolase 36 57602 NP_079366.3 0.89047195 1 1 1 4 1123 122.832 9.7 0.57 0.1 0.34 Non-Significant #N/A ESDVVQELLK 4 122114651 2xTMT6plex [N-Term; K10] 0.569 0.104 1.873078704 12.36 0 1617.946359 2 809.4761353 -0.84349656 -0.000682366 57.69180856
238624122 TRAPPC9 trafficking protein particle complex subunit 9 isoform a 83696 NP_113654.4 1.284109149 1 1 1 4 1246 139.349 7.21 1.27 1.21 1.24 Non-Significant #N/A

LLLETLPGYSLSLDPK 4 238624122 2xTMT6plex [N-Term; K16] 1.268 1.205 3.049933672 17.97 0 2217.314643 3 739.7750244 -1.859320158 -0.001374233 102.027096142716295 FYTTD1 UAP56-interacting factor isoform 1 84248 NP_115664.2 10.6918239 1 3 3 10 318 35.796 11.78 1.09 1.42 1.25 Non-Significant #N/A VQAQLNTEQLLDDVVAK 4 42716295 2xTMT6plex [N-Term; K17] 0.905 0.859 4.862113476 49.12 0 2342.333146 3 781.4491577 -0.096606868 -7.54E-05 89.18918903NIEQYFPVLK 2 42716295 2xTMT6plex [N-Term; K10] 0.998 3.118823528 22.63 0 1709.003814 3 570.3392334 -0.390300292 -0.000222342 81.91582368ATLTYNK 4 42716295 2xTMT6plex [N-Term; K7] 1.311 2.046 3.178213358 27.29 0 1268.761459 2 634.8840332 -0.527146963 -0.000334412 35.1193255214150015 DCUN1D5 DCN1-like protein 5 isoform a 84259 NP_115675.1 8.016877637 1 2 2 6 237 27.491 5.58 1.18 1.19 1.18 Non-Significant #N/A
GMTSLQCDCTEK 2 14150015 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C7; C9] 1.033 3.108699322 40.91 0 1887.901476 2 944.4543457 -0.032381854 -3.06E-05 35.86846713YAFDFAR 4 14150015 1xTMT6plex [N-Term] 1.182 1.216 2.178693771 12.74 0 1118.583211 2 559.7946777 -1.012058145 -0.000566036 60.2788306814165278 CYSTM1 cysteine-rich and transmembrane domain-containing protein 1 84418 NP_115788.1 10.30927835 1 1 1 4 97 10.624 4.32 0.66 1.11 0.88 Non-Significant #N/A TTVYVVEDQR 4 14165278 1xTMT6plex [N-Term] 0.656 1.108 3.861392498 56.29 0 1438.773925 2 719.8897095 -1.238717673 -0.000891117 32.5179424814210518 PARD6G partitioning defective 6 homolog gamma 84552 NP_115899.1 5.053191489 1 1 1 3 376 40.858 8.22 1.19 0.71 0.95 Non-Significant #N/A DFRPVSSIIDVDLVPETHR 3 14210518 1xTMT6plex [N-Term] 1.186 0.706 4.184379578 13.61 0 2424.308439 4 606.8320313 -0.884281045 -0.000535943 73.8629501121362092 GPAT3 glycerol-3-phosphate acyltransferase 3 84803 NP_116106.2 4.838709677 1 1 2 8 434 48.673 8.87 1.1 100 2.11 34.4 Non-Significant #N/A EEGEDAVQFANR 6 21362092 1xTMT6plex [N-Term] 1.098 100 2.178 4.265460014 45.02 0 1593.77063 2 797.3880615 -1.119083946 -0.000891782 31.44353956ACPHVWFER 2 21362092 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.106 3.089884043 16.68 0 1430.720056 3 477.5782166 0.028431979 1.36E-05 39.1065025627734755 FBXL20 F-box/LRR-repeat protein 20 isoform 1 84961 NP_116264.2 15.13761468 1 4 4 12 436 48.392 7.49 1.34 100 1.43 34.26 Non-Significant #N/A

LQSLCASGCSNITDAILNALGQNCPR 6 27734755 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C5; C9; C24] 100 100 1.647 6.390604496 85.49 0 3062.501889 3 1021.504639 -0.82491194 -0.000842098 103.3448176
ALSEGCPLLEQLNISWCDQVTK 2 27734755 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C6; C17] 1.962 4.036750793 25.48 0 3019.563299 3 1007.19043 -2.173611496 -0.002187786 98.48757675

IELYDCQQITR 2 27734755 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.093 3.586766005 27.21 0 1667.862422 2 834.4356689 0.982725315 0.000819525 49.5813332VVENISK 2 27734755 2xTMT6plex [N-Term; K7] 1.312 2.481221676 21.45 0 1246.777109 2 623.8915405 -1.046085386 -0.000652118 36.13735757
14589920 PCDH11X protocadherin-11 X-linked isoform c precursor 27328 NP_116750.1 0.668151448 1 1 1 4 1347 147.466 5.21 0.84 0.82 0.83 Non-Significant #N/A

IALITVTDK 4 14589920 2xTMT6plex [N-Term; K9] 0.839 0.819 2.150595188 8.51 0 1431.918687 2 716.4628906 -0.127667864 -9.14E-05 83.76334809
806638628 STK11IP serine/threonine-protein kinase 11-interacting protein 114790 NP_443134.3 0.643382353 1 1 1 4 1088 120.184 5.36 0.79 1.08 0.93 Non-Significant #N/A

LWPLLEK 4 806638628 2xTMT6plex [N-Term; K7] 0.79 1.075 2.616637707 28.54 0 1356.86553 2 678.9356689 -1.08227333 -0.00073425 87.791625924308388 TSR2 pre-rRNA-processing protein TSR2 homolog 90121 NP_477511.1 6.282722513 1 1 1 8 191 20.881 4.39 1.33 1.73 1.55 1.54 Significant 0.00562 WLGGAVEDYFMR 8 24308388 1xTMT6plex [N-Term] 1.332 1.729 1.546 3.299777985 21.26 0 1672.835479 3 558.2833862 0.075608993 4.22E-05 87.7680331618104971 PTP4A2 protein tyrosine phosphatase type IVA 2 isoform 1 8073 NP_536316.1 14.37125749 1 1 2 10 167 19.115 8.37 1.45 1.58 0.98 1.33 Significant 0.0181
APVLVALALIECGMK 6 18104971 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 1.448 1.575 0.978 3.950544596 41.27 0 2043.211046 3 681.7407227 -1.679601946 -0.001143927 113.4331057YEDAVQFIR 4 18104971 1xTMT6plex [N-Term] 0.537 0.471 2.754951 12.97 0 1369.731332 2 685.3709106 2.345802413 0.00160656 54.47012185257467639 SOGA1 protein SOGA1 isoform 1 140710 NP_542194.2 1.565322095 1 2 2 4 1661 183.744 6.52 2.16 1.48 1.82 Non-Significant #N/A GLQEQLSQER 2 257467639 1xTMT6plex [N-Term] 1.482 3.4852314 43.67 0 1416.764422 2 708.8861694 0.451555091 0.000319874 29.95950366GCGPQPAPAPAPAPER 2 257467639 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.164 3.258714199 25.51 0 1801.921668 2 901.463623 -0.942841345 -0.000849463 25.72530633

209862983 MADD MAP kinase-activating death domain protein isoform e 8567 NP_569829.2 1.741293532 1 2 2 3 1608 178.446 6.01 1.18 1.05 1.12 Non-Significant #N/A
VYLYEGLLGK 2 209862983 2xTMT6plex [N-Term; K10] 1.178 3.61104393 53.72 0 1612.971451 2 806.989502 0.171135236 0.000138018 81.95722385EVVHSVLDGQGVGWLNMK 1 209862983 2xTMT6plex [N-Term; K18] 1.053 2.805620909 0 2426.326621 3 809.4534302 7.878657876 0.006372066 77.4886448193277113 MTG1 mitochondrial ribosome-associated GTPase 1 92170 NP_612393.2 6.28742515 1 2 2 3 334 37.213 9.47 1.48 0.93 1.2 Non-Significant #N/A QIIPMVTELIGR 2 93277113 1xTMT6plex [N-Term] 1.476 2.86991024 21.22 0 1598.950115 2 799.9787598 0.080134614 6.41E-05 99.93372793IESVETGLK 1 93277113 2xTMT6plex [N-Term; K9] 0.931 2.061611891 0 1433.861566 2 717.4332275 -1.665434049 -0.001194001 50.7596471919923951 C12orf57 protein C10 isoform 1 113246 NP_612434.1 69.04761905 1 5 5 11 126 13.17 5.14 1.24 1.34 1.29 Non-Significant #N/A AYGFSCDGEGVLK 2 19923951 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 1.272 3.714348555 33.8 0 1860.956606 2 930.9818115 -0.139472959 -0.000129777 54.50554191

MLQFVLPVATQIQQEVIK 2 19923951 2xTMT6plex [N-Term; K18]; 1xOxidation [M1] 1.305 4.097074986 27.9 0 2559.498438 3 853.8373413 -0.377845207 -0.000322365 104.8000871VVLAEVIQAFSAPENAVR 4 19923951 1xTMT6plex [N-Term] 1.3 0.498 3.908433676 20.51 0 2142.212019 3 714.7418823 -0.432145528 -0.000308582 112.5052246SYEAQDPEIASLSGK 2 19923951 2xTMT6plex [N-Term; K15] 100 2.974701405 21.5 0 2053.085371 2 1027.046997 0.655827879 0.000673235 51.15522597ALFLPPMTLPPHGPAAGGSVAAS 1 19923951 1xTMT6plex [N-Term] 1.147 2.755451918 0 2388.294703 3 796.7705078 0.949211794 0.000755666 91.28233185156564372 FAM83F protein FAM83F 113828 NP_612444.2 7.2 1 2 2 4 500 55.451 8.19 0.65 1.84 1.25 Non-Significant #N/A DLVTVEQVLPPVEPIPLGELSQK 2 156564372 2xTMT6plex [N-Term; K23] 1.842 4.46505928 10.97 0 2958.716746 3 986.9086304 -1.827845375 -0.001802692 106.4152129RPNENSSADISGK 2 156564372 2xTMT6plex [N-Term; K13] 0.648 2.631337881 8.77 0 1832.98666 3 611.6672974 0.370253564 0.000226223 19.9006925121071054 HLTF helicase-like transcription factor isoform 1 6596 NP_620636.1 4.063429138 1 2 2 4 1009 113.857 8.6 1.31 1.07 1.19 Non-Significant #N/A
VIEDVAFACALTSSVPTTK 2 21071054 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C9] 1.309 4.393121719 18.47 0 2467.351833 3 823.1223755 0.300003767 0.000246738 93.07881808

TLTAIAVILTNFHDGRPLPIER 2 21071054 1xTMT6plex [N-Term] 1.069 4.254318237 15.39 0 2676.539836 4 669.890625 0.311742044 0.000208598 110.8632256
21686999 OMA1 metalloendopeptidase OMA1, mitochondrial precursor 115209 NP_660286.1 1.526717557 1 1 1 4 524 60.081 9.25 0.86 0.84 0.85 Non-Significant #N/A

IGLLLAAK 4 21686999 2xTMT6plex [N-Term; K8] 0.855 0.838 2.850964785 39.9 0 1256.870615 2 628.9391479 0.321519521 0.000202054 81.7808488522748643 CHMP4C charged multivesicular body protein 4c 92421 NP_689497.1 6.86695279 1 1 2 10 233 26.394 6.07 0.81 1.02 0.91 Non-Significant #N/A AEEEDDDIK 4 22748643 2xTMT6plex [N-Term; K9] 0.812 1.015 3.151648045 48.89 0 1521.768454 2 761.3867188 -1.506760108 -0.00114647 25.5878086AALQALK 6 22748643 2xTMT6plex [N-Term; K7] 0.8 1.024 0.895 3.341745615 36.85 0 1172.776715 2 586.8916016 -0.672169723 -0.000394152 56.0419044530181236 CPNE2 copine-2 221184 NP_689940.3 9.489051095 1 3 4 20 548 61.151 6.07 1.27 0.32 0.79 Non-Significant #N/A GLITIAAQELSDNR 2 30181236 1xTMT6plex [N-Term] 1.245 4.107116699 27.89 0 1729.964579 3 577.3262939 -0.144583343 -8.34E-05 77.76909175LDEHDFLGQFSCSLGTIVSSK 2 30181236 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C12] 1.309 4.846374035 28.24 0 2798.443501 3 933.487793 1.902581291 0.001774755 91.48131155DIVQFVPFR 14 30181236 1xTMT6plex [N-Term] 1.741 1.967 1.641 3.346635342 42.26 0 1349.777888 3 450.59729 -0.423034647 -0.000190334 75.87992669FALFDQDK 2 30181236 2xTMT6plex [N-Term; K8] 0.316 2.955247879 28.88 0 1441.809137 2 721.4077759 -0.597778281 -0.000430941 64.51752925
206725526 SIPA1 signal-induced proliferation-associated protein 1 6494 NP_694985.29 2.399232246 1 2 2 4 1042 112.08 6.6 0.97 1.33 1.15 Non-Significant #N/A TLLTLDEQVLSFQR 2 206725526 1xTMT6plex [N-Term] 0.973 4.176153183 16.62 0 1892.069044 3 631.3587036 -3.956589312 -0.00249538 87.60884231LQAESESAATR 2 206725526 1xTMT6plex [N-Term] 1.333 3.190254688 30.96 0 1391.732788 2 696.3706665 0.911365905 0.000634189 22.5936553723510335 IP6K1 inositol hexakisphosphate kinase 1 isoform 1 9807 NP_695005.1 2.721088435 1 1 1 4 441 50.204 7.24 1.18 1 1.09 Non-Significant #N/A FLLLENVVHHFK 4 23510335 2xTMT6plex [N-Term; K12] 1.178 1.004 2.916375399 31.98 0 1954.16786 4 489.2964478 -1.994917865 -0.000974601 96.2563051963054819 AAED1 thioredoxin-like protein AAED1 195827 NP_714542.1 9.734513274 1 2 2 5 226 24.841 8.91 1.31 2.21 0.84 1.45 Non-Significant 0.0687 VPFGALFR 4 63054819 1xTMT6plex [N-Term] 1.309 2.214 2.730675697 24.21 0 1135.682531 2 568.3452759 0.655189978 0.000372044 77.87456211LTGYSHEIYVDPER 1 63054819 1xTMT6plex [N-Term] 0.835 1.825345516 0 1907.970058 3 636.6616211 0.132109647 8.40E-05 47.74510191
50301234 HSCB iron-sulfur cluster co-chaperone protein HscB, mitochondrial isoform 1 precursor 150274 NP_741999.3 7.659574468 1 2 2 4 235 27.405 7.69 1.05 1.09 1.07 Non-Significant #N/A

YFSNIEEK 2 50301234 2xTMT6plex [N-Term; K8] 1.09 2.269148588 2.65 0 1487.814616 2 744.4085693 -3.19544389 -0.002377114 49.51879372LVHPDFFSQR 2 50301234 1xTMT6plex [N-Term] 1.045 2.415235996 3.47 0 1474.800414 3 492.2717896 0.272065522 0.000133747 50.72364137151301211 TFAP2D transcription factor AP-2-delta 83741 NP_758438.2 3.539823009 1 1 2 9 452 49.547 8.16 0.59 0.62 0.6 Non-Significant #N/A LSLLSSTSK 6 151301211 2xTMT6plex [N-Term; K9] 1.304 1.201 1.305 2.983927011 28.54 0 1393.866652 2 697.4365234 -0.632488767 -0.000440803 60.01473777VTIAEVK 3 151301211 2xTMT6plex [N-Term; K7] 0.585 0.616 2.642834425 23.8 0 1217.786945 2 609.3953857 -2.833201357 -0.001725118 52.62106138197333715 C3orf38 uncharacterized protein C3orf38 285237 NP_776185.2 4.863221884 1 1 1 4 329 37.517 6.47 0.83 1.21 1.02 Non-Significant #N/A EEFLFLSPNLDSHGLK 4 197333715 2xTMT6plex [N-Term; K16] 0.829 1.21 3.964781046 36.24 0 2304.264004 3 768.7590942 -0.553155 -0.000424872 83.32582616154426322 UBR7 putative E3 ubiquitin-protein ligase UBR7 55148 NP_786924.2 4.941176471 1 3 3 7 425 47.968 4.81 1.18 1.05 1.12 Non-Significant #N/A EDIQQFFEEFQSK 2 154426322 2xTMT6plex [N-Term; K13] 0.981 3.341859579 7.98 0 2133.090456 3 711.7006226 -1.47299155 -0.001047341 92.20918569REDIQQFFEEFQSK 4 154426322 2xTMT6plex [N-Term; K14] 1.139 1.054 4.401967525 15.09 1 2289.191567 3 763.7329712 -3.148310471 -0.002402362 81.99609748LFELYTK 1 154426322 2xTMT6plex [N-Term; K7] 1.303 2.575523853 3.45 0 1371.82881 2 686.4169312 -1.62133591 -0.001112098 72.9449420929788751 DGKH diacylglycerol kinase eta isoform 2 160851 NP_821077.1 3.196721311 1 2 2 4 1220 134.78 6.54 0.8 1.71 1.25 Non-Significant #N/A DIIEDEDGVAMPHQWLEGNLPVSAK 2 29788751 2xTMT6plex [N-Term; K25] 0.803 3.620856285 3.72 0 3221.655285 3 1074.55835 1.617500218 0.001737009 84.63959971EQLGDDVTKPSSQK 2 29788751 3xTMT6plex [N-Term; K9; K14] 1.705 2.696759224 2.54 0 2219.248637 3 740.4219971 1.26193203 0.000933514 34.5452204230795204 HDAC9 histone deacetylase 9 isoform 5 9734 NP_848512.1 0.654817587 1 1 1 6 1069 117.504 6.6 0.41 0.33 0.37 Non-Significant #N/A IIEIQSK 6 30795204 2xTMT6plex [N-Term; K7] 0.409 0.326 3.145497084 15.52 0 1288.824059 2 644.914856 -1.259718832 -0.000811778 55.4042142
38201627 EIF4G1 eukaryotic translation initiation factor 4 gamma 1 isoform 2 1981 NP_937887.1 39.61640212 1 1 54 529 1512 166.486 5.21 1.06 0.86 0.96 #N/A

VFDWIEANLSEQQIVSNTLVR 12 38201627 1xTMT6plex [N-Term] 1.244 1.915 1.158 7.136814594 82.43 0 2690.435096 3 897.4828491 -0.409493884 -0.000367239 109.4404377EMDEAATAEER 6 38201627 1xTMT6plex [N-Term] 1.186 1.018 1.253 4.388738632 77.4 0 1480.678703 2 740.8427734 -0.29258542 -0.000216612 19.83447425AISEPNFSVAYANMCR 6 38201627 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.691 1.7 1.162 5.111383915 30.31 0 2058.993847 3 687.0021362 -0.96722416 -0.000663836 63.40430765ITKPGSIDSNNQLFAPGGR 6 38201627 2xTMT6plex [N-Term; K3] 1.29 1.057 1.07 6.004655838 30.34 0 2430.350528 3 810.7867432 -1.996147369 -0.001617113 53.37657302IIATVLMTEDIK 24 38201627 2xTMT6plex [N-Term; K12] 1.032 0.976 1.085 4.626481533 76.94 0 1805.085829 2 903.0465088 -0.048746643 -4.40E-05 96.67229156EFLPEGQDIGAFVAEQK 32 38201627 2xTMT6plex [N-Term; K17] 1.466 1.421 1.47 5.628328323 61.26 0 2336.253833 2 1168.630249 -0.261894969 -0.000305927 80.25522327LQGINCGPDFTPSFANLGR 15 38201627 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.259 0.89 1.265 5.684424877 62.3 0 2293.159667 3 765.0559082 -2.832437148 -0.002165077 76.19775036GGEELLPPESTPIPANLSQNLEAAAATQVAVSVPK 2 38201627 2xTMT6plex [N-Term; K35] 1.016 3.670979023 19.37 0 3957.158482 4 990.0454712 0.397478552 0.000393221 99.05971554GLPLVDDGGWNTVPISK 26 38201627 2xTMT6plex [N-Term; K17] 1.217 1.286 1.209 4.399106503 59.64 0 2226.253439 2 1113.62854 -1.633220104 -0.001817981 83.19594303MFFDALYDEDVVK 6 38201627 2xTMT6plex [N-Term; K13] 0.938 1.025 1.051 4.196074963 47.25 0 2050.060736 2 1025.533691 -0.307370162 -0.000315064 92.40033512
NHDEESLECLCR 12 38201627 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C11] 1.901 1.877 1.819 5.502488613 41.5 0 1790.799899 2 895.9022827 -1.457298671 -0.001304865 29.38778294
LTPQMFQQLMK 14 38201627 2xTMT6plex [N-Term; K11] 0.754 0.791 0.697 4.878294468 59.78 0 1823.032354 2 912.0200806 0.291186721 0.000265421 89.265951MIPSQISYPASQGAYYIPGQGR 2 38201627 1xTMT6plex [N-Term] 1.063 0.86 32.18 0 2613.333273 3 871.7835693 1.102560413 0.000960453 69.81880963QVTQLAIDTEER 12 38201627 1xTMT6plex [N-Term] 0.744 0.826 0.806 4.738094807 54.85 0 1631.88018 2 816.4442139 0.59483802 0.000485352 44.06816047EAVGDLLDAFK 32 38201627 2xTMT6plex [N-Term; K11] 1.306 1.256 1.291 4.89509201 52.15 0 1635.935794 2 818.4720459 0.624240193 0.000510608 85.90473411FSALQQAVPTESTDNRR 6 38201627 1xTMT6plex [N-Term] 1.33 1.372 1.377 6.362403393 26.81 1 2149.11991 3 717.0438843 -1.307678532 -0.000936786 46.88874358IHNAENIQPGEQK 12 38201627 2xTMT6plex [N-Term; K13] 1.114 0.926 0.929 4.962011337 39.1 0 1936.065245 2 968.5365601 0.309213333 0.000299329 43.08086362KIIATVLMTEDIK 4 38201627 3xTMT6plex [N-Term; K1; K13] 1.542 1.628 5.775611401 34.51 1 2162.343724 3 721.4521484 -0.847158331 -0.000610616 86.29469783

MLTEAIMHDCVVK 12 38201627 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.064 1.074 1.379 4.813345432 38.17 0 2005.068481 3 669.026001 -2.509490503 -0.001677233 67.39152063FSALQQAVPTESTDNR 4 38201627 1xTMT6plex [N-Term] 0.978 0.865 4.672355652 84.8 0 1993.018799 2 997.0128784 -0.159940319 -0.000159382 54.23815084VEYTLGEESEAPGQR 14 38201627 1xTMT6plex [N-Term] 1.483 1.186 1.272 6.111070633 65.62 0 1893.939152 2 947.4723511 -0.911423981 -0.000863091 39.41144737ERPSQPEGLR 2 38201627 1xTMT6plex [N-Term] 1.234 4.431221485 29.08 0 1397.769842 3 466.594635 -0.35090949 -0.000163497 19.4655887DITEEIMSGAR 10 38201627 1xTMT6plex [N-Term] 0.951 1.207 1.096 3.736766815 29.88 0 1450.74091 2 725.8736572 -0.601090704 -0.000436013 51.28262843FMLQDVLDLR 28 38201627 1xTMT6plex [N-Term] 1.147 1.334 100 3.795425653 56.24 0 1478.823852 2 739.9164429 1.188391833 0.000878711 94.70609101MDQYFNQMEK 6 38201627 2xTMT6plex [N-Term; K10] 1.312 1.167 1.205 3.83840394 41.37 0 1791.880998 2 896.4440918 -0.050776949 -4.55E-05 56.30494494EAALPPVSPLK 8 38201627 2xTMT6plex [N-Term; K11] 1.327 1.292 3.714409113 47.52 0 1579.98235 2 790.4945068 -0.388123402 -0.000306614 62.11911326AALSEEELEKK 6 38201627 3xTMT6plex [N-Term; K10; K11] 1.138 1.133 1.435 5.047726154 27.28 1 1934.141319 3 645.3849487 -0.530482744 -0.00034201 46.66739023EDAFYSWESSKDPAEQQGK 4 38201627 3xTMT6plex [N-Term; K11; K19] 0.945 0.863 3.573790073 15.67 1 2889.450978 3 963.8214111 -0.449279663 -0.000432724 57.24594708AIIEEYLHLNDMK 10 38201627 2xTMT6plex [N-Term; K13] 1.251 1.317 1.324 3.933381081 35.16 0 2047.129819 3 683.0474243 -1.025450737 -0.000699744 84.02652406LKGVIDLIFEK 3 38201627 3xTMT6plex [N-Term; K2; K11] 2.495 2.714 3.639804602 14.11 1 1962.260646 3 654.758606 0.315091216 0.000206097 109.1290263QKEMDEAATAEER 6 38201627 2xTMT6plex [N-Term; K2] 1.556 1.485 1.377 5.038588047 30.08 1 1965.995176 3 656.0031738 -0.105618583 -6.92E-05 23.55180335GVIDLIFEK 20 38201627 2xTMT6plex [N-Term; K9] 0.792 0.869 0.857 4.234932423 56.85 0 1491.918687 2 746.4628906 -0.122533488 -9.14E-05 93.03901902HGVESTLER 12 38201627 1xTMT6plex [N-Term] 1.051 1.049 0.914 3.992827177 48.78 0 1256.67963 3 419.5643311 -0.947278772 -0.000396809 18.95345917SDQWKPLNLEEK 9 38201627 3xTMT6plex [N-Term; K5; K12] 1.248 1.327 1.294 4.116916656 13.02 0 2174.24243 3 725.4158936 -4.278509061 -0.003100839 57.93769948TAADKDRGEEDADGSK 5 38201627 3xTMT6plex [N-Term; K5; K16] 1.637 1.396 1.306 4.599214077 13.14 2 2352.224607 3 784.7462158 -0.218167543 -0.00017106 18.24086242GEEDADGSK 6 38201627 2xTMT6plex [N-Term; K9] 0.923 0.894 0.995 2.842067242 33.6 0 1365.68981 2 683.3476563 -1.298816164 -0.00088689 16.39422831GGPGGELPR 6 38201627 1xTMT6plex [N-Term] 1.116 1.126 1.155 2.944969177 42.52 0 1068.599924 2 534.8035889 -0.02102342 -1.12E-05 23.01379318ALPSEELNR 10 38201627 1xTMT6plex [N-Term] 1.336 1.365 1.179 3.242613316 28.36 0 1257.700031 2 629.354248 0.944616141 0.000594022 32.83845425LKEELEEAR 23 38201627 2xTMT6plex [N-Term; K2] 1.411 1.469 1.393 3.675829887 16.48 1 1574.915393 2 787.9610596 -0.349446946 -0.000275175 43.46608911EAEEESDHN 6 38201627 1xTMT6plex [N-Term] 1.883 100 1.766 2.49697423 38.42 0 1288.54907 2 644.7785645 0.607432242 0.000391353 15.48835502GSRPIDTSR 4 38201627 1xTMT6plex [N-Term] 1.321 0.995 1.147 2.810109854 18.13 0 1217.679965 3 406.5649414 0.251510051 0.000102086 18.09948636EAEMEEHR 6 38201627 1xTMT6plex [N-Term] 1.008 1.14 1.06 3.128142595 42.09 0 1259.588766 3 420.5346069 0.397844753 0.00016704 15.45483999EFEKDKDDDEVFEK 10 38201627 4xTMT6plex [N-Term; K4; K6; K14] 1.686 0.929 1.243 5.176343441 8.69 2 2689.437844 4 673.114563 -0.528570266 -0.000355389 56.89254594LTPQMFQQLMK 3 38201627 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 0.769 2.766331196 30.78 0 1839.027269 2 912.0200806 0.291186721 0.000265421 89.265951EAEMEEHR 4 38201627 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.62 0.564 2.300204039 26.96 0 1275.583681 3 420.5346069 0.397844753 0.00016704 15.45483999RGDQGPK 4 38201627 2xTMT6plex [N-Term; K7] 1.209 1.122 3.469912291 15.01 1 1215.720991 3 405.9117432 -0.258741779 -0.000104853 15.28150085AASLTEDRDR 12 38201627 1xTMT6plex [N-Term] 1.01 1.13 1.259 3.8416605 27.59 1 1362.717472 3 454.9107361 0.134057101 6.09E-05 18.12243963VQQLMAK 4 38201627 2xTMT6plex [N-Term; K7] 1.257 1.22 3.089949846 37.86 0 1275.785899 2 638.3965454 -0.066672384 -4.25E-05 48.52912671TPLRPLDPTR 8 38201627 1xTMT6plex [N-Term] 1.145 1.081 1.387 3.66801095 17.51 0 1394.831714 3 465.6156616 0.514279446 0.000239111 32.56508162EITKPLRPLGK 8 38201627 3xTMT6plex [N-Term; K4; K11] 0.975 1.178 1.117 2.687455654 3.45 0 1939.267129 4 485.5726929 0.934839945 0.000453226 49.66938031
YLCDEQK 8 38201627 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.167 1.264 1.432 2.801639795 21.39 0 1413.744823 2 707.3756104 -0.621347545 -0.000439213 31.57978333
TIDQIHK 5 38201627 2xTMT6plex [N-Term; K7] 1.301 1.268 1.27 2.486413002 23.56 0 1312.798907 3 438.2717285 1.314418276 0.000575189 28.67788824FMLQDVLDLR 4 38201627 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.149 2.598005533 31.76 0 1494.818767 2 739.9164429 1.188391833 0.000878711 94.70609101LLTTIGK 10 38201627 2xTMT6plex [N-Term; K7] 1.192 1.192 1.241 2.608562708 35.49 0 1203.807681 2 602.4064331 -1.736962719 -0.001045485 58.7761149EAGLSWK 6 38201627 2xTMT6plex [N-Term; K7] 1.307 1.25 1.738 3.02362752 27.68 0 1248.735244 2 624.8706665 -0.95096394 -0.000593751 55.16345822KVGTLWR 4 38201627 2xTMT6plex [N-Term; K1] 1.547 1.605 1.533 3.228002787 5.72 1 1317.840712 3 439.9517212 -0.077168493 -3.39E-05 41.31222072AASLTEDR 2 38201627 1xTMT6plex [N-Term] 1.115 2.079602242 18.2 0 1091.589418 2 546.2979736 -0.685023473 -0.000373882 21.07376413EMDEAATAEER 3 38201627 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.024 2.007997513 37.41 0 1496.673618 2 740.8427734 -0.29258542 -0.000216612 19.83447425AIIEEYLHLNDMK 1 38201627 2xTMT6plex [N-Term; K13]; 1xOxidation [M12] 0.945 1.483385682 0.62 0 2063.124734 3 683.0474243 -1.025450737 -0.000699744 84.0265240640806193 TMEM189 transmembrane protein 189 isoform 1 387521 NP_954580.1 12.96296296 1 1 3 26 270 31.116 6.71 1.38 1.91 1.67 1.65 Significant 0.00848 ELAALYSPGK 10 40806193 2xTMT6plex [N-Term; K10] 1.486 1.895 1.56 4.534505367 54.19 0 1506.893201 2 753.9503784 0.185325634 0.000139633 57.75267004RLEDLIQGLTGEKPR 12 40806193 2xTMT6plex [N-Term; K13] 1.376 1.909 1.672 6.251714706 22.58 1 2183.291222 4 546.5776978 -1.035489151 -0.000565194 72.74990584WSHTYFGLPR 4 40806193 1xTMT6plex [N-Term] 1.204 1.402 3.160516739 9.76 0 1492.789849 3 498.2677307 -0.810972374 -0.000403537 52.4515195466773040 PLPP6 phospholipid phosphatase 6 403313 NP_982278.3 3.389830508 1 1 1 4 295 32.173 9.99 0.97 1.09 1.03 Non-Significant #N/A ATAVDPTCAR 4 66773040 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.968 1.086 2.667001486 22.4 0 1290.667351 2 645.8366089 -1.092656881 -0.000705128 22.21863346767883125 LOC100506514 uncharacterized protein LOC100506514 100506514 XP_011538667.1 1.639344262 1 2 2 10 488 56.619 8.6 1.24 2.1 1.16 1.5 Significant 0.038 KIFEEIAR 6 767883125 2xTMT6plex [N-Term; K1] 1.239 100 1.361 2.742018223 18.45 1 1463.898621 2 732.4526367 -0.426192423 -0.000311951 56.5718329IFEEIAR 4 767883125 1xTMT6plex [N-Term] 1.464 0.928 2.813129902 30.58 0 1106.640726 2 553.8234253 -1.040802164 -0.000575897 59.49580011

4557233 ACADS short-chain specific acyl-CoA dehydrogenase, mitochondrial isoform 1 precursor 35 NP_000008.1 7.281553398 1 2 2 8 412 44.269 7.99 1.1 0.91 1 Non-Significant #N/A
GISAFLVPMPTPGLTLGK 4 4557233 2xTMT6plex [N-Term; K18] 1.125 0.95 4.239354134 63.42 0 2257.339418 3 753.1139526 -5.366073772 -0.004037683 107.9402331LADMALALESAR 4 4557233 1xTMT6plex [N-Term] 1.049 0.89 4.348156929 43.06 0 1489.82458 2 745.4135132 -3.24211513 -0.002415091 79.30246364557679 JAG1 protein jagged-1 precursor 182 NP_000205.1 0.903119869 1 1 1 4 1218 133.709 6.06 2.26 1.2 1.73 Non-Significant #N/A IVLPFSFAWPR 4 4557679 1xTMT6plex [N-Term] 2.256 1.2 3.213577032 35.54 0 1561.909236 2 781.4578857 -0.47473029 -0.000370743 109.649797366346698 NAGLU alpha-N-acetylglucosaminidase precursor 4669 NP_000254.2 4.441453567 1 2 2 4 743 82.214 6.65 0.95 0.59 0.77 Non-Significant #N/A
KDPVPDLAAWVTSFAAR 2 66346698 2xTMT6plex [N-Term; K1] 0.954 5.079673767 11.14 1 2302.295973 3 768.1038208 0.406642914 0.000312071 104.1232311LLGPGPAADFSVSVER 2 66346698 1xTMT6plex [N-Term] 0.592 3.3687675 22.85 0 1844.011529 2 922.5095825 0.194971158 0.000179765 71.023382434506331 PTS 6-pyruvoyl tetrahydrobiopterin synthase 5805 NP_000308.1 22.06896552 1 2 2 6 145 16.375 6.68 0.87 0.89 0.88 Non-Significant #N/A

VVVTVHGEIDPATGMVMNLADLK 2 4506331 2xTMT6plex [N-Term; K23] 0.729 4.200218201 28.81 0 2867.577492 3 956.5263672 -4.513857964 -0.004314612 93.80267323VLPVGVLYK 4 4506331 2xTMT6plex [N-Term; K9] 0.88 0.887 2.964941025 35.59 0 1445.949594 2 723.4786987 0.364563841 0.00026357 78.886689084507513 TIMP3 metalloproteinase inhibitor 3 precursor 7078 NP_000353.1 9.952606635 1 2 2 5 211 24.129 8.72 1.66 1.7 1.68 Non-Significant #N/A
SCYYLPCFVTSK 2 4507513 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C2; C7] 2.45 2.855008602 18.89 0 1983.012013 2 992.0098267 0.183564351 0.000182005 72.90561423WDQLTLSQR 3 4507513 1xTMT6plex [N-Term] 1.659 1.362 2.786984682 15.04 0 1375.75313 2 688.378479 -2.506425109 -0.001724111 50.869912554557403 SLC25A20 mitochondrial carnitine/acylcarnitine carrier protein 788 NP_000378.1 18.93687708 1 4 4 12 301 32.922 9.41 0.84 0.83 0.84 Non-Significant #N/A

AFPANAACFLGFEVAMK 4 4557403 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C8] 1.055 0.428 4.766562939 33.64 0 2302.212837 3 768.0750122 -1.022476666 -0.000784653 104.2414585
YTGTLDCAK 4 4557403 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.861 0.91 3.013434649 24.68 0 1486.797586 2 743.9015503 -1.185335569 -0.000881177 33.99375422

LQTQPPSLPGQPPMYSGTFDCFR 2 4557403 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 0.951 3.416244268 3.46 0 2853.390137 3 951.8013306 -0.244663627 -0.000232707 75.61094838FQTAPPGK 2 4557403 2xTMT6plex [N-Term; K8] 0.708 3.032802105 25.31 0 1303.777443 2 652.3924561 0.147609069 9.62E-05 37.0335918
21361163 GGCX vitamin K-dependent gamma-carboxylase isoform 1 2677 NP_000812.2 2.770448549 1 2 2 6 758 87.505 8.02 1.18 0.97 1.07 Non-Significant #N/A LLGFEWTDLSSWR 2 21361163 1xTMT6plex [N-Term] 1.507 3.919810295 23.58 0 1838.96385 2 919.9852295 -0.363310907 -0.000334058 102.6063665LQQLLPLK 4 21361163 2xTMT6plex [N-Term; K8] 1.076 0.967 2.938494444 24.72 0 1410.944843 2 705.9755859 -0.671475575 -0.000473707 80.7548981123065563 GSTM5 glutathione S-transferase Mu 5 2949 NP_000842.2 11.00917431 1 1 3 12 218 25.658 7.39 0.62 0.7 0.66 Non-Significant #N/A ITQSNAILR 6 23065563 1xTMT6plex [N-Term] 0.836 1.209 0.782 3.551818132 49.4 0 1244.752401 2 622.8792114 -1.008351891 -0.000627574 38.64149825SQWLNEK 2 23065563 2xTMT6plex [N-Term; K7] 1.035 2.850845814 7.38 0 1362.778171 2 681.8925171 -0.303578617 -0.000206855 44.81954978RPWFAGDK 4 23065563 2xTMT6plex [N-Term; K8] 0.617 0.594 3.440827608 29.26 0 1434.82579 3 478.946228 -1.156487415 -0.000553119 43.37860881115430227 LYRM5 LYR motif-containing protein 5 144363 NP_001001660.2 10 1 1 1 4 90 10.857 9.92 0.93 0.69 0.81 Non-Significant #N/A ELEALYFLR 4 115430227 1xTMT6plex [N-Term] 0.926 0.688 3.534758806 46.91 0 1382.788118 2 691.894043 -5.285583817 -0.003654421 83.4835788249169841 C8orf82 UPF0598 protein C8orf82 414919 NP_001001795.1 5.092592593 1 1 1 3 216 23.874 9.14 1.23 0.97 1.1 Non-Significant #N/A DPQFLVTFFSR 3 49169841 1xTMT6plex [N-Term] 1.227 0.966 2.714279413 6.95 0 1585.857595 2 793.4332886 1.075694592 0.000852949 95.6365142252630425 NCK2 cytoplasmic protein NCK2 isoform A 8440 NP_001004720.1 4.736842105 1 1 2 9 380 42.889 6.95 1.19 1 1.09 Non-Significant #N/A IYDLNIPAFVK 4 52630425 2xTMT6plex [N-Term; K11] 1.187 1.001 3.281876802 30.94 0 1751.050764 2 876.0297852 0.873499804 0.000764771 94.06229615DTLGIGK 10 52630425 2xTMT6plex [N-Term; K7] 1.541 1.132 1.06 2.2537148 14.88 0 1161.724345 2 581.3654175 -0.677027271 -0.00039326 41.64556871
56699403 SLC25A25 calcium-binding mitochondrial carrier protein SCaMC-2 isoform b 114789 NP_001006642.1 4.373757455 1 1 1 4 503 55.362 8.21 1.01 1.08 1.04 Non-Significant #N/A

LVAGSLAGAIAQSSIYPMEVLK 4 56699403 2xTMT6plex [N-Term; K22] 1.011 1.077 5.317789555 57.66 0 2676.54103 3 892.8503418 -1.703033626 -0.001519413 109.8267154190341107 NAA30 N-alpha-acetyltransferase 30 122830 NP_001011713.2 3.591160221 1 1 1 4 362 39.295 5.52 1.03 0.85 0.94 Non-Significant #N/A SPAGGESATVAAK 4 190341107 2xTMT6plex [N-Term; K13] 1.028 0.849 4.538815022 40.82 0 1603.905556 2 802.4549561 -1.821148766 -0.001460475 27.29012557153791707 SNX30 sorting nexin-30 401548 NP_001013012.1 4.347826087 1 1 1 4 437 49.645 5.35 1.3 1.11 1.2 Non-Significant #N/A TRPLEFAAIGDYLDTFALK 4 153791707 2xTMT6plex [N-Term; K19] 1.296 1.111 4.847877502 26.23 0 2599.453596 3 867.1547852 -1.459311009 -0.00126447 106.461034662000702 DGKK diacylglycerol kinase kappa 139189 NP_001013764.1 0.629425649 1 1 1 2 1271 141.739 5.53 0.3 0.23 0.26 Non-Significant #N/A LAENLISK 2 62000702 2xTMT6plex [N-Term; K8] 0.297 0.231 1.680792689 10.95 0 1345.845523 2 673.4255371 -1.281678485 -0.000862471 47.2600827562339424 EMC6 ER membrane protein complex subunit 6 83460 NP_001014764.1 9.090909091 1 1 1 4 110 12.01 10.07 1.21 1.53 1.37 Non-Significant #N/A GNAAVLDYCR 4 62339424 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.209 1.534 3.671327829 51.72 0 1367.6939 2 684.3497314 -1.253372099 -0.000857115 30.62773014118498347 DNAJC25 dnaJ homolog subfamily C member 25 precursor 548645 NP_001015882.2 11.38888889 1 3 4 14 360 42.377 9.13 0.89 0.92 0.91 Non-Significant #N/A SQFDSLEDHQK 2 118498347 2xTMT6plex [N-Term; K11] 0.89 3.721474171 24.54 0 1791.927748 3 597.9807739 0.011254552 6.72E-06 33.22888153AISYLATVPK 4 118498347 2xTMT6plex [N-Term; K10] 1.059 0.995 3.370929241 16.58 0 1520.945237 2 760.9760132 -0.32005282 -0.000243391 63.55909438
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

IQATEIAK 4 118498347 2xTMT6plex [N-Term; K8] 0.717 0.923 3.095538378 30.68 0 1331.829872 2 666.418457 -0.17647712 -0.000117519 44.84324461YRPQPGDEGPGR 4 118498347 1xTMT6plex [N-Term] 0.896 0.968 5.301608562 15.65 0 1557.79712 3 519.9366455 -1.114597364 -0.000578772 18.1064745571274144 AHDC1 AT-hook DNA-binding motif-containing protein 1 27245 NP_001025053.1 1.434809732 1 1 1 4 1603 168.245 9.04 1.07 0.84 0.96 Non-Significant #N/A
EPAVVAAEAATVAAATMAMPEVK 4 71274144 2xTMT6plex [N-Term; K23] 1.07 0.843 6.172541618 42.65 0 2686.45598 3 896.1552124 -1.822528642 -0.001632048 112.1149117

71999135 METTL17 methyltransferase-like protein 17, mitochondrial isoform 1 precursor 64745 NP_001025162.1 2.30125523 1 1 1 4 478 53.017 9.14 0.41 0.35 0.38 Non-Significant #N/A HLPVEPEELQR 4 71999135 1xTMT6plex [N-Term] 0.408 0.35 3.242223024 12.26 0 1575.869222 3 525.9612427 -0.029896298 -1.57E-05 41.1773696572534833 RAB24 ras-related protein Rab-24 53917 NP_001026847.1 6.896551724 1 1 1 4 203 23.109 6.23 0.7 0.67 0.68 Non-Significant #N/A VDFHDVQDYADNIK 4 72534833 2xTMT6plex [N-Term; K14] 0.696 0.671 3.969297886 23.47 0 2137.096604 3 713.0369873 -0.09161305 -6.53E-05 60.94874078
82617634 CYFIP2 cytoplasmic FMR1-interacting protein 2 isoform a 26999 NP_001032410.1 16.52035116 1 1 19 152 1253 145.579 7.05 0.73 1.5 1.12 Non-Significant #N/A AVGPSSTQLYMVR 10 82617634 1xTMT6plex [N-Term] 0.919 0.936 1.022 4.804906368 64.76 0 1637.888243 2 819.447998 0.291047788 0.000238352 50.31497648HEYGSPGILEFFHHQLK 10 82617634 2xTMT6plex [N-Term; K17] 0.895 0.885 0.939 7.230460644 28.37 0 2497.339235 4 625.0892944 -1.556390726 -0.000971709 68.76168465YAPLHLVPLIER 16 82617634 1xTMT6plex [N-Term] 0.81 0.868 0.794 3.820636272 51.97 0 1649.994029 3 550.6693726 -0.281264181 -0.000154695 73.59401091DFVSEAYLITLGK 24 82617634 2xTMT6plex [N-Term; K13] 0.923 0.891 0.863 4.746360302 40.34 0 1914.098836 2 957.553833 0.811335128 0.000776488 92.33413832TVEVLEPEVTK 16 82617634 2xTMT6plex [N-Term; K11] 0.884 0.925 0.959 4.32209301 58.17 0 1702.003873 2 851.505249 -0.383097321 -0.000326017 56.91465626FINMFAVLDELK 4 82617634 2xTMT6plex [N-Term; K12]; 1xOxidation [M4] 0.421 0.937 4.07089138 34.81 0 1914.081078 3 638.6984863 -0.090166308 -5.75E-05 101.1425013

LCCGLSMFEVILTR 2 82617634 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C3] 1.234 4.764037132 35.84 0 1928.000513 3 643.3377686 -0.912985202 -0.000586745 109.5485371
TMLESLIADK 22 82617634 2xTMT6plex [N-Term; K10] 0.878 0.862 0.849 4.182580471 48.97 0 1578.917701 2 789.9625244 0.045042325 3.56E-05 79.06227977SVETDSSTVEHVR 4 82617634 1xTMT6plex [N-Term] 0.734 1.503 3.441481829 25.44 0 1674.849609 3 558.9542236 -0.890152498 -0.000496957 21.2768898EANHNVSAPYGR 6 82617634 1xTMT6plex [N-Term] 0.92 0.975 0.964 4.102556229 30.87 0 1543.78147 3 515.2674561 4.110286454 0.002115128 16.58661214LADQIFAYYK 18 82617634 2xTMT6plex [N-Term; K10] 1.062 1.059 1.113 4.103396416 48.95 0 1689.961615 2 845.4837646 -0.806020156 -0.000681072 76.89051726LGTPQQIAIAR 6 82617634 1xTMT6plex [N-Term] 1.079 0.743 0.797 3.644014597 38.72 0 1396.847364 2 698.9266357 -0.980404631 -0.000684738 45.57981837SLLQGTILQYVK 2 82617634 2xTMT6plex [N-Term; K12] 0.534 3.560627937 20.12 0 1821.124992 3 607.7137451 0.928245766 0.000563484 90.5772413TSAHYEENK 6 82617634 2xTMT6plex [N-Term; K9] 0.891 0.96 0.826 3.80284214 29.26 0 1536.805842 3 512.9394531 -1.325037258 -0.000678775 19.16556713YNYTSEEK 6 82617634 2xTMT6plex [N-Term; K8] 1.028 1.015 0.812 3.77733469 37.08 0 1491.773145 2 746.3895874 -0.836035503 -0.000623588 27.67574922GLQVLMGR 2 82617634 1xTMT6plex [N-Term] 1.136 1.898871541 24.87 0 1102.660415 2 551.8341064 0.472394418 0.000260445 51.71631618MYLTPSEK 2 82617634 2xTMT6plex [N-Term; K8] 0.915 2.501502991 18.82 0 1426.801609 2 713.9039307 -0.717760527 -0.000512051 46.82919928FISELAR 6 82617634 1xTMT6plex [N-Term] 0.801 0.976 0.866 3.134615183 19.53 0 1064.630161 2 532.8186646 -0.102024573 -5.43E-05 53.32339772NDHSAYK 2 82617634 2xTMT6plex [N-Term; K7] 0.859 1.897718191 10.1 0 1292.699921 3 431.571106 -0.8945223 -0.00038545 16.3956449109826564 NF1 neurofibromin isoform 1 4763 NP_001035957.1 1.056710109 1 3 3 6 2839 319.168 7.39 1.09 1.25 1.17 Non-Significant #N/A MEDGQAAESLHK 2 109826564 2xTMT6plex [N-Term; K12] 1.089 4.015819073 14.14 0 1773.920555 3 591.9794312 1.795845379 0.001061896 30.99415588ILHTLLTLVNK 2 109826564 2xTMT6plex [N-Term; K11] 1.085 3.295474052 16.54 0 1723.124598 3 575.0461426 -0.419763972 -0.000241102 106.0815845LLDPLLR 2 109826564 1xTMT6plex [N-Term] 1.405 2.571998119 31.4 0 1068.697847 2 534.852478 -0.156550622 -8.37E-05 70.22882014116642885 PNKD probable hydrolase PNKD isoform 3 precursor 25953 NP_001070867.1 19.71830986 1 2 2 8 142 15.387 10.58 2.33 1.6 1.13 1.69 Significant 0.0403 ASSQSAPSPDVGSGVQT 6 116642885 1xTMT6plex [N-Term] 2.37 1.599 1.134 3.376921177 52.37 0 1803.892202 2 902.4494019 -0.373879915 -0.00033722 29.89621577LSNTGEYESQR 2 116642885 1xTMT6plex [N-Term] 2.309 2.57439518 12.01 0 1512.749166 2 756.8764038 -2.403110108 -0.001817651 23.3320165350659080 SERPINA3 alpha-1-antichymotrypsin precursor 12 NP_001076.2 4.964539007 1 2 2 3 423 47.621 5.52 1.05 0.84 0.95 Non-Significant #N/A ITLLSALVETR 2 50659080 1xTMT6plex [N-Term] 0.844 3.920283318 46.52 0 1444.893646 2 722.9492798 -1.635296615 -0.001181415 95.0653368ADLSGITGAR 1 50659080 1xTMT6plex [N-Term] 1.047 1.455593944 2.14 0 1189.673817 2 595.3450317 7.540005031 0.004485073 25.64819282217035121 BBX HMG box transcription factor BBX isoform 1 56987 NP_001136040.1 1.806588735 1 1 1 4 941 105.064 8.79 1.02 1.27 1.14 Non-Significant #N/A

SALFQLAEMCLASEGMK 4 217035121 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 1.019 1.27 4.705265045 39.21 0 2344.211517 3 782.0757446 0.496553622 0.000388009 105.0151006
229892328 IQCC IQ domain-containing protein C isoform 1 55721 NP_001153514.1 1.282051282 1 1 1 2 546 61.928 8.43 0.99 1.14 1.07 Non-Significant #N/A EPELLVR 2 229892328 1xTMT6plex [N-Term] 0.994 1.14 9.84 0 1084.656376 2 542.831543 -0.52228753 -0.000283251 42.71106827241666392 CLK1 dual specificity protein kinase CLK1 isoform 2 1195 NP_001155879.1 2.661596958 1 1 1 4 526 61.718 8.94 1.07 1.26 1.17 Non-Significant #N/A YEIVDTLGEGAFGK 4 241666392 2xTMT6plex [N-Term; K14] 1.068 1.263 4.330247402 41.74 0 1957.068265 3 653.0276489 0.065913564 4.30E-05 74.19045293
256600196 RAPGEF6 rap guanine nucleotide exchange factor 6 isoform 1 51735 NP_001157858.1 1.802361715 1 2 2 4 1609 180.322 6.52 1.27 0.66 0.96 Non-Significant #N/A VSQVLQVPAVNLHPIR 2 256600196 1xTMT6plex [N-Term] 0.662 4.640654564 14.79 0 1999.201395 3 667.072876 1.340214995 0.00089312 70.77267996NIEPTEYIDDLFK 2 256600196 2xTMT6plex [N-Term; K13] 1.267 2.435558558 8.2 0 2055.105044 2 1028.053589 -2.502449031 -0.002571398 94.3947605262359911 AFF1 AF4/FMR2 family member 1 isoform 1 4299 NP_001160165.1 0.65681445 1 1 1 2 1218 132.302 9.22 0.77 0.55 0.66 Non-Significant #N/A ITLDLLSR 2 262359911 1xTMT6plex [N-Term] 0.767 0.548 2.356403112 14.83 0 1159.72479 2 580.3653564 -1.167017716 -0.00067671 67.92885736282165704 CHD8 chromodomain-helicase-DNA-binding protein 8 isoform 1 57680 NP_001164100.1 2.750871755 1 4 5 13 2581 290.338 6.47 1.56 2.62 2.09 Non-Significant #N/A

SPEETATQVPSLESLTLK 2 282165704 2xTMT6plex [N-Term; K18] 1.494 4.851238728 20.82 0 2388.327392 3 796.7816772 1.292305356 0.001028816 77.42188358VLIFSQMVR 4 282165704 1xTMT6plex [N-Term] 1.475 1.347 3.698573589 38.95 0 1321.786344 2 661.3961182 -1.047356769 -0.000692191 78.34071635SLLIGVFK 2 282165704 2xTMT6plex [N-Term; K8] 1.521 2.56973815 16.26 0 1334.88118 2 667.9436646 -0.844530925 -0.000563674 83.58485984LPPAAGDEPPDPNLFIEPITEER 2 282165704 1xTMT6plex [N-Term] 1.202 3.754886866 13.04 0 2746.413692 3 916.1418457 -0.985929626 -0.00090259 83.89191218TDISLDDPNFWQK 3 282165704 2xTMT6plex [N-Term; K13] 1.866 2.616 1.85813117 10.54 0 2037.069327 2 1019.039368 1.046405998 0.001065801 73.45241158
298676520 TAF6 transcription initiation factor TFIID subunit 6 isoform epsilon 6878 NP_001177344.1 3.641456583 1 2 2 4 714 76.947 8.92 1.53 0.92 1.23 Non-Significant #N/A EVDLSDIINTPLPR 2 298676520 1xTMT6plex [N-Term] 1.53 3.87416482 49.79 0 1811.011195 2 906.0098877 0.720178113 0.000652125 82.77309846AQAALQAQQVNR 2 298676520 1xTMT6plex [N-Term] 0.92 3.174508095 36.28 0 1526.860054 2 763.9332886 -0.493608802 -0.000376836 24.35781041312283691 TBC1D24 TBC1 domain family member 24 isoform 1 57465 NP_001186036.1 4.651162791 1 2 2 4 559 62.879 7.36 0.96 0.89 0.93 Non-Significant #N/A AGQPLESDSVK 2 312283691 2xTMT6plex [N-Term; K11] 0.891 2.71900034 32.49 0 1588.894657 2 794.9511719 0.257864798 0.00020486 33.49026387TVTPDASVYSDIVGK 2 312283691 2xTMT6plex [N-Term; K15] 0.959 3.179656744 11.91 0 2010.115943 3 670.7109985 1.243418559 0.000833138 64.81984345315259111 NEDD8-MDP1 NEDD8-MDP1 protein 100528064 NP_001186752.1 9.844559585 1 2 2 10 193 22.014 6.37 1.13 0.88 1 Non-Significant #N/A LYPEVPEVLK 4 315259111 2xTMT6plex [N-Term; K10] 0.947 0.849 3.199537992 41.1 0 1644.997666 2 823.0022583 -0.258959904 -0.000212994 76.09535976EGIPPQQQR 6 315259111 1xTMT6plex [N-Term] 1.609 0.887 2.782483816 15.8 0 1281.711265 2 641.3590088 -0.408728463 -0.000261936 19.94861909318067966 RNF14 E3 ubiquitin-protein ligase RNF14 isoform 1 9604 NP_001188294.1 6.329113924 1 3 3 8 474 53.802 4.75 0.8 0.81 0.8 Non-Significant #N/A KAESVQGGETR 4 318067966 2xTMT6plex [N-Term; K1] 0.801 0.721 3.976289749 15.46 1 1619.911704 3 540.6419678 -0.218758644 -0.000118123 17.28814655ALEEMESK 2 318067966 2xTMT6plex [N-Term; K8]; 1xOxidation [M5] 0.847 1.351217031 22.79 0 1410.755053 2 705.8812866 0.172767191 0.000121866 25.0217114

SCPCCGTPIEK 2 318067966 2xTMT6plex [N-Term; K11]; 3xCarbamidomethyl [C2; C4; C5] 1.344 2.941427946 28.54 0 1766.863969 2 883.9346924 -1.052981105 -0.000930237 31.58201401
321400149 WBSCR22 probable 18S rRNA (guanine-N(7))-methyltransferase isoform 1 114049 NP_001189489.1 7.382550336 1 1 1 4 298 33.824 9.14 1.33 1.23 1.28 Non-Significant #N/A

AVLQLYPENSEQLELITTQATK 4 321400149 2xTMT6plex [N-Term; K22] 1.331 1.233 4.654137135 49.83 0 2947.639224 3 983.2181396 0.217742153 0.000213942 89.45302745323276616 COMMD3-BMI1 COMMD3-BMI1 read-through protein 100532731 NP_001190991.1 6.18336887 1 1 2 8 469 53.26 7.93 1.13 0.95 1.04 Non-Significant #N/A AAFQSLLDAQADEAVLDHPDLK 6 323276616 2xTMT6plex [N-Term; K22] 0.674 0.951 6.250109196 76.16 0 2825.508544 4 707.1342163 2.297364978 0.001622806 86.71517949LVPGLFK 2 323276616 2xTMT6plex [N-Term; K7] 1.256 2.472080708 20.3 0 1231.817851 2 616.4122925 -0.440827401 -0.00027151 77.62862717324715041 BIVM-ERCC5 BIVM-ERCC5 protein 100533467 NP_001191354.1 2.56097561 1 2 2 6 1640 184.537 6.3 1.21 1.14 1.17 Non-Significant #N/A EHENFLETIQEQQTTESAGQDLISIPK 2 324715041 2xTMT6plex [N-Term; K27] 1.091 2.060503244 12.16 0 3543.821892 3 1181.945435 -0.03991427 -4.71E-05 77.60061142IRPIFVFDGDAPLLK 4 324715041 2xTMT6plex [N-Term; K15] 1.21 1.146 4.589104652 10.32 0 2159.299268 3 720.4414673 4.900245014 0.003527032 93.79543901344217737 RABGAP1L rab GTPase-activating protein 1-like isoform C 9910 NP_001230694.1 6.756756757 1 2 3 10 370 42.662 7.33 1.39 1.14 1.27 #N/A EMELELAQTK 4 344217737 2xTMT6plex [N-Term; K10] 1.467 1.169 4.238926411 34.49 0 1649.918429 2 825.4642334 1.673329315 0.001380428 55.99092434LVETEEEK 2 344217737 2xTMT6plex [N-Term; K8] 1.401 3.052559376 10.73 0 1434.809197 2 717.9070435 -1.66308938 -0.001193108 33.64845705LQLVEAK 4 344217737 2xTMT6plex [N-Term; K7] 1.394 0.867 2.446703672 16.24 0 1258.813494 2 629.9096069 -1.236833589 -0.000778471 54.58959107
380254497 COX14 cytochrome c oxidase assembly protein COX14 84987 NP_001244062.1 26.31578947 1 2 2 8 57 6.595 9.55 1.76 1.83 1.8 Non-Significant #N/A

QLADIGYK 4 380254497 2xTMT6plex [N-Term; K8] 1.852 2.161 3.579226255 29.83 0 1365.814222 2 683.4104614 -0.421864429 -0.000288094 49.24640896QAAEEQK 4 380254497 2xTMT6plex [N-Term; K7] 1.626 1.468 3.036396027 24.18 0 1261.715237 2 631.3607178 -0.854180954 -0.000538867 17.19923317520261838 NFXL1 NF-X1-type zinc finger protein NFXL1 152518 NP_001265553.1 1.756311745 1 2 2 5 911 101.27 8.41 0.86 1.34 1.1 Non-Significant #N/A
MVTTTCYCK 3 520261838 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C6; C8] 1.057 1.337 2.873327732 5.04 0 1621.815227 2 811.4098511 -1.727552877 -0.001400886 38.42818458

AALEEEK 2 520261838 2xTMT6plex [N-Term; K7] 0.789 2.566033602 17.24 0 1247.724739 2 624.3656006 -0.652522227 -0.000407084 28.04786304556695399 TUBGCP4 gamma-tubulin complex component 4 isoform a 27229 NP_001273343.1 3.148425787 1 1 1 3 667 76.041 6.65 1.08 1.29 1.19 Non-Significant #N/A TPPTAVTEHDVNVAFQQSAHK 3 556695399 2xTMT6plex [N-Term; K21] 1.082 1.291 4.156138897 1.93 0 2735.451698 4 684.6190186 0.930854949 0.000636577 51.70170263
557440888 PHRF1 PHD and RING finger domain-containing protein 1 isoform 1 57661 NP_001273510.1 2.183141298 1 2 3 8 1649 178.557 8.95 1.04 1.02 1.03 Non-Significant #N/A

VQEAARPEEVVSQTPLLR 4 557440888 1xTMT6plex [N-Term] 1.037 1.023 4.596570015 22 0 2251.26076 3 751.0923462 0.766168118 0.000574948 54.36273279GVGSTFESFR 2 557440888 1xTMT6plex [N-Term] 1.044 3.820545435 41.08 0 1315.684381 2 658.3434448 -3.624229055 -0.002384171 45.76421303SGEINPVK 2 557440888 2xTMT6plex [N-Term; K8] 1.357 2.826945305 19.89 0 1301.782922 2 651.3951416 0.064744378 4.21E-05 32.66070981557948010 UBL7 ubiquitin-like protein 7 isoform b 84993 NP_001273670.1 2.142857143 1 1 1 4 420 45.109 5.36 1.32 1.08 1.2 Non-Significant #N/A LADQPLTPK 4 557948010 2xTMT6plex [N-Term; K9] 1.319 1.077 2.836064816 18.11 0 1440.882636 2 720.9429321 -2.809841749 -0.002024326 46.39122977
559098386 RABGEF1 rab5 GDP/GTP exchange factor isoform b 27342 NP_001273990.1 1.98019802 1 1 1 4 505 58.488 7.52 0.75 0.92 0.83 Non-Significant #N/A LQSNIQYITR 4 559098386 1xTMT6plex [N-Term] 0.754 0.915 3.575313807 26.47 0 1464.837194 2 732.9229126 0.92504158 0.000677518 47.03000159647569083 SPATS2 spermatogenesis-associated serine-rich protein 2 65244 NP_001280214.1 5.504587156 1 2 2 4 545 59.508 8.9 1.58 1.25 1.41 Non-Significant #N/A ELEDPESAMLDTLDR 2 647569083 1xTMT6plex [N-Term] 1.579 3.358776569 49.5 0 1962.952753 2 981.9799194 -0.097084768 -9.53E-05 68.29617678YQSAPSQAPGNTIER 2 647569083 1xTMT6plex [N-Term] 1.245 2.826363087 31.56 0 1847.944906 2 924.4752197 -0.94321907 -0.000871508 28.23785721734520325 ISG20L2 interferon-stimulated 20 kDa exonuclease-like 2 81875 NP_001290024.1 3.682719547 1 1 1 4 353 39.13 9.94 1.22 1.28 1.25 Non-Significant #N/A VDLLGEFQSALPK 4 734520325 2xTMT6plex [N-Term; K13] 1.218 1.275 4.095385075 36.6 0 1875.099171 3 625.7041016 -0.756947964 -0.000473117 92.35427451
735997387 MORC2 MORC family CW-type zinc finger protein 2 isoform 1 22880 NP_001290185.1 1.550387597 1 1 1 4 1032 117.75 8.38 0.98 0.92 0.95 Non-Significant #N/A

DIQMAETSPEGTKPER 4 735997387 2xTMT6plex [N-Term; K13] 0.984 0.919 4.456878662 11.98 0 2247.169117 3 749.7266235 -1.691022942 -0.001266672 35.96283371815930072 AKTIP AKT-interacting protein isoform 2 64400 NP_001295254.1 7.508532423 1 1 1 4 293 33.235 9.38 0.84 0.99 0.92 Non-Significant #N/A LVFDIPVFHPLVDPTSGELDVK 4 815930072 2xTMT6plex [N-Term; K22] 0.842 0.991 4.142264366 46.5 0 2895.627203 3 965.8791504 -1.486665176 -0.001434943 111.3315754
971460840 ANAPC10 anaphase-promoting complex subunit 10 isoform 5 10393 NP_001305296.1 9.589041096 1 2 2 6 219 25.216 9.17 1.29 1.43 1.36 Non-Significant #N/A

IYTPVEESSIGK 2 971460840 2xTMT6plex [N-Term; K12] 1.235 4.07062149 48.48 0 1781.009687 2 891.008667 0.207901382 0.000185137 53.2995928SDESYTPSK 4 971460840 2xTMT6plex [N-Term; K9] 1.287 1.713 3.056652546 20.25 0 1471.76806 2 736.3883057 0.866133843 0.000637374 25.52075372
972781663 CTU2 cytoplasmic tRNA 2-thiolation protein 2 isoform 3 348180 NP_001305436.1 3.242320819 1 1 1 6 586 63.641 7.01 2.75 1.08 0.84 1.56 Non-Significant 0.122

DLPSLDPLPPYILAEAQLR 6 972781663 1xTMT6plex [N-Term] 2.751 1.076 0.844 4.762161732 30.58 0 2350.321964 3 784.1160278 4.921238993 0.003855499 103.6458108974141164 TPD52L1 tumor protein D53 isoform 7 7164 NP_001305832.1 4.306220096 1 1 1 4 209 22.985 6.01 0.88 0.92 0.9 Non-Significant #N/A VETTVTSLK 4 974141164 2xTMT6plex [N-Term; K9] 0.878 0.917 3.839435816 22.2 0 1435.877217 2 718.4420166 -0.320317691 -0.000229968 49.122994451002341781 KPNA2 importin subunit alpha-1 3838 NP_001307540.1 16.06805293 1 7 7 62 529 57.826 5.4 1.89 1.73 1.69 1.77 Significant 0.00119 NKNPAPPIDAVEQILPTLVR 12 1002341781 2xTMT6plex [N-Term; K2] 2.052 1.839 2.194 7.01512289 28.11 1 2643.559792 3 881.8596802 1.776122998 0.001565096 101.1120795EATWTMSNITAGR 6 1002341781 1xTMT6plex [N-Term] 1.147 0.898 1.278 3.350852489 27.36 0 1666.842021 2 833.9232788 -1.643720748 -0.001369911 51.09485031NLTWTLSNLCR 8 1002341781 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 2.037 1.469 3.896377802 20.94 0 1606.857277 2 803.9321899 -0.108327721 -8.70E-05 70.56562491GINSSNVENQLQATQAAR 6 1002341781 1xTMT6plex [N-Term] 1.447 2.163 4.558635712 74.5 0 2130.110074 2 1065.556763 -1.795559498 -0.00191237 41.48793444LLGASELPIVTPALR 20 1002341781 1xTMT6plex [N-Term] 1.706 1.542 1.602 5.186061382 61.12 0 1779.094136 2 890.0499268 -0.876549668 -0.000779732 88.35997105NPAPPIDAVEQILPTLVR 8 1002341781 1xTMT6plex [N-Term] 1.841 1.351 1.177 5.825237751 43.32 0 2172.25897 3 724.7581177 0.382149346 0.000276709 107.0435437ASLSLIEK 6 1002341781 2xTMT6plex [N-Term; K8] 1.907 1.97 2.073 3.499464512 44.32 0 1318.834624 2 659.9207764 -0.263411059 -0.000173698 59.318158214503375 DPYS dihydropyrimidinase 1807 NP_001376.1 3.468208092 1 1 2 10 519 56.594 7.27 0.27 0.1 0.19 Non-Significant #N/A FVAVTSTNAAK 4 4503375 2xTMT6plex [N-Term; K11] 0.266 0.104 3.162007332 22.98 0 1566.925564 2 783.9627686 -4.660834436 -0.00365159 52.33891036IFNLYPR 6 4503375 1xTMT6plex [N-Term] 1.159 0.81 0.721 2.729822636 29.42 0 1151.677446 2 576.3427734 0.716003429 0.000412303 63.6112876942718005 DTNA dystrobrevin alpha isoform 1 1837 NP_001381.2 2.557200538 1 1 1 4 743 83.848 6.89 1.1 0.75 0.92 Non-Significant #N/A NDLLVAADSITNTMSSLVK 4 42718005 2xTMT6plex [N-Term; K19] 1.1 0.747 4.229382038 34.73 0 2450.357646 3 817.4555054 -2.319439665 -0.001894486 111.5266228
4502247 ARVCF armadillo repeat protein deleted in velo-cardio-facial syndrome 421 NP_001661.1 1.351351351 1 1 1 4 962 104.577 6.81 1.32 0.92 1.12 Non-Significant #N/A GLPLLVALLDHPR 4 4502247 1xTMT6plex [N-Term] 1.322 0.917 4.427475452 59 0 1643.020578 3 548.3447876 -0.467466471 -0.000256019 108.54318034502327 AUH methylglutaconyl-CoA hydratase, mitochondrial isoform 1 precursor 549 NP_001689.1 5.899705015 1 1 1 4 339 35.586 9.48 1.01 0.69 0.85 Non-Significant #N/A

AVGLISHVLEQNQEGDAAYR 4 4502327 1xTMT6plex [N-Term] 1.005 0.693 5.797271252 38.41 0 2399.251652 3 800.4225464 0.597532216 0.000477877 68.386280134502857 CKS1B cyclin-dependent kinases regulatory subunit 1 1163 NP_001817.1 8.860759494 1 1 1 4 79 9.654 8.94 1.18 1.32 1.25 Non-Significant #N/A QIYYSDK 4 4502857 2xTMT6plex [N-Term; K7] 1.178 1.319 2.481380939 22.21 0 1374.766938 2 687.887085 -0.032418677 -2.23E-05 34.79766422355594753 CLU clusterin preproprotein 1191 NP_001822.3 6.458797327 1 2 2 6 449 52.461 6.27 0.98 1.19 1.09 Non-Significant #N/A LFDSDPITVTVPVEVSR 2 355594753 1xTMT6plex [N-Term] 1.276 3.323355198 34.37 0 2103.153502 2 1052.079712 -0.643943428 -0.000677156 84.25718854ASSIIDELFQDR 4 355594753 1xTMT6plex [N-Term] 0.983 1.069 3.330645323 28.91 0 1622.858717 2 811.9317627 -1.520741978 -0.001233975 88.844036764504703 INPP1 inositol polyphosphate 1-phosphatase 3628 NP_002185.1 7.268170426 1 3 3 8 399 43.97 5.26 0.96 1.09 1.02 Non-Significant #N/A IFGAAGAGYK 2 4504703 2xTMT6plex [N-Term; K10] 0.865 3.548843145 30.25 0 1412.830207 2 706.9191284 0.547387743 0.000386683 54.04237128WDSCAAHAILR 2 4504703 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.608 4.023100853 28.3 0 1528.789198 3 510.2684021 0.951876708 0.000485073 42.69173703VASEALAR 4 4504703 1xTMT6plex [N-Term] 1.394 1.085 2.187824011 14.25 0 1045.620325 2 523.31427 0.897791522 0.000469375 24.42823583
30181233 LRCH4 leucine-rich repeat and calponin homology domain-containing protein 4 isoform 1 4034 NP_002310.2 5.41727672 1 2 2 4 683 73.405 8.22 1.02 0.77 0.89 Non-Significant #N/A

SSSQSGSGPSSPDSVLRPR 2 30181233 1xTMT6plex [N-Term] 1.021 3.850945711 18.39 0 2117.078439 3 706.3631592 -1.660179837 -0.001171577 27.11466463GTVEEQRPPELSPGAGDR 2 30181233 1xTMT6plex [N-Term] 0.767 2.98729372 11.7 0 2124.088275 3 708.701416 0.668214637 0.000473116 30.166868314505135 MDK midkine isoform a precursor 4192 NP_002382.1 6.993006993 1 1 1 6 143 15.575 9.79 1.75 0.7 0.36 0.94 Non-Significant 0.155 YNAQCQETIR 6 4505135 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.752 0.696 0.362 3.556064844 49.67 0 1511.747393 2 756.3769531 -0.504654418 -0.000381455 22.5694625
45643123 NVL nuclear valosin-containing protein-like isoform 1 4931 NP_002524.2 8.995327103 1 5 5 14 856 94.991 6.48 1.73 1.67 1.7 Non-Significant #N/A

ALGLVTPAGVLLAGPPGCGK 2 45643123 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C18] 1.736 4.563601971 40.01 0 2306.36703 3 769.4588013 -2.245588555 -0.001726384 94.23484833
IVAQLLTCMDDLNNVAATAR 2 45643123 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.597 5.185287476 51.92 0 2418.268231 3 806.7595215 -1.744825831 -0.001406486 109.5582914KNPEMEDLPSK 2 45643123 3xTMT6plex [N-Term; K1; K11] 1.674 4.030606747 11.63 1 1975.113724 3 659.041626 -1.721095991 -0.00113312 40.26149457VIQYLTSNK 4 45643123 2xTMT6plex [N-Term; K9] 1.773 1.49 3.33374238 49.73 0 1523.91975 2 762.4621582 -1.778475376 -0.001355127 62.93503298VAAPEIVSGVSGESEQK 4 45643123 2xTMT6plex [N-Term; K17] 2.052 2.284 3.316490889 46.67 0 2145.180334 2 1073.091309 -2.327749523 -0.002496721 53.82091404

4505525 ORC5 origin recognition complex subunit 5 isoform 1 5001 NP_002544.1 2.068965517 1 1 1 4 435 50.251 7.74 1.5 1.52 1.51 Non-Significant #N/A
LLLEQILNK 4 4505525 2xTMT6plex [N-Term; K9] 1.496 1.523 4.025682926 45.69 0 1542.003086 2 771.5047607 -0.545313841 -0.000420438 96.699609714505903 PML protein PML isoform 6 5371 NP_002666.1 51.81674566 1 1 26 188 633 69.979 5.29 1.32 0.72 0.85 0.96 Significant 0.034 VLDENLADPQAEDRPLVFFDLK 11 4505903 2xTMT6plex [N-Term; K22] 0.546 0.626 0.428 5.359531403 22.9 0 3002.623908 4 751.4139404 3.338299786 0.002505915 95.17943823

QEELDAMTQALQEQDSAFGAVHAQMHAAVGQLGR 8 4505903 1xTMT6plex [N-Term] 0.533 0.87 0.668 10.11590958 76.75 0 3866.875134 4 967.4754639 1.264979752 0.00122288 81.74200162QEEPQSLQAAVR 10 4505903 1xTMT6plex [N-Term] 0.399 0.573 0.52 4.336863518 54.74 0 1584.8543 2 792.9310303 0.305306851 0.000241933 31.36453655GPSYGEDVSNTTTAQK 14 4505903 2xTMT6plex [N-Term; K16] 0.427 0.516 0.463 5.463824749 71.16 0 2113.081348 2 1057.043091 -1.156240093 -0.001221615 30.22358578APASEEEFQFLR 6 4505903 1xTMT6plex [N-Term] 0.737 0.785 0.603 4.707698822 49.4 0 1652.848152 2 826.9265747 -1.378992943 -0.001139633 59.31416731LQDLSSCITQGK 10 4505903 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 0.606 0.688 0.615 5.090200901 62.85 0 1807.998805 2 904.5029297 -0.122995103 -0.000111187 58.11508274
ESADFWCFECEQLLCAK 16 4505903 2xTMT6plex [N-Term; K17]; 3xCarbamidomethyl [C7; C10; C15] 1.488 1.351 1.589 3.790321589 23.17 0 2651.234437 2 1326.122803 1.467795037 0.001945734 87.30302999

GCSKPLCCSCALLDSSHSELK 2 4505903 3xTMT6plex [N-Term; K4; K21]; 4xCarbamidomethyl [C2; C7; C8; C10] 1.068 5.574784279 13.7 0 3096.555344 4 774.8950195 0.938053637 0.000726184 60.64538095
QIVDAQAVCTR 6 4505903 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.826 0.765 0.869 3.987308502 36 0 1489.799428 2 745.4033203 -0.043035994 -3.21E-05 35.11716711DPIDVDLPEEAER 6 4505903 1xTMT6plex [N-Term] 0.567 0.593 0.352 4.227149963 51.73 0 1726.869675 2 863.9393311 0.990375475 0.000855125 54.01364947IDNESGFSWGYPHPFLI 6 4505903 1xTMT6plex [N-Term] 1.322 0.716 0.851 3.346231461 63.18 0 2208.096321 2 1104.552856 0.957938567 0.00105761 98.8955459SPVIGSEVFLPNSNHVASGAGEAEER 2 4505903 1xTMT6plex [N-Term] 0.982 2.90792346 8.85 0 2882.44818 3 961.4832153 -4.540169707 -0.004362268 60.62935002CDISAEIQQR 6 4505903 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.748 0.813 0.811 4.212697506 44.41 0 1448.736494 2 724.87146 -0.586861813 -0.000425104 33.35396916SSPEQPRPSTSK 6 4505903 2xTMT6plex [N-Term; K12] 0.554 0.661 0.786 2.760213614 19.73 0 1758.975033 3 586.99646 -0.117271242 -6.88E-05 17.53157636ELLEAVDAR 8 4505903 1xTMT6plex [N-Term] 0.73 0.777 0.691 3.572926998 49.37 0 1244.704782 2 622.855896 -0.214579245 -0.000133544 47.7887915ASPEAASTPR 8 4505903 1xTMT6plex [N-Term] 0.486 0.682 0.463 3.610552073 35.61 0 1215.653081 2 608.3304443 0.436639271 0.000265401 16.98386495CFEAHQWFLK 6 4505903 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C1] 0.825 0.785 0.808 3.414407253 30.13 0 1823.966717 3 608.6594849 -1.543860493 -0.00093865 64.49419997

TPTLTSIYCR 6 4505903 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.552 0.595 0.617 3.983063936 29.85 0 1440.771816 2 720.8896484 0.141469314 0.000101913 48.95436855AETEELIR 10 4505903 1xTMT6plex [N-Term] 0.862 0.973 0.684 3.118363619 33.27 0 1189.662583 2 595.3344116 -0.871413312 -0.000518344 32.18099996DYEEMASR 6 4505903 1xTMT6plex [N-Term] 0.703 0.517 0.629 2.838796377 34.07 0 1229.566968 2 615.2865601 -0.914852823 -0.000562436 22.06314441TDGFDEFK 12 4505903 2xTMT6plex [N-Term; K8] 0.753 0.749 0.693 3.114405155 11.66 0 1416.741117 2 708.8745728 0.530709389 0.000375939 47.49494125KASPEAASTPR 4 4505903 2xTMT6plex [N-Term; K1] 0.865 0.688 3.302071571 25.92 1 1572.910976 3 524.9747314 -0.848823667 -0.000445041 18.39160133TGSALVQR 4 4505903 1xTMT6plex [N-Term] 0.946 0.851 2.496575117 15.8 0 1060.631224 2 530.8190918 -0.298620522 -0.000158363 21.88180963LDAVLQR 6 4505903 1xTMT6plex [N-Term] 0.672 0.612 0.695 2.642532349 25.45 0 1043.64106 2 522.3237915 -0.722223584 -0.000376871 45.05184494EFLDGTR 7 4505903 1xTMT6plex [N-Term] 0.698 0.758 0.556 2.593738079 29.72 0 1066.57304 2 533.7908936 1.378592295 0.000735185 32.42293262QVVAHVR 2 4505903 1xTMT6plex [N-Term] 0.746 2.055591345 7.06 0 1037.641729 2 519.3239746 -1.017953712 -0.000528136 18.635304684506367 RAB3A ras-related protein Rab-3A 5864 NP_002857.1 45.45454545 1 2 8 103 220 24.968 5.03 1.66 1.02 0.93 1.21 Significant 0.0346 TYSWDNAQVILVGNK 22 4506367 2xTMT6plex [N-Term; K15] 1.278 1.563 0.901 4.814286709 61.03 0 2166.195925 2 1083.602539 0.866461329 0.000938462 72.73461751YADDSFTPAFVSTVGIDFK 14 4506367 2xTMT6plex [N-Term; K19] 1.626 1.671 1.674 5.076102257 38.01 0 2538.316827 3 846.7758179 -1.547094782 -0.001309006 95.07459716IQIWDTAGQER 220 4506367 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161QLADHLGFEFFEASAK 2 4506367 2xTMT6plex [N-Term; K16] 0.854 4.450033188 24.91 0 2268.206489 3 756.7393799 -1.279795987 -0.000967614 83.45514671ESSDQNFDYMFK 10 4506367 2xTMT6plex [N-Term; K12] 1.664 1.318 0.931 3.137355804 33.67 0 1968.941349 2 984.9763184 2.036946784 0.002005314 68.07303681ILIIGNSSVGK 9 4506367 2xTMT6plex [N-Term; K11] 0.95 2.327868938 14.55 0 1558.993249 2 779.999939 -0.415653059 -0.000324 69.33798571
LVDVICEK 2 4506367 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.53 3.322137117 36.48 0 1433.843808 2 717.4257813 0.333097648 0.000238805 68.87241505TITTAYYR 6 4506367 1xTMT6plex [N-Term] 1.199 1.098 1.02 3.291759253 29.93 0 1217.672754 2 609.3400269 0.018872835 1.15E-05 34.146266494506401 RAF1 RAF proto-oncogene serine/threonine-protein kinase 5894 NP_002871.1 3.086419753 1 2 2 6 648 73.005 9.2 0.9 1.07 0.98 Non-Significant #N/A

IGSGSFGTVYK 2 4506401 2xTMT6plex [N-Term; K11] 1.05 3.73479104 39.42 0 1573.899015 2 787.453064 -0.103736206 -8.16E-05 52.61779834APVSGTQEK 4 4506401 2xTMT6plex [N-Term; K9] 0.902 1.1 2.767430544 48.38 0 1374.799301 2 687.9033813 0.134918102 9.27E-05 24.4961879209693439 SNCG gamma-synuclein 6623 NP_003078.2 30.70866142 1 3 3 8 127 13.323 4.86 0.99 0.91 0.95 Non-Significant #N/A EKEEVAEEAQSGGD 4 209693439 2xTMT6plex [N-Term; K2] 0.833 0.737 2.633405924 35.54 1 1935.954751 2 968.4810791 0.067554846 6.54E-05 26.93013006EGVVGAVEK 3 209693439 2xTMT6plex [N-Term; K9] 1.007 0.959 3.144090414 28.05 0 1345.809137 2 673.4088745 0.992253211 0.000667692 38.1242325EDLRPSAPQQEGEASK 1 209693439 2xTMT6plex [N-Term; K16] 0.914 1.714613557 0 2200.160996 3 734.0587769 0.355335999 0.000260599 28.697008654507847 USF2 upstream stimulatory factor 2 isoform 1 7392 NP_003358.1 4.624277457 1 1 1 4 346 36.932 5.1 0.76 1.16 0.96 Non-Significant #N/A AQLQQHNLEMVGEGTR 4 4507847 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.756 1.159 3.246080399 16.87 0 2056.044303 3 686.0184937 -1.641464128 -0.001124974 28.39216263
65301167 VLDLR very low-density lipoprotein receptor isoform a precursor 7436 NP_003374.3 2.06185567 1 1 1 4 873 96.035 4.79 0.81 1 0.9 Non-Significant #N/A

MIDNVYNPAAIAVDWVYK 4 65301167 2xTMT6plex [N-Term; K18] 0.812 0.997 4.532390118 32.43 0 2540.362338 3 847.4578857 -1.273000859 -0.001077961 106.5988145205277447 DUSP11 RNA/RNP complex-1-interacting phosphatase 8446 NP_003575.2 9.283819629 1 2 2 8 377 43.683 9.29 3.41 1.25 0.85 1.84 Non-Significant 0.147 YLIDVEGVRPDDAIELFNR 6 205277447 1xTMT6plex [N-Term] 3.414 1.522 0.848 4.21226263 12.29 0 2463.308105 3 821.7770996 3.507907967 0.002880353 85.51672622
KLAPEECFSPLDLFNK 2 205277447 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C7] 1.069 5.606737137 30.2 1 2595.445957 3 865.8225098 2.704266238 0.002339592 90.26672623

40807471 TTF2 transcription termination factor 2 8458 NP_003585.3 1.979345955 1 2 2 6 1162 129.508 8.37 2.69 1.39 2.04 Non-Significant #N/A ISSLLAELEAIQR 4 40807471 1xTMT6plex [N-Term] 2.687 3.623797894 47.74 0 1671.984252 3 557.9990845 -0.927880768 -0.000517134 107.2717379FVCEGTVEEK 2 40807471 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.385 3.433117151 33.67 0 1655.871479 2 828.4391479 -0.277902946 -0.000230086 43.71213319
13654235 RGS20 regulator of G-protein signaling 20 isoform b 8601 NP_003693.2 15.76763485 1 3 3 8 241 27.042 5.1 1.58 1.27 1.43 Non-Significant #N/A IIYEDYISILSPK 2 13654235 2xTMT6plex [N-Term; K13] 1.383 3.221550941 24.07 0 2012.172001 3 671.3955078 -0.015472087 -1.04E-05 94.89417792DLLQSLSEK 2 13654235 2xTMT6plex [N-Term; K9] 1.271 3.840218782 30.93 0 1490.88303 2 745.9454956 0.459084263 0.00034222 66.55172505TADGGEPAGASSPAGR 4 13654235 1xTMT6plex [N-Term] 100 2.575804949 15.39 0 1629.802993 2 815.4042969 -1.028087448 -0.00083779 16.871322242544207 VAMP4 vesicle-associated membrane protein 4 isoform 1 8674 NP_003753.2 13.4751773 1 2 2 6 141 16.387 7.34 0.98 0.94 0.96 Non-Significant #N/A

HLNDDDVTGSVK 2 42544207 2xTMT6plex [N-Term; K12] 0.997 3.090680122 12.32 0 1757.943398 3 586.6542358 2.705348497 0.001585283 29.22013272LDELQDK 4 42544207 2xTMT6plex [N-Term; K7] 0.892 0.942 3.286288977 30.02 0 1318.761852 2 659.885498 1.415724717 0.000933502 43.194785827477070 BTAF1 TATA-binding protein-associated factor 172 9044 NP_003963.1 2.433747972 1 3 3 6 1849 206.756 6.52 0.86 0.99 0.92 Non-Significant #N/A LMPLEAGIPDPPNMSAELIQLK 2 27477070 2xTMT6plex [N-Term; K22] 1.492 3.674143791 33.75 0 2835.57643 3 945.8632202 -0.466273966 -0.000440718 107.3548523LLTQEQWEVR 2 27477070 1xTMT6plex [N-Term] 0.703 3.176137924 17.73 0 1530.847758 2 765.9279785 0.602418657 0.000461106 57.09747857ATGHVFQALQYLR 2 27477070 1xTMT6plex [N-Term] 0.855 3.038442135 3.87 0 1732.969605 3 578.3286133 0.97057314 0.000560658 62.48269717999528 COX6A1 cytochrome c oxidase subunit 6A1, mitochondrial 1337 NP_004364.2 26.60550459 1 1 1 3 109 12.147 9.32 0.78 0.77 0.77 Non-Significant #N/A
TKPFPWGDGNHTLFHNPHVNPLPTGYEDE 3 17999528 2xTMT6plex [N-Term; K2] 0.779 0.765 7.129029751 1.64 0 3774.870514 5 755.7791138 -1.07330896 -0.00081032 66.97966688

14141161 HNRNPU heterogeneous nuclear ribonucleoprotein U isoform b 3192 NP_004492.2 49.75186104 1 2 40 551 806 88.924 5.78 2.15 1.21 1.21 1.52 Significant 0.0398



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

KDCEVVMMIGLPGAGK 14 14141161 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C3] 1.347 1.345 1.346 6.434411526 39.23 1 2392.336941 2 1196.667603 -3.767254403 -0.004506271 75.76247381
KDCEVVMMIGLPGAGK 10 14141161 3xTMT6plex [N-Term; K1; K16]; 1xOxidation [M]; 1xCarbamidomethyl [C3] 1.377 1.276 5.920024395 32.55 1 2408.331856 2 1196.667603 -3.767254403 -0.004506271 75.76247381

YNILGTNTIMDK 30 14141161 2xTMT6plex [N-Term; K12] 1.221 1.329 1.259 4.274950981 55.24 0 1841.024291 2 921.0171509 1.484949343 0.001366914 66.22664361YNILGTNTIMDK 14 14141161 2xTMT6plex [N-Term; K12]; 1xOxidation [M10] 1.341 1.419 1.35 3.749620438 46.98 0 1857.019206 2 921.0171509 1.484949343 0.001366914 66.22664361SSGPTSLFAVTVAPPGAR 22 14141161 1xTMT6plex [N-Term] 1.106 1.025 1.054 5.916204453 80.82 0 1944.075192 2 972.5405273 -0.727164518 -0.000706831 70.50275981GNFTLPEVAECFDEITYVELQKEEAQK 26 14141161 3xTMT6plex [N-Term; K22; K27]; 1xCarbamidomethyl [C11] 1.528 1.6 1.416 8.157817841 47.68 1 3875.002782 4 969.5059814 -0.177186647 -0.00017165 110.9647711
LQAALDDEEAGGRPAMEPGNGSLDLGGDSAGR 6 14141161 1xTMT6plex [N-Term]; 1xOxidation [M16] 1.618 1.249 0.939 4.62590456 27.3 0 3371.597105 4 843.6526489 -2.473378822 -0.002084809 49.07189494QGQQQAGGDGK 6 14141161 2xTMT6plex [N-Term; K11] 1.108 1.211 1.208 4.218084812 59.97 0 1531.822889 2 766.4146118 -0.615258588 -0.000471234 98.43639236

DCEVVMMIGLPGAGK 10 14141161 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 1.001 1.221 1.059 4.958391666 73.07 0 2035.079046 2 1018.037964 -5.107873154 -0.005197463 81.9164226
LSASSLTMESFAFLWAGGR 10 14141161 1xTMT6plex [N-Term] 1.32 1.395 0.765 7.023861408 48.92 0 2260.163355 3 754.0598755 0.760345415 0.000572835 112.2934971QGQQQAGGDGKTEQK 2 14141161 3xTMT6plex [N-Term; K11; K15] 3.595 3.862477541 17.86 1 2247.229633 3 749.7476807 -0.509319473 -0.000381519 17.26773859

TCNCETEDYGEK 12 14141161 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C2; C4] 0.882 0.714 1.161 4.002817154 58.66 0 1963.877763 2 982.4435425 1.041226178 0.00102242 31.90595421
TCNCETEDYGEKFDENDVITCFANFESDEVELSYAK 2 14141161 3xTMT6plex [N-Term; K12; K36]; 3xCarbamidomethyl [C2; C4; C21] 1.318 4.583982468 22.68 1 5016.262851 4 1254.816284 -3.896129814 -0.004886003 95.17543313

NFILDQTNVSAAAQR 32 14141161 1xTMT6plex [N-Term] 1.242 1.44 1.32 5.285765648 78.28 0 1877.00784 2 939.0031738 -4.672022972 -0.004384712 53.92045879EKPYFPIPEEYTFIQNVPLEDR 33 14141161 2xTMT6plex [N-Term; K2] 1.325 1.201 1.322 7.140747547 54.39 0 3182.681423 4 796.4266357 1.033741149 0.000822517 90.97436016
EVLAGRPLFPHVLCHNCAVEFNFGQK 6 14141161 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C14; C17] 1.149 1.232 0.108 6.747382164 11.81 0 3497.833875 5 700.3717651 -1.188248657 -0.000831259 75.67055121

DLPEHAVLK 24 14141161 2xTMT6plex [N-Term; K9] 1.153 1.254 1.211 3.659533262 35.82 0 1479.893535 2 740.4499512 -0.614636275 -0.000454798 40.48770903GYFEYIEENK 16 14141161 2xTMT6plex [N-Term; K10] 1.049 0.821 1.204 3.303123713 21.8 0 1749.909973 2 875.4567261 -2.170152534 -0.001898786 63.51704491LLEQYKEESK 29 14141161 3xTMT6plex [N-Term; K6; K10] 1.149 1.274 1.245 4.080577374 37.75 1 1954.146404 2 977.5769043 0.065298971 6.38E-05 49.84372272MCLFAGFQR 4 14141161 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.759 0.95 2.827780247 35.56 0 1358.691064 2 679.8491211 -0.072321444 -4.91E-05 70.56597037GYFEYIEENKYSR 4 14141161 2xTMT6plex [N-Term; K10] 1.176 1.262 4.058795452 14.07 1 2156.106441 3 719.3731689 -0.689805491 -0.000495765 59.13125435
KAVVVCPK 14 14141161 3xTMT6plex [N-Term; K1; K8]; 1xCarbamidomethyl [C6] 1.763 1.872 1.733 4.808450699 38.07 1 1588.022331 2 794.5140991 -0.88740428 -0.000704609 38.47473284
VSELKEELK 14 14141161 3xTMT6plex [N-Term; K5; K9] 1.192 1.224 1.342 3.569732904 38.46 1 1762.092912 2 881.5487061 -1.575876394 -0.00138842 56.30531032

KMCLFAGFQR 10 14141161 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 1.397 2.603 4.781 4.601156235 23.38 1 1715.948959 3 572.6522217 -3.990212472 -0.002282334 62.01298826DIDIHEVR 34 14141161 1xTMT6plex [N-Term] 1.308 1.322 1.402 3.675870657 54.38 0 1225.673817 3 409.229126 -0.809375463 -0.000330677 38.48996158VSELKEELKK 7 14141161 4xTMT6plex [N-Term; K5; K9; K10] 1.234 1.397 1.223 3.171425104 11.67 2 2119.350807 3 707.1209106 -1.240288487 -0.000876202 58.19207065
KAVVVCPKDEDYK 2 14141161 4xTMT6plex [N-Term; K1; K8; K13]; 1xCarbamidomethyl [C6] 3.196 4.327139378 7.51 2 2467.440033 4 617.6141357 -2.156117749 -0.001330023 42.74280663

NGQDLGVAFK 2 14141161 2xTMT6plex [N-Term; K10] 0.84 2.685261726 4.45 0 1506.868049 2 753.9347534 -3.861395871 -0.002909307 50.97729198HAAENPGK 18 14141161 2xTMT6plex [N-Term; K8] 1.445 1.446 1.521 3.378352404 34.67 0 1281.731555 3 427.9145813 -1.845014664 -0.000788271 16.94530089
AVVVCPKDEDYK 4 14141161 3xTMT6plex [N-Term; K7; K12]; 1xCarbamidomethyl [C5] 2.194 1.415 2.102314472 5.07 1 2110.182138 3 704.0644531 -1.579055637 -0.001110698 44.39633718
LLEQYKEESKK 9 14141161 4xTMT6plex [N-Term; K6; K10; K11] 2.994 2.314 1.792 3.713487864 8.48 2 2311.404299 3 771.1373901 -2.890956742 -0.00222739 46.90942684

GKVCFEMK 4 14141161 3xTMT6plex [N-Term; K2; K8]; 1xCarbamidomethyl [C4] 2.252 1.652 2.212997437 5.49 1 1685.968581 3 562.6607056 -0.603350972 -0.000339077 47.78500805LNTLLQR 18 14141161 1xTMT6plex [N-Term] 1.16 1.298 1.299 3.298213005 41.18 0 1086.683259 2 543.8450928 -0.322405928 -0.000175177 48.91545813ASYGVSK 16 14141161 2xTMT6plex [N-Term; K7] 1.461 1.353 1.497 3.112986088 35.87 0 1169.693045 2 585.3499146 -0.420844118 -0.000246129 28.34278744VTEKIPVR 8 14141161 2xTMT6plex [N-Term; K4] 1.369 1.24 0.763 3.042536974 9.36 1 1399.903706 2 700.4559326 0.630396485 0.000441247 38.82114971QMADTGK 12 14141161 2xTMT6plex [N-Term; K7] 1.359 1.304 1.215 2.658912897 32.53 0 1208.670929 2 604.8389282 -0.288949357 -0.000174622 22.3511156FIEIAAR 12 14141161 1xTMT6plex [N-Term] 1.339 1.413 1.162 2.950447798 33.02 0 1048.635246 2 524.8213501 0.168862637 8.85E-05 53.34682043KAEVEGK 16 14141161 3xTMT6plex [N-Term; K1; K7] 1.102 1.541 1.374 3.061856031 10.21 1 1447.908741 2 724.4570313 -1.349995304 -0.000977335 24.19446438
APQCLGK 12 14141161 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.374 1.371 1.341 2.799545527 38.7 0 1231.723299 2 616.3640747 -1.970033317 -0.001213268 31.65633258
AVVVCPK 6 14141161 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.175 1.161 1.019 2.609077692 20.64 0 1230.764436 2 615.885498 -0.582082346 -0.000358203 112.8996672

MMVAGFK 18 14141161 2xTMT6plex [N-Term; K7] 1.189 1.243 1.376 2.670158386 15.45 0 1241.715043 2 621.3607178 -0.71163922 -0.000441827 56.14388016KALPPEK 3 14141161 3xTMT6plex [N-Term; K1; K7] 1.448 2.831863165 7.31 1 1469.965862 3 490.6602783 0.285844011 0.00014006 34.83571152
4758772 NDUFA3 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 3 4696 NP_004533.1 13.0952381 1 1 1 4 84 9.273 8.46 1.02 1.28 1.15 Non-Significant #N/A ATPYNYPVPVR 4 4758772 1xTMT6plex [N-Term] 1.024 1.28 3.743396997 24.09 0 1505.83138 2 753.4196777 0.464154725 0.000349469 47.629538134758598 IL1R2 interleukin-1 receptor type 2 isoform 1 precursor 7850 NP_004624.1 3.015075377 1 1 1 4 398 45.392 7.9 1.07 0.88 0.97 Non-Significant #N/A

EETIPVIISPLK 4 4758598 2xTMT6plex [N-Term; K12] 1.071 0.876 1.516464591 8.14 0 1797.113758 3 599.7091675 -0.450198876 -0.000269686 110.17936654758646 KIF3B kinesin-like protein KIF3B 9371 NP_004789.1 4.6854083 1 2 3 12 747 85.073 7.69 1.06 1.01 1.03 Non-Significant #N/A SVGATNMNEHSSR 6 4758646 1xTMT6plex [N-Term] 1.344 2.048 1.483 4.66765213 44.02 0 1618.780483 3 540.2646484 -0.674036728 -0.000363706 17.05828131AIVEDHSLVAEEK 2 4758646 2xTMT6plex [N-Term; K13] 1.163 2.936507463 2.14 0 1898.063513 3 633.3585205 -1.319885528 -0.000835076 43.07668655EIQQQMESR 4 4758646 1xTMT6plex [N-Term] 0.705 1.012 3.171877146 46.18 0 1377.699379 2 689.3510742 -3.271854925 -0.002253816 21.983477954758816 NMT2 glycylpeptide N-tetradecanoyltransferase 2 isoform 1 9397 NP_004799.1 19.07630522 1 3 8 40 498 56.944 7.58 1.64 1.06 1.21 1.3 Significant 0.0173 LVGFISAIPANIR 6 4758816 1xTMT6plex [N-Term] 1.643 1.008 4.438961029 45.2 0 1599.978378 2 800.4923706 -0.571169632 -0.00045693 91.44301671LDEVITSHGAIEPDKDNVR 2 4758816 2xTMT6plex [N-Term; K15] 1.205 5.287735939 15.36 1 2566.387701 4 642.3518066 -0.897813491 -0.000576034 52.18127804ELYTLLNENYVEDDDNMFR 12 4758816 1xTMT6plex [N-Term] 1.057 1.059 1.089 6.051589012 50.88 0 2622.223114 3 874.7449341 -1.092482898 -0.000954911 92.18892593
MVEINFLCVHK 4 4758816 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.001 0.946 4.049393177 42.39 0 1848.027603 3 616.6810303 0.505739368 0.00031154 81.74009494
SDSASDSQEIK 2 4758816 2xTMT6plex [N-Term; K11] 1.362 3.364641666 52.12 0 1624.843016 2 812.9243164 -1.021327897 -0.000829749 22.21916916GFDVFNALDLMENK 2 4758816 2xTMT6plex [N-Term; K14] 0.74 3.261084318 31.02 0 2071.093433 3 691.0353394 -0.950509312 -0.000656198 107.3253058

KMVEINFLCVHK 4 4758816 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C9] 1.948 1.583 3.257186651 18.54 1 2205.285498 4 552.0765381 -0.533013186 -0.000293862 68.1625652
MVEINFLCVHK 2 4758816 2xTMT6plex [N-Term; K11]; 1xOxidation [M1]; 1xCarbamidomethyl [C8] 1.406 3.238470078 14.23 0 1864.022518 3 616.6810303 0.505739368 0.00031154 81.74009494VAPVLIR 6 4758816 1xTMT6plex [N-Term] 0.986 1.006 1.044 2.603254557 34.09 0 996.6767174 2 498.8422852 0.578194002 0.000288136 51.165758594826924 POLR2K DNA-directed RNA polymerases I, II, and III subunit RPABC4 5440 NP_005025.1 12.06896552 1 1 1 6 58 6.999 9.06 1.22 1.18 1.2 Non-Significant #N/A LVVFDAR 6 4826924 1xTMT6plex [N-Term] 1.222 1.182 2.596638918 33.11 0 1048.635246 2 524.8210449 -0.413181086 -0.000216638 54.9506206310835079 GJB5 gap junction beta-5 protein 2709 NP_005259.1 9.523809524 1 1 1 4 273 31.068 8.19 0.82 1.06 0.94 Non-Significant #N/A QDDLLSGDLIFLGSDSHPPLLPDRPR 4 10835079 1xTMT6plex [N-Term] 0.818 1.063 4.619290352 9.33 0 3102.642128 4 776.4163208 0.427072498 0.000331263 87.557239694885487 MLF2 myeloid leukemia factor 2 8079 NP_005430.1 12.09677419 1 2 2 8 248 28.129 6.9 1.37 1.07 1.22 Non-Significant #N/A DVEPEDPMFLMDPFAIHR 4 4885487 1xTMT6plex [N-Term] 1.342 0.929 4.829218864 41.29 0 2388.156555 3 796.7244263 0.908997607 0.00072361 93.20547736LAIQGPEDSPSR 4 4885487 1xTMT6plex [N-Term] 1.42 1.165 3.298540831 34.58 0 1498.806287 2 749.9063721 -0.546941511 -0.00040988 37.383466294885549 AKT3 RAC-gamma serine/threonine-protein kinase isoform 1 10000 NP_005456.1 8.350730689 1 1 3 12 479 55.739 6.02 1.01 1.15 1.08 Non-Significant #N/A

FYGAEIVSALDYLHSGK 4 4885549 2xTMT6plex [N-Term; K17] 1.012 1.152 5.154283524 39.73 0 2328.264004 3 776.7595215 0.003059415 2.37E-06 100.2265886LENLMLDKDGHIK 6 4885549 3xTMT6plex [N-Term; K8; K13] 1.022 1.126 0.974 4.43367672 20.76 1 2213.293085 4 554.0790405 0.56338195 0.000311732 61.60543584LPFYNQDHEK 2 4885549 2xTMT6plex [N-Term; K10] 0.931 2.216669559 6.64 0 1748.937191 3 583.651001 0.719722637 0.000419583 47.60481911191252812 TOM1L1 TOM1-like protein 1 10040 NP_005477.2 1.680672269 1 1 1 4 476 52.956 5.24 0.84 0.95 0.9 Non-Significant #N/A EVYLDLVK 4 191252812 2xTMT6plex [N-Term; K8] 0.844 0.952 3.546642303 39.25 0 1436.876488 2 718.9412231 -0.917699571 -0.00065931 70.75740775132566684 SCARB1 scavenger receptor class B member 1 isoform 1 949 NP_005496.4 11.5913556 1 6 6 30 509 56.936 7.96 1.93 1.23 1.28 1.48 Significant 0.0224 IDPSSLSFNMWK 8 132566684 2xTMT6plex [N-Term; K12] 2.223 1.899 1.698 4.200102329 44.99 0 1883.013727 2 942.0089111 -1.689315553 -0.001590502 86.95389823ESGVFEGIPTYR 6 132566684 1xTMT6plex [N-Term] 1.694 2.417 1.968 4.496325493 45.51 0 1583.826688 2 792.4159546 -1.298002065 -0.001027905 54.27744873SVAGIGQTGK 6 132566684 2xTMT6plex [N-Term; K10] 1.953 1.584 2.385 4.19572258 48.78 0 1375.830935 2 688.4176636 -2.096588679 -0.001442276 42.5469456TFQFQPSK 4 132566684 2xTMT6plex [N-Term; K8] 1.741 2.227 3.108247042 42.49 0 1440.825121 2 720.9171143 1.270414846 0.000915223 48.19845622YFPGMFPFK 4 132566684 2xTMT6plex [N-Term; K9] 0.214 0.704 2.660517454 22.51 0 1591.874714 2 796.4404907 -0.63409179 -0.000504697 92.99975533GSVLQEAK 2 132566684 2xTMT6plex [N-Term; K8] 0.372 2.791914463 23.94 0 1289.782922 2 645.3945313 -0.881094005 -0.00056821 35.36150645188219625 STAM2 signal transducing adapter molecule 2 10254 NP_005834.4 10.66666667 1 3 5 9 525 58.128 5.07 0.9 1.14 1.02 Non-Significant #N/A LNVIDDDVEEIKK 2 188219625 3xTMT6plex [N-Term; K12; K13] 0.903 4.163079739 20.81 1 2217.294525 3 739.7692871 -0.548831858 -0.000405641 68.68082316AIELSLQEQK 2 188219625 2xTMT6plex [N-Term; K10] 1.139 4.018548489 47.01 0 1616.962343 2 808.984436 -0.462348236 -0.0003738 57.26299599HSELSELNVK 2 188219625 2xTMT6plex [N-Term; K10] 0.931 4.52243948 31.08 0 1613.926292 3 538.6467285 -0.408694702 -0.000219868 41.11862651PLFTANPFEQDVEK 1 188219625 2xTMT6plex [N-Term; K14] 17.53 0 2093.131927 3 698.3825073 0.497509327 0.000347118 79.31855963IFHLEVCSR 2 188219625 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.735 2.848137856 24.58 0 1389.751021 3 463.9216919 -0.359090512 -0.000166349 48.51236314
5174513 SMAD3 mothers against decapentaplegic homolog 3 isoform 1 4088 NP_005893.1 12.47058824 1 1 5 24 425 48.05 7.15 0.84 0.81 0.83 Non-Significant #N/A VETPVLPPVLVPR 12 5174513 1xTMT6plex [N-Term] 0.752 0.901 0.892 4.551781178 41.32 0 1645.024994 2 823.0159302 -0.249557568 -0.000205264 83.50331267AITTQNVNTK 4 5174513 2xTMT6plex [N-Term; K10] 0.844 0.809 3.974115849 54.06 0 1547.915727 2 774.4616089 0.138194498 0.000106957 31.52003392FCLGLLSNVNR 2 5174513 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.196 3.483220339 26.87 0 1521.840899 2 761.4246826 0.781668028 0.000594787 75.6531771

YGWHPATVCK 4 5174513 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 0.923 0.916 3.124616861 19.88 0 1676.898303 3 559.6369019 -1.282787149 -0.000717035 39.57824257
GLPHVIYCR 2 5174513 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.182 3.052541733 21.54 0 1343.745542 3 448.5867004 0.004352282 1.95E-06 38.70948194

47778925 SMAD5 mothers against decapentaplegic homolog 5 4090 NP_005894.3 12.68817204 1 3 5 14 465 52.225 7.71 1.06 1.14 1.1 Non-Significant #N/A
FCLGLLSNVNR 2 47778925 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.196 3.483220339 26.87 0 1521.840899 2 761.4246826 0.781668028 0.000594787 75.6531771VLTQMGSPLNPISSVS 4 47778925 1xTMT6plex [N-Term] 100 1.058 2.7512784 42.07 0 1859.014565 2 930.0101318 -0.848991802 -0.000789144 80.41721352ALSSPGQPSK 4 47778925 2xTMT6plex [N-Term; K10] 0.963 1.166 3.123200655 30.18 0 1429.8415 2 715.4248047 0.582592546 0.000416508 28.74250938VESPVLPPVLVPR 2 47778925 1xTMT6plex [N-Term] 1.022 3.075452566 16 0 1631.009344 2 816.0080566 -0.311180774 -0.000253769 80.94290276GLPHVIYCR 2 47778925 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.182 3.052541733 21.54 0 1343.745542 3 448.5867004 0.004352282 1.95E-06 38.7094819421361272 MLLT1 protein ENL 4298 NP_005925.2 3.935599284 1 2 2 6 559 62.018 8.59 0.93 1.67 1.3 Non-Significant #N/A LTFNNPTTEFR 4 21361272 1xTMT6plex [N-Term] 0.925 1.474 3.193397999 2.16 0 1568.827023 2 784.9155273 -2.068215586 -0.001622336 58.32947625KLQSCLEAVAT 2 21361272 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 1.695 1.373978496 16.98 1 1677.960963 2 839.484436 0.376826593 0.00031615 53.39078159

87240000 MTHFR methylenetetrahydrofolate reductase 4524 NP_005948.3 9.603658537 1 4 4 9 656 74.549 5.34 0.91 0.97 0.94 Non-Significant #N/A GHPEAGSFEADLK 4 87240000 2xTMT6plex [N-Term; K13] 1.03 0.987 3.938147306 20.88 0 1815.964134 3 605.9923096 -0.968311559 -0.00058614 39.53869393
VTCLPWNDEPLAAETSLLK 2 87240000 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C3] 0.637 3.491959572 26.37 0 2615.415496 3 872.4758911 -0.908364335 -0.000791917 96.74512156

LEVPQEIKDVIEPIKDNDAAIR 1 87240000 3xTMT6plex [N-Term; K8; K15] 0.854 3.842504978 2 3192.844689 4 798.9662476 -0.478894457 -0.000382259 89.44764756LGMWTEDPR 2 87240000 1xTMT6plex [N-Term] 0.801 1.796660066 11.6 0 1333.677188 2 667.3412476 -1.476393861 -0.000984516 52.7169821365301139 ATP9A probable phospholipid-transporting ATPase IIA 10079 NP_006036.1 6.59025788 1 5 5 12 1047 118.506 7.77 1.58 1.61 1.59 Non-Significant #N/A SYVYAEEPNIDIHNFVGTFTR 2 65301139 1xTMT6plex [N-Term] 2.402 5.182576656 55.71 0 2701.345946 3 901.1201782 0.012926137 1.16E-05 77.03186576SLAEEQYQDFEAR 2 65301139 1xTMT6plex [N-Term] 1.33 3.915026903 23.6 0 1814.875823 2 907.9428711 1.455927434 0.001321164 43.95540057LPTAADLLQIR 4 65301139 1xTMT6plex [N-Term] 1.527 2.844 3.314792156 18.05 0 1439.87833 2 720.4431763 0.517980615 0.000372915 81.60150161SSNIQVGDLIIVEK 2 65301139 2xTMT6plex [N-Term; K14] 1.235 1.487215757 0.95 0 1973.168313 2 987.0886841 0.901420346 0.000889327 75.35611882SSTIPEQLGR 2 65301139 1xTMT6plex [N-Term] 1.106 3.463682652 25.45 0 1316.737145 2 658.8720093 -0.30624587 -0.000201623 34.149599685453930 POLR2I DNA-directed RNA polymerase II subunit RPB9 5438 NP_006224.1 18.4 1 1 1 10 125 14.514 5.14 1.24 0.99 1.12 Non-Significant #N/A
ITHEVDELTQIIADVSQDPTLPR 10 5453930 1xTMT6plex [N-Term] 1.24 0.991 6.093562603 54.34 0 2819.498818 4 705.6291504 -1.435176165 -0.001011619 110.04436325454038 P3H4 synaptonemal complex protein SC65 precursor 10609 NP_006446.1 17.1624714 1 5 5 16 437 50.349 4.77 2.56 1.19 0.85 1.53 Non-Significant 0.0992 GFPPEDLMPLAAAYGHALEQYEGESWR 6 5454038 1xTMT6plex [N-Term] 100 100 100 4.864296913 25.21 0 3263.566914 3 1088.522949 -3.866938868 -0.004206671 108.3173607ALSEYLAVFAR 2 5454038 1xTMT6plex [N-Term] 0.826 3.940917969 50.07 0 1468.836131 2 734.9207153 -1.345892776 -0.000988448 91.74051103GDEAEAEPEPELA 2 5454038 1xTMT6plex [N-Term] 1.689 2.340616226 31.99 0 1585.743078 2 793.3738403 -1.686115472 -0.001336873 37.24864948DSVMQQNLVYYR 2 5454038 1xTMT6plex [N-Term] 0.793 2.708331108 18.01 0 1744.888971 2 872.9494629 1.534860552 0.001339081 51.1299638TLPAFQVPYPPR 4 5454038 1xTMT6plex [N-Term] 1.04 0.835 3.128696203 13.73 0 1614.920529 2 807.9608765 -3.748128903 -0.003026465 71.916640045729772 CLN5 ceroid-lipofuscinosis neuronal protein 5 1203 NP_006484.1 2.211302211 1 1 1 4 407 46.309 8.38 1.14 1.08 1.11 Non-Significant #N/A LQAPVWEFK 4 5729772 2xTMT6plex [N-Term; K9] 1.136 1.083 3.065155506 16.9 0 1575.929921 2 788.4680176 -0.737535175 -0.000581152 77.53076822

5729804 NUDT3 diphosphoinositol polyphosphate phosphohydrolase 1 11165 NP_006694.1 23.25581395 1 3 3 6 172 19.459 6.34 0.74 0.91 0.82 Non-Significant #N/A
VLQYHKPVQASYFETLR 2 5729804 2xTMT6plex [N-Term; K6] 0.737 4.851405144 17.4 0 2537.42805 4 635.1115112 -1.511218466 -0.000958652 61.84873621SESEEEVLLVSSSR 2 5729804 1xTMT6plex [N-Term] 1.219 4.967535973 60.74 0 1779.917354 2 890.4629517 0.715230013 0.000636525 48.3539647EVCEEAGVK 2 5729804 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.698 4.159328938 47.99 0 1478.792501 2 739.8994141 -0.642020432 -0.000474708 30.01517831

166795250 KIF2C kinesin-like protein KIF2C isoform 1 11004 NP_006836.2 4.965517241 1 2 3 7 725 81.261 7.83 0.87 1.97 1.42 Non-Significant #N/A
ATCFAYGQTGSGK 2 166795250 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.972 3.893181086 50.05 0 1805.92564 2 903.4650269 -1.585413596 -0.00143157 37.63246079GADTSSADR 4 166795250 1xTMT6plex [N-Term] 100 0.834 2.581044912 40.85 0 1108.543196 2 554.7749023 -0.602946734 -0.000334196 14.02131885MVSEEMEEQVHSIR 1 166795250 1xTMT6plex [N-Term] 0.873 1.508640885 0 1932.935663 3 644.9847412 2.073179614 0.001335774 47.2708275321396480 RALY RNA-binding protein Raly isoform 2 22913 NP_031393.2 63.44827586 1 1 16 172 290 30.346 9.63 1.42 1.75 1.59 #N/A VLAGQTLDINMAGEPKPDRPK 8 21396480 3xTMT6plex [N-Term; K16; K21] 1.454 1.433 1.874 7.521965027 32.73 0 2937.679873 3 979.8977661 -0.383898248 -0.000375923 60.94186459GYAFVQYSNER 18 21396480 1xTMT6plex [N-Term] 1.595 2.276 2.204 4.348130703 47.68 0 1562.780073 2 781.8933716 -0.387780692 -0.000303008 42.07246692VFIGNLNTAIVK 32 21396480 2xTMT6plex [N-Term; K12] 2.073 2.043 1.628 4.854421139 66.49 0 1747.088212 2 874.0467529 -1.135048941 -0.000991515 81.2627675KSDVETIFSK 12 21396480 3xTMT6plex [N-Term; K1; K10] 1.956 2.266 2.252 4.07516861 29.43 1 1841.098726 3 614.369751 -2.186889956 -0.001342093 53.32610651STAVTTSSAK 22 21396480 2xTMT6plex [N-Term; K10] 2.232 1.989 1.838 3.863036394 59.93 0 1410.82043 2 705.9130859 -1.087774863 -0.000767328 102.9017233LQASNVTNK 22 21396480 2xTMT6plex [N-Term; K9] 0.936 1.155 1.391 4.271328926 47 0 1432.852399 2 716.9309082 1.494233636 0.001070508 31.93235472LEQIAAEQK 18 21396480 2xTMT6plex [N-Term; K9] 1.539 1.592 2.047 3.882130146 53.48 0 1487.883365 2 744.4448853 -0.585148143 -0.000435316 46.08113743SNIDALLSR 12 21396480 1xTMT6plex [N-Term] 1.785 2.363 1.936 3.512735844 49.48 0 1217.705117 2 609.3562622 0.107549899 6.55E-05 49.87482987LQASNVTNKNDPK 6 21396480 3xTMT6plex [N-Term; K9; K13] 2.245 1.668 1.939 2.713649511 7.89 1 2116.232928 3 706.0822754 -0.30948773 -0.000218316 35.63224405

KKGDGGGAGGGGGGGGSGGGGSGGGGGGGSSRPPAPQENTTSEAGLPQGEAR 2 21396480 3xTMT6plex [N-Term; K1; K2] 100 4.027977943 12.43 2 4995.449254 5 999.8938599 -1.813963697 -0.001812313 34.90698067
SDVETIFSK 2 21396480 2xTMT6plex [N-Term; K9] 1.486 3.401836157 24.95 0 1483.840831 2 742.4242554 0.271674818 0.000201561 58.03078483
VAGCSVHK 6 21396480 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.94 2.221 1.596 3.647654533 41.35 0 1315.755662 3 439.2564392 -0.682249047 -0.000299224 21.52568607
TELTQIK 6 21396480 2xTMT6plex [N-Term; K7] 1.787 1.822 1.823 2.946065903 37.8 0 1290.803323 2 645.9052734 -0.041164288 -2.66E-05 43.20607093LSPVPVPR 6 21396480 1xTMT6plex [N-Term] 2.152 1.747 2.101 2.662865639 27.65 0 1093.693096 2 547.3492432 -1.724434288 -0.000943001 58.71711275AASAIYR 4 21396480 1xTMT6plex [N-Term] 1.423 1.753 2.328757286 34.29 0 980.5726463 2 490.7896729 -0.588612049 -0.000288588 22.67091206VTVPLVR 12 21396480 1xTMT6plex [N-Term] 1.491 1.444 1.51 2.910600662 27.07 0 1012.671632 2 506.8402405 1.552642517 0.000786159 49.56758467145864459 DGAT1 diacylglycerol O-acyltransferase 1 8694 NP_036211.2 10.45081967 1 3 3 8 488 55.242 9.32 1.01 0.91 0.96 Non-Significant #N/A DAAAGPDVGAAGDAPAPAPNK 4 145864459 2xTMT6plex [N-Term; K21] 1.014 0.867 5.280019283 52.98 0 2291.203195 3 764.4057007 -0.281890851 -0.00021529 39.26899874

DAAAGPDVGAAGDAPAPAPNKDGDAGVGSGHWELR 2 145864459 2xTMT6plex [N-Term; K21] 1.059 4.801762104 16.42 1 3727.846484 4 932.7161255 -1.022530539 -0.000952959 49.67666222LQDSLFSSDSGFSNYR 2 145864459 1xTMT6plex [N-Term] 1.039 3.316851377 25.02 0 2051.987164 2 1026.491943 -5.143497695 -0.005277196 64.3807622312056463 F8A1 factor VIII intron 22 protein 8263 NP_036283.2 11.05121294 1 2 2 4 371 39.079 6.84 100 0.8 1.29 34.03 Non-Significant #N/A VLLLLLLQPPPAK 2 12056463 2xTMT6plex [N-Term; K13] 100 3.105052948 22.29 0 1873.265448 3 625.0929565 -0.604266253 -0.000377317 113.1301458AAQLQLPQLPLAALQALGEAASCQLLAR 2 12056463 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 0.798 1.291 2.461066246 0 3144.776454 4 786.9500732 0.638859003 0.000502267 113.2008183
110349750 MLYCD malonyl-CoA decarboxylase, mitochondrial 23417 NP_036345.2 2.839756592 1 1 1 4 493 54.969 8.95 0.58 0.76 0.67 Non-Significant #N/A

ASEQVLSLVAQFQK 4 110349750 2xTMT6plex [N-Term; K14] 0.578 0.756 4.064412117 22.8 0 2006.168647 3 669.394104 -0.442883146 -0.000296166 93.59339233
16306580 KDM2A lysine-specific demethylase 2A isoform a 22992 NP_036440.1 1.893287435 1 2 2 6 1162 132.708 7.58 1.23 1.05 1.14 Non-Significant #N/A

LALTGVPIVQWPK 2 16306580 2xTMT6plex [N-Term; K13] 1.281 3.113090038 28.31 0 1880.177362 3 627.3966064 -1.114529993 -0.000698505 97.3436279EKENNPSGK 4 16306580 3xTMT6plex [N-Term; K2; K9] 1.073 1.054 3.166296721 7.32 1 1689.97386 3 563.9961548 0.030329149 1.71E-05 19.5585465
6912590 PHLDA3 pleckstrin homology-like domain family A member 3 23612 NP_036528.1 7.874015748 1 1 1 4 127 13.882 9.67 0.98 1.05 1.02 Non-Significant #N/A

AVECVESTGR 4 6912590 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.983 1.048 3.410631895 26.49 0 1336.672831 2 668.8397217 -0.496703913 -0.000331965 21.3466044524430132 WBP2 WW domain-binding protein 2 23558 NP_036610.2 5.363984674 1 1 1 4 261 28.068 5.91 0.95 1.23 1.09 Non-Significant #N/A AEAGGGWEGSASYK 4 24430132 2xTMT6plex [N-Term; K14] 0.952 1.228 2.507418871 18.23 0 1827.927748 2 914.4669189 -0.649418105 -0.000593545 39.1944751823943858 SNX8 sorting nexin-8 29886 NP_037453.1 6.88172043 1 2 2 5 465 52.536 7.39 0.76 0.92 0.84 Non-Significant #N/A MQMPQGNPLLLSHTLQELLAR 4 23943858 1xTMT6plex [N-Term] 0.76 1.036 4.471503258 10.13 0 2619.431213 3 873.8129883 -2.596642437 -0.002267242 111.9611502AFVNSQIQGHK 1 23943858 2xTMT6plex [N-Term; K11] 0.895 1.747137785 0 1686.96916 3 562.9940186 -0.982457757 -0.000552459 37.5350783830025026 OSTM1 osteopetrosis-associated transmembrane protein 1 28962 NP_054747.2 8.383233533 1 2 2 6 334 37.233 6.01 1.56 0.91 1.24 Non-Significant #N/A
LCQTCYPLFQQVVSK 4 30025026 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C2; C5] 1.558 1.252 4.096442699 17.18 0 2329.244866 3 777.0880127 1.98297998 0.001539615 79.40444805SSTSFANIQENSN 2 30025026 1xTMT6plex [N-Term] 0.477 3.428622246 16.37 0 1627.776109 2 814.3882446 -4.236830943 -0.003448306 36.7470665792859575 METTL5 methyltransferase-like protein 5 29081 NP_054887.2 3.827751196 1 1 1 4 209 23.704 6.68 0.89 0.89 0.89 Non-Significant #N/A GTDMAFLK 4 92859575 2xTMT6plex [N-Term; K8] 0.888 0.894 2.840092897 18.09 0 1340.764829 2 670.8866577 0.902007318 0.00060469 58.146617057661824 CNIH4 protein cornichon homolog 4 isoform 1 29097 NP_054903.1 14.38848921 1 1 1 4 139 16.082 6.65 1.44 0.72 1.08 Non-Significant #N/A YIMVPSGNMGVFDPTEIHNR 4 7661824 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.443 0.722 4.436094284 43.13 0 2522.236931 3 841.4161987 -1.144891885 -0.000962563 68.6393570550659086 PDSS1 decaprenyl-diphosphate synthase subunit 1 23590 NP_055132.2 5.060240964 1 1 1 4 415 46.232 9 1.13 1.18 1.16 Non-Significant #N/A

AVSVLGCPDPVVHEIAYQYGK 4 50659086 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C7] 1.134 1.183 5.01758194 56.78 0 2760.479493 3 920.8289795 -2.57485102 -0.002369274 74.90528317
7662002 EDEM1 ER degradation-enhancing alpha-mannosidase-like protein 1 9695 NP_055489.1 3.95738204 1 2 2 4 657 73.721 6.92 1.02 0.82 0.92 Non-Significant #N/A

YLYLLFDEDNPVHK 2 7662002 2xTMT6plex [N-Term; K14] 1.022 3.742168188 20.39 0 2224.205427 3 742.0742798 1.285612127 0.000953155 87.59136064LLGDSTFEWVAR 2 7662002 1xTMT6plex [N-Term] 0.822 3.784372568 23.54 0 1622.873973 2 811.9413452 0.887862959 0.000720445 78.9768043324307967 SRGAP3 SLIT-ROBO Rho GTPase-activating protein 3 isoform a 9901 NP_055665.1 2.45677889 1 2 2 6 1099 124.425 6.68 0.48 0.53 0.51 Non-Significant #N/A
DKEIIAEYEAQIK 4 24307967 3xTMT6plex [N-Term; K2; K13] 0.506 0.533 4.747409344 21.52 1 2237.29961 3 746.4364014 -2.216756493 -0.001653183 65.77424962ADSEASSGPLLDDK 2 24307967 2xTMT6plex [N-Term; K14] 0.426 3.242627859 43.05 0 1862.974758 2 931.9892578 -1.888927901 -0.001759512 41.15688333

7662354 MON1B vacuolar fusion protein MON1 homolog B isoform 1 22879 NP_055755.1 2.742230347 1 1 1 6 547 59.18 6.29 100 0.76 1.17 33.98 Non-Significant 0.412
LDAMPVCLLLLGTQR 6 7662354 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 100 0.76 1.167 4.678600311 40.2 0 1929.086291 3 643.7005005 0.340764873 0.000219122 107.4254123113722133 SETX probable helicase senataxin 23064 NP_055861.3 0.298841987 1 1 1 4 2677 302.689 7.17 0.96 0.87 0.91 Non-Significant #N/A VPLLEILK 4 113722133 2xTMT6plex [N-Term; K8] 0.957 0.87 2.104264498 12.7 0 1382.938695 2 691.9720459 -1.359057442 -0.000939747 100.1712576

116008442 ZC3H13 zinc finger CCCH domain-containing protein 13 23091 NP_055885.3 1.21483376 1 2 2 6 1564 184.76 9.47 1.01 1.44 1.22 Non-Significant #N/A
TFESSQIESVK 4 116008442 2xTMT6plex [N-Term; K11] 1.053 1.44 3.541386127 48.99 0 1712.947087 2 856.9753418 -2.148271992 -0.001839938 47.25696098LISDSVER 2 116008442 1xTMT6plex [N-Term] 0.987 2.26397109 9.29 0 1147.652019 2 574.3287354 -1.589825875 -0.000912283 33.2076713924307999 GPD1L glycerol-3-phosphate dehydrogenase 1-like protein 23171 NP_055956.1 7.692307692 1 3 3 9 351 38.394 7.02 0.86 0.95 0.91 Non-Significant #N/A
FCETTIGSK 4 24307999 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.864 1.051 3.693045616 49.52 0 1500.813236 2 750.909668 -0.784283128 -0.000588531 44.08917526
ALGITLIK 2 24307999 2xTMT6plex [N-Term; K8] 0.755 1.964294672 8 0 1286.88118 2 643.944458 0.357115818 0.000229783 72.32064145GIDEGPEGLK 3 24307999 2xTMT6plex [N-Term; K10] 0.864 1.003 2.690416336 6.69 0 1472.83608 2 736.9213257 -0.47881962 -0.000352611 40.66787432

221139728 PLEKHM2 pleckstrin homology domain-containing family M member 2 23207 NP_055979.2 2.551521099 1 2 2 4 1019 112.709 4.93 0.6 1.07 0.83 Non-Significant #N/A
LFQENLGLLHK 2 221139728 2xTMT6plex [N-Term; K11] 0.597 4.090405941 50.21 0 1770.067811 3 590.694397 0.466924467 0.000275496 71.27948211KFEDALSLIHSAWQR 2 221139728 2xTMT6plex [N-Term; K1] 1.069 4.365828037 17.72 1 2259.265007 4 565.5717163 0.012466167 7.04E-06 83.81125597

140161500 ANKS1A ankyrin repeat and SAM domain-containing protein 1A 23294 NP_056060.2 2.028218695 1 2 2 8 1134 123.032 6.38 0.69 1.18 0.94 Non-Significant #N/A
GTESTQDACAK 4 140161500 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.19 3.047392607 31.79 0 1625.820506 2 813.4135132 -0.465440563 -0.000378361 19.19972483

VLLEELTDPTMR 4 140161500 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.687 1.183 2.178376436 18.67 0 1661.898139 2 831.4519653 -0.893584211 -0.000742523 72.9245989113491168 PUM2 pumilio homolog 2 isoform 1 23369 NP_056132.1 3.947368421 1 1 4 24 1064 113.933 7.08 1.34 0.97 1.16 Non-Significant #N/A YISAAPGAEAK 12 13491168 2xTMT6plex [N-Term; K11] 1.198 1.187 1.345 4.259156227 46.6 0 1535.883365 2 768.4440918 -1.600086508 -0.001228773 36.47588458DQYANYVVQK 2 13491168 2xTMT6plex [N-Term; K10] 1.288 3.548033237 14.44 0 1685.926292 2 843.4656982 -1.288333681 -0.001086018 45.17828578FASNVVEK 6 13491168 2xTMT6plex [N-Term; K8] 1.203 1.147 1.136 3.353994131 37.65 0 1351.798572 2 676.4035034 0.856529931 0.000578928 45.63576498



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

DAETDGPEKGDQK 4 13491168 3xTMT6plex [N-Term; K9; K13] 1.342 0.974 2.602649212 13.46 1 2077.101639 3 693.0388794 0.214748082 0.000148685 22.455775197661636 SYF2 pre-mRNA-splicing factor SYF2 isoform 1 25949 NP_056299.1 9.87654321 1 2 2 3 243 28.705 8.4 0.97 1.43 1.2 Non-Significant #N/A LLEISAEDAER 2 7661636 1xTMT6plex [N-Term] 0.965 2.951907396 14.23 0 1474.795054 2 737.9022827 1.51541713 0.001117465 54.353854KLNHQEVVEEDKR 1 7661636 3xTMT6plex [N-Term; K1; K12] 1.428 2.725112915 2 2311.333704 5 463.0723267 -0.509519338 -0.000235534 25.00152507154146223 PNISR arginine/serine-rich protein PNISR 25957 NP_056306.1 1.242236025 1 1 1 4 805 92.521 10.02 1.39 1.2 1.29 Non-Significant #N/A EADGDVVNEK 4 154146223 2xTMT6plex [N-Term; K10] 1.39 1.196 3.158053875 33.97 0 1533.816073 2 767.4124756 1.044331132 0.000800906 26.66193269
7662126 SIPA1L1 signal-induced proliferation-associated 1-like protein 1 isoform 1 26037 NP_056371.1 2.272727273 1 3 3 8 1804 199.904 8.19 1.37 0.67 1.02 Non-Significant #N/A

GLPLKEVLEHVVPELNVQCLR 4 7662126 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C19] 0.912 0.673 3.746324539 13.53 1 2900.67959 4 725.9254761 0.167080458 0.000121162 111.2185427
LSDFLITGGGK 2 7662126 2xTMT6plex [N-Term; K11] 0.905 3.172641277 29.7 0 1565.930315 2 783.4672852 -1.929209411 -0.001510504 75.8865144FPFISLASK 2 7662126 2xTMT6plex [N-Term; K9] 1.837 3.521692276 26.41 0 1467.897558 2 734.4510498 -1.863298028 -0.001367565 89.004969387705415 HOOK1 protein Hook homolog 1 51361 NP_056972.1 3.571428571 1 2 2 2 728 84.595 5.15 0.86 1.13 0.99 Non-Significant #N/A ALEELQEALAEKEELR 1 7705415 2xTMT6plex [N-Term; K12] 1.127 2.726545811 1 2329.301512 3 777.1044922 -1.111224754 -0.000862792 90.66971168ALKDEIDVLR 1 7705415 2xTMT6plex [N-Term; K3] 0.858 1.598284602 1 1629.993978 3 544.003479 1.169465498 0.000635407 57.29958489

7706753 UCHL5 ubiquitin carboxyl-terminal hydrolase isozyme L5 isoform 1 51377 NP_057068.1 55.01519757 1 1 14 79 329 37.583 5.33 0.87 1.39 1.13 #N/A GLALSNSDVIR 8 7706753 1xTMT6plex [N-Term] 1.335 0.985 0.934 3.934621572 67.59 0 1373.794994 2 687.4016724 0.781569715 0.000536858 48.11540602EFSQSFDAAMK 4 7706753 2xTMT6plex [N-Term; K11] 1.948 1.177 4.100546837 56.18 0 1718.882378 2 859.9450684 0.280373315 0.000240964 56.00330097WQPGEEPAGSVVQDSR 6 7706753 1xTMT6plex [N-Term] 1.343 1.219 1.304 4.457932472 62.83 0 1970.976934 2 985.9908447 -1.279247276 -0.001260683 41.32629094GAQVEEIWSLEPENFEK 12 7706753 2xTMT6plex [N-Term; K17] 1.05 1.334 1.312 4.933887005 45.74 0 2463.280776 2 1232.144165 0.112544265 0.000138614 85.88041714QLAEEEPMDTDQGNSMLSAIQSEVAK 4 7706753 2xTMT6plex [N-Term; K26] 0.866 1.394 4.860403061 55.83 0 3279.612493 3 1093.872925 -2.522171737 -0.002757249 79.57787732TLAEHQQLIPLVEK 6 7706753 2xTMT6plex [N-Term; K14] 1.041 1.251 1.262 5.009003639 27.83 0 2077.242147 3 693.085022 -0.786553476 -0.000544621 65.10433097NQMLIEEEVQK 6 7706753 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 1.373 1.086 0.85 3.92246747 30.52 0 1834.998471 3 612.3377075 0.053655954 3.28E-05 48.07208113
EGPIDLGACNQDDWISAVRPVIEK 4 7706753 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C9] 0.672 1.402 3.070828199 5.53 0 3140.645055 3 1047.551636 -1.496696811 -0.001566864 86.28066294

HNYLPFIMELLK 4 7706753 2xTMT6plex [N-Term; K12] 2.191 2.904 3.620943308 17.3 0 1976.144347 3 659.387207 1.376895243 0.000906981 111.4580619QQMFEFDTK 2 7706753 2xTMT6plex [N-Term; K9] 0.935 3.452112198 32.14 0 1631.85035 2 816.4274292 -1.696259441 -0.001384021 56.8609849LYELDGLR 6 7706753 1xTMT6plex [N-Term] 0.9 1.061 0.953 3.003363132 22.3 0 1207.688404 2 604.3473511 -0.810342766 -0.000489321 58.51746564LDTIFFAK 8 7706753 2xTMT6plex [N-Term; K8] 1.162 1.251 1.193 3.820211411 35.79 0 1412.855359 2 706.9346313 4.690575911 0.003313553 87.0359118YKIENIR 3 7706753 2xTMT6plex [N-Term; K2] 1.514 1.497 2.357078552 2.08 1 1393.856756 3 465.2904663 0.064379486 2.99E-05 35.11606965YSEGEIR 6 7706753 1xTMT6plex [N-Term] 1.121 1.544 100 2.946128607 30.57 0 1082.567955 2 541.7874756 -0.258799573 -0.000140084 20.7223801731455614 DERL2 derlin-2 isoform a 51009 NP_057125.2 17.15481172 1 2 2 6 239 27.549 7.28 0.97 1.24 1.1 Non-Significant #N/A AIFDTPDEDPNYNPLPEERPGGFAWGEGQR 2 31455614 1xTMT6plex [N-Term] 2.331 3.551175833 20.32 0 3603.697805 3 1201.904541 0.350971958 0.000421599 73.60801251LEYLQIPPVSR 4 31455614 1xTMT6plex [N-Term] 0.864 1.235 3.072879314 35.33 0 1543.904545 2 772.4556274 -0.366957393 -0.000283274 71.33607867705823 NAA20 N-alpha-acetyltransferase 20 isoform a 51126 NP_057184.1 14.60674157 1 2 2 3 178 20.355 5.03 0.86 0.77 0.82 Non-Significant #N/A LMELLEEISER 2 7705823 1xTMT6plex [N-Term] 0.863 4.047588825 45.45 0 1590.861025 2 795.9329834 -1.467609733 -0.001167382 111.9406927SIIPLPHPVRPEDIE 1 7705823 1xTMT6plex [N-Term] 0.767 2.590562344 0 1941.100678 3 647.7025146 -3.960394622 -0.002562508 64.8945712539545580 CRBN protein cereblon isoform 1 51185 NP_057386.2 10.18099548 1 3 3 8 442 50.513 5.63 0.88 0.81 0.84 Non-Significant #N/A
VQILPECVLPSTMSAVQLESLNK 4 39545580 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C7] 0.875 1.291 4.376353264 43.91 0 3014.667036 3 1005.559387 -1.13686814 -0.001142426 101.2572618

VAACLPIDDVLR 2 39545580 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.898 3.522380114 23.08 0 1570.882429 2 785.9452515 0.507268827 0.00039843 76.85646914TQSDGIQQAK 2 39545580 2xTMT6plex [N-Term; K10] 0.646 2.777614355 8.01 0 1533.863692 2 767.4345703 -1.191536777 -0.000913828 22.244032787705353 TREX1 three-prime repair exonuclease 1 isoform a 11277 NP_057465.1 8.943089431 1 2 2 4 369 38.898 8.41 0.71 0.95 0.83 Non-Significant #N/A ACSPAASEITGLSTAVLAAHGR 2 7705353 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.71 6.409764767 58.79 0 2369.244459 3 790.4177856 -2.386864887 -0.001885022 68.55667918VTELCLLAVHR 2 7705353 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.948 3.654836416 37.51 0 1539.887849 3 513.9672241 -0.4741298 -0.000243369 61.69398284323668300 SCLY selenocysteine lyase 51540 NP_057594.4 8.167770419 1 2 2 4 453 48.763 7.12 0.49 0.88 0.68 Non-Significant #N/A VDVEDLGVDFLTIVGHK 2 323668300 2xTMT6plex [N-Term; K17] 0.486 3.26250267 23.23 0 2314.305869 3 772.1068726 0.084502997 6.52E-05 112.341277VAAGLPPILVHTDAAQALGK 2 323668300 2xTMT6plex [N-Term; K20] 0.879 3.576880693 28.71 0 2400.437886 3 800.8150635 -3.019824156 -0.0024163 83.5682344331543906 UBE2Q1 ubiquitin-conjugating enzyme E2 Q1 55585 NP_060052.3 8.056872038 1 3 3 8 422 46.098 5.1 1.25 1.02 1.14 Non-Significant #N/A VDQDSALHNDLQILK 2 31543906 2xTMT6plex [N-Term; K15] 1.055 3.266560078 11.7 0 2167.212303 3 723.0742798 -1.85342457 -0.001338922 60.94172013DNFPFDPPFVR 4 31543906 1xTMT6plex [N-Term] 1.023 0.904 2.233984232 17.19 0 1579.810644 2 790.4090576 0.122903574 9.71E-05 76.76173949LLESIFHR 2 31543906 1xTMT6plex [N-Term] 1.655 2.613571405 21.58 0 1243.736023 3 415.2505188 0.787993968 0.000326685 69.28392411190358526 BORCS6 uncharacterized protein C17orf59 54785 NP_060092.2 11.20448179 1 3 3 6 357 37.204 5.76 1.03 1.19 1.11 Non-Significant #N/A DAVDSLGEAVDMSIK 2 190358526 2xTMT6plex [N-Term; K15] 1.026 3.232167959 9.98 0 2008.067278 3 670.0270386 -0.356416018 -0.000238569 73.77077332ALQPVQGLAR 2 190358526 1xTMT6plex [N-Term] 1.159 3.27284646 29.21 0 1281.784036 2 641.395874 0.339805196 0.000217778 43.31957134VSGEEETENVGGANR 2 190358526 1xTMT6plex [N-Term] 100 2.146652699 13.21 0 1776.85615 2 888.9299927 -1.936931381 -0.001720824 21.5586803239753959 KCTD9 BTB/POZ domain-containing protein KCTD9 54793 NP_060104.2 3.341902314 1 1 1 6 389 42.54 6.37 1.65 1.41 1.53 Non-Significant #N/A SPEYFEPILNYLR 6 39753959 1xTMT6plex [N-Term] 1.65 1.411 3.433456898 32.22 0 1869.994816 2 935.4974365 -3.860867989 -0.003609902 95.12782932
21314671 TRPM4 transient receptor potential cation channel subfamily M member 4 isoform 1 54795 NP_060106.2 1.97693575 1 2 2 4 1214 134.215 8.15 1.02 0.84 0.93 Non-Significant #N/A

VVAMGVAPWGVVR 2 21314671 1xTMT6plex [N-Term] 0.84 3.59381032 24.23 0 1569.91367 2 785.458313 -2.752007018 -0.002160207 76.68878718VLGWVAEALSR 2 21314671 1xTMT6plex [N-Term] 1.021 2.842410088 8.98 0 1429.836465 2 715.421936 0.09101762 6.51E-05 104.866312842476022 TTC27 tetratricopeptide repeat protein 27 isoform 1 55622 NP_060205.3 5.338078292 1 3 3 5 843 96.571 5.59 1.12 1.11 1.12 Non-Significant #N/A SSSQEAVQMLSSVR 2 42476022 1xTMT6plex [N-Term] 1.526 3.407902956 28.48 0 1737.900264 2 869.4534912 -0.321127821 -0.000279044 53.46569549ALGLAHVAIK 2 42476022 2xTMT6plex [N-Term; K10] 1.096 2.876865625 16.36 0 1450.950991 3 484.3208618 -2.038987395 -0.000986157 57.28814907
ETPSLYCLLGDVLGDHSCYDK 1 42476022 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C7; C18] 1.11 0.934400856 0 2900.421052 3 967.4750366 -3.618456263 -0.003498349 108.1784056

38570101 TBC1D8B TBC1 domain family member 8B isoform a 54885 NP_060222.2 3.214285714 1 2 3 10 1120 128.627 5.95 0.6 0.51 0.55 Non-Significant #N/A LFDKETFDNDPVLYNPLQITK 3 38570101 3xTMT6plex [N-Term; K4; K21] 1.41 0.508 3.167538404 17.63 1 3197.770128 3 1066.596069 1.103030447 0.001175746 92.88239558SVIISIK 12 38570101 2xTMT6plex [N-Term; K7] 1.007 1.092 1.088 2.66471386 29.38 0 1217.823331 2 609.4154053 0.166942831 0.000101653 62.86045298VDITDLIR 1 38570101 1xTMT6plex [N-Term] 0.438 2.230529785 0 1173.704054 2 587.3551636 -0.855157276 -0.000501851 69.5295411293277076 CDKAL1 threonylcarbamoyladenosine tRNA methylthiotransferase 54901 NP_060244.2 5.699481865 1 3 3 8 579 65.07 7.46 2.02 1.41 1.78 1.74 Significant 0.0103
IVLAGCVPQAQPR 2 93277076 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 2.515 3.050896883 19.08 0 1637.935862 3 546.649353 -1.438498309 -0.000785389 51.8578737DIGTNLPTLLWK 4 93277076 2xTMT6plex [N-Term; K12] 2.023 1.778 3.007694721 32.78 0 1829.093692 3 610.3688965 -0.850326521 -0.000518442 96.13786753GQPVSDAK 2 93277076 2xTMT6plex [N-Term; K8] 1.152 2.172858953 10.54 0 1259.735972 2 630.3707886 -1.326938025 -0.000835796 20.934429331542711 SLC35F6 solute carrier family 35 member F6 precursor 54978 NP_060347.2 5.121293801 1 2 2 6 371 40.188 6.93 1.05 0.93 0.99 Non-Significant #N/A GRPLAEESEQER 2 31542711 1xTMT6plex [N-Term] 0.816 4.198914528 16.43 0 1629.839378 3 543.9510498 -0.479842338 -0.000260689 18.57150748ELSATTR 4 31542711 1xTMT6plex [N-Term] 1.047 1.011 2.629099846 26.82 0 1006.57304 2 503.7906189 0.915038385 0.000460526 19.995138518923557 GID8 glucose-induced degradation protein 8 homolog 54994 NP_060366.1 32.89473684 1 4 4 10 228 26.732 4.97 0.66 0.77 0.71 Non-Significant #N/A

TLALLAFDSPEESPFGDLLHTMQR 4 8923557 1xTMT6plex [N-Term] 0.901 5.128902435 38.41 0 2917.49671 3 973.1698608 -0.575990527 -0.00056015 111.6137532GQIQEAIALINSLHPELLDTNR 2 8923557 1xTMT6plex [N-Term] 0.443 6.37324667 43.02 0 2674.472544 3 892.1594238 -3.299983634 -0.002941905 110.2560278LIMNYLVTEGFK 2 8923557 2xTMT6plex [N-Term; K12] 0.627 3.119950533 28.66 0 1886.086163 3 629.3662109 -1.10480504 -0.000694586 101.3381628MESGIEPSVDLETLDER 2 8923557 1xTMT6plex [N-Term] 1.77 2.067261696 7.11 0 2149.053195 2 1075.026611 -3.373115085 -0.003624502 64.31276713171460928 ADI1 1,2-dihydroxy-3-keto-5-methylthiopentene dioxygenase isoform 1 55256 NP_060739.2 15.08379888 1 2 2 6 179 21.485 5.68 2.12 1.9 2.01 Non-Significant #N/A GDMVTLPAGIYHR 2 171460928 1xTMT6plex [N-Term] 1.428 2.546118736 28.99 0 1658.888577 3 553.635437 1.917335016 0.001060215 53.4059155LDADKYENDPELEK 4 171460928 3xTMT6plex [N-Term; K5; K14] 2.115 2.089 4.041846752 7.87 1 2366.269432 3 789.428772 0.984798238 0.000776766 48.69727056269973877 RFK riboflavin kinase 55312 NP_060809.3 9.677419355 1 2 2 4 155 17.612 8.13 0.94 1.09 1.02 Non-Significant #N/A LELPEHLK 2 269973877 2xTMT6plex [N-Term; K8] 0.937 2.705239773 13.84 0 1436.887722 3 479.6343689 0.578854869 0.00027725 56.48145454HLPYFCR 2 269973877 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.094 2.129433632 6.18 0 1221.640015 3 407.8849487 0.227842411 9.28E-05 39.66575705
54792084 PLEKHA3 pleckstrin homology domain-containing family A member 3 65977 NP_061964.3 4 1 1 1 2 300 33.839 6.65 1.22 1.03 1.13 Non-Significant #N/A

EKEISETSESLK 2 54792084 3xTMT6plex [N-Term; K2; K12] 1.219 1.031 2.692963839 1 2067.178827 3 689.7299805 -1.663341219 -0.001146141 38.5309344446852178 KCMF1 E3 ubiquitin-protein ligase KCMF1 56888 NP_064507.3 6.824146982 1 2 2 6 381 41.919 5.66 0.89 0.76 0.82 Non-Significant #N/A EAMDPIAELLSQLSGVR 2 46852178 1xTMT6plex [N-Term] 0.942 5.3034091 38.45 0 2058.110257 3 686.7084351 0.240704199 0.000165132 112.926888DLDESSGVR 4 46852178 1xTMT6plex [N-Term] 0.765 0.755 3.452436924 35.17 0 1206.616361 2 603.8120117 0.319453235 0.000192729 19.8648455
112734867 RPGRIP1 X-linked retinitis pigmentosa GTPase regulator-interacting protein 1 57096 NP_065099.3 0.544323484 1 1 1 2 1286 146.59 5.68 0.43 0.64 0.54 Non-Significant #N/A

AQEEEFR 2 112734867 1xTMT6plex [N-Term] 0.429 0.644 2.222950459 18.51 0 1137.573768 2 569.2911987 1.188925919 0.000676245 20.838854319966841 AVEN cell death regulator Aven 57099 NP_065104.1 9.116022099 1 2 2 4 362 38.483 4.98 1 0.9 0.95 Non-Significant #N/A SKEDGEVVQEEEVCAKPSVTEEK 2 9966841 4xTMT6plex [N-Term; K2; K16; K23]; 1xCarbamidomethyl [C14] 0.9 3.153156519 6.32 1 3522.86551 4 881.4654541 -7.245069015 -0.006380851 43.874822
ALQELPLCLR 2 9966841 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.003 3.01440239 17.11 0 1441.839836 2 721.4240723 0.715385457 0.000515736 70.1910846910190716 SPC25 kinetochore protein Spc25 57405 NP_065726.1 13.83928571 1 2 2 8 224 26.137 8 100 1.81 1.4 34.4 Non-Significant #N/A KQELEVLTANIQDLKEEYSR 4 10190716 3xTMT6plex [N-Term; K1; K15] 2.013 1.399 4.592680931 15.76 2 3093.73989 4 774.1901855 -0.316022851 -0.000244423 91.26234483LQFIFTNIDPK 4 10190716 2xTMT6plex [N-Term; K11] 100 1.73 3.231723785 20.09 0 1794.056578 3 598.6893311 -1.749033992 -0.001045955 95.1884736345580723 HPR haptoglobin-related protein precursor 3250 NP_066275.3 4.597701149 1 1 1 2 348 39.005 7.09 1 0.82 0.91 Non-Significant #N/A VVLHPNYHQVDIGLIK 2 45580723 2xTMT6plex [N-Term; K16] 0.998 0.821 1.71856606 2.59 0 2303.363993 3 768.4573975 -2.758494622 -0.002117939 95.9288057228626521 ZNFX1 NFX1-type zinc finger-containing protein 1 57169 NP_066363.1 1.616266945 1 2 2 4 1918 220.084 7.3 1.02 0.49 0.76 Non-Significant #N/A ELAIIQGPPGTGK 2 28626521 2xTMT6plex [N-Term; K13] 1.021 3.535655499 29.01 0 1739.046741 2 870.0275269 0.595579701 0.00051787 61.96651309YDFTPLIENPSATGEFLR 2 28626521 1xTMT6plex [N-Term] 0.492 2.250928879 6.53 0 2299.180779 2 1150.092163 -1.622007351 -0.001864644 86.6357848624308269 INIP SOSS complex subunit C 58493 NP_067041.1 12.5 1 1 1 4 104 11.418 9.25 1.27 1.1 1.19 Non-Significant #N/A DHAEQQHIAAQQK 4 24308269 2xTMT6plex [N-Term; K13] 1.274 1.104 3.863000393 11.77 0 1962.055743 4 491.2691345 -0.527290861 -0.000258644 17.83506065

20149663 CCDC90B coiled-coil domain-containing protein 90B, mitochondrial isoform 1 precursor 60492 NP_068597.2 35.82677165 1 7 7 18 254 29.487 7.55 0.78 0.81 0.79 Non-Significant #N/A
EMVTQAQQEITVQQLMAHLDAIR 2 20149663 1xTMT6plex [N-Term] 0.543 6.183582306 57.83 0 2882.506563 3 961.5026855 -4.530612191 -0.004353173 98.05435359QLMETTTEFTK 2 20149663 2xTMT6plex [N-Term; K11] 0.812 3.535551548 30.68 0 1786.966108 2 893.9854126 -1.432122678 -0.001279577 54.45055763KLTFDTHALVQDLETHGFDK 2 20149663 3xTMT6plex [N-Term; K1; K20] 1.006 5.296504021 6.15 1 3002.655432 5 601.3360596 -1.412372659 -0.000848174 83.97215348IDAEIASLK 4 20149663 2xTMT6plex [N-Term; K9] 1.183 0.88 3.5382061 30.26 0 1417.866652 2 709.4351807 -2.515858505 -0.001783576 61.29958641RPVDITPLEQR 2 20149663 1xTMT6plex [N-Term] 0.673 3.90332675 24.15 0 1552.900856 3 518.3068848 3.377335297 0.001748222 37.03579418VTDMFTDQEK 2 20149663 2xTMT6plex [N-Term; K10] 0.9 2.35371089 11.03 0 1671.866394 2 836.4359131 -1.103071473 -0.000922094 54.03405756IELDQVK 4 20149663 2xTMT6plex [N-Term; K7] 0.647 0.719 2.795670033 33.21 0 1302.803323 2 651.9044189 -1.352559779 -0.00088106 49.2584190411345492 SRR serine racemase isoform a 63826 NP_068766.1 9.117647059 1 2 2 4 340 36.543 6.54 0.59 0.63 0.61 Non-Significant #N/A LMPNLYPPETIADGVK 2 11345492 2xTMT6plex [N-Term; K16] 0.627 4.327577114 34.11 0 2216.240098 3 739.4180908 -0.170725664 -0.000126123 85.01152428DLVDDIFTVTEDEIK 2 11345492 2xTMT6plex [N-Term; K15] 0.593 2.775055647 4.05 0 2210.184416 3 737.4020996 3.316138722 0.002443093 103.7768015

116812636 OSGEPL1 probable tRNA N6-adenosine threonylcarbamoyltransferase, mitochondrial 64172 NP_071748.2 7.729468599 1 2 2 6 414 45.094 8.56 0.95 0.78 0.87 Non-Significant #N/A
ALEILTNATQCTLLCPPPR 2 116812636 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C15] 1.202 4.057936668 20.93 0 2397.283153 3 799.7651367 -0.957706538 -0.000765298 88.44723653AGLGILHDIEGIR 4 116812636 1xTMT6plex [N-Term] 0.839 0.784 4.244016171 23.3 0 1592.932156 3 531.6471558 -3.291078545 -0.001747488 74.4863157721361912 DNAJC1 dnaJ homolog subfamily C member 1 precursor 64215 NP_071760.2 4.693140794 1 2 2 4 554 63.843 8.63 0.71 0.69 0.7 Non-Significant #N/A ALPHLIQDAGQFYAK 2 21361912 2xTMT6plex [N-Term; K15] 0.688 2.470645666 3.89 0 2130.211181 3 710.7416992 -0.2987374 -0.000212125 73.65298928LLELALQQYPR 2 21361912 1xTMT6plex [N-Term] 0.712 3.216498137 14.56 0 1572.931094 2 786.96875 -0.553438102 -0.00043526 83.4885792238570142 MPP5 MAGUK p55 subfamily member 5 isoform 1 64398 NP_071919.2 5.333333333 1 2 2 4 675 77.246 6.14 0.78 0.65 0.72 Non-Significant #N/A HIQHTLVDSQSQEDISLLLQLVQNK 2 38570142 2xTMT6plex [N-Term; K25] 0.654 3.448727369 14.08 0 3344.857824 4 836.9683838 -1.829316542 -0.001529701 106.5702087QAFEADIAAGK 2 38570142 2xTMT6plex [N-Term; K11] 0.784 3.633066654 43.37 0 1578.889178 2 789.9468994 -1.682158515 -0.001327971 50.16022065

13259550 IFI6 interferon alpha-inducible protein 6 isoform c precursor 2537 NP_075011.1 6.52173913 1 1 1 6 138 13.661 5.06 0.46 0.41 0.43 Non-Significant #N/A YLDSEEDEE 6 13259550 1xTMT6plex [N-Term] 0.461 0.407 2.713455677 33.58 0 1357.584452 2 679.2954102 -0.669054142 -0.000454149 29.7459702813129094 C2orf49 ashwin isoform 1 79074 NP_076998.1 7.327586207 1 1 1 4 232 25.843 9.74 1 0.75 0.88 Non-Significant #N/A DSLTDLYVQHAIPLPQR 4 13129094 1xTMT6plex [N-Term] 1.001 0.753 4.27614212 14.62 0 2195.202183 3 732.4041748 -1.918673355 -0.001403959 69.49151356171542821 MUL1 mitochondrial ubiquitin ligase activator of NFKB 1 79594 NP_078820.2 7.670454545 1 2 2 8 352 39.774 8.13 100 1.01 1.29 34.1 Non-Significant 0.409
VLKPLDSVDLGLETVYEK 6 171542821 3xTMT6plex [N-Term; K3; K18] 100 1.198 1.117 5.086184025 27.68 0 2705.594395 3 902.536438 0.135095949 0.000121838 89.89582596SILSEAPGK 2 171542821 2xTMT6plex [N-Term; K9] 0.882 1.475 2.57339859 0 1359.824787 2 680.4160156 -0.023863368 -1.62E-05 45.43715148

33356128 NAA16 N-alpha-acetyltransferase 16, NatA auxiliary subunit isoform 1 79612 NP_078837.3 7.175925926 1 2 6 22 864 101.397 7.87 0.71 0.8 0.75 Non-Significant #N/A
EADLLQESLEHIEMYEK 2 33356128 2xTMT6plex [N-Term; K17] 0.705 4.135264874 23.41 0 2535.305276 3 845.7724609 -0.965093838 -0.000815602 89.43313398FAEHGETLAMK 6 33356128 2xTMT6plex [N-Term; K11] 1.143 1.109 1.112 4.887121201 37.92 0 1691.919098 3 564.6435547 -1.765597128 -0.000995749 43.00880808ALQISTLEER 2 33356128 1xTMT6plex [N-Term] 0.795 3.070612669 23.7 0 1388.79466 2 694.8999634 -1.447213361 -0.001004941 50.27094066GLTLNCLGK 4 33356128 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.301 1.065 3.071553946 43.57 0 1433.855042 2 717.4248657 -8.778324392 -0.006293422 59.68833434

EAEEMCSK 6 33356128 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.085 1.317 1.097 3.738592386 37.72 0 1441.706722 2 721.3565063 -0.684143781 -0.000493167 22.30706152
EELIPEK 2 33356128 2xTMT6plex [N-Term; K7] 0.851 2.041252136 7.82 0 1315.787339 2 658.3967896 -0.787724891 -0.000518239 46.649314238504671 SCRN3 secernin-3 isoform 1 79634 NP_078859.2 3.537735849 1 1 1 4 424 48.513 5.55 0.89 1.03 0.96 Non-Significant #N/A EFDFAAAYSYLDTAK 4 38504671 2xTMT6plex [N-Term; K15] 0.894 1.027 4.18103075 41.46 0 2170.110858 3 724.0408936 -1.258058282 -0.000910042 90.3401959134053959 TEFM transcription elongation factor, mitochondrial 79736 NP_078959.3 7.5 1 2 2 6 360 41.65 9.32 0.91 0.96 0.93 Non-Significant #N/A GIYSSSVYLEEISSIISK 4 134053959 2xTMT6plex [N-Term; K18] 0.905 0.966 5.237455845 60.69 0 2433.352879 3 811.7887573 -0.476629326 -0.000386602 110.5006338QFLFDSILK 2 134053959 2xTMT6plex [N-Term; K9] 0.948 3.465949059 30.28 0 1568.945237 2 784.975708 -0.699281498 -0.000548567 91.247759821314720 SNIP1 smad nuclear-interacting protein 1 79753 NP_078976.2 4.797979798 1 1 1 4 396 45.75 9.99 1.5 1.17 1.33 Non-Significant #N/A EKPSFELSGALLEDTNTFR 4 21314720 2xTMT6plex [N-Term; K2] 1.498 1.17 5.277460575 36.05 0 2612.397203 3 871.4698486 -0.846054941 -0.000736744 75.04154837161377433 METTL8 methyltransferase-like protein 8 79828 NP_079046.2 4.914004914 1 2 2 5 407 46.963 8.91 0.7 0.66 0.68 Non-Significant #N/A TESDFSNLDSEK 4 161377433 2xTMT6plex [N-Term; K12] 0.532 0.659 2.44031024 26.75 0 1829.916909 2 915.4627075 0.671942566 0.0006148 42.04683535VLLEEQVK 1 161377433 2xTMT6plex [N-Term; K8] 0.798 4.39 0 1415.887387 2 708.4466553 -0.955862124 -0.000676697 53.60044387

13376216 CCDC134 coiled-coil domain-containing protein 134 isoform 1 precursor 79879 NP_079097.1 5.240174672 1 1 1 4 229 26.544 8.85 1.93 0.68 1.3 Non-Significant #N/A
TEFIPSTDPFQK 4 13376216 2xTMT6plex [N-Term; K12] 1.927 0.678 2.111455917 8.16 0 1868.020586 2 934.5100098 -4.198673616 -0.003921604 69.4583030945935393 ESRP2 epithelial splicing regulatory protein 2 80004 NP_079215.2 2.789400279 1 1 2 8 717 77.315 6.83 1.35 1.18 1.26 Non-Significant #N/A STAAEVQQVLNR 4 45935393 1xTMT6plex [N-Term] 1.452 1.12 4.686038017 46.55 0 1544.859385 2 772.9332886 -0.054976889 -4.25E-05 46.60854603ATGEEFVK 4 45935393 2xTMT6plex [N-Term; K8] 1.351 1.177 3.078035116 21.16 0 1338.766938 2 669.8873291 0.331434182 0.000221857 36.12299946

40217803 LRRC8E volume-regulated anion channel subunit LRRC8E isoform 1 80131 NP_079337.2 3.391959799 1 2 2 5 796 90.189 6.96 1.84 1.41 1.63 Non-Significant #N/A EVPLWVFGLR 4 40217803 1xTMT6plex [N-Term] 1.842 1.548 3.219445467 33.43 0 1444.851387 2 722.9281006 -1.704388525 -0.001231294 99.76400636GLEELHLEGLFPQELAR 1 40217803 1xTMT6plex [N-Term] 1.37 3.130042791 0 2180.191284 3 727.4004517 -2.055911132 -0.001494093 85.5101115713540600 NDEL1 nuclear distribution protein nudE-like 1 isoform B 81565 NP_110435.1 8.405797101 1 1 2 8 345 38.351 5.24 1.04 0.44 0.74 Non-Significant #N/A ELEQANDDLER 6 13540600 1xTMT6plex [N-Term] 0.549 1.076 0.946 4.583700657 45.49 0 1560.770296 2 780.8869019 -2.414531512 -0.001884265 29.98278848MDSAVQASLSLPATPVGK 2 13540600 2xTMT6plex [N-Term; K18] 1.04 0.439 1.257016063 1.12 0 2230.251725 3 744.0836182 -6.915630931 -0.005141199 91.080381432880229 SELO selenoprotein O 83642 NP_113642.1 4.783258595 1 2 2 6 669 73.444 5.97 0.91 0.86 0.89 Non-Significant #N/A LVALSEPALALLGLGAPPAR 4 32880229 1xTMT6plex [N-Term] 1.14 0.863 5.202069283 31.13 0 2158.316091 3 720.1091309 -1.506406726 -0.001083767 112.6551803LEQLSAAELQSR 2 32880229 1xTMT6plex [N-Term] 0.834 2.670906782 13.25 0 1573.874701 2 787.4412231 0.297685109 0.00023426 52.15928287148277052 TMEM222 transmembrane protein 222 84065 NP_115501.2 12.5 1 1 1 4 208 23.214 6.51 1.52 0.89 1.2 Non-Significant #N/A LDPAQVYASGPNAWDTAVHDASEEYK 4 148277052 2xTMT6plex [N-Term; K26] 1.517 0.891 4.92331028 42.89 0 3292.616256 3 1098.205078 -4.730376633 -0.005191772 77.1935449438176285 RNASEH2C ribonuclease H2 subunit C 84153 NP_115569.2 20.73170732 1 2 2 8 164 17.829 5.03 1.98 1.31 1.64 Non-Significant #N/A DSGTDDQEEEPLER 4 38176285 1xTMT6plex [N-Term] 100 4.089670181 57.38 0 1848.829661 2 924.9193726 0.977762974 0.000903859 21.1805589GEEVAVPPGLVGYVMVTEEK 4 38176285 2xTMT6plex [N-Term; K20] 1.597 1.305 3.574104309 29.45 0 2561.393697 3 854.4685059 -1.067052628 -0.000911047 92.41242954
14150169 ACBD6 acyl-CoA-binding domain-containing protein 6 84320 NP_115736.1 3.191489362 1 1 1 4 282 31.131 5.11 0.84 0.52 0.68 Non-Significant #N/A EQLLYLYAR 4 14150169 1xTMT6plex [N-Term] 0.838 0.524 2.647225142 20.88 0 1397.799017 2 699.4020996 -1.498492433 -0.001047296 63.8249710114210490 GHDC GH3 domain-containing protein isoform 1 precursor 84514 NP_115873.1 4.716981132 1 2 2 6 530 57.487 7.88 1.2 0.98 1.09 Non-Significant #N/A GEDIGEDLFSEALGR 4 14210490 1xTMT6plex [N-Term] 1.215 0.977 3.45241785 22.13 0 1836.917688 2 918.9620361 -0.48579987 -0.000446187 77.85905456LSWLAGLQHR 2 14210490 1xTMT6plex [N-Term] 1.148 2.263772964 14.47 0 1409.821484 3 470.6115417 -1.001542305 -0.000470665 67.32883755110227846 C14orf142 uncharacterized protein C14orf142 84520 NP_115879.2 23 1 1 1 4 100 10.852 4.27 0.95 1.2 1.07 Non-Significant #N/A

VSCEAPGDGDPFQGLLSGVAQMK 4 110227846 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C3] 0.945 1.199 4.333302021 34.01 0 2821.426471 3 941.1447754 -2.374046672 -0.002232733 96.58599676
28416953 ACSS1 acetyl-coenzyme A synthetase 2-like, mitochondrial isoform 1 precursor 84532 NP_115890.2 6.966618287 1 2 2 6 689 74.809 7.11 0.58 0.76 0.67 Non-Significant #N/A

TLGSVGEPINCEAWEWLHR 2 28416953 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.865 3.845653772 34.97 0 2483.233894 3 828.4155884 -0.67742442 -0.000560734 78.42097767LGTAEIEDAIADHPAVPESAVIGYPHDIK 4 28416953 2xTMT6plex [N-Term; K29] 0.58 0.683 6.757871628 34.06 0 3486.85207 4 872.4647217 -4.305631828 -0.003753275 80.3393318821314755 SPPL2A signal peptide peptidase-like 2A precursor 84888 NP_116191.2 4.423076923 1 2 2 6 520 58.104 8.32 1.42 1.42 1.42 Non-Significant #N/A
AVVVPWGSCHFLEK 4 21314755 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.417 1.398 4.621949196 42.67 0 2087.151223 3 696.3873901 -1.727847893 -0.001202093 75.54534498

ILIAFISYK 2 21314755 2xTMT6plex [N-Term; K9] 1.499 2.787814856 22.03 0 1525.975808 2 763.4921265 0.765339582 0.000583945 103.652247128875786 FCHSD1 F-BAR and double SH3 domains protein 1 89848 NP_258260.1 10.43478261 1 4 4 14 690 76.895 5.34 1.12 0.99 1.05 Non-Significant #N/A DPLTSLSHTELEAAEVILEHAHR 2 28875786 1xTMT6plex [N-Term] 0.923 4.852690697 42.47 0 2797.468187 5 560.2991333 -0.581520856 -0.000325357 96.83716145ALDFPGFLDMMAPR 6 28875786 1xTMT6plex [N-Term] 1.101 0.933 3.88141799 39.09 0 1809.922914 3 603.9788818 -0.453860317 -0.000273817 105.8696458NEYLLNLVATNAHLDHYYQEELPALLK 2 28875786 2xTMT6plex [N-Term; K27] 1.231 6.505167484 27.38 0 3642.957204 4 911.4915161 -3.560054689 -0.003242282 103.9139809VWALAQEK 4 28875786 2xTMT6plex [N-Term; K8] 1.11 1.02 3.351365328 17.21 0 1402.845857 2 701.9241333 -3.469325167 -0.002433464 62.06841461283046701 LARP4 la-related protein 4 isoform a 113251 NP_443111.4 3.17679558 1 2 2 14 724 80.546 6.61 1.74 1.63 1.13 1.5 Significant 0.0153 LTTDPDLILEVLR 8 283046701 1xTMT6plex [N-Term] 2.055 1.839 3.968437672 48.7 0 1727.015217 2 864.0111084 -0.160475207 -0.000138572 103.652252SSPMVQVDEK 6 283046701 2xTMT6plex [N-Term; K10] 1.586 1.136 1.132 4.136569023 47.48 0 1577.860914 2 789.4337769 -0.403957698 -0.000318695 38.3924101424308382 LENG8 leukocyte receptor cluster member 8 114823 NP_443157.1 3.75 1 2 2 6 800 88.102 9.11 1.04 0.83 0.94 Non-Significant #N/A AFLEPLGLAYTGPDNSSIDCR 4 24308382 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 0.823 0.832 4.874683857 45.51 0 2525.254355 3 842.4224243 -0.64744796 -0.00054499 82.3864307LSLAQLSAF 2 24308382 1xTMT6plex [N-Term] 1.092 3.051676989 48.71 0 1178.698241 2 589.8540039 2.113002645 0.001245296 89.7154535
16915936 MGAT4B alpha-1,3-mannosyl-glycoprotein 4-beta-N-acetylglucosaminyltransferase B isoform 2 11282 NP_463459.1 5.150976909 1 2 2 6 563 64.805 8.27 1.27 1.05 1.16 Non-Significant #N/A

GVAEGEVDPAFGPLEALR 2 16915936 1xTMT6plex [N-Term] 1.109 4.146115303 72.54 0 2056.091236 2 1028.548584 -0.653814007 -0.000672151 76.88845422ELNLVLDEIKR 4 16915936 2xTMT6plex [N-Term; K10] 1.273 1.031 3.678635597 21.02 1 1800.099505 3 600.703186 -2.500030981 -0.001500102 78.8588162419923879 JOSD2 josephin-2 isoform 1 126119 NP_612207.1 6.382978723 1 1 1 3 188 20.743 7.42 1.14 1.14 1.14 Non-Significant #N/A APEALGDEDGVR 3 19923879 1xTMT6plex [N-Term] 1.143 1.142 3.785019636 37.86 0 1457.743353 2 729.3762817 1.32683614 0.000967093 30.6255644820373171 VANGL1 vang-like protein 1 isoform 1 81839 NP_620409.1 4.961832061 1 2 2 4 524 59.937 8.81 1.14 2.24 1.69 Non-Significant #N/A EAAQAIFPSMAR 2 20373171 1xTMT6plex [N-Term]; 1xOxidation [M10] 2.244 2.322818041 30.15 0 1536.804179 2 768.9053955 -0.432614893 -0.000332422 40.94994728DFTIYNPNLLTASK 2 20373171 2xTMT6plex [N-Term; K14] 1.135 2.180012703 3.74 0 2055.152663 3 685.7206421 -2.573925803 -0.00176327 76.55977096
526118249 ANKRD35 ankyrin repeat domain-containing protein 35 isoform 1 148741 NP_653299.4 0.699300699 1 1 1 4 1001 109.869 6.02 0.97 0.83 0.9 Non-Significant #N/A

ALGGLAK 4 526118249 2xTMT6plex [N-Term; K7] 0.972 0.828 2.558941364 26.89 0 1087.723951 2 544.3659668 0.649037607 0.000352987 41.94046369148839362 LSM14B protein LSM14 homolog B 149986 NP_653304.2 19.48051948 1 3 3 8 385 42.045 9.69 1.3 1.25 1.28 Non-Significant #N/A AQHTLPQDPAIVQSSLGSASASPFQPHVPYSPFR 2 148839362 1xTMT6plex [N-Term] 1.481 5.389070034 6.05 0 3846.976486 4 962.5012207 1.706935959 0.001641636 73.62491579YEGILYTIDTDNSTVALAK 4 148839362 2xTMT6plex [N-Term; K19] 1.304 1.251 4.30114603 40.9 0 2545.380156 3 849.1312866 -0.333638461 -0.000283079 81.46076747TASDVVQPAAVQAQGQVNDENR 2 148839362 1xTMT6plex [N-Term] 1.173 4.655054092 53.7 0 2526.274572 3 842.7635498 0.603154574 0.000507911 37.98739913
94721324 NSMCE1 non-structural maintenance of chromosomes element 1 homolog 197370 NP_659547.2 8.646616541 1 1 1 3 266 30.836 7.47 1.48 0.73 1.11 Non-Significant #N/A

GVTEDDGRPIYALVNLATTSISK 3 94721324 2xTMT6plex [N-Term; K23] 1.481 0.729 3.860186815 10.08 0 2878.592608 3 960.2044678 2.168424353 0.00208067 94.4758065721735616 APOL1 apolipoprotein L1 isoform b precursor 8542 NP_663318.1 1.690821256 1 1 1 6 414 45.89 6.29 1.23 0.9 1.06 Non-Significant #N/A AEEAGAR 6 21735616 1xTMT6plex [N-Term] 1.229 0.897 2.452343464 17.44 0 932.4998752 2 466.7532349 -0.731489039 -0.000341057 14.37418522
21735485 ATPAF2 ATP synthase mitochondrial F1 complex assembly factor 2 91647 NP_663729.1 7.612456747 1 2 2 4 289 32.752 7.09 1.49 1.01 1.25 Non-Significant #N/A

NEWDPIIEWAEK 2 21735485 2xTMT6plex [N-Term; K12] 1.009 3.368201017 25.26 0 1988.052949 3 663.3548584 -1.472241818 -0.000975632 91.95523565FLDTDTICYR 2 21735485 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.492 3.384902954 25.23 0 1532.761646 2 766.8833008 -1.514056348 -0.001160344 55.25287703
21955170 SSBP3 single-stranded DNA-binding protein 3 isoform a 23648 NP_663768.1 2.577319588 1 1 1 4 388 40.395 6.9 0.8 0.79 0.8 Non-Significant #N/A SAQTFLSEIR 4 21955170 1xTMT6plex [N-Term] 0.801 0.79 2.916140556 44.74 0 1380.768445 2 690.8878784 0.025287323 1.75E-05 60.49733709
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22749091 ARL6IP6 ADP-ribosylation factor-like protein 6-interacting protein 6 151188 NP_689735.1 5.309734513 1 1 1 6 226 24.66 6.33 1.09 1.48 1.29 Non-Significant #N/A AEFSAGAWSEPR 6 22749091 1xTMT6plex [N-Term] 1.092 1.481 4.041335106 46.67 0 1536.764422 2 768.8867188 1.13119485 0.00086919 45.9943399656549668 ARID2 AT-rich interactive domain-containing protein 2 196528 NP_689854.2 0.490463215 1 1 1 4 1835 197.268 7.42 0.96 0.92 0.94 Non-Significant #N/A GLAFLDELR 4 56549668 1xTMT6plex [N-Term] 0.958 0.921 3.342525244 37.56 0 1262.730603 2 631.8685913 -0.552234032 -0.000348661 78.049872322749327 UBE2E2 ubiquitin-conjugating enzyme E2 E2 7325 NP_689866.1 19.90049751 1 3 4 12 201 22.241 7.71 0.76 0.93 1.06 0.92 Significant 0.00886 ESVQQEPEREQVQPK 1 22749327 2xTMT6plex [N-Term; K15] 0.528 3.022495747 1 2269.218845 3 757.0774536 -0.457047216 -0.000345713 23.69586615GDNIYEWR 4 22749327 1xTMT6plex [N-Term] 0.932 0.981 3.100414991 21.02 0 1281.642517 2 641.3248901 -0.010093737 -6.47E-06 39.06295723VDDSPSTSGGSSDGDQR 5 22749327 1xTMT6plex [N-Term] 100 100 2.824303865 17.07 0 1895.841622 2 948.4238281 -0.655529441 -0.00062139 16.22758417ESVQQEPER 2 22749327 1xTMT6plex [N-Term] 0.768 3.16483736 27.25 0 1330.680024 2 665.8435059 -0.217258278 -0.000144551 15.69911141
32441283 RALGPS2 ras-specific guanine nucleotide-releasing factor RalGPS2 isoform 1 55103 NP_689876.2 4.631217839 1 2 2 6 583 65.126 8.73 1.11 1.31 1.21 Non-Significant #N/A

VTPEEYAGQITLMDVPVFK 4 32441283 2xTMT6plex [N-Term; K19] 1.52 1.313 4.312158585 41.14 0 2595.414433 3 865.8083496 -1.517041681 -0.001312451 99.84914713FVEDDNYK 2 32441283 2xTMT6plex [N-Term; K8] 0.892 2.801021814 33.53 0 1487.778231 2 744.3916016 -1.548789297 -0.001152128 40.26901811
33469964 SUGP1 SURP and G-patch domain-containing protein 1 57794 NP_757386.2 5.891472868 1 2 2 6 645 72.425 7.61 1.15 1.22 1.19 Non-Significant #N/A

AQTSTDAPTSAPSAPPSTPTPSAGK 2 33469964 2xTMT6plex [N-Term; K25] 1.376 5.879952908 68.9 0 2783.446338 3 928.4893188 2.538415371 0.002355181 35.97851067FANDGSFLQQFLK 4 33469964 2xTMT6plex [N-Term; K13] 1.154 1.175 3.405815363 46.44 0 1973.089669 3 658.3651733 -4.410321845 -0.002900653 97.8162729529789403 PDZD8 PDZ domain-containing protein 8 118987 NP_776152.1 2.686308492 1 3 3 8 1154 128.483 6.09 0.98 1.09 1.03 Non-Significant #N/A IKVEFEELLQTK 2 29789403 3xTMT6plex [N-Term; K2; K12] 1.06 3.456962347 11.95 1 2164.319618 3 722.1098633 -2.116617256 -0.001527012 90.44266964LLEGLSLR 4 29789403 1xTMT6plex [N-Term] 0.741 1.093 2.852601528 24.69 0 1129.714225 2 565.3604126 -0.598783898 -0.000338227 68.3520987YIKPVPGLLLR 2 29789403 2xTMT6plex [N-Term; K3] 1.05 2.738191843 2.02 0 1727.134769 3 576.3820801 -1.784229975 -0.001027202 74.968542428212272 NOP9 nucleolar protein 9 isoform 1 161424 NP_777573.1 17.45283019 1 5 5 28 636 69.394 7.28 1.63 1.37 1.1 1.37 Significant 0.0123 GSSVDGSPLLLFLR 6 28212272 1xTMT6plex [N-Term] 100 1.853 0.865 4.013019085 59 0 1689.973687 2 845.4898071 -0.798398341 -0.000674636 96.62037726TLLQVLGGTILESER 14 28212272 1xTMT6plex [N-Term] 1.45 1.661 1.227 4.693460464 66.25 0 1858.084694 3 620.0334473 0.58918567 0.000364919 104.1676843LQSLFEEHLQGQLQTLAAHPIANFPLQR 4 28212272 1xTMT6plex [N-Term] 100 0.578 7.491776943 39.09 0 3428.864023 4 857.9718628 0.466114102 0.00039956 100.0019367SEPAPDSHPHLSPEALGYFR 2 28212272 1xTMT6plex [N-Term] 1.168 4.719307899 35 0 2436.214539 4 609.8087769 -0.517601428 -0.000315247 50.04315039SLGALTGPQLLSLAQSPAGSHVLDAILTSPSVTR 2 28212272 1xTMT6plex [N-Term] 0.948 3.78796649 4.04 0 3587.000576 4 897.5057373 0.151499488 0.000135857 112.2272
50978624 GATC glutamyl-tRNA(Gln) amidotransferase subunit C, mitochondrial 283459 NP_789788.1 20.58823529 1 2 2 8 136 15.077 5.05 0.76 0.85 0.8 Non-Significant #N/A

VVEEYFVAPPGNISLPK 4 50978624 2xTMT6plex [N-Term; K17] 0.666 0.831 4.101151943 30.99 0 2317.320791 3 773.1105347 -1.613905208 -0.001246645 86.99234294ITAAVIEHLER 4 50978624 1xTMT6plex [N-Term] 0.853 0.87 4.87158823 47.96 0 1480.868494 3 494.2944946 0.29508138 0.000145659 62.1640879629171738 PLPP1 phospholipid phosphatase 1 isoform 2 8611 NP_795714.1 7.01754386 1 1 1 6 285 32.129 8.16 1.34 1.28 1.31 Non-Significant #N/A AIGTFLFGAAASQSLTDIAK 6 29171738 2xTMT6plex [N-Term; K20] 1.34 1.283 6.125841141 48.25 0 2440.385182 3 814.132019 -1.507090406 -0.00122596 104.8718215
157311622 ACSM2B acyl-coenzyme A synthetase ACSM2B, mitochondrial 348158 NP_872423.3 2.253032929 1 1 1 2 577 64.23 8.25 1.19 0.88 1.03 Non-Significant #N/A

AGLIFMPGTIQMK 2 157311622 2xTMT6plex [N-Term; K13]; 1xOxidation [M6] 1.185 0.883 2.658690929 7.72 0 1881.074219 3 627.6938477 -3.843086667 -0.00240971 78.31962768
160420328 ISCA2 iron-sulfur cluster assembly 2 homolog, mitochondrial isoform 1 precursor 122961 NP_919255.2 15.58441558 1 2 2 4 154 16.466 5.25 0.92 1.36 1.14 Non-Significant #N/A

FSLDTVINPDDR 2 160420328 1xTMT6plex [N-Term] 1.363 3.815243483 18.63 0 1620.843067 2 810.9241333 -1.281233501 -0.001038339 66.3642259LLEITEGSEFLR 2 160420328 1xTMT6plex [N-Term] 0.915 3.064545155 9.77 0 1635.915503 2 818.4589233 -3.015602152 -0.002466635 80.3421633138202257 GANAB neutral alpha-glucosidase AB isoform 2 precursor 23193 NP_938148.1 55.08474576 1 2 41 529 944 106.807 6.14 2 1.48 1.36 1.61 Significant 0.0145 DPAEGDGAQPEETPR 12 38202257 1xTMT6plex [N-Term] 0.876 1.007 0.88 5.498372555 66.38 0 1797.845251 3 599.9528198 -0.748188612 -0.000448376 18.69958485VVIIGAGKPAAVVLQTK 18 38202257 3xTMT6plex [N-Term; K8; K17] 1.501 1.463 1.357 5.71099472 20.87 0 2351.535699 3 784.5150757 -2.136892594 -0.001674993 79.78679036WYQMGAYQPFFR 28 38202257 1xTMT6plex [N-Term] 1.406 1.321 1.777 4.531265736 38.19 0 1822.893663 2 911.9494629 -1.104495995 -0.001006689 81.84085602DGSDYEGWCWPGSAGYPDFTNPTMR 12 38202257 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.058 1.276 2.038 5.442538738 32.66 0 3095.313737 3 1037.774292 -0.105699394 -0.000109621 74.78653348YSLLPFWYTLLYQAHR 5 38202257 1xTMT6plex [N-Term] 0.962 1.117 1.222 5.518963814 60.86 0 2300.242926 3 767.4186401 -0.677567498 -0.000519523 112.4331088MMDYLQGSGETPQTDVR 18 38202257 1xTMT6plex [N-Term] 1.112 1.287 1.169 5.527150154 58.56 0 2157.01537 3 719.6758423 -1.110893582 -0.000798738 53.04374835FGAVWTGDNTAEWDHLK 24 38202257 2xTMT6plex [N-Term; K17] 1.108 1.267 1.24 6.485002518 65.76 0 2405.229016 3 802.4108276 -4.609070393 -0.00369529 73.00534044DENSVELTMAEGPYK 6 38202257 2xTMT6plex [N-Term; K15] 1.24 1.252 4.446374416 65.5 0 2141.083656 2 1071.043945 -1.420993052 -0.001521233 56.66927261DVHNIYGLYVHMATADGLR 24 38202257 1xTMT6plex [N-Term] 1.326 1.418 1.2 6.908651352 63.53 0 2374.217515 4 594.3096313 -0.345368261 -0.000204995 69.48726817FSFSGNTLVSSSADPEGHFETPIWIER 20 38202257 1xTMT6plex [N-Term] 1.466 1.128 1.303 8.2318573 70.92 0 3239.584673 3 1080.534058 0.909586216 0.000982227 90.52278692ALLDSLQLGPDSLTVHLIHEVTK 11 38202257 2xTMT6plex [N-Term; K23] 1.345 1.16 1.506 6.193327427 49.36 0 2957.707578 3 986.5726929 -1.370279722 -0.001350962 105.2265788KPGINVASDWSIHLR 8 38202257 2xTMT6plex [N-Term; K1] 1.083 1.047 1.062 6.135590076 55.76 0 2151.243878 4 538.5661621 -0.492418601 -0.000264828 61.42039734
DEADVLEVDQGFDDHNLPCDVIWLDIEHADGK 2 38202257 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C19] 0.53 7.255363464 48.93 0 4137.975174 4 1035.243286 -5.766068607 -0.005964962 96.63322122LSFQHDPETSVLVLR 22 38202257 1xTMT6plex [N-Term] 1.132 1.184 1.167 4.72329998 42.35 0 1970.090842 3 657.3671265 -2.038304724 -0.001338548 63.97173056AEKDEPGAWEETFK 14 38202257 3xTMT6plex [N-Term; K3; K14] 1.221 1.417 1.254 5.573060989 32.13 1 2324.237738 3 775.4161987 -1.589961531 -0.001231816 62.70303046QYASLTGTQALPPLFSLGYHQSR 8 38202257 1xTMT6plex [N-Term] 1.149 1.138 1.291 8.909394264 65.73 0 2764.461979 3 922.1588745 0.032916045 3.03E-05 80.24397101HHGPQTLYLPVTLSSIPVFQR 27 38202257 1xTMT6plex [N-Term] 1.281 1.093 1.46 6.73021698 43.71 0 2619.460857 4 655.6203613 -0.474054612 -0.000310442 87.72674839

DGSDYEGWCWPGSAGYPDFTNPTMR 6 38202257 1xTMT6plex [N-Term]; 1xOxidation [M24]; 1xCarbamidomethyl [C9] 0.561 100 100 3.407255411 35.42 0 3111.308652 3 1037.774292 -0.105699394 -0.000109621 74.78653348
LVAIVDPHIK 22 38202257 2xTMT6plex [N-Term; K10] 1.205 1.115 1.199 4.008078098 50.2 0 1563.00342 2 782.0043945 -1.220513964 -0.000953834 66.1916099KLVAIVDPHIK 12 38202257 3xTMT6plex [N-Term; K1; K11] 1.24 1.393 1.403 5.093135834 16.14 1 1920.261315 3 640.7578735 -1.170525341 -0.000749238 61.22816339EPWLLPSQHNDIIR 16 38202257 1xTMT6plex [N-Term] 1.043 1.177 1.151 5.171781063 40.91 0 1947.064961 3 649.6928101 -0.556999504 -0.000361505 61.29662093VPDVLVADPPIAR 18 38202257 1xTMT6plex [N-Term] 0.942 0.832 3.799777508 40.43 0 1590.941659 2 795.973877 -0.742499729 -0.000590637 70.88847694VLLVLELQGLQK 8 38202257 2xTMT6plex [N-Term; K12] 1.184 1.313 1.398 3.557338238 28.12 0 1811.177027 3 604.3978882 1.150672049 0.00069469 108.3580603
TCEESSFCK 18 38202257 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C2; C8] 0.843 0.943 1.263 4.03865242 47.11 0 1605.7653 2 803.3855591 -0.908361849 -0.000729308 30.3392081

DGDKPEETQGK 6 38202257 3xTMT6plex [N-Term; K4; K11] 1.37 1.432 1.166 2.633220196 14.14 0 1891.037582 3 631.0165405 -1.329348498 -0.000837949 20.6642714GLLEFEHQR 5 38202257 1xTMT6plex [N-Term] 100 1.137 1.173 3.819224358 33.49 0 1357.742565 3 453.2522583 -0.252844438 -0.000114433 41.23637063AHAHLDTGR 7 38202257 1xTMT6plex [N-Term] 1.179 1.128 1.161 4.020171165 38.24 0 1206.654084 3 402.8894958 -0.124361384 -5.00E-05 15.13839644VSQGSKDPAEGDGAQPEETPR 12 38202257 2xTMT6plex [N-Term; K6] 2 1.18 1.361 4.758794785 17.07 1 2613.315658 3 871.7771606 0.486230429 0.000423558 22.38220088DAQHYGGWEHR 6 38202257 1xTMT6plex [N-Term] 1.246 1.228 1.119 4.14852047 37.12 0 1584.750504 3 528.9215698 -0.219313603 -0.000115852 18.4335038SLLLSVNAR 6 38202257 1xTMT6plex [N-Term] 1.273 1.149 1.13 3.769345045 46.98 0 1201.746588 2 601.3770752 0.238004108 0.00014301 54.32085051VTEGGEPYR 12 38202257 1xTMT6plex [N-Term] 1.21 1.164 1.298 3.156539202 37.15 0 1236.642182 2 618.8240356 -1.122031059 -0.000693775 29.07858643SIRPGLSPYR 10 38202257 1xTMT6plex [N-Term] 1.083 1.132 1.339 3.895565271 26.3 0 1374.8055 3 458.9398499 -0.366051382 -0.00016775 31.77774299LKVTEGGEPYR 9 38202257 2xTMT6plex [N-Term; K2] 2.082 1.122 2.292 3.869957209 25.75 1 1706.984141 2 853.9953613 -0.407194029 -0.000347537 36.08029614DENSVELTMAEGPYK 2 38202257 2xTMT6plex [N-Term; K15]; 1xOxidation [M9] 1.006 2.05463624 9.86 0 2157.078571 2 1071.043945 -1.420993052 -0.001521233 56.66927261AFFAGSQR 6 38202257 1xTMT6plex [N-Term] 1.163 1.223 1.07 2.812172174 25.57 0 1112.605009 2 556.8060303 -0.202275851 -0.000112527 35.30873461NPEPELLVR 6 38202257 1xTMT6plex [N-Term] 1.128 1.114 1.086 3.219980478 22.48 0 1295.752067 2 648.3800659 0.608299966 0.000394103 46.23467424VSQGSKDPAEGDGAQPEETPRDGDKPEETQGK 2 38202257 4xTMT6plex [N-Term; K6; K25; K32] 3.607 5.142484188 1.06 2 4256.172467 5 852.0396729 -0.753997215 -0.000641828 28.14596157IILTARPFR 5 38202257 1xTMT6plex [N-Term] 1.113 0.01 3.356178999 16.1 0 1315.841157 3 439.2850952 -0.322573486 -0.000141485 52.76392079NLGLYVK 10 38202257 2xTMT6plex [N-Term; K7] 1.213 1.293 1.294 3.529850006 32.15 0 1264.80293 2 632.9041748 -1.467849719 -0.00092827 63.61633087LDLLEDR 24 38202257 1xTMT6plex [N-Term] 1.208 1.27 1.191 3.321097851 38.98 0 1102.630555 2 551.8185425 -0.677125316 -0.00037331 55.45301071YFTWDPSR 12 38202257 1xTMT6plex [N-Term] 1.139 1.091 1.17 2.918867588 27.7 0 1300.652353 2 650.8302612 0.686440874 0.00044641 54.69151259IDELEPR 14 38202257 1xTMT6plex [N-Term] 0.886 0.951 0.915 2.872782469 41.34 0 1100.614905 2 550.8114624 0.675335837 0.000371642 37.79327825GGTIVPR 11 38202257 1xTMT6plex [N-Term] 1.083 1.118 1.147 2.518143177 23.84 0 928.5777317 2 464.79245 -0.116713607 -5.42E-05 23.65521837MMDYLQGSGETPQTDVR 5 38202257 1xTMT6plex [N-Term]; 1xOxidation [M] 1.419 1.776724219 14.45 0 2173.010285 3 719.6758423 -1.110893582 -0.000798738 53.04374835
42558252 CHCHD1 coiled-coil-helix-coiled-coil-helix domain-containing protein 1 118487 NP_976043.1 26.27118644 1 2 2 6 118 13.466 10.21 1.15 0.9 1.02 Non-Significant #N/A

SIQETLGESGSLLPNK 4 42558252 2xTMT6plex [N-Term; K16] 1.183 0.843 4.44310236 38.65 0 2131.201069 3 711.0714722 -0.56597949 -0.000402072 75.10076676KPVLKPNKPLILANR 2 42558252 4xTMT6plex [N-Term; K1; K5; K8] 1.091 1.164 3.646983862 0 2617.741499 4 655.1904907 -0.521693748 -0.000341415 56.46359096
45827718 ENTPD2 ectonucleoside triphosphate diphosphohydrolase 2 isoform 1 954 NP_982293.1 6.868686869 1 2 2 10 495 53.631 8.27 1.76 1.39 1.35 1.5 Significant 0.00749

LADYCAGAMFVQQLLSR 8 45827718 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.755 1.209 1.349 6.243648529 70.42 0 2172.114296 3 724.7098389 0.307051781 0.000222317 108.4663469LLASALQTHGFHPCWPR 2 45827718 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.598 4.937469959 32.65 0 2220.169778 4 555.7963867 -2.729928612 -0.001515226 69.39889978
45333909 COMMD6 COMM domain-containing protein 6 isoform a 170622 NP_987093.1 22.44897959 1 2 2 6 98 10.9 6 0.92 0.88 0.9 Non-Significant #N/A

SDVTNQLVDFQWK 4 45333909 2xTMT6plex [N-Term; K13] 1.006 0.883 4.538637638 33.83 0 2038.100962 3 680.038208 -0.437096385 -0.000296949 76.27546605EIAAVIETV 2 45333909 1xTMT6plex [N-Term] 0.851 2.440709591 40.39 0 1173.692821 2 587.3501587 0.187385327 0.000109966 73.37380655116235451 RNF214 RING finger protein 214 isoform 1 257160 NP_997226.2 4.26742532 1 3 3 5 703 77.619 6.95 0.89 0.63 0.76 Non-Significant #N/A AQMTNILQQIK 2 116235451 2xTMT6plex [N-Term; K11] 0.53 2.115561724 31.41 0 1746.034796 2 873.5188599 -2.49329134 -0.002176687 74.58622748SDEGLPDGLSTK 2 116235451 2xTMT6plex [N-Term; K12] 0.847 3.724517584 43.87 0 1676.910701 2 838.9591675 0.212898002 0.000178505 46.37358059LEKILEK 1 116235451 3xTMT6plex [N-Term; K3; K7] 0.886 0.52 1 1560.033941 3 520.6828613 0.057501553 2.99E-05 60.91686094
4557237 ACAT1 acetyl-CoA acetyltransferase, mitochondrial precursor 38 NP_000010.1 43.55971897 1 18 18 185 427 45.171 8.85 1.23 1.22 1.22 1.22 Significant 0.00000742

QAVLGAGLPISTPCTTINK 16 4557237 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C14] 1.259 1.359 1.449 6.213883877 83.36 0 2399.373237 3 800.4622803 -0.395782396 -0.000316543 72.64154792
FGNEVIPVTVTVK 12 4557237 2xTMT6plex [N-Term; K13] 1.124 1.156 1.196 4.148735523 51.29 0 1861.119906 2 931.0629883 -0.648162161 -0.000603154 78.19194286TPIGSFLGSLSLLPATK 24 4557237 2xTMT6plex [N-Term; K17] 1.372 1.284 1.203 5.1124897 69.63 0 2160.304412 2 1080.655518 -0.302672043 -0.000326932 111.0717641EAYMGNVLQGGEGQAPTR 14 4557237 1xTMT6plex [N-Term] 1.105 1.183 0.752 5.080406189 51.95 0 2107.043968 3 703.0186157 -1.269048995 -0.000891314 46.433198NEQDAYAINSYTR 6 4557237 1xTMT6plex [N-Term] 1.132 0.961 1.506 5.29163456 59.72 0 1773.860508 2 887.4328003 -1.230978452 -0.001091792 43.59400739IHMGSCAENTAK 6 4557237 2xTMT6plex [N-Term; K12]; 1xOxidation [M3]; 1xCarbamidomethyl [C6] 1.309 1.218 1.119 5.755281448 44.08 0 1792.90861 3 598.3084106 1.153613509 0.000689441 19.54288299
IHMGSCAENTAK 6 4557237 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 1.162 1.281 1.104 5.505433083 42.26 0 1776.913695 3 598.3084106 1.153613509 0.000689441 19.54288299

LGSIAIQGAIEK 6 4557237 2xTMT6plex [N-Term; K12] 1.181 1.165 1.093 3.648072958 44.69 0 1658.025278 3 553.3461914 -0.757944566 -0.000418897 67.16579025LEDLIVKDGLTDVYNK 6 4557237 3xTMT6plex [N-Term; K7; K16] 2.364 1.013 2.472 3.062214136 25 1 2522.468466 3 841.4931641 -1.398452566 -0.001175851 80.19376654DGLTDVYNK 16 4557237 2xTMT6plex [N-Term; K9] 1.193 1.231 1.184 3.840869188 41.54 0 1482.82043 2 741.9136963 -0.21172616 -0.000156976 43.73107462GQPDVVVKEDEEYKR 15 4557237 3xTMT6plex [N-Term; K8; K14] 1.241 1.286 1.178 5.382745743 13.33 2 2478.380714 4 620.3501587 -0.7703596 -0.000477311 40.05543106EVVIVSATR 14 4557237 1xTMT6plex [N-Term] 1.27 1.26 1.25 3.489544153 35.97 0 1202.730603 2 601.8682251 -1.188748905 -0.000714872 39.80673477GSTPYGGVK 10 4557237 2xTMT6plex [N-Term; K9] 1.367 1.308 1.313 3.368775129 41.79 0 1323.767272 2 662.3886108 2.019100898 0.00133641 28.85348282IVGHLTHALK 4 4557237 2xTMT6plex [N-Term; K10] 1.236 1.114 2.049968243 11.8 0 1546.983353 3 516.3323364 -0.5800726 -0.000299121 45.35507253GQPDVVVK 2 4557237 2xTMT6plex [N-Term; K8] 0.933 3.030996084 35.94 0 1299.803658 2 650.4047241 -1.143355616 -0.000743069 36.81529769MLEIDPQK 6 4557237 2xTMT6plex [N-Term; K8]; 1xOxidation [M1] 1.218 1.233 1.286 2.654196978 26.57 0 1447.823073 3 477.9479065 0.704227261 0.000336111 58.05318421LNVTPLAR 6 4557237 1xTMT6plex [N-Term] 1.16 1.219 1.181 2.90565896 33.77 0 1112.698909 2 556.8526001 -0.88592222 -0.000492882 47.72949217MLEIDPQK 4 4557237 2xTMT6plex [N-Term; K8] 1.374 1.27 2.378078461 26.79 0 1431.828158 3 477.9479065 0.704227261 0.000336111 58.05318421AAWEAGK 4 4557237 2xTMT6plex [N-Term; K7] 1.1 1.428 2.829416513 34.67 0 1190.693379 2 595.8493652 -1.616924461 -0.000962631 34.03060687LEDLIVK 8 4557237 2xTMT6plex [N-Term; K7] 1.221 1.133 1.259 2.818182468 32.8 0 1287.82881 2 644.4187012 1.021753621 0.000657922 69.826802054506163 PSEN1 presenilin-1 isoform I-467 5663 NP_000012.1 11.99143469 1 4 4 12 467 52.634 5.31 0.92 1.4 1.29 1.21 Significant 0.0142 MLVETAQER 4 4506163 1xTMT6plex [N-Term] 0.868 1.534 3.489114046 25.9 0 1305.703402 2 653.3552856 -0.08239309 -5.38E-05 34.15391496YNAESTER 4 4506163 1xTMT6plex [N-Term] 1.187 1.868 2.842764378 28.51 0 1198.590147 2 599.7980957 -1.027752275 -0.000615927 15.95471434KDGQLIYTPFTEDTETVGQR 2 4506163 2xTMT6plex [N-Term; K1] 1.294 3.925770283 2.27 1 2756.450695 3 919.4916382 3.50682158 0.003222127 60.0809123AAVQELSSSILAGEDPEER 2 4506163 1xTMT6plex [N-Term] 1.107 3.882903099 7.25 0 2230.140036 3 744.0534668 2.605661766 0.001936997 68.8081287147078295 ADA adenosine deaminase 100 NP_000013.2 68.59504132 1 18 18 141 363 40.739 5.95 1.48 1.51 1.57 1.52 Significant 0.000303 LKNDQANYSLNTDDPLIFK 6 47078295 3xTMT6plex [N-Term; K2; K19] 1.627 1.496 1.719 5.1366992 35.87 1 2896.602334 3 966.2025757 -3.162404832 -0.00305341 72.68669976LGHGYHTLEDQALYNR 10 47078295 1xTMT6plex [N-Term] 1.249 1.267 1.357 5.093166351 38.13 0 2116.077317 3 706.0313721 1.061412511 0.000748677 38.94557222VEPIPWNQAEGDLTPDEVVALVGQGLQEGER 16 47078295 1xTMT6plex [N-Term] 1.403 1.519 1.816 5.690740585 50 0 3574.822671 3 1192.277832 -1.04292341 -0.001242755 111.8654836TVHAGEVGSAEVVK 12 47078295 2xTMT6plex [N-Term; K14] 1.443 1.455 1.608 6.414605141 65.01 0 1841.053283 2 921.031311 1.120141568 0.00103112 35.78910232
KYQQQTVVAIDLAGDETIPGSSLLPGHVQAYQEAVK 4 47078295 3xTMT6plex [N-Term; K1; K36] 0.969 1.434 5.972391605 34.33 1 4541.485853 4 1136.126953 0.028446637 3.23E-05 84.56340046

STLDTDYQMTK 20 47078295 2xTMT6plex [N-Term; K11] 1.532 1.511 1.517 4.99195385 72.11 0 1760.914072 2 880.960083 -0.671670693 -0.000591377 43.71560593
QENMHFEICPWSSYLTGAWKPDTEHAVIR 2 47078295 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9] 1.068 7.682109356 22.03 0 3960.956569 5 792.9978638 0.919865591 0.00072871 83.99292439

NDQANYSLNTDDPLIFK 2 47078295 2xTMT6plex [N-Term; K17] 1.099 4.506158829 40.64 0 2426.260375 3 809.4231567 -2.249624654 -0.001819392 77.2471612IAYEFVEMK 6 47078295 2xTMT6plex [N-Term; K9] 1.415 1.513 1.546 4.299485683 52.15 0 1587.885673 2 794.4421997 -5.384484591 -0.004274973 80.37661203DMGFTEEEFKR 8 47078295 2xTMT6plex [N-Term; K10] 1.367 1.879 1.687 4.397895813 19.97 1 1846.940956 2 923.9754639 1.459442635 0.001347752 56.76722494FDYYMPAIAGCR 8 47078295 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.495 1.039 3.538174152 25.29 0 1692.80755 2 846.906311 -1.302286068 -0.00110226 70.26214096ELLDLLYK 16 47078295 2xTMT6plex [N-Term; K8] 1.496 1.661 1.518 3.745049715 40.56 0 1464.907788 2 732.9577026 0.2322627 0.000170122 93.78033762HQPNWSPK 6 47078295 2xTMT6plex [N-Term; K8] 1.592 1.609 1.412 3.369686365 20.36 0 1451.815954 3 484.6097412 -0.883980634 -0.000427792 29.06872499SSFLPEDEKR 6 47078295 2xTMT6plex [N-Term; K9] 1.517 1.462 1.746 4.219105244 24.78 1 1665.921206 3 555.9790649 0.861429828 0.000478358 37.71901903
SILCCMR 6 47078295 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C5] 2.827 2.401 1.985 3.008930445 34.9 0 1168.583822 2 584.7957764 0.388653656 0.000227087 40.43010015
EAVDILK 4 47078295 2xTMT6plex [N-Term; K7] 1.6 1.568 3.094201326 31.73 0 1245.78186 2 623.3933716 -1.921007212 -0.001196578 52.08523216LNINAAK 2 47078295 2xTMT6plex [N-Term; K7] 1.312 2.619261026 24.48 0 1201.766878 2 601.3877563 1.129749319 0.000678848 42.93039367AYGMPPSASAGQNL 7 47078295 1xTMT6plex [N-Term] 0.845 1.45 2.376342773 39.12 0 1592.794008 2 796.901062 0.526975512 0.000419682 85.261236994557269 ADSL adenylosuccinate lyase isoform a 158 NP_000017.1 23.14049587 1 8 8 48 484 54.854 7.11 1.41 1.3 1.38 1.36 Significant 0.000579 HLMTLVMDPLQTASVQWFER 8 4557269 1xTMT6plex [N-Term] 1.322 1.691 1.474 6.77748394 50.89 0 2631.362465 3 877.7894287 -3.318507922 -0.002910732 102.1886878ASLPTLGFTHFQPAQLTTVGK 6 4557269 2xTMT6plex [N-Term; K21] 1.353 1.634 1.437 8.141026497 74.65 0 2672.517593 3 891.5090942 -1.819772925 -0.001621125 86.41492239GTTGTQASFLQLFEGDDHKVEQLDK 6 4557269 3xTMT6plex [N-Term; K19; K25] 1.262 1.77 1.357 7.496558189 27.21 1 3451.831224 4 863.7126465 -0.71497195 -0.000616991 81.16767242AFIITGQTYTR 10 4557269 1xTMT6plex [N-Term] 1.211 1.161 1.016 3.614376545 35.8 0 1499.841945 2 750.4244385 -0.229515434 -0.000172118 53.58622117NALDLLLPK 6 4557269 2xTMT6plex [N-Term; K9] 1.374 1.047 1.076 3.337269068 35.87 0 1454.934672 2 727.9708252 -0.204888495 -0.00014905 84.77417573TLDDSANR 6 4557269 1xTMT6plex [N-Term] 0.992 1.423 1.308 3.315492868 29.72 0 1120.579582 2 560.7931519 -0.495180415 -0.000277445 17.13636197QQIGSSAMPYK 2 4557269 2xTMT6plex [N-Term; K11]; 1xOxidation [M8] 0.883 1.695261002 29.4 0 1683.914013 2 842.4608154 0.202610924 0.00017059 31.83498435ASQQVQR 4 4557269 1xTMT6plex [N-Term] 2.038 2.52 2.515864372 18.39 0 1045.595173 2 523.300293 -1.781982692 -0.000931616 14.38342973116734847 AGL glycogen debranching enzyme isoform 1 178 NP_000019.2 11.2924282 1 13 13 54 1532 174.652 6.76 1.04 1 0.86 0.97 Significant 0.00317

VGADNHVLPLDCVTLQTFLAK 4 116734847 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C12] 1.196 0.849 4.153851986 15.21 0 2769.537342 3 923.8469849 -3.950450492 -0.003646973 96.51683888LTLAELNQILYR 10 116734847 1xTMT6plex [N-Term] 1.039 1.384 2.266 4.848988056 55.08 0 1675.994422 2 838.5010986 0.297301482 0.000249138 98.65232328EAMSAYNSHEEGR 2 116734847 1xTMT6plex [N-Term] 0.868 3.746419907 12.54 0 1709.775063 3 570.5963135 -0.395508349 -0.00022541 18.74216874NFAEPGSEVYLR 2 116734847 1xTMT6plex [N-Term] 1.12 3.416115284 35.79 0 1610.837587 2 805.9227905 0.445131584 0.000358517 50.43553158FPSLPILSPALMDVPYR 4 116734847 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.933 0.797 3.986460686 16.96 0 2161.192864 2 1073.102051 -0.524174238 -0.000562229 112.0504025GYDELVPHQISVVSEER 4 116734847 1xTMT6plex [N-Term] 0.786 0.887 3.734988689 8.11 0 2186.129078 3 729.3800049 -1.65417111 -0.001205411 55.41598356LEQGYELQFR 6 116734847 1xTMT6plex [N-Term] 1.114 1.178 1.158 3.820535421 48.34 0 1511.805559 2 756.4066772 0.3431805 0.000259411 56.23752268DGSAVEIVGLSK 2 116734847 2xTMT6plex [N-Term; K12] 0.766 3.697436333 16.43 0 1632.957258 2 816.9805908 -2.053102957 -0.001676315 59.36191553IEEVVLEAR 6 116734847 1xTMT6plex [N-Term] 0.83 0.695 0.776 3.710754156 31.19 0 1286.751733 2 643.8791504 -0.550594751 -0.000354239 56.1095675LINYHQEQAVNCLLGNVFYER 1 116734847 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.81 3.285444975 0 2809.429299 3 937.1464844 -1.565939033 -0.001466465 87.37485174FPSLPILSPALMDVPYR 2 116734847 1xTMT6plex [N-Term] 1.842 3.315998793 21.05 0 2145.197949 2 1073.102051 -0.524174238 -0.000562229 112.0504025LGISSLIR 4 116734847 1xTMT6plex [N-Term] 1.11 1.165 2.902087688 26.65 0 1087.70366 2 544.3540649 -2.580764679 -0.001403554 64.42140109WLLELSK 6 116734847 2xTMT6plex [N-Term; K7] 1.356 1.094 1.387 2.74123168 25.9 0 1346.844794 2 673.9251709 -1.283839929 -0.000864567 82.49879236
GPAAIEECCNWFHK 1 116734847 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C8; C9] 0.641 1.701075435 0 2177.067236 3 726.3599854 -0.842080245 -0.000611088 59.36103936

4557305 ALDOA fructose-bisphosphate aldolase A isoform 1 226 NP_000025.1 82.41758242 1 21 25 1166 364 39.395 8.09 1 0.95 0.97 0.97 Significant 0.000223
ALANSLACQGK 28 4557305 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 0.962 0.895 0.973 4.936929226 76.97 0 1590.903783 2 795.9559937 0.583319178 0.000464002 41.14891676
VTTADPYASGK 8 94557305 2xTMT6plex [N-Term; K11] 1.386 1.521 1.311 4.943950653 56.41 0 1567.873194 2 784.4395752 -0.841872532 -0.000659975 35.20366741FSHEEIAMATVTALR 45 4557305 1xTMT6plex [N-Term] 0.982 0.981 1.038 5.950245857 67.61 0 1905.010149 2 961.0073242 1.201525984 0.001154069 53.35664563FSHEEIAMATVTALR 48 4557305 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.984 0.927 0.928 5.531785965 71 0 1921.005064 2 961.0073242 1.201525984 0.001154069 53.35664563DALPEYSTFDVNMKPVVQEPNQK 4 94557305 3xTMT6plex [N-Term; K14; K23] 1.15 1.024 6.635287762 25.32 0 3336.775289 4 834.9495239 0.292693706 0.000244163 73.58311262GILAADESTGSIAK 46 4557305 2xTMT6plex [N-Term; K14] 0.959 0.944 0.887 5.580776215 83.92 0 1791.0264 2 896.0165405 -0.332387793 -0.000297658 52.0993092VLHIPEFYVGSILR 6 94557305 1xTMT6plex [N-Term] 1.058 1.254 1.106 4.19817543 33.05 0 1872.094471 3 624.7022705 -1.181808182 -0.000737486 92.5240269IGEHTPSALAIMENANVLAR 17 4557305 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.062 0.885 0.929 6.167601109 32.07 0 2352.254295 4 584.8195801 -1.236950625 -0.000722459 74.89697095IGEHTPSALAIMENANVLAR 28 4557305 1xTMT6plex [N-Term] 0.803 0.768 0.861 7.497208595 47.52 0 2336.25938 4 584.8195801 -1.236950625 -0.000722459 74.89697095GVVPLAGTNGETTTQGLDGLSER 2 4557305 1xTMT6plex [N-Term] 0.88 5.055447102 46.16 0 2501.304476 3 834.4385986 -1.292498212 -0.001077644 59.77834895

ALSDHHIYLEGTLLKPNMVTPGHACTQK 12 4557305 3xTMT6plex [N-Term; K15; K28]; 1xCarbamidomethyl [C25] 1.112 1.19 1.201 6.930062294 27.33 0 3819.065281 6 637.3501587 -0.186305159 -0.000118585 61.1816624
ALSDHHIYLEGTLLKPNMVTPGHACTQK 2 4557305 3xTMT6plex [N-Term; K15; K28]; 1xOxidation [M18]; 1xCarbamidomethyl [C25] 1.164 5.085773945 6.7 0 3835.060196 6 637.3501587 -0.186305159 -0.000118585 61.1816624

LQSIGTENTEENRR 28 4557305 1xTMT6plex [N-Term] 0.94 0.923 0.918 5.159510136 66.6 1 1875.972183 2 938.4899292 0.212480996 0.000199304 25.36370832TVPPAVTGITFLSGGQSEEEASINLNAINK 365 4557305 2xTMT6plex [N-Term; K30] 0.921 0.975 0.962 7.252976894 77.28 0 3515.899748 3 1172.636719 -1.179029636 -0.001381783 94.55295865
FDLCLTEQQMK 12 94557305 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.137 1.153 1.305 4.602620602 56.39 0 1870.980712 2 935.9921265 -1.996787187 -0.001867975 68.86121017

KVLHIPEFYVGSILR 6 94557305 2xTMT6plex [N-Term; K1] 2.201 2.153 1.777 5.253624916 33.1 1 2229.352366 4 558.0935669 0.03230002 1.80E-05 83.33736103LQSIGTENTEENR 26 4557305 1xTMT6plex [N-Term] 0.699 0.733 0.796 5.41963625 73.09 0 1719.871072 2 860.4389648 -0.243705768 -0.000209571 30.51679646YTPSGQAGAAASESLFVSNHAY 138 4557305 1xTMT6plex [N-Term] 0.889 0.822 0.815 7.460428238 71.27 0 2457.188383 2 1229.097412 -0.340104673 -0.000417851 59.94619049
VNPCIGGVILFHETLYQK 22 4557305 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C4] 1.059 1 1.17 6.837174892 58.42 0 2546.420522 3 849.4780884 -0.318039881 -0.000269954 86.85933693

PYQYPALTPEQK 17 4557305 2xTMT6plex [N-Term; K12] 0.927 0.951 1.003 39.26 0 1893.052221 2 947.0299072 0.167572306 0.000158612 54.98976506
CPLLKPWALTFSYGR 18 4557305 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C1] 0.971 1.237 1.029 4.240537643 24.26 0 2267.277487 2 1134.143188 0.711784567 0.000806907 89.2568649

ISQFLGICIQR 8 94557305 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.621 1.293 1.821 4.020888329 43.63 0 1563.887849 2 782.4472046 -0.458255566 -0.00035833 77.10260957QLLLTADDR 20 4557305 1xTMT6plex [N-Term] 0.919 0.929 0.986 3.887642384 67.27 0 1273.731332 2 637.3692017 -0.160826449 -0.000102425 43.64862505RLDDSLLYLR 4 94557305 1xTMT6plex [N-Term] 1.177 100 3.912091255 45.51 1 1492.868494 3 498.2943726 0.047402555 2.36E-05 59.36294068LDDSLLYLR 2 94557305 1xTMT6plex [N-Term] 1.082 3.992174625 37.63 0 1336.767383 2 668.8884277 1.642880264 0.001098074 70.34445536WNQPWLEFDMMR 8 94557305 1xTMT6plex [N-Term] 0.99 1.229 0.991 3.870740175 22.1 0 1881.897762 2 941.4504395 -2.210164566 -0.002079652 94.30502391SKGGVVGIK 14 4557305 3xTMT6plex [N-Term; K2; K9] 3.348 1.413 3.152 3.874707699 17.03 1 1532.013874 3 511.3427124 -0.18952372 -9.68E-05 50.05413463ADDGRPFPQVIK 43 4557305 2xTMT6plex [N-Term; K12] 1.027 0.984 1.034 3.889051199 23.28 0 1801.037239 2 901.0222778 0.022072871 1.99E-05 46.77841667VQEIQVVK 6 94557305 2xTMT6plex [N-Term; K8] 1.399 1.149 1.372 3.540875435 45.56 0 1400.887722 2 700.9471436 -0.507678534 -0.0003556 50.88905519KELSDIAHR 10 4557305 2xTMT6plex [N-Term; K1] 0.748 0.672 0.747 3.913631201 21.06 1 1526.905497 2 763.9559937 -0.51494039 -0.000393133 27.81616918ALQASALK 19 4557305 2xTMT6plex [N-Term; K8] 0.813 0.833 0.99 3.731635332 48.55 0 1259.808743 2 630.407959 -0.080814846 -5.09E-05 113.1934964AAQEEYVK 28 4557305 2xTMT6plex [N-Term; K8] 0.953 0.898 0.985 3.794209242 47.26 0 1395.788402 2 698.3977051 -0.192023196 -0.000134012 27.86001598AAQEEYVKR 14 4557305 2xTMT6plex [N-Term; K8] 3.051 4.57 2.169 3.980696917 15.24 1 1551.889513 3 517.9680176 -0.008399841 -4.35E-06 24.05919911KDGADFAK 17 4557305 3xTMT6plex [N-Term; K1; K8] 1.471 1.548 1.367 3.789806366 14.26 1 1538.914554 3 513.6425781 -0.892223026 -0.000457685 30.47737131FLSPEFIPR 10 94557305 1xTMT6plex [N-Term] 1.03 1.003 1.138 3.592969894 32.06 0 1334.766989 2 667.8867798 -0.528848625 -0.000352945 72.11273777VLAAVYK 112 4557305 2xTMT6plex [N-Term; K7] 1 1.011 1.012 3.289269447 33.46 0 1221.797116 2 611.401123 -1.756777964 -0.001073213 55.68123109IEAAIWK 6 94557305 2xTMT6plex [N-Term; K7] 1.171 0.964 0.935 2.601477623 33.22 0 1288.80293 2 644.9044189 -1.061651354 -0.00068413 65.35684678DGADFAK 18 4557305 2xTMT6plex [N-Term; K7] 0.758 0.787 0.797 3.128635883 25.91 0 1181.656659 2 591.3320923 0.210492879 0.000124365 29.46647744
CQYVTEK 16 4557305 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 0.931 0.886 1 3.315196991 31.24 0 1385.749908 2 693.3778687 -1.044362554 -0.000723613 29.70667558
GGVVGIK 13 4557305 2xTMT6plex [N-Term; K7] 0.856 0.863 0.848 2.537323713 35.6 0 1087.723951 2 544.3649902 -1.146569632 -0.000623576 113.2369753VPVNELK 6 94557305 2xTMT6plex [N-Term; K7] 1.016 1.013 1.038 2.592024088 18.69 0 1256.797844 2 628.9020996 -0.733237453 -0.000460766 56.10611396HRPVEPER 4 94557305 1xTMT6plex [N-Term] 0.894 0.83 2.861811399 12.97 0 1248.701035 3 416.9052429 0.112893128 4.70E-05 13.79992204

4507583 FAS tumor necrosis factor receptor superfamily member 6 isoform 1 precursor 355 NP_000034.1 26.56716418 1 7 7 29 335 37.708 7.94 0.8 0.82 0.85 0.82 Significant 0.000311
ENQGSHESPTLNPETVAINLSDVDLSK 2 4507583 2xTMT6plex [N-Term; K27] 0.912 4.867397785 24.73 0 3352.727263 3 1118.247681 0.365500111 0.000408474 79.24625607DITSDSENSNFR 6 4507583 1xTMT6plex [N-Term] 0.783 0.699 4.729485989 61.15 0 1613.760459 2 807.3828735 -1.232363624 -0.00099437 25.0742077ECTLTSNTK 6 4507583 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.84 0.962 0.868 4.293366432 37.36 0 1511.813965 2 756.4120483 1.888757317 0.001427725 33.78199178

KANLCTLAEK 2 4507583 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C5] 0.915 3.8735466 16.28 1 1835.102766 3 612.3721313 -0.504079144 -0.000308346 48.26622641
EAYDTLIK 6 4507583 2xTMT6plex [N-Term; K8] 0.822 0.775 0.809 3.873608828 40.74 0 1410.824453 2 705.9163818 0.733147113 0.000517171 51.58093632IQTIILK 6 4507583 2xTMT6plex [N-Term; K7] 0.784 0.9 2.653403282 35.47 0 1286.88118 2 643.944519 0.451973303 0.000290818 70.76284709IDEIKNDNVQDTAEQK 1 4507583 3xTMT6plex [N-Term; K5; K16] 0.967 2.652879 1 2547.386922 3 849.8001099 -0.449590185 -0.00038176 46.45703758115298678 C3 complement C3 preproprotein 718 NP_000055.2 18.94167168 1 26 26 96 1663 187.03 6.4 0.48 0.56 0.47 0.5 Significant 0.00319 VPVAVQGEDTVQSLTQGDGVAK 6 115298678 2xTMT6plex [N-Term; K22] 0.256 0.311 0.286 6.633943558 70.77 0 2656.45578 3 886.1551514 -1.836834053 -0.001626489 68.28809942RIPIEDGSGEVVLSR 2 115298678 1xTMT6plex [N-Term] 0.677 4.196703434 34.72 1 1856.043892 3 619.3518677 -1.531123628 -0.000947278 47.63279208DICEEQVNSLPGSITK 2 115298678 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C3] 0.356 3.655121803 29.6 0 2248.189519 3 750.0678101 -0.285493822 -0.000213948 56.34139326

VFLDCCNYITELR 4 115298678 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C6] 0.769 1.085 4.041102409 45.68 0 1931.955671 2 966.4794922 -2.051369532 -0.001981577 75.90686075
ACEPGVDYVYK 6 115298678 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 0.515 0.704 0.404 3.907860279 44.92 0 1758.913679 2 879.9598389 -0.726292393 -0.000638743 47.45677987
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SEETKENEGFTVTAEGK 2 115298678 3xTMT6plex [N-Term; K5; K17] 0.489 5.168449879 20.67 1 2543.344388 3 848.4541626 1.394401397 0.001182148 41.89834444AYYENSPQQVFSTEFEVK 2 115298678 2xTMT6plex [N-Term; K18] 1.274 4.129887104 10.5 0 2624.328455 3 875.4464722 -1.368497182 -0.001197129 73.82597362
DTWVEHWPEEDECQDEENQK 4 115298678 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C13] 0.252 0.01 3.634967566 16.48 0 3061.35218 3 1021.122009 -0.230289731 -0.000234999 59.29531865

ADIGCTPGSGK 4 115298678 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 0.509 0.476 3.605070353 35.75 0 1520.814299 2 760.9092407 -2.034538135 -0.001547077 30.08858912
ILLQGTPVAQMTEDAVDAER 4 115298678 1xTMT6plex [N-Term] 0.294 0.532 3.40091753 20.35 0 2386.248541 2 1193.62561 -1.926306835 -0.002298323 84.97124103NTLIIYLDK 2 115298678 2xTMT6plex [N-Term; K9] 0.652 3.602888107 31.04 0 1550.955801 2 775.9813843 -0.199396599 -0.000154628 75.35877925VTIKPAPETEK 3 115298678 3xTMT6plex [N-Term; K4; K11] 1.012 0.507 2.943499088 1.91 0 1900.172225 3 634.0621338 -0.198462438 -0.000125704 42.785017TGLQEVEVK 6 115298678 2xTMT6plex [N-Term; K9] 0.491 0.832 0.285 3.570624113 39.59 0 1460.872465 2 730.937439 -3.329640627 -0.00243209 45.77402424

FISLGEACK 6 115298678 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.311 0.368 0.46 3.472216606 30.05 0 1482.839057 2 741.9228516 -0.425356344 -0.000315368 62.47890323LVAYYTLIGASGQR 2 115298678 1xTMT6plex [N-Term] 0.678 3.738790274 33.65 0 1740.984586 3 580.9993896 -0.557296541 -0.000323415 76.4910363YYTYLIMNK 2 115298678 2xTMT6plex [N-Term; K9] 0.445 3.005930901 23.02 0 1666.927872 2 833.9661255 -1.738247639 -0.001448767 72.66709179VVLVAVDK 4 115298678 2xTMT6plex [N-Term; K8] 0.345 0.546 3.07132268 48.25 0 1300.860444 2 650.9338379 -0.034752959 -2.26E-05 62.27165182AELQCPQPAAR 4 115298678 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.069 0.801 3.371936321 43.68 0 1469.773213 2 735.3901367 -0.147357768 -0.000108291 27.14321199LMNIFLK 4 115298678 2xTMT6plex [N-Term; K7] 0.351 0.453 2.886900425 30.4 0 1336.842686 2 668.9246216 -0.538078223 -0.000359663 89.59827266DFDFVPPVVR 4 115298678 1xTMT6plex [N-Term] 0.433 0.487 3.231238365 20.12 0 1419.783367 2 710.3950806 -0.339923117 -0.000241309 75.66885317LSINTHPSQKPLSITVR 1 115298678 2xTMT6plex [N-Term; K10] 0.979 3.404103518 0 2349.401835 4 588.1052856 -1.073563423 -0.000630558 55.78587525AVLYNYR 6 115298678 1xTMT6plex [N-Term] 0.474 0.454 0.379 2.407219648 19.5 0 1127.64106 2 564.3237915 -0.668423858 -0.000376871 37.87343752LVLSSEK 6 115298678 2xTMT6plex [N-Term; K7] 0.318 0.59 0.728 2.319032431 20.75 0 1233.78186 2 617.3933716 -1.939691299 -0.001196578 45.35777169IWDVVEK 2 115298678 2xTMT6plex [N-Term; K7] 0.481 2.956184149 22.72 0 1346.808409 2 673.9067383 -1.640060669 -0.001104424 67.7902154IFTVNHK 6 115298678 2xTMT6plex [N-Term; K7] 0.446 0.389 0.371 2.711657047 18.14 0 1316.809078 3 439.607605 -0.619557237 -0.000271946 40.66714358VLLDGVQNPR 2 115298678 1xTMT6plex [N-Term] 0.782 0.662 2.008067846 6.49 0 1339.789515 2 670.4024048 5.984388012 0.00400891 46.480958434557395 CA2 carbonic anhydrase 2 isoform 1 760 NP_000058.1 51.53846154 1 10 10 121 260 29.228 7.4 1.91 1.88 2.22 2.01 Significant 0.00293 YDPSLKPLSVSYDQATSLR 18 4557395 2xTMT6plex [N-Term; K6] 2.615 2.293 2.21 4.929151535 31.82 0 2598.417938 3 866.810791 -0.045621269 -3.95E-05 63.7335933AVQQPDGLAVLGIFLK 10 4557395 2xTMT6plex [N-Term; K16] 0.837 1.104 2.499 5.469050884 74.89 0 2127.294182 2 1064.147217 -3.30238117 -0.003512568 112.2771513LIQFHFHWGSLDGQGSEHTVDKK 4 4557395 3xTMT6plex [N-Term; K22; K23] 2.055 2.178 6.921550274 27.7 1 3353.799805 5 671.5666504 1.294210561 0.000868105 69.24918597QSPVDIDTHTAK 10 4557395 2xTMT6plex [N-Term; K12] 2.082 2.33 2.222 4.909273148 42.33 0 1769.979784 3 590.6644287 -0.593824402 -0.000350352 33.10988169EPISVSSEQVLK 20 4557395 2xTMT6plex [N-Term; K12] 2.512 2.412 2.381 5.1860919 68.72 0 1774.036236 2 887.5197754 -2.233335864 -0.001981009 62.5566038KYAAELHLVHWNTK 2 4557395 3xTMT6plex [N-Term; K1; K14] 2.036 3.777507782 14.42 1 2397.400996 5 480.285675 -0.720574431 -0.000345501 58.6678213VVDVLDSIK 24 4557395 2xTMT6plex [N-Term; K9] 2.017 1.959 2.072 4.130331039 54.4 0 1445.897952 2 723.4526978 0.115435403 8.35E-05 77.44494833GGPLDGTYR 9 4557395 1xTMT6plex [N-Term] 2.297 2.17 1.598 2.780928612 32.06 0 1164.621053 2 582.8137817 -0.657761969 -0.000383022 25.83175581SADFTNFDPR 18 4557395 1xTMT6plex [N-Term] 2.02 2.239 1.937 3.32710433 54.64 0 1398.68511 2 699.8455811 -0.875186714 -0.000612055 43.9736512VGSAKPGLQK 6 4557395 3xTMT6plex [N-Term; K5; K10] 2.914 1.17 2.785 3.570987701 8.02 0 1672.072452 3 558.0285645 -0.784440066 -0.000437214 46.495204594502735 CDK4 cyclin-dependent kinase 4 1019 NP_000066.1 16.50165017 1 3 4 27 303 33.708 7.01 0.93 0.91 1.02 0.95 Significant 0.00126 IFDLIGLPPEDDWPR 10 4502735 1xTMT6plex [N-Term] 0.928 0.912 0.77 4.312736034 39.13 0 2012.069044 2 1006.54126 3.080998274 0.003099591 106.3650291IADFGLAR 24 4502735 1xTMT6plex [N-Term] 1.222 1.313 1.184 3.270000696 43.46 0 1091.64106 2 546.3245239 0.651406024 0.000355551 54.48660453DPHSGHFVALK 4 4502735 2xTMT6plex [N-Term; K11] 0.908 1.024 2.596601009 12.32 0 1665.947696 4 417.2425537 0.413496625 0.000172216 35.26799769DLKPENILVTSGGTVK 1 4502735 3xTMT6plex [N-Term; K3; K16] 0.924 3.255362511 0 2358.421122 3 786.8106689 -1.555644167 -0.001222955 62.204229034502961 COL7A1 collagen alpha-1(VII) chain precursor 1294 NP_000085.1 15.45516304 1 31 31 146 2944 295.041 6.27 1 1.07 1.01 1.02 Significant 0.000453 VLSGGPTQQQELGPGQGSVLLR 6 4502961 1xTMT6plex [N-Term] 0.669 0.733 1.023 5.778982639 58.9 0 2450.356452 3 817.4570313 0.036251869 2.96E-05 60.65638969SVGPATSLMAR 6 4502961 1xTMT6plex [N-Term] 0.788 1.045 0.973 3.972815037 56.39 0 1318.735037 2 659.8699341 -1.854198053 -0.001222598 41.46919175DLVLSEPSSQSLR 6 4502961 1xTMT6plex [N-Term] 0.989 1.28 1.58 4.460222721 53.85 0 1659.911481 2 830.460022 0.775219238 0.000643398 49.85584626VCTTAGGVPVTRPPDDSTSAPR 6 4502961 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.771 1.18 0.888 5.340703964 30.85 0 2470.255752 3 824.0891113 -1.202671271 -0.000990302 34.99925448DLEPGTDYEVTVSTLFGR 6 4502961 1xTMT6plex [N-Term] 0.81 1.126 1.31 3.965777159 44.96 0 2228.128409 2 1114.56604 -1.618143667 -0.001802716 85.52875871VQWTAASGPVTGYK 2 4502961 2xTMT6plex [N-Term; K14] 1.032 4.946324825 64.62 0 1923.074019 2 962.0386353 -2.092889898 -0.002012391 56.0236123VVDTSIDSVTLAWTPVSR 2 4502961 1xTMT6plex [N-Term] 0.991 5.640646458 37.79 0 2175.185864 3 725.7341309 0.9080089 0.000658363 81.32182768SQDLVDTAAQR 6 4502961 1xTMT6plex [N-Term] 0.913 1.27 1.074 4.359147072 63.86 0 1432.759337 2 716.8833008 -0.008485375 -6.08E-06 41.39816348AHVAGVDGPPASVVVR 4 4502961 1xTMT6plex [N-Term] 0.937 0.767 5.214238167 44.39 0 1760.001633 3 587.338501 -0.388232772 -0.000227763 53.03070026EIVETWDESSGSFLPVPER 2 4502961 1xTMT6plex [N-Term] 1.325 4.258805275 17.16 0 2406.202636 3 802.7385864 -0.59444813 -0.000476788 78.11422713TLVLPGSQTAFDLDDVQAGLSYTVR 6 4502961 1xTMT6plex [N-Term] 1.256 0.882 0.927 5.944575787 75.98 0 2895.530118 3 965.8483887 0.170775507 0.000164829 94.86081029LSVLGPAGEGPSAEVTAR 8 4502961 1xTMT6plex [N-Term] 0.997 0.976 0.926 5.204108238 67.61 0 1940.065021 2 970.5369263 0.80151389 0.000777495 57.87211268GPEASVTQTPVCPR 6 4502961 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.035 0.937 0.652 4.251856327 42.19 0 1727.894785 2 864.449646 -1.602856746 -0.001384784 32.70121522VSWSPVPGATQYR 6 4502961 1xTMT6plex [N-Term] 1.126 1.122 1.098 4.037560463 37.84 0 1676.895771 2 838.9500732 -1.73005125 -0.001450558 55.51646317HQILPGNTDSAEIR 4 4502961 1xTMT6plex [N-Term] 0.988 0.92 4.32559824 42.4 0 1779.955077 3 593.9903564 0.808692285 0.000479812 32.56339582TEFGLDALGSGGDVIR 4 4502961 1xTMT6plex [N-Term] 1.057 0.862 4.489134312 37.03 0 1835.970058 2 918.4860229 -2.880597938 -0.002644346 68.39089356AQGFLLHWQPEGGQEQSR 6 4502961 1xTMT6plex [N-Term] 0.905 1.145 0.854 4.256551266 19.45 0 2297.162443 3 766.3922119 -0.157136389 -0.000120323 61.30964577VVQSQGTGTAQD 15 4502961 1xTMT6plex [N-Term] 0.704 0.732 0.839 3.424794436 76.55 0 1419.727703 2 710.3673096 -0.253632703 -0.000180045 19.40838509YQLDGLQPGTEYR 6 4502961 1xTMT6plex [N-Term] 1.105 1.045 0.558 3.745208502 33.28 0 1768.906729 2 884.9557495 -1.417314164 -0.001253548 49.33379361VCILITDGK 2 4502961 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.22 3.506617308 44.03 0 1476.886007 2 738.9467773 0.183255511 0.000135324 64.22090499
VTGLEPGVSYIFSLTPVLDGVR 5 4502961 1xTMT6plex [N-Term] 1.382 100 100 2.926774025 8.86 0 2548.422406 3 850.1455688 -0.099150373 -8.42E-05 112.5500696VAWGPVPGASGFR 4 4502961 1xTMT6plex [N-Term] 1.154 1.112 3.13845849 30.11 0 1529.842613 2 765.4249268 -0.023802694 -1.82E-05 63.81336648QEVNVPAGETSVR 2 4502961 1xTMT6plex [N-Term] 1.087 4.013546467 29.41 0 1614.864865 2 807.9365845 0.636341365 0.000513803 29.73775214VSHAEEEER 4 4502961 1xTMT6plex [N-Term] 0.936 0.926 3.287959337 19.06 0 1314.648724 3 438.8877258 -0.075944063 -3.33E-05 14.71309692TLLPLVSR 4 4502961 1xTMT6plex [N-Term] 0.961 0.955 2.69948101 18.94 0 1127.73496 2 564.371521 0.713715736 0.000402441 69.53340062ASSYILSWRPLR 2 4502961 1xTMT6plex [N-Term] 1.549 1.957770109 4.79 0 1677.963791 3 559.9932251 0.793254882 0.000443684 65.93663155LFAVGIK 6 4502961 2xTMT6plex [N-Term; K7] 1.043 1.078 0.987 3.11327672 36.77 0 1205.802201 2 603.4053955 1.088980949 0.000656548 77.30136339VQYTPLTGLGQPLPSER 2 4502961 1xTMT6plex [N-Term] 1.005 4.052638531 19.42 0 2085.15417 2 1043.081177 0.43480508 0.000453318 66.21677172NADPEELKR 2 4502961 2xTMT6plex [N-Term; K8] 1.018 2.858193159 3.03 1 1529.868777 3 510.6279907 0.419550996 0.000213953 24.81916927SFLEGLVLPFSGAASAQGVR 2 4502961 1xTMT6plex [N-Term] 1.214 3.45044589 0 2235.233483 3 745.7473755 -2.643994554 -0.001969982 104.1806117SVPGATGYR 4 4502961 1xTMT6plex [N-Term] 1.056 1.07 2.972715616 17.37 0 1136.626138 2 568.81604 -1.174389564 -0.000667421 23.12988782

41393599 CPOX oxygen-dependent coproporphyrinogen-III oxidase, mitochondrial precursor 1371 NP_000088.3 44.9339207 1 14 14 105 454 50.12 8.25 0.92 0.93 0.92 0.92 Significant 0.000013
LPFCAMGVSSVIHPK 6 41393599 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 0.833 0.773 0.807 6.190932274 55.75 0 2101.170244 3 701.0614624 -0.195302104 -0.000136788 79.32539301

AVVPSYIPLVK 18 41393599 2xTMT6plex [N-Term; K11] 0.954 0.983 1.014 3.053618908 60.33 0 1644.050036 2 822.5291138 0.556551834 0.0004575 81.14190164GIGGIFFDDLDSPSKEEVFR 9 41393599 2xTMT6plex [N-Term; K15] 0.926 0.85 1.063 6.07709837 35.36 1 2686.412853 3 896.1408081 -1.854470577 -0.001660625 93.0444613
KEGGGGISCVLQDGCVFEK 5 41393599 3xTMT6plex [N-Term; K1; K19]; 2xCarbamidomethyl [C9; C15] 1.095 1.108 0.565 7.208601475 46.83 1 2727.441283 3 909.8181763 -0.479292227 -0.000435747 65.97606383

QWWFGGGCDLTPTYLNQEDAVHFHR 2 41393599 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.688 4.887112617 32.6 0 3263.531867 4 816.6384888 0.079211154 6.46E-05 75.72502389AGVSISVVHGNLSEEAAK 2 41393599 2xTMT6plex [N-Term; K18] 0.775 6.912335873 49.93 0 2226.249417 3 742.7545776 -0.106439037 -7.90E-05 52.49709873YFEVEEADGNK 10 41393599 2xTMT6plex [N-Term; K11] 1.023 0.858 0.824 4.388092041 49.33 0 1758.895051 2 879.9518433 0.772435761 0.000679317 48.24994922ATSLGRPEEEEDELAHR 15 41393599 1xTMT6plex [N-Term] 0.881 1.007 1.12 4.763595581 31.99 0 2168.078105 3 723.3635254 -0.960172108 -0.000693909 31.28954393IESILMSLPLTAR 8 41393599 1xTMT6plex [N-Term] 1.098 1.077 4.653592587 29.61 0 1672.986894 2 844.9960938 1.836443698 0.00155086 99.59349041WEYMHSPSENSK 6 41393599 2xTMT6plex [N-Term; K12]; 1xOxidation [M4] 0.875 1.018 1.103 3.245563269 27.11 0 1968.952583 3 656.9884644 -0.885472616 -0.000581151 33.43860192YVEFNLLYDR 6 41393599 1xTMT6plex [N-Term] 1.013 0.819 0.866 4.232594013 34.04 0 1560.82596 2 780.9128418 -4.83921106 -0.003776583 74.97666063EAEILEVLR 4 41393599 1xTMT6plex [N-Term] 0.86 0.75 3.608265638 47.59 0 1300.767383 2 650.8865356 -1.220841604 -0.000794015 70.48178796KWCDDYFFIAHR 2 41393599 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.867 2.609433413 9.28 1 2116.083872 4 529.7765503 0.235870554 0.00012478 58.2635885NPHAPTIHFNYR 6 41393599 1xTMT6plex [N-Term] 0.83 0.999 1.051 3.599339247 31.97 0 1695.891689 4 424.7284851 0.24875391 0.000105465 36.93009465IESILMSLPLTAR 6 41393599 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.963 0.945 0.931 2.725450277 30.87 0 1688.981809 2 844.9960938 1.836443698 0.00155086 99.59349041
4503023 CPT2 carnitine O-palmitoyltransferase 2, mitochondrial precursor 1376 NP_000089.1 35.10638298 1 17 17 90 658 73.73 8.18 0.76 0.81 0.78 0.78 Significant 0.000344

TLTIDCVQFQR 6 4503023 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.322 100 1.228 4.11947298 38.08 0 1609.856943 2 805.4307251 -1.720267568 -0.001384692 54.79420025SIVPTMHYQDSLPR 2 4503023 1xTMT6plex [N-Term] 0.785 5.011228085 42.88 0 1872.983934 3 624.9993896 -0.169923875 -0.000106088 52.14706502DSVVLNFNPFMAFNPDPK 4 4503023 2xTMT6plex [N-Term; K18] 1 1.197 3.313871145 16.3 0 2510.315388 3 837.4436035 0.346417378 0.000289872 108.4211437DSTQTPAVTPQSQPATTDSTVTVQK 6 4503023 2xTMT6plex [N-Term; K25] 0.794 0.876 5.455737114 71.66 0 3046.594458 3 1016.201843 -1.142864563 -0.001160615 42.35988209YILSDSSPAPEFPLAYLTSENR 16 4503023 1xTMT6plex [N-Term] 0.827 0.793 0.821 6.08396101 64.99 0 2699.376578 3 900.4640503 0.377772006 0.000339916 96.59232922AGLLEPEVFHLNPAK 6 4503023 2xTMT6plex [N-Term; K15] 0.672 0.673 0.706 4.267572403 54.8 0 2093.215932 3 698.4108276 0.954440546 0.00066595 75.71136105LMSSGNEESLR 4 4503023 1xTMT6plex [N-Term] 0.903 0.96 4.423121452 57.93 0 1451.736159 2 726.3719482 0.317574493 0.000230517 34.57539175GNFYIFDVLDQDGNIVSPSEIQAHLK 4 4503023 2xTMT6plex [N-Term; K26] 100 2.489168406 13.84 0 3377.778177 3 1126.598633 0.938006386 0.001056126 108.3145756LNFELTDALK 6 4503023 2xTMT6plex [N-Term; K10] 0.833 0.01 3.978668928 49.03 0 1621.956529 2 811.4822998 0.489266735 0.000396785 83.22971374ELHEQLVALDK 4 4503023 2xTMT6plex [N-Term; K11] 0.738 0.779 4.509169579 31.2 0 1753.026006 3 585.0128784 -1.097465803 -0.000641295 52.2390599LSPDAVAQLAFQMAFLR 4 4503023 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.115 0.774 3.609940767 23.37 0 2123.152062 3 708.3878784 -1.403675293 -0.000993405 107.0936748SEYNDQLTR 6 4503023 1xTMT6plex [N-Term] 0.543 0.835 0.449 3.823294163 34.37 0 1354.680024 2 677.8439941 0.507471313 0.000343731 20.67838726ATNMTVSAIR 2 4503023 1xTMT6plex [N-Term] 1.151 3.267635107 12.71 0 1292.719387 2 646.8632202 -0.172404247 -0.000111435 36.71547406EAAMGQGFDR 6 4503023 1xTMT6plex [N-Term] 1.052 1.022 1.328 4.01818037 44.71 0 1310.636051 2 655.821106 -0.85125534 -0.000557843 27.80103249EFLQCVEK 4 4503023 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 0.825 0.781 3.020316839 41.91 0 1510.833972 2 755.9173584 -4.323217009 -0.003265832 54.62942267
YHGQLTK 6 4503023 2xTMT6plex [N-Term; K7] 0.714 0.766 0.732 3.705986738 25.96 0 1304.772692 3 435.5957336 -0.033977003 -1.48E-05 23.88644595SDTITFK 4 4503023 2xTMT6plex [N-Term; K7] 0.698 0.89 2.615956783 22.05 0 1269.745474 2 635.3764648 0.140884534 8.94E-05 47.363779264503107 CST3 cystatin-C precursor 1471 NP_000090.1 30.1369863 1 3 3 14 146 15.789 8.75 0.54 0.63 0.51 0.56 Significant 0.00412 ALDFAVGEYNK 6 4503107 2xTMT6plex [N-Term; K11] 0.502 0.559 0.331 4.146075249 47.65 0 1684.931043 2 842.9682007 -1.138434015 -0.000959091 62.90301024

TQPNLDNCPFHDQPHLK 2 4503107 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C8] 0.529 6.004277229 32.86 0 2519.286547 4 630.5771484 0.085909243 5.41E-05 42.38826483LVGGPMDASVEEEGVR 6 4503107 1xTMT6plex [N-Term] 0.579 0.764 0.451 4.832652092 35.65 0 1873.952693 2 937.4802856 0.320893406 0.00030067 60.051234484557515 DDB2 DNA damage-binding protein 2 isoform WT 1643 NP_000098.1 29.9765808 1 10 10 72 427 47.833 9.47 1.18 1.22 1.17 1.19 Significant 0.000165 GIGAGGSITGLK 12 4557515 2xTMT6plex [N-Term; K12] 1.145 1.224 0.915 4.52582407 84.44 0 1488.914999 2 744.9608765 -0.351061218 -0.00026135 51.1949551GGDIMLWNFGIK 12 4557515 2xTMT6plex [N-Term; K12] 1.185 1.172 1.178 4.172066212 52.26 0 1809.013333 2 905.0097656 -0.595993396 -0.00053908 95.14891425ASWPSVQQGLQQSFLHTLDSYR 8 4557515 1xTMT6plex [N-Term] 0.671 0.88 0.886 6.966796398 64.16 0 2777.420843 3 926.4755249 -3.176069983 -0.002940428 90.69604433FNPLNTNQFYASSMEGTTR 12 4557515 1xTMT6plex [N-Term] 1.126 1.302 1.29 5.397871494 37.15 0 2407.154975 3 803.0560913 -0.520973611 -0.000418021 67.99979782VYSASQWDCPLGLIPHPHR 6 4557515 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.193 1.494 1.072 5.452968597 43.93 0 2462.260049 4 616.3182373 -3.626741721 -0.002232495 70.47519221TIDVFDGNSGK 6 4557515 2xTMT6plex [N-Term; K11] 1.443 1.037 1.161 3.708436966 30.24 0 1610.879007 2 805.9414673 -2.079237281 -0.0016747 50.26581537ASFLYSLPHR 2 4557515 1xTMT6plex [N-Term] 1.351 3.871015072 35.05 0 1419.794601 3 473.9360046 -0.802837244 -0.000379955 54.91050827TSEIVLRPR 6 4557515 1xTMT6plex [N-Term] 0.964 0.866 0.858 3.474266052 21.3 0 1299.794601 3 433.9367371 0.813514412 0.000352467 31.59178768DKPTFIK 6 4557515 3xTMT6plex [N-Term; K2; K7] 1.564 1.461 1.426 2.229678869 9.67 0 1535.976426 3 512.6625977 -2.074557393 -0.001062157 43.24581246LLTTDQK 2 4557515 2xTMT6plex [N-Term; K7] 1.056 2.507255554 3.93 0 1276.787673 2 638.8966064 -1.360491969 -0.00086853 39.70003717
91199540 DLD dihydrolipoyl dehydrogenase, mitochondrial isoform 1 precursor 1738 NP_000099.2 33.79174853 1 13 13 172 509 54.143 7.85 0.82 0.85 0.88 0.85 Significant 0.000415

ALTGGIAHLFK 16 91199540 2xTMT6plex [N-Term; K11] 0.802 0.807 0.769 4.811877728 58.21 0 1585.983019 2 793.4952393 0.11530743 9.14E-05 67.3066499
NETLGGTCLNVGCIPSK 8 91199540 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C8; C13] 1.505 1.416 1.689 4.836429596 72.75 0 2278.193559 2 1139.598022 -2.102691453 -0.002395169 59.11118702

ADGGTQVIDTK 15 91199540 2xTMT6plex [N-Term; K11] 0.815 0.808 0.805 4.378713131 50.46 0 1562.879007 2 781.942749 -0.502868822 -0.000392962 31.62635494NLGLEELGIELDPR 18 91199540 1xTMT6plex [N-Term] 0.899 0.921 0.787 4.354244232 121.68 0 1796.995544 2 899.0012817 -0.143352296 -0.000128802 81.2726352VLGAHILGPGAGEMVNEAALALEYGASCEDIAR 6 91199540 1xTMT6plex [N-Term]; 1xOxidation [M14]; 1xCarbamidomethyl [C28] 100 100 6.154613018 45 0 3599.803533 3 1195.276245 1.552535907 0.001854664 104.6451261
VLGAHILGPGAGEMVNEAALALEYGASCEDIAR 22 91199540 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C28] 0.01 0.688 0.482 8.279647827 66.39 0 3583.808618 3 1195.276245 1.552535907 0.001854664 104.6451261IPNIYAIGDVVAGPMLAHK 4 91199540 2xTMT6plex [N-Term; K19] 0.826 1.155 6.271266937 65.24 0 2437.404143 3 813.1386719 -1.099848381 -0.000893592 112.0463192IDVSIEAASGGK 16 91199540 2xTMT6plex [N-Term; K12] 0.84 0.846 0.88 5.073481083 62.65 0 1604.925958 2 802.9661865 -0.536537602 -0.000430552 54.62486583IPNIYAIGDVVAGPMLAHK 6 91199540 2xTMT6plex [N-Term; K19]; 1xOxidation [M15] 0.918 0.991 0.875 5.733926296 37.48 0 2453.399058 3 813.1386719 -1.099848381 -0.000893592 112.0463192EANLAASFGK 10 91199540 2xTMT6plex [N-Term; K10] 0.642 0.874 1.371 4.523275852 49.22 0 1465.8415 2 733.4232178 -1.596907391 -0.001170407 63.55345865SEEQLKEEGIEYK 11 91199540 3xTMT6plex [N-Term; K6; K13] 0.906 0.903 1.047 3.832881927 10.53 1 2269.253054 3 757.0895996 0.525061814 0.000397166 45.36602854GIEMSEVR 10 91199540 1xTMT6plex [N-Term] 0.904 0.875 1.113 2.976694345 34.98 0 1149.613525 2 575.3100586 -0.595089119 -0.000342061 31.81378311TNADTDGMVK 8 91199540 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 0.86 0.802 0.829 2.488007545 37.18 0 1525.793229 2 763.4009399 0.900530155 0.000687011 21.88362649NQVTATK 18 91199540 2xTMT6plex [N-Term; K7] 0.856 0.875 0.926 2.977666616 38.51 0 1219.741058 2 610.3737183 -0.735907476 -0.000448808 105.3443414AAQLGFK 4 91199540 2xTMT6plex [N-Term; K7] 0.845 0.843 2.747224331 38.56 0 1192.745415 2 596.8764648 0.199856145 0.000119189 42.217370654557541 TOR1A torsin-1A precursor 1861 NP_000104.1 27.10843373 1 7 7 20 332 37.784 6.99 1.23 1.26 0.99 1.16 Significant 0.00538 IILNAVFGFINNPKPK 2 4557541 3xTMT6plex [N-Term; K14; K16] 1.408 4.323781967 24.3 0 2472.530948 3 824.8475342 -1.172264776 -0.000966154 112.0985785AMFIFLSNAGAER 6 4557541 1xTMT6plex [N-Term] 1.232 0.933 4.239049911 40.52 0 1655.877678 2 828.4432373 0.917869354 0.00075994 84.66131101VAEEMTFFPK 4 4557541 2xTMT6plex [N-Term; K10] 1.125 1.279 3.044185638 27.74 0 1656.907136 3 552.9738159 -0.146010653 -8.06E-05 78.62377142NLIDYFVPFLPLEYK 2 4557541 2xTMT6plex [N-Term; K15] 1.228 3.406978846 23.58 0 2329.324813 3 777.1123657 -0.974347595 -0.000756524 112.9207212DLDDNLFGQHLAK 2 4557541 2xTMT6plex [N-Term; K13] 1.19 2.95070076 13.3 0 1944.059097 3 648.6912231 0.009950106 6.45E-06 59.95311077LKDIEHALSVSVFNNK 2 4557541 3xTMT6plex [N-Term; K2; K16] 1.108 3.561474323 6.46 1 2501.46947 4 626.1209106 -3.060961554 -0.001914225 81.24084854LDYYYDD 2 4557541 1xTMT6plex [N-Term] 0.876 2.136628389 21.62 0 1195.535651 2 598.2712402 -0.374427353 -0.000223821 50.770341984557553 EMD emerin 2010 NP_000108.1 37.4015748 1 7 7 81 254 28.976 5.5 1.17 1.16 1.14 1.16 Significant 0.0000581 GYNDDYYEESYFTTR 18 4557553 1xTMT6plex [N-Term] 1.116 1.238 0.408 4.060655594 42.47 0 2151.93446 2 1076.468994 -1.741925147 -0.001874254 52.42912688TYGEPESAGPSR 12 4557553 1xTMT6plex [N-Term] 1.138 1.09 0.835 4.674504757 56.33 0 1479.727703 2 740.3677368 0.334117427 0.000247201 18.71345668LSPPSSSAASSYSFSDLNSTR 4 4557553 1xTMT6plex [N-Term] 0.755 1.218 5.851044655 47.1 0 2390.167313 3 797.3928223 -1.422462397 -0.001133308 54.87319408DSAYQSITHYRPVSASR 9 4557553 1xTMT6plex [N-Term] 1.329 1.081 1.373 5.48553896 13.82 0 2167.109345 4 542.5320435 -1.384947133 -0.000750333 34.24329641KEDALLYQSK 22 4557553 3xTMT6plex [N-Term; K1; K10] 1.129 1.164 1.112 5.471518993 31.1 1 1882.125275 2 941.5657349 -0.574851978 -0.000540972 43.70529213GDADMYDLPK 8 4557553 2xTMT6plex [N-Term; K10] 1.022 0.936 1.161 3.058760405 34.87 0 1582.818715 2 791.9129028 -0.117692529 -9.31E-05 47.31071073APGAGLGQDR 6 4557553 1xTMT6plex [N-Term] 1.182 1.487 1.311 3.213857889 39.53 0 1170.642851 2 585.8250122 -0.088127594 -5.16E-05 20.66390719GDADMYDLPK 2 4557553 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 1.29 2.038012981 34.13 0 1598.81363 2 791.9129028 -0.117692529 -9.31E-05 47.31071073

4557563 ERCC3 TFIIH basal transcription factor complex helicase XPB subunit isoform a 2071 NP_000113.1 13.04347826 1 6 6 24 782 89.221 7.23 1.37 1.2 1.48 1.35 Significant 0.00362
VLAATDLDAEEEVVAGEFGSR 2 4557563 1xTMT6plex [N-Term] 1.153 6.38859272 48.43 0 2407.219015 3 803.0773315 -0.653576216 -0.000524434 84.54735795YFVESCHPDVIQHLLQDPVIR 4 4557563 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 0.937 5.288276672 34.06 0 2794.454786 4 699.3682861 -1.242141675 -0.000867777 79.33454975HYEDEEDDEEDAPGNDPQEAVPSAAGK 2 4557563 2xTMT6plex [N-Term; K27] 1.196 5.062219143 36.92 0 3372.502802 3 1124.839233 0.102222394 0.000114915 35.54831809FLVDQGYSFK 6 4557563 2xTMT6plex [N-Term; K10] 1.421 1.41 1.759 4.068337917 58.69 0 1661.930315 2 831.4679565 -1.009810127 -0.000839117 76.3564901LNKPYIYGPTSQGER 4 4557563 2xTMT6plex [N-Term; K3] 1.21 1.394 4.759693623 11.51 0 2181.206824 3 727.7401733 -0.392828621 -0.000285613 47.01357287INTIFISK 6 4557563 2xTMT6plex [N-Term; K8] 1.376 1.063 1.457 3.496811628 38.03 0 1393.881908 2 697.4440918 -0.718200189 -0.000500543 68.92318013

4503607 ETFA electron transfer flavoprotein subunit alpha, mitochondrial isoform a 2108 NP_000117.1 58.25825826 1 15 15 249 333 35.058 8.38 0.91 0.94 0.7 0.85 Significant 0.0078
TIYAGNALCTVK 12 4503607 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 0.987 0.98 0.99 4.81746769 67.42 0 1769.003162 2 885.0045166 -0.794637853 -0.000702858 55.05098148

AAVDAGFVPNDMQVGQTGK 6 4503607 2xTMT6plex [N-Term; K19] 0.904 0.791 4.16692543 45.94 0 2363.242951 2 1182.124023 -0.922780706 -0.001090377 59.6753179ASSTSPVEISEWLDQK 22 4503607 2xTMT6plex [N-Term; K16] 0.913 0.913 0.89 5.109443665 61.31 0 2235.190899 2 1118.102783 3.3067047 0.003695558 78.84695911LEVAPISDIIAIK 60 4503607 2xTMT6plex [N-Term; K13] 0.88 0.925 0.447 5.050964832 73.17 0 1840.155957 2 920.5811768 -0.478494429 -0.000440252 100.2793055
LGGEVSCLVAGTK 14 4503607 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.803 0.922 0.81 4.851737022 69.42 0 1748.998077 2 875.0014648 -1.385840575 -0.001211916 63.4415369

QFNYTHICAGASAFGK 6 4503607 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C8] 0.817 0.954 1.065 6.059776783 39.69 0 2230.147929 3 744.0540771 -0.112402718 -8.36E-05 57.44617951
GLLPEELTPLILATQK 30 4503607 2xTMT6plex [N-Term; K16] 0.907 0.951 0.905 5.480095863 63.36 0 2194.346277 2 1097.677368 0.538897683 0.000591264 108.8971144DPEAPIFQVADYGIVADLFK 4 4503607 2xTMT6plex [N-Term; K20] 0.649 0.633 5.776998997 56.56 0 2666.448176 3 889.4862061 -1.541731047 -0.001370315 112.7150212LLYDLADQLHAAVGASR 18 4503607 1xTMT6plex [N-Term] 0.731 0.727 0.741 6.11994648 77.39 0 2042.123205 3 681.3792114 -0.06046778 -4.12E-05 95.56019278TIVAINKDPEAPIFQVADYGIVADLFK 2 4503607 3xTMT6plex [N-Term; K7; K27] 0.946 5.890920162 14.05 1 3635.070332 4 909.5227661 -0.301924523 -0.000274379 112.4912844GTSFDAAATSGGSASSEK 28 4503607 2xTMT6plex [N-Term; K18] 0.858 0.939 0.913 5.988411427 91.06 0 2089.044963 2 1045.024902 -1.165442843 -0.001217331 33.98752578VVPEMTEILK 16 4503607 2xTMT6plex [N-Term; K10] 0.853 0.889 0.892 3.923520088 60.48 0 1616.969737 2 808.9879761 -0.656253199 -0.000530571 80.61024855SDRPELTGAK 10 4503607 2xTMT6plex [N-Term; K10] 1.088 0.946 0.848 3.326462746 18.94 0 1531.884427 3 511.2997742 0.223345678 0.000114047 23.81267664TIVAINK 6 4503607 2xTMT6plex [N-Term; K7] 0.704 0.774 0.706 2.947657347 37.22 0 1216.80293 2 608.9042969 -1.325111866 -0.0008062 48.84972569VVPEMTEILK 5 4503607 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 0.86 1.059 0.804 2.651640892 47.44 0 1632.964652 2 808.9879761 -0.656253199 -0.000530571 80.61024855

VAQDLCK 10 4503607 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.09 1.195 0.986 2.276265621 32.89 0 1291.744429 2 646.3764648 0.947879064 0.000612209 33.957330124557587 FAH fumarylacetoacetase 2184 NP_000128.1 21.95704057 1 8 8 78 419 46.344 6.95 0.96 0.94 0.97 0.96 Significant 0.000085 DKENALMPNWLHLPVGYHGR 4 4557587 2xTMT6plex [N-Term; K2]; 1xOxidation [M7] 1.03 0.943 5.351008892 26.21 1 2821.497209 5 565.1055908 0.5807844 0.000327736 59.80293617WEYVPLGPFLGK 34 4557587 2xTMT6plex [N-Term; K12] 1.03 1.018 1.081 3.721324444 41.3 0 1864.077313 2 932.5375977 -5.039784259 -0.004697274 100.3384295
GEGMSQAATICK 8 4557587 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.101 1.188 1.381 4.128126621 64.56 0 1710.891897 2 855.9478149 -2.071455942 -0.001772019 36.7339553ASSVVVSGTPIR 6 4557587 1xTMT6plex [N-Term] 0.785 0.928 0.761 4.379662514 53.65 0 1401.826295 2 701.4152832 -2.143435147 -0.001502362 40.47205997HLFTGPVLSK 8 4557587 2xTMT6plex [N-Term; K10] 0.973 0.977 0.943 4.061671257 31.85 0 1556.95647 3 519.656311 -1.342410383 -0.000696692 56.15804212

IGFGQCAGK 6 4557587 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 0.731 0.823 0.869 3.088809013 29.52 0 1395.781877 2 698.3950806 0.721991616 0.000503871 41.02957317
LGEPIPISK 6 4557587 2xTMT6plex [N-Term; K9] 0.805 0.816 0.951 3.111408949 22.1 0 1411.892473 2 706.4490356 -1.188511852 -0.000839025 60.47147601VLPALLPS 6 4557587 1xTMT6plex [N-Term] 0.847 0.877 1.01 2.192974329 46.77 0 1038.676049 2 519.8444824 5.429550202 0.002819772 87.5274181219743875 FH fumarate hydratase, mitochondrial 2271 NP_000134.2 60.98039216 1 23 23 356 510 54.602 8.76 0.95 0.96 0.98 0.96 Significant 0.0000838 THTQDAVPLTLGQEFSGYVQQVK 20 19743875 2xTMT6plex [N-Term; K23] 1.044 1.129 1.039 7.110209942 66.84 0 3004.614406 3 1002.207764 -1.88654969 -0.001889451 79.98679651SGLGELILPENEPGSSIMPGK 12 19743875 2xTMT6plex [N-Term; K21]; 1xOxidation [M18] 0.852 0.88 0.987 4.403569698 62.19 0 2599.405325 3 867.1395874 -0.429395508 -0.000372058 72.62702837SGLGELILPENEPGSSIMPGK 10 19743875 2xTMT6plex [N-Term; K21] 0.828 0.974 1.002 4.845179081 49.39 0 2583.41041 3 867.1395874 -0.429395508 -0.000372058 72.62702837AAAEVNQDYGLDPK 12 19743875 2xTMT6plex [N-Term; K14] 0.988 0.938 0.948 4.807396412 77.29 0 1949.038027 2 975.0216675 -1.010072166 -0.000984335 43.92261787SQSSNDTFPTAMHIAAAIEVHEVLLPGLQK 26 19743875 2xTMT6plex [N-Term; K30] 0.992 0.973 0.997 7.808176041 40.69 0 3662.961637 4 916.4960938 0.247886844 0.000227 100.1582843LMNESLMLVTALNPHIGYDK 24 19743875 2xTMT6plex [N-Term; K20]; 1xOxidation [M] 0.872 0.886 0.948 5.834393501 58.81 0 2733.471965 3 911.8272095 -1.7888466 -0.001629921 96.66817829LMNESLMLVTALNPHIGYDK 24 19743875 2xTMT6plex [N-Term; K20] 0.819 0.963 0.86 6.890503883 53.23 0 2717.47705 3 911.8272095 -1.7888466 -0.001629921 96.66817829ETAIELGYLTAEQFDEWVKPK 30 19743875 3xTMT6plex [N-Term; K19; K21] 0.93 1.091 1.056 6.85007906 49.19 0 3154.727928 4 789.4371338 -0.387701817 -0.000305773 109.2458757

FEALAAHDALVELSGAMNTTACSLMK 14 19743875 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C22] 0.76 0.753 6.169013977 44.84 0 3209.640897 4 803.1654663 -0.268511542 -0.000215456 108.4000703
FEALAAHDALVELSGAMNTTACSLMK 3 19743875 2xTMT6plex [N-Term; K26]; 1xOxidation [M]; 1xCarbamidomethyl [C22] 0.688 5.827021599 21.32 0 3225.635812 4 803.1654663 -0.268511542 -0.000215456 108.4000703

AIEMLGGELGSK 20 19743875 2xTMT6plex [N-Term; K12] 0.96 1.005 0.982 4.831154346 68.65 0 1662.950064 2 831.9783936 -0.33273436 -0.00027666 74.66329049VAALTGLPFVTAPNK 16 19743875 2xTMT6plex [N-Term; K15] 0.83 0.716 0.734 4.203222752 48.8 0 1957.188654 3 653.0668335 -1.383234934 -0.000902417 88.85299687IYELAAGGTAVGTGLNTR 26 19743875 1xTMT6plex [N-Term] 1.02 1.013 0.885 7.291658401 103.99 0 1993.09157 2 997.0488892 -0.536011342 -0.00053416 61.99816466IEYDTFGELK 8 19743875 2xTMT6plex [N-Term; K10] 1.002 1.082 4.079904079 40.61 0 1672.91981 2 836.9626465 -1.071887152 -0.000896591 67.20524631VPNDKYYGAQTVR 6 19743875 2xTMT6plex [N-Term; K5] 3.022 2.156 1.891 3.189715624 7.75 1 1969.090731 3 657.0353394 0.372500055 0.000244495 45.1023268AADEVAEGK 18 19743875 2xTMT6plex [N-Term; K9] 0.987 1.012 1.011 4.168057919 57.99 0 1347.752016 2 674.3791504 -0.735950485 -0.000495939 24.63717641LLGDASVSFTENCVVGIQANTER 3 19743875 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.872 3.072907925 4.36 0 2709.37151 3 903.7948608 -0.546355664 -0.000493427 114.8267704SKEFAQIIK 16 19743875 3xTMT6plex [N-Term; K2; K9] 1.116 1.188 1.328 4.298759937 23.77 1 1751.103417 2 876.0540771 -1.450412979 -0.001269912 53.04393464IPVHPNDHVNK 8 19743875 2xTMT6plex [N-Term; K11] 0.82 0.881 0.921 3.55776453 29.4 0 1727.995709 4 432.754303 -0.189147424 -8.17E-05 30.8275569LHDALDAK 20 19743875 2xTMT6plex [N-Term; K8] 0.961 0.929 1.023 3.854786396 40.9 0 1340.793821 3 447.6027527 -0.086906247 -3.88E-05 34.60131862YYGAQTVR 12 19743875 1xTMT6plex [N-Term] 0.929 0.804 0.87 3.266283512 36.18 0 1186.641788 2 593.8240356 -0.837397559 -0.000496845 22.6442735IANAIMK 8 19743875 2xTMT6plex [N-Term; K7] 0.959 1.05 1.018 2.998237848 34.38 0 1218.764436 2 609.8859863 0.213713366 0.000130233 51.38951023EFAQIIK 8 19743875 2xTMT6plex [N-Term; K7] 0.796 0.806 0.892 3.401540518 34.96 0 1306.813494 2 653.9086914 -2.592563908 -0.001693999 59.87463812FLGSGPR 6 19743875 1xTMT6plex [N-Term] 1.049 1.002 1.02 2.22554183 27.83 0 962.5620816 2 481.7838745 -1.671784702 -0.000804598 33.5823315IGGVTER 3 19743875 1xTMT6plex [N-Term] 0.862 1.133 2.511741161 21.4 0 960.5675609 2 480.7877808 0.753766281 0.000362022 23.11324839MPTPVIK 3 19743875 2xTMT6plex [N-Term; K7] 0.889 0.942 2.610632181 25.97 0 1243.784837 2 622.3956299 -0.686223493 -0.000426757 50.9976603231077081 FXN frataxin, mitochondrial isoform 1 preproprotein 2395 NP_000135.2 34.76190476 1 5 5 19 210 23.121 8.69 0.66 0.79 0.59 0.68 Significant 0.00734 LGGDLGTYVINK 6 31077081 2xTMT6plex [N-Term; K12] 0.637 0.645 3.501060009 34.4 0 1708.004542 2 854.5045776 -1.559449344 -0.001331773 68.45203751NWVYSHDGVSLHELLAAELTK 6 31077081 2xTMT6plex [N-Term; K21] 0.757 0.593 6.456986904 36.54 0 2840.534699 4 710.8883057 -1.164070888 -0.000826646 84.78596533QIWLSSPSSGPK 2 31077081 2xTMT6plex [N-Term; K12] 0.744 3.444681883 45.28 0 1744.999791 2 873.001709 -2.091588359 -0.001824911 56.19004555SGTLGHPGSLDETTYER 2 31077081 1xTMT6plex [N-Term] 0.938 2.191631556 5.79 0 2049.008628 3 683.6732788 -1.632498845 -0.001115001 31.85364306LDLSSLAYSGK 3 31077081 2xTMT6plex [N-Term; K11] 0.772 3.158895731 20.97 0 1611.935794 3 537.9831543 -0.548607071 -0.000294773 67.5910971120149498 FTL ferritin light chain 2512 NP_000137.2 41.71428571 1 7 7 71 175 20.007 5.78 0.63 0.73 0.69 0.68 Significant 0.0018 LNQALLDLHALGSAR 6 20149498 1xTMT6plex [N-Term] 1.114 1.103 0.994 5.651398182 34.91 0 1821.054397 3 607.6897583 0.178397935 0.000108291 75.30051976TDPHLCDFLETHFLDEEVK 22 20149498 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C6] 0.516 0.557 0.59 6.774116516 47.03 0 2803.401302 4 701.6030273 -3.931918342 -0.002755686 78.23442328
KPAEDEWGKTPDAMK 4 20149498 4xTMT6plex [N-Term; K1; K9; K15] 0.411 0.441 3.934613466 7.04 1 2619.462225 4 655.6190796 -2.953396522 -0.001934078 45.96996929KPAEDEWGK 11 20149498 3xTMT6plex [N-Term; K1; K9] 0.768 0.729 0.883 3.312626839 24.64 0 1746.999346 3 583.0046997 0.114213605 6.65E-05 33.81079482MGDHLTNLHR 4 20149498 1xTMT6plex [N-Term] 1.086 0.949 2.852636337 12.6 0 1422.747333 3 474.9207764 0.311447825 0.000147704 24.76996597AAMALEK 10 20149498 2xTMT6plex [N-Term; K7] 0.65 0.57 0.547 3.238787174 36.45 0 1191.717151 2 596.3612671 -1.588850434 -0.00094673 52.84340422ALFQDIK 14 20149498 2xTMT6plex [N-Term; K7] 0.59 0.629 0.603 3.113304138 36.68 0 1292.797844 2 646.9019165 -0.996089368 -0.000643871 60.84063042
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

119360348 FUCA1 tissue alpha-L-fucosidase precursor 2517 NP_000138.2 5.579399142 1 3 3 10 466 53.655 6.84 0.67 0.66 0.61 0.65 Significant 0.000823 ITMLGIQGDLK 6 119360348 2xTMT6plex [N-Term; K11] 0.669 0.663 0.661 3.640544891 29.47 0 1646.991535 2 823.9984131 -1.205335961 -0.000992589 76.76613039TQHFVSAK 2 119360348 2xTMT6plex [N-Term; K8] 0.566 3.209880114 5.12 0 1375.809806 3 459.2755127 1.583849692 0.000726359 25.97900433YVVLTTK 2 119360348 2xTMT6plex [N-Term; K7] 0.614 3.034371853 29.4 0 1281.818245 2 641.4113159 -2.254612987 -0.001445002 50.62867642
119393891 GAA lysosomal alpha-glucosidase preproprotein 2548 NP_000143.2 21.42857143 1 13 13 101 952 105.257 6 0.59 0.57 0.61 0.59 Significant 0.000383

EPAIHSEGQWVTLPAPLDTINVHLR 14 119393891 1xTMT6plex [N-Term] 0.485 0.662 0.537 7.517188072 33.03 0 3022.63117 4 756.4133301 0.106093824 8.02E-05 82.56420417YMMIVDPAISSSGPAGSYRPYDEGLR 6 119393891 1xTMT6plex [N-Term] 0.58 0.555 0.619 4.954739571 15.13 0 3061.496058 3 1021.167542 -2.608684816 -0.002662159 74.56407663AGYIIPLQGPGLTTTESR 12 119393891 1xTMT6plex [N-Term] 0.559 0.492 0.65 4.681904316 51.6 0 2103.164735 3 701.7260742 -0.506624009 -0.000355171 70.03989039GELFWDDGESLEVLER 17 119393891 1xTMT6plex [N-Term] 0.583 0.569 0.679 5.446033955 53.37 0 2123.04943 2 1062.028076 -0.261245095 -0.000277318 84.04233753DFPAMVQELHQGGR 8 119393891 1xTMT6plex [N-Term] 0.431 0.445 0.543 6.018059731 56.27 0 1813.921668 3 605.3117676 -0.506419677 -0.000306202 53.69415014YALLPHLYTLFHQAHVAGETVARPLFLEFPK 2 119393891 2xTMT6plex [N-Term; K31] 3.413 4.67381525 6.1 0 4037.256955 6 673.7145996 -1.421857418 -0.000956734 109.6782973VTSEGAGLQLQK 10 119393891 2xTMT6plex [N-Term; K12] 0.65 0.671 0.595 4.858160019 61.84 0 1688.994706 2 845.0006104 -0.450970552 -0.000380843 48.80321046AITQEQCEAR 12 119393891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.594 0.602 0.527 4.249971867 50.71 0 1434.720843 2 717.8640747 0.020452803 1.47E-05 18.84627984LDVMMETENR 4 119393891 1xTMT6plex [N-Term] 0.714 0.509 3.71148181 34.19 0 1466.718066 2 733.8621216 -0.749575507 -0.000549708 49.52450767WGYSSTAITR 4 119393891 1xTMT6plex [N-Term] 0.905 0.837 3.705278397 26.46 0 1370.726581 2 685.8656616 -1.848580051 -0.001266949 51.17748493QQPMALAVALTK 2 119393891 2xTMT6plex [N-Term; K12] 0.502 4.605647564 22.96 0 1729.044633 3 577.0203247 1.034074575 0.000595987 73.67852038WTQLGAFYPFMR 4 119393891 1xTMT6plex [N-Term] 1.057 1.408 3.734688282 13.41 0 1745.903499 2 873.4567871 1.60296875 0.001399314 95.25738657TTPTFFPK 6 119393891 2xTMT6plex [N-Term; K8] 0.579 0.553 0.58 3.12373805 32.4 0 1396.824059 2 698.9152832 -0.550580257 -0.000384532 58.718238264503895 GALK1 galactokinase 2584 NP_000145.1 8.673469388 1 3 3 12 392 42.246 6.46 1.04 1.02 1.44 1.17 Significant 0.0135 EVQLEELEAAR 6 4503895 1xTMT6plex [N-Term] 1.142 1.124 100 4.319304943 60.64 0 1515.821603 2 758.4140015 -0.578340031 -0.00043833 52.02086272SLETSLVPLSDPK 2 4503895 2xTMT6plex [N-Term; K13] 1.276 3.023917437 25.03 0 1844.078101 2 922.5425415 -0.15973954 -0.000147286 68.96048901LQFPLPTAQR 4 4503895 1xTMT6plex [N-Term] 0.951 0.967 2.899223328 16.74 0 1399.825901 2 700.4160156 -0.818687523 -0.00057301 63.2354664922165416 GALT galactose-1-phosphate uridylyltransferase isoform 1 2592 NP_000146.2 24.80211082 1 7 7 36 379 43.336 6.99 1.05 1.08 1.1 1.08 Significant 0.000182
VMCFHPWSDVTLPLMSVPEIR 6 22165416 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.966 2.293 1.257 5.069843292 38.81 0 2743.397136 3 915.1375732 0.375500342 0.000343382 106.2317902YNPLQDEWVLVSAHR 2 22165416 1xTMT6plex [N-Term] 0.951 4.121068478 38.72 0 2056.08134 3 686.0313721 -0.864153099 -0.000592256 73.02515187HDPLNPLCPGAIR 6 22165416 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.953 0.961 1.083 4.556135654 37.05 0 1688.910376 3 563.6417236 0.143369619 8.07E-05 45.84909439ALPEVHYHLGQK 6 22165416 2xTMT6plex [N-Term; K12] 1.084 1.142 1.108 4.19203949 35.6 0 1850.068874 4 463.2721252 -1.190595371 -0.000550671 56.44751688RLPELTPAER 6 22165416 1xTMT6plex [N-Term] 1.008 1.102 1.193 3.457140446 22.37 1 1410.826629 3 470.9468079 -0.537660688 -0.000252849 37.44950952RPWQGQVEPQLLK 4 22165416 2xTMT6plex [N-Term; K13] 1.029 1.218 4.469460964 8.09 0 2037.20095 3 679.7376099 -1.312658997 -0.000891383 56.40579636DLTPEQAAER 6 22165416 1xTMT6plex [N-Term] 0.885 1.167 1.119 3.726251125 26.65 0 1358.711324 2 679.8586426 -0.96840567 -0.000657892 23.409291924503909 GAMT guanidinoacetate N-methyltransferase isoform a 2593 NP_000147.1 22.03389831 1 4 4 19 236 26.301 6.14 0.66 0.64 0.64 0.65 Significant 0.000106

YYAFPQMITPLVTK 10 4503909 2xTMT6plex [N-Term; K14] 0.564 0.566 0.617 4.10635376 41.5 0 2130.207341 2 1065.605103 -2.071414266 -0.002206271 95.02974535TEVMALVPPADCR 4 4503909 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.787 0.818 3.875178099 29.32 0 1687.870878 3 563.2937012 -2.564280497 -0.001442725 57.56321524WETPYMHALAAAASSK 2 4503909 2xTMT6plex [N-Term; K16] 0.879 4.135314941 11.19 0 2192.157431 3 731.3898315 -1.135521135 -0.000829747 73.82359862ILGKPVMER 3 4503909 2xTMT6plex [N-Term; K4] 0.823 0.656 0.72 2.646231651 0 1500.933626 3 500.9829102 0.367230596 0.00018373 48.03436827189458812 GBE1 1,4-alpha-glucan-branching enzyme 2632 NP_000149.3 30.91168091 1 19 19 112 702 80.409 6.32 0.91 0.93 0.91 0.92 Significant 0.0000529 LLEIDPYLKPYAVDFQR 10 189458812 2xTMT6plex [N-Term; K9] 1.038 1.114 1.05 4.806089878 14.7 0 2538.437217 3 846.8170166 -0.28394845 -0.000240262 92.49678621NIGENEGGIDK 6 189458812 2xTMT6plex [N-Term; K11] 0.99 0.799 0.915 4.11371088 39.94 0 1603.869171 2 802.4375 -0.902529973 -0.00072377 32.73794657IVLDSDAAEYGGHQR 4 189458812 1xTMT6plex [N-Term] 1.019 1.065 4.96013689 37.38 0 1859.944906 3 620.6508179 -3.766502275 -0.002335162 40.150269EGDNVNYDWIHWDPEHSYEFK 6 189458812 2xTMT6plex [N-Term; K21] 1.089 0.866 0.728 6.725954533 40.33 0 3138.463385 4 785.3710327 -0.345328427 -0.00027095 72.36423899EFKDEDWNMGDIVYTLTNR 8 189458812 2xTMT6plex [N-Term; K3] 1.113 1.053 1.194 5.550759792 38.4 1 2804.396551 3 935.4718628 1.59899958 0.001494743 91.47483273
CIAYAESHDQALVGDK 2 189458812 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C1] 0.868 4.436837196 38.54 0 2235.147988 3 745.7199097 -1.25835341 -0.000937535 56.42148772
YGWLAAPQAYVSEK 8 189458812 2xTMT6plex [N-Term; K14] 1.016 0.901 4.433802605 43.77 0 2041.115883 2 1021.061951 0.363182313 0.000370649 75.8882364VALILQNVDLPN 10 189458812 1xTMT6plex [N-Term] 0.94 1.021 0.686 3.361833334 82.5 0 1537.915109 2 769.4613037 0.143916835 0.000110666 91.07658812KGNNESYHYAR 6 189458812 2xTMT6plex [N-Term; K1] 0.862 0.905 0.914 4.30774498 23.82 1 1796.944402 4 449.9914551 -0.228775859 -0.000102774 17.02633092GYESFGVHR 2 189458812 1xTMT6plex [N-Term] 0.909 3.80067277 37.13 0 1280.658501 3 427.5577393 0.12767138 5.45E-05 40.42667032QFHLTDDDLLR 6 189458812 1xTMT6plex [N-Term] 0.931 1.101 0.726 4.089042664 26.39 0 1601.848486 3 534.6188965 -3.964311812 -0.002116742 54.51739905LAMAIPDKWIQLLK 2 189458812 3xTMT6plex [N-Term; K8; K14] 1.991 3.720295191 13.2 1 2327.449192 3 776.4872437 -0.865468074 -0.000671444 112.1943638SVLVPHGSK 6 189458812 2xTMT6plex [N-Term; K9] 0.889 0.938 0.994 3.131200552 17.12 0 1381.856756 3 461.2894592 -2.121424265 -0.000977168 31.59343155GTHDLWDSR 6 189458812 1xTMT6plex [N-Term] 0.997 1.026 1.025 3.120009899 17.82 0 1315.659229 3 439.224762 0.382613264 0.000167796 24.37754189WELYIPPK 12 189458812 2xTMT6plex [N-Term; K8] 1.033 0.856 0.883 2.668636084 27.01 0 1503.897558 2 752.4519043 -0.682324567 -0.000513073 78.85628915QFSQILK 6 189458812 2xTMT6plex [N-Term; K7] 0.799 0.786 0.851 2.972460032 34.05 0 1321.824393 2 661.4156494 -0.280681668 -0.000185506 53.90305161LAMAIPDK 2 189458812 2xTMT6plex [N-Term; K8] 0.606 2.367291212 21.43 0 1316.801215 2 658.9031372 -1.683743843 -0.001108578 57.89865094FLNNFDR 6 189458812 1xTMT6plex [N-Term] 1.077 1.134 0.805 2.566723585 21.06 0 1154.615574 2 577.8110962 -0.569780282 -0.000328939 49.36131589LAMAIPDK 2 189458812 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 0.712 2.178263903 21.26 0 1332.79613 2 658.9031372 -1.683743843 -0.001108578 57.89865094SGEILYR 2 189458812 1xTMT6plex [N-Term] 1.002 1.968309879 11.13 0 1066.609426 2 533.8077393 -1.147321921 -0.000611872 29.46406218

4503943 GCDH glutaryl-CoA dehydrogenase, mitochondrial isoform a precursor 2639 NP_000150.1 25.11415525 1 7 7 40 438 48.096 8.06 1.15 1.16 1.12 1.14 Significant 0.00011
GELLGCFGLTEPNSGSDPSSMETR 2 4503943 1xTMT6plex [N-Term]; 1xOxidation [M21]; 1xCarbamidomethyl [C6] 100 4.337813377 28.34 0 2786.28104 3 929.4304199 -1.555257461 -0.001444461 65.30057968

EIISEMGELGVLGPTIK 18 4503943 2xTMT6plex [N-Term; K17] 1.163 1.18 1.123 6.357853413 71.04 0 2244.292527 3 748.7694092 0.511194084 0.000382423 96.67014028GYGCAGVSSVAYGLLAR 6 4503943 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.788 100 1.282 5.548604488 55.08 0 1930.005398 2 965.5053711 -1.001236837 -0.000966196 76.12049416HAMNLEAVNTYEGTHDIHALILGR 4 4503943 1xTMT6plex [N-Term] 1.048 7.426506042 48.69 0 2904.498775 5 581.7047729 -1.383093682 -0.000803439 63.12848753AITGIQAFTASK 2 4503943 2xTMT6plex [N-Term; K12] 1.068 4.637851715 37.17 0 1665.993978 2 833.4976807 -3.537126757 -0.002946416 64.53830303MQFGVPLAR 6 4503943 1xTMT6plex [N-Term] 1.271 1.059 1.059 2.760679007 27.93 0 1247.713179 2 624.3605957 0.589555567 0.000367798 60.10912094TQSQLAK 2 4503943 2xTMT6plex [N-Term; K7] 1.069 2.140987635 17.42 0 1233.756708 2 617.3807373 -2.034104949 -0.001254795 23.724038914504009 GLA alpha-galactosidase A precursor 2717 NP_000160.1 17.01631702 1 6 6 48 429 48.735 5.6 1.33 1.28 1.43 1.35 Significant 0.00107
GVACNPACFITQLLPVK 20 4504009 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C4; C8] 1.463 1.465 1.527 4.6265769 39.8 0 2346.307801 2 1173.660767 2.751549956 0.003227992 110.389497
FDGCYCDSLENLADGYK 6 4504009 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C4; C6] 1.595 1.522 1.475 5.143624306 52.64 0 2485.141583 3 829.0518188 -0.273327297 -0.000226419 73.05428275SILDWTSFNQER 2 4504009 1xTMT6plex [N-Term] 1.255 4.056783676 40.89 0 1724.880515 2 862.9432373 -0.763409763 -0.000658395 69.86374708KLGFYEWTSR 6 4504009 2xTMT6plex [N-Term; K1] 1.088 1.312 1.503 3.936284304 25.42 1 1744.978662 3 582.3306274 -0.763777696 -0.000444259 58.18073057NFADIDDSWK 8 4504009 2xTMT6plex [N-Term; K10] 1.292 1.41 1.273 3.985610008 33.03 0 1668.863357 2 834.934082 -1.479957894 -0.001234924 63.11353896HISPQAK 6 4504009 2xTMT6plex [N-Term; K7] 1.275 1.174 1.277 2.619225502 16.4 0 1238.762127 3 413.5921021 -0.302275673 -0.000124816 22.359830084504169 GSS glutathione synthetase 2937 NP_000169.1 45.99156118 1 19 19 165 474 52.352 5.92 1.08 1.09 1.08 1.08 Significant 0.00000947 AIEHADGGVAAGVAVLDNPYPV 12 4504169 1xTMT6plex [N-Term] 0.979 1.476 1.266 4.902465343 27.66 0 2364.239691 3 788.7519531 0.683295779 0.000538492 70.81068813KVQQELSRPGMLEMLLPGQPEAVAR 7 4504169 2xTMT6plex [N-Term; K1] 0.9 1.731 1.175 7.751033783 18.92 1 3235.805929 4 809.7055054 -1.773031434 -0.001434296 76.96459947VVQCISELGIFGVYVR 14 4504169 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.578 0.927 1.235 5.740170956 55.97 0 2068.146248 3 690.0527954 -1.167963597 -0.000805173 102.6457686QIEINTISASFGGLASR 10 4504169 1xTMT6plex [N-Term] 1.032 1.174 1.243 5.048140526 72.77 0 1993.09157 2 997.0483398 -1.087231782 -0.001083476 75.81507702ATFAGLYSLDVGEEGDQAIAEALAAPSR 32 4504169 1xTMT6plex [N-Term] 1.024 0.969 0.921 7.013458729 100.94 0 3051.547225 3 1017.853394 -0.523467546 -0.000532462 108.3295315VQQELSRPGMLEMLLPGQPEAVAR 11 4504169 1xTMT6plex [N-Term] 0.903 1.72 1.233 7.076429367 23.21 0 2878.548034 3 960.1863403 -1.23884815 -0.001188695 86.51189628QYSLQNWEAR 6 4504169 1xTMT6plex [N-Term] 1.109 0.984 0.838 4.172345161 35.3 0 1523.780407 2 762.3943481 0.664622709 0.00050637 46.78765263ALAEGVLLR 4 4504169 1xTMT6plex [N-Term] 1.289 3.586824656 48.42 0 1170.740774 2 585.8740234 -0.003301328 -1.93E-06 67.95912427AIENELLAR 4 4504169 1xTMT6plex [N-Term] 1.127 0.948 3.453563452 31.86 0 1257.736417 2 629.3724976 1.03483303 0.000650774 45.44181085SADGSPALK 6 4504169 2xTMT6plex [N-Term; K9] 1.094 1.044 1.127 3.457832098 46.86 0 1303.762187 2 652.3844604 -0.416150712 -0.000271281 28.58933103ASYILMEK 6 4504169 2xTMT6plex [N-Term; K8] 1.097 0.937 1.027 3.475948572 45.06 0 1412.822344 2 706.9143066 -0.713188572 -0.000503804 59.36718353GLALGIAK 9 4504169 2xTMT6plex [N-Term; K8] 1.094 1.061 1.04 2.970399857 53.24 0 1200.808015 2 600.9075317 -0.189933307 -0.000114037 58.79096448HVLSVLSK 12 4504169 2xTMT6plex [N-Term; K8] 1.003 1.046 1.087 3.343777657 21.73 0 1340.866592 3 447.6270142 -0.076920054 -3.44E-05 49.44387388ILSNNPSK 6 4504169 2xTMT6plex [N-Term; K8] 1.215 1.105 0.992 3.106814146 25.34 0 1330.809471 2 665.9082031 -0.256806107 -0.00017088 34.74073761TFEDISEK 2 4504169 2xTMT6plex [N-Term; K8] 1.087 3.134666443 25.24 0 1426.782982 2 713.8950195 -0.153735714 -0.000109674 45.28430783

CPDIATQLAGTK 4 4504169 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C1] 1.058 1.097 3.816883564 54.6 0 1732.966777 2 866.9866943 -0.383578112 -0.000332364 52.93026808GSLDQDR 4 4504169 1xTMT6plex [N-Term] 0.972 1.079 2.51292038 22.36 0 1019.531904 2 510.2685852 -1.971277051 -0.00100489 15.7914702SDYMFQR 4 4504169 1xTMT6plex [N-Term] 0.801 0.946 2.202406168 23.76 0 1175.57166 2 588.2891846 -0.482649756 -0.000283695 33.76432932FVLKPQR 12 4504169 2xTMT6plex [N-Term; K4] 1.087 1.263 1.202 2.856068373 5.95 0 1345.872012 3 449.2953796 -0.316875587 -0.000142158 47.181386494504191 MSH6 DNA mismatch repair protein Msh6 isoform 1 2956 NP_000170.1 10.95588235 1 13 13 54 1360 152.689 6.9 1.16 1.21 1.16 1.18 Significant 0.000201
SELALSALGGCVFYLK 2 4504191 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 1.405 4.475330353 14.34 0 2186.229533 3 729.4158936 1.644010388 0.001198061 98.12936496

AYGVCFVDTSLGK 6 4504191 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.864 1.396 1.506 4.96085453 66.06 0 1875.008642 2 938.008667 0.755092187 0.000707902 68.44551899
LSDGIGVMLPQVLK 8 4504191 2xTMT6plex [N-Term; K14] 0.934 1.501 1.296 3.996208191 38.75 0 1928.165476 3 643.3933716 0.044226543 2.84E-05 95.97747895LDAIEDLMVVPDK 4 4504191 2xTMT6plex [N-Term; K13] 0.814 0.929 3.716491699 33.13 0 1916.081472 3 639.3649292 -0.645814054 -0.000412477 95.29474783TLVAHYPPVQVLFEK 4 4504191 2xTMT6plex [N-Term; K15] 1.292 1.092 4.996816158 43.22 0 2199.294182 3 733.7702026 0.851432324 0.000624183 88.76765015QATSISSETK 2 4504191 2xTMT6plex [N-Term; K10] 1.148 4.030468941 40.67 0 1509.852458 2 755.4299316 0.08504225 6.42E-05 24.31888425LDAIEDLMVVPDK 2 4504191 2xTMT6plex [N-Term; K13]; 1xOxidation [M8] 0.691 2.858084917 9.64 0 1932.076387 3 639.3649292 -0.645814054 -0.000412477 95.29474783EKEEDSSGHTR 6 4504191 2xTMT6plex [N-Term; K2] 1.661 1.281 1.061 3.872737646 23.58 1 1732.886612 4 433.9766235 -1.123875828 -0.000486887 14.47514078NLPEEYELK 4 4504191 2xTMT6plex [N-Term; K9] 1.464 1.047 4.058186531 34.75 0 1592.893595 2 796.9475708 -3.597119391 -0.002864914 52.5701182ISEVVELLK 2 4504191 2xTMT6plex [N-Term; K9] 0.98 3.070453167 19.89 0 1487.944902 2 744.4766235 0.717963623 0.000534145 93.02140729VEQTETPEMMEAR 4 4504191 1xTMT6plex [N-Term] 1.741 1.328 4.189301491 46.28 0 1779.845451 2 890.4277954 1.608606135 0.001431535 35.41516213YSDSLVQK 6 4504191 2xTMT6plex [N-Term; K8] 1.332 1.304 1.795 2.729085922 33.45 0 1397.804052 2 699.4048462 -1.170305084 -0.000817929 37.5254602QVISLQTK 2 4504191 2xTMT6plex [N-Term; K8] 1.586 3.062960148 18.26 0 1374.872072 2 687.9395752 -0.143911117 -9.89E-05 46.94044777FPDLTVELNR 2 4504191 1xTMT6plex [N-Term] 0.879 2.763024807 1.84 0 1432.799745 2 716.9031372 -0.52179374 -0.000373813 69.83189695268834192 GUSB beta-glucuronidase isoform 1 precursor 2990 NP_000172.2 7.987711214 1 5 5 19 651 74.685 7.02 0.75 0.92 0.86 0.84 Significant 0.00347 GFDWPLLVK 6 268834192 2xTMT6plex [N-Term; K9] 0.721 0.898 0.823 3.56559968 50.2 0 1532.924107 2 766.9671021 1.839798558 0.001410136 95.01299538SLDPSRPVTFVSNSNYAADK 3 268834192 2xTMT6plex [N-Term; K20] 0.783 0.917 2.737859726 2.61 0 2626.387701 3 876.131897 -2.49892734 -0.002187717 53.90981547GFEEQWYR 6 268834192 1xTMT6plex [N-Term] 1.453 1.031 0.979 3.05048275 23.02 0 1343.658167 2 672.3320313 -1.027619996 -0.000690385 46.10449276WLGANAFR 2 268834192 1xTMT6plex [N-Term] 0.496 2.248183489 29.84 0 1163.652294 2 582.329834 0.084061838 4.89E-05 57.22815267MVIAHTK 2 268834192 2xTMT6plex [N-Term; K7] 0.773 2.350162029 13.53 0 1257.775335 3 419.9298096 -0.3650406 -0.000153046 30.31363909

20127408 HADHA trifunctional enzyme subunit alpha, mitochondrial precursor 3030 NP_000173.2 66.05504587 1 41 41 774 763 82.947 9.04 0.93 0.93 0.92 0.93 Significant 0.0000129 SEVSSDEDIQFR 26 20127408 1xTMT6plex [N-Term] 0.78 0.898 0.827 4.853038788 63.61 0 1640.79651 2 820.9003296 -1.906257292 -0.00156389 35.72709968ALMGLYHGQVLCK 8 20127408 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 0.928 0.928 0.971 5.715739727 48.3 0 1948.091266 3 650.0343628 -1.401711071 -0.00091022 61.72550317
TVLGTPEVLLGALPGAGGTQR 40 20127408 1xTMT6plex [N-Term] 0.982 0.996 0.873 6.163594723 45.77 0 2236.286247 3 746.0997314 -0.718103089 -0.000535295 89.27377634FGGGNPELLTQMVSK 20 20127408 2xTMT6plex [N-Term; K15] 0.849 0.921 0.878 4.143144608 76.93 0 2036.125068 2 1018.565613 -0.54954093 -0.000559467 77.97828237

TGIEQGSDAGYLCESQK 10 20127408 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C13] 0.919 0.911 0.84 5.238431931 64.74 0 2301.143297 2 1151.073242 -1.776971041 -0.002044532 41.26511672
KMGLVDQLVEPLGPGLKPPEER 6 20127408 3xTMT6plex [N-Term; K1; K17] 2.012 1.481 1.372 6.806688786 30.04 1 3089.799988 4 777.2036133 -0.734013375 -0.000569924 71.5047737
KMGLVDQLVEPLGPGLKPPEER 12 20127408 3xTMT6plex [N-Term; K1; K17]; 1xOxidation [M2] 1.509 1.496 1.415 6.643837452 45.84 1 3105.794903 4 777.2036133 -0.734013375 -0.000569924 71.5047737

MQLLEIITTEK 32 20127408 2xTMT6plex [N-Term; K11] 0.971 0.954 0.93 5.147936344 58.2 0 1777.054529 2 889.0294189 -1.669931523 -0.00148378 98.07801074ELHSEFSEVMNEIWASDQIR 32 20127408 1xTMT6plex [N-Term] 0.905 0.913 0.887 8.099033356 44.04 0 2649.281632 3 883.7642822 -1.260058679 -0.00111275 90.86173555MGLVDQLVEPLGPGLKPPEER 10 20127408 2xTMT6plex [N-Term; K16] 0.722 0.755 0.67 6.072493553 44.71 0 2732.542093 3 911.5195923 0.779722836 0.000710208 87.65813824KTVLGTPEVLLGALPGAGGTQR 11 20127408 2xTMT6plex [N-Term; K1] 1.134 1.075 1.194 6.697834015 38.17 1 2593.544142 4 649.1383057 -4.915726532 -0.003187288 82.81769943
SAVLISSKPGCFIAGADINMLAACK 5 20127408 3xTMT6plex [N-Term; K8; K25]; 2xCarbamidomethyl [C11; C24] 2.012 1.699 1.517 5.310779095 24.24 0 3281.802707 3 1094.602783 -2.71528834 -0.002970347 90.72445627

EVEAVIPDHCIFASNTSALPISEIAAVSK 54 20127408 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C10] 0.95 0.911 0.938 6.431969643 43.94 0 3526.886741 3 1176.300171 -0.221652904 -0.000260582 94.92391912
DTSASAVAVGLK 22 20127408 2xTMT6plex [N-Term; K12] 0.928 1.006 0.978 4.969293118 69.31 0 1576.931043 2 788.9681396 -1.293812519 -0.001020127 46.2032157DLNSDMDSILASLK 28 20127408 2xTMT6plex [N-Term; K14] 0.902 0.845 0.862 6.212734699 75.46 0 1980.072364 2 990.5323486 -7.546660743 -0.007471467 98.11792691HLAILGAGLMGAGIAQVSVDK 4 20127408 2xTMT6plex [N-Term; K21] 1.072 1.1 5.685735226 44.36 0 2479.447071 3 827.15271 -1.409143687 -0.001164632 89.61011329MVGVPAALDMMLTGR 63 20127408 1xTMT6plex [N-Term]; 1xOxidation [M] 1.001 0.889 0.926 5.516729355 60.66 0 1806.947749 3 597.6561279 0.556641718 0.000332306 103.7461999MVGVPAALDMMLTGR 40 20127408 1xTMT6plex [N-Term] 0.894 0.915 0.859 5.948595047 77.97 0 1790.952834 3 597.6561279 0.556641718 0.000332306 103.7461999KLDSLTTSFGFPVGAATLVDEVGVDVAK 33 20127408 3xTMT6plex [N-Term; K1; K28] 0.932 0.928 1.205 8.241168022 70.5 1 3523.986662 3 1175.326904 -5.817950333 -0.006834126 109.0162915DSIFSNLTGQLDYQGFEK 33 20127408 2xTMT6plex [N-Term; K18] 1.005 1.053 0.918 5.704258442 60.43 0 2520.30224 3 840.7717285 -0.637869181 -0.000535874 88.60668849ADMVIEAVFEDLSLK 12 20127408 2xTMT6plex [N-Term; K15] 0.96 1.014 0.883 4.080524445 40.43 0 2138.181914 3 713.399292 0.658843176 0.000469576 113.0767985TLQEVTQLSQEAQR 22 20127408 1xTMT6plex [N-Term] 0.966 0.988 0.915 5.689728737 64.04 0 1860.002421 2 930.5043335 -0.553933587 -0.000515159 54.95808639VIGMHYFSPVDK 18 20127408 2xTMT6plex [N-Term; K12] 0.878 0.936 0.924 4.789497852 60.14 0 1851.023897 2 926.0158081 0.238862901 0.00022107 61.51021307TIEYLEEVAITFAK 10 20127408 2xTMT6plex [N-Term; K14] 0.898 0.87 0.801 3.79513979 25.5 0 2085.18838 2 1043.094116 -3.560257767 -0.003711904 112.5242591ADMVIEAVFEDLSLK 6 20127408 2xTMT6plex [N-Term; K15]; 1xOxidation [M3] 1.307 1.156 0.775 3.680794954 28.6 0 2154.176829 3 713.399292 0.658843176 0.000469576 113.0767985GFYIYQEGVK 22 20127408 2xTMT6plex [N-Term; K10] 1.07 0.975 0.939 4.096162319 61.8 0 1661.930315 2 831.468689 -0.128399073 -0.000106695 60.16008755MQLLEIITTEK 10 20127408 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 0.883 1.029 1.075 3.682034731 37.04 0 1793.049444 2 889.0294189 -1.669931523 -0.00148378 98.07801074DLNSDMDSILASLK 4 20127408 2xTMT6plex [N-Term; K14]; 1xOxidation [M6] 0.778 0.62 3.95016098 23.49 0 1996.067279 2 990.5323486 -7.546660743 -0.007471467 98.11792691LPPKSEVSSDEDIQFR 7 20127408 2xTMT6plex [N-Term; K4] 1.599 2.034 1.822 3.745791197 12.96 1 2305.243997 3 769.0852051 -1.273125807 -0.000978289 52.72153981DATLTALDR 8 20127408 1xTMT6plex [N-Term] 0.927 1.22 0.824 3.851787806 47.66 0 1204.673482 2 602.8406982 0.529209271 0.000318762 37.83444167FVDLYGAQK 18 20127408 2xTMT6plex [N-Term; K9] 0.967 0.931 0.974 4.087965012 51.12 0 1498.866986 2 749.9362793 -1.13702968 -0.000852128 57.84889394ILQEGVDPK 26 20127408 2xTMT6plex [N-Term; K9] 1.036 0.957 0.989 3.340055704 39.77 0 1456.877551 2 728.9434814 1.46572416 0.00106769 48.56762026

QFTPCQLLADHANSPNK 2 20127408 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C5] 0.804 4.851508617 21.48 0 2399.254185 3 800.4235229 0.763102829 0.000610293 58.74605245DGPGFYTTR 9 20127408 1xTMT6plex [N-Term] 1.054 1.11 1.299 3.728748798 30.79 0 1242.631618 2 621.8184204 -1.652428329 -0.00102668 27.98971246THINYGVK 16 20127408 2xTMT6plex [N-Term; K8] 0.867 0.869 0.9 3.341172457 29.56 0 1389.825456 2 695.4168091 0.637291581 0.000442862 30.42132794GLYPAPLK 12 20127408 2xTMT6plex [N-Term; K8] 0.834 0.909 0.857 2.925364017 42.85 0 1316.83423 2 658.9204102 -0.520914087 -0.000342979 57.90102092HVAEDLGK 18 20127408 2xTMT6plex [N-Term; K8] 0.894 0.907 0.834 3.263861656 36.8 0 1326.778171 2 663.8956299 4.380442602 0.002905938 36.37888402FGELVMTK 6 20127408 2xTMT6plex [N-Term; K8] 0.79 0.713 0.791 3.245883942 39.22 0 1382.81178 2 691.9098511 0.467105102 0.000322959 62.42039764
ALMGLYHGQVLCK 3 20127408 2xTMT6plex [N-Term; K13]; 1xOxidation [M3]; 1xCarbamidomethyl [C12] 0.947 1.004 3.933502197 42.35 0 1964.086181 3 650.0343628 -1.401711071 -0.00091022 61.72550317

GQQQVFK 14 20127408 2xTMT6plex [N-Term; K7] 0.968 0.925 0.855 3.11595726 34.01 0 1292.772692 2 646.8896484 -0.519623445 -0.000335877 30.31001584KYEAAYGK 6 20127408 3xTMT6plex [N-Term; K1; K8] 1.697 1.32 1.119 3.160316706 7.02 1 1616.961504 3 539.6577148 -1.801575821 -0.000971026 31.18858588FGELVMTK 9 20127408 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 0.817 0.792 0.775 2.113551378 27.38 0 1398.806695 2 691.9098511 0.467105102 0.000322959 62.42039764GDVAVVR 6 20127408 1xTMT6plex [N-Term] 0.858 0.892 0.883 2.615822315 27.11 0 944.5726463 2 472.7896118 -0.740278887 -0.000349624 24.47469277YEAAYGK 6 20127408 2xTMT6plex [N-Term; K7] 0.903 0.875 1.029 2.365227938 22.17 0 1259.703609 2 630.3553467 -0.152941234 -9.63E-05 29.98275438INSPNSK 8 20127408 2xTMT6plex [N-Term; K7] 0.89 0.929 1.851 2.156330585 19.19 0 1217.725407 2 609.3660278 -0.516057178 -0.000314208 23.02533464DKGLVEK 4 20127408 3xTMT6plex [N-Term; K2; K7] 0.803 0.938 2.382773161 0.72 1 1475.940041 3 492.6513977 -0.271558976 -0.000133602 33.96850182KALTSFER 2 20127408 2xTMT6plex [N-Term; K1] 0.935 2.485455513 13.94 1 1409.851671 3 470.6210022 -2.281940909 -0.001072399 35.64057465LTAYAMTIPFVR 1 20127408 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.146 0.776288033 20.22 0 1627.907916 2 814.4578857 0.355569482 0.000289417 77.27274802
4504327 HADHB trifunctional enzyme subunit beta, mitochondrial isoform 1 precursor 3032 NP_000174.1 57.17299578 1 28 28 320 474 51.262 9.41 0.91 0.9 0.9 0.9 Significant 0.0000136

TPFLLSGTSYK 14 4504327 2xTMT6plex [N-Term; K11] 0.97 1.007 4.082612514 52.79 0 1671.972179 2 836.4890747 -0.781523732 -0.000653343 69.13263136DQLLLGPTYATPK 12 4504327 2xTMT6plex [N-Term; K13] 0.896 0.864 0.878 4.807645321 55.78 0 1875.099171 2 938.0515747 -1.75883814 -0.001648998 64.67269135AQDEGLLSDVVPFKVPGK 10 4504327 3xTMT6plex [N-Term; K14; K18] 1.465 1.521 1.479 4.636695385 36.81 1 2586.511 4 647.3822021 -1.554718403 -0.001005324 86.84731477EAALGAGFSDK 6 4504327 2xTMT6plex [N-Term; K11] 0.902 0.95 0.974 3.971668959 54.52 0 1523.846979 2 762.4276123 0.635883647 0.000484495 45.96230373
EGGQYGLVAACAAGGQGHAMIVEAYPK 10 4504327 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C11] 0.906 0.979 1.28 7.32922554 55.7 0 3163.606895 3 1055.207275 0.119465498 0.000125981 62.37320418

AQDEGLLSDVVPFK 12 4504327 2xTMT6plex [N-Term; K14] 0.723 0.625 0.604 3.796777725 59.71 0 1976.110464 2 988.5588989 0.029123657 2.88E-05 81.99637911DFMYVSQDPKDQLLLGPTYATPK 8 4504327 3xTMT6plex [N-Term; K10; K23] 2.583 0.354 5.058064461 19.58 1 3314.794962 3 1105.60083 -2.1193002 -0.002341682 81.84608807AMDSDWFAENYMGR 26 4504327 1xTMT6plex [N-Term] 0.921 0.903 0.854 4.925681591 59.17 0 1921.841034 2 961.4231567 -1.039426988 -0.000998807 67.49386472KAQDEGLLSDVVPFKVPGK 12 4504327 4xTMT6plex [N-Term; K1; K15; K19] 1.928 1.273 1.951 6.375852108 27.8 2 2943.768895 4 736.697998 0.430515283 0.000316834 79.90235583FNNWGGSLSLGHPFGATGCR 6 4504327 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.173 1.092 0.751 6.877367496 52.62 0 2364.150499 3 788.72052 -1.47710199 -0.00116403 69.89244539LKPAFIKPYGTVTAANSSFLTDGASAMLIMAEEK 4 4504327 4xTMT6plex [N-Term; K2; K7; K34] 0.562 100 6.452835083 12.79 0 4489.489631 4 1123.12439 -3.096669642 -0.003475617 109.9258971KAQDEGLLSDVVPFK 17 4504327 3xTMT6plex [N-Term; K1; K15] 0.871 0.835 0.848 6.302776814 28.01 1 2333.368359 3 778.4596558 -1.690519557 -0.001314868 77.14135547
KEGGQYGLVAACAAGGQGHAMIVEAYPK 2 4504327 3xTMT6plex [N-Term; K1; K28]; 1xCarbamidomethyl [C12] 0.866 7.969787121 60.48 1 3520.86479 4 880.9724121 0.860191368 0.000757154 67.48139337

EVVDYIIFGTVIQEVK 2 4504327 2xTMT6plex [N-Term; K16] 0.863 3.73870039 20.35 0 2310.336106 3 770.7835083 -0.058315176 -4.49E-05 112.4054111DFMYVSQDPK 10 4504327 2xTMT6plex [N-Term; K10] 0.94 0.851 0.853 3.320408821 41.71 0 1687.876565 2 844.4415894 -0.392474827 -0.000331225 50.01610132LAAAFAVSR 16 4504327 1xTMT6plex [N-Term] 0.795 0.921 0.844 3.504754543 45.43 0 1134.683259 2 567.8448486 -0.739091168 -0.000419317 52.80786086NVVVVDGVR 8 4504327 1xTMT6plex [N-Term] 0.899 0.773 0.914 3.754368067 50.99 0 1185.715288 2 593.3618164 0.901196528 0.000534281 36.70740454LEQDEYALR 12 4504327 1xTMT6plex [N-Term] 0.985 0.867 0.977 3.675133705 40.07 0 1365.721161 2 683.3641357 -0.121463758 -8.29E-05 39.62191465ALAMGYKPK 6 4504327 3xTMT6plex [N-Term; K7; K9] 1.187 1.529 0.96 4.349226952 14.69 0 1666.032895 2 841.5165405 -1.192462634 -0.001002878 36.36971674DLMPHDLAR 24 4504327 1xTMT6plex [N-Term] 0.844 0.877 0.881 3.791088581 34.05 0 1296.693172 3 432.901886 -1.594248401 -0.000689084 35.14738551DFMYVSQDPK 12 4504327 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 0.881 0.824 0.918 2.930680275 28.86 0 1703.87148 2 844.4415894 -0.392474827 -0.000331225 50.01610132AMDSDWFAENYMGR 4 4504327 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.639 0.648 2.452801466 18.24 0 1937.835949 2 961.4231567 -1.039426988 -0.000998807 67.49386472AAPAVQTK 12 4504327 2xTMT6plex [N-Term; K8] 0.894 0.919 0.884 2.955076933 41.95 0 1243.777443 2 622.3919067 -0.728573623 -0.000453092 26.25447105LVMAAANR 6 4504327 1xTMT6plex [N-Term] 0.991 0.879 0.862 3.0321455 41.25 0 1074.629115 2 537.8182373 0.076984118 4.14E-05 34.88421904KLMLDLNK 14 4504327 3xTMT6plex [N-Term; K1; K8] 0.896 0.899 0.889 4.128824711 14.42 1 1662.05911 3 554.6912231 0.003774591 2.09E-06 60.35460565AALTGLLHR 4 4504327 1xTMT6plex [N-Term] 1.02 0.811 3.272364855 45.14 0 1180.736357 2 590.871521 -0.501456408 -0.000296044 48.33958656DLMPHDLAR 2 4504327 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.01 2.806528807 20.59 0 1312.688087 3 432.901886 -1.594248401 -0.000689084 35.14738551
ALAMGYKPK 10 4504327 3xTMT6plex [N-Term; K7; K9]; 1xOxidation [M4] 0.868 0.902 0.912 2.74460268 24.98 0 1682.02781 2 841.5165405 -1.192462634 -0.001002878 36.36971674

VGLPPLEK 23 4504327 2xTMT6plex [N-Term; K8] 0.783 0.776 0.768 2.748182774 30.8 0 1310.844794 2 655.9257813 -0.387864377 -0.000254215 62.21899554LMLDLNK 8 4504327 2xTMT6plex [N-Term; K7] 0.742 0.678 0.693 3.235710382 30.48 0 1304.801215 2 652.9047241 0.73319382 0.000478336 68.30885748KTLAKPNIR 2 4504327 3xTMT6plex [N-Term; K1; K5] 1.545 1.779 2.712971449 0.32 1 1728.146285 4 432.790863 -2.698337289 -0.00116578 35.09876984TLAKPNIR 6 4504327 2xTMT6plex [N-Term; K4] 1.341 1.353 1.063 3.568672657 6.65 0 1370.88839 3 457.6345825 0.586392444 0.00026796 34.6545209915553127 HK2 hexokinase-2 3099 NP_000180.2 35.55070883 1 22 26 212 917 102.313 6.05 1.57 1.41 1.54 1.51 Significant 0.00106 LSDETLLEISK 10 15553127 2xTMT6plex [N-Term; K11] 1.6 1.238 4.20286417 45.66 0 1705.998788 2 853.5027466 -0.335003718 -0.000285758 73.42334685STIGVDGSVYK 8 15553127 2xTMT6plex [N-Term; K11] 1.477 1.546 1.929 4.268317699 60.36 0 1583.904494 2 792.4551392 -0.94206418 -0.00074607 42.89989737
ASGCEGEDVVTLLK 12 15553127 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 1.795 1.811 1.58 4.708095074 80.91 0 1936.046149 2 968.5263672 -0.357127334 -0.000345707 65.49297651

TLEHLQLSHDQLLEVK 9 15553127 2xTMT6plex [N-Term; K16] 1.361 1.759 1.781 6.233707905 42.54 0 2361.354216 3 787.7905273 1.191168708 0.00093759 58.208239GAALITAVACR 6 15553127 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.627 1.605 1.342 4.353993893 46.93 0 1331.766672 2 666.3862305 -1.116729028 -0.000743611 53.19746134MISGMYLGEIVR 18 15553127 1xTMT6plex [N-Term] 0.822 0.965 0.786 4.361293793 57.18 0 1597.864336 2 799.4351807 -0.783271675 -0.000625781 77.47384802AAQLCGAGMAAVVDR 4 15553127 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.605 1.38 4.649309635 75.38 0 1718.887925 2 859.9470215 -0.674343704 -0.000579561 51.78652687TEFDVAVDELSLNPGK 6 15553127 2xTMT6plex [N-Term; K16] 2.651 1.358 1.174 3.780836344 37.76 0 2192.185085 2 1096.595459 -0.658562664 -0.000721846 84.23106499TEFDQEIDMGSLNPGK 4 15553127 2xTMT6plex [N-Term; K16] 1.633 1.568 4.120883942 27.41 0 2239.131669 3 747.0463867 -3.154054693 -0.002354115 62.93331329SASLCAATLAAVLQR 4 15553127 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.928 5.348873615 40.09 0 1760.98902 3 587.6680298 0.293264446 0.000172145 77.9307566GDFLALDLGGTNFR 6 15553127 1xTMT6plex [N-Term] 1.703 2.132 1.953 5.04249382 60.51 0 1724.9169 2 862.9622192 0.151634297 0.000130778 86.18318744LDESFLVSWTK 24 15553127 2xTMT6plex [N-Term; K11] 1.529 1.451 1.566 3.889727831 51.2 0 1783.004208 2 892.0058594 0.13140743 0.00011715 86.58730198STPDGTEHGEFLALDLGGTNFR 8 15553127 1xTMT6plex [N-Term] 1.348 1.401 2.083 6.31537962 47.68 0 2563.262611 3 855.0915527 -0.977600525 -0.000835282 70.09837041
AILQHLGLESTCDDSIIVK 6 15553127 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C12] 1.955 1.449 1.98 5.187523365 64.32 0 2570.426395 3 857.4810181 0.819350137 0.000702026 80.24526652

MLPTYVCATPDGTEK 10 15553127 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 1.646 1.79 1.988 4.537708282 45.74 0 2141.102284 2 1071.053101 -1.568933979 -0.001679624 59.66528112
LGLDPTQEDCVATHR 4 15553127 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.539 1.409 3.779443264 32.71 0 1940.969741 3 647.6609497 -0.744369619 -0.0004816 39.40924223GLGATTHPTAAVK 2 15553127 2xTMT6plex [N-Term; K13] 1.176 3.606076956 38.06 0 1682.000126 3 561.3377075 -0.925226688 -0.000518744 45.9104174MISGMYLGEIVR 5 15553127 1xTMT6plex [N-Term]; 1xOxidation [M] 0.886 0.916 2.479718447 22.13 0 1613.859251 2 799.4351807 -0.783271675 -0.000625781 77.47384802GAAMVTAVAYR 2 15553127 1xTMT6plex [N-Term] 0.998 2.57000041 21.94 0 1338.740122 2 677.8710327 -0.183305448 -0.000124165 31.49588263NILIDFTK 12 15553127 2xTMT6plex [N-Term; K8] 1.003 0.907 0.961 3.831994772 32.44 0 1421.876823 2 711.4414063 -0.904986972 -0.00064339 77.34550497WGGVEMHNK 6 15553127 2xTMT6plex [N-Term; K9] 1.394 1.353 1.405 2.86399579 18.01 0 1515.814239 3 505.9424438 -0.963763892 -0.000486962 37.5245295EELLFGGK 6 15553127 2xTMT6plex [N-Term; K8] 1.493 1.325 1.368 3.834129572 35.31 0 1350.803323 2 675.9049683 -0.491179249 -0.000331743 67.24894054ICQIVSTR 4 15553127 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.486 1.364 2.854768753 22.26 0 1205.687359 2 603.3471069 -0.349504214 -0.000210696 40.07418112DVVALIR 6 15553127 1xTMT6plex [N-Term] 1.54 1.735 1.435 2.560451031 35.44 0 1014.650897 2 507.8295288 0.871666492 0.000442219 53.77479137
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

GAAMVTAVAYR 15 15553127 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.884 0.827 0.89 3.075907707 45.14 0 1354.735037 2 677.8710327 -0.183305448 -0.000124165 31.49588263MLPTFVR 8 15553127 1xTMT6plex [N-Term] 0.829 0.812 0.434 2.538910866 26.78 0 1092.643703 2 546.8252563 -0.427078549 -0.000233322 60.28834762LSPELLNTGR 6 15553127 1xTMT6plex [N-Term] 1.095 0.908 2.396744967 14.27 0 1328.773531 2 664.8903809 -0.034318301 -2.28E-05 53.16906001MISGMYMGELVR 1 15553127 1xTMT6plex [N-Term] 1.107 2.232115984 0 1615.820757 2 808.4127197 -1.605423661 -0.001297038 74.794503720149500 HMBS porphobilinogen deaminase isoform 1 3145 NP_000181.2 31.30193906 1 9 9 56 361 39.306 7.18 1.12 1.19 1.1 1.14 Significant 0.000576 KLDEQQEFSAIILATAGLQR 12 20149500 2xTMT6plex [N-Term; K1] 1.002 1.499 1.135 6.517142773 54.87 1 2689.528886 3 897.1813965 0.279035161 0.000250158 94.60770349
DLPTVLPPGFTIGAICK 12 20149500 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C16] 1.307 1.269 1.399 4.91494894 36.15 0 2257.303032 3 753.1054077 -0.60364313 -0.000454202 98.79620884

AKDQDILDLVGVLHDPETLLR 8 20149500 2xTMT6plex [N-Term; K2] 1.357 1.195 1.422 5.835927486 44.15 1 2818.607864 4 705.4058228 -2.271732956 -0.001600781 103.6025906ENPHDAVVFHPK 6 20149500 2xTMT6plex [N-Term; K12] 1.006 1.143 1.004 4.694351196 40.65 0 1848.016838 4 462.7600098 0.741866888 0.000342746 47.34959223IQTDSVVATLK 2 20149500 2xTMT6plex [N-Term; K11] 1.067 4.120110989 31.02 0 1632.993643 2 817.0006104 0.184270849 0.000150457 59.9275252ILDTALSK 4 20149500 2xTMT6plex [N-Term; K8] 1.202 1.129 2.877621889 36.73 0 1318.834624 2 659.9207764 -0.263411059 -0.000173698 58.61936818ELEHALEK 2 20149500 2xTMT6plex [N-Term; K8] 1.332 2.316510677 13.91 0 1426.830601 3 476.2810974 -1.304796569 -0.000620575 38.82652309SVVGTSSLR 6 20149500 1xTMT6plex [N-Term] 1.162 1.099 1.146 3.351336002 27.84 0 1134.668003 2 567.8391724 2.701254071 0.001532513 28.47623212NILDVAR 4 20149500 1xTMT6plex [N-Term] 1.106 1.038 2.439986229 19.16 0 1029.62541 2 515.3165894 0.47786402 0.00024601 44.8455956862198232 HMGCL hydroxymethylglutaryl-CoA lyase, mitochondrial isoform 1 precursor 3155 NP_000182.2 43.07692308 1 13 13 122 325 34.338 8.54 0.83 0.89 0.81 0.84 Significant 0.000811
FPGINYPVLTPNLK 20 62198232 2xTMT6plex [N-Term; K14] 0.925 0.92 0.835 5.372456074 52.87 0 2031.204305 3 677.7391968 -0.623998268 -0.000422489 88.81870017
GYVSCALGCPYEGK 12 62198232 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C5; C9] 0.855 0.864 0.936 4.419495583 41.27 0 2019.00799 2 1010.004028 -3.57099596 -0.003604935 51.63486034

LIDMLSEAGLSVIETTSFVSPK 4 62198232 2xTMT6plex [N-Term; K22] 1.197 1.309 2.481667995 7.15 0 2795.551655 3 932.5211182 -1.020652868 -0.000951096 113.0661427GFEAAVAAGAK 8 62198232 2xTMT6plex [N-Term; K11] 0.776 0.748 0.893 4.33142519 73.66 0 1449.846585 2 725.4266968 -0.322934383 -0.000234103 59.60197062NINCSIEESFQR 6 62198232 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.737 1.095 1.159 4.606366158 48.55 0 1725.842749 2 863.4225464 -2.858433403 -0.002466603 47.76805995EVVIFGAASELFTK 42 62198232 2xTMT6plex [N-Term; K14] 0.812 0.89 0.801 4.732820988 60 0 1969.141036 2 985.072937 -1.238187879 -0.001219083 98.79438453AAQSANISVR 10 62198232 1xTMT6plex [N-Term] 0.979 1.08 0.91 3.962971926 55.39 0 1245.711265 2 623.3591309 -0.224555447 -0.000139866 22.6935801WVPQMGDHTEVLK 6 62198232 2xTMT6plex [N-Term; K13] 0.753 0.809 0.697 4.948873043 48.42 0 1998.088289 3 666.7005615 -0.579153431 -0.000385733 58.63949916NIVSTPVK 2 62198232 2xTMT6plex [N-Term; K8] 0.837 2.995562792 33.77 0 1315.834958 2 658.4228516 2.636063877 0.001734313 40.69570805DGLQNEK 2 62198232 2xTMT6plex [N-Term; K7] 0.78 2.38414669 11.21 0 1261.715237 2 631.3610229 -0.370433477 -0.000233691 21.65002841IVEVGPR 6 62198232 1xTMT6plex [N-Term] 0.759 0.77 0.713 2.834372759 35.6 0 998.6195964 2 499.8136597 0.44689283 0.000223138 34.91691761KNINCSIEESFQR 2 62198232 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 1.085 1.618287444 5.58 1 2083.100644 3 695.0394897 1.570576194 0.001090556 57.78565977
VAQATCK 2 62198232 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.901 2.106772661 8.58 0 1235.718214 2 618.3621216 -1.009442058 -0.000623693 21.59716436

4504483 HPRT1 hypoxanthine-guanine phosphoribosyltransferase 3251 NP_000185.1 48.62385321 1 8 8 95 218 24.564 6.68 0.96 0.98 0.98 0.97 Significant 0.0000469
NVLIVEDIIDTGK 28 4504483 2xTMT6plex [N-Term; K13] 0.964 0.963 1.001 4.677218914 65.31 0 1887.1203 2 944.0635986 -0.201081179 -0.000189732 89.76801945
SYCNDQSTGDIK 6 4504483 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 1.179 1.021 1.095 4.79632473 64.19 0 1845.905299 2 923.4539795 -2.500813898 -0.002308133 26.16307602

VIGGDDLSTLTGK 10 4504483 2xTMT6plex [N-Term; K13] 0.994 0.928 0.962 5.364453316 67.38 0 1734.004936 2 867.5054321 -0.777634573 -0.000674211 70.59880884SPGVVISDDEPGYDLDLFCIPNHYAEDLER 14 4504483 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.028 1.247 1.418 5.828019619 57.4 0 3664.731473 3 1222.245728 -2.413211685 -0.002947924 90.00840658SIPMTVDFIR 6 4504483 1xTMT6plex [N-Term] 0.85 1.03 0.929 3.740652561 41.15 0 1407.786738 2 704.3972168 0.297647178 0.000209512 73.59768315VFIPHGLIMDR 20 4504483 1xTMT6plex [N-Term] 0.901 0.984 0.952 3.454030514 32.94 0 1526.871471 3 509.6286011 -0.144509442 -7.35E-05 67.70116036FFADLLDYIK 3 4504483 2xTMT6plex [N-Term; K10] 1.253 1.268 2.939476967 17.49 0 1702.982016 2 851.9945068 -0.163746958 -0.000139429 112.7059852VFIPHGLIMDR 4 4504483 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.845 2.80577755 26.79 0 1542.866386 3 509.6286011 -0.144509442 -7.35E-05 67.70116036VASLLVK 4 4504483 2xTMT6plex [N-Term; K7] 1.04 1.04 2.255689621 41.74 0 1187.812766 2 594.4100952 0.124472216 7.39E-05 62.60611442
4506919 SGSH N-sulphoglucosamine sulphohydrolase precursor 6448 NP_000190.1 7.370517928 1 3 3 16 502 56.659 6.95 0.86 1.21 0.72 0.93 Significant 0.0237 MDQGVGLVLQELR 6 4506919 1xTMT6plex [N-Term] 0.502 0.835 0.792 4.484533787 55.41 0 1686.941007 2 843.9735107 -0.747931089 -0.000630858 82.35879308SLPLLLSQAGVR 4 4506919 1xTMT6plex [N-Term] 0.72 0.807 3.377553701 29.67 0 1482.920529 2 741.9633789 -0.70674556 -0.000524024 77.78548788LSPQCQPLHNEL 6 4506919 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.305 1.312 0.445 2.760732889 46.22 0 1664.862757 2 832.935791 0.930299656 0.000774411 46.54523506119395742 ITGA6 integrin alpha-6 isoform b preproprotein 3655 NP_000201.2 44.17520969 1 2 37 317 1073 119.402 6.77 0.92 0.93 0.88 0.91 Significant 0.000282

FGSCQQGVAATFTK 6 119395742 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 0.755 0.93 4.743277073 73.43 0 1960.036253 2 980.5205688 -1.220474715 -0.001196087 55.15344917
IEFDNDADPTSESKEDQWMGVTVQSQGPGGK 8 119395742 3xTMT6plex [N-Term; K14; K31] 1.016 1.137 6.144250393 38.8 1 4039.979815 4 1010.748108 -2.280456784 -0.00230325 68.55654512EDQWMGVTVQSQGPGGK 6 119395742 2xTMT6plex [N-Term; K17] 0.612 0.675 0.571 5.063257217 56.59 0 2262.158887 3 754.7240601 -0.557058227 -0.000420051 55.37324256VINLGKPLTNLGTATLNIQWPK 13 119395742 3xTMT6plex [N-Term; K6; K22] 1.469 1.591 1.612 6.548532963 33.33 0 3078.864637 3 1026.959595 -0.131931852 -0.0001354 102.0352551LETTSNQDNLAPITAK 10 119395742 2xTMT6plex [N-Term; K16] 0.907 0.973 0.847 4.378940582 61.23 0 2174.206883 2 1087.607544 0.426900785 0.000464085 54.04171457GIVSKDEITFVSGAPR 6 119395742 2xTMT6plex [N-Term; K5] 1.237 1.04 1.132 4.697960377 19.95 1 2134.227225 3 712.0806274 0.048904923 3.48E-05 59.95624279VCMEETLWLQDNIR 8 119395742 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.76 0.857 0.835 4.455052376 64.76 0 2036.014248 2 1018.51239 1.599013092 0.001627807 76.47111048DFHYIVFGAPGTYNWK 6 119395742 2xTMT6plex [N-Term; K16] 1.046 1.118 1.044 5.964169979 40.62 0 2373.243209 3 791.7518311 -0.95616662 -0.000756405 79.73007947

SCFEYTANPAGYNPSISIVGTLEAEK 12 119395742 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C2] 0.645 0.566 5.345629215 49.72 0 3276.649865 3 1092.885498 -2.41838454 -0.0026414 89.69624205LIATFPDTLTYSAYR 18 119395742 1xTMT6plex [N-Term] 0.758 0.791 0.948 4.699603081 49.68 0 1961.058145 2 981.0335693 0.875727158 0.000858676 80.8922648NIGDINQDGYPDIAVGAPYDDLGK 10 119395742 2xTMT6plex [N-Term; K24] 0.749 0.812 0.01 5.997064114 77.37 0 2978.514752 3 993.5116577 1.90305404 0.001889425 75.15304608SEDEVGSLIEYEFR 26 119395742 1xTMT6plex [N-Term] 0.963 1.107 0.944 5.102098465 63.37 0 1901.933004 2 951.4683838 -1.846937756 -0.001756376 80.56336332TGGLYSCDITAR 6 119395742 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.898 0.877 0.759 4.75080204 50.17 0 1542.778358 2 771.8935547 0.955720562 0.000737233 49.26561112AFIDVTAAAENIR 12 119395742 1xTMT6plex [N-Term] 0.896 0.768 1.438 4.860198975 55.8 0 1619.895437 2 810.4494629 -2.338082239 -0.001893724 67.34423805IEDDMDGGDWSFCDGR 4 119395742 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.656 1.003 4.430324078 52.3 0 2103.858535 2 1052.433838 0.885991724 0.000932001 57.91992005LRPIPITASVEIQEPSSR 6 119395742 1xTMT6plex [N-Term] 1.319 1.423 0.914 7.351401329 25.07 0 2222.270597 3 741.4301758 2.419680014 0.001792395 69.11877334TACGAPSGICLQVK 8 119395742 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C3; C10] 1.149 1.187 1.313 4.224592686 50.69 0 1920.04471 2 960.5212402 -4.950890571 -0.004752966 54.3399894
VNSLPEVLPILNSDEPK 14 119395742 2xTMT6plex [N-Term; K17] 0.782 0.764 0.75 4.773274899 52.09 0 2322.332084 3 774.7817383 -0.612309609 -0.000473995 92.53094044IEFDNDADPTSESK 2 119395742 2xTMT6plex [N-Term; K14] 0.592 3.959140539 47.84 0 2026.001701 2 1013.501953 -2.503132153 -0.002535675 46.97580125

EGCGDDNVCNSNLK 6 119395742 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C3; C9] 0.861 0.597 0.795 3.711830139 56.83 0 2039.95266 2 1020.479004 -0.94538836 -0.000964274 28.55754821
SAHLLPEHIFDGEGLASSFGYDVAVVDLNK 6 119395742 2xTMT6plex [N-Term; K30] 0.695 0.8 0.649 7.607522011 41.96 0 3658.915733 4 915.4841919 -0.217299859 -0.00019877 95.60116167AEIHAQPSDKER 16 119395742 2xTMT6plex [N-Term; K10] 0.962 0.898 0.869 4.729626656 30.42 1 1839.012481 4 460.5084839 -0.204111244 -9.38E-05 18.95127499DEITFVSGAPR 4 119395742 1xTMT6plex [N-Term] 0.81 0.752 3.713704109 22.87 0 1420.76336 2 710.885498 0.253084898 0.000179787 45.18819986TAHIDVHFLK 16 119395742 2xTMT6plex [N-Term; K10] 0.856 0.84 0.858 3.90722084 31.29 0 1638.973183 4 410.4985352 -0.531945861 -0.000217961 51.58021722SRPVINIQK 10 119395742 2xTMT6plex [N-Term; K9] 0.86 0.815 0.904 4.503287315 18.54 0 1512.962618 3 504.9920959 -0.583846681 -0.000294446 38.7353882LNYLDILMR 12 119395742 1xTMT6plex [N-Term] 0.878 0.972 0.849 3.627992392 52.46 0 1379.791823 2 690.3977661 -2.585711393 -0.001783872 92.60134094DHYDATYHK 8 119395742 2xTMT6plex [N-Term; K9] 0.922 0.926 0.888 3.822183371 26.46 0 1607.821827 4 402.7107544 -0.397545216 -0.000159795 19.50208235YTQELTLK 6 119395742 2xTMT6plex [N-Term; K8] 0.748 0.839 0.823 3.484343529 36.08 0 1453.866652 2 727.4364014 -0.77431147 -0.000562873 62.36168729AEALPLQR 10 119395742 1xTMT6plex [N-Term] 0.763 0.775 0.909 3.137715578 33.9 0 1126.678174 2 563.8424683 -0.456187556 -0.000256988 49.00885006GVPELVLK 4 119395742 2xTMT6plex [N-Term; K8] 0.93 0.921 2.987723589 24.4 0 1312.860444 2 656.9332886 -0.871259064 -0.000571921 65.217647LLLVGAPR 10 119395742 1xTMT6plex [N-Term] 0.817 0.992 0.837 2.704173565 39.67 0 1067.713831 2 534.3608398 0.535628071 0.000285949 59.16763903CYVLSQNLR 4 119395742 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.295 0.878 2.744898319 12.58 0 1381.745936 2 691.3762817 -0.469857316 -0.000324612 43.50166099FSLFAER 4 119395742 1xTMT6plex [N-Term] 1.159 1.277 2.74388814 26.83 0 1098.614511 2 549.8113403 0.812845683 0.000446502 63.2199868VTCEPQK 6 119395742 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.939 1.021 0.761 2.861939669 22.91 0 1319.739343 2 660.3735352 0.341311716 0.000225221 25.58580657TITVTPNR 6 119395742 1xTMT6plex [N-Term] 0.877 0.914 0.936 3.116300583 25.1 0 1130.673088 2 565.84021 0.048486053 2.74E-05 28.77346572VTVFPSK 4 119395742 2xTMT6plex [N-Term; K7] 0.788 2.628765106 26.08 0 1235.77638 2 618.3922119 0.620474818 0.000383384 53.05029756NPTKDGDDAHEAK 4 119395742 3xTMT6plex [N-Term; K4; K13] 1.135 1.219 3.546533585 9.68 1 2085.117958 4 522.0335693 -2.642640063 -0.001377554 26.7138191554607035 ITGB4 integrin beta-4 isoform 1 precursor 3691 NP_000204.3 44.89571899 1 63 63 624 1822 202.039 6.09 0.86 0.81 0.86 0.84 Significant 0.00039 LTVPGLSENVPYK 16 54607035 2xTMT6plex [N-Term; K13] 0.868 0.486 0.825 4.2428298 51.28 0 1875.099171 2 938.052124 -1.172931629 -0.001099682 70.96657547QLLVEAIDVPAGTATLGR 16 54607035 1xTMT6plex [N-Term] 0.624 0.537 0.521 5.828786373 84.95 0 2053.18547 2 1027.096558 0.179347838 0.000184117 79.55208466ISGNLDAPEGGFDAILQTAVCTR 16 54607035 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 0.865 1.001 0.966 7.264409065 85.7 0 2634.339481 3 878.7836914 -1.123709101 -0.000986744 89.97127346

GECQCGHCVCYGEGR 12 54607035 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C3; C5; C8; C10] 1.05 1.335 1.259 5.858377457 47.47 0 2057.82475 3 686.612854 -0.360413724 -0.000247223 16.62370592NVISLTEDVDEFR 16 54607035 1xTMT6plex [N-Term] 0.775 0.893 0.636 5.485266685 65.38 0 1765.91696 2 883.4620972 -0.023825618 -2.10E-05 72.39766468ALEHVDGTHVCQLPEDQK 10 54607035 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 0.887 0.788 0.852 7.144478321 33.08 0 2534.307342 3 845.4387817 -2.190115249 -0.001850142 37.56906311QEVEENLNEVYR 19 54607035 1xTMT6plex [N-Term] 0.858 1.151 1.034 5.313971519 57.07 0 1750.880909 2 875.9435425 -0.628425987 -0.00055015 40.18214791FGAHLGQPHSTTIIIRDPDELDR 6 54607035 1xTMT6plex [N-Term] 1.105 0.891 0.702 5.531932354 12.6 1 2817.484506 5 564.3008423 -3.336545134 -0.001880133 50.86972142ENLMASDHLDTPMLR 8 54607035 1xTMT6plex [N-Term]; 1xOxidation [M] 0.719 1.288 0.848 5.391474724 51.43 0 1987.977863 3 663.3304443 -0.544700325 -0.000360951 48.808337ENLMASDHLDTPMLR 2 54607035 1xTMT6plex [N-Term] 0.987 4.793571472 23.66 0 1971.982948 3 663.3304443 -0.544700325 -0.000360951 48.808337EGIITIESQDGGPFPQLGSR 10 54607035 1xTMT6plex [N-Term] 0.791 1.004 0.808 4.757239819 45.35 0 2330.218955 2 1165.610718 -2.058288606 -0.002398132 72.97830585DVVSFEQPEFSVSR 20 54607035 1xTMT6plex [N-Term] 0.881 0.929 0.857 4.825994015 53.43 0 1854.943509 2 927.9745483 -0.910442989 -0.00084441 57.98001069LNIPNPAQTSVVVEDLLPNHSYVFR 20 54607035 1xTMT6plex [N-Term] 0.889 0.532 0.869 6.45963335 56.84 0 3051.646485 3 1017.884338 -2.629253853 -0.002674518 102.1585049
MDAGIICDVCTCELQK 20 54607035 2xTMT6plex [N-Term; K16]; 3xCarbamidomethyl [C7; C10; C12] 1.305 1.553 1.374 4.021872997 39.53 0 2371.153016 3 791.0560303 0.219947978 0.000173843 68.03603128

VCAYGAQGEGPYSSLVSCR 12 54607035 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C18] 1.27 1.36 1.392 6.554587364 62.58 0 2290.079368 2 1145.543213 -0.095406628 -0.000109244 51.63934275VAPGYYTLTADQDAR 16 54607035 1xTMT6plex [N-Term] 0.83 0.855 0.897 5.059276581 65.44 0 1869.954408 2 935.4793091 -1.639807861 -0.001533183 48.14334868RPMSIPIIPDIPIVDAQSGEDYDSFLMYSDDVLR 10 54607035 1xTMT6plex [N-Term]; 2xOxidation [M3; M27] 100 1.163 5.129005432 38.88 0 4129.034715 4 1033.013184 -0.922771365 -0.000952539 106.253897DYIPVEGELLFQPGEAWK 20 54607035 2xTMT6plex [N-Term; K18] 0.847 0.969 0.897 5.121389389 41.17 0 2549.369197 3 850.4627075 1.714925637 0.001457326 106.0082576YWIQGDSESEAHLLDSK 12 54607035 2xTMT6plex [N-Term; K17] 0.849 0.893 0.877 6.127987385 57.09 0 2436.244725 3 812.7529907 -0.125669654 -0.000102054 62.58458209LLELQEVDSLLR 18 54607035 1xTMT6plex [N-Term] 0.748 0.782 1.25 4.636329174 58.25 0 1656.973353 2 828.9937134 4.102418305 0.003398799 96.7409925VPSVELTNLYPYCDYEMK 16 54607035 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C13] 0.822 1.049 1.083 5.916685104 54.17 0 2679.345033 3 893.7802124 -7.072274282 -0.006316354 83.97724584
SFTSQMLSSQPPPHGDLGAPQNPNAK 14 54607035 2xTMT6plex [N-Term; K26] 0.784 0.799 0.807 6.943134785 41.17 0 3164.619902 3 1055.544434 -0.364849108 -0.00038487 62.17943079VLSQLTSDYTIGFGK 22 54607035 2xTMT6plex [N-Term; K15] 0.81 0.811 0.83 5.537342072 77.34 0 2087.178878 2 1044.090454 -2.513424667 -0.002622983 87.34946158VPLFIRPEDDDEKQLLVEAIDVPAGTATLGR 15 54607035 2xTMT6plex [N-Term; K13] 2.261 1.736 1.66 8.179839134 18.29 1 3836.120974 4 959.7856445 -0.058951478 -5.65E-05 99.70479276DYSTLTSVSSHDSR 6 54607035 1xTMT6plex [N-Term] 0.851 0.952 0.876 5.296607971 32.11 0 1783.865987 3 595.2935181 0.007926167 4.71E-06 28.27298431KQDHTIVDTVLMAPR 8 54607035 2xTMT6plex [N-Term; K1] 0.958 0.803 0.916 4.741308689 25.84 1 2182.241829 3 728.0841675 -1.777863728 -0.001293243 62.02109631EAIINLATQPK 10 54607035 2xTMT6plex [N-Term; K11] 0.923 0.926 0.927 4.532721996 52.93 0 1656.009628 2 828.5014038 -8.512391823 -0.007048301 60.42153825MDFAFPGSTNSLHR 5 54607035 1xTMT6plex [N-Term] 0.959 0.938 1.213 4.320536613 38.32 0 1808.895119 3 603.637085 0.874916846 0.000527544 57.75232449FHVQLSNPK 6 54607035 2xTMT6plex [N-Term; K9] 0.839 0.791 0.749 4.757845402 37.74 0 1527.904769 3 509.973175 0.132977191 6.77E-05 48.84319967LVFSALGPTSLR 10 54607035 1xTMT6plex [N-Term] 0.823 0.801 0.87 4.844549179 59.33 0 1489.89398 2 745.4505615 -0.08975345 -6.69E-05 76.64360531GNIHLKPSFSDGLK 4 54607035 3xTMT6plex [N-Term; K6; K14] 0.802 0.655 5.937299728 29.09 0 2200.305699 4 550.8317871 -0.17286348 -9.51E-05 54.12529712GEVGIYQVQLR 4 54607035 1xTMT6plex [N-Term] 0.935 1.003 3.49514389 39.01 0 1490.852844 2 745.9306641 0.81021075 0.000603952 52.94371763VPSVELTNLYPYCDYEMK 6 54607035 2xTMT6plex [N-Term; K18]; 1xOxidation [M17]; 1xCarbamidomethyl [C13] 0.928 1.07 0.939 4.673649311 51.47 0 2695.339948 3 893.7802124 -7.072274282 -0.006316354 83.97724584TQDYPSVPTLVR 12 54607035 1xTMT6plex [N-Term] 0.881 0.955 0.91 4.123102188 40.61 0 1604.884538 2 802.9439087 -2.490407935 -0.001998409 53.7333635YEGQFCEYDNFQCPR 6 54607035 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C13] 2.49 0.824 2.453 3.434342861 36.18 0 2241.953105 2 1121.47937 -0.731931289 -0.000820478 51.31498661VLSTSSTLTR 10 54607035 1xTMT6plex [N-Term] 0.809 0.696 0.949 3.519194365 37.55 0 1293.757546 2 647.3845825 3.356230907 0.002171075 38.52130525THQEVPSEPGR 6 54607035 1xTMT6plex [N-Term] 0.864 0.811 0.847 4.294387817 46.63 0 1465.759671 3 489.2575684 -1.036760599 -0.000506547 17.90420971KIHFNWLPPSGKPMGYR 4 54607035 3xTMT6plex [N-Term; K1; K12] 1.993 2.264 4.00538063 3.46 1 2715.552428 5 543.9161377 -0.311624783 -0.000169247 66.11994766VPLFIRPEDDDEK 8 54607035 2xTMT6plex [N-Term; K13] 0.731 0.674 0.694 3.042852879 4.71 0 2031.116277 3 677.7092896 -1.458265925 -0.000987303 64.06879734VDGDSPESR 6 54607035 1xTMT6plex [N-Term] 0.808 0.757 0.778 3.751799345 40.01 0 1190.585061 2 595.7960815 -0.146796788 -8.74E-05 16.36096628VDKDCAYCTDEMFR 6 54607035 2xTMT6plex [N-Term; K3]; 2xCarbamidomethyl [C5; C8] 0.83 1.101 1.309 3.771560669 9.14 1 2268.049931 3 756.6879272 -0.309707343 -0.000234144 46.44759104TTEGFGPER 6 54607035 1xTMT6plex [N-Term] 1.02 0.818 0.795 3.438443899 30.5 0 1222.626532 2 611.8162842 -1.014553989 -0.00062021 23.98210059AQSQEGWGR 6 54607035 1xTMT6plex [N-Term] 1.08 0.991 1.039 3.134892225 19.61 0 1247.633015 2 624.3200684 -0.123779387 -7.72E-05 20.08044704CHLDTTGTYTQYR 4 54607035 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.793 0.772 3.948394299 10.1 0 1844.879863 3 615.6314697 -0.003892022 -2.39E-06 25.41359821HVTQEFVSR 18 54607035 1xTMT6plex [N-Term] 0.873 0.792 0.871 3.798819542 34.93 0 1331.726915 2 666.3670044 -0.137206011 -9.14E-05 22.22398679EGEDKPCSGR 7 54607035 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C7] 0.653 0.786 0.644 3.316946268 8.6 0 1592.810276 3 531.6081543 -0.230121177 -0.00012218 16.415461LTAGVPDTPTR 6 54607035 1xTMT6plex [N-Term] 0.718 0.762 0.876 3.531601906 27.59 0 1356.768445 2 678.8879395 0.115706 7.85E-05 37.0232141GMVEFQEGVELVDVR 2 54607035 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.856 2.432907581 3.08 0 1951.999644 3 651.3374634 -0.925729309 -0.000602341 66.67008139

TCEECNFK 14 54607035 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C2; C5] 1.058 0.995 1.155 3.597620487 37.3 0 1545.744171 2 773.3760986 0.48507744 0.000374903 27.27506783
ACLALLPCCNR 2 54607035 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C8; C9] 0.929 2.992413282 13.28 0 1576.79594 2 788.9011841 -0.538145689 -0.000424273 55.29262886

LVNITIIK 14 54607035 2xTMT6plex [N-Term; K8] 0.838 0.968 0.884 3.396567345 43.39 0 1371.933944 2 686.4705811 -0.042385878 -2.91E-05 76.40300052TSGFLCNDR 4 54607035 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.035 0.908 2.769396782 15.91 0 1298.636051 2 649.8214111 -0.389365731 -0.000252822 32.00697188MLLIENLR 6 54607035 1xTMT6plex [N-Term] 0.849 0.886 0.616 3.518801451 45.16 0 1230.744145 2 615.8752441 -0.75830444 -0.000466639 77.33336845SAKPALLK 6 54607035 3xTMT6plex [N-Term; K3; K8] 1.223 1.436 0.945 2.877742529 5.45 0 1515.023711 3 505.6795349 0.224911548 0.000113582 44.80749927
LCTENLLKPDTR 5 54607035 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.049 0.933 0.961 3.345415115 10.36 0 1918.083203 3 640.0321045 -0.752419621 -0.000481068 51.42627647
VSVPQTDMRPEK 6 54607035 2xTMT6plex [N-Term; K12] 0.827 0.802 0.839 3.205265999 6.11 0 1845.030439 3 621.0153198 3.251923808 0.002017304 33.35713695QISGVHK 4 54607035 2xTMT6plex [N-Term; K7] 0.809 0.759 3.08243227 22.98 0 1226.762127 3 409.5922546 0.06791538 2.78E-05 23.37449717VLVDNPK 10 54607035 2xTMT6plex [N-Term; K7] 0.867 0.841 0.907 3.067020893 37.17 0 1242.782194 2 621.8946533 -0.13200171 -8.20E-05 39.72597418VSWQEPR 6 54607035 1xTMT6plex [N-Term] 0.835 1.025 0.945 2.53435421 33.31 0 1130.615574 2 565.8108521 -1.013747258 -0.000573079 33.52968733TQDGTAQGNR 4 54607035 1xTMT6plex [N-Term] 0.885 100 1.988896847 33.47 0 1276.644307 2 638.8256836 -0.16986133 -0.000108426 13.5833075GHMVGFK 6 54607035 2xTMT6plex [N-Term; K7]; 1xOxidation [M3] 0.796 0.869 0.811 2.71183157 21.3 0 1249.712735 3 417.2427979 0.884639051 0.000368515 23.52344047

SCTECVR 6 54607035 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C5] 0.757 0.802 0.775 2.413543463 17.56 0 1140.533895 2 570.7700806 -0.885801985 -0.000505144 16.15207113
QQPNAGK 6 54607035 2xTMT6plex [N-Term; K7] 0.717 1.018 0.763 2.632189989 22.94 0 1200.710092 2 600.8586426 -0.069320438 -4.16E-05 17.43447467ENLMASDHLDTPMLR 2 54607035 1xTMT6plex [N-Term]; 2xOxidation [M4; M13] 0.344 2.274414301 1.43 0 2003.972778 3 663.3304443 -0.544700325 -0.000360951 48.808337VSVPQTDMRPEK 4 54607035 2xTMT6plex [N-Term; K12]; 1xOxidation [M8] 0.887 0.721 2.245812416 7.26 0 1861.025354 3 621.0153198 3.251923808 0.002017304 33.35713695AEEVVVR 2 54607035 1xTMT6plex [N-Term] 0.864 1.964569926 18.13 0 1030.609426 2 515.8081055 -0.476730066 -0.000245661 36.88487052MVDELKR 5 54607035 2xTMT6plex [N-Term; K6] 0.948 1.31 0.92 3.282597542 6.95 1 1348.802278 3 450.2723999 0.273507124 0.000122969 34.3429746555956899 KRT9 keratin, type I cytoskeletal 9 3857 NP_000217.2 49.91974318 1 21 22 196 623 62.027 5.24 0.64 0.65 0.67 0.65 Significant 0.000182 SGGGGGGGLGSGGSIR 6 55956899 1xTMT6plex [N-Term] 1.012 1.256 0.813 5.898394585 109.8 0 1461.760734 2 731.3826294 -1.882593282 -0.00137595 20.78101635YCGQLQMIQEQISNLEAQITDVR 7 55956899 1xTMT6plex [N-Term]; 1xOxidation [M7]; 1xCarbamidomethyl [C2] 1.161 6.170789242 56.96 0 2982.486222 3 994.8345947 1.008859543 0.00100297 109.9835313

SDLEMQYETLQEELMALK 5 55956899 2xTMT6plex [N-Term; K18]; 1xOxidation [M15] 0.486 0.588 1.127 4.905557156 50.62 0 2645.345427 3 882.4541016 0.878700935 0.000774823 102.2376424SDLEMQYETLQEELMALK 6 55956899 2xTMT6plex [N-Term; K18] 0.579 0.469 0.618 5.132604599 44.77 0 2629.350512 3 882.4541016 0.878700935 0.000774823 102.2376424DIENQYETQITQIEHEVSSSGQEVQSSAK 12 55956899 2xTMT6plex [N-Term; K29] 0.61 0.683 0.594 6.64578104 48.99 0 3722.839727 3 1241.617798 -0.23808581 -0.000295452 78.09582973HGVQELEIELQSQLSK 6 55956899 2xTMT6plex [N-Term; K16] 0.566 0.597 0.654 6.555766582 51.19 0 2296.291281 3 766.1011963 -0.978004328 -0.000748594 76.07610073
GGSGGSHGGGSGFGGESGGSYGGGEEASGSGGGYGGGSGKSSHS 8 55956899 2xTMT6plex [N-Term; K40] 100 100 100 6.770739079 37.87 1 4079.762432 4 1020.697266 1.176644493 0.001200107 23.54641833FSSSSGYGGGSSR 6 55956899 1xTMT6plex [N-Term] 0.656 0.778 0.553 4.532764435 67.71 0 1464.691651 2 732.8491821 -0.384942583 -0.000281911 21.82365299GGSGGSYGGGGSGGGYGGGSGSR 6 55956899 1xTMT6plex [N-Term] 1.587 2.749 6.809081078 76.26 0 2020.890638 3 674.3015137 -0.321904789 -0.000216845 15.74878505EIETYHNLLEGGQEDFESSGAGK 10 55956899 2xTMT6plex [N-Term; K23] 0.413 0.541 0.426 7.181808472 70.14 0 2968.457631 3 990.1557007 -1.711946017 -0.001693946 59.57551933FSSSGGGGGGGR 4 55956899 1xTMT6plex [N-Term] 1.032 0.803 3.94008708 82.26 0 1211.596629 2 606.3018188 -0.221141823 -0.000133967 17.35523336VQALEEANNDLENK 4 55956899 2xTMT6plex [N-Term; K14] 0.6 0.711 3.757539511 24.99 0 2045.091519 3 682.3686523 -0.056363614 -3.84E-05 53.82284909QGVDADINGLR 6 55956899 1xTMT6plex [N-Term] 1.024 0.654 1.319 4.048967361 39.24 0 1386.753858 2 693.880188 -0.546948857 -0.000379242 38.39661748STMQELNSR 12 55956899 1xTMT6plex [N-Term] 0.904 1.138 1.011 3.560545683 37.73 0 1294.662266 2 647.8341064 -1.026854192 -0.000664715 22.06081457TLLDIDNTR 6 55956899 1xTMT6plex [N-Term] 0.585 0.548 0.791 3.563534737 42.83 0 1289.726246 2 645.3668823 0.187542463 0.000120939 47.8900549GGSGGSYGR 2 55956899 1xTMT6plex [N-Term] 1.231 2.22345233 26.98 0 1026.516588 2 513.7613525 -1.129472128 -0.000579711 14.26807288QEYEQLIAK 6 55956899 2xTMT6plex [N-Term; K9] 0.528 0.467 0.579 4.070347309 45.68 0 1579.909579 2 790.4577637 -0.840881192 -0.000664258 52.67620409

GGSGGSHGGGSGFGGESGGSYGGGEEASGSGGGYGGGSGK 2 55956899 2xTMT6plex [N-Term; K40] 2.654160738 9.52 0 3681.607435 3 1227.872559 -1.171444492 -0.0014376 27.80153987
QVLDNLTMEK 6 55956899 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 0.89 0.887 0.899 2.390182734 33.6 0 1664.929329 2 832.9688721 0.683975353 0.000569385 51.06242734QVLDNLTMEK 2 55956899 2xTMT6plex [N-Term; K10] 1.012 3.734500408 17.85 0 1648.934414 2 832.9688721 0.683975353 0.000569385 51.06242734IQDWYDKK 4 55956899 3xTMT6plex [N-Term; K7; K8] 0.664 0.664 0.659 2.996638775 5.69 1 1783.035732 3 595.0166016 -0.269440758 -0.000160141 51.03899185LASYLDK 61 55956899 2xTMT6plex [N-Term; K7] 0.463 0.453 0.46 3.245794058 35.62 0 1267.76621 2 634.3866577 -0.134749066 -8.54E-05 54.2253681GPAAIQK 6 55956899 2xTMT6plex [N-Term; K7] 0.623 0.679 0.669 2.877263546 27.83 0 1142.729765 2 571.8684692 -0.089936782 -5.14E-05 30.21569786

SDLEMQYETLQEELMALKK 2 55956899 3xTMT6plex [N-Term; K18; K19]; 2xOxidation [M5; M15] 0.392 1.226 3.430961132 1 3018.598237 4 755.4048462 -0.225947384 -0.000170511 96.14342386
YCGQLQMIQEQISNLEAQITDVR 1 55956899 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.163 2.148801088 0 2966.491307 3 994.8345947 1.008859543 0.00100297 109.9835313732170493 LAMA3 laminin subunit alpha-3 isoform 2 precursor 3909 NP_000218.3 56.55452436 1 87 87 1655 1724 190.342 8.15 0.66 0.67 0.6 0.64 Significant 0.00115

SLPTNSFVGCLK 12 732170493 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.625 1.479 1.446 4.769697189 72.56 0 1781.003162 2 891.0033569 -2.091547557 -0.001862526 65.4773144
ELTDLNQEFETLQEK 38 732170493 2xTMT6plex [N-Term; K15] 1.143 1.471 1.154 5.610976696 58.75 0 2295.212028 2 1148.108521 -0.986224518 -0.001131797 75.19704059

DYIGMAVVDGQLTCVYNLGDR 7 732170493 1xTMT6plex [N-Term]; 1xOxidation [M5]; 1xCarbamidomethyl [C14] 0.72 2.739 0.63 5.545215607 56.08 0 2604.26354 3 863.4280396 0.363518042 0.000313627 84.91690975
DYIGMAVVDGQLTCVYNLGDR 4 732170493 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.632 0.442 6.733158112 57.82 0 2588.268625 3 863.4280396 0.363518042 0.000313627 84.91690975AASASESALQTVIK 28 732170493 2xTMT6plex [N-Term; K14] 0.383 0.413 0.256 5.934387207 105.89 0 1834.068599 2 917.5394287 1.625839882 0.001490951 57.61915012SQLQGLSASAGLLEQMR 32 732170493 1xTMT6plex [N-Term]; 1xOxidation [M16] 1.344 1.734 1.388 6.215514183 78.67 0 2034.085105 2 1017.546753 0.552793672 0.000562215 60.96800381SQLQGLSASAGLLEQMR 14 732170493 1xTMT6plex [N-Term] 1.505 1.607 1.313 7.229207993 58.87 0 2018.09019 2 1017.546753 0.552793672 0.000562215 60.96800381VWQDACSPLPK 22 732170493 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.471 1.304 1.494 4.338360786 51.92 0 1758.961298 2 879.9834595 -0.941006883 -0.000827597 58.50009064

EAELQVDQILTK 36 732170493 2xTMT6plex [N-Term; K12] 0.511 0.529 0.454 5.157021523 66.21 0 1845.07335 2 923.0384521 -2.017401165 -0.001861127 68.96335779SLTGILIHIGSQPGK 14 732170493 2xTMT6plex [N-Term; K15] 1.719 2.01 1.598 4.507524967 49.69 0 1979.205367 3 660.4067383 0.14876867 9.81E-05 73.33981162VPTQPHAPIPTFGQTIQTTVDR 27 732170493 1xTMT6plex [N-Term] 0.542 0.167 0.696 6.958128929 47.13 0 2633.424866 3 878.4794922 -0.357795475 -0.000314076 64.7553434LSLSPEVLDLTSNSLK 62 732170493 2xTMT6plex [N-Term; K16] 0.509 0.5 0.314 5.280303001 74.02 0 2174.268421 2 1087.637329 -0.477934033 -0.000519578 91.84512693NSNTLLNLDPENVVFYVGGYPPDFK 21 732170493 2xTMT6plex [N-Term; K25] 0.539 0.516 0.638 5.167634964 36.36 0 3270.7087 3 1090.907349 -0.369244611 -0.000402564 107.9295315AASASESALQTVIKEDLPR 28 732170493 2xTMT6plex [N-Term; K14] 0.724 1.11 1.4 7.085617542 62.51 1 2444.376074 3 815.461731 -2.223037185 -0.001811313 75.61211555
CAVDAATAYENILNAIK 12 732170493 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C1] 0.516 0.514 0.496 5.894818306 58.38 0 2295.241889 3 765.7498779 -2.966215008 -0.002269394 95.73679801

EINSLQSDFTK 19 732170493 2xTMT6plex [N-Term; K11] 0.51 0.374 0.4 4.614643574 60.42 0 1739.957986 2 870.4821777 -0.521294915 -0.000453516 55.35880907YLTTADSSLLQTNIALQLMEK 8 732170493 2xTMT6plex [N-Term; K21]; 1xOxidation [M19] 1.566 1.015 0.85 4.318636417 28.01 0 2827.552718 3 937.8565674 -0.943829631 -0.000884544 109.383146YLTTADSSLLQTNIALQLMEK 54 732170493 2xTMT6plex [N-Term; K21] 0.495 0.501 0.545 6.603396416 63.31 0 2811.557803 3 937.8565674 -0.943829631 -0.000884544 109.383146LKQEVSPALNNLQQTLNIVTVQK 2 732170493 3xTMT6plex [N-Term; K2; K23] 0.892 3.577715397 17.58 1 3265.945072 3 1089.317139 -2.513622916 -0.002736451 93.7547392ANDITDEVLDGLNPIQTDVER 18 732170493 1xTMT6plex [N-Term] 0.492 0.703 0.348 5.444638252 70.92 0 2556.299056 3 852.7668457 -5.113623383 -0.004357317 82.56477526QEVSPALNNLQQTLNIVTVQK 32 732170493 2xTMT6plex [N-Term; K21] 0.564 0.568 0.652 6.966572762 81.07 0 2795.603113 3 932.5378418 -1.48128658 -0.001380363 90.84538118
DVSLGGCSLNKPPFLMLLK 18 732170493 3xTMT6plex [N-Term; K11; K19]; 1xCarbamidomethyl [C7] 1.463 1.62 1.679 6.526255608 34.42 0 2776.607226 4 698.9064941 0.718334514 0.000501506 97.6333747
DVSLGGCSLNKPPFLMLLK 27 732170493 3xTMT6plex [N-Term; K11; K19]; 1xOxidation [M16]; 1xCarbamidomethyl [C7] 1.166 1.261 1.146 5.864607334 35.41 0 2792.602141 4 698.9064941 0.718334514 0.000501506 97.6333747

VPFLQPPGQSQLQASYVEFRPSQGCSPGYYR 5 732170493 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C25] 2.294 1.473 0.921 5.679163933 10.35 0 3772.87433 4 943.9726563 -1.466992939 -0.001383695 81.41185768KLKQEVSPALNNLQQTLNIVTVQK 2 732170493 4xTMT6plex [N-Term; K1; K3; K24] 0.641 6.478582382 21.68 2 3623.202967 4 906.5556641 -0.590833585 -0.000535177 86.92179226
CQEGYYGNAVHGSCR 6 732170493 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C1; C14] 1.953 1.931 1.687 6.222750664 49.66 0 1986.874795 3 662.9627075 -0.616783407 -0.00040849 34.47344696

ALTDADNSVNK 28 732170493 2xTMT6plex [N-Term; K11] 0.441 0.468 0.475 4.483188152 62.77 0 1605.884821 2 803.4450684 -1.221059708 -0.000980441 32.62486987QISGTDGEGNNVPSGDFSR 32 732170493 1xTMT6plex [N-Term] 1.564 1.771 1.324 5.239724636 80.8 0 2166.026069 2 1083.516846 0.159608536 0.000172858 35.29413546SPQTYMDGLLHYVSVISDNSGLR 77 732170493 1xTMT6plex [N-Term] 0.616 0.594 0.585 8.186742783 80.51 0 2781.407895 4 696.1066284 -1.154439854 -0.000802742 109.4368668SPQTYMDGLLHYVSVISDNSGLR 17 732170493 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.527 1.603 1.245 6.603623867 58.14 0 2797.40281 4 696.1066284 -1.154439854 -0.000802742 109.4368668
DSSPAEECDDCDSCVMTLLNDLATMGEQLR 23 732170493 1xTMT6plex [N-Term]; 1xOxidation [M]; 3xCarbamidomethyl [C8; C11; C14] 1.643 100 4.783988953 45.91 0 3677.558279 3 1226.521484 -2.278396252 -0.002792978 105.1530043

GCIELDDLNENVLSLYNFK 51 732170493 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C2] 0.528 0.496 0.609 6.403019905 59.89 0 2714.411139 3 905.4766846 1.606901355 0.00145393 100.4139791
GDIDAMISSAK 38 732170493 2xTMT6plex [N-Term; K11] 0.419 0.456 0.483 4.910980225 63.22 0 1565.860914 2 783.4332275 -1.108669269 -0.000868011 56.00332832GATSSKPETPGVYDMDGR 30 732170493 2xTMT6plex [N-Term; K6] 0.605 0.75 0.57 5.34888792 42.2 0 2326.174931 3 776.0634766 0.406434395 0.000315146 45.58718873

QSLCDGQWHSVAVTIK 10 732170493 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C4] 1.414 1.806 1.033 4.829220772 49.17 0 2287.226907 3 763.0797729 -0.93641883 -0.000713934 58.6138999SQFAVDMQTTSSR 6 732170493 1xTMT6plex [N-Term] 1.25 0.984 4.331868172 46.75 0 1686.83185 2 843.9179077 -1.962975926 -0.001655605 37.10347619APVYLGSPPSGKPK 14 732170493 3xTMT6plex [N-Term; K12; K14] 1.309 1.484 1.517 5.902021885 31.57 0 2085.267523 3 695.7603149 -0.542369633 -0.000376995 59.57171203LGGSNFEGCISNVFVQR 36 732170493 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.504 0.562 0.506 6.098594189 92.53 0 2113.069789 2 1057.037964 -0.538513035 -0.000568958 78.49547223INQLLQDTPVASPR 22 732170493 1xTMT6plex [N-Term] 1.195 1.377 1.335 5.628382683 55.6 0 1781.011863 2 891.0088501 -0.808352104 -0.000719842 74.53753755
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KANDITDEVLDGLNPIQTDVER 22 732170493 2xTMT6plex [N-Term; K1] 0.562 0.377 0.203 6.61050272 52.83 1 2913.556951 3 971.8552246 -2.001056431 -0.001943397 77.44648154VTASMDSGAGGTSTSVTPK 6 732170493 2xTMT6plex [N-Term; K19]; 1xOxidation [M5] 1.447 1.497 1.69 4.108916283 53.26 0 2228.148048 2 1106.580811 0.547671738 0.000605767 39.45768434VTASMDSGAGGTSTSVTPK 12 732170493 2xTMT6plex [N-Term; K19] 1.883 1.879 1.767 4.674520016 72.13 0 2212.153133 2 1106.580811 0.547671738 0.000605767 39.45768434LSLSPEVLDLTSNSLKR 31 732170493 2xTMT6plex [N-Term; K16] 0.789 0.508 0.469 5.631119251 32.67 1 2330.369532 3 777.4605103 -1.096044317 -0.000851396 82.51298244
NFQLDSKPLYTPSSSFGVSSCLGGPLEK 6 732170493 3xTMT6plex [N-Term; K7; K28]; 1xCarbamidomethyl [C21] 100 1.479 5.674147129 53.11 0 3702.965609 3 1234.983276 -8.191652756 -0.010111136 84.04696341

LPNDLEDLKGYTSLSLFLQRPNSR 4 732170493 2xTMT6plex [N-Term; K9] 0.01 0.01 0.354 6.201157093 2.5 1 3234.788682 4 809.4523315 -0.366542684 -0.000296422 96.68118039WHTVVFGHDGEK 6 732170493 2xTMT6plex [N-Term; K12] 1.63 1.232 1.41 4.466212273 32.38 0 1870.001188 4 468.2552185 -1.146521497 -0.000535999 42.45153704
CAPGYFGNPQK 4 732170493 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.322 1.843 3.616052151 28.99 0 1696.888133 2 848.9456177 -2.459731055 -0.002086944 41.41255313

FISLNIEDGK 36 732170493 2xTMT6plex [N-Term; K10] 0.523 0.556 0.477 4.379547119 58.1 0 1593.925229 2 797.4659424 -0.389701075 -0.000310577 69.25667246TSLVEEAEK 20 732170493 2xTMT6plex [N-Term; K9] 0.587 0.545 0.522 4.065283775 59.52 0 1463.835746 2 732.4202881 -1.670985377 -0.001223024 43.79347073LVFALGTDGKK 8 732170493 3xTMT6plex [N-Term; K10; K11] 1.563 1.56 1.666 4.165747643 14.83 1 1836.156181 3 612.7229614 -1.007693504 -0.000616761 67.30784836AQTLNNNVNR 6 732170493 1xTMT6plex [N-Term] 0.916 1.01 1.252 3.939008236 51.96 0 1372.749441 2 686.8782349 -0.180712831 -0.000124037 18.4092263NYFEGTGYAR 4 732170493 1xTMT6plex [N-Term] 0.783 0.343 4.103324413 40.52 0 1406.690195 2 703.8485718 -0.233217885 -0.000164033 37.38346497AGYTGTQCER 13 732170493 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.943 1.45 2.008 3.97903347 51.31 0 1371.65243 2 686.3296509 -0.294857632 -0.000202221 16.40767231GATSSKPETPGVYDMDGR 39 732170493 2xTMT6plex [N-Term; K6]; 1xOxidation [M15] 0.503 0.224 0.519 3.815557718 38.23 0 2342.169846 3 776.0634766 0.406434395 0.000315146 45.58718873GDIDAMISSAK 22 732170493 2xTMT6plex [N-Term; K11]; 1xOxidation [M6] 0.316 0.32 0.431 2.697412729 46.59 0 1581.855829 2 783.4332275 -1.108669269 -0.000868011 56.00332832KALTDADNSVNK 4 732170493 3xTMT6plex [N-Term; K1; K12] 1.354 1.025 3.761211395 16.59 1 1963.142716 3 655.0517578 -1.01661101 -0.000665251 33.77938611KAQTLNNNVNR 17 732170493 2xTMT6plex [N-Term; K1] 1.432 1.394 0.895 4.845434189 41.43 1 1730.007336 2 865.5070801 -0.261619555 -0.000226302 19.51972363LQEAAAQAK 30 732170493 2xTMT6plex [N-Term; K9] 0.516 0.562 0.539 3.287504911 52.92 0 1387.830935 2 694.4190063 -0.143392601 -9.95E-05 33.39089787KEESDKNYFEGTGYAR 6 732170493 3xTMT6plex [N-Term; K1; K6] 0.561 0.807 0.635 3.805173397 9.15 2 2581.350142 4 646.0925903 -0.624011384 -0.000402698 35.75757155GYTSLSLFLQRPNSR 2 732170493 1xTMT6plex [N-Term] 0.984 2.631724834 5.71 0 1968.086425 3 656.6998901 -0.664589637 -0.00043599 66.28281577DSLNEYEAK 12 732170493 2xTMT6plex [N-Term; K9] 0.766 0.865 0.686 4.269136429 51.06 0 1526.810259 2 763.9072876 -1.939032483 -0.001480267 112.2276436SAISNHGSK 12 732170493 2xTMT6plex [N-Term; K9] 1.233 1.46 0.599 3.9114182 24.63 0 1358.779234 3 453.5978394 -0.198011264 -8.97E-05 18.64822124LAASLNEAR 13 732170493 1xTMT6plex [N-Term] 1.183 1.011 0.73 3.752329111 48.97 0 1173.678902 2 587.3424683 -1.05838706 -0.000621103 113.2396668LLIDDQLLR 18 732170493 1xTMT6plex [N-Term] 0.499 0.33 0.504 3.472146511 52.5 0 1327.814667 2 664.411377 0.610052193 0.000405018 73.1973143LPNDLEDLK 36 732170493 2xTMT6plex [N-Term; K9] 0.523 0.562 0.478 3.100954533 42.89 0 1514.88303 2 757.9448242 -0.434576457 -0.000329166 66.67956958
HLCVYLEAGK 6 732170493 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 2.51 2.254 2.425 3.531851768 29.92 0 1647.929269 3 549.9807129 -1.021735676 -0.000561249 51.16321216
NSFMALYLSK 2 732170493 2xTMT6plex [N-Term; K10] 1.913 2.590897322 20.64 0 1631.923121 3 544.6463013 0.753527282 0.0004099 77.42156136LPQELLKPR 11 732170493 2xTMT6plex [N-Term; K7] 1.36 1.272 1.023 4.27904892 36.52 0 1551.998669 3 518.0041504 -0.496880661 -0.000257053 64.4862722GLLFFAENGDR 2 732170493 1xTMT6plex [N-Term] 0.477 3.509119272 26.06 0 1467.779344 2 734.3928223 -0.66523538 -0.000488209 69.8928624YKLNSELPK 10 732170493 3xTMT6plex [N-Term; K2; K9] 0.926 0.01 0.631 3.10120368 13.23 1 1779.098332 3 593.7039795 -0.532220969 -0.000315624 49.14304621ESQLLLNR 14 732170493 1xTMT6plex [N-Term] 0.744 0.708 0.623 3.193728447 49.51 0 1201.710202 2 601.3580933 -1.075406167 -0.000646163 36.05170063SQFAVDMQTTSSR 4 732170493 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.338 100 2.32621479 18.08 0 1702.826765 2 843.9179077 -1.962975926 -0.001655605 37.10347619AAEDAANR 8 732170493 1xTMT6plex [N-Term] 0.465 0.395 0.502 3.091483831 42.46 0 1046.542803 2 523.7748413 -0.378964732 -0.000198301 14.51520566GLVFHTGTK 6 732170493 2xTMT6plex [N-Term; K9] 1.28 1.358 1.378 3.163060427 28.35 0 1417.856756 3 473.2902527 -0.388708773 -0.000183711 39.65240201TLSSNSDK 24 732170493 2xTMT6plex [N-Term; K8] 0.528 0.505 0.508 3.120023251 45.5 0 1309.736366 2 655.371521 -0.458571533 -0.000300304 111.857124DGLHGIQR 6 732170493 1xTMT6plex [N-Term] 0.547 0.538 0.381 2.68666482 33.93 0 1124.637372 2 562.8222656 -0.104095776 -5.85E-05 19.41689336DSSPAEECDDCDSCVMTLLNDLATMGEQLR 2 732170493 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C8; C11; C14] 2.140138149 8.75 0 3661.563364 3 1226.521484 -2.278396252 -0.002792978 105.1530043LVFSIRPR 2 732170493 1xTMT6plex [N-Term] 1.703 3.380393982 17.67 0 1216.772743 3 406.2624207 -0.028162292 -1.14E-05 51.62454455HMETQAK 12 732170493 2xTMT6plex [N-Term; K7] 1.054 0.983 1.204 3.116822481 22.49 0 1302.724027 3 434.9130859 0.519920172 0.000225771 17.80882756NVHILLK 26 732170493 2xTMT6plex [N-Term; K7] 1.024 1.286 1.408 3.532432318 37.84 0 1294.861113 3 432.2926636 1.795067157 0.000774788 60.34743059SLQELAK 12 732170493 2xTMT6plex [N-Term; K7] 0.503 0.472 0.558 3.426308632 38.61 0 1246.777109 2 623.8916626 -0.850268007 -0.000530047 44.57517312TQNEDFKK 9 732170493 3xTMT6plex [N-Term; K7; K8] 0.551 0.567 0.487 3.045977831 32.66 1 1696.983696 2 848.9938965 -1.873872599 -0.001589966 28.73480226LNSELPK 15 732170493 2xTMT6plex [N-Term; K7] 0.554 0.531 0.585 2.654778719 30.07 0 1258.777109 3 420.2637634 -0.29523638 -0.000123879 43.62668087LVVDGLR 7 732170493 1xTMT6plex [N-Term] 1.404 1.152 1.001 2.5160532 26.74 0 1000.635246 2 500.8213501 0.176962898 8.85E-05 60.03131107EWAEAQR 6 732170493 1xTMT6plex [N-Term] 0.01 1.035 0.01 2.689242601 25.6 0 1118.579188 2 559.7929077 -0.580477734 -0.000324655 24.15674049NQLLNYR 10 732170493 1xTMT6plex [N-Term] 1.363 1.244 1.232 2.450144529 29.96 0 1149.657773 2 575.3322144 -0.539898983 -0.00031035 33.92138478LSFPPYK 41 732170493 2xTMT6plex [N-Term; K7] 0.608 0.623 0.684 2.698914766 33 0 1309.79203 2 655.3989868 -1.018090778 -0.000666744 65.8353885HMETQAK 4 732170493 2xTMT6plex [N-Term; K7]; 1xOxidation [M2] 1.159 1.143 2.795499086 22.24 0 1318.718942 3 434.9130859 0.519920172 0.000225771 17.80882756ELIQQAR 11 732170493 1xTMT6plex [N-Term] 0.623 0.453 0.552 2.75287199 36.61 0 1086.646874 2 543.8273926 0.584160563 0.000317388 33.35975341SFFGCLR 6 732170493 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.712 2.23 1.913 2.778186321 20.18 0 1115.586916 2 558.2965088 -1.053671263 -0.000587731 55.51979589DHSIQIK 27 732170493 2xTMT6plex [N-Term; K7] 0.725 0.654 2.352984667 12.67 0 1298.783257 3 433.598938 -0.766837077 -0.000331985 29.49343313ALGAIQR 6 732170493 1xTMT6plex [N-Term] 0.525 0.436 0.488 2.559407473 23.02 0 957.6042807 2 479.305542 -0.494343681 -0.000236693 28.23339513KCSEDWK 7 732170493 3xTMT6plex [N-Term; K1; K7]; 1xCarbamidomethyl [C2] 0.743 1.009 0.824 2.455409288 10.8 1 1639.908089 3 547.3068848 -1.212161302 -0.000662611 31.03183318

EAEADKR 15 732170493 2xTMT6plex [N-Term; K6] 0.494 0.562 0.497 3.669099808 23.12 1 1276.726136 3 426.2467957 -0.236524577 -0.000100659 15.60989277TQNEDFK 6 732170493 2xTMT6plex [N-Term; K7] 0.499 0.956 0.644 2.705947161 19.44 0 1339.725801 2 670.3674316 1.332616904 0.000892671 24.35268642QLEEIKR 20 732170493 2xTMT6plex [N-Term; K6] 0.535 0.256 0.01 3.218608856 22.42 1 1373.851671 2 687.4290771 -0.5771097 -0.000396432 30.18721283SQKEYEK 5 732170493 3xTMT6plex [N-Term; K3; K7] 1.655 1.152 2.147693396 11.02 1 1598.935683 2 799.9702148 -1.582573037 -0.001265216 21.41671946KTSGVVR 2 732170493 2xTMT6plex [N-Term; K1] 0.673 2.691437244 9.95 1 1204.777777 3 402.2640686 -0.103628616 -4.16E-05 18.697431462868215 LAMB3 laminin subunit beta-3 precursor 3914 NP_000219.2 65.01706485 1 60 60 1431 1172 129.489 7.21 1.37 1.28 1.39 1.35 Significant 0.00063 MLSTAYEQSAQAAQQVSDSSR 16 62868215 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.923 1.153 1.558 6.750510693 78.86 0 2503.193211 3 835.0700073 0.901945022 0.000752581 46.90678875MLSTAYEQSAQAAQQVSDSSR 30 62868215 1xTMT6plex [N-Term] 1.085 1.567 1.675 6.707890034 76.35 0 2487.198296 3 835.0700073 0.901945022 0.000752581 46.90678875VENVASSSGPMR 14 62868215 1xTMT6plex [N-Term] 1.647 1.411 1.545 4.272231579 57.62 0 1462.752143 2 731.8797607 0.069461101 5.08E-05 29.03462831AAEESASQIQSSAQR 58 62868215 1xTMT6plex [N-Term] 1.734 1.809 1.625 6.42582798 83.6 0 1791.903435 2 896.4546509 -0.786756786 -0.000704896 21.21173789QGTVALQEAQDTMQGTSR 2 62868215 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.205 4.815231323 45.26 0 2166.065826 3 717.3620605 0.333747423 0.000239194 44.1649602QGTVALQEAQDTMQGTSR 18 62868215 1xTMT6plex [N-Term] 1.388 1.307 1.21 6.228498459 59.51 0 2150.070911 3 717.3620605 0.333747423 0.000239194 44.1649602GACYPPVGDLLVGR 56 62868215 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.465 1.541 1.662 4.464900494 60.85 0 1702.914792 2 851.9592285 -2.120927463 -0.001805879 66.54361503GYHPPSAYYAVSQLR 17 62868215 1xTMT6plex [N-Term] 1.256 1.714 1.034 5.218931198 39.97 0 1938.007112 3 646.6734009 -0.754818324 -0.000487614 49.37860453
RPGASIQETCISCECDPDGAVPGAPCDPVTGQCVCK 12 62868215 2xTMT6plex [N-Term; K36]; 6xCarbamidomethyl [C10; C13; C15; C26; C33; C35] 1.923 1.94 2.48 6.489500999 31.64 0 4407.000638 4 1102.504761 -0.777088894 -0.000856158 53.22452643

IQEVGEITNLR 25 62868215 1xTMT6plex [N-Term] 1.309 1.361 1.569 4.499120712 61.66 0 1500.858323 2 750.9324951 -0.40593147 -0.000304623 57.15795552EGFGGLMCSAAAIR 12 62868215 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.247 1.521 2.011 5.410630226 79.85 0 1668.839913 2 834.9226074 -1.183137001 -0.000987233 63.14746567AVLSSPAVTEQEVAQVASAILSLR 88 62868215 1xTMT6plex [N-Term] 2.235 2.371 2.243 8.919631004 92.97 0 2668.508261 3 890.1742554 -0.017937632 -1.60E-05 113.8461185AGGAFLMAGQVAEQLR 26 62868215 1xTMT6plex [N-Term] 1.504 1.309 1.36 5.749908924 93.51 0 1847.999918 2 924.5030518 -0.59063551 -0.000545747 77.70781463AGGAFLMAGQVAEQLR 8 62868215 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.411 1.452 1.462 4.130457401 51.65 0 1863.994833 2 924.5030518 -0.59063551 -0.000545747 77.70781463ISSADPSGAFR 19 62868215 1xTMT6plex [N-Term] 0.961 1.092 1.155 3.617637396 53.67 0 1336.705845 2 668.8570557 0.740363431 0.000494824 36.50597553TLQGLQLDLPLEEETLSLPR 65 62868215 1xTMT6plex [N-Term] 1.72 1.243 1.265 6.904323578 89.33 0 2494.396585 3 832.1361694 -1.054386955 -0.000876686 101.0408193
LQGSCFCHGHADR 25 62868215 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C7] 1.324 1.091 1.259 6.256841183 57.11 0 1773.811072 3 591.9407959 -1.825450713 -0.001079335 20.68952763

YPVCVACHPCFQTYDADLR 20 62868215 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C4; C7; C10] 2.263 3.006 2.184 7.070018768 56.59 0 2601.188601 3 867.7329102 -1.700588434 -0.001474517 56.85832205AHAVEGQVEDVVGNLR 26 62868215 1xTMT6plex [N-Term] 1.285 1.25 1.166 7.212209702 93.43 0 1922.029304 2 961.5168457 -1.503288084 -0.001444682 52.84357304CDLCKPGFTGLTYANPQGCHR 8 62868215 2xTMT6plex [N-Term; K5]; 3xCarbamidomethyl [C1; C4; C19] 1.93 1.495 2.455 5.603270054 24.03 0 2910.421344 3 970.8092651 -2.783600341 -0.002700483 52.35630776
TEAEELFGETMEMMDR 70 62868215 1xTMT6plex [N-Term]; 1xOxidation [M] 1.699 1.123 1.263 3.752756596 54.31 0 2163.944573 2 1074.477661 -0.750662088 -0.000806192 93.91038015TEAEELFGETMEMMDR 51 62868215 1xTMT6plex [N-Term] 1.125 1.437 1.479 5.074594021 61.63 0 2147.949658 2 1074.477661 -0.750662088 -0.000806192 93.91038015VQLNLMDLVSGIPATQSQK 46 62868215 2xTMT6plex [N-Term; K19]; 1xOxidation [M6] 1.178 0.708 0.936 6.261472702 70.08 0 2516.41583 3 839.4747925 -2.386771106 -0.002002036 90.52758004VQLNLMDLVSGIPATQSQK 34 62868215 2xTMT6plex [N-Term; K19] 1.982 1.819 1.568 6.433485508 64.72 0 2500.420915 3 839.4747925 -2.386771106 -0.002002036 90.52758004FQLQEVMMEFQGPMPAGMLIER 16 62868215 1xTMT6plex [N-Term]; 2xOxidation [M] 1.217 0.641 1.437 5.165631294 39.74 0 2843.380166 3 943.1326294 -0.677695551 -0.000638702 109.8777561FQLQEVMMEFQGPMPAGMLIER 29 62868215 1xTMT6plex [N-Term]; 1xOxidation [M] 1.484 1.031 1.328 6.385297298 60.54 0 2827.385251 3 943.1326294 -0.677695551 -0.000638702 109.8777561QQGAEAVQAQQLAEGASEQALSAQEGFER 13 62868215 1xTMT6plex [N-Term] 1.253 1.231 100 8.377905846 62.14 0 3260.598091 3 1087.538452 0.831806079 0.000904062 66.97204371

LASGQGCEPCACDPHNSLSPQCNQFTGQCPCR 4 62868215 1xTMT6plex [N-Term]; 6xCarbamidomethyl [C7; C10; C12; C22; C29; C31] 100 100 7.804835796 51.55 0 3922.644366 4 981.4168091 0.26517778 0.00026005 40.51527518
QAGGGGGTGSPK 16 62868215 2xTMT6plex [N-Term; K12] 1.424 1.459 1.711 4.917506695 75.51 0 1431.795612 2 716.4012451 -0.278353713 -0.000199273 17.24324155LGQSSMLGEQGAR 4 62868215 1xTMT6plex [N-Term] 1.324 0.914 4.828125477 52.49 0 1562.815806 2 789.9073486 -2.090468687 -0.001650227 26.21628897

ASSTCGLTKPETYCTQYGEWQMK 14 62868215 3xTMT6plex [N-Term; K9; K23]; 1xOxidation [M22]; 2xCarbamidomethyl [C5; C14] 2.305 2.146 5.963746548 26.61 0 3429.67321 4 854.1713257 -4.341881204 -0.003705446 59.85761119
ASSTCGLTKPETYCTQYGEWQMK 12 62868215 3xTMT6plex [N-Term; K9; K23]; 2xCarbamidomethyl [C5; C14] 1.769 1.686 2.021 7.311373234 39.73 0 3413.678295 4 854.1713257 -4.341881204 -0.003705446 59.85761119

WWQSQNDVNPVSLQLDLDR 10 62868215 1xTMT6plex [N-Term] 1.274 1.137 1.242 5.700986862 47.98 0 2542.288766 3 848.0974731 -4.28741477 -0.003633282 85.78787814LEMSSLPDLTPTFNK 52 62868215 2xTMT6plex [N-Term; K15] 1.546 0.943 0.837 6.010296822 52.32 0 2151.177163 3 717.7284546 -2.953011299 -0.002117483 95.47171502
CLCLPNVVGPK 14 62868215 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C1; C3] 1.371 0.265 2.038 4.02052021 42.69 0 1714.974839 2 857.9906006 -0.533476121 -0.000457449 69.82506667

VAEVQQVLRPAEK 26 62868215 2xTMT6plex [N-Term; K13] 1.463 0.975 1.399 4.992704868 53.73 0 1925.158417 2 963.0825195 -0.339986307 -0.000327264 54.26529764LPNVDLVLSQTK 45 62868215 2xTMT6plex [N-Term; K12] 1.507 1.343 1.475 4.629999161 69.45 0 1785.088606 2 893.0477905 -0.169008592 -0.000150848 82.13019635VYQYLAADCTSTFPR 23 62868215 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.611 1.707 1.665 4.847863197 67.67 0 2020.999978 3 674.3361816 -2.962156452 -0.001995506 63.76728098
EGFGGLMCSAAAIR 12 62868215 1xTMT6plex [N-Term]; 1xOxidation [M7]; 1xCarbamidomethyl [C8] 1.292 0.889 1.332 3.4046278 77.1 0 1684.834828 2 834.9226074 -1.183137001 -0.000987233 63.14746567

LEMSSLPDLTPTFNK 22 62868215 2xTMT6plex [N-Term; K15]; 1xOxidation [M3] 1.378 0.937 5.031502247 39.72 0 2167.172078 3 717.7284546 -2.953011299 -0.002117483 95.47171502DMPCDEESGR 16 62868215 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.95 2.306 2.342 3.715019941 44.92 0 1424.598345 2 712.8023682 -0.621467713 -0.000442671 17.80070387QPHNYYSHR 8 62868215 1xTMT6plex [N-Term] 1.392 1.657 4.465259552 43.57 0 1430.712662 3 477.5755005 -0.498762033 -0.000237862 15.05050497WWQSQNDVNPVSLQLDLDRR 9 62868215 1xTMT6plex [N-Term] 1.379 2.486 100 4.932766914 22.64 1 2698.389877 3 900.1341553 -0.727996982 -0.000654807 77.57300336MNEIQAIAAR 6 62868215 1xTMT6plex [N-Term] 1.367 0.735 0.746 3.382266045 50.42 0 1345.745936 2 673.3760376 -0.845029256 -0.000568597 50.09950142TYGDVATGCR 18 62868215 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.378 1.77 1.548 4.346485615 41.33 0 1328.646616 2 664.8266602 -0.430707077 -0.000286129 104.0568681LGQSSMLGEQGAR 8 62868215 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.819 0.749 2.784 2.868822336 55.74 0 1578.810721 2 789.9073486 -2.090468687 -0.001650227 26.21628897LQAEAEEAR 12 62868215 1xTMT6plex [N-Term] 1.365 1.472 1.401 3.825587034 49.49 0 1245.663646 2 623.3347168 -1.19529558 -0.000744468 23.30139756VENVASSSGPMR 30 62868215 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.407 1.52 0.976 3.664045334 55.26 0 1478.747058 2 731.8797607 0.069461101 5.08E-05 29.03462831MKDMELELLR 14 62868215 2xTMT6plex [N-Term; K2] 1.493 1.323 1.453 3.68490839 25.02 1 1735.985069 2 868.4949951 -1.356869749 -0.001177753 67.7366498
GTEGPGCDK 22 62868215 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.629 1.749 1.494 3.183969021 32.74 0 1378.703686 2 689.8552246 -0.372350676 -0.000256681 102.1912758LETQVSASR 8 62868215 1xTMT6plex [N-Term] 1.329 1.719 1.287 3.942106247 47.98 0 1219.684381 2 610.3452148 -1.00706586 -0.000614151 23.02819014SADLTGLEK 6 62868215 2xTMT6plex [N-Term; K9] 1.612 1.954 1.641 4.079892635 56.64 0 1391.814616 2 696.4107666 -0.258437346 -0.000179848 44.72933726SQMEEDVRR 8 62868215 1xTMT6plex [N-Term] 1.771 0.01 1.692 4.550261974 36.66 1 1378.694628 3 460.2359619 -0.93996726 -0.000431976 17.17683419SQMEEDVR 12 62868215 1xTMT6plex [N-Term] 1.335 1.65 0.868 3.021818399 54.79 0 1222.593517 2 611.7997437 -1.068855097 -0.000653388 19.62559611CDCNILGSR 6 62868215 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C1; C3] 1.234 1.086 1.351 3.349215031 33.72 0 1323.634671 2 662.3214111 0.660496166 0.000437128 28.58198667QGRPQSWQDVR 8 62868215 1xTMT6plex [N-Term] 1.017 1.023 0.91 3.64643383 11.19 0 1585.839653 3 529.2846069 -0.243126231 -0.00012852 23.7889897GSQAIMLR 8 62868215 1xTMT6plex [N-Term] 1.516 1.388 1.327 3.064478397 43.98 0 1104.63968 2 552.8237305 0.45661722 0.000252199 33.67317228VLYYATCK 6 62868215 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.38 1.673 1.534 3.493297815 39.9 0 1475.833244 2 738.4197388 -0.706509995 -0.000521345 54.00896602DMELELLR 6 62868215 1xTMT6plex [N-Term] 1.593 1.217 3.460995674 29.83 0 1247.68669 2 624.3479004 1.470378153 0.000917286 62.08345873RDMPCDEESGR 6 62868215 1xTMT6plex [N-Term]; 1xOxidation [M3]; 1xCarbamidomethyl [C5] 0.58 1.463 2.663292646 23.45 1 1596.694371 3 532.9025879 -0.726869303 -0.000386863 14.27292518
SQMEEDVRR 10 62868215 1xTMT6plex [N-Term]; 1xOxidation [M3] 100 1.195 1.351 2.815852404 36.47 1 1394.689543 3 460.2359619 -0.93996726 -0.000431976 17.17683419QLGDFWTR 6 62868215 1xTMT6plex [N-Term] 1.368 1.414 1.143 3.437417269 28.57 0 1251.668337 2 626.3379517 0.231091819 0.000144625 57.55025414GFNAQLQR 6 62868215 1xTMT6plex [N-Term] 1.655 0.01 1.598 3.050494909 35.41 0 1162.653022 2 581.8297729 -0.647210774 -0.000376241 31.0207695SQMEEDVR 7 62868215 1xTMT6plex [N-Term]; 1xOxidation [M3] 2.226 0.781 1.855 1.754751921 36.63 0 1238.588432 2 611.7997437 -1.068855097 -0.000653388 19.62559611

DMPCDEESGR 27 62868215 1xTMT6plex [N-Term]; 1xOxidation [M2]; 1xCarbamidomethyl [C4] 0.579 1.362 1.283 2.699659109 32.61 0 1440.59326 2 712.8023682 -0.621467713 -0.000442671 17.80070387
CQLHYFR 10 62868215 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.967 1.05 1.787 3.800517797 28.83 0 1252.645828 3 418.22052 0.940871368 0.00039286 27.67075165LLIQQVR 16 62868215 1xTMT6plex [N-Term] 1.308 1.37 1.446 2.564558744 39.64 0 1098.719645 2 549.8630371 -0.771080461 -0.000423601 50.76544946LVTSMTK 13 62868215 2xTMT6plex [N-Term; K7] 1.384 1.488 1.548 3.149277687 34.69 0 1237.759016 2 619.3832397 0.151137811 9.35E-05 45.52937995CQSLPQRPNAR 6 62868215 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.446 0.762 1.157 2.783595324 14.9 0 1555.83246 3 519.2827148 0.727392749 0.000377234 19.60013518
ACDCDFR 6 62868215 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C4] 1.781 1.547 1.546 2.575076103 29.25 0 1172.502595 2 586.7538452 -1.860013208 -0.001090435 19.0826384DLESLDR 17 62868215 1xTMT6plex [N-Term] 0.681 0.972 0.951 3.125865936 31.39 0 1076.578519 2 538.7926636 -0.435501502 -0.000234426 29.23731726YAELKDR 10 62868215 2xTMT6plex [N-Term; K5] 2.522 3.939 0.01 3.072029352 5.64 1 1352.793821 3 451.6028442 0.116895007 5.27E-05 28.3033824EHVQGER 3 62868215 1xTMT6plex [N-Term] 1.770606041 19.8 0 1083.574437 2 542.2904053 -0.833503536 -0.000451582 13.74132412GSQAIMLR 7 62868215 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.219 1.185 1.063 1.750686049 25.07 0 1120.634595 2 552.8237305 0.45661722 0.000252199 33.67317228SKIEQIR 10 62868215 2xTMT6plex [N-Term; K2] 1.975 2.107 1.476 2.363268852 5.83 1 1331.841106 3 444.6186523 0.223676269 9.93E-05 27.2218207DMELELLR 2 62868215 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.498 1.790867805 13.31 0 1263.681605 2 624.3479004 1.470378153 0.000917286 62.083458734557757 MLH1 DNA mismatch repair protein Mlh1 isoform 1 4292 NP_000240.1 7.804232804 1 3 3 10 756 84.548 5.72 1.11 0.82 1.18 1.04 Significant 0.0111 IINLTSVLSLQEEINEQGHEVLR 4 4557757 1xTMT6plex [N-Term] 0.905 0.822 7.094749451 57.78 0 2863.572652 3 955.1953735 -0.378703341 -0.000361482 102.9693744LQSFEDLASISTYGFR 4 4557757 1xTMT6plex [N-Term] 1.743 1.178 4.404364586 29.66 0 2063.064687 3 688.3596191 -0.185349557 -0.000127463 93.57377591MYFTQTLLPGLAGPSGEMVK 2 4557757 2xTMT6plex [N-Term; K20] 1.116 3.949122906 10.11 0 2598.407573 3 866.8043213 -3.52633009 -0.003054281 96.829662674557761 MSH2 DNA mismatch repair protein Msh2 isoform 1 4436 NP_000242.1 20.55674518 1 15 15 58 934 104.677 5.77 1.15 1.34 1.39 1.29 Significant 0.00318 GDFYTAHGEDALLAAR 6 4557761 1xTMT6plex [N-Term] 1.116 1.27 1.518 5.339263439 28.92 0 1935.976206 3 645.9967651 -0.239574145 -0.000154603 48.15104332ALNLFQGSVEDTTGSQSLAALLNK 14 4557761 2xTMT6plex [N-Term; K24] 1.043 1.298 1.522 6.607357025 77.32 0 2935.614072 3 979.2036743 -5.996037064 -0.00586735 102.2972237GVSTFMAEMLETASILR 8 4557761 1xTMT6plex [N-Term] 0.934 1.209 100 3.920233965 40.61 0 2085.092164 3 695.7017822 -0.657155754 -0.000456743 112.9037435NKTEYEEAQDAIVK 2 4557761 3xTMT6plex [N-Term; K2; K14] 1.245 3.990488529 23.39 1 2325.290502 3 775.7658081 -3.281797946 -0.002543711 47.07276007QAANLQDCYR 6 4557761 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.436 4.218 1.332 3.767529964 43.84 0 1467.721178 2 734.3638916 -0.45733269 -0.000335618 25.87184436NLQSVVLSK 2 4557761 2xTMT6plex [N-Term; K9] 1.736 3.875412941 45.45 0 1445.909185 2 723.4573364 -1.237386452 -0.000894574 56.13505236LTSLNEEYTK 2 4557761 2xTMT6plex [N-Term; K10] 0.966 3.522000074 30.51 0 1655.925623 2 828.4676514 1.45112458 0.001201477 46.37524201LYQGINQLPNVIQALEK 2 4557761 2xTMT6plex [N-Term; K17] 1.113 3.013930321 32.97 0 2399.406252 3 800.4729004 -0.876745288 -0.000701223 110.0338143IIQEFLSK 2 4557761 2xTMT6plex [N-Term; K8] 1.472 3.544009686 31.23 0 1435.892473 2 718.4509888 1.551786854 0.0011141 83.73354672QMPFTEMSEENITIK 2 4557761 2xTMT6plex [N-Term; K15] 1.301 2.552256346 11.84 0 2256.165612 3 752.7253418 -1.83489162 -0.00137994 73.97213569LNLVEAFVEDAELR 2 4557761 1xTMT6plex [N-Term] 1.113 1.9166857 3.51 0 1847.011195 2 924.0082397 -1.078308469 -0.000995824 112.3081272DIYQDLNR 6 4557761 1xTMT6plex [N-Term] 1.286 1.411 0.95 2.837590218 15.88 0 1265.668731 2 633.3378296 -0.275546282 -0.000174375 35.06392727FFQGMPEKPTTTVR 1 4557761 2xTMT6plex [N-Term; K8] 1.18 3.226697445 0 2097.156702 3 699.7243042 0.790097208 0.000552319 58.50828885LVNQWIK 2 4557761 2xTMT6plex [N-Term; K7] 1.263 2.864700317 8.5 0 1358.856028 2 679.9303589 -1.90348095 -0.001293278 63.4097097NFSTVDIQK 1 4557761 2xTMT6plex [N-Term; K9] 1.441 2.890543938 0 1509.867714 2 755.4346313 -3.793964619 -0.002864192 50.27824534169790923 MTR methionine synthase isoform 1 4548 NP_000245.2 13.28063241 1 14 14 50 1265 140.437 5.58 1.14 1.04 1.17 1.12 Significant 0.00124 LTESLAMAPASAVSGLYFSNLK 8 169790923 2xTMT6plex [N-Term; K22] 1.179 1.279 1.095 5.239332676 60.6 0 2728.499559 3 910.1690674 -2.532733252 -0.002303521 101.4804539AALFALQNLFEEK 9 169790923 2xTMT6plex [N-Term; K13] 1.158 1.025 1.217 4.612176418 39.02 0 1952.12572 3 651.380127 0.055185675 3.59E-05 111.6699496EAMHGVFLYHAIK 2 169790923 2xTMT6plex [N-Term; K13] 1.209 4.714702606 23.13 0 1974.103545 4 494.282074 1.479810137 0.000730325 53.30059427LAEAFAEELHER 2 169790923 1xTMT6plex [N-Term] 0.859 3.235558987 16.77 0 1643.859051 3 548.6240234 -0.933186759 -0.000511342 63.24630854IPLLIGGATTSK 2 169790923 2xTMT6plex [N-Term; K12] 1.246 3.238046885 48.68 0 1629.035114 2 815.0212402 0.055099334 4.49E-05 79.94023115AVGHLIPFMEK 2 169790923 2xTMT6plex [N-Term; K11] 1.113 2.724005938 11.82 0 1699.996954 3 567.3362427 -1.635133903 -0.000926574 71.49398074LADIEQSTGIR 4 169790923 1xTMT6plex [N-Term] 1.054 1.553 3.678572893 31.54 0 1431.800474 2 716.4038696 -0.007691147 -5.51E-06 50.09676443WLGPILGYDTD 4 169790923 1xTMT6plex [N-Term] 0.856 1.1 2.899285555 57.11 0 1478.772862 2 739.8903198 0.338840704 0.000250534 90.38749266HIIEDTEEAR 2 169790923 1xTMT6plex [N-Term] 1.092 2.761231422 22.24 0 1441.748438 2 721.3779297 0.100353846 7.23E-05 30.1806105LEYALVK 6 169790923 2xTMT6plex [N-Term; K7] 0.998 1.035 1.106 2.853159428 33.17 0 1293.818245 2 647.4130859 0.50241601 0.000325018 60.73004531TLRDEINAILQK 2 169790923 2xTMT6plex [N-Term; K12] 1.181 3.223808289 5.95 1 1872.131868 3 624.7155762 0.164190157 0.000102462 78.04529702TLSVSPSVERPDYR 3 169790923 1xTMT6plex [N-Term] 1.13 1.096 2.565265894 3.03 0 1834.986042 3 612.3326416 -1.455512604 -0.000890282 39.62388322IGPYTNFVNIGER 2 169790923 1xTMT6plex [N-Term] 1.267 2.369204283 8.2 0 1708.921986 2 854.9645996 -0.036924594 -3.16E-05 67.75785287EIAEAVK 4 169790923 2xTMT6plex [N-Term; K7] 1.183 2.615068913 13.98 0 1217.75056 2 609.3788452 -0.119704574 -7.29E-05 36.47162

156105689 MUT methylmalonyl-CoA mutase, mitochondrial precursor 4594 NP_000246.2 23.73333333 1 14 14 105 750 83.082 6.93 0.89 0.87 0.86 0.88 Significant 0.000102
LINEIEEMGGMAK 10 156105689 2xTMT6plex [N-Term; K13] 0.849 0.887 0.833 4.268914223 57.84 0 1893.022577 3 631.6782227 -1.30057152 -0.00082067 86.33662804EVAQQAVDADVHAVGISTLAAGHK 4 156105689 2xTMT6plex [N-Term; K24] 0.911 0.761 9.214606285 66.38 0 2845.557226 4 712.1453857 0.874148208 0.00062186 61.43872224YQLEKEDAVEVLAIDNTSVR 4 156105689 2xTMT6plex [N-Term; K5] 0.731 4.861969948 19.96 1 2750.497645 3 917.5029907 -1.172944844 -0.001075394 72.96228397AAVQVLDDIEK 12 156105689 2xTMT6plex [N-Term; K11] 0.879 0.952 0.778 4.444366455 74.56 0 1658.972908 2 829.9892578 -1.005866336 -0.000834352 68.2783631GDVGMAGVAIDTVEDTK 10 156105689 2xTMT6plex [N-Term; K17] 0.912 0.86 0.845 5.124619961 97.31 0 2136.125856 2 1068.564697 -1.749760549 -0.001868854 66.85635473AGQQGLSVAFDLATHR 10 156105689 1xTMT6plex [N-Term] 0.823 0.682 0.902 5.183489323 51.98 0 1900.023825 3 634.0125732 -0.346529043 -0.000219471 63.18969052IIADIFEYTAK 13 156105689 2xTMT6plex [N-Term; K11] 0.813 0.804 4.482316017 53.21 0 1742.014044 2 871.5098267 -0.957259612 -0.00083378 101.0792405ILFDGIPLEK 10 156105689 2xTMT6plex [N-Term; K10] 0.831 0.801 4.243355274 42.37 0 1602.987101 2 801.9973145 0.156567854 0.000125488 88.82122089LTGTIQNDILK 6 156105689 2xTMT6plex [N-Term; K11] 1.217 1.352 1.531 3.18158865 36.86 0 1674.020192 2 837.5124512 -1.533157283 -0.001283268 65.05684956NTQIIIQEESGIPK 2 156105689 2xTMT6plex [N-Term; K14] 1.022 3.168426037 9.45 0 2028.174127 3 676.7297974 0.351212371 0.00023744 60.02971721LWAHLIEK 6 156105689 2xTMT6plex [N-Term; K8] 0.92 0.932 0.822 3.819584131 31.47 0 1467.908792 3 489.9747314 0.57875935 0.000283189 67.3031978TLVPELIK 10 156105689 2xTMT6plex [N-Term; K8] 0.912 0.91 0.799 3.103695869 24.79 0 1370.902309 2 685.9544067 -0.563346806 -0.000386147 70.18313395EITSAIK 6 156105689 2xTMT6plex [N-Term; K7] 0.94 0.866 0.87 2.757708073 37 0 1219.76621 2 610.387146 0.660562804 0.000402866 38.43164666GYDSDNPR 2 156105689 1xTMT6plex [N-Term] 0.962 2.06509757 15.18 0 1152.548282 2 576.7770386 -1.285266384 -0.000740666 16.24793005215982791 MYO5A unconventional myosin-Va isoform 1 4644 NP_000250.3 6.199460916 1 9 9 32 1855 215.255 8.48 1.07 1.15 1.03 1.08 Significant 0.00106 ETLEPLIQAAQLLQVK 6 215982791 2xTMT6plex [N-Term; K16] 1.125 1.987 1.05 2.713502645 39.62 0 2252.36299 3 751.4591675 -0.018047088 -1.35E-05 112.3692728KVPLDMSLFLK 4 215982791 3xTMT6plex [N-Term; K1; K11] 1.087 1.078 4.856419563 31.9 1 1978.237802 3 660.0838623 -0.388611489 -0.000256255 93.17587794GAELEYESLK 2 215982791 2xTMT6plex [N-Term; K10] 1.073 3.738173008 55.27 0 1596.888509 2 798.9485474 0.819529075 0.000654348 50.78397648LQLSEEEAK 6 215982791 2xTMT6plex [N-Term; K9] 1.285 0.906 0.887 4.07538271 54.46 0 1504.862295 2 752.9345093 -0.367312886 -0.000276378 41.75969269VLNLYTPVNEFEER 2 215982791 1xTMT6plex [N-Term] 0.772 3.301989794 14.28 0 1952.032658 2 976.5204468 0.491141725 0.000479362 81.64697262NLILELKPR 3 215982791 2xTMT6plex [N-Term; K7] 1.128 1.281 3.825180531 7.38 0 1554.014319 3 518.6760864 -0.394534753 -0.000204371 66.18913332EMTETMEK 4 215982791 2xTMT6plex [N-Term; K8] 1.083 1.105 3.254428387 29.82 0 1456.742773 2 728.8740234 -1.374981937 -0.001001497 32.05623657KIGELEVGQMENISPGQIIDEPIRPVNIPR 1 215982791 2xTMT6plex [N-Term; K1]; 1xOxidation [M10] 0.929 3.150189877 1 3816.109364 4 954.7832642 0.488054835 0.000465618 77.04312297FPFTFDEK 4 215982791 2xTMT6plex [N-Term; K8] 1.107 1.218 2.758414268 33.1 0 1488.813888 2 744.9108276 0.329526371 0.000245302 79.55133338

4557781 NAGA alpha-N-acetylgalactosaminidase precursor 4668 NP_000253.1 12.40875912 1 4 4 30 411 46.534 5.19 1.19 0.96 1.07 1.07 Significant 0.00381
TISAQNMDILQNPLMIK 8 4557781 2xTMT6plex [N-Term; K17]; 2xOxidation [M7; M15] 1.206 0.931 1.099 4.528063774 48.62 0 2420.329324 3 807.4473267 -0.783872472 -0.00063241 74.31885852

VVQDAQTFAEWK 10 4557781 2xTMT6plex [N-Term; K12] 1.161 0.897 1.077 4.357059002 51.4 0 1880.03182 3 627.3486938 -0.154905374 -9.71E-05 69.80285526LDGCFSTPEER 6 4557781 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.262 1.131 1.569 3.78506279 33.16 0 1539.731074 2 770.3693237 0.192956382 0.00014855 42.03334492INQDPLGIQGR 6 4557781 1xTMT6plex [N-Term] 1.128 0.96 0.823 3.442638874 19.55 0 1439.816792 2 720.4122314 0.273521345 0.00019691 43.84510739157168362 PNP purine nucleoside phosphorylase 4860 NP_000261.2 78.20069204 1 18 18 242 289 32.097 6.95 0.99 0.96 1 0.98 Significant 0.000149 DHINLPGFSGQNPLR 8 157168362 1xTMT6plex [N-Term] 0.948 0.868 1.113 4.267096996 33.96 0 1894.01326 3 632.0083008 -1.537019994 -0.000970379 57.18145239LGADAVGMSTVPEVIVAR 24 157168362 1xTMT6plex [N-Term] 0.821 0.865 0.933 6.083775043 77.91 0 2014.120427 2 1007.563477 -0.372780589 -0.000375412 73.84687853LEQFVSILMASIPLPDKAS 4 157168362 2xTMT6plex [N-Term; K17] 3.821 3.013 4.685996056 26.32 1 2517.440254 3 839.8178711 -0.474195464 -0.00039792 113.382401LEQFVSILMASIPLPDK 16 157168362 2xTMT6plex [N-Term; K17] 1.007 0.898 0.994 4.953852654 41.96 0 2359.371112 2 1180.188843 -0.297860358 -0.000351382 113.4509148LTQAQIFDYGEIPNFPR 40 157168362 1xTMT6plex [N-Term] 1.028 0.933 1.073 6.583743095 60.24 0 2238.175634 3 746.7298584 -0.273439081 -0.000204002 88.19732773VFHLLGVDTLVVTNAAGGLNPK 24 157168362 2xTMT6plex [N-Term; K22] 1.027 1.036 1.065 8.229894638 48.19 0 2693.575442 4 674.1491699 -0.219872253 -0.000148061 95.94398599ANHEEVLAAGK 10 157168362 2xTMT6plex [N-Term; K11] 0.973 1.039 0.957 5.090592384 65.13 0 1596.910976 2 798.958313 -1.018750238 -0.000813427 27.55649993
HRPQVAIICGSGLGGLTDK 6 157168362 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C9] 0.949 1 1.063 6.68020153 24.3 0 2437.374969 4 610.0969238 -3.734799781 -0.002275777 55.34784204

ELQEGTYVMVAGPSFETVAECR 2 157168362 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C21] 1.258 6.249475002 56.65 0 2718.295233 3 906.7702637 0.369446855 0.000334755 66.08936756
NTAEWLLSHTK 4 157168362 2xTMT6plex [N-Term; K11] 0.946 0.889 3.972489357 25.69 0 1757.99504 3 586.6696167 -0.422806849 -0.000247764 61.1350802VFGFSLITNK 22 157168362 2xTMT6plex [N-Term; K10] 1.204 1.137 1.163 4.535635471 53.8 0 1583.956136 2 792.4810791 -0.791673991 -0.000626988 86.6981351FEVGDIMLIR 14 157168362 1xTMT6plex [N-Term] 0.75 0.75 1.285 3.932645321 51.94 0 1421.802388 2 711.4042358 -0.83904087 -0.000596475 85.82058194VIMDYESLEK 10 157168362 2xTMT6plex [N-Term; K10] 1.049 1.061 0.922 4.379092693 46.3 0 1684.92318 2 842.9636841 -1.833202827 -0.001544403 63.68375818FHMYEGYPLWK 8 157168362 2xTMT6plex [N-Term; K11] 0.944 0.836 0.914 3.686152458 20.31 0 1929.013333 3 643.6766968 1.142704404 0.000734764 73.74478921FGDRFPAMSDAYDR 6 157168362 1xTMT6plex [N-Term] 1.176 1.19 0.929 4.757029057 27.51 1 1876.884948 3 626.2999268 0.148556489 9.29E-05 49.06181408FPAMSDAYDR 6 157168362 1xTMT6plex [N-Term] 0.833 0.877 0.773 3.475228071 13.2 0 1401.667017 2 709.3344116 -0.271649964 -0.000192554 30.51199653ACVMMQGR 8 157168362 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.154 1.107 2.948219776 28.64 0 1181.579071 2 591.2930298 -0.243445144 -0.000143825 26.95731452VIMDYESLEK 16 157168362 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 1.025 0.995 1.091 3.092071295 37.31 0 1700.918095 2 842.9636841 -1.833202827 -0.001544403 63.68375818LVFGFLNGR 2 157168362 1xTMT6plex [N-Term] 0.752 2.564901114 27.21 0 1251.741108 2 626.3727417 -2.318140343 -0.001450856 82.48606774FEVGDIMLIR 4 157168362 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.98 0.992 2.34128356 31.88 0 1437.797303 2 711.4042358 -0.83904087 -0.000596475 85.82058194FPAMSDAYDR 8 157168362 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.758 0.78 0.823 2.592098951 29.41 0 1417.661932 2 709.3344116 -0.271649964 -0.000192554 30.51199653
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255652944 NPC1 Niemann-Pick C1 protein precursor 4864 NP_000262.2 14.31924883 1 16 16 117 1278 142.074 5.36 1.08 1.1 1.02 1.07 Significant 0.000507 SISQYLHAGPPVYFVLEEGHDYTSSK 6 255652944 2xTMT6plex [N-Term; K26] 1.015 1.068 8.663288116 57.12 0 3382.735978 4 846.4389648 -0.575913998 -0.000487041 86.71118496LQGETLDQQLGR 6 255652944 1xTMT6plex [N-Term] 1.039 0.998 0.932 4.088677883 56.94 0 1586.86995 2 793.9380493 -0.710900844 -0.000564054 43.59814216FLPMFLSDNPNPK 6 255652944 2xTMT6plex [N-Term; K13] 0.836 0.852 0.801 3.884690762 42.29 0 1978.087226 3 660.0338135 -0.171246398 -0.000112913 90.80477905GAEDGTSVQASESCLFR 6 255652944 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.264 1.16 2.196 4.268801212 75.18 0 2042.965049 2 1021.986511 0.341029299 0.000348355 43.97967649
YNCEYSGPPKPLPK 7 255652944 3xTMT6plex [N-Term; K10; K14]; 1xCarbamidomethyl [C3] 1.041 1.118 0.997 4.068352699 13.13 0 2337.288 3 779.7658081 -2.194485058 -0.001709715 48.99173883

DVEAPSSNDK 12 255652944 2xTMT6plex [N-Term; K10] 0.971 1.185 1.051 3.872552872 43.72 0 1519.800423 2 760.4033813 -0.616268211 -0.000468302 23.56621182LEKEYFDQHFGPFFR 9 255652944 2xTMT6plex [N-Term; K3] 1.497 1.275 1.392 4.40961647 12.63 1 2418.264673 4 605.3210449 -0.960611353 -0.000580753 71.2585231EYFDQHFGPFFR 6 255652944 1xTMT6plex [N-Term] 0.972 0.785 0.928 3.568158865 18.7 0 1818.880121 3 606.9647827 -0.179245166 -0.000108675 69.28585041FLPMFLSDNPNPK 12 255652944 2xTMT6plex [N-Term; K13]; 1xOxidation [M4] 1.107 1.108 0.98 3.536133051 30.33 0 1994.082141 3 660.0338135 -0.171246398 -0.000112913 90.80477905
IGFAPSSWIDDYFDWVKPQSSCCR 8 255652944 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C22; C23] 2.385 2.256 0.621 3.190694809 10.86 0 3379.628025 3 1127.215088 0.794706357 0.000895271 108.852881

ALGLLCGK 6 255652944 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.409 1.377 0.933 3.162320852 22.84 0 1289.80155 2 645.4041138 -0.464188415 -0.000299355 60.4776003
LDIFCCVR 6 255652944 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C6] 1.889 1.724 1.407 2.62407732 23.78 0 1311.67508 2 656.3417969 0.943389121 0.00061871 63.42481886
EFINFVK 10 255652944 2xTMT6plex [N-Term; K7] 1.085 1.255 1.105 2.859609365 27.28 0 1354.813494 2 677.9094849 -1.329395851 -0.000900542 67.83760626AFTVSMK 4 255652944 2xTMT6plex [N-Term; K7] 0.922 1.048 3.126430988 21.76 0 1241.732801 2 621.3712158 1.895690138 0.00117697 61.24989551SCATEER 6 255652944 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.01 100 0.01 2.340314388 45.46 0 1081.514539 2 541.2606201 -0.532240302 -0.000287813 14.46541385SIEDELNR 10 255652944 1xTMT6plex [N-Term] 1.178 0.945 1.102 2.91746664 30.3 0 1204.637097 2 602.8220825 -0.172998937 -0.0001042 30.50696967TEQLIIR 2 255652944 1xTMT6plex [N-Term] 1.214 2.551210642 18.46 0 1101.682925 2 551.3461304 1.869151406 0.001029606 39.09223569

4557809 OAT ornithine aminotransferase, mitochondrial isoform 1 precursor 4942 NP_000265.1 60.13667426 1 17 17 193 439 48.504 7.03 0.95 0.91 0.92 0.93 Significant 0.000168
KYFDFLSSYSAVNQGHCHPK 4 4557809 3xTMT6plex [N-Term; K1; K20]; 1xCarbamidomethyl [C17] 1.139 1.169 5.583703041 25.35 1 3072.596872 5 615.3251953 -0.000581756 -3.58E-07 60.46976972

ALSGGLYPVSAVLCDDDIMLTIKPGEHGSTYGGNPLGCR 8 4557809 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C14; C38] 0.71 1.291 0.781 6.595788002 29.38 0 4549.292961 4 1138.078735 0.033184552 3.77E-05 98.98304946
VAIAALEVLEEENLAENADK 22 4557809 2xTMT6plex [N-Term; K20] 0.949 0.853 0.857 5.738696575 67.51 0 2599.423083 3 867.1448975 -1.132596385 -0.000981366 105.2966961IVFAAGNFWGR 10 4557809 1xTMT6plex [N-Term] 1.114 1.141 1.095 4.086916447 39.49 0 1466.810585 2 733.9083862 -0.742508319 -0.00054456 85.79281692WLAVDYENVRPDIVLLGK 15 4557809 2xTMT6plex [N-Term; K18] 0.907 0.854 0.784 5.281698704 22.27 0 2558.474665 3 853.4957275 -0.795822933 -0.000678698 96.14657149AFYNNVLGEYEEYITK 14 4557809 2xTMT6plex [N-Term; K16] 0.904 0.918 1.062 5.164745331 60.01 0 2411.253499 2 1206.129883 -0.418829874 -0.000504953 95.62923687HQVLFIADEIQTGLAR 12 4557809 1xTMT6plex [N-Term] 0.93 1.077 0.991 6.456152439 59.72 0 2040.14394 3 680.7160034 -5.138346314 -0.003494322 75.45991284VLPMNTGVEAGETACK 9 4557809 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 0.958 0.943 0.868 5.640386581 84.84 0 2135.124082 2 1068.065918 0.223620493 0.000238729 55.5156324

ALQDPNVAAFMVEPIQGEAGVVVPDPGYLMGVR 10 4557809 1xTMT6plex [N-Term]; 1xOxidation [M] 0.824 0.828 0.872 5.99549818 24.01 0 3684.896705 3 1223.633179 -4.580947692 -0.005602349 107.8387384ALQDPNVAAFMVEPIQGEAGVVVPDPGYLMGVR 8 4557809 1xTMT6plex [N-Term]; 2xOxidation [M11; M30] 4.022 100 1.176 5.615592003 37.97 0 3700.89162 3 1223.633179 -4.580947692 -0.005602349 107.8387384ALQDPNVAAFMVEPIQGEAGVVVPDPGYLMGVR 8 4557809 1xTMT6plex [N-Term] 100 4.983461857 44.54 0 3668.90179 3 1223.633179 -4.580947692 -0.005602349 107.8387384GIYLWDVEGR 6 4557809 1xTMT6plex [N-Term] 1.019 1.058 0.98 4.184671402 46.22 0 1436.773531 2 718.8900757 -0.456545724 -0.000327976 67.90017052GLLNAIVIK 20 4557809 2xTMT6plex [N-Term; K9] 1.018 0.853 1.096 3.875399828 58.17 0 1398.944843 2 699.9755859 -0.677235421 -0.000473707 80.07704813FAPPLVIKEDELR 12 4557809 2xTMT6plex [N-Term; K8] 1.243 1.402 1.042 4.515672684 36.03 1 1985.183569 3 662.3989868 -0.58528128 -0.000387297 72.39754279LPSDVVTAVR 6 4557809 1xTMT6plex [N-Term] 0.844 0.885 0.845 3.657241106 31.63 0 1285.767717 2 643.3874512 -0.071044131 -4.57E-05 51.30766331
ALSGGLYPVSAVLCDDDIMLTIKPGEHGSTYGGNPLGCR 2 4557809 2xTMT6plex [N-Term; K23]; 1xOxidation [M19]; 2xCarbamidomethyl [C14; C38] 100 3.590602398 6 0 4565.287876 4 1138.078735 0.033184552 3.77E-05 98.98304946

TVQGPPTSDDIFER 4 4557809 1xTMT6plex [N-Term] 0.59 0.988 3.788468599 19.22 0 1790.912209 2 895.9611816 1.606947139 0.001438951 48.84454187ESIEIINK 12 4557809 2xTMT6plex [N-Term; K8] 0.936 0.941 0.938 3.610674381 38.18 0 1403.851002 2 702.4282837 -1.218816801 -0.000855519 50.89751048FAPPLVIK 10 4557809 2xTMT6plex [N-Term; K8] 0.749 0.776 0.733 2.854975939 26.59 0 1342.886265 3 448.300293 0.044997296 2.01E-05 76.08656036SQVDKLTLTSR 1 4557809 2xTMT6plex [N-Term; K5] 1.152 2.401625395 1 1706.021255 3 569.3444824 -1.383830575 -0.000786948 39.05949524
65506442 PCCA propionyl-CoA carboxylase alpha chain, mitochondrial isoform a precursor 5095 NP_000273.2 18.81868132 1 10 10 45 728 80.008 7.52 1.1 1.05 1.1 1.08 Significant 0.000237

LSSQEAASSFGDDR 6 65506442 1xTMT6plex [N-Term] 1.066 1.026 1.035 5.378624439 70.88 0 1698.813223 2 849.9093628 -1.044278464 -0.000887017 34.25606275LQVEHPVTECITGLDLVQEMIR 5 65506442 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.06 0.99 0.934 5.758420467 33.7 0 2809.478952 3 937.1652832 0.834613612 0.00078161 94.53163502YSSAGTVEFLVDSK 6 65506442 2xTMT6plex [N-Term; K14] 1.368 0.93 1.109 4.043527126 32.96 0 1961.063179 3 654.3590088 -0.360015332 -0.000235338 68.931668VVEEAPSIFLDAETR 4 65506442 1xTMT6plex [N-Term] 0.929 0.988 4.656287193 47.56 0 1905.016674 2 953.0115967 -0.397393175 -0.00037852 71.39272675AQAVHPGYGFLSENK 2 65506442 2xTMT6plex [N-Term; K15] 0.96 3.380994797 23.45 0 2076.127845 3 692.7149658 1.203746168 0.000833044 49.87492464LSQYQEPLHLPGVR 4 65506442 1xTMT6plex [N-Term] 0.76 0.966 5.252062321 30.2 0 1866.043498 3 622.684082 -3.11080972 -0.001934969 56.79346261MPVIKPDIANWELSVK 6 65506442 3xTMT6plex [N-Term; K5; K16] 1.112 1.252 1.183 4.179000378 8.16 0 2527.492513 3 843.1689453 -0.091233703 -7.69E-05 89.84078627GVTHNIALLR 4 65506442 1xTMT6plex [N-Term] 1.195 1.105 4.041699409 34.73 0 1322.810585 3 441.6078186 -1.271837005 -0.0005608 41.60653155VYAEDPYK 6 65506442 2xTMT6plex [N-Term; K8] 1 1.15 1.217 3.230036736 28 0 1442.793153 2 721.8980713 -2.971064748 -0.002143316 39.4375562AQHFQENSR 2 65506442 1xTMT6plex [N-Term] 1.074 1.925958514 1.33 0 1345.681027 3 449.2314148 -0.992936073 -0.000445392 15.27293021149589008 PEPD xaa-Pro dipeptidase isoform 1 5184 NP_000276.2 11.56186613 1 6 6 22 493 54.513 6 0.9 0.89 0.97 0.92 Significant 0.000747 GVNTDSGSVCR 6 149589008 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.739 0.834 1.114 5.338708878 77.33 0 1380.673893 2 690.8406982 0.164118679 0.000113297 17.39570708VPLALFALNR 6 149589008 1xTMT6plex [N-Term] 0.987 0.947 0.952 3.593199015 30.5 0 1342.840822 2 671.9248047 1.124686541 0.000755138 91.2308248YCTDTGVLFR 4 149589008 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.555 1.358 2.886612415 18.15 0 1460.740516 2 730.8736572 -0.327557749 -0.000239238 50.87281701AFTPFSGPK 2 149589008 2xTMT6plex [N-Term; K9] 0.945 2.637786388 33.71 0 1409.819308 2 705.4125977 -0.985323078 -0.000694564 56.14042379EASFDGISK 2 149589008 2xTMT6plex [N-Term; K9] 0.829 2.915383816 22.28 0 1411.783316 2 706.3939209 -1.94858736 -0.001375492 45.28643532AVYEAVLR 2 149589008 1xTMT6plex [N-Term] 0.752 2.932836771 19.59 0 1149.682925 2 575.3449707 -0.226256948 -0.000130062 45.869107364505763 PGK1 phosphoglycerate kinase 1 5230 NP_000282.1 80.57553957 1 28 33 955 417 44.586 8.1 0.93 0.92 0.9 0.92 Significant 0.0000925 ACANPAAGSVILLENLR 39 4505763 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.088 1.039 1.06 6.306363106 104.31 0 1998.100361 2 999.5531616 -0.657773672 -0.000657149 79.20254524VNEMIIGGGMAFTFLK 32 4505763 2xTMT6plex [N-Term; K16] 0.538 0.523 0.592 4.832906246 39.78 0 2186.211774 3 740.0715332 -0.702398115 -0.000519354 85.35395106VNEMIIGGGMAFTFLK 4 4505763 2xTMT6plex [N-Term; K16]; 1xOxidation [M10] 0.689 1.268 3.634212017 26.67 0 2202.206689 3 740.0715332 -0.702398115 -0.000519354 85.35395106
VNEMIIGGGMAFTFLK 6 4505763 2xTMT6plex [N-Term; K16]; 2xOxidation [M4; M10] 1.768 1.946 2.076 4.400614738 41.86 0 2218.201604 3 740.0715332 -0.702398115 -0.000519354 85.35395106LGDVYVNDAFGTAHR 18 4505763 1xTMT6plex [N-Term] 0.829 0.854 0.912 4.748793125 48.31 0 1863.955077 3 621.9898682 -0.013631129 -8.47E-06 54.56838181TGQATVASGIPAGWMGLDCGPESSKK 14 4505763 3xTMT6plex [N-Term; K25; K26]; 1xCarbamidomethyl [C19] 1.504 1.934 1.869 6.769175053 32.42 1 3292.727293 3 1098.248779 1.363969811 0.00149706 71.17724997

ITLPVDFVTADK 29 4505763 2xTMT6plex [N-Term; K12] 0.654 0.666 0.672 4.794075012 65.38 0 1777.051158 2 889.0290527 -0.18522891 -0.000164581 88.02574047SVVLMSHLGRPDGVPMPDKYSLEPVAVELK 9 4505763 3xTMT6plex [N-Term; K19; K30] 1.32 1.389 1.408 6.798564911 8.8 1 3951.205462 5 794.2443848 -1.905548285 -0.001511938 80.98029818
SVVLMSHLGRPDGVPMPDKYSLEPVAVELK 22 4505763 3xTMT6plex [N-Term; K19; K30]; 1xOxidation [M] 1.431 1.364 1.286 6.752099037 9.48 1 3967.200377 5 794.2443848 -1.905548285 -0.001511938 80.98029818

YSLEPVAVELK 48 4505763 2xTMT6plex [N-Term; K11] 0.788 0.784 0.825 4.842169285 60.64 0 1706.014044 2 853.5094604 -1.406777143 -0.001199991 70.53306794SVVLMSHLGRPDGVPMPDK 19 4505763 2xTMT6plex [N-Term; K19]; 1xOxidation [M] 0.825 0.907 0.833 5.882729053 23.66 0 2509.367106 4 624.1000977 2.554650695 0.001592424 61.96795028SVVLMSHLGRPDGVPMPDK 12 4505763 2xTMT6plex [N-Term; K19] 0.787 0.784 0.796 5.089062691 24.39 0 2493.372191 4 624.1000977 2.554650695 0.001592424 61.96795028
TGQATVASGIPAGWMGLDCGPESSK 12 4505763 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C19] 0.875 0.927 1.027 6.675551414 62.75 0 2935.469398 3 984.4879761 -5.061395212 -0.004979509 63.02436584
TGQATVASGIPAGWMGLDCGPESSK 14 4505763 2xTMT6plex [N-Term; K25]; 1xOxidation [M15]; 1xCarbamidomethyl [C19] 0.828 1.253 1.012 7.132121086 67.29 0 2951.464313 3 984.4879761 -5.061395212 -0.004979509 63.02436584

QIVWNGPVGVFEWEAFAR 10 4505763 1xTMT6plex [N-Term] 0.996 1.06 0.957 5.536676884 53.74 0 2334.223253 3 778.744751 -1.522215284 -0.001184397 107.4177305ALESPERPFLAILGGAK 55 4505763 2xTMT6plex [N-Term; K17] 1.025 1.049 0.988 5.53004694 33.87 0 2227.321459 2 1114.164795 0.383327582 0.000426897 85.07689842VLNNMEIGTSLFDEEGAK 36 4505763 2xTMT6plex [N-Term; K18] 0.981 1.046 1.071 5.233419895 77.58 0 2425.268497 2 1213.139038 0.949404933 0.001151281 81.79740475VLNNMEIGTSLFDEEGAK 28 4505763 2xTMT6plex [N-Term; K18]; 1xOxidation [M5] 0.967 1.021 1.059 6.328620434 63.94 0 2441.263412 2 1213.139038 0.949404933 0.001151281 81.79740475ITLPVDFVTADKFDENAK 40 4505763 3xTMT6plex [N-Term; K12; K18] 1.023 1.034 1.014 5.771285057 30.4 1 2710.527044 4 678.3870239 -0.287068479 -0.000194527 91.49890127VSHVSTGGGASLELLEGK 62 4505763 2xTMT6plex [N-Term; K18] 0.906 0.93 0.93 8.019115448 76.91 0 2199.238518 2 1100.122192 -0.64087836 -0.000704722 56.98656559VADKIQLINNMLDK 8 4505763 3xTMT6plex [N-Term; K4; K14] 1.001 1.177 1.14 5.969834805 33.01 1 2302.377149 3 768.1306763 0.141735508 0.000108776 87.90545556
GCITIIGGGDTATCCAK 26 4505763 2xTMT6plex [N-Term; K17]; 3xCarbamidomethyl [C2; C14; C15] 1.985 1.974 1.823 5.94166708 77.67 0 2213.112866 2 1107.061035 0.871104465 0.000963926 54.28175422

AHSSMVGVNLPQK 27 4505763 2xTMT6plex [N-Term; K13] 0.996 0.999 1.019 5.514689445 68.79 0 1826.035859 2 913.5212402 -0.358827154 -0.000327616 43.87296735AHSSMVGVNLPQK 37 4505763 2xTMT6plex [N-Term; K13]; 1xOxidation [M5] 0.971 1.008 0.978 5.568586349 44.29 0 1842.030774 2 913.5212402 -0.358827154 -0.000327616 43.87296735IQLINNMLDK 24 4505763 2xTMT6plex [N-Term; K10] 0.304 0.306 0.285 4.573036194 56.26 0 1659.986784 2 830.4967651 -0.3193077 -0.000265023 82.85658234WNTEDKVSHVSTGGGASLELLEGK 6 4505763 3xTMT6plex [N-Term; K6; K24] 1.074 2.568 7.765372753 4.59 1 3201.735867 4 801.1902466 1.027332754 0.000822312 72.55845246NNQITNNQR 10 4505763 1xTMT6plex [N-Term] 1.061 0.849 0.84 4.032054901 45.71 0 1330.702491 2 665.8549805 0.145274771 9.67E-05 15.52333548SVVLMSHLGRPDGVPMPDKYSLEPVAVELK 14 4505763 3xTMT6plex [N-Term; K19; K30]; 2xOxidation [M5; M16] 1.224 1.38 1.321 5.29608345 6.13 1 3983.195292 5 794.2443848 -1.905548285 -0.001511938 80.98029818VLPGVDALSNI 38 4505763 1xTMT6plex [N-Term] 0.913 0.991 0.933 3.231213093 59.87 0 1326.783033 2 663.8961792 1.544350799 0.001024509 86.41072459FHVEEEGK 29 4505763 2xTMT6plex [N-Term; K8] 0.874 0.86 0.872 3.546337128 34.66 0 1432.783651 3 478.2663269 0.542254157 0.000258978 31.15452803IQLINNMLDK 2 4505763 2xTMT6plex [N-Term; K10]; 1xOxidation [M7] 0.314 3.513822556 30.83 0 1675.981699 2 830.4967651 -0.3193077 -0.000265023 82.85658234
DCVGPEVEK 32 4505763 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.15 1.142 1.129 3.356467009 40.92 0 1490.792501 2 745.8991699 -0.964383876 -0.000718848 33.46205664
KELNYFAK 13 4505763 3xTMT6plex [N-Term; K1; K8] 1.136 1.186 1.161 4.478538036 32.83 1 1700.035004 2 850.5203857 -0.887490917 -0.000754383 59.69457452LTLDKLDVK 10 4505763 3xTMT6plex [N-Term; K5; K9] 1.007 1.439 1.537 3.088167667 19.78 1 1732.118733 2 866.5629272 -0.089669264 -7.77E-05 65.26072751

SVVLMSHLGRPDGVPMPDK 3 4505763 2xTMT6plex [N-Term; K19]; 2xOxidation [M5; M16] 0.979 0.835 3.683149338 7.04 0 2525.362021 4 624.1000977 2.554650695 0.001592424 61.96795028
ALMDEVVK 20 4505763 2xTMT6plex [N-Term; K8] 0.995 0.969 0.997 3.690939903 47.17 0 1362.806694 2 681.9070435 0.085180138 5.80E-05 53.87346198FHVEEEGKGK 11 4505763 3xTMT6plex [N-Term; K8; K10] 2.097 2.27 1.64 3.289495945 10.2 1 1847.063009 4 462.5212097 -0.000104389 -4.82E-08 34.49363373VDFNVPMK 10 4505763 2xTMT6plex [N-Term; K8] 0.936 0.949 0.986 2.945256233 33.42 0 1407.807029 2 704.4069824 -0.241763426 -0.000170178 116.3559917KYAEAVTR 13 4505763 2xTMT6plex [N-Term; K1] 1.059 1.151 1.156 3.642017365 20.79 1 1395.83602 2 698.4207764 -1.24969237 -0.000872183 23.14643337ALMDEVVK 32 4505763 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 0.947 1.054 1.001 2.645550013 22.67 0 1378.801609 2 681.9070435 0.085180138 5.80E-05 53.87346198ELNYFAK 31 4505763 2xTMT6plex [N-Term; K7] 1.096 1.06 1.014 3.417000055 32.32 0 1342.777109 2 671.8914795 -1.062205794 -0.000713153 55.25091441AGGFLMK 16 4505763 2xTMT6plex [N-Term; K7] 1.139 0.935 0.982 2.718803167 40.52 0 1181.711672 2 591.3588257 -1.097571297 -0.000648506 55.28280416YAEAVTR 13 4505763 1xTMT6plex [N-Term] 1.032 0.975 0.866 2.717600346 31.14 0 1038.578126 2 519.7935181 1.573297928 0.000816996 112.4173643AAVPSIK 12 4505763 2xTMT6plex [N-Term; K7] 0.976 1.038 1.037 2.570989609 32.34 0 1143.750166 2 572.37854 -0.316731648 -0.000181131 41.22320125VDFNVPMK 9 4505763 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.878 0.931 0.803 2.43346715 25.54 0 1423.801944 2 704.4069824 -0.241763426 -0.000170178 116.3559917

4505781 PHKA2 phosphorylase b kinase regulatory subunit alpha, liver isoform 5256 NP_000283.1 3.157894737 1 2 3 16 1235 138.32 6.44 1.12 1.12 1.24 1.16 Significant 0.00119 AALEAIDELDLFGAHGGR 6 4505781 1xTMT6plex [N-Term] 0.695 1.119 1.242 6.054409504 56.32 0 2084.097384 3 695.3696899 -1.375691848 -0.000955692 86.22775236GLEVPFVPMTLPTK 6 4505781 2xTMT6plex [N-Term; K14] 1.252 1.114 2.438811541 25.15 0 1987.170227 3 663.0621948 0.907809825 0.000601324 98.47793114LDGAINR 8 4505781 1xTMT6plex [N-Term] 2.538862944 23.31 0 987.5784599 2 494.2929077 0.079912322 3.95E-05 25.021550754557839 PMM2 phosphomannomutase 2 5373 NP_000294.1 36.17886179 1 9 9 55 246 28.064 6.77 1 1 0.91 0.97 Significant 0.000955 TMGYSVTAPEDTR 2 4557839 1xTMT6plex [N-Term] 0.726 4.397900581 55.22 0 1656.810052 2 828.9083252 -0.409334416 -0.000339095 34.4671487VQEQLGNDVVEK 8 4557839 2xTMT6plex [N-Term; K12] 0.86 0.905 5.116767406 58.43 0 1816.021649 2 908.513855 -0.66925362 -0.00060769 44.71026288IGVVGGSDFEK 6 4557839 2xTMT6plex [N-Term; K11] 0.993 0.894 0.753 4.221651077 39.78 0 1565.893929 2 783.4469604 -4.652231819 -0.003642451 54.71171508HVENDGYK 4 4557839 2xTMT6plex [N-Term; K8] 1.016 1.002 3.639953613 29.23 0 1419.763249 3 473.9255981 -0.710158124 -0.000336085 18.35439861TIYFFGDK 8 4557839 2xTMT6plex [N-Term; K8] 1.024 1.016 0.911 3.786052704 28.05 0 1448.818973 2 724.913269 0.198793599 0.000144008 69.64254786TMPGGNDHEIFTDPR 6 4557839 1xTMT6plex [N-Term] 0.851 0.794 0.922 3.24817872 18.01 0 1915.916977 3 639.3102417 -0.420008984 -0.000268234 37.52992509EMDDFLQK 6 4557839 2xTMT6plex [N-Term; K8] 1.053 1.287 1.024 3.063530922 36.33 0 1483.786687 2 742.3948975 -2.809486135 -0.002084339 57.35698551GTFIEFR 6 4557839 1xTMT6plex [N-Term] 1.078 1.536 0.888 2.338793755 18.19 0 1098.614511 2 549.8110352 0.257280873 0.000141326 55.06072316ICELLFS 9 4557839 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.879 1.069 1.823770761 40.96 0 1110.606649 2 555.8069458 -0.030423406 -1.69E-05 87.18870342
66529294 PON2 serum paraoxonase/arylesterase 2 isoform 1 5445 NP_000296.2 36.44067797 1 8 8 74 354 39.356 5.6 0.88 0.83 0.79 0.83 Significant 0.000975

YIYVADILAHEIHVLEK 10 66529294 2xTMT6plex [N-Term; K17] 0.768 0.699 0.673 7.08302784 49.23 0 2484.426653 4 621.8619995 -0.195020096 -0.000121128 111.6756313NTVEIFKFEEAENSLLHLK 6 66529294 3xTMT6plex [N-Term; K7; K19] 1.242 1.369 1.541 5.981124401 29.81 1 2948.67002 4 737.9249878 2.747551208 0.002025405 97.48801246FPGLHSFAPDKPGGILMMDLK 12 66529294 3xTMT6plex [N-Term; K11; K21] 0.783 0.792 0.89 7.363013744 24.86 0 2958.655238 4 740.4197388 0.637812781 0.000471767 92.88933438LFVYDPNNPPSSEVLR 18 66529294 1xTMT6plex [N-Term] 0.842 0.797 0.78 4.081597328 38.61 0 2076.096321 3 692.7039795 0.512585351 0.000354726 70.85851044FEEAENSLLHLK 4 66529294 2xTMT6plex [N-Term; K12] 0.757 0.728 4.714752197 39.05 0 1888.058034 3 630.0234985 -1.107955631 -0.000697295 70.00023999GFDLASFNPHGISTFIDNDDTVYLFVVNHPEFK 2 66529294 2xTMT6plex [N-Term; K33] 0.656 7.791104794 27.53 0 4214.127516 4 1054.286865 -0.447350606 -0.000471298 111.9846263
EVESVDLPHCHLIK 12 66529294 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 0.84 0.804 0.826 5.649422169 46.41 0 2134.173081 4 534.2980957 -1.184560672 -0.000632014 51.060746LLIGTLYHR 10 66529294 1xTMT6plex [N-Term] 1.17 1.115 1.047 3.295779467 46.05 0 1314.809522 3 438.9407349 -1.423035142 -0.000623673 58.32375346119395729 CTSA lysosomal protective protein isoform a precursor 5476 NP_000299.2 27.10843373 1 10 10 44 498 56.197 6.61 1.17 1.21 1.46 1.28 Significant 0.00499
DLECVTNLQEVAR 6 119395729 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.145 1.229 0.818 4.837836266 61.88 0 1775.915914 2 888.4605713 -1.153377735 -0.001024151 53.95301422YGDSGEQIAGFVK 4 119395729 2xTMT6plex [N-Term; K13] 1.162 0.789 5.01335907 58.95 0 1828.984535 2 914.9949341 -1.062571006 -0.000971713 57.21080017

KALNIPEQLPQWDMCNFLVNLQYR 4 119395729 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C15] 100 100 4.365231037 8 1 3448.827393 3 1150.280029 -0.538777145 -0.000619383 104.674924
ALNIPEQLPQWDMCNFLVNLQYR 4 119395729 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.379 1.657 3.825975418 49.37 0 3091.569498 3 1036.525635 -0.66347237 -0.000687261 101.9613461
ALNIPEQLPQWDMCNFLVNLQYR 4 119395729 1xTMT6plex [N-Term]; 1xOxidation [M13]; 1xCarbamidomethyl [C14] 100 1.86 4.357979774 62.54 0 3107.564413 3 1036.525635 -0.66347237 -0.000687261 101.9613461

GAGHMVPTDKPLAAFTMFSR 4 119395729 2xTMT6plex [N-Term; K10] 2.136 1.83 3.758398771 7.84 0 2592.38309 4 648.8503418 -1.370465852 -0.000888193 75.39126846IVGNSGLNIYNLYAPCAGGVPSHFR 2 119395729 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.01 5.203226089 32.14 0 2905.498048 3 969.1712646 0.410664641 0.000397728 81.07199256DTVVVQDLGNIFTR 4 119395729 1xTMT6plex [N-Term] 1.185 1.358 4.252326012 26.88 0 1805.995879 3 602.6696167 -0.875961215 -0.000527327 82.33114477EFSHIAFLTIK 6 119395729 2xTMT6plex [N-Term; K11] 1.163 1.217 1.497 3.932071686 27.18 0 1764.046013 3 588.6818848 -8.453335692 -0.004970691 77.17780395SMNSQYLK 4 119395729 2xTMT6plex [N-Term; K8] 1.158 1.371 3.819894314 30.48 0 1428.792107 2 714.8999023 0.294876699 0.000210659 36.90726122QYSGYLK 2 119395729 2xTMT6plex [N-Term; K7] 1.117 2.33109951 11.07 0 1316.761459 2 658.8807373 -5.513998437 -0.00363031 51.210391894506001 PPOX protoporphyrinogen oxidase 5498 NP_000300.1 19.91614256 1 7 7 21 477 50.734 8.16 0.98 1.04 1.11 1.04 Significant 0.00129 GQPVCGLSLQAEGR 2 4506001 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.209 4.765294552 66.91 0 1700.895119 2 850.9515381 0.399931699 0.000340121 41.64197431GGLEMLPQALETHLTSR 2 4506001 1xTMT6plex [N-Term] 0.973 4.842094898 30.92 0 2082.12149 3 694.7127075 0.998682644 0.000693126 76.67833334SCFPSLFQAEQTHR 4 4506001 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.069 1.201 3.960171938 22.6 0 1936.953697 3 646.3208618 -2.924463703 -0.001888184 53.9064858SILLGLLLGAGR 4 4506001 1xTMT6plex [N-Term] 1.277 1.235 3.642052889 34.33 0 1411.919801 2 706.4629517 -0.831711324 -0.000587155 111.9398624VVLVESSER 6 4506001 1xTMT6plex [N-Term] 0.976 0.963 0.999 3.314018011 28.3 0 1246.720433 2 623.8646851 1.332277184 0.000830489 37.74185903TPQPDSALIR 2 4506001 1xTMT6plex [N-Term] 1.085 3.015741587 20.32 0 1326.757881 2 663.8814087 -1.763605268 -0.001169939 34.92285232GLLRPSPPFSKPLFWAGLR 1 4506001 2xTMT6plex [N-Term; K11] 0.664 2.699979067 0 2597.54844 4 650.1412354 -2.05119707 -0.001332021 89.49679618
4506031 PPT1 palmitoyl-protein thioesterase 1 isoform 1 precursor 5538 NP_000301.1 24.18300654 1 6 6 44 306 34.171 6.52 1.29 1.24 1.23 1.25 Significant 0.000219 ETIPLQETSLYTQDR 12 4506031 1xTMT6plex [N-Term] 1.448 1.302 1.26 4.731739521 30.96 0 2023.054516 3 675.0230713 0.071603205 4.83E-05 55.18023038LQQGYNAMGFSQGGQFLR 12 4506031 1xTMT6plex [N-Term] 1.195 1.547 1.21 6.141921043 55.55 0 2231.122887 3 744.3789673 -0.241266196 -0.000179432 67.00736301LVQAEYWHDPIKEDVYR 8 4506031 2xTMT6plex [N-Term; K12] 1.252 1.129 1.089 5.403588772 23.23 1 2619.397143 3 873.8029175 -1.123998551 -0.0009814 63.8456898KTLNAGAYSK 4 4506031 3xTMT6plex [N-Term; K1; K10] 1.746 1.31 4.154658318 30.78 1 1740.062281 3 580.6916504 -1.082161337 -0.000627676 33.9931263TLNAGAYSK 6 4506031 2xTMT6plex [N-Term; K9] 1.234 1.055 1.152 3.938894033 44.59 0 1382.804386 2 691.9047852 -1.513082777 -0.001046149 36.11140089KIPGIYVLSLEIGK 2 4506031 3xTMT6plex [N-Term; K1; K14] 1.028 4.451242447 21.78 1 2217.418938 3 739.8115234 0.486738199 0.000359768 97.383756614506113 PRNP major prion protein preproprotein 5621 NP_000302.1 19.76284585 1 5 5 26 253 27.643 9 0.82 0.8 0.85 0.82 Significant 0.000311 VVEQMCITQYER 8 4506113 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.777 0.867 0.984 4.901992321 50.11 0 1784.887257 2 892.9467163 -0.616695989 -0.000550366 60.66996971GENFTETDVK 2 4506113 2xTMT6plex [N-Term; K10] 0.547 3.391607046 43.29 0 1597.847373 2 799.4268799 -0.556820626 -0.000444857 37.06333124YPGQGSPGGNR 4 4506113 1xTMT6plex [N-Term] 1.318 1.619 2.833254099 22.24 0 1318.670128 2 659.8387451 0.06471245 4.27E-05 18.20430461QHTVTTTTK 6 4506113 2xTMT6plex [N-Term; K9] 0.799 0.788 0.795 3.954514742 29.8 0 1474.862963 3 492.2922058 -0.609716551 -0.000299749 17.89928216ESQAYYQR 6 4506113 1xTMT6plex [N-Term] 0.708 0.763 0.827 3.458675861 43.01 0 1273.637431 2 637.3215332 -1.288752756 -0.000820702 17.69280103208973246 QDPR dihydropteridine reductase isoform 1 5860 NP_000311.2 53.68852459 1 9 9 52 244 25.773 7.37 0.9 0.87 0.86 0.88 Significant 0.000188

VDAILCVAGGWAGGNAK 4 208973246 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C6] 0.937 0.968 5.884202957 50.91 0 2117.157765 3 706.3901367 -0.901394209 -0.000636131 85.69583581
GAVHQLCQSLAGK 6 208973246 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.88 0.901 0.852 4.817098141 37.01 0 1827.031108 3 609.6821289 0.396878163 0.000241703 43.03551801

EGGLLTLAGAK 4 208973246 2xTMT6plex [N-Term; K11] 0.997 1.025 4.620679379 46.1 0 1487.91975 2 744.4638672 0.475640571 0.000353857 63.64955202AALDGTPGMIGYGMAK 12 208973246 2xTMT6plex [N-Term; K16] 0.847 0.84 0.789 5.282130241 78.04 0 2011.075675 2 1006.041382 -0.093411763 -9.39E-05 64.80874765NSGMPPGAAAIAVLPVTLDTPMNR 6 208973246 1xTMT6plex [N-Term] 0.637 0.611 0.744 5.639964581 47.4 0 2622.394493 3 874.8022461 -0.880263727 -0.000769466 93.82031919NRPSSGSLIQVVTTEGR 6 208973246 1xTMT6plex [N-Term] 1.256 1.044 0.971 6.733532906 38.1 0 2030.119182 3 677.3775024 -0.604711188 -0.000409212 49.07779833MTDSFTEQADQVTAEVGK 6 208973246 2xTMT6plex [N-Term; K18]; 1xOxidation [M1] 0.904 0.778 0.982 5.020339012 54.31 0 2431.206291 3 811.0731201 -0.610358916 -0.000494636 58.63552399TELTPAYF 6 208973246 1xTMT6plex [N-Term] 0.862 0.725 0.845 2.578117847 38.73 0 1170.624407 2 585.8158569 0.025872677 1.51E-05 65.4506923NCDLMWK 2 208973246 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.986 3.007264614 28.63 0 1424.743048 2 712.8746948 -0.656547553 -0.000467706 53.79304373
108773787 RB1 retinoblastoma-associated protein 5925 NP_000312.2 5.711206897 1 5 5 16 928 106.092 7.94 1.6 1.6 1.69 1.63 Significant 0.000339 FDIEGSDEADGSK 2 108773787 2xTMT6plex [N-Term; K13] 1.535 4.553016663 48.58 0 1827.901259 2 914.4538574 -0.448895281 -0.000410268 43.49200959AVGQGCVEIGSQR 4 108773787 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.417 1.579 3.732650518 57.57 0 1589.826705 2 795.4163208 -0.843147516 -0.000670229 31.66748849KYDVLFALFSK 2 108773787 3xTMT6plex [N-Term; K1; K11] 1.947 3.944245815 11.42 1 2018.229346 3 673.4144897 -0.213167904 -0.000143407 104.2424473VKDIGYIFK 2 108773787 3xTMT6plex [N-Term; K2; K9] 1.98 2.001736879 5.56 1 1770.113254 3 590.708374 -1.516914063 -0.000895037 68.94687785LFLDHDK 6 108773787 2xTMT6plex [N-Term; K7] 1.564 1.621 1.65 3.244214535 20.01 0 1345.788008 3 449.267395 -0.279309523 -0.000125297 43.248743094507109 SNCA alpha-synuclein isoform NACP140 6622 NP_000336.1 39.28571429 1 6 6 30 140 14.451 4.7 0.94 0.89 0.91 0.91 Significant 0.000253 EGVVHGVATVAEK 10 4507109 2xTMT6plex [N-Term; K13] 0.895 0.841 0.893 4.730543613 65.23 0 1754.021255 2 877.5136719 -0.677146868 -0.000593865 40.04773264EQVTNVGGAVVTGVTAVAQK 2 4507109 2xTMT6plex [N-Term; K20] 0.868 6.248868465 47.72 0 2386.370594 3 796.1272583 -1.413295849 -0.001124216 70.68420882TKEQVTNVGGAVVTGVTAVAQK 2 4507109 3xTMT6plex [N-Term; K2; K22] 2.395 4.721675396 41.85 1 2844.676168 3 948.8913574 -5.852565773 -0.005549551 68.34401372EGVVAAAEK 8 4507109 2xTMT6plex [N-Term; K9] 0.911 1.093 0.877 3.395413876 58.4 0 1331.793487 2 666.3996582 -1.086635251 -0.000723587 32.63389736QGVAEAAGK 6 4507109 2xTMT6plex [N-Term; K9] 1.08 0.971 1.013 4.121535301 49.93 0 1288.762521 2 644.8845825 -0.491006626 -0.000316395 24.50763838AKEGVVAAAEK 2 4507109 3xTMT6plex [N-Term; K2; K11] 1.814 2.780866146 11.63 1 1760.088496 3 587.3669434 -1.260642224 -0.000739614 39.23312194

4507467 TGFBI transforming growth factor-beta-induced protein ig-h3 precursor 7045 NP_000349.1 45.09516837 1 26 26 269 683 74.634 7.71 0.97 0.96 0.95 0.96 Significant 0.0000362 EGVYTVFAPTNEAFR 10 4507467 1xTMT6plex [N-Term] 0.993 0.681 0.709 5.278383732 53.71 0 1929.990793 2 965.4972534 -1.84623371 -0.001781607 65.86267439QAGLGNHLSGSER 10 4507467 1xTMT6plex [N-Term] 0.879 0.928 0.992 5.374702454 41.87 0 1554.818583 3 518.9439697 -0.7893849 -0.000409117 19.53527319GDELADSALEIFK 22 4507467 2xTMT6plex [N-Term; K13] 0.792 0.952 0.945 5.635869503 85.75 0 1866.026065 2 933.5157471 -0.990264503 -0.00092393 86.46717431TLFELAAESDVSTAIDLFR 4 4507467 1xTMT6plex [N-Term] 0.888 6.308199883 69.28 0 2327.233208 3 776.4115601 -5.62098984 -0.004360451 112.6724268FSMLVAAIQSAGLTETLNR 10 4507467 1xTMT6plex [N-Term] 1.12 1.02 1.172 3.81697154 35.26 0 2251.231769 3 756.4140015 0.338547767 0.000255855 103.5476421FSMLVAAIQSAGLTETLNR 12 4507467 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.728 0.737 0.754 6.190346718 54.95 0 2267.226684 3 756.4140015 0.338547767 0.000255855 103.5476421LTLLAPLNSVFK 12 4507467 2xTMT6plex [N-Term; K12] 0.971 0.981 0.979 4.3681283 53.91 0 1774.124263 2 887.5643921 -1.553363746 -0.00137793 106.984854YLYHGQTLETLGGK 8 4507467 2xTMT6plex [N-Term; K14] 0.962 0.936 0.928 4.978546143 29.6 0 2038.137347 3 680.0510864 0.666730015 0.000452962 53.5004882
NSLCIENSCIAAHDKR 6 4507467 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C4; C9] 1.371 1.61 1.381 5.96681118 19.31 1 2346.205855 4 587.3062744 -1.102573223 -0.000646716 36.45232306

QHGPNVCAVQK 6 4507467 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 0.952 0.924 0.898 6.043111324 48.89 0 1695.93648 3 565.9835205 -0.278015461 -0.000157166 26.78436298YHIGDEILVSGGIGALVR 8 4507467 1xTMT6plex [N-Term] 1.24 0.585 0.651 4.819430828 40.97 0 2098.185805 3 700.0675659 1.115131892 0.000779918 84.02461239NSLCIENSCIAAHDK 4 4507467 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C4; C9] 0.909 0.78 4.238340378 27.47 0 2190.104744 3 730.7058105 -0.851689573 -0.000621763 43.27778036
GCPAALPLSNLYETLGVVGSTTTQLYTDR 12 4507467 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.936 1.009 0.796 7.393854141 64.28 0 3326.713973 4 832.4283447 -6.740505476 -0.005605933 112.1868726SLQGDKLEVSLK 10 4507467 3xTMT6plex [N-Term; K6; K12] 1.038 0.945 1.075 3.228326797 31.16 1 2004.230803 2 1002.618469 -0.569202627 -0.000570407 58.37045315ILGDPEALRDLLNNHILK 12 4507467 2xTMT6plex [N-Term; K18] 0.434 2.656 0.659 4.062585354 14.36 1 2502.480813 4 626.3755493 -0.178252865 -0.000111519 96.82446065VLTPPMGTVMDVLK 30 4507467 2xTMT6plex [N-Term; K14] 1.016 0.965 0.978 4.913524628 65.35 0 1959.142298 2 980.0731812 -1.63962838 -0.001606133 97.55557393

STVISYECCPGYEK 14 4507467 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C8; C9] 1.145 1.064 1.012 3.621811867 26.97 0 2151.050249 2 1076.028931 0.156285575 0.000168089 46.78244799SPYQLVLQHSR 12 4507467 1xTMT6plex [N-Term] 1.08 0.848 0.965 4.542114735 50.69 0 1556.874642 3 519.6295776 -0.296748262 -0.000154 47.15645073DGTPPIDAHTR 6 4507467 1xTMT6plex [N-Term] 0.921 0.908 0.81 3.969087839 41.48 0 1408.738208 3 470.2496643 -2.674812153 -0.001256037 19.35866449DLLNNHILK 6 4507467 2xTMT6plex [N-Term; K9] 0.967 1.15 3.686519861 41.42 0 1537.946633 2 769.4763184 -0.82798793 -0.000636701 51.75825855NHIIKDQLASK 6 4507467 3xTMT6plex [N-Term; K5; K11] 1.396 1.358 1.696 4.939115524 14.35 1 1954.205257 4 489.3063049 -0.955295474 -0.000466711 36.38424072
VLTPPMGTVMDVLK 4 4507467 2xTMT6plex [N-Term; K14]; 2xOxidation [M6; M10] 0.63 0.691 2.717646122 56.34 0 1991.132128 2 980.0731812 -1.63962838 -0.001606133 97.55557393YGTLFTMDR 6 4507467 1xTMT6plex [N-Term] 1.091 1.146 1.139 2.811341763 16.36 0 1332.681939 2 666.8446655 0.086948494 5.79E-05 56.92234157IPSETLNR 11 4507467 1xTMT6plex [N-Term] 0.892 0.934 0.931 2.778201818 19.28 0 1158.668003 2 579.8379517 0.538221743 0.00031181 32.93225328ILGDPEALR 6 4507467 1xTMT6plex [N-Term] 0.838 0.931 0.882 3.236843109 36.59 0 1212.714953 2 606.8609619 -0.252369177 -0.000153026 51.00478372ELANILK 10 4507467 2xTMT6plex [N-Term; K7] 0.92 0.852 0.919 2.751458645 30.56 0 1258.813494 2 629.9101563 -0.36408094 -0.000229155 62.52515088LAPVYQK 6 4507467 2xTMT6plex [N-Term; K7] 1.083 0.91 0.943 2.564074993 24.71 0 1276.80293 2 638.9051514 0.075645484 4.83E-05 47.49327925VLTDELK 6 4507467 2xTMT6plex [N-Term; K7] 0.981 1.035 0.961 2.625766277 37.35 0 1275.792424 2 638.3995972 -0.397121078 -0.000253322 48.213966464507483 THBD thrombomodulin precursor 7056 NP_000352.1 9.913043478 1 3 3 10 575 60.289 4.92 0.77 0.76 0.77 0.77 Significant 0.0000189



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

ADGFLCEFHFPATCRPLAVEPGAAAAAVSITYGTPFAAR 2 4507483 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C14] 100 8.130636215 20.36 0 4339.162984 4 1085.542358 -3.544475354 -0.003845014 100.1297978
HIGTDCDSGK 2 4507483 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.78 2.879131794 16.31 0 1547.788812 3 516.5998535 -2.458470493 -0.001268398 26.81403658EVVLQHVR 6 4507483 1xTMT6plex [N-Term] 0.75 0.763 0.754 3.155435085 28.77 0 1208.731272 3 403.5820313 0.222084103 8.95E-05 30.663005954507653 TPMT thiopurine S-methyltransferase 7172 NP_000358.1 7.346938776 1 2 2 8 245 28.162 6.23 1.1 0.7 0.77 0.86 Significant 0.0201 GALVAINPGDR 4 4507653 1xTMT6plex [N-Term] 1.102 0.794 4.017301559 33.81 0 1311.758215 2 656.383667 1.404492348 0.000921177 42.3123389FDMIWDR 4 4507653 1xTMT6plex [N-Term] 0.702 0.743 2.430315256 11.52 0 1211.608045 2 606.3067017 -1.583622439 -0.000959365 68.182352664507835 UMPS uridine 5'-monophosphate synthase 7372 NP_000364.1 37.91666667 1 16 16 104 480 52.189 7.24 0.81 0.89 1 0.9 Significant 0.00372 GLQEVGLPLHR 8 4507835 1xTMT6plex [N-Term] 0.941 0.872 1.011 4.345477104 53.54 0 1447.858263 3 483.2909546 0.032565019 1.57E-05 47.29219358ELLQLADALGPSICMLK 6 4507835 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C14] 1.088 1.069 1.203 5.579802036 56.28 0 2330.322782 3 777.4451904 -0.756792557 -0.000587857 112.3973856

AALGPLVTGLYDVQAFK 12 4507835 2xTMT6plex [N-Term; K17] 1.058 1.062 1.011 6.309959412 70.16 0 2221.299661 3 741.1036377 -1.486307372 -0.001100511 102.926017IASWADLVNAHVVPGSGVVK 14 4507835 2xTMT6plex [N-Term; K20] 0.962 0.972 1.021 6.515728951 47.73 0 2477.42805 3 826.4783936 -2.995944096 -0.002474079 88.39244711SGLSSPIYIDLR 4 4507835 1xTMT6plex [N-Term] 0.828 1.034 4.190839291 45.07 0 1549.878724 2 775.4434204 0.542139394 0.000420125 66.09936335VTDAIVLLDR 4 4507835 1xTMT6plex [N-Term] 1.029 1.11 3.483740807 27.61 0 1343.809582 2 672.409668 1.843614998 0.001238734 73.06316194MLEILEQQK 12 4507835 2xTMT6plex [N-Term; K9] 1.019 1.094 0.929 4.181624413 51.84 0 1589.933686 2 795.4673462 -3.943407983 -0.003134879 73.13471297AAWEAYLSR 6 4507835 1xTMT6plex [N-Term] 1.26 0.796 0.727 3.664281845 29.15 0 1295.694552 2 648.3494263 -2.297031297 -0.001488125 65.6085903KQYEGGIFK 3 4507835 3xTMT6plex [N-Term; K1; K9] 1.112 1.011 3.254106283 8.47 1 1757.056467 3 586.3566284 -0.646146618 -0.000378439 41.87134804GSDIIIVGR 6 4507835 1xTMT6plex [N-Term] 1.064 1.009 0.99 3.009857655 21.7 0 1158.704389 2 579.8534546 -4.104619228 -0.00237802 44.81936236KVDAETVGR 6 4507835 2xTMT6plex [N-Term; K1] 1.08 1.466 1.316 3.429703712 16.9 1 1432.852399 3 478.2889099 -0.155133684 -7.41E-05 22.49628902GIISAADR 6 4507835 1xTMT6plex [N-Term] 1.04 0.926 0.974 2.78277564 36.71 0 1031.604675 2 516.3054199 -1.077337353 -0.000555693 29.0654376LEAAEMYR 6 4507835 1xTMT6plex [N-Term] 0.223 0.252 0.618 2.620498896 24 0 1211.629175 2 606.3181763 -0.081568635 -4.94E-05 53.05624263ELSFGAR 6 4507835 1xTMT6plex [N-Term] 0.747 0.848 0.819 2.641471386 23.63 0 1008.567561 2 504.7879944 1.141509579 0.000575645 36.10682659FGDFVLK 4 4507835 2xTMT6plex [N-Term; K7] 1.024 0.976 2.681688786 18.02 0 1283.77638 2 642.3882446 -5.58337285 -0.003583901 73.95337608FIQENVFVAANHNGSPLSIK 1 4507835 2xTMT6plex [N-Term; K20] 1.299 2.455704689 0 2643.465892 3 881.8355103 9.86806064 0.008695294 79.8278705371051616 UROD uroporphyrinogen decarboxylase 7389 NP_000365.3 49.04632153 1 10 10 80 367 40.761 6.14 1.01 1.02 0.96 1 Significant 0.000347
SPEACCELTLQPLR 10 71051616 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C6] 0.844 0.966 1.184 5.200228691 58.59 0 1902.961485 2 951.9844971 0.122430552 0.00011649 52.75434786

TVTLQGNLDPCALYASEEEIGQLVK 24 71051616 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C11] 1.146 1.414 0.982 4.940326214 45.09 0 3206.701901 3 1069.576294 3.875606877 0.004142639 99.40174166
YIANLGHGLYPDMDPEHVGAFVDAVHK 6 71051616 2xTMT6plex [N-Term; K27] 0.971 1.022 0.958 9.030759811 49.97 0 3423.756002 5 685.5559692 -1.536899414 -0.001052394 79.61439708EAGLAPVPMIIFAK 12 71051616 2xTMT6plex [N-Term; K14] 0.991 0.998 0.898 4.648852825 45.23 0 1915.149098 3 639.0543823 -0.263273154 -0.000168069 102.5520475
FPLDAAIIFSDILVVPQALGMEVTMVPGK 4 71051616 2xTMT6plex [N-Term; K29]; 2xOxidation [M21; M25] 1.145 1.213 4.937199116 21.81 0 3561.971657 4 891.2481079 -0.296355355 -0.000263902 113.497673

VPLIGFAGAPWTLMTYMVEGGGSSTMAQAK 4 71051616 2xTMT6plex [N-Term; K30] 0.697 100 3.268306494 16.41 0 3529.82976 3 1177.280151 -1.093349737 -0.001286446 113.0255157AAQDFFSTCR 6 71051616 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.959 1.202 1.123 4.468680382 38.81 0 1431.688815 2 716.3483887 0.478891602 0.000342812 42.68774663WLYQRPQASHQLLR 2 71051616 1xTMT6plex [N-Term] 0.607 4.631158829 17.15 0 2025.134378 4 507.0384827 -1.124683854 -0.000569409 44.34460137QMLDDFGPHR 6 71051616 1xTMT6plex [N-Term] 0.973 0.97 1.06 4.059288502 42.03 0 1444.720449 3 482.2445679 -0.89907824 -0.000432972 52.06468014FALPYIR 6 71051616 1xTMT6plex [N-Term] 0.906 0.814 0.993 2.089603901 19.52 0 1108.671632 2 554.8392334 -0.398533806 -0.000220922 70.4424712591823271 XDH xanthine dehydrogenase/oxidase 7498 NP_000370.2 28.95723931 1 30 30 176 1333 146.33 7.66 0.9 0.87 0.91 0.89 Significant 0.000181
FTTLCVTGVPENCKPWSVR 4 91823271 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C5; C13] 1.271 1.23 4.527487755 19.39 0 2709.425684 3 903.8129883 -0.469515092 -0.000424039 73.19555394

SVASVGGNIITASPISDLNPVFMASGAK 18 91823271 2xTMT6plex [N-Term; K28] 0.962 1.038 1.028 7.220284939 79.27 0 3161.728056 3 1054.580444 -0.403523695 -0.000425277 100.8969042KDHSVSLSPSLFKPEEFTPLDPTQEPIFPPELLR 4 91823271 3xTMT6plex [N-Term; K1; K13] 1.04 0.692 5.821442604 15.24 1 4578.510277 5 916.5057373 -2.336416414 -0.002139461 101.9220149DHSVSLSPSLFKPEEFTPLDPTQEPIFPPELLR 2 91823271 2xTMT6plex [N-Term; K12] 0.894 6.506428719 16.61 0 4221.252382 4 1056.068359 -0.18353321 -0.000193685 105.6183293
VLFKPGTTEVQELALCYGGMANR 5 91823271 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C16] 1.322 1.197 4.474102974 13.58 0 3012.605104 4 753.9058228 -1.209257187 -0.000910754 86.72937187

LVVGNTEIGIEMK 6 91823271 2xTMT6plex [N-Term; K13] 1.101 0.792 0.951 5.020550728 75.96 0 1861.086892 2 931.046875 -0.224691282 -0.000209085 74.82694293GEAGEMELFVSTQNTMK 2 91823271 2xTMT6plex [N-Term; K17] 0.753 4.211384773 33.3 0 2330.177239 3 777.3956909 -2.02547515 -0.001573239 70.00373136ITYEELPAIITIEDAIK 12 91823271 2xTMT6plex [N-Term; K17] 0.838 0.826 0.892 5.119567394 61.85 0 2390.38345 2 1195.695801 0.365850299 0.000437261 111.5416288
KVPGFVCFISADDVPGSNITGICNDETVFAK 4 91823271 3xTMT6plex [N-Term; K1; K31]; 2xCarbamidomethyl [C7; C23] 2.617621899 7.2 1 4045.101785 3 1349.0354 -2.506094695 -0.003379136 97.66732513

TVQMDHTFFPGYR 6 91823271 1xTMT6plex [N-Term] 0.709 1.4 4.757651329 23.49 0 1827.904955 3 609.9723511 -1.343317844 -0.000818486 53.4376915VTWIQASTLK 8 91823271 2xTMT6plex [N-Term; K10] 0.88 0.929 4.024833202 64.04 0 1604.977599 2 802.9907837 -2.061391504 -0.001654244 69.7094077DPPADVQLFQEVPK 12 91823271 2xTMT6plex [N-Term; K14] 0.846 0.733 0.894 4.191587448 35.26 0 2041.137013 2 1021.066284 -5.742402667 -0.005860515 70.5575502IPAFGSIPIEFR 14 91823271 1xTMT6plex [N-Term] 0.871 0.821 0.908 4.105241299 50.1 0 1575.90963 3 525.9741211 -1.155001984 -0.000606726 91.91436815STVVSTAVALAAYK 4 91823271 2xTMT6plex [N-Term; K14] 0.929 1.022 4.017725945 13.98 0 1839.099171 3 613.704895 0.522548544 0.00032034 81.40792883LGQENLEDK 6 91823271 2xTMT6plex [N-Term; K9] 0.795 0.568 0.497 3.661760092 31.82 0 1503.841894 2 752.4245605 -0.032667164 -2.46E-05 47.87418645LDPTFASATLLFQK 6 91823271 2xTMT6plex [N-Term; K14] 0.966 0.989 4.322206497 14.66 0 2010.167585 3 670.7276611 0.420605946 0.000281829 98.37747709AVGEPPLFLAASIFFAIK 6 91823271 2xTMT6plex [N-Term; K18] 1.039 1.123 2.662218809 5.03 0 2349.398647 3 783.8022461 -2.750533103 -0.002154033 113.6560754LDSPATPEK 6 91823271 2xTMT6plex [N-Term; K9] 1.024 0.938 0.908 3.679455042 42.65 0 1415.814616 2 708.4094849 -2.064658327 -0.001461587 35.53541313TLVDAVAK 6 91823271 2xTMT6plex [N-Term; K8] 0.911 0.904 0.873 3.604468107 41.35 0 1274.808409 2 637.9074707 -0.583620052 -0.000372002 48.59327741NADPETTLLAYLR 2 91823271 1xTMT6plex [N-Term] 0.776 2.37262392 23.61 0 1705.932216 3 569.3157959 0.362532173 0.000206152 84.96449399MGGGFGGK 6 91823271 2xTMT6plex [N-Term; K8] 0.675 0.932 0.621 3.068883896 27.37 0 1168.654885 2 584.8308716 -0.358194659 -0.000209303 33.92530434LEGFTLPR 4 91823271 1xTMT6plex [N-Term] 0.536 0.679 3.211745501 25.89 0 1161.682925 2 581.3450928 -0.013758595 -7.99E-06 61.4422374KLGLSGTK 4 91823271 3xTMT6plex [N-Term; K1; K8] 1.564 1.167 2.324462652 5.03 1 1490.987325 3 497.6677856 0.991600377 0.000492821 38.0065246TQSFVAK 6 91823271 2xTMT6plex [N-Term; K7] 0.959 0.814 0.973 3.277706385 41.63 0 1238.750894 2 619.8786011 -0.781772645 -0.000484211 36.71567814TNLPSNTAFR 6 91823271 1xTMT6plex [N-Term] 0.782 0.506 0.928 3.46664691 23.45 0 1349.73748 2 675.3723145 -0.09428778 -6.36E-05 36.81705405GVLEQLR 6 91823271 1xTMT6plex [N-Term] 0.917 0.949 0.876 2.413425446 25.43 0 1043.64106 2 522.3243408 0.330468624 0.000172445 38.93973895SIDTSEAK 2 91823271 2xTMT6plex [N-Term; K8] 0.847 2.53925848 27.78 0 1308.741117 2 654.8739014 -0.451499244 -0.000295448 37.78739026AQHPDAK 4 91823271 2xTMT6plex [N-Term; K7] 0.847 0.852 2.717965126 17.47 0 1224.710092 3 408.9078369 -0.926160256 -0.000378093 15.62925207LGLSGTK 3 91823271 2xTMT6plex [N-Term; K7] 1.305 1.48 1.692859054 2.43 0 1133.72943 2 567.3684692 0.204278513 0.000115798 40.0436591REDDIAK 2 91823271 2xTMT6plex [N-Term; K7] 0.785 3.745764971 16.08 1 1304.757436 3 435.5907898 0.291490782 0.000126775 20.81520154557367 BLMH bleomycin hydrolase 642 NP_000377.1 23.95604396 1 8 8 53 455 52.528 6.27 1.09 1.1 1.05 1.08 Significant 0.0002 LTFGESLMTHAMTFTAVSEKDDQDGAFTK 2 4557367 3xTMT6plex [N-Term; K20; K29]; 1xOxidation [M12] 100 4.95608902 18.87 1 3881.954452 4 967.2432861 -2.126910194 -0.002055637 95.3784546LYTVEYLSNMVGGR 16 4557367 1xTMT6plex [N-Term] 1.135 1.147 1.171 4.793836594 45.17 0 1830.962136 2 915.9822388 -2.695293824 -0.00246749 84.74608287LTFGESLMTHAMTFTAVSEKDDQDGAFTK 2 4557367 3xTMT6plex [N-Term; K20; K29] 0.746 6.56200552 22.77 1 3865.959537 4 967.2432861 -2.126910194 -0.002055637 95.3784546
DGEAVWFGCDVGK 8 4557367 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 1.063 1.024 1.252 4.470548153 44.9 0 1897.951855 2 949.4769897 -2.714546103 -0.002576039 62.32058233
KCFPESYTTEATR 4 4557367 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 1.416 1.244 3.897707701 17.45 1 2048.052297 3 683.354126 -2.183777396 -0.00149083 47.128837
EHVKPLFNMEDK 4 4557367 3xTMT6plex [N-Term; K4; K12] 1.15 1.076 3.540480614 12.61 0 2174.224671 4 544.3116455 0.037126453 2.02E-05 51.83180484NLVHSGATK 4 4557367 2xTMT6plex [N-Term; K9] 1.049 1.169 3.906111717 24.62 0 1384.831269 3 462.2817078 -0.505049965 -0.000233136 22.9301156VENSWGEDHGHK 7 4557367 2xTMT6plex [N-Term; K12] 1.042 1.062 1.02 3.068264484 16.22 0 1852.934231 4 463.9893494 0.721477814 0.000334213 23.32297657VAALIQK 6 4557367 2xTMT6plex [N-Term; K7] 1.033 0.99 1.056 2.709306002 36.08 0 1200.808015 2 600.9078979 0.420007554 0.000252174 54.93058448

9966761 CHM rab proteins geranylgeranyltransferase component A 1 isoform a 1121 NP_000381.1 3.215926493 1 2 2 15 653 73.429 4.75 0.37 0.92 1.05 0.78 Non-Significant 0.0646
ESTNLGNLEESSE 11 9966761 1xTMT6plex [N-Term] 0.366 0.01 100 2.055342436 29.38 0 1637.770355 2 819.3878174 -1.219318917 -0.000998482 71.32355996ITYSQIIK 4 9966761 2xTMT6plex [N-Term; K8] 1.031 0.982 3.074342012 26.54 0 1423.892473 2 712.4492188 -0.921305523 -0.00065592 57.435683785729770 TPP1 tripeptidyl-peptidase 1 preproprotein 1200 NP_000382.3 29.12966252 1 9 9 80 563 61.21 6.48 0.92 0.87 0.85 0.88 Significant 0.000559 AYPDVAALSDGYWVVSNR 22 5729770 1xTMT6plex [N-Term] 0.753 0.751 0.754 6.73013258 76.31 0 2212.123598 3 738.0460205 -0.040728539 -3.00E-05 79.77990273LFGGNFAHQASVAR 12 5729770 1xTMT6plex [N-Term] 1.126 0.992 0.841 5.134050846 65.72 0 1703.917903 3 568.6438599 -0.514737332 -0.000292357 45.10090356LYQQHGAGLFDVTR 12 5729770 1xTMT6plex [N-Term] 0.844 0.898 0.883 5.189029217 56.4 0 1833.980898 2 917.4946899 0.65745113 0.000602876 52.91528904GLTLLFASGDSGAGCWSVSGR 12 5729770 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.184 0.873 1.028 5.322078705 72.55 0 2327.165146 3 776.3916016 -2.103165093 -0.001631471 86.25924772LSELVQAVSDPSSPQYGK 2 5729770 2xTMT6plex [N-Term; K18] 0.886 4.198145866 26.91 0 2363.285862 3 788.4324341 -1.317078884 -0.001037545 77.20893725

GCHESCLDEEVEGQGFCSGPGWDPVTGWGTPNFPALLK 4 5729770 2xTMT6plex [N-Term; K38]; 3xCarbamidomethyl [C2; C6; C17] 1.489 1.147 7.251989841 53.09 0 4649.15759 4 1163.047241 2.053140502 0.002386343 99.46448264
VPIPWVSGTSASTPVFGGILSLINEHR 8 5729770 1xTMT6plex [N-Term] 0.873 0.792 6.245769024 81.8 0 3063.682871 3 1021.898254 -0.868571102 -0.000887009 112.5984298VNTELMK 2 5729770 2xTMT6plex [N-Term; K7] 0.9 2.349818468 20.2 0 1292.764829 2 646.8862915 0.368943989 0.000238479 56.81563709VVGQQGR 6 5729770 1xTMT6plex [N-Term] 0.881 0.92 0.899 2.73707819 35.33 0 972.5787943 2 486.7928162 -0.450920567 -0.000219278 16.2558631415834617 ERCC2 TFIIH basal transcription factor complex helicase XPD subunit isoform 1 2068 NP_000391.1 3.947368421 1 3 3 14 760 86.854 7.15 1.17 1.27 1.25 1.23 Significant 0.000616

EVPLPAGIYNLDDLK 6 15834617 2xTMT6plex [N-Term; K15] 1.17 1.22 1.207 4.266748428 41.95 0 2115.210178 3 705.7423096 1.039041397 0.000732597 88.61566822AYPLEVTK 6 15834617 2xTMT6plex [N-Term; K8] 1.164 1.019 1.579 3.407470703 25.81 0 1378.834624 2 689.9202271 -1.048732323 -0.000723014 59.71440738TVPEIEK 2 15834617 2xTMT6plex [N-Term; K7] 1.533 2.374380589 11.47 0 1273.776774 2 637.3913574 -1.048909257 -0.000668038 43.3576185109389365 G6PD glucose-6-phosphate 1-dehydrogenase isoform a 2539 NP_000393.4 73.57798165 1 35 35 413 545 62.429 8.05 1.32 1.34 1.38 1.34 Significant 0.000172 DGLLPENTFIVGYAR 14 109389365 1xTMT6plex [N-Term] 1.259 1.124 1.209 5.194854736 64.89 0 1894.027179 2 947.5161743 -1.112411274 -0.001053469 75.47638905DNIACVILTFK 24 109389365 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.868 1.851 2.14 4.510926723 63.97 0 1752.012999 2 876.5091553 -1.12145465 -0.000982402 95.98593697
DVMQNHLLQMLCLVAMEKPASTNSDDVRDEK 11 109389365 3xTMT6plex [N-Term; K18; K31]; 1xCarbamidomethyl [C12] 1.665 2.098 2.388 8.684516907 12.98 1 4275.184879 5 855.8379517 -5.667022574 -0.004845514 100.8526875

LFYLALPPTVYEAVTK 14 109389365 2xTMT6plex [N-Term; K16] 1.282 1.294 1.437 4.53376627 48.61 0 2283.340464 3 761.7869263 2.523499533 0.00192067 112.4181867
DVMQNHLLQMLCLVAMEKPASTNSDDVR 6 109389365 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C12] 1.281 2.016 1.747 7.328193665 28.82 0 3673.857448 4 919.2210083 1.294248128 0.001188721 103.7725829

NIHESCMSQIGWNR 12 109389365 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.462 1.207 1.603 5.317301273 31.69 0 1960.931915 3 654.3154907 0.001768531 1.16E-06 40.17324746GGYFDEFGIIR 13 109389365 1xTMT6plex [N-Term] 1.249 1.212 1.697 4.315505981 58.26 0 1502.784095 2 751.8952637 -0.562047637 -0.000422318 69.38911824NSYVAGQYDDAASYQR 18 109389365 1xTMT6plex [N-Term] 1.219 1.232 1.222 4.750282288 73.36 0 2036.951113 2 1018.979004 -0.187607595 -0.000191074 34.28320144LQFHDVAGDIFHQQCK 12 109389365 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 1.249 1.346 1.248 6.21015358 37.56 0 2401.248705 4 601.0669556 -1.129859797 -0.000678269 60.98750559
LILDVFCGSQMHFVR 8 109389365 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.365 1.087 1.237 4.719568253 56 0 2051.076789 3 684.3630981 -0.998308019 -0.000682535 96.85034255KPGMFFNPEESELDLTYGNR 6 109389365 2xTMT6plex [N-Term; K1]; 1xOxidation [M4] 1.202 1.423 1.47 3.813918114 34.53 0 2818.412201 3 934.8084106 -2.357848861 -0.002202559 72.67454597KPGMFFNPEESELDLTYGNR 6 109389365 2xTMT6plex [N-Term; K1] 1.067 1.527 1.173 5.939971924 51.84 0 2802.417286 3 934.8084106 -2.357848861 -0.002202559 72.67454597LNSHMNALHLGSQANR 14 109389365 1xTMT6plex [N-Term] 1.145 1.225 1.141 5.968815327 42.43 0 1992.039492 4 498.7651367 -0.388905442 -0.000193679 46.35590718GSTTATFAAVVLYVENER 11 109389365 1xTMT6plex [N-Term] 0.881 0.991 1.244 5.824846745 47.82 0 2157.138914 2 1079.071045 -1.901053392 -0.002050418 97.66540132

CISEVQANNVVLGQYVGNPDGEGEATK 8 109389365 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C1] 1.259 1.48 1.261 7.416170597 91.55 0 3306.66764 3 1102.895142 0.977178549 0.001077068 64.78281722
DNIACVILTFKEPFGTEGR 6 109389365 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.879 6.723 1.025 4.274401188 22.16 1 2625.411079 3 875.8079834 -0.640750967 -0.000560745 98.8258882GYLDDPTVPR 10 109389365 1xTMT6plex [N-Term] 1.38 1.263 0.87 3.721525669 46.22 0 1361.726246 2 681.3665161 -0.360236456 -0.000245272 37.8000689EMVQNLMVLR 13 109389365 1xTMT6plex [N-Term] 0.926 0.683 1.683 4.160366058 47.43 0 1461.811907 2 731.4093018 -0.396722979 -0.000289967 66.3497832GPTEADELMK 8 109389365 2xTMT6plex [N-Term; K10] 1.145 1.475 1.316 3.600810289 51.8 0 1548.834365 2 774.9202881 -0.688155008 -0.000532919 45.34184705LSNHISSLFR 12 109389365 1xTMT6plex [N-Term] 1.277 1.292 1.115 3.672480822 38.02 0 1402.800414 2 701.9038086 -0.052461134 -3.68E-05 54.10710951VGFQYEGTYK 10 109389365 2xTMT6plex [N-Term; K10] 1.207 1.125 1.196 4.923689842 49.09 0 1649.893929 2 825.4508667 0.319777186 0.000263799 51.16486257VQPNEAVYTK 14 109389365 2xTMT6plex [N-Term; K10] 1.264 1.267 1.429 3.638458014 60.21 0 1606.920478 2 803.9631958 -0.848385751 -0.000681644 38.02083688

NIHESCMSQIGWNR 6 109389365 1xTMT6plex [N-Term]; 1xOxidation [M7]; 1xCarbamidomethyl [C6] 1.234 1.442 1.218 3.444452763 20.28 0 1976.92683 3 654.3154907 0.001768531 1.16E-06 40.17324746
GPTEADELMK 10 109389365 2xTMT6plex [N-Term; K10]; 1xOxidation [M9] 1.174 1.225 1.325 2.101963758 34 0 1564.82928 2 774.9202881 -0.688155008 -0.000532919 45.34184705WDGVPFILR 14 109389365 1xTMT6plex [N-Term] 2.201 2.19 2.033 3.040837049 37.43 0 1331.767323 2 666.3867188 -0.872772578 -0.000581165 85.32145757EELFQGDAFHQSDTHIFIIMGASGDLAK 2 109389365 2xTMT6plex [N-Term; K28]; 1xOxidation [M20] 1.376 4.770059586 20.64 0 3551.78809 4 888.699646 -3.191571495 -0.002833946 77.79398785

LILDVFCGSQMHFVR 4 109389365 1xTMT6plex [N-Term]; 1xOxidation [M11]; 1xCarbamidomethyl [C7] 1.209 1.558 2.832219601 14.24 0 2067.071704 3 684.3630981 -0.998308019 -0.000682535 96.85034255
LKLEDFFAR 18 109389365 2xTMT6plex [N-Term; K2] 1.921 1.671 1.828 3.758098841 26.73 1 1596.951385 2 798.9796143 0.355280462 0.000283683 73.64387862KQSEPFFK 6 109389365 3xTMT6plex [N-Term; K1; K8] 1.553 1.615 1.505 3.930646181 18 1 1698.019354 3 566.6771851 -1.384933696 -0.000783881 45.29311069IIVEKPFGR 17 109389365 2xTMT6plex [N-Term; K5] 1.547 1.405 1.461 4.054858685 21.81 0 1516.961555 3 506.3263245 1.88851765 0.000954936 56.67685989

DVMQNHLLQMLCLVAMEKPASTNSDDVRDEK 1 109389365 3xTMT6plex [N-Term; K18; K31]; 1xOxidation [M3]; 1xCarbamidomethyl [C12] 3.091 5.530855179 1 4291.179794 5 855.8379517 -5.667022574 -0.004845514 100.8526875
EPFGTEGR 6 109389365 1xTMT6plex [N-Term] 1.502 1.51 1.518 3.180086613 23.15 0 1121.578854 2 561.2931519 0.154550825 8.67E-05 25.94078992IFGPIWNR 16 109389365 1xTMT6plex [N-Term] 1.874 1.56 1.629 2.859731674 26.03 0 1231.714894 2 616.3602295 -1.389449485 -0.000855703 69.29788893EMVQNLMVLR 6 109389365 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.421 1.28 2.639680147 27.04 0 1477.806822 2 731.4093018 -0.396722979 -0.000289967 66.3497832LTVADIR 8 109389365 1xTMT6plex [N-Term] 1.289 1.18 1.31 2.879726887 41.98 0 1016.630161 2 508.8183289 -0.767245736 -0.000390003 43.31527874TQVCGILR 6 109389365 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.13 1.135 1.154 2.634186029 35.32 0 1175.676794 2 588.3423462 0.528872234 0.000310891 38.49961504LEDFFAR 12 109389365 1xTMT6plex [N-Term] 0.934 0.956 0.948 3.163543701 37.56 0 1126.609426 2 563.8091431 1.405875698 0.000791936 65.23086878QSEPFFK 6 109389365 2xTMT6plex [N-Term; K7] 1.14 1.027 3.006632566 25.38 0 1340.761459 2 670.8840942 -0.407793224 -0.000273377 47.3608184DLQSSDR 4 109389365 1xTMT6plex [N-Term] 1.166 1.507 2.577165604 34.06 0 1049.542468 2 525.2744141 -0.873452031 -0.000458363 15.609191LPDAYER 8 109389365 1xTMT6plex [N-Term] 1.232 1.186 1.15 2.599937677 20.52 0 1092.58869 2 546.7979126 -0.129604753 -7.08E-05 31.85454471WVNPHKL 13 109389365 2xTMT6plex [N-Term; K6] 1.441 1.39 1.298 3.399905443 20 1 1351.825062 3 451.2790222 -1.885273236 -0.00084952 57.39992198

39995109 GM2A ganglioside GM2 activator isoform 1 precursor 2760 NP_000396.2 56.99481865 1 7 7 134 193 20.825 5.31 0.89 0.87 0.72 0.82 Significant 0.00418
SEFVVPDLELPSWLTTGNYR 51 39995109 1xTMT6plex [N-Term] 0.953 0.918 0.959 5.510538101 48.2 0 2552.32342 3 851.4450684 -1.084651676 -0.000922794 107.7206071

KPSQLSSFSWDNCDEGKDPAVIR 6 39995109 3xTMT6plex [N-Term; K1; K17]; 1xCarbamidomethyl [C13] 0.796 0.968 0.853 5.719156742 16.95 1 3323.729736 4 831.6870117 -1.058833082 -0.000879819 60.19778402
IESVLSSSGK 40 39995109 2xTMT6plex [N-Term; K10] 0.881 0.825 0.89 4.23809576 51.19 0 1464.86738 2 732.937561 0.317680849 0.00023268 53.55872896EVAGLWIK 20 39995109 2xTMT6plex [N-Term; K8] 0.955 0.9 0.552 4.093506336 46.38 0 1373.855693 2 687.4308472 -0.928499309 -0.000637812 67.61100752EGTYSLPK 6 39995109 2xTMT6plex [N-Term; K8] 0.864 0.799 0.834 2.253466606 23.93 0 1352.782588 2 676.8934937 -2.12690889 -0.001438623 112.6848606VDLVLEK 10 39995109 2xTMT6plex [N-Term; K7] 0.846 0.932 0.92 3.191289186 38.2 0 1273.81316 2 637.4093628 -1.343096552 -0.000855427 70.26491382

IPCTDYIGSCTFEHFCDVLDMLIPTGEPCPEPLR 1 39995109 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C3; C10; C16; C29] 0.588 2.633453369 0 4268.967246 4 1067.995605 -1.558689636 -0.001663499 112.5153952
285002233 GPD2 glycerol-3-phosphate dehydrogenase, mitochondrial precursor 2820 NP_000399.3 57.35900963 1 37 37 308 727 80.802 7.69 1.13 1.18 1.09 1.14 Significant 0.000527 DVLTGQEFDVR 6 285002233 1xTMT6plex [N-Term] 0.893 0.784 0.818 4.323760033 72 0 1507.795388 2 754.4017944 0.61281338 0.000461999 49.9494008DKLVGAIVYYDGQHNDAR 8 285002233 2xTMT6plex [N-Term; K2] 1.516 1.473 5.173755646 25.49 1 2492.329792 4 623.8374023 -0.807527561 -0.000503156 56.81976309LVQDYGLESEVAQHLAATYGDK 18 285002233 2xTMT6plex [N-Term; K22] 1.06 1.113 1.115 8.527534485 78.16 0 2865.503459 3 955.8386841 -0.683905615 -0.000653245 84.25210309SMAEDTINAAVK 6 285002233 2xTMT6plex [N-Term; K12] 1.184 1.082 1.582 5.386796951 81.41 0 1707.935142 2 854.472168 1.122605568 0.000958669 47.85459107MNLAIALTAAR 4 285002233 1xTMT6plex [N-Term] 1.27 1.081 4.357501984 53.57 0 1373.813621 2 687.409729 -1.048193267 -0.000720011 72.90307671LVGAIVYYDGQHNDAR 6 285002233 1xTMT6plex [N-Term] 0.952 1.013 0.976 4.932711124 35.26 0 2020.044954 3 674.0196533 -0.271033108 -0.0001825 56.64566049LYDLVAGSNCLK 4 285002233 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 0.614 0.606 3.793689489 28.87 0 1811.013727 3 604.3417969 -1.595562174 -0.000963195 71.48014123

NHVVDISESGLITIAGGK 4 285002233 2xTMT6plex [N-Term; K18] 1.16 1.166 6.529042721 43.17 0 2268.296367 3 756.7700806 -0.299057386 -0.000226117 69.93520221
KMDDKDAAAICQPSAGVHIVMPGYYSPESMGLLDPATSDGR 5 285002233 3xTMT6plex [N-Term; K1; K5]; 1xCarbamidomethyl [C11] 1.923 100 9.213664055 22.02 2 5038.502584 5 1008.509277 2.916719502 0.00293918 83.12488042

ANLLEIAPHLSAPLPIMLPVYK 8 285002233 2xTMT6plex [N-Term; K22]; 1xOxidation [M17] 0.562 0.485 6.207363605 30.78 0 2874.693115 3 958.901123 -1.495404623 -0.001432943 112.0759279MTIAGTTDTPTDVTHHPIPSEEDINFILNEVR 10 285002233 1xTMT6plex [N-Term] 1.24 0.975 1.114 6.948390484 46.25 0 3792.895184 4 948.9783936 -0.906877486 -0.000859923 90.08154688LAFLNVQAAEEALPR 32 285002233 1xTMT6plex [N-Term] 1.113 1.172 1.091 5.296044827 73.59 0 1871.058813 2 936.0321045 -1.005353552 -0.000940538 89.39084197YGAATANYMEVVSLLK 12 285002233 2xTMT6plex [N-Term; K16] 1.219 1.272 1.554 4.326349735 77.71 0 2188.208797 2 1094.609863 1.66916544 0.001826241 96.57268646YGAATANYMEVVSLLK 8 285002233 2xTMT6plex [N-Term; K16]; 1xOxidation [M9] 1.037 0.937 1.186 4.170647144 41.64 0 2204.203712 2 1094.609863 1.66916544 0.001826241 96.57268646EYACTAVDMISR 6 285002233 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.296 1.02 1.561 4.390598774 56.08 0 1644.792294 2 822.8998413 0.06823183 5.61E-05 51.57170344RGDVLAAWSGIRPLVTDPK 6 285002233 2xTMT6plex [N-Term; K19] 0.866 1.658 1.6 6.826460361 18.83 1 2509.465498 4 628.1212158 -0.982029341 -0.000616092 74.53239495LVSEFPYIEAEVK 12 285002233 2xTMT6plex [N-Term; K13] 1.082 1.241 1.178 4.469717503 58.33 0 1982.125051 2 991.5648804 -1.295083683 -0.001283509 86.48277858DDFSSGTSSR 8 285002233 1xTMT6plex [N-Term] 1.125 1.235 1.059 3.698220015 46.74 0 1287.60144 2 644.3040161 -0.531160821 -0.000341962 17.51027852AADCISEPVNR 6 285002233 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.275 0.744 1.16 4.185583115 39.02 0 1460.736494 2 730.8717651 -0.164202485 -0.000119928 26.72310472NYLSCDVEVR 6 285002233 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.178 1.305 1.402 3.994646072 41.97 0 1483.741245 2 742.3752441 1.325784571 0.000983561 41.10130431SEISLLPSDIDR 6 285002233 1xTMT6plex [N-Term] 1.133 1.319 1.562 4.171386719 51.44 0 1573.863468 2 787.4350586 -0.398498671 -0.000313591 60.66808711SMAEDTINAAVK 4 285002233 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.173 1.541 2.767157793 54 0 1723.930057 2 854.472168 1.122605568 0.000958669 47.85459107KFLYYEMGYK 4 285002233 3xTMT6plex [N-Term; K1; K10] 1.08 1.28 3.51482296 10.8 1 2029.143568 3 682.383606 -1.084561718 -0.00073936 59.1586139FLYYEMGYK 12 285002233 2xTMT6plex [N-Term; K9] 0.705 0.72 0.972 3.771845102 43.16 0 1671.885673 2 836.4467773 0.362062735 0.000302664 73.38992973GDVLAAWSGIRPLVTDPK 3 285002233 2xTMT6plex [N-Term; K18] 1.35 1.471 2.663226604 3.37 0 2353.364387 3 785.1262817 -0.040301942 -3.16E-05 85.87093582ALEHFPMLQK 6 285002233 2xTMT6plex [N-Term; K10]; 1xOxidation [M7] 1.249 1.157 0.997 3.235305548 23.42 0 1687.960569 3 557.9931641 -0.427905022 -0.000238481 65.04307811
KFLYYEMGYK 3 285002233 3xTMT6plex [N-Term; K1; K10]; 1xOxidation [M7] 1.123 0.729 2.717547894 27.38 1 2045.138483 3 682.383606 -1.084561718 -0.00073936 59.1586139
ALEHFPMLQK 2 285002233 2xTMT6plex [N-Term; K10] 1.278 2.948134899 23.89 0 1671.965654 3 557.9931641 -0.427905022 -0.000238481 65.04307811SADTQSISR 2 285002233 1xTMT6plex [N-Term] 1.13 3.525914192 40.96 0 1193.632346 2 597.3184814 -2.228089231 -0.00132976 15.88078956TAEENLDR 10 285002233 1xTMT6plex [N-Term] 1.226 1.171 1.088 3.459702969 52.55 0 1176.605797 2 588.8060913 -0.75701039 -0.000445351 17.71296573KQEQLETAR 6 285002233 2xTMT6plex [N-Term; K1] 1.301 1.159 1.07 3.908097267 15.26 1 1560.910976 3 520.9754639 0.552332308 0.000287381 21.09743738QEQLETAR 6 285002233 1xTMT6plex [N-Term] 1.164 1.658 1.209 3.136600494 34.05 0 1203.653081 2 602.3302612 0.136742837 8.23E-05 18.12684368RWPIVGVR 4 285002233 1xTMT6plex [N-Term] 1.899 1.709 3.925183058 36.61 1 1211.757427 3 404.5910339 0.925322689 0.000373756 44.49569535ELNWDDYKK 11 285002233 3xTMT6plex [N-Term; K8; K9] 1.33 1.273 1.185 3.534910202 2.94 1 1898.062675 3 633.3595581 0.761964515 0.000482085 60.92942615ELNWDDYK 6 285002233 2xTMT6plex [N-Term; K8] 1.24 1.215 0.754 3.237428427 23.94 0 1540.80478 2 770.9041138 -2.485020158 -0.001914465 56.12404829KTDPQTGK 4 285002233 3xTMT6plex [N-Term; K1; K8] 1.302 1.308 2.636790037 15.36 1 1561.951668 3 521.3216553 -0.803712249 -0.000418453 20.20392173SEQLTDR 10 285002233 1xTMT6plex [N-Term] 1.092 1.064 1.159 2.637402773 36.45 0 1077.573768 2 539.2905884 0.122300502 6.59E-05 17.1192262LDIEQYR 10 285002233 1xTMT6plex [N-Term] 1.096 1.171 1.219 3.115165472 30.15 0 1165.641454 2 583.3237305 -1.089247895 -0.000634836 44.37904062WPIVGVR 14 285002233 1xTMT6plex [N-Term] 1.152 1.109 1.012 2.146194696 27.36 0 1055.656316 2 528.3319092 0.213525341 0.000112705 67.92577227IVELMGR 6 285002233 1xTMT6plex [N-Term] 1.08 1.131 1.054 2.680483103 25.86 0 1046.622967 2 523.8156128 0.937974771 0.000490853 53.03653482DWSPTLYIR 4 285002233 1xTMT6plex [N-Term] 0.923 1.116 1.692 3.174052715 25.77 0 1379.752067 2 690.3797607 0.128903141 8.89E-05 63.520544454504505 HSD17B4 peroxisomal multifunctional enzyme type 2 isoform 2 3295 NP_000405.1 62.36413043 1 35 35 335 736 79.636 8.84 1.16 1.15 1.09 1.13 Significant 0.000372

KICDFENASKPQSIQESTGSIIEVLSK 7 4504505 4xTMT6plex [N-Term; K1; K10; K27]; 1xCarbamidomethyl [C3] 1.214 1.3 1.198 7.455029011 27.33 1 3925.17622 4 982.0479126 -1.630285882 -0.00159979 84.73614921
LSGDWNPLHIDPNFASLAGFDKPILHGLCTFGFSAR 2 4504505 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C29] 1.266 10.64495182 37.95 0 4429.295602 5 886.6647339 -0.234521806 -0.000207753 112.09766VLQQFADNDVSR 6 4504505 1xTMT6plex [N-Term] 1.084 0.969 0.976 4.238673687 55.4 0 1620.8543 2 810.9302368 -0.680534449 -0.000551524 50.11456551ISDEDWDIIHR 20 4504505 1xTMT6plex [N-Term] 0.954 1.188 0.991 4.282431126 52.06 0 1627.827751 2 814.4169312 -0.715852959 -0.000582643 50.76968311GSLAADKVVEEIR 6 4504505 2xTMT6plex [N-Term; K7] 1.218 1.119 1.116 3.580177307 21.13 1 1845.084583 3 615.6995239 -0.306112067 -0.000188268 54.31833635VQETGDIVISNAYVDLAPTSGTSAK 15 4504505 2xTMT6plex [N-Term; K25] 1.097 0.891 1.114 6.956368446 98.37 0 2994.603567 3 998.8700562 -2.655233921 -0.002650458 76.02153307IDVVVNNAGILR 12 4504505 1xTMT6plex [N-Term] 1.131 1.083 1.146 3.952367544 59.68 0 1511.910693 2 756.4587402 -0.323406172 -0.000244481 67.0294432IIMTSSASGIYGNFGQANYSAAK 6 4504505 2xTMT6plex [N-Term; K23] 1.124 1.203 0.935 5.649821281 71.26 0 2809.459486 3 937.1572266 -0.839689098 -0.000786358 72.58844959

LKCEAVVADVLDK 6 4504505 3xTMT6plex [N-Term; K2; K13]; 1xCarbamidomethyl [C3] 2.912 3.113 3.306 5.321800232 27.96 1 2147.271288 3 716.4254761 -4.383506359 -0.003137526 73.35311886
AVANYDSVEEGEK 17 4504505 2xTMT6plex [N-Term; K13] 1.035 1.185 0.921 3.682973623 69.1 0 1868.964193 2 934.9849854 -0.802202033 -0.000749643 113.8144982VLHGEQYLELYKPLPR 6 4504505 2xTMT6plex [N-Term; K12] 0.992 0.985 1.041 6.822421551 11.78 0 2413.400772 4 604.1051636 -0.807123768 -0.000486978 64.18794866

ICDFENASKPQSIQESTGSIIEVLSK 8 4504505 3xTMT6plex [N-Term; K9; K26]; 1xCarbamidomethyl [C2] 1.094 1.181 6.539410114 32.62 0 3567.918325 3 1189.977905 0.234831696 0.000279287 91.67035844LQSTFVFEEIGR 6 4504505 1xTMT6plex [N-Term] 0.612 0.599 0.604 4.262332916 35.12 0 1654.900188 2 827.9525757 -1.397602604 -0.001156446 81.66050043ATSTATSGFAGAIGQK 16 4504505 2xTMT6plex [N-Term; K16] 1.281 1.17 1.264 6.362990379 115.64 0 1926.069661 2 963.5383301 -0.144316561 -0.000138982 48.95080886
KSNIHCNTIAPNAGSR 8 4504505 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C6] 1.369 1.372 1.136 5.601071358 19.77 1 2198.18644 4 550.3012085 -1.562872722 -0.000858871 37.94361058LGLLGLANSLAIEGR 16 4504505 1xTMT6plex [N-Term] 0.919 1.035 1.073 5.398230076 70.74 0 1726.042435 2 863.5234985 -1.572788497 -0.00135735 98.77261842VVLVTGAGAGLGR 14 4504505 1xTMT6plex [N-Term] 0.985 1.179 1.103 4.633448601 57.73 0 1398.863014 2 699.9351196 -0.037003042 -2.59E-05 55.7785876FIYEGSSDFSCLPTFGVIIGQK 2 4504505 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C11] 1.419 4.163883686 42.13 0 2923.531588 3 975.1817017 -0.354499173 -0.000345463 107.5123712

SMMGGGLAEIPGLSINFAK 12 4504505 2xTMT6plex [N-Term; K19]; 1xOxidation [M] 1.135 0.94 4.469558239 23.28 0 2367.281645 3 784.4310303 -3.484296314 -0.00273086 98.85207943SMMGGGLAEIPGLSINFAK 14 4504505 2xTMT6plex [N-Term; K19] 1.133 1.379 1.3 4.974050045 46.52 0 2351.28673 3 784.4310303 -3.484296314 -0.00273086 98.85207943GALVVVNDLGGDFK 34 4504505 2xTMT6plex [N-Term; K14] 1.073 1.202 1.196 5.085165024 71.3 0 1862.07877 2 931.5411987 -1.959562142 -0.00182443 80.60138185IDSEGGVSANHTSR 6 4504505 1xTMT6plex [N-Term] 1.724 1.73 1.363 6.943266392 64.91 0 1658.829542 3 553.6144409 -0.46556688 -0.000257432 18.20825692VAVAIPNRPPDAVLTDTTSLNQAALYR 18 4504505 1xTMT6plex [N-Term] 1.115 0.76 0.372 7.317825317 51.03 0 3095.705063 4 774.6802979 -1.841697977 -0.001425338 75.91097885
CEAVVADVLDK 4 4504505 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.796 3.114740133 20.56 0 1676.929329 3 559.6488037 1.508246513 0.000843074 65.51594855
NHPMTPEAVK 12 4504505 2xTMT6plex [N-Term; K10] 1.243 1.126 1.212 3.450967073 46.99 0 1581.882319 3 527.9657593 0.256594329 0.000135301 29.15928527AYALAFAER 6 4504505 1xTMT6plex [N-Term] 1.214 1.225 1.087 3.561947823 38.86 0 1240.688739 2 620.8464966 -2.435740604 -0.001510998 62.35407083LKDIGPEVVK 6 4504505 3xTMT6plex [N-Term; K2; K10] 1.222 1.426 1.524 3.537406921 16.64 1 1785.145282 3 595.7182617 -2.829110773 -0.001683458 55.05986647GNIMLSQK 6 4504505 2xTMT6plex [N-Term; K8] 1.09 1.193 1.067 3.431237459 47.72 0 1348.802278 2 674.9033203 -2.160097924 -0.001456772 41.99236231TALDAFGR 6 4504505 1xTMT6plex [N-Term] 1.907 1.06 1.194 2.856662035 40.89 0 1079.604675 2 540.3063965 0.779673125 0.000420869 40.21382063DIGPEVVK 6 4504505 2xTMT6plex [N-Term; K8] 0.927 0.937 0.956 3.632217169 33.82 0 1314.803323 2 657.9052734 -0.040412888 -2.66E-05 45.98967225

FAKPVYPGQTLQTEMWK 4 4504505 3xTMT6plex [N-Term; K3; K17]; 1xOxidation [M15] 0.72 1.213 4.404496193 19.7 0 2727.514706 3 909.8393555 -4.103531954 -0.003730815 67.28070885
AAWEHMK 6 4504505 2xTMT6plex [N-Term; K7] 1.166 1.226 1.208 2.961635113 21.05 0 1330.734198 3 444.2488708 -1.607196369 -0.000712917 34.0087874GGNIGAK 2 4504505 2xTMT6plex [N-Term; K7] 1.14 2.209780693 31.87 0 1074.667164 2 537.8372803 0.111231532 5.98E-05 22.92458334GSFQVTR 8 4504505 1xTMT6plex [N-Term] 0.944 1.257 1.053 2.799758434 25.94 0 1023.57846 2 512.2926025 -0.51919017 -0.000265716 24.37766949TLGAIVR 6 4504505 1xTMT6plex [N-Term] 1.242 1.243 1.251 3.066503763 30.99 0 958.6246818 2 479.8163147 0.699892819 0.000335467 39.95709375
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

GSLAADK 6 4504505 2xTMT6plex [N-Term; K7] 1.089 1.134 1.077 1.765792608 29.05 0 1119.677395 2 560.3423462 0.018829363 1.05E-05 26.184318794557880 IFNGR1 interferon gamma receptor 1 precursor 3459 NP_000407.1 6.952965235 1 2 2 8 489 54.37 4.91 0.81 0.95 0.98 0.91 Significant 0.00327 APTSFGYDKPHVLVDLLVDDSGK 6 4557880 3xTMT6plex [N-Term; K9; K23] 0.741 0.945 0.894 5.824522972 9.91 0 3160.749726 4 790.9416504 -1.567586152 -0.001238687 87.82307845SATLETKPESK 2 4557880 3xTMT6plex [N-Term; K7; K11] 1.184 1.559 2.668831587 0 1878.115104 3 626.7095337 -0.562492564 -0.000352142 31.5106426195972866 KRT10 keratin, type I cytoskeletal 10 3858 NP_000412.3 45.71917808 1 20 27 350 584 58.766 5.21 1.13 1.15 1.14 1.14 Significant 0.0000256 ALEESNYELEGK 14 195972866 2xTMT6plex [N-Term; K12] 1.023 1.039 1.081 5.462740421 72.15 0 1839.97403 2 920.4907227 0.07548612 6.94E-05 47.54087104NVSTGDVNVEMNAAPGVDLTQLLNNMR 4 195972866 1xTMT6plex [N-Term] 0.646 0.617 5.772690773 52.11 0 3101.555698 3 1034.521729 -1.633207209 -0.001688494 98.37443709
AETECQNTEYQQLLDIK 6 195972866 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C5] 1.054 1.371 0.957 4.77814436 43.71 0 2541.290689 3 847.769104 0.814366388 0.000689847 64.12291614

NQILNLTTDNANILLQIDNAR 4 195972866 1xTMT6plex [N-Term] 1.21 1.052 6.919764519 80.59 0 2596.425594 3 866.1465454 -0.196727968 -0.000170263 92.78176137SSSSGSVGESSSK 10 195972866 2xTMT6plex [N-Term; K13] 1.125 0.965 1.076 4.734612465 68.65 0 1643.848829 2 822.4276733 -0.461879644 -0.00037963 18.26207045ELTTEIDNNIEQISSYK 6 195972866 2xTMT6plex [N-Term; K17] 0.942 1.097 1.088 4.915388584 54.07 0 2455.29682 3 819.0993042 -5.482352371 -0.004486934 77.97919663NVQALEIELQSQLALK 12 195972866 2xTMT6plex [N-Term; K16] 1.149 1.108 1.482 5.052260876 49.53 0 2255.337503 3 752.4450684 -7.471840401 -0.005617174 99.32979454SQYEQLAEQNR 10 195972866 1xTMT6plex [N-Term] 0.896 0.876 1.047 4.886164665 50 0 1594.802264 2 797.9033203 -1.818705093 -0.001450237 28.35874413SKELTTEIDNNIEQISSYK 2 195972866 3xTMT6plex [N-Term; K2; K19] 1.19 5.704850197 51.33 1 2899.586743 3 967.2015381 1.144145048 0.001105849 74.19922392GSLGGGFSSGGFSGGSFSR 6 195972866 1xTMT6plex [N-Term] 0.855 0.757 0.753 4.566018581 72.71 0 1936.935069 2 968.9694214 -1.808664946 -0.001751633 52.89843278QSLEASLAETEGR 6 195972866 1xTMT6plex [N-Term] 1.298 1.004 1.214 4.322254658 61.13 0 1619.843795 2 810.4258423 0.378468785 0.00030653 44.07553972SLLEGEGSSGGGGR 6 195972866 1xTMT6plex [N-Term] 0.807 0.76 0.705 4.913053989 71.65 0 1491.760065 2 746.3825684 -1.478274758 -0.001102616 29.13570842NVSTGDVNVEMNAAPGVDLTQLLNNMR 2 195972866 1xTMT6plex [N-Term]; 1xOxidation [M11] 100 5.26857996 46.41 0 3117.550613 3 1034.521729 -1.633207209 -0.001688494 98.37443709VTMQNLNDRLASYLDKVR 7 195972866 2xTMT6plex [N-Term; K16] 0.577 0.793 0.845 6.168214321 23.38 2 2594.448861 4 649.3679199 0.38098554 0.000247112 79.02664658VLDELTLTK 10 195972866 2xTMT6plex [N-Term; K9] 1.138 1.29 1.175 4.413214207 53.55 0 1489.924167 2 745.4656372 -0.113365459 -8.45E-05 71.78021187LENEIQTYR 6 195972866 1xTMT6plex [N-Term] 0.81 0.923 0.908 3.52743125 41.61 0 1394.74771 2 697.8776855 0.275772993 0.000192317 40.4516636LASYLDKVR 20 195972866 2xTMT6plex [N-Term; K7] 0.89 0.909 0.949 4.126904488 27.76 1 1522.935734 3 508.3163147 -0.882261919 -0.000447876 59.66288583DAEAWFNEK 8 195972866 2xTMT6plex [N-Term; K9] 0.98 1.121 1.104 3.934505939 49.55 0 1567.815679 2 784.4121704 0.883598966 0.00069266 55.1924586VTMQNLNDR 32 195972866 1xTMT6plex [N-Term] 0.389 0.377 0.442 3.733043909 40.49 0 1319.6939 2 660.350769 0.273757375 0.000180638 30.9674769LKYENEVALR 6 195972866 2xTMT6plex [N-Term; K2] 1.39 1.351 1.449 3.948496342 17.1 1 1693.004877 3 565.0061646 -0.552962173 -0.000312056 45.73634469SQYEQLAEQNRK 4 195972866 2xTMT6plex [N-Term; K12] 1.55 1.285 3.346839905 8.27 1 1952.060159 3 651.3578491 -0.596972749 -0.000388442 30.54103927YENEVALR 2 195972866 1xTMT6plex [N-Term] 1.354 2.972672939 22.8 0 1222.662918 2 611.8347778 -0.522331976 -0.000319318 30.81906519VTMQNLNDR 42 195972866 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.397 0.37 0.37 2.163195372 32.42 0 1335.688815 2 660.350769 0.273757375 0.000180638 30.9674769NHEEEMK 2 195972866 2xTMT6plex [N-Term; K7] 0.521 3.847370863 24.68 0 1374.708771 3 458.907135 -1.396128943 -0.000639757 22.49197684KNHEEEMK 6 195972866 3xTMT6plex [N-Term; K1; K8] 0.594 0.57 0.629 3.491300344 14.35 1 1731.966666 4 433.7470398 -0.194409234 -8.42E-05 19.53003438LASYLDK 61 195972866 2xTMT6plex [N-Term; K7] 0.463 0.453 0.46 3.245794058 35.62 0 1267.76621 2 634.3866577 -0.134749066 -8.54E-05 54.2253681SEITELR 6 195972866 1xTMT6plex [N-Term] 1.322 1.181 1.136 2.694767714 35.94 0 1076.614905 2 538.8111572 0.123473235 6.65E-05 31.08415209LAADDFR 46 195972866 1xTMT6plex [N-Term] 0.729 0.728 0.675 2.713929176 28.25 0 1036.562475 2 518.7846069 -0.519228532 -0.000269106 49.42210644IKEWYEK 4 195972866 3xTMT6plex [N-Term; K2; K7] 2.048 1.134 1.181 2.683634996 6.02 1 1683.008455 3 561.6738892 -0.796377183 -0.00044677 51.898659447132620 KRT2 keratin, type II cytoskeletal 2 epidermal 3849 NP_000414.2 50.70422535 1 16 29 846 639 65.393 8 1.01 1.01 1.04 1.02 Significant 0.0000961 LNDLEEALQQAK 10 47132620 2xTMT6plex [N-Term; K12] 0.999 0.981 0.824 4.755244732 46.6 0 1830.037299 3 610.6813965 -4.187115137 -0.002554192 75.56887298FLEQQNQVLQTK 8 47132620 2xTMT6plex [N-Term; K12] 0.674 0.856 0.761 5.381984234 63.66 0 1934.111132 2 967.5591431 -0.063547117 -6.15E-05 57.60822432TAAENDFVTLK 6 47132620 2xTMT6plex [N-Term; K11] 1.178 1.31 1.37 4.362808704 38.23 0 1666.941608 2 833.9723511 -2.508823071 -0.002091031 54.5766668GFSSGSAVVSGGSR 6 47132620 1xTMT6plex [N-Term] 0.869 0.819 0.947 5.082053661 72.89 0 1483.770236 2 742.3881836 -0.772061922 -0.000572781 28.82323323NLDLDSIIAEVK 213 47132620 2xTMT6plex [N-Term; K12] 0.459 0.28 0.376 6.027618885 83.76 0 1788.051886 2 894.5281372 -1.615415056 -0.001444223 95.70155645LALDVEIATYR 201 47132620 1xTMT6plex [N-Term] 0.525 0.543 0.523 4.50785017 61.51 0 1492.85726 2 746.9317627 -0.677552638 -0.000505745 75.66039315VDLLNQEIEFLK 8 47132620 2xTMT6plex [N-Term; K12] 1.421 1.42 1.745 4.981312752 79.28 0 1919.125386 2 960.0655518 -0.812148277 -0.000779307 98.24485748NVQDAIADAEQR 6 47132620 1xTMT6plex [N-Term] 1.141 1.176 1.343 4.468538761 47.77 0 1558.802264 2 779.9042358 -0.686052578 -0.00053471 40.81150273FGGFGGPGGVGGLGGPGGFGPGGYPGGIHEVSVNQSLLQPLNVK 2 47132620 2xTMT6plex [N-Term; K44] 100 2.300244808 11.73 0 4550.398486 4 1138.355713 0.557153952 0.000633818 99.99984163
STSSFSCLSR 4 47132620 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.837 0.935 4.22454977 38.65 0 1360.672831 2 680.8401489 0.14004951 9.53E-05 29.70189706AQYEEIAQR 88 47132620 1xTMT6plex [N-Term] 0.59 0.561 0.631 4.114278316 44.35 0 1336.705845 2 668.8563843 -0.264175782 -0.000176563 4.673548632GGSSSGGGYGSGGGGSSSVK 2 47132620 2xTMT6plex [N-Term; K20] 1.209 3.128903151 11.71 0 2047.009246 3 683.0088501 1.343957275 0.000917031 19.12607764SKEEAEALYHSK 4 47132620 3xTMT6plex [N-Term; K2; K12] 1.232 1.309 3.399336576 12.58 1 2079.168931 4 520.5471802 -0.981082799 -0.000509959 38.66151513YEELQVTVGR 6 47132620 1xTMT6plex [N-Term] 1.957 1.155 0.831 3.179425001 27.73 0 1422.77901 2 711.8932495 0.149315836 0.000106222 48.11693416DVDNAYMIK 6 47132620 2xTMT6plex [N-Term; K9] 1.562 1.384 1.309 3.743754625 37.65 0 1526.828886 2 763.9169922 -1.426731587 -0.001089187 47.39157296DYQELMNVK 6 47132620 2xTMT6plex [N-Term; K9] 2.1 0.872 1.289 3.486914158 41.22 0 1597.866 2 799.43573 -1.136853192 -0.00090827 55.13924771SLVGLGGTK 6 47132620 2xTMT6plex [N-Term; K9] 1.008 1.04 0.887 3.60009408 37.95 0 1289.819308 2 645.413269 -0.035938416 -2.32E-05 47.0703322LQGEIAHVK 6 47132620 2xTMT6plex [N-Term; K9] 0.932 1.162 1.12 3.037786245 39.81 0 1452.89387 3 484.9704285 1.970178587 0.000954153 42.89926293YLDGLTAER 4 47132620 1xTMT6plex [N-Term] 1.128 1.198 3.553334951 33.08 0 1266.689132 2 633.8487549 0.868994291 0.000550373 45.24900378FASFIDKVR 6 47132620 2xTMT6plex [N-Term; K7] 0.184 0.297 0.4 3.329144955 15.73 1 1540.92517 3 514.3129883 -0.492052609 -0.000252739 65.408277
KLLEGEECR 56 47132620 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.484 0.543 0.543 4.059412003 28.03 1 1591.887798 2 796.4465332 -1.261686755 -0.001004232 31.38902789
LLEGEECR 38 47132620 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.496 0.512 0.467 3.638840914 41.3 0 1234.629903 2 617.8179321 -1.065624754 -0.000657826 29.21270939IEISELNR 6 47132620 1xTMT6plex [N-Term] 0.77 1.185 1.188 3.279381752 35.24 0 1202.694218 2 601.8505859 -0.268185375 -0.000161272 57.24829333KYEDEINKR 18 47132620 3xTMT6plex [N-Term; K1; K8] 0.802 0.906 0.794 3.610866547 5.71 2 1882.100123 4 471.2806091 0.257007282 0.000120928 26.89881731KYEDEINK 2 47132620 3xTMT6plex [N-Term; K1; K8] 0.598 3.036878347 2.76 1 1725.999012 3 576.0041504 -0.645451195 -0.000371349 33.87641639YEDEINKR 48 47132620 2xTMT6plex [N-Term; K7] 0.579 0.58 0.652 3.575144291 19.31 1 1524.842228 3 508.9519958 -0.520493961 -0.000264557 24.23906557FASFIDK 72 47132620 2xTMT6plex [N-Term; K7] 0.503 0.497 0.487 3.561355591 37.72 0 1285.755645 2 643.3795166 -3.024211397 -0.001944198 63.14860041DVDNAYMIK 3 47132620 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.412 1.238 2.188017845 16.11 0 1542.823801 2 763.9169922 -1.426731587 -0.001089187 47.39157296GSSSGGGYSSGSSSYGSGGR 2 47132620 1xTMT6plex [N-Term] 1.554169059 6.74 0 1969.868506 2 985.4366455 -1.264792227 -0.001245737 16.98767459GGSGGGGSISGGGYGSGGGSGGR 3 47132620 1xTMT6plex [N-Term] 1.827070713 13.45 0 1970.911374 2 985.9587402 -0.593588969 -0.000584956 17.57496487

4557741 PAFAH1B1 platelet-activating factor acetylhydrolase IB subunit alpha 5048 NP_000421.1 48.29268293 1 16 17 120 410 46.608 7.37 1.04 1.07 1.1 1.07 Significant 0.000262
TAPYVVTGSVDQTVK 13 4557741 2xTMT6plex [N-Term; K15] 1.018 1.093 1.184 4.754290104 47.37 0 2023.147577 3 675.053833 -0.312214773 -0.000210552 51.2065265GHTDSVQDISFDHSGK 6 4557741 2xTMT6plex [N-Term; K16] 0.957 0.959 0.976 5.703578472 29.08 0 2188.103481 4 547.7800903 -2.261881999 -0.001237308 32.01317261MWDVSTGMCLMTLVGHDNWVR 6 4557741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.187 1.304 1.091 6.374695301 45.11 0 2737.292019 3 913.1022949 0.114049076 0.000104062 103.3848773VWDYETGDFER 6 4557741 1xTMT6plex [N-Term] 1.062 0.917 1.026 4.184830189 41.46 0 1645.769567 2 823.3884888 0.081134726 6.68E-05 55.0779236EEFTSGGPLGQK 6 4557741 2xTMT6plex [N-Term; K12] 0.99 0.84 0.953 4.469705582 58.08 0 1707.931771 2 854.4675903 -2.264209849 -0.001933558 46.47285828LWDFQGFECIR 16 4557741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.101 1.28 1.34 4.017714024 50.75 0 1699.846378 2 850.4266357 -0.225570751 -0.000191718 86.84170954LNEAKEEFTSGGPLGQK 4 4557741 3xTMT6plex [N-Term; K5; K17] 1.479 2.366 5.866795063 32.97 1 2492.396364 3 831.4689941 -1.578809126 -0.001311673 61.10231072

LLASCSADMTIK 8 4557741 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.171 1.041 1.222 4.257135868 61.26 0 1767.974899 2 884.4902344 -0.965228636 -0.00085325 62.73912577
MVRPNQDGTLIASCSNDQTVR 8 4557741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.112 1.25 0.964 6.094927788 32.82 0 2591.286734 3 864.4327393 -1.184595484 -0.001023209 40.09855192EAELDVNEELDKK 2 4557741 3xTMT6plex [N-Term; K12; K13] 1.16 4.605108261 26.97 1 2219.237404 3 740.4172974 -0.02937052 -2.17E-05 51.39139882

FILSCADDK 6 4557741 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.121 1.124 0.965 3.659171581 34.6 0 1526.828886 2 763.9174805 -0.787332825 -0.000601061 56.41903432
EWIPRPPEK 8 4557741 2xTMT6plex [N-Term; K9] 0.914 1.161 1.087 3.170911312 11.34 0 1609.946633 3 537.3203735 -0.041084922 -2.20E-05 50.52038532GVLFHSGGK 6 4557741 2xTMT6plex [N-Term; K9] 1.099 1.086 1.135 2.89462328 27.3 0 1359.814891 3 453.9433289 0.398702992 0.000180721 35.65775907SGKPGPFLLSGSR 3 4557741 2xTMT6plex [N-Term; K3] 0.579 0.948 2.777413845 0.93 0 1761.042325 3 587.6856689 0.073192981 4.30E-05 49.58479225VWVVATK 6 4557741 2xTMT6plex [N-Term; K7] 1.056 0.983 1.086 3.402901411 36.72 0 1260.808015 2 630.9080811 0.690477349 0.00043528 57.22361383VMELESK 8 4557741 2xTMT6plex [N-Term; K7] 0.93 0.93 0.984 3.235249758 33.47 0 1293.748845 2 647.3771362 -1.429302967 -0.00092458 46.3441082AIADYLR 16 4557741 1xTMT6plex [N-Term] 1.27 0.995 2.643932104 18.7 0 1050.614511 2 525.8112793 0.733793168 0.000385467 48.820912244557769 MVK mevalonate kinase isoform a 4598 NP_000422.1 35.60606061 1 10 10 38 396 42.424 6.46 0.93 0.91 0.82 0.89 Significant 0.00145

LTGAGGGGCGITLLKPGLEQPEVEATK 2 4557769 3xTMT6plex [N-Term; K15; K27]; 1xCarbamidomethyl [C9] 0.877 6.500181198 46.09 0 3340.875338 4 835.9746094 0.380074044 0.000317445 76.66262106
MLSEVLLVSAPGK 6 4557769 2xTMT6plex [N-Term; K13] 0.717 0.86 0.88 3.680366516 36.27 0 1802.086163 3 601.3671875 0.469417066 0.000281977 88.26191249FPEIVAPLLTSIDAISLECER 4 4557769 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.928 0.911 6.89307642 59.11 0 2602.399956 3 868.1374512 -0.828456198 -0.000718658 112.8556175MIHGNPSGVDNAVSTWGGALR 2 4557769 1xTMT6plex [N-Term] 0.918 3.148873806 9.85 0 2368.202928 3 790.072998 0.638822209 0.000504287 59.45441761VILHGEHAVVHGK 2 4557769 2xTMT6plex [N-Term; K13] 1.037 4.379274368 19.03 0 1854.111407 4 464.2835083 0.429328638 0.000199006 32.25045483VDLSLPNIGIK 6 4557769 2xTMT6plex [N-Term; K11] 0.773 0.639 0.729 3.572685003 47.02 0 1627.019464 2 814.0130005 -0.454618678 -0.000369837 85.25965586EDLELINK 6 4557769 2xTMT6plex [N-Term; K8] 0.769 0.676 0.811 3.090496778 35.46 0 1431.845916 2 716.4244385 -3.014337524 -0.002158033 54.46202856SPALQILLTNTK 2 4557769 2xTMT6plex [N-Term; K12] 0.91 2.539690256 13.26 0 1757.093692 3 586.369751 0.573759779 0.00033605 81.53814169VQQALDGL 4 4557769 1xTMT6plex [N-Term] 1.113 0.945 2.518210649 60.01 0 1072.61999 2 536.8115234 -3.934333723 -0.002110022 58.98218155ALVAGVR 4 4557769 1xTMT6plex [N-Term] 1.056 1.168 2.538248539 23.57 0 914.5984671 2 457.8026123 -0.567604959 -0.000259565 32.08988185

4557817 OXCT1 succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial precursor 5019 NP_000427.1 42.5 1 16 16 145 520 56.122 7.46 0.86 0.83 0.86 0.85 Significant 0.000138
GLTAVSNNAGVDNFGLGLLLR 20 4557817 1xTMT6plex [N-Term] 0.784 0.857 0.886 6.395667553 88.4 0 2330.30296 3 777.4396973 0.677558627 0.000526306 97.03381493GMGGAMDLVSSAK 12 4557817 2xTMT6plex [N-Term; K13] 0.834 0.941 0.827 5.123655319 72.06 0 1681.901733 2 841.4529419 -1.858759567 -0.001563125 59.47562336GLTLIELWEGLTVDDVQK 2 4557817 2xTMT6plex [N-Term; K18] 0.568 4.402029991 27.21 0 2487.411062 3 829.8083496 -0.227759651 -0.000188844 112.7779437YGDLANWMIPGK 14 4557817 2xTMT6plex [N-Term; K12] 0.82 0.761 0.956 3.477319241 53.33 0 1822.992597 2 912 0.069144548 6.30E-05 81.16260448ETVTILPGASFFSSDESFAMIR 24 4557817 1xTMT6plex [N-Term] 0.857 0.963 0.963 5.600391388 57.28 0 2634.33227 3 878.7739258 -9.50760712 -0.008348732 104.0409518ETVTILPGASFFSSDESFAMIR 6 4557817 1xTMT6plex [N-Term]; 1xOxidation [M20] 0.848 1.23 1.001 3.783186913 49.81 0 2650.327185 3 878.7739258 -9.50760712 -0.008348732 104.0409518MVSSYVGENAEFER 11 4557817 1xTMT6plex [N-Term] 0.857 0.887 0.999 5.327544689 50.96 0 1846.884279 2 923.9456177 -0.173659195 -0.000160364 49.09289056AGGAGVPAFYTPTGYGTLVQEGGSPIK 15 4557817 2xTMT6plex [N-Term; K27] 0.725 0.729 0.75 6.412937164 70.86 0 3053.634807 3 1018.547424 -2.321007988 -0.002362504 79.70123971FYTDPVEAVK 8 4557817 2xTMT6plex [N-Term; K10] 0.942 0.868 0.864 3.992779016 46.71 0 1626.91433 2 813.9619751 1.44033725 0.001171653 60.51127337QYLSGELEVELTPQGTLAER 2 4557817 1xTMT6plex [N-Term] 2.817119122 29.14 0 2462.297599 3 821.4373779 -0.007639587 -6.27E-06 83.25591711VVVTMEHSAK 13 4557817 2xTMT6plex [N-Term; K10] 0.864 0.844 0.877 4.254058838 58.57 0 1558.90272 2 779.9550781 0.102546489 7.99E-05 50.13359265QHEADADLINAGK 2 4557817 2xTMT6plex [N-Term; K13] 0.769 3.050521612 18.32 0 1839.996497 3 614.0031738 -0.830635073 -0.000509455 34.57341319DGSVAIASKPR 2 4557817 2xTMT6plex [N-Term; K9] 1.05 3.759349823 15.54 0 1558.931712 3 520.3144531 -1.86380518 -0.000968515 28.58286186

NFNLPMCK 4 4557817 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.188 0.848 2.701721907 34.94 0 1481.800898 2 741.4034424 -0.870227827 -0.000644752 60.3087851
KEGDGEAK 6 4557817 3xTMT6plex [N-Term; K1; K8] 1.115 1.053 1.449 3.567961216 10.56 1 1520.888733 3 507.6342773 -0.298863908 -0.000151513 18.36349204AVFDVDK 2 4557817 2xTMT6plex [N-Term; K7] 0.869 2.409638166 29.07 0 1251.73491 2 626.3705444 -0.87660159 -0.000548636 49.45141593AGNVIFR 2 4557817 1xTMT6plex [N-Term] 0.8 1.954255104 17.54 0 1005.604281 2 503.3058472 0.13620262 6.85E-05 35.893699794758878 PAFAH2 platelet-activating factor acetylhydrolase 2, cytoplasmic 5051 NP_000428.2 3.826530612 1 1 1 6 392 44.007 6.89 0.84 1 0.88 0.91 Significant 0.0028

SQTDFAFVTGNLIGK 6 4758878 2xTMT6plex [N-Term; K15] 0.839 0.998 0.884 3.902983665 37.12 0 2056.147912 3 686.0541992 0.064492564 4.42E-05 82.708662684507149 SOD1 superoxide dismutase [Cu-Zn] 6647 NP_000445.1 79.87012987 1 10 10 112 154 15.926 6.13 0.71 0.7 0.73 0.71 Significant 0.000153 GLTEGLHGFHVHEFGDNTAGCTSAGPHFNPLSR 10 4507149 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 0.691 0.826 0.746 10.62680149 55.16 0 3748.78764 6 625.637207 -0.208358695 -0.000130182 55.84006273GDGPVQGIINFEQK 40 4507149 2xTMT6plex [N-Term; K14] 0.707 0.741 0.802 4.861008167 90.31 0 1960.090397 2 980.5484009 -0.444786724 -0.000435911 68.65035247DGVADVSIEDSVISLSGDHCIIGR 6 4507149 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 0.409 0.447 0.401 7.059135914 74.24 0 2743.376989 3 915.1295776 -1.023975143 -0.000936383 75.56882381
HVGDLGNVTADKDGVADVSIEDSVISLSGDHCIIGR 20 4507149 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C32] 0.787 0.72 0.751 9.549184799 60.8 1 4179.13922 4 1045.536499 -3.602142799 -0.003763464 77.55651234

HVGDLGNVTADK 4 4507149 2xTMT6plex [N-Term; K12] 0.426 0.437 4.350625992 33.06 0 1683.943005 3 561.9852295 -1.110093057 -0.000623111 37.31120644LACGVIGIAQ 6 4507149 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.693 0.715 0.806 3.530580282 68.08 0 1230.70776 2 615.8570557 -0.751617813 -0.000462511 64.39627827GGNEESTK 6 4507149 2xTMT6plex [N-Term; K8] 0.73 0.719 0.814 3.134764194 44.05 0 1279.689416 2 640.3480225 -0.505980683 -0.000323749 16.24495774ADDLGKGGNEESTK 2 4507149 3xTMT6plex [N-Term; K6; K14] 0.915 1.926633835 0 1 2108.143838 3 703.3859863 -0.205059834 -0.000144099 41.08917771TLVVHEK 16 4507149 2xTMT6plex [N-Term; K7] 0.717 0.762 0.799 3.385637045 24.88 0 1283.808743 3 428.6080933 0.765982598 0.000327792 43.95776207HGGPKDEER 2 4507149 2xTMT6plex [N-Term; K5] 0.647 0.518 2.632218122 1 1482.806511 3 494.9400024 -0.712915524 -0.000352372 14.3206450619718766 UBE3A ubiquitin-protein ligase E3A isoform 2 7337 NP_000453.2 15.42857143 1 10 10 63 875 100.623 5.22 1.03 0.95 1.04 1.01 Significant 0.000799 AACSAAAMEEDSEASSSR 6 19718766 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.703 0.835 1.062 4.744086742 38.03 0 2058.890564 3 686.9677124 -0.961465851 -0.000659851 25.07929304
NLHSPEYLEMALPLFCK 2 19718766 2xTMT6plex [N-Term; K17]; 1xOxidation [M10]; 1xCarbamidomethyl [C16] 1.094 3.488185644 14.82 0 2536.334409 3 846.1154785 -0.996309128 -0.000842324 84.57221225VFSSAEALVQSFR 4 19718766 1xTMT6plex [N-Term] 1.2 4.704304218 54.75 0 1669.911087 3 557.3095093 1.729380716 0.000962637 91.63802439EFVNLYSDYILNK 8 19718766 2xTMT6plex [N-Term; K13] 1.072 0.879 0.947 3.765451908 42.79 0 2076.141764 3 692.7182617 -0.737856045 -0.000510631 88.16782635ITVLYSLVQGQQLNPYLR 6 19718766 1xTMT6plex [N-Term] 2.251 0.998 0.946 5.277386189 18.11 0 2334.338283 3 778.7838745 -0.519318409 -0.000404088 105.2049072YLFRPEEIELLICGSR 5 19718766 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.812 0.945 1.239 4.15887928 11.36 0 2224.199741 3 742.0708618 -0.768069859 -0.000569447 94.28486011MMETFQQLITYK 12 19718766 2xTMT6plex [N-Term; K12] 1.061 0.972 1.206 3.722374916 22.97 0 1991.074612 2 996.0405884 -0.35768232 -0.000356086 95.2967957VDPLETELGVK 8 19718766 2xTMT6plex [N-Term; K11] 0.824 0.885 0.897 3.946779013 52.39 0 1657.977659 2 829.4926147 0.177404192 0.000147066 66.21816916DVTYLTEEK 6 19718766 2xTMT6plex [N-Term; K9] 0.957 0.996 1.536 4.378828526 48.44 0 1555.86196 2 778.4361572 1.978011677 0.001538757 47.25990664APVGGLGK 6 19718766 2xTMT6plex [N-Term; K8] 1.014 1.03 0.962 2.327439547 32.32 0 1156.745415 2 578.8757935 -0.954744167 -0.000552198 38.315017864502079 AMPD3 AMP deaminase 3 isoform 1A 272 NP_000471.1 9.149484536 1 5 6 18 776 89.671 6.84 0.68 0.6 0.71 0.66 Significant 0.00244 YVTGFDSVDDESK 2 4502079 2xTMT6plex [N-Term; K13] 0.436 3.795862913 56.03 0 1919.963859 2 960.4858398 0.283373824 0.000272034 49.10526894
YETLCNELSFLSDAMK 4 4502079 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 0.592 0.65 4.534136772 26.73 0 2379.197641 3 793.7392578 2.345146702 0.001859856 102.2939836
SPEEWPNLAYWFIQHK 4 4502079 2xTMT6plex [N-Term; K16] 0.843 0.928 4.385867596 26.77 0 2503.317437 3 835.1094971 -1.397613028 -0.001166223 107.6937023YNPVGASELR 2 4502079 1xTMT6plex [N-Term] 0.865 3.338770151 25.18 0 1334.726581 2 667.8670044 0.113618073 7.58E-05 36.54491569ELHLFLK 4 4502079 2xTMT6plex [N-Term; K7] 0.565 0.609 3.103504181 32.93 0 1357.860779 3 453.2919312 0.339848561 0.000153822 64.14466602EGPEGNDIR 2 4502079 1xTMT6plex [N-Term] 0.764 2.973933697 23.73 0 1215.616696 2 608.3128052 1.347465503 0.000819001 17.326134214502167 APP amyloid beta A4 protein isoform a precursor 351 NP_000475.1 17.27272727 1 9 10 71 770 86.888 4.82 1 1.05 1.13 1.06 Significant 0.00127
STNLHDYGMLLPCGIDK 2 4502167 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C13] 0.934 4.666735172 31.89 0 2392.240509 3 798.0859985 1.226400714 0.000977948 68.48512269

CLVGEFVSDALLVPDK 6 4502167 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C1] 1.092 1.15 1.112 4.4763937 44.82 0 2220.235012 3 740.7481079 -2.361015614 -0.001747337 100.8104602LALENYITALQAVPPRPR 16 4502167 1xTMT6plex [N-Term] 1.263 0.933 1.331 6.726123333 39.13 0 2251.312402 3 751.1040039 -6.63778658 -0.004981244 89.77408897EVCSEQAETGPCR 16 4502167 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C12] 1.197 1.065 1.223 5.243665695 51.41 0 1751.789 2 876.3977661 -0.424653561 -0.000371952 19.00766883VESLEQEAANER 6 4502167 1xTMT6plex [N-Term] 1.157 1.309 1.149 4.738265514 47.43 0 1603.812495 2 802.4100952 0.261277231 0.00020952 39.82432391YLETPGDENEHAHFQK 6 4502167 2xTMT6plex [N-Term; K16] 0.811 0.847 0.678 4.519438267 20.09 0 2373.187545 4 594.0519409 -0.678757197 -0.000402705 38.03355904EQNYSDDVLANMISEPR 4 4502167 1xTMT6plex [N-Term] 100 2.422158003 25.78 0 2210.059677 2 1105.530029 -3.120022649 -0.003447718 65.83287543WYFDVTEGK 6 4502167 2xTMT6plex [N-Term; K9] 0.817 1.109 1.141 3.61219573 30.98 0 1602.856815 2 801.9318848 -0.201214947 -0.000161259 68.72106168HVFNMLK 6 4502167 2xTMT6plex [N-Term; K7] 0.986 1.069 1.525 3.284376144 24.14 0 1346.801884 3 449.6059875 1.132836613 0.000508569 48.33224983VEAMLNDR 3 4502167 1xTMT6plex [N-Term] 1.07 0.965 2.805511475 23.63 0 1176.624424 2 588.815918 0.115242806 6.78E-05 38.99314964502171 APRT adenine phosphoribosyltransferase isoform a 353 NP_000476.1 82.77777778 1 12 12 131 180 19.595 6.02 0.93 0.92 0.99 0.95 Significant 0.000533
LQAEVLECVSLVELTSLK 12 4502171 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 0.981 1.069 1.116 4.938838005 44.93 0 2489.430083 3 830.4789429 -3.136435432 -0.002602646 112.4215298

GFLFGPSLAQELGLGCVLIR 8 4502171 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.97 1.129 5.999141693 36.66 0 2376.331089 3 792.7815552 -0.411029701 -0.000325581 112.6417488
VVVVDDLLATGGTMNAACELLGR 4 4502171 1xTMT6plex [N-Term]; 1xOxidation [M14]; 1xCarbamidomethyl [C18] 0.795 1.01 5.081469059 76.52 0 2619.368339 3 868.4614258 -1.421162334 -0.001233272 105.0678165
VVVVDDLLATGGTMNAACELLGR 27 4502171 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.12 1.165 0.904 6.333070278 98.47 0 2603.373424 3 868.4614258 -1.421162334 -0.001233272 105.0678165IDYIAGLDSR 18 4502171 1xTMT6plex [N-Term] 0.963 0.927 0.966 3.947988272 51.47 0 1351.741896 2 676.3746338 0.070093355 4.74E-05 55.21211984SFPDFPTPGVVFR 14 4502171 1xTMT6plex [N-Term] 0.949 0.92 0.91 4.287475109 40.25 0 1694.910358 2 847.958252 -0.66738264 -0.000565577 83.57432695LAPVPFFSLLQYE 13 4502171 1xTMT6plex [N-Term] 1.42 1.275 1.082 3.242872953 48.11 0 1752.977375 2 876.9915161 -0.923989927 -0.000809867 113.0669289LPGPTLWASYSLEYGK 6 4502171 2xTMT6plex [N-Term; K16] 0.787 0.981 0.804 3.083747149 39.34 0 2240.236727 2 1120.619751 -2.009353218 -0.002250713 92.05807799AAIGLLAR 6 4502171 1xTMT6plex [N-Term] 0.879 0.782 0.909 3.320803881 36.23 0 1013.666881 2 507.3366089 -0.927165107 -0.000469918 48.73703344DISPVLKDPASFR 6 4502171 2xTMT6plex [N-Term; K7] 1.211 0.715 1.303 4.161187172 12.13 1 1903.105319 3 635.0390625 -1.410610319 -0.000894847 60.13075094AELEIQK 12 4502171 2xTMT6plex [N-Term; K7] 0.781 0.887 0.805 3.043296337 25.25 0 1288.787673 2 644.8972168 -0.400652691 -0.000258178 44.57881503DISPVLK 3 4502171 2xTMT6plex [N-Term; K7] 0.74 0.833 3.115658998 24.74 0 1229.786945 2 615.3973389 0.370807624 0.000228007 58.0616709DALEPGQR 2 4502171 1xTMT6plex [N-Term] 1.145 1.065 2.472168207 15.17 0 1114.605403 2 557.8054199 -1.650464142 -0.000919808 19.30873652530788276 ATRX transcriptional regulator ATRX isoform 1 546 NP_000480.3 1.444622793 1 2 2 8 2492 282.412 6.55 1.3 1.51 1.14 1.31 Significant 0.00656 DTILAELLQIHK 6 530788276 2xTMT6plex [N-Term; K12] 1.296 1.507 1.256 4.115710258 47.27 0 1852.130805 3 618.0441895 -6.905651906 -0.00426339 99.33536558GTVIVQPEPVLNEDKDDFKGPEFR 2 530788276 3xTMT6plex [N-Term; K15; K19] 0.93 3.652701139 10.93 2 3416.866881 4 854.9694824 -3.155376804 -0.002695376 67.27217289119829187 COL17A1 collagen alpha-1(XVII) chain 1308 NP_000485.3 14.96325985 1 21 21 187 1497 150.326 8.79 1.2 1.32 1.13 1.22 Significant 0.00207 SELISYLTSPDVR 18 119829187 1xTMT6plex [N-Term] 3.295 4.746 4.950960636 64.99 0 1708.931882 2 854.9689331 -0.7560448 -0.000646015 75.41041686AHSPASTLPNSPGSTFER 6 119829187 1xTMT6plex [N-Term] 0.611 0.708 0.763 5.821191788 33.39 0 2085.056247 3 695.6890259 -1.78542583 -0.001240904 33.52046398LQGMAPAAGADLDK 8 119829187 2xTMT6plex [N-Term; K14] 2.65 3.785 4.138 4.320964336 59.07 0 1816.00389 2 908.5054321 -0.16661979 -0.000151291 55.79980095LQGMAPAAGADLDK 10 119829187 2xTMT6plex [N-Term; K14]; 1xOxidation [M4] 3.513 3.751 1.785 5.022553444 58.56 0 1831.998805 2 908.5054321 -0.16661979 -0.000151291 55.79980095QAAYNADSGLK 6 119829187 2xTMT6plex [N-Term; K11] 0.779 1.005 0.883 4.615594387 57.47 0 1595.879342 2 798.4434814 0.215900172 0.000172275 32.06169999HAYEGSSSGNSSPEYPR 4 119829187 1xTMT6plex [N-Term] 0.535 0.981 4.712496281 45.71 0 2053.941277 3 685.3188477 0.347044367 0.000237603 17.84341925VFTASPASIAATSFSEDTLKK 16 119829187 3xTMT6plex [N-Term; K20; K21] 0.97 1.038 0.899 7.780238628 45.94 1 2858.611836 3 953.5385742 -3.73142083 -0.003555561 81.97137744SILPYGDSMDR 6 119829187 1xTMT6plex [N-Term] 4.082 3.178 2.245 3.487967968 21.25 0 1482.745995 2 741.8755493 -1.465690816 -0.001086624 46.93578061LLSTDASHSR 10 119829187 1xTMT6plex [N-Term] 2.284 2.796 3.971 4.994812012 67.02 0 1315.716744 3 439.2430725 -1.580743509 -0.00069327 21.83326013EMELLIMTK 6 119829187 2xTMT6plex [N-Term; K9] 0.982 1.07 1.142 4.484596729 42.94 0 1565.904694 2 783.4558716 -0.145012617 -0.000113538 81.20246992NSSNTLPIPK 12 119829187 2xTMT6plex [N-Term; K10] 1.048 0.927 0.962 3.613993168 43.03 0 1528.909914 2 764.9581909 -0.528738845 -0.000404197 51.6906541KEFASSSTR 10 119829187 2xTMT6plex [N-Term; K1] 1.148 1.165 1.101 3.617445707 27.14 1 1470.831663 2 735.9188843 -0.796403383 -0.000585688 29.292468IVTETVTTR 12 119829187 1xTMT6plex [N-Term] 1.02 0.986 0.978 3.664928913 35.35 0 1248.736083 2 624.8712158 -0.742798569 -0.00046378 34.22035149GEQGLTGMPGIR 4 119829187 1xTMT6plex [N-Term]; 1xOxidation [M8] 2.318 1.223 3.658532619 37.59 0 1460.772879 2 730.8889771 -1.507173681 -0.001100819 36.02088232VFTASPASIAATSFSEDTLK 2 119829187 2xTMT6plex [N-Term; K20] 1.339 3.471068144 5.24 0 2501.353941 3 834.4547119 -1.742511422 -0.001452879 87.05006544TASLGGGSR 6 119829187 1xTMT6plex [N-Term] 0.693 0.762 1.028 3.669172525 41.21 0 1034.579188 2 517.7932129 -0.037656615 -1.95E-05 18.92913842DGTEVTER 8 119829187 1xTMT6plex [N-Term] 0.971 0.831 0.732 3.054924011 31.82 0 1135.579248 2 568.2929688 -0.516679044 -0.000293365 15.46307066WTELDDVKR 14 119829187 2xTMT6plex [N-Term; K8] 1.238 1.139 0.936 3.574687719 14.36 1 1619.915727 3 540.6434326 0.010717571 5.79E-06 45.56177767KGTVETK 12 119829187 3xTMT6plex [N-Term; K1; K7] 1.473 1.419 1.276 3.265010834 13.62 1 1449.924391 3 483.9792175 -0.890578928 -0.000430424 23.94432267LTSLPPK 14 119829187 2xTMT6plex [N-Term; K7] 0.873 0.949 0.86 2.688759565 30.9 0 1213.79203 2 607.4000244 0.611066893 0.000370854 50.62124484LQSASPSTR 2 119829187 1xTMT6plex [N-Term] 0.996 3.025708914 20.92 0 1175.658167 2 588.3329468 0.383006473 0.000225142 26.50299673GDKGDQVYAGR 1 119829187 2xTMT6plex [N-Term; K3] 1.453 2.283704758 1 1623.88549 3 541.9666138 -0.124184499 -6.72E-05 34.95877248

4504373 HEXB beta-hexosaminidase subunit beta isoform 1 preproprotein 3074 NP_000512.1 28.05755396 1 16 17 179 556 63.071 6.76 0.81 0.8 0.82 0.81 Significant 0.0000508
EISEVFPDQFIHLGGDEVEFK 18 4504373 2xTMT6plex [N-Term; K21] 0.858 0.871 0.876 6.610538006 53.65 0 2893.502396 3 965.1705322 -1.849903535 -0.001784233 91.93074129GSIVWQEVFDDK 26 4504373 2xTMT6plex [N-Term; K12] 0.722 0.693 0.765 4.652254581 65.87 0 1881.015835 2 941.0102539 -1.38430387 -0.001301949 80.81546594LAPGTIVEVWK 24 4504373 2xTMT6plex [N-Term; K11] 0.768 0.802 0.774 3.940735102 55.56 0 1671.024549 2 836.0148315 -1.294393947 -0.001081482 80.05820033VEPLDFGGTQK 6 4504373 2xTMT6plex [N-Term; K11] 0.759 0.699 0.793 4.377058506 40.24 0 1648.931043 2 824.9694824 0.391340652 0.000322647 55.53177886VLDIIATINK 26 4504373 2xTMT6plex [N-Term; K10] 0.815 0.861 0.809 3.956006527 51.46 0 1557.998 2 779.5018921 -0.95814007 -0.00074639 91.13387094GSYSLSHVYTPNDVR 6 4504373 1xTMT6plex [N-Term] 0.662 0.696 0.773 5.167654991 21.45 0 1923.976206 3 641.9970703 0.234783309 0.000150573 42.08073035YHGYIFGFYK 6 4504373 2xTMT6plex [N-Term; K10] 0.851 0.77 1.215 4.545050621 22.15 0 1752.951385 3 584.987854 -1.355296161 -0.000791923 66.74445617KLESFYIQK 10 4504373 3xTMT6plex [N-Term; K1; K9] 0.975 0.905 0.827 5.063718796 18.96 1 1843.129632 3 615.0482178 0.25383473 0.00015595 59.06638595DSAYPEELSR 6 4504373 1xTMT6plex [N-Term] 0.763 0.842 0.792 3.849030256 41.04 0 1395.69534 2 698.348877 -3.48400085 -0.002431302 29.57678701LESFYIQK 4 4504373 2xTMT6plex [N-Term; K8] 0.68 0.728 3.445634127 39.29 0 1485.871737 2 743.4391479 -0.483205612 -0.000358991 64.17305349GILIDTSR 24 4504373 1xTMT6plex [N-Term] 0.796 0.836 0.852 3.028654099 37.03 0 1103.662189 2 552.3348389 0.191783661 0.000105832 44.27509728DMDDAYDR 16 4504373 1xTMT6plex [N-Term] 0.884 0.711 0.971 3.680801153 38.72 0 1229.530583 2 615.2687988 -0.212937973 -0.000130907 19.57579769ASAVGER 4 4504373 1xTMT6plex [N-Term] 0.741 2.901398897 31.61 0 918.5206107 2 459.7642822 0.737221481 0.000338577 18.85853959EPVAVLK 6 4504373 2xTMT6plex [N-Term; K7] 0.866 0.812 0.795 2.542244673 29.12 0 1213.79203 2 607.3991089 -0.897473813 -0.000544673 47.41947411GFGTDFK 6 4504373 2xTMT6plex [N-Term; K7] 0.869 0.836 0.763 2.676443577 26.87 0 1229.693045 2 615.3496094 -0.896654661 -0.000551305 46.73531098MVIEYAR 2 4504373 1xTMT6plex [N-Term] 0.86 2.67309761 22.11 0 1110.617882 2 555.812561 -0.032783271 -1.82E-05 40.007889YYKVEPLDFGGTQK 1 4504373 3xTMT6plex [N-Term; K3; K14] 0.855 2.514173031 1 2332.315595 3 778.1087036 -1.731000798 -0.001345747 62.22297742

4504975 LDLR low-density lipoprotein receptor isoform 1 precursor 3949 NP_000518.1 22.90697674 1 16 16 107 860 95.314 5.05 1.22 1.23 1.24 1.23 Significant 0.000022 AHGVSSYDTVISR 16 4504975 1xTMT6plex [N-Term] 1.157 1.226 1.301 5.785383701 56.58 0 1620.8543 3 540.9569702 1.269290232 0.000685778 27.96309172IGYECLCPDGFQLVAQR 6 4504975 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C7] 1.455 1.513 0.889 3.994664907 35.78 0 2255.115025 3 752.3766479 0.162145901 0.000121886 72.33525422
TTEDEVHICHNQDGYSYPSR 6 4504975 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.386 0.866 6.112539291 47.83 0 2637.183709 3 879.732666 -0.100119352 -8.80E-05 27.4422706VFWTDIINEAIFSANR 8 4504975 1xTMT6plex [N-Term] 1.277 1.794 1.487 4.997046947 48.8 0 2125.127956 3 709.0472412 -0.369463488 -0.000261719 112.4599892LAHPFSLAVFEDK 8 4504975 2xTMT6plex [N-Term; K13] 1.373 1.316 5.621209621 57.06 0 1932.099505 3 644.7042236 -0.7181367 -0.000462504 77.71011742AIVVDPVHGFMYWTDWGTPAK 6 4504975 2xTMT6plex [N-Term; K21] 1.512 1.181 1.335 4.29329586 43.34 0 2848.489664 3 950.1670532 -1.073243154 -0.001019041 100.2722192NVVALDTEVASNR 6 4504975 1xTMT6plex [N-Term] 1.086 1.233 1.485 5.232293606 62.64 0 1616.880515 2 808.9440308 0.167064564 0.000135062 44.88917036NINSINFDNPVYQK 12 4504975 2xTMT6plex [N-Term; K14] 1.282 1.361 1.401 5.174507141 45.08 0 2124.148974 3 708.7211914 0.021923486 1.55E-05 63.02049219AVGSIAYLFFTNR 4 4504975 1xTMT6plex [N-Term] 1.516 0.908 3.009043455 26.74 0 1687.936908 2 844.4711914 -1.067182957 -0.000900669 97.49189793
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

FTCACPDGMLLAR 8 4504975 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C5] 0.967 0.806 4.49380064 31.46 0 1740.843284 2 870.9246826 -0.686567042 -0.000597603 60.4426847SEYTSLIPNLR 6 4504975 1xTMT6plex [N-Term] 1.309 1.855 4.306979656 33.83 0 1521.847424 2 761.4252319 -2.783842024 -0.002118291 63.76675742QMVSLEDDVA 4 4504975 1xTMT6plex [N-Term] 1.096 1.067 2.824565887 66.61 0 1335.666348 2 668.336792 -0.030415998 -2.03E-05 53.38795395TILEDEKR 6 4504975 2xTMT6plex [N-Term; K7] 1.251 1.241 1.092 3.644666195 15.26 1 1461.867714 3 487.9613037 1.124193931 0.000547808 32.27339714GVNWCER 6 4504975 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.141 1.015 1.242 2.69077611 22.06 0 1149.567244 2 575.2871094 -0.262211716 -0.000150715 27.90959728KTILEDEKR 3 4504975 3xTMT6plex [N-Term; K1; K8] 1.02 1.736 3.371053457 3.89 2 1819.125609 4 455.5368042 -0.122313228 -5.56E-05 35.77965349LYWVDSK 2 4504975 2xTMT6plex [N-Term; K7] 1.114 2.542535305 4.39 0 1368.792759 2 684.8969116 -4.53838448 -0.003106054 61.10306759
51873064 MAN2B1 lysosomal alpha-mannosidase isoform 1 precursor 4125 NP_000519.2 14.14441147 1 12 12 61 1011 113.672 7.28 0.92 0.9 0.88 0.9 Significant 0.000165 ELVDYFLNVATAQGR 6 51873064 1xTMT6plex [N-Term] 0.77 0.974 0.778 4.079200268 36.8 0 1925.032993 3 642.3493042 0.190525387 0.000122256 101.6961539LQETTLVANQLR 10 51873064 1xTMT6plex [N-Term] 1.108 1.044 0.888 4.732192516 63.62 0 1614.937636 2 807.9723511 -0.130179369 -0.000105116 55.10205391LPVSEGVFVVK 10 51873064 2xTMT6plex [N-Term; K11] 0.806 0.776 0.857 3.876883984 52.74 0 1632.01365 2 816.5109863 0.640703128 0.000522818 76.20253275HLVLLDTAQAAAAGHR 6 51873064 1xTMT6plex [N-Term] 0.841 0.82 0.749 5.929776192 46.53 0 1873.060545 4 469.0209045 0.663888877 0.000310876 48.24401393VAWHIDPFGHSR 5 51873064 1xTMT6plex [N-Term] 1.004 0.95 5.028526783 38.48 0 1650.870225 4 413.4737549 1.795811206 0.000741163 51.43704874TVDQYFYGIK 6 51873064 2xTMT6plex [N-Term; K10] 0.932 1.152 1.041 3.662066936 29.9 0 1691.940879 2 846.4736328 -0.526232926 -0.000445178 64.03873662LEHQFAVGEDSGR 6 51873064 1xTMT6plex [N-Term] 0.907 1.013 1.052 4.31310606 17.95 0 1673.844464 3 558.6193848 -0.515330512 -0.000287528 30.22418548QLAAGWGPCEVLLSNALAR 2 51873064 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.435 3.24569869 15.51 0 2255.216788 3 752.4098511 -0.792649892 -0.000595866 93.66070114FQVIVYNPLGR 2 51873064 1xTMT6plex [N-Term] 0.628 3.889211178 28.88 0 1534.894315 2 767.9484253 -3.088521482 -0.002370277 77.71321023WAQIHLVK 4 51873064 2xTMT6plex [N-Term; K8] 0.92 0.936 3.433861017 24.12 0 1452.909126 3 484.9745178 -0.086497635 -4.19E-05 60.08392653QHVANDYAR 2 51873064 1xTMT6plex [N-Term] 1.058 2.377450705 21.58 0 1302.675214 3 434.8959961 -1.365381587 -0.000592883 24.62160762SPEYNAK 2 51873064 2xTMT6plex [N-Term; K7] 1.145 3.066833496 18.94 0 1266.709423 2 633.8577271 -0.983294523 -0.000622774 37.0052134873747915 TAP2 antigen peptide transporter 2 isoform 1 6891 NP_000535.3 30.7254623 1 16 17 92 703 77.646 7.85 0.83 0.85 0.83 0.83 Significant 0.0000635 VMAAAQAAHADDFIQEMEHGIYTDVGEK 8 73747915 2xTMT6plex [N-Term; K28] 0.667 0.862 0.665 7.605605602 58.43 0 3505.71321 4 877.1824951 -1.443193138 -0.001264855 92.12474355LSSDTTLMSNWLPLNANVLLR 2 73747915 1xTMT6plex [N-Term] 1.927 4.074625492 17.52 0 2587.411524 3 863.142395 0.428269173 0.00036937 110.2452608LAQLQEGQDLYSR 6 73747915 1xTMT6plex [N-Term] 0.604 0.693 0.635 4.759417057 54.66 0 1749.933279 2 875.470459 0.207298618 0.000181379 50.69214711VLILDEATSALDVQCEQALQDWNSR 2 73747915 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 100 3.469004154 28.1 0 3103.556744 3 1035.187256 -3.070542175 -0.003176534 111.9298273AHQILVLQEGK 10 73747915 2xTMT6plex [N-Term; K11] 0.862 0.799 0.782 5.016665459 58.84 0 1694.036511 2 847.5209351 -1.131948928 -0.000958781 47.58418501QDLGFFQETK 10 73747915 2xTMT6plex [N-Term; K10] 0.78 0.854 0.787 4.230075836 40.11 0 1670.915393 2 835.9603882 -1.132985441 -0.000946561 57.1780286GSQLAAGQK 10 73747915 2xTMT6plex [N-Term; K9] 0.887 0.948 0.863 3.367131948 49.03 0 1317.78907 2 659.3994751 1.975487103 0.001301638 23.45083214SFGAEEHEVCR 6 73747915 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.568 0.694 0.586 3.784543037 27.75 0 1549.726657 3 517.2467041 -0.708528376 -0.000366008 25.63057808EQLFSSLLR 6 73747915 1xTMT6plex [N-Term] 0.693 0.77 0.734 4.099129677 43.18 0 1321.767717 2 661.3866577 -1.269708959 -0.00083913 72.78557927LGGLWGLLK 6 73747915 2xTMT6plex [N-Term; K9] 1.091 0.934 1.26 3.592353582 30.79 0 1414.918628 2 707.9623413 -0.863620556 -0.000610976 100.2296156QPNLPSPGTLAPTTLQGVVK 2 73747915 2xTMT6plex [N-Term; K20] 1.472 2.959410906 25 0 2476.45393 2 1238.731201 0.482837066 0.000597862 78.20027335EAVGGLQTVR 6 73747915 1xTMT6plex [N-Term] 0.845 0.942 0.895 3.252829075 38.06 0 1258.731666 2 629.8685913 -1.398171556 -0.000879961 30.46156836EQDQVNNK 4 73747915 2xTMT6plex [N-Term; K8] 0.971 1.22 3.785869598 38.07 0 1432.779628 2 716.8931274 -0.453291752 -0.000324734 29.9895135EIQDAVAR 4 73747915 1xTMT6plex [N-Term] 0.653 0.757 3.206379652 35.66 0 1130.636703 2 565.8210449 -1.671391213 -0.000944868 24.04134306YKEALEQCR 4 73747915 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C8] 1.515 1.236 3.394682884 7.81 1 1654.898697 3 552.3044434 0.048068275 2.65E-05 31.01133756TVLVIAHR 4 73747915 1xTMT6plex [N-Term] 1.088 1.006 3.117777586 30.63 0 1137.730544 2 569.3683472 -0.989789778 -0.000563057 36.62207139VFSYMDR 2 73747915 1xTMT6plex [N-Term] 0.856 2.680874109 8.81 0 1146.581496 2 573.7937622 -1.088929083 -0.000624273 49.011539284507891 VHL von Hippel-Lindau disease tumor suppressor isoform 1 7428 NP_000542.1 23.00469484 1 3 3 15 213 24.138 4.73 1.25 0.98 1.31 1.18 Significant 0.00732

VVLPVWLNFDGEPQPYPTLPPGTGR 10 4507891 1xTMT6plex [N-Term] 1.062 1.383 4.734 4.085124493 43.13 0 2978.597744 3 993.5368042 -0.632875771 -0.000628361 108.8850226SLYEDLEDHPNVQK 2 4507891 2xTMT6plex [N-Term; K14] 1.229 3.315861464 19.11 0 2145.122819 3 715.7114868 -1.357484408 -0.000970657 50.51762284EPSQVIFCNR 3 4507891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.354 0.688 2.612970114 4.33 0 1478.762314 2 739.885498 0.950189044 0.000702552 43.2847829228302131 HBG1 hemoglobin subunit gamma-1 3047 NP_000550.2 12.92517007 1 1 2 72 147 16.118 7.2 0.62 0.53 0.57 0.57 Significant 0.00206 LLVVYPWTQR 48 28302131 1xTMT6plex [N-Term] 0.668 0.498 0.56 3.852716208 44.41 0 1503.888501 2 752.4487305 1.119383185 0.000841714 79.36739207LHVDPENFK 24 28302131 2xTMT6plex [N-Term; K9] 0.579 0.615 0.572 4.464202881 37.48 0 1556.883699 2 778.9453125 -0.225135635 -0.000175255 49.3696135441406084 GPX1 glutathione peroxidase 1 isoform 1 2876 NP_000572.2 61.08374384 1 11 11 116 203 22.075 6.55 0.68 0.67 0.67 0.67 Significant 0.0000245 YVRPGGGFEPNFMLFEK 11 41406084 2xTMT6plex [N-Term; K17] 0.675 0.733 0.75 5.015221596 28.06 0 2446.299344 3 816.1040039 -0.770670709 -0.00062843 85.39526219FQTIDIEPDIEALLSQGPSCA 10 41406084 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 0.522 100 0.565 4.89083147 48.5 0 2533.269336 2 1267.137085 -0.964243355 -0.001221344 112.4470614EALPAPSDDATALMTDPK 16 41406084 2xTMT6plex [N-Term; K18] 0.659 0.617 0.667 4.485949516 52.52 0 2301.204834 3 767.7401733 0.492185448 0.00037754 62.03677173
GLVVLGFPCNQFGHQENAKNEEILNSLK 4 41406084 3xTMT6plex [N-Term; K19; K28]; 1xCarbamidomethyl [C9] 1.298 0.978 4.951302052 16.2 1 3843.083039 4 961.5239868 -2.321478429 -0.002230409 88.55469863

GLVVLGFPCNQFGHQENAK 10 41406084 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C9] 0.782 0.484 0.608 5.62494421 62.11 0 2573.369883 3 858.4621582 0.792042912 0.000679406 73.82735547
NEEILNSLK 8 41406084 2xTMT6plex [N-Term; K9] 0.635 0.76 0.748 3.565137625 44.65 0 1517.893929 2 759.4501343 -0.6174643 -0.000468623 54.79839976NDVAWNFEK 8 41406084 2xTMT6plex [N-Term; K9] 0.648 0.664 0.667 4.412124157 48.13 0 1580.847313 2 790.9266357 -0.834049952 -0.000659253 55.23605919YVRPGGGFEPNFMLFEK 13 41406084 2xTMT6plex [N-Term; K17]; 1xOxidation [M13] 0.848 0.8 0.827 3.567759752 9.57 0 2462.294259 3 816.1040039 -0.770670709 -0.00062843 85.39526219LITWSPVCR 10 41406084 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.694 0.685 0.689 3.538415194 30.18 0 1360.760858 2 680.8826904 -2.023625686 -0.001376835 70.66009064DYTQMNELQR 8 41406084 1xTMT6plex [N-Term] 0.01 0.01 100 3.478536606 33.51 0 1526.747058 2 771.8735352 -1.412528821 -0.001089584 22.13873237FLVGPDGVPLR 14 41406084 1xTMT6plex [N-Term] 0.647 0.623 0.558 4.052304745 39.8 0 1398.830652 2 699.9177856 -1.684986624 -0.001178505 69.31485804DYTQMNELQR 2 41406084 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.121 2.710478544 36.21 0 1542.741973 2 771.8735352 -1.412528821 -0.001089584 22.13873237FLVGPDGVPLRR 2 41406084 1xTMT6plex [N-Term] 0.743 4.32202816 33.99 1 1554.931763 3 518.9819336 -0.331274183 -0.000171703 57.817714114557417 CD14 monocyte differentiation antigen CD14 precursor 929 NP_000582.1 34.66666667 1 11 11 87 375 40.051 6.23 1.13 1.17 1.26 1.19 Significant 0.00105 VLSIAQAHSPAFSCEQVR 6 4557417 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.921 1.27 1.24 4.932360172 36.03 0 2229.164752 3 743.7247925 -2.210603137 -0.0016426 55.75116766AFPALTSLDLSDNPGLGER 12 4557417 1xTMT6plex [N-Term] 1.201 1.201 1.204 6.077044487 81.75 0 2202.160378 3 734.7219849 -4.076183663 -0.002992137 82.61732694ITGTMPPLPLEATGLALSSLR 17 4557417 1xTMT6plex [N-Term] 1.227 0.971 1.08 6.174515724 62.33 0 2367.351884 3 789.786499 -2.931477883 -0.00231328 110.8150816ITGTMPPLPLEATGLALSSLR 2 4557417 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.352 5.368943691 41.33 0 2383.346799 3 789.786499 -2.931477883 -0.00231328 110.8150816LTVGAAQVPAQLLVGALR 24 4557417 1xTMT6plex [N-Term] 1.208 1.369 1.045 5.708093166 80.54 0 2006.232361 2 1003.618958 -0.858649761 -0.000861325 99.43370859

GLMAALCPHKFPAIQNLALR 3 4557417 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.275 0.692 4.645770073 10.59 1 2679.535509 4 670.6383057 -1.53605867 -0.001028981 85.29483953FPAIQNLALR 4 4557417 1xTMT6plex [N-Term] 0.911 1.165 3.772852659 28.81 0 1371.830986 2 686.4186401 -0.716120697 -0.000491198 74.99081334LKELTLEDLK 6 4557417 3xTMT6plex [N-Term; K2; K10] 1.585 1.524 1.799 4.24617815 25.88 1 1889.192626 3 630.4016724 -1.144658372 -0.000720827 70.69537085
GLMAALCPHK 6 4557417 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.061 1.01 1.262 3.938803911 24.22 0 1555.885296 3 519.2996826 -0.51504339 -0.000267116 53.64109337

VLDLSCNR 2 4557417 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.053 2.282680511 12.42 0 1205.650973 2 603.3289795 -0.241160694 -0.000145378 37.27716861QYADTVK 2 4557417 2xTMT6plex [N-Term; K7] 1.24 2.847311497 17.65 0 1282.740723 2 641.8737793 -0.34393252 -0.000220588 28.1104458RVDADADPR 3 4557417 1xTMT6plex [N-Term] 1.137 1.184 2.370385408 13.35 1 1243.659229 3 415.2246094 0.036686095 1.52E-05 16.020751559665248 TAP1 antigen peptide transporter 1 isoform 1 6890 NP_000584.2 35.3960396 1 17 17 100 808 87.163 8.02 0.64 0.59 0.64 0.62 Significant 0.000714 SLQENIAYGLTQKPTMEEITAAAVK 2 9665248 3xTMT6plex [N-Term; K13; K25] 0.926 5.924392223 27.61 0 3393.890653 3 1131.96875 0.307473076 0.000347843 88.81099217ELISWGAPGSADSTR 6 9665248 1xTMT6plex [N-Term] 0.215 0.244 0.225 4.491670132 62.36 0 1775.912543 2 888.4587402 -1.317227731 -0.001169641 53.39408226SSQVAIEALSAMPTVR 10 9665248 1xTMT6plex [N-Term] 0.926 0.618 0.762 5.472138405 35.51 0 1889.036363 2 953.0189209 -0.374389194 -0.000356612 52.35874643SSQVAIEALSAMPTVR 12 9665248 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.639 0.657 0.748 4.929013729 70.5 0 1905.031278 2 953.0189209 -0.374389194 -0.000356612 52.35874643STVAALLQNLYQPTGGQLLLDGKPLPQYEHR 8 9665248 2xTMT6plex [N-Term; K23] 0.188 0.763 7.320338726 29.84 0 3879.153278 4 970.541748 -2.092031926 -0.002028828 102.3921071LLHWGSHPTAFVVSYAAALPAAALWHK 2 9665248 2xTMT6plex [N-Term; K27] 0.459 6.766793728 15.71 0 3372.877378 5 675.3818359 0.799085528 0.000539043 101.2157339
KPCVLILDDATSALDANSQLQVEQLLYESPER 3 9665248 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.85 6.521458149 27.05 0 4074.146931 4 1019.296021 3.76050533 0.003830213 106.1448174LTDWILQDGSADTFTR 12 9665248 1xTMT6plex [N-Term] 0.584 0.583 0.671 4.088525295 61.29 0 2068.05485 2 1034.528931 -2.062528407 -0.002132711 82.04937335SFANEEGEAQK 6 9665248 2xTMT6plex [N-Term; K11] 0.629 0.699 0.727 5.024680614 57.31 0 1667.864086 2 834.4350586 -0.746435223 -0.000622476 28.82182253SGAHSFISGLPQGYDTEVDEAGSQLSGGQR 6 9665248 1xTMT6plex [N-Term] 0.55 0.442 0.611 7.773085594 49.65 0 3279.571542 3 1093.857788 -3.881882747 -0.004243637 67.94924504QVAAVGQEPQVFGR 4 9665248 1xTMT6plex [N-Term] 0.419 1.119 3.891192913 27.72 0 1714.943784 3 572.3189697 -0.832581409 -0.000475943 57.27071889GCYWAMVQAPADAPE 2 9665248 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.01 3.165351391 27.16 0 1894.866521 2 947.9367676 -0.138655545 -0.000131367 67.07397425LGSLWVPGGQGGSGNPVR 4 9665248 1xTMT6plex [N-Term] 0.41 0.526 3.225909948 12.54 0 1967.066024 2 984.0363159 -0.340010988 -0.000334412 65.71889805EGGTHQQLMEK 6 9665248 2xTMT6plex [N-Term; K11]; 1xOxidation [M9] 0.631 0.7 0.747 3.927096605 16.89 0 1731.90999 3 577.9746704 -0.307336717 -0.000177427 18.45198405LLGCLGSETR 2 9665248 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.962 3.329614401 16.06 0 1334.729952 2 667.8693848 1.154736393 0.000770631 51.14866832AVGSSEK 6 9665248 2xTMT6plex [N-Term; K7] 0.826 0.675 0.586 2.452188253 34.15 0 1135.672309 2 568.3395386 -0.447973908 -0.000254376 19.43365943IFEYLDR 8 9665248 1xTMT6plex [N-Term] 0.707 0.706 0.942 2.994297504 23.79 0 1184.65129 2 592.8302002 1.547586737 0.000916675 67.7484503KGCYWAMVQAPADAPE 1 9665248 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.797 3.245744705 1 2252.124416 3 751.378418 -1.649808387 -0.001238525 63.32394301

10835159 SERPINE1 plasminogen activator inhibitor 1 precursor 5054 NP_000593.1 35.5721393 1 10 10 82 402 45.031 7.2 0.99 0.97 1.08 1.01 Significant 0.00111 QFQADFTSLSDQEPLHVAQALQK 10 10835159 2xTMT6plex [N-Term; K23] 0.969 1.107 1.157 7.529605865 63.84 0 3059.62022 3 1020.546021 1.074814258 0.001096174 79.4921161EVPLSALTNILSAQLISHWK 6 10835159 2xTMT6plex [N-Term; K20] 1.01 1.212 0.917 7.304239273 54.7 0 2678.564543 3 893.5253906 -1.09177694 -0.000974798 112.7819991ELMGPWNKDEISTTDAIFVQR 7 10835159 2xTMT6plex [N-Term; K8] 1.221 1.151 1.444 5.791689873 28.03 1 2908.527899 3 970.1740112 -7.020368826 -0.006806313 80.1025376KPLENLGMTDMFR 6 10835159 2xTMT6plex [N-Term; K1] 2.043 0.821 1.219 4.745419025 16.53 0 2010.091659 3 670.7006836 -2.070457201 -0.00138727 69.82172032LVQGFMPHFFR 6 10835159 1xTMT6plex [N-Term] 0.616 0.46 1.39 4.747452259 41.58 0 1607.871805 3 536.6290283 0.451976915 0.00024224 76.67459104VFQQVAQASK 6 10835159 2xTMT6plex [N-Term; K10] 1.489 1.095 1.037 4.045996666 63.43 0 1563.925898 2 782.4651489 -1.839478738 -0.001438404 45.44925007GMISNLLGK 10 10835159 2xTMT6plex [N-Term; K9] 1.024 0.839 0.854 3.780514956 56.29 0 1390.849228 2 695.9287109 0.659686889 0.000458763 70.64805257QVDFSEVER 6 10835159 1xTMT6plex [N-Term] 0.872 1.019 1.027 3.671169281 35.8 0 1337.689861 2 669.3483276 -0.360305162 -0.000240988 38.09004613LVQGFMPHFFR 6 10835159 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.37 1.535 1.253 4.211000919 35.95 0 1623.86672 3 536.6290283 0.451976915 0.00024224 76.67459104KPLENLGMTDMFR 4 10835159 2xTMT6plex [N-Term; K1]; 1xOxidation [M8] 0.902 1.223 2.95843792 12.65 0 2026.086574 3 670.7006836 -2.070457201 -0.00138727 69.82172032MAPEEIIMDRPFLFVVR 5 10835159 1xTMT6plex [N-Term] 0.972 0.911 0.764 6.054763794 10.2 0 2292.244582 3 764.7507324 -3.026707721 -0.002312651 98.78210352KPLENLGMTDMFR 6 10835159 2xTMT6plex [N-Term; K1]; 2xOxidation [M8; M11] 0.821 0.865 0.955 2.607944012 14.03 0 2042.081489 3 670.7006836 -2.070457201 -0.00138727 69.82172032TPFPDSSTHR 4 10835159 1xTMT6plex [N-Term] 1.096 1.102 2.6126616 15.55 0 1373.701094 3 458.5714417 -0.962603025 -0.000440776 21.7969324148255935 CD44 CD44 antigen isoform 1 precursor 960 NP_000601.3 13.07277628 1 8 8 183 742 81.487 5.33 1.46 1.45 1.46 1.45 Significant 0.00000524 TNPEDIYPSNPTDDDVSSGSSSER 2 48255935 1xTMT6plex [N-Term] 1.752 4.822556973 39.29 0 2798.243785 3 933.4182739 -1.256724905 -0.001172208 37.54005453ESSETPDQFMTADETR 36 48255935 1xTMT6plex [N-Term] 1.535 1.495 1.358 5.136781693 80.49 0 2072.927995 2 1036.96814 0.486325081 0.000504058 39.25850651YGFIEGHVVIPR 21 48255935 1xTMT6plex [N-Term] 1.082 1.302 1.262 5.176609039 77.64 0 1615.915778 3 539.3103638 0.470227845 0.000253283 68.17062316ALSIGFETCR 12 48255935 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.847 1.687 1.69 4.616867542 58.76 0 1382.729952 2 691.8688354 0.320111991 0.000221314 61.23372157ESSETPDQFMTADETR 20 48255935 1xTMT6plex [N-Term]; 1xOxidation [M10] 1.803 0.777 100 4.163780212 47.07 0 2088.92291 2 1036.96814 0.486325081 0.000504058 39.25850651FAGVFHVEK 38 48255935 2xTMT6plex [N-Term; K9] 1.451 1.404 1.444 2.986483574 44.9 0 1491.872406 2 746.4393311 -0.684046853 -0.000510255 58.64525999SQEMVHLVNK 14 48255935 2xTMT6plex [N-Term; K10]; 1xOxidation [M4] 1.385 1.491 1.349 3.938584805 44.82 0 1658.929997 2 829.9693604 0.872003718 0.000723297 32.66820134SQEMVHLVNK 8 48255935 2xTMT6plex [N-Term; K10] 1.449 1.503 1.576 4.088334084 28.17 0 1642.935082 2 829.9693604 0.872003718 0.000723297 32.66820134
TEAADLCK 14 48255935 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.659 2.111 1.759 3.70699954 38.03 0 1365.744823 2 683.3761597 0.161235052 0.000110103 33.59154202
NLQNVDMK 10 48255935 2xTMT6plex [N-Term; K8] 1.446 1.372 1.378 3.473795652 35.09 0 1419.803006 2 710.4048462 -0.415562712 -0.000295009 37.50929525NLQNVDMK 8 48255935 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.077 1.152 1.479 2.49789381 30.78 0 1435.797921 2 710.4048462 -0.415562712 -0.000295009 37.5092952511321561 HPX hemopexin precursor 3263 NP_000604.1 27.70562771 1 10 10 44 462 51.643 7.02 1.37 1.34 1.57 1.43 Significant 0.00255 EVGTPHGIILDSVDAAFICPGSSR 6 11321561 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.55 1.402 1.572 6.21336937 37.75 0 2727.39733 3 909.8034058 -0.610976195 -0.000555458 76.89172076LLQDEFPGIPSPLDAAVECHR 6 11321561 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.64 2.363 1.554 6.926084042 63.6 0 2593.328188 3 865.1147461 0.577143015 0.000498907 86.93718723YYCFQGNQFLR 6 11321561 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.306 1.351 1.376 3.948100805 23.76 0 1724.841627 2 862.9229736 -1.714142521 -0.001478312 61.89237379
VDGALCMEK 6 11321561 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.906 1.334 1.657 3.462084293 38.11 0 1480.790392 2 740.8983765 -0.618703577 -0.000458085 48.03348474

EWFWDLATGTMK 2 11321561 2xTMT6plex [N-Term; K12] 1.412 2.967003584 27.04 0 1943.013727 3 648.3428955 0.209274609 0.000135541 99.70480986DYFMPCPGR 5 11321561 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.992 1.645 2.161 3.058090687 28.29 0 1371.638694 2 686.3224487 -0.782304456 -0.00053652 44.32136681NFPSPVDAAFR 2 11321561 1xTMT6plex [N-Term] 1.236 4.167015076 27.48 0 1449.76878 2 725.3872681 -1.048551472 -0.000760079 56.81781894VWVYPPEK 4 11321561 2xTMT6plex [N-Term; K8] 1.512 1.883 2.881100893 27.61 0 1475.866258 2 738.4359741 -1.074879112 -0.000793189 61.21724777SGAQATWTELPWPHEK 1 11321561 2xTMT6plex [N-Term; K16] 1.202 2.654718637 0 2296.212637 3 766.0737915 -2.532857013 -0.001938659 63.46997036LWWLDLK 4 11321561 2xTMT6plex [N-Term; K7] 1.177 1.08 2.993940592 22.18 0 1431.876429 2 716.4419556 0.143666596 0.000102856 101.2555493
DYFMPCPGR 2 11321561 1xTMT6plex [N-Term]; 1xOxidation [M4]; 1xCarbamidomethyl [C6] 0.863 1.898094177 11.43 0 1387.633609 2 686.3224487 -0.782304456 -0.00053652 44.32136681

67782305 SOD2 superoxide dismutase [Mn], mitochondrial isoform A precursor 6648 NP_000627.2 45.94594595 1 9 9 98 222 24.735 8.25 0.52 0.58 0.48 0.53 Significant 0.00303 AIWNVINWENVTER 14 67782305 1xTMT6plex [N-Term] 0.97 0.82 0.51 3.877059698 38.54 0 1973.044226 3 658.3528442 -0.124941526 -8.22E-05 100.3228232HHAAYVNNLNVTEEK 11 67782305 2xTMT6plex [N-Term; K15] 0.398 0.458 0.512 5.746103287 45.84 0 2197.176586 4 550.0490723 -0.968018462 -0.000531727 33.27179658GDVTAQIALQPALK 15 67782305 2xTMT6plex [N-Term; K14] 0.517 0.656 0.627 5.041886806 65.98 0 1883.136619 2 942.0714722 -0.505111553 -0.000475597 71.22574025HSLPDLPYDYGALEPHINAQIMQLHHSK 2 67782305 2xTMT6plex [N-Term; K28] 0.591 6.013650894 16.58 0 3682.920441 6 614.6591797 -0.474106087 -0.000291016 72.84377104GELLEAIK 10 67782305 2xTMT6plex [N-Term; K8] 0.37 0.449 0.396 3.738696337 48.91 0 1330.834624 2 665.9210815 0.197587238 0.000131478 69.58083305GELLEAIKR 12 67782305 2xTMT6plex [N-Term; K8] 0.939 0.806 0.751 4.022548676 25.97 1 1486.935734 2 743.9691162 -3.213769105 -0.002389334 53.62009796YQEALAK 18 67782305 2xTMT6plex [N-Term; K7] 0.46 0.508 0.445 2.739997864 30.66 0 1280.761459 2 640.8848877 0.812142353 0.00052008 35.90907753NVRPDYLK 8 67782305 2xTMT6plex [N-Term; K8] 0.557 0.613 0.503 2.971135616 15.37 0 1462.87822 3 488.2974243 -0.341744634 -0.000166644 34.56388937DFGSFDK 8 67782305 2xTMT6plex [N-Term; K7] 0.477 0.522 0.481 2.696517944 19.9 0 1273.682874 2 637.3438721 -1.889339508 -0.00120321 45.01827938
50301238 GSR glutathione reductase, mitochondrial isoform 1 precursor 2936 NP_000628.2 44.82758621 1 14 14 80 522 56.221 8.5 0.99 0.99 1 0.99 Significant 0.0000113

VVGIHMQGLGCDEMLQGFAVAVK 6 50301238 2xTMT6plex [N-Term; K23]; 2xOxidation [M6; M14]; 1xCarbamidomethyl [C11] 0.967 1.079 0.915 5.700712204 54.76 0 2949.540062 3 983.8530273 1.514433151 0.00148896 70.91550253
VVGIHMQGLGCDEMLQGFAVAVK 2 50301238 2xTMT6plex [N-Term; K23]; 1xOxidation [M14]; 1xCarbamidomethyl [C11] 1.105 4.270626545 16.41 0 2933.545147 3 983.8530273 1.514433151 0.00148896 70.91550253
SFDSMISTNCTEELENAGVEVLK 6 50301238 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C10] 0.86 0.785 0.909 4.738107204 31.73 0 3031.500424 3 1011.170349 -1.296264611 -0.001309876 85.93003545

LGGTCVNVGCVPK 12 50301238 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C5; C10] 1.053 1.109 1.097 3.888845444 51.49 0 1818.997031 2 910.0019531 -0.220857974 -0.00020087 53.18035238
ADFDNTVAIHPTSSEELVTLR 6 50301238 1xTMT6plex [N-Term] 1.491 1.209 0.861 6.318584442 45.46 0 2544.314312 3 848.7744751 -2.138087659 -0.001813322 61.50089493TLSGLEVSMVTAVPGR 4 50301238 1xTMT6plex [N-Term] 0.915 0.849 4.989192009 75.16 0 1846.03055 2 923.5206299 1.859869343 0.001716688 78.88881418ALLTPVAIAAGR 6 50301238 1xTMT6plex [N-Term] 1.165 1.15 1.008 4.024374008 40.21 0 1381.872851 2 691.4396362 -0.618717606 -0.000427495 68.28606115LDYNNIPTVVFSHPPIGTVGLTEDEAIHK 2 50301238 2xTMT6plex [N-Term; K29] 0.877 7.563925266 30.05 0 3634.952118 4 909.4902344 -3.579326378 -0.00325267 89.78622527LGIQTDDKGHIIVDEFQNTNVK 2 50301238 3xTMT6plex [N-Term; K8; K22] 0.807 5.790914536 15.34 1 3171.761688 4 793.694397 -1.869639008 -0.001482512 66.59255739GHAAFTSDPKPTIEVSGK 8 50301238 3xTMT6plex [N-Term; K10; K18] 0.803 0.969 1.02 6.127486229 27.54 0 2529.427999 4 633.1124878 0.048474151 3.07E-05 47.31200381

GIYAVGDVCGK 12 50301238 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 0.986 0.909 1.016 4.97537899 59.83 0 1596.881985 2 798.9467163 2.612201294 0.002085689 49.73754398
LPVMTMIPDVDCLLWAIGR 2 50301238 1xTMT6plex [N-Term]; 2xOxidation [M4; M6]; 1xCarbamidomethyl [C12] 0.632 4.113676071 22.81 0 2461.285462 3 810.4362793 -0.554427941 -0.000448956 113.1173475
LPVMTMIPDVDCLLWAIGR 4 50301238 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.197 1.014 4.833437443 49.33 0 2429.295632 3 810.4362793 -0.554427941 -0.000448956 113.1173475LNAIYQNNLTK 2 50301238 2xTMT6plex [N-Term; K11] 0.789 2.508403301 1.36 0 1750.02634 2 875.5155029 -1.491989329 -0.00130551 57.35041511YGIENVK 4 50301238 2xTMT6plex [N-Term; K7] 1.055 0.964 2.535029888 10.02 0 1280.761459 2 640.8843994 0.049656495 3.18E-05 37.88299327

MVCANKEEK 2 50301238 3xTMT6plex [N-Term; K6; K9]; 1xCarbamidomethyl [C3] 1.102 1.031 2.260564804 1 1796.001337 3 599.3399048 2.129088319 0.001274615 30.84099939
63025222 TGFB1 transforming growth factor beta-1 preproprotein 7040 NP_000651.3 25.8974359 1 5 5 20 390 44.297 8.53 1.1 0.88 0.88 0.95 Significant 0.00587

GYHANFCLGPCPYIWSLDTQYSK 2 63025222 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C7; C11] 1.35 5.429141998 24.08 0 3235.574533 3 1079.195068 -1.199398078 -0.001293581 85.96770486
VLALYNQHNPGASAAPCCVPQALEPLPIVYYVGR 2 63025222 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C17; C18] 0.877 5.768402576 30.71 0 3967.056 4 992.5194092 -0.048613191 -4.82E-05 100.737506

ALDTNYCFSSTEK 2 63025222 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.778 3.089842558 23.6 0 1993.994114 3 665.3364868 0.39799978 0.000264536 50.00978416EAVPEPVLLSR 6 63025222 1xTMT6plex [N-Term] 0.974 0.88 0.844 3.457906008 33.99 0 1438.846696 2 719.9274292 0.615894967 0.000443089 54.88242828LLAPSDSPEWLSFDVTGVVR 8 63025222 1xTMT6plex [N-Term] 1.254 1.442 0.862 3.292655945 20.51 0 2417.291392 2 1209.155151 4.812930048 0.005817127 100.245831315431303 RPL9 60S ribosomal protein L9 6133 NP_000652.2 61.97916667 1 12 12 182 192 21.85 9.95 1.01 1.04 1.05 1.03 Significant 0.000135 DELILEGNDIELVSNSAALIQQATTVK 34 15431303 2xTMT6plex [N-Term; K27] 0.79 0.754 0.786 6.39266777 70.14 0 3342.840837 3 1114.95166 -0.122447125 -0.00013644 108.5958333DFNHINVELSLLGK 16 15431303 2xTMT6plex [N-Term; K14] 1.083 1.088 1.199 5.953081131 62.08 0 2057.179546 2 1029.091797 -1.56970256 -0.00161458 79.87217863
MRPGVACSVSQAQKDELILEGNDIELVSNSAALIQQATTVK 4 15431303 3xTMT6plex [N-Term; K14; K41]; 1xCarbamidomethyl [C7] 1.367 100 4.601103306 7.29 1 5071.73747 4 1268.690308 0.38069572 0.000482697 104.7682778

TILSNQTVDIPENVDITLK 33 15431303 2xTMT6plex [N-Term; K19] 0.999 0.989 1.089 6.27023077 70.35 0 2571.464554 2 1286.235718 -0.153695731 -0.000197612 83.38793584KFLDGIYVSEK 24 15431303 3xTMT6plex [N-Term; K1; K11] 1.069 1.155 1.228 5.983873367 40.68 1 1986.187875 3 662.7338867 -0.386863579 -0.000256128 63.47829645RDFNHINVELSLLGK 6 15431303 2xTMT6plex [N-Term; K15] 1.039 1.179 1.174 4.813300133 26.61 1 2213.280657 4 554.074585 -1.873818504 -0.001036822 70.47008389FLDGIYVSEK 18 15431303 2xTMT6plex [N-Term; K10] 0.951 1.037 0.962 4.446024895 49.94 0 1628.92998 2 814.9689331 0.374025247 0.00030463 69.88559155
MRPGVACSVSQAQK 2 15431303 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 0.788 3.763771057 12.66 0 1977.077407 3 665.0286255 -0.500907642 -0.000332782 24.93053079

TICSHVQNMIK 6 15431303 2xTMT6plex [N-Term; K11]; 1xOxidation [M9]; 1xCarbamidomethyl [C3] 1.233 1.286 1.018 3.259240389 15.98 0 1804.981381 3 602.3325195 0.899701109 0.000541315 46.97300265GTVQQADE 12 15431303 1xTMT6plex [N-Term] 0.992 1.083 1.058 3.079892159 63.75 0 1076.542134 2 538.7728271 -3.489118546 -0.001878092 16.07168947GVTLGFR 14 15431303 1xTMT6plex [N-Term] 1.059 1.074 0.994 2.62840724 38.1 0 978.5933817 2 489.8003845 0.113124584 5.54E-05 42.82497432MRPGVACSVSQAQK 7 15431303 2xTMT6plex [N-Term; K14]; 1xOxidation [M1]; 1xCarbamidomethyl [C7] 0.855 0.971 0.843 3.493214369 19.19 0 1993.072322 3 665.0286255 -0.500907642 -0.000332782 24.93053079
KELATVR 6 15431303 2xTMT6plex [N-Term; K1] 1.382 1.172 1.282 3.463263035 11.97 1 1274.819642 3 425.6112671 -0.309197047 -0.00013139 26.7519363971565154 ADH5 alcohol dehydrogenase class-3 128 NP_000662.3 50.53475936 1 15 15 202 374 39.698 7.49 0.97 0.99 1 0.99 Significant 0.0000799 IKVDEFVTHNLSFDEINK 8 71565154 3xTMT6plex [N-Term; K2; K18] 1.152 1.076 1.024 8.272173882 35.22 1 2835.585956 4 709.6521606 0.302215534 0.00021424 76.62696024VDEFVTHNLSFDEINK 16 71565154 2xTMT6plex [N-Term; K16] 0.842 0.819 0.868 5.367291927 41.62 0 2365.243997 3 789.0855713 -0.776339699 -0.000612078 71.72741558AAVAWEAGKPLSIEEIEVAPPK 25 71565154 3xTMT6plex [N-Term; K9; K22] 1.006 1.04 1.085 6.727168083 36.13 0 2992.73262 3 998.2481079 -0.952116308 -0.00094981 82.63465906

VCLLGCGISTGYGAAVNTAK 30 71565154 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C2; C6] 1.272 1.326 1.396 6.324196339 94.06 0 2470.319822 2 1235.663452 -0.078549799 -9.70E-05 76.78646574
AGDTVIPLYIPQCGECK 10 71565154 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C13; C16] 1.214 1.132 1.093 5.394624233 44.52 0 2379.24526 2 1190.120483 -4.862749259 -0.005784837 75.62461025

IIATAVCHTDAYTLSGADPEGCFPVILGHEGAGIVESVGEGVTK 12 71565154 2xTMT6plex [N-Term; K44]; 2xCarbamidomethyl [C7; C22] 1.393 1.597 1.583 7.47104311 18.12 0 4956.516355 5 992.1072998 -1.808128113 -0.001792403 97.41341979
AALEACHK 6 71565154 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.024 0.958 1.086 3.776172161 34.52 0 1357.766227 3 453.2602234 -0.080863688 -3.66E-05 23.36995878

IIGVDINKDK 6 71565154 3xTMT6plex [N-Term; K8; K10] 1.166 1.271 1.087 3.513764143 27.95 1 1802.135446 2 901.5692749 -2.3154005 -0.002086333 57.00843765IDPLAPLDK 18 71565154 2xTMT6plex [N-Term; K9] 1.009 0.998 1.111 3.443259716 42.66 0 1439.887387 2 720.4472046 -0.17693072 -0.00012738 70.58020028GTAFGGWK 18 71565154 2xTMT6plex [N-Term; K8] 0.951 1.017 0.984 3.272453308 42.53 0 1281.735578 2 641.3713379 -0.139731434 -8.95E-05 62.76180125IIGVDINK 16 71565154 2xTMT6plex [N-Term; K8] 0.703 0.673 0.704 3.526295662 34.32 0 1329.850608 2 665.4282837 -0.990470042 -0.000658589 58.73305705GLMPDGTSR 7 71565154 1xTMT6plex [N-Term] 0.892 0.795 0.791 3.336780787 33.69 0 1162.608774 2 581.8081055 0.13818707 8.03E-05 25.83968124LVSEYMSK 16 71565154 2xTMT6plex [N-Term; K8] 0.939 0.882 0.882 3.513354778 33.59 0 1414.801609 2 707.9031982 -1.759218826 -0.001244473 54.25892657SVESVPK 12 71565154 2xTMT6plex [N-Term; K7] 0.942 0.951 1.031 2.760007381 21.55 0 1203.73491 2 602.3707886 -0.505918336 -0.000304496 30.8889001AFELMHSGK 2 71565154 2xTMT6plex [N-Term; K9] 100 1.013118267 2.75 0 1477.823741 3 493.27948 0.098422702 4.85E-05 84.017024639951915 AHCY adenosylhomocysteinase isoform 1 191 NP_000678.1 53.93518519 1 22 24 378 432 47.685 6.34 1.24 1.26 1.2 1.23 Significant 0.000204 DGPLNMILDDGGDLTNLIHTK 34 9951915 2xTMT6plex [N-Term; K21] 1.097 1.124 1.119 5.709522724 41.92 0 2710.448586 3 909.4858398 -0.196299226 -0.0001784 96.17356936DGPLNMILDDGGDLTNLIHTK 33 9951915 2xTMT6plex [N-Term; K21]; 1xOxidation [M6] 1.189 1.194 1.201 5.890725136 56.32 0 2726.443501 3 909.4858398 -0.196299226 -0.0001784 96.17356936
QAQYLGMSCDGPFKPDHYR 6 9951915 2xTMT6plex [N-Term; K14]; 1xOxidation [M7]; 1xCarbamidomethyl [C9] 1.296 1.333 1.302 5.470016003 23.14 0 2744.332512 4 686.8373413 -1.81330637 -0.001244079 38.74143473
QAQYLGMSCDGPFKPDHYR 4 9951915 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.06 0.801 4.858987808 20.02 0 2728.337597 4 686.8373413 -1.81330637 -0.001244079 38.74143473
GETDEEYLWCIEQTLYFK 17 9951915 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 1.73 1.701 1.808 4.240464211 37.43 0 2782.368605 2 1391.684448 -2.510553638 -0.003492643 104.7430388

GISEETTTGVHNLYK 14 9951915 2xTMT6plex [N-Term; K15] 1.278 1.303 1.386 5.043397903 62.26 0 2107.143555 2 1054.074585 -0.788426646 -0.000830664 43.8201039VAVVAGYGDVGK 12 9951915 2xTMT6plex [N-Term; K12] 1.368 1.373 1.351 4.819013119 69.72 0 1592.941214 2 796.9742432 -0.002524811 -2.01E-06 52.90972457VADIGLAAWGR 20 9951915 1xTMT6plex [N-Term] 1.236 1.335 1.284 4.317574501 49.98 0 1357.77895 2 679.3945923 2.178175108 0.00147874 66.44300419ALDIAENEMPGLMR 28 9951915 1xTMT6plex [N-Term] 1.117 1.11 1.147 5.455517292 59.46 0 1788.918557 2 894.9619751 -1.052571499 -0.000941482 70.7857636KALDIAENEMPGLMR 6 9951915 2xTMT6plex [N-Term; K1] 2.329 2.784 2.367 6.238803387 38.84 1 2146.176451 3 716.0647583 1.523710849 0.001090051 74.79154008KLDEAVAEAHLGK 21 9951915 3xTMT6plex [N-Term; K1; K13] 1.383 1.427 1.325 6.966508389 35.43 1 2068.236951 3 690.0828247 -1.464918662 -0.001009933 51.28448773VPAINVNDSVTK 20 9951915 2xTMT6plex [N-Term; K12] 1.392 1.285 1.227 4.705042362 70.68 0 1715.010356 2 858.0078735 -1.099340118 -0.00094269 54.40173993LDEAVAEAHLGK 4 9951915 2xTMT6plex [N-Term; K12] 1.023 1.033 4.134362698 36.02 0 1710.979056 3 570.9976196 -0.438388348 -0.000250024 52.95440975YPVGVHFLPK 6 9951915 2xTMT6plex [N-Term; K10] 0.745 0.751 0.701 3.63172102 38.23 0 1614.977205 3 538.9970703 -0.339139462 -0.000182567 62.0424809AGIPVYAWK 10 9951915 2xTMT6plex [N-Term; K9] 1.105 1.187 1.26 3.836312056 47.84 0 1462.882242 2 731.9447021 -0.078443173 -5.74E-05 68.44985674WLNENAVEK 18 9951915 2xTMT6plex [N-Term; K9] 1.302 1.024 1.437 4.520099163 46.08 0 1560.878613 2 780.9398193 -4.005076417 -0.003125719 52.55359704ATDVMIAGK 2 9951915 2xTMT6plex [N-Term; K9] 1.411 3.553334236 30.78 0 1363.801943 2 690.4016724 -0.572601273 -0.000395037 37.61973668
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ESILDGLK 58 9951915 2xTMT6plex [N-Term; K8] 1.01 0.968 1.056 3.15940547 46.99 0 1332.813888 2 666.9105225 -0.089846096 -5.99E-05 54.574844IILLAEGR 16 9951915 1xTMT6plex [N-Term] 1.366 1.339 1.267 3.122100592 39.19 0 1113.71931 2 557.3630981 -0.350861239 -0.00019538 65.2603121YPQLLPGIR 14 9951915 1xTMT6plex [N-Term] 1.223 1.32 1.233 3.244791746 30.34 0 1285.782973 2 643.3946533 -0.733599211 -0.000471625 65.42017667ATDVMIAGK 11 9951915 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 1.25 1.37 1.24 2.41936779 33.38 0 1379.796858 2 690.4016724 -0.572601273 -0.000395037 37.61973668
SKFDNLYGCR 4 9951915 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C9] 1.201 2.025 2.3882339 8.21 1 1717.909596 3 573.3078613 -0.329223159 -0.000188525 39.04239089

FDNLYGCR 12 9951915 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.059 1.269 1.087 3.283615112 22.44 0 1273.619673 2 637.3130493 -0.668164292 -0.000425494 41.27776907YSASKPLK 7 9951915 3xTMT6plex [N-Term; K5; K8] 2.209 2.543 2.259 2.580844641 9.11 0 1580.99789 2 791.0028076 0.283829838 0.000224367 34.01925668ESILDGLKR 12 9951915 2xTMT6plex [N-Term; K8] 2.681 1.977 2.291 3.492383003 13.78 1 1488.914999 3 496.9768677 0.705726885 0.000350256 46.55483443GCAQALR 14 9951915 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.54 1.311 1.16 2.377258301 30.99 0 1004.550865 2 502.7790222 -0.097014905 -4.87E-05 18.48669013VNIKPQVDR 10 9951915 2xTMT6plex [N-Term; K4] 1.353 1.641 1.479 2.843779564 16.41 0 1526.941882 2 763.9733276 -1.639758914 -0.001251908 35.9485423221361176 ALDH1A1 retinal dehydrogenase 1 216 NP_000680.2 22.35528942 1 12 14 134 501 54.827 6.73 1.13 1.26 1.23 1.21 Significant 0.00106 VAFTGSTEVGK 8 21361176 2xTMT6plex [N-Term; K11] 1.334 1.34 1.32 4.159444332 48.59 0 1553.893929 2 777.4487915 -2.331428239 -0.001811396 48.03150685IAKEEIFGPVQQIMK 12 21361176 3xTMT6plex [N-Term; K3; K15] 1.487 1.459 1.624 5.607401371 22.68 1 2418.439749 3 806.8152466 -3.540701772 -0.002854325 83.17379951IFVEESIYDEFVR 28 21361176 1xTMT6plex [N-Term] 1.001 1.043 1.142 4.57311821 65.89 0 1874.973746 2 937.991394 0.941381681 0.000882533 93.90018646ELGEYGFHEYTEVK 8 21361176 2xTMT6plex [N-Term; K14] 1.427 1.107 1.547 4.56595993 26.98 0 2159.106107 3 720.3728638 -0.958012856 -0.000689484 54.19100604EEIFGPVQQIMK 4 21361176 2xTMT6plex [N-Term; K12] 1.046 0.976 5.03939724 49.64 0 1877.060677 2 939.0322266 -1.864790544 -0.001750162 78.41809883
LECGGGPWGNK 6 21361176 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.175 1.344 1.122 5.322823048 56.4 0 1632.856832 2 816.9312744 -0.95555951 -0.000780146 55.62784116

ILDLIESGK 10 21361176 2xTMT6plex [N-Term; K9] 1.001 1.031 1.001 3.355194569 54.63 0 1445.897952 2 723.4524536 -0.222265643 -0.000160687 81.65386765ILDLIESGKK 6 21361176 3xTMT6plex [N-Term; K9; K10] 1.554 1.455 1.136 3.764786243 15.78 1 1803.155847 3 601.7235718 0.174772487 0.000105047 77.73275852
IAKEEIFGPVQQIMK 4 21361176 3xTMT6plex [N-Term; K3; K15]; 1xOxidation [M14] 0.758 2.41 3.256830454 12.41 1 2434.434664 3 806.8152466 -3.540701772 -0.002854325 83.17379951

VTLELGGK 13 21361176 2xTMT6plex [N-Term; K8] 1.416 1.271 1.376 3.352119446 41 0 1274.808409 2 637.9072876 -0.870887484 -0.000555107 113.7111438
YCAGWADK 12 21361176 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.146 1.447 1.25 3.719677925 40.98 0 1428.734592 2 714.8707886 -0.204160776 -0.000145846 51.11178047
SLDDVIKR 6 21361176 2xTMT6plex [N-Term; K7] 1.503 1.677 1.861 3.101020813 24.73 1 1403.862235 3 468.6254883 -0.2305114 -0.000107869 40.78002904LADLIER 14 21361176 1xTMT6plex [N-Term] 0.992 0.988 0.946 2.504947424 19.65 0 1058.640726 2 529.8239746 -0.050216517 -2.66E-05 55.78499556SLDDVIK 1 21361176 2xTMT6plex [N-Term; K7] 19.61 0 1247.761124 2 624.3845215 0.514608716 0.000321054 49.7410057TMDASER 2 21361176 1xTMT6plex [N-Term] 0.885 2.22039938 29.59 0 1038.508725 2 519.7573242 -1.303294298 -0.000676741 15.5610141125777732 ALDH2 aldehyde dehydrogenase, mitochondrial isoform 1 precursor 217 NP_000681.2 49.12959381 1 16 19 243 517 56.346 7.05 0.91 0.92 0.94 0.93 Significant 0.0000912

VIQVAAGSSNLK 12 25777732 2xTMT6plex [N-Term; K12] 0.763 0.838 0.831 4.73444128 66.33 0 1645.004877 2 823.0054932 -0.709336423 -0.000583431 50.96429545
TFPTVNPSTGEVICQVAEGDKEDVDK 14 25777732 3xTMT6plex [N-Term; K21; K26]; 1xCarbamidomethyl [C14] 0.714 0.747 1.053 5.81678915 24.57 1 3522.82409 4 881.4613647 -0.130825614 -0.000115219 74.30149827

GYFIQPTVFGDVQDGMTIAK 13 25777732 2xTMT6plex [N-Term; K20] 0.912 0.923 0.88 5.877403259 54.57 0 2645.404931 3 882.47229 -0.988129561 -0.000871334 90.44417592GYFIQPTVFGDVQDGMTIAK 2 25777732 2xTMT6plex [N-Term; K20]; 1xOxidation [M16] 0.824 4.033891201 29.55 0 2661.399846 3 882.47229 -0.988129561 -0.000871334 90.44417592ELGEYGLQAYTEVK 20 25777732 2xTMT6plex [N-Term; K14] 0.95 0.959 0.977 4.453106403 58.91 0 2058.115943 2 1029.559814 -1.744631425 -0.001795327 66.47940995EAGFPPGVVNIVPGFGPTAGAAIASHEDVDK 18 25777732 2xTMT6plex [N-Term; K31] 0.48 0.677 0.709 7.336071968 50.49 0 3477.84184 3 1159.952515 0.330965399 0.000383682 90.03083441VAEQTPLTALYVANLIK 26 25777732 2xTMT6plex [N-Term; K17] 1.009 0.984 0.909 5.553879261 58.51 0 2302.37864 2 1151.693115 0.136358436 0.000156974 105.5502497EEIFGPVMQILK 34 25777732 2xTMT6plex [N-Term; K12] 0.842 0.921 0.925 4.458554745 51.15 0 1862.086163 2 931.5461426 -0.620155916 -0.000577392 103.1465248
KTFPTVNPSTGEVICQVAEGDKEDVDK 4 25777732 4xTMT6plex [N-Term; K1; K22; K27]; 1xCarbamidomethyl [C15] 0.914 3.173 5.596214771 14.35 2 3880.081985 5 776.8214111 -1.040129037 -0.000807157 69.11421906

LGPALATGNVVVMK 16 25777732 2xTMT6plex [N-Term; K14] 0.802 0.828 0.76 5.677566051 79.23 0 1828.113047 2 914.5604858 0.354616849 0.00032414 74.17434967TIPIDGDFFSYTR 6 25777732 1xTMT6plex [N-Term] 0.954 0.821 0.865 4.906418324 47.17 0 1760.905667 2 880.9564209 -0.057767504 -5.09E-05 81.74280838TFVQEDIYDEFVER 6 25777732 1xTMT6plex [N-Term] 1.109 0.972 0.947 4.26559782 19.21 0 2018.990853 2 1009.999084 0.019517331 1.97E-05 77.53857569TEQGPQVDETQFK 9 25777732 2xTMT6plex [N-Term; K13] 1.285 1.546 1.307 3.653243303 25.79 0 1965.032942 3 655.6829224 0.647434359 0.000424077 110.7209432ANNSTYGLAAAVFTK 4 25777732 2xTMT6plex [N-Term; K15] 0.891 0.941 4.649499416 40.41 0 1986.106047 3 662.7061157 -1.134431887 -0.000751034 71.25308032LLCGGGIAADR 2 25777732 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.23 3.169078112 19.61 0 1331.730286 2 666.3684082 -0.560349012 -0.000373117 43.10277208AAFQLGSPWR 12 25777732 1xTMT6plex [N-Term] 0.782 0.818 0.901 3.848586798 41.11 0 1361.752736 2 681.3798828 -0.181196625 -0.000123372 60.1565196VTLELGGK 13 25777732 2xTMT6plex [N-Term; K8] 1.416 1.271 1.376 3.352119446 41 0 1274.808409 2 637.9072876 -0.870887484 -0.000555107 113.7111438YYAGWADK 12 25777732 2xTMT6plex [N-Term; K8] 0.988 1.004 1.114 3.432358265 40.63 0 1431.767272 2 716.387207 -0.094147633 -6.74E-05 48.85060588TIEEVVGR 6 25777732 1xTMT6plex [N-Term] 0.75 0.793 1.003 2.728170633 36.35 0 1131.657104 2 566.3319702 -0.389022709 -0.00022012 37.0639477LADLIER 14 25777732 1xTMT6plex [N-Term] 0.992 0.988 0.946 2.504947424 19.65 0 1058.640726 2 529.8239746 -0.050216517 -2.66E-05 55.7849955625777730 ALDH1B1 aldehyde dehydrogenase X, mitochondrial precursor 219 NP_000683.3 53.96518375 1 20 23 208 517 57.213 6.99 0.89 0.92 0.94 0.92 Significant 0.000251
EEIFGPVQPLFK 18 25777730 2xTMT6plex [N-Term; K12] 0.836 0.693 4.253190041 39.84 0 1862.082792 2 931.5449219 -0.121031138 -0.000112685 87.99645332VAFTGSTEVGHLIQK 6 25777730 2xTMT6plex [N-Term; K15] 1.081 1.02 1.024 4.930234909 38.66 0 2045.179546 3 682.3977051 -0.481280789 -0.000328102 64.83529999VAEQTPLSALYLASLIK 12 25777730 2xTMT6plex [N-Term; K17] 0.964 0.921 0.981 4.941822052 47.53 0 2275.367741 2 1138.182617 -4.299575328 -0.004891557 112.2636287

SPSIVLADADMEHAVEQCHEALFFNMGQCCCAGSR 6 25777730 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C18; C29; C30; C31] 1.678 100 1.171 9.198309898 47.41 0 4226.84821 4 1057.465332 -2.061116124 -0.002178006 82.68189252
TFPTVNPTTGEVIGHVAEGDR 6 25777730 1xTMT6plex [N-Term] 0.756 0.95 0.852 6.979785919 66.19 0 2426.251318 3 809.4216309 -0.403330796 -0.000326194 59.89011353LAPALATGNTVVMK 10 25777730 2xTMT6plex [N-Term; K14] 0.835 0.861 0.871 5.161180019 45.07 0 1844.107961 3 620.7057495 -0.097357434 -6.04E-05 67.10216174

HEPVGVCGQIIPWNFPLVMQGWK 10 25777730 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C7] 1.378 1.055 1.09 7.029071808 56.44 0 3150.678544 4 788.4241943 -1.141489428 -0.000899117 109.7974308
VGNPFELDTQQGPQVDKEQFER 2 25777730 2xTMT6plex [N-Term; K17] 0.84 3.598622322 12.07 1 3019.552534 3 1007.187256 -1.761778215 -0.001773261 62.70159018KTFPTVNPTTGEVIGHVAEGDR 8 25777730 2xTMT6plex [N-Term; K1] 1.179 1.062 7.662885666 49.02 1 2783.509213 4 696.633728 1.390101156 0.00096734 56.91991835TIPMDGQHFCFTR 6 25777730 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.861 0.995 1.009 5.334289551 45.56 0 1838.887925 3 613.6335449 -1.00275517 -0.000614651 54.96129937TFVEESIYNEFLER 2 25777730 1xTMT6plex [N-Term] 1.158 4.058393478 16.38 0 2005.011588 2 1003.006653 -2.772720103 -0.002779668 88.86215257GFFIKPTVFGGVQDDMR 10 25777730 2xTMT6plex [N-Term; K5] 1.002 0.955 1.357 5.180533409 19.15 0 2372.283694 3 791.4313965 -1.710375907 -0.001352499 82.08729867VLGYIQLGQK 16 25777730 2xTMT6plex [N-Term; K10] 0.899 0.872 0.891 4.546891212 46.15 0 1576.982685 2 788.9943848 -0.755708202 -0.000595869 70.6998753YGLAAAVFTR 6 25777730 1xTMT6plex [N-Term] 1.096 1.289 0.806 3.991706848 46.5 0 1297.746588 2 649.3746338 -3.542133663 -0.002298396 63.03906825LAPALATGNTVVMK 3 25777730 2xTMT6plex [N-Term; K14]; 1xOxidation [M13] 1.011 4.327084064 48 0 1860.102876 3 620.7057495 -0.097357434 -6.04E-05 67.10216174GFFIKPTVFGGVQDDMR 3 25777730 2xTMT6plex [N-Term; K5]; 1xOxidation [M16] 0.782 0.92 3.14015007 13.53 0 2388.278609 3 791.4313965 -1.710375907 -0.001352499 82.08729867VTLELGGK 13 25777730 2xTMT6plex [N-Term; K8] 1.416 1.271 1.376 3.352119446 41 0 1274.808409 2 637.9072876 -0.870887484 -0.000555107 113.7111438YFAGWADK 21 25777730 2xTMT6plex [N-Term; K8] 1.587 1.477 1.525 3.629653454 43.83 0 1415.772358 2 708.3896484 -0.238304554 -0.000168693 60.38811898AAGDSNLK 6 25777730 2xTMT6plex [N-Term; K8] 0.759 0.851 0.75 3.107677937 37.02 0 1233.720322 2 617.3634644 -0.543047764 -0.000334985 23.19350867ELGEDGLK 6 25777730 2xTMT6plex [N-Term; K8] 0.766 0.833 0.801 3.078772545 39.21 0 1318.761852 2 659.8850098 0.675210045 0.000445221 37.29828046KIEEVVER 12 25777730 2xTMT6plex [N-Term; K1] 0.81 1.049 1.015 3.574182987 19.32 1 1459.88845 3 487.3013306 0.677126543 0.00032951 34.6965971

TIPMDGQHFCFTR 6 25777730 1xTMT6plex [N-Term]; 1xOxidation [M4]; 1xCarbamidomethyl [C10] 1.259 1.169 1.161 3.775923967 16.87 0 1854.88284 3 613.6335449 -1.00275517 -0.000614651 54.96129937
AAGDSNLKR 6 25777730 2xTMT6plex [N-Term; K8] 1.284 1.213 1.16 4.237195969 20.51 1 1389.821433 3 463.9454041 0.162530378 7.53E-05 19.60791282LADLVER 6 25777730 1xTMT6plex [N-Term] 0.842 0.893 0.976 2.910082102 35.63 0 1044.625076 2 522.8165283 0.67423293 0.00035216 47.9366656IEEVVER 4 25777730 1xTMT6plex [N-Term] 0.767 0.789 2.638175011 21.16 0 1102.630555 2 551.8190308 0.208540782 0.000114972 36.66348856LLCGGER 4 25777730 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.132 0.675 2.428884029 13.2 0 1033.566181 2 517.2866821 -0.090291448 -4.67E-05 27.72558689

153266822 ALDH1A3 aldehyde dehydrogenase family 1 member A3 isoform 1 220 NP_000684.2 74.8046875 1 4 32 815 512 56.073 7.25 1.5 1.49 1.48 1.49 Significant 0.000015
LASALESGTVWINCYNALYAQAPFGGFK 18 153266822 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C14] 2.196 1.945 2.367 7.877123356 58.45 0 3506.818268 3 1169.608276 -2.278982778 -0.002663993 112.467439

LAPALCCGNTMVLKPAEQTPLTALYLGSLIK 3 153266822 3xTMT6plex [N-Term; K14; K31]; 2xCarbamidomethyl [C6; C7] 1.293 100 5.956231117 26.92 0 4031.271434 5 810.2584839 -0.750078237 -0.000607153 109.6254871
LAPALCCGNTMVLKPAEQTPLTALYLGSLIK 34 153266822 3xTMT6plex [N-Term; K14; K31]; 1xOxidation [M11]; 2xCarbamidomethyl [C6; C7] 1.382 1.348 1.48 6.732834816 31.27 0 4047.266349 5 810.2584839 -0.750078237 -0.000607153 109.6254871

IAFTGSTEVGK 18 153266822 2xTMT6plex [N-Term; K11] 1.54 1.5 1.444 4.639314651 61.87 0 1567.909579 2 784.4599609 1.955479474 0.001533007 113.3584245ANSTDYGLTAAVFTK 26 153266822 2xTMT6plex [N-Term; K15] 1.408 1.384 1.448 5.240949154 76.65 0 2017.100627 2 1009.051331 -2.599145088 -0.002621369 68.37690444EEIFGPVQPILK 38 153266822 2xTMT6plex [N-Term; K12] 1.219 1.196 1.244 4.931165218 71.18 0 1828.098443 2 914.5533447 0.530755403 0.000485137 79.76724672IAKEEIFGPVQPILK 26 153266822 3xTMT6plex [N-Term; K3; K15] 1.846 2.046 1.897 6.352816582 22.15 1 2369.477515 2 1185.240723 -1.412339842 -0.001673254 83.46608683AVEAAQVAFQR 15 153266822 1xTMT6plex [N-Term] 1.264 1.319 1.355 4.181669712 57.91 0 1418.795329 2 709.9015503 0.349032681 0.000247603 44.45928368VFVEEQVYSEFVR 27 153266822 1xTMT6plex [N-Term] 1.275 1.376 1.673 4.406329155 44.61 0 1859.974081 3 620.6627197 -0.255294048 -0.00015828 80.35957217LLHQLADLVER 32 153266822 1xTMT6plex [N-Term] 1.548 1.461 1.449 4.294574738 62.37 0 1535.910693 3 512.6418457 0.189496288 9.70E-05 76.60207296GLFIKPTVFSEVTDNMR 34 153266822 2xTMT6plex [N-Term; K5] 1.159 1.431 1.24 5.724700451 34.54 0 2412.336123 3 804.7833862 -0.214604668 -0.000172566 87.37859721GLFIKPTVFSEVTDNMR 44 153266822 2xTMT6plex [N-Term; K5]; 1xOxidation [M16] 1.432 1.402 1.526 4.331595898 28.03 0 2428.331038 3 804.7833862 -0.214604668 -0.000172566 87.37859721EAGFPPGVVNIVPGFGPTVGAAISSHPQINK 86 153266822 2xTMT6plex [N-Term; K31] 1.324 1.312 1.283 8.77987957 68.74 0 3515.941494 5 703.9926147 -2.140800563 -0.001505386 94.87305957
LECGGSAMEDK 16 153266822 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.468 1.484 1.493 4.154067039 63.06 0 1654.818064 2 827.9124146 -0.308903105 -0.000255589 35.17296692
IFINNEWHESK 12 153266822 2xTMT6plex [N-Term; K11] 1.439 1.436 1.365 5.037946701 51.76 0 1875.016504 2 938.0131836 1.37958119 0.001293369 52.54850548

NPCIVCADADLDLAVECAHQGVFFNQGQCCTAASR 20 153266822 1xTMT6plex [N-Term]; 5xCarbamidomethyl [C3; C6; C17; C29; C30] 2.728 7.413 3.228 8.255536079 46.31 0 4183.871389 4 1046.719971 -3.187458758 -0.003333979 82.42456457
ELGEYALAEYTEVK 44 153266822 2xTMT6plex [N-Term; K14] 1.532 1.608 1.631 4.550765038 54.24 0 2073.115609 2 1037.063477 1.962232585 0.002033968 73.42440063TIPTDDNVVCFTR 49 153266822 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.576 1.688 1.856 5.057134628 56.35 0 1766.894451 3 589.6356812 -1.109496364 -0.000653454 53.58516297

EQICEVEEGDKPDVDK 26 153266822 3xTMT6plex [N-Term; K11; K16]; 1xCarbamidomethyl [C4] 1.4 1.281 1.442 5.030761242 43.37 0 2577.332109 2 1289.169678 -0.011764588 -1.52E-05 54.97791884
EQICEVEEGDKPDVDKAVEAAQVAFQR 8 153266822 3xTMT6plex [N-Term; K11; K16]; 1xCarbamidomethyl [C4] 4.179 3.529 3.422 6.812806606 9.95 1 3747.946665 4 937.7418213 -0.322671014 -0.000302338 75.39976983

ILELIESGKK 32 153266822 3xTMT6plex [N-Term; K9; K10] 2.19 2.541 2.182 4.386227131 48.06 1 1817.171497 2 909.0883789 -1.109310543 -0.001007904 80.45312499TEQGPQIDQK 22 153266822 2xTMT6plex [N-Term; K10] 1.515 1.527 1.639 4.876981258 56.37 0 1601.889906 2 801.4481201 -0.588533345 -0.000471383 26.56312522
KFATCNPSTR 6 153266822 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 2.962 3.936 2.183 3.71358633 19.91 1 1639.899032 3 547.303833 -1.271954262 -0.000695292 22.95739593

ILELIESGK 45 153266822 2xTMT6plex [N-Term; K9] 1.26 1.218 1.28 3.953657866 56.09 0 1459.913602 2 730.4603882 -0.070067717 -5.11E-05 84.30066845FATCNPSTR 6 153266822 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.52 1.563 1.388 3.090430021 48.6 0 1282.641137 2 641.8243408 0.209201637 0.000134165 23.20755081
LECGGSAMEDK 32 153266822 2xTMT6plex [N-Term; K11]; 1xOxidation [M8]; 1xCarbamidomethyl [C3] 1.523 1.41 1.515 2.907046795 39.03 0 1670.812979 2 827.9124146 -0.308903105 -0.000255589 35.17296692

HEPIGVCGAITPWNFPLLMLVWK 3 153266822 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C7] 1.082 3.75137496 27.8 0 3136.724432 3 1046.245239 -1.041528076 -0.001088996 113.0964221
RPVGDPFDVK 9 153266822 2xTMT6plex [N-Term; K10] 1.309 1.407 1.359 2.984079123 24.5 0 1587.925898 3 529.9802246 0.140143898 7.42E-05 44.9164382VTLELGGK 13 153266822 2xTMT6plex [N-Term; K8] 1.416 1.271 1.376 3.352119446 41 0 1274.808409 2 637.9072876 -0.870887484 -0.000555107 113.7111438YFAGWADK 21 153266822 2xTMT6plex [N-Term; K8] 1.587 1.477 1.525 3.629653454 43.83 0 1415.772358 2 708.3896484 -0.238304554 -0.000168693 60.38811898LLHQLADLVERDR 5 153266822 1xTMT6plex [N-Term] 1.206 1.424 3.692374229 12.77 1 1807.038747 4 452.5158691 1.604814787 0.000724991 76.29104495KPPALPRPIR 15 153266822 2xTMT6plex [N-Term; K1] 1.96 2.366 1.79 4.086463928 17.67 0 1603.057187 4 401.5195618 -0.480232205 -0.00019246 36.78142493SIEEVIKR 12 153266822 2xTMT6plex [N-Term; K7] 3.043 3.944 2.668 3.39112401 19.56 1 1431.893535 2 716.4504395 0.046767618 3.35E-05 42.86051549SIEEVIK 8 153266822 2xTMT6plex [N-Term; K7] 1.504 1.479 1.408 3.208347797 35.34 0 1275.792424 2 638.3995361 -0.492803032 -0.000314357 113.4405122KRPVGDPFDVK 10 153266822 3xTMT6plex [N-Term; K1; K11] 1.924 1.798 1.655 2.931340456 6.72 1 1945.183793 4 487.0523071 1.853622078 0.000901409 45.06754105

115387104 ALDH9A1 4-trimethylaminobutyraldehyde dehydrogenase 223 NP_000687.3 43.24324324 1 19 19 160 518 56.255 6.57 0.96 0.96 0.93 0.95 Significant 0.000111
VIATFTCSGEK 12 115387104 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 0.983 0.946 0.95 4.540185928 51.19 0 1670.918764 2 835.9613037 -2.054676863 -0.001716599 52.92582893

VEPADASGTEK 32 115387104 2xTMT6plex [N-Term; K11] 1.019 0.86 0.924 4.24892664 63.63 0 1561.847373 2 781.4278564 0.680867186 0.000531705 26.34078435
VVAELQAGTCFINNYNVSPVELPFGGYK 4 115387104 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C10] 0.847 1.053 5.205667973 36.83 0 3544.855047 4 886.9703979 1.33001401 0.001178677 104.8925002

VLCGGDIYVPEDPK 4 115387104 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 0.977 1.059 3.797924757 27.33 0 2020.082535 3 674.0319824 -0.564667213 -0.000380225 65.0116111ANDTTFGLAAGVFTR 8 115387104 1xTMT6plex [N-Term] 0.94 0.959 4.629437923 38.96 0 1769.938364 3 590.6507568 -0.365398141 -0.000215577 68.98390893GIKPVTLELGGK 6 115387104 3xTMT6plex [N-Term; K3; K12] 1.016 0.93 0.906 4.117910862 22.14 0 1899.224595 3 633.7458496 -0.842239448 -0.000533201 64.60162335VSFTGSVPTGMK 8 115387104 2xTMT6plex [N-Term; K12]; 1xOxidation [M11] 1.199 0.927 0.926 3.792209864 45.32 0 1684.934414 2 842.9708862 0.048483156 4.08E-05 47.37554935
REPLGVCVGIGAWNYPFQIASWK 6 115387104 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C7] 1.385 2.417 1.511 7.309809685 39.12 1 3106.670088 3 1036.223999 -4.069917091 -0.00421463 101.1466055
EPLGVCVGIGAWNYPFQIASWK 4 115387104 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C6] 0.357 0.463 4.013138294 15.55 0 2950.568977 3 984.1964722 1.995040263 0.001962168 110.0404229

SPLIIFSDCDMNNAVK 16 115387104 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 0.857 0.848 0.834 4.942917347 49.07 0 2282.192496 3 761.4009399 -1.853110896 -0.001409719 82.19145739
EVNLAVQNAK 6 115387104 2xTMT6plex [N-Term; K10] 0.839 1.012 0.822 4.814130783 67.45 0 1543.920813 2 772.4628906 -1.494901799 -0.001154005 42.76773605TVCVEMGDVESAF 7 115387104 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.97 1.029 1.417 3.054488659 55.31 0 1672.775975 2 836.8908081 -0.977643801 -0.00081769 73.64703344VSFTGSVPTGMK 4 115387104 2xTMT6plex [N-Term; K12] 0.82 0.98 4.028547764 36.03 0 1668.939499 2 842.9708862 0.048483156 4.08E-05 47.37554935VTIEYYSQLK 10 115387104 2xTMT6plex [N-Term; K10] 0.959 1.009 1.047 3.486706018 43.79 0 1701.982744 2 851.4960327 1.201345721 0.001022335 64.27045408IGDPLLEDTR 4 115387104 1xTMT6plex [N-Term] 0.756 0.868 2.829965591 27.74 0 1357.752461 2 679.3762817 -5.283741804 -0.003587007 51.14913061EILDKFTEEVVK 6 115387104 3xTMT6plex [N-Term; K5; K12] 1.527 1.542 1.624 3.992728949 12.66 1 2137.272333 3 713.0957642 0.190032156 0.000135383 85.76149953MGPLINRPHLER 4 115387104 1xTMT6plex [N-Term] 0.866 0.992 3.921487808 8.43 0 1661.947095 3 554.652771 -2.006894039 -0.001111784 36.85398854AFEPATGR 4 115387104 1xTMT6plex [N-Term] 0.927 0.933 2.955445051 46.56 0 1077.589025 2 539.2980957 -0.101860494 -5.49E-05 24.05346383ILLEAAR 9 115387104 1xTMT6plex [N-Term] 0.905 0.965 100 2.748668432 34.47 0 1014.650897 2 507.8287354 -0.692333568 -0.000351238 49.57270646FTEEVVK 6 115387104 2xTMT6plex [N-Term; K7] 0.768 0.774 0.773 2.574561596 30.01 0 1309.776774 2 655.3917236 -0.460883401 -0.000301827 47.166036064502101 ANXA1 annexin A1 301 NP_000691.1 69.07514451 1 23 23 841 346 38.69 7.02 0.97 1.01 1 0.99 Significant 0.000146 GGPGSAVSPYPTFNPSSDVAALHK 55 4502101 2xTMT6plex [N-Term; K24] 0.897 0.918 0.91 7.871156693 61.86 0 2814.482664 3 938.8314819 -0.984631831 -0.000923743 62.90883239QAWFIENEEQEYVQTVK 14 4502101 2xTMT6plex [N-Term; K17] 0.928 0.892 5.029206276 50.02 0 2599.344439 3 867.1187134 -1.097270234 -0.000950728 77.82064045SEDFGVNEDLADSDAR 76 4502101 1xTMT6plex [N-Term] 0.893 0.978 1.061 5.301727772 87.33 0 1968.898409 2 984.9528809 0.038640262 3.80E-05 42.72757533MYGISLCQAILDETK 14 4502101 2xTMT6plex [N-Term; K15]; 1xOxidation [M1]; 1xCarbamidomethyl [C7] 1.181 1.095 1.287 4.877952099 39.7 0 2216.170698 2 1100.59375 2.018161474 0.002220155 90.76548617

MYGISLCQAILDETK 58 4502101 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 0.985 0.965 0.955 5.643198013 68.28 0 2200.175783 2 1100.59375 2.018161474 0.002220155 90.76548617
AAYLQETGKPLDETLKK 23 4502101 4xTMT6plex [N-Term; K9; K16; K17] 1.259 1.149 1.394 5.484820366 20.03 1 2821.684497 3 941.2307739 -2.384441869 -0.002242714 59.35025542SSKGGPGSAVSPYPTFNPSSDVAALHK 6 4502101 3xTMT6plex [N-Term; K3; K27] 2.611 2.543 3.068 6.68454504 31.29 1 3345.804615 4 837.2062378 -0.446573634 -0.000373537 60.30393466ALTGHLEEVVLALLK 46 4502101 2xTMT6plex [N-Term; K15] 0.952 1.007 0.994 5.41221714 34.47 0 2064.283283 3 688.7658081 -0.199591595 -0.000137338 112.7535468KGTDVNVFNTILTTR 24 4502101 2xTMT6plex [N-Term; K1] 0.87 0.944 0.903 5.694692612 43.76 1 2137.238124 3 713.0843506 0.175356133 0.000124926 70.15764035GVDEATIIDILTK 87 4502101 2xTMT6plex [N-Term; K13] 0.942 0.987 0.957 5.449662209 85.35 0 1846.093751 2 923.5509033 0.421972408 0.0003895 101.2568214DITSDTSGDFR 93 4502101 1xTMT6plex [N-Term] 0.99 1.012 1.087 4.756530285 56.1 0 1442.696068 2 721.8537598 2.893742724 0.002087396 30.19800114GLGTDEDTLIEILASR 79 4502101 1xTMT6plex [N-Term] 1.027 0.98 0.987 6.634839535 112.45 0 1932.048702 2 966.5270996 -0.921059209 -0.000889766 95.20006971AAYLQETGKPLDETLK 28 4502101 3xTMT6plex [N-Term; K9; K16] 0.746 0.827 0.8 5.881013393 44.41 0 2464.426602 2 1232.716309 -0.511738714 -0.000630571 60.18412931GTDVNVFNTILTTR 45 4502101 1xTMT6plex [N-Term] 0.916 0.929 0.869 5.471503735 64.91 0 1779.980229 2 890.4932251 -0.592812589 -0.000527597 77.31682717GDRSEDFGVNEDLADSDAR 2 4502101 1xTMT6plex [N-Term] 2.196 5.283995628 41.77 1 2297.047927 3 766.3536987 -0.60237254 -0.000461226 36.84437753TPAQFDADELR 42 4502101 1xTMT6plex [N-Term] 0.982 1.012 0.99 4.498193264 45.99 0 1491.764088 2 746.3867188 1.389462326 0.001036375 42.74027434

MYGISLCQAILDETKGDYEK 2 4502101 3xTMT6plex [N-Term; K15; K20]; 1xOxidation [M1]; 1xCarbamidomethyl [C7] 2.273 3.40091753 6.44 1 3037.582921 3 1013.199646 0.48182661 0.000487863 80.65893313
VLDLELKGDIEK 22 4502101 3xTMT6plex [N-Term; K7; K12] 1.912 2.388 2.451 3.796736002 31.95 1 2059.261768 2 1030.132935 -1.542251414 -0.00158795 73.01371676
CATSKPAFFAEK 6 4502101 3xTMT6plex [N-Term; K5; K12]; 1xCarbamidomethyl [C1] 1.496 0.973 1.519 3.730575562 10.32 0 2044.150444 3 682.0544434 -0.815699196 -0.000555804 51.7796152

ILVALCGGN 12 4502101 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.145 1.182 1.158 3.524051666 83.11 0 1145.654996 2 573.3305664 -0.994826107 -0.000569864 70.68536235SEIDMNDIK 24 4502101 2xTMT6plex [N-Term; K9] 1.09 1.032 1.175 3.530022621 49.45 0 1522.818715 2 761.9123535 -0.843776568 -0.000642459 48.63398698SEIDMNDIK 48 4502101 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 1.031 1.059 1.009 2.841012239 36.27 0 1538.81363 2 761.9123535 -0.843776568 -0.000642459 48.63398698ALYEAGER 12 4502101 1xTMT6plex [N-Term] 0.93 0.919 0.94 3.41424036 40.78 0 1137.610154 2 569.3084106 -0.535509406 -0.0003046 23.04046025NALLSLAK 6 4502101 2xTMT6plex [N-Term; K8] 0.964 0.978 0.95 4.046195507 38.04 0 1287.840043 2 644.4231567 -0.781481709 -0.000503212 62.72431333VLDLELK 17 4502101 2xTMT6plex [N-Term; K7] 0.925 0.954 0.967 2.869639158 43.74 0 1287.82881 2 644.4165039 -2.390603065 -0.001539344 70.23267156
21361181 ATP1A1 sodium/potassium-transporting ATPase subunit alpha-1 isoform a 476 NP_000692.2 47.60508309 1 36 45 545 1023 112.824 5.49 1 1.02 1.01 1.01 Significant 0.0000327

DMTSEQLDDILK 12 21361181 2xTMT6plex [N-Term; K12] 0.839 0.921 0.849 5.113806248 75.42 0 1865.993051 2 933.5004272 0.28252634 0.000263596 66.26975245DMTSEQLDDILK 10 21361181 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.016 1.047 1.138 4.186484337 52.19 0 1881.987966 2 933.5004272 0.28252634 0.000263596 66.26975245DKYEPAAVSEQGDKK 4 21361181 4xTMT6plex [N-Term; K2; K14; K15] 1.154 1.133 4.689617634 18.8 2 2581.464333 4 646.1210938 -0.69267275 -0.000447027 34.96228757SPDFTNENPLETR 16 21361181 1xTMT6plex [N-Term] 1.004 1.05 1.06 5.021900654 45.49 0 1748.865259 2 874.9354858 -0.894019882 -0.00078176 47.14961564KADIGVAMGIAGSDVSK 14 21361181 3xTMT6plex [N-Term; K1; K17] 1.068 1.007 1.047 5.888212204 40.82 1 2306.335678 3 769.4494629 -0.799054597 -0.000614296 60.30772418YEPAAVSEQGDK 6 21361181 2xTMT6plex [N-Term; K12] 0.845 0.845 0.834 3.927960873 58.61 0 1751.9216 2 876.4641724 -0.303811219 -0.000266127 33.32657733AVFQANQENLPILK 16 21361181 2xTMT6plex [N-Term; K14] 1.151 1.064 4.553153992 57.58 0 2043.200282 3 681.7379761 -0.443802476 -0.000302259 75.38475611QGAIVAVTGDGVNDSPALK 8 21361181 2xTMT6plex [N-Term; K19] 0.964 0.976 0.887 5.915175915 53.12 0 2270.275631 3 757.4302368 0.231627919 0.000175286 59.07516949GVGIISEGNETVEDIAAR 30 21361181 1xTMT6plex [N-Term] 1.021 1.041 0.935 6.342461109 84.23 0 2059.086878 2 1030.046021 -1.026709653 -0.001057042 60.81237581MTVAHMWFDNQIHEADTTENQSGVSFDK 6 21361181 2xTMT6plex [N-Term; K28] 0.989 1.117 1.086 7.065937996 35 0 3696.746301 4 924.9407959 -1.338270427 -0.001236812 71.4176937WINDVEDSYGQQWTYEQR 14 21361181 1xTMT6plex [N-Term] 0.757 0.641 0.777 6.494392872 53.76 0 2546.178547 3 849.397644 -0.065977735 -5.60E-05 69.34181272NPNTSEPQHLLVMK 11 21361181 2xTMT6plex [N-Term; K14]; 1xOxidation [M13] 0.991 1.121 0.943 4.636845112 37.98 0 2082.141781 3 694.7177124 -1.535439612 -0.001065668 43.97187924QAADMILLDDNFASIVTGVEEGR 30 21361181 1xTMT6plex [N-Term] 1.019 0.994 1.029 5.447452068 55.75 0 2693.365361 3 898.4581299 -2.051278167 -0.001841614 109.3549986MSINAEEVVVGDLVEVK 8 21361181 2xTMT6plex [N-Term; K17]; 1xOxidation [M1] 0.997 1.034 1.033 4.866749763 40.18 0 2305.27252 2 1145.139526 -2.546251102 -0.002914538 93.04739729MSINAEEVVVGDLVEVK 30 21361181 2xTMT6plex [N-Term; K17] 1.061 1.016 1.032 5.647152424 87.25 0 2289.277605 2 1145.139526 -2.546251102 -0.002914538 93.04739729EQPLDEELKDAFQNAYLELGGLGER 17 21361181 2xTMT6plex [N-Term; K9] 1.147 0.91 1.001 7.316339016 31.98 1 3292.710157 4 823.932373 -0.757580346 -0.000623623 109.0642989
NLEAVETLGSTSTICSDK 20 21361181 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C15] 1.092 1.056 1.025 5.452377319 62.31 0 2383.242676 2 1192.123413 -1.312030938 -0.001563444 61.20287677

NIAFFSTNCVEGTAR 6 21361181 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.32 1.271 1.094 4.224639893 63.43 0 1915.953362 2 958.4799805 -0.353903448 -0.000339031 60.61693098AVAGDASESALLK 24 21361181 2xTMT6plex [N-Term; K13] 0.96 0.941 0.966 5.348851204 86.49 0 1689.978721 2 845.4919434 -1.249270907 -0.001055621 49.98515758ADIGVAMGIAGSDVSK 8 21361181 2xTMT6plex [N-Term; K16] 0.903 0.942 1.072 4.930379391 78.36 0 1949.077783 2 975.0424805 -0.050809927 -4.95E-05 64.83407672VIMVTGDHPITAK 12 21361181 2xTMT6plex [N-Term; K13] 0.992 1.079 0.981 4.302928925 46.01 0 1840.076661 3 614.0293579 -1.706874283 -0.001046927 51.8143128DKYEPAAVSEQGDK 6 21361181 3xTMT6plex [N-Term; K2; K14] 0.924 0.997 0.898 6.468157768 30.44 1 2224.206438 3 742.0737915 0.172192523 0.000127664 33.5654373VDNSSLTGESEPQTR 26 21361181 1xTMT6plex [N-Term] 1.059 0.966 0.988 6.019360065 58.3 0 1848.913665 2 924.960144 -0.353588204 -0.000326877 25.79270367LNIPVSQVNPR 16 21361181 1xTMT6plex [N-Term] 0.939 0.96 0.945 3.784879208 49.3 0 1465.868828 2 733.4367676 -1.752881091 -0.001284747 62.10695583IVEIPFNSTNK 22 21361181 2xTMT6plex [N-Term; K11] 0.951 0.96 0.958 3.887420654 46.12 0 1720.004542 2 860.5032349 -3.109929832 -0.002674547 67.44868316TSATWLALSR 6 21361181 1xTMT6plex [N-Term] 0.796 0.972 0.939 3.890892506 31.71 0 1334.762966 2 667.8839722 -1.721896787 -0.001149162 55.33342615ACVVHGSDLK 8 21361181 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.068 1.121 4.162343979 49.32 0 1543.866669 2 772.4372559 0.366721273 0.000283084 29.2692131
VDWDDRWINDVEDSYGQQWTYEQR 4 21361181 1xTMT6plex [N-Term] 100 0.233 3.921681166 13.65 1 3332.508213 3 1111.506226 -1.227286454 -0.001363314 80.86494956YEPAAVSEQGDKK 6 21361181 3xTMT6plex [N-Term; K12; K13] 0.973 1.065 1.04 3.86256671 22.13 1 2109.179495 3 703.7312622 -0.124194696 -8.73E-05 34.52919219

KADIGVAMGIAGSDVSK 2 21361181 3xTMT6plex [N-Term; K1; K17]; 1xOxidation [M8] 1.02 4.632711411 13.81 1 2322.330593 3 769.4494629 -0.799054597 -0.000614296 60.30772418GIVVYTGDR 10 21361181 1xTMT6plex [N-Term] 1.036 1.141 1.062 3.158277988 37.33 0 1208.683653 2 604.8455811 0.192233406 0.000116175 35.48889641EVSMDDHK 8 21361181 2xTMT6plex [N-Term; K8] 1.014 1.028 0.887 3.766153336 34.84 0 1418.734986 3 473.5833435 0.346433677 0.000163833 22.63709469AAVPDAVGK 6 21361181 2xTMT6plex [N-Term; K9] 1.024 1.116 1.086 3.549126387 45.12 0 1285.788008 2 643.3970947 -0.8515143 -0.000547433 112.4445105LIIVEGCQR 8 21361181 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.99 1.097 1.067 3.60921979 41 0 1316.755773 2 658.8812256 -0.454114679 -0.000298979 50.77664166NPNTSEPQHLLVMK 3 21361181 2xTMT6plex [N-Term; K14] 1.084 0.993 3.560804605 23.06 0 2066.146866 3 694.7177124 -1.535439612 -0.001065668 43.97187924NSVFQQGMK 6 21361181 2xTMT6plex [N-Term; K9] 1.156 0.971 1.072 4.152592182 35.43 0 1496.829555 2 748.9193115 1.196901056 0.000895778 40.19147938EQPLDEELK 4 21361181 2xTMT6plex [N-Term; K9] 0.983 0.913 2.977297544 25.71 0 1558.872859 2 779.9398804 -0.240704564 -0.000187614 56.01742442NMVPQQALVIR 2 21361181 1xTMT6plex [N-Term] 0.911 2.944508791 25.74 0 1497.877284 3 505.2961426 1.106589034 0.000558411 42.53906904YQLSIHK 6 21361181 2xTMT6plex [N-Term; K7] 0.977 1.035 1.032 3.181578636 33.13 0 1346.819642 3 449.6114807 0.183171276 8.22E-05 40.27666024TGTLTQNR 6 21361181 1xTMT6plex [N-Term] 0.891 0.986 1.285 2.889656782 26.12 0 1119.631952 2 560.319397 -0.388167457 -0.000217302 19.11028745CSSILLHGK 4 21361181 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 1.296 1.027 2.706584215 10.37 0 1472.865941 3 491.6271667 0.683221815 0.000335431 39.66497924
LIFDNLKK 14 21361181 3xTMT6plex [N-Term; K7; K8] 1.635 1.446 1.301 2.939382315 12.09 1 1678.087039 3 560.0331421 -1.290868959 -0.000722063 66.80151453NMVPQQALVIR 12 21361181 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.964 1.051 0.99 3.707892179 28.87 0 1513.872199 3 505.2961426 1.106589034 0.000558411 42.53906904LSLDELHR 7 21361181 1xTMT6plex [N-Term] 100 1.117 0.73 3.421664 37.64 0 1211.694552 3 404.569519 -0.45249943 -0.000182764 41.79471577AAEILAR 24 21361181 1xTMT6plex [N-Term] 1.075 0.963 0.956 2.875164032 34.61 0 972.6039464 2 486.8049927 -1.272510195 -0.000618824 33.67754603RPGGWVEK 6 21361181 2xTMT6plex [N-Term; K8] 1.037 1.096 1.059 3.531493902 12.04 0 1386.82579 3 462.9467773 -0.00822652 -3.80E-06 30.91077582LIFDNLK 12 21361181 2xTMT6plex [N-Term; K7] 0.605 0.626 0.76 2.612063885 29.33 0 1320.829144 2 660.9154053 -4.247576721 -0.002805162 72.64339172YGTDLSR 6 21361181 1xTMT6plex [N-Term] 0.864 0.918 1.032 2.339962482 16.78 0 1040.55739 2 520.7827759 0.850580488 0.000442539 21.18657368IAGLCNR 6 21361181 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.391 1.102 1.13 2.434567928 20.52 0 1032.582165 2 516.7943115 -0.793121509 -0.000409482 29.43770008EVSMDDHK 4 21361181 2xTMT6plex [N-Term; K8]; 1xOxidation [M4] 0.893 0.972 2.710804462 22.25 0 1434.729901 3 473.5833435 0.346433677 0.000163833 22.63709469
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

TDKLVNER 5 21361181 2xTMT6plex [N-Term; K3] 2.166 2.316 1.957 2.495480299 7 1 1432.852399 3 478.2890625 0.164343515 7.85E-05 22.89651252
11386135 BCKDHA 2-oxoisovalerate dehydrogenase subunit alpha, mitochondrial isoform 1 precursor 593 NP_000700.1 45.39325843 1 14 14 69 445 50.439 8.27 0.87 0.86 0.93 0.89 Significant 0.000607

KPKPNPNLLFSDVYQEMPAQLR 4 11386135 3xTMT6plex [N-Term; K1; K3] 0.818 0.771 6.706944942 23.96 0 3272.84325 4 818.9668579 0.718662779 0.000588018 84.40954838AVAENQPFLIEAMTYR 10 11386135 1xTMT6plex [N-Term] 0.979 0.762 0.802 4.794064999 49.32 0 2082.089127 2 1041.547485 -0.688311973 -0.000716563 80.09433798VDGNDVFAVYNATK 4 11386135 2xTMT6plex [N-Term; K14] 0.957 0.656 3.441683054 46.42 0 1971.058762 2 986.0305786 -2.476772144 -0.002440932 65.22724567HFVTISSPLATQIPQAVGAAYAAK 12 11386135 2xTMT6plex [N-Term; K24] 0.788 0.87 0.771 7.614186764 49.59 0 2899.644584 4 725.6661377 -0.642578322 -0.000465812 84.07546505
DYPLELFMAQCYGNISDLGK 6 11386135 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C11] 0.872 1.171 1.384 5.617809772 60.31 0 2792.403945 3 931.4719238 -0.976433094 -0.000908865 106.948606

HLQTYGEHYPLDHFDK 2 11386135 2xTMT6plex [N-Term; K16] 0.843 4.659063339 25.65 0 2458.255565 5 492.4574585 1.066345789 0.00052427 44.48669388VMEAFEQAER 6 11386135 1xTMT6plex [N-Term] 0.856 0.977 1.085 3.842664003 33.65 0 1438.719781 2 719.8637085 0.250105818 0.000179916 60.44817818SMTLLNTMDR 5 11386135 1xTMT6plex [N-Term] 0.972 1.072 1.136 4.098671436 38.26 0 1410.728237 2 705.8659668 -2.537544905 -0.001789893 53.64210233LEFIQPNVISGIPIYR 4 11386135 1xTMT6plex [N-Term] 0.761 0.599 4.077169418 12.43 0 2088.205478 2 1044.602173 -4.026675998 -0.004204263 97.74635681HYLLSQGWWDEEQEK 4 11386135 2xTMT6plex [N-Term; K15] 0.721 0.776 3.97514534 15.67 0 2406.213031 3 802.7379761 -5.675360896 -0.004552042 66.02382121
QMPVHYGCK 2 11386135 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.843 3.485524416 13.21 0 1577.83326 3 526.6159668 0.054993533 2.89E-05 32.55373696EAGVLMYR 4 11386135 1xTMT6plex [N-Term] 0.773 0.788 2.915043354 47.82 0 1167.639346 2 584.3222656 -1.790724172 -0.00104546 52.01494589KQQESLAR 3 11386135 2xTMT6plex [N-Term; K1] 0.884 1.166 2.090283394 7.74 1 1417.852733 3 473.2892456 0.317682081 0.000150142 18.29749096IGHHSTSDDSSAYR 3 11386135 1xTMT6plex [N-Term] 1.128 1.802 3.410518408 7.86 0 1761.835355 4 441.2139282 -0.835730405 -0.000368105 16.340222264502419 BLVRB flavin reductase (NADPH) 645 NP_000704.1 48.05825243 1 7 7 81 206 22.105 7.65 0.63 0.57 0.62 0.61 Significant 0.000935 NDLSPTTVMSEGAR 12 4502419 1xTMT6plex [N-Term] 0.637 0.545 0.601 4.262294769 59.53 0 1706.858065 2 853.9325562 -0.134197047 -0.000114528 43.08335108TVAGQDAVIVLLGTR 26 4502419 1xTMT6plex [N-Term] 0.64 0.633 0.608 5.864955902 68.17 0 1742.03735 3 581.3502197 -0.71400324 -0.000414607 80.76489207YVAVMPPHIGDQPLTGAYTVTLDGR 14 4502419 1xTMT6plex [N-Term] 0.581 0.586 0.595 6.559857845 55.26 0 2900.51778 3 967.5091553 -1.677969265 -0.001622327 77.61171692YVAVMPPHIGDQPLTGAYTVTLDGR 4 4502419 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.204 0.511 4.436998844 13.62 0 2916.512695 3 967.5091553 -1.677969265 -0.001622327 77.61171692LQAVTDDHIR 12 4502419 1xTMT6plex [N-Term] 0.619 0.567 0.632 4.566584587 54.54 0 1396.774593 3 466.2632446 0.42049499 0.000195779 46.96589169CLTTDEYDGHSTYPSHQYQ 5 4502419 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.56 0.545 0.53 4.288609982 16.6 0 2531.098248 3 844.3709106 -0.027358245 -2.31E-05 32.71799512NDLSPTTVMSEGAR 2 4502419 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.64 2.629281282 24.4 0 1722.85298 2 853.9325562 -0.134197047 -0.000114528 43.08335108HDLGHFMLR 2 4502419 1xTMT6plex [N-Term] 0.598 2.479696035 12.91 0 1354.725141 3 452.246521 -0.096758903 -4.37E-05 53.10884905NIVAAMK 4 4502419 2xTMT6plex [N-Term; K7] 0.66 0.623 3.17822814 29.1 0 1204.748786 2 602.8782959 0.439649229 0.000264833 47.2569890974275350 TSPO translocator protein 706 NP_000705.2 38.46153846 1 4 4 55 169 18.816 9.36 0.95 0.97 1.04 0.99 Significant 0.000764 APPWVPAMGFTLAPSLGCFVGSR 16 74275350 1xTMT6plex [N-Term]; 1xOxidation [M8]; 1xCarbamidomethyl [C18] 1.114 1.34 1.523 48.52 0 2663.367551 3 888.4614868 0.884597853 0.000785336 101.5455155

APPWVPAMGFTLAPSLGCFVGSR 13 74275350 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.31 1.146 1.008 38.98 0 2647.372636 3 888.4614868 0.884597853 0.000785336 101.5455155AVVPLGLYTGQLALNWAWPPIFFGAR 6 74275350 1xTMT6plex [N-Term] 1.147 1.597 7.398915291 57.29 0 3086.718134 3 1029.575073 -2.41937006 -0.002489304 113.1388079ELGGFTEK 16 74275350 2xTMT6plex [N-Term; K8] 0.867 0.864 0.914 3.361316681 34.54 0 1338.766938 2 669.8870239 -0.124471581 -8.33E-05 45.5692839FVHGEGLR 4 74275350 1xTMT6plex [N-Term] 0.876 0.955 3.312948465 27.63 0 1143.647208 2 572.3270264 -0.377752529 -0.000216008 26.903972954502969 COMT catechol O-methyltransferase isoform MB-COMT 1312 NP_000745.1 49.44649446 1 12 12 152 271 30.018 5.47 0.92 0.95 0.92 0.93 Significant 0.000116
GSSCFECTHYQSFLEYR 6 4502969 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C7] 100 1.813 1.397 5.867242813 43.99 0 2400.058632 3 800.690918 -0.179801337 -0.000143845 56.05438192

DKVTLVVGASQDIIPQLK 4 4502969 3xTMT6plex [N-Term; K2; K18] 0.996 1.013 5.315281868 19.76 1 2611.600149 4 653.6547241 -1.180401075 -0.000770684 86.69542967KYDVDTLDMVFLDHWK 6 4502969 3xTMT6plex [N-Term; K1; K16] 0.88 0.888 0.889 5.878925323 23.06 1 2712.467421 4 678.8709717 -1.977465686 -0.001340953 91.91632817GTVLLADNVICPGAPDFLAHVR 12 4502969 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.852 0.744 0.808 6.026714802 71.83 0 2564.385644 4 641.8518677 -0.001106259 -7.09E-07 87.24722342VTLVVGASQDIIPQLK 18 4502969 2xTMT6plex [N-Term; K16] 0.968 0.985 0.842 5.7874856 54.23 0 2139.315311 3 713.7765503 -0.099939028 -7.13E-05 95.52611854LITIEINPDCAAITQR 24 4502969 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.978 0.974 0.966 5.078315258 51.26 0 2057.126241 2 1029.066406 -0.342900686 -0.000352695 76.57008353YLPDTLLLEECGLLR 26 4502969 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.945 1.02 1.008 5.095853329 65.68 0 2034.11428 3 678.7099609 0.516157087 0.000349974 93.90725834
KGTVLLADNVICPGAPDFLAHVR 12 4502969 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C12] 1.11 0.969 1.023 5.682200432 49.46 1 2921.643539 5 585.1344604 -0.117359939 -6.86E-05 82.52826281

YDVDTLDMVFLDHWK 12 4502969 2xTMT6plex [N-Term; K15] 0.73 0.774 0.763 5.195821285 36.59 0 2355.209526 3 791.0727539 -0.308797182 -0.000244074 93.64114163YDVDTLDMVFLDHWK 8 4502969 2xTMT6plex [N-Term; K15]; 1xOxidation [M8] 0.775 0.809 0.895 4.66768074 40.71 0 2371.204441 3 791.0727539 -0.308797182 -0.000244074 93.64114163EVVDGLEK 12 4502969 2xTMT6plex [N-Term; K8] 0.903 1.406 0.825 3.530961037 37.29 0 1346.793153 2 673.899353 -1.279450604 -0.000861578 41.98378334EWAMNVGDK 6 4502969 2xTMT6plex [N-Term; K9]; 1xOxidation [M4] 0.733 0.747 0.864 2.041892052 26.82 0 1523.792835 2 762.399231 -1.082880756 -0.000825043 38.66270566AIYKGPGSEAGP 6 4502969 2xTMT6plex [N-Term; K4] 1.81 2.412 2.298 3.302072763 26.39 1 1604.904828 2 802.9544067 -2.050809107 -0.001645677 39.06281524
21618331 CRAT carnitine O-acetyltransferase isoform 1 precursor 1384 NP_000746.2 16.45367412 1 8 8 52 626 70.83 8.44 0.92 0.9 0.98 0.93 Significant 0.000663

VMIDNETLPVEYLGGKPLCMNQYYQILSSCR 2 21618331 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C19; C30] 2.531 5.739105225 22.38 0 4150.088571 4 1038.278564 0.929431369 0.000964306 101.91314
ALQPIVSEEEWAHTK 6 21618331 2xTMT6plex [N-Term; K15] 0.819 0.773 1.022 6.187077522 54.45 0 2196.206489 3 732.7398682 -0.654764394 -0.000479333 62.97694503SASMDSLTFVK 6 21618331 2xTMT6plex [N-Term; K11] 0.998 0.669 0.822 4.154093742 42.32 0 1643.907865 2 822.4573364 -0.284948109 -0.000234214 63.17563722LPVPPLQQSLDHYLK 12 21618331 2xTMT6plex [N-Term; K15] 0.75 0.879 0.824 4.500145912 30.48 0 2206.299996 3 736.1051636 0.42683799 0.000313911 86.41630709LIEGVLDFK 10 21618331 2xTMT6plex [N-Term; K9] 0.915 0.911 0.952 3.700135469 40.86 0 1491.918687 3 497.9776611 -0.172456827 -8.58E-05 87.00870217FNITPEIK 6 21618331 2xTMT6plex [N-Term; K8] 0.981 1.008 0.872 3.396416903 30.07 0 1419.861173 2 710.4346924 0.658899365 0.000467773 63.07129335VSEDVYR 6 21618331 1xTMT6plex [N-Term] 1.081 1.054 1.277 2.345720768 11.48 0 1096.583605 2 548.7943726 -1.9481258 -0.001068141 25.42663631LAHYLEK 4 21618331 2xTMT6plex [N-Term; K7] 0.907 0.885 3.215424061 20.9 0 1331.808743 3 444.6076355 -0.292771662 -0.000129972 43.69537425

4503243 CYP51A1 cytochrome P450 family 51 subfamily A member 1 1595 NP_000777.1 37.72102161 1 15 15 84 509 57.242 8.53 1.48 1.38 1.23 1.36 Significant 0.00283
TVCGENLPPLTYDQLK 11 4503243 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C3] 1.434 1.367 1.898 5.043399811 48.46 0 2306.24664 3 769.4197998 -0.777707773 -0.000597862 67.0260794
GVAYDVPNPVFLEQK 8 4503243 2xTMT6plex [N-Term; K15] 2.262 1.642 1.611 4.252009392 44.73 0 2134.194862 2 1067.60083 -0.224179975 -0.000239222 75.3969582

NVFEALSELIILTASHCLHGK 4 4503243 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C17] 2.709 2.686 7.385449886 64.6 0 2810.563891 4 703.3959351 -0.704839207 -0.000495249 113.2522932NEDLNAEDVYSR 7 4503243 1xTMT6plex [N-Term] 1.048 1.18 0.389 3.974734068 44.95 0 1653.791759 2 827.4000854 0.686282557 0.000567484 33.15193363SPIEFLENAYEK 8 4503243 2xTMT6plex [N-Term; K12] 1.692 1.473 1.463 4.186272621 48.15 0 1898.031151 3 633.3475952 -1.537585654 -0.000972795 84.31117985EYFESWGESGEK 6 4503243 2xTMT6plex [N-Term; K12] 2.471 2.241 1.568 5.183026791 49.78 0 1905.92708 2 953.4648438 -2.449590045 -0.00233437 56.11934199YLQDNPASGEK 8 4503243 2xTMT6plex [N-Term; K11] 1.76 1.611 1.537 4.497594833 50.39 0 1679.900471 2 840.4520874 -2.126825591 -0.001786428 35.68395151FAYVPFGAGR 6 4503243 1xTMT6plex [N-Term] 1.495 1.48 1.38 4.000429153 36.83 0 1313.720373 2 657.361145 -4.079719739 -0.002679805 63.35073745LYEFDLIDGYFPTVNYTTMIHTPENPVIR 6 4503243 1xTMT6plex [N-Term] 2.73594594 20.47 0 3687.860637 3 1229.955566 -2.302324325 -0.002830217 109.1286894SGLNIAHFK 6 4503243 2xTMT6plex [N-Term; K9] 1.417 1.443 2.735629559 22.04 0 1444.867655 3 482.293396 -1.398212294 -0.000673411 48.65679432IDDILQTLLDATYK 2 4503243 2xTMT6plex [N-Term; K14] 1.116 2.717340946 27.55 0 2080.194193 3 694.0683594 -1.763472378 -0.001222788 112.9870688TIWSTMLR 2 4503243 1xTMT6plex [N-Term] 1.216 2.921375751 13.24 0 1236.697195 2 618.8516846 -0.891276684 -0.00055112 66.43335259LTTPVFGK 2 4503243 2xTMT6plex [N-Term; K8] 1.414 2.812089682 13.71 0 1320.829144 2 660.918396 0.28097668 0.000185561 60.07698922DLNLLDR 6 4503243 1xTMT6plex [N-Term] 1.183 1.07 1.218 3.047120571 30.14 0 1087.630889 2 544.3184814 -1.106128363 -0.00060153 49.22563146EIKDIFYK 2 4503243 3xTMT6plex [N-Term; K3; K8] 1.214 1.458 2.649872065 1 1743.065969 3 581.6932983 -0.360061225 -0.000209203 64.255054484504175 GSTM2 glutathione S-transferase Mu 2 isoform 1 2946 NP_000839.1 15.13761468 1 1 3 14 218 25.728 6.37 0.8 0.82 0.79 0.8 Significant 0.00012 LGLDFPNLPYLIDGTHK 6 4504175 2xTMT6plex [N-Term; K17] 0.797 0.824 0.785 5.179295063 27.75 0 2371.342589 3 791.118103 -1.194647278 -0.000944306 103.2460655ITQSNAILR 6 4504175 1xTMT6plex [N-Term] 0.836 1.209 0.782 3.551818132 49.4 0 1244.752401 2 622.8792114 -1.008351891 -0.000627574 38.64149825SQWLNEK 2 4504175 2xTMT6plex [N-Term; K7] 1.035 2.850845814 7.38 0 1362.778171 2 681.8925171 -0.303578617 -0.000206855 44.8195497823065552 GSTM3 glutathione S-transferase Mu 3 2947 NP_000840.2 54.66666667 1 11 12 53 225 26.542 5.54 0.72 0.78 0.73 0.74 Significant 0.000623 LDLDFPNLPYLLDGK 10 23065552 2xTMT6plex [N-Term; K15] 0.504 0.536 0.572 4.07687664 52.14 0 2191.241478 2 1096.122681 -1.548474647 -0.001696541 112.2074982LLLEFTDTSYEEK 6 23065552 2xTMT6plex [N-Term; K13] 0.754 0.581 0.545 4.542204857 56.5 0 2046.10471 2 1023.553345 -2.588678307 -0.002648353 85.39649673VDIIENQVMDFR 4 23065552 1xTMT6plex [N-Term] 0.701 0.643 4.317638874 35.46 0 1707.893722 2 854.4501343 -0.427482872 -0.000365048 76.13121443YTCGEAPDYDR 4 23065552 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.689 0.518 3.658347368 42.69 0 1575.694688 2 788.3502808 -0.890601823 -0.000701658 23.27425344LKPQYLEELPGQLK 5 23065552 3xTMT6plex [N-Term; K2; K14] 0.812 0.778 0.01 6.137140274 21.51 0 2343.42548 3 781.8133545 0.013060608 1.02E-05 74.21634154
IAAYLQSDQFCK 4 23065552 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 0.902 0.793 2.870203733 24.41 0 1902.019541 3 634.6773682 -1.045913446 -0.000663116 64.02210273
HNMCGETEEEK 2 23065552 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.01 3.044787645 23.49 0 1821.851155 3 607.9549561 -0.460902602 -0.000279899 18.38960171

LCYSSDHEK 2 23065552 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.864 3.768382072 25.19 0 1596.809214 3 532.9404297 -1.55169915 -0.000825923 24.21582638ITQSNAILR 6 23065552 1xTMT6plex [N-Term] 0.836 1.209 0.782 3.551818132 49.4 0 1244.752401 2 622.8792114 -1.008351891 -0.000627574 38.64149825CLDEFPNLK 5 23065552 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 0.902 0.76 0.01 3.459067106 37.7 0 1593.871086 2 797.4407959 2.026253506 0.001614793 62.90780284
SQWLDVK 4 23065552 2xTMT6plex [N-Term; K7] 0.841 0.831 2.986045837 31.05 0 1333.788008 2 667.3974609 -0.271741085 -0.000181222 54.38757158LLLEFTDTSYEEKR 1 23065552 2xTMT6plex [N-Term; K13] 1.028 2.496886492 1 2202.20582 3 734.7405396 0.565297908 0.000414967 74.662218444504183 GSTP1 glutathione S-transferase P 2950 NP_000843.1 60.95238095 1 13 13 933 210 23.341 5.64 0.87 0.88 0.88 0.87 Significant 0.0000145 EEVVTVETWQEGSLK 166 4504183 2xTMT6plex [N-Term; K15] 0.721 0.757 0.739 5.15057373 63.9 0 2192.185085 2 1096.598267 1.902915568 0.002085772 69.52607332FQDGDLTLYQSNTILR 76 4504183 1xTMT6plex [N-Term] 1.011 1.003 0.976 6.341330528 63.66 0 2113.112699 3 705.0462646 5.461779353 0.003847118 71.72383881YISLIYTNYEAGKDDYVK 54 4504183 3xTMT6plex [N-Term; K13; K18] 1.02 1.048 1.024 6.346636295 45.33 1 2842.548173 2 1421.779053 0.934231749 0.001327799 76.2819902MLLADQGQSWKEEVVTVETWQEGSLK 48 4504183 3xTMT6plex [N-Term; K11; K26] 1.176 1.227 1.119 6.958137989 42.69 1 3678.965609 4 920.4959717 -0.965519015 -0.000888028 96.57538142

MLLADQGQSWKEEVVTVETWQEGSLK 70 4504183 3xTMT6plex [N-Term; K11; K26]; 1xOxidation [M1] 1.085 1.146 1.144 7.307769299 36.3 1 3694.960524 4 920.4959717 -0.965519015 -0.000888028 96.57538142
ALPGQLKPFETLLSQNQGGK 69 4504183 3xTMT6plex [N-Term; K7; K20] 0.902 0.865 0.893 6.484339714 37.85 0 2813.649225 3 938.5548706 0.296357627 0.000277949 87.43145541DQQEAALVDMVNDGVEDLR 84 4504183 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.799 0.886 0.792 5.937156677 67.08 0 2362.139385 2 1173.576904 0.879060849 0.001031202 66.89424461DQQEAALVDMVNDGVEDLR 98 4504183 1xTMT6plex [N-Term] 0.955 0.883 0.91 7.133024216 78.88 0 2346.14447 2 1173.576904 0.879060849 0.001031202 66.89424461YISLIYTNYEAGK 22 4504183 2xTMT6plex [N-Term; K13] 0.691 0.613 0.643 4.785722256 55.15 0 1993.10465 2 997.0557861 -0.177815237 -0.000177202 81.1388422MLLADQGQSWK 38 4504183 2xTMT6plex [N-Term; K11] 0.676 0.717 0.709 4.988276482 57.42 0 1734.961297 2 867.9830322 -1.446358993 -0.001254688 69.0198655TLGLYGKDQQEAALVDMVNDGVEDLR 12 4504183 2xTMT6plex [N-Term; K7] 1.789 100 2.906 7.16616106 34.87 1 3307.724427 4 827.6878662 1.574591193 0.001302078 93.42255861TLGLYGKDQQEAALVDMVNDGVEDLR 3 4504183 2xTMT6plex [N-Term; K7]; 1xOxidation [M17] 100 1.856 3.129850626 18.23 1 3323.719342 4 827.6878662 1.574591193 0.001302078 93.42255861PPYTVVYFPVR 30 4504183 1xTMT6plex [N-Term] 0.759 0.888 0.938 43.19 0 1566.888167 3 522.9674683 -0.201025734 -0.000104995 73.30164207ASCLYGQLPK 51 4504183 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.936 0.925 0.945 3.76443696 51.31 0 1594.90272 2 797.9555664 0.712339684 0.000568056 50.26188665MPPYTVVYFPVR 36 4504183 1xTMT6plex [N-Term] 1.04 1.121 1.045 4.411909103 39.29 0 1697.928651 2 849.4675903 -0.43997487 -0.000373523 86.11620111MLLADQGQSWK 43 4504183 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 0.647 0.744 0.727 3.153080225 36.36 0 1750.956212 2 867.9830322 -1.446358993 -0.001254688 69.0198655TLGLYGK 27 4504183 2xTMT6plex [N-Term; K7] 0.916 0.941 0.896 3.210730076 39.52 0 1209.76073 2 605.3839111 -0.152703233 -9.24E-05 46.71635361MPPYTVVYFPVR 6 4504183 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.055 0.869 0.886 2.600972414 20.37 0 1713.923566 2 849.4675903 -0.43997487 -0.000373523 86.11620111167466164 GSTT1 glutathione S-transferase theta-1 isoform a 2952 NP_000844.2 16.25 1 3 3 18 240 27.318 7.49 0.87 0.92 0.83 0.87 Significant 0.000887 VEAAVGEDLFQEAHEVILK 12 167466164 2xTMT6plex [N-Term; K19] 0.869 0.783 0.821 6.596930027 76.72 0 2555.412125 3 852.4749146 -0.75694548 -0.000644769 94.31478934VPDYWYPQDLQAR 2 167466164 1xTMT6plex [N-Term] 0.972 3.107950687 15.03 0 1879.954014 2 940.4801636 -0.512524006 -0.000481761 62.7249114AVYIFAK 4 167466164 2xTMT6plex [N-Term; K7] 1.043 0.85 2.680635452 32.19 0 1269.797116 2 635.4017944 -0.632898596 -0.000401826 63.53290382

119964726 IGF2R cation-independent mannose-6-phosphate receptor precursor 3482 NP_000867.2 22.36049779 1 44 44 171 2491 274.1 5.91 1.28 1.17 1.24 1.23 Significant 0.000682
WYTSYACPEEPLECVVTDPSTLEQYDLSSLAK 4 119964726 2xTMT6plex [N-Term; K32]; 2xCarbamidomethyl [C7; C14] 100 3.575515985 22.05 0 4210.02885 3 1404.004272 -7.264970925 -0.010195246 100.6458925

KYDFYINVCGPVSVSPCQPDSGACQVAK 2 119964726 3xTMT6plex [N-Term; K1; K28]; 3xCarbamidomethyl [C9; C17; C24] 1.241 5.143373013 34.09 1 3833.926798 4 959.2375488 0.408751284 0.000391781 73.59635516
EVPCYVFDEELR 4 119964726 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.326 1.188 4.217019081 36.45 0 1784.872653 2 892.9399414 -0.025950031 -2.32E-05 65.81512157ETSDCSYLFEWR 5 119964726 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 100 1.404 4.321851254 49.73 0 1821.831516 2 911.4192505 -0.160060595 -0.000145802 63.73459796

GNIQLSYSDGDDCGHGK 4 119964726 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C13] 0.902 1.099 6.612723827 63.14 0 2281.09193 3 761.034668 -1.086902162 -0.000826441 45.29793936
LDFCDGHSPAVTITFVCPSER 4 119964726 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C17] 1.273 0.789 6.07401228 38.03 0 2637.263874 3 879.7570801 -2.725102974 -0.002395605 71.95372074

FVCNDDVYSGPLK 6 119964726 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 2.34 2.359 1.74 4.539076805 52.5 0 1972.02502 2 986.512207 -3.997113333 -0.003941204 60.04167466GAGAESSHPVR 2 119964726 1xTMT6plex [N-Term] 1.308 3.964121103 52.81 0 1296.685778 3 432.8999329 -0.411052565 -0.000177669 14.33225324TSECDFVFEWETPVVCPDEVR 2 119964726 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C16] 100 4.669712067 38.08 0 2830.290148 3 944.1027222 1.224342285 0.001155081 85.39700561
YVDQVLQLVYK 10 119964726 2xTMT6plex [N-Term; K11] 1.339 1.312 1.112 4.826535225 62.27 0 1826.082792 2 913.5443726 -0.725050812 -0.000662001 94.75361015
VQSSIAFLCGK 4 119964726 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.736 1.058 4.754747868 68.98 0 1667.955484 2 834.4821777 0.956235802 0.000797479 75.20811093

SLAPQAGTEPCPPEAAACLLGGSKPVNLGR 6 119964726 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C11; C18] 1.714 100 6.063971996 30.19 0 3476.839414 3 1159.614136 -3.324928782 -0.003853414 79.86777887
YYLQDGDLDVVFASSSK 2 119964726 2xTMT6plex [N-Term; K17] 1.017 4.740906239 45.13 0 2365.232763 3 789.0842896 2.347317536 0.001850651 81.56842684NAQSNALQER 2 119964726 1xTMT6plex [N-Term] 1.018 3.970882416 35.78 0 1359.717807 2 680.3617554 -1.156539838 -0.000786284 16.88068318STAIFFYCDR 2 119964726 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.241 3.355282784 15.29 0 1508.740516 2 754.8729858 -1.207132898 -0.000910625 59.41318784TLGTPEFVTATECVHYFEWR 2 119964726 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.384 4.349955559 20.86 0 2672.301639 3 891.4387207 -0.011361227 -1.01E-05 82.4170435SFSLGDIYFK 10 119964726 2xTMT6plex [N-Term; K10] 1.297 1.209 1.584 4.986956596 50.81 0 1634.919416 2 817.9622803 -1.30388269 -0.001065872 84.00287104AGFTAAYSEK 6 119964726 2xTMT6plex [N-Term; K10] 0.911 0.893 1.178 4.523896694 57.4 0 1502.825515 2 751.9155884 -1.074756964 -0.000807586 42.01971395YVDGDLCPDGIR 6 119964726 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.981 0.957 1.69 4.22592783 47.78 0 1608.788923 2 804.8970337 -1.325336815 -0.001066094 45.28923687DGAGNSFDLSSLSR 4 119964726 1xTMT6plex [N-Term] 1.127 1.146 4.231672287 50.01 0 1654.823394 2 827.9150391 -0.357920369 -0.000296147 57.83499575LSSDVCPTSDK 6 119964726 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.192 1.519 1.778 3.552276611 48.2 0 1666.872208 2 833.9390869 -0.786186169 -0.000655236 36.42949488

ACPPGTAACLVR 5 119964726 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C9] 0.33 0.286 0.502 3.8907516 33.45 0 1501.78167 2 751.3942871 -0.247926351 -0.000186166 36.9893235
TQYACPPFDLTECSFK 2 119964726 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C5; C13] 1.019 2.749103785 10.73 0 2422.182325 3 808.0651245 -0.621321867 -0.000501652 74.76114848

GCDVTFEWK 2 119964726 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.278 3.700780153 26.87 0 1599.824135 2 800.4164429 0.921171368 0.000736856 57.2618069
TASSVIELTCTK 2 119964726 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.225 3.036187887 26.29 0 1767.992657 3 590.0022583 -0.246311915 -0.000145159 56.0960928VPIDGPPIDIGR 6 119964726 1xTMT6plex [N-Term] 1.217 1.4 1.284 3.322245836 36.46 0 1477.857595 2 739.4316406 -1.07588174 -0.000795 63.68193978SYEECIIESR 2 119964726 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.45 3.40619421 24.72 0 1514.735825 2 757.8733521 2.37844217 0.001801356 39.11564577

YASACQMK 2 119964726 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 2.248 3.027079344 29.8 0 1416.737963 2 708.8724976 -0.172609769 -0.000122271 29.00171735
DGGVCLLSGTK 2 119964726 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.25 2.683032036 12.56 0 1564.876899 2 782.9407959 -1.651275654 -0.001292022 50.57947121
TWNLGLSNAK 4 119964726 2xTMT6plex [N-Term; K10] 1.349 1.139 2.542309999 11.69 0 1561.910248 2 781.4589844 0.28436333 0.000222075 60.79973394LVSFHDDSDEDLLHI 2 119964726 1xTMT6plex [N-Term] 0.901 3.176557541 13.94 0 1983.986102 3 662.0001221 -0.145630588 -9.63E-05 74.53804358VVSSCQEK 2 119964726 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.024 3.210392952 35.5 0 1394.771372 2 697.8895874 0.377541939 0.000263292 23.13727276

KSDTSQVK 2 119964726 3xTMT6plex [N-Term; K1; K8] 1.191 2.693915844 3.91 1 1579.962233 3 527.3248901 -1.338911653 -0.000705143 20.83349858
VEGDNCEVKDPR 4 119964726 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.266 1.493 2.615432978 11.15 1 1875.963482 3 625.9920654 -0.980387388 -0.000613057 23.54786819GHQAFDVGQPR 2 119964726 1xTMT6plex [N-Term] 1.139 3.764549255 23.91 0 1440.754527 3 480.9229736 -0.11031134 -5.30E-05 25.01079697GVSMGTPK 6 119964726 2xTMT6plex [N-Term; K8] 1.276 1.239 1.259 3.131447315 35.36 0 1234.722965 2 617.8637695 -2.188513195 -0.001351104 30.45511849YDLSALVR 4 119964726 1xTMT6plex [N-Term] 2.58 1.218 2.670524597 20.54 0 1165.67784 2 583.3421631 -0.677681344 -0.000394979 58.06309052KHDLNPLIK 5 119964726 3xTMT6plex [N-Term; K1; K9] 1.396 1.209 3.023360968 1.97 1 1765.130301 4 442.0377808 -0.570945456 -0.000251948 43.9005797VVVTYSK 6 119964726 2xTMT6plex [N-Term; K7] 1.632 1.246 1.252 2.710981369 30.65 0 1253.786945 2 627.3969116 -0.317819398 -0.000199239 40.96431978GTQRPVFLK 2 119964726 2xTMT6plex [N-Term; K9] 1.746 1.422611594 5.72 0 1503.941154 3 501.9848633 -0.743144934 -0.000372549 41.52055103TSSIIFK 4 119964726 2xTMT6plex [N-Term; K7] 1.792 1.322 1.998898029 4.6 0 1253.786945 2 627.3951416 -3.141296765 -0.001969258 54.59065808SSSAQQK 6 119964726 2xTMT6plex [N-Term; K7] 1.179 1.377 1.518 2.738806725 32.66 0 1193.689022 2 597.3480225 -0.212482582 -0.000126819 18.78573324GPLGCSER 4 119964726 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.594 0.698 1.864820838 10.7 0 1104.566909 2 552.7885742 2.682162099 0.001481314 19.75022955DGIIVLK 2 119964726 2xTMT6plex [N-Term; K7] 1.162 2.648955822 26.7 0 1215.807681 2 608.4071655 -0.514987134 -0.000313063 60.46268993

34328930 IMPDH1 inosine-5'-monophosphate dehydrogenase 1 isoform a 3614 NP_000874.2 22.20367279 1 9 11 77 599 64.279 7.02 1.07 1.05 1.27 1.13 Significant 0.00384
IAQGVSGSIQDK 6 34328930 2xTMT6plex [N-Term; K12] 1.08 1.025 1.247 4.768145561 58.91 0 1660.963406 2 830.9849243 -0.501899792 -0.000416819 39.75687949KFEQGFITDPVVLSPSHTVGDVLEAK 6 34328930 3xTMT6plex [N-Term; K1; K26] 1.246 1.245 1.079 7.150099754 52.33 1 3500.960782 4 875.9953613 -0.33311927 -0.000291559 84.74678609

GKLPIVNDCDELVAIIAR 6 34328930 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C9] 1.238 1.124 1.532 7.011053562 56.19 1 2454.415436 3 818.8086548 -1.64000131 -0.001341748 90.32293403
FVPYLIAGIQHGCQDIGAR 10 34328930 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.228 1.256 1.414 5.956706047 44.05 0 2344.243337 3 782.0846558 -1.673301053 -0.001307542 84.88829764LPIVNDCDELVAIIAR 9 34328930 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.86 0.637 1.194 5.33992815 62.07 0 2040.136078 3 680.7168579 -0.028046919 -1.91E-05 100.1047906FGVPIIADGGIQTVGHVVK 4 34328930 2xTMT6plex [N-Term; K19] 0.812 0.938 6.539714813 56.7 0 2365.400772 3 789.1380615 -0.482374784 -0.000380337 82.57525676FEQGFITDPVVLSPSHTVGDVLEAK 6 34328930 2xTMT6plex [N-Term; K25] 1.106 1.161 1.236 7.255927086 63.38 0 3143.702887 3 1048.569214 -3.116820766 -0.003266119 90.5051974QLLCGAAVGTR 6 34328930 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.105 1.335 1.337 4.200953484 41.27 0 1374.772485 2 687.8890991 -1.137313868 -0.000781774 51.68822454IELVVAPAGVTLK 6 34328930 2xTMT6plex [N-Term; K13] 1.392 1.192 1.179 4.572698116 34.72 0 1768.134828 3 590.0491943 -1.017072996 -0.000599441 87.41857332EANEILQR 10 34328930 1xTMT6plex [N-Term] 1.228 1.013 1.168 3.220719814 31.41 0 1201.673817 2 601.3400269 -0.865142477 -0.00051981 43.26021308DYPLASK 8 34328930 2xTMT6plex [N-Term; K7] 1.1 1.105 1.059 2.590078592 22.11 0 1251.73491 2 626.3706055 -0.779080692 -0.000487601 38.37147525

66933016 IMPDH2 inosine-5'-monophosphate dehydrogenase 2 3615 NP_000875.2 45.52529183 1 18 20 157 514 55.77 6.9 1.21 1.23 1.2 1.21 Significant 0.0000528 NLIDAGVDALR 6 66933016 1xTMT6plex [N-Term] 1.215 1.285 1.323 4.006414413 59.02 0 1385.794994 2 693.4007568 -0.546500837 -0.000378669 63.4111558YEQGFITDPVVLSPK 8 66933016 2xTMT6plex [N-Term; K15] 1.225 1.219 1.202 4.544070721 39.39 0 2151.210178 2 1076.105103 -3.369829666 -0.003624606 74.8864568FGVPVIADGGIQNVGHIAK 10 66933016 2xTMT6plex [N-Term; K19] 1.05 1.003 1 7.449916363 71.38 0 2350.364721 3 784.1255493 -1.117477963 -0.000875494 77.01249828
DIDFLKEEEHDCFLEEIMTK 12 66933016 3xTMT6plex [N-Term; K6; K20]; 1xCarbamidomethyl [C12] 1.306 1.398 1.241 6.284167767 41.28 1 3228.641164 3 1076.884521 -0.666725339 -0.000717539 91.30176395

DKYPNLQVIGGNVVTAAQAK 13 66933016 3xTMT6plex [N-Term; K2; K20] 1.404 1.426 1.391 7.461714268 55.64 1 2773.617925 3 925.2022095 -9.3197523 -0.008616477 68.92280475LPIVNEDDELVAIIAR 10 66933016 1xTMT6plex [N-Term] 1.012 1.235 1.048 5.558394432 72.12 0 2009.148022 3 670.3881226 0.89200286 0.000597389 99.23068457GKLPIVNEDDELVAIIAR 6 66933016 2xTMT6plex [N-Term; K2] 1.649 1.431 1.147 7.193479538 50.07 1 2423.427381 3 808.4802246 -0.520061746 -0.000420111 90.26662531TSSAQVEGGVHSLHSYEK 6 66933016 2xTMT6plex [N-Term; K18] 1.145 1.201 1.15 5.476237774 37.53 0 2374.240308 4 594.3157349 0.337435567 0.000200288 43.56850527VAQGVSGAVQDK 2 66933016 2xTMT6plex [N-Term; K12] 1.144 4.178005695 58.73 0 1616.937191 2 808.9723511 0.145088157 0.000117299 37.07785521
QLLCGAAIGTHEDDKYR 4 66933016 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 0.833 1.003 5.580254078 36 1 2405.264749 4 602.0717773 0.220397776 0.000132529 43.08577875
FVPYLIAGIQHSCQDIGAK 8 66933016 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C13] 1.36 1.587 1.366 6.610542297 47.55 0 2575.410685 3 859.1405029 -1.448227639 -0.00124326 90.9417853

EDLVVAPAGITLK 10 66933016 2xTMT6plex [N-Term; K13] 1.135 1.22 1.233 4.530324936 51.45 0 1784.093357 2 892.5512085 0.999506097 0.000891606 75.33186285REDLVVAPAGITLK 12 66933016 2xTMT6plex [N-Term; K14] 1.179 1.204 1.265 6.253551006 43 1 1940.194468 3 647.402832 -0.270733815 -0.000175092 65.93220419GMGSLDAMDK 6 66933016 2xTMT6plex [N-Term; K10] 1.123 1.102 1.119 3.697792292 42.75 0 1482.769657 2 741.8883057 -0.217162439 -0.000161001 46.96910711AMMYSGELK 6 66933016 2xTMT6plex [N-Term; K9] 1.362 1.158 1.524 3.751054764 37.4 0 1487.800229 2 744.4039307 0.239352111 0.000178054 50.13448824EANEILQR 10 66933016 1xTMT6plex [N-Term] 1.228 1.013 1.168 3.220719814 31.41 0 1201.673817 2 601.3400269 -0.865142477 -0.00051981 43.26021308LVGIISSR 12 66933016 1xTMT6plex [N-Term] 1.177 0.96 1.073 2.78260541 39.45 0 1073.68801 2 537.3477173 0.137507648 7.38E-05 53.99154587YFSEADK 6 66933016 2xTMT6plex [N-Term; K7] 1.096 1.077 1.102 2.752608061 35.3 0 1317.709089 2 659.3572388 -1.432593092 -0.00094387 37.46710787YFSEADKIK 2 66933016 3xTMT6plex [N-Term; K7; K9] 1.547 2.074 2.530800819 1 1788.051048 3 596.6884766 -0.095697771 -5.70E-05 50.07936346DYPLASK 8 66933016 2xTMT6plex [N-Term; K7] 1.1 1.105 1.059 2.590078592 22.11 0 1251.73491 2 626.3706055 -0.779080692 -0.000487601 38.371475254505029 LTA4H leukotriene A-4 hydrolase isoform 1 4048 NP_000886.1 48.11783961 1 25 25 291 611 69.241 6.18 0.89 0.89 0.92 0.9 Significant 0.000123 GSPMEISLPIALSK 24 4505029 2xTMT6plex [N-Term; K14] 0.903 0.848 0.939 5.192448139 59.76 0 1901.118192 2 951.0612793 -1.530518335 -0.001454848 89.59529209GSPMEISLPIALSK 14 4505029 2xTMT6plex [N-Term; K14]; 1xOxidation [M4] 0.851 0.884 0.927 4.291792393 51.11 0 1917.113107 2 951.0612793 -1.530518335 -0.001454848 89.59529209EDDLNSFNATDLK 12 4505029 2xTMT6plex [N-Term; K13] 0.834 0.843 0.833 4.752852917 63.44 0 1940.001307 2 970.5042114 -0.082932128 -8.04E-05 56.83988177TLTGTAALTVQSQEDNLR 6 4505029 1xTMT6plex [N-Term] 0.812 0.795 5.002994061 61.77 0 2147.150541 2 1074.078613 -0.27542433 -0.000295689 53.74396923ASMHPVTAMLVGK 8 4505029 2xTMT6plex [N-Term; K13] 0.819 0.859 0.879 4.822290897 71.34 0 1800.027603 2 900.5181885 0.832038977 0.000748847 58.03505067HFNALGGWGELQNSVK 6 4505029 2xTMT6plex [N-Term; K16] 0.804 0.869 0.861 5.629370689 55.36 0 2215.202407 3 739.0707397 -2.140193467 -0.001580321 65.15498811
EHPYLFSQCQAIHCR 10 4505029 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C14] 1.321 1.395 1.349 5.619285583 36.72 0 2175.042529 4 544.515686 -0.742293244 -0.00040363 36.27276874

LVVDLTDIDPDVAYSSVPYEK 21 4505029 2xTMT6plex [N-Term; K21] 0.991 0.995 0.938 5.393791199 55.96 0 2796.495914 3 932.8394775 2.848424397 0.002655202 93.83549343VPIPCYLIALVVGALESR 10 4505029 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.767 1.525 3.975840092 26.8 0 2199.277263 3 733.7636719 -0.363862717 -0.000266745 114.1814305
AILPCQDTPSVK 24 4505029 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 0.877 0.91 0.955 4.427864552 76.51 0 1787.013727 2 894.0092163 -1.438692257 -0.001285481 60.18477919

PEIVDTCSLASPASVCR 6 4505029 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C16] 0.911 0.958 1.054 46.67 0 2091.041191 3 697.6856079 0.516097183 0.000359727 55.43351507DLSSHQLNEFLAQTLQR 10 4505029 1xTMT6plex [N-Term] 0.8 1.039 0.83 5.771339893 33.19 0 2229.18251 2 1115.092285 -2.34008991 -0.002608244 81.32297223
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LTYTAEVSVPK 16 4505029 2xTMT6plex [N-Term; K11] 0.903 0.948 0.905 4.357640266 47.02 0 1665.982744 2 833.4950562 0.054949361 4.58E-05 59.06356721SAYEFSETESMLK 14 4505029 2xTMT6plex [N-Term; K13] 0.845 0.946 0.898 4.772352695 39.56 0 1980.003615 2 990.5075684 2.143813636 0.002122379 61.78806811WEDAIPLALK 10 4505029 2xTMT6plex [N-Term; K10] 0.856 1.06 0.906 4.484774113 49.53 0 1613.9667 2 807.4882202 1.526419156 0.001231795 84.9693329ELVALMSAIR 14 4505029 1xTMT6plex [N-Term] 0.94 0.954 0.884 3.839155912 54.37 0 1331.791823 2 666.4002686 1.079102116 0.00071857 87.85256944APLPLGHIK 10 4505029 2xTMT6plex [N-Term; K9] 0.863 0.934 0.937 3.924356222 38.88 0 1403.913877 3 468.6409912 -3.886660911 -0.001818846 54.67058796DGETPDPEDPSR 8 4505029 1xTMT6plex [N-Term] 1.003 0.835 0.749 3.542192459 33.39 0 1543.707361 2 772.3572998 -0.024629425 -1.90E-05 18.89671764TFGETHPFTK 16 4505029 2xTMT6plex [N-Term; K10] 0.919 0.917 0.946 3.358011961 37.75 0 1622.894264 3 541.6363525 0.148387478 8.03E-05 42.55089088DFLYSYFK 8 4505029 2xTMT6plex [N-Term; K8] 0.314 0.568 0.802 3.63616395 39.95 0 1540.845188 2 770.9227905 -4.467506123 -0.003441868 79.05962074SITTDDWK 10 4505029 2xTMT6plex [N-Term; K8] 0.336 0.317 0.327 3.20336318 21.6 0 1423.783316 2 712.3955078 0.296986905 0.000211423 43.82459402SLVLDTK 10 4505029 2xTMT6plex [N-Term; K7] 0.873 0.911 0.925 2.860084295 38.23 0 1233.78186 2 617.3945923 0.039107653 2.41E-05 47.67975071TLVWSEK 6 4505029 2xTMT6plex [N-Term; K7] 0.81 0.826 0.841 2.835680246 30.49 0 1320.792759 2 660.9006958 1.026846607 0.000678126 51.12622355DLAAFDK 4 4505029 2xTMT6plex [N-Term; K7] 0.933 0.907 2.840185404 34.72 0 1237.719259 2 619.3624878 -1.260781918 -0.000780247 48.53712992FTRPLFK 12 4505029 2xTMT6plex [N-Term; K7] 1.38 1.403 1.224 2.730300188 10.24 0 1366.861113 3 456.2917175 -0.375877333 -0.000171257 53.22960308DGETPDPEDPSRK 2 4505029 2xTMT6plex [N-Term; K13] 0.907 2.696195364 6.16 1 1900.965256 3 634.3265991 -0.00623721 -3.95E-06 23.64785478116256329 MME neprilysin 4311 NP_000893.2 4.666666667 1 3 3 12 750 85.46 5.73 0.8 0.98 0.76 0.85 Significant 0.00633 LLPDIYGWPVATENWEQK 2 116256329 2xTMT6plex [N-Term; K18] 0.797 4.546464443 38.89 0 2617.406645 3 873.1398926 -0.581096418 -0.000506989 101.266757
DYYECTGIYK 4 116256329 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.227 1.064 4.09803009 47.95 0 1769.882044 2 885.4414063 -3.677211157 -0.003254115 47.91722273

DVLQEPK 6 116256329 2xTMT6plex [N-Term; K7] 0.74 0.944 0.762 2.980558395 22.95 0 1286.772023 2 643.8895874 -0.097208604 -6.25E-05 36.95585574
63252886 P4HA1 prolyl 4-hydroxylase subunit alpha-1 isoform 1 precursor 5033 NP_000908.2 60.29962547 1 27 27 265 534 60.929 6.01 1.23 1.27 1.27 1.26 Significant 0.000113

QLDEGEISTIDK 12 63252886 2xTMT6plex [N-Term; K12] 1.01 1.066 0.89 4.866205215 50.79 0 1805.98968 2 903.499939 1.61764473 0.001460725 49.44415268DPEGFVGHPVNAFK 6 63252886 2xTMT6plex [N-Term; K14] 1.115 1.112 1.245 4.452591419 28.34 0 1972.069268 3 658.0272827 -1.000342889 -0.000657582 52.33337352VAYTEADYYHTELWMEQALR 18 63252886 1xTMT6plex [N-Term] 1.084 1.282 1.154 6.183403015 50.28 0 2718.307118 3 906.7732544 -0.701994412 -0.000636079 82.92981593IQDLTGLDVSTAEELQVANYGVGGQYEPHFDFAR 12 63252886 1xTMT6plex [N-Term] 100 100 1.473 7.36179924 45.8 0 3968.950391 4 992.9907837 -2.28921087 -0.002271441 92.69694507FHDIISDAEIEIVK 16 63252886 2xTMT6plex [N-Term; K14] 1.315 1.23 1.444 5.835010529 79.96 0 2087.178878 2 1044.094482 1.346637694 0.001405337 79.59213353LQDTYNLDTDTISK 12 63252886 2xTMT6plex [N-Term; K14] 1.292 1.331 1.337 3.999733686 65.75 0 2085.111586 2 1043.05957 0.133438902 0.000139118 56.71048183VSVLDYLSYAVYQQGDLDK 24 63252886 2xTMT6plex [N-Term; K19] 2.576 1.242 1.28 5.910644054 58.51 0 2634.406705 2 1317.709961 2.254896706 0.002970158 108.2090038LNTEWSELENLVLK 28 63252886 2xTMT6plex [N-Term; K14] 1.195 1.144 1.198 4.417093754 66.09 0 2146.215991 2 1073.610229 -1.308785153 -0.001404468 109.2541153SAWLSGYENPVVSR 12 63252886 1xTMT6plex [N-Term] 1.308 1.293 1.495 5.579015732 51.96 0 1793.938364 2 897.4716187 -1.339681095 -0.001201653 67.32017677SFLTAEDCFELGK 20 63252886 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 1.307 1.351 1.202 4.368584633 55.8 0 1975.024685 3 659.0111084 -2.994157355 -0.001971178 75.09004048
HAACPVLVGNK 10 63252886 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.18 1.231 1.471 4.498808384 44.71 0 1623.940503 2 812.4729004 -1.218276622 -0.000989204 44.45223502

KGTAVFWYNLFASGEGDYSTR 7 63252886 2xTMT6plex [N-Term; K1] 0.816 1.813 0.769 5.360738754 30.15 1 2827.44555 3 943.151001 -2.51122442 -0.002366783 92.66795824QYFPNDEDQVGAAK 8 63252886 2xTMT6plex [N-Term; K14] 1.369 1.303 0.92 4.141684532 65.94 0 2040.043841 2 1020.521973 -3.515584988 -0.003585974 44.25385994GVAVDYLPER 12 63252886 1xTMT6plex [N-Term] 1.301 1.128 1.175 4.387844086 52.12 0 1347.746982 2 674.3764038 -1.076324289 -0.000725306 46.20134039SASDDQSDQK 15 63252886 2xTMT6plex [N-Term; K10] 1.301 1.182 1.638 4.164620876 44.15 0 1538.769851 2 769.8882446 -0.414715812 -0.000319076 15.57844216ATVHDPETGK 6 63252886 2xTMT6plex [N-Term; K10] 1.301 1.472 1.452 3.861628294 29.06 0 1512.842228 3 504.952179 -0.161520323 -8.15E-05 22.06611515KLLELDPEHQR 6 63252886 2xTMT6plex [N-Term; K1] 1.454 1.498 4.468220234 22.36 1 1836.074353 4 459.7742615 0.470012795 0.000215745 44.64441015QEDEWDKPR 4 63252886 2xTMT6plex [N-Term; K7] 1.197 1.161 3.764111042 12.85 0 1660.869505 3 554.2946777 -0.015255187 -8.45E-06 28.85068657YFEYIMAK 8 63252886 2xTMT6plex [N-Term; K8] 1.3 1.33 3.572262764 33.1 0 1522.837994 2 761.9221191 -0.678121214 -0.000516334 73.91085317AEEDKLEQIK 4 63252886 3xTMT6plex [N-Term; K5; K10] 0.913 1.136 2.883471012 5.6 1 1890.115104 3 630.7091064 -1.237048504 -0.000779388 54.85541758LLELDPEHQR 2 63252886 1xTMT6plex [N-Term] 0.936 3.003032446 15.26 0 1478.816458 3 493.6097412 -1.208870227 -0.000595899 47.10880749DLVTSLKDYIK 3 63252886 3xTMT6plex [N-Term; K7; K11] 1.739 1.836 2.332335711 0.52 1 1982.21409 3 661.4038696 -8.593609221 -0.005678124 80.02150538LTSTATK 2 63252886 2xTMT6plex [N-Term; K7] 1.11 2.805592775 17.34 0 1179.73491 2 590.3710327 -0.102319861 -6.04E-05 29.01328523GNLPGVK 6 63252886 2xTMT6plex [N-Term; K7] 1.2 1.147 1.147 2.445525646 20.92 0 1142.729765 2 571.8679199 -1.051347648 -0.000600703 37.79675247ELGTGNR 4 63252886 1xTMT6plex [N-Term] 1.095 1.015 2.316074133 28.51 0 975.5420744 2 488.275116 0.90302983 0.000440472 17.41441287FILAPAK 5 63252886 2xTMT6plex [N-Term; K7] 1.074 1.128 1.23 2.735930443 27.39 0 1217.802201 2 609.4033813 -2.229610592 -0.001357612 64.3678167AEEDKLEQIKK 3 63252886 4xTMT6plex [N-Term; K5; K10; K11] 1.899 1.998 1.886 1.497183681 2 2247.372999 4 562.598938 0.410640835 0.000230716 47.5522660620070125 P4HB protein disulfide-isomerase precursor 5034 NP_000909.2 78.93700787 1 39 39 794 508 57.081 4.87 1.06 1.01 1.08 1.05 Significant 0.000393
KNVFVEFYAPWCGHCK 4 20070125 3xTMT6plex [N-Term; K1; K16]; 2xCarbamidomethyl [C12; C15] 1.689 2.534 5.617776394 25.74 1 2729.42993 4 683.1134644 0.768336953 0.00052428 75.49562488

LITLEEEMTK 30 20070125 2xTMT6plex [N-Term; K10] 1.034 0.995 1.014 4.254351139 63.54 0 1664.95448 2 832.9805298 -0.418942197 -0.00034876 76.07442503IKPHLMSQELPEDWDKQPVK 6 20070125 4xTMT6plex [N-Term; K2; K16; K20] 1.061 1.296 4.755047321 12.45 1 3334.90032 4 838.4769897 -2.717362074 -0.002276399 55.20987416
IKPHLMSQELPEDWDKQPVK 16 20070125 4xTMT6plex [N-Term; K2; K16; K20]; 1xOxidation [M6] 1.267 1.225 1.094 5.265347958 15.08 1 3350.895235 4 838.4769897 -2.717362074 -0.002276399 55.20987416

FLESGGQDGAGDDDDLEDLEEAEEPDMEEDDDQKAVKDEL 4 20070125 3xTMT6plex [N-Term; K34; K37] 5.860188484 24.02 2 5100.288984 4 1275.827026 -0.530999569 -0.000677063 76.10440197ILFIFIDSDHTDNQR 18 20070125 1xTMT6plex [N-Term] 0.917 1.12 1.084 6.321807384 59.06 0 2063.07592 3 688.3641968 1.02619686 0.000705707 93.16380812IKPHLMSQELPEDWDK 2 20070125 3xTMT6plex [N-Term; K2; K16] 0.851 4.518074512 14.82 0 2653.46267 4 664.1207275 -0.598969704 -0.000397336 61.50199723FLESGGQDGAGDDDDLEDLEEAEEPDMEEDDDQK 4 20070125 2xTMT6plex [N-Term; K34]; 1xOxidation [M27] 100 100 3.010869026 17.96 0 4231.766876 4 1054.695923 -2.395728195 -0.002524961 70.04091414FLESGGQDGAGDDDDLEDLEEAEEPDMEEDDDQK 20 20070125 2xTMT6plex [N-Term; K34] 1.347 0.959 1.061 6.310103893 64.48 0 4215.771961 4 1054.695923 -2.395728195 -0.002524961 70.04091414TGPAATTLPDGAAAESLVESSEVAVIGFFK 21 20070125 2xTMT6plex [N-Term; K30] 0.839 1.042 1.03 6.251543999 67.29 0 3393.819373 3 1131.942993 -1.457534202 -0.001648869 112.7313865MDSTANEVEAVK 18 20070125 2xTMT6plex [N-Term; K12] 1.1 1.079 1.153 4.783223152 76.28 0 1751.924971 2 876.4656982 -0.485931555 -0.000425658 42.28033989VDATEESDLAQQYGVR 38 20070125 1xTMT6plex [N-Term] 1.048 1.122 1.056 6.113547325 73.6 0 2009.997729 2 1005.502869 0.363948017 0.000365767 48.8096939QFLQAAEAIDDIPFGITSNSDVFSK 35 20070125 2xTMT6plex [N-Term; K25] 1.081 0.957 1.129 7.339437008 73.96 0 3171.661416 3 1057.892212 0.210205977 0.000222234 109.8231315KSNFAEALAAHK 18 20070125 3xTMT6plex [N-Term; K1; K12] 1.303 1.327 1.343 6.961041927 37.1 1 1974.173957 3 658.7287598 -1.129851358 -0.000743508 58.67581611HNQLPLVIEFTEQTAPK 24 20070125 2xTMT6plex [N-Term; K17] 1.095 1.087 1.077 6.083245754 51.71 0 2423.369866 3 808.4603271 -1.418633918 -0.001145958 79.72261639LITLEEEMTK 30 20070125 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 1.108 1.12 1.124 3.291261196 51.48 0 1680.949395 2 832.9805298 -0.418942197 -0.00034876 76.07442503EADDIVNWLK 40 20070125 2xTMT6plex [N-Term; K10] 1.128 1.035 1.112 4.27711153 59.82 0 1660.931043 2 830.9692993 0.168027935 0.000139541 78.55606926YQLDKDGVVLFK 29 20070125 3xTMT6plex [N-Term; K5; K12] 1.151 1.227 1.336 3.617913485 32.18 1 2112.267188 2 1056.635254 -1.873341366 -0.001978499 69.89267164YKPESEELTAER 22 20070125 2xTMT6plex [N-Term; K2] 1.052 1.101 0.879 4.61676836 37.67 0 1910.027128 2 955.5181885 1.032630949 0.000986177 33.41991618THILLFLPK 18 20070125 2xTMT6plex [N-Term; K9] 1.247 1.14 1.147 4.037619114 41.7 0 1540.002692 2 770.5040894 -1.162198658 -0.000894895 77.96862398NFEDVAFDEKK 6 20070125 3xTMT6plex [N-Term; K10; K11] 2.142 2.148 1.62 3.330828428 13.04 1 2029.120918 3 677.0446167 -0.798884053 -0.000540344 54.85684385LGETYKDHENIVIAK 18 20070125 3xTMT6plex [N-Term; K6; K15] 1.045 1.057 0.987 5.123213768 10.41 1 2417.400721 2 1209.205811 1.498764238 0.001811557 52.65900388NFEDVAFDEK 28 20070125 2xTMT6plex [N-Term; K10] 1.045 1.02 1.09 4.122162342 44.14 0 1671.863023 2 836.4338989 -1.496347729 -0.001250844 56.36326446NNFEGEVTKENLLDFIK 9 20070125 3xTMT6plex [N-Term; K9; K17] 1.409 1.573 2.713 3.433899164 8.52 1 2697.506643 3 899.8377075 -2.992960713 -0.002691177 90.86052137MDSTANEVEAVK 22 20070125 2xTMT6plex [N-Term; K12]; 1xOxidation [M1] 1.051 1.066 1.197 3.058249712 62.36 0 1767.919886 2 876.4656982 -0.485931555 -0.000425658 42.28033989NNFEGEVTK 9 20070125 2xTMT6plex [N-Term; K9] 0.949 1.04 1.02 3.97981143 52.73 0 1495.815679 2 748.4110718 -0.542811072 -0.000405973 37.19808305TVIDYNGER 6 20070125 1xTMT6plex [N-Term] 1.001 0.955 1.018 3.314819336 30.83 0 1295.679296 2 648.3435669 0.433131149 0.0002806 27.73308876LKAEGSEIR 26 20070125 2xTMT6plex [N-Term; K2] 1.445 1.379 1.403 3.62297678 33.63 1 1460.883699 2 730.9453735 -0.156370892 -0.00011422 38.35588173ILEFFGLK 37 20070125 2xTMT6plex [N-Term; K8] 0.583 0.484 0.751 3.800601006 44.78 0 1424.891744 2 712.9494019 -0.152572336 -0.0001087 105.1629933SVSDYDGK 34 20070125 2xTMT6plex [N-Term; K8] 1.265 1.265 1.163 3.505484343 35.55 0 1328.709817 2 664.8584595 -0.131379091 -8.73E-05 39.1983769DHENIVIAK 12 20070125 2xTMT6plex [N-Term; K9] 0.781 0.824 0.759 4.174276352 34.19 0 1496.883699 3 499.6331482 0.796615047 0.00039748 45.48537418DVESDSAK 20 20070125 2xTMT6plex [N-Term; K8] 1.142 1.194 1.128 3.595548391 47.73 0 1308.704731 2 654.8551025 -1.377722439 -0.000901516 18.92288205ENLLDFIK 38 20070125 2xTMT6plex [N-Term; K8] 1.024 1.09 1.045 3.529544115 41 0 1449.871737 2 725.4394531 -0.074234153 -5.38E-05 83.88281299VHSFPTLK 22 20070125 2xTMT6plex [N-Term; K8] 1.027 1.132 1.092 3.895621061 26.86 0 1386.850942 3 462.9554138 0.537833631 0.000248632 47.49338204QLAPIWDK 14 20070125 2xTMT6plex [N-Term; K8] 1.075 1.135 1.131 3.449404955 36.65 0 1428.861507 2 714.9350586 0.933328733 0.000666799 62.29180347
KEECPAVR 15 20070125 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 1.026 1.235 1.216 3.866465807 22.35 1 1446.813905 3 482.9424438 -0.778833426 -0.000375609 18.68958562
ALAPEYAK 18 20070125 2xTMT6plex [N-Term; K8] 1.105 1.121 1.05 2.934067011 34.23 0 1320.792759 2 660.8999023 -0.174639434 -0.000115331 41.3261339FFPASADR 18 20070125 1xTMT6plex [N-Term] 1.118 1.155 1.082 3.219308615 30.05 0 1139.604675 2 570.3056641 -0.546772941 -0.000311552 42.4347705IFGGEIK 16 20070125 2xTMT6plex [N-Term; K7] 1.169 1.177 1.232 2.565881252 32.4 0 1221.76073 2 611.3831177 -1.450078066 -0.000885824 54.9590728EECPAVR 8 20070125 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.812 1.123 1.043 2.730980158 28.26 0 1089.55601 2 545.2814331 -0.386000406 -0.000210285 17.47728657TAAESFK 10 20070125 2xTMT6plex [N-Term; K7] 1.253 1.146 1.257 2.826850414 36.98 0 1211.703609 2 606.3549805 -0.76345609 -0.000462541 31.15710565DGVVLFK 4 20070125 2xTMT6plex [N-Term; K7] 0.939 0.939 1.774119139 2.89 0 1235.77638 2 618.3909912 -1.355130387 -0.000837319 59.50286913TLDGFKK 7 20070125 3xTMT6plex [N-Term; K6; K7] 2.534 2.014 2.1 2.629283667 13.3 1 1495.945126 2 748.4747925 -1.883577822 -0.001408865 52.90203615

156564403 PDHB pyruvate dehydrogenase E1 component subunit beta, mitochondrial isoform 1 precursor 5162 NP_000916.2 46.51810585 1 12 12 182 359 39.208 6.65 0.94 0.95 0.93 0.94 Significant 0.0000377
TYYMSGGLQPVPIVFR 14 156564403 1xTMT6plex [N-Term] 0.885 0.934 1.148 4.526813507 50.93 0 2057.109134 3 691.7063599 0.230041441 0.000158967 74.56968505TYYMSGGLQPVPIVFR 14 156564403 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.094 0.812 1.149 4.786006451 51.27 0 2073.104049 3 691.7063599 0.230041441 0.000158967 74.56968505DAINQGMDEELERDEK 6 156564403 2xTMT6plex [N-Term; K16] 1.136 1.271 0.931 4.785317421 23.37 1 2350.159675 3 784.0574341 -0.819435346 -0.000641935 46.11250108IMEGPAFNFLDAPAVR 32 156564403 1xTMT6plex [N-Term] 0.974 0.991 0.897 5.11026907 60.79 0 1977.046534 2 989.0254517 -1.470627847 -0.00145375 91.1149231VFLLGEEVAQYDGAYK 8 156564403 2xTMT6plex [N-Term; K16] 0.885 0.901 0.881 4.268777847 54.1 0 2260.226556 3 754.078125 -2.979440261 -0.002244737 90.86910155VVSPWNSEDAK 6 156564403 2xTMT6plex [N-Term; K11] 0.875 1.02 0.834 4.365026474 66.84 0 1689.921206 2 845.4625244 -2.032220119 -0.001717146 48.93461458VTGADVPMPYAK 6 156564403 2xTMT6plex [N-Term; K12] 1.008 0.942 0.998 4.849912643 73.23 0 1706.955149 2 853.9760132 -6.092405426 -0.005199731 57.04644382EGVECEVINMR 12 156564403 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.999 1.049 1.09 4.459466457 55.65 0 1564.766079 2 782.8855591 -1.429929986 -0.001118753 44.98704955DNNPVVVLENELMYGVPFEFPPEAQSK 2 156564403 2xTMT6plex [N-Term; K27] 100 5.859028816 16.32 0 3520.807428 4 880.9562988 -1.153868135 -0.001015637 112.7365245ILEDNSIPQVK 16 156564403 2xTMT6plex [N-Term; K11] 0.883 0.895 0.911 4.430092812 46.08 0 1714.015107 2 857.5101929 -1.165531041 -0.000998869 58.54568136IMEGPAFNFLDAPAVR 6 156564403 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.995 0.81 0.974 3.010517597 37.9 0 1993.041449 2 989.0254517 -1.470627847 -0.00145375 91.1149231DAINQGMDEELERDEK 14 156564403 2xTMT6plex [N-Term; K16]; 1xOxidation [M7] 0.98 1.104 0.88 3.963684797 17.8 1 2366.15459 3 784.0574341 -0.819435346 -0.000641935 46.11250108TIRPMDMETIEASVMK 2 156564403 2xTMT6plex [N-Term; K16] 0.783 2.89339757 4.72 0 2310.227166 3 786.7426147 0.585031513 0.000459876 42.55368447DFLIPIGK 14 156564403 2xTMT6plex [N-Term; K8] 0.939 0.981 0.958 3.376899004 32.13 0 1360.860444 2 680.9336548 -0.302323202 -0.00020571 78.08814391TIRPMDMETIEASVMK 5 156564403 2xTMT6plex [N-Term; K16]; 1xOxidation [M] 0.883 2.724350929 4.43 0 2326.222081 3 786.7426147 0.585031513 0.000459876 42.55368447TIRPMDMETIEASVMK 7 156564403 2xTMT6plex [N-Term; K16]; 2xOxidation [M] 0.854 0.72 0.702 2.399309397 21.23 0 2342.216996 3 786.7426147 0.585031513 0.000459876 42.55368447DIIFAIK 12 156564403 2xTMT6plex [N-Term; K7] 0.942 0.957 1.033 3.706417799 36.79 0 1277.823331 2 639.4153442 0.063574174 4.06E-05 77.74539219

TIRPMDMETIEASVMK 6 156564403 2xTMT6plex [N-Term; K16]; 3xOxidation [M5; M7; M15] 0.832 0.762 0.916 2.475613117 28.16 0 2358.211911 3 786.7426147 0.585031513 0.000459876 42.55368447
4505939 POLR2A DNA-directed RNA polymerase II subunit RPB1 5430 NP_000928.1 12.84263959 1 20 20 91 1970 217.069 7.37 1.2 1.24 1.24 1.22 Significant 0.000118

INISQVIAVVGQQNVEGK 6 4505939 2xTMT6plex [N-Term; K18] 1.708 1.667 1.782 7.012431145 45.78 0 2354.380765 3 785.4646606 -0.567629682 -0.000445472 96.04102997GFVENSYLAGLTPTEFFFHAMGGR 5 4505939 1xTMT6plex [N-Term] 1.108 2.896 6.565806866 55.07 0 2877.423151 3 959.8101196 -2.552743512 -0.002448441 109.5970021SIAANMTFAEIVTPFNIDR 4 4505939 1xTMT6plex [N-Term] 1.259 1.266 6.455854893 37.81 0 2339.226683 3 780.4138184 0.09347026 7.29E-05 99.36854465ALQEWILETDGVSLMR 10 4505939 1xTMT6plex [N-Term] 1.17 1.28 4.580840111 36.03 0 2090.115342 3 697.3762207 -0.589953387 -0.000411024 96.06926991AHNNELEPTPGNTLR 5 4505939 1xTMT6plex [N-Term] 1.184 1.385 0.93 4.504301071 28.44 0 1891.982354 3 631.3317261 -0.913854899 -0.000576332 26.65980951AEIQELAMVPR 2 4505939 1xTMT6plex [N-Term] 0.832 4.332960606 42.35 0 1485.829665 2 743.4178467 -0.840332276 -0.000624295 62.78389366IIITEDGEFK 4 4505939 2xTMT6plex [N-Term; K10] 1.464 1.056 3.237888098 33.09 0 1622.940545 2 811.9731445 -0.944302923 -0.000766274 66.52823691ISDEECFVLGMEPR 3 4505939 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.565 1.591 3.148337603 22.45 0 1910.918951 2 955.963562 0.469247237 0.000448347 67.79485771TLPHFIKDDYGPESR 4 4505939 2xTMT6plex [N-Term; K7] 1.123 1.638 5.406795025 12.97 1 2233.201738 4 559.0560913 0.35695135 0.000199286 50.59741165TAETGYIQR 6 4505939 1xTMT6plex [N-Term] 1.306 1.236 1.066 3.424760818 40.97 0 1267.684381 2 634.3450317 -1.257815795 -0.000797257 22.86346815MIVTPQSNRPVMGIVQDTLTAVR 4 4505939 1xTMT6plex [N-Term] 1.217 1.547 1.443 5.50404501 1.07 0 2755.516005 3 919.1760254 -0.900941283 -0.000827519 83.87236509MSVTEGGIK 3 4505939 2xTMT6plex [N-Term; K9] 0.184 0.159 2.207763195 7.78 0 1379.796858 2 690.4030151 1.374023594 0.000947937 41.81612725TLQEDLVK 6 4505939 2xTMT6plex [N-Term; K8] 1.584 1.481 1.296 3.653434753 39 0 1403.851002 2 702.4291382 -0.001462272 -1.03E-06 48.52310271DVLSNAHIQNELER 2 4505939 1xTMT6plex [N-Term] 1.081 3.749799252 10.54 0 1866.987105 3 623.00177 1.955990261 0.00121727 42.13564875LPSDLHPIK 4 4505939 2xTMT6plex [N-Term; K9] 1.449 1.385 2.371593237 16.72 0 1477.914271 3 493.3103027 1.410212464 0.000694724 51.40329094ILPWSTFR 6 4505939 1xTMT6plex [N-Term] 1.163 1.787 1.517 3.032678366 15.18 0 1248.730209 2 624.8695068 1.223316184 0.000763796 75.50788387NQDDLTHK 2 4505939 2xTMT6plex [N-Term; K8] 1.253 2.36503005 12.7 0 1428.784713 3 476.933136 0.099090495 4.72E-05 20.28613598ELINISK 6 4505939 2xTMT6plex [N-Term; K7] 1.239 1.032 0.976 3.108367205 27.46 0 1274.808409 2 637.9074097 -0.679375863 -0.000433037 54.10908093ISPWLLR 6 4505939 1xTMT6plex [N-Term] 1.246 1.216 1.23 2.545584202 22.71 0 1113.698181 2 557.3526001 -0.231242801 -0.000128767 70.21990698VVLPCNLLR 3 4505939 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.426 1.283 3.277288914 21.71 0 1312.797243 2 656.9019775 -0.430357298 -0.000282486 71.53898186
4505941 POLR2B DNA-directed RNA polymerase II subunit RPB2 isoform 1 5431 NP_000929.1 18.56899489 1 16 16 88 1174 133.811 6.87 1.22 1.25 1.28 1.25 Significant 0.000192 ISNLLSDYGYHLR 12 4505941 1xTMT6plex [N-Term] 1.427 1.289 1.295 4.945083141 39.55 0 1779.959099 3 593.9906006 -1.039879056 -0.000616981 69.48609421TSETGIVDQVMVTLNQEGYK 2 4505941 2xTMT6plex [N-Term; K20] 1.134 5.314790249 33.78 0 2670.406053 3 890.8093262 2.760743302 0.002457435 90.91848528EGEEQLQTQHQK 4 4505941 2xTMT6plex [N-Term; K12] 1.123 1.272 3.891778946 32.33 0 1913.012875 3 638.3411255 -2.117954986 -0.001350558 19.4211457IVEDAPPIDLQAEAQHASGEVEEPPR 8 4505941 1xTMT6plex [N-Term] 0.985 1.657 1.33 6.424785137 78.72 0 3026.526824 3 1009.514648 0.848613823 0.000856117 69.59943731MDTLAHVLYYPQKPLVTTR 5 4505941 2xTMT6plex [N-Term; K13] 1.288 1.315 1.144 5.56333828 11.74 0 2704.526049 4 676.8873901 0.621775071 0.000420402 73.72897258HAIYDKLDDDGLIAPGVR 4 4505941 2xTMT6plex [N-Term; K6] 1.648 5.113221645 10.96 1 2426.34438 4 607.34198 0.704954288 0.000427615 60.1958684GEIGDATPFNDAVNVQK 4 4505941 2xTMT6plex [N-Term; K17] 1.081 1.363 3.291139841 21.97 0 2233.186482 3 745.06604 -1.30537366 -0.000971714 65.78478747LTFASTLSHLR 6 4505941 1xTMT6plex [N-Term] 1.301 1.744 1.561 4.882696152 48.2 0 1474.857929 3 492.2903137 -1.044905994 -0.000513696 63.91555603GKDFNLELAIK 5 4505941 3xTMT6plex [N-Term; K2; K11] 1.074 1.082 0.972 4.616858482 16.78 1 1935.18821 3 645.7340088 -0.38060526 -0.000245514 69.59781848TVTLPENEDELESTNR 8 4505941 1xTMT6plex [N-Term] 1.371 1.46 1.627 3.488332987 37.74 0 2076.029423 2 1038.518555 0.197311751 0.000204813 55.92221904IVATLPYIK 8 4505941 2xTMT6plex [N-Term; K9] 1.399 1.353 1.281 3.946301699 36.29 0 1475.960158 2 738.4830933 -0.845860612 -0.000624228 76.27345046YSLATGNWGDQK 4 4505941 2xTMT6plex [N-Term; K12] 0.742 1.264 3.189112186 9.93 0 1797.953569 2 899.4781494 -2.528992936 -0.002273506 52.6891243AGVSQVLNR 6 4505941 1xTMT6plex [N-Term] 0.902 0.936 0.965 2.742909431 35.84 0 1172.694887 2 586.850769 -0.53302361 -0.000312537 33.3879613NTYQSAMGK 4 4505941 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.187 1.333 2.654140234 26.26 0 1473.777185 2 737.3920898 -0.191516399 -0.000141126 21.31147392GPIQILNR 6 4505941 1xTMT6plex [N-Term] 1.218 1.058 1.316 2.02117157 20.25 0 1139.709808 2 570.3573608 -2.073607067 -0.001181655 49.64833969GTCGIQYR 2 4505941 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.926 1.351200819 9.18 0 1183.609108 2 592.3084106 0.368642873 0.000218165 21.33848905127139033 POR NADPH--cytochrome P450 reductase 5447 NP_000932.3 40 1 22 22 130 680 76.999 5.58 1.1 1.15 1.15 1.13 Significant 0.000216 TALTYYLDITNPPR 10 127139033 1xTMT6plex [N-Term] 1.017 1.004 1.094 4.332345009 50.74 0 1867.01628 3 623.0100708 -0.332491828 -0.000206923 76.99616319ATTPVIMVGPGTGVAPFIGFIQER 6 127139033 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.191 1.705 1.853 5.148855686 51.47 0 2703.474124 3 901.8286133 -1.04966651 -0.000945915 100.8936744ATTPVIMVGPGTGVAPFIGFIQER 6 127139033 1xTMT6plex [N-Term] 1.202 1.259 1.236 5.188328266 44.26 0 2687.479209 3 901.8286133 -1.04966651 -0.000945915 100.8936744EQFWPAVCEHFGVEATGEESSIR 6 127139033 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.93 100 100 5.754680157 45.75 0 2894.361673 3 965.4589233 0.187830545 0.000181217 70.34904806

HILAILQDCPSLRPPIDHLCELLPR 12 127139033 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C20] 0.866 1.355 1.37 6.69105196 21.75 0 3205.753945 4 802.1928101 -1.414470887 -0.001133611 93.29297587
EVGETLLYYGCR 6 127139033 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.727 0.891 0.639 3.537107229 33.76 0 1688.851523 2 844.9284058 -1.177300985 -0.000994143 57.09151595TNVLYELAQYASEPSEQELLR 10 127139033 1xTMT6plex [N-Term] 0.986 1.369 100 6.374337196 55.47 0 2682.382392 3 894.8000488 1.19361221 0.001067241 102.2485683DGALTQLNVAFSR 4 127139033 1xTMT6plex [N-Term] 0.837 1.164 4.295825005 48.36 0 1620.890686 2 810.9417725 -8.894664059 -0.007208639 61.26189657RHILAILQDCPSLRPPIDHLCELLPR 2 127139033 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C21] 1.744 5.3943367 24.85 1 3361.855056 5 673.1774292 0.887523717 0.000596745 84.94286106

YESGDHVAVYPANDSALVNQLGK 8 127139033 2xTMT6plex [N-Term; K23] 1.003 1.368 1.051 5.193853378 34.96 0 2905.509607 3 969.1748657 0.150468602 0.000145729 68.42343935YYSIASSSK 6 127139033 2xTMT6plex [N-Term; K9] 1.252 1.291 1.082 3.660944939 37.07 0 1463.814616 2 732.4107666 -0.245725703 -0.000179848 39.29945447MASSSGEGK 6 127139033 2xTMT6plex [N-Term; K9] 0.903 1.271 1.059 3.201550484 37.87 0 1311.697872 2 656.3518677 -1.077449669 -0.000706644 20.40179361SYENQKPPFDAK 6 127139033 3xTMT6plex [N-Term; K6; K12] 1.17 1.475 1.232 3.19777441 7.33 0 2111.174016 3 704.395752 -0.622142284 -0.000437817 39.21003385IQTLTSSVR 4 127139033 1xTMT6plex [N-Term] 1.102 1.111 3.85836935 31.64 0 1233.736417 2 617.3704834 -2.210174789 -0.001363387 41.49959113NPFLAAVTTNR 4 127139033 1xTMT6plex [N-Term] 1.145 0.859 3.711119652 23.29 0 1432.810979 2 716.9092407 0.157735609 0.000113003 67.65540933EELAQFHR 2 127139033 1xTMT6plex [N-Term] 0.919 3.419759035 25.71 0 1258.674151 3 420.2293091 -0.617382907 -0.000259028 29.25012653FAVFGLGNK 2 127139033 2xTMT6plex [N-Term; K9] 1.158 2.674132824 20.77 0 1410.850942 2 705.9273071 -2.554963164 -0.001802336 75.51569482TYEHFNAMGK 2 127139033 2xTMT6plex [N-Term; K10] 0.918 2.451086283 7.85 0 1655.861583 3 552.6248779 -0.907491878 -0.000500894 37.73840039VYMGEMGR 6 127139033 1xTMT6plex [N-Term] 1.93 1.119 0.976 3.120669127 36.64 0 1171.580116 2 586.2918091 -3.221790713 -0.001887293 34.33661661GVATNWLR 4 127139033 1xTMT6plex [N-Term] 1.063 1.227 2.782751799 28.99 0 1145.662858 2 573.335144 0.133787996 7.66E-05 48.05356694ALVPMFVR 6 127139033 1xTMT6plex [N-Term] 1.181 1.13 1.185 3.137468576 22.35 0 1161.701552 2 581.354126 -0.496338215 -0.000288298 69.67332367KLNQGTER 4 127139033 2xTMT6plex [N-Term; K1] 1.062 1.126 2.8910079 13.87 1 1403.837083 3 468.6167603 -0.965616522 -0.000451856 18.09303953ESSFVEK 8 127139033 2xTMT6plex [N-Term; K7] 1.422 1.103 1.172 2.49935317 15.63 0 1283.724739 2 642.3640747 -3.011491343 -0.001932963 33.617298864758950 PPIB peptidyl-prolyl cis-trans isomerase B precursor 5479 NP_000933.1 52.77777778 1 14 14 248 216 23.728 9.41 1.06 1.09 1.04 1.06 Significant 0.000187 IEVEKPFAIAK 30 4758950 3xTMT6plex [N-Term; K5; K11] 0.99 1.041 1.021 4.553382397 53.63 0 1932.213696 2 966.6077271 -2.856137729 -0.002759334 66.32945944VIKDFMIQGGDFTR 6 4758950 2xTMT6plex [N-Term; K3] 1.683 1.833 1.987 4.522705555 23.58 1 2085.156702 3 695.7235107 -0.346934807 -0.000241138 72.93590553TVDNFVALATGEK 28 4758950 2xTMT6plex [N-Term; K13] 1.139 1.123 1.075 5.440393448 95.75 0 1823.031485 2 912.0186768 -0.772479459 -0.000704127 74.17864858DFMIQGGDFTR 6 4758950 1xTMT6plex [N-Term] 1.048 0.891 0.888 4.616377831 42.25 0 1515.74633 2 758.37677 -0.04368207 -3.31E-05 56.20026214DKPLKDVIIADCGK 10 4758950 4xTMT6plex [N-Term; K2; K5; K14]; 1xCarbamidomethyl [C12] 1.367 1.389 1.827 5.492695332 17.48 1 2488.497882 3 830.1708984 0.104349094 8.66E-05 58.18536489
HYGPGWVSMANAGK 6 4758950 2xTMT6plex [N-Term; K14]; 1xOxidation [M9] 1.179 1.027 1.069 4.879349709 39.67 0 1949.010373 3 650.3404541 -1.828587145 -0.001187978 48.94521762

DVIIADCGK 30 4758950 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.899 0.89 0.859 3.568314791 43.75 0 1448.818322 2 724.9121094 -0.952258802 -0.000689825 45.4455243VLEGMEVVR 14 4758950 1xTMT6plex [N-Term] 1.111 1.197 1.117 3.617198944 48.31 0 1260.718324 2 630.8626099 -0.302187594 -0.000190487 54.06118438VIFGLFGK 11 4758950 2xTMT6plex [N-Term; K8] 1.268 1.015 1.025 3.129484177 35.38 0 1338.854965 2 669.9315796 0.685249494 0.000458725 117.2179885DFMIQGGDFTR 29 4758950 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.968 1.022 1.066 2.447605848 33.28 0 1531.741245 2 758.37677 -0.04368207 -3.31E-05 56.20026214IGDEDVGR 14 4758950 1xTMT6plex [N-Term] 1.034 1.182 1.019 2.719553232 39.79 0 1089.573768 2 545.2904053 -0.21515122 -0.000117212 21.85320756LKHYGPGWVSMANAGK 4 4758950 3xTMT6plex [N-Term; K2; K16]; 1xOxidation [M11] 1.276 0.965 4.166627407 9.72 1 2419.352332 4 605.5917969 -2.88269712 -0.001743565 43.17362658
VLEGMEVVR 10 4758950 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.154 1.07 1.024 2.617085457 35.24 0 1276.713239 2 630.8626099 -0.302187594 -0.000190487 54.06118438TAWLDGK 24 4758950 2xTMT6plex [N-Term; K7] 1.267 1.338 1.298 2.837837696 23.84 0 1248.735244 2 624.8718872 1.004139243 0.000626952 50.22571268FPDENFK 22 4758950 2xTMT6plex [N-Term; K7] 1.027 1.057 1.017 2.761371613 22.58 0 1354.740723 2 677.873291 -1.046501907 -0.000708869 49.92164129GDGTGGK 4 4758950 2xTMT6plex [N-Term; K7] 0.626 0.659 1.507352471 18.9 0 1049.599144 2 525.3029175 -0.558345599 -0.00029302 15.467561034505991 PPIC peptidyl-prolyl cis-trans isomerase C precursor 5480 NP_000934.1 29.24528302 1 4 4 32 212 22.749 8.4 1.05 1.04 1.01 1.03 Significant 0.000135 TVENFVALATGEK 16 4505991 2xTMT6plex [N-Term; K13] 1.034 0.964 0.98 5.247860432 77.35 0 1837.047135 2 919.0274048 0.216510673 0.00019887 81.50971931DFMIQGGDITTGDGTGGVSIYGETFPDENFK 6 4505991 2xTMT6plex [N-Term; K31] 100 3.794137478 50.82 0 3726.788543 3 1242.932861 -1.2107222 -0.001504035 88.13000876TPFVVEIADW 4 4505991 1xTMT6plex [N-Term] 1.076 0.972 3.003828526 48.93 0 1405.756484 2 703.3815918 -0.410239082 -0.000288348 101.2732391IVIGLFGK 6 4505991 2xTMT6plex [N-Term; K8] 1.094 1.243 1.131 2.883171797 24.42 0 1304.870615 2 652.9382935 -1.000004079 -0.000652438 85.47972008

6715568 PPP3CA serine/threonine-protein phosphatase 2B catalytic subunit alpha isoform isoform 1 5530 NP_000935.1 43.57005758 1 10 17 118 521 58.65 5.86 1.17 1.06 1.14 1.12 Significant 0.000853
FKEPPAYGPMCDILWSDPLEDFGNEK 8 6715568 3xTMT6plex [N-Term; K2; K26]; 1xCarbamidomethyl [C11] 1.285 100 6.083126068 24.15 1 3742.874017 3 1248.299194 2.407945812 0.003004213 102.503888
KSQTTGFPSLITIFSAPNYLDVYNNK 2 6715568 3xTMT6plex [N-Term; K1; K26] 0.946 4.503506184 15.09 1 3605.982245 4 902.2515259 0.562475211 0.000507069 109.507972DAMPSDANLNSINK 6 6715568 2xTMT6plex [N-Term; K14] 1.019 0.788 0.993 4.111302853 52.26 0 1948.020997 2 974.5142822 0.149430178 0.000145547 48.93111253LFEVGGSPANTR 12 6715568 1xTMT6plex [N-Term] 1.021 1.064 1.067 4.212656498 56.98 0 1476.800808 2 738.9046631 0.840690138 0.000620766 47.99127667VTEMLVNVLNICSDDELGSEEDGFDGATAAAR 10 6715568 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.01 0.01 4.467471123 48.14 0 3627.699187 3 1209.904175 -0.335062494 -0.000405169 107.5309037YLFLGDYVDR 10 6715568 1xTMT6plex [N-Term] 1.241 1.229 1.148 3.459254026 25.18 0 1489.788846 2 745.3969727 -1.461749096 -0.001088849 71.12525941EESESVLTLK 6 6715568 2xTMT6plex [N-Term; K10] 1.11 1.133 1.089 4.267998695 47.69 0 1592.914724 2 796.9612427 0.304223167 0.000242301 54.35768611GLTPTGMLPSGVLSGGK 8 6715568 2xTMT6plex [N-Term; K17] 1.371 0.798 1.435 3.789133549 17.99 0 2030.172018 3 677.3934326 -3.090121616 -0.002091159 74.85882316AHEAQDAGYR 8 6715568 1xTMT6plex [N-Term] 1.569 1.409 1.753 4.562708855 55.08 0 1346.665043 3 449.5597839 -0.181428456 -8.14E-05 14.58408444IITEGASILR 6 6715568 1xTMT6plex [N-Term] 1.27 1.086 1.106 3.882727146 43.56 0 1301.799017 2 651.4026489 -0.765063135 -0.000497979 62.03963789YENNVMNIR 4 6715568 1xTMT6plex [N-Term] 1.375 0.874 3.414770842 44.8 0 1381.70955 2 691.3581543 -0.375097827 -0.000259138 38.77852121HLTEYFTFK 4 6715568 2xTMT6plex [N-Term; K9] 1.237 1.161 4.076138973 34.91 0 1643.91975 3 548.6420288 -4.998336579 -0.002738955 62.48639977EVFDNDGKPR 10 6715568 2xTMT6plex [N-Term; K8] 0.943 1.075 1.107 3.8196311 14.97 0 1634.890241 3 545.635437 0.92791254 0.000505678 30.683304ITSFEEAK 4 6715568 2xTMT6plex [N-Term; K8] 0.923 0.936 3.335579157 31.09 0 1382.793153 2 691.8995361 -0.981306837 -0.000678472 47.01066365LEESVALR 6 6715568 1xTMT6plex [N-Term] 0.91 1.047 0.961 2.807225227 28.08 0 1145.672754 2 573.3404541 0.765902062 0.000438737 39.3123897AVPFPPSHR 8 6715568 1xTMT6plex [N-Term] 1.167 1.008 2.326720238 15.07 0 1236.705057 3 412.9064026 -0.325725463 -0.000134275 34.64845039GFSPQHK 6 6715568 2xTMT6plex [N-Term; K7] 1.059 1.049 1.108 2.408656359 15.34 0 1258.730827 3 420.2484741 0.033274216 1.40E-05 23.198185264506025 PPP3R1 calcineurin subunit B type 1 5534 NP_000936.1 51.76470588 1 6 6 24 170 19.288 4.81 1.04 1.02 1.05 1.04 Significant 0.0000724

ISFEEFCAVVGGLDIHK 6 4506025 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C7] 1.012 0.814 0.771 5.675515652 51.16 0 2379.278274 3 793.7635498 -0.915435559 -0.000726025 99.10983438
TIINADKDGDGR 6 4506025 2xTMT6plex [N-Term; K7] 1.182 1.118 1.153 4.431983948 12.59 1 1732.959383 3 578.3244629 -0.315892069 -0.000182476 29.43095024DTQLQQIVDK 6 4506025 2xTMT6plex [N-Term; K10] 1.001 0.979 0.941 3.819815874 45.02 0 1645.952507 2 823.4788818 -1.226990522 -0.001009784 54.23123628KLDLDNSGSLSVEEFMSLPELQQNPLVQR 2 4506025 2xTMT6plex [N-Term; K1] 4.142092228 22.85 1 3744.988246 3 1248.997437 -2.800911245 -0.00349646 103.6611461EFIEGVSQFSVK 2 4506025 2xTMT6plex [N-Term; K12] 1.489 2.963003397 22.13 0 1828.025672 2 914.5153809 -1.196056097 -0.001093211 70.63668267MMVGNNLK 2 4506025 2xTMT6plex [N-Term; K8] 0.818 2.319481373 12.87 0 1364.779434 2 682.8933105 -0.065341144 -4.46E-05 46.30698079
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18104967 PTGS1 prostaglandin G/H synthase 1 isoform 1 precursor 5742 NP_000953.2 6.844741235 1 3 3 9 599 68.642 7.23 0.88 0.86 0.89 0.88 Significant 0.000101
YQVLDGEMYPPSVEEAPVLMHYPR 4 18104967 1xTMT6plex [N-Term] 0.882 0.75 5.490906239 44.5 0 3049.500081 3 1017.173279 1.70606186 0.001734212 79.61104072LQPFNEYR 2 18104967 1xTMT6plex [N-Term] 0.922 2.716320276 14.17 0 1295.694552 2 648.3515015 0.906185556 0.00058707 46.41422104DCPTPMGTK 3 18104967 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.801 0.917 2.759624243 10.54 0 1464.759092 2 732.8832397 0.075447347 5.53E-05 29.3486375

4506649 RPL3 60S ribosomal protein L3 isoform a 6122 NP_000958.1 55.83126551 1 23 23 355 403 46.08 10.18 1.01 1.03 1.05 1.03 Significant 0.000126 LEQQVPVNQVFGQDEMIDVIGVTK 21 4506649 2xTMT6plex [N-Term; K24]; 1xOxidation [M16] 0.838 1.056 0.624 4.409155846 59.13 0 3160.696421 3 1048.905762 0.389673312 0.000408469 96.11219693LEQQVPVNQVFGQDEMIDVIGVTK 40 4506649 2xTMT6plex [N-Term; K24] 0.918 0.889 0.934 5.476112843 65.2 0 3144.701506 3 1048.905762 0.389673312 0.000408469 96.11219693EVVEAVTIVETPPMVVVGIVGYVETPR 8 4506649 1xTMT6plex [N-Term]; 1xOxidation [M14] 0.817 4.52399826 20.19 0 3127.716205 4 782.6832886 -1.560372747 -0.001220101 114.424592NNASTDYDLSDK 28 4506649 2xTMT6plex [N-Term; K12] 0.844 0.815 0.819 4.030775547 54.74 0 1800.901593 2 900.9539185 -0.57351048 -0.000516418 33.12694855VACIGAWHPAR 26 4506649 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.853 0.957 0.944 4.436359882 52.43 0 1466.788804 3 489.6006165 -1.027997188 -0.000502618 41.19106341SINPLGGFVHYGEVTNDFVMLK 26 4506649 2xTMT6plex [N-Term; K22] 0.966 1.086 1.098 7.783915043 59.22 0 2895.547907 3 965.8556519 1.552627189 0.001498569 98.31461061SINPLGGFVHYGEVTNDFVMLK 35 4506649 2xTMT6plex [N-Term; K22]; 1xOxidation [M20] 1.078 1 1.081 6.534225941 56.77 0 2911.542822 3 965.8556519 1.552627189 0.001498569 98.31461061DDPSKPVHLTAFLGYK 8 4506649 3xTMT6plex [N-Term; K5; K16] 1.001 1.002 1.031 5.600514889 29.01 0 2475.421457 4 619.6106567 -0.26651901 -0.000164937 63.54400914
TVFAEHISDECK 10 4506649 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 0.951 0.928 0.882 3.945360661 40.5 0 1893.97807 3 631.9984131 1.381398156 0.000872113 42.72462722HGSLGFLPR 18 4506649 1xTMT6plex [N-Term] 0.871 0.863 0.859 4.688832283 56.56 0 1212.705057 3 404.9066162 0.196290773 7.93E-05 50.07402091IGQGYLIK 16 4506649 2xTMT6plex [N-Term; K8] 1.04 0.95 0.882 3.707752228 25.55 0 1349.855693 2 675.4309692 -0.764143488 -0.000515742 56.88731411KSLLVQTK 8 4506649 3xTMT6plex [N-Term; K1; K8] 1.674 1.284 1.6 3.713021755 16.16 1 1604.071389 3 535.3618164 -0.307455923 -0.000164394 42.73587665KAFMGPLK 4 4506649 3xTMT6plex [N-Term; K1; K8] 1.745 1.561 3.834917784 12.37 1 1579.000867 3 527.005249 0.207080515 0.000108993 52.7737839AGMTHIVR 4 4506649 1xTMT6plex [N-Term] 0.878 0.938 2.602809191 29.27 0 1113.640014 2 557.3235474 -0.176164142 -9.81E-05 24.87122038VIAHTQMR 4 4506649 1xTMT6plex [N-Term] 0.991 1.115 2.994573116 20.62 0 1184.677128 3 400.8955078 -0.060676436 -2.43E-05 17.37298321WQDEDGKK 9 4506649 3xTMT6plex [N-Term; K7; K8] 1.199 1.023 1.371 2.840198994 23.44 1 1692.952396 2 846.9782715 -1.848729626 -0.001564906 30.36403914KAFMGPLKK 3 4506649 4xTMT6plex [N-Term; K1; K8; K9] 3.143 3.15 3.354441643 0.45 2 1936.258762 4 484.8200073 -0.29044833 -0.000140596 52.25366777

GCVVGTK 11 4506649 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.167 1.111 1.113 2.999684811 31.94 0 1178.69675 2 589.8518677 -0.247314195 -0.000145754 25.81031381
SLLVQTK 12 4506649 2xTMT6plex [N-Term; K7] 0.948 1.085 0.976 3.404390097 37.17 0 1246.813494 2 623.9101563 -0.36758505 -0.000229155 45.68280421FIDTTSK 14 4506649 2xTMT6plex [N-Term; K7] 0.981 1.043 0.977 3.019786596 23.9 0 1269.745474 2 635.37677 0.621572653 0.00039462 41.58648764FQTMEEK 6 4506649 2xTMT6plex [N-Term; K7] 1.016 1.054 1.117 2.690684557 29.29 0 1370.739009 2 685.8730469 -0.13966189 -9.57E-05 38.79696213VIAHTQMR 5 4506649 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.027 1.074 1.039 2.589317083 26.07 0 1200.672043 3 400.8955078 -0.060676436 -2.43E-05 17.37298321VAFSVAR 9 4506649 1xTMT6plex [N-Term] 1.051 0.992 1.068 2.417594671 37.99 0 978.5933817 2 489.7971191 -6.560496801 -0.003210029 40.1227665AFMGPLKK 9 4506649 3xTMT6plex [N-Term; K7; K8] 1.845 1.628 1.508 2.694596291 6.09 1 1579.000867 3 527.0046387 -0.952548163 -0.000501358 63.53498283EVDRPGSK 15 4506649 2xTMT6plex [N-Term; K8] 1.004 1.085 1.062 2.917201996 10.4 0 1345.783985 2 673.3953247 -0.454832235 -0.000306053 17.76213788
KYCQVIR 6 4506649 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 1.448 1.298 1.548 2.15115881 5.17 1 1424.844811 3 475.6195068 -0.592430966 -0.000281374 29.26427733

16579885 RPL4 60S ribosomal protein L4 6124 NP_000959.2 43.55971897 1 19 19 372 427 47.667 11.06 1.08 1.07 1.06 1.07 Significant 0.0000291 AAAAAAALQAK 44 16579885 2xTMT6plex [N-Term; K11] 1.012 1.011 0.978 5.123522282 91.37 0 1414.87822 2 707.9425049 -0.343834804 -0.000243242 45.95547002IEEVPELPLVVEDKVEGYK 14 16579885 3xTMT6plex [N-Term; K14; K19] 1.079 1.06 1.168 5.455984116 32.29 1 2872.652638 3 958.2211914 -1.259219859 -0.001205767 97.68273272NIPGITLLNVSK 14 16579885 2xTMT6plex [N-Term; K12] 1.112 1.098 1.152 4.755110264 45.64 0 1727.083127 2 864.0445557 -0.748175843 -0.000646081 82.32989522IEEVPELPLVVEDK 44 16579885 2xTMT6plex [N-Term; K14] 0.818 0.883 0.811 5.293941975 74.3 0 2067.198944 2 1034.093628 -9.174264856 -0.009482515 91.5155659SGQGAFGNMCR 12 16579885 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.925 0.951 1.131 4.477892399 56.26 0 1413.656469 2 707.3314209 -0.639450351 -0.000451982 25.7130799
YAICSALAASALPALVMSK 33 16579885 2xTMT6plex [N-Term; K19]; 1xOxidation [M17]; 1xCarbamidomethyl [C4] 1.106 1.137 1.193 5.782028198 48.73 0 2411.344246 2 1198.176636 -1.39263012 -0.001667918 106.4156542
YAICSALAASALPALVMSK 36 16579885 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C4] 1.067 1.101 1.081 6.584364414 68.48 0 2395.349331 2 1198.176636 -1.39263012 -0.001667918 106.4156542

QPYAVSELAGHQTSAESWGTGR 16 16579885 1xTMT6plex [N-Term] 1.061 1.193 0.987 8.215557098 61.13 0 2561.258194 3 854.4242554 0.007310189 6.24E-06 48.66367195IEEVPELPLVVEDKVEGYKK 16 16579885 4xTMT6plex [N-Term; K14; K19; K20] 2.428 2.897 2.157 6.053758621 11.73 2 3229.910533 4 808.2316284 -1.811021719 -0.00146236 94.74790664FCIWTESAFR 14 16579885 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.006 1.082 0.975 4.466489315 48.65 0 1545.772151 2 773.3877563 -2.532536691 -0.001957362 81.45796256SNYNLPMHK 20 16579885 2xTMT6plex [N-Term; K9] 1.027 0.926 0.942 4.042749405 39.4 0 1561.856104 3 521.289917 -0.580228508 -0.000302078 38.05218399NVTLPAVFK 26 16579885 2xTMT6plex [N-Term; K9] 1.082 1.032 1.09 4.051397324 47.26 0 1446.908457 2 723.9570923 -1.070696408 -0.0007746 78.91673753LDELYGTWR 6 16579885 1xTMT6plex [N-Term] 0.759 0.956 0.894 3.894617796 51.94 0 1381.731332 2 691.3682861 -1.473444459 -0.001017952 62.87896607TKEAVLLLK 6 16579885 3xTMT6plex [N-Term; K2; K9] 2.875 3.085 2.868 4.24152565 19.98 1 1702.144554 3 568.0518799 -2.037225072 -0.001155884 65.03536629SNYNLPMHK 6 16579885 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.328 1.328 1.062 2.857080221 26.84 0 1577.851019 3 521.289917 -0.580228508 -0.000302078 38.05218399MINTDLSR 12 16579885 1xTMT6plex [N-Term] 1.05 0.975 0.811 3.24166894 47.63 0 1178.640074 2 589.8231201 -0.941903851 -0.000555083 35.99396972NVTLPAVFKAPIRPDIVNFVHTNLR 2 16579885 2xTMT6plex [N-Term; K9] 0.888 0.492 6.48770237 1 3289.930142 5 658.7918091 -0.061663876 -4.06E-05 94.49988258KAAVGVK 6 16579885 3xTMT6plex [N-Term; K1; K7] 1.488 1.68 1.62 3.887426615 13.99 1 1359.929082 3 453.9815979 0.851736452 0.0003861 30.39934604KPTTEEK 14 16579885 3xTMT6plex [N-Term; K1; K7] 1.079 1.221 1.442 3.253526926 22.32 0 1519.92987 2 760.4685669 -0.008356265 -6.35E-06 30.57314276EAVLLLK 18 16579885 2xTMT6plex [N-Term; K7] 1.019 1.059 1.061 3.034741402 34.51 0 1243.838981 2 622.4229126 -0.347396001 -0.000216052 67.49183414
SGQGAFGNMCR 1 16579885 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C10] 1.054 1.167003512 21.61 0 1429.651384 2 707.3314209 -0.639450351 -0.000451982 25.7130799

KVYASQR 6 16579885 2xTMT6plex [N-Term; K1] 1.419 0.984 1.151 2.922667265 15.6 1 1309.799241 3 437.2710266 -0.545515674 -0.000238172 18.59842026MINTDLSR 6 16579885 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.902 0.906 0.879 1.888786554 13.55 0 1194.634989 2 589.8231201 -0.941903851 -0.000555083 35.9939697214591909 RPL5 60S ribosomal protein L5 6125 NP_000960.2 57.91245791 1 18 18 277 297 34.341 9.72 1.08 1.05 1.11 1.08 Significant 0.000257
IEGDMIVCAAYAHELPK 4 14591909 2xTMT6plex [N-Term; K17]; 1xOxidation [M5]; 1xCarbamidomethyl [C8] 1.306 1.354 4.372913837 43.35 0 2391.24526 3 797.7525024 -0.964294972 -0.000768622 64.00409782
IEGDMIVCAAYAHELPK 4 14591909 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C8] 1.045 1.03 5.256099701 38.63 0 2375.250345 3 797.7525024 -0.964294972 -0.000768622 64.00409782

GAVDGGLSIPHSTK 18 14591909 2xTMT6plex [N-Term; K14] 1.128 1.189 1.144 5.087179184 74.46 0 1797.027068 2 899.0177612 0.655165945 0.000588675 40.55724323VGLTNYAAAYCTGLLLAR 29 14591909 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.017 0.931 1.027 6.026510239 66.79 0 2156.173526 3 719.3961792 0.21265805 0.000152843 91.87244206IYEGQVEVTGDEYNVESIDGQPGAFTCYLDAGLAR 36 14591909 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C27] 100 0.01 4.801743507 31.44 0 4065.922521 3 1355.9729 -4.518833802 -0.006124409 93.75169864HIMGQNVADYMR 4 14591909 1xTMT6plex [N-Term] 1.041 1.094 4.032465935 47.33 0 1663.824597 3 555.27948 -0.426726829 -0.000236666 44.31769016YLMEEDEDAYKK 32 14591909 3xTMT6plex [N-Term; K11; K12] 1.111 1.121 1.158 5.262501717 34.32 1 2221.166547 3 741.0592651 -1.488037828 -0.001101727 49.27487019DIICQIAYAR 10 14591909 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.398 1.523 1.423 3.847832918 45.08 0 1451.787801 2 726.3977051 0.229149363 0.000166338 58.95067459RFPGYDSESK 14 14591909 2xTMT6plex [N-Term; K10] 1.104 1.258 1.199 5.817846775 43.64 1 1643.879342 3 548.6308594 -0.8010594 -0.000438948 33.90531299YLMEEDEDAYK 6 14591909 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 0.858 0.687 0.79 2.332514048 44.9 0 1879.903567 2 940.4555664 0.153631551 0.000144406 40.32357452KHIMGQNVADYMR 4 14591909 2xTMT6plex [N-Term; K1]; 1xOxidation [M4] 1.249 1.218 3.864180326 28.81 1 2037.077407 4 510.0246277 -0.356288774 -0.000181447 35.03682268HIMGQNVADYMR 20 14591909 1xTMT6plex [N-Term]; 1xOxidation [M] 1.088 0.94 1.032 3.686534166 21.57 0 1679.819512 3 555.27948 -0.426726829 -0.000236666 44.31769016NSVTPDMMEEMYK 10 14591909 2xTMT6plex [N-Term; K13] 0.992 0.966 100 3.888407707 46.29 0 2032.979391 2 1016.992859 -0.467332117 -0.000475038 61.08631944HIMGQNVADYMR 7 14591909 1xTMT6plex [N-Term]; 2xOxidation [M3; M11] 0.977 0.987 0.879 4.073956966 32.39 0 1695.814427 3 555.27948 -0.426726829 -0.000236666 44.31769016FPGYDSESK 11 14591909 2xTMT6plex [N-Term; K9] 1.058 1.11 0.993 3.038831711 40.41 0 1487.778231 2 744.392395 -0.482155823 -0.00035867 41.21091972EFNAEVHR 21 14591909 1xTMT6plex [N-Term] 0.978 1.031 1.034 3.152146816 30.82 0 1230.642851 2 615.8244629 -0.976561761 -0.000600899 21.788122KQFSQYIK 3 14591909 3xTMT6plex [N-Term; K1; K8] 0.872 1.085 2.92399621 5.54 1 1729.061553 3 577.0250854 -0.491377732 -0.000283207 48.82292806KHIMGQNVADYMR 2 14591909 2xTMT6plex [N-Term; K1] 0.723 2.660279751 13.13 1 2021.082492 4 510.0246277 -0.356288774 -0.000181447 35.03682268
YLMEEDEDAYKK 10 14591909 3xTMT6plex [N-Term; K11; K12]; 1xOxidation [M3] 0.994 1.136 1.38 2.597775221 14.1 1 2237.161462 3 741.0592651 -1.488037828 -0.001101727 49.27487019

NSVTPDMMEEMYK 3 14591909 2xTMT6plex [N-Term; K13]; 1xOxidation [M] 0.907 2.636441708 21.74 0 2048.974306 2 1016.992859 -0.467332117 -0.000475038 61.08631944ENPVYEK 14 14591909 2xTMT6plex [N-Term; K7] 1.01 1.089 1.124 2.944624662 29.41 0 1336.751288 2 668.880127 1.263867307 0.000844738 30.79646337
KHIMGQNVADYMR 2 14591909 2xTMT6plex [N-Term; K1]; 2xOxidation [M4; M12] 1.243 2.046936274 12.27 1 2053.072322 4 510.0246277 -0.356288774 -0.000181447 35.03682268

QFSQYIK 8 14591909 2xTMT6plex [N-Term; K7] 1.146 1.162 1.174 3.072823763 30.39 0 1371.803658 2 686.4049683 -0.727404798 -0.000498928 50.09814976NKYNTPK 4 14591909 3xTMT6plex [N-Term; K2; K7] 1.477 1.594 1.995 2.520992279 2.79 1 1551.946189 3 517.9865723 -0.66054038 -0.000341708 21.92343181NSVTPDMMEEMYKK 1 14591909 3xTMT6plex [N-Term; K13; K14] 1.019 2.414500237 1 2390.237286 3 797.4179688 0.86468821 0.000688937 60.0411541515431301 RPL7 60S ribosomal protein L7 6129 NP_000962.2 52.41935484 1 17 17 286 248 29.207 10.65 1.05 1.08 1.06 1.07 Significant 0.0000688 TTHFVEGGDAGNR 10 15431301 1xTMT6plex [N-Term] 0.774 0.773 0.728 3.979680538 50.56 0 1589.786949 2 795.3972778 0.207734793 0.000165127 19.04643712YGIICMEDLIHEIYTVGK 34 15431301 2xTMT6plex [N-Term; K18]; 1xOxidation [M6]; 1xCarbamidomethyl [C5] 0.939 0.984 0.999 4.904191494 47.41 0 2628.381753 3 871.4655151 -1.855065939 -0.001615383 112.2948183
YGIICMEDLIHEIYTVGK 10 15431301 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C5] 0.937 0.98 1.043 6.091498852 64.06 0 2612.386838 3 871.4655151 -1.855065939 -0.001615383 112.2948183

IVEPYIAWGYPNLK 36 15431301 2xTMT6plex [N-Term; K14] 1.302 1.328 1.328 5.335519791 43.45 0 2121.214869 2 1061.110718 -0.334847325 -0.000355142 91.80438192IALTDNALIAR 10 15431301 1xTMT6plex [N-Term] 1.093 0.991 1.006 4.299043655 58.38 0 1399.84703 2 700.4263306 -1.175454998 -0.000822729 69.13835363KAGNFYVPAEPK 18 15431301 3xTMT6plex [N-Term; K1; K12] 1.251 1.256 1.197 4.550429821 31.27 1 2008.183459 3 670.065979 -0.037281594 -2.50E-05 48.82198855AGNFYVPAEPK 13 15431301 2xTMT6plex [N-Term; K11] 0.804 0.813 0.777 4.003610611 46.56 0 1650.925564 2 825.9660034 -0.504840485 -0.000416727 52.5604536FKEANNFLWPFK 7 15431301 3xTMT6plex [N-Term; K2; K12] 2.359 2.813 2.346 4.362420559 16.26 1 2228.283507 3 743.4313965 -1.737115974 -0.001290262 90.85056555TTHFVEGGDAGNREDQINR 32 15431301 1xTMT6plex [N-Term] 1.092 1.097 1.066 6.45378685 30.01 1 2345.143164 3 782.3857422 -0.209431777 -0.000163716 23.46188044
YGIICMEDLIHEIYTVGKR 4 15431301 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C5] 0.841 0.495 5.165847778 13.21 1 2768.487949 4 692.8765259 -1.327668548 -0.000918909 111.7104664

EANNFLWPFK 34 15431301 2xTMT6plex [N-Term; K10] 0.955 0.929 1.007 3.562637568 43.22 0 1723.957198 2 862.4816895 -0.635673409 -0.000547937 93.00236009KTTHFVEGGDAGNR 8 15431301 2xTMT6plex [N-Term; K1] 1.121 0.902 0.965 4.257836819 19.78 1 1947.044844 3 649.6881714 2.628167591 0.00170572 20.47079552EVPAVPETLKK 14 15431301 3xTMT6plex [N-Term; K10; K11] 1.381 1.38 1.321 3.912116766 10.55 1 1898.192961 3 633.4014282 -1.701234858 -0.001076424 54.53896824QIFNGTFVK 2 15431301 2xTMT6plex [N-Term; K9] 0.937 3.096739531 11.7 0 1511.898621 2 756.4537964 1.1213936 0.000847717 62.06324713EVPAVPETLK 16 15431301 2xTMT6plex [N-Term; K10] 0.926 0.981 0.917 3.685290575 44.76 0 1540.935066 2 770.972168 1.29375179 0.000996794 55.69970198SVNELIYK 16 15431301 2xTMT6plex [N-Term; K8] 1.003 1.019 1.016 3.582360506 41.69 0 1423.856087 2 712.4311523 -0.743847998 -0.000529566 55.04068434ASINMLR 6 15431301 1xTMT6plex [N-Term] 1.349 0.987 0.989 2.712014675 26.27 0 1033.602566 2 517.3051147 0.374130445 0.000193351 38.84462334KVLQLLR 16 15431301 2xTMT6plex [N-Term; K1] 1.23 1.36 1.253 3.33255291 12.07 1 1327.918962 3 443.3109436 -0.515663585 -0.000228253 57.738845524506661 RPL7A 60S ribosomal protein L7a 6130 NP_000963.1 58.27067669 1 21 21 220 266 29.977 10.61 1.02 0.99 0.98 0.99 Significant 0.000145
KMGVPYCIIK 6 4506661 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C7] 2.373 2.442 2.476 5.377188206 35.87 1 1896.141794 3 632.7182617 -0.823795855 -0.000520678 62.37850463

KTCTTVAFTQVNSEDKGALAK 2 4506661 4xTMT6plex [N-Term; K1; K16; K21]; 1xCarbamidomethyl [C3] 0.937 4.979280472 18.88 2 3185.801 4 797.2062988 0.742529901 0.000591388 52.33332807
AGVNTVTTLVENKK 8 4506661 3xTMT6plex [N-Term; K13; K14] 0.748 0.766 5.971293926 38.35 1 2161.315929 3 721.1098022 -0.497711466 -0.000358571 61.25717511

KTCTTVAFTQVNSEDK 16 4506661 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C3] 0.696 0.766 0.776 5.275020123 38.04 1 2516.36335 3 839.4588013 -0.595796869 -0.000499747 46.86107895VPPAINQFTQALDR 22 4506661 1xTMT6plex [N-Term] 0.828 0.786 0.801 4.207468987 49.13 0 1799.001299 2 900.0021973 -2.323894237 -0.002090344 79.41943217LKVPPAINQFTQALDR 10 4506661 2xTMT6plex [N-Term; K2] 1.028 0.888 1.053 5.106548786 17.9 1 2269.343257 3 757.1183472 -1.220280839 -0.000923079 84.23776348
TCTTVAFTQVNSEDK 22 4506661 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 0.859 0.865 0.887 4.837903023 74.9 0 2159.105455 2 1080.056396 0.028488071 3.08E-05 47.01815819

AGVNTVTTLVENK 16 4506661 2xTMT6plex [N-Term; K13] 0.88 0.976 0.961 5.489747524 68.27 0 1804.058034 2 902.5333252 0.74250972 0.000669765 61.59625382
TCTTVAFTQVNSEDKGALAK 8 4506661 3xTMT6plex [N-Term; K15; K20]; 1xCarbamidomethyl [C2] 1.529 1.695 1.582 6.617334366 31.21 1 2828.543105 3 943.5186157 -0.640259655 -0.000603667 56.67493965

KVAPAPAVVK 10 4506661 3xTMT6plex [N-Term; K1; K10] 1.331 1.306 1.356 6.496821404 48.58 1 1667.118674 3 556.3771973 -0.980825871 -0.000545051 52.35658028AQLVVIAHDVDPIELVVFLPALCR 4 4506661 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 0.483 100 7.150930405 49.29 0 2916.658237 4 729.9203491 0.45602339 0.000332516 112.7357533NFGIGQDIQPK 22 4506661 2xTMT6plex [N-Term; K11] 1.03 1.007 1.034 4.11866188 47.44 0 1674.957926 3 558.9906616 -0.295396506 -0.000164926 52.55510543HWGGNVLGPK 12 4506661 2xTMT6plex [N-Term; K10] 0.837 0.901 0.856 4.53310442 36.48 0 1522.889453 3 508.3011475 -0.370281104 -0.000187966 40.37284445VAPAPAVVK 20 4506661 2xTMT6plex [N-Term; K9] 0.964 0.926 0.889 3.739213467 51.19 0 1309.860779 2 655.4335327 -0.755752312 -0.000494965 55.95518809
MGVPYCIIK 6 4506661 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.11 1.098 1.096 3.954446077 30.22 0 1538.883899 2 769.9458618 0.35612356 0.000274016 68.52819072
VVNPLFEK 6 4506661 2xTMT6plex [N-Term; K8] 0.914 0.963 0.949 3.258687258 40.02 0 1403.866258 2 702.4371338 0.522099681 0.000366479 64.37648643TNYNDRYDEIR 11 4506661 1xTMT6plex [N-Term] 1.266 1.275 1.406 4.402517796 21.53 1 1687.823728 3 563.2792969 -0.231537804 -0.000130265 23.10517618KVVNPLFEK 4 4506661 3xTMT6plex [N-Term; K1; K9] 0.895 0.854 2.080344439 6.35 1 1761.124153 3 587.711731 -1.994941072 -0.001171113 118.5407197QTATQLLK 7 4506661 2xTMT6plex [N-Term; K8] 1.194 1.276 1.081 4.179135799 40.11 0 1360.856422 2 680.9313354 -0.754886075 -0.000513646 54.16892366AAGKGDVPTK 5 4506661 3xTMT6plex [N-Term; K4; K10] 2.379 2.458 2.586335897 13.26 1 1631.009517 3 544.342041 1.25851925 0.000684219 43.20573887RHWGGNVLGPK 3 4506661 2xTMT6plex [N-Term; K11] 1.381 2.945882559 8.24 1 1678.990564 4 420.503479 0.906583788 0.000380536 32.789224984506663 RPL8 60S ribosomal protein L8 6132 NP_000964.1 43.9688716 1 14 14 184 257 28.007 11.03 1.19 1.19 1.18 1.19 Significant 0.00000789

KAQLNIGNVLPVGTMPEGTIVCCLEEKPGDR 14 4506663 3xTMT6plex [N-Term; K1; K27]; 2xCarbamidomethyl [C22; C23] 1.739 1.517 1.627 8.430921555 35.28 1 4083.200788 6 681.3737793 1.348155904 0.000917465 89.39010361
ASGNYATVISHNPETK 26 4506663 2xTMT6plex [N-Term; K16] 0.871 0.959 0.956 5.423724651 87.1 0 2147.149703 2 1074.07605 -2.272613139 -0.00243982 38.15421227

AQLNIGNVLPVGTMPEGTIVCCLEEKPGDR 6 4506663 2xTMT6plex [N-Term; K26]; 1xOxidation [M14]; 2xCarbamidomethyl [C21; C22] 0.983 100 6.785374165 31.96 0 3741.937808 5 745.9899902 -5.917489548 -0.004409646 94.4368234
AQLNIGNVLPVGTMPEGTIVCCLEEKPGDR 29 4506663 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C21; C22] 1.181 1.194 1.176 8.001149178 34.66 0 3725.942893 5 745.9899902 -5.917489548 -0.004409646 94.4368234AVVGVVAGGGR 21 4506663 1xTMT6plex [N-Term] 1.06 1.004 1.082 3.935581684 57.21 0 1170.715622 2 585.8609619 -0.832646167 -0.000487396 35.71267605ASGNYATVISHNPETKK 2 4506663 3xTMT6plex [N-Term; K16; K17] 1.279 4.533747673 13.35 1 2504.407598 4 626.8536377 -5.940202691 -0.003719172 39.23033798KVGLIAAR 12 4506663 2xTMT6plex [N-Term; K1] 1.431 1.309 1.271 3.633212805 18.87 1 1285.872012 2 643.4397583 0.177188367 0.000113921 38.1713861KGAGSVFR 6 4506663 2xTMT6plex [N-Term; K1] 1.19 1.13 1.265 3.100611925 15.16 1 1279.788676 3 427.2676392 -0.243953972 -0.00010407 28.42371845VKLPSGSK 6 4506663 3xTMT6plex [N-Term; K2; K8] 1.651 1.597 1.197 3.093004465 12.68 1 1502.987325 3 501.666687 -1.209215017 -0.000605812 37.8598697IDKPILK 10 4506663 3xTMT6plex [N-Term; K3; K7] 1.098 1.184 1.097 2.734993935 28.62 0 1514.028462 2 757.5174561 -0.54574973 -0.00041314 52.043697KVISSANR 10 4506663 2xTMT6plex [N-Term; K1] 1.983 1.984 1.469 2.587688684 10.21 1 1332.836355 3 444.9501038 -0.447782431 -0.00019894 20.42224982VISSANR 4 4506663 1xTMT6plex [N-Term] 0.874 0.958 2.968528509 30.22 0 975.5784599 2 488.292511 -0.732424272 -0.000357269 19.67581727AVDFAER 16 4506663 1xTMT6plex [N-Term] 1.009 0.955 1.046 2.793100357 28.99 0 1036.562475 2 518.7838135 -2.05016767 -0.001062563 29.350891VVFRDPYR 16 4506663 1xTMT6plex [N-Term] 1.672 1.603 1.65 3.057926655 15.87 1 1280.731272 3 427.5811768 -1.791973549 -0.000765012 50.42143547VGLIAAR 6 4506663 1xTMT6plex [N-Term] 0.995 0.844 0.951 2.521346092 28.91 0 928.6141172 2 464.8106995 0.005519818 2.56E-06 38.6963233615431290 RPL11 60S ribosomal protein L11 isoform 1 6135 NP_000966.2 37.64044944 1 8 8 99 178 20.24 9.6 1.11 1.12 1.13 1.12 Significant 0.0000266

KLCLNICVGESGDR 14 15431290 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C3; C7] 1.531 1.654 1.379 4.930170059 28.53 1 2079.109101 3 693.7081299 0.353780587 0.000245183 54.28231975
VLEQLTGQTPVFSK 26 15431290 2xTMT6plex [N-Term; K14] 1.052 1.161 1.173 4.680339813 58.22 0 2005.173398 2 1003.08844 -1.892617961 -0.001897514 77.63791451

LCLNICVGESGDR 2 15431290 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C6] 1.144 4.441124916 48.98 0 1721.851206 2 861.4287109 -0.615985281 -0.000530317 68.84152851
YDGIILPGK 24 15431290 2xTMT6plex [N-Term; K9] 1.064 1.053 1.052 3.372622252 37.43 0 1433.876823 2 717.4413452 -0.982546262 -0.000704425 62.7236609IAVHCTVR 6 15431290 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.049 1.102 0.966 3.236106396 28.58 0 1184.677128 2 592.8424683 0.448690554 0.000265777 21.87887879ISKEEAMR 10 15431290 2xTMT6plex [N-Term; K3] 1.697 1.783 1.248 2.956822872 18 1 1421.818656 2 711.4129028 -0.089178699 -6.34E-05 27.83975549AEEILEK 11 15431290 2xTMT6plex [N-Term; K7] 1.124 1.029 1.096 2.725288868 39 0 1289.771689 2 645.3891602 -0.500249389 -0.000322604 47.70022976

TGCIGAK 6 15431290 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.977 0.993 0.788 2.814587831 30.84 0 1164.6811 2 582.8452148 1.762617681 0.001026444 24.50261873
4506597 RPL12 60S ribosomal protein L12 6136 NP_000967.1 58.78787879 1 9 9 184 165 17.808 9.42 1.11 1.14 1.12 1.12 Significant 0.0000616

CTGGEVGATSALAPK 12 4506597 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C1] 1.13 1.351 1.153 4.218883038 72.16 0 1877.020269 2 939.012207 -1.668270478 -0.001565689 40.08355962
EILGTAQSVGCNVDGR 35 4506597 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.154 1.127 1.17 5.230095387 79.46 0 1904.969741 2 952.9884644 -0.046498934 -4.43E-05 45.09477747QAQIEVVPSASALIIK 42 4506597 2xTMT6plex [N-Term; K16] 1.153 1.154 1.159 4.851984501 44.7 0 2125.299661 3 709.1052856 0.772744486 0.000547438 85.8130608HPHDIIDDINSGAVECPAS 30 4506597 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.985 0.951 0.897 5.412853241 35.81 0 2276.081476 3 759.364624 -0.947663654 -0.000718987 45.88760599IGPLGLSPK 19 4506597 2xTMT6plex [N-Term; K9] 1.023 0.989 0.996 3.060036898 37.91 0 1339.871343 3 447.2950745 -0.502482071 -0.00022442 63.16191633KVGDDIAK 20 4506597 3xTMT6plex [N-Term; K1; K8] 1.269 1.321 1.285 4.121911526 25.6 1 1532.961504 2 766.9836426 -0.975773851 -0.000747912 32.85937252ELSGTIK 18 4506597 2xTMT6plex [N-Term; K7] 1.116 1.17 1.179 2.737221241 38.12 0 1205.75056 2 603.3778076 -1.841977685 -0.001110483 35.71366736VGDDIAK 6 4506597 2xTMT6plex [N-Term; K7] 0.824 0.845 2.952623844 26.65 0 1175.703609 2 588.3553467 -0.163868362 -9.63E-05 41.94877981FDPNEIK 2 4506597 2xTMT6plex [N-Term; K7] 1.517 1.743260264 7.54 0 1320.756373 2 660.8813477 -0.722705201 -0.000477259 48.0142123115431297 RPL13 60S ribosomal protein L13 isoform 1 6137 NP_000968.2 37.44075829 1 10 10 141 211 24.247 11.65 1.07 1.05 1.09 1.07 Significant 0.000116 STESLQANVQR 13 15431297 1xTMT6plex [N-Term] 1.097 1.046 1.072 4.745362282 59.54 0 1461.785886 2 731.3963013 -0.383278388 -0.000280135 24.4867903LATQLTGPVMPVR 10 15431297 1xTMT6plex [N-Term] 1.012 0.89 0.958 4.718757629 55.7 0 1611.945364 3 537.9857788 -1.600906753 -0.000860191 63.30897815KGDSSAEELK 8 15431297 3xTMT6plex [N-Term; K1; K10] 1.179 1.125 1.213 3.841644526 33.07 1 1751.01539 3 584.3428955 -0.717861516 -0.000418996 28.13137584AKEAAEQDVEK 12 15431297 3xTMT6plex [N-Term; K2; K11] 2.501 2.922 2.281 5.495390415 39.66 1 1905.089618 2 953.046814 -1.71459142 -0.001633225 29.24448678GDSSAEELK 6 15431297 2xTMT6plex [N-Term; K9] 1.058 1.034 0.667 3.178056955 43.68 0 1393.757495 2 697.3816528 -1.05201654 -0.000733128 26.46183935VATWFNQPAR 18 15431297 1xTMT6plex [N-Term] 0.937 0.918 1.052 3.86137557 33.33 0 1418.774199 2 709.890564 -0.245374009 -0.000174065 51.74738582EAAEQDVEK 19 15431297 2xTMT6plex [N-Term; K9] 0.944 0.936 0.917 3.914491892 51.01 0 1476.794609 2 738.9009399 -0.003918749 -2.89E-06 22.53204005GFSLEELR 25 15431297 1xTMT6plex [N-Term] 1.045 1.058 0.949 2.719253302 36.1 0 1179.657104 2 590.3317871 -0.683631919 -0.000403226 57.22056385TIGISVDPR 12 15431297 1xTMT6plex [N-Term] 0.992 1.155 1.188 2.810666084 49.98 0 1186.699303 2 593.8532715 -0.03105357 -1.84E-05 42.61384478VITEEEK 18 15431297 2xTMT6plex [N-Term; K7] 1.123 1.139 1.122 3.172872066 33.94 0 1305.766603 2 653.3867188 -0.338973289 -0.00022131 31.912849814506605 RPL23 60S ribosomal protein L23 9349 NP_000969.1 74.28571429 1 10 10 214 140 14.856 10.51 1.04 1.04 1.04 1.04 Non-Significant 1
LPAAGVGDMVMATVK 18 4506605 2xTMT6plex [N-Term; K15]; 2xOxidation [M9; M11] 1.008 1.101 1.052 4.610637188 57.84 0 1950.080427 2 967.5458984 -0.512637623 -0.000495743 65.29590607
LPAAGVGDMVMATVK 40 4506605 2xTMT6plex [N-Term; K15]; 1xOxidation [M] 1.01 0.982 1.004 4.296833515 68.24 0 1934.085512 2 967.5458984 -0.512637623 -0.000495743 65.29590607LPAAGVGDMVMATVK 18 4506605 2xTMT6plex [N-Term; K15] 0.969 1.045 0.92 4.544766426 49.76 0 1918.090597 2 967.5458984 -0.512637623 -0.000495743 65.29590607

ISLGLPVGAVINCADNTGAK 34 4506605 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C13] 1.079 1.028 1.185 6.204637527 70.36 0 2428.363401 3 810.1255493 -0.537839922 -0.000435357 97.37721359
DGVFLYFEDNAGVIVNNK 4 4506605 2xTMT6plex [N-Term; K18] 0.769 100 3.403763533 31.39 0 2472.317496 3 824.7772827 -0.081391435 -6.71E-05 101.2795187GSAITGPVAK 26 4506605 2xTMT6plex [N-Term; K10] 1.044 1.075 1.072 3.947747946 63.49 0 1358.840772 2 679.9242554 0.340446208 0.000231306 45.74112539KVHPAVVIR 6 4506605 2xTMT6plex [N-Term; K1] 1.198 1.219 1.059 4.008524895 19.61 1 1476.977874 3 492.9980164 1.097980067 0.000540564 30.75105808NLYIISVK 18 4506605 2xTMT6plex [N-Term; K8] 1.074 1.101 1.137 3.982861757 41.55 0 1407.897558 2 704.4520264 -0.555442135 -0.000391003 68.56072534ECADLWPR 26 4506605 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.017 0.963 1.016 3.313882828 31.01 0 1275.635323 2 638.3210449 -0.399672415 -0.000254918 46.57416431VHPAVVIR 4 4506605 1xTMT6plex [N-Term] 1.037 1.101 2.595333815 28.68 0 1119.719979 2 560.3630981 -0.946219552 -0.00052975 28.85117973GGSSGAK 12 4506605 2xTMT6plex [N-Term; K7] 1.068 1.043 0.872 2.443315744 37.98 0 1021.60423 2 511.305542 -0.413482651 -0.000211208 15.62908812IASNAGSIA 8 4506605 1xTMT6plex [N-Term] 0.999 0.966 0.984 2.682378769 50.41 0 1032.58869 2 516.7982788 0.572170888 0.000295409 34.780224254506607 RPL18 60S ribosomal protein L18 isoform 1 6141 NP_000970.1 42.0212766 1 7 7 146 188 21.621 11.72 0.95 0.88 0.98 0.94 Significant 0.000999 GCGTVLLSGPR 16 4506607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.946 0.716 1.057 3.780968666 47.76 0 1345.745936 2 673.3758545 -1.117384481 -0.000751858 39.33489775ILTFDQLALDSPK 59 4506607 2xTMT6plex [N-Term; K13] 0.968 0.86 1.067 5.153608322 76.91 0 1919.125386 2 960.0650635 -1.321006378 -0.001267588 87.77568108TNSTFNQVVLK 10 4506607 2xTMT6plex [N-Term; K11] 1.009 1.007 4.529733658 64.23 0 1708.999791 2 855.0028076 -0.849944881 -0.000726278 56.33288261TAVVVGTITDDVR 26 4506607 1xTMT6plex [N-Term] 1.056 0.99 1.022 5.098497868 73.64 0 1574.895102 2 787.9501953 -1.26245551 -0.000994117 56.8147686APGTPHSHTKPYVR 18 4506607 2xTMT6plex [N-Term; K10] 1.118 1.129 1.167 4.618273258 18.78 0 2006.133599 5 402.0327148 0.432916706 0.000173698 18.94820744TNRPPLSLSR 11 4506607 1xTMT6plex [N-Term] 1.102 1.051 0.975 5.663055897 27.56 0 1369.811313 3 457.2753601 0.156139947 7.13E-05 29.88989074SQDIYLR 6 4506607 1xTMT6plex [N-Term] 0.477 0.542 0.437 2.884480238 18.03 0 1123.630889 2 562.3196411 0.993454855 0.000558138 30.4087907111415026 RPL18A 60S ribosomal protein L18a 6142 NP_000971.1 50 1 11 11 143 176 20.749 10.71 1.08 1.08 1.07 1.07 Significant 0.00000958

KSSGEIVYCGQVFEK 6 11415026 3xTMT6plex [N-Term; K1; K15]; 1xCarbamidomethyl [C9] 1.114 1.105 1.078 5.359857082 22.05 1 2418.330593 3 806.7811279 -0.728883364 -0.00058756 55.8879365
SSGEIVYCGQVFEK 16 11415026 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 1.246 1.159 1.196 4.866275787 60.94 0 2061.072698 2 1031.039429 -0.542173076 -0.000558729 57.05937392

DLTTAGAVTQCYR 38 11415026 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.968 1.084 1.115 5.257826328 63.75 0 1684.852586 2 842.9295654 -0.434192659 -0.000365775 38.16127373IFAPNHVVAK 12 11415026 2xTMT6plex [N-Term; K10] 1.007 1.031 0.998 4.105353355 46.95 0 1553.956804 2 777.4816895 -0.451758857 -0.000351007 50.97956583VEEIAASK 12 11415026 2xTMT6plex [N-Term; K8] 1.04 1.026 0.999 3.72852397 44.75 0 1304.782588 2 652.8945313 -0.61470011 -0.000401025 39.50381401AHSIQIMK 6 11415026 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.045 1.06 1.064 3.381374359 27.91 0 1401.828827 3 467.9475098 -0.607059228 -0.000283664 30.58957204AHSIQIMK 10 11415026 2xTMT6plex [N-Term; K8] 0.902 0.965 3.150563002 19.49 0 1385.833912 3 467.9475098 -0.607059228 -0.000283664 30.58957204CHTPPLYR 7 11415026 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.96 0.929 1.036 2.665865183 13.96 0 1272.672043 3 424.8957825 0.5902637 0.000250404 22.28106978NFGIWLR 14 11415026 1xTMT6plex [N-Term] 1.125 1.242 1.255 2.791216135 29.12 0 1134.66213 2 567.8341675 -0.944438907 -0.00053581 69.29170628IKFPLPHR 14 11415026 2xTMT6plex [N-Term; K2] 1.336 1.02 1.076 4.013527393 9.24 1 1465.94076 3 489.3183594 -0.160651103 -7.85E-05 46.49299379VKNFGIWLR 6 11415026 2xTMT6plex [N-Term; K2] 0.986 1.041 1.34 3.252202749 13.26 1 1590.988439 3 531.0003662 -1.190082304 -0.000631136 70.24011711FWYFVSQLK 2 11415026 2xTMT6plex [N-Term; K9] 1.061 1.783311367 3.08 0 1675.961221 3 559.324646 -1.095623035 -0.000612074 118.00049274506609 RPL19 60S ribosomal protein L19 6143 NP_000972.1 34.69387755 1 8 8 108 196 23.451 11.47 1.11 1.13 1.1 1.11 Significant 0.0000627 VWLDPNETNEIANANSR 12 4506609 1xTMT6plex [N-Term] 0.891 0.968 0.912 5.073148251 63.32 0 2172.088275 2 1086.547119 -0.604850533 -0.000656894 59.59654959KVWLDPNETNEIANANSR 10 4506609 2xTMT6plex [N-Term; K1] 1.014 1.159 1.197 5.127876282 42.8 1 2529.34617 3 843.7867432 -0.195373737 -0.000164723 55.10190005LLADQAEAR 18 4506609 1xTMT6plex [N-Term] 1.002 1.001 0.979 3.812881947 53.14 0 1215.689467 2 608.3485718 0.329166862 0.000200082 31.34585262HMYHSLYLK 11 4506609 2xTMT6plex [N-Term; K9] 1.081 1.168 1.196 3.843718529 16.96 0 1649.92379 4 417.2351074 -0.06290373 -2.62E-05 33.55282271
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ILMEHIHK 8 4506609 2xTMT6plex [N-Term; K8] 0.999 1.004 1.04 3.105623484 32.42 0 1478.891761 2 739.9500732 0.749625094 0.000554307 43.38192078HMYHSLYLK 26 4506609 2xTMT6plex [N-Term; K9]; 1xOxidation [M2] 1.112 1.109 1.089 3.050364733 20.57 0 1665.918705 4 417.2351074 -0.06290373 -2.62E-05 33.55282271LASSVLR 10 4506609 1xTMT6plex [N-Term] 1.193 1.029 1.027 2.662644625 47.36 0 974.6195964 2 487.8130493 -0.794594312 -0.000387214 38.05089893ILMEHIHK 4 4506609 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 0.982 2.251907349 13.09 0 1494.886676 2 739.9500732 0.749625094 0.000554307 43.38192078TLSKEEETKK 3 4506609 4xTMT6plex [N-Term; K4; K9; K10] 1.204 0.784 0.922 2.648097038 2 2109.293686 3 703.7695313 0.167918769 0.000118063 30.5195892VKGNVFK 6 4506609 3xTMT6plex [N-Term; K2; K7] 3.494 3.422 2.388 2.01425457 2.67 1 1478.966196 3 493.6589966 -2.541913342 -0.001253135 39.9236404618104948 RPL21 60S ribosomal protein L21 6144 NP_000973.2 45 1 10 10 129 160 18.553 10.49 1.01 0.99 1.07 1.02 Significant 0.000551 VYNVTQHAVGIVVNK 10 18104948 2xTMT6plex [N-Term; K15] 1.121 1.246 1.022 6.058949471 44.6 0 2099.23773 2 1050.122314 -0.179867075 -0.000188792 61.21681615HGVVPLATYMR 18 18104948 1xTMT6plex [N-Term] 0.871 0.869 0.913 3.829129219 35.08 0 1472.82452 3 491.6133118 0.585007054 0.000287204 46.82697387KHGVVPLATYMR 6 18104948 2xTMT6plex [N-Term; K1] 1.175 1.132 4.171938896 26.19 1 1830.082415 4 458.2759399 -0.265296454 -0.000121379 44.69108363EKGTWVQLK 12 18104948 3xTMT6plex [N-Term; K2; K9] 1.692 1.629 1.624 3.482616663 16.36 1 1776.098666 3 592.7044067 0.000278613 1.65E-07 52.50238579EPELLEPIPYEFMA 32 18104948 1xTMT6plex [N-Term] 0.484 0.489 0.469 2.416996956 29 0 1906.970969 2 953.9893188 0.205485725 0.000195928 106.1024043KGDIVDIK 10 18104948 3xTMT6plex [N-Term; K1; K8] 0.899 1.007 0.874 3.506916761 17.98 1 1575.008455 2 788.0065918 -1.617493698 -0.001273783 48.42559908GTWVQLK 20 18104948 2xTMT6plex [N-Term; K7] 0.948 0.955 0.956 3.249119997 37.16 0 1289.798178 2 645.4022217 -0.784433287 -0.00050588 62.98888148GMGTVQK 12 18104948 2xTMT6plex [N-Term; K7] 0.99 1.079 1.08 2.998733521 32.36 0 1178.69675 2 589.8512573 -1.282689176 -0.000755951 35.31257443GDIVDIK 6 18104948 2xTMT6plex [N-Term; K7] 0.98 1.034 1.07 2.670043468 26.11 0 1217.75056 2 609.3789063 -0.019462114 -1.19E-05 47.80830452VKENDQK 3 18104948 3xTMT6plex [N-Term; K2; K7] 1.246 2.739053726 14.51 1 1547.936018 2 774.4716797 0.041917107 3.24E-05 21.195819064506613 RPL22 60S ribosomal protein L22 6146 NP_000974.1 50.78125 1 4 4 108 128 14.778 9.19 1.04 0.98 0.98 1 Significant 0.0004
FTLDCTHPVEDGIMDAANFEQFLQER 26 4506613 1xTMT6plex [N-Term]; 1xOxidation [M14]; 1xCarbamidomethyl [C5] 1.149 0.862 1.324 5.523213387 47.16 0 3328.545193 4 828.890564 -2.974246365 -0.002463085 97.69379598
FTLDCTHPVEDGIMDAANFEQFLQER 28 4506613 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.045 1.108 1.307 6.988766193 50.31 0 3312.550278 4 828.890564 -2.974246365 -0.002463085 97.69379598ITVTSEVPFSK 22 4506613 2xTMT6plex [N-Term; K11] 1.047 1.014 0.979 4.529158115 43.45 0 1665.982744 2 833.4949951 -0.018322894 -1.53E-05 113.6614332YFQINQDEEEEEDED 16 4506613 1xTMT6plex [N-Term] 1.058 0.845 1.245 3.796152115 75.92 0 2160.893049 2 1080.94873 -1.325573471 -0.001432211 50.35840398AGNLGGGVVTIER 16 4506613 1xTMT6plex [N-Term] 0.908 0.735 0.824 5.081697464 89.28 0 1471.843007 2 736.4246826 -0.624085327 -0.000459278 54.4722702717105394 RPL23A 60S ribosomal protein L23a 6147 NP_000975.2 51.92307692 1 12 12 177 156 17.684 10.45 1.09 1.1 1.15 1.12 Significant 0.000278 LAPDYDALDVANK 18 17105394 2xTMT6plex [N-Term; K13] 0.998 1.076 1.094 4.597838402 72.7 0 1863.0264 2 932.015686 -1.236858312 -0.00115215 62.65711625KIEDNNTLVFIVDVK 26 17105394 3xTMT6plex [N-Term; K1; K15] 0.999 1.074 1.038 5.786103249 34.28 1 2434.452423 3 812.1557617 0.127066049 0.000103112 83.31041962IEDNNTLVFIVDVK 6 17105394 2xTMT6plex [N-Term; K14] 1.081 1.001 4.317036152 39.46 0 2077.194528 3 693.0690308 -0.957336839 -0.000662858 92.39064123FPLTTESAMK 10 17105394 2xTMT6plex [N-Term; K10] 1.134 1.019 1.063 3.292027712 58.96 0 1582.891486 2 791.947876 -1.902238341 -0.001505518 59.81788208FPLTTESAMK 26 17105394 2xTMT6plex [N-Term; K10]; 1xOxidation [M9] 0.978 0.969 0.971 3.669326067 47.39 0 1598.886401 2 791.947876 -1.902238341 -0.001505518 59.81788208KLYDIDVAK 18 17105394 3xTMT6plex [N-Term; K1; K9] 1.083 1.136 1.199 4.867022038 37.26 1 1752.087433 2 876.5474854 0.14897266 0.000130507 53.1603969KEAPAPPK 10 17105394 3xTMT6plex [N-Term; K1; K8] 1.182 1.191 1.167 4.706095695 21.5 1 1524.971675 3 508.9953918 -0.034671392 -1.76E-05 28.17967015NKLDHYAIIK 6 17105394 3xTMT6plex [N-Term; K2; K10] 1.239 1.235 1.199 3.443782568 13.67 1 1902.177979 4 476.2999573 0.010436228 4.96E-06 48.95565262EAPAPPKAEAK 12 17105394 3xTMT6plex [N-Term; K7; K11] 2.218 1.949 1.981 3.304986477 15.6 1 1796.088496 3 599.368042 0.59966787 0.000359019 31.74070799LYDIDVAK 12 17105394 2xTMT6plex [N-Term; K8] 0.962 0.913 0.913 3.357682467 44.19 0 1394.829538 2 697.9177246 -0.978980738 -0.000682756 59.68246582VNTLIRPDGEK 12 17105394 2xTMT6plex [N-Term; K11] 0.795 0.937 0.616 3.417806625 17.6 0 1700.01069 3 567.3416138 -0.236552281 -0.000134047 53.60937952VNTLIRPDGEKK 13 17105394 3xTMT6plex [N-Term; K11; K12] 1.458 1.5 1.408 2.712331057 4.16 1 2057.268585 4 515.0726929 0.173260982 8.91E-05 40.95288345EAPAPPK 8 17105394 2xTMT6plex [N-Term; K7] 0.921 0.984 2.379523277 35.74 0 1167.71378 2 584.3609619 0.742483423 0.000433504 27.68970534506619 RPL24 60S ribosomal protein L24 6152 NP_000977.1 47.13375796 1 11 11 184 157 17.768 11.25 1.02 1.01 1.02 1.01 Significant 0.0000107 AITGASLADIMAK 36 4506619 2xTMT6plex [N-Term; K13]; 1xOxidation [M11] 1.01 0.994 0.986 4.02895546 71.74 0 1736.002828 2 860.5072021 -0.456592739 -0.000392672 79.13947183AITGASLADIMAK 24 4506619 2xTMT6plex [N-Term; K13] 1.167 0.957 0.989 5.473899841 85.79 0 1720.007913 2 860.5072021 -0.456592739 -0.000392672 79.13947183

VELCSFSGYK 34 4506619 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 0.997 1.051 1.056 4.47160244 54.43 0 1647.88165 2 824.4437866 -0.82143509 -0.000676814 60.10991087
KGQSEEIQK 18 4506619 3xTMT6plex [N-Term; K1; K9] 0.914 0.931 0.989 4.099088669 33.39 1 1734.03646 3 578.6834106 -0.450628591 -0.000260469 23.4994221KTAMAAAK 14 4506619 3xTMT6plex [N-Term; K1; K8] 1.265 1.342 1.391 4.695101261 36.61 1 1478.933181 3 493.6491394 -0.213827855 -0.000105412 27.65081626QINWTVLYR 14 4506619 1xTMT6plex [N-Term] 1.025 0.981 1.112 4.005213261 35.62 0 1421.810251 2 711.4085083 -0.359125585 -0.000255304 67.29914345MKVELCSFSGYK 2 4506619 3xTMT6plex [N-Term; K2; K12]; 1xCarbamidomethyl [C6] 2.028 2.630625963 2.72 1 2136.18003 3 712.7315674 0.055762359 3.97E-05 62.78299367
VFQFLNAK 20 4506619 2xTMT6plex [N-Term; K8] 0.955 0.972 0.953 4.160275936 45.96 0 1424.866592 2 712.937439 0.708094142 0.00050447 83.86315795
CESAFLSK 4 4506619 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 0.978 0.896 3.096482277 41.22 0 1399.765558 2 700.385498 -1.313431553 -0.000919248 43.43938103
GQSEEIQK 6 4506619 2xTMT6plex [N-Term; K8] 1.005 0.951 0.92 3.225540876 34.79 0 1376.778565 2 688.892334 -0.852556308 -0.000586891 22.74334209TAMAAAK 8 4506619 2xTMT6plex [N-Term; K7] 1.032 0.857 1.016 3.458610535 33.27 0 1121.675286 2 561.3415527 0.483748511 0.000271304 39.60564531IYPGHGR 4 4506619 1xTMT6plex [N-Term] 1.032 1.164 2.421075106 25.57 0 1028.58388 2 514.7950439 -1.038699319 -0.000534195 18.85516134506621 RPL26 60S ribosomal protein L26 6154 NP_000978.1 35.86206897 1 2 9 120 145 17.248 10.55 1.18 1.11 1.09 1.12 Significant 0.000586 HFNAPSHIR 6 4506621 1xTMT6plex [N-Term] 0.976 1.002 0.936 3.717622519 36.97 0 1307.717019 3 436.5767517 -1.007169768 -0.000439031 22.02375194KIMSSPLSK 4 4506621 3xTMT6plex [N-Term; K1; K9] 1.503 1.496 4.376926422 38.4 1 1678.054025 3 560.0241699 2.343193704 0.001310669 46.209234KDDEVQVVR 14 4506621 2xTMT6plex [N-Term; K1] 1.156 1.057 1.104 3.632603168 24.29 1 1545.900077 2 773.4512939 -3.082934949 -0.002382955 25.42918965DDEVQVVR 16 4506621 1xTMT6plex [N-Term] 0.99 1.094 0.877 3.337491751 49.99 0 1188.642182 2 594.8239136 -1.372735704 -0.000815846 24.09064401KYVIYIER 6 4506621 2xTMT6plex [N-Term; K1] 1.33 1.156 1.184 4.108516693 18.48 1 1541.945571 3 514.6531982 -0.343347682 -0.000176474 52.28362379IMSSPLSK 20 4506621 2xTMT6plex [N-Term; K8] 0.928 0.92 0.906 3.368632793 38.09 0 1320.79613 2 660.9007568 -1.43284651 -0.000946249 50.37505162YKEETIEK 22 4506621 3xTMT6plex [N-Term; K2; K8] 1.425 1.406 1.319 3.561138868 24.22 1 1727.019413 2 864.0130615 -0.328098874 -0.000283317 33.28091852YVIYIER 16 4506621 1xTMT6plex [N-Term] 1.101 1.057 1.408 2.784825563 32.82 0 1184.687676 2 592.8479614 0.819027312 0.000485146 52.69715453FNPFVTSDR 12 4506621 1xTMT6plex [N-Term] 1.076 1.067 0.978 3.184108019 31.4 0 1311.689467 2 656.3485107 0.212012357 0.000139047 53.7538252KIMSSPLSK 4 4506621 3xTMT6plex [N-Term; K1; K9]; 1xOxidation [M3] 1.102 1.246 1.047 1.86210227 12.58 1 1694.04894 3 560.0241699 2.343193704 0.001310669 46.209234

4506623 RPL27 60S ribosomal protein L27 6155 NP_000979.1 48.52941176 1 7 7 104 136 15.788 10.56 1.04 1.04 1.14 1.07 Significant 0.000963 NIDDGTSDRPYSHALVAGIDR 18 4506623 1xTMT6plex [N-Term] 1.07 0.968 1.161 6.052378654 25.52 0 2501.258194 4 626.0687256 -2.047639968 -0.001280419 39.92233191VYNYNHLMPTR 13 4506623 1xTMT6plex [N-Term] 0.981 0.763 1.249 4.6187644 47 0 1636.846712 3 546.2875977 0.933110437 0.00050912 43.20757049YSVDIPLDK 18 4506623 2xTMT6plex [N-Term; K9] 1.003 1.02 1.021 3.859711885 47.18 0 1507.877217 2 754.4420776 -0.224067689 -0.000168933 61.48703264VYNYNHLMPTR 10 4506623 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.783 1 1.22 3.80208087 30.62 0 1652.841627 3 546.2875977 0.933110437 0.00050912 43.20757049VVLVLAGR 14 4506623 1xTMT6plex [N-Term] 1.061 0.977 1.061 2.936495066 28.56 0 1055.713831 2 528.3607788 0.426088182 0.000224914 61.58350166DVFRDPALK 17 4506623 2xTMT6plex [N-Term; K9] 1.169 1.106 0.976 3.658806562 18.81 1 1518.904434 3 506.9729309 -0.128299968 -6.50E-05 59.75903449DVFRDPALKR 8 4506623 2xTMT6plex [N-Term; K9] 1.645 1.882 1.817 3.77788949 12.47 2 1675.005545 4 419.5063171 -1.25768856 -0.000526659 39.86500464VTAAMGK 6 4506623 2xTMT6plex [N-Term; K7] 0.799 0.749 0.73 2.588880062 33.7 0 1135.690936 2 568.3491821 0.13325616 7.57E-05 33.349261784506631 RPL30 60S ribosomal protein L30 6156 NP_000980.1 50.43478261 1 7 7 127 115 12.776 9.63 1.02 1.05 1.02 1.03 Significant 0.0000942 SEIEYYAMLAK 10 4506631 2xTMT6plex [N-Term; K11] 0.808 0.754 0.889 3.918942213 54.99 0 1775.965379 2 888.4848022 -1.718292399 -0.001525814 72.65051163LVILANNCPALR 24 4506631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.094 1.145 1.114 4.468490601 60.5 0 1582.930048 3 528.3113403 -6.684201817 -0.003526875 67.20635756VCTLAIIDPGDSDIIR 24 4506631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.105 1.154 1.074 5.621412277 73.8 0 1987.073143 2 994.0391235 -1.093386871 -0.00108632 77.25967437KSEIEYYAMLAK 4 4506631 3xTMT6plex [N-Term; K1; K12] 1.242 1.083 5.261528969 20.61 1 2133.223274 3 717.0779419 0.50389188 0.000360991 65.5724119SEIEYYAMLAK 14 4506631 2xTMT6plex [N-Term; K11]; 1xOxidation [M8] 0.819 0.912 0.834 3.38904047 53.04 0 1791.960294 2 888.4848022 -1.718292399 -0.001525814 72.65051163SMPEQTGEK 8 4506631 2xTMT6plex [N-Term; K9] 0.703 1.061 0.75 3.713382006 34.72 0 1464.776851 2 732.8920288 -0.047483555 -3.48E-05 23.1127651
KSEIEYYAMLAK 4 4506631 3xTMT6plex [N-Term; K1; K12]; 1xOxidation [M9] 0.846 1.253 4.066564083 25.86 1 2149.218189 3 717.0779419 0.50389188 0.000360991 65.5724119SLESINSR 14 4506631 1xTMT6plex [N-Term] 1.075 1.011 1.105 3.363883972 35.39 0 1134.631618 2 567.8200073 0.987517376 0.000560234 24.95621951KSLESINSR 4 4506631 2xTMT6plex [N-Term; K1] 1.148 1.238 2.881341219 14.23 1 1491.889513 3 497.9671326 -1.788379702 -0.000889355 28.8885753SMPEQTGEK 21 4506631 2xTMT6plex [N-Term; K9]; 1xOxidation [M2] 1.003 1.014 0.974 3.179728031 32.3 0 1480.771766 2 732.8920288 -0.047483555 -3.48E-05 23.11276514506625 RPL27A 60S ribosomal protein L27a 6157 NP_000981.1 34.45945946 1 6 6 89 148 16.551 11 0.99 1.03 1 1.01 Significant 0.000143 TGAAPIIDVVR 12 4506625 1xTMT6plex [N-Term] 0.948 0.947 1.102 3.896545649 55.24 0 1340.809916 2 670.9078979 -1.041863985 -0.000698471 56.1572021NQSFCPTVNLDK 24 4506625 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.007 1.052 1.05 4.499966145 53.72 0 1880.994054 2 940.9998779 -0.837249124 -0.00078743 51.3091167

NQSFCPTVNLDKLWTLVSEQTR 3 4506625 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.245 3.737323284 15.87 1 3094.639575 3 1032.217285 -0.734525361 -0.000757697 107.9352369LWTLVSEQTR 24 4506625 1xTMT6plex [N-Term] 0.995 1.002 1.001 4.222957611 41.18 0 1461.826295 2 731.4163208 -0.635867915 -0.000464764 69.29600458YHPGYFGK 14 4506625 2xTMT6plex [N-Term; K8] 0.965 1.023 0.945 3.422856569 28.79 0 1426.788342 2 713.8964233 -1.942832185 -0.001386005 35.80744859SVGGACVLVA 12 4506625 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.007 1.049 1.013 3.026571035 61.69 0 1161.649911 2 581.328125 -0.806731866 -0.00046857 51.7645266513904866 RPL28 60S ribosomal protein L28 isoform 2 6158 NP_000982.2 45.98540146 1 9 9 129 137 15.738 12.02 1.03 1.04 1.11 1.06 Significant 0.000563 QTYSTEPNNLK 23 13904866 2xTMT6plex [N-Term; K11] 1.022 1.014 1.077 4.967766762 62.1 0 1752.953235 2 876.9786987 -1.776435903 -0.001557005 30.78206733KTVGVEPAADGK 12 13904866 3xTMT6plex [N-Term; K1; K12] 1.193 1.135 1.104 5.839420319 39.03 1 1859.120524 3 620.378479 0.193501021 0.000119914 34.63410961TVGVEPAADGK 28 13904866 2xTMT6plex [N-Term; K11] 0.944 0.939 1.135 4.562972546 56.36 0 1501.862629 2 751.4351807 0.303388683 0.000227824 32.04165986NKQTYSTEPNNLK 6 13904866 3xTMT6plex [N-Term; K2; K13] 1.331 1.135 1.691 5.420839787 28.6 1 2224.254057 3 742.0880737 -1.973357576 -0.001463083 31.9317741
NCSSFLIK 10 13904866 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.122 1.234 0.887 2.807703018 36.85 0 1426.812843 2 713.9100952 0.049964288 3.56E-05 52.81821821
GVVVVIK 14 13904866 2xTMT6plex [N-Term; K7] 0.994 1.066 1.096 3.252995968 43.59 0 1171.817851 2 586.4119263 -1.088429346 -0.00063772 64.99434256ATLSSIR 22 13904866 1xTMT6plex [N-Term] 0.978 1.067 0.996 2.805823088 36 0 976.598861 2 488.8026428 -0.872369919 -0.000425978 30.72137247SQKPVMVK 8 13904866 3xTMT6plex [N-Term; K3; K8] 1.138 1.172 1.227 2.954311132 5.48 0 1604.017245 3 535.3439941 0.11473809 6.13E-05 38.69774171KPATSYVR 6 13904866 2xTMT6plex [N-Term; K1] 1.008 0.969 1.1 3.649763823 18.21 0 1379.841106 3 460.6186218 0.149545129 6.88E-05 26.361017654506629 RPL29 60S ribosomal protein L29 6159 NP_000983.1 14.46540881 1 2 2 58 159 17.741 11.66 0.98 1.01 0.94 0.97 Significant 0.000431 AQAAAPASVPAQAPK 41 4506629 2xTMT6plex [N-Term; K15] 1.003 0.989 0.937 5.445348263 74.62 0 1836.074353 2 918.5411377 0.351690891 0.000322865 37.41465131LAYIAHPK 17 4506629 2xTMT6plex [N-Term; K8] 0.959 1.034 0.942 2.987698793 33.74 0 1370.856028 2 685.9312134 -0.640163642 -0.000438786 45.34949824506633 RPL31 60S ribosomal protein L31 isoform 1 6160 NP_000984.1 52.8 1 9 9 174 125 14.454 10.54 0.98 1.03 1 1 Significant 0.00021 LYTLVTYVPVTTFK 40 4506633 2xTMT6plex [N-Term; K14] 1 1.089 1.041 4.746537685 47.58 0 2103.250586 2 1052.126709 -2.113224777 -0.002222321 101.2038087NEDEDSPNKLYTLVTYVPVTTFK 4 4506633 3xTMT6plex [N-Term; K9; K23] 100 100 4.467279434 13.81 1 3360.8182 3 1120.942383 -1.667630371 -0.001868201 96.58821338RNEDEDSPNK 4 4506633 2xTMT6plex [N-Term; K10] 0.949 1.012 4.444222927 25.39 1 1661.849498 3 554.6210938 -0.463375294 -0.000256687 15.3779205NLQTVNVDEN 55 4506633 1xTMT6plex [N-Term] 1.027 1.139 1.019 3.54576993 86.71 0 1374.706239 2 687.8560791 -0.987365036 -0.000678668 34.9571489SAINEVVTR 6 4506633 1xTMT6plex [N-Term] 1.076 0.961 1.052 3.437157393 44.47 0 1217.705117 2 609.3563843 0.308042302 0.000187552 32.40000624NEDEDSPNK 13 4506633 2xTMT6plex [N-Term; K9] 0.841 0.909 0.888 3.700449228 42.3 0 1505.748387 2 753.3771362 -0.923965169 -0.00069563 17.02451851EMGTPDVR 12 4506633 1xTMT6plex [N-Term] 0.995 0.937 0.985 2.885923147 40.67 0 1133.582225 2 567.2942505 -0.882347496 -0.000500107 23.63234703EYTINIHK 20 4506633 2xTMT6plex [N-Term; K8] 1.008 1.058 1.034 3.218780518 37.06 0 1475.862235 2 738.4330444 -2.319290196 -0.001711476 39.29104956IHGVGFK 20 4506633 2xTMT6plex [N-Term; K7] 1.018 1.044 1.014 3.434679747 27.71 0 1215.761399 3 405.9248047 -1.265303785 -0.000512769 38.17833014506635 RPL32 60S ribosomal protein L32 6161 NP_000985.1 48.14814815 1 9 9 136 135 15.85 11.33 1.23 1.23 1.13 1.2 Significant 0.000775 GQILMPNIGYGSNK 12 4506635 2xTMT6plex [N-Term; K14] 0.892 0.722 0.866 4.448704243 56.48 0 1950.088289 2 975.5470581 -0.743006904 -0.000724465 63.76495686

SYCAEIAHNVSSK 22 4506635 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.183 1.243 1.288 4.875464439 68.21 0 1923.999868 2 962.5020752 -1.556112048 -0.00149698 38.30177004
FKGQILMPNIGYGSNK 6 4506635 3xTMT6plex [N-Term; K2; K16] 1.822 2.28 1.799 5.296677589 26.16 1 2454.414597 3 818.8059082 -4.655281401 -0.003808664 72.40528873GQILMPNIGYGSNKK 12 4506635 3xTMT6plex [N-Term; K14; K15] 1.312 1.308 1.271 4.583189964 20.97 1 2307.346183 3 769.7852173 -2.203776168 -0.001694958 60.99554319

ELEVLLMCNK 42 4506635 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.227 1.252 1.202 4.400592327 58.37 0 1706.95852 2 853.9821167 -0.915992711 -0.000781781 84.28502036
GQILMPNIGYGSNK 12 4506635 2xTMT6plex [N-Term; K14]; 1xOxidation [M5] 1.11 0.836 0.903 3.89459157 55.19 0 1966.083204 2 975.5470581 -0.743006904 -0.000724465 63.76495686

ELEVLLMCNK 2 4506635 2xTMT6plex [N-Term; K10]; 1xOxidation [M7]; 1xCarbamidomethyl [C8] 0.991 2.407606363 16.99 0 1722.953435 2 853.9821167 -0.915992711 -0.000781781 84.28502036
KFLVHNVK 6 4506635 3xTMT6plex [N-Term; K1; K8] 1.451 1.502 1.204 3.87453413 15.92 1 1672.087708 4 418.7773132 -0.170385986 -7.12E-05 43.44528771FLVHNVK 14 4506635 2xTMT6plex [N-Term; K7] 0.99 1.094 0.977 2.503120184 28.78 0 1314.829813 3 438.9482727 0.343675835 0.000150625 41.90938586AAQLAIR 7 4506635 1xTMT6plex [N-Term] 1.103 1.03 1.103 2.815291405 47.3 0 971.6199308 2 486.3136597 0.115174601 5.60E-05 32.50892329AALRPLVKPK 1 4506635 3xTMT6plex [N-Term; K8; K10] 1.277 2.05 0 1780.213971 4 445.80896 0.021870264 9.73E-06 53.8519199616117791 RPL35A 60S ribosomal protein L35a 6165 NP_000987.2 44.54545455 1 6 6 90 110 12.53 11.06 1.07 1.07 1.1 1.08 Significant 0.0000857 NNTVTPGGKPNK 7 16117791 3xTMT6plex [N-Term; K9; K12] 1.051 0.971 1.147 3.926181078 16.21 0 1914.137571 3 638.7166138 -1.192699752 -0.000760997 25.68585867DETEFYLGK 24 16117791 2xTMT6plex [N-Term; K9] 1.107 1.075 1.188 4.213380814 46.72 0 1559.835746 2 780.4210815 -0.550784956 -0.000429567 54.24102984EHTALLK 26 16117791 2xTMT6plex [N-Term; K7] 1.103 1.072 1.125 3.320704699 34.72 0 1269.793093 2 635.3999023 -0.444979976 -0.000282516 29.6389959AIFAGYK 20 16117791 2xTMT6plex [N-Term; K7] 1.046 1.049 1.086 2.774959087 29.51 0 1227.750166 3 409.9215088 -0.156874597 -6.42E-05 53.57384061IEGVYAR 10 16117791 1xTMT6plex [N-Term] 0.741 1.127 1.059 2.655401707 31.77 0 1036.598861 2 518.8031006 0.061327364 3.18E-05 31.53045034VMLYPSR 3 16117791 1xTMT6plex [N-Term] 0.817 0.921 2.394042015 23.39 0 1094.622967 2 547.8153076 0.339253228 0.000185677 42.376731894506641 RPL37 60S ribosomal protein L37 6167 NP_000988.1 26.80412371 1 4 4 45 97 11.071 11.74 1.1 1.17 1.02 1.1 Significant 0.00156 TKGTSSFGK 2 4506641 3xTMT6plex [N-Term; K2; K9] 2.788 2.382 4.76 1 1599.967318 3 533.9938354 -0.228062373 -0.000121631 28.47223204AAVAASSSS 12 4506641 1xTMT6plex [N-Term] 0.918 0.987 0.973 2.719837904 46.13 0 979.5257556 2 490.2662354 -0.573223187 -0.000280743 17.03872203GTSSFGK 20 4506641 2xTMT6plex [N-Term; K7] 0.941 1.017 0.916 2.961090565 36.12 0 1141.661745 2 571.333252 -2.204973375 -0.001258667 26.15185942EGTTPKPK 11 4506641 3xTMT6plex [N-Term; K6; K8] 1.322 1.341 1.179 2.695838213 11.12 0 1544.961504 2 772.9840698 -0.415111678 -0.000320666 21.473574574506643 RPL37A 60S ribosomal protein L37a 6168 NP_000989.1 58.69565217 1 6 6 72 92 10.268 10.43 1.18 1.22 1.05 1.15 Significant 0.00199 TVAGGAWTYNTTSAVTVK 14 4506643 2xTMT6plex [N-Term; K18] 1.096 1.131 1.071 4.909746647 62.09 0 2285.254168 2 1143.128906 -1.589219288 -0.001815885 59.13930835

AVGIWHCGSCMK 15 4506643 2xTMT6plex [N-Term; K12]; 1xOxidation [M11]; 2xCarbamidomethyl [C7; C10] 1.396 1.368 1.222 3.182351351 50.7 0 1879.938137 3 627.3170776 -0.775057336 -0.000485687 37.12425484
AVGIWHCGSCMK 2 4506643 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C7; C10] 1.368 3.606305599 31.04 0 1863.943222 3 627.3170776 -0.775057336 -0.000485687 37.12425484

KIEISQHAK 19 4506643 3xTMT6plex [N-Term; K1; K9] 1.152 1.137 1.052 4.630413055 40.76 1 1741.093915 2 871.0498047 -0.909017593 -0.000791342 31.72515811IEISQHAK 4 4506643 2xTMT6plex [N-Term; K8] 0.921 0.882 3.242469549 30.59 0 1383.83602 3 461.95047 0.604249418 0.000278727 32.03483172
YTCSFCGK 16 4506643 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C3; C6] 1.596 1.414 1.416 3.700357676 36.36 0 1480.732878 2 740.8696899 -0.523178217 -0.000387344 38.28841984
KVGIVGK 2 4506643 3xTMT6plex [N-Term; K1; K7] 1.46 2.871367693 9.98 1 1387.960382 3 463.3249512 -0.059082648 -2.73E-05 39.114418114506651 RPL36AL 60S ribosomal protein L36a-like 6166 NP_000992.1 39.62264151 1 2 6 62 106 12.461 10.65 0.91 0.92 0.93 0.92 Significant 0.0000394

LECVEPNCR 14 4506651 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C8] 1.254 1.349 1.037 3.456718206 31.77 0 1405.676536 2 703.3421021 0.278379522 0.000195656 29.72941848
HFELGGDK 27 4506651 2xTMT6plex [N-Term; K8] 0.813 0.792 0.893 3.259357214 28.85 0 1360.762521 3 454.2587585 -0.587042355 -0.000266275 36.88118422GKDSLYAQGR 8 4506651 2xTMT6plex [N-Term; K2] 1.312 1.079 1.205 3.194067001 22.7 1 1552.884761 2 776.9460449 0.03331461 2.59E-05 23.54839799DSLYAQGR 6 4506651 1xTMT6plex [N-Term] 0.866 0.888 0.751 2.864309549 29.25 0 1138.605403 2 569.8070068 1.171794787 0.000667106 21.44188783KQSGYGGQTKPIFR 1 4506651 3xTMT6plex [N-Term; K1; K10] 1.791 2.304451704 1 2254.327497 4 564.336731 -1.065959528 -0.000600755 38.14108263HFELGGDKK 6 4506651 3xTMT6plex [N-Term; K8; K9] 0.945 0.99 1.011 2.179357529 8.61 1 1718.020416 4 430.260498 -0.147764542 -6.35E-05 36.271482764506669 RPLP1 60S acidic ribosomal protein P1 isoform 1 6176 NP_000994.1 51.75438596 1 2 2 70 114 11.507 4.32 1.07 1.03 1.01 1.03 Significant 0.000289 ALANVNIGSLICNVGAGGPAPAAGAAPAGGPAPSTAAAPAEEK 20 4506669 2xTMT6plex [N-Term; K43]; 1xCarbamidomethyl [C12] 1.097 1.133 1.053 9.93088913 60.03 0 4267.254525 6 712.0487061 0.311337914 0.000221426 88.14525832

AAGVNVEPFWPGLFAK 50 4506669 2xTMT6plex [N-Term; K16] 1.064 1.003 1.003 5.509159565 56.42 0 2161.221017 3 721.0785522 0.039921082 2.88E-05 101.03250994506671 RPLP2 60S acidic ribosomal protein P2 6181 NP_000995.1 70.43478261 1 7 7 119 115 11.658 4.54 0.87 0.88 0.87 0.87 Significant 0.0000146 LASVPAGGAVAVSAAPGSAAPAAGSAPAAAEEK 30 4506671 2xTMT6plex [N-Term; K33] 0.861 0.916 0.849 8.933589935 75 0 3232.757776 3 1078.258911 1.362436886 0.001468143 61.29958411NIEDVIAQGIGK 42 4506671 2xTMT6plex [N-Term; K12] 0.833 0.863 0.821 5.506029606 82 0 1715.010356 2 858.0084839 -0.387564168 -0.000332338 75.48414882ILDSVGIEADDDRLNK 17 4506671 2xTMT6plex [N-Term; K16] 1.037 0.968 1.139 6.363954067 50.77 1 2231.228347 2 1116.117798 -0.012417768 -1.39E-05 60.86076118KILDSVGIEADDDR 2 4506671 2xTMT6plex [N-Term; K1] 0.957 5.561452866 58.91 1 2004.101355 3 668.7050171 -0.427852846 -0.00028582 52.14246127ILDSVGIEADDDR 12 4506671 1xTMT6plex [N-Term] 0.565 0.667 0.779 5.006845474 65.92 0 1646.843461 2 823.925415 0.056434098 4.65E-05 56.45237081KILDSVGIEADDDRLNK 14 4506671 3xTMT6plex [N-Term; K1; K17] 1.542 1.541 1.6 5.584665298 24.36 2 2588.486242 4 647.8757935 -1.892149085 -0.00122445 57.7515266YVASYLLAALGGNSSPSAK 2 4506671 2xTMT6plex [N-Term; K19] 100 2.697540998 11.54 0 2327.301118 2 1164.151855 -2.012422228 -0.002341756 102.040798415718687 RPS3 40S ribosomal protein S3 isoform 1 6188 NP_000996.2 80.24691358 1 19 19 428 243 26.671 9.66 1.01 1.02 1.03 1.02 Significant 0.000032 GLCAIAQAESLR 38 15718687 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.991 0.969 0.999 4.99915266 69.73 0 1517.830728 2 759.4189453 -0.075262016 -5.71E-05 55.63643903KPLPDHVSIVEPK 18 15718687 3xTMT6plex [N-Term; K1; K13] 0.963 0.971 0.965 4.672518253 40.84 0 2146.320286 2 1073.663696 -0.079397225 -8.52E-05 51.65947593ELAEDGYSGVEVR 40 15718687 1xTMT6plex [N-Term] 1.034 1.07 1.102 5.795267582 75.94 0 1652.832896 2 826.9199219 -0.198888829 -0.000164365 39.11468848FGFPEGSVELYAEK 48 15718687 2xTMT6plex [N-Term; K14] 0.879 0.912 0.914 5.398147583 90.82 0 2031.083915 2 1016.044067 -1.50483412 -0.001528222 82.67580881FVDGLMIHSGDPVNYYVDTAVR 19 15718687 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.078 0.943 1.366 6.044242859 63.05 0 2713.349318 3 905.1207275 -0.622239386 -0.000562784 74.55186811FVDGLMIHSGDPVNYYVDTAVR 24 15718687 1xTMT6plex [N-Term] 0.93 1.072 1.082 6.917731762 52.15 0 2697.354403 3 905.1207275 -0.622239386 -0.000562784 74.55186811DEILPTTPISEQK 20 15718687 2xTMT6plex [N-Term; K13] 0.907 0.994 0.967 4.235194206 49.73 0 1929.094479 2 965.0505371 -0.353352963 -0.000340826 57.52764467GGKPEPPAMPQPVPTA 29 15718687 2xTMT6plex [N-Term; K3] 1.013 0.975 0.993 4.092558861 26.96 0 2032.130153 2 1016.568359 -0.34996282 -0.000355585 53.20568925
GCEVVVSGK 14 15718687 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.248 1.175 1.296 3.646408081 56.76 0 1392.792107 2 696.8997803 0.126987276 8.84E-05 33.92043859

IMLPWDPTGK 36 15718687 2xTMT6plex [N-Term; K10] 1.06 1.074 1.138 3.542331457 37.71 0 1615.928206 2 808.4671021 -0.791358448 -0.000639389 97.99151249KFVADGIFK 4 15718687 3xTMT6plex [N-Term; K1; K9] 0.775 1.302 3.210355997 19.21 1 1712.071389 3 571.3620605 0.139737529 7.97E-05 64.20910589IMLPWDPTGK 12 15718687 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.136 0.947 1.298 3.577393055 30.67 0 1631.923121 2 808.4671021 -0.791358448 -0.000639389 97.99151249AELNEFLTR 2 15718687 1xTMT6plex [N-Term] 0.542 3.45448184 22.55 0 1321.731332 2 661.3686523 -0.986193237 -0.000651741 113.7881243ELTAVVQK 23 15718687 2xTMT6plex [N-Term; K8] 0.9 1.101 0.997 3.956941605 45.98 0 1345.845523 2 673.4259033 -0.737469017 -0.00049626 55.72839716TEIIILATR 18 15718687 1xTMT6plex [N-Term] 1.122 1.061 1.079 3.490417719 48.81 0 1258.793204 2 629.8998413 -0.633593199 -0.000398781 62.66520822FVADGIFK 18 15718687 2xTMT6plex [N-Term; K8] 0.913 0.911 0.95 3.67365551 45.55 0 1354.813494 2 677.9096069 -1.149193464 -0.000778471 69.04777804FIMESGAK 14 15718687 2xTMT6plex [N-Term; K8] 1.103 1.159 1.05 3.236644268 31.05 0 1340.764829 3 447.5934753 0.778171807 0.000347782 48.77034207LLGGLAVR 24 15718687 1xTMT6plex [N-Term] 1.084 1.076 1.099 3.197450399 45.47 0 1027.682531 2 514.3424072 -4.858715337 -0.002496608 57.49532034TQNVLGEK 7 15718687 2xTMT6plex [N-Term; K8] 1.02 1.129 1.064 3.663272142 48.2 0 1346.804386 2 673.9050293 -1.190979378 -0.000802008 34.11594068ACYGVLR 14 15718687 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.316 1.078 1.124 2.850581884 35.6 0 1067.586916 2 534.2972412 0.271061654 0.000144691 32.09958681QGVLGIK 6 15718687 2xTMT6plex [N-Term; K7] 1.022 1.144 0.992 2.563654661 28.63 0 1172.776715 2 586.8912354 -1.296689179 -0.000760363 46.404516074506723 RPS3A 40S ribosomal protein S3a isoform 1 6189 NP_000997.1 71.21212121 1 23 23 348 264 29.926 9.73 1.08 1.07 1.14 1.1 Significant 0.000397 LMELHGEGSSSGK 8 4506723 2xTMT6plex [N-Term; K13] 1.078 0.872 4.906242371 45.09 0 1789.951855 3 602.6536255 -0.247197295 -0.000148808 31.32151506VFEVSLADLQNDEVAFR 32 4506723 1xTMT6plex [N-Term] 1.167 0.949 0.959 5.757183075 58.78 0 2181.138914 3 727.7168579 -1.326636975 -0.000964527 106.2954439KWQTMIEAHVDVK 9 4506723 3xTMT6plex [N-Term; K1; K13] 1.35 1.328 1.416 4.606609344 21.16 1 2272.30907 4 568.8326416 -0.146636632 -8.33E-05 62.5354984KTSYAQHQQVR 14 4506723 2xTMT6plex [N-Term; K1] 1.314 1.277 1.342 6.001884937 53.64 1 1804.022986 4 451.761261 0.126309539 5.70E-05 23.01424677ACQSIYPLHDVFVR 20 4506723 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.002 1.225 1.09 5.584939957 50.2 0 1934.015569 3 645.3433838 0.015179396 9.79E-06 61.72310991
NCLTNFHGMDLTR 8 4506723 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C2] 1.078 1.119 1.06 4.14140892 55.19 0 1823.873004 3 608.6292725 0.142604673 8.67E-05 35.32490962
LMELHGEGSSSGK 33 4506723 2xTMT6plex [N-Term; K13]; 1xOxidation [M2] 0.887 0.9 1.025 4.669784069 51.43 0 1805.94677 3 602.6536255 -0.247197295 -0.000148808 31.32151506WQTMIEAHVDVK 8 4506723 2xTMT6plex [N-Term; K12] 1.149 1.192 1.053 3.907559872 20.18 0 1915.051175 3 639.0211182 -1.23940699 -0.000791176 67.82579096TSYAQHQQVR 6 4506723 1xTMT6plex [N-Term] 0.884 0.938 0.905 5.575703621 50.68 0 1446.765091 3 482.9263306 -0.451207169 -0.000217597 15.79714807LITEDVQGK 15 4506723 2xTMT6plex [N-Term; K9] 1.061 1.008 1.167 3.435889244 40.95 0 1460.872465 2 730.9394531 -0.572164936 -0.00041793 46.10480607ADGYEPPVQESV 55 4506723 1xTMT6plex [N-Term] 1.031 1.015 1.04 3.570069551 49.64 0 1519.747769 2 760.3773804 -0.187667861 -0.000142604 43.01503275ATGDETGAK 12 4506723 2xTMT6plex [N-Term; K9] 1.102 1.236 1.114 3.74744463 53.93 0 1307.720716 2 654.3640137 0.026614054 1.74E-05 17.80535181

LFCVGFTK 18 4506723 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.526 1.857 1.644 3.823212385 31.61 0 1429.827764 2 715.4179077 0.541645439 0.00038723 75.65558289
KVVDPFSK 4 4506723 3xTMT6plex [N-Term; K1; K8] 1.227 1.292 3.396441936 30.28 1 1607.01354 3 536.3427734 0.141332039 7.57E-05 51.38603591EVQTNDLK 12 4506723 2xTMT6plex [N-Term; K8] 1.09 1.033 1.09 3.313675642 34.28 0 1404.809865 2 702.9089966 0.605985254 0.000425647 29.51938299LIPDSIGK 23 4506723 2xTMT6plex [N-Term; K8] 0.93 0.926 0.92 2.808426857 42.79 0 1300.824059 2 650.9154663 -0.309690469 -0.000201426 59.22704071TTDGYLLR 8 4506723 1xTMT6plex [N-Term] 1.393 1.295 1.493 3.135966539 49.84 0 1167.657104 2 584.3327637 0.982029524 0.000573337 49.20154201APAMFNIR 8 4506723 1xTMT6plex [N-Term] 1.118 1.022 1.141 3.075307131 23.65 0 1148.644765 2 574.8255005 -0.906253586 -0.000520482 52.88790337DKMCSMVK 2 4506723 3xTMT6plex [N-Term; K2; K8]; 1xCarbamidomethyl [C4] 1.704 2.660238266 0.21 1 1685.935566 3 562.6486816 -2.416645219 -0.001358103 36.75897764
VVDPFSKK 5 4506723 3xTMT6plex [N-Term; K7; K8] 0.894 2.013 2.005 3.043437958 6.83 1 1607.01354 3 536.3424072 -0.54231672 -0.000290503 55.54635958IASDGLK 15 4506723 2xTMT6plex [N-Term; K7] 1.064 1.151 1.259 2.779921293 27.84 0 1161.724345 2 581.3654175 -0.677027271 -0.00039326 36.96896182VVDPFSK 15 4506723 2xTMT6plex [N-Term; K7] 1.032 0.99 1.036 2.80917573 23.75 0 1249.755645 2 625.3808594 -0.962468147 -0.000601425 56.34201944MMEIMTR 10 4506723 1xTMT6plex [N-Term] 0.983 0.909 1.036 3.134548187 35.12 0 1140.577673 2 570.7929077 0.758816964 0.000432745 47.11045457KDWYDVK 6 4506723 3xTMT6plex [N-Term; K1; K7] 1.193 1.487 1.212 2.533622503 10.88 1 1640.961504 3 547.6584473 -0.436215672 -0.000238604 47.79215566

KWQTMIEAHVDVK 2 4506723 3xTMT6plex [N-Term; K1; K13]; 1xOxidation [M5] 1.09 2.851044655 0.55 1 2288.303985 4 568.8326416 -0.146636632 -8.33E-05 62.5354984
4506725 RPS4X 40S ribosomal protein S4, X isoform X isoform 6191 NP_000998.1 51.71102662 1 14 14 309 263 29.579 10.15 1.08 1.1 1.03 1.07 Significant 0.000378 GIPHLVTHDAR 12 4506725 1xTMT6plex [N-Term] 0.946 1.077 0.972 4.380965233 60.46 0 1444.822212 3 482.2789307 0.018356714 8.84E-06 28.24947413VNDTIQIDLETGK 36 4506725 2xTMT6plex [N-Term; K13] 0.973 1.007 0.931 4.982457638 81.19 0 1904.074078 2 952.539917 -0.798706123 -0.000760398 62.21112568TDITYPAGFMDVISIDK 4 4506725 2xTMT6plex [N-Term; K17]; 1xOxidation [M10] 0.744 1.228 4.582537174 41.28 0 2360.245971 3 782.0878906 -0.826479312 -0.000645825 95.170613TDITYPAGFMDVISIDK 43 4506725 2xTMT6plex [N-Term; K17] 1.084 1.087 1.036 5.170607567 53.2 0 2344.251056 3 782.0878906 -0.826479312 -0.000645825 95.170613
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

FDTGNLCMVTGGANLGR 16 4506725 1xTMT6plex [N-Term]; 1xOxidation [M8]; 1xCarbamidomethyl [C7] 1.004 1.11 1.05 4.592844963 68.01 0 2027.984011 2 1006.497803 -0.381250202 -0.000383536 69.79516613
FDTGNLCMVTGGANLGR 26 4506725 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.067 1.06 1.028 5.852707386 91.5 0 2011.989096 2 1006.497803 -0.381250202 -0.000383536 69.79516613HPGSFDVVHVK 22 4506725 2xTMT6plex [N-Term; K11] 0.914 0.909 0.847 4.463114262 27.66 0 1679.963346 4 420.7462463 -0.113507499 -4.77E-05 39.76399677ECLPLIIFLR 36 4506725 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.533 1.579 1.648 3.954395533 59.46 0 1502.896623 2 751.9522095 0.345516321 0.000259638 107.0149576YALTGDEVKK 22 4506725 3xTMT6plex [N-Term; K9; K10] 1.497 1.659 1.412 4.18042326 46.05 1 1811.088161 2 906.0476685 -0.055770856 -5.05E-05 44.64248566YALTGDEVK 8 4506725 2xTMT6plex [N-Term; K9] 0.872 0.977 0.913 3.66721034 51.11 0 1453.830266 2 727.4190674 0.407066519 0.000295903 42.066852LSNIFVIGK 22 4506725 2xTMT6plex [N-Term; K9] 1.09 1.089 1.041 4.429077625 50.37 0 1448.924107 2 724.9648438 -1.17075145 -0.000848165 83.54940601GNKPWISLPR 12 4506725 2xTMT6plex [N-Term; K3] 1.144 1.164 1.168 3.337205887 25.81 0 1625.989167 2 813.4975586 -0.81578188 -0.000663226 63.79568624YPDPLIK 18 4506725 2xTMT6plex [N-Term; K7] 0.994 1.047 1.05 2.815265417 24.23 0 1303.802595 2 652.4043579 -0.886606371 -0.00057798 56.20485408KIFVGTK 6 4506725 3xTMT6plex [N-Term; K1; K7] 2.147 1.91 1.899 3.849326849 12.66 1 1479.986597 3 493.9994812 -1.828824997 -0.000902212 56.89445012LTIAEER 16 4506725 1xTMT6plex [N-Term] 0.964 1.052 0.959 2.755897999 39.4 0 1060.61999 2 530.8132935 -0.641140035 -0.000340003 34.62588535IGVITNR 10 4506725 1xTMT6plex [N-Term] 1.028 1.014 1.068 2.175359964 15.68 0 1001.630495 2 501.3192139 0.65457709 0.000327822 37.2761517513904870 RPS5 40S ribosomal protein S5 6193 NP_001000.2 55.88235294 1 10 10 218 204 22.862 9.72 1.07 1.12 1.13 1.11 Significant 0.000281 HAFEIIHLLTGENPLQVLVNAIINSGPR 2 13904870 1xTMT6plex [N-Term] 0.769 7.832760811 49.71 0 3294.852396 4 824.4691772 0.753695182 0.000620829 113.5585481VNQAIWLLCTGAR 36 13904870 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.254 1.088 1.223 4.528614044 48.13 0 1730.957326 2 865.9801025 -2.540346784 -0.002198616 79.78541302

TIAECLADELINAAK 49 13904870 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 1.164 1.203 1.199 6.03282547 83.15 0 2090.156762 2 1045.582031 0.011334078 1.18E-05 106.1887093
WSTDDVQINDISLQDYIAVK 52 13904870 2xTMT6plex [N-Term; K20] 1.073 1.021 1.093 5.535719395 59.27 0 2781.471096 3 927.8285522 0.002688607 2.49E-06 90.19883234LTNSMMMHGR 12 13904870 1xTMT6plex [N-Term] 1.012 1.037 1.027 5.078798294 66.98 0 1406.690412 3 469.5680847 -0.505185507 -0.00023688 30.97998525GSSNSYAIK 20 13904870 2xTMT6plex [N-Term; K9] 0.974 1.103 0.999 3.534225941 60.02 0 1384.783651 2 692.8944092 -1.522830389 -0.001054395 29.03443365QAVDVSPLR 6 13904870 1xTMT6plex [N-Term] 1.052 0.987 0.94 3.637533903 40.85 0 1213.710202 2 607.3581543 -0.964197424 -0.000585128 33.18175637RVNQAIWLLCTGAR 5 13904870 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.707 1.735 1.447 4.264521122 16.56 1 1887.058437 3 629.6912231 0.360102041 0.000226511 62.86384623

KAQCPIVER 13 13904870 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 1.185 1.227 0.989 3.672473192 20.64 1 1558.913953 2 779.9604492 -0.212752281 -0.000165831 23.78852904
AQCPIVER 10 13904870 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.889 0.94 0.943 3.488697529 32.07 0 1201.656059 2 601.3310547 -1.020063097 -0.000612882 23.84602773LTNSMMMHGR 13 13904870 1xTMT6plex [N-Term]; 1xOxidation [M] 0.975 1.066 0.927 3.117619991 22.02 0 1422.685327 3 469.5680847 -0.505185507 -0.00023688 30.9799852517158044 RPS6 40S ribosomal protein S6 6194 NP_001001.2 51.40562249 1 15 15 270 249 28.663 10.84 1.08 1.1 1.07 1.08 Significant 0.0000663 DIPGLTDTTVPR 30 17158044 1xTMT6plex [N-Term] 1.04 1.063 1.068 4.441459656 51.13 0 1513.842338 2 757.4243774 -0.568201302 -0.000430084 54.37450962GCIVDANLSVLNLVIVK 49 17158044 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C2] 1.178 1.204 1.118 5.951850414 61.67 0 2285.366695 3 762.4597778 -0.837981016 -0.000638365 109.5618865

LNISFPATGCQK 34 17158044 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.003 0.992 1.041 5.426473141 53.38 0 1793.998411 2 897.5016479 -1.333329811 -0.001195996 66.27451243
MATEVAADALGEEWK 21 17158044 2xTMT6plex [N-Term; K15]; 1xOxidation [M1] 0.941 1.071 0.98 4.582259655 34.04 0 2095.078178 2 1040.045044 -0.217085762 -0.00022567 75.72707966MATEVAADALGEEWK 30 17158044 2xTMT6plex [N-Term; K15] 1.018 0.958 0.982 6.306384087 76.88 0 2079.083263 2 1040.045044 -0.217085762 -0.00022567 75.72707966NKEEAAEYAK 23 17158044 3xTMT6plex [N-Term; K2; K10] 1.08 1.129 1.071 4.469753265 53.22 1 1840.041939 2 920.5234985 -1.205896257 -0.00110945 30.63857204KNKEEAAEYAK 8 17158044 4xTMT6plex [N-Term; K1; K3; K11] 1.375 1.284 1.323 4.056291103 10.32 2 2197.299834 4 550.0797729 -1.170706467 -0.000643098 31.70195113LIEVDDER 16 17158044 1xTMT6plex [N-Term] 0.988 0.896 0.983 3.066028118 42.85 0 1217.657498 2 609.3322754 -0.183753437 -0.000111874 36.91643367QGVLTHGR 6 17158044 1xTMT6plex [N-Term] 1.571 1.176 1.215 2.630779743 22.86 0 1096.642457 2 548.8253174 0.821640289 0.000450523 17.55058944LIEVDDERK 10 17158044 2xTMT6plex [N-Term; K9] 1.102 1.149 1.282 3.812753677 14.36 1 1574.915393 3 525.6424561 -1.636885352 -0.000859319 41.107427RQEQIAK 10 17158044 2xTMT6plex [N-Term; K7] 0.964 1.038 1.021 4.470828056 16.85 1 1330.820705 3 444.277832 -1.323954642 -0.000587315 26.7259456KLFNLSK 12 17158044 3xTMT6plex [N-Term; K1; K7] 1.319 1.333 1.267 3.490556479 25.69 1 1537.008061 3 513.0073853 -0.298091007 -0.000152723 57.16528859GHSCYRPR 7 17158044 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.243 1.054 100 2.445520401 11.19 0 1261.64214 3 421.218689 -0.496301961 -0.000208718 14.1084042ISGGNDK 10 17158044 2xTMT6plex [N-Term; K7] 1.036 1.155 0.933 2.426729441 31.53 0 1148.667558 2 574.8369141 -0.876445924 -0.000503372 21.07138448KGEKDIPGLTDTTVPR 1 17158044 3xTMT6plex [N-Term; K1; K4] 0.891 4.349696159 2 2414.422185 4 604.3619385 1.548600851 0.000934744 47.86372217ASTSKSESSQK 3 17158044 3xTMT6plex [N-Term; K5; K11] 2.282 2.846 1.727737784 1 1827.042668 3 609.6859131 0.283752439 0.000172809 17.6686926847778943 STX16 syntaxin-16 isoform a 8675 NP_001001433.1 16.30769231 1 5 5 24 325 37.008 6.11 1.29 1.24 1.12 1.21 Significant 0.00171 WVDGVDEIQYDVGR 4 47778943 1xTMT6plex [N-Term] 0.977 0.889 4.27685976 55.14 0 1879.938758 2 940.4688721 -4.409893323 -0.004145165 63.82536173QIVQSISDLNEIFR 6 47778943 1xTMT6plex [N-Term] 1.658 1.601 5.158233643 48.39 0 1891.048643 3 631.0216675 0.955317259 0.000602184 90.83053917LTDAFLLLR 6 47778943 1xTMT6plex [N-Term] 1.28 1.394 1.277 3.635049343 42.1 0 1290.798289 2 645.90271 -0.112843444 -7.28E-05 92.15745888HAQSGYLK 4 47778943 2xTMT6plex [N-Term; K8] 1.045 1.102 2.975082397 19.65 0 1361.794156 3 454.602478 -0.936167895 -0.000424956 21.76294129ACSEQEGR 4 47778943 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 100 2.192022085 29.64 0 1165.546902 2 583.2766113 -0.820150393 -0.000477962 13.9254097747933397 LSS lanosterol synthase isoform 1 4047 NP_001001438.1 31.01092896 1 20 20 173 732 83.255 6.61 0.92 0.96 1 0.96 Significant 0.000578 LSAAEDPLVQSLR 10 47933397 1xTMT6plex [N-Term] 0.967 0.937 0.921 5.019769669 50.61 0 1627.921651 2 814.4642944 -0.20829185 -0.000169541 64.426765EQTGLEAYALGLDTK 22 47933397 2xTMT6plex [N-Term; K15] 0.972 0.981 0.939 5.628681183 87.73 0 2067.137407 2 1034.064575 -7.514188135 -0.00776643 70.06536189STVFGTALNYVSLR 12 47933397 1xTMT6plex [N-Term] 0.467 0.376 0.285 5.234683514 47.43 0 1756.979501 2 878.9909058 -2.826234775 -0.002482818 80.39928356LCDAVAVLLNMR 12 47933397 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.015 1.149 1.237 3.919711351 49.79 0 1603.886135 3 535.300293 0.119095892 6.37E-05 106.7164489NPDGGFATYETK 8 47933397 2xTMT6plex [N-Term; K12] 0.85 1.246 0.917 4.467658043 56.27 0 1757.911036 2 879.4586792 -0.542644959 -0.000476961 41.31155489WYVDGPASTAFQEHVSR 7 47933397 1xTMT6plex [N-Term] 1.56 1.059 1.216 6.329140186 57.99 0 2179.076983 3 727.0301514 -0.496406711 -0.000360569 57.80656592ETLTQGLEFCR 6 47933397 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.002 1.209 0.965 4.607588291 62.46 0 1582.809658 2 791.9075928 -1.10530228 -0.000874742 52.66185521NIFPIWALGR 6 47933397 1xTMT6plex [N-Term] 1.017 0.913 1 3.342238188 39.63 0 1415.836071 2 708.4212646 -0.578296557 -0.000409387 92.30630509IPDYLWMGLDGMK 18 47933397 2xTMT6plex [N-Term; K13] 0.925 0.939 1.024 3.77910161 42.27 0 1997.064048 2 999.0327759 -2.890499278 -0.002886256 104.3918591LSQVPDNPPDYQK 10 47933397 2xTMT6plex [N-Term; K13] 0.76 1.014 0.939 3.536591291 39.57 0 1959.058762 2 980.0322266 -0.809554583 -0.000792982 46.71577017SCAISYTSYR 6 47933397 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.155 0.851 0.78 3.700733662 30.35 0 1436.704131 2 718.8532104 -3.47079921 -0.002493256 31.29830202DGTACAEVSR 6 47933397 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 2.604 0.68 100 4.250119686 43.9 0 1294.62588 2 647.8165283 -0.077604949 -5.02E-05 16.92504616SISIGPISK 4 47933397 2xTMT6plex [N-Term; K9] 0.98 1.054 3.606528282 38.24 0 1359.861173 2 680.4332886 -1.376663736 -0.000936036 56.85342735ILGVGPDDPDLVR 10 47933397 1xTMT6plex [N-Term] 0.906 0.907 1.021 4.517464161 44.64 0 1594.900188 2 797.9534912 -0.302111774 -0.000240919 64.55133358TEPATDLGR 4 47933397 1xTMT6plex [N-Term] 0.933 1.173 2.314746141 30 0 1188.642182 2 594.8245239 -0.345762958 -0.000205494 23.77072922AVLLLQEK 8 47933397 2xTMT6plex [N-Term; K8] 1.078 1.004 1.113 3.375311613 44.11 0 1371.897558 2 686.4509888 -2.082663476 -0.0014286 66.18458047HPDIEAQER 12 47933397 1xTMT6plex [N-Term] 0.854 0.942 1.235 3.955673933 45.71 0 1323.685444 3 441.8999939 -0.011732808 -5.18E-06 17.16418798ACDFLLSR 6 47933397 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.031 1.009 0.934 3.363164902 19.54 0 1210.645159 2 605.8254395 -1.286259428 -0.000778602 48.29225147IPLPAGYREEIVR 2 47933397 1xTMT6plex [N-Term] 0.867 1.262 3.672618389 1 1742.01622 3 581.3433228 -0.462348325 -0.000268473 59.30343087FSQLYPER 4 47933397 1xTMT6plex [N-Term] 1.098 0.718 2.646408796 28.08 0 1268.683653 2 634.8446045 -1.356347282 -0.000860388 44.955830648255931 HDGFRP2 hepatoma-derived growth factor-related protein 2 isoform 1 84717 NP_001001520.1 25.48435171 1 15 16 107 671 74.272 7.49 1.12 1.18 1.24 1.18 Significant 0.000861

IDDIADGAVKPPPNK 4 48255931 3xTMT6plex [N-Term; K10; K15] 1.025 0.969 3.912522793 15.56 0 2237.310844 3 746.4418945 0.128075073 9.55E-05 52.6534933KPQSSSTEPAR 9 48255931 2xTMT6plex [N-Term; K1] 1.256 1.237 1.984 3.611650944 25 0 1645.927354 3 549.3139038 -0.119278787 -6.54E-05 16.78969LAGEELAGEEAPQEK 12 48255931 2xTMT6plex [N-Term; K15] 1.284 1.167 1.227 4.681357861 70.53 0 2029.085371 2 1015.046692 0.362783682 0.00036806 45.68402788GESAEDKEHEEGRDSEEGPR 9 48255931 2xTMT6plex [N-Term; K7] 1.04 1.823 1.63 6.449572563 21.44 2 2701.270164 5 541.0601196 0.491377926 0.000265469 15.58142365
CLNALEELGTLQVTSQILQK 2 48255931 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C1] 1.191 4.381324291 15.07 0 2716.531922 3 906.1825562 0.439058721 0.000397572 106.8110879

NTDVVATLK 6 48255931 2xTMT6plex [N-Term; K9] 1.159 1.308 1.337 3.869027615 52.51 0 1418.861901 2 709.9338989 -0.972327495 -0.000689799 46.66347782EGPDLDRPGSDR 6 48255931 1xTMT6plex [N-Term] 1.263 1.007 0.73 3.837518215 13.11 0 1542.770964 3 514.9291992 1.348253434 0.000693349 20.118072GYPHWPAR 12 48255931 1xTMT6plex [N-Term] 0.845 0.949 0.955 3.114143848 31.98 0 1212.647542 3 404.8874512 0.21256434 8.59E-05 31.78204561GDSEALDEES 18 48255931 1xTMT6plex [N-Term] 0.923 0.927 0.986 2.626157761 42.57 0 1280.569136 2 640.7878418 -0.569532897 -0.000364663 21.17295975PHAFKPGDLVFAK 2 48255931 3xTMT6plex [N-Term; K5; K13] 1.301 1.162 6.21 0 2114.272942 4 529.3237305 0.070787928 3.74E-05 62.10569615EQEEELR 2 48255931 1xTMT6plex [N-Term] 0.83 2.66626811 29.85 0 1161.594898 2 581.3009644 -0.211415411 -0.00012279 18.28847228DLFPYDK 6 48255931 2xTMT6plex [N-Term; K7] 0.971 1.169 0.98 2.803233624 25.5 0 1355.761124 2 678.3838501 -0.516805413 -0.000350332 68.06780934EQEEELRR 6 48255931 1xTMT6plex [N-Term] 1.201 1.169 1.268 3.898333073 28.28 1 1317.696009 3 439.9030762 -1.011890729 -0.000444455 17.02147879AAEVYTR 6 48255931 1xTMT6plex [N-Term] 1.2 1.182 1.075 2.748319149 18.72 0 1038.578126 2 519.7905273 -4.185965786 -0.002173726 20.87159809VDSPDVK 5 48255931 2xTMT6plex [N-Term; K7] 1.047 1.135 1.158 2.330013514 26.7 0 1217.714174 2 609.3578491 -4.723963911 -0.002876219 28.74162756KKEPSVEEK 2 48255931 4xTMT6plex [N-Term; K1; K2; K9] 1.214 3.153596401 13.6 2 1990.235443 4 498.3143311 0.025674726 1.28E-05 28.66812555
48526509 TIMM50 mitochondrial import inner membrane translocase subunit TIM50 92609 NP_001001563.1 19.73684211 1 8 8 61 456 50.433 9.42 1.45 1.4 1.35 1.4 Significant 0.000425

TVLEHYALEDDPLAAFK 8 48526509 2xTMT6plex [N-Term; K17] 1.507 1.291 1.228 6.279749393 50.67 0 2390.300783 3 797.4387817 0.421915456 0.000336168 85.40801701AQGPQQQPGSEGPSYAK 8 48526509 2xTMT6plex [N-Term; K17] 1.494 1.357 1.331 4.494956493 41.21 0 2188.139866 3 730.050293 -1.618060986 -0.001180181 28.10968185IPDEFDNDPILVQQLR 16 48526509 1xTMT6plex [N-Term] 1.487 1.558 1.55 4.70348978 42.5 0 2141.143999 3 714.3861694 -0.020740884 -1.48E-05 80.24145658VLLDLSAFLK 3 48526509 2xTMT6plex [N-Term; K10] 1.511 1.452 2.525612593 2.49 0 1577.007837 2 789.0073242 -0.29483208 -0.000232476 112.5687876LEQEEQQR 10 48526509 1xTMT6plex [N-Term] 1.266 1.602 1.433 3.385066509 32.24 0 1288.66946 2 644.8377686 -0.930456306 -0.000599525 19.71243309VVVVDCK 6 48526509 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.47 1.456 1.47 2.983912706 35.33 0 1276.769915 2 638.8882446 -0.550218312 -0.000351251 53.67947736
YMDGHHVK 4 48526509 2xTMT6plex [N-Term; K8] 1.376 1.34 2.782474279 17.88 0 1444.777125 3 482.2637329 -0.332196242 -0.000159983 20.17165899DISCLNR 6 48526509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.305 1.256 1.213 2.799165487 31.88 0 1106.582559 2 553.7952881 0.668998322 0.000370151 33.55753217

50345988 ATP5C1 ATP synthase subunit gamma, mitochondrial isoform L (liver) precursor 509 NP_001001973.1 41.94630872 1 1 13 205 298 32.975 9.22 0.91 0.86 0.84 0.87 Significant 0.000572
THSDQFLVAFK 12 50345988 2xTMT6plex [N-Term; K11] 0.949 0.989 0.956 4.599665642 53.25 0 1750.989227 2 875.99823 -0.024654099 -2.16E-05 60.25289341IYGLGSLALYEK 16 50345988 2xTMT6plex [N-Term; K12] 0.883 0.949 0.941 4.9187994 82.32 0 1785.056243 2 893.0305786 -1.323657698 -0.001181402 82.73815865SEVATLTAAGK 20 50345988 2xTMT6plex [N-Term; K11] 0.987 0.973 0.994 5.131842613 74.17 0 1505.893929 2 753.4502563 -0.460261293 -0.000346552 43.88559317ESTTSEQSAR 12 50345988 1xTMT6plex [N-Term] 1.129 1.388 1.08 3.847727299 57.51 0 1324.654203 2 662.8305054 -0.354219095 -0.000234609 14.49849472GLCGAIHSSIAK 8 50345988 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.933 0.91 1.034 3.985260248 25.09 0 1671.961632 3 557.9909058 -2.074123459 -0.001155952 43.9132494
EVMLVGIGDK 20 50345988 2xTMT6plex [N-Term; K10] 0.964 0.977 1.003 4.629540443 55.04 0 1518.896572 2 759.951416 -0.66914283 -0.000508179 66.63656623ELIEIISGAAALD 46 50345988 1xTMT6plex [N-Term] 0.912 0.862 0.837 3.580263138 81.03 0 1543.878055 2 772.4349976 -9.933888729 -0.007668356 108.0121963MTAMDNASK 6 50345988 2xTMT6plex [N-Term; K9] 0.738 0.711 0.862 3.899416924 48.78 0 1426.743442 2 713.8760986 1.036385086 0.000739328 30.95757012KHLLIGVSSDR 6 50345988 2xTMT6plex [N-Term; K1] 1.111 0.998 3.517798185 19.06 1 1683.03176 4 421.5133362 -0.145679626 -6.13E-05 37.59327443EVMLVGIGDK 10 50345988 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 1.098 1.006 1.051 2.982232809 35.79 0 1534.891487 2 759.951416 -0.66914283 -0.000508179 66.63656623NASEMIDK 8 50345988 2xTMT6plex [N-Term; K8] 0.845 0.949 0.894 3.696643114 36.05 0 1365.744822 2 683.3760986 0.072082005 4.92E-05 36.11334204
MTAMDNASK 6 50345988 2xTMT6plex [N-Term; K9]; 2xOxidation [M1; M4] 0.872 0.851 2.885275841 29.91 0 1458.733272 2 713.8760986 1.036385086 0.000739328 30.95757012

EVMLVGIGDKIR 2 50345988 2xTMT6plex [N-Term; K10] 0.873 0.897 3.295190334 1 1788.081747 3 596.6983643 -0.67510144 -0.000402379 66.79757763MTAMDNASK 12 50345988 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 0.859 1.01 0.978 2.798952818 35.17 0 1442.738357 2 713.8760986 1.036385086 0.000739328 30.95757012LTLTFNR 16 50345988 1xTMT6plex [N-Term] 1.068 1.016 0.896 2.655853033 24.41 0 1093.65671 2 547.3320313 0.069208189 3.78E-05 54.07021391ADIKGPEDK 5 50345988 3xTMT6plex [N-Term; K4; K9] 1.265 1.303 1.506 1.986505389 16.98 1 1659.988447 2 830.4986572 0.958153129 0.000795262 31.3605591650301240 EXOSC10 exosome component 10 isoform 1 5394 NP_001001998.1 37.62711864 1 25 25 128 885 100.768 8.46 1.34 1.45 1.39 1.39 Significant 0.00052 FALGSVVAVTK 8 50301240 2xTMT6plex [N-Term; K11] 1.344 1.529 1.406 4.936553955 57.67 0 1549.971786 2 775.489502 -0.037635362 -2.92E-05 75.50250777ERPQDRPEDLDVPPALADFIHQQR 4 50301240 1xTMT6plex [N-Term] 1.632 1.398 6.43976593 20.82 0 3071.58601 5 615.1208496 -3.53851824 -0.002173773 67.62972566SDMYILNESLTDPAIVK 6 50301240 2xTMT6plex [N-Term; K17] 1.28 1.627 5.222031593 53.62 0 2367.28817 3 789.7668457 -0.923415515 -0.000728664 85.34225024DFGLYVVNMFDTHQAAR 2 50301240 1xTMT6plex [N-Term] 1.145 4.05500412 16.26 0 2213.101089 3 743.7040405 0.701850449 0.000521497 67.88505579DFGLYVVNMFDTHQAAR 4 50301240 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.347 1.286 3.920614958 51.92 0 2229.096004 3 743.7040405 0.701850449 0.000521497 67.88505579
LENVLFGPHDCSHAPPDGYPIIPTSGSVPVQK 6 50301240 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C11] 1.348 1.887 1.353 6.51352644 16.1 0 3887.020215 4 972.5111694 0.677378616 0.000658246 81.07782741

IFIKPNAQKPLPQALSK 6 50301240 4xTMT6plex [N-Term; K4; K9; K17] 1.514 1.634 1.723 4.690427303 20.95 0 2809.783757 4 703.2002563 -1.623541087 -0.00114045 70.6527811VGILLDEASGVNK 12 50301240 2xTMT6plex [N-Term; K13] 1.027 1.282 1.202 4.228497028 56.44 0 1773.052221 3 591.6883545 -0.964654858 -0.000570128 73.37303398TEDFIIDTLELR 9 50301240 1xTMT6plex [N-Term] 1.694 1.396 1.082 4.327174187 41.15 0 1693.920983 2 847.4629517 -1.390790782 -0.001177945 87.06199415LLNCQEFAVDLEHHSYR 2 50301240 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.895 5.658685207 33.39 0 2360.16548 4 590.7963867 -0.747076853 -0.000440806 62.8804496
IAEELPKEPQGIIACCNPVPPLVR 2 50301240 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C15; C16] 1.51 4.366514683 18.4 1 3158.747018 3 1053.584595 -2.465113625 -0.002595557 79.49384035

KAQNIMESFENPFR 6 50301240 2xTMT6plex [N-Term; K1] 1.173 0.902 1.144 3.932027817 23.96 1 2169.15268 3 723.7214966 -1.26459236 -0.000914365 69.58572077ASGGLPQFGDEYDFYR 6 50301240 1xTMT6plex [N-Term] 1.81 2.042 1.808 3.509303093 34.79 0 2050.970786 2 1025.989136 0.101739321 0.000104332 72.69961829QQVVLENAAK 6 50301240 2xTMT6plex [N-Term; K10] 0.879 1.203 1.514 4.715660095 56.99 0 1557.936463 2 779.4714966 -0.478938619 -0.000373078 39.49999097SFPGFQAFCETQGDR 10 50301240 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.647 2.122 3.078 3.884215832 34.51 0 1975.916977 2 988.4625854 0.464300094 0.000458709 65.42804746
LYCNVDSNK 2 50301240 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 2.004 3.576323271 21.2 0 1570.829949 2 785.9189453 0.423320806 0.000332482 35.61567489
VLSATSATK 6 50301240 2xTMT6plex [N-Term; K9] 1.463 1.473 1.21 3.767049074 44.31 0 1335.824787 2 668.4158325 -0.298438045 -0.00019933 37.30941858IDNSNTPFLPK 2 50301240 2xTMT6plex [N-Term; K11] 1.326 3.333517313 27.46 0 1703.973242 2 852.4920654 2.119845128 0.00180608 61.07158938VSSQFDPNK 6 50301240 2xTMT6plex [N-Term; K9] 1.158 1.443 1.175 3.397072792 37.97 0 1479.820764 2 740.4134521 -0.768068102 -0.000568302 35.861351SEVAAGVK 6 50301240 2xTMT6plex [N-Term; K8] 1.715 1.412 1.638 3.075852633 45.43 0 1218.745809 2 609.8766479 0.172905979 0.000105364 29.02815365SMSFPTGK 2 50301240 2xTMT6plex [N-Term; K8] 1.884 2.20302844 16.66 0 1312.733529 2 656.8706055 0.308522248 0.000202504 45.90603713IRPLPEEMLSYAR 2 50301240 1xTMT6plex [N-Term] 1.823 3.611448526 18.39 0 1803.998856 3 602.0053101 1.397526264 0.000840379 74.02617925KAAEYGK 2 50301240 3xTMT6plex [N-Term; K1; K7] 2.02 2.901612043 21.1 1 1453.898176 3 485.3037109 -1.097963755 -0.000532109 26.17355012DPEPPEKEFTPYDYSQSDFK 1 50301240 3xTMT6plex [N-Term; K7; K20] 1.629 4.113666534 1 3106.550024 3 1036.185547 -2.554665124 -0.002645398 59.4541581AQNIMESFENPFR 4 50301240 1xTMT6plex [N-Term] 1.174 1.069 1.455 3.059984684 15.69 0 1811.894785 2 906.4486694 -2.606322868 -0.002361191 77.13468515IAEELPK 6 50301240 2xTMT6plex [N-Term; K7] 1.164 1.351 1.183 2.468596935 18.53 0 1257.78186 2 629.3938599 -1.126263212 -0.000708297 48.080295614506741 RPS7 40S ribosomal protein S7 6201 NP_001002.1 60.82474227 1 10 10 172 194 22.113 10.1 1.06 1.05 1.05 1.05 Significant 0.00001 AIIIFVPVPQLK 24 4506741 2xTMT6plex [N-Term; K12] 1.119 1.017 1.074 4.061499119 45.93 0 1796.181384 2 898.5943604 0.033227783 2.98E-05 108.00863TLTAVHDAILEDLVFPSEIVGK 51 4506741 2xTMT6plex [N-Term; K22] 1.015 1.081 1.064 6.23338747 38.58 0 2825.606467 4 707.1558838 -1.685306785 -0.001190503 109.1016157IVKPNGEKPDEFESGISQALLELEMNSDLK 2 4506741 4xTMT6plex [N-Term; K3; K8; K30] 0.925 4.708712578 20.15 0 4247.329091 4 1062.578491 -8.70101079 -0.009239014 107.6643557AQQNNVEHK 8 4506741 2xTMT6plex [N-Term; K9] 1.043 0.965 1.007 4.627169609 39.25 0 1525.84871 3 509.2872009 -1.088447882 -0.000553602 16.43180051DVNFEFPEFQL 14 4506741 1xTMT6plex [N-Term] 1.087 1.086 1.077 2.939365864 74.3 0 1613.80489 2 807.4060669 -0.020535901 -1.66E-05 101.9873835VETFSGVYK 16 4506741 2xTMT6plex [N-Term; K9] 1.13 1.072 1.025 4.003004551 55.17 0 1487.851002 2 744.4285278 -0.821826874 -0.000611378 52.29728672HVVFIAQR 32 4506741 1xTMT6plex [N-Term] 1.067 1.077 1.067 3.022656918 38.96 0 1198.725793 3 400.2467346 -0.11861977 -4.74E-05 33.99890375ELNITAAK 13 4506741 2xTMT6plex [N-Term; K8] 1.01 1.058 1.051 3.93094039 50.91 0 1317.814222 2 659.40979 -1.456170257 -0.000959481 46.98061768EIEVGGGR 9 4506741 1xTMT6plex [N-Term] 0.96 1.016 1.023 3.452493668 43.65 0 1045.583939 2 523.2955322 -0.144719969 -7.57E-05 22.49104224IVKPNGEKPDEFESGISQALLELEMNSDLK 1 4506741 4xTMT6plex [N-Term; K3; K8; K30]; 1xOxidation [M25] 0.921 3.654711962 0 4263.324006 4 1062.578491 -8.70101079 -0.009239014 107.6643557

VETFSGVYKK 2 4506741 3xTMT6plex [N-Term; K9; K10] 1.174 1.359 1.768778086 1 1845.108897 3 615.7073364 -0.780838821 -0.000480244 50.7926809470608082 NT5C3A cytosolic 5'-nucleotidase 3A isoform 1 51251 NP_001002010.1 22.61904762 1 7 7 30 336 37.924 7.12 0.55 0.65 0.63 0.61 Significant 0.0025 MADGVANVEHILK 6 70608082 2xTMT6plex [N-Term; K13] 0.503 0.543 0.588 5.184182167 36.89 0 1855.051175 3 619.0216675 -0.391136699 -0.00024186 63.34590369VVSNFMDFDETGVLK 8 70608082 2xTMT6plex [N-Term; K15] 0.517 0.683 0.595 3.996777058 45.58 0 2159.145863 3 720.3850708 -2.410072309 -0.001734566 88.07898317
VEEIICGLIK 6 70608082 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.636 0.785 0.719 4.675507069 58.38 0 1631.980636 2 816.4932861 -0.821311445 -0.000670182 94.35755322

NTEYFNQLK 2 70608082 2xTMT6plex [N-Term; K9] 0.629 2.766157627 33.22 0 1614.889178 2 807.9467163 -1.871430469 -0.001511076 50.02695774YPYMVEWYTK 2 70608082 2xTMT6plex [N-Term; K10] 0.739 2.87152195 19.66 0 1837.9599 2 919.4846191 1.121581189 0.001030711 77.82688311GELIHVFNK 2 70608082 2xTMT6plex [N-Term; K9] 0.566 3.303042889 30.52 0 1514.90952 3 505.6417542 0.785163177 0.000396484 52.92220718QAGVYHPNVK 4 70608082 2xTMT6plex [N-Term; K10] 0.557 0.813 3.065305471 16.72 0 1570.910582 3 524.3081665 -0.404916924 -0.000212029 26.79932074
50345294 HN1 hematological and neurological expressed 1 protein isoform 2 51155 NP_001002032.1 35.91160221 1 6 6 41 181 19.904 8.32 0.81 0.81 0.79 0.8 Significant 0.0000689

MASNIFGTPEENQASWAK 10 50345294 2xTMT6plex [N-Term; K18] 0.864 0.873 0.89 4.519543171 43.57 0 2439.237866 3 813.7495728 -1.51711251 -0.001233533 68.23932745VLRPPGGGSNFSLGFDEPTEQPVR 10 50345294 1xTMT6plex [N-Term] 1.603 0.699 6.562338352 23.2 0 2785.447057 3 929.1555176 1.77423023 0.001647341 72.16605117VLRPPGGGSNFSLGFDEPTEQPVRK 5 50345294 2xTMT6plex [N-Term; K25] 1.057 0.964 4.60428381 9.79 1 3142.704952 4 786.4302368 -1.856691756 -0.001458759 62.75530625EDLESSGLQR 6 50345294 1xTMT6plex [N-Term] 0.602 0.64 0.53 3.813466549 56.34 0 1362.706239 2 681.8562012 -0.816901118 -0.000556598 26.01963121SSGGREDLESSGLQR 4 50345294 1xTMT6plex [N-Term] 1.009 0.934 4.615116119 28.06 1 1806.914334 3 602.9769287 1.050920222 0.000632974 19.75785114GVDPNSR 6 50345294 1xTMT6plex [N-Term] 0.886 0.798 0.812 2.33679986 27.88 0 973.5264243 2 487.2666321 -0.448647138 -0.000218385 16.25306732301069320 WLS protein wntless homolog isoform 2 79971 NP_001002292.3 8.47145488 1 4 4 11 543 62.51 7.62 1.58 0.71 2.34 1.54 Non-Significant 0.0818
YYECDVLPFMEIGSVAHK 2 301069320 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C4] 1.943 5.017656326 42.43 0 2616.324238 3 872.7788696 -0.834160097 -0.000727478 88.30443096

WFVPWGPNHCDK 3 301069320 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.263 0.709 4.310245514 28.45 0 2001.020544 3 667.6781006 -0.397393315 -0.000265064 68.97215071
QSSLPAMSK 2 301069320 2xTMT6plex [N-Term; K9] 1.689 3.15072608 27.42 0 1406.807757 2 703.9069214 -0.846353424 -0.000595328 39.96081536FYLLNIR 4 301069320 1xTMT6plex [N-Term] 100 2.342 2.382202387 25.48 0 1167.708746 2 584.357666 -0.591207998 -0.000345179 78.092992750541946 GOLGA7 golgin subfamily A member 7 isoform a 51125 NP_001002296.1 28.46715328 1 4 4 20 137 15.814 7.05 0.91 0.87 0.99 0.92 Significant 0.00146 IYAPQGLLLTDPIER 12 50541946 1xTMT6plex [N-Term] 0.855 0.897 1.056 4.877984524 65.62 0 1928.105429 2 964.5553589 -1.031114031 -0.000994048 81.95900569YIQEQNEK 4 50541946 2xTMT6plex [N-Term; K8] 0.783 0.921 3.309095621 33.73 0 1509.831329 2 755.4190063 -0.392669483 -0.000296432 27.1330986QQFEETVR 2 50541946 1xTMT6plex [N-Term] 0.839 3.366442204 17.21 0 1265.668731 2 633.3381958 0.303137427 0.000191836 25.60972265FPAELENR 2 50541946 1xTMT6plex [N-Term] 1.043 2.414078474 2.84 0 1204.652353 2 602.829895 0.133149669 8.02E-05 45.154589650593021 NFU1 NFU1 iron-sulfur cluster scaffold homolog, mitochondrial isoform 2 27247 NP_001002755.1 14.17322835 1 3 3 25 254 28.444 5.07 0.88 0.86 0.93 0.89 Significant 0.000547 TMDFPTPAAAFR 4 50593021 1xTMT6plex [N-Term] 1.093 1.019 4.005600452 40.93 0 1553.798365 2 777.4021606 -0.849879217 -0.00066027 66.3454992SVFFGPDFITVTK 10 50593021 2xTMT6plex [N-Term; K13] 0.789 0.777 1.009 4.580920696 58.12 0 1916.093357 2 958.5509644 0.675818291 0.000647465 92.43193205FIPGKPVLETR 11 50593021 2xTMT6plex [N-Term; K5] 0.878 0.867 0.877 3.489051104 6.59 0 1715.061998 3 572.3589478 0.17052545 9.75E-05 59.27902664289547524 RAB11FIP1 rab11 family-interacting protein 1 isoform 3 80223 NP_001002814.2 3.975058457 1 4 4 14 1283 137.083 5.43 1.01 0.95 0.9 0.95 Significant 0.00111 ELEDYIDNLLVR 2 289547524 1xTMT6plex [N-Term] 0.901 3.598552704 31.67 0 1720.931882 2 860.9714355 2.157467004 0.001856427 95.82069018ASDHEGLLSDPLSDLQLVSDFK 4 289547524 2xTMT6plex [N-Term; K22] 1.454 0.537 5.224206448 23.48 0 2844.503124 3 948.836792 -2.56692755 -0.002433878 101.4916946VMEETPNILR 4 289547524 1xTMT6plex [N-Term] 0.852 0.902 3.764394999 31.36 0 1430.787466 2 715.897522 0.210475224 0.000150573 61.22105407ALLGLDK 4 289547524 2xTMT6plex [N-Term; K7] 0.992 1.003 1.944540381 14.18 0 1187.77638 2 594.3911133 -1.204349172 -0.000715249 58.73975911152963637 ZNF787 zinc finger protein 787 126208 NP_001002836.2 11.51832461 1 3 3 18 382 40.403 7.96 1.11 1.21 1.1 1.14 Significant 0.000948 AGGEEEDDDDEAAGGR 10 152963637 1xTMT6plex [N-Term] 0.361 0.68 1.808 4.483120441 74.89 0 1821.757224 2 911.3813477 -0.991030789 -0.000902709 15.63213654LHPELSGPGVAAK 6 152963637 2xTMT6plex [N-Term; K13] 1.14 1.168 1.091 5.796751499 55.52 0 1734.031426 3 578.6811523 -1.454344317 -0.000840626 53.11045557

THTGERPNACADCGK 2 152963637 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C10; C13] 1.395 3.761521578 16.59 0 2132.037727 4 533.7641602 -1.367722045 -0.000729009 15.8225055850845388 ANXA2 annexin A2 isoform 1 302 NP_001002858.1 77.03081232 1 36 36 2447 357 40.386 8.37 1.05 1.09 1.07 1.07 Significant 0.000116 DIISDTSGDFR 59 50845388 1xTMT6plex [N-Term] 0.798 0.845 0.858 4.604025364 64.07 0 1454.732454 2 727.8694458 -0.576503559 -0.000419329 43.75726874AEDGSVIDYELIDQDAR 144 50845388 1xTMT6plex [N-Term] 1.032 1.07 1.045 5.729702473 78.23 0 2138.045073 2 1069.525635 -0.505264722 -0.000540139 59.68047513SLYYYIQQDTK 95 50845388 2xTMT6plex [N-Term; K11] 1.14 1.184 1.191 4.320679665 61.62 0 1880.020586 2 940.5151978 1.34720217 0.001266384 66.45446216DALNIETAIK 192 50845388 2xTMT6plex [N-Term; K10] 1.071 1.088 1.07 5.184067726 70.14 0 1545.925229 2 773.4675903 1.7301898 0.001337372 61.86132682SYSPYDMLESIR 120 50845388 1xTMT6plex [N-Term] 1.092 1.056 1.082 5.027043343 62.4 0 1689.835538 3 563.9498291 -0.357665168 -0.000201465 72.00045374SALSGHLETVILGLLK 88 50845388 2xTMT6plex [N-Term; K16] 1.038 1.01 0.958 5.405587673 75.58 0 2109.304747 2 1055.157715 1.614891118 0.001703149 109.8942219
GDLENAFLNLVQCIQNKPLYFADR 35 50845388 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C13] 1.449 1.42 1.603 7.169389725 42.81 0 3296.750188 4 824.9417725 -1.494916499 -0.001232092 113.6234525

AYTNFDAERDALNIETAIK 6 50845388 2xTMT6plex [N-Term; K19] 1.549 2.308 2.354 4.4550457 22.57 1 2613.392452 3 871.800293 -2.344153763 -0.002042065 67.2073447GVDEVTIVNILTNR 275 50845388 1xTMT6plex [N-Term] 1.15 1.083 1.121 5.345411301 90.16 0 1772.011529 2 886.5093384 -0.072658775 -6.44E-05 83.76666775GLGTDEDSLIEIICSR 156 50845388 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.154 1.243 1.201 7.534954548 85.45 0 2007.026587 2 1004.013977 -2.944300029 -0.002954644 84.29032323TPAQYDASELK 96 50845388 2xTMT6plex [N-Term; K11] 0.965 1.051 1.051 4.779153824 57.78 0 1680.920872 2 840.9638062 -0.319137754 -0.000268223 41.90700048TDLEKDIISDTSGDFR 56 50845388 2xTMT6plex [N-Term; K5] 1.508 1.699 1.305 5.324659824 46.76 1 2270.191627 2 1135.598511 -0.8290206 -0.000941018 64.15719153LSLEGDHSTPPSAYGSVK 102 50845388 2xTMT6plex [N-Term; K18] 0.993 1.062 1.118 5.636793137 75.1 0 2303.228347 2 1152.116577 -1.072022724 -0.001234557 45.32434745TKGVDEVTIVNILTNR 4 50845388 2xTMT6plex [N-Term; K2] 1.892 1.76 4.347316742 16.24 1 2230.317102 3 744.1102905 -0.351487225 -0.000261309 78.40745543RAEDGSVIDYELIDQDAR 55 50845388 1xTMT6plex [N-Term] 0.988 1.052 1.295 8.113464355 58.04 1 2294.146184 2 1147.575806 -0.806156943 -0.000924721 49.81449224YKSYSPYDMLESIR 10 50845388 2xTMT6plex [N-Term; K2] 1.195 1.394 0.548 4.908949852 43.39 1 2210.156762 3 737.3901978 -0.326614063 -0.000240623 68.54103682TNQELQEINR 82 50845388 1xTMT6plex [N-Term] 1.122 0.947 0.903 4.620375156 56.5 0 1473.785886 2 737.395874 -0.959951604 -0.000707382 27.14794307SLYYYIQQDTKGDYQK 6 50845388 3xTMT6plex [N-Term; K11; K16] 1.668 0.894 1.08 4.480648994 14.43 1 2700.448794 3 900.8209839 -0.146353393 -0.00013174 64.62989868AYTNFDAER 63 50845388 1xTMT6plex [N-Term] 1.12 1.058 1.089 4.042415142 48.66 0 1315.647996 2 658.3272705 -0.555965104 -0.000365727 28.47901156SYSPYDMLESIR 105 50845388 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.962 1.071 1.096 4.235456944 36.49 0 1705.830453 3 563.9498291 -0.357665168 -0.000201465 72.00045374ALLYLCGGDD 47 50845388 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.18 1.229 1.234 2.690225124 54.25 0 1325.660869 2 663.3341064 0.050714799 3.36E-05 67.61720711QDIAFAYQR 40 50845388 1xTMT6plex [N-Term] 1.088 1.104 1.097 4.166040897 45.09 0 1340.716016 2 670.8615112 -0.201399147 -0.00013501 39.62766398DIISDTSGDFRK 11 50845388 2xTMT6plex [N-Term; K12] 1.301 1.403 1.3 4.473701477 30.25 1 1811.990349 2 906.4990234 0.232702674 0.000210827 46.16595492SVPHLQKVFDR 11 50845388 2xTMT6plex [N-Term; K7] 0.431 0.485 1.082 3.49759531 11.81 1 1784.058309 3 595.3572388 -0.642390106 -0.00038202 44.44692764KLMVALAK 12 50845388 3xTMT6plex [N-Term; K1; K8] 1.622 1.649 1.617 4.841187954 35.22 1 1561.047817 2 781.0231934 -5.577613418 -0.004353461 61.26176613KELASALK 34 50845388 3xTMT6plex [N-Term; K1; K8] 1.285 1.274 1.24 4.756238461 36.41 1 1547.01354 2 774.0105591 0.194958903 0.000150802 45.36666644DLYDAGVK 89 50845388 2xTMT6plex [N-Term; K8] 0.616 1.162 1.077 3.567059755 40.11 0 1338.766938 2 669.8869629 -0.215652734 -0.000144354 39.9744874DLYDAGVKR 26 50845388 2xTMT6plex [N-Term; K8] 3.534 3.13 2.686 3.140520811 22.79 1 1494.868049 3 498.9605103 -0.716664111 -0.000357106 33.82434041WISIMTER 38 50845388 1xTMT6plex [N-Term] 1.03 1.053 1.115 3.511912823 31.89 0 1264.692109 2 632.8494873 -0.325273339 -0.000205685 65.39252203TDLEKDIISDTSGDFRK 6 50845388 3xTMT6plex [N-Term; K5; K17] 2.154 1.624 1.547 5.259981155 16.55 2 2627.449522 4 657.6182861 0.682331377 0.000448198 62.30672432SVPHLQK 99 50845388 2xTMT6plex [N-Term; K7] 0.975 0.933 0.947 3.195842743 31.3 0 1266.793427 2 633.9006958 0.542717974 0.000343756 34.40254553LMVALAK 42 50845388 2xTMT6plex [N-Term; K7] 1.048 1.027 1.027 3.411444426 42.92 0 1203.789922 2 602.4002686 2.773265762 0.001669215 67.74250396SEVDMLK 38 50845388 2xTMT6plex [N-Term; K7] 1.188 1.196 1.177 3.753886461 38.64 0 1279.733195 2 640.3717041 2.294730758 0.001468322 55.2230483ELASALK 20 50845388 2xTMT6plex [N-Term; K7] 1.136 1.156 1.098 3.319636583 36.18 0 1189.755645 2 595.3821411 1.143618497 0.000680313 56.08776473KGTDVPK 33 50845388 3xTMT6plex [N-Term; K1; K7] 1.059 1.041 1.048 2.585927725 10.47 1 1431.913826 2 716.4597778 -1.080306586 -0.000773453 27.46453178
KLMVALAK 18 50845388 3xTMT6plex [N-Term; K1; K8]; 1xOxidation [M3] 1.429 1.427 1.359 2.223823786 18.44 1 1577.042732 2 781.0231934 -5.577613418 -0.004353461 61.26176613



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

EMYKTDLEK 5 50845388 3xTMT6plex [N-Term; K4; K9] 1.496 1.983 1.801 2.824589252 1.81 1 1844.044248 3 615.3532104 0.4503838 0.000276843 42.17686819DALNIETAIKTKGVDEVTIVNILTNR 2 50845388 3xTMT6plex [N-Term; K10; K12] 0.479 0.765 2.800738096 2 3528.061558 4 882.7709351 0.099798252 8.80E-05 104.7307115WISIMTER 35 50845388 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.048 1.02 1.054 2.539223671 24.52 0 1280.687024 2 632.8494873 -0.325273339 -0.000205685 65.39252203SEVDMLK 39 50845388 2xTMT6plex [N-Term; K7]; 1xOxidation [M5] 1.173 1.146 1.163 1.897858858 18.18 0 1295.72811 2 640.3717041 2.294730758 0.001468322 55.2230483LMVALAK 53 50845388 2xTMT6plex [N-Term; K7]; 1xOxidation [M2] 1.058 1.039 1.032 2.391272306 24.3 0 1219.784837 2 602.4002686 2.773265762 0.001669215 67.74250396
50962882 GPATCH8 G patch domain-containing protein 8 isoform 1 23131 NP_001002909.1 8.055925433 1 10 10 28 1502 164.098 8.66 1.05 1 0.76 0.94 Significant 0.00901

KPSVSEEVQATPNK 4 50962882 3xTMT6plex [N-Term; K1; K14] 0.931 0.922 4.729144096 28.32 0 2201.274458 3 734.4282837 -1.890021376 -0.001386819 38.16569248DESTALQWPSELLIFTK 4 50962882 2xTMT6plex [N-Term; K17] 1.151 0.807 3.128119946 26.87 0 2436.342648 3 812.784668 -1.312452398 -0.001065861 108.5481403SLPAEEGSSGK 4 50962882 2xTMT6plex [N-Term; K11] 1.64 0.826 3.208623648 29.03 0 1519.836808 2 760.4221191 0.100972189 7.67E-05 27.93392577ETSMTEPSEPGSK 4 50962882 2xTMT6plex [N-Term; K13] 0.674 1.226 3.243959904 44.34 0 1837.925365 2 919.46698 0.717276644 0.00065915 29.19281592AAASQGAEK 2 50962882 2xTMT6plex [N-Term; K9] 1.11 3.759745836 38.71 0 1290.741786 2 645.8743286 -0.313884188 -0.000202572 17.2164139ETSLATPAGK 2 50962882 2xTMT6plex [N-Term; K10] 0.739 3.175074339 21.66 0 1432.841165 2 716.9243774 0.218372294 0.000156446 34.58963935DHLQGLDPGEPNK 2 50962882 2xTMT6plex [N-Term; K13] 1.12 4.332987785 19.81 0 1878.012147 3 626.675354 -0.339666749 -0.000212633 35.45148937
AEPSISYSCNPLYFDFK 2 50962882 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C9] 1.062 3.055994987 5.42 0 2496.252119 3 832.7559814 0.509594335 0.000424025 86.82081579

LESIASVFK 2 50962882 2xTMT6plex [N-Term; K9] 1.021 2.414401054 4.25 0 1451.887387 2 726.4472046 -0.175468369 -0.00012738 84.01321889SSDQGLQK 2 50962882 2xTMT6plex [N-Term; K8] 0.805 2.55469346 13.3 0 1320.75235 2 660.8800659 0.382210895 0.000252403 30.3887445150897284 PTRH1 probable peptidyl-tRNA hydrolase 138428 NP_001002913.1 26.63551402 1 3 3 10 214 22.922 10.56 1.13 1.36 1.1 1.19 Significant 0.00468 HCAADLALAPLGDAQLVLLRPR 2 50897284 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.978 6.22795105 21.61 0 2599.470376 4 650.621521 -2.355181917 -0.001530556 85.35143851AAELFGLTAEEVYLVHDELDKPLGR 6 50897284 2xTMT6plex [N-Term; K21] 1.291 1.735 1.101 8.866528511 48.41 0 3243.76655 4 811.6965942 -0.617330762 -0.000500619 104.6375777ATDLILDHIR 2 50897284 1xTMT6plex [N-Term] 0.858 2.106834888 2.37 0 1395.81573 3 465.9434509 0.049922924 2.32E-05 58.0847515550962817 TWISTNB DNA-directed RNA polymerase I subunit RPA43 221830 NP_001002926.1 6.804733728 1 2 2 8 338 37.409 6.98 1.26 0.98 1.18 1.14 Significant 0.00529
YSESLLGVPIAYDNIK 2 50962817 2xTMT6plex [N-Term; K16] 1.489 3.577322483 27.7 0 2240.257856 3 747.4239502 -0.249410603 -0.000186248 88.7883982LMGIVNK 6 50962817 2xTMT6plex [N-Term; K7] 1.132 0.984 1.181 2.490786791 16.72 0 1232.780086 2 616.8931274 -0.898268232 -0.000553684 57.249833054506743 RPS8 40S ribosomal protein S8 6202 NP_001003.1 55.28846154 1 11 11 248 208 24.19 10.32 1.04 1.03 1.05 1.04 Significant 0.0000308 LTPEEEEILNK 35 4506743 2xTMT6plex [N-Term; K11] 0.964 1.034 0.962 4.104282856 48.76 0 1773.004602 2 887.0050049 -1.053885801 -0.000934272 61.60702969IIDVVYNASNNELVR 51 4506743 1xTMT6plex [N-Term] 0.951 0.976 1.04 4.456501007 56.94 0 1948.070106 2 974.5378418 -0.872328077 -0.000849678 74.96589261ISSLLEEQFQQGK 42 4506743 2xTMT6plex [N-Term; K13] 1.026 0.981 1.051 5.2437253 72.05 0 1965.105713 2 983.0560303 -0.472607208 -0.000464362 75.5135343NCIVLIDSTPYR 18 4506743 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.15 1.004 1.26 4.144932747 35.45 0 1679.898808 2 840.4522095 -0.99137798 -0.000832707 57.53604343
LDVGNFSWGSECCTR 27 4506743 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C13] 1.178 1.238 1.159 5.789715767 60.07 0 2016.910512 2 1008.957397 -1.48408078 -0.001496629 63.26153689QWYESHYALPLGR 18 4506743 1xTMT6plex [N-Term] 1.148 0.966 0.992 6.031292915 37.41 0 1848.959434 3 616.9909668 -0.587724833 -0.000362226 56.68551683ADGYVLEGK 30 4506743 2xTMT6plex [N-Term; K9] 1.119 1.148 1.114 4.201207638 45.54 0 1409.804052 2 705.4049683 -0.987170211 -0.000695858 44.96273125LTPEEEEILNKK 6 4506743 3xTMT6plex [N-Term; K11; K12] 1.097 0.964 1.081 4.939859867 23.66 1 2130.262497 3 710.7584229 -0.836209301 -0.000593782 62.03702443
LLACIASRPGQCGR 3 4506743 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C12] 1.049 1.423 3.694089174 3.92 0 1787.957008 3 596.6577148 0.885307221 0.00052763 45.6418741

YELGRPAANTK 8 4506743 2xTMT6plex [N-Term; K11] 1.399 1.36 1.259 3.095328569 7.6 0 1677.968825 3 559.994812 0.630145888 0.000352455 30.40191394KYELGRPAANTK 10 4506743 3xTMT6plex [N-Term; K1; K12] 1.039 1.087 1.11 3.146308422 8.22 1 2035.22672 3 679.0799561 -0.690569715 -0.000468489 31.29483557
51173730 SMAD2 mothers against decapentaplegic homolog 2 isoform 1 4087 NP_001003652.1 11.56316916 1 1 5 26 467 52.273 6.58 0.76 0.81 0.9 0.82 Significant 0.00247 VETPVLPPVLVPR 12 51173730 1xTMT6plex [N-Term] 0.752 0.901 0.892 4.551781178 41.32 0 1645.024994 2 823.0159302 -0.249557568 -0.000205264 83.50331267FCLGLLSNVNR 2 51173730 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.196 3.483220339 26.87 0 1521.840899 2 761.4246826 0.781668028 0.000594787 75.6531771VLTQMGSPSVR 6 51173730 1xTMT6plex [N-Term] 0.601 0.708 0.687 3.101975679 32.98 0 1403.787801 2 702.3959961 -2.197613128 -0.001542491 44.4598472YGWHPATVCK 4 51173730 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 0.923 0.916 3.124616861 19.88 0 1676.898303 3 559.6369019 -1.282787149 -0.000717035 39.57824257

GLPHVIYCR 2 51173730 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.182 3.052541733 21.54 0 1343.745542 3 448.5867004 0.004352282 1.95E-06 38.70948194
51479141 ATP5J ATP synthase-coupling factor 6, mitochondrial isoform b precursor 522 NP_001003701.1 47.4137931 1 5 5 55 116 13.38 9.07 0.81 0.76 0.8 0.79 Significant 0.000374

QTSGGPVDASSEYQQELER 12 51479141 1xTMT6plex [N-Term] 0.779 0.813 0.756 7.445070267 77.17 0 2310.104713 3 770.7053223 -1.428369505 -0.001099894 38.46728354QMFGNADMNTFPTFK 4 51479141 2xTMT6plex [N-Term; K15]; 1xOxidation [M2] 0.98 0.946 3.111919403 14.53 0 2223.097867 2 1120.04187 -7.288047979 -0.008159308 60.26326744
QMFGNADMNTFPTFK 6 51479141 2xTMT6plex [N-Term; K15]; 2xOxidation [M2; M8] 0.893 2.975322723 16.42 0 2239.092782 2 1120.04187 -7.288047979 -0.008159308 60.26326744

FEDPKFEVIEKPQA 11 51479141 3xTMT6plex [N-Term; K5; K11] 0.976 1.348 1.383 3.838125944 9.45 1 2364.34181 3 788.7850342 -0.533028233 -0.000420087 64.29151824FEVIEKPQA 16 51479141 2xTMT6plex [N-Term; K6] 0.695 0.597 0.656 3.07339263 27.72 0 1518.893201 2 759.9510498 1.067908773 0.00081102 57.22603252ELDPIQK 6 51479141 2xTMT6plex [N-Term; K7] 0.732 0.758 0.759 2.928621054 20.96 0 1300.787673 2 650.8970337 -0.67848674 -0.000441284 45.7416459251317384 GLE1 nucleoporin GLE1 isoform 1 2733 NP_001003722.1 4.011461318 1 2 2 18 698 79.786 7.43 1.79 1.65 1.45 1.63 Significant 0.00364 ASSESSYPTAESQAEAER 12 51317384 1xTMT6plex [N-Term] 1.734 2.39 1.839 4.507466316 43.95 0 2128.983201 3 710.3325195 -0.091985813 -6.53E-05 23.44097885RQDEEEAQVK 6 51317384 2xTMT6plex [N-Term; K10] 1.801 1.513 1.385 4.830029011 27.21 1 1689.917184 3 563.9770508 -0.34593781 -0.000194869 25.95168859
51242955 STRADA STE20-related kinase adapter protein alpha isoform 1 92335 NP_001003787.1 7.192575406 1 2 2 4 431 48.338 6.48 0.94 1.09 0.89 0.97 Significant 0.00379

VLPWLSPEVLQQNLQGYDAK 2 51242955 2xTMT6plex [N-Term; K20] 0.886 4.582163811 41.26 0 2756.538722 3 919.5154419 -2.521178589 -0.002316575 105.9360667YKPTGEYVTVR 2 51242955 2xTMT6plex [N-Term; K2] 0.937 1.094 2.610985518 0 1771.015441 3 591.0101318 0.226439478 0.000133676 39.4053502851317376 SNU13 NHP2-like protein 1 4809 NP_001003796.1 53.125 1 7 7 96 128 14.165 8.46 1.21 1.15 1.16 1.17 Significant 0.00025 QQIQSIQQSIER 12 51317376 1xTMT6plex [N-Term] 1.124 1.035 1.377 4.85449791 49.93 0 1686.933613 2 843.9696655 -0.923880644 -0.000779263 43.41070121AYPLADAHLTK 20 51317376 2xTMT6plex [N-Term; K11] 1.151 1.094 1.106 4.959201813 46.45 0 1657.967763 3 553.3280029 1.020960178 0.00056424 58.36256535
LLDLVQQSCNYK 36 51317376 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.11 1.076 1.102 4.12444067 49.58 0 1939.072304 2 970.0391235 -0.687931896 -0.000666975 73.51199198

ACGVSRPVIACSVTIK 6 51317376 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C2; C11] 1.759 2.606 1.567 4.587889671 35.92 0 2176.234636 3 726.0821533 -1.253995786 -0.000909663 51.74077546
KLLDLVQQSCNYK 6 51317376 3xTMT6plex [N-Term; K1; K13]; 1xCarbamidomethyl [C10] 1.823 1.676 1.548 4.804271698 28.54 1 2296.330199 3 766.1088867 -7.878855469 -0.006030818 70.38193099

KGANEATK 4 51317376 3xTMT6plex [N-Term; K1; K8] 1.448 1.197 3.747283459 18.84 1 1505.925453 3 502.6463318 -0.671413495 -0.000337033 18.68830072NVPYVFVR 12 51317376 1xTMT6plex [N-Term] 1.08 1.129 1.21 3.145356894 34.16 0 1222.714559 2 611.8604736 -0.726869872 -0.000444377 55.0923333751479166 BICD2 protein bicaudal D homolog 2 isoform 1 23299 NP_001003800.1 28.65497076 1 22 22 95 855 96.746 5.44 0.87 0.89 0.95 0.9 Significant 0.000707 LLQDYSELEEENISLQK 4 51479166 2xTMT6plex [N-Term; K17] 1.032 0.978 4.908735275 47.06 0 2509.34377 3 837.1190796 -0.432308431 -0.000361603 79.75823533RLEEETEYLNSQLEDAIR 4 51479166 1xTMT6plex [N-Term] 0.937 0.707 5.437670231 10.81 1 2437.240813 3 813.0874023 2.80687949 0.002280347 71.40293553ADGGTGDSSPSPGSSLPSPLSDPR 8 51479166 1xTMT6plex [N-Term] 1.294 100 1.77 4.431186199 32.03 0 2470.189505 3 824.0682373 0.264463136 0.000217758 46.15652062IQAAEYGLAVLEEK 12 51479166 2xTMT6plex [N-Term; K14] 0.912 0.964 0.987 4.81264019 76.34 0 1992.141764 2 996.5757446 1.22924877 0.001224419 88.2660296IASQELGPAVDKDKEALMEEILK 4 51479166 4xTMT6plex [N-Term; K12; K14; K23] 0.533 1.798 7.607913494 22.02 2 3443.984109 4 861.7463989 -5.906800447 -0.005085732 96.59312549IASQELGPAVDKDK 2 51479166 3xTMT6plex [N-Term; K12; K14] 0.695 3.521248817 23.34 1 2158.268645 3 720.0930786 -1.835758568 -0.001320687 47.48446272LELLELDHEQTR 6 51479166 1xTMT6plex [N-Term] 0.855 0.812 1.286 4.884493828 35.15 0 1724.93803 3 575.6505127 -0.60569368 -0.000348261 59.74340521EINQNVEIQR 6 51479166 1xTMT6plex [N-Term] 1.111 1.082 0.832 4.573982239 52.6 0 1471.806622 2 736.4072266 0.376989064 0.000277428 29.95966948QLAAAEDEKK 5 51479166 3xTMT6plex [N-Term; K9; K10] 1.058 0.983 1.035 4.056163311 8.92 1 1790.062675 3 597.3590088 -0.112673604 -6.72E-05 32.70014192LASVAQELK 2 51479166 2xTMT6plex [N-Term; K9] 1.024 3.77986145 26.72 0 1416.882636 2 708.9457397 1.105654165 0.000783291 61.32856222KVLELQTELK 6 51479166 3xTMT6plex [N-Term; K1; K10] 0.837 0.939 0.96 3.612686157 16.67 1 1888.208611 3 630.0738525 -0.850744353 -0.000535461 58.77071836GSLSEQQEK 4 51479166 2xTMT6plex [N-Term; K9] 1.021 1.123 3.520356655 47.88 0 1463.810593 2 732.4087524 -0.249497571 -0.000182609 21.422093REPMNIYNLIAIIR 2 51479166 1xTMT6plex [N-Term] 1.283 3.087573528 6.86 1 1945.125453 3 649.0454712 -1.84713833 -0.001197639 98.77387127VLELQTELK 2 51479166 2xTMT6plex [N-Term; K9] 0.931 3.516276598 24.45 0 1530.950716 2 765.9741821 -6.289002048 -0.004814076 73.23657363LTENLSALR 4 51479166 1xTMT6plex [N-Term] 0.594 0.53 3.255937815 24.03 0 1245.736417 2 623.3710327 -1.306970151 -0.00081407 51.12212576YHVAVAEAGELR 2 51479166 1xTMT6plex [N-Term] 0.823 3.359503746 16.06 0 1543.843007 3 515.2856445 -0.406016834 -0.000208942 39.98707381LSHELAETTR 4 51479166 1xTMT6plex [N-Term] 1.069 0.879 3.434661627 14.82 0 1385.758609 3 462.5903931 -1.43092799 -0.000660974 26.87529733AMVTETMMK 2 51479166 2xTMT6plex [N-Term; K9] 0.757 3.095201731 4.42 0 1499.803599 2 750.4057617 0.431654852 0.000323699 52.72199808LVMEAQPEWLR 10 51479166 1xTMT6plex [N-Term] 0.926 0.827 1.166 3.785109043 26.15 0 1600.871864 2 800.9353027 -5.331864117 -0.004267816 71.10721766EAQHAEEK 2 51479166 2xTMT6plex [N-Term; K8] 0.761 2.272846937 13.62 0 1399.758164 3 467.2576294 0.122087942 5.70E-05 15.37026649GLLAPEAGR 2 51479166 1xTMT6plex [N-Term] 0.937 2.257873535 19.14 0 1112.662524 2 556.8363037 2.522761228 0.001403491 33.58262707EQITTLR 2 51479166 1xTMT6plex [N-Term] 1.064 2.863461971 18.25 0 1089.646539 2 545.3264771 -0.790998187 -0.000430954 29.7475947351477708 HNRNPD heterogeneous nuclear ribonucleoprotein D0 isoform d 3184 NP_001003810.1 47.73519164 1 2 18 310 287 30.653 8.41 1.3 1.22 1.43 1.32 Significant 0.00215
MFIGGLSWDTTK 30 51477708 2xTMT6plex [N-Term; K12] 1.199 1.222 1.233 4.744407654 66.71 0 1813.992263 2 907.4989014 -0.957471352 -0.000868423 82.40754457EYFGGFGEVESIELPMDNK 26 51477708 2xTMT6plex [N-Term; K19]; 1xOxidation [M16] 1.446 1.41 1.506 4.935970306 56.5 0 2635.300191 2 1310.154907 -1.045520314 -0.001369268 89.43194737EYFGGFGEVESIELPMDNK 47 51477708 2xTMT6plex [N-Term; K19] 1.403 1.408 1.448 4.976861 62.29 0 2619.305276 2 1310.154907 -1.045520314 -0.001369268 89.43194737IFVGGLSPDTPEEK 26 51477708 2xTMT6plex [N-Term; K14] 1.409 1.419 1.411 4.987428188 84.82 0 1947.083915 2 974.0450439 -0.566652196 -0.00055166 65.84599201

FGEVVDCTIK 60 51477708 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.301 1.332 1.379 4.480134964 61.25 0 1625.8973 2 813.4528198 0.653619658 0.000531359 62.45080407
GGDQQSGYGK 8 51477708 2xTMT6plex [N-Term; K10] 1.299 1.431 3.536806107 54.31 0 1454.763978 2 727.885498 -0.177483258 -0.000129098 18.06974181

GFCFITFKEEEPVKK 3 51477708 4xTMT6plex [N-Term; K8; K14; K15]; 1xCarbamidomethyl [C3] 0.645 2.049 3.616906881 11.22 2 2775.592511 4 694.6539917 0.58579812 0.000406484 75.51644757
KYHNVGLSK 16 51477708 3xTMT6plex [N-Term; K1; K9] 1.45 1.508 1.464 4.156507969 30.66 1 1733.067701 2 867.0384521 1.111876284 0.000963478 30.31144524MFIGGLSWDTTKK 6 51477708 3xTMT6plex [N-Term; K12; K13] 2.25 2.568 3.482 4.212378502 21.45 1 2171.250158 3 724.4180908 -4.807695246 -0.00347957 82.02590822IDASKNEEDEGK 6 51477708 3xTMT6plex [N-Term; K5; K12] 1.576 3.558 1.732 3.028502464 17.33 1 2022.095825 2 1011.549805 -1.727165922 -0.001746247 27.92865025

GFCFITFK 14 51477708 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.089 1.007 1.005 3.536146879 43.99 0 1477.827764 2 739.4174194 -0.136756676 -0.000101051 83.84008001
GFGFVLFK 26 51477708 2xTMT6plex [N-Term; K8] 1.324 1.34 1.422 3.453080177 42.82 0 1372.839315 2 686.9240112 1.042212968 0.000715395 92.68671241YHNVGLSK 6 51477708 2xTMT6plex [N-Term; K8] 1.215 1.443 1.112 2.910006046 26.39 0 1375.809806 2 688.4082642 -0.402715321 -0.00027703 30.62788459DLKDYFSK 22 51477708 3xTMT6plex [N-Term; K3; K8] 1.853 2.669 2.037 2.964508295 20.37 1 1702.998284 2 852.0019531 -0.971292817 -0.000827055 57.33451413ESESVDK 12 51477708 2xTMT6plex [N-Term; K7] 1.362 1.423 1.31 2.824860096 31.03 0 1251.683268 2 626.3452759 0.005862356 3.67E-06 18.98848859NEEDEGK 12 51477708 2xTMT6plex [N-Term; K7] 0.858 0.896 1.01 2.878477573 21.82 0 1278.657781 2 639.8327637 0.367114451 0.000234707 100.2332475EEEPVKK 9 51477708 3xTMT6plex [N-Term; K6; K7] 1.346 1.247 1.564 2.522704601 22.12 1 1545.94552 2 773.4758911 -0.656118488 -0.000507162 25.23811794LDPITGR 6 51477708 1xTMT6plex [N-Term] 1.418 1.372 1.357 2.68556881 23.52 0 1000.598861 2 500.8031616 0.18553108 9.28E-05 34.7363829ESESVDKVMDQK 5 51477708 3xTMT6plex [N-Term; K7; K12]; 1xOxidation [M9] 2.511 3.321 2.201 2.539875507 1 2098.130497 3 700.0479736 -0.538070232 -0.000376314 29.5620080351702245 MANBAL protein MANBAL 63905 NP_001003897.1 23.52941176 1 2 2 8 85 9.461 9.16 1.08 0.93 1.09 1.04 Significant 0.0025 SHEAEAEPSEPR 2 51702245 1xTMT6plex [N-Term] 0.668 4.535126686 23.08 0 1567.75498 3 523.2564087 -0.195888889 -0.000102369 15.09241557AAVPSVNK 6 51702245 2xTMT6plex [N-Term; K8] 1.079 1.002 1.093 2.715244055 22.09 0 1243.777443 2 622.3908691 -2.397035552 -0.001490689 44.7389252614141193 RPS9 40S ribosomal protein S9 6203 NP_001004.2 53.60824742 1 14 14 209 194 22.578 10.65 1.07 1.07 1.09 1.08 Significant 0.0000383 GQGGAGAGDDEEED 12 14141193 1xTMT6plex [N-Term] 0.983 1.06 0.936 4.257112026 74.39 0 1535.629505 2 768.3182983 -0.120152883 -9.23E-05 14.90585438KGQGGAGAGDDEEED 17 14141193 2xTMT6plex [N-Term; K1] 0.876 0.84 0.932 4.475667953 65.94 1 1892.8874 2 946.9471436 -0.205527611 -0.00019452 16.06223999KQVVNIPSFIVR 9 14141193 2xTMT6plex [N-Term; K1] 1.224 1.631 1.231 5.456597328 33.55 1 1858.16786 3 620.0601196 -1.105337858 -0.000684634 70.90113709MKLDYILGLK 19 14141193 3xTMT6plex [N-Term; K2; K10] 2.179 2.12 2.246 4.459593296 25.27 1 1881.185039 3 627.7335815 0.612783369 0.000384253 88.30633205QVVNIPSFIVR 13 14141193 1xTMT6plex [N-Term] 1.077 0.985 1.084 3.741745234 39.13 0 1500.909965 2 750.9584351 -0.247238556 -0.000185541 77.98556376ELLTLDEKDPR 12 14141193 2xTMT6plex [N-Term; K8] 1.093 1.232 1.096 4.043480396 29.77 1 1787.031485 2 894.020874 1.671082407 0.001493138 50.7997286LFEGNALLR 8 14141193 1xTMT6plex [N-Term] 0.937 0.943 1.302 3.700559378 38.65 0 1261.746588 2 631.3762817 -1.031025921 -0.000650447 63.44643507LDYILGLK 24 14141193 2xTMT6plex [N-Term; K8] 0.913 0.999 0.959 3.584524632 44.94 0 1392.886659 2 696.9465942 -0.53646392 -0.000373617 87.11289336LIGEYGLR 22 14141193 1xTMT6plex [N-Term] 1.053 1.053 1.016 3.414294243 36.49 0 1149.682925 2 575.3449707 -0.226256948 -0.000130062 53.10557957IGVLDEGK 12 14141193 2xTMT6plex [N-Term; K8] 0.802 0.898 0.839 3.235456467 34.79 0 1288.787673 2 644.8978271 0.546518941 0.000352173 50.61743683SPYGGGRPGR 10 14141193 1xTMT6plex [N-Term] 1.097 1.034 1.155 3.524964809 17.45 0 1232.669734 3 411.5612793 -0.364882306 -0.000149926 15.64007307LQTQVFK 23 14141193 2xTMT6plex [N-Term; K7] 0.95 0.949 0.962 2.985362291 36.21 0 1321.824393 2 661.4154053 -0.650081152 -0.000429647 48.6400195IEDFLER 21 14141193 1xTMT6plex [N-Term] 1.007 1.081 1.097 3.385510921 35.63 0 1150.630555 2 575.8182983 -1.073237893 -0.00061745 59.68612921HIDFSLR 4 14141193 1xTMT6plex [N-Term] 0.919 0.831 2.705982447 6.63 0 1116.636309 2 558.8220825 0.518807295 0.00028966 45.03619301MKLDYILGLK 3 14141193 3xTMT6plex [N-Term; K2; K10]; 1xOxidation [M1] 2.03 2.055 2.343657494 21.71 1 1897.179954 3 627.7335815 0.612783369 0.000384253 88.30633205

51944971 NOMO2 nodal modulator 2 isoform 1 precursor 283820 NP_001004060.1 37.17442778 1 1 31 227 1267 139.351 5.76 1.73 1.89 1.55 1.72 Significant 0.00323
VSCLDTCGDLLVTLQSLSR 20 51944971 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C7] 1.148 1.142 3.344 5.730023384 50.72 0 2366.225697 3 789.4110107 -3.050627607 -0.002406158 98.75069353

ELLFYPPSMEAVVSGESCPGK 8 51944971 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C18] 1.073 1.293 0.997 4.154350758 44.95 0 2755.408696 3 919.1408081 -0.299336209 -0.000274931 92.289545
FEPSSQMIEVQEGQNLK 12 51944971 2xTMT6plex [N-Term; K17] 1.304 1.296 1.141 5.134962559 42.33 0 2422.268831 3 808.0934448 -1.259206783 -0.001016712 62.08666767VIEVGNNDIDDVNIIVFR 4 51944971 1xTMT6plex [N-Term] 0.968 1.154 3.816431522 59.34 0 2273.233877 2 1137.120605 0.025205282 2.86E-05 89.28876305IEPVFHVMGFSVTGR 6 51944971 1xTMT6plex [N-Term] 1.322 0.995 1.635 4.414888382 37.72 0 1905.025405 3 635.6796875 -0.470140712 -0.000298543 78.35262702IAPNTPQLADIVATGFSVCGR 6 51944971 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.731 1.888 1.553 6.042834282 53.55 0 2416.285595 3 806.0998535 -0.243350011 -0.000196001 90.55317389VLPGDYEILATHPTWALK 6 51944971 2xTMT6plex [N-Term; K18] 1.089 1.23 1.258 5.669607162 56.65 0 2482.411003 3 828.1417236 -0.155079704 -0.000128324 88.13056462VQVMVPEAETR 6 51944971 1xTMT6plex [N-Term] 1.173 1.037 1.009 3.865587711 41.5 0 1487.80893 2 744.4082642 0.216311588 0.000160915 45.70370039DGENYVVLLDSTLPR 10 51944971 1xTMT6plex [N-Term] 1.24 0.789 1.252 4.739712238 47.34 0 1920.027573 3 640.6784668 -3.502902495 -0.00224189 81.73472362VNAMTFTFDNVLPGK 14 51944971 2xTMT6plex [N-Term; K15] 1.259 1.143 1.185 4.882342339 39.97 0 2112.156368 3 704.723938 0.422646191 0.000297565 89.71204782GASSPLITVFTDDK 12 51944971 2xTMT6plex [N-Term; K14] 0.856 0.941 0.806 4.631715298 53.45 0 1909.068265 2 955.0365601 -1.268175087 -0.001210516 82.54947148QINQFDLSGNVITSSEYLPTLWVK 4 51944971 2xTMT6plex [N-Term; K24] 0.68 1.134 5.476353168 40.39 0 3210.745086 3 1070.916626 -3.040160477 -0.003253727 106.562093

EDVLGCNVSPVPGFQPQDESLVYLCYTVSR 2 51944971 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C25] 4.709048748 19.69 0 3657.77665 3 1219.932129 1.417229439 0.00172797 94.29793907
GASSPLITVFTDDKGAYSVGPLHSDLEYTVTSQK 2 51944971 3xTMT6plex [N-Term; K14; K34] 2.014 4.209879875 25.69 1 4271.269044 4 1068.572388 -0.309778835 -0.000330787 90.12189479EDGSFSFYSLPSGGYTVIPFYR 5 51944971 1xTMT6plex [N-Term] 2.356 1.597 5.181950569 36.05 0 2718.328899 3 906.7818604 0.782957017 0.000709445 97.84616487

GLLPGCVYHVQLK 12 51944971 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 1.104 1.187 1.116 5.312729836 52.06 0 1942.134845 3 648.0501099 0.479467142 0.000310397 67.72430814
SSIDSEPALVLGPLK 8 51944971 2xTMT6plex [N-Term; K15] 0.944 1.137 1.226 4.689858437 37.93 0 1984.173064 2 992.5898438 -0.329124516 -0.00032652 79.11192011

IEPPLGWSFEPTTVELHVDGVSDICTK 6 51944971 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C25] 1.585 1.506 5.378606319 22.28 0 3484.807428 4 871.9571533 -0.185057213 -0.000161222 97.22359721EQQLAEIEAR 6 51944971 1xTMT6plex [N-Term] 1.119 1.025 1.084 4.150734901 59.83 0 1415.769174 2 708.3869629 -1.783036951 -0.001262184 36.13143807EHLYFETVTIK 10 51944971 2xTMT6plex [N-Term; K11] 1.298 1.251 1.275 3.696930408 25.61 0 1838.046407 3 613.3533325 -0.523747062 -0.00032089 60.00254856EGYVLTAVEGTIGDFK 2 51944971 2xTMT6plex [N-Term; K16] 1.224 4.735544682 29.66 0 2157.184357 3 719.7318726 -1.526241468 -0.001097461 96.50625319IQSTVTQPGGK 8 51944971 2xTMT6plex [N-Term; K11] 0.97 1.085 1.367 4.194012165 54.21 0 1573.931377 2 787.4698486 0.662891432 0.000521673 33.11456817GQPLGPAGVQVSLR 6 51944971 1xTMT6plex [N-Term] 1.528 1.478 1.899 4.613614082 56.82 0 1607.943056 2 804.475708 0.674069658 0.000541933 52.9395742ISIMHEDWCWK 6 51944971 2xTMT6plex [N-Term; K11]; 1xOxidation [M4]; 1xCarbamidomethyl [C9] 1.055 1.182 1.007 3.685196161 24.82 0 1978.991946 3 660.3303223 -7.848699514 -0.005177504 60.72711737
LDFTVEHDSLK 10 51944971 2xTMT6plex [N-Term; K11] 1.027 1.046 1.185 3.690082073 30.77 0 1761.978721 3 587.9975586 -0.33985016 -0.000199603 53.13933841AEGNDHIER 6 51944971 1xTMT6plex [N-Term] 0.864 1.111 0.975 4.750942707 51.34 0 1269.638494 3 423.8833313 -2.404734521 -0.001017715 15.46494572ITFDVAPSR 6 51944971 1xTMT6plex [N-Term] 1.265 1.271 0.97 3.315759659 22.1 0 1234.699303 2 617.8530273 -0.425312057 -0.000262566 52.04888849LIEIHGK 14 51944971 2xTMT6plex [N-Term; K7] 1.012 1.055 1.108 3.083994389 22.5 0 1267.813829 3 423.2762756 0.351072284 0.000148365 44.49103362VVLSSQDKDK 2 51944971 3xTMT6plex [N-Term; K8; K10] 1.168 2.397765875 3.59 1 1806.093975 3 602.7022705 -0.9504802 -0.000572219 37.31112999ITITGYR 6 51944971 1xTMT6plex [N-Term] 1.215 1.079 1.124 2.898527145 27.93 0 1052.630161 2 526.8189087 0.360680158 0.000189831 41.97965172FCLSKPGVYK 2 51944971 3xTMT6plex [N-Term; K5; K10]; 1xCarbamidomethyl [C2] 0.959 0.912 1.637819052 0 1886.117688 3 629.3765259 -1.41203982 -0.000887758 69.77645047

304434672 ALG11 GDP-Man:Man(3)GlcNAc(2)-PP-Dol alpha-1,2-mannosyltransferase 440138 NP_001004127.2 5.691056911 1 3 3 8 492 55.615 8.48 0.74 1.07 0.79 0.87 Significant 0.0137
LIHPVQFVFLR 4 304434672 1xTMT6plex [N-Term] 1.067 0.732 3.522198915 21.03 0 1597.977985 3 533.3302002 -1.212315865 -0.000645751 83.95999422MVESPPSLK 2 304434672 2xTMT6plex [N-Term; K9] 0.742 2.391615152 22.41 0 1445.843808 2 723.4250488 -0.682593614 -0.000493462 49.07390331LVLIGGCR 2 304434672 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.854 2.602427244 22.2 0 1116.676066 2 558.8419189 0.443746078 0.00024776 54.11400649148664186 PKP2 plakophilin-2 isoform 2a 5318 NP_001005242.2 39.06810036 1 26 26 146 837 92.699 9.29 0.98 1.04 1 1.01 Significant 0.000307 ISAAATFIQHECFQK 6 148664186 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 1.193 0.999 0.93 5.360807896 41.92 0 2209.18398 3 737.0668945 0.973356574 0.000716775 67.11143752

VKEQYQDVPMPEEK 4 148664186 3xTMT6plex [N-Term; K2; K14] 0.899 1.243 3.979899168 19.73 1 2407.314608 3 803.1089478 -0.96309318 -0.000772823 48.37590396EAGPSVAVDSSGR 6 148664186 1xTMT6plex [N-Term] 0.985 0.92 0.922 4.85915947 85.53 0 1460.754252 2 730.8793335 -1.958801632 -0.001430664 21.57712574IQEQVQQTLAR 6 148664186 1xTMT6plex [N-Term] 0.803 0.99 0.775 4.133115768 35.83 0 1542.880121 2 771.9431763 -0.677305335 -0.0005225 45.7328962GVEWLWHSIVIR 6 148664186 1xTMT6plex [N-Term] 2.06 1.294 1.884 5.06566906 38.33 0 1723.984526 3 575.3331299 0.17978609 0.000103316 89.94475896TVLGQQILGQLDSSSLALPSEAK 16 148664186 2xTMT6plex [N-Term; K23] 0.91 0.989 0.964 7.521812916 94.81 0 2813.602444 3 938.5387573 -0.2579495 -0.000241922 94.72549897IMAISAGDAYASNK 8 148664186 2xTMT6plex [N-Term; K14] 1.061 0.989 1.075 4.631653309 66.02 0 1870.014455 2 935.510376 -0.523817809 -0.000489773 55.91271607NYTQEASLGALQNLTAGSGPMPTSVAQTVVQK 4 148664186 2xTMT6plex [N-Term; K32] 100 100 5.950525284 53.68 0 3719.967845 3 1240.658447 -1.896807559 -0.002352021 89.45350685AASVLLYSLWAHTELHHAYK 6 148664186 2xTMT6plex [N-Term; K20] 1.566 1.254 5.809321404 35.37 0 2768.528826 5 554.5113525 -0.422626876 -0.000234011 91.5597742NLSLQNEIAK 2 148664186 2xTMT6plex [N-Term; K10] 1.232 4.271873474 57.45 0 1587.947027 2 794.4771118 -0.050598154 -4.02E-05 55.11583561GTIADYQPDDK 6 148664186 2xTMT6plex [N-Term; K11] 0.76 0.867 0.952 4.034514427 45.58 0 1680.884487 2 840.9456177 -0.314048016 -0.000263939 38.20093006DLLNTGGIQK 2 148664186 2xTMT6plex [N-Term; K10] 0.723 3.705088377 42.5 0 1516.909914 2 758.9561157 -3.269004074 -0.002479392 51.84286941GTAQYSSQK 12 148664186 2xTMT6plex [N-Term; K9] 0.712 1.034 0.827 3.526834726 55.99 0 1427.789464 2 714.3978271 -0.760954715 -0.000543242 19.79784868YSQNIYIQNR 12 148664186 1xTMT6plex [N-Term] 0.904 1.002 0.932 3.829333067 40.08 0 1527.811707 2 764.4103394 1.109456702 0.00084752 35.47209896EQYQDVPMPEEK 6 148664186 2xTMT6plex [N-Term; K12] 0.202 0.743 0.77 3.773664713 45.19 0 1950.9883 2 975.9989014 1.14119822 0.001113232 44.05379255SQAGHTLHHQESR 10 148664186 1xTMT6plex [N-Term] 0.974 0.942 0.979 5.564970493 40.52 0 1716.872744 4 429.9734497 -0.451467284 -0.000193778 12.81844832AGTTATYEGR 6 148664186 1xTMT6plex [N-Term] 0.639 0.965 0.926 4.058811188 42.64 0 1255.647996 2 628.3269653 -1.068616318 -0.000670903 17.49841325ENYLTAGLTVGQVRPLVPLQPVTQNR 2 148664186 1xTMT6plex [N-Term] 0.944 4.313761711 7.24 0 3092.741783 3 1031.584839 -0.588286564 -0.000606473 82.91596774NMSSAGADGR 2 148664186 1xTMT6plex [N-Term] 1.031 3.380758047 55.04 0 1194.573451 2 597.7901001 -0.441299517 -0.000263582 16.094598MLHVGDPSVK 4 148664186 2xTMT6plex [N-Term; K10] 1.081 0.985 2.904451132 40.08 0 1540.892155 3 514.3028564 1.207726272 0.000620325 44.0158331KQITGLLWNLSSNDK 1 148664186 3xTMT6plex [N-Term; K1; K15] 0.933 3.279695988 1 2404.416706 3 802.1413574 -2.988988705 -0.002395591 81.27797529NIQTDNNK 6 148664186 2xTMT6plex [N-Term; K8] 1.012 1.096 1.192 3.26040554 30.31 0 1404.784713 2 702.895813 -0.258953158 -0.000181887 21.44377402VQNEDVQR 2 148664186 1xTMT6plex [N-Term] 0.755 2.784316063 25.94 0 1216.64833 2 608.8278809 0.127299521 7.74E-05 18.07687456SEIVGVSR 3 148664186 1xTMT6plex [N-Term] 0.83 0.848 2.523608685 31.13 0 1075.630889 2 538.3191528 0.129890341 6.99E-05 25.29185116AALLVPPR 4 148664186 1xTMT6plex [N-Term] 1.167 1.192 2.462076187 12.7 0 1065.698181 2 533.352417 -0.585292943 -0.000311873 47.65870947TAISLLR 4 148664186 1xTMT6plex [N-Term] 0.932 1.009 2.579792261 21.66 0 1002.650897 2 501.8287354 -0.700619605 -0.000351238 50.1068423752694755 RGS10 regulator of G-protein signaling 10 isoform a 6001 NP_001005339.1 31.49171271 1 5 5 28 181 21.197 7.49 1.12 1.14 1.11 1.12 Significant 0.0000616 WAASLENLLEDPEGVK 6 52694755 2xTMT6plex [N-Term; K16] 0.961 3.434191704 31.09 0 2229.21672 2 1115.116333 3.889198188 0.004334933 101.5684001TEEEEEDLPDAQTAAK 2 52694755 2xTMT6plex [N-Term; K16] 100 3.16875577 63.96 0 2234.107622 2 1117.556519 -0.833429243 -0.000930985 37.50225028WAASLENLLEDPEGVKR 6 52694755 2xTMT6plex [N-Term; K16] 1.234 1.338 1.422 4.538252831 24.85 1 2385.31783 3 795.7774048 -0.071011305 -5.65E-05 93.50548209ASSQVNVEGQSR 8 52694755 1xTMT6plex [N-Term] 1.419 1.033 1.216 4.277079582 48.28 0 1490.77605 2 745.8917847 0.162972794 0.000121478 17.99506464ILEEPHPLMFQK 6 52694755 2xTMT6plex [N-Term; K12] 1.012 1.021 1.095 3.995472431 38.84 0 1940.107961 3 647.3735962 -0.889669964 -0.000575352 68.2628704556549121 DNM2 dynamin-2 isoform 1 1785 NP_001005360.1 39.08045977 1 27 28 205 870 98.003 7.44 0.99 1.01 1 1 Significant 0.0000333 AGVYPEKDQAENEDGAQENTFSMDPQLER 2 56549121 2xTMT6plex [N-Term; K7] 1.789 3.696962118 36.52 1 3726.759368 4 932.4456177 0.341557637 0.000318226 52.27219506ALLQMVQQFGVDFEK 10 56549121 2xTMT6plex [N-Term; K15] 1.03 1.182 1.124 4.52573967 45.54 0 2211.224782 3 737.7440186 -3.292056058 -0.002426492 112.4228707NLVDSYVAIINK 22 56549121 2xTMT6plex [N-Term; K12] 1.01 1.092 1.022 5.16402626 70.54 0 1807.072956 2 904.0388794 -1.369009994 -0.00123695 85.40624449AFIHHELLAYLYSSADQSSLMEESADQAQR 2 56549121 1xTMT6plex [N-Term] 0.841 4.369134426 28.58 0 3639.758691 4 910.6951904 0.066262291 6.03E-05 80.7452419ESSLILAVTPANMDLANSDALK 4 56549121 2xTMT6plex [N-Term; K22] 1.086 0.918 4.952670574 54.11 0 2731.495202 3 911.1702271 0.338866546 0.000308537 90.7753656ESSLILAVTPANMDLANSDALK 6 56549121 2xTMT6plex [N-Term; K22]; 1xOxidation [M13] 0.719 0.956 1.117 4.705544472 45.35 0 2747.490117 3 911.1702271 0.338866546 0.000308537 90.7753656IEGSGDQVDTLELSGGAR 2 56549121 1xTMT6plex [N-Term] 0.926 4.865561008 47.34 0 2033.034843 2 1017.01886 -2.164150532 -0.002199897 58.90431939GMEELIPLVNK 12 56549121 2xTMT6plex [N-Term; K11] 0.956 0.934 1.009 3.632314682 36.16 0 1701.002099 2 851.0040894 -0.703878651 -0.00059865 80.45446876LQSQLLSLEK 36 56549121 2xTMT6plex [N-Term; K10] 0.924 0.995 0.997 5.100411415 51.99 0 1616.998729 2 808.9955444 -9.224696686 -0.007458161 68.59169581LDLMDEGTDAR 2 56549121 1xTMT6plex [N-Term] 1.06 4.079786777 46.41 0 1464.720174 2 732.8641357 0.560150935 0.000410232 46.05518102VPVGDQPPDIEYQIK 14 56549121 2xTMT6plex [N-Term; K15] 0.935 1.06 0.856 4.141223431 29.03 0 2156.200341 3 719.4038086 -1.608713571 -0.001156236 64.34028552SSVLENFVGR 10 56549121 1xTMT6plex [N-Term] 0.927 0.869 0.886 4.246202469 40.49 0 1336.742231 2 668.8746948 -0.087938841 -5.88E-05 58.58056475TEHAEFLHCK 8 56549121 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.086 1.154 1.152 4.958174706 32 0 1729.909596 4 433.2328186 -0.087736341 -3.79E-05 29.51663296HVFAIFNTEQR 6 56549121 1xTMT6plex [N-Term] 0.948 1.096 1.01 4.778249741 34.86 0 1590.858992 3 530.9578247 -0.04445957 -2.36E-05 61.33592518GISPVPINLR 6 56549121 1xTMT6plex [N-Term] 0.982 1.001 1.291 3.774283648 35.23 0 1294.804437 2 647.9030762 -4.295039537 -0.002780618 60.32338754QEIEAETDR 4 56549121 1xTMT6plex [N-Term] 0.848 0.658 3.793617487 42.51 0 1319.66404 2 660.3353882 -0.409212342 -0.000270011 18.97606567TGLFTPDLAFEAIVK 13 56549121 2xTMT6plex [N-Term; K15] 0.839 0.887 0.97 4.214396954 35.45 0 2080.209449 3 694.0734863 -1.703533087 -0.001181235 104.8048751TIMHLMINNTK 2 56549121 2xTMT6plex [N-Term; K11] 0.951 3.878058195 15.15 0 1774.011953 3 592.0090332 0.334709907 0.000197926 59.74222885KFFLSHPAYR 8 56549121 2xTMT6plex [N-Term; K1] 1.177 1.038 1.025 4.963821411 26.3 1 1724.004817 4 431.756958 0.687394396 0.000296268 45.55163685GYIGVVNR 6 56549121 1xTMT6plex [N-Term] 1.205 1.016 0.971 2.789959669 33.48 0 1106.651959 2 553.8293457 -0.491910528 -0.000272187 32.43861188FTDFDEVR 6 56549121 1xTMT6plex [N-Term] 0.993 1.032 0.878 3.167468548 22.48 0 1257.631283 2 629.319397 0.186171667 0.000117068 48.88790763YMLPLDNLK 6 56549121 2xTMT6plex [N-Term; K9] 0.998 1.321 3.155807495 40.1 0 1564.917307 2 782.9620972 -0.248903927 -0.000194757 75.89130135AIPNQGEILVIR 5 56549121 1xTMT6plex [N-Term] 0.596 0.877 0.87 3.374392748 28.3 0 1551.941993 2 776.4770508 3.113526486 0.002416006 63.83034499EVDPQGLR 6 56549121 1xTMT6plex [N-Term] 1.06 1.065 0.986 3.295425892 25.98 0 1142.636703 2 571.821228 -1.33334183 -0.000761763 26.592283EISYAIK 6 56549121 2xTMT6plex [N-Term; K7] 1.108 1.109 0.991 3.00063467 33.87 0 1281.78186 2 641.3943481 -0.343296275 -0.000220015 50.55813065KYMLPLDNLK 2 56549121 3xTMT6plex [N-Term; K1; K10] 0.989 3.23937726 7.31 1 1922.175202 3 641.3972778 1.081096089 0.000692685 71.10900056IVTTYIR 10 56549121 1xTMT6plex [N-Term] 0.744 0.938 0.823 2.83425498 25.96 0 1094.677111 2 547.84198 -0.390927204 -0.00021397 47.13104929CVDLVIQELINTVR 1 56549121 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.707 1.710872173 0 1901.072749 3 634.3623047 -0.204314906 -0.000129472 112.7384038GSGIVTR 6 56549121 1xTMT6plex [N-Term] 0.44 0.473 0.462 2.472199917 25.98 0 918.5569962 2 459.7819824 -0.335282678 -0.000153988 18.311769353729339 MTIF2 translation initiation factor IF-2, mitochondrial isoform a precursor 4528 NP_001005369.1 8.115543329 1 5 5 21 727 81.266 7.15 0.9 0.96 0.81 0.89 Significant 0.00239
DAQVPIILAVNK 4 53729339 2xTMT6plex [N-Term; K12] 0.913 0.952 3.625252485 34.87 0 1739.083127 2 870.0440063 -1.374744341 -0.001195397 76.43382211TIDEAYPSMPVGITGWR 4 53729339 1xTMT6plex [N-Term] 1.551 0.654 4.119300842 12.25 0 2122.084042 3 708.0321655 -0.988875995 -0.000699493 74.38127902



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

GLVTTAIIQR 6 53729339 1xTMT6plex [N-Term] 0.859 1.163 0.846 3.360489368 49.82 0 1300.815002 2 650.9116821 0.834874914 0.000543009 52.17209157RPQADPALLTPR 5 53729339 1xTMT6plex [N-Term] 0.965 0.988 0.802 5.340520859 29.78 0 1563.916841 3 521.9772339 0.19668575 0.000102533 32.99184379KYEQEQEK 2 53729339 3xTMT6plex [N-Term; K1; K8] 0.773 2.691554546 8.12 1 1769.004826 3 590.3392944 -0.845418394 -0.000498516 21.56760572
53729361 LRSAM1 E3 ubiquitin-protein ligase LRSAM1 isoform 1 90678 NP_001005373.1 24.06639004 1 12 12 52 723 83.541 5.94 1.13 1.07 1.01 1.07 Significant 0.00105

VLDLHDNQLTALPDDLGQLTALQVLNVER 6 53729361 1xTMT6plex [N-Term] 1.086 0.698 5.746888638 34.27 0 3442.874313 3 1148.291992 -3.743824586 -0.004296506 108.014129
EVCGAGTAAILQFLCK 6 53729361 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C3; C15] 1.504 1.544 1.29 5.66285038 48.97 0 2196.192102 3 732.732666 -3.941997203 -0.002885794 100.2317612

SIGNLTQLQTLNVK 8 53729361 2xTMT6plex [N-Term; K14] 1.082 1.476 1.257 4.770493507 41.84 0 1987.195196 3 663.0699463 0.044921197 2.98E-05 73.67145244VGVSEAGLQHEILR 6 53729361 1xTMT6plex [N-Term] 1.119 0.865 0.728 6.212847233 47.98 0 1736.985649 3 579.6671143 0.65687557 0.000380328 60.82451591ESGLEYYPPSQYLLPILEQDGIENSR 6 53729361 1xTMT6plex [N-Term] 3.445009708 18.37 0 3239.630954 3 1080.545532 -2.750600435 -0.00297031 100.4989337FQQILSWQQMDQNK 2 53729361 2xTMT6plex [N-Term; K14] 1.061 3.861401081 23.09 0 2252.189793 3 751.4013672 -0.108795227 -8.17E-05 84.08919864EAGADDILDISK 4 53729361 2xTMT6plex [N-Term; K12] 0.969 3.849600315 54.37 0 1704.942001 2 852.972168 -2.898710042 -0.002471066 60.04542623AAFEALQVK 2 53729361 2xTMT6plex [N-Term; K9] 1.037 3.268821955 43.76 0 1434.872072 2 717.9389648 -0.988633431 -0.000709281 59.74744743LPQMLAHVR 2 53729361 1xTMT6plex [N-Term] 1.14 3.972886324 39.09 0 1293.766277 3 431.9264221 -1.209076636 -0.000521421 55.08074814TLNISGNEIQR 2 53729361 1xTMT6plex [N-Term] 0.891 3.950011015 62.12 0 1473.822272 2 737.4137573 -1.379868931 -0.001016841 39.43208633ELPDTVGELR 6 53729361 1xTMT6plex [N-Term] 1.012 1.01 0.691 3.462219238 28.27 0 1357.752461 2 679.3796387 -0.338902903 -0.000230073 47.80978942LLNQKPLSLK 2 53729361 3xTMT6plex [N-Term; K5; K10] 0.797 0.883 2.26924324 0 1841.219116 3 614.4086304 -4.224405803 -0.002592686 63.3784254254607047 GBA glucosylceramidase isoform 1 precursor 2629 NP_001005742.1 33.58208955 1 13 13 81 536 59.678 7.61 0.84 0.84 0.88 0.85 Significant 0.000244 NFVDSPIIVDITK 12 54607047 2xTMT6plex [N-Term; K13] 0.935 0.811 0.873 4.206794739 69.32 0 1919.125386 2 960.0650635 -1.321006378 -0.001267588 87.35698138NDLDAVALMHPDGSAVVVVLNR 8 54607047 1xTMT6plex [N-Term] 0.995 0.752 0.655 6.212481976 46.04 0 2534.359822 3 845.4573364 -0.933751646 -0.000788821 79.13272112ALQLAQRPVSLLASPWTSPTWLK 18 54607047 2xTMT6plex [N-Term; K23] 1.56 1.457 1.322 5.567445755 28.3 0 3021.765368 4 756.1975708 1.021043248 0.000771338 104.0294791VVLTDPEAAK 2 54607047 2xTMT6plex [N-Term; K10] 0.886 4.443127155 64.22 0 1500.903766 2 750.9544067 -1.484940933 -0.001114377 48.79006445VPMASCDFSIR 6 54607047 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.895 0.687 0.974 3.581237316 24.81 0 1511.754786 2 756.3825073 1.952610612 0.001475934 56.35609962QPMFYHLGHFSK 4 54607047 2xTMT6plex [N-Term; K12] 0.775 0.797 4.739332676 30.49 0 1950.04603 4 488.2671814 0.444002821 0.000216456 56.42508101FLDAYAEHK 6 54607047 2xTMT6plex [N-Term; K9] 0.762 0.822 0.921 3.568778753 35.78 0 1551.85715 3 517.9577026 0.905276724 0.000468287 47.6227778GFGGAMTDAAALNILALSPPAQNLLLK 3 54607047 2xTMT6plex [N-Term; K27] 1.318 4.038777828 9.58 0 3125.779697 3 1042.598633 0.527189265 0.000549292 112.6745332LLLPHWAK 6 54607047 2xTMT6plex [N-Term; K8] 0.758 0.83 0.828 2.987776041 25.74 0 1435.918962 3 479.3110352 -0.285601946 -0.0001367 69.79430219LLMLDDQR 6 54607047 1xTMT6plex [N-Term] 0.728 0.825 0.708 3.308564425 46.31 0 1232.687024 2 616.8461914 -1.555761895 -0.000958884 56.2204472VGLVASQK 2 54607047 2xTMT6plex [N-Term; K8] 0.721 2.502371311 31.33 0 1259.808743 2 630.4086304 0.985040145 0.000620481 38.17159545DPAVGFLETISPGYSIHTYLWR 2 54607047 1xTMT6plex [N-Term] 1.47 0.99 3.452640533 0 2751.434368 3 917.8164063 0.1082708 9.93E-05 99.11798766FWEQSVR 6 54607047 1xTMT6plex [N-Term] 0.927 0.89 0.88 3.227146149 33.17 0 1180.631224 2 590.8200684 1.386037162 0.000818199 45.6909259854144625 NUMB protein numb homolog isoform 1 8650 NP_001005743.1 12.59600614 1 8 8 40 651 70.759 8.51 1.05 0.99 1.08 1.04 Significant 0.000647
HTEVPTGTCPVDPFEAQWAALENK 6 54144625 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C9] 0.974 1.143 1.033 4.994697094 31.63 0 3155.587205 3 1052.533203 -0.681088767 -0.000716412 79.52148465

DLIVDQTIEK 12 54144625 2xTMT6plex [N-Term; K10] 0.837 0.785 0.918 4.642879963 48.8 0 1631.962009 2 816.4853516 0.868785543 0.000708912 58.86674279VTTATEQAER 4 54144625 1xTMT6plex [N-Term] 0.746 0.961 4.042069435 29.9 0 1334.711324 2 667.8588867 -0.619986124 -0.000413751 19.25186834YLGHVEVDESR 4 54144625 1xTMT6plex [N-Term] 1.058 1.076 3.965762377 36.28 0 1532.790637 3 511.6017151 -0.029492826 -1.51E-05 31.815927GFPALSQK 6 54144625 2xTMT6plex [N-Term; K8] 1.185 0.802 0.933 3.486450911 46.86 0 1305.793093 2 653.3997803 -0.619679434 -0.000404587 53.70848378VTTATEQAEREEIMK 4 54144625 2xTMT6plex [N-Term; K15]; 1xOxidation [M14] 1.307 1.111 2.175920486 7.18 1 2210.173869 3 737.3961182 -0.030566741 -2.25E-05 36.57225351KTDFPIK 6 54144625 3xTMT6plex [N-Term; K1; K7] 1.128 1.047 1.135 2.882295132 22.49 1 1535.976426 3 512.663147 -1.00165732 -0.000512841 45.63958234WLEEVSK 4 54144625 2xTMT6plex [N-Term; K7] 1.014 1.011 2.963792086 23.26 0 1348.787673 2 674.897644 0.250696195 0.000169068 65.9464875654124343 FAM21A WASH complex subunit FAM21A isoform 1 387680 NP_001005751.1 21.25279642 1 4 17 76 1341 147.095 4.81 0.97 1.01 0.95 0.98 Significant 0.000326 TNPFPLLEDEDDLFTDQK 6 54124343 2xTMT6plex [N-Term; K18] 0.772 0.69 1.029 5.215825081 53.71 0 2595.323035 3 865.7788086 -0.447858988 -0.000387446 94.82284648LTDEDFSPFGSGGGLFSGGK 6 54124343 2xTMT6plex [N-Term; K20] 0.92 1.032 1.074 4.620330811 53.76 0 2433.233826 3 811.7489014 -0.688465868 -0.000558399 86.8261501SHGLESVPVLPGSGEAGVSFDLPAQADTLHSANK 4 54124343 2xTMT6plex [N-Term; K34] 0.653 1.073 7.879200459 34.8 0 3846.007401 4 962.2563477 -0.998548521 -0.000960106 74.93916881LLEPSVGSLFGDDEDDDLFSSAK 8 54124343 2xTMT6plex [N-Term; K23] 1.744 0.994 0.755 4.652883053 53.32 0 2914.460985 3 972.1583252 -0.192956456 -0.000187455 107.2143286LPTLVSLFDDEDEEDNLFGGTAAK 2 54124343 2xTMT6plex [N-Term; K24] 0.985 3.698798895 15.4 0 3054.555948 3 1018.855347 -1.460399159 -0.001486957 111.7328144DSGTLQSQEAK 4 54124343 2xTMT6plex [N-Term; K11] 1.473 1.288 4.02180624 50.3 0 1621.879736 2 811.4438477 0.421185668 0.000341556 22.62065831VSNIFDDPLNAFGGQ 4 54124343 1xTMT6plex [N-Term] 0.632 0.802 4.046033382 55.02 0 1822.917294 2 911.9623413 0.061350665 5.59E-05 93.58626344TSLFEEDEEDDLFAIAK 6 54124343 2xTMT6plex [N-Term; K17] 1.245 1.285 2.915383816 15.6 0 2430.232823 2 1215.618042 -1.652341943 -0.002007788 89.70728131AVASPEATVSQTDENK 6 54124343 2xTMT6plex [N-Term; K16] 0.864 0.945 0.891 5.065561295 48.33 0 2105.112648 3 702.3745728 -1.654713482 -0.001161119 34.83575729DLYIDRPLPYLIGSK 4 54124343 2xTMT6plex [N-Term; K15] 1.232 1.128 3.553707838 20.44 0 2221.299661 3 741.1030884 -2.228192516 -0.001649828 80.52712148GIWKPETPQDSSGLAPFK 6 54124343 3xTMT6plex [N-Term; K4; K18] 0.723 0.789 0.764 4.240042686 17.61 0 2645.490599 3 882.4979858 -4.231597146 -0.00373155 70.56694609SRPTSFADELAAR 2 54124343 1xTMT6plex [N-Term] 1.135 3.72573781 10.26 0 1649.880849 3 550.6323853 1.062720208 0.000584454 36.93235936SQPLVQEK 6 54124343 2xTMT6plex [N-Term; K8] 1.084 1.215 0.909 2.954688549 37.69 0 1386.835686 2 693.9212036 -0.400554617 -0.000277752 32.59868975EESSSSKPGK 4 54124343 3xTMT6plex [N-Term; K7; K10] 0.94 0.951 0.85 1.950095892 1.08 0 1722.98409 3 574.9993896 -0.275362199 -0.000158148 19.93705229VDEEPTTLPSGEAKPR 2 54124343 2xTMT6plex [N-Term; K14] 1.083 4.034758568 16.04 0 2184.191233 3 728.7348022 -0.631607571 -0.000459851 37.62204692SAQETVK 4 54124343 2xTMT6plex [N-Term; K7] 1.56 1.301 2.885467291 30.6 0 1220.725073 2 610.8660278 -0.240878101 -0.000147023 19.80992696GLFDDEDEESDLFTEAPQDR 2 54124343 1xTMT6plex [N-Term] 2.559844017 1 0 2557.141552 2 1279.071655 -2.157945899 -0.002759087 68.469296514506681 RPS11 40S ribosomal protein S11 6205 NP_001006.1 56.96202532 1 12 12 142 158 18.419 10.3 1 1.06 1.05 1.04 Significant 0.00032
DVQIGDIVTVGECRPLSK 29 4506681 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C13] 1.212 1.335 1.195 5.90652132 33.99 0 2444.358315 3 815.4572754 -0.426471078 -0.000347483 65.99069412

CPFTGNVSIR 6 4506681 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.992 0.972 0.942 3.908248425 40.5 0 1379.730286 2 690.367981 -1.160173081 -0.000800363 43.31661978EAIEGTYIDK 8 4506681 2xTMT6plex [N-Term; K10] 0.775 0.78 4.113877773 49.38 0 1596.888509 2 798.9476318 -0.327109953 -0.000261179 43.89318799NMSVHLSPCFR 11 4506681 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.044 1.001 1.198 3.863000393 23.47 0 1576.792569 3 526.2686768 -0.692308287 -0.000363876 46.6380023
KCPFTGNVSIR 2 4506681 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 1.19 3.31838274 15.42 1 1736.988181 3 579.6672974 -0.484827799 -0.000280713 42.33658975
EAIEGTYIDKK 12 4506681 3xTMT6plex [N-Term; K10; K11] 1.741 1.339 1.149 3.400169134 6.7 1 1954.146404 3 652.0526733 -1.503265294 -0.0009792 46.17922265ILSGVVTK 12 4506681 2xTMT6plex [N-Term; K8] 0.986 1.046 1.131 3.20191288 35.42 0 1274.844794 2 637.9251709 -1.356347951 -0.000864567 58.30067544VLLGETGKEK 7 4506681 3xTMT6plex [N-Term; K8; K10] 2.344 2.303 1.819 2.724298954 10.21 1 1761.108897 3 587.7069092 -1.545884495 -0.00090749 47.88130655VLLGETGK 14 4506681 2xTMT6plex [N-Term; K8] 0.911 0.956 0.898 2.7240448 45.67 0 1274.808409 2 637.9076538 -0.29635262 -0.000188896 47.36827286QPTIFQNK 6 4506681 2xTMT6plex [N-Term; K8] 0.982 1.026 0.969 3.084461212 42.36 0 1433.851671 2 717.4291382 -0.467825805 -0.000335396 45.54522968DYLHYIR 22 4506681 1xTMT6plex [N-Term] 1.003 1.083 1.024 3.286957979 38.35 0 1208.662524 3 403.5588989 -0.314639238 -0.000126764 38.4213343NMSVHLSPCFR 4 4506681 1xTMT6plex [N-Term]; 1xOxidation [M2]; 1xCarbamidomethyl [C9] 0.801 1.535 2.655415535 2.04 0 1592.787484 3 526.2686768 -0.692308287 -0.000363876 46.6380023

NIGLGFK 9 4506681 2xTMT6plex [N-Term; K7] 0.837 0.986 0.989 2.797704458 15.54 0 1206.761065 2 603.8851929 1.694098564 0.001022186 58.12227829
54607106 HMCES embryonic stem cell-specific 5-hydroxymethylcytosine-binding protein 56941 NP_001006109.1 11.86440678 1 3 3 11 354 40.549 8.15 1.12 0.9 1.06 1.03 Significant 0.00407

WLDFGEVSTQEALK 2 54607106 2xTMT6plex [N-Term; K14] 1.018 3.834301233 42.86 0 2081.131927 3 694.3804321 -2.49106422 -0.001728078 84.09485464TPQKEESDVPQWSSQFLQK 3 54607106 3xTMT6plex [N-Term; K4; K19] 1.309 0.971 2.804432392 10.5 1 2949.592498 3 983.8676147 -1.42616708 -0.001402204 72.90129446WGLVPSWFK 6 54607106 2xTMT6plex [N-Term; K9] 1.026 0.902 1.367 2.709858894 21.98 0 1577.924442 2 789.4650879 -0.977498484 -0.000771209 97.4310022654860079 ARHGAP17 rho GTPase-activating protein 17 isoform 1 55114 NP_001006635.1 15.32349603 1 8 8 28 881 95.377 7.62 1.06 0.73 1 0.93 Significant 0.0117 MTPSNIAIVLGPNLLWAR 2 54860079 1xTMT6plex [N-Term] 1.587 4.934613228 44.53 0 2195.257196 3 732.4238281 -0.120466522 -8.82E-05 108.4843513TEVLSEDLLQIER 2 54860079 1xTMT6plex [N-Term] 0.849 4.212164879 26.3 0 1773.97956 2 887.4939575 0.607892609 0.000539195 72.35729225EIVDPLYGIAEVEIPNIQK 8 54860079 2xTMT6plex [N-Term; K19] 0.825 0.637 0.888 5.717944622 55.76 0 2598.479476 3 866.8312378 -0.121552276 -0.000105284 102.5095432FFVTLLEAQADYHR 4 54860079 1xTMT6plex [N-Term] 1.02 4.789775372 40.73 0 1939.027513 3 647.0134277 -0.919722316 -0.000594456 91.63774246AALDCSTSHLDEFYSDPHAVAGALK 2 54860079 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C5] 1.185 5.42650938 32.26 0 3133.56647 4 784.147583 0.64854257 0.000508063 62.68138636DPVSAAVPAPGR 6 54860079 1xTMT6plex [N-Term] 0.847 0.93 1.107 3.329937696 41.08 0 1365.76878 2 683.3885498 0.7639063 0.00052166 35.01136116MLETCGDAENQLALELSQHEVFVEK 2 54860079 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C5] 0.487 2.962949753 16.27 0 3348.685599 3 1116.89917 -0.789000429 -0.000880705 86.41786821
LAQTSDVNK 2 54860079 2xTMT6plex [N-Term; K9] 1.148 3.265872717 29.81 0 1433.836414 2 717.4214478 -0.554771925 -0.000397726 30.7688412755743134 RPS6KA1 ribosomal protein S6 kinase alpha-1 isoform b 6195 NP_001006666.1 27.28494624 1 13 19 105 744 83.88 8.78 0.94 1.01 0.98 0.97 Significant 0.000431 NLVFSDGYVVK 4 55743134 2xTMT6plex [N-Term; K11] 0.943 1.115 4.481248379 47.89 0 1698.983079 2 849.9960938 1.078509859 0.000916185 68.16660986

DLKPSNILYVDESGNPECLR 6 55743134 2xTMT6plex [N-Term; K3]; 1xCarbamidomethyl [C18] 1.09 0.962 1.112 5.580730438 39.72 0 2777.4544 3 926.4904785 0.893579702 0.000827292 60.36238938
DLKPENILLDEEGHIK 4 55743134 3xTMT6plex [N-Term; K3; K16] 0.799 0.825 5.322542667 30.59 0 2550.474614 4 638.3735962 -0.807537689 -0.000514901 67.10892612LGMPQFLSTEAQSLLR 8 55743134 1xTMT6plex [N-Term] 0.771 0.587 3.508425236 30.11 0 2020.109863 3 674.0410156 -0.677708191 -0.000456348 102.0260852ADPSHFELLK 4 55743134 2xTMT6plex [N-Term; K10] 0.933 0.998 3.761377335 32.6 0 1614.925564 3 538.9806519 1.138533223 0.000612882 52.35721987EVMFTEEDVK 6 55743134 2xTMT6plex [N-Term; K10] 0.956 0.956 0.98 4.134188652 49.74 0 1684.886795 2 842.9458008 -1.465907091 -0.001234944 51.98390937RDPSEEIEILLR 4 55743134 1xTMT6plex [N-Term] 1.139 1.235 5.404098034 34.84 1 1698.958765 3 566.9901123 -1.75484891 -0.000993805 65.04294204DILADVNHPFVVK 8 55743134 2xTMT6plex [N-Term; K13] 1.273 1.099 1.128 4.328534126 33.14 0 1925.126054 3 642.3800659 -0.212841176 -0.000136582 71.84469696

ETIGVGSYSECK 4 55743134 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.031 1.137 4.038947582 25.83 0 1787.924971 2 894.4665527 0.479527253 0.000428679 49.72463491
ATNMEYAVK 4 55743134 2xTMT6plex [N-Term; K9] 0.964 0.978 3.639806509 47.97 0 1484.818321 2 742.9119873 -1.093386714 -0.00081174 40.06746808LGMPQFLSTEAQSLLR 4 55743134 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.057 0.778 3.772994518 21.28 0 2036.104778 3 674.0410156 -0.677708191 -0.000456348 102.0260852TVEYLHSQGVVHR 4 55743134 1xTMT6plex [N-Term] 0.999 1.032 3.000880957 27.41 0 1753.954683 4 439.2438354 -0.667561788 -0.000292718 28.9393413QVLQHPWVTQK 4 55743134 2xTMT6plex [N-Term; K11] 1.155 0.876 3.750880957 24.31 0 1822.073959 3 608.0296631 0.261695092 0.000158943 44.6246023DPSEEIEILLR 2 55743134 1xTMT6plex [N-Term] 0.949 3.117835999 15.97 0 1542.857654 2 771.9342041 2.253910538 0.001738732 81.03439007VTRPDSGHLYAMK 2 55743134 2xTMT6plex [N-Term; K13] 1.083 2.944164515 5.01 0 1933.072973 4 484.0236206 -0.165688585 -8.01E-05 35.35219768ITDFGLSK 10 55743134 2xTMT6plex [N-Term; K8] 0.841 0.981 0.864 2.966740608 14.01 0 1338.803323 2 669.9050903 -0.313224452 -0.000209673 61.73068835

ICDFGFAK 16 55743134 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.938 0.866 0.974 3.123845577 31.7 0 1415.775729 2 708.3855591 -8.396263402 -0.005943613 62.05883253
EAIDHEK 6 55743134 2xTMT6plex [N-Term; K7] 0.773 1.028 0.964 3.035580635 18.87 0 1299.730887 3 433.9150085 -0.318785403 -0.000138112 19.29053536DVYDDGK 12 55743134 2xTMT6plex [N-Term; K7] 0.942 1.12 1.013 2.762589216 31.04 0 1269.672703 2 635.3405151 0.827389165 0.000525257 26.2348978GGELLDK 6 55743134 2xTMT6plex [N-Term; K7] 1.003 0.943 0.857 2.182824373 20.41 0 1189.719259 2 595.3621216 -1.927274791 -0.001146458 39.7451498214277700 RPS12 40S ribosomal protein S12 6206 NP_001007.2 53.78787879 1 7 7 99 132 14.505 7.21 1.01 0.99 0.97 0.99 Significant 0.000136

LVEALCAEHQINLIK 18 14277700 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.027 1.057 1.078 6.031073093 62.4 0 2209.27788 2 1105.141968 -0.552874374 -0.000610727 76.94648576
QAHLCVLASNCDEPMYVK 12 14277700 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C5; C11] 1.129 1.008 1.256 6.320367813 49.25 0 2593.297706 3 865.1049194 0.963638218 0.000833 54.93141457

KVVGCSCVVVK 6 14277700 3xTMT6plex [N-Term; K1; K11]; 2xCarbamidomethyl [C5; C7] 1.834 1.504 1.295 4.391653538 45.67 1 1922.153422 2 961.5805054 0.162636439 0.000156306 54.93589748
VVGCSCVVVK 15 14277700 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C4; C6] 1.242 1.255 1.268 4.259018421 46.63 0 1564.895527 2 782.9510498 -0.449589518 -0.00035178 46.96084948TALIHDGLAR 14 14277700 1xTMT6plex [N-Term] 0.919 0.904 0.958 4.259019375 51.27 0 1295.7633 3 432.5923157 -0.699694547 -0.000302213 33.34613577LGEWVGLCK 20 14277700 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.914 0.918 0.884 4.119400024 36.18 0 1519.870692 3 507.2958374 1.491723634 0.000755742 71.74305515

DVIEEYFK 14 14277700 2xTMT6plex [N-Term; K8] 0.925 0.894 0.887 3.396814108 39.3 0 1500.835017 2 750.9208374 -0.412560545 -0.000309593 67.4108191155749490 SDCBP syntenin-1 isoform 1 6386 NP_001007068.1 24.83221477 1 4 4 26 298 32.424 7.53 1.49 1.66 1.75 1.63 Significant 0.00217 VIQAQTAFSANPANPAILSEASAPIPHDGNLYPR 2 55749490 1xTMT6plex [N-Term] 2.682 4.57743597 19.89 0 3759.965587 4 940.744751 -2.237609243 -0.002103333 80.42861174LYPELSQYMGLSLNEEEIR 11 55749490 1xTMT6plex [N-Term] 1.473 1.374 1.753 5.54747057 28.11 0 2513.279506 3 838.4304199 -1.11406804 -0.000933321 92.96440182DSTGHVGFIFK 4 55749490 2xTMT6plex [N-Term; K11] 1.717 2.381989717 5.74 0 1665.936463 2 833.4742432 2.849453284 0.002373504 55.07607695SLMDHTIPEV 9 55749490 1xTMT6plex [N-Term] 1.514 2.034 1.71 2.518459082 26.49 0 1370.718718 2 685.8634033 0.592448775 0.00040604 56.7434258256090582 IRGQ immunity-related GTPase family Q protein 126298 NP_001007562.1 27.929374 1 11 11 49 623 62.678 4.88 1.12 0.99 1.05 1.06 Significant 0.00127 LLPPAQDGFEVLGAAELEAVR 10 56090582 1xTMT6plex [N-Term] 1.069 1.13 1.077 6.289030552 72.38 0 2424.333591 3 808.7817383 -1.208338762 -0.000976472 102.7496795AALQSQAEALR 6 56090582 1xTMT6plex [N-Term] 1.162 0.541 1.193 4.580027103 44.91 0 1386.790243 2 693.8986816 -0.112993836 -7.83E-05 35.08264799ALPPAQAGALLLALPPASPSAAR 2 56090582 1xTMT6plex [N-Term] 0.974 5.985168457 39.7 0 2382.407031 3 794.8068237 -0.467111027 -0.00037095 94.82005704PPPQGDVTALFLGPPGLGK 1 56090582 2xTMT6plex [N-Term; K19] 1.048 31.34 0 2319.347674 3 773.7843628 -3.940341155 -0.00304634 90.63906119AAHGVLLQALDEMR 4 56090582 1xTMT6plex [N-Term] 1.287 4.348986626 35.68 0 1752.962805 3 584.9923096 -0.244830672 -0.00014306 67.97424391EAFETGGLEAALSWVR 2 56090582 1xTMT6plex [N-Term] 0.985 3.455459833 31.93 0 1965.027907 2 983.0169067 -0.697355713 -0.000685162 92.39474396SALIAALCDKDVETLEAPEGRPDSGVPSLR 4 56090582 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.008 1.229 7.638837337 9.04 1 3624.930731 4 906.9859009 -2.471091185 -0.002239384 79.43451944GLGLEPTALAR 4 56090582 1xTMT6plex [N-Term] 1.032 1.217 2.911869049 33.93 0 1326.794266 2 663.9005127 -0.389954485 -0.000258695 52.93963439ALGLASGELAAR 6 56090582 1xTMT6plex [N-Term] 1.357 0.932 1.041 3.788141251 24.96 0 1357.80008 2 679.4046021 1.360797948 0.000923846 48.69032915AHFPGPVTR 4 56090582 1xTMT6plex [N-Term] 1.12 1.291 3.096442938 27.46 0 1210.689407 3 404.2340088 -1.597571434 -0.000644721 28.3739644LDLAVAGK 6 56090582 2xTMT6plex [N-Term; K8] 1.231 1.001 0.933 3.076747894 33.33 0 1244.797844 2 622.902832 0.436466453 0.000271656 57.5017083656118223 CEPT1 choline/ethanolaminephosphotransferase 1 10390 NP_001007795.1 6.971153846 1 3 3 10 416 46.523 8.21 1.1 1.16 1.06 1.11 Significant 0.000689 VSTAHSNHH 6 56118223 1xTMT6plex [N-Term] 1.556 100 1.063 3.665888548 33.67 0 1218.617699 3 406.8770142 -0.99260788 -0.000403203 12.8884229LFQLPTPPLSR 2 56118223 1xTMT6plex [N-Term] 1.087 3.742769003 19.05 0 1497.899066 2 749.4545898 1.894331578 0.001418759 81.70972719VIFTGGVGK 2 56118223 2xTMT6plex [N-Term; K9] 1.037 2.685656309 27.24 0 1335.840043 2 668.4228516 -1.210305836 -0.000808388 57.402649384506685 RPS13 40S ribosomal protein S13 6207 NP_001008.1 60.92715232 1 12 12 216 151 17.212 10.54 1.04 0.87 1.03 0.98 Significant 0.00314 GLAPDLPEDLYHLIK 50 4506685 2xTMT6plex [N-Term; K15] 1.032 0.664 1.102 5.388613224 45.59 0 2152.241812 3 718.0790405 -8.941294542 -0.006414609 99.35041177GLTPSQIGVILR 14 4506685 1xTMT6plex [N-Term] 0.926 0.937 0.999 4.36233139 65.62 0 1482.920529 2 741.9606934 -4.328715614 -0.003209571 72.34324794KGLTPSQIGVILR 24 4506685 2xTMT6plex [N-Term; K1] 0.994 1.164 1.119 5.127263546 37.25 1 1840.178424 3 614.0646973 0.60556458 0.000371449 66.75518551GLSQSALPYR 12 4506685 1xTMT6plex [N-Term] 1.33 1.243 0.764 3.053772211 41.05 0 1320.747316 2 660.8773804 0.12730837 8.41E-05 115.5086037DSHGVAQVR 12 4506685 1xTMT6plex [N-Term] 1.019 1.09 0.986 3.941532135 50.84 0 1197.65375 2 599.3299561 -0.930569979 -0.00055725 15.84127504GLAPDLPEDLYHLIKK 6 4506685 3xTMT6plex [N-Term; K15; K16] 0.01 0.824 1.073 5.900919914 26.42 1 2509.499707 4 628.1300049 -0.60468975 -0.000379367 94.94991087LTSDDVKEQIYK 13 4506685 3xTMT6plex [N-Term; K7; K12] 1.904 2.031 2.065 3.635201693 15.95 1 2126.231197 2 1063.614746 -4.22388803 -0.004490481 52.72986766YESSTASALVA 24 4506685 1xTMT6plex [N-Term] 1.091 0.967 1.106 2.902741909 45.14 0 1327.694277 2 664.3505859 -0.2877432 -0.000191018 44.2643463SVPTWLK 14 4506685 2xTMT6plex [N-Term; K7] 1.08 1.11 1.061 3.186094046 40.12 0 1288.80293 2 644.9048462 -0.398639059 -0.000256884 67.74077128LILIESR 8 4506685 1xTMT6plex [N-Term] 1.173 1.021 2.758223772 38.64 0 1072.692761 2 536.8504639 0.829477374 0.000444887 56.24769577LTSDDVK 8 4506685 2xTMT6plex [N-Term; K7] 1.023 1.019 0.877 2.371161938 25.61 0 1235.724739 2 618.3661499 0.23020069 0.000142232 33.02788529VLPPNWK 31 4506685 2xTMT6plex [N-Term; K7] 0.961 1 0.982 2.647083998 35.11 0 1311.818914 2 656.4121094 -1.503126673 -0.000985915 61.8974745956549107 OPTN optineurin 10133 NP_001008212.1 20.10398614 1 11 11 48 577 65.881 5.17 0.73 0.77 0.77 0.76 Significant 0.00031 KLELQVESMLSEIK 6 56549107 3xTMT6plex [N-Term; K1; K14] 0.762 0.693 0.731 5.784592152 17.23 1 2334.392131 3 778.8013306 -1.153234174 -0.000897367 97.16620043MAEGEAEGSVK 4 56549107 2xTMT6plex [N-Term; K11] 0.872 0.976 3.886539936 47.21 0 1565.824529 2 783.4158325 -0.089755228 -7.03E-05 27.84553783TSDSDQQAYLVQR 2 56549107 1xTMT6plex [N-Term] 2.109 3.598976851 32.97 0 1739.876158 2 870.4413452 -0.427501871 -0.0003719 27.74098837ADLLGIVSELQLK 8 56549107 2xTMT6plex [N-Term; K13] 0.678 0.742 0.897 4.471335411 35.7 0 1857.146121 3 619.7201538 -0.114581301 -7.09E-05 110.3196961SSEDPTDDSR 6 56549107 1xTMT6plex [N-Term] 0.616 0.648 0.751 3.603766918 41.48 0 1337.601833 2 669.3030396 -2.265927245 -0.001515454 14.46370772TVSTGTALSK 2 56549107 2xTMT6plex [N-Term; K10] 1.152 2.643669844 21.2 0 1422.856815 2 711.9318848 -0.226669856 -0.000161259 34.29007132KNSAIPSELNEK 6 56549107 3xTMT6plex [N-Term; K1; K12] 0.829 0.727 0.812 2.904689074 7.11 1 2017.189666 3 673.0675049 -0.845097311 -0.000568241 43.02323801
NIPIHSCPK 6 56549107 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.734 0.788 0.748 3.810056448 18.7 0 1523.87684 3 508.6299744 -0.964568959 -0.000489961 32.38747323
QFFEIQSK 4 56549107 2xTMT6plex [N-Term; K8] 0.774 0.791 3.194090843 34.36 0 1484.851336 2 742.9289551 -0.473201413 -0.000351317 59.07932612QELVYTNK 2 56549107 2xTMT6plex [N-Term; K8] 0.957 2.996212482 41.28 0 1452.846251 2 726.9269409 0.243966584 0.000177223 36.6763648LSEAELMK 2 56549107 2xTMT6plex [N-Term; K8] 0.653 3.006210804 29.24 0 1378.801609 2 689.9035645 -1.273949594 -0.000878262 54.53182244

56605994 CISD2 CDGSH iron-sulfur domain-containing protein 2 493856 NP_001008389.1 55.55555556 1 7 7 55 135 15.268 9.61 1.27 1.27 1.19 1.24 Significant 0.00046
HNELTGDNVGPLILK 12 56605994 2xTMT6plex [N-Term; K15] 1.03 1.236 1.118 5.459459782 35.53 0 2078.20101 3 693.4050293 -0.228726371 -0.000158446 59.84212537RLPVPESITGFAR 6 56605994 1xTMT6plex [N-Term] 1.549 1.714 0.62 5.776632786 52.92 1 1671.974356 3 557.9957886 -0.922967113 -0.000514392 62.62015866VVNEINIEDLCLTK 16 56605994 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 1.343 1.484 1.43 4.647893906 65.16 0 2118.188062 2 1059.596436 -1.165069473 -0.001233918 81.95490855

TFPACDGSHNK 2 56605994 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.103 3.461818695 18.82 0 1691.857561 3 564.6237793 -0.458720281 -0.000258696 24.39803145
VQLPAYLK 12 56605994 2xTMT6plex [N-Term; K8] 1.416 1.401 1.335 3.534958839 42.32 0 1389.886993 2 695.4472656 0.187907363 0.000130585 67.28450794DSLINLK 4 56605994 2xTMT6plex [N-Term; K7] 1.03 1.16 2.895960093 30.24 0 1260.792759 2 630.8994751 -0.860692354 -0.000542577 56.16977307VLESVAR 3 56605994 1xTMT6plex [N-Term] 1.046 1.033 1.143 34.47 0 1002.614511 2 501.8106689 -0.448596514 -0.000224885 33.93965322192455698 GPX8 probable glutathione peroxidase 8 isoform a 493869 NP_001008398.2 28.70813397 1 5 5 22 209 23.866 9.35 1.14 1.23 1.04 1.14 Significant 0.00232 YLVNPEGQVVK 6 192455698 2xTMT6plex [N-Term; K11] 1.091 1.153 1.076 4.750123978 45.36 0 1704.009628 2 852.5083008 -0.1776149 -0.000151329 55.69987487KNYGVTFPIFHK 4 192455698 3xTMT6plex [N-Term; K1; K12] 1.166 1.193 4.520800114 10.81 1 2138.272942 4 535.3233643 -0.61506589 -0.000328795 66.14971735INSFYAFEVK 4 192455698 2xTMT6plex [N-Term; K10] 1.122 1.474 4.289068699 41.67 0 1675.945965 2 838.4749146 -2.036031298 -0.001706139 75.81950932FWKPEEPIEVIRPDIAALVR 6 192455698 2xTMT6plex [N-Term; K3] 100 1.767 0.603 5.570786476 9.92 0 2836.648941 4 709.9176636 -0.0412117 -2.92E-05 95.04524218FLVDSSK 2 192455698 2xTMT6plex [N-Term; K7] 1.143 2.67552042 29.66 0 1253.75056 2 627.37854 -0.603087966 -0.000378061 50.73763956549694 ENAH protein enabled homolog isoform a 55740 NP_001008493.1 23.51945854 1 12 12 59 591 66.47 6.93 0.86 0.85 0.84 0.85 Significant 0.0000461 WVPAGGSTGFSR 2 56549694 1xTMT6plex [N-Term] 0.845 3.368203163 33.27 0 1450.764029 2 725.885376 -0.381389988 -0.000276653 48.29263252GSTIETEQKEDKGEDSEPVTSK 6 56549694 4xTMT6plex [N-Term; K9; K12; K22] 0.769 0.75 100 4.209101677 18.52 2 3310.767176 4 828.4473267 0.090891509 7.52E-05 33.68297998LKEELIDAIR 16 56549694 2xTMT6plex [N-Term; K2] 0.784 0.857 0.976 3.34828639 18.51 1 1658.025278 3 553.3468628 0.456850035 0.00025249 72.17830995ASSTSTPEPTR 6 56549694 1xTMT6plex [N-Term] 0.792 0.694 1.227 3.760659218 41.44 0 1362.706239 2 681.8565674 -0.279425135 -0.000190387 16.33815975AAVMVYDDANKK 6 56549694 3xTMT6plex [N-Term; K11; K12] 0.831 0.949 0.74 2.992232084 8.41 1 2012.145359 3 671.387146 0.758498025 0.000508736 48.22838981LEQEQLER 6 56549694 1xTMT6plex [N-Term] 0.864 0.837 0.565 3.150370836 44.62 0 1273.694946 2 637.3511353 0.037573999 2.39E-05 26.75509376LKQDILDEMR 2 56549694 2xTMT6plex [N-Term; K2] 0.827 3.690301418 13.53 1 1718.987512 3 573.6664429 -1.591964281 -0.000912189 63.1749496GSTIETEQK 2 56549694 2xTMT6plex [N-Term; K9] 0.67 2.701774597 30.87 0 1450.815345 2 725.9128418 2.110857017 0.001531232 22.57188794EDANVFASAMMHALEVLNSQETGPTLPR 1 56549694 1xTMT6plex [N-Term] 1.116 3.80124712 0 3257.613213 4 815.1577759 -1.209162696 -0.000984746 112.5816225KNQIVFDNR 4 56549694 2xTMT6plex [N-Term; K1] 0.883 0.937 3.661306381 8.38 1 1591.932046 3 531.3157349 0.3802297 0.000201767 34.76800888EQLEWER 6 56549694 1xTMT6plex [N-Term] 0.809 0.888 0.738 2.266332388 33.15 0 1218.631618 2 609.819519 0.118088137 7.20E-05 33.9685407QVYGLNFGSK 2 56549694 2xTMT6plex [N-Term; K10] 1.063 2.077091455 1.1 0 1570.899349 3 524.3060913 2.78294455 0.001457242 55.132145156682964 LGMN legumain preproprotein 5641 NP_001008530.1 11.31639723 1 4 4 16 433 49.379 6.55 1.03 1.24 1.01 1.1 Significant 0.0045 HQADACHAYQIIHR 4 56682964 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.094 1.231 6.480964184 36.83 0 1948.976164 4 487.9994507 -0.097844 -4.77E-05 21.57293402

ESSYACYYDEK 4 56682964 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.772 1.234 4.187656879 28.88 0 1872.872602 2 936.9400635 0.132840389 0.000124397 40.02293098DYTGEDVTPQNFLAVLR 2 56682964 1xTMT6plex [N-Term] 1.202 3.343859196 15.01 0 2167.123264 2 1084.062744 -2.33135735 -0.002526169 89.76891853GDAEAVK 6 56682964 2xTMT6plex [N-Term; K7] 0.912 0.814 0.799 2.444592476 20.2 0 1147.672309 2 574.3395996 -0.336926531 -0.000193341 21.773207356713254 CCBL2 kynurenine--oxoglutarate transaminase 3 isoform 1 56267 NP_001008661.1 40.30837004 1 16 16 107 454 51.368 8.19 0.82 0.91 0.84 0.86 Significant 0.00101 LAADPSVVNLGQGFPDISPPTYVK 16 56713254 2xTMT6plex [N-Term; K24] 0.839 0.962 0.802 5.687027931 52.19 0 2943.62318 3 981.8756104 -3.703648411 -0.003634048 92.77527862KDSTLDAAEEIIK 4 56713254 3xTMT6plex [N-Term; K1; K13] 0.951 0.797 4.242717266 21.95 1 2120.241761 3 707.4190674 0.418682649 0.000295903 61.25348817AIILNTPHNPLGK 6 56713254 2xTMT6plex [N-Term; K13] 0.878 0.876 0.92 4.260368347 38.35 0 1846.131474 3 616.0479736 -1.14096509 -0.000702124 59.88989137LGWSIGPNHLIK 6 56713254 2xTMT6plex [N-Term; K12] 0.827 0.888 0.828 4.278401852 27.49 0 1793.083796 3 598.3658447 -0.454345923 -0.00027156 68.36179075MAGATPVFIPLR 4 56713254 1xTMT6plex [N-Term] 0.653 1.033 3.935952425 39.55 0 1501.876222 2 751.4417114 -0.050216147 -3.77E-05 74.19653283DSTLDAAEEIIK 8 56713254 2xTMT6plex [N-Term; K12] 0.963 0.897 0.988 4.495891571 72.32 0 1762.983866 2 881.9951782 -0.446064597 -0.000393202 63.37281596
KLSAIPVSAFCNSETK 6 56713254 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C11] 1.054 1.118 1.107 5.092098713 36.64 1 2439.388442 3 813.7988892 -2.594174598 -0.0021094 65.89986099IAAIDSLNQYTR 6 56713254 1xTMT6plex [N-Term] 0.716 0.897 0.834 4.468580723 45.52 0 1593.879787 2 797.4432373 -0.36926287 -0.00029428 60.00592537WSSSDWTLDPQELESK 8 56713254 2xTMT6plex [N-Term; K16] 0.664 0.803 3.762615919 47.16 0 2366.191627 2 1183.600098 0.545937398 0.000645896 80.49109263IATFPGMWER 7 56713254 1xTMT6plex [N-Term] 0.938 0.841 0.801 3.577879667 41.12 0 1436.755772 2 718.8769531 -6.363343149 -0.004571285 68.49570399ALSYLYEK 6 56713254 2xTMT6plex [N-Term; K8] 0.859 0.818 0.788 3.477205515 37.92 0 1444.845188 2 722.9251099 -1.553843592 -0.001122532 58.29389952TFSVTGWK 6 56713254 2xTMT6plex [N-Term; K8] 1.037 1.021 1.143 3.544545889 42.52 0 1383.803658 2 692.40448 -1.426805784 -0.00098721 61.24637194NNEPYDYK 10 56713254 2xTMT6plex [N-Term; K8] 0.973 1.033 0.997 3.19180131 36.19 0 1500.77348 2 750.8901367 -0.321775742 -0.000241456 29.72007249RIEGLDSNVWIEFTK 2 56713254 2xTMT6plex [N-Term; K15] 0.618 3.639986277 14.14 1 2265.264338 3 755.758667 -1.276108659 -0.000963574 81.21135876GFGHPSLVK 6 56713254 2xTMT6plex [N-Term; K9] 0.809 0.874 0.791 2.866743803 17.5 0 1399.846191 3 467.2874146 1.070919329 0.000499707 38.292152SKPVYGK 6 56713254 3xTMT6plex [N-Term; K2; K7] 0.607 0.962 0.955 2.4455688 6.05 0 1465.934561 3 489.3164978 0.258366378 0.000126249 28.3702421957165424 CUL4A cullin-4A isoform 1 8451 NP_001008895.1 34.25559947 1 16 23 140 759 87.624 8.13 1.06 1.15 0.98 1.06 Significant 0.00213 TIDGILLLIER 27 57165424 1xTMT6plex [N-Term] 1.673 1.728 1.324 4.520827293 57.99 0 1484.924946 2 742.9675293 1.909910503 0.001418037 105.5580971YNLEELYQAVENLCSHK 8 57165424 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C14] 1.738 1.156 1.153 6.054587841 23.55 0 2568.316844 4 642.8344116 -0.400202034 -0.000256961 104.0011387
FLEETNCLYAAEGQR 10 57165424 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.114 1.188 1.112 4.874558926 53.24 0 2029.985056 2 1015.495483 -0.673001568 -0.000683092 60.78811457GGQQALLQHWSEYIK 6 57165424 2xTMT6plex [N-Term; K15] 1.194 1.295 1.179 4.605696678 44.26 0 2216.222808 3 739.4121094 -0.466182821 -0.000344388 72.5636077ETVEEQVSTTER 5 57165424 1xTMT6plex [N-Term] 1.274 1.201 4.905317783 39.96 0 1636.822725 2 818.9146118 -0.475339923 -0.000389024 24.23607828SLLGMLSDLQVYK 14 57165424 2xTMT6plex [N-Term; K13] 1.063 1.282 5.058339596 63.08 0 1925.118192 2 963.06073 -2.082121025 -0.002004165 108.8682399TLGHNLLVSELYNQLK 2 57165424 2xTMT6plex [N-Term; K16] 1.362 4.313672543 27.94 0 2300.337838 3 767.4526978 2.478893155 0.001900764 83.97823378

LKHECGAAFTSK 2 57165424 3xTMT6plex [N-Term; K2; K12]; 1xCarbamidomethyl [C5] 1.294 2.278267622 4.59 1 2036.156592 4 509.7937927 -1.596744364 -0.000812805 33.69723384
EDSLDSVLFLK 6 57165424 2xTMT6plex [N-Term; K11] 1.482 1.244 1.243 3.454021215 28.53 0 1723.988223 3 575.3348999 1.115469935 0.000641019 85.07095503QYQIDAAIVR 4 57165424 1xTMT6plex [N-Term] 1.267 0.911 3.486736536 51.2 0 1405.80008 2 703.4030762 -0.85649892 -0.000602033 47.79757683LPDNYTQDTWR 8 57165424 1xTMT6plex [N-Term] 1.056 1.106 0.915 3.677392006 34.93 0 1637.812101 2 819.4089966 -0.845253211 -0.000692183 49.18002805TLQSLACGK 6 57165424 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.448 1.505 0.921 4.036840916 54.91 0 1435.834306 2 718.4203491 -0.616079313 -0.000442294 45.46484423EATDEELER 6 57165424 1xTMT6plex [N-Term] 1.037 1.184 0.969 3.74724865 39.94 0 1320.648055 2 660.8255615 -3.187005886 -0.002104457 20.83469864
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AVQSSTSIR 4 57165424 1xTMT6plex [N-Term] 0.82 0.927 3.503141403 32.47 0 1177.673817 2 589.3408203 0.464725455 0.000273648 19.18842157SASVDAEK 7 57165424 2xTMT6plex [N-Term; K8] 1.299 0.986 3.110862732 41.54 0 1264.714902 2 632.861145 0.087868865 5.56E-05 21.30691564MATGIEDSELR 3 57165424 1xTMT6plex [N-Term] 0.505 0.711 2.70105505 5.72 0 1450.74091 2 725.8737793 -0.432803849 -0.000313943 40.16092006DIMVHFK 6 57165424 2xTMT6plex [N-Term; K7] 1.12 1.196 100 2.682800293 24.32 0 1347.785899 3 449.9335938 0.243911144 0.00010958 51.26058271INQIQMK 4 57165424 2xTMT6plex [N-Term; K7] 1.303 1.674 2.994947195 32.94 0 1332.807363 2 666.9076538 0.501233116 0.000334024 44.57197158EVPEYLNHVSK 2 57165424 2xTMT6plex [N-Term; K11] 1 2.338256598 9.4 0 1772.994706 3 591.6693726 -0.643738086 -0.000380448 46.89524227DKDNPNQYHYVA 6 57165424 2xTMT6plex [N-Term; K2] 1.206 1.251 1.535 3.177680254 17.8 1 1921.980847 3 641.3308716 -1.449048731 -0.000928348 28.337533
QACEDHVQAQILPFREDSLDSVLFLK 1 57165424 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C3] 0.703 3.762471676 1 3516.85611 4 879.9694824 -0.002844159 -2.50E-06 91.96715025

KGSFSALVGR 2 57165424 2xTMT6plex [N-Term; K1] 1.014 3.267435789 2.53 1 1479.904769 3 493.9730225 -0.172029439 -8.49E-05 45.38382382ESFETFINK 1 57165424 2xTMT6plex [N-Term; K9] 1.183 2.389046907 0 1572.86738 2 786.9348755 -3.118974619 -0.002452867 63.1969559557164942 CKAP5 cytoskeleton-associated protein 5 isoform a 9793 NP_001008938.1 29.67519685 1 52 52 286 2032 225.352 7.8 1.29 1.24 1.21 1.25 Significant 0.00035 FIQPNIGELPTALK 8 57164942 2xTMT6plex [N-Term; K14] 1.463 1.288 1.491 4.347366333 42.04 0 1999.199219 3 667.071228 -0.044176672 -2.94E-05 86.587567TTGEVVSGVVSK 8 57164942 2xTMT6plex [N-Term; K12] 1.149 1.254 4.31649065 58.87 0 1620.957258 2 810.9820557 -0.260921053 -0.000211471 44.79431905
ASAVLPPTCIQLLDSSNWK 7 57164942 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C9] 1.365 1.489 0.972 4.102005005 42.71 0 2558.405266 3 853.4746704 1.638688962 0.001397477 88.03504992

TSAQVVLDGLVDK 4 57164942 2xTMT6plex [N-Term; K13] 1.187 1.339 4.402879238 40.29 0 1803.062785 3 601.6925659 0.199235384 0.000119745 72.80490294NLGIPIITVLGDSK 14 57164942 2xTMT6plex [N-Term; K14] 1.294 1.351 1.182 4.218373775 64.72 0 1898.17267 2 949.588501 -1.551348263 -0.001472363 100.4318199KEALESVEVLIK 4 57164942 3xTMT6plex [N-Term; K1; K12] 1.328 1.391 5.575701714 40.42 1 2045.282504 3 682.4327393 0.56747341 0.000386881 77.95946491GLEAALVYVENAHVAGK 6 57164942 2xTMT6plex [N-Term; K17] 1.392 1.703 1.731 5.167150021 43.5 0 2199.253774 3 733.7550049 -1.506143403 -0.001104131 84.50431109IEDLEEGQQVIR 6 57164942 1xTMT6plex [N-Term] 1.491 1.211 3.895752668 32.25 0 1657.89583 2 829.4505615 -1.196723635 -0.000992022 52.04580631GKPAAPGGAGNTGTK 6 57164942 3xTMT6plex [N-Term; K2; K15] 1.196 1.058 0.901 5.152682781 39.74 0 1971.159035 3 657.7254639 1.422316268 0.000934537 26.25161149LEAGDYADLVK 8 57164942 2xTMT6plex [N-Term; K11] 1.337 1.36 1.435 4.298511982 54.54 0 1651.930709 2 826.4684448 -0.663182515 -0.000547766 62.57934915AVNPFLADVDK 6 57164942 2xTMT6plex [N-Term; K11] 1.681 1.395 1.205 4.419582844 64.14 0 1646.951778 2 823.9789429 -0.709958742 -0.000584634 68.68110244LDDIFEPVLIPEPK 6 57164942 2xTMT6plex [N-Term; K14] 1.393 1.341 3.69099474 27.31 0 2083.209115 3 695.0744019 -0.22213497 -0.000154251 100.1552794EQHQHSDLDSNQTHSSGTVTSSSSTANIDDLKK 2 57164942 3xTMT6plex [N-Term; K32; K33] 1.073 7.956468582 32.07 1 4242.111374 6 707.8579102 -0.069843169 -4.94E-05 34.12996133AQDALPFFMMHLGYEK 2 57164942 2xTMT6plex [N-Term; K16] 1.087 4.18236351 28.06 0 2356.223402 3 786.0783081 -1.286216575 -0.001010205 96.98569715GEAVQEELLK 6 57164942 2xTMT6plex [N-Term; K10] 1.325 1.37 3.588874102 60.42 0 1573.920144 2 787.4634399 -0.343497216 -0.000270319 51.38858314MFFEDEKPALLSQIDAEFEK 17 57164942 3xTMT6plex [N-Term; K7; K20] 1.306 1.246 1.577 5.360162735 20.93 0 3074.636336 3 1025.548462 -1.790045134 -0.001834579 105.197399DAAFEALGTALK 21 57164942 2xTMT6plex [N-Term; K12] 1.184 0.838 0.792 5.522297382 70.4 0 1664.962343 2 832.9835205 -1.548776395 -0.001289327 74.72809308EGLDEVAGIINDAK 6 57164942 2xTMT6plex [N-Term; K14] 1.18 1.129 1.136 4.099699497 47.31 0 1902.058428 3 634.6901245 -1.371048757 -0.000869272 81.23705107DTNVMLVALAAK 4 57164942 2xTMT6plex [N-Term; K12] 1.329 1.409 3.678946018 31.25 0 1704.012998 3 568.675293 -0.981661379 -0.000557588 81.25664342EGLAELYEYK 6 57164942 2xTMT6plex [N-Term; K10] 1.198 1.055 0.901 4.385341167 43.58 0 1672.91981 2 836.9605103 -3.625781794 -0.003032821 66.31768027ALAVMVDHLESEK 4 57164942 2xTMT6plex [N-Term; K13] 1.014 1.129 4.332042694 32.13 0 1900.061405 3 634.024231 -1.718596514 -0.00108848 75.9273289DQVLAMLEK 6 57164942 2xTMT6plex [N-Term; K9] 1.231 1.126 1.193 4.144394398 55.49 0 1504.880922 2 752.9442139 0.152440218 0.000114702 72.80016409LHIVALIAQK 2 57164942 2xTMT6plex [N-Term; K10] 1.365 3.682118654 25.77 0 1564.035055 3 522.0159302 -1.161944965 -0.000605774 73.72102864MFPFIMEGTK 10 57164942 2xTMT6plex [N-Term; K10] 1.651 1.628 1.409 3.547934771 36.17 0 1658.905028 2 829.9559326 -0.264858818 -0.000219688 90.18866364QELLGWLAEK 6 57164942 2xTMT6plex [N-Term; K10] 1.252 1.176 4.393697262 56.68 0 1644.972514 2 822.989624 -0.329746011 -0.000271212 86.26641092MQGQSPPAPTR 4 57164942 1xTMT6plex [N-Term] 1.276 1.113 4.158700466 38.86 0 1398.736099 2 699.8709717 -1.024210804 -0.0007163 20.59382223EIVEPELSIEVCEEK 6 57164942 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 1.66 1.373 4.255494118 43.46 0 2261.198686 2 1131.09375 -8.16517368 -0.00923154 70.16712837
VNDFLAEIFK 6 57164942 2xTMT6plex [N-Term; K10] 0.987 0.957 0.849 3.408333063 54.52 0 1653.961615 2 827.4839478 -0.602149517 -0.000497966 108.4476405LLPDTINSINLDR 4 57164942 1xTMT6plex [N-Term] 1.72 1.686 3.957151175 41.85 0 1712.974415 2 856.9906006 -0.286395477 -0.000245294 74.44747247TQMSSCVAK 6 57164942 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.465 1.877 1.337 3.609373569 41.74 0 1469.785641 2 735.395874 -0.79605018 -0.000585012 27.96683338

KFVTDSNAVVQLK 2 57164942 3xTMT6plex [N-Term; K1; K13] 1.412 4.462377548 5.61 1 2136.299551 3 712.7703857 -1.379457032 -0.000982311 67.8192267LSGYEEALK 6 57164942 2xTMT6plex [N-Term; K9] 1.134 1.297 1.015 3.718541384 42.28 0 1467.845916 2 734.4268188 0.302944136 0.000222338 51.37351315
LACMEEFQK 6 57164942 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.133 1.657 1.32 4.121148586 50.49 0 1613.843156 2 807.4211426 -5.04866518 -0.004073877 57.98746099

VNDFLAEIFKK 4 57164942 3xTMT6plex [N-Term; K10; K11] 1.968 1.725 2.920781136 11.92 1 2011.21951 3 671.0775146 -0.755305266 -0.000506362 102.5351039YSDADIEPFLK 4 57164942 2xTMT6plex [N-Term; K11] 1.364 1.503 3.430705786 29.69 0 1755.956923 2 878.4817505 -0.398029945 -0.000349462 68.95267978FFDTNTSVLMK 4 57164942 2xTMT6plex [N-Term; K11] 1.319 0.845 4.025815964 30.43 0 1760.965714 2 880.9866333 0.156795536 0.000138056 77.00980468SVNLLVVK 6 57164942 2xTMT6plex [N-Term; K8] 1.483 1.852 1.485 3.725111723 47 0 1329.886993 2 665.4459229 -1.822994651 -0.001212188 64.61056932ELEEEWVK 6 57164942 2xTMT6plex [N-Term; K8] 1.112 1.244 1.484 3.506528854 37.37 0 1519.840831 2 760.4241333 0.104604087 7.95E-05 55.24625425DEYIEQLK 4 57164942 2xTMT6plex [N-Term; K8] 0.965 1.238 3.228880405 40.38 0 1495.840831 2 748.4238281 -0.30175002 -0.000225685 53.13698453SQQELEAK 6 57164942 2xTMT6plex [N-Term; K8] 1.233 1.308 1.489 3.10195446 42.87 0 1390.794215 2 695.901123 0.542340299 0.000377142 25.94730504LIGNLSEK 6 57164942 2xTMT6plex [N-Term; K8] 1.088 1.293 1.147 3.491264582 36.58 0 1331.829872 2 666.4181519 -0.634757547 -0.000422695 51.84927829
MCLVYPASK 4 57164942 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.261 1.182 2.73512888 21.09 0 1526.847513 2 763.9275513 0.204643266 0.00015623 58.08811007

ITSELVSK 6 57164942 2xTMT6plex [N-Term; K8] 1.13 3.341599464 30.12 0 1334.829538 2 667.9180298 -0.565734924 -0.00037758 51.79986758RPSAAPIK 4 57164942 2xTMT6plex [N-Term; K8] 1.183 1.095 2.948827744 10.62 0 1297.835627 3 433.2825623 -1.920969321 -0.000831034 22.73419877HSMDQTGSK 2 57164942 2xTMT6plex [N-Term; K9] 1.256 2.399190664 11.9 0 1448.756784 3 483.5899963 -0.930498717 -0.000449355 27.35635547IIVACIETLR 2 57164942 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.366 2.039525509 22.03 0 1416.844587 2 708.9255371 -0.557486161 -0.000394936 85.90573359EASTGVLK 1 57164942 2xTMT6plex [N-Term; K8] 1.243 2.869576693 0 1262.772023 2 631.8886108 -1.645752578 -0.001039105 33.11888739EWLEGEDLSEELKK 1 57164942 3xTMT6plex [N-Term; K13; K14] 0.42 2.079142809 1 2392.321468 3 798.1105347 -1.846405741 -0.001472399 71.42954742
STPTDLILCVPHLYSCLEDR 1 57164942 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C16] 1.239 3.277504206 0 2618.315575 3 873.4404907 -3.305977367 -0.002885364 92.96231511

VELIHGK 4 57164942 2xTMT6plex [N-Term; K7] 1.69 1.317 2.421883583 17.19 0 1253.798178 3 418.604126 -0.282198777 -0.00011794 39.14885224AVELMDR 4 57164942 1xTMT6plex [N-Term] 1.17 1.185 2.400123358 19.81 0 1062.581496 2 531.7941895 -0.370845673 -0.000197027 34.84933284LIAVEIYR 2 57164942 1xTMT6plex [N-Term] 1.11 2.022169828 7.18 0 1205.745525 2 603.3766479 0.409811546 0.000247064 64.0963988557222565 PPP2CB serine/threonine-protein phosphatase 2A catalytic subunit beta isoform 5516 NP_001009552.1 41.42394822 1 2 12 120 309 35.552 5.43 1.23 1.23 1.17 1.21 Significant 0.000273 SPDTNYLFMGDYVDR 12 57222565 1xTMT6plex [N-Term] 1.115 1.194 1.155 3.909553766 58.92 0 2021.947608 2 1011.477112 -0.326871569 -0.000330459 67.7249829LQEVPHEGPMCDLLWSDPDDR 6 57222565 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.385 1.342 1.217 5.220655918 43.09 0 2738.275166 3 918.7595215 -2.203914901 -0.002023392 58.13718091
LQEVPHEGPMCDLLWSDPDDR 14 57222565 1xTMT6plex [N-Term]; 1xOxidation [M10]; 1xCarbamidomethyl [C11] 1.058 0.857 1.017 4.99631834 58.68 0 2754.270081 3 918.7595215 -2.203914901 -0.002023392 58.13718091

ELDQWVEQLNECK 16 57222565 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.157 1.206 1.19 3.936232805 50.97 0 2149.099976 2 1075.053101 -0.489055017 -0.000525514 76.25530832
NVVTIFSAPNYCYR 3 57222565 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.135 4.423962116 31.36 0 1932.983934 2 966.9954834 -0.126277886 -0.000122047 68.07477934QITQVYGFYDECLR 2 57222565 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.784 3.729007244 10.53 0 2020.999978 3 674.3378296 -0.5159181 -0.000347557 65.28167845YSFLQFDPAPR 21 57222565 1xTMT6plex [N-Term] 0.977 0.913 1.781 3.491012812 58.03 0 1569.826295 2 785.416626 -0.203319868 -0.000159588 71.04112052KYGNANVWK 5 57222565 3xTMT6plex [N-Term; K1; K9] 1.115 1.065 1.376 3.889191389 8.21 1 1767.052051 3 589.6890869 0.371710719 0.000218944 41.2395271ESNVQEVR 8 57222565 1xTMT6plex [N-Term] 1.156 1.22 0.907 3.541937113 51.45 0 1189.637431 2 595.3227539 0.672475898 0.000400001 17.33976495YGNANVWK 6 57222565 2xTMT6plex [N-Term; K8] 1.125 1.045 0.935 2.859647751 37.49 0 1409.794156 2 705.3987427 -2.799677117 -0.001973484 44.57024674QLNENQVR 4 57222565 1xTMT6plex [N-Term] 1.093 1.205 3.402505875 24.37 0 1229.679965 2 615.3427124 -1.477234211 -0.000908263 19.60163955GGWGISPR 10 57222565 1xTMT6plex [N-Term] 1 0.985 0.974 2.840892792 24.9 0 1058.594444 2 529.8007813 -0.14967016 -7.92E-05 34.24970147AKEILTK 11 57222565 3xTMT6plex [N-Term; K2; K7] 2.774 2.824 2.272 2.482065916 18.62 1 1489.992076 2 745.5001221 0.598171386 0.000445635 42.32137814SPDTNYLFMGDYVDR 2 57222565 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.813 2.411590099 3.51 0 2037.942523 2 1011.477112 -0.326871569 -0.000330459 67.724982961742164 C12orf29 uncharacterized protein C12orf29 91298 NP_001009894.2 9.538461538 1 2 2 8 325 37.466 7.06 0.99 1.04 0.99 1.01 Significant 0.000274 VLATETVSHK 7 61742164 2xTMT6plex [N-Term; K10] 0.995 1.039 0.985 4.01628828 33.97 0 1542.925564 3 514.9790039 -2.01254119 -0.001035067 44.77367194

EFFWNVEEDFKPAPECWIPAK 1 61742164 3xTMT6plex [N-Term; K11; K21]; 1xCarbamidomethyl [C16] 0.985 3.624505281 0 3326.716318 4 832.4351807 0.773915177 0.000643649 102.1062098
57863277 VPS8 vacuolar protein sorting-associated protein 8 homolog isoform a 23355 NP_001009921.1 1.120448179 1 1 1 7 1428 161.65 5.64 1.11 1.4 1.44 1.32 Significant 0.00618

AYPLGDIPEDLVPLVK 7 57863277 2xTMT6plex [N-Term; K16] 1.107 1.402 1.436 2.557006121 18.5 0 2197.288428 2 1099.149414 1.421540732 0.001561767 103.01585358331120 TMEM230 transmembrane protein 230 isoform 1 29058 NP_001009923.1 24.04371585 1 4 4 13 183 19.898 9.22 1.09 0.68 1.17 0.98 Significant 0.0232 LSSTDDGYIDLQFK 2 58331120 2xTMT6plex [N-Term; K14] 1.121 3.452412844 40.21 0 2060.095207 2 1030.549927 -1.27692369 -0.001315292 71.998263TNLATGIPSSK 4 58331120 2xTMT6plex [N-Term; K11] 0.953 1.193 3.828758717 44.47 0 1546.920478 2 773.9638672 -0.013261832 -1.03E-05 45.27152521GYSYDDIPDFDD 5 58331120 1xTMT6plex [N-Term] 0.601 0.679 2.53633213 25.74 0 1650.700879 2 825.854126 0.058577012 4.83E-05 62.59223091IAYYASK 2 58331120 2xTMT6plex [N-Term; K7] 1.377 2.207284451 5.27 0 1273.755645 2 637.3811035 -0.560993588 -0.000357284 43.53475085
58761544 KDM1A lysine-specific histone demethylase 1A isoform a 23028 NP_001009999.1 13.12785388 1 8 8 38 876 95.096 6.25 1.14 1.28 1.32 1.24 Significant 0.00191

QILDWHFANLEFANATPLSTLSLK 6 58761544 2xTMT6plex [N-Term; K24] 0.962 1.17 1.633 5.070204258 37.9 0 3187.755591 3 1063.256714 -0.000840227 -8.93E-07 109.21163VFWDPSVNLFGHVGSTTASR 2 58761544 1xTMT6plex [N-Term] 1.333 3.719444275 7.6 0 2406.240359 3 802.7510376 -0.747991374 -0.000599949 83.50514386LQELEANPPSDVYLSSR 6 58761544 1xTMT6plex [N-Term] 0.705 1.153 4.532226563 43.42 0 2147.118179 2 1074.060059 -2.486138189 -0.002669016 61.60758183IADQFLGAMYTLPR 6 58761544 1xTMT6plex [N-Term] 1.353 1.291 4.727787018 65.85 0 1824.987957 2 912.9976196 0.003220741 2.94E-06 90.62548242EYDELAETQGK 6 58761544 2xTMT6plex [N-Term; K11] 1.231 1.66 1.385 4.596460819 49.17 0 1740.905616 2 870.9539795 -2.833907582 -0.002466783 38.4822435LFFAGEHTIR 6 58761544 1xTMT6plex [N-Term] 1.101 1.32 1.32 4.234345436 52.25 0 1419.794601 3 473.9342957 -4.413889944 -0.002088939 53.50169723EKDEMVEQEFNR 2 58761544 2xTMT6plex [N-Term; K2] 1.067 3.164112329 5.12 1 2012.015911 3 671.3422241 -1.884789627 -0.001264076 39.38048823IKPLPTK 4 58761544 3xTMT6plex [N-Term; K2; K7] 1.266 1.152 1.376 2.656557322 2.61 0 1484.017897 3 495.3438416 -0.62378075 -0.000308567 44.8812145814165469 RPS15A 40S ribosomal protein S15a 6210 NP_001010.2 56.92307692 1 7 7 130 130 14.83 10.13 1.06 1.04 1.01 1.04 Significant 0.000196 QFGFIVLTTSAGIMDHEEAR 13 14165469 1xTMT6plex [N-Term] 0.849 0.512 1.046 6.36215353 56.31 0 2451.25396 3 823.0858765 -2.350535256 -0.001933118 75.65426668QFGFIVLTTSAGIMDHEEAR 18 14165469 1xTMT6plex [N-Term]; 1xOxidation [M14] 0.977 0.86 0.818 5.71315527 60.28 0 2467.248875 3 823.0858765 -2.350535256 -0.001933118 75.65426668HGYIGEFEIIDDHR 14 14165469 1xTMT6plex [N-Term] 1.024 0.932 0.906 5.617858887 54.78 0 1929.965641 3 643.9934082 0.015569902 1.00E-05 49.43824044MNVLADALK 27 14165469 2xTMT6plex [N-Term; K9] 1.049 1.022 1.057 3.847498894 58.72 0 1432.859792 2 716.9332886 -0.343272639 -0.000245931 72.13042411MNVLADALK 14 14165469 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 1.057 1.075 1.094 2.473443985 32.8 0 1448.854707 2 716.9332886 -0.343272639 -0.000245931 72.13042411WQNNLLPSR 14 14165469 1xTMT6plex [N-Term] 1.047 1.038 1.046 3.600511312 26.2 0 1356.758549 2 678.8829346 0.031796833 2.16E-05 50.50638066IVVNLTGR 14 14165469 1xTMT6plex [N-Term] 1.217 1.148 1.087 2.921198606 33.91 0 1100.698909 2 550.8530273 -0.11926286 -6.56E-05 49.18156447SINNAEK 10 14165469 2xTMT6plex [N-Term; K7] 0.987 1.095 0.937 3.126895189 35.61 0 1233.720322 2 617.3635864 -0.345157999 -0.000212914 22.82090718FLTVMMK 6 14165469 2xTMT6plex [N-Term; K7] 1.107 1.218 0.902 2.82331109 31.4 0 1327.788207 2 664.3977661 0.036245662 2.41E-05 79.0272401758082085 PM20D2 peptidase M20 domain-containing protein 2 135293 NP_001010853.1 5.963302752 1 3 3 8 436 47.746 5.85 1.24 1.12 1.18 1.18 Significant 0.000861 SAECIDEAAER 3 58082085 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.831 1.176 4.459597111 48.22 0 1479.694688 2 740.3518677 1.196538432 0.000885256 22.52651293VLTHFFER 2 58082085 1xTMT6plex [N-Term] 1.244 3.613571882 25.79 0 1277.720373 3 426.5778809 -1.004681386 -0.000427901 55.62860921ELQVLTK 3 58082085 2xTMT6plex [N-Term; K7] 1.129 2.801120996 19.03 0 1288.824059 2 644.9154053 -0.407288428 -0.000262462 53.49129597
58197556 IBA57 putative transferase CAF17, mitochondrial isoform 1 precursor 200205 NP_001010867.1 32.02247191 1 6 6 37 356 38.131 9.83 1.13 1.04 1.04 1.07 Significant 0.000785

AGQGNVGLALLWSEK 6 58197556 2xTMT6plex [N-Term; K15] 1.143 1.003 0.819 4.200679779 32.23 0 2001.153332 3 667.7225342 -0.141059125 -9.41E-05 85.15379139GPDAAPFLLGLLTNELPLPSPAAAGAPPAAR 9 58197556 1xTMT6plex [N-Term] 0.89 0.775 0.723 6.964271545 57.28 0 3194.7775 4 799.4500122 0.225179414 0.00017985 112.9260951GCYIGQELTAR 6 58197556 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.218 1.383 100 3.87538147 41.7 0 1496.772879 2 748.8905029 0.568028314 0.000425105 50.21403889ASEGAQVALAASVPDWWPTVSK 6 58197556 2xTMT6plex [N-Term; K22] 0.966 0.896 4.940070629 21.67 0 2728.471037 3 910.1623535 0.539048007 0.000490259 92.51824487FLDPLPTSGITPGATVLTASGQTVGK 8 58197556 2xTMT6plex [N-Term; K26] 1.127 1.143 1.205 5.992675781 73.59 0 2986.686508 3 996.2314453 -2.251904403 -0.002241911 92.00791775AGAAAILIR 2 58197556 1xTMT6plex [N-Term] 1.124 2.611658096 23.69 0 1084.703995 2 542.8557739 0.254900474 0.000138246 48.8326020861676089 FAM83B protein FAM83B 222584 NP_001010872.1 12.26508408 1 9 9 48 1011 114.729 8.97 1.2 1.24 1.19 1.21 Significant 0.000159 SCVPSSFAQEESAR 6 61676089 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.238 1.303 1.171 4.925984383 61.39 0 1783.848229 2 892.4265747 -1.320642586 -0.001177913 34.80015927VSDFLAEEEINYILK 6 61676089 2xTMT6plex [N-Term; K15] 1.196 1.268 1.383 4.350740433 35 0 2241.241872 3 747.7523804 0.319560905 0.000238738 102.7753542AHLSMVQIITGQLVESFDEEFR 6 61676089 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.739 1.143 1.304 5.833032131 42.82 0 2794.428296 3 932.147522 -0.101481234 -9.45E-05 104.4738911SKEDVTVSPSQEINAPPDENKR 4 61676089 3xTMT6plex [N-Term; K2; K21] 1.354 0.968 7.750010967 39.02 2 3127.683832 4 782.6762695 -0.186519812 -0.000145844 38.98363458SVSIAALLDVNKEESNK 4 61676089 3xTMT6plex [N-Term; K12; K17] 0.646 1.57 2.978565216 1.18 1 2504.453879 3 835.4902344 0.906722627 0.000756948 80.02201694LPLQSEAPK 6 61676089 2xTMT6plex [N-Term; K9] 1.075 1.145 1.122 3.166078091 25.64 0 1440.882636 2 720.9448853 -0.098829831 -7.12E-05 49.67879066TPSPGPVESK 6 61676089 2xTMT6plex [N-Term; K10] 1.156 0.983 1.093 3.218089819 50.05 0 1456.841165 2 728.9238892 -0.455553909 -0.000331835 43.84364661
FLLVDCQK 4 61676089 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.499 1.476 3.16672945 28.6 0 1480.859793 2 740.9329834 -0.744515538 -0.000551262 64.31409346
GQDYLSK 6 61676089 2xTMT6plex [N-Term; K7] 1.441 1.287 1.192 2.72451973 20.66 0 1268.725073 2 634.8648682 -2.059848844 -0.001306691 33.20022568267844826 MTX3 metaxin-3 isoform 2 345778 NP_001010891.4 21.77419355 1 5 5 24 248 27.883 7.8 0.88 0.9 1.08 0.95 Significant 0.00442 FCDDILSSYFR 6 267844826 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.911 1.033 1.569 4.702891827 39.69 0 1651.798759 2 826.4018555 -1.407594289 -0.001162531 80.86385041GDVPILTTEDDMVSQPAK 4 267844826 2xTMT6plex [N-Term; K18]; 1xOxidation [M12] 0.904 0.951 3.475987911 41.89 0 2390.252513 3 797.4225464 0.239702773 0.000190983 55.50061007GQPPLYHLR 4 267844826 1xTMT6plex [N-Term] 0.796 0.841 3.264988422 31.13 0 1309.757821 3 437.2571411 -0.726134359 -0.00031702 34.46579096VQLQEHLK 4 267844826 2xTMT6plex [N-Term; K8] 0.951 0.961 4.002167702 25.92 0 1452.89387 3 484.9696655 0.394827209 0.000191214 39.83638607EVEAQIYR 6 267844826 1xTMT6plex [N-Term] 0.759 0.846 1.193 3.077641249 30.69 0 1236.678568 2 618.8427124 -0.339259791 -0.000209778 30.536268558331202 RAP1A ras-related protein Rap-1A precursor 5906 NP_001010935.1 50.54347826 1 2 9 119 184 20.974 6.67 0.81 0.92 0.89 0.87 Significant 0.00141 INVNEIFYDLVR 48 58331202 1xTMT6plex [N-Term] 0.891 0.922 0.905 5.019263744 60.08 0 1723.958037 2 862.4822388 -0.484890536 -0.000417965 109.3536381SALTVQFVQGIFVEK 8 58331202 2xTMT6plex [N-Term; K15] 0.93 0.986 4.929457664 52.03 0 2124.246898 2 1062.62561 -1.390364217 -0.001476738 97.96356337VKDTEDVPMILVGNK 6 58331202 3xTMT6plex [N-Term; K2; K15] 0.806 0.899 0.853 4.983514309 17.47 1 2345.371729 3 782.4610596 -1.323457183 -0.001034666 71.40668614LVVLGSGGVGK 20 58331202 2xTMT6plex [N-Term; K11] 0.732 0.997 0.829 4.26863575 56.11 0 1443.929921 2 722.4678345 -1.058579551 -0.000764257 62.45954876SKINVNEIFYDLVR 4 58331202 2xTMT6plex [N-Term; K2] 0.973 0.811 5.733087063 14.3 1 2168.24796 3 723.4197388 -1.520629313 -0.001099034 96.62419085

QWCNCAFLESSAK 4 58331202 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C3; C5] 1.691 1.703 4.233308792 57.77 0 2059.014138 2 1030.009644 -1.033213219 -0.0010637 59.59626733YDPTIEDSYR 11 58331202 1xTMT6plex [N-Term] 1.186 0.907 0.951 3.941269875 39.75 0 1487.721555 2 744.3641968 -0.294191686 -0.000218838 36.09534174VKDTEDVPMILVGNK 2 58331202 3xTMT6plex [N-Term; K2; K15]; 1xOxidation [M9] 0.99 3.39268589 14.83 1 2361.366644 3 782.4610596 -1.323457183 -0.001034666 71.40668614EQGQNLAR 8 58331202 1xTMT6plex [N-Term] 0.866 0.844 0.936 2.730698586 39.35 0 1144.627201 2 572.8161621 -1.881224951 -0.001076651 15.76317844CDLEDER 8 58331202 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.477 0.252 0.94 2.716638803 22.62 0 1165.535669 2 583.2713013 -0.293977222 -0.00017132 24.722004964506691 RPS16 40S ribosomal protein S16 6217 NP_001011.1 63.69863014 1 13 13 186 146 16.435 10.21 1.22 1.24 1.18 1.21 Significant 0.000211
KTATAVAHCK 8 4506691 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C9] 1.227 1.34 1.222 4.644826412 24.57 1 1774.061235 4 444.2709351 0.380445929 0.000168734 21.1193651GPLQSVQVFGR 28 4506691 1xTMT6plex [N-Term] 1.124 1.012 1.07 4.375528336 50.32 0 1416.816064 2 708.9116211 -0.069629716 -4.93E-05 58.17858857GGGHVAQIYAIR 12 4506691 1xTMT6plex [N-Term] 1.397 1.197 1.335 4.445343971 53.66 0 1470.837862 2 735.921936 -0.861297985 -0.000633415 34.71099581EIKDILIQYDR 22 4506691 2xTMT6plex [N-Term; K3] 1.411 1.268 1.423 4.148672104 34.98 1 1864.09442 2 932.5488892 -2.101856883 -0.00195903 68.37134403LLEPVLLLGK 30 4506691 2xTMT6plex [N-Term; K10] 1.115 1.231 1.104 4.050339222 51.76 0 1553.044222 2 777.0258789 0.166706457 0.000129451 102.9840201
TATAVAHCK 6 4506691 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.134 1.198 1.156 3.947168112 40.19 0 1416.80334 3 472.939209 -0.188280806 -8.89E-05 19.93379254
ALVAYYQK 24 4506691 2xTMT6plex [N-Term; K8] 1.175 1.246 1.303 4.003372192 42.4 0 1413.850608 2 707.4285889 -0.499929498 -0.000353413 50.57081143DILIQYDR 6 4506691 1xTMT6plex [N-Term] 1.007 0.975 0.82 3.333557606 32.64 0 1264.709868 2 632.8579712 -0.950492455 -0.000601049 49.08802355YVDEASKK 10 4506691 3xTMT6plex [N-Term; K7; K8] 1.896 2.348 1.811 2.699982882 15.51 1 1626.966984 2 813.9887695 2.015297503 0.001639411 27.21602275YVDEASK 16 4506691 2xTMT6plex [N-Term; K7] 0.808 0.868 0.924 3.098742485 31.64 0 1269.709089 2 635.3578491 -0.525346962 -0.000333519 25.75935055TLLVADPR 12 4506691 1xTMT6plex [N-Term] 1.134 1.03 1.028 2.651882648 45.46 0 1113.682925 2 557.3452759 0.314477132 0.000175114 51.00475867KFGGPGAR 4 4506691 2xTMT6plex [N-Term; K1] 1.444 1.705 3.003922939 8.64 1 1247.762462 3 416.5920105 -0.788191574 -0.000327825 21.74082676FAGVDIR 8 4506691 1xTMT6plex [N-Term] 1.14 1.233 1.053 2.696722984 30.4 0 1006.588296 2 503.797699 -0.173845436 -8.75E-05 46.1182760558532584 C1GALT1C1 C1GALT1-specific chaperone 1 29071 NP_001011551.1 2.201257862 1 1 1 5 318 36.358 6.84 0.7 0.75 0.69 0.71 Significant 0.000676 SVGLSIK 5 58532584 2xTMT6plex [N-Term; K7] 0.695 0.754 0.685 2.077207327 5.01 0 1161.76073 2 581.3828125 -2.05033613 -0.001191 47.021320234506693 RPS17 40S ribosomal protein S17 6218 NP_001012.1 65.92592593 1 10 10 224 135 15.54 9.85 1 1.07 1.07 1.04 Significant 0.000497

VCEEIAIIPSK 28 4506693 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 0.984 1.04 0.953 3.865500927 48.67 0 1716.997014 3 573.0039063 0.088060724 5.04E-05 64.58919239
LLDFGSLSNLQVTQPTVGMNFK 25 4506693 2xTMT6plex [N-Term; K22]; 1xOxidation [M19] 1.152 1.311 1.061 5.840157986 58.92 0 2883.569036 3 956.5282593 -1.358900521 -0.001298916 102.4751382LLDFGSLSNLQVTQPTVGMNFK 53 4506693 2xTMT6plex [N-Term; K22] 1.029 1.064 0.984 6.864035606 73.75 0 2867.574121 3 956.5282593 -1.358900521 -0.001298916 102.4751382RDNYVPEVSALDQEIIEVDPDTK 8 4506693 2xTMT6plex [N-Term; K23] 1.187 0.996 1.152 6.945496559 38.5 1 3103.619945 3 1035.210571 -0.897098505 -0.000928084 78.65865598DNYVPEVSALDQEIIEVDPDTK 46 4506693 2xTMT6plex [N-Term; K22] 0.984 1.047 0.989 6.060381889 72.75 0 2947.518834 4 737.6350708 -0.1291211 -9.51E-05 88.15481937

VCEEIAIIPSKK 16 4506693 3xTMT6plex [N-Term; K11; K12]; 1xCarbamidomethyl [C2] 1.649 1.426 1.599 4.438066483 39.03 1 2074.254909 2 1037.629517 -1.519908118 -0.001576338 62.24487575
IAGYVTHLMK 6 4506693 2xTMT6plex [N-Term; K10]; 1xOxidation [M9] 1.222 1.189 1.411 3.130786657 24.36 0 1606.939106 3 536.317749 -0.256306966 -0.00013729 54.43773181

DNYVPEVSALDQEIIEVDPDTKEMLK 2 4506693 3xTMT6plex [N-Term; K22; K26]; 1xOxidation [M24] 2.841 3.756412506 19.8 1 3693.938785 4 924.2404175 0.285511465 0.000263665 87.27618949
IAGYVTHLMK 10 4506693 2xTMT6plex [N-Term; K10] 1 1.144 1.181 2.441884756 18.54 0 1590.944191 3 536.317749 -0.256306966 -0.00013729 54.43773181LGNDFHTNK 12 4506693 2xTMT6plex [N-Term; K9] 0.765 0.831 1.069 3.483353376 22.42 0 1503.831998 3 501.9490662 0.430604169 0.000215852 42.36064872LGNDFHTNKR 12 4506693 2xTMT6plex [N-Term; K9] 1.046 1.491 1.58 3.254633904 10.39 1 1659.933109 4 415.7389526 0.525338564 0.000218007 27.79077052LQEEERER 6 4506693 1xTMT6plex [N-Term] 1.309 1.335 1.432 3.824711084 14.29 1 1317.696009 3 439.9034729 -0.108658467 -4.77E-05 16.6293848560499025 FECH ferrochelatase, mitochondrial isoform a precursor 2235 NP_001012533.1 23.31002331 1 9 9 46 429 48.594 8.72 1.04 1.1 1.04 1.06 Significant 0.000356

VGPMPWLGPQTDESIK 4 60499025 2xTMT6plex [N-Term; K16] 0.93 0.894 4.82455349 30.2 0 2213.204046 3 738.4058838 -0.428479612 -0.000316104 81.70929662LLDELSPNTAPHK 4 60499025 2xTMT6plex [N-Term; K13] 0.971 0.882 3.816922665 38.56 0 1893.084583 3 631.7000122 0.475436281 0.000300014 53.63362302GDPYPQEVSATVQK 8 60499025 2xTMT6plex [N-Term; K14] 0.998 1.049 1.027 4.037428379 53.26 0 1977.069327 2 989.0377808 -0.527157317 -0.000521113 43.97141328DLMTLPIQNK 12 60499025 2xTMT6plex [N-Term; K10] 0.862 0.921 1.015 3.297655106 28.37 0 1630.960235 3 544.3240967 -1.531503273 -0.000832607 66.9211628
QLTLSCPLCVNPVCR 2 60499025 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C6; C9; C14] 1.626 3.172863007 30.43 0 2046.049588 2 1023.52655 -1.839825429 -0.001882187 64.45263269

ELDHFPLEK 6 60499025 2xTMT6plex [N-Term; K9] 1.256 1.206 1.232 2.95779109 19.44 0 1585.899015 3 529.3035278 -1.881793153 -0.000994778 54.83222454ECGVENIR 6 60499025 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.121 1.148 1.765 2.542591572 26.28 0 1205.614588 2 603.31073 -0.335313679 -0.00020213 21.64309369LAPFIAK 2 60499025 2xTMT6plex [N-Term; K7] 0.939 2.360668898 10.89 0 1217.802201 2 609.4024658 -3.733183739 -0.00227314 64.7566312LEYCNPYR 2 60499025 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.067 2.755903006 12.28 0 1343.661538 2 672.3340454 -0.538513358 -0.00036179 36.9282211761744477 SLC3A2 4F2 cell-surface antigen heavy chain isoform b 6520 NP_001012680.1 48.49445325 1 27 27 448 631 68.059 5.05 1.17 1.07 1.2 1.15 Significant 0.00117 GENSWFSTQVDTVATK 15 61744477 2xTMT6plex [N-Term; K16] 1.3 1.339 1.347 4.854359627 53.75 0 2228.159933 2 1114.583618 0.012022532 1.34E-05 63.29805427NQKDDVAQTDLLQIDPNFGSK 16 61744477 3xTMT6plex [N-Term; K3; K21] 1.302 1.561 5.448551655 46.44 1 3033.64599 3 1011.886047 -0.791391007 -0.000800267 89.22771945IKVAEDEAEAAAAAK 12 61744477 3xTMT6plex [N-Term; K2; K15] 3.414 3.807 4.321 6.250412464 78.15 1 2174.263559 2 1087.635498 0.073691043 8.01E-05 54.78668117EVELNELEPEKQPMNAASGAAMSLAGAEK 12 61744477 3xTMT6plex [N-Term; K11; K29] 1.065 0.863 1.011 7.961520195 46.64 1 3701.933322 4 926.2366943 -2.262335791 -0.002093754 75.83328234SLLHGDFHAFSAGPGLFSYIR 18 61744477 1xTMT6plex [N-Term] 1.762 1.429 1.62 9.008308411 64.93 0 2521.318944 4 631.0839844 -1.918218245 -0.00120911 84.10848737LLTSFLPAQLLR 24 61744477 1xTMT6plex [N-Term] 1.356 1.381 1.5 4.751934052 51.25 0 1600.99878 3 534.3377686 -0.016943134 -9.04E-06 107.3375219IGDLQAFQGHGAGNLAGLK 12 61744477 2xTMT6plex [N-Term; K19] 1.092 1.114 1.159 7.858184814 77.68 0 2325.307935 3 775.7728882 -1.644199102 -0.001274423 69.2260041EDFDSLLQSAK 6 61744477 2xTMT6plex [N-Term; K11] 1 1.018 1.169 3.943039656 52.58 0 1710.931437 2 855.9690552 -0.35247376 -0.000301529 116.374301DDVAQTDLLQIDPNFGSK 22 61744477 2xTMT6plex [N-Term; K18] 0.937 0.904 0.914 5.559144497 60.17 0 2434.28659 2 1217.64502 -1.572295356 -0.001913709 80.59002672VKDALEFWLQAGVDGFQVR 4 61744477 2xTMT6plex [N-Term; K2] 1.82 1.773 6.520089626 35.68 1 2636.460078 3 879.4909668 -0.65650885 -0.000576953 112.0392935NQKDDVAQTDLLQIDPNFGSKEDFDSLLQSAK 4 61744477 4xTMT6plex [N-Term; K3; K21; K32] 3.174 2.865 5.603916168 14.68 2 4496.396653 5 900.0845337 -0.687480044 -0.000618237 91.48044696VAEDEAEAAAAAK 56 61744477 2xTMT6plex [N-Term; K13] 1.173 1.155 1.108 6.026674747 82.85 0 1703.9216 2 852.4639282 -0.59893289 -0.000510267 41.33793598DLLLTSSYLSDSGSTGEHTK 16 61744477 2xTMT6plex [N-Term; K20] 0.916 0.951 0.89 8.213813782 70.03 0 2569.339748 3 857.1170044 -1.279549117 -0.001095865 62.69469278
QPMNAASGAAMSLAGAEK 4 61744477 2xTMT6plex [N-Term; K18]; 2xOxidation [M3; M11] 0.785 0.696 5.155743599 52.82 0 2195.12006 3 732.3783569 0.20864498 0.000152667 38.47039372GQSEDPGSLLSLFR 42 61744477 1xTMT6plex [N-Term] 1.301 1.227 1.335 5.24916172 61.7 0 1734.92238 3 578.9786987 -0.482222492 -0.000278873 84.57545516WCSWSLSQAR 24 61744477 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.762 0.673 0.889 3.86695981 35.74 0 1509.746999 2 755.3761597 -1.29555751 -0.000977982 54.57094089LKLEPHEGLLLR 28 61744477 2xTMT6plex [N-Term; K2] 1.294 1.342 1.259 4.503201962 35.73 1 1876.178424 3 626.0628662 -2.333902326 -0.001459606 57.49049584ADLLLSTQPGR 12 61744477 1xTMT6plex [N-Term] 0.969 1.082 1.127 4.132414818 47.37 0 1399.810644 2 700.4086304 -0.471726526 -0.000330164 60.61917362EVELNELEPEK 6 61744477 2xTMT6plex [N-Term; K11] 0.711 0.894 0.762 4.525882721 44.67 0 1786.983866 2 893.9936523 -2.147843958 -0.001919081 55.75328022VILDLTPNYR 30 61744477 1xTMT6plex [N-Term] 1.276 1.399 1.322 3.737433195 45.35 0 1432.836131 3 478.2832642 -0.622338809 -0.000297237 67.71902347FTGLSKEELLK 14 61744477 3xTMT6plex [N-Term; K6; K11] 2.061 2.389 2.622 4.102684021 37.24 1 1952.203525 2 976.6065063 1.132425633 0.001105363 68.77746414GLVLGPIHK 18 61744477 2xTMT6plex [N-Term; K9] 1.215 0.68 1.219 3.791492462 47.68 0 1391.913877 2 696.4606934 0.167523835 0.000116589 54.913901LDYLSSLK 24 61744477 2xTMT6plex [N-Term; K8] 1.214 1.18 1.221 3.641942501 43.45 0 1396.845188 2 698.9254761 -1.082898502 -0.000756321 69.82762674SLVTQYLNATGNR 2 61744477 1xTMT6plex [N-Term] 1.04 2.950683355 19.29 0 1665.912149 2 833.4580688 -1.973810377 -0.001644097 57.35592318WWHTGALYR 11 61744477 1xTMT6plex [N-Term] 1.18 1.22 1.271 3.49488163 27.29 0 1418.75307 3 473.5886536 -1.171928136 -0.000554226 52.29665968HWDQNER 10 61744477 1xTMT6plex [N-Term] 1.208 1.156 1.254 2.731951952 29.28 0 1213.59115 3 405.2003174 -3.914705182 -0.001583617 16.17882821VAGSPGWVR 6 61744477 1xTMT6plex [N-Term] 0.544 0.49 0.504 2.830225706 22.66 0 1157.662858 2 579.3344116 -1.132944538 -0.000655784 35.7587827161742821 DCTD deoxycytidylate deaminase isoform a 1635 NP_001012750.1 15.87301587 1 3 3 14 189 21 7.53 1.3 1.49 1.2 1.33 Significant 0.00406 LLFNMAGVTFR 6 61742821 1xTMT6plex [N-Term] 1.192 1.501 1.154 3.58628273 38.49 0 1497.844922 2 749.4257202 -0.505873673 -0.00037886 91.23921934YHDSDEATAAR 2 61742821 1xTMT6plex [N-Term] 0.984 4.034137726 30.39 0 1464.691651 3 488.9019165 -0.310780963 -0.000151733 15.76254476LIIQAGIK 6 61742821 2xTMT6plex [N-Term; K8] 1.372 1.488 1.388 3.929566145 47.15 0 1313.892079 2 657.4492188 -0.698672299 -0.00045899 63.30455466

613410189 DDX60L probable ATP-dependent RNA helicase DDX60-like isoform 1 91351 NP_001012985.2 6.623681125 1 4 10 45 1706 197.487 8.28 0.65 0.56 0.38 0.53 Significant 0.0217



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

DYEDLWNVVSHLVK 4 613410189 2xTMT6plex [N-Term; K14] 0.426 0.477 4.02270937 37.03 0 2175.185026 3 725.7339478 1.041043264 0.000754821 110.368609
ECEDSQLVSHLMSCK 6 613410189 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C2; C14] 0.483 0.555 0.542 4.519895077 33.4 0 2281.102695 3 761.0380859 -1.310843 -0.000996722 68.12353152SVVFAQDSVYLDALNYR 6 613410189 1xTMT6plex [N-Term] 0.382 0.655 0.377 3.222901106 28.81 0 2189.143999 2 1095.073608 -1.854278716 -0.002029642 83.17295413TYASYYCMEK 2 613410189 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.574 3.770533323 15.5 0 1773.8592 2 887.4334717 0.263002483 0.000233265 47.53631778

LPAIFFLFK 12 613410189 2xTMT6plex [N-Term; K9] 0.437 0.475 0.381 3.590965271 41.98 0 1553.985979 2 777.4960938 -0.68748368 -0.00053417 113.1338546SVIQEISLEK 2 613410189 2xTMT6plex [N-Term; K10] 0.948 2.398595572 4.94 0 1603.967094 2 802.4877319 0.68153966 0.000546584 64.89872986GDDPEDAK 6 613410189 2xTMT6plex [N-Term; K8] 0.513 0.534 0.533 2.530812263 26.82 0 1304.673431 2 652.840271 -0.127233228 -8.30E-05 20.92128765LMLLASK 6 613410189 2xTMT6plex [N-Term; K7] 0.586 0.557 0.512 3.007740021 32.48 0 1233.800487 2 617.4041138 0.376235111 0.0002321 70.09090669HSLLSFK 6 613410189 2xTMT6plex [N-Term; K7] 0.483 0.493 0.479 2.844046116 23 0 1289.798178 3 430.6046143 0.861393244 0.000370341 50.19536624TVGVSGTQAPLLWPWK 1 613410189 2xTMT6plex [N-Term; K16] 0.86 2.602562904 0 2198.273781 3 733.4275513 -2.584055478 -0.001893487 93.364258064506695 RPS19 40S ribosomal protein S19 6223 NP_001013.1 62.75862069 1 13 13 200 145 16.051 10.32 1.03 1.05 1.04 1.04 Significant 0.0000308 ELAPYDENWFYTR 24 4506695 1xTMT6plex [N-Term] 0.913 0.964 0.901 4.713451862 47.39 0 1932.932944 2 966.9693604 -0.776093594 -0.000750068 69.62950247HKELAPYDENWFYTR 14 4506695 2xTMT6plex [N-Term; K2] 1.339 1.339 1.211 5.484862328 32.34 1 2427.249751 4 607.5670776 -1.347336888 -0.000817581 55.26733364IAGQVAAANKK 6 4506695 3xTMT6plex [N-Term; K10; K11] 1.96 1.528 1.315 4.221822262 31.7 1 1758.120465 3 586.7113037 -0.629449011 -0.000368882 39.51584308GGAGVGSMTK 6 4506695 2xTMT6plex [N-Term; K10] 1.096 0.929 1.05 3.984316349 68.46 0 1322.750242 2 661.8782959 -0.700656175 -0.000463397 28.86551152RVLQALEGLK 4 4506695 2xTMT6plex [N-Term; K10] 1.634 0.01 4.682099342 19.2 1 1585.020133 3 529.0116577 0.181148823 9.57E-05 68.10522224VLQALEGLK 32 4506695 2xTMT6plex [N-Term; K9] 0.925 0.985 0.942 4.440251827 58.23 0 1428.919022 2 714.963501 0.492346392 0.000351762 84.05399082LKVPEWVDTVK 16 4506695 3xTMT6plex [N-Term; K2; K11] 1.367 1.543 1.408 5.836922646 47.18 1 2001.23516 2 1001.12085 -0.368393113 -0.000368621 79.64150421IAGQVAAANK 26 4506695 2xTMT6plex [N-Term; K10] 1.025 1.04 1.037 4.530972004 49.05 0 1400.86257 2 700.9350586 0.193450454 0.000135499 48.34179336VPEWVDTVK 22 4506695 2xTMT6plex [N-Term; K9] 0.891 0.831 0.891 3.623917341 49.33 0 1530.893201 2 765.9508667 0.820324002 0.000627914 65.07216299DVNQQEFVR 16 4506695 1xTMT6plex [N-Term] 0.929 1.007 1.022 3.763910532 38.82 0 1363.716744 2 682.3621826 0.252636317 0.000172262 29.35349192GGAGVGSMTK 6 4506695 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 1.028 1.032 1.21 2.344818592 40.6 0 1338.745157 2 661.8782959 -0.700656175 -0.000463397 28.86551152MVEKDQDGGR 6 4506695 2xTMT6plex [N-Term; K4] 1.859 1.742 1.785 2.791790009 6.81 1 1592.846661 3 531.6199951 -0.771755667 -0.000409763 20.85840759ALAAFLK 16 4506695 2xTMT6plex [N-Term; K7] 1.112 1.124 1.109 3.457573414 37.44 0 1191.786551 2 596.3972168 0.50825691 0.000302867 71.95891265KLTPQGQR 6 4506695 2xTMT6plex [N-Term; K1] 1.175 1.338 1.015 3.219134569 11.37 1 1385.862904 3 462.6256104 -0.45180177 -0.000208712 20.7762566761743971 SEH1L nucleoporin SEH1 isoform 1 81929 NP_001013455.1 33.96674584 1 10 10 54 421 46.549 7.9 1.4 1.21 1.16 1.26 Significant 0.00337 AETLMTVTDPVHDIAFAPNLGR 10 61743971 1xTMT6plex [N-Term] 1.198 1.092 0.891 7.21488905 55.03 0 2597.359488 3 866.4591064 1.262037832 0.001092655 84.12928334VQIFEYNENTR 6 61743971 1xTMT6plex [N-Term] 1.509 1.291 1.236 4.427801609 38.21 0 1641.843401 2 821.4259644 0.761985544 0.00062553 50.36117088IYEAPDVMNLSQWSLQHEISCK 6 61743971 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C21] 1.84 2.59 1.852 6.064537048 54.79 0 3106.574198 3 1036.197388 1.09829855 0.001137315 87.42782052
VTWAHPEFGQVLASCSFDR 6 61743971 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.277 1.509 1.336 5.38744688 34.03 0 2436.19678 3 812.7369995 -0.137531929 -0.000111685 71.48214917TAAVWEEIVGESNDKLR 6 61743971 2xTMT6plex [N-Term; K15] 1.509 1.34 1.342 4.545116901 24.8 1 2375.297095 3 792.4370117 -0.258125079 -0.000204375 79.21852041DLIHDVSFDFHGR 4 61743971 1xTMT6plex [N-Term] 0.944 1.11 4.445714474 27.74 0 1786.907398 4 447.4828186 1.145159545 0.000511574 55.3892379ELTSSGGPTK 6 61743971 2xTMT6plex [N-Term; K10] 1.539 1.515 1.612 3.910345554 30.61 0 1434.82043 2 717.9130859 -1.069579836 -0.000767328 28.43699018

LSCSCISWNPSSSR 2 61743971 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C5] 0.956 2.834249496 30.88 0 1869.878483 2 935.4417725 -1.18451982 -0.001107454 49.98935953
IFTLKPVR 6 61743971 2xTMT6plex [N-Term; K5] 1.356 1.217 1.244 3.621098042 12.27 0 1431.945177 3 477.9867249 0.310256673 0.00014809 60.51607667GQSHWVK 2 61743971 2xTMT6plex [N-Term; K7] 1.05 2.890056849 11.54 0 1299.757376 3 433.9240723 0.220984993 9.57E-05 24.2763073961966781 PTRHD1 putative peptidyl-tRNA hydrolase PTRHD1 391356 NP_001013685.1 15 1 2 2 12 140 15.795 9.1 0.98 1 0.91 0.96 Significant 0.000801 KVVLEAPDETTLK 2 61966781 3xTMT6plex [N-Term; K1; K13] 1.067 4.560563564 17.59 1 2130.298882 3 710.770874 -0.381800739 -0.000271117 58.86454955EEVGQYLK 10 61966781 2xTMT6plex [N-Term; K8] 0.977 0.976 0.911 3.272997618 36.42 0 1423.819702 2 712.4137573 0.376696879 0.000268174 44.6537033665287717 EIF2AK4 eIF-2-alpha kinase GCN2 440275 NP_001013725.2 8.186779867 1 10 10 30 1649 186.794 6.28 1.01 1.03 1.04 1.02 Significant 0.0000738 GDLQDLMPTINSLIK 2 65287717 2xTMT6plex [N-Term; K15] 1.023 3.297763824 36.18 0 2116.208797 3 706.0730591 -1.972141837 -0.001391155 99.69718424VLETELVDHVLQK 6 65287717 2xTMT6plex [N-Term; K13] 1.106 1.054 0.879 4.002387047 29.94 0 1981.173398 3 661.0619507 -1.059720073 -0.00069983 80.98998377SVISWLLNHDPAK 6 65287717 2xTMT6plex [N-Term; K13] 0.985 1.017 1.16 3.564291477 34.1 0 1938.121303 3 646.711731 -0.342392865 -0.0002212 92.78522083QDDQTGDLIK 4 65287717 2xTMT6plex [N-Term; K10] 0.929 1.092 3.360203266 47.52 0 1590.873922 2 795.9415894 1.244687533 0.00099007 36.78242724GSFSNASGLFEIHGATVVPIVSVLAPEK 2 65287717 2xTMT6plex [N-Term; K28] 1.331 3.69016242 1.03 0 3284.829484 3 1095.613892 -0.719247475 -0.000787535 105.7037275EILDGLAYIHEK 2 65287717 2xTMT6plex [N-Term; K12] 1.028 1.984506607 3.46 0 1859.067871 3 620.3592529 -2.509392482 -0.001555044 72.7280061ISPAIDYTYDSDILK 2 65287717 2xTMT6plex [N-Term; K15] 1.147 3.171159744 17.26 0 2172.184022 3 724.7322998 -0.771700703 -0.000558759 74.52777757FSDNALPYK 2 65287717 2xTMT6plex [N-Term; K9] 1.082 3.105285406 21.08 0 1512.846251 2 756.9255981 -1.540871015 -0.00116555 55.46869514LPSAAFFSETQR 2 65287717 1xTMT6plex [N-Term] 0.95 1.891996861 0.21 0 1582.842673 2 791.923645 -1.68012967 -0.00132969 66.07061096EILHEIQR 2 65287717 1xTMT6plex [N-Term] 0.88 2.354371309 4.45 0 1266.736751 3 422.9162903 -1.9212519 -0.00081124 44.5635835262241015 AKT1 RAC-alpha serine/threonine-protein kinase 207 NP_001014432.1 16.45833333 1 5 7 22 480 55.651 6.07 0.99 0.92 0.92 0.94 Significant 0.000611

VTMNEFEYLK 2 62241015 2xTMT6plex [N-Term; K10] 1.233 3.441802502 19.43 0 1731.939165 2 866.4736938 0.546379071 0.000473148 71.4368916LENLMLDKDGHIK 6 62241015 3xTMT6plex [N-Term; K8; K13] 1.022 1.126 0.974 4.43367672 20.76 1 2213.293085 4 554.0790405 0.56338195 0.000311732 61.60543584KQEEEEMDFR 4 62241015 2xTMT6plex [N-Term; K1] 0.912 0.869 2.975247383 5.51 1 1798.90457 3 600.3046265 -2.915077073 -0.001747982 30.61051736DEVAHTLTENR 2 62241015 1xTMT6plex [N-Term] 0.802 2.970727205 18.17 0 1513.780801 3 505.2646179 -0.991081558 -0.000500093 22.84176939LSPPFKPQVTSETDTR 4 62241015 2xTMT6plex [N-Term; K6] 0.86 0.659 0.815 3.522132635 2.89 0 2261.254168 3 754.4230957 0.250396166 0.000188736 52.25504089ERPQDVDQR 2 62241015 1xTMT6plex [N-Term] 0.946 3.037556171 15.17 0 1371.717807 3 457.9106445 -0.310811923 -0.000142115 15.30594317LPFYNQDHEK 2 62241015 2xTMT6plex [N-Term; K10] 0.931 2.216669559 6.64 0 1748.937191 3 583.651001 0.719722637 0.000419583 47.6048191162198241 CUTA protein CutA isoform 1 51596 NP_001014433.1 27.77777778 1 4 4 31 198 20.912 5.48 0.68 0.69 0.77 0.71 Significant 0.00159 SVHPYEVAEVIALPVEQGNFPYLQWVR 10 62198241 1xTMT6plex [N-Term] 0.604 0.565 0.753 6.242965221 47.51 0 3369.783313 4 843.2010498 -0.280089597 -0.00023596 107.9210123TQSSLVPALTDFVR 14 62198241 1xTMT6plex [N-Term] 0.752 0.754 0.734 5.527243137 53.26 0 1762.990065 2 881.9993286 0.746122504 0.000657703 86.63034602IEEDSEVLMMIK 2 62198241 2xTMT6plex [N-Term; K12] 0.597 2.982635975 22.53 0 1895.026993 3 632.3471069 -0.119174671 -7.53E-05 86.81207549
GKIEEDSEVLMMIK 5 62198241 3xTMT6plex [N-Term; K2; K14]; 1xOxidation [M] 0.684 0.936 3.405879498 27.71 1 2325.301267 3 775.7711182 -1.060420792 -0.000821933 69.50968089

62198235 DBNL drebrin-like protein isoform b 28988 NP_001014436.1 42.55813953 1 1 14 99 430 48.178 5.05 0.96 1 0.96 0.97 Significant 0.000188 TWEQQQEVVSR 12 62198235 1xTMT6plex [N-Term] 0.993 1.008 1.057 4.427734852 55.22 0 1618.83865 2 809.9225464 -0.515089359 -0.000416923 32.57858304AEEDVEPECIMEK 6 62198235 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 1.007 1.016 1.178 3.935395241 41.77 0 2036.992065 2 1019 0.323388594 0.00032937 50.52928207YQEQGGEASPQR 8 62198235 1xTMT6plex [N-Term] 1.021 1.292 1.375 4.900322437 64.02 0 1578.770964 2 789.8881226 -1.264187686 -0.000997931 16.44538287AMSTTSISSPQPGK 10 62198235 2xTMT6plex [N-Term; K14]; 1xOxidation [M2] 0.934 0.955 1.036 4.458986282 73.47 0 1866.004284 2 933.5050659 -0.765948971 -0.000714632 27.82730213FVLINWTGEGVNDVR 14 62198235 1xTMT6plex [N-Term] 0.956 0.92 0.827 4.419947624 46.02 0 1948.048977 3 650.020752 -0.654193319 -0.0004248 85.66891426VAGTGEGGLEEMVEELNSGK 14 62198235 2xTMT6plex [N-Term; K20] 0.993 1.005 0.78 5.768872261 68.32 0 2464.26414 3 822.0897217 -3.866481188 -0.00317601 84.08552376VAGTGEGGLEEMVEELNSGK 2 62198235 2xTMT6plex [N-Term; K20]; 1xOxidation [M12] 1.239 4.478503704 31.32 0 2480.259055 3 822.0897217 -3.866481188 -0.00317601 84.08552376FQDVGPQAPVGSVYQK 2 62198235 2xTMT6plex [N-Term; K16] 1.047 4.147605419 19.89 0 2178.195925 3 726.7369385 0.154990506 0.000112533 57.55569383
GACASHVSTMASFLK 4 62198235 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 1.089 0.951 4.884158611 36.18 0 2025.066173 3 675.6932983 -0.410549778 -0.00027713 57.17372377NEQESAVHPR 2 62198235 1xTMT6plex [N-Term] 0.73 3.921275377 34.88 0 1395.717807 3 465.910553 -0.502253715 -0.000233668 15.18525416ASGANYSFHK 6 62198235 2xTMT6plex [N-Term; K10] 0.924 0.921 0.902 4.24256134 40.17 0 1539.831998 3 513.9486694 -0.352395079 -0.000180876 44.50879721QLTQPETHFGR 6 62198235 1xTMT6plex [N-Term] 0.977 0.927 0.977 3.761317015 28.4 0 1542.822606 3 514.9450684 -1.266673088 -0.000651417 28.75744069SPTDWALFTYEGNSNDIR 2 62198235 1xTMT6plex [N-Term] 0.884 2.874691725 13.97 0 2315.114156 2 1158.055908 -4.153580818 -0.004808007 73.26474136VKDPNSGLPK 6 62198235 3xTMT6plex [N-Term; K2; K10] 0.912 1.251 0.938 3.477711916 12.43 1 1742.077931 3 581.3641357 -0.044219283 -2.57E-05 38.79963979AEKEEENR 5 62198235 2xTMT6plex [N-Term; K3] 1.158 0.921 1.091 3.128349781 7.58 1 1462.790192 3 488.2679443 -0.623898213 -0.000304211 15.6231275162240992 CARS cysteine--tRNA ligase, cytoplasmic isoform c 833 NP_001014437.1 32.25030084 1 22 22 145 831 94.578 6.83 0.95 0.95 0.96 0.95 Significant 0.0000122 RPEAAQLLEDVQAALKPFSVK 12 62240992 3xTMT6plex [N-Term; K16; K21] 0.759 0.965 0.738 7.575448513 33.8 0 2997.770402 4 750.1983643 0.408554054 0.000306188 109.5169993VQPQWSPPAGTQPCR 8 62240992 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.969 0.663 0.815 3.965680122 53.36 0 1937.985331 2 969.4974365 1.168835924 0.001132593 43.402596VSEYVPEIVNFVQK 12 62240992 2xTMT6plex [N-Term; K14] 0.987 0.949 0.973 3.780763865 51.74 0 2109.199613 2 1055.102661 -0.743108602 -0.000783682 93.20480816IQHAVQLATEPLEK 10 62240992 2xTMT6plex [N-Term; K14] 1.054 0.867 0.962 5.122817516 45.47 0 2035.195196 2 1018.101074 -0.159460135 -0.000162266 61.59205995SILSISDEAAR 6 62240992 1xTMT6plex [N-Term] 0.805 0.958 3.671093941 43.67 0 1390.773925 2 695.890686 0.122874257 8.54E-05 47.64553456LTGEEVNSCVEVLLEEAK 8 62240992 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 0.901 0.932 0.866 5.782182693 57.24 0 2477.320927 3 826.4425659 -3.141391981 -0.002594079 93.14727898ALQEGEGDLSISADR 6 62240992 1xTMT6plex [N-Term] 1.071 0.877 0.937 5.733304024 74.48 0 1789.912937 2 895.4602051 0.109807715 9.83E-05 42.46679291APVDITGQFEK 10 62240992 2xTMT6plex [N-Term; K11] 0.999 1.046 0.973 3.979614735 51.76 0 1662.946693 2 831.975647 -1.608990053 -0.001337832 59.78560204DTLDYSSNTMESALQYEK 4 62240992 2xTMT6plex [N-Term; K18] 0.884 4.879398823 56.48 0 2553.24307 3 851.7519531 -0.690833168 -0.000587955 63.55086984

ASKPGEPSWPCPWGK 8 62240992 3xTMT6plex [N-Term; K3; K15]; 1xCarbamidomethyl [C11] 0.995 0.826 0.919 3.858741522 22.6 0 2371.283584 3 791.0997925 0.523194027 0.000413547 63.4957419
WGEEEAELNK 4 62240992 2xTMT6plex [N-Term; K10] 0.676 0.479 3.515025616 37.49 0 1662.873922 2 831.940918 0.383292739 0.000318684 49.55228204FLNEFFLNVK 6 62240992 2xTMT6plex [N-Term; K10] 1.139 0.911 3.794094563 32.49 0 1729.008899 3 577.0078735 0.097157087 5.60E-05 103.1050175FEDHEGLPTVVK 8 62240992 2xTMT6plex [N-Term; K12] 0.863 0.911 0.953 4.500431061 32.32 0 1829.02092 2 915.013855 -0.266344172 -0.000243575 53.87400195DMEALNVLPPDVLTR 2 62240992 1xTMT6plex [N-Term] 0.797 3.553594589 5.81 0 1912.041114 3 638.0183105 -0.384949554 -0.000245346 82.47737531LVPEAVGDQK 14 62240992 2xTMT6plex [N-Term; K10] 0.96 1.016 1.034 3.990409136 37.65 0 1513.899015 2 757.4541626 1.34354755 0.001016998 48.28118938ALCDNVDTR 2 62240992 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.653 3.528062344 29.43 0 1292.646616 2 646.8265381 -0.631571007 -0.000408199 24.97692276FWEGDFHR 4 62240992 1xTMT6plex [N-Term] 0.939 0.929 3.96386981 45.16 0 1322.647936 3 441.553894 -0.610503424 -0.00026916 42.01051626SPNDFALWK 4 62240992 2xTMT6plex [N-Term; K9] 0.765 0.9 3.412435055 34.57 0 1535.862235 2 768.4342041 -0.718565018 -0.000551808 69.10291164EVFIPQDGKK 9 62240992 3xTMT6plex [N-Term; K9; K10] 1.195 0.999 1.074 3.587973356 9.77 1 1848.119796 3 616.7108154 -1.02956039 -0.00063425 50.09588872LHLYNSLTR 4 62240992 1xTMT6plex [N-Term] 0.919 0.977 2.646235228 25.73 0 1345.77895 3 449.2641907 -0.692311702 -0.000310566 39.30833937QEQEAAK 2 62240992 2xTMT6plex [N-Term; K7] 0.679 2.20198679 21.51 0 1261.715237 2 631.3609619 -0.467182973 -0.000294726 27.66602353LFEAQEK 2 62240992 2xTMT6plex [N-Term; K7] 0.939 3.130647898 20.49 0 1322.772023 2 661.8907471 1.658827513 0.001097125 44.235017362244044 OCIAD2 OCIA domain-containing protein 2 isoform 1 132299 NP_001014446.1 53.24675325 1 9 9 126 154 16.943 9.03 1.05 1.05 1.07 1.06 Significant 0.0000398 VALAGLLGFGLGK 7 62244044 2xTMT6plex [N-Term; K13] 1.191 1.209 1.117 3.662925005 35.61 0 1674.071834 3 558.6948853 -1.034285534 -0.000577156 108.1885951
VSYIGVCQSK 18 62244044 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.242 1.288 1.062 4.325699806 49.27 0 1598.897635 2 799.9515381 -1.14774585 -0.000917564 45.74539261

HCLLTCEECK 10 62244044 2xTMT6plex [N-Term; K10]; 3xCarbamidomethyl [C2; C6; C9] 1.518 1.575 1.584 5.079800606 45.72 0 1807.890518 2 904.4483643 -0.5895348 -0.000532907 31.94629052GAGFGPQHNR 18 62244044 1xTMT6plex [N-Term] 0.993 0.908 0.868 4.488476753 56.58 0 1269.664983 3 423.8928528 -0.770510649 -0.000326097 16.77166337GNQDKDAHFPPPSK 29 62244044 3xTMT6plex [N-Term; K5; K14] 1.022 1.031 1.092 5.228338718 17.43 1 2225.228177 3 742.414917 0.908170489 0.000673629 30.72536077
ECQEESFWK 16 62244044 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.11 1.202 1.223 3.777618408 43 0 1700.835428 2 850.9205322 -0.964506529 -0.000820233 49.22443931
DAHFPPPSK 6 62244044 2xTMT6plex [N-Term; K9] 0.718 0.672 0.782 3.320493937 26.88 0 1453.82037 3 485.2785645 0.529425361 0.000256563 32.54338995
QSLLFCPK 16 62244044 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 0.952 1.008 1.006 3.806217432 36.7 0 1450.849228 2 725.9276733 -0.798139662 -0.00057899 66.41527655GDSQPSAS 6 62244044 1xTMT6plex [N-Term] 1.053 1.055 1.022 2.369827509 21.66 0 977.47372 2 489.2404175 -0.165374331 -8.08E-05 14.5381572262420877 ETFB electron transfer flavoprotein subunit beta isoform 2 2109 NP_001014763.1 54.04624277 1 17 17 199 346 37.411 7.17 0.95 0.93 0.9 0.93 Significant 0.000246

IEVIKPGDLGVDLTSK 14 62420877 3xTMT6plex [N-Term; K5; K16] 0.736 0.733 0.759 5.412837982 26.96 0 2371.441524 3 791.1469727 -6.392239108 -0.00505294 78.36598446
HSMNPFCEIAVEEAVR 6 62420877 1xTMT6plex [N-Term]; 1xOxidation [M3]; 1xCarbamidomethyl [C7] 1.083 0.9 0.772 4.861888885 33.48 0 2134.025876 3 706.6820679 0.325615297 0.000229888 64.83466109
HSMNPFCEIAVEEAVR 6 62420877 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.016 0.968 0.952 6.139052391 44.21 0 2118.030961 3 706.6820679 0.325615297 0.000229888 64.83466109
EVIAVSCGPAQCQETIR 12 62420877 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C12] 1.298 1.221 1.151 5.654292583 70.86 0 2147.078639 3 716.3647461 0.486992526 0.000348537 42.16491357

QAIDDDCNQTGQMTAGFLDWPQGTFASQVTLEGDK 2 62420877 2xTMT6plex [N-Term; K35]; 1xCarbamidomethyl [C7] 1.142 3.622279882 4.48 0 4303.032372 4 1076.512695 -0.794872012 -0.00085509 92.67391395
LKLPAVVTADLR 24 62420877 2xTMT6plex [N-Term; K2] 1.108 1.047 1.044 5.041217327 39.45 1 1754.130411 3 585.3815918 -0.107904962 -6.31E-05 73.96479934KIEVIKPGDLGVDLTSK 8 62420877 4xTMT6plex [N-Term; K1; K6; K17] 1.676 1.592 1.259 6.882029057 35.01 1 2728.699418 4 682.9298096 -0.736650851 -0.000502525 78.48120667GIHVEVPPAEAER 26 62420877 1xTMT6plex [N-Term] 0.921 0.904 0.861 4.576478004 47.21 0 1632.890686 3 544.9681396 -0.502106292 -0.000273295 40.32532529VETTEDLVAK 16 62420877 2xTMT6plex [N-Term; K10] 0.908 0.887 0.938 3.947824717 52.02 0 1562.904159 2 781.9550781 -0.818885785 -0.00063992 48.27176009EKVDLVLLGK 14 62420877 3xTMT6plex [N-Term; K2; K10] 0.936 1.035 0.91 4.359656811 23.95 1 1801.176582 3 601.0635986 -0.18862757 -0.000113251 70.08327982EIDGGLETLR 14 62420877 1xTMT6plex [N-Term] 0.937 0.985 0.853 4.091019154 52.25 0 1331.736811 2 666.3720093 -0.051718411 -3.44E-05 44.46969307LPAVVTADLR 7 62420877 1xTMT6plex [N-Term] 0.599 0.684 0.672 3.701202393 29.25 0 1283.788453 2 642.3970947 -1.199338467 -0.000769848 63.81981489TALAMGADR 6 62420877 1xTMT6plex [N-Term] 0.86 0.915 0.834 3.488783598 42.86 0 1134.613859 2 567.8092651 -2.296293617 -0.001302703 28.90100222TGVVTDGVK 12 62420877 2xTMT6plex [N-Term; K9] 0.783 0.871 0.856 3.172758341 43.34 0 1333.809137 2 667.4073486 -1.286821575 -0.000858187 33.14896729YATLPNIMK 6 62420877 2xTMT6plex [N-Term; K9] 3.683 2.671 1.598 4.00009346 42.63 0 1508.891093 2 754.9500732 1.177920914 0.000888677 64.81774688LSVISVEDPPQR 4 62420877 1xTMT6plex [N-Term] 1.384 0.892 3.532275915 38.37 0 1568.884538 2 784.9443359 -2.002903926 -0.001571162 51.43203327VDLVLLGK 16 62420877 2xTMT6plex [N-Term; K8] 0.882 0.894 0.87 3.849298954 41.92 0 1314.876094 2 657.9414063 -0.424792878 -0.000279275 80.01662918LGPLQVAR 6 62420877 1xTMT6plex [N-Term] 0.83 0.824 0.745 2.761338234 41.84 0 1082.688345 2 541.8475952 -0.397963379 -0.000215435 47.1625186662526045 ZNF638 zinc finger protein 638 isoform 1 27332 NP_001014972.1 9.352881699 1 16 16 65 1978 220.488 6.38 1.14 1.23 1.26 1.21 Significant 0.000887 ETLGSEAVSSNVIDYGHASK 2 62526045 2xTMT6plex [N-Term; K20] 1.294 4.810956955 47.38 0 2522.313867 3 841.4431763 0.439429291 0.00036946 51.04010263TKLESLSQVGPVNENVMEEDLK 2 62526045 3xTMT6plex [N-Term; K2; K22] 1.346 2.956291437 22.88 1 3146.722191 3 1049.573608 -5.058929172 -0.005306348 73.27852129YIETTPLTIK 8 62526045 2xTMT6plex [N-Term; K10] 1.053 1.289 1.565 4.379733562 34.21 0 1636.992581 2 818.9983521 -1.926147055 -0.001576544 63.55319558SVASDVPEELDFLVPK 6 62526045 2xTMT6plex [N-Term; K16] 1.176 1.109 1.17 2.987919092 18.02 0 2203.226222 3 735.0836792 4.658058966 0.003420919 92.56982491WDDEPHISASVAVK 6 62526045 2xTMT6plex [N-Term; K14] 1.31 1.258 1.457 4.13649559 22.03 0 2012.085312 3 671.3666382 0.02472101 1.66E-05 54.95275777GVGQANKPDETSK 6 62526045 3xTMT6plex [N-Term; K7; K13] 1.147 1.358 1.705 2.281799078 11.58 0 2018.14853 3 673.3873901 -0.452102425 -0.000304137 25.42408735SGLAESSSK 2 62526045 2xTMT6plex [N-Term; K9] 0.852 3.047482967 41.83 0 1323.752016 2 662.3790894 -0.84150887 -0.000556975 22.98903239DILILSSHK 6 62526045 2xTMT6plex [N-Term; K9] 1.165 1.427 1.234 3.734387875 30.78 0 1483.924835 3 495.3126831 -0.902588569 -0.000446458 54.26009752DSNKPVTIPENSEIK 5 62526045 3xTMT6plex [N-Term; K4; K15] 1.355 0.72 1.428 3.681574583 9.36 0 2358.348351 3 786.7868042 -1.056698152 -0.000830687 47.34873543EKEQNEAEER 4 62526045 2xTMT6plex [N-Term; K2] 0.525 1.021 1.80682528 6.51 1 1719.891363 3 573.9672852 -2.36097543 -0.00135354 15.59314656

AGFFCPICSLFYSGEK 2 62526045 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C5; C8] 1.748 3.180449963 8.35 0 2341.176118 3 781.0626221 -1.19802566 -0.00093493 101.1135431
FSHADAQK 6 62526045 2xTMT6plex [N-Term; K8] 1.235 1.347 1.156 3.595276117 26.42 0 1361.75777 3 454.5904541 -0.705797561 -0.000320375 20.99383843KVSASTLK 4 62526045 3xTMT6plex [N-Term; K1; K8] 1.084 1.433 2.830031872 13.39 1 1520.99789 3 507.6708374 0.0454156 2.30E-05 48.42430659GAEIINPK 2 62526045 2xTMT6plex [N-Term; K8] 1.304 2.248379469 21.49 0 1299.803658 2 650.4047241 -1.143355616 -0.000743069 39.26735184LESLSQVGPVNENVMEEDLK 2 62526045 2xTMT6plex [N-Term; K20] 0.467 0.217 1.890990496 0 2688.416618 3 896.8110962 0.787714302 0.000705901 77.29189408
ATENCAK 2 62526045 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.176 1.695203781 15.13 0 1251.676743 2 626.3432007 1.902837295 0.001190869 17.28432131

4506699 RPS21 40S ribosomal protein S21 6227 NP_001015.1 61.44578313 1 6 6 85 83 9.106 8.5 1.1 1.2 1.08 1.13 Significant 0.00108 DHASIQMNVAEVDK 12 4506699 2xTMT6plex [N-Term; K14] 0.988 0.989 1.009 5.20132637 35.1 0 2015.063196 3 677.6904297 -0.677025188 -0.000458359 31.81393017DHASIQMNVAEVDK 15 4506699 2xTMT6plex [N-Term; K14]; 1xOxidation [M7] 0.974 0.94 0.919 5.785680771 42.43 0 2031.058111 3 677.6904297 -0.677025188 -0.000458359 31.81393017DHASIQMNVAEVDKVTGR 6 4506699 2xTMT6plex [N-Term; K14] 2.502 2.027 2.232 8.356015205 29.48 1 2428.301863 4 607.8302002 -1.190922263 -0.00072298 50.24675313MGESDDSILR 14 4506699 1xTMT6plex [N-Term] 0.982 1.1 0.953 3.908359766 46.41 0 1351.672496 2 676.3392944 -0.875761559 -0.000591871 36.89155158TYAICGAIR 8 4506699 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.056 0.772 1.042 3.449129581 44.01 0 1253.687359 2 627.3469849 -0.530860771 -0.000332767 42.11690357MGESDDSILR 16 4506699 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.038 1.148 0.761 2.601621866 29.23 0 1367.667411 2 676.3392944 -0.875761559 -0.000591871 36.89155158ADGIVSK 10 4506699 2xTMT6plex [N-Term; K7] 1.022 0.928 1.022 2.544652462 27.91 0 1147.708695 2 574.357605 -0.663460219 -0.00038073 33.37210792
KCSASNR 4 4506699 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 1.755 2.319 1.76 1.87770009 13.39 1 1280.714525 3 427.5761108 -0.582667295 -0.000248743 14.60760509

66346730 CKMT1A creatine kinase U-type, mitochondrial precursor 548596 NP_001015001.1 57.55395683 1 15 15 335 417 47.007 8.34 1 1.04 1 1.01 Significant 0.000173 LGYILTCPSNLGTGLR 20 66346730 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.008 1.112 5.006137371 52.92 0 1964.083648 3 655.3668213 1.15186397 0.000754119 82.70620028SEVELVQLVIDGVNYLIDCER 4 66346730 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.902 5.869189262 45.38 0 2692.406498 3 898.1391602 -1.326278648 -0.001190294 113.5968239LSEMTEAEQQQLIDDHFLFDKPVSPLLTAAGMAR 29 66346730 2xTMT6plex [N-Term; K21]; 1xOxidation [M] 0.859 1.217 0.916 8.161047935 29.26 0 4276.2034 4 1065.812744 4.84983131 0.005165323 102.4116503LSEMTEAEQQQLIDDHFLFDKPVSPLLTAAGMAR 28 66346730 2xTMT6plex [N-Term; K21] 0.952 1.136 1.193 9.750662804 44.24 0 4260.208485 4 1065.812744 4.84983131 0.005165323 102.4116503
TTPTGWTLDQCIQTGVDNPGHPFIK 25 66346730 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C11] 1.16 1.191 1.306 6.792134762 51.37 0 3241.671604 3 1081.226929 -1.656792496 -0.001790259 74.31398707
TVGMVAGDEETYEVFADLFDPVIQER 11 66346730 1xTMT6plex [N-Term] 0.942 1.468 0.892 6.794797897 62.19 0 3159.539362 3 1059.182129 -0.769555935 -0.000814584 111.8712359TVGMVAGDEETYEVFADLFDPVIQER 20 66346730 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.441 0.822 0.967 7.026275158 73.22 0 3175.534277 3 1059.182129 -0.769555935 -0.000814584 111.8712359

KHNNCMASHLTPAVYAR 2 66346730 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 0.943 4.688923836 38.26 1 2428.274209 5 486.460083 -1.194338319 -0.000580036 32.22995776
GTGGVDTAATGGVFDISNLDR 22 66346730 1xTMT6plex [N-Term] 0.964 0.931 0.933 7.216803074 80.48 0 2252.135619 2 1126.572144 0.617635707 0.0006955 64.8524839SFLIWVNEEDHTR 14 66346730 1xTMT6plex [N-Term] 0.961 1.002 1.006 4.357638836 45.8 0 1874.959828 3 625.6569824 -1.831326903 -0.001144555 68.1469576VVVDALSGLK 37 66346730 2xTMT6plex [N-Term; K10] 1.028 1.042 0.996 4.212382317 67.92 0 1458.929586 2 729.9678955 -0.73483627 -0.000536037 74.37010826GLSLPPACTR 21 66346730 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.064 1.226 0.966 3.313909531 27.48 0 1300.724472 2 650.8661499 0.423452237 0.000275397 38.98095557HTTDLDASK 12 66346730 2xTMT6plex [N-Term; K9] 1.048 0.987 1.024 4.174016953 41.54 0 1445.800029 2 723.4047852 1.566518505 0.001132436 22.33804209IPTPVIHTK 18 66346730 2xTMT6plex [N-Term; K9] 0.967 0.923 0.948 3.580677748 28.97 0 1463.935006 2 732.4699707 -1.59942466 -0.001170727 49.58860012GWEFMWNER 14 66346730 1xTMT6plex [N-Term] 1.003 0.983 0.967 4.086628437 43.53 0 1483.698986 2 742.3527222 -0.551239888 -0.000408937 72.2211873LYPPSAEYPDLR 25 66346730 1xTMT6plex [N-Term] 0.933 1.011 0.959 3.747380495 40.04 0 1649.873639 2 825.4403687 -0.107805415 -8.89E-05 57.73693197GIWHNNEK 24 66346730 2xTMT6plex [N-Term; K8] 0.974 1.008 1.04 3.289194345 33.18 0 1455.810868 2 728.4086304 -0.607385088 -0.000442119 29.47767203GWEFMWNER 9 66346730 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.973 1.15 0.935 1.68716526 21.42 0 1499.693901 2 742.3527222 -0.551239888 -0.000408937 72.2211873

62548856 BAG5 BAG family molecular chaperone regulator 5 isoform a 9529 NP_001015049.1 17.00819672 1 6 6 40 488 55.992 6 0.93 0.89 0.97 0.93 Significant 0.000616
TELQGLIGQLDEVSLEK 9 62548856 2xTMT6plex [N-Term; K17] 0.923 1.054 0.924 5.044229984 48.73 0 2330.321913 3 777.4450073 -0.619681485 -0.000481352 97.7411211QLLALDAVDPQGEEK 4 62548856 2xTMT6plex [N-Term; K15] 0.739 0.457 3.906015396 35.32 0 2084.163956 3 695.3928833 0.067620565 4.70E-05 69.41295212IEIQNIFEEAQSLVR 12 62548856 1xTMT6plex [N-Term] 0.806 1.039 0.908 4.940864086 47.48 0 2018.111971 3 673.374939 -0.84607073 -0.000569155 111.517304LAQNILSYLDLK 8 62548856 2xTMT6plex [N-Term; K12] 1.033 0.975 0.987 4.435288429 34.62 0 1849.119906 2 925.0641479 0.601923344 0.000556514 108.5208829KQPSLPLSEDAHPSVAK 2 62548856 3xTMT6plex [N-Term; K1; K17] 0.98 4.597374916 24.06 1 2491.448734 4 623.6178589 0.349807268 0.000217882 47.00883253LEELLTK 5 62548856 2xTMT6plex [N-Term; K7] 0.851 1.161 2.464712858 22.71 0 1303.823724 2 652.4157715 0.415599701 0.000270934 71.2641333262739179 RTKN rhotekin isoform a 6242 NP_001015055.1 23.80106572 1 9 9 42 563 62.628 7.44 1 0.96 0.94 0.97 Significant 0.000333 ASLDSAGGSGSSPILLPTPVVGGPR 4 62739179 1xTMT6plex [N-Term] 1.084 0.372 5.298040867 59.81 0 2521.382332 2 1261.196777 1.565033375 0.001973024 73.88146366LSLFSDLPEDTELQR 8 62739179 1xTMT6plex [N-Term] 0.876 0.988 1.922 4.566226006 42.96 0 1992.048702 2 996.5275879 -0.403086907 -0.000401484 81.7422814LAAQPLCMTQPTASGTLR 6 62739179 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.82 1.106 1.153 4.185060978 47.95 0 2145.13576 2 1073.070313 -1.12426917 -0.001205855 65.07478452VQQAGEMQNWAQVHGVLK 6 62739179 2xTMT6plex [N-Term; K18] 1.093 0.82 0.829 6.351923943 61.96 0 2481.343668 3 827.7854614 -0.740358008 -0.000612361 61.27793249KPPQALAK 5 62739179 3xTMT6plex [N-Term; K1; K8] 1.125 1.009 3.472352028 14.7 0 1540.01896 3 514.0117798 1.185956483 0.000608798 35.25777592EQALEATK 4 62739179 2xTMT6plex [N-Term; K8] 1.017 0.979 2.960960865 39.29 0 1347.788402 2 674.3979492 0.163421424 0.000110129 30.80043376LLAACSQR 2 62739179 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.945 2.834445715 20.52 0 1147.645494 2 574.3270874 1.223657214 0.000702162 30.85850574GTNLFCYR 6 62739179 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.81 0.889 0.893 2.992705107 18.93 0 1259.640408 2 630.324646 1.275691203 0.000803456 45.79479467QGSLYHEMAIEPLDDIAAVTDILTQR 1 62739179 1xTMT6plex [N-Term] 0.985 2.454374313 0 3128.61353 3 1043.541504 -1.141643484 -0.001190587 112.2690885

62865879 PTRH2 peptidyl-tRNA hydrolase 2, mitochondrial isoform a 51651 NP_001015509.1 39.44444444 1 4 4 36 180 19.312 8.73 0.99 0.97 1.11 1.03 Significant 0.00182
APDEETLIALLAHAK 18 62865879 2xTMT6plex [N-Term; K15] 0.983 0.908 1.093 6.985471249 58.97 0 2050.194862 3 684.0632935 -9.528293758 -0.00651162 100.0073481
VAAQCSHAAVSAYK 6 62865879 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 1.133 1.001 1.253 4.217372417 36.45 0 1921.036588 3 641.0172729 0.352922823 0.000225993 32.01133588

TQIAPGSQTVLGIGPGPADLIDK 10 62865879 2xTMT6plex [N-Term; K23] 0.912 1.283 0.994 7.858406544 81.05 0 2706.544201 3 902.8514404 -1.638022736 -0.001477794 83.72324671THTDTESEASILGDSGEYK 2 62865879 2xTMT6plex [N-Term; K19] 100 1.485330343 12.89 0 2498.229863 2 1249.616577 -1.595154707 -0.001992532 44.2607236762865858 PHF6 PHD finger protein 6 isoform 1 84295 NP_001015877.1 16.71232877 1 7 7 39 365 41.264 8.68 1.18 1.21 1.28 1.22 Significant 0.000586 NHSGNDERDEEDEERESK 5 62865858 2xTMT6plex [N-Term; K18] 1.894 1.632 1.135 4.831017494 11.2 2 2633.207564 4 659.0563965 -1.44614217 -0.000951998 14.84463457AEFGDFDIK 6 62865858 2xTMT6plex [N-Term; K9] 1.541 1.253 1.324 3.495228291 36.4 0 1499.814616 2 750.4094849 -1.94902317 -0.001461587 63.73077649NHSGNDERDEEDEER 4 62865858 1xTMT6plex [N-Term] 1.027 4.287523746 8.5 1 2059.875048 4 515.7240601 -0.309424412 -0.000159344 12.76049603TYHYHCGVQDK 4 62865858 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.286 1.222 3.024024725 12.59 0 1865.936874 4 467.2395935 -0.176579694 -8.24E-05 22.14293176
TVLQEIK 6 62865858 2xTMT6plex [N-Term; K7] 1.128 1.244 1.209 3.226857185 21.62 0 1288.824059 2 644.9157104 0.066284018 4.27E-05 53.06595647LHIFNAK 6 62865858 2xTMT6plex [N-Term; K7] 1.058 1.219 1.263 2.841188669 19.68 0 1300.814163 3 434.2756348 -1.392883916 -0.000603961 46.90120632SSPSDTRPK 8 62865858 2xTMT6plex [N-Term; K9] 1.129 1.11 1.514 2.720674038 6.9 0 1432.816013 3 478.2764893 -0.766830181 -0.000366242 16.0420399762739173 RAE1 mRNA export factor 8480 NP_001015885.1 39.94565217 1 11 11 94 368 40.942 7.83 1.34 1.25 1.22 1.27 Significant 0.000805 VAIHYINPPNPAK 14 62739173 2xTMT6plex [N-Term; K13] 1.349 1.293 1.208 4.490252972 39.74 0 1892.115824 3 631.3771973 0.64191994 0.000404862 51.35011687

AQQMHTGPVLDVCWSDDGSK 14 62739173 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C13] 1.516 1.245 1.379 6.789908886 56.82 0 2689.311441 3 897.1077271 -1.046192573 -0.000937846 58.90709325
MWDLSSNQAIQIAQHDAPVK 10 62739173 2xTMT6plex [N-Term; K20] 1.188 1.24 1.251 6.592289448 64.47 0 2710.438691 3 904.1497192 -1.507540152 -0.001362032 73.16800111

APNYSCVMTGSWDK 13 62739173 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.487 1.17 1.097 4.027895451 50.56 0 2074.013803 2 1037.510864 0.31276823 0.000324343 59.88623503GLIVYQLENQPSEFR 12 62739173 1xTMT6plex [N-Term] 1.576 1.439 1.413 4.925665379 55.66 0 2022.085756 2 1011.544312 -2.18089817 -0.002204982 77.03136361DKQNKPTGFALGSIEGR 4 62739173 3xTMT6plex [N-Term; K2; K5] 1.69 1.352 1.473 4.450089931 2.29 1 2505.439232 4 627.1156006 0.534989527 0.000335096 49.31225878



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

MWDLSSNQAIQIAQHDAPVK 2 62739173 2xTMT6plex [N-Term; K20]; 1xOxidation [M1] 1.392 2.891514778 17.81 0 2726.433606 3 904.1497192 -1.507540152 -0.001362032 73.16800111GHEFYNPQK 10 62739173 2xTMT6plex [N-Term; K9] 1.153 1.165 1.138 4.18510437 39.21 0 1577.847648 2 789.4263916 -1.357011165 -0.001070578 27.51303111SSNPMMVLQLPER 2 62739173 1xTMT6plex [N-Term] 1.465 3.122690678 10.35 0 1730.913077 2 865.9605713 0.455642825 0.000394339 69.73491138NAAEELKPR 6 62739173 2xTMT6plex [N-Term; K7] 1.301 1.133 1.038 4.124655247 22.1 0 1485.878948 3 495.9640808 -0.847093474 -0.000419559 29.06153581
VFTASCDK 4 62739173 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.243 1.215 3.051211596 42.87 0 1385.749908 2 693.3787842 0.27698315 0.000191915 37.75134041

FSFWDKDAR 3 62739173 2xTMT6plex [N-Term; K6] 1.745 1.294 3.264737368 2.84 1 1629.878948 3 543.9634399 -1.951854023 -0.001060429 59.302577964506701 RPS23 40S ribosomal protein S23 6228 NP_001016.1 48.95104895 1 7 7 169 143 15.798 10.49 1.02 1.03 1.04 1.03 Significant 0.0000314 GHAVGDIPGVR 12 4506701 1xTMT6plex [N-Term] 0.934 0.984 1.044 4.965181351 53.25 0 1306.742899 2 653.8753662 0.425854141 0.000278241 27.00171328VANVSLLALYK 38 4506701 2xTMT6plex [N-Term; K11] 0.98 0.983 1.01 5.068996429 55.81 0 1649.040199 2 825.024231 0.597804749 0.000492902 85.69202166ITAFVPNDGCLNFIEENDEVLVAGFGR 53 4506701 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.983 1.563 1.061 6.205663681 84.42 0 3225.60878 3 1075.876343 1.765731898 0.00189852 108.9817047ANPFGGASHAK 18 4506701 2xTMT6plex [N-Term; K11] 0.996 0.967 1.026 5.862085819 68.84 0 1514.847982 2 757.9279785 0.460971172 0.000349151 30.47922207KAHLGTALK 16 4506701 3xTMT6plex [N-Term; K1; K9] 1.159 1.219 1.223 4.322324753 36.95 1 1626.066972 2 813.536377 -0.919521628 -0.000747602 33.87895527KGHAVGDIPGVR 16 4506701 2xTMT6plex [N-Term; K1] 0.897 0.916 0.922 4.679961205 23.33 1 1664.000794 3 555.3380737 -0.676885851 -0.000375446 39.66384156AHLGTALK 16 4506701 2xTMT6plex [N-Term; K8] 0.967 0.966 1.007 3.891837358 38.11 0 1268.809078 3 423.6078186 -0.137900537 -5.83E-05 33.23595842
62953113 CARD16 caspase recruitment domain-containing protein 16 isoform 1 114769 NP_001017534.1 13.19796954 1 1 3 35 197 22.611 8.44 0.93 0.62 0.68 0.75 Significant 0.0159

VLNQEEMEK 6 62953113 2xTMT6plex [N-Term; K9] 0.932 0.622 0.684 4.006780624 47.04 0 1577.860914 2 789.4331665 -1.177602012 -0.000929046 42.75609566ALIDSVIPK 20 62953113 2xTMT6plex [N-Term; K9] 0.744 0.742 0.714 3.445097685 45.01 0 1413.908123 2 707.458252 0.781172576 0.000552253 71.46973083ENATVMDK 4 62953113 2xTMT6plex [N-Term; K8] 0.918 0.864 2.933930635 27.41 0 1365.744822 2 683.3751831 -1.268618438 -0.000866305 29.91683262ENATVMDK 5 62953113 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 0.741 0.664 0.661 2.289940834 24.63 0 1381.739737 2 683.3751831 -1.268618438 -0.000866305 29.91683262
62988355 CCDC58 coiled-coil domain-containing protein 58 isoform 1 131076 NP_001017928.1 49.30555556 1 7 7 48 144 16.609 7.81 1.15 1.21 1.09 1.15 Significant 0.000906

NCIAQTSAVVK 6 62988355 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 0.897 1.181 1.646 4.18061018 67.26 0 1648.945647 2 824.9758301 -0.766504191 -0.000631962 38.72399517WMQSELNVEEVVNDR 8 62988355 1xTMT6plex [N-Term] 1.388 0.91 0.956 4.91857481 47.72 0 2077.02217 2 1039.014771 0.045543869 4.73E-05 72.9575313IVHELNTTVPTASFAGK 14 62988355 2xTMT6plex [N-Term; K17] 1.061 1.019 1.084 6.035242558 59.34 0 2243.279989 3 748.4314575 -0.075425897 -5.64E-05 61.10586333EKNLDDLTLLK 6 62988355 3xTMT6plex [N-Term; K2; K11] 1.194 1.263 1.045 3.897420168 8.15 1 1989.219904 3 663.7446289 -0.286630578 -0.000190057 73.87933402NLDDLTLLK 6 62988355 2xTMT6plex [N-Term; K9] 1.031 1.284 1.081 4.281146526 49.24 0 1502.919416 2 751.9622192 -1.499623608 -0.001126907 74.67187543
IDASQTCK 6 62988355 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.134 1.416 1.1 3.358614683 41.08 0 1380.755722 2 690.8810425 -0.661376265 -0.0004566 26.05191943

IHFKPPKNE 2 62988355 3xTMT6plex [N-Term; K4; K7] 1.524 2.402907133 5.47 1 1797.099001 4 450.0296021 -1.348015259 -0.000605629 40.64691353153792590 HSP90AA1 heat shock protein HSP 90-alpha isoform 1 3320 NP_001017963.2 53.98126464 1 32 52 1567 854 98.099 5.16 1.13 1.13 1.14 1.13 Significant 0.00000865 GVVDSEDLPLNISR 68 153792590 1xTMT6plex [N-Term] 1.122 1.064 1.139 4.902507305 68.79 0 1742.948594 2 871.9780884 0.17548298 0.000152929 59.39027889
LVTSPCCIVTSTYGWTANMER 10 153792590 1xTMT6plex [N-Term]; 1xOxidation [M19]; 2xCarbamidomethyl [C6; C7] 2.021 1.843 1.609 4.768035412 32.69 0 2691.27781 3 892.4304199 -2.313087856 -0.002062721 82.97595546
LVTSPCCIVTSTYGWTANMER 32 153792590 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C7] 1.03 1.664 1.506 6.572320938 56.39 0 2675.282895 3 892.4304199 -2.313087856 -0.002062721 82.97595546

YYTSASGDEMVSLK 40 153792590 2xTMT6plex [N-Term; K14] 1.15 1.129 1.115 5.657523155 74.32 0 2009.030164 2 1005.0177 -1.015743522 -0.00102033 54.7263239EGLELPEDEEEK 22 153792590 2xTMT6plex [N-Term; K12] 0.643 0.667 0.637 4.529517651 50.32 0 1874.963525 2 937.9850464 -0.377861517 -0.000354238 44.88846116TLTIVDTGIGMTK 180 153792590 2xTMT6plex [N-Term; K13]; 1xOxidation [M11] 1.093 1.068 1.105 5.218383789 58.82 0 1824.055257 2 904.5333862 -0.468247128 -0.00042331 73.56961054TLTIVDTGIGMTK 200 153792590 2xTMT6plex [N-Term; K13] 1.097 1.07 1.07 5.968779087 76.55 0 1808.060342 2 904.5333862 -0.468247128 -0.00042331 73.56961054HLEINPDHSIIETLR 26 153792590 1xTMT6plex [N-Term] 1.09 1.021 1.042 6.237940788 61.23 0 2016.107554 3 672.7069092 -0.684567118 -0.000460054 57.17750018YYTSASGDEMVSLKDYCTR 2 153792590 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C17] 100 4.770591736 35.3 1 2704.299874 3 902.1036377 -1.299350748 -0.001171278 54.00587434HFSVEGQLEFR 46 153792590 1xTMT6plex [N-Term] 0.9 1.016 1.034 5.159992695 48.32 0 1577.827357 2 789.4174805 0.207378519 0.000163604 50.95858245KHGLEVIYMIEPIDEYCVQQLK 18 153792590 3xTMT6plex [N-Term; K1; K22]; 1xCarbamidomethyl [C17] 1.375 1.377 1.379 6.173449516 44.82 1 3392.856517 5 679.3760986 -1.512025608 -0.001026017 88.09391978
CLELFTELAEDKENYKK 13 153792590 4xTMT6plex [N-Term; K12; K16; K17]; 1xCarbamidomethyl [C1] 1.346 1.452 1.39 6.325779915 21.73 2 3046.694075 4 762.4286499 -0.428517138 -0.00032639 85.49308784

KHSQFIGYPITLFVEK 28 153792590 3xTMT6plex [N-Term; K1; K16] 1.512 1.553 1.554 6.416788578 38.49 1 2594.531342 4 649.3879395 -0.544868153 -0.000353419 86.41462913LGLGIDEDDPTADDTSAAVTEEMPPLEGDDDTSR 6 153792590 1xTMT6plex [N-Term]; 1xOxidation [M23] 5.062572002 59.75 0 3792.696663 3 1259.566284 -4.620132089 -0.005816287 73.17425318LGLGIDEDDPTADDTSAAVTEEMPPLEGDDDTSR 30 153792590 1xTMT6plex [N-Term] 1.154 1.073 1.399 6.867612362 75.37 0 3776.701748 3 1259.566284 -4.620132089 -0.005816287 73.17425318ADLINNLGTIAK 56 153792590 2xTMT6plex [N-Term; K12] 1.102 1.079 1.074 5.387245178 83.94 0 1701.031091 2 851.0186768 -0.596340878 -0.000507197 72.19151721SLTNDWEDHLAVK 88 153792590 2xTMT6plex [N-Term; K13] 1.171 0.73 1.002 4.095060825 30.72 0 1986.069661 3 662.694519 -0.331116832 -0.000219207 0.869564639NPDDITNEEYGEFYK 35 153792590 2xTMT6plex [N-Term; K15] 1.153 1.253 1.257 4.709793568 60.1 0 2292.107229 2 1146.557495 0.211601957 0.000242507 55.4750894HSQFIGYPITLFVEK 40 153792590 2xTMT6plex [N-Term; K15] 1.177 1.192 1.145 5.775331497 48.14 0 2237.273447 2 1119.138428 -1.728801303 -0.001933901 95.13492839
CLELFTELAEDKENYK 16 153792590 3xTMT6plex [N-Term; K12; K16]; 1xCarbamidomethyl [C1] 0.882 0.829 1.045 6.020210266 28.24 1 2689.43618 3 897.1502075 -0.041280551 -3.70E-05 89.06311454DQVANSAFVER 30 153792590 1xTMT6plex [N-Term] 1.347 1.332 1.384 4.65079689 57.89 0 1464.764422 2 732.8850098 -1.14666135 -0.000839794 32.34502851VFIMDNCEELIPEYLNFIR 43 153792590 1xTMT6plex [N-Term]; 1xOxidation [M4]; 1xCarbamidomethyl [C7] 1.378 1.635 1.377 5.12624836 35.38 0 2660.330163 2 1322.673462 1.663801188 0.002199824 112.2810465

VFIMDNCEELIPEYLNFIR 8 153792590 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 100 1.318 1.164 4.216334343 41.05 0 2644.335248 2 1322.673462 1.663801188 0.002199824 112.2810465DNSTMGYMAAK 18 153792590 2xTMT6plex [N-Term; K11] 1.289 1.187 1.207 4.805379868 80.63 0 1646.828234 2 823.9165649 -1.445741054 -0.001190444 38.95228214KHLEINPDHSIIETLR 24 153792590 2xTMT6plex [N-Term; K1] 1.37 1.279 1.286 6.26363945 42.1 1 2373.365449 5 475.4790649 0.323922737 0.000153757 52.86148212
HGLEVIYMIEPIDEYCVQQLK 26 153792590 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C16] 1.077 1.064 1.106 6.152652264 51.6 0 3035.598622 3 1017.868469 -0.878988346 -0.000894105 83.35237881
HGLEVIYMIEPIDEYCVQQLK 41 153792590 2xTMT6plex [N-Term; K21]; 1xOxidation [M8]; 1xCarbamidomethyl [C16] 1.078 1.054 1.091 6.150467396 60.88 0 3051.593537 3 1017.868469 -0.878988346 -0.000894105 83.35237881
HNDDEQYAWESSAGGSFTVR 85 153792590 1xTMT6plex [N-Term] 1.266 1.197 1.121 5.929829597 40.41 0 2485.12176 3 829.0442505 -1.433348343 -0.001187348 53.53478583ELISNSSDALDK 52 153792590 2xTMT6plex [N-Term; K12] 1.148 1.144 1.133 5.596157551 71.33 0 1749.963465 2 875.4854126 0.047678317 4.17E-05 47.43743074

KHGLEVIYMIEPIDEYCVQQLK 2 153792590 3xTMT6plex [N-Term; K1; K22]; 1xOxidation [M9]; 1xCarbamidomethyl [C17] 1.422 3.562436104 19.93 1 3408.851432 5 679.3760986 -1.512025608 -0.001026017 88.09391978
ELISNSSDALDKIR 8 153792590 2xTMT6plex [N-Term; K12] 2.911 4.129 2.544 5.073115826 24.7 1 2019.14864 3 673.7210083 -0.083390421 -5.61E-05 52.51137679SLTNDWEDHLAVKHFSVEGQLEFR 3 153792590 2xTMT6plex [N-Term; K13] 0.811 1.065 4.387253284 13.6 1 3315.716245 5 663.9486084 -0.696630122 -0.000461966 71.66923829YYTSASGDEMVSLK 18 153792590 2xTMT6plex [N-Term; K14]; 1xOxidation [M10] 1.03 1.213 0.884 3.134427071 60.92 0 2025.025079 2 1005.0177 -1.015743522 -0.00102033 54.7263239EDQTEYLEER 52 153792590 1xTMT6plex [N-Term] 1.092 1.088 1.187 4.46600008 54.13 0 1540.732847 2 770.8692627 -1.03764217 -0.000799365 27.47700001YESLTDPSKLDSGK 22 153792590 3xTMT6plex [N-Term; K9; K14] 2.68 2.947 2.977 3.516831636 25.74 1 2227.242489 3 743.0854492 -0.312051226 -0.000231671 50.60593069EKYIDQEELNK 8 153792590 3xTMT6plex [N-Term; K2; K11] 1.86 1.335 1.491 4.730717659 27.11 1 2096.184246 3 699.4016113 2.878747126 0.002011461 42.91681934ELHINLIPNK 15 153792590 2xTMT6plex [N-Term; K10] 0.897 0.887 1.005 3.983086348 31.79 0 1649.015047 3 550.3428345 -0.665368113 -0.000365734 64.59014143HIYYITGETK 27 153792590 2xTMT6plex [N-Term; K10] 1.087 1.138 1.066 3.577546358 42.42 0 1682.951778 2 841.9796143 0.103096017 8.68E-05 42.55331192LGIHEDSQNR 9 153792590 1xTMT6plex [N-Term] 0.924 0.902 0.962 3.870315552 50.03 0 1397.733457 3 466.5820923 -1.239967837 -0.000577715 20.59339223YIDQEELNK 52 153792590 2xTMT6plex [N-Term; K9] 1.039 1.101 1.201 4.156142235 50.4 0 1609.883758 2 805.4452515 -0.330502317 -0.000266035 43.09725508ELHINLIPNKQDR 8 153792590 2xTMT6plex [N-Term; K10] 1.745 1.602 1.539 4.958575726 21.76 1 2048.201679 4 512.8059692 0.179842214 9.21E-05 53.5730632APFDLFENR 18 153792590 1xTMT6plex [N-Term] 0.853 0.919 0.893 4.133079052 33.83 0 1337.705117 2 669.3549805 -1.818422064 -0.001216256 74.24023293RAPFDLFENR 6 153792590 1xTMT6plex [N-Term] 1.241 1.05 1.276 5.680251598 51.34 1 1493.806228 3 498.6065979 -0.660955089 -0.000329113 62.94753535YESLTDPSK 32 153792590 2xTMT6plex [N-Term; K9] 0.952 1.002 0.958 3.43432188 30.84 0 1497.820096 2 749.4140015 0.421125133 0.000315385 38.99808993TDTGEPMGR 4 153792590 1xTMT6plex [N-Term] 1.14 1.233 3.464128017 45.11 0 1192.582953 2 596.7949829 -0.221032581 -0.0001318 17.06977095EGLELPEDEEEKK 16 153792590 3xTMT6plex [N-Term; K12; K13] 0.911 0.997 0.948 4.874880314 31.07 1 2232.22142 2 1116.612793 -1.39335304 -0.001555136 46.8083069DNSTMGYMAAK 60 153792590 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 1.176 1.183 1.192 2.898862123 44.65 0 1662.823149 2 823.9165649 -1.445741054 -0.001190444 38.95228214TDTGEPMGR 16 153792590 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.172 1.234 1.184 2.741635561 27.77 0 1208.577868 2 596.7949829 -0.221032581 -0.0001318 17.06977095

TKFENLCK 9 153792590 3xTMT6plex [N-Term; K2; K8]; 1xCarbamidomethyl [C7] 2.172 1.98 1.24 2.490903378 4.53 1 1727.012888 3 576.3428345 0.614875532 0.000353966 46.5263946
KFYEQFSK 2 153792590 3xTMT6plex [N-Term; K1; K8] 1.663 3.396479607 5.53 1 1764.029918 3 588.6815186 0.047722582 2.81E-05 50.28125799EGLELPEDEEEKKK 6 153792590 4xTMT6plex [N-Term; K12; K13; K14] 1.42 0.912 4.063617706 9.16 2 2589.479315 4 648.1254883 0.312300236 0.000202174 46.92395086AEADKNDK 10 153792590 3xTMT6plex [N-Term; K5; K8] 0.815 0.996 1.057 2.748371124 17.29 1 1577.910197 2 789.4580688 -0.846648111 -0.000667967 18.96485119TLVSVTK 18 153792590 2xTMT6plex [N-Term; K7] 1.204 1.186 1.127 2.718157053 38.39 0 1205.786945 2 603.3961792 -1.545315754 -0.000931661 43.01976631QKAEADKNDK 4 153792590 4xTMT6plex [N-Term; K2; K7; K10] 1.635 1.515 2.168 3.026632547 4.44 2 2063.226669 3 688.4133911 -0.508582102 -0.000349773 21.04851993EMLQQSK 16 153792590 2xTMT6plex [N-Term; K7] 1.064 0.989 1.04 3.174601555 34.82 0 1321.754993 2 661.3796387 -2.263866046 -0.001496138 29.6953616FYEQFSK 20 153792590 2xTMT6plex [N-Term; K7] 1.225 1.448 1.257 2.738304138 33.57 0 1406.772023 2 703.8894043 -0.34923658 -0.000245648 54.25379346KLSELLR 14 153792590 2xTMT6plex [N-Term; K1] 1.256 1.539 1.66 3.172794342 12.83 1 1316.866592 3 439.6268005 -0.564984089 -0.000248003 51.82822441

DNSTMGYMAAK 2 153792590 2xTMT6plex [N-Term; K11]; 2xOxidation [M5; M8] 2.397 1.942108393 26.3 0 1678.818064 2 823.9165649 -1.445741054 -0.001190444 38.95228214AILFVPR 32 153792590 1xTMT6plex [N-Term] 1.289 1.137 1.307 2.416970015 22.9 0 1044.676717 2 522.8422852 0.55162759 0.000288136 62.78827833LGIHEDSQNRK 5 153792590 2xTMT6plex [N-Term; K11] 1.466 1.343 1.433 2.850213766 2.91 1 1754.991352 4 439.5030518 -0.555306868 -0.00024364 21.38126636QKAEADK 4 153792590 3xTMT6plex [N-Term; K2; K7] 1.736 1.727 1.442 1.585295796 1.22 1 1476.898904 3 492.9712524 0.203097326 1.00E-04 18.53385152IMKDILEK 6 153792590 3xTMT6plex [N-Term; K3; K8] 2.498 3.669 2.097 3.286358118 5.53 1 1677.058776 3 559.6906128 -0.888705343 -0.000496804 67.73455666
63252893 P4HA2 prolyl 4-hydroxylase subunit alpha-2 isoform 2 precursor 8974 NP_001017974.1 46.9043152 1 21 21 141 533 60.595 5.71 1.09 1.09 1.15 1.11 Significant 0.000324

QLDAGEEATTTK 8 63252893 2xTMT6plex [N-Term; K12] 1.116 1.022 1.17 4.146145344 50.33 0 1721.932165 2 861.4691772 -0.63135345 -0.000543574 31.90997142YYDVMSDEEIER 10 63252893 1xTMT6plex [N-Term] 1.068 1.235 1.498 4.477915287 54.8 0 1777.815197 2 889.4100952 -1.284183146 -0.00114152 50.8628411KGTAVFWYNLLR 6 63252893 2xTMT6plex [N-Term; K1] 1.288 0.991 1.088 5.240278721 22.88 1 1926.136559 3 642.7166748 -0.564994175 -0.000362752 86.55274532QFFPTDEDEIGAAK 4 63252893 2xTMT6plex [N-Term; K14] 1.147 1.319 4.324011326 56.44 0 2026.053343 2 1013.529358 -0.939511141 -0.00095175 61.09314888APQLLIAPFKEEDEWDSPHIVR 6 63252893 2xTMT6plex [N-Term; K10] 1.266 1.053 1.023 6.280866146 38.11 1 3048.655877 4 762.9187622 -0.871889771 -0.000664523 81.88337569SAADAEGYLAHPVNAYK 6 63252893 2xTMT6plex [N-Term; K17] 0.863 0.912 1.164 4.485864162 44.12 0 2235.181003 3 745.7310181 -1.119283306 -0.000833934 50.1459898SSWLEEDDDPVVAR 12 63252893 1xTMT6plex [N-Term] 1.117 1.483 1.375 4.546981335 46.3 0 1846.902038 2 923.9529419 -1.857592264 -0.001715395 53.02945612TAELLQVANYGVGGQYEPHFDFSR 6 63252893 1xTMT6plex [N-Term] 1.386 0.931 6.012712955 57.25 0 2927.452537 3 976.4881592 -0.892390536 -0.00087081 79.05851885SAYNEGDYYHTVLWMEQVLK 3 63252893 2xTMT6plex [N-Term; K20] 0.698 3.999224663 10.72 0 2904.464237 3 968.8258057 -0.472650961 -0.000457599 97.14409867YFEQLLEEER 6 63252893 1xTMT6plex [N-Term] 0.977 1.497 1.916 4.434663773 48.2 0 1584.810704 2 792.9065552 -3.073053725 -0.002435104 71.01248449TGVLTVASYR 4 63252893 1xTMT6plex [N-Term] 1.048 1.049 3.933271408 41.9 0 1295.752067 2 648.3792725 -0.616405056 -0.000399354 45.53203663EYILVEEAK 6 63252893 2xTMT6plex [N-Term; K9] 1.27 1.458 1.386 4.244644642 49.88 0 1551.903431 2 776.4517822 -4.602997024 -0.003571703 57.40537147YFEQLLEEEREK 6 63252893 2xTMT6plex [N-Term; K12] 1.214 1.213 1.138 4.928263187 18.48 1 2071.111192 3 691.0368042 -7.403060929 -0.005110854 69.1257983YYDVMSDEEIER 2 63252893 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.744 1.871902227 44 0 1793.810112 2 889.4100952 -1.284183146 -0.00114152 50.8628411LLSLDPSHER 8 63252893 1xTMT6plex [N-Term] 0.916 0.961 1.025 3.739402056 41.27 0 1395.779344 3 465.931427 0.274703778 0.000127809 53.48940134DVYESLCR 12 63252893 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.995 1.091 1.094 3.420018196 32.83 0 1270.629903 2 635.8180542 -0.84329163 -0.000535756 33.27268234MQHITGLTVK 6 63252893 2xTMT6plex [N-Term; K10] 0.967 0.95 1.122 3.202383995 25.92 0 1585.950004 3 529.321106 -0.781675906 -0.000413233 48.34596694GQEFLRPCGSTEVD 6 63252893 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.654 1.253 1.259 2.730552435 26.12 0 1823.879529 2 912.4431152 -0.315202425 -0.000287446 42.54226899LDPGTISR 5 63252893 1xTMT6plex [N-Term] 1.079 1.305 1.287 2.890741348 26.57 0 1087.630889 2 544.3184814 -1.106128363 -0.00060153 32.29530611RPFDSGLK 6 63252893 2xTMT6plex [N-Term; K8] 1.132 1.004 1.189 3.78373003 31.19 0 1377.825456 3 459.9461365 -1.160993336 -0.000533215 35.36029456ELVQSLK 6 63252893 2xTMT6plex [N-Term; K7] 1.193 1.111 1.125 3.197081089 33.98 0 1274.808409 2 637.9082642 0.661205485 0.000421455 48.37889133MEALTSK 7 63252893 2xTMT6plex [N-Term; K7] 1.158 1.114 1.108 2.992100239 32.1 0 1237.72263 2 619.3630371 -3.096559081 -0.001916341 40.7480629163252900 TPM1 tropomyosin alpha-1 chain isoform Tpm1.7cy 7168 NP_001018006.1 44.71830986 1 4 17 177 284 32.856 4.78 0.5 0.57 0.6 0.56 Significant 0.00282 ATDAEADVASLNR 10 63252900 1xTMT6plex [N-Term] 0.628 0.646 0.858 3.720331669 54.13 0 1561.80193 2 781.4036865 -1.174081738 -0.000916842 34.84792078IQLVEEELDR 24 63252900 1xTMT6plex [N-Term] 0.657 0.65 0.736 4.455230236 72.11 0 1472.815789 2 736.9118652 0.451182527 0.000332254 71.66235835KATDAEADVASLNR 4 63252900 2xTMT6plex [N-Term; K1] 0.779 0.773 4.031775951 26.73 1 1919.059825 3 640.3577271 -0.623830295 -0.000399056 37.27591238MEIQEIQLK 56 63252900 2xTMT6plex [N-Term; K9] 0.784 0.778 0.727 4.095114708 49.17 0 1589.933686 2 795.4705811 0.125772148 1.00E-04 65.29258897AELSEGQVR 6 63252900 1xTMT6plex [N-Term] 0.486 0.547 3.743884802 47.69 0 1217.668731 2 609.3375854 -0.68740499 -0.000418516 22.63642802AEQAEADK 10 63252900 2xTMT6plex [N-Term; K8] 0.621 0.724 0.745 3.145042658 47.62 0 1319.720716 2 660.3633423 -0.991095822 -0.000653985 25.74628037MEIQEIQLK 22 63252900 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 0.556 0.627 0.462 2.734004259 44.3 0 1605.928601 2 795.4705811 0.125772148 1.00E-04 65.29258897LDKENAIDR 20 63252900 2xTMT6plex [N-Term; K3] 0.928 0.847 0.939 3.332617044 27.72 1 1531.884427 2 766.4457397 -0.1463869 -0.000112124 30.05681901AEQAEADKK 11 63252900 3xTMT6plex [N-Term; K8; K9] 1.083 1.147 0.722 3.073154449 21.18 1 1676.978611 3 559.6642456 -0.254811594 -0.000142438 20.39218767EDRYEEEIK 6 63252900 2xTMT6plex [N-Term; K9] 0.489 0.564 0.482 3.105176926 14.37 1 1668.884487 3 556.9662476 -0.17807357 -9.91E-05 29.59122671SIDDLEEK 6 63252900 2xTMT6plex [N-Term; K8] 0.544 0.558 0.794 3.335713387 35.13 0 1406.777896 2 703.8918457 -1.053189529 -0.000740802 41.56314903LATALQK 16 63252900 2xTMT6plex [N-Term; K7] 0.762 0.76 0.77 3.358190298 35.89 0 1202.787279 2 601.8977661 0.811562093 0.000488068 46.81429532QLEEQLR 6 63252900 1xTMT6plex [N-Term] 0.529 0.692 0.574 2.774494886 26.86 0 1144.652353 2 572.8300781 0.460061082 0.000263305 28.98208277AADESER 8 63252900 1xTMT6plex [N-Term] 0.884 0.686 0.689 2.860127926 34.03 0 1006.500269 2 503.75354 -0.462614755 -0.000232811 13.39992872IMDQTLK 7 63252900 2xTMT6plex [N-Term; K7] 0.489 0.537 0.692 3.175818682 31.6 0 1306.780479 2 653.8936157 -0.401494127 -0.000262332 48.29116824ALMAAEDK 2 63252900 2xTMT6plex [N-Term; K8] 0.519 0.665 2.553170919 0 1306.744094 2 653.8758545 0.258959942 0.000169197 40.24372027KYEEVAR 9 63252900 2xTMT6plex [N-Term; K1] 0.897 0.949 0.888 2.552756071 15.19 1 1352.793821 2 676.9000244 -0.775522373 -0.000524561 21.98605755LKEAETR 3 63252900 2xTMT6plex [N-Term; K2] 1.182 1.201 2.090013981 10.25 1 1304.793821 2 652.8997192 -1.271828093 -0.000829737 22.99596968
66346679 SERBP1 plasminogen activator inhibitor 1 RNA-binding protein isoform 1 26135 NP_001018077.1 44.85294118 1 19 19 198 408 44.938 8.65 0.93 0.95 0.95 0.95 Significant 0.0000499

EAGGGGVGGPGAK 12 66346679 2xTMT6plex [N-Term; K13] 0.949 0.925 0.938 5.241518021 71 0 1471.826912 2 736.4174194 0.441605723 0.000324984 22.87144092SKSEEAHAEDSVMDHHFR 10 66346679 2xTMT6plex [N-Term; K2]; 1xOxidation [M13] 1.155 1.064 1.118 6.010095119 42.65 1 2586.240719 5 518.0532227 -1.435546476 -0.000742534 21.51462849FDQLFDDESDPFEVLK 42 66346679 2xTMT6plex [N-Term; K16] 0.964 0.954 0.957 5.234327793 60.18 0 2402.216779 2 1201.610596 -1.192329425 -0.001432117 99.98237547SAAQAAAQTNSNAAGK 14 66346679 2xTMT6plex [N-Term; K16] 0.879 0.885 0.878 6.31002903 94.64 0 1919.034673 2 960.0240479 3.202721249 0.003073067 20.74991797KEAGGGGVGGPGAK 6 66346679 3xTMT6plex [N-Term; K1; K14] 1.16 1.342 1.487 5.570083141 30.17 1 1829.084807 3 610.3657227 -1.198698519 -0.00073084 32.24120872RPDQQLQGEGK 18 66346679 2xTMT6plex [N-Term; K11] 0.9 0.96 0.92 5.535545826 34.9 0 1713.964803 3 571.9927979 -0.561455703 -0.000320772 20.39616161SSASAPDVDDPEAFPALA 16 66346679 1xTMT6plex [N-Term] 0.903 0.968 0.875 3.98996067 60.08 0 1988.965032 2 994.9857178 -0.438988676 -0.000436567 65.7908959KNPLPPSVGVVDK 10 66346679 3xTMT6plex [N-Term; K1; K13] 0.845 0.781 0.763 5.163899422 32.19 1 2037.267523 3 679.760376 -0.465270418 -0.00031596 51.84507307EETQPPVALK 6 66346679 2xTMT6plex [N-Term; K10] 0.795 0.835 0.821 4.378908157 43.98 0 1569.925229 2 785.4666138 0.459651867 0.00036081 44.76821843KEETQPPVALK 8 66346679 3xTMT6plex [N-Term; K1; K11] 0.839 0.925 0.824 4.927751541 25.07 1 1927.183124 3 643.0652466 -1.005490284 -0.000645921 46.47494467SSFSHYSGLK 10 66346679 2xTMT6plex [N-Term; K10] 0.797 0.894 0.83 4.48002243 51.31 0 1570.862963 2 785.9361572 1.320550025 0.001037202 37.66497507KNPLPPSVGVVDKK 6 66346679 4xTMT6plex [N-Term; K1; K13; K14] 1.144 1.095 1.147 5.58205986 14.87 2 2394.525418 4 599.3867798 -0.053563589 -3.21E-05 61.77191574EETQPPVALKK 6 66346679 3xTMT6plex [N-Term; K10; K11] 1.783 1.547 1.68 3.24892354 8.62 1 1927.183124 3 643.0650635 -1.290526199 -0.000829027 43.64949225GGSGSHNWGTVK 8 66346679 2xTMT6plex [N-Term; K12] 1.002 1.16 1.075 2.937585831 15.44 0 1644.885824 3 548.9666138 -0.325877577 -0.000178677 25.52216907DELTESPK 6 66346679 2xTMT6plex [N-Term; K8] 0.716 0.733 0.749 3.230769396 33.4 0 1376.767332 2 688.8868408 -0.673105291 -0.000463355 30.56915959EMTLDEWK 6 66346679 2xTMT6plex [N-Term; K8] 0.974 0.956 0.954 3.421057701 31.68 0 1509.802337 2 755.4048462 0.052141138 3.94E-05 58.26469893RFEKPLEEK 6 66346679 3xTMT6plex [N-Term; K4; K9] 1.018 0.978 0.947 3.993717432 7.1 1 1863.130695 4 466.5380249 -0.228159316 -0.000106273 38.8230996KPNEGADGQWK 5 66346679 3xTMT6plex [N-Term; K1; K11] 1.001 0.719 1.178 4.119178295 13.99 0 1917.079722 3 639.6967773 -2.056804787 -0.001314353 43.45145043KGFVLHK 3 66346679 3xTMT6plex [N-Term; K1; K7] 1.014 1.051 3.285516262 6.65 1 1515.99783 3 506.0045776 0.890021166 0.000449757 42.9346854865787364 CORO1B coronin-1B 57175 NP_001018080.1 39.46830266 1 15 15 124 489 54.2 5.88 1 1.09 0.92 1 Significant 0.00239 VTWDSTFCAVNPK 8 65787364 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 1.329 1.445 1.141 3.921164036 42.86 0 1983.041004 2 992.0231323 -1.016747288 -0.001008126 67.88978151
YFEITEEPPYIHFLNTFTSK 18 65787364 2xTMT6plex [N-Term; K20] 1.385 1.061 1.713 4.889777184 40.27 0 2934.532968 3 978.8511963 2.06765344 0.002022532 105.8185859KSDLFQDDLYPDTAGPEAALEAEEWVSGR 15 65787364 2xTMT6plex [N-Term; K1] 1.015 1.495 1.08 7.522113323 58.7 1 3667.816807 4 917.7091675 -0.536141315 -0.000491617 92.59155135

NVLSDSRPAMAPGSSHLGAPASTTTAADATPSGSLAR 2 65787364 1xTMT6plex [N-Term] 100 6.432258606 26.61 0 3751.887079 4 938.7241821 -3.246447486 -0.003045076 48.68922766
KCEPIVMTVPR 6 65787364 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 1.096 1.181 1.254 4.319709301 29.66 1 1788.027603 3 596.6800537 -1.115792163 -0.000665022 50.16139983

AGEAGKLEEVMQELR 4 65787364 2xTMT6plex [N-Term; K6] 1.197 1.223 3.927123785 8.22 1 2118.16291 3 706.723877 -2.753457063 -0.00194409 78.77232655DADPILISLR 10 65787364 1xTMT6plex [N-Term] 0.933 1.088 1.091 3.627421856 37.39 0 1341.793932 2 671.4001465 -0.682251744 -0.000457721 71.53297027VGIIAWHPTAR 6 65787364 1xTMT6plex [N-Term] 0.746 0.823 0.807 4.29475975 50.3 0 1449.852784 3 483.9537659 -4.165769549 -0.002013251 53.65494294LEEVMQELR 10 65787364 1xTMT6plex [N-Term] 0.374 0.766 0.232 3.586573839 49.33 0 1375.745267 2 688.3728027 -5.043216514 -0.003469091 71.26610222NDQCYEDIR 12 65787364 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.158 1.036 1.666 3.231274843 47.47 0 1441.657909 2 721.3320313 -0.778936524 -0.00056148 23.25914AIFLADGK 10 65787364 2xTMT6plex [N-Term; K8] 0.914 1.06 1.052 3.604467154 47.54 0 1292.797844 2 646.9029541 0.609107703 0.000393727 58.16235397VFTTGFSR 2 65787364 1xTMT6plex [N-Term] 0.968 3.302136421 24.57 0 1143.635975 2 572.3215332 -0.161715576 -9.25E-05 44.45922941HVFGQPVK 6 65787364 2xTMT6plex [N-Term; K8] 1.041 1.078 1.028 3.044849396 27.74 0 1369.835627 3 457.2834473 0.118208982 5.40E-05 33.09538334GMGSMPK 6 65787364 2xTMT6plex [N-Term; K7] 1.083 1.079 1.017 2.484459639 24.27 0 1165.647357 2 583.3271484 -0.2888395 -0.000168342 32.95443167LEEQLGR 9 65787364 1xTMT6plex [N-Term] 0.816 1.029 0.929 2.177906513 21.73 0 1073.615239 2 537.3109741 -0.528725554 -0.000283824 29.3967104966275524 SERF2 small EDRK-rich factor 2 isoform c 10169 NP_001018118.1 13.55932203 1 1 1 12 59 6.896 10.45 1.36 1.23 1.25 1.28 Significant 0.000995 DSEIMQQK 6 66275524 2xTMT6plex [N-Term; K8] 1.665 1.84 1.275 3.46360755 42.3 0 1436.781936 2 718.8951416 0.745160486 0.000535317 32.11956381DSEIMQQK 6 66275524 2xTMT6plex [N-Term; K8]; 1xOxidation [M5] 1.269 1.149 1.209 2.022727728 25.04 0 1452.776851 2 718.8951416 0.745160486 0.000535317 32.1195638166363697 PIR pirin 8544 NP_001018119.1 10.68965517 1 3 3 16 290 32.093 6.92 1.19 1 1.08 1.09 Significant 0.00254 MNPGDLQWMTAGR 8 66363697 1xTMT6plex [N-Term] 1.314 0.812 1.062 4.342960835 48.38 0 1705.835161 2 853.4195557 -1.950154359 -0.001663321 64.11441669EQSEGVGAR 6 66363697 1xTMT6plex [N-Term] 0.959 1.07 0.771 3.075126171 42.47 0 1161.606131 2 581.3064575 -0.42411186 -0.000246325 17.95145376TPTLYLDFK 2 66363697 2xTMT6plex [N-Term; K9] 1.08 1.168 2.556971788 0 1555.913602 2 778.4594727 -1.242580242 -0.000966674 74.5488304866392203 NME1-NME2 NME1-NME2 protein 654364 NP_001018146.1 82.77153558 1 8 18 490 267 30.118 8.92 0.91 0.9 0.91 0.91 Significant 0.0000135 YMNSGPVVAMVWEGLNVVK 14 66392203 2xTMT6plex [N-Term; K19] 0.871 0.957 0.858 6.369381428 62.94 0 2551.381693 2 1276.189819 -3.657256831 -0.004665529 112.4073837YMNSGPVVAMVWEGLNVVK 39 66392203 2xTMT6plex [N-Term; K19]; 1xOxidation [M] 0.945 1.01 0.973 6.106499672 55 0 2567.376608 2 1276.189819 -3.657256831 -0.004665529 112.4073837
YMNSGPVVAMVWEGLNVVK 4 66392203 2xTMT6plex [N-Term; K19]; 2xOxidation [M2; M10] 0.893 1.014 5.390852928 35.29 0 2583.371523 2 1276.189819 -3.657256831 -0.004665529 112.4073837

FMQASEDLLKEHYVDLK 6 66392203 3xTMT6plex [N-Term; K10; K17] 1.902 2.878 2.055 6.064409256 34.4 1 2753.515099 4 689.1342773 0.065528967 4.51E-05 80.57183852SAEKEISLWFKPEELVDYK 5 66392203 4xTMT6plex [N-Term; K4; K11; K19] 2.088 1.781 2.875 5.382143974 9.48 1 3227.837368 4 807.7141724 -0.777225302 -0.000627189 92.26798011EISLWFKPEELVDYK 16 66392203 3xTMT6plex [N-Term; K7; K15] 0.956 0.866 0.92 4.897776127 20.48 0 2583.467738 3 861.8264771 -1.107177618 -0.000953453 97.43891827YMHSGPVVAMVWEGLNVVK 17 66392203 2xTMT6plex [N-Term; K19]; 1xOxidation [M] 0.815 0.916 0.866 5.919670105 36.76 0 2590.392593 3 858.8010254 -3.5560233 -0.003051539 101.0429037YMHSGPVVAMVWEGLNVVK 32 66392203 2xTMT6plex [N-Term; K19] 0.945 0.952 0.9 6.484214783 42.7 0 2574.397678 3 858.8010254 -3.5560233 -0.003051539 101.0429037VMLGETNPADSKPGTIR 44 66392203 2xTMT6plex [N-Term; K12] 0.932 0.978 0.924 5.898843288 45.89 0 2244.242223 2 1122.62561 0.766986338 0.000860652 48.87226865VMLGETNPADSKPGTIR 35 66392203 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 0.934 0.936 0.946 5.350796223 27.58 0 2260.237138 2 1122.62561 0.766986338 0.000860652 48.87226865NIIHGSDSVK 24 66392203 2xTMT6plex [N-Term; K10] 0.872 0.955 0.88 3.951305389 42.39 0 1527.889513 3 509.9677429 -0.547821179 -0.000279003 29.27499879FMQASEDLLK 18 66392203 2xTMT6plex [N-Term; K10] 0.78 0.778 0.774 4.148378849 46.54 0 1639.91295 3 547.3082275 -1.720025939 -0.000940231 71.28232484TFIAIKPDGVQR 34 66392203 2xTMT6plex [N-Term; K6] 1.06 1.014 0.985 5.325365543 36.39 0 1803.089275 2 902.0474854 -0.876710264 -0.000790393 52.73916375DRPFFPGLVK 16 66392203 2xTMT6plex [N-Term; K10] 0.909 0.899 0.874 4.419528484 26.35 0 1633.983019 3 545.3324585 -0.1204307 -6.56E-05 65.82899923FMQASEDLLK 10 66392203 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.841 0.751 0.781 2.924889326 31.86 0 1655.907865 3 547.3082275 -1.720025939 -0.000940231 71.28232484DRPFFAGLVK 10 66392203 2xTMT6plex [N-Term; K10] 1.14 1.037 0.903 4.092312336 21.36 0 1607.967369 3 536.6605835 -0.106794281 -5.72E-05 64.01356082GDFCIQVGR 14 66392203 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.014 0.941 1.097 3.353276491 41.33 0 1280.661872 2 640.8341064 -0.730777885 -0.00046794 45.38281005GLVGEIIK 72 66392203 2xTMT6plex [N-Term; K8] 0.874 0.851 0.88 3.036945343 50.26 0 1286.844794 2 643.9241943 -2.861462502 -0.001841129 114.1389948GLVGEIIKR 12 66392203 2xTMT6plex [N-Term; K8] 2.639 3.772 2.945 3.368383646 32.57 1 1442.945905 3 481.6533203 -0.344837944 -0.000165861 65.95157135QHYIDLK 20 66392203 2xTMT6plex [N-Term; K7] 0.93 0.954 0.932 3.197732449 30.19 0 1374.814557 2 687.9103394 -0.839894411 -0.00057735 38.12837156ASEEHLK 18 66392203 2xTMT6plex [N-Term; K7] 0.889 0.865 0.922 3.136385918 39.82 0 1271.735972 3 424.5841064 1.410643386 0.000597989 19.78048539EHYVDLK 18 66392203 2xTMT6plex [N-Term; K7] 0.765 0.771 0.769 3.345877647 29.52 0 1361.782922 3 454.5990295 -0.284132622 -0.000128976 33.63937127SCAHDWVYE 12 66392203 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.794 0.808 0.777 2.056478024 34.52 0 1395.620067 2 698.3136597 -0.017299882 -1.21E-05 35.8449290966932909 PUM1 pumilio homolog 1 isoform 1 9698 NP_001018494.1 8.333333333 1 6 9 51 1188 126.607 6.84 1.19 1.11 1.27 1.19 Significant 0.0015 YISAAPGAEAK 12 66932909 2xTMT6plex [N-Term; K11] 1.198 1.187 1.345 4.259156227 46.6 0 1535.883365 2 768.4440918 -1.600086508 -0.001228773 36.47588458DSAWGTSDHSVSQPIMVQR 4 66932909 1xTMT6plex [N-Term]; 1xOxidation [M16] 1.266 1.522 4.238516808 39.98 0 2346.134574 3 782.7157593 -0.788304298 -0.000616489 37.43155616FFEFGSLEQK 8 66932909 2xTMT6plex [N-Term; K10] 0.69 0.794 0.59 4.007685184 51.02 0 1689.925229 2 845.4653931 -1.01767058 -0.000859894 77.23624136GNVLVLSQHK 6 66932909 2xTMT6plex [N-Term; K10] 1.471 1.463 1.585 4.18193531 45.48 0 1552.957533 3 518.3242188 0.367344237 0.000190157 41.7727803GIFLGDQWR 6 66932909 1xTMT6plex [N-Term] 1.053 1.282 1.247 3.21683979 47.67 0 1320.726187 2 660.8659668 -1.158216037 -0.000764843 62.49579989AMGEQLLPGK 6 66932909 2xTMT6plex [N-Term; K10] 0.829 0.881 1.071 3.284640789 28.21 0 1501.881256 2 751.4428101 -1.939289675 -0.001456291 54.12492584DQYANYVVQK 2 66932909 2xTMT6plex [N-Term; K10] 1.288 3.548033237 14.44 0 1685.926292 2 843.4656982 -1.288333681 -0.001086018 45.17828578FASNVVEK 6 66932909 2xTMT6plex [N-Term; K8] 1.203 1.147 1.136 3.353994131 37.65 0 1351.798572 2 676.4035034 0.856529931 0.000578928 45.63576498DADSDENDKGEK 1 66932909 3xTMT6plex [N-Term; K9; K12] 1.008 2.443734646 1 2010.023054 3 670.6791992 -0.004877432 -3.27E-06 25.9893695666932927 MYADM myeloid-associated differentiation marker 91663 NP_001018656.1 13.66459627 1 3 3 20 322 35.25 8.15 1.53 1.13 1.34 1.33 Significant 0.00742 TTITTTTTSSSGLGSPMIVGSPR 6 66932927 1xTMT6plex [N-Term] 1.402 1.779 1.157 7.810636044 62.15 0 2481.306784 3 827.774292 0.620208099 0.000512976 54.92293891ALTQPLGLLR 6 66932927 1xTMT6plex [N-Term] 1.046 1.004 1.047 4.355651379 47.36 0 1310.835737 2 655.9223633 1.306694997 0.000856431 67.39669218SHAYYVCAWDR 8 66932927 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 2.155 1.967 2.155 4.361714363 22.7 0 1656.779027 2 828.8939819 1.002075208 0.000830109 37.40874518



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

4506707 RPS25 40S ribosomal protein S25 6230 NP_001019.1 44.8 1 8 8 111 125 13.734 10.11 1.05 1.08 1.11 1.08 Significant 0.000257 DKLNNLVLFDK 14 4506707 3xTMT6plex [N-Term; K2; K11] 1.049 1.194 1.206 5.237342358 33.16 1 2006.225323 2 1003.615051 -1.244870608 -0.001248745 73.88948644AALQELLSK 36 4506707 2xTMT6plex [N-Term; K9] 1.121 1.14 1.118 4.212320328 60.26 0 1430.898286 2 715.953125 0.48013895 0.000343515 74.96726956LNNLVLFDK 16 4506707 2xTMT6plex [N-Term; K9] 0.911 0.953 0.906 3.566461086 54.42 0 1533.940485 2 767.4733887 -0.641991172 -0.000492388 81.78018439GGDAPAAGEDA 6 4506707 1xTMT6plex [N-Term] 1.055 0.991 1.041 3.060638666 64.16 0 1159.542862 2 580.2745361 -0.919711043 -0.000533222 17.02717953LITPAVVSER 17 4506707 1xTMT6plex [N-Term] 0.981 1.007 1.084 3.403473854 31.63 0 1313.799017 2 657.4020996 -1.594301124 -0.001047296 62.30230262AQVIYTR 6 4506707 1xTMT6plex [N-Term] 0.988 1.214 1.216 2.777364969 41.56 0 1079.64106 2 540.3237915 -0.698141461 -0.000376871 28.50371804DKDPVNK 11 4506707 3xTMT6plex [N-Term; K2; K7] 1 1.13 1.095 2.527049065 8.52 1 1502.914554 3 501.6435242 0.974825722 0.00048836 23.87264022KDKDPVNK 5 4506707 4xTMT6plex [N-Term; K1; K3; K8] 1.16 1.048 1.191 2.330965519 0.64 2 1860.172449 3 620.7284546 -0.880897075 -0.000546207 25.9154240166528677 NR3C1 glucocorticoid receptor isoform gamma 2908 NP_001019265.1 6.555269923 1 4 4 14 778 85.761 6.49 1.3 1.6 1.27 1.39 Significant 0.0057 GIQQATTGVSQETSENPGNK 4 66528677 2xTMT6plex [N-Term; K20] 1.315 2.134 5.085766792 66.83 0 2504.29928 3 835.4379883 0.052658942 4.40E-05 35.17408665STSVPENPK 2 66528677 2xTMT6plex [N-Term; K9] 1.288 3.182289124 33.05 0 1416.809865 2 708.9071655 -1.983904391 -0.001405408 26.03422972GSVSNAQQPDLSK 2 66528677 2xTMT6plex [N-Term; K13] 0.829 2.389523029 28.12 0 1788.985598 2 894.9960938 -0.383843224 -0.000343345 41.01129329SQELFDEIR 6 66528677 1xTMT6plex [N-Term] 1.609 1.266 1.27 2.765053511 34.29 0 1365.721161 2 683.3635254 -1.015279539 -0.000693294 51.7507070767188443 CD276 CD276 antigen isoform a precursor 80381 NP_001019907.1 2.434456929 1 1 1 5 534 57.199 4.91 1.18 1.43 1.2 1.27 Significant 0.00396 HSDSKEDDGQEIA 5 67188443 2xTMT6plex [N-Term; K5] 1.18 1.427 1.2 3.302616596 13.46 1 1888.92887 3 630.31427 -0.324862104 -0.000204547 18.1399886568303542 ASL argininosuccinate lyase isoform 1 435 NP_001020114.1 33.18965517 1 13 13 79 464 51.625 6.48 1.15 1.17 1.03 1.11 Significant 0.00153 VAEEWAQGTFK 9 68303542 2xTMT6plex [N-Term; K11] 1.138 1.136 1.026 4.369936466 38.86 0 1723.941942 2 862.4746094 9.86E-05 8.50E-08 57.40584307EFSFVQLSDAYSTGSSLMPQK 4 68303542 2xTMT6plex [N-Term; K21] 1.22 1.143 4.931861877 74.12 0 2780.421703 3 927.4785767 -0.189284068 -0.00017543 89.54412181INVLPLGSGAIAGNPLGVDR 16 68303542 1xTMT6plex [N-Term] 0.944 1.044 1.031 6.010766506 62.5 0 2162.249468 3 721.4197388 -2.222006054 -0.00160151 87.51287157HLWEVDVQGSK 4 68303542 2xTMT6plex [N-Term; K11] 1.005 1.017 4.136867523 35.35 0 1755.97939 3 585.9974976 -0.826122577 -0.000483551 50.07338522FVGAVDPIMEK 4 68303542 2xTMT6plex [N-Term; K11] 1.347 0.98 4.419528008 41.8 0 1663.949336 2 832.4780273 -0.335053771 -0.000278756 71.66395035LNSNDEDIHTANER 2 68303542 1xTMT6plex [N-Term] 1.062 4.340179443 31.28 0 1856.893598 3 619.6376343 2.558618348 0.001583694 20.82123656MAEDLILYCTK 4 68303542 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.403 1.469 3.113185406 17.54 0 1814.97965 3 605.6637573 -1.614859618 -0.000976979 72.24356491
ELIGATAGK 6 68303542 2xTMT6plex [N-Term; K9] 1.23 1.296 0.941 3.663844585 43.89 0 1317.814222 2 659.4093018 -2.197217427 -0.001447762 52.86078519DVLFPGYTHLQR 8 68303542 1xTMT6plex [N-Term] 1.224 1.199 1.176 4.741232872 44.93 0 1674.916506 3 558.977417 0.711251312 0.000397096 55.20784815FNASIAYDR 5 68303542 1xTMT6plex [N-Term] 0.953 1.448 1.241 3.386496782 21.19 0 1285.673817 2 643.3400879 -0.713671491 -0.000458774 41.78323683NPDSLELIR 7 68303542 1xTMT6plex [N-Term] 0.696 1.013 0.768 3.11646533 19.11 0 1285.731332 2 643.369873 0.885040072 0.000568962 46.21880986GLPSTYNK 6 68303542 2xTMT6plex [N-Term; K8] 1.058 1.098 0.943 2.674260855 30.01 0 1337.782922 2 669.3950806 -0.028246128 -1.89E-05 37.27749935ALLQAQQA 4 68303542 1xTMT6plex [N-Term] 1.13 1.044 1.968884349 31.9 0 1071.635975 2 536.3215942 -0.058670518 -3.14E-05 38.2677712669354671 ABCF1 ATP-binding cassette sub-family F member 1 isoform a 23 NP_001020262.1 41.53846154 1 26 27 154 845 95.866 6.8 1 1.02 1.06 1.03 Significant 0.000295 EVLEALGEVMVSRPR 6 69354671 1xTMT6plex [N-Term] 100 1.239 1.539 6.918814182 60.06 0 1914.067998 3 638.6940918 -0.144064566 -9.19E-05 82.67210416MEETPTEYLQR 6 69354671 1xTMT6plex [N-Term] 1.008 1.048 1.082 4.434204102 50.97 0 1625.804238 2 813.4052734 -0.595443767 -0.000484037 45.73110304TLLIVSHDQGFLDDVCTDIIHLDAQR 6 69354671 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 2.043 0.906 100 7.792913437 44.44 0 3223.661878 4 806.6704102 -0.641179217 -0.000516736 97.20880009LQGQLEQGDDTAAER 6 69354671 1xTMT6plex [N-Term] 0.694 0.773 0.726 4.087725639 67.43 0 1859.92965 2 930.4671631 -1.397955092 -0.001300049 31.5531137TFFEELAVEDK 12 69354671 2xTMT6plex [N-Term; K11] 0.98 0.946 1.118 4.762059689 53.33 0 1785.967488 2 893.4868774 -0.565339064 -0.000504839 76.54500492AVSEEQQPALK 10 69354671 2xTMT6plex [N-Term; K11] 1.063 1.047 1.446 4.576361179 64.09 0 1657.952507 2 829.479126 -0.92360117 -0.000765643 33.44289591FAALDNEEEDKEEEIIK 4 69354671 3xTMT6plex [N-Term; K11; K17] 1.385 1.05 4.635870457 16.59 1 2709.443768 3 903.8195801 0.154741863 0.000139755 64.57557929AANAAENDFSVSQAEMSSR 4 69354671 1xTMT6plex [N-Term] 1.06 0.514 5.86070919 59.7 0 2214.02944 3 738.6807861 -0.738355838 -0.000544914 42.39449859EPDVLILDEPTNNLDIESIDALGEAINEYK 2 69354671 2xTMT6plex [N-Term; K30] 1.268 4.901292801 21.28 0 3800.973367 4 950.9970093 -1.883562429 -0.001789843 112.0838NQDEESQEAPELLK 11 69354671 2xTMT6plex [N-Term; K14] 0.857 1.079 0.959 4.035128593 41.62 0 2088.086099 2 1044.547241 0.529921575 0.000553261 44.8090711IGFFNQQYAEQLR 6 69354671 1xTMT6plex [N-Term] 0.768 1.028 1.008 4.328338146 42.63 0 1842.969998 2 921.9890137 0.408169287 0.000376122 69.63358567ATGAAAAEAK 8 69354671 2xTMT6plex [N-Term; K10] 1.07 0.956 3.647363901 79.66 0 1318.773086 2 659.8901367 -0.06752678 -4.45E-05 21.53848864QQPPEPEWIGDGESTSPSDK 4 69354671 2xTMT6plex [N-Term; K20] 1.278 1.215 3.906144619 34.76 0 2642.298611 3 881.4421387 5.01524906 0.004417262 51.60664717KTFFEELAVEDK 6 69354671 3xTMT6plex [N-Term; K1; K12] 1.556 0.953 1.252 3.976068974 13.38 1 2143.225383 3 715.0794678 -0.715197617 -0.000510943 74.1332491GFNLPYQDAR 6 69354671 1xTMT6plex [N-Term] 0.859 0.866 0.938 4.056925297 39.8 0 1409.73748 2 705.3718262 -0.783001279 -0.000551913 47.25436019ILAGLGFDPEMQNRPTQK 6 69354671 2xTMT6plex [N-Term; K18] 1.008 1.02 1.12 4.292098045 22.92 0 2473.363735 3 825.123291 -3.402262678 -0.002805011 72.81486176GAVIVVSHDAR 6 69354671 1xTMT6plex [N-Term] 0.99 1.022 0.984 3.845521927 50.96 0 1352.784764 3 451.599762 -0.023256714 -1.05E-05 28.61629751DVDDDGEEKELMER 5 69354671 2xTMT6plex [N-Term; K9] 1.104 1.168 1.48 4.50675106 11.06 1 2138.032349 3 713.3486328 -0.469559079 -0.000334644 37.37727875EKEQQQQQQQQQQK 2 69354671 3xTMT6plex [N-Term; K2; K14] 1.279 5.833586693 22.84 1 2501.367524 3 834.460083 -0.730746899 -0.000609289 17.23144222ADDPYAHLSK 2 69354671 2xTMT6plex [N-Term; K10] 0.994 3.275424004 19.19 0 1574.857878 3 525.6240845 -0.112938465 -5.93E-05 33.47045814EQQQQQQQQQQK 4 69354671 2xTMT6plex [N-Term; K12] 1.452 1.398 3.728928089 26.61 0 2015.067036 3 672.3602905 -0.355987149 -0.000239113 15.67692679DVDDDGEEK 4 69354671 2xTMT6plex [N-Term; K9] 0.546 0.5 4.045511723 50.47 0 1479.721504 2 740.3642578 -0.178841086 -0.000132318 20.58385895ALSIPPNIDVLLCEQEVVADETPAVQAVLR 2 69354671 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.446 3.724699736 12.71 0 3488.887186 3 1163.632324 -1.366227538 -0.001588871 112.5661621FSISAHGK 6 69354671 2xTMT6plex [N-Term; K8] 0.961 1.05 1.079 3.632081985 36.62 0 1304.772692 3 435.5958557 0.246693293 0.000107293 38.18858812EVLEALGEVMVSRPR 4 69354671 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.893 1.092 3.169071436 11.12 0 1930.062913 3 638.6940918 -0.144064566 -9.19E-05 82.67210416VVFAELACR 6 69354671 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.833 1.013 1.162 2.666480541 12.87 0 1293.718659 2 647.3624878 -0.741887779 -0.000479897 62.64215874GNYMTFK 6 69354671 2xTMT6plex [N-Term; K7] 1.091 1.006 1.014 2.807823896 22.39 0 1318.722965 2 659.8654175 0.45020141 0.000296845 45.55942525QAGEEEK 4 69354671 2xTMT6plex [N-Term; K7] 1.102 0.978 2.460588932 16.42 0 1248.683602 2 624.8453979 -0.066383159 -4.14E-05 16.39711813

70906441 DUT deoxyuridine 5'-triphosphate nucleotidohydrolase, mitochondrial isoform 1 precursor 1854 NP_001020419.1 41.66666667 1 8 8 98 252 26.547 9.36 1.54 1.55 1.52 1.54 Significant 0.0000329
AAGYDLYSAYDYTIPPMEK 12 70906441 2xTMT6plex [N-Term; K19] 1.758 1.591 1.352 5.729138374 44.83 0 2626.315113 2 1313.6604 -0.604892666 -0.000794319 78.08515025TDIQIALPSGCYGR 12 70906441 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.639 1.777 1.567 4.49306488 42.96 0 1779.926085 2 890.4675903 1.021943595 0.000909492 59.55303784IFYPEIEEVQALDDTER 34 70906441 1xTMT6plex [N-Term] 1.373 1.46 1.431 5.622606277 61.71 0 2296.154624 2 1148.578857 -1.822780664 -0.002092693 86.57815048GNVGVVLFNFGK 22 70906441 2xTMT6plex [N-Term; K12] 1.543 1.595 1.695 4.406308174 59.31 0 1709.015047 2 855.0113525 0.222986992 0.000190544 85.52182054HFIDVGAGVIDEDYR 2 70906441 1xTMT6plex [N-Term] 1.67 2.777472019 28.65 0 1934.980957 2 967.9953003 1.223250249 0.001183483 59.19390601GSGGFGSTGK 6 70906441 2xTMT6plex [N-Term; K10] 1.383 1.471 1.1 4.163634777 66.02 0 1312.726136 2 656.8662109 -0.754487149 -0.000495218 25.15036132LSEHATAPTR 6 70906441 1xTMT6plex [N-Term] 1.648 1.559 1.609 3.829663038 36.9 0 1311.721829 3 437.9118042 -0.739594571 -0.000323381 18.80808983IAQLICER 4 70906441 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.432 1.08 2.490171432 20.24 0 1231.703009 2 616.3554077 0.430387588 0.000265055 54.26742881106507164 RAB12 ras-related protein Rab-12 201475 NP_001020471.2 28.27868852 1 5 6 75 244 27.231 8.41 1.02 1.78 1.18 1.33 Significant 0.0291 AGGGGGLGAGSPALSGGQGR 4 106507164 1xTMT6plex [N-Term] 1.091 0.813 5.709243774 98.7 0 1812.951388 2 906.9807129 1.522898666 0.001380471 28.24762178IQIWDTAGQER 220 106507164 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161FTDDTFCEACK 6 106507164 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C7; C10] 1.241 2.426 1.727 4.288030624 47.05 0 1851.865742 2 926.4351196 -1.501049522 -0.001389871 50.96160303

DNFNVDEIFLK 2 106507164 2xTMT6plex [N-Term; K11] 1.413 3.007931948 7.34 0 1811.994371 2 906.4986572 -2.391600627 -0.002166783 84.8293535STVGVDFK 4 106507164 2xTMT6plex [N-Term; K8] 0.996 0.975 2.840219498 28.65 0 1310.772023 2 655.8895264 -0.188557293 -0.000123578 43.52245716ETFDDLPK 4 106507164 2xTMT6plex [N-Term; K8] 0.928 1.228 2.727721214 28.74 0 1422.788067 2 711.8972168 -0.639741273 -0.000455108 48.0530809371164871 CELF1 CUGBP Elav-like family member 1 isoform 3 10658 NP_001020767.1 24.69135802 1 12 12 69 486 52.03 8.46 1.16 1.23 1.27 1.22 Significant 0.000694
KAALEAQNALHNMK 4 71164871 3xTMT6plex [N-Term; K1; K14]; 1xOxidation [M13] 1.38 1.775 5.412012577 25.84 1 2242.294483 3 748.1035767 0.755503116 0.000564687 36.07503743

VMFSSFGQIEECR 6 71164871 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.752 1.333 1.984 4.516769886 53.62 0 1818.871607 2 909.9406128 1.287774205 0.001171148 66.49404766AALEAQNALHNMK 4 71164871 2xTMT6plex [N-Term; K13] 1.16 1.168 5.073285103 38.11 0 1869.041673 3 623.6849365 -0.757816002 -0.00047213 49.36535941
AMHQAQTMEGCSSPMVVK 4 71164871 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 1.561 1.368 7.19828558 64.84 0 2450.206448 3 817.4072266 0.276902177 0.000226156 40.54679141ELFEQYGAVYEINVLR 14 71164871 1xTMT6plex [N-Term] 1.139 1.626 1.401 5.961724281 59.04 0 2172.153836 2 1086.580811 0.234137998 0.000254292 86.56695273GCAFVTFTTR 8 71164871 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.496 1.601 1.229 3.71128583 38.41 0 1388.719387 2 694.8629761 -0.512314849 -0.000355731 52.31906643

GCCFVTFYTR 2 71164871 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C3] 1.059 3.630487442 14.47 0 1539.728572 2 770.3677368 -0.243378732 -0.000187369 54.52580593
LFIGMISK 6 71164871 2xTMT6plex [N-Term; K8] 1.011 1.271 1.365 3.332631111 29.03 0 1366.853251 2 683.9302979 0.050153976 3.43E-05 83.20996234AMAQTAIK 6 71164871 2xTMT6plex [N-Term; K8] 1.131 1.221 1.186 3.297580719 18.19 0 1291.780814 2 646.3942261 0.279976629 0.000180834 36.12144506MFVGQVPR 8 71164871 1xTMT6plex [N-Term] 1.111 1.013 2.508810282 37.94 0 1162.660415 2 581.8336182 -0.391921724 -0.000227836 45.69920077SQNPPQSK 5 71164871 2xTMT6plex [N-Term; K8] 1.26 1.061 2.893444777 23.06 0 1343.768335 2 672.3874512 -0.527707218 -0.000354558 17.03123693NNAVEDR 2 71164871 1xTMT6plex [N-Term] 1.559 2.262908697 17.44 0 1046.542803 2 523.7748413 -0.378964732 -0.000198301 15.459200114506711 RPS27 40S ribosomal protein S27 6232 NP_001021.1 39.28571429 1 2 4 97 84 9.455 9.45 1.2 1.15 1.09 1.15 Significant 0.000768 LVQSPNSYFMDVK 41 4506711 2xTMT6plex [N-Term; K13] 1.135 1.145 1.114 4.460842133 70.53 0 1986.077055 2 993.5402222 -1.957327916 -0.001943702 70.30979596DLLHPSPEEEK 16 4506711 2xTMT6plex [N-Term; K11] 1.083 1.095 1.011 4.228425503 40.91 0 1751.957986 2 876.4828491 0.248717259 0.000217871 38.05026175DLLHPSPEEEKR 14 4506711 2xTMT6plex [N-Term; K11] 1.459 1.465 1.405 4.051673412 22.71 1 1908.059097 4 477.7704773 0.514900031 0.000245615 40.62900388LVQSPNSYFMDVK 12 4506711 2xTMT6plex [N-Term; K13]; 1xOxidation [M10] 1.307 1.132 0.954 3.986334801 42.47 0 2002.07197 2 993.5402222 -1.957327916 -0.001943702 70.30979596LTEGCSFR 14 4506711 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.163 1.043 1.022 3.411261082 34.57 0 1198.608774 2 599.8079834 -0.069908653 -4.19E-05 31.725341124506715 RPS28 40S ribosomal protein S28 6234 NP_001022.1 46.37681159 1 3 3 80 69 7.836 10.7 1.01 0.99 1.02 1.01 Significant 0.0000767 EGDVLTLLESER 36 4506715 1xTMT6plex [N-Term] 0.903 0.895 0.884 4.637795925 60.52 0 1589.858382 2 795.4328003 -0.036722807 -2.92E-05 75.0687649TGSQGQCTQVR 12 4506715 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.109 1.039 1.171 5.328649521 53.66 0 1450.726991 2 725.8670044 -0.178724832 -0.00012964 15.59152983VEFMDDTSR 6 4506715 1xTMT6plex [N-Term] 1.153 0.898 1 3.59326148 44.18 0 1328.635382 2 664.8217163 0.582369849 0.000386879 38.16049675VEFMDDTSR 26 4506715 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.122 1.086 1.036 2.320868492 32.15 0 1344.630297 2 664.8217163 0.582369849 0.000386879 38.160496754506717 RPS29 40S ribosomal protein S29 isoform 1 6235 NP_001023.1 48.21428571 1 3 3 26 56 6.672 10.13 1.18 1.24 1.15 1.19 Significant 0.000494 GHQQLYWSHPR 8 4506717 1xTMT6plex [N-Term] 0.997 1.043 0.852 46.71 0 1637.849824 3 546.6211548 -0.55731882 -0.000304268 25.61982651DIGFIKLD 12 4506717 2xTMT6plex [N-Term; K6] 2.632 2.722 2.939 2.729027033 22.65 1 1378.834624 2 689.920166 -1.137263834 -0.000784049 73.65826023

KYGLNMCR 3 4506717 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.428 1.211 2.051723242 2.86 1 1499.822696 3 505.9436646 -0.772063636 -0.000390103 23.21991571
KYGLNMCR 3 4506717 2xTMT6plex [N-Term; K1]; 1xOxidation [M6]; 1xCarbamidomethyl [C7] 1.177 1.152 1.934090614 6.38 1 1515.817611 3 505.9436646 -0.772063636 -0.000390103 23.21991571

71067341 CCM2 cerebral cavernous malformations 2 protein isoform 1 83605 NP_001025006.1 2.365591398 1 1 1 6 465 51.381 5.6 0.98 0.77 1.4 1.05 Significant 0.0297 SAPSEGDEWDR 6 71067341 1xTMT6plex [N-Term] 0.983 0.77 1.403 3.693837643 25.41 0 1477.675667 2 739.3417969 0.439947693 0.00032505 25.2567716971143104 KCTD21 BTB/POZ domain-containing protein KCTD21 283219 NP_001025030.1 9.230769231 1 2 2 10 260 29.624 6.54 0.7 1 0.77 0.83 Significant 0.0119
EADFYQVQPLIEALQEK 6 71143104 2xTMT6plex [N-Term; K17] 0.702 0.905 0.859 4.584909439 41.19 0 2479.348462 3 827.1204224 -0.705036094 -0.000582677 99.72976918YILNFLR 4 71143104 1xTMT6plex [N-Term] 1.189 0.681 2.812017918 26.91 0 1167.708746 2 584.3569946 -1.741129537 -0.001016566 84.2896425471274186 KIAA1755 uncharacterized protein KIAA1755 85449 NP_001025035.1 0.583333333 1 1 1 8 1200 130.765 6.37 0.73 0.83 0.93 0.83 Significant 0.0048 IGALGVK 8 71274186 2xTMT6plex [N-Term; K7] 0.728 0.834 0.931 2.916008949 28.73 0 1115.755251 2 558.381958 1.244247449 0.000694138 58.2284959171773106 AP2B1 AP-2 complex subunit beta isoform a 163 NP_001025177.1 48.47528917 1 20 40 341 951 105.625 5.34 1.09 1.01 1.07 1.06 Significant 0.000517 KLAPPLVTLLSGEPEVQYVALR 10 71773106 2xTMT6plex [N-Term; K1] 0.874 1.09 1.28 6.644033909 47.34 1 2851.706122 3 951.2384644 -1.852215259 -0.001760658 104.2314408NVEGQDMLYQSLK 20 71773106 2xTMT6plex [N-Term; K13] 1.111 1.147 1.241 4.44454813 51.35 0 1983.062133 2 992.0333862 -1.329988112 -0.001318725 60.85363074

ECHLNADTVSSK 18 71773106 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 1.842 1.062 1.207 5.405332088 41.94 0 1818.942019 2 909.9755249 0.964662243 0.000877332 26.33521562
DIPNENELQFQIK 10 71773106 2xTMT6plex [N-Term; K13] 0.991 1.04 0.941 4.459823132 40.78 0 2046.127176 2 1023.568481 1.226673813 0.001254965 67.77653828

DLIADSNPMVVANAVAALSEISESHPNSNLLDLNPQNINK 2 71773106 2xTMT6plex [N-Term; K40] 0.84 2.718588591 3.48 0 4686.444904 5 938.09375 -1.122407306 -0.00105202 112.5260581
LHDINAQMVEDQGFLDSLR 8 71773106 1xTMT6plex [N-Term] 0.995 0.924 1.195 7.128497601 49.6 0 2430.228474 3 810.7479248 0.307441901 0.000249051 75.45520343VNYVVQEAIVVIR 6 71773106 1xTMT6plex [N-Term] 0.534 0.47 0.503 5.205139637 45.71 0 1731.036622 2 866.0205078 -1.665195851 -0.001441257 91.86130771YPNKYESIIATLCENLDSLDEPDAR 8 71773106 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C13] 2.063 2.431 2.066 5.204723835 15.3 1 3384.703357 4 846.9282837 -3.560797832 -0.003013061 105.2212342

MEPLNNLQVAVK 12 71773106 2xTMT6plex [N-Term; K12] 0.995 1.065 1.11 4.652045727 51.55 0 1814.061011 3 605.3584595 -0.102550041 -6.20E-05 67.90923243IQPGNPNYTLSLK 8 71773106 2xTMT6plex [N-Term; K13] 1.209 1.396 1.189 4.141907215 48.94 0 1903.105319 2 952.0550537 -1.307330761 -0.001243994 62.38238165LQNNNVYTIAK 6 71773106 2xTMT6plex [N-Term; K11] 1.163 1.153 1.231 4.948068142 64.97 0 1736.01069 2 868.5074463 -1.770865751 -0.001537121 50.54710584LSHANSAVVLSAVK 6 71773106 2xTMT6plex [N-Term; K14] 0.663 0.675 0.655 5.329797268 32.42 0 1854.121303 3 618.7109375 -1.641731851 -0.001014657 51.82132172LASQANIAQVLAELK 40 71773106 2xTMT6plex [N-Term; K15] 1.316 1.242 1.032 6.244424343 58.57 0 2027.226496 2 1014.117859 0.959282764 0.000972342 103.7498522
DVSSLFPDVVNCMQTDNLELK 12 71773106 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C12] 0.912 1.001 0.798 5.190371513 59.28 0 2882.468002 3 961.4957275 1.605512077 0.001542612 97.60880173
LAPPLVTLLSGEPEVQYVALR 12 71773106 1xTMT6plex [N-Term] 0.89 0.972 0.843 6.472579002 59.63 0 2494.448227 3 832.1526489 -1.937623962 -0.001611101 112.415693APEVSQYIYQVYDSILK 22 71773106 2xTMT6plex [N-Term; K17] 1.036 0.982 1.084 5.141007423 55.29 0 2474.358298 3 825.4573364 -0.340400441 -0.000280758 111.9396702EYATEVDVDFVR 12 71773106 1xTMT6plex [N-Term] 1.139 1.193 1.077 4.793572426 53.53 0 1671.842732 2 836.423584 -1.699287376 -0.001420471 65.09856419KYPNKYESIIATLCENLDSLDEPDAR 2 71773106 3xTMT6plex [N-Term; K1; K5]; 1xCarbamidomethyl [C14] 0.778 6.020319939 9.64 2 3741.961252 4 936.2415771 -4.482509337 -0.004193344 96.29460814GLEISGTFTHR 6 71773106 1xTMT6plex [N-Term] 0.975 1.024 1.124 4.122449875 47.55 0 1446.790243 3 482.9346924 -0.497281182 -0.000239821 42.9058576DSDYYNMLLK 8 71773106 2xTMT6plex [N-Term; K10] 0.633 0.853 0.848 3.147964954 37.91 0 1719.902779 2 860.4557495 0.83908431 0.000721572 66.23923896AAMIWIVGEYAER 2 71773106 1xTMT6plex [N-Term] 1.197 3.444020748 31.43 0 1737.919543 3 579.9783936 0.624035829 0.000361508 88.02138373ITEYLCEPLR 6 71773106 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.018 1.072 1 3.596266747 32.89 0 1522.813681 2 761.9096069 -1.145224024 -0.000871981 62.78899054APEVSQYIYQVYDSILKN 2 71773106 2xTMT6plex [N-Term; K17] 2.644 4.959590912 39.59 1 2588.401226 3 863.4738159 2.190087012 0.001889608 111.6479433

KTAAVCVAK 10 71773106 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C6] 1.232 1.352 1.245 5.316455841 41.26 1 1635.023059 2 818.0134888 -2.05388598 -0.001679075 34.42107029
VIAAMTVGK 6 71773106 2xTMT6plex [N-Term; K9] 0.897 0.903 0.944 3.969692707 48.66 0 1347.843414 2 674.4237671 -2.341919157 -0.00157827 55.54963496KPSETQELVQQVLSLATQDSDNPDLR 4 71773106 2xTMT6plex [N-Term; K1] 1.247 3.27195549 6.56 0 3369.790198 4 843.201355 -1.960919742 -0.001651972 105.8541847DCEDPNPLIR 10 71773106 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.969 0.9 1.209 3.498884201 29.85 0 1457.725594 2 729.3652954 -1.564272244 -0.00114014 33.77631587VIAAMTVGK 6 71773106 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 0.821 0.932 0.947 2.742632151 39.66 0 1363.838329 2 674.4237671 -2.341919157 -0.00157827 55.54963496QVFLATWK 2 71773106 2xTMT6plex [N-Term; K8] 1.05 3.086014271 22.32 0 1450.882242 3 484.2985229 -0.845576786 -0.000408944 69.58956878
TAAVCVAK 4 71773106 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.02 0.966 3.419257402 34.52 0 1277.765164 2 639.385498 -1.130596052 -0.000722318 33.14891096
NINLIVQK 9 71773106 2xTMT6plex [N-Term; K8] 1.172 1.027 1.045 3.607865334 37.44 0 1399.903706 2 700.4573364 2.635975279 0.001845056 70.02999619AVWLPAVK 6 71773106 2xTMT6plex [N-Term; K8] 1.078 0.907 2.795365572 28.84 0 1341.865864 2 671.4367065 0.202945723 0.000136163 70.92368359EAQSICER 6 71773106 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.967 1.061 1.029 3.105932713 32.65 0 1221.609502 2 611.3079834 -0.66471579 -0.000406012 17.32924104YNDPIYVK 8 71773106 2xTMT6plex [N-Term; K8] 1.174 1.037 1.127 3.016384125 30.13 0 1469.840437 2 735.4234009 -0.620477002 -0.000456001 46.91098944DSDYYNMLLK 6 71773106 2xTMT6plex [N-Term; K10]; 1xOxidation [M7] 0.847 0.736 1.436046004 27.83 0 1735.897694 2 860.4557495 0.83908431 0.000721572 66.23923896KGEIFELK 10 71773106 3xTMT6plex [N-Term; K1; K8] 1.378 1.363 1.147 3.042732954 10.28 1 1651.039755 3 551.0181885 0.15597425 8.58E-05 56.71246094VEQSAER 6 71773106 1xTMT6plex [N-Term] 1.107 1.163 1.251 2.771362782 34.96 0 1047.563204 2 524.2852173 -0.043662938 -2.29E-05 15.32083827GEIFELK 4 71773106 2xTMT6plex [N-Term; K7] 0.988 1.227 2.569304705 19.32 0 1293.78186 2 647.3952026 0.980809422 0.000634477 61.7492076DEDPYVR 2 71773106 1xTMT6plex [N-Term] 0.865 2.487116575 21.78 0 1122.562869 2 561.7853394 0.474602316 0.000266385 20.33629896VDKITEYLCEPLRK 1 71773106 3xTMT6plex [N-Term; K3; K14]; 1xCarbamidomethyl [C9] 1.205 2.727567673 2 2451.424828 3 817.809082 -4.950225726 -0.004045035 72.4668991

LVYLYLMNYAK 1 71773106 2xTMT6plex [N-Term; K11] 1.062 2.194263458 0 1849.069785 3 617.026123 -3.228185017 -0.001989713 103.5475447
CVSTLLDLIQTK 2 71773106 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C1] 0.699 2.005675793 8.39 0 1849.086892 3 617.0342407 0.690642487 0.000425686 100.5736826

71773010 AP1G1 AP-1 complex subunit gamma-1 isoform a 164 NP_001025178.1 30.18181818 1 19 20 144 825 91.664 6.8 1.25 1.27 1.19 1.23 Significant 0.000378 TFQLQLLSPSSSIVPAFNTGTITQVIK 10 71773010 2xTMT6plex [N-Term; K27] 0.835 1.299 1.32 6.69387722 48.54 0 3348.918299 3 1116.977661 0.0391256 4.37E-05 111.9888098
ADCASGIFLAAEK 10 71773010 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.255 1.263 1.297 4.553000927 75.92 0 1810.977341 2 905.9836426 -9.571021875 -0.008666452 61.15199649

KVPELMEMFLPATK 12 71773010 3xTMT6plex [N-Term; K1; K14] 1.026 1.089 1.069 5.828854561 48.87 1 2321.357994 3 774.4570313 -0.626038725 -0.00048442 99.62986278
LLYMHMLGYPAHFGQLECLK 6 71773010 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C18] 1.273 1.422 1.552 6.399783134 47.55 0 2879.517475 4 720.6339111 -1.271278532 -0.000915167 89.93193801

ELLYFLDSCEPEFK 14 71773010 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.529 1.515 1.504 4.905456066 53.96 0 2248.161179 2 1124.585327 0.978055709 0.001099413 99.2070163
NLIMSGYSPEHDVSGISDPFLQVR 6 71773010 1xTMT6plex [N-Term] 0.904 0.863 0.654 5.44522047 52.65 0 2890.460659 3 964.1536865 -4.89619177 -0.004717417 79.59478581NDDDSSEAMNDILAQVATNTETSK 4 71773010 2xTMT6plex [N-Term; K24] 1.284 1.264 6.880766869 72.67 0 3027.446473 3 1009.820862 0.514859381 0.00051957 78.43757909

QDVHLLMTNCIK 2 71773010 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.338 3.5559659 21.49 0 1930.065445 3 644.0250244 -2.551694724 -0.001641646 56.99330332
AALCAVHVIR 10 71773010 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.089 1.151 1.226 4.757895947 50.72 0 1338.787741 3 446.9334412 -1.472327249 -0.000657045 40.69152876TVQTDHNAVQR 6 71773010 1xTMT6plex [N-Term] 1.144 1.138 1.316 5.246990681 60.72 0 1497.79712 3 499.9371643 -0.12012313 -6.00E-05 15.69207156VLTTAGSYVR 9 71773010 1xTMT6plex [N-Term] 1.079 1.248 0.982 4.159542084 58.69 0 1295.752067 2 648.3787842 -1.370069684 -0.000887635 52.87862857YVALTSLLK 18 71773010 2xTMT6plex [N-Term; K9] 1.325 1.294 1.194 4.156382084 38.29 0 1465.939423 2 733.4732666 -0.113454125 -8.32E-05 86.32268488GYALTAIMK 16 71773010 2xTMT6plex [N-Term; K9] 1.282 1.171 1.397 3.669661283 47.71 0 1425.853979 2 713.4301758 -0.633878022 -0.000451909 67.31345795

STIVDCLK 6 71773010 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.312 1.237 1.14 3.746249437 46.05 0 1393.812508 2 697.4099731 0.115882919 8.08E-05 60.89619325
DLAGEVEK 6 71773010 2xTMT6plex [N-Term; K8] 1.189 1.376 1.215 3.586550713 37.17 0 1318.761852 2 659.8846436 0.119824042 7.90E-05 35.09959634WHIDTIMR 6 71773010 1xTMT6plex [N-Term] 1.235 1.269 1.094 3.047796488 16.61 0 1300.703343 3 434.2391968 -0.235009751 -0.000101893 51.08689949IEFTFER 4 71773010 1xTMT6plex [N-Term] 1.206 1.428 3.119215727 23.06 0 1170.63564 2 585.8208618 -1.019401038 -0.000596674 57.16164266LVPQLVR 2 71773010 1xTMT6plex [N-Term] 0.64 2.48050499 16.65 0 1053.698181 2 527.3527222 -0.012711479 -6.70E-06 55.19465285FLLNNDK 4 71773010 2xTMT6plex [N-Term; K7] 0.881 0.986 2.715239525 16.84 0 1321.788008 2 661.3968506 -1.19773225 -0.000791574 54.87031558DLDVSIK 1 71773010 2xTMT6plex [N-Term; K7] 1.516400814 22.88 0 1247.761124 2 624.3839111 -0.463706044 -0.000289297 49.75670602

72534660 SRSF7 serine/arginine-rich splicing factor 7 isoform 1 6432 NP_001026854.1 29.83193277 1 8 9 84 238 27.35 11.82 1.26 1.29 1.28 1.27 Significant 0.0000477
VYVGNLGTGAGK 20 72534660 2xTMT6plex [N-Term; K12] 1.344 1.392 1.339 4.633843422 58.78 0 1593.936463 2 797.4708862 -1.233963278 -0.00098343 47.79044438NPPGFAFVEFEDPRDAEDAVR 18 72534660 1xTMT6plex [N-Term] 1.704 1.538 1.729 4.652970314 25.21 1 2607.267696 3 869.760498 -0.289693834 -0.00025177 78.1452588VELSTGMPR 4 72534660 1xTMT6plex [N-Term] 1.338 1.417 3.590920687 48.51 0 1218.671374 2 609.8384399 -1.452924246 -0.000885319 39.77745966NPPGFAFVEFEDPR 11 72534660 1xTMT6plex [N-Term] 1.292 1.277 0.984 3.616970778 27.79 0 1850.927465 3 617.6466675 -1.089058665 -0.000671923 75.28062314AFSYYGPLR 12 72534660 1xTMT6plex [N-Term] 0.979 1.133 1.012 3.596805334 33.6 0 1302.704389 2 651.8555908 -0.371211903 -0.00024179 53.64871591RPFDPNDR 6 72534660 1xTMT6plex [N-Term] 1.26 1.315 1.555 3.409800053 21.64 0 1245.65375 3 415.8899841 1.323925351 0.000549718 18.83473433CYECGEK 6 72534660 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C1; C4] 2.772 1.453 2.476 2.810245991 28.92 0 1403.669943 2 702.3394165 1.149164603 0.000806524 22.73032837

VYVGNLGTGAGKGELER 1 72534660 2xTMT6plex [N-Term; K12] 1.104 3.057285547 1 2178.228287 3 726.7470703 -0.74813669 -0.000543204 50.61531892DAEDAVR 6 72534660 1xTMT6plex [N-Term] 0.956 0.972 0.926 2.441357851 33.07 0 1004.521005 2 502.7633972 -1.48003516 -0.000743363 15.9807369472534670 PLAA phospholipase A-2-activating protein 9373 NP_001026859.1 40.62893082 1 24 24 168 795 87.101 6.37 0.95 0.96 0.98 0.96 Significant 0.0000838 KEAVTFDQANPTQILGK 4 72534670 3xTMT6plex [N-Term; K1; K17] 1.028 1.212 6.549036026 36.79 1 2547.474949 3 849.8284302 -1.653238105 -0.001403861 67.31675789IGDVVGSSGANQQTSGK 8 72534670 2xTMT6plex [N-Term; K17] 0.876 0.783 0.865 4.423429489 62 0 2063.113317 3 688.3765259 0.827524453 0.000569092 37.16845336VEAYQWSVSEGR 6 72534670 1xTMT6plex [N-Term] 0.889 0.78 0.846 5.137541771 35.72 0 1639.827751 2 820.416687 -1.008378204 -0.000826783 47.79826106LLVALGTLISDDSNAVQLAK 3 72534670 2xTMT6plex [N-Term; K20] 1.254 1.321 5.465099335 54.11 0 2499.47981 3 833.8286133 -3.410212083 -0.002841252 112.7709656
ILSLICNSSSEKPTVQQLQILWK 4 72534670 3xTMT6plex [N-Term; K12; K23]; 1xCarbamidomethyl [C6] 0.743 1.291 5.194693565 21.71 0 3372.953194 4 843.9917603 -2.36681149 -0.001995786 107.779669TGDLGDINAEQLPGR 6 72534670 1xTMT6plex [N-Term] 0.719 1.039 1.006 5.06264782 71.47 0 1784.934007 2 892.9709473 0.342360697 0.000305546 48.01940326YVPGSSGSSNTLPTADPFTGAGR 12 72534670 1xTMT6plex [N-Term] 0.843 0.892 0.625 4.489929199 51.38 0 2468.225497 3 823.4119873 -1.656406978 -0.001362795 58.5673791LPYNTSDDPWLTAYNFLQK 6 72534670 2xTMT6plex [N-Term; K19] 0.804 0.942 0.93 4.869885921 45.33 0 2744.433588 3 915.4815063 -1.319983492 -0.001207536 104.5784361AINCPEDIVFPALDILR 37 72534670 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.035 1.108 1.07 5.14974165 50.53 0 2185.188842 3 729.0675049 -0.402762244 -0.000293371 109.2964768GLAILSETEFLSCANDASIR 8 72534670 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.131 1.057 0.894 5.985600471 63.12 0 2396.232891 3 799.4155273 -0.359814254 -0.0002874 90.41783746

NTVCSLSSGK 2 72534670 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 0.932 3.958184004 35.55 0 1510.829949 2 755.9179688 -0.852617464 -0.00064408 29.57611205
GLVCCAYPPGAFVSVSR 8 72534670 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C5] 1.803 1.352 1.461 3.889781713 27.75 0 2069.050968 2 1035.028564 -0.53935537 -0.000557977 64.39219341

KLTEDDLILLEK 6 72534670 3xTMT6plex [N-Term; K1; K12] 1.198 1.149 1.159 4.707139492 21.46 1 2117.303633 3 706.4401245 1.032957731 0.000729028 76.99581352
TFCNCFVGQAGQK 6 72534670 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C3; C5] 1.005 0.67 1.212 3.019860744 33.57 0 1974.993009 2 988.0001221 -0.020784567 -2.05E-05 50.09109003

GKPANQLLALR 4 72534670 2xTMT6plex [N-Term; K2] 1.243 1.031 4.232480049 26.4 0 1639.041931 3 547.0186768 -0.276873064 -0.000151269 46.9876132TFSGHEDCVR 6 72534670 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.994 0.952 1.083 4.800189972 43.43 0 1436.678979 3 479.5643311 -0.375000919 -0.000179585 19.20650085SLGVDSQIK 8 72534670 2xTMT6plex [N-Term; K9] 0.806 0.718 0.746 3.745391607 54.55 0 1404.846251 2 702.9263306 -0.616620635 -0.000433129 39.5049797YSSVSEPAK 6 72534670 2xTMT6plex [N-Term; K9] 0.715 0.974 0.863 3.002733469 52 0 1425.798966 2 713.40271 -0.577162801 -0.000411459 29.80586852EHLNEPGTR 6 72534670 1xTMT6plex [N-Term] 1.011 0.943 0.949 3.75938797 25.68 0 1281.674879 3 427.8964844 0.016045411 6.86E-06 16.15156153TMNIYFPK 6 72534670 2xTMT6plex [N-Term; K8] 1.073 0.939 1.081 2.887630939 35.61 0 1471.838329 2 736.4235229 0.978761328 0.000720289 67.00928984TASAEEIK 6 72534670 2xTMT6plex [N-Term; K8] 0.794 0.968 0.892 3.608041763 44.59 0 1306.761852 2 653.883606 -1.467119609 -0.000958588 27.79869411VFTESEDR 2 72534670 1xTMT6plex [N-Term] 1.139 3.211491346 37.8 0 1211.610548 2 606.3093262 0.683382752 0.000413997 26.31699529LWAPDSPNR 4 72534670 1xTMT6plex [N-Term] 0.773 0.874 2.827560186 33.92 0 1284.689801 2 642.8487549 0.336272324 0.000216003 42.55549579FIIDNTK 4 72534670 2xTMT6plex [N-Term; K7] 1.078 0.89 0.973 2.574207067 28.6 0 1308.792759 2 654.8991089 -1.388742832 -0.000908788 50.357591672534684 PLD3 phospholipase D3 23646 NP_001026866.1 28.36734694 1 10 10 56 490 54.671 6.47 0.94 0.95 0.95 0.94 Significant 0.0000124 LLISCWGHSEPSMR 6 72534684 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.87 0.88 0.938 5.361588955 42.85 0 1901.956339 3 634.656189 -1.222791197 -0.000775232 62.35025001SFIYVAVMNYLPTLEFSHPHR 6 72534684 1xTMT6plex [N-Term] 1.325 1.091 1.058 6.002821445 45.33 0 2750.432594 4 688.3630981 -0.738368168 -0.000507708 110.4470839LFVVPADEAQAR 6 72534684 1xTMT6plex [N-Term] 0.889 1.08 0.985 4.064717293 44.96 0 1544.863408 2 772.93573 0.501714866 0.00038754 58.60678257IAVSKPSGPQPQADLQALLQSGAQVR 8 72534684 2xTMT6plex [N-Term; K5] 0.833 0.884 0.917 7.33889389 53.67 0 3117.778452 4 780.2005005 0.551797747 0.000430096 78.63393578DWDSPYSHDLDTSADSVGNACR 6 72534684 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 0.667 100 0.705 6.248754978 48.61 0 2697.168453 3 899.7262573 -1.569760072 -0.001411302 55.84429808ALLNVVDNAR 6 72534684 1xTMT6plex [N-Term] 1.063 0.783 0.93 3.557665586 57.24 0 1313.773865 2 657.3901978 -0.567968512 -0.000373091 55.3422125
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SQLEAIFLR 8 72534684 1xTMT6plex [N-Term] 1.023 0.993 0.938 3.518433332 54.69 0 1305.772802 2 653.3878174 -3.403596986 -0.002222162 72.23299778QLQTLAPK 6 72534684 2xTMT6plex [N-Term; K8] 0.885 0.887 0.97 3.199338198 31.4 0 1356.861507 2 678.9346924 0.443063365 0.000300588 43.70767383LMYQELK 2 72534684 2xTMT6plex [N-Term; K7] 0.929 2.845475912 27.92 0 1382.81178 2 691.9095459 0.025720691 1.78E-05 53.73221635FWPAIDDGLR 2 72534684 1xTMT6plex [N-Term] 1.029 3.648787498 20.85 0 1418.762966 2 709.8850708 -0.071229966 -5.05E-05 76.9443665272534692 NT5DC3 5'-nucleotidase domain-containing protein 3 51559 NP_001026871.1 9.854014599 1 4 4 10 548 63.379 8.31 0.9 0.93 1.35 1.06 Significant 0.0183 VLYFGDHIYSDLADLTLK 2 72534692 2xTMT6plex [N-Term; K18] 1.025 4.915122986 23.82 0 2541.400497 3 847.803894 -1.325478254 -0.001122857 104.2164333MFLITNSPSSFVDK 2 72534692 2xTMT6plex [N-Term; K14] 0.848 4.104390144 35.08 0 2044.11892 3 682.0443115 -0.263477669 -0.000179527 83.67183658IDAFHYIQLGTVYR 2 72534692 1xTMT6plex [N-Term] 1.353 4.041426182 10.65 0 1925.048249 3 642.3533936 -1.361714408 -0.000873789 76.38393859DLLINEHR 4 72534692 1xTMT6plex [N-Term] 0.844 0.987 2.436134577 15.83 0 1238.705451 3 413.5733337 -0.002606993 -1.08E-06 44.8917153172534712 ERGIC1 endoplasmic reticulum-Golgi intermediate compartment protein 1 57222 NP_001026881.1 45.17241379 1 10 10 87 290 32.571 7.06 1.06 1.06 1.06 1.06 Non-Significant 1
LTSNPLASHDYILK 4 72534712 2xTMT6plex [N-Term; K14] 1.138 1.157 4.489138126 31.11 0 2030.168647 3 677.3948364 0.644659421 0.000436256 66.68533978LSFGDTLQVQNIHGAFNALGGADR 6 72534712 1xTMT6plex [N-Term] 0.779 0.248 1.28 8.118853569 60.94 0 2730.416092 3 910.8077393 -2.720166565 -0.002475729 78.78416987VPGNFHVSTHSATAQPQNPDMTHVIHK 4 72534712 2xTMT6plex [N-Term; K27] 1.107 0.951 7.950350761 29.97 0 3408.763547 6 568.9657593 -1.576552866 -0.000895683 44.91214327EYVAYSHTGR 12 72534712 1xTMT6plex [N-Term] 1.122 1.178 1.153 4.515361309 49.96 0 1411.716744 3 471.2435608 -0.435616391 -0.000204989 20.49556133YSYQYTVANK 10 72534712 2xTMT6plex [N-Term; K10] 0.982 1.33 1.119 5.409845829 55.46 0 1694.915393 2 847.9607544 -0.684813497 -0.00058035 51.03087597YDLSPITVK 4 72534712 2xTMT6plex [N-Term; K9] 1.049 1.212 2.954102516 31.19 0 1493.897952 2 747.4522095 -0.541974562 -0.000404827 60.31686962FEGQFSINK 8 72534712 2xTMT6plex [N-Term; K9] 1.138 1.047 1.324 4.175278664 47.47 0 1527.85715 2 764.4326172 0.528815799 0.000403978 57.41607361IVPTVYEDK 4 72534712 2xTMT6plex [N-Term; K9] 1.093 1.027 3.468001842 42.74 0 1521.892867 2 761.4467773 -4.329156569 -0.003294256 55.29389123HEVGHIDNSMK 5 72534712 2xTMT6plex [N-Term; K11] 0.919 0.939 0.889 3.213543177 18.05 0 1724.91541 4 431.9844055 0.22178497 9.56E-05 21.48781516IIPAIWFR 24 72534712 1xTMT6plex [N-Term] 1.124 0.945 1.115 3.244210243 20.57 0 1244.77168 2 622.8897095 0.371108469 0.000230973 94.76569486HEVGHIDNSMK 6 72534712 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 1.016 0.993 1.002 3.132703066 16.77 0 1740.910325 4 431.9844055 0.22178497 9.56E-05 21.48781516

94420683 TRMT11 tRNA (guanine(10)-N2)-methyltransferase homolog 60487 NP_001026882.2 12.0950324 1 4 4 20 463 53.387 7.78 1.18 1.24 0.95 1.12 Significant 0.00613 SPFWILSIPSEDIAR 12 94420683 1xTMT6plex [N-Term] 1.18 1.192 1.282 4.405616283 48.95 0 1960.074129 3 654.029541 -0.030270857 -1.98E-05 102.6780309SIFELWGHGQSPEELYSSLK 4 94420683 2xTMT6plex [N-Term; K20] 0.873 0.632 4.8209939 32.18 0 2765.455052 3 922.4910278 1.257715648 0.001159385 94.94773677ELIESYSVK 2 94420683 2xTMT6plex [N-Term; K9] 0.839 3.852413416 29.22 0 1525.887781 2 763.4494629 2.534905448 0.001933991 51.74667747MVPFLHSDSTYK 2 94420683 2xTMT6plex [N-Term; K12] 1.321 2.370082855 7.92 0 1883.013727 3 628.3421021 -1.048185485 -0.000657916 61.1567987872534716 MCUR1 mitochondrial calcium uniporter regulator 1 63933 NP_001026883.1 4.735376045 1 2 2 8 359 39.669 9.63 0.99 1.1 0.77 0.96 Significant 0.0102 KIETEVAGLK 4 72534716 3xTMT6plex [N-Term; K1; K10] 1.012 0.771 3.398275614 10.52 1 1775.124547 3 592.3804321 1.237274716 0.000732106 52.30649889LDFNLEK 4 72534716 2xTMT6plex [N-Term; K7] 0.927 1.104 2.880130768 21.05 0 1336.787673 2 668.8980103 0.80084357 0.000535279 64.06674335
149588660 GSTCD glutathione S-transferase C-terminal domain-containing protein isoform 1 79807 NP_001026890.2 6.63507109 1 3 3 13 633 71.033 7.78 1.09 1.43 1.06 1.19 Significant 0.00974

VHTQETSEGLDSSSK 2 149588660 2xTMT6plex [N-Term; K15] 0.882 5.383815765 37.98 0 2063.065698 3 688.3615723 2.16442786 0.001488452 25.16777722ESSDQPPTIPVEILQLEK 5 149588660 2xTMT6plex [N-Term; K18] 1.094 1.465 1.306 3.469954252 13.25 0 2481.385241 3 827.7990112 -1.112607808 -0.00092027 90.50381824ELLELLGFK 6 149588660 2xTMT6plex [N-Term; K9] 1.088 1.36 1.16 4.269540787 40.27 0 1519.949988 2 760.4776611 -1.277617284 -0.000970957 110.8291005
188035877 DDX59 probable ATP-dependent RNA helicase DDX59 isoform 1 83479 NP_001026895.2 8.723747981 1 5 5 15 619 68.766 7.44 1.08 1.11 1.16 1.12 Significant 0.000436 TVLLVGGLPLPPQLYR 6 188035877 1xTMT6plex [N-Term] 0.911 0.561 1.567 4.416473866 27.43 0 1965.209835 3 655.7417603 0.454267887 0.000297577 101.3196812DSHPSEEPVK 2 188035877 2xTMT6plex [N-Term; K10] 1.215 3.324932814 31.61 0 1582.847707 3 528.2866821 -1.398803733 -0.000738031 19.1660693GLDLISVR 2 188035877 1xTMT6plex [N-Term] 1.188 2.977113247 26.54 0 1101.682925 2 551.3449707 -0.236114897 -0.000130062 65.23916091LFWDIAK 4 188035877 2xTMT6plex [N-Term; K7] 0.99 1.06 2.695298433 24.16 0 1350.81858 2 675.9124756 -0.669992358 -0.000452519 83.19075725IIKPDPEDLQLDK 1 188035877 3xTMT6plex [N-Term; K3; K13] 1.134 2.033678055 0 2211.320346 3 737.7763672 -2.621758313 -0.001932516 66.93929988
72534748 MRI1 methylthioribose-1-phosphate isomerase isoform 1 84245 NP_001026897.1 18.42818428 1 6 6 29 369 39.125 6.3 1.17 1.26 1.08 1.17 Significant 0.00197 YEAVGSVHQAWEAIR 4 72534748 1xTMT6plex [N-Term] 0.358 0.918 5.746845245 31.38 0 1945.012926 3 649.0080566 -1.701370763 -0.001103063 53.38037179GSLQILDQLLLPK 10 72534748 2xTMT6plex [N-Term; K13] 1.25 1.237 1.208 4.167002201 60.19 0 1896.193406 2 948.5993042 -1.093633991 -0.001036871 107.4273675GVSAVVVGADR 6 72534748 1xTMT6plex [N-Term] 1.444 1.304 0.964 4.284543991 59.8 0 1258.731666 2 629.8693237 -0.234425708 -0.00014754 35.46245555VGTYQLAIVAK 2 72534748 2xTMT6plex [N-Term; K11] 1.255 3.145759344 7.86 0 1621.008899 2 811.0079346 -0.189295306 -0.000153425 66.85155617DLADVAAR 5 72534748 1xTMT6plex [N-Term] 0.925 1.244 0.722 2.472822905 5.99 0 1059.599589 2 530.3029785 -0.857681297 -0.000454399 30.48850489TALTTTISSR 2 72534748 1xTMT6plex [N-Term] 1.501 2.937259912 10.53 0 1279.741896 2 640.3734741 -1.738309748 -0.001112294 32.3944959472534750 YTHDC1 YTH domain-containing protein 1 isoform 1 91746 NP_001026902.1 12.65474553 1 7 7 39 727 84.649 6.23 1.15 1.22 1.26 1.21 Significant 0.000705 GVWSTLPVNEK 12 72534750 2xTMT6plex [N-Term; K11] 1.179 1.306 1.236 4.631337166 47.37 0 1687.978327 2 844.4921875 -0.728149159 -0.00061455 63.7189606

EEKDGELNVLDDILTEVPEQDDELYNPESEQDKNEK 6 72534750 4xTMT6plex [N-Term; K3; K33; K36] 100 1.209 3.984055281 19.07 2 5135.572564 4 1284.655029 5.008864577 0.006430847 93.15438596
SNNHENVSLAK 4 72534750 2xTMT6plex [N-Term; K11] 1.162 4.144648075 13.98 0 1670.922603 3 557.645813 0.16891557 9.41E-05 33.27816316MLGGVFK 4 72534750 2xTMT6plex [N-Term; K7] 1.295 1.735 2.394976377 18.83 0 1209.742972 2 605.3745728 -0.911757467 -0.000551496 61.35063795SATEYKNEEYQR 1 72534750 2xTMT6plex [N-Term; K6] 1.061 1.730269194 1 1976.012541 3 659.3416748 -1.047238261 -0.000689785 25.02657302KLNLAFR 6 72534750 2xTMT6plex [N-Term; K1] 1.039 1.08 1.216 2.477876425 12.79 1 1319.856362 3 440.6231079 -1.205888441 -0.000530533 50.59602979MESTDTKR 6 72534750 2xTMT6plex [N-Term; K7] 1.156 1.26 1.454 2.949368477 5.85 1 1425.777185 3 475.9301147 -0.977664486 -0.000464644 18.14375659685504978 FDX1L adrenodoxin-like protein, mitochondrial precursor 112812 NP_001026904.2 10.75268817 1 1 1 6 186 19.876 5.54 0.81 1.01 0.96 0.93 Significant 0.00418

LGCQIVLTPELEGAEFTLPK 6 685504978 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C3] 0.812 1.011 0.963 4.032529354 48.2 0 2673.493746 3 891.8357544 -0.387585124 -0.000345402 100.4283716
73390140 LIMK2 LIM domain kinase 2 isoform 1 3985 NP_001026971.1 8.017492711 1 2 4 40 686 77.835 7.05 0.98 1.09 1.01 1.03 Significant 0.00102

ELLVDCYKPTEAFISGLLDK 26 73390140 3xTMT6plex [N-Term; K8; K20]; 1xCarbamidomethyl [C6] 0.971 0.987 0.983 6.590611935 30.34 0 2998.677807 3 1000.230469 -0.318293615 -0.000318153 105.7810637
LNLLTEYIEGGTLK 4 73390140 2xTMT6plex [N-Term; K14] 0.897 0.869 3.895383596 38.27 0 2022.188714 3 674.7330933 -1.971846058 -0.001329148 103.3090911

VKELLVDCYKPTEAFISGLLDK 4 73390140 4xTMT6plex [N-Term; K2; K10; K22]; 1xCarbamidomethyl [C8] 2.664 5.724 6.62376976 12.27 1 3455.004116 4 864.5025024 -4.612557276 -0.003984101 107.7386511
FVPTDCPPAFFPLAAICCR 6 73390140 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C6; C17; C18] 1.633 3.596 2.015 4.475962639 29.18 0 2468.212631 3 823.4043579 -5.716816839 -0.00470344 104.2246266

73466520 ALDH3A2 fatty aldehyde dehydrogenase isoform 1 224 NP_001026976.1 36.22047244 1 16 16 132 508 57.633 8.92 1.05 1.05 1.03 1.04 Significant 0.0000408 YIAPTVLTDVDPK 14 73466520 2xTMT6plex [N-Term; K13] 1.053 1.022 1.166 3.88600564 48.54 0 1890.098836 2 945.5526123 -0.470044533 -0.000444215 73.91658335VMQEEIFGPILPIVPVK 14 73466520 2xTMT6plex [N-Term; K17] 0.995 1.076 1.038 4.486071587 60.64 0 2367.412583 3 789.8087158 -0.41750182 -0.000329466 111.8418507VMQEEIFGPILPIVPVK 10 73466520 2xTMT6plex [N-Term; K17]; 1xOxidation [M2] 1.157 1.031 1.069 3.862644672 35.46 0 2383.407498 3 789.8087158 -0.41750182 -0.000329466 111.8418507FDHIFYTGNTAVGK 4 73466520 2xTMT6plex [N-Term; K14] 0.996 1.119 3.916034937 34.54 0 2028.095482 3 676.7028809 -0.686867008 -0.000464344 60.11511749EFYGENIKESPDYER 4 73466520 2xTMT6plex [N-Term; K8] 100 2.832 3.371265888 21.64 1 2334.165412 3 778.7269897 0.430050191 0.000334603 45.34376818NVDEAINFINER 17 73466520 1xTMT6plex [N-Term] 0.915 1.154 1.079 4.561412334 52.53 0 1662.864865 2 831.9350586 -1.217268188 -0.001012076 69.44741059IAFGGETDEATR 12 73466520 1xTMT6plex [N-Term] 1.213 1.249 1.18 4.835272312 65.44 0 1495.759003 2 748.3823853 -1.008746854 -0.000754421 38.96272184HLTPVTLELGGK 10 73466520 2xTMT6plex [N-Term; K12] 0.915 0.916 0.881 4.361798286 43.17 0 1723.051827 2 862.0288086 -0.862529192 -0.000743091 59.65515328EKPLALYVFSHNHK 6 73466520 3xTMT6plex [N-Term; K2; K14] 0.987 0.918 1.004 4.765507221 25.46 0 2370.390097 5 474.884552 1.500297259 0.000711258 59.94333821
HSFDTFSHQRPCLLK 5 73466520 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 1.395 1.419 0.937 4.694804668 10.13 0 2331.243226 5 467.0537415 -1.555150732 -0.000725087 44.88800803

ILSLLEGQK 4 73466520 2xTMT6plex [N-Term; K9] 1.042 1.125 3.925579548 50.03 0 1458.929586 2 729.9689331 0.687573236 0.00050156 89.05840791
DILTAIAADLCK 2 73466520 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 0.778 3.438694715 29.78 0 1762.018478 3 588.013916 4.947057584 0.002905602 101.6899306

IVMEAAAK 6 73466520 2xTMT6plex [N-Term; K8] 1.01 1.039 0.949 3.585031271 37.54 0 1290.785565 2 645.8953247 -1.698264992 -0.001096048 47.62643984EFYGENIK 8 73466520 2xTMT6plex [N-Term; K8] 0.817 0.95 1.034 3.442542553 28.05 0 1457.804052 2 729.4044189 -1.708288142 -0.001245175 45.5765065LQQLEALR 6 73466520 1xTMT6plex [N-Term] 1.459 1.369 1.057 3.19093442 24.23 0 1199.730938 2 600.3691406 0.055795844 3.35E-05 57.87107292SPCYIDKDCDLDIVCR 6 73466520 2xTMT6plex [N-Term; K7]; 3xCarbamidomethyl [C3; C9; C15] 1.381 1.664 1.69 4.252455235 7.01 1 2487.208223 3 829.7391968 -2.084899013 -0.001728526 56.00322753QAFLSGR 4 73466520 1xTMT6plex [N-Term] 1.126 0.802 2.633401632 23.11 0 1007.583545 2 504.2955627 0.301293409 0.000151789 30.6595627273622130 BOLA2 bolA-like protein 2 isoform 1 552900 NP_001026997.1 33.55263158 1 4 4 33 152 16.922 8.19 0.89 0.86 0.84 0.86 Significant 0.000283 DLEAEHVEVEDTTLNR 12 73622130 1xTMT6plex [N-Term] 0.868 0.736 0.829 5.043774128 68.53 0 2099.045408 2 1050.02478 -1.488120797 -0.001561817 39.89889393LVNACLAEELPHIHAFEQK 10 73622130 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C5] 0.835 0.905 0.938 5.932795525 54.94 0 2677.453613 4 670.1179199 -1.405399698 -0.000940723 79.31386056
VLVVSAK 6 73622130 2xTMT6plex [N-Term; K7] 0.841 0.808 0.777 2.89849472 41.07 0 1173.797116 2 587.4018555 -0.580664657 -0.000340791 50.45044762FEGKPLLQR 5 73622130 2xTMT6plex [N-Term; K4] 1.398 1.129 0.921 2.85427618 5.1 0 1545.951719 3 515.9891968 0.852667011 0.000439394 45.81583064

73611906 PHKB phosphorylase b kinase regulatory subunit beta isoform b 5257 NP_001027005.1 5.340699816 1 5 5 21 1086 123.746 6.61 1.12 1.09 0.95 1.05 Significant 0.00246
VVDSLAPSITNVLVQGK 4 73611906 2xTMT6plex [N-Term; K17] 0.749 0.815 4.975232124 38.5 0 2198.31604 3 733.4450073 2.014752463 0.001476354 90.51082028LLADELISPK 4 73611906 2xTMT6plex [N-Term; K10] 1.134 0.962 3.789813995 33.12 0 1556.966366 2 778.9848022 -2.593490714 -0.002018989 74.71135429VIQNIIYYK 6 73611906 2xTMT6plex [N-Term; K9] 1.097 1.393 1.088 4.239233494 38.75 0 1611.987436 2 806.4959106 -1.793445081 -0.001445505 74.04859117VWQILER 6 73611906 1xTMT6plex [N-Term] 1.184 1.574 0.91 2.662539244 27.03 0 1172.698909 2 586.8534546 0.616713874 0.00036161 69.3920803SINLPRPDNETLWDK 1 73611906 2xTMT6plex [N-Term; K15] 0.94 2.032517433 0 2256.238852 3 752.7493286 -2.401948779 -0.001806457 64.1188141173760405 TMPO thymopoietin isoform beta 7112 NP_001027454.1 55.50660793 1 10 17 166 454 50.639 9.38 1.36 1.34 1.28 1.33 Significant 0.000328 QEDKDDLDVTELTNEDLLDQLVK 14 73760405 3xTMT6plex [N-Term; K4; K23] 1.26 1.172 1.368 7.388351917 46.24 1 3375.798586 3 1125.940674 2.631026155 0.002960605 91.11568186DVYVQLYLQHLTAR 4 73760405 1xTMT6plex [N-Term] 1.16 1.605 5.117638588 35.14 0 1948.085363 3 650.0327759 -0.815232901 -0.000529381 76.23297621PEFLEDPSVLTK 8 73760405 2xTMT6plex [N-Term; K12] 1.249 1.241 56.37 0 1833.040987 2 917.0232544 -0.957447733 -0.00087752 76.79621121HASPILPITEFSDIPR 16 73760405 1xTMT6plex [N-Term] 1.15 1.15 1.032 5.435735226 46.88 0 2022.122142 3 674.7119751 -0.380722319 -0.000256622 77.73300719GPPDFSSDEEREPTPVLGSGAAAAGR 10 73760405 1xTMT6plex [N-Term] 1.742 1.007 1.205 6.728335857 37.69 1 2799.37468 3 933.7965698 0.17001749 0.000158648 47.26929617IDGPVISESTPIAETIMASSNESLVVNR 19 73760405 1xTMT6plex [N-Term] 1.377 1.296 1.266 7.584041119 90.4 0 3158.645224 3 1053.55249 -0.730299452 -0.000768919 93.51611793VEHNQSYSQAGITETEWTSGSSK 2 73760405 2xTMT6plex [N-Term; K23] 1.603 6.597678185 47.58 0 2984.463779 3 995.4926147 -0.163396762 -0.000162551 42.66697566EMFPYEASTPTGISASCR 18 73760405 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.351 1.348 1.408 4.78138113 54.59 0 2233.04667 2 1117.026367 -0.542977904 -0.000606248 57.48377514SELVANNVTLPAGEQR 12 73760405 1xTMT6plex [N-Term] 1.23 1.146 1.191 5.328987598 71.77 0 1927.04462 2 964.0250854 -0.895444529 -0.000862781 47.76355548SSTPLPTISSSAENTR 12 73760405 1xTMT6plex [N-Term] 1.041 1.416 1.381 4.655299187 67.39 0 1876.981351 2 938.9941406 -0.184461076 -0.000173115 41.60311828RVEHNQSYSQAGITETEWTSGSSK 6 73760405 2xTMT6plex [N-Term; K24] 1.56 1.117 1.716 6.198090076 43.56 1 3140.56489 4 785.8938599 -3.591719092 -0.002820007 39.01129295GGPLQALTR 6 73760405 1xTMT6plex [N-Term] 1.077 1.061 1.048 2.663282633 34.98 0 1141.689073 2 571.347229 -1.65677524 -0.000945761 46.14388837VETSEHFR 6 73760405 1xTMT6plex [N-Term] 1.476 1.521 1.383 4.257884979 43.66 0 1233.642517 3 411.8855286 -0.392452946 -0.000161382 21.12076268MEESFSSK 6 73760405 2xTMT6plex [N-Term; K8] 1.532 1.338 1.548 3.413271666 37.04 0 1402.728838 2 701.8671875 -1.240004449 -0.000869695 36.58020953YGVNPGPIVGTTR 6 73760405 1xTMT6plex [N-Term] 1.554 1.453 0.811 3.574936628 32.33 0 1559.874307 2 780.4436646 3.683111861 0.002872596 44.14317286YVPLADVK 6 73760405 2xTMT6plex [N-Term; K8] 1.439 1.45 1.382 3.048011065 39.48 0 1362.839709 2 681.9230957 -0.582697837 -0.000397062 58.00192185GAAGRPLELSDFR 7 73760405 1xTMT6plex [N-Term] 1.052 0.882 0.836 3.450711012 7.19 0 1617.89102 3 539.9686279 0.19197156 0.00010353 55.65635725MEESFSSK 8 73760405 2xTMT6plex [N-Term; K8]; 1xOxidation [M1] 1.299 1.492 1.746 1.411004543 11.92 0 1418.723753 2 701.8671875 -1.240004449 -0.000869695 36.5802095375709204 SAR1B GTP-binding protein SAR1b 51128 NP_001028675.1 42.92929293 1 5 8 77 198 22.396 6.11 1.07 1.09 1.03 1.06 Significant 0.000275 EMFGLYGQTTGK 12 75709204 2xTMT6plex [N-Term; K12] 1.101 1.091 1.087 4.622251034 49.49 0 1789.955877 2 895.4797363 -2.056700836 -0.001840702 59.95691734
ELNARPLEVFMCSVLK 6 75709204 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 2.315 1.889 2.11 6.299789429 36.28 0 2364.318365 3 788.7774658 -0.22024913 -0.00017358 102.4962016

LVFLGLDNAGK 16 75709204 2xTMT6plex [N-Term; K11] 1.094 1.101 1.087 4.052306175 61.97 0 1604.977599 2 802.9923096 -0.159958229 -0.000128365 80.29321741EELDSLMTDETIANVPILILGNK 3 75709204 2xTMT6plex [N-Term; K23] 0.62 1.155 4.738035202 13.92 0 2986.64226 3 996.218689 -0.25000499 -0.000248892 112.3761382IDRPEAISEER 10 75709204 1xTMT6plex [N-Term] 1.121 1.202 1.032 5.538563728 37.85 0 1543.827751 2 772.4165649 -1.229222098 -0.000948854 25.3399418TTLLHMLKDDR 6 75709204 2xTMT6plex [N-Term; K8] 2.33 3.201 2.472 3.369719505 10.9 1 1801.04061 4 451.0152283 -0.847789913 -0.000381726 58.50206388TTLLHMLK 14 75709204 2xTMT6plex [N-Term; K8] 0.911 1.021 0.912 2.904049158 34.4 0 1414.885613 3 472.3000488 -0.014146462 -6.67E-06 63.28605433
ELNARPLEVFMCSVLKR 2 75709204 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 0.982 0.655 3.151509285 1 2520.419476 4 630.8613281 1.589699666 0.001001678 95.60680086

TTLLHMLK 8 75709204 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 0.962 0.819 0.948 2.586503506 18.25 0 1430.880528 3 472.3000488 -0.014146462 -6.67E-06 63.2860543375709217 CSTF1 cleavage stimulation factor subunit 1 1477 NP_001028693.1 29.46635731 1 10 10 49 431 48.327 6.58 1.27 1.22 1.32 1.27 Significant 0.000516 SAMPIEVMMNETAQQNMENHPVIR 8 75709217 1xTMT6plex [N-Term] 1.087 1.086 1.14 5.400134563 51.85 0 2999.440868 3 1000.482483 -2.657961894 -0.002657467 74.68528117LGMENDDTAVQYAIGR 2 75709217 1xTMT6plex [N-Term] 1.511 3.667136431 58.47 0 1981.985056 2 991.4973145 1.158553766 0.001148118 58.0169993TQAVFNHTEDYVLLPDER 4 75709217 1xTMT6plex [N-Term] 1.227 0.86 5.71645689 42.38 0 2376.203305 3 792.7387085 -0.729269131 -0.000577631 62.04323605NLLSLGHNNIVR 4 75709217 1xTMT6plex [N-Term] 1.174 1.067 5.127527237 37.63 0 1578.92774 3 526.9803467 -0.793608793 -0.000417684 51.02322898TISLCCWDSR 5 75709217 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C6] 1.687 1.331 1.506 3.827481031 23.91 0 1526.7293 2 763.8689575 0.876670843 0.00066922 53.65728984
AHDGAEVCSAIFSK 6 75709217 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 1.27 1.395 1.247 4.103791714 17.48 0 1950.015518 3 650.6760254 -1.023001154 -0.000664956 48.83213987YIQEAEMLR 6 75709217 1xTMT6plex [N-Term] 1.147 1.262 100 3.806780815 56.15 0 1381.734702 2 691.3710938 0.150904511 0.000104255 51.66641797LWDGVSNR 4 75709217 1xTMT6plex [N-Term] 0.931 0.937 3.022620916 23.24 0 1175.637037 2 588.3223877 0.392502627 0.00023072 44.21587524YTGAGLSGR 4 75709217 1xTMT6plex [N-Term] 2.675 1.294 2.619487047 38.34 0 1110.610488 2 555.809021 0.249531398 0.000138566 23.27381455YILSSGK 6 75709217 2xTMT6plex [N-Term; K7] 1.426 1.437 1.381 2.663945436 26.79 0 1225.755645 2 613.3806763 -1.280076452 -0.00078453 41.34672516

75709194 BABAM1 BRISC and BRCA1-A complex member 1 isoform 1 29086 NP_001028721.1 32.82674772 1 8 8 35 329 36.537 4.64 1.44 0.94 0.82 1.07 Significant 0.0302 AVGAQASVGSR 6 75709194 1xTMT6plex [N-Term] 0.772 0.809 0.813 3.495378017 62.61 0 1231.695615 2 616.3509521 -0.801409953 -0.000493547 19.09991595SEGEGEAASADDGSLNTSGAGPK 2 75709194 2xTMT6plex [N-Term; K23] 0.863 6.294626713 61.77 0 2565.231654 3 855.7493286 0.693512354 0.000593007 29.66027217
YEVALAGPALELHNCMAK 4 75709194 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C15] 0.861 1.14 6.305687428 70.4 0 2445.303443 3 815.7720947 -0.700195437 -0.00057073 77.1838138
TELPVTENVQTIPPPYVVR 5 75709194 1xTMT6plex [N-Term] 2.572 0.927 4.879834175 41.17 0 2381.327777 3 794.4454956 -2.454014793 -0.001947938 71.32168851DMFAFMGSLDTK 4 75709194 2xTMT6plex [N-Term; K12] 1.031 1.144 3.550158262 36.75 0 1820.932699 3 607.6484985 -0.964788282 -0.000585605 88.22176627SNPEGAEDR 6 75709194 1xTMT6plex [N-Term] 0.916 0.755 0.886 3.575303793 35.89 0 1203.58031 2 602.291626 -3.601651538 -0.002167438 14.53767093TNALNVSQK 4 75709194 2xTMT6plex [N-Term; K9] 0.521 0.547 3.495519876 26.65 0 1432.852399 2 716.9304199 0.812682277 0.000582227 34.66634514MIEMFVR 4 75709194 1xTMT6plex [N-Term] 1.313 1.003 2.173328638 16.37 0 1154.626338 2 577.8164673 -0.589047439 -0.000340065 67.614293875750480 RHOT1 mitochondrial Rho GTPase 1 isoform 1 55288 NP_001028740.1 3.907380608 1 2 3 28 691 79.496 6.9 0.92 0.97 1.06 0.98 Significant 0.00173 NISELFYYAQK 20 75750480 2xTMT6plex [N-Term; K11] 1.097 0.923 0.999 4.425636292 68.02 0 1834.015107 2 917.5110474 -0.157443325 -0.000144377 83.46629036LPLILVGNK 6 75750480 2xTMT6plex [N-Term; K9] 0.92 0.842 1.061 3.239736557 50.89 0 1424.960493 2 712.9830322 -1.196452031 -0.000852448 86.08117077SDLHEVK 2 75750480 2xTMT6plex [N-Term; K7] 1.052 1.898094893 1.27 0 1285.751622 3 429.2554016 0.022869102 9.80E-06 22.6055551777695912 TIAL1 nucleolysin TIAR isoform 2 7073 NP_001029097.1 19.3877551 1 5 7 43 392 43.421 7.99 1.09 1.26 1.46 1.27 Significant 0.00701 FEDVVNQSSPK 12 77695912 2xTMT6plex [N-Term; K11] 1.243 1.322 1.295 4.655395508 50.19 0 1707.931771 2 854.4672852 -2.621572814 -0.002238734 47.43024333LDAENAIVHMGGQWLGGR 6 77695912 1xTMT6plex [N-Term] 0.52 1.433 1.88 5.346810818 43.94 0 2153.112322 3 718.3734741 -2.997115688 -0.002151042 76.77429884QTFSPFGQIMEIR 6 77695912 1xTMT6plex [N-Term] 1.21 1.555 1.753 4.238026142 54.08 0 1782.941007 2 891.9710083 -3.514753665 -0.003133299 81.17092837GYGFVSFYNK 6 77695912 2xTMT6plex [N-Term; K10] 1.603 1.177 1.561 3.283935547 38.85 0 1639.88845 2 820.446167 -2.068772193 -0.001696278 66.58591363TLYVGNLSR 5 77695912 1xTMT6plex [N-Term] 0.973 0.914 1.223 3.535494804 35.97 0 1251.725852 2 626.3659668 -0.954934539 -0.000597658 43.40348336SAFAPFGK 6 77695912 2xTMT6plex [N-Term; K8] 1.181 1.364 1.533 3.536099195 34.3 0 1282.755979 2 641.8822632 0.990365438 0.000635199 55.60788962ESPDMTK 2 77695912 2xTMT6plex [N-Term; K7] 1.524 2.134915352 19.04 0 1265.681159 2 633.3442383 0.032063763 2.03E-05 23.32262881

77539055 UBA52 ubiquitin-60S ribosomal protein L40 isoform 1 precursor 7311 NP_001029102.1 64.0625 1 1 9 418 128 14.719 9.83 0.84 0.9 0.75 0.83 Significant 0.00275
TITLEVEPSDTIENVK 67 77539055 2xTMT6plex [N-Term; K16] 1.323 1.352 1.299 5.63877058 56.37 0 2246.253165 2 1123.627319 -2.583185287 -0.002901244 67.99075187MQIFVKTLTGKTITLEVEPSDTIENVK 4 77539055 4xTMT6plex [N-Term; K6; K11; K27] 0.98 1.353 5.675783634 9.34 2 3951.289793 4 988.5778198 -0.086848382 -8.58E-05 101.6796179IQDKEGIPPDQQR 83 77539055 2xTMT6plex [N-Term; K4] 1.75 1.576 1.708 4.53892374 30.19 1 1982.10711 2 991.5574341 0.243137245 0.000240962 31.86561974ESTLHLVLR 60 77539055 1xTMT6plex [N-Term] 1.323 1.421 1.39 4.328667641 52.74 0 1296.783701 3 432.9327698 0.042085794 1.82E-05 45.51653628TLSDYNIQK 60 77539055 2xTMT6plex [N-Term; K9] 1.357 1.371 1.35 4.401889324 52.01 0 1539.878279 2 770.4420166 -0.988738458 -0.000761268 44.55618261EGIPPDQQR 135 77539055 1xTMT6plex [N-Term] 0.979 1.029 0.992 3.463302135 32.36 0 1268.67963 2 634.8427734 -1.072047637 -0.000680043 20.16277274CGHTNNLRPK 6 77539055 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C1] 0.839 0.897 0.746 3.952450514 13.23 0 1654.921164 4 414.4855042 -0.590577037 -0.00024434 17.29250708

TITLEVEPSDTIENVKAK 1 77539055 3xTMT6plex [N-Term; K16; K18] 1.426 2.027812719 1 2674.548173 3 892.1880493 0.531472655 0.000473816 67.35800178LIFAGKQLEDGR 2 77539055 2xTMT6plex [N-Term; K6] 1.056 2.337 2.753062725 1 1805.068539 3 602.3605347 -0.824708902 -0.000496219 59.69447046393193618 SLC25A52 solute carrier family 25 member 52 147407 NP_001029344.3 5.537459283 1 2 2 8 307 34.918 9.76 1.09 1.66 1.29 1.34 Significant 0.015 GLVPILFR 6 393193618 1xTMT6plex [N-Term] 1.089 1.658 1.067 2.651692867 28.62 0 1143.745131 2 572.3754883 -1.251456693 -0.000715674 81.6698657GILPPLMQK 2 393193618 2xTMT6plex [N-Term; K9] 1.544 2.345951319 24.61 0 1454.916913 2 727.9611206 -1.339443541 -0.00097439 75.22855565
238814322 ALDH1L2 mitochondrial 10-formyltetrahydrofolate dehydrogenase precursor 160428 NP_001029345.2 0.866738895 1 1 1 12 923 101.681 6.52 1.09 1.14 1.14 1.12 Significant 0.00022

VSLELGGK 12 238814322 2xTMT6plex [N-Term; K8] 1.085 1.136 1.143 3.458518505 40.09 0 1260.792759 2 630.8994141 -0.957512638 -0.000603612 52.97384158
77812672 EXOSC9 exosome complex component RRP45 isoform 1 5393 NP_001029366.1 8.99122807 1 4 4 46 456 50.771 5.3 1.37 1.51 1.4 1.43 Significant 0.000889 FGFAESIANQR 6 77812672 1xTMT6plex [N-Term] 0.978 1.414 1.514 4.860913754 58.56 0 1468.774593 2 734.8902588 -0.920727987 -0.000676171 57.01554758VLGQVSCELVSPK 12 77812672 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.393 1.65 1.345 4.667803764 62.54 0 1874.082141 2 937.5441895 -0.554161276 -0.000519272 64.36234615

VAEITELILK 22 77812672 2xTMT6plex [N-Term; K10] 1.435 1.47 1.409 4.011534691 53.41 0 1587.013316 2 794.0083008 -2.514841848 -0.001995544 95.61191626ALENDQK 6 77812672 2xTMT6plex [N-Term; K7] 1.223 1.616 1.402 2.592254639 28.1 0 1275.730887 2 638.3688965 -0.29032083 -0.000185186 22.18591704113951734 SRA1 steroid receptor RNA activator 1 isoform 1 10011 NP_001030312.2 22.03389831 1 5 5 28 236 25.657 7.03 1.06 1.08 1.07 1.07 Significant 0.0000291 SLFSEEAANEEK 6 113951734 2xTMT6plex [N-Term; K12] 1.355 1.088 1.203 5.721436024 78.72 0 1811.94273 2 906.4745483 -0.502013832 -0.00045481 48.27629343LALLQEQWAGGK 6 113951734 2xTMT6plex [N-Term; K12] 0.919 1.218 4.645523548 39.89 0 1772.047076 2 886.5248413 -2.635213746 -0.002334861 78.01297308MALLVQELSSHR 6 113951734 1xTMT6plex [N-Term] 0.868 0.91 0.899 3.684322596 43.92 0 1612.904227 3 538.3037109 -4.741532306 -0.002549212 82.05489491KQVCDDISR 6 113951734 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 1.049 1.292 1.192 2.836293936 9.67 1 1578.867397 3 526.9602051 -0.84565406 -0.000445059 23.18477762
SAATAEK 4 113951734 2xTMT6plex [N-Term; K7] 1.227 0.974 2.910871983 29.84 0 1135.672309 2 568.3398438 0.089462426 5.08E-05 24.4428737478214522 RPL38 60S ribosomal protein L38 6169 NP_001030335.1 47.14285714 1 5 5 90 70 8.213 10.1 1.13 1.15 1.14 1.14 Significant 0.0000256 QSLPPGLAVK 24 78214522 2xTMT6plex [N-Term; K10] 1.166 1.117 1.159 4.509799004 56.82 0 1467.929921 2 734.4677124 -1.207588514 -0.000886328 54.54064712YLYTLVITDK 14 78214522 2xTMT6plex [N-Term; K10] 0.934 0.96 0.942 4.712976933 47.88 0 1687.008231 2 844.006897 -1.015587628 -0.000856652 81.74429841IEEIKDFLLTAR 9 78214522 2xTMT6plex [N-Term; K5] 1.682 1.445 1.489 3.400493383 9.85 1 1906.14137 3 636.0518799 -0.148751591 -9.45E-05 98.94327969KIEEIKDFLLTAR 37 78214522 3xTMT6plex [N-Term; K1; K6] 1.586 1.25 1.29 4.298309803 20.42 2 2263.399265 3 755.1374512 -0.647095012 -0.000488211 92.80948101DFLLTAR 6 78214522 1xTMT6plex [N-Term] 0.797 0.845 0.958 3.107436419 23.43 0 1064.630161 2 532.8187256 0.012635256 6.73E-06 52.4662081282546824 FOXK1 forkhead box protein K1 221937 NP_001032242.1 13.09686221 1 8 9 41 733 75.411 9.32 1.01 1.14 1.11 1.09 Significant 0.00131 FVQNVTSDLQLAAEFAAK 6 82546824 2xTMT6plex [N-Term; K18] 1.104 1.158 0.91 5.406991959 56.83 0 2410.338232 3 804.1169434 -0.810986545 -0.000651584 109.560206HLQLSFQEPHFYLR 4 82546824 1xTMT6plex [N-Term] 1.265 1.218 4.737798214 36.01 0 2044.096596 4 511.7791748 -0.844672044 -0.000431648 66.57461594EEAPASPLRPLYPQISPLK 7 82546824 2xTMT6plex [N-Term; K19] 1.121 1.08 0.873 5.595489979 21.04 0 2564.48523 3 855.4989014 -1.200735493 -0.001026423 73.01521149IDPASEAK 6 82546824 2xTMT6plex [N-Term; K8] 1.111 1.177 1.146 2.562157869 28.52 0 1288.751288 2 644.8789673 -0.488736418 -0.00031493 41.63423508EFEFLMR 6 82546824 1xTMT6plex [N-Term] 1.036 0.929 1.306 2.841413736 35.11 0 1200.628447 2 600.817688 -0.289151434 -0.000173582 67.10613436IHIPEPDLR 2 82546824 1xTMT6plex [N-Term] 0.533 2.188890219 6.87 0 1318.768051 3 440.2609863 0.268655564 0.000118098 50.90296819SQEEPGK 6 82546824 2xTMT6plex [N-Term; K7] 0.977 1.089 1.06 2.722963333 11.06 0 1232.688688 2 616.8476563 -0.528673627 -0.000325845 18.03601271
VCEVGPK 2 82546824 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 2.831 1.704509854 2.97 0 1246.722965 2 623.8639526 -1.873958071 -0.001168153 30.82250308
FPSTAIK 2 82546824 2xTMT6plex [N-Term; K7] 1.265 1.820831656 23.01 0 1221.76073 2 611.3833618 -1.050424323 -0.000641684 50.55978519

81295407 ACOT9 acyl-coenzyme A thioesterase 9, mitochondrial isoform a precursor 23597 NP_001032248.1 48.88392857 1 20 20 195 448 50.818 8.53 1.01 1.01 1.01 1.01 Non-Significant 1
DSYIEVLLPLGSEPELR 8 81295407 1xTMT6plex [N-Term] 1.445 0.804 0.853 5.061207771 41.22 0 2159.179716 2 1080.090576 -2.70496995 -0.002920258 94.15072577MKDSYIEVLLPLGSEPELR 6 81295407 2xTMT6plex [N-Term; K2] 1.352 1.33 1.46 5.673723698 28.8 1 2647.478096 3 883.1629639 -1.419244391 -0.001252473 92.78748564GPAFVNPLIPESPEEEELFR 20 81295407 1xTMT6plex [N-Term] 0.805 0.948 0.865 5.508629799 56.66 0 2499.296871 3 833.7700806 -0.473201401 -0.000394224 94.3699631MSPLSIVTALVDK 17 81295407 2xTMT6plex [N-Term; K13] 0.943 1.035 1.095 5.897898197 68.97 0 1832.096728 2 916.5512085 -0.866552398 -0.000793804 112.8062777DSENKGPAFVNPLIPESPEEEELFR 8 81295407 2xTMT6plex [N-Term; K5] 1.928 1.704 1.773 5.944207191 42.27 1 3301.699258 3 1101.232788 -4.678427979 -0.005148921 84.75267232VHSEVASLQEK 12 81295407 2xTMT6plex [N-Term; K11] 0.998 1.059 1.05 4.895734787 56.1 0 1684.963406 2 842.9838257 -1.798794444 -0.001515451 35.43491394

MQMFQLHGDEFCPVLDATFVMVAR 4 81295407 1xTMT6plex [N-Term]; 2xOxidation [M1; M3]; 1xCarbamidomethyl [C12] 100 4.250329971 15.57 0 3103.471107 3 1035.162476 0.569361773 0.000588999 95.15796592
TTIHEMFLSTLDPK 14 81295407 2xTMT6plex [N-Term; K14] 1.009 1.009 0.982 4.926016808 24.08 0 2091.156034 3 697.723999 0.674349637 0.000470057 71.75607639TYGESMLYLDGQR 6 81295407 1xTMT6plex [N-Term] 0.886 1.337 0.907 4.754189014 58.04 0 1761.867901 2 881.4355469 -2.318017144 -0.00204202 62.50593391VLPSNAVWMENSK 4 81295407 2xTMT6plex [N-Term; K13] 1.102 3.113878012 33.27 0 1933.061739 2 967.0340576 -0.466004581 -0.000450408 68.54629872EIVGASTNWR 6 81295407 1xTMT6plex [N-Term] 1.002 0.951 1.026 3.898406744 39.63 0 1361.73748 2 681.3723145 -0.09345689 -6.36E-05 40.59397718FSGHVSWVGK 6 81295407 2xTMT6plex [N-Term; K10] 1.008 1.151 0.976 3.655118227 15.29 0 1561.889119 3 521.3012695 0.087511814 4.56E-05 50.61050802MSPLSIVTALVDK 12 81295407 2xTMT6plex [N-Term; K13]; 1xOxidation [M1] 0.502 0.611 0.592 3.737489462 35.58 0 1848.091643 2 916.5512085 -0.866552398 -0.000793804 112.8062777YLTVQNTVR 12 81295407 1xTMT6plex [N-Term] 1.08 1.005 1.056 3.908775806 51.43 0 1322.762966 2 661.8847656 -0.537821226 -0.000355705 42.28626919TTIHEMFLSTLDPK 2 81295407 2xTMT6plex [N-Term; K14]; 1xOxidation [M6] 1.033 2.977653027 4.98 0 2107.150949 3 697.723999 0.674349637 0.000470057 71.75607639SLEICHPQER 6 81295407 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.01 1.263 1.14 3.658327103 24.15 0 1497.768128 3 499.926178 -2.768996332 -0.001382438 24.30031358IAFSSTSLLK 12 81295407 2xTMT6plex [N-Term; K10] 0.972 0.99 1.047 3.357136488 27.83 0 1524.940151 3 508.9850464 0.285112931 0.000144927 73.49091229SLSPEQDIK 12 81295407 2xTMT6plex [N-Term; K9] 1.045 1.11 1.024 3.945541382 50 0 1474.85173 2 737.928772 -0.991763889 -0.000731352 40.97426005EVPLVFPK 10 81295407 2xTMT6plex [N-Term; K8] 1.086 1.098 3.034040928 41.68 0 1386.876094 2 693.9411011 -0.842830565 -0.000584451 74.23695107

MQMFQLHGDEFCPVLDATFVMVAR 4 81295407 1xTMT6plex [N-Term]; 3xOxidation [M1; M3; M21]; 1xCarbamidomethyl [C12] 100 100 3.520565033 9.59 0 3119.466022 3 1035.162476 0.569361773 0.000588999 95.15796592
LLHSFLAK 6 81295407 2xTMT6plex [N-Term; K8] 0.793 0.728 0.796 3.222011566 31.25 0 1386.887328 3 462.9674988 0.443625 0.000205086 62.97000835IFGGFLMR 2 81295407 1xTMT6plex [N-Term] 0.96 2.87510848 21.67 0 1169.670252 2 585.3375854 -2.015552297 -0.001178766 80.91397443MQMFQLHGDEFCPVLDATFVMVAR 3 81295407 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C12] 1.142 2.368066311 0 3087.476192 3 1035.162476 0.569361773 0.000588999 95.15796592
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

MSPLSIVTALVDKIDMCK 3 81295407 3xTMT6plex [N-Term; K13; K18]; 1xCarbamidomethyl [C17] 1.412 1.299 2.299 2.133896589 1 2708.536763 3 903.5171509 0.050413464 4.55E-05 113.26685
83700220 GGPS1 geranylgeranyl pyrophosphate synthase 9453 NP_001032354.1 19 1 6 6 32 300 34.849 6.14 0.85 0.94 0.89 0.89 Significant 0.000848 GGNPELVALVK 6 83700220 2xTMT6plex [N-Term; K11] 0.874 1.096 3.146938086 31.48 0 1554.961949 2 777.9841309 -0.620009544 -0.000482046 66.67009717

SFCEDLTEGK 6 83700220 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.838 0.764 0.762 4.268531322 45.4 0 1643.835094 2 822.4199829 -1.462877692 -0.001202365 47.66558255
VLTLDHPDAVK 10 83700220 2xTMT6plex [N-Term; K11] 0.865 0.992 0.969 3.842247963 31.68 0 1665.993978 3 556.0022583 -1.053957985 -0.000585296 58.60905605LSQAFNHWLK 6 83700220 2xTMT6plex [N-Term; K10] 0.831 0.781 0.808 3.441797256 26.01 0 1701.984082 3 567.9994507 -0.166170308 -9.43E-05 69.32439218YLLQLPGK 2 83700220 2xTMT6plex [N-Term; K8] 0.825 2.926898003 22.64 0 1389.886993 3 463.9676208 0.946723607 0.000438613 68.13225775TENIDIK 2 83700220 2xTMT6plex [N-Term; K7] 0.856 2.614151478 15.45 0 1290.766938 2 645.8864136 -1.074819568 -0.000693671 48.38280941156105693 HELZ2 helicase with zinc finger domain 2 isoform 1 85441 NP_001032412.2 20.91355228 1 38 38 168 2649 294.465 7.49 0.9 0.89 0.89 0.89 Significant 0.0000139 QLSYEEAEEVIR 6 156105693 1xTMT6plex [N-Term] 0.751 0.848 0.643 4.745008945 52.21 0 1694.879846 2 847.9436035 0.049780077 4.22E-05 56.4859671LDCGMAFAGDEVLVQLLSGDKAPEGR 10 156105693 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C3] 0.929 1.97 1.041 7.866166592 62.73 1 3206.65899 3 1069.557129 -0.672532145 -0.00071886 111.4682807

VPPLLIYGPFGTGK 8 156105693 2xTMT6plex [N-Term; K14] 1.123 0.98 0.837 4.624422073 35.48 0 1917.161377 3 639.7250366 -0.428006076 -0.000273519 100.6858101SVDVLAGLLLR 6 156105693 1xTMT6plex [N-Term] 0.68 0.811 0.944 4.077027798 52.52 0 1384.872516 2 692.9391479 -1.081097028 -0.000748591 97.23253896DLGQVSVGSFEILPGR 2 156105693 1xTMT6plex [N-Term] 1.173 5.200368881 41.57 0 1903.048643 2 952.0266724 -1.35284689 -0.001287267 76.04126155TVEPQDIAVLTPYNAQASEISK 4 156105693 2xTMT6plex [N-Term; K22] 1.14 0.886 5.877458096 58.31 0 2832.53951 3 944.8493652 -2.106740914 -0.001989142 73.76288685DIDGLCQAFSLQHALAQSYQR 6 156105693 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.69 2.745 100 6.362205029 67.8 0 2650.3245 3 884.1141357 1.265541847 0.001118032 78.54344736SLLDFCEAQQTLVPAGQVR 10 156105693 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.938 0.921 1.315 6.293338299 55.78 0 2361.243396 2 1181.123291 -1.732451113 -0.002045369 77.87862125AQEGLCLIGDHLLLR 6 156105693 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.002 0.877 0.996 6.444007874 54.32 0 1937.083983 3 646.3649902 -1.840486477 -0.001188392 77.70268896SSSEVLVLAETLDGVR 8 156105693 1xTMT6plex [N-Term] 0.757 0.86 5.334324837 49.01 0 1904.053788 3 635.3565674 0.714984233 0.000453789 89.51824355TQDYEQMVDLVTTDDMHPFLAPAGR 4 156105693 1xTMT6plex [N-Term] 1.627 4.874185085 26.36 0 3079.470237 3 1027.159424 -2.116807478 -0.002172882 89.74779403HSVCPEGLSMEQVEQGVAQR 6 156105693 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.282 1.352 5.756102562 43.71 0 2470.201608 3 824.0715332 -0.632037733 -0.00052042 49.96826089ANLEEVAEVVR 2 156105693 1xTMT6plex [N-Term] 0.613 4.109469414 48.86 0 1457.816124 2 729.4099731 -2.369325515 -0.00172702 61.48813961VPEEVLRPGTLFTVELLPK 13 156105693 2xTMT6plex [N-Term; K19] 0.911 0.828 0.901 4.555064678 11.98 0 2595.552581 4 649.6428223 -1.202906665 -0.000780552 101.2381349QILVDEAGMATEPETLIPLVQFPQAEK 4 156105693 2xTMT6plex [N-Term; K27]; 1xOxidation [M9] 0.675 0.892 6.708815575 46.38 0 3441.85913 4 861.2203369 0.112783887 9.70E-05 98.98718419SLLVSTDEGNENSK 2 156105693 2xTMT6plex [N-Term; K14] 0.675 3.934731007 64.98 0 1951.038421 2 976.0218506 -1.023208002 -0.000998159 43.52908201FLGFVVDPNQVNVAVTR 2 156105693 1xTMT6plex [N-Term] 1.028 3.045958519 41.24 0 2104.17524 2 1052.588013 -3.084970896 -0.00324566 89.23669316MHEGICAFPSVAFYK 4 156105693 2xTMT6plex [N-Term; K15]; 1xOxidation [M1]; 1xCarbamidomethyl [C6] 0.532 0.812 3.729959726 24.61 0 2231.139338 3 744.3848267 0.263663707 0.00019609 65.7903504
YKGPALALEFNR 6 156105693 2xTMT6plex [N-Term; K2] 1.04 0.796 1.069 3.552839279 18.3 1 1837.073625 3 613.0292358 -0.25613588 -0.000156847 60.3217223EVLPEASTWEQGLR 2 156105693 1xTMT6plex [N-Term] 0.713 4.025945663 36.02 0 1843.975143 2 922.489502 -1.852564967 -0.001708042 62.77082467VVVTTTSQAR 6 156105693 1xTMT6plex [N-Term] 0.715 0.827 0.813 2.580631495 30.67 0 1290.757881 2 645.8826904 0.173231075 0.0001118 25.92906824LVAEFLVGSECTR 2 156105693 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.968 2.976491213 17.14 0 1709.909372 3 570.6415405 0.406999367 0.000231977 76.65375028

FELCPKPDLCEYGDACTK 5 156105693 3xTMT6plex [N-Term; K6; K18]; 3xCarbamidomethyl [C4; C10; C16] 1.032 1.575 1.362 3.736240149 10.28 0 2890.439234 3 964.1503906 -0.904891882 -0.000871845 72.62975759
AHSAQELQEWVR 2 156105693 1xTMT6plex [N-Term] 0.966 3.914552689 18.09 0 1682.881184 3 561.6312866 -1.115293663 -0.000625636 44.06074915VYSEQAEASEFPVPR 2 156105693 1xTMT6plex [N-Term] 1.534 3.272728443 11.98 0 1937.980623 3 646.6651611 0.158679831 0.000102506 53.65448122QAPNPYSSEIK 4 156105693 2xTMT6plex [N-Term; K11] 0.777 0.901 3.565262079 45.5 0 1691.936857 2 846.4707031 -1.611720904 -0.001363465 40.16530281ESCPVIFGHVQGHER 2 156105693 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.746 3.871605873 12.17 0 1980.991145 4 496.0031433 -0.202680266 -0.000100377 32.25628375ELLDESQK 4 156105693 2xTMT6plex [N-Term; K8] 0.681 0.874 3.745440483 51.27 0 1419.809531 2 710.4086914 0.405203999 0.000287656 37.32156201VTCNQPLMYQAQER 4 156105693 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.794 1.394 1.523 1.8689996 12.25 0 1966.967632 2 983.9881592 0.71659002 0.000704755 41.89914935QLLELVELQR 2 156105693 1xTMT6plex [N-Term] 0.793 3.498235226 16.58 0 1469.888895 2 735.4488525 1.043417724 0.000766854 80.44314085YLDVVLQR 2 156105693 1xTMT6plex [N-Term] 0.859 3.256017685 30.51 0 1234.735689 2 617.8713379 -0.234510715 -0.000144779 67.05050397TPQGQLQGAFR 4 156105693 1xTMT6plex [N-Term] 1.186 1.059 1.003 3.348817587 16.5 0 1431.790578 2 716.3986206 -0.428232363 -0.00030657 36.28004532YVLVSTVR 2 156105693 1xTMT6plex [N-Term] 0.648 2.952945948 17.97 0 1165.714225 2 583.3594971 -2.151049821 -0.001253755 47.11241371VVLLGDHK 4 156105693 2xTMT6plex [N-Term; K8] 0.739 0.775 3.052464485 22.61 0 1338.850942 3 446.9551697 0.010063259 4.49E-06 47.00746888IFVAELKDPSQVPIYSLR 2 156105693 2xTMT6plex [N-Term; K7] 1.131 1.054 3.487798691 1 2533.479416 3 845.1640015 -0.775749531 -0.000655115 88.37304526SDLDQRPTK 2 156105693 2xTMT6plex [N-Term; K9] 0.872 2.120274067 3.62 0 1517.868777 3 506.6280212 0.483184524 0.00024447 21.36339116RPVLLQK 6 156105693 2xTMT6plex [N-Term; K7] 0.886 1.055 0.869 2.872948408 20.12 0 1311.887662 3 437.9674377 0.074535667 3.26E-05 40.64607108AEPGDEALSPASR 2 156105693 1xTMT6plex [N-Term] 0.683 2.303985596 15.88 0 1528.780466 2 764.8911743 -3.528568886 -0.002697204 101.83897883641896 SIL1 nucleotide exchange factor SIL1 precursor 64374 NP_001032722.1 16.48590022 1 6 6 30 461 52.052 5.36 0.96 0.88 1.09 0.98 Significant 0.0039 MFAEEEAELTQEMSPEK 4 83641896 2xTMT6plex [N-Term; K17] 1.17 1.073 5.510620117 48.77 0 2457.192949 3 819.7357178 -0.141909771 -0.000116233 76.23274176VQVEAIEGGALQK 8 83641896 2xTMT6plex [N-Term; K13] 0.928 0.8 1.137 5.346972942 63.08 0 1800.06312 2 900.5339966 -1.335006485 -0.001201548 58.83197082LLVILATEQPLTAK 2 83641896 2xTMT6plex [N-Term; K14] 1.071 4.164754391 45.14 0 1968.25092 3 656.7555542 0.604083374 0.000396329 102.4383457EFALTNPEK 8 83641896 2xTMT6plex [N-Term; K9] 0.92 0.872 1.076 3.52206111 36.61 0 1506.856815 2 753.9309082 -1.510192426 -0.001137822 50.06316479LGGLQVLR 6 83641896 1xTMT6plex [N-Term] 1.099 0.908 0.915 2.417797804 31.13 0 1084.703995 2 542.8563843 1.3802795 0.000748597 56.00201737RLDINTNTYTSQDLK 2 83641896 2xTMT6plex [N-Term; K15] 1.106 3.369697809 3.51 1 2240.228681 3 747.4152222 1.085645375 0.000810698 47.7002308283641885 BTF3 transcription factor BTF3 isoform A 689 NP_001032726.1 74.75728155 1 2 13 83 206 22.154 9.38 1.18 1.21 1.14 1.18 Significant 0.000297 QLTEMLPSILNQLGADSLTSLR 2 83641885 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.928 5.43112421 42.94 0 2645.438133 3 882.4838257 -0.456967488 -0.00040296 106.3401478LGVNNISGIEEVNMFTNQGTVIHFNNPK 6 83641885 2xTMT6plex [N-Term; K28] 1.181 0.765 4.983120918 65.33 0 3544.862257 3 1182.292114 -0.132015443 -0.000155992 89.46756778APLATGEDDDDEVPDLVENFDEASK 22 83641885 2xTMT6plex [N-Term; K25] 0.989 0.922 0.852 7.180441856 90 0 3149.505034 3 1050.505493 -0.986798808 -0.001035976 79.51602813VQASLAANTFTITGHAETK 4 83641885 2xTMT6plex [N-Term; K19] 1.431 1.494 7.051914215 83.82 0 2418.339294 3 806.7850342 0.518996266 0.00041837 61.25461813GGCPGGEATLSQPPPR 6 83641885 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.888 0.935 5.499087811 60.06 0 1809.911498 2 905.4580688 -1.456714702 -0.001318262 26.53282573APLATGEDDDDEVPDLVENFDEASKNEAN 7 83641885 2xTMT6plex [N-Term; K25] 1.72 6.023078918 42.15 1 3577.670596 3 1193.228516 0.1112274 0.000132645 77.20581164TGAPAQADSR 2 83641885 1xTMT6plex [N-Term] 0.994 3.401846409 35.5 0 1202.63268 2 601.8200073 0.048118132 2.89E-05 15.23156455QLTEMLPSILNQLGADSLTSLRR 3 83641885 1xTMT6plex [N-Term] 0.976 0.981 5.119146347 9.52 1 2785.544329 3 929.1843262 -2.11928933 -0.001967791 112.2363504ETIMNQEK 10 83641885 2xTMT6plex [N-Term; K8] 1.036 1.162 1.03 3.94383955 44.85 0 1450.797586 2 725.9022217 -0.288993192 -0.000209635 30.47461661KLQFSLK 2 83641885 3xTMT6plex [N-Term; K1; K7] 1.526 3.113242626 17.99 1 1551.023711 3 517.678772 -1.255991135 -0.000649357 66.53127197LAEALPK 10 83641885 2xTMT6plex [N-Term; K7] 1.152 1.208 1.133 2.711096764 26.38 0 1199.77638 2 600.3910522 -1.294047656 -0.000776284 51.84916033TATADDK 4 83641885 2xTMT6plex [N-Term; K7] 1.146 1.107 2.519784689 24.28 0 1179.662138 2 590.3346558 -0.087801888 -5.18E-05 17.62440762TATADDKK 3 83641885 3xTMT6plex [N-Term; K7; K8] 1.687 1.597 1.556 2.297791004 1 1536.920033 3 512.9780884 -0.209219266 -0.000107184 19.61817876ETIMNQEK 2 83641885 2xTMT6plex [N-Term; K8]; 1xOxidation [M4] 0.959 1.638756037 3.33 0 1466.792501 2 725.9022217 -0.288993192 -0.000209635 30.47461661

84875539 PRPS2 ribose-phosphate pyrophosphokinase 2 isoform 1 5634 NP_001034180.1 40.80996885 1 5 10 64 321 35.032 6.46 1.31 1.32 0.93 1.19 Significant 0.0115 FSNQETSVEIGESVR 2 84875539 1xTMT6plex [N-Term] 1.194 4.951815128 64.38 0 1910.965701 2 955.9846802 -1.892796106 -0.001808534 45.24182551INNAAFEAVVVTNTIPQEDK 6 84875539 2xTMT6plex [N-Term; K20] 1.117 1.341 1.49 5.437429905 46.44 0 2631.439402 3 877.8171387 -0.964971632 -0.000846421 76.76300586VYAILTHGIFSGPAISR 6 84875539 1xTMT6plex [N-Term] 1.494 1.634 1.475 6.233315468 35.61 0 2031.158862 3 677.7240601 -0.607965355 -0.000411625 85.78302657LNVEFALIHK 6 84875539 2xTMT6plex [N-Term; K10] 1.637 1.403 1.195 4.140611649 49.53 0 1642.009234 3 548.0078735 -0.101329839 -5.55E-05 76.24368473VTAVIPCFPYAR 6 84875539 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.514 0.962 1.314 3.387133598 28.22 0 1622.8926 2 811.949585 -0.435609926 -0.000353474 76.11826193LLSAGATK 10 84875539 2xTMT6plex [N-Term; K8] 1.298 1.288 1.281 3.323527575 38.23 0 1218.782194 2 609.894043 -1.136177167 -0.000692376 43.67659116
NCIIVSPDAGGAK 2 84875539 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 0.356 2.458705664 14.02 0 1759.977676 2 880.4994507 7.925633023 0.006974469 47.19378693

MVLVGDVK 6 84875539 2xTMT6plex [N-Term; K8] 1.279 1.138 1.035 3.314551592 37.23 0 1318.816865 2 659.9124146 0.52127902 0.000343736 56.85647431MVLVGDVK 6 84875539 2xTMT6plex [N-Term; K8]; 1xOxidation [M1] 1.028 1.082 1.112 2.147643328 23.85 0 1334.81178 2 659.9124146 0.52127902 0.000343736 56.85647431LGLELGK 12 84875539 2xTMT6plex [N-Term; K7] 1.066 1.043 1.055 2.684702396 34.43 0 1187.77638 2 594.3918457 0.028916428 1.72E-05 57.11370145
VAILVDDMADTCGTICHAADK 2 84875539 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C12; C16] 0.982 1.376 1.61213088 0 2734.361428 3 912.1296997 4.797277696 0.004372497 102.654325

85362737 C20orf27 UPF0687 protein C20orf27 isoform 1 54976 NP_001034229.1 22.61306533 1 3 3 24 199 21.631 7.37 0.94 0.88 0.86 0.89 Significant 0.000723 LLSVVPVPEGYSVK 12 85362737 2xTMT6plex [N-Term; K14] 0.912 0.822 0.909 4.053230286 50.41 0 1945.177421 3 649.0651855 1.841631815 0.0011941 85.48965339
EGVLKEEILLACEGGTGTCVR 6 85362737 2xTMT6plex [N-Term; K5]; 2xCarbamidomethyl [C12; C19] 1.332 1.167 0.742 4.375509262 10.8 1 2749.462857 3 917.159668 0.579642764 0.000531235 71.5383919

EAPVPSLHLK 6 85362737 2xTMT6plex [N-Term; K10] 0.938 0.923 0.856 3.497101307 28.8 0 1548.951385 3 516.9885254 -0.233453502 -0.000120536 54.1307701388501738 TRIOBP TRIO and F-actin-binding protein isoform 6 11078 NP_001034230.1 6.046511628 1 12 12 51 2365 261.217 8.48 0.93 0.99 1 0.98 Significant 0.000504 YQDVYVELSHIK 6 88501738 2xTMT6plex [N-Term; K12] 0.924 1.05 0.99 4.606621742 45.29 0 1952.089334 3 651.3673706 -0.909688692 -0.000591931 68.20505518EWLLAEETAATASAIEAMK 8 88501738 2xTMT6plex [N-Term; K19] 0.77 0.946 0.869 5.95061636 37.24 0 2493.331097 3 831.781311 -0.688787195 -0.000572458 107.7827868SLAEMESSHQQVMEELQR 4 88501738 1xTMT6plex [N-Term]; 2xOxidation [M5; M13] 0.896 0.35 3.982927084 26.14 0 2393.12744 3 798.3813477 0.856460344 0.000683206 29.10264763DAVYTLSAMTSGIR 4 88501738 1xTMT6plex [N-Term] 1.214 1.089 4.146781921 37.08 0 1713.904287 2 857.4545898 -1.390755901 -0.001191811 69.50267457SSCELEVLLR 2 88501738 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.789 3.125669718 14.81 0 1434.782381 2 717.8936157 -1.691033232 -0.001213132 63.67565303LAMAALQEK 2 88501738 2xTMT6plex [N-Term; K9] 1.088 3.63465786 32.01 0 1432.859792 2 716.9337769 0.338275203 0.00024235 58.52438085GLGAPLTEDQQNR 4 88501738 1xTMT6plex [N-Term] 1.222 1.104 3.490419865 28.62 0 1627.860114 2 814.4329834 -0.87446895 -0.000711757 33.73754691HWFVLTDSSLK 2 88501738 2xTMT6plex [N-Term; K11] 1.072 3.413382292 38.34 0 1791.020527 3 597.6777954 -0.945633791 -0.00056455 69.70984375TVRPTSAPDVTK 4 88501738 2xTMT6plex [N-Term; K12] 0.954 0.8 4.136460781 18.27 0 1730.021255 3 577.3458862 1.069687093 0.00061686 32.07485754SLQQGPDGLR 6 88501738 1xTMT6plex [N-Term] 0.912 0.988 0.785 2.910073996 38.85 0 1299.721829 2 650.3639526 -0.92391813 -0.000600418 27.36059399AQLEAWR 6 88501738 1xTMT6plex [N-Term] 0.903 0.971 1.022 2.565282106 19.36 0 1102.620659 2 551.8147583 1.433803684 0.000790471 38.90868353WFEATDSR 3 88501738 1xTMT6plex [N-Term] 1.395 1.05 2.447758436 5.41 0 1240.615967 2 620.8119507 0.52977489 0.000328624 40.03753632254028234 MARK2 serine/threonine-protein kinase MARK2 isoform d 2011 NP_001034558.2 18.90862944 1 7 12 71 788 87.856 9.72 1.04 1.05 1.05 1.05 Significant 0.0000101
AENLLLDADMNIK 8 254028234 2xTMT6plex [N-Term; K13] 0.986 1.139 1.133 3.360162258 44.97 0 1918.07197 2 959.5392456 -0.393691725 -0.000377565 76.69310182

LDTFCGSPPYAAPELFQGK 3 254028234 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C5] 4.272151947 25.67 0 2556.320867 3 852.776062 -2.830030039 -0.002411488 82.44475728EEIQDSLVGQR 6 254028234 1xTMT6plex [N-Term] 1.342 1.127 1.347 4.268420696 53.96 0 1502.801202 2 751.9054565 1.620031934 0.001217293 49.62224993VPVASPSAHNISSSGGAPDR 12 254028234 1xTMT6plex [N-Term] 0.962 1.026 0.947 5.138744354 43.35 0 2135.10426 3 712.3727417 -0.275411536 -0.000196011 32.94242853NSATSADEQPHIGNYR 2 254028234 1xTMT6plex [N-Term] 1.408 4.398809433 35.46 0 1988.962347 3 663.6587524 -0.323116112 -0.000214222 25.2500137IPFYMSTDCENLLK 8 254028234 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.136 1.222 100 3.400611162 40.46 0 2189.138669 3 730.3852539 1.159884838 0.000846383 84.35976303
LFEVIETEK 12 254028234 2xTMT6plex [N-Term; K9] 1.135 1.349 1.205 4.051743507 49.72 0 1565.919081 2 783.4620361 -1.459624831 -0.001142827 75.87139494GTLEQIMK 4 254028234 2xTMT6plex [N-Term; K8] 0.411 1.265 3.718337059 33.88 0 1377.817593 2 689.4124756 0.059014978 4.07E-05 53.88510881FLILNPSK 6 254028234 2xTMT6plex [N-Term; K8] 1.069 1.08 1.003 3.419708729 33.92 0 1389.886993 2 695.4454956 -2.359090399 -0.001639435 74.47996623IIDKTQLNSSSLQK 2 254028234 3xTMT6plex [N-Term; K4; K14] 1.089 3.605536699 0.47 1 2262.363608 3 754.7909546 -2.341396604 -0.001765697 55.92041687NLNEPESK 6 254028234 2xTMT6plex [N-Term; K8] 1.063 1 0.824 2.877655268 21.67 0 1388.778565 2 694.8921509 -1.108882457 -0.000769996 24.8302275VLNHPNIVK 2 254028234 2xTMT6plex [N-Term; K9] 1.264 2.677382469 20.92 0 1491.941154 3 497.9848938 -0.687757364 -0.000342031 42.80798884

145309309 USP9X probable ubiquitin carboxyl-terminal hydrolase FAF-X isoform 3 8239 NP_001034679.2 15.40856031 1 35 35 169 2570 292.094 5.8 1.01 1.06 1.02 1.03 Significant 0.00022
DDVFGYPQQFEDKPALSK 6 145309309 3xTMT6plex [N-Term; K13; K18] 1.006 1.054 0.881 4.328550816 21.54 0 2771.485907 3 924.5003662 0.230202438 0.000212668 66.69776789LEGDNVNPESQLIQQSEQSESETAGSTK 6 145309309 2xTMT6plex [N-Term; K28] 0.97 0.01 1.076 4.536971569 44.47 0 3463.70765 3 1155.240723 -0.010171543 -1.17E-05 58.81381785

IIEDCSNSEETVK 2 145309309 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.116 3.701435089 51.06 0 1982.015243 2 991.512085 0.832683745 0.000825196 39.64507435
QVDDLEVWSHTNDTIGSVR 2 145309309 1xTMT6plex [N-Term] 1.205 4.377454758 35.98 0 2400.199282 3 800.7370605 -1.105716261 -0.000884646 57.80913124KLPPVLAIQLK 6 145309309 3xTMT6plex [N-Term; K1; K11] 1.051 1.201 1.054 6.66786623 67.14 1 1907.302452 3 636.4371338 -2.937920416 -0.001867834 85.10835292EYINECDSDYHEER 6 145309309 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.965 1.304 1.544 4.467103004 42.52 0 2087.881379 3 696.6315918 -0.55411164 -0.00038564 25.68454171ALTLQDLDNIWAAQAGK 12 145309309 2xTMT6plex [N-Term; K17] 0.886 0.929 0.854 5.871082306 52.4 0 2286.285802 3 762.7683716 2.081697787 0.001586452 96.80922456ELDMEPYTVAGVAK 8 145309309 2xTMT6plex [N-Term; K14] 0.989 1.223 1.126 4.1773839 48.45 0 1981.071635 2 991.0366211 -2.861977527 -0.002834891 64.17175873VVIQSNDDIASR 4 145309309 1xTMT6plex [N-Term] 0.892 1.087 4.57223177 49.41 0 1545.843401 2 773.4261475 1.046206798 0.000808636 49.12741802KIIEDCSNSEETVK 2 145309309 3xTMT6plex [N-Term; K1; K14]; 1xCarbamidomethyl [C6] 0.862 4.60521841 38.46 1 2339.273138 3 780.4285889 -0.822699328 -0.000641506 36.98140941LAQQISDEASR 6 145309309 1xTMT6plex [N-Term] 0.98 1.155 1.187 4.099319935 61.16 0 1446.774987 2 723.8909302 -0.278846705 -0.000201714 37.7099592ASYDTLCVLDGDKDSVNCAR 6 145309309 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C7; C18] 1.332 0.893 0.592 5.392566681 27.74 1 2717.327486 3 906.4452515 -2.312759688 -0.002094842 55.68078329LYSVVSQLIR 6 145309309 1xTMT6plex [N-Term] 1.113 1.472 1.055 3.812812805 50.43 0 1406.856866 2 703.9328613 1.12281234 0.000789818 91.62358797ELLAFQTSEK 4 145309309 2xTMT6plex [N-Term; K10] 1.161 1.271 4.306904316 45.75 0 1623.935794 2 812.4683228 -3.956481661 -0.003212536 59.72018906YISELAITTRPHQIIMPSAIER 4 145309309 1xTMT6plex [N-Term] 0.57 0.537 6.589803696 22.24 0 2768.533036 4 692.8853149 -4.914467048 -0.003401466 71.72090195YSHVQEVQER 6 145309309 1xTMT6plex [N-Term] 1.004 1.232 0.99 4.534353256 39.01 0 1503.775322 3 501.9297791 -0.357514709 -0.000179207 18.20059126FDDGDVTECK 6 145309309 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.19 1.066 0.907 3.986800909 52.44 0 1643.798708 2 822.4020386 -1.16065401 -0.000953941 37.7496268DHEDYDPQTVR 4 145309309 1xTMT6plex [N-Term] 1.052 0.716 4.264705181 26.91 0 1603.75498 3 535.2563477 -0.305664678 -0.000163404 25.71709567VPGQEETVK 6 145309309 2xTMT6plex [N-Term; K9] 1.019 1.273 1.14 3.426355839 37.78 0 1444.841165 2 722.9235229 -0.966259542 -0.000698046 30.2839362DSLHQPQYVEK 6 145309309 2xTMT6plex [N-Term; K11] 1.084 1.139 0.817 3.661421776 18.75 0 1801.984869 3 601.3323975 -1.237639242 -0.000743402 45.55610848HSGDYFTLLR 6 145309309 1xTMT6plex [N-Term] 1.177 1.226 0.955 4.442035675 44 0 1437.76878 3 479.9272766 -1.045429583 -0.000501029 51.57345871AICLDHAK 6 145309309 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.058 1.029 1.092 3.587563992 29.89 0 1385.797527 3 462.6039734 -0.115394913 -5.33E-05 34.08196911FNDYFEFPR 4 145309309 1xTMT6plex [N-Term] 0.886 0.951 3.337301493 24.22 0 1463.715681 2 732.3604126 -1.457191936 -0.001066457 77.6988149EIYTNLGPR 2 145309309 1xTMT6plex [N-Term] 1.053 3.319779158 31.16 0 1291.720767 2 646.3637085 -0.485025734 -0.000313259 39.51885357LWGEPVNLR 6 145309309 1xTMT6plex [N-Term] 0.992 0.976 1.154 3.068785191 25.97 0 1312.757487 2 656.8826904 0.470352964 0.00030873 60.50561029LVELCVAK 6 145309309 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.344 1.403 1.413 3.56150651 41.47 0 1389.853979 2 695.4299316 -1.001838158 -0.000696204 62.56140906

WVVPVLPK 8 145309309 2xTMT6plex [N-Term; K8] 1.007 0.965 100 3.055900574 25.16 0 1395.912814 2 698.460144 0.141230839 9.86E-05 82.82401091LIGQLNLK 4 145309309 2xTMT6plex [N-Term; K8] 1.002 0.874 2.979992628 21.99 0 1356.897892 2 678.9525146 -0.103038796 -6.99E-05 69.76617835LMPPDSTTIEK 2 145309309 2xTMT6plex [N-Term; K11] 0.841 2.930590868 26.83 0 1689.949729 2 845.4748535 -4.319080398 -0.003649514 55.18673383NVHDLLAK 6 145309309 2xTMT6plex [N-Term; K8] 0.904 0.921 0.89 3.401397943 26.1 0 1367.841106 3 456.6190491 1.087909108 0.000496029 42.26916726YQYAELGK 4 145309309 2xTMT6plex [N-Term; K8] 1.404 1.007 3.489875317 34.74 0 1429.809137 2 715.4085083 0.421707728 0.000301481 40.90153668GAYLNALK 2 145309309 2xTMT6plex [N-Term; K8] 1.318 2.900173187 26.05 0 1307.808743 2 654.40802 0.015490845 1.01E-05 45.61486258LPPVLAIQLK 2 145309309 2xTMT6plex [N-Term; K10] 0.995 2.633418083 8.52 0 1550.044557 2 775.5255737 -0.442451192 -0.00034291 94.97765067LQYYVPR 2 145309309 1xTMT6plex [N-Term] 1.385 1.98093462 16.67 0 1167.67236 2 584.3396606 -0.270264972 -0.00015779 47.7140286ILDYSCSQDRDTQK 1 145309309 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.824 1.665121555 1 2187.111603 3 729.7084351 -0.389058436 -0.000283638 36.96482336
88853865 IAH1 isoamyl acetate-hydrolyzing esterase 1 homolog isoform a precursor 285148 NP_001034702.1 49.59677419 1 9 9 50 248 27.581 5.3 1.11 1.11 0.89 1.04 Significant 0.00497

VILITPTPLCETAWEEQCIIQGCK 6 88853865 2xTMT6plex [N-Term; K24]; 3xCarbamidomethyl [C10; C18; C23] 1.231 1.39 1.211 4.546432495 41.5 0 3317.734798 3 1106.58374 0.563424517 0.000623098 101.3839305
GNEFLFSHLWPLIEK 12 88853865 2xTMT6plex [N-Term; K15] 1.02 1.121 0.928 4.8974576 35.81 0 2288.284346 3 763.4318237 -1.497951336 -0.00114258 105.8575686KVSSLPLLLPYWR 6 88853865 2xTMT6plex [N-Term; K1] 1.244 1.413 5.772529602 28.78 1 2030.256674 3 677.4237061 -0.053976395 -3.65E-05 94.40859066DVAEAKPELSLLGDGDH 6 88853865 2xTMT6plex [N-Term; K6] 1.147 0.866 1.205 4.491247177 23.05 0 2224.186148 3 742.0662842 -0.831023491 -0.000616117 60.63480384QHIPLEEYAANLK 4 88853865 2xTMT6plex [N-Term; K13] 0.822 0.815 3.241919994 11.84 0 1984.126782 3 662.0466919 -0.635063453 -0.000420015 60.22662924VSSLPLLLPYWR 10 88853865 1xTMT6plex [N-Term] 0.897 0.977 1.214 3.973720551 37.03 0 1672.99878 3 558.3375854 -0.344556344 -0.000192147 105.8347863GNSLDIPVAVTIFFGANDSALKDENPK 2 88853865 3xTMT6plex [N-Term; K22; K27] 0.923 4.706369877 1.68 1 3519.93021 4 880.7371826 -0.94012979 -0.000827298 110.5446157SMVQYLK 2 88853865 2xTMT6plex [N-Term; K7] 1.052 2.870190859 33.18 0 1326.785565 2 663.8966675 0.371914611 0.000246725 53.72899679

KCDVLNR 2 88853865 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 1.026 2.694446325 4.98 1 1362.792776 3 454.9354248 -0.773878433 -0.000351545 32.520699389191848 YIF1B protein YIF1B isoform 5 90522 NP_001034761.1 4.140127389 1 1 1 6 314 34.413 9.16 0.97 1.06 1.05 1.03 Significant 0.000769 ILADAAAEGVPVR 6 89191848 1xTMT6plex [N-Term] 0.969 1.062 1.051 3.934331417 43.8 0 1510.879058 2 755.9428101 -0.473117162 -0.000357411 58.31910952
90903240 GPX4 phospholipid hydroperoxide glutathione peroxidase, mitochondrial isoform C precursor 2879 NP_001034937.1 32.05128205 1 8 8 52 234 27.082 10.07 1.05 1.06 1.12 1.08 Significant 0.000412

TEVNYTQLVDLHAR 8 90903240 1xTMT6plex [N-Term] 0.995 1.014 1.193 5.11318779 60.63 0 1888.012591 3 630.0090332 -0.023903773 -1.50E-05 56.28468963YGPMEEPLVIEK 8 90903240 2xTMT6plex [N-Term; K12] 1.09 0.974 0.872 4.551925182 46.27 0 1863.033793 2 932.020752 0.232908416 0.000216958 69.12611347
ILAFPCNQFGK 12 90903240 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.062 1.186 1.288 3.893764734 38.79 0 1752.987118 2 876.9969482 -0.284380655 -0.000249258 74.92627068

QEPGSNEEIKEFAAGYNVK 2 90903240 3xTMT6plex [N-Term; K10; K19] 1.522 3.822782516 17.7 1 2797.497535 3 933.1705322 -0.175589185 -0.000163737 58.95440624QEPGSNEEIK 6 90903240 2xTMT6plex [N-Term; K10] 0.822 0.7 0.815 4.09848547 41.85 0 1588.858272 2 794.932312 -0.581855902 -0.000462243 33.33529268DIDGHMVNLDK 6 90903240 2xTMT6plex [N-Term; K11] 1.063 1.083 1.121 3.668301344 22.56 0 1714.919826 3 572.312439 1.712823239 0.000979118 45.86243161EFAAGYNVK 6 90903240 2xTMT6plex [N-Term; K9] 0.701 0.979 0.909 4.020040512 52.97 0 1456.820036 2 728.9146118 1.311735674 0.000955481 41.4641792GILGNAIK 4 90903240 2xTMT6plex [N-Term; K8] 1.025 1.14 3.58477354 38.95 0 1243.813829 2 622.4099121 -1.029865741 -0.000640481 52.4531593289886480 STRN4 striatin-4 isoform 2 29888 NP_001034966.1 4.473684211 1 3 4 20 760 81.215 5.4 1.12 0.99 1.06 1.06 Significant 0.00126 LASCSADGTVR 4 89886480 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.729 1.026 4.133131504 47.09 0 1365.69938 2 683.3533325 0.006340387 4.33E-06 22.53848433LQGILADLR 6 89886480 1xTMT6plex [N-Term] 1.409 0.952 1.059 2.896999359 56.77 0 1227.762238 2 614.3842163 -0.88112566 -0.000540906 77.84850248MLEYALK 8 89886480 2xTMT6plex [N-Term; K7] 1.03 0.966 1.212 3.067656994 33.09 0 1325.790316 2 663.3991089 0.471593004 0.000312617 62.96766237LWSLDNK 2 89886480 2xTMT6plex [N-Term; K7] 2.691485167 8.64 0 1333.788008 2 667.3967285 -1.369999385 -0.000913644 69.3028888115392150 FAM83G protein FAM83G 644815 NP_001035088.2 4.495747266 1 2 2 8 823 90.779 6.39 0.83 1 0.79 0.87 Significant 0.00539 GPALAEHPGELPELLPPIHPGLLHLER 4 115392150 1xTMT6plex [N-Term] 1.098 0.793 7.10801506 31.36 0 3131.756705 5 627.1563721 -1.261515121 -0.000790152 85.62614238TVPVADVLAR 4 115392150 1xTMT6plex [N-Term] 0.827 0.944 3.298635006 22.21 0 1269.772802 2 635.3900146 -0.0392142 -2.49E-05 55.5662833391807125 FAM3C protein FAM3C precursor 10447 NP_001035109.1 45.81497797 1 9 9 79 227 24.665 8.29 1.54 1.53 1.55 1.54 Significant 0.0000141
ICLEDNVLMSGVK 8 91807125 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.4 1.505 1.184 4.383985996 44.84 0 1936.064776 2 968.5327148 -3.420919889 -0.003311561 76.72767019MDASLGNLFAR 6 91807125 1xTMT6plex [N-Term] 1.482 0.737 0.836 3.646883011 64.84 0 1423.7565 2 712.3827515 1.212201445 0.00086294 68.87707817AIQDGTIVLMGTYDDGATK 12 91807125 2xTMT6plex [N-Term; K19] 1.553 1.47 1.676 6.217042446 70.97 0 2427.284147 2 1214.145264 -0.36927125 -0.000448163 72.56772757LIADLGSTSITNLGFR 21 91807125 1xTMT6plex [N-Term] 1.592 1.581 1.691 6.15640831 59.28 0 1907.079943 3 636.3651123 0.440938024 0.000280301 88.34553569MASGAANVVGPK 10 91807125 2xTMT6plex [N-Term; K12] 1.799 1.588 1.83 4.99904871 54.24 0 1559.897969 2 780.451355 -1.625362115 -0.0012677 51.95181799

DNWVFCGGK 6 91807125 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.843 1.905 1.763 4.431364536 33.71 0 1540.798255 2 770.9024658 -0.389434096 -0.00030002 56.97989667
TGEVLDTK 6 91807125 2xTMT6plex [N-Term; K8] 1.583 1.383 1.624 3.502649784 35.37 0 1320.777503 2 660.8920898 -0.45387092 -0.000299731 43.48127354SPFEQHIK 6 91807125 2xTMT6plex [N-Term; K8] 1.355 1.436 1.358 3.128030777 15.59 0 1443.83602 3 481.9501953 0.008454908 4.07E-06 45.79538617SALDTAAR 4 91807125 1xTMT6plex [N-Term] 1.96 1.778 2.652825117 35.51 0 1033.583939 2 517.2955322 -0.14640018 -7.57E-05 19.5215395391823262 ANXA8 annexin A8 isoform 2 653145 NP_001035173.1 59.32721713 1 1 17 340 327 36.858 5.78 0.77 0.79 0.77 0.78 Significant 0.0000737 SWIEQEGVTVK 26 91823262 2xTMT6plex [N-Term; K11] 0.78 0.776 0.769 4.968455791 61.11 0 1733.983807 2 867.4939575 -1.827191768 -0.00158416 55.8385154TLSSMIMEDTSGDYK 2 91823262 2xTMT6plex [N-Term; K15] 0.975 3.702795506 43.49 0 2136.060478 3 723.3533325 -2.243440287 -0.001621297 47.26340248TLSSMIMEDTSGDYK 16 91823262 2xTMT6plex [N-Term; K15]; 1xOxidation [M] 0.859 1.061 0.832 3.888446331 48.86 0 2152.055393 3 723.3533325 -2.243440287 -0.001621297 47.26340248

TLSSMIMEDTSGDYK 18 91823262 2xTMT6plex [N-Term; K15]; 2xOxidation [M5; M7] 0.745 0.744 0.719 4.260454655 50.37 0 2168.050308 3 723.3533325 -2.243440287 -0.001621297 47.26340248
SETHGSLEEAMLTVVK 38 91823262 2xTMT6plex [N-Term; K16] 0.761 0.799 0.754 6.984948635 86.62 0 2189.18879 2 1095.098389 0.324546587 0.000355247 68.72835168GIGTNEQAIIDVLTK 48 91823262 2xTMT6plex [N-Term; K15] 0.698 0.782 0.732 5.918659687 95.5 0 2030.189777 2 1015.595398 -3.082126427 -0.003128651 92.13733597SSSHFNPDPDAETLYK 22 91823262 2xTMT6plex [N-Term; K16] 0.765 0.746 0.699 5.935759544 45.8 0 2266.139197 3 756.0501709 -1.428868399 -0.001079338 45.87264467EGVIIEILASR 12 91823262 1xTMT6plex [N-Term] 0.621 0.732 0.709 4.388707638 54.48 0 1428.862346 2 714.9342651 -0.76424896 -0.000546003 92.63117511DDVSSFVDPGLALQDAQDLYAAGEK 43 91823262 2xTMT6plex [N-Term; K25] 0.763 0.821 0.786 6.010582447 76.8 0 3082.562096 3 1028.190796 -1.382361346 -0.001420405 91.58633153SETHGSLEEAMLTVVK 2 91823262 2xTMT6plex [N-Term; K16]; 1xOxidation [M11] 0.71 4.723626137 15.26 0 2205.183705 2 1095.098389 0.324546587 0.000355247 68.72835168NALLSLVGSDP 18 91823262 1xTMT6plex [N-Term] 0.668 0.71 4.036741257 76.06 0 1314.746647 2 657.8772583 0.450840901 0.000296371 81.80141371SEIDLNLIK 14 91823262 2xTMT6plex [N-Term; K9] 0.785 0.773 0.865 3.60765028 53.75 0 1502.919416 2 751.9639282 0.774595963 0.000582078 65.89169788CTQNLHSYFAER 2 91823262 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.773 3.492285013 12.18 0 1754.848169 3 585.6203003 -1.03798216 -0.000607167 36.68050386ILVCLLQGSR 11 91823262 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.848 0.944 1.426 3.071964025 36.59 0 1387.829272 2 694.4187622 0.703266664 0.000488007 119.5992779ELHDAMK 14 91823262 2xTMT6plex [N-Term; K7] 0.689 0.747 0.743 3.35117507 30.39 0 1301.728778 2 651.367981 -0.071432651 -4.65E-05 40.16891077FITILCTR 6 91823262 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.949 0.953 0.925 3.253175735 33.59 0 1252.728495 2 626.8674316 -0.725239949 -0.000454264 70.81452199VFEEYEK 12 91823262 2xTMT6plex [N-Term; K7] 0.772 0.822 0.838 3.401898861 34.55 0 1401.766603 2 701.3867798 -0.228675506 -0.000160275 46.70354681SATHLLR 6 91823262 1xTMT6plex [N-Term] 0.811 0.856 0.775 3.062159538 22.97 0 1026.625744 2 513.8162842 -0.440959744 -0.00022635 23.04333791SIEDSIK 10 91823262 2xTMT6plex [N-Term; K7] 0.782 0.787 0.71 3.137717485 32.23 0 1249.740389 2 625.3735962 -0.378492359 -0.000236509 38.65733721DLTETLK 14 91823262 2xTMT6plex [N-Term; K7] 0.746 0.789 0.776 3.084748983 36.15 0 1277.771689 2 639.3901978 1.11912623 0.000714994 43.43698054ELHDAMK 6 91823262 2xTMT6plex [N-Term; K7]; 1xOxidation [M6] 0.767 0.761 0.741 2.284030199 18.6 0 1317.723693 2 651.367981 -0.071432651 -4.65E-05 40.16891077

92091600 ARAP1 arf-GAP with Rho-GAP domain, ANK repeat and PH domain-containing protein 1 isoform c 116985 NP_001035207.1 4.75862069 1 5 5 28 1450 162.089 6.23 0.96 1.05 1.09 1.03 Significant 0.00138
VPASMTAEELTLEILDR 6 92091600 1xTMT6plex [N-Term] 0.938 0.961 0.85 6.270133495 47.19 0 2117.136137 3 706.3825073 -1.496435344 -0.001056052 102.5273908VLPILHGLGTDSHLVVK 6 92091600 2xTMT6plex [N-Term; K17] 1.086 1.063 1.122 6.646543503 42.25 0 2256.384394 4 564.8512573 -0.529441317 -0.000298656 78.9444868AFVPPLAEDLLAR 6 92091600 1xTMT6plex [N-Term] 0.919 1.164 1.066 3.770917177 41.56 0 1640.957309 2 820.9818726 -0.511971157 -0.000420061 95.64954465AVFPEGPCEEPLQLR 2 92091600 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.787 2.743498087 11.52 0 1971.020714 2 986.0087891 -5.282615717 -0.005206072 64.66847997ILAGLLR 8 92091600 1xTMT6plex [N-Term] 0.567 0.903 0.647 2.246792078 25.35 0 984.6767174 2 492.84198 -0.034609392 -1.70E-05 72.2233687193102391 C16orf13 UPF0585 protein C16orf13 isoform b 84326 NP_001035250.1 15.6097561 1 2 2 17 205 22.144 7.59 0.86 0.84 0.89 0.86 Significant 0.000283 VLEVASGSGQHAAHFAR 6 93102391 1xTMT6plex [N-Term] 0.728 0.818 0.889 4.383385181 38.76 0 1966.045623 4 492.2661743 -1.401577025 -0.000688891 34.64818881AFPLAEWQPSDVDQR 11 93102391 1xTMT6plex [N-Term] 0.989 0.917 0.907 3.221837997 21.63 0 1988.007506 2 994.5081787 0.792105598 0.000787356 70.262603894536771 COA3 cytochrome c oxidase assembly factor 3 homolog, mitochondrial 28958 NP_001035521.1 35.8490566 1 4 4 28 106 11.724 9.6 2.02 2.08 1.79 1.96 Significant 0.00202
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FLDELEDEAK 8 94536771 2xTMT6plex [N-Term; K10] 2.609 2.722 2.154 4.618604183 58.3 0 1666.893989 2 833.9503784 -0.305030833 -0.000254227 70.54734409RGEAPFAQR 6 94536771 1xTMT6plex [N-Term] 1.34 1.979 1.97 4.74418354 33.17 1 1260.701035 3 420.9049377 -0.614386406 -0.000258186 19.07365018LTPEQLHSMR 6 94536771 1xTMT6plex [N-Term] 1.678 1.724 1.208 4.634829998 30.06 0 1440.78305 3 480.9319458 -1.225283471 -0.000588456 36.04764486QAELAQWQK 8 94536771 2xTMT6plex [N-Term; K9] 2.414 2.447 2.223 3.846496344 37.58 0 1559.894598 2 780.4505615 -0.481758912 -0.000375747 44.1827630594681057 YARS2 tyrosine--tRNA ligase, mitochondrial precursor 51067 NP_001035526.1 40.46121593 1 13 13 111 477 53.166 8.98 1.04 1.12 1.04 1.07 Significant 0.000624 AGHNVIALVGGATAR 6 94681057 1xTMT6plex [N-Term] 0.852 1.051 0.864 4.451014519 54.95 0 1635.949204 3 545.9865112 -2.581430147 -0.001407696 48.79593836MITEGGVSINHQQVTNPESVLIVGQHILK 8 94681057 2xTMT6plex [N-Term; K29] 1.187 1.136 1.078 7.31158638 34.24 0 3599.998357 4 900.7536621 -1.53845973 -0.001384613 85.47370037VQLGGSDQLGNIMSGYEFINK 11 94681057 2xTMT6plex [N-Term; K21] 1.097 1.254 1.168 6.715386868 72.84 0 2728.438022 3 910.1491699 -1.856485042 -0.001688435 89.58563806EAPFSEFFLDPGTSVLDTCR 27 94681057 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.259 1.332 0.593 5.547783852 56.84 0 2517.216907 3 839.7418213 -2.381969069 -0.001998644 107.8209097SWGSFTVLDNSAWYQK 8 94681057 2xTMT6plex [N-Term; K16] 1.179 1.204 1.053 5.240074635 43.22 0 2347.212303 3 783.0739746 -2.10134033 -0.001644097 88.24735084AHSGAQGLLAAQK 5 94681057 2xTMT6plex [N-Term; K13] 0.963 1.043 5.358809471 35.93 0 1710.006274 3 570.6729736 -1.11455238 -0.000635297 33.98550447LTGEDVFGITVPLITSTTGAK 16 94681057 2xTMT6plex [N-Term; K21] 1.056 1.07 0.885 5.574781895 59.33 0 2578.474391 2 1289.740601 -0.180737931 -0.000233014 105.5755244DKTSPFELYQFFVR 10 94681057 2xTMT6plex [N-Term; K2] 0.823 1.358 1.06 4.976369381 16.37 1 2235.221411 3 745.7437744 -2.076339189 -0.001547026 95.23131388DFFPETGTK 6 94681057 2xTMT6plex [N-Term; K9] 1.132 1.106 1.124 3.31968832 31.53 0 1499.814616 2 750.4099121 -1.379291299 -0.001034341 51.16802118QHLVDFLAAVGGHFR 2 94681057 1xTMT6plex [N-Term] 0.884 3.399704456 9.95 0 1896.044166 3 632.6860962 -0.227402815 -0.000143722 81.38757657IELPELFDR 5 94681057 1xTMT6plex [N-Term] 1.15 1.171 3.037172318 20.43 0 1360.767383 2 680.8880615 1.075662816 0.000731863 80.61471847LAAEVTK 6 94681057 2xTMT6plex [N-Term; K7] 1.073 0.972 1.089 2.9316926 34.45 0 1189.755645 2 595.3811035 -0.600601269 -0.000357284 52.73928853GLFKDFFPETGTKIELPELFDR 1 94681057 3xTMT6plex [N-Term; K4; K13] 1.454 3.413476467 2 3286.833062 4 822.4639893 0.324026572 0.000266255 105.106088294721263 MTMR12 myotubularin-related protein 12 isoform 1 54545 NP_001035536.1 3.74832664 1 2 2 10 747 86.093 6.62 1.03 1 0.99 1.01 Significant 0.000143 YVQEDSCQHGVYGR 2 94721263 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.783 4.810360909 37.51 0 1926.896576 3 642.9701538 -0.346460846 -0.000222531 23.6623657LLEMMEEVQSLQEK 8 94721263 2xTMT6plex [N-Term; K14] 1.03 1 1.367 3.847077847 47.12 0 2165.159798 3 722.390686 -1.059263401 -0.000764492 107.311159199028871 PPAN-P2RY11 PPAN-P2RY11 protein isoform 1 692312 NP_001035754.1 11.96473552 1 7 7 32 794 87.862 9.51 1.39 1.55 1.44 1.46 Significant 0.00105
LQDISELLATGAGLSESEAEPDGDHNITELPQAVAGR 6 99028871 1xTMT6plex [N-Term] 1.736 1.588 9.100240707 56.65 0 4033.019927 4 1009.010864 0.421654562 0.000425135 98.49601865

TEEELQAILEAK 8 99028871 2xTMT6plex [N-Term; K12] 1.481 1.582 1.364 4.401639462 41.24 0 1832.041715 2 916.5241089 -0.42263588 -0.000387143 85.78021059VQEGVGEGK 6 99028871 2xTMT6plex [N-Term; K9] 1.981 1.864 1.929 3.492059946 26.71 0 1360.783651 2 680.8952637 -0.293805889 -0.000199903 25.82259767VMFHSFVSK 4 99028871 2xTMT6plex [N-Term; K9] 1.307 0.86 2.428081512 19.03 0 1539.875777 3 513.9630737 -0.720109122 -0.000369626 56.9688519VGGSDEEASGIPSR 2 99028871 1xTMT6plex [N-Term] 0.897 2.681994915 12.35 0 1589.796845 2 795.3973999 -5.863343699 -0.004660763 24.3634459MTLQLIK 4 99028871 2xTMT6plex [N-Term; K7] 1.066 1.31 2.202818155 14.76 0 1304.8376 2 652.9214478 -1.51864277 -0.000990791 70.67018157AQQSAVR 2 99028871 1xTMT6plex [N-Term] 0.904 2.161824465 20.47 0 988.5737089 2 494.7912292 1.490041745 0.000736508 14.75085361108773784 ABCE1 ATP-binding cassette sub-family E member 1 6059 NP_001035809.1 36.22704508 1 20 20 169 599 67.271 8.34 1.03 1.04 1.03 1.03 Significant 0.0000104
TQAIVCQQLDLTHLK 6 108773784 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.156 1.139 1.148 5.516461372 52.76 0 2226.268044 3 742.7612915 0.573745701 0.000425771 65.40628994

GSELQNYFTK 6 108773784 2xTMT6plex [N-Term; K10] 1.103 0.955 1.048 4.309945107 67.06 0 1644.899743 2 822.9533081 -0.245132911 -0.00020161 57.58324428LKPDEGGEVPVLNVSYKPQK 5 108773784 4xTMT6plex [N-Term; K2; K17; K20] 1.12 1.044 5.709661007 18.83 0 3113.838037 4 779.2133179 -2.118114541 -0.001648866 62.06102236
KCPFGALSIVNLPSNLEK 5 108773784 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C2] 1.562 1.069 0.967 5.376167297 30.38 1 2674.556905 3 892.1896973 -0.884674811 -0.000788704 88.67916481

VAETANEEEVK 12 108773784 2xTMT6plex [N-Term; K11] 1.024 1.112 0.937 4.576920986 56.03 0 1676.910701 2 838.9590454 0.067308481 5.64E-05 29.97136169
CPFGALSIVNLPSNLEK 11 108773784 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C1] 0.987 0.882 0.525 5.748512268 52.96 0 2317.29901 3 773.1021729 -3.039916421 -0.002348132 96.54115319NVEDLSGGELQR 12 108773784 1xTMT6plex [N-Term] 0.982 1.217 1.173 5.181810379 64.81 0 1545.807016 2 773.4064331 -0.92244313 -0.00071296 37.40144455VAETANEEEVKK 6 108773784 3xTMT6plex [N-Term; K11; K12] 0.927 1.038 1.176 4.119095802 23.77 1 2034.168596 3 678.727356 -0.53174988 -0.000360556 35.24286318ADIFMFDEPSSYLDVK 10 108773784 2xTMT6plex [N-Term; K16] 1.129 1.237 1.239 3.810866117 60.35 0 2335.193207 2 1168.098999 -1.064350101 -0.001242732 94.37028341ADIFMFDEPSSYLDVK 10 108773784 2xTMT6plex [N-Term; K16]; 1xOxidation [M5] 1.166 1.075 1.15 4.326129913 48.59 0 2351.188122 2 1168.098999 -1.064350101 -0.001242732 94.37028341YDDPPDWQEILTYFR 21 108773784 1xTMT6plex [N-Term] 0.987 1.109 1.005 4.509420872 38.13 0 2187.059601 3 729.6908569 -0.724081419 -0.00052787 107.3224587FACAVVCIQK 4 108773784 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C3; C7] 1.228 2.169 4.501286983 51.35 0 1653.922076 2 827.4631348 -1.863889959 -0.001541364 61.9274089

VIVFDGVPSK 12 108773784 2xTMT6plex [N-Term; K10] 1.018 1.051 1.03 3.506953955 42.11 0 1518.929586 2 759.9664917 -2.554227396 -0.001939846 66.82867634AIIKPQYVDQIPK 12 108773784 3xTMT6plex [N-Term; K4; K13] 1.081 1.119 1.085 3.691570282 12.95 0 2200.367237 3 734.1271362 -0.173202267 -0.000127036 64.32426889EGINIFLDGYVPTENLR 3 108773784 1xTMT6plex [N-Term] 1.53 4.489677429 19.31 0 2179.15965 2 1090.081909 -1.426137193 -0.00155389 88.20556807GTVGSILDR 6 108773784 1xTMT6plex [N-Term] 1.189 0.912 3.250115156 38.6 0 1146.668003 2 573.8379517 0.54385429 0.00031181 42.08201465DASLVFK 10 108773784 2xTMT6plex [N-Term; K7] 1.163 1.127 1.16 3.049530983 28.71 0 1237.755645 2 619.3815308 0.113046091 7.00E-05 54.12221279SGNYFFLDD 6 108773784 1xTMT6plex [N-Term] 0.841 0.901 0.951 2.290485859 16.26 0 1306.615299 2 653.8097534 -2.348467881 -0.001534272 70.20430059ILEDDLK 6 108773784 2xTMT6plex [N-Term; K7] 0.36 0.366 0.01 2.982682228 21.44 0 1303.787339 2 652.3978271 0.796691948 0.000519358 61.21628769SLINPDR 4 108773784 1xTMT6plex [N-Term] 0.962 1.153 2.556774855 12.11 0 1043.604675 2 522.3059692 -0.012220564 -6.38E-06 28.44335797LNSIKDVEQK 2 108773784 3xTMT6plex [N-Term; K5; K10] 1.443 1.48 2.030402184 1 1861.136174 3 621.050354 0.179826562 0.000111561 47.510916108796653 PGP phosphoglycolate phosphatase 283871 NP_001035830.1 27.10280374 1 7 7 51 321 33.985 6.14 0.98 0.85 0.93 0.92 Significant 0.00169
LDTDILLGATCGLK 12 108796653 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 0.897 0.809 0.866 4.892545223 44.27 0 1948.11892 2 974.5639648 0.889502937 0.000866429 87.51930796
AVVVGFDPHFSYMK 2 108796653 2xTMT6plex [N-Term; K14] 1.024 3.872434616 31.24 0 2055.113775 3 685.7090454 -0.580030919 -0.000397343 75.49660986GETAVPGAPEALR 6 108796653 1xTMT6plex [N-Term] 0.894 0.887 1.072 5.197865486 45.67 0 1496.827023 2 748.9168091 -0.455093292 -0.000340598 40.58750033FIFDCVSQEYGINPER 14 108796653 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.254 1.357 0.999 4.111491203 31.39 0 2203.06912 2 1102.033447 -4.313245854 -0.004751189 78.92180072

NNQESDCVSK 4 108796653 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.844 0.414 3.147656679 36.93 0 1638.815755 2 819.9118652 0.426166729 0.000349204 19.1033689
QADIIGKPSR 8 108796653 2xTMT6plex [N-Term; K7] 1.129 1.35 1.071 4.108466148 15.01 0 1542.936797 3 514.9827271 -2.053984105 -0.001056389 34.59473253FIAGTGCLVR 5 108796653 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.8 0.738 0.934 3.019946098 26.47 0 1322.745208 2 661.8758545 -0.586269843 -0.000387743 53.60397603

108936953 PPP4R1 serine/threonine-protein phosphatase 4 regulatory subunit 1 isoform a 9989 NP_001035847.1 24.84210526 1 19 19 108 950 106.936 4.77 1.14 1.18 1.15 1.16 Significant 0.000108
VCAANFGDICSVVGQQATEEMLLPR 2 108936953 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C10] 2.018 6.261235237 86.46 0 2994.468463 3 998.8292847 1.615419887 0.001612441 91.14816876

FFQLCSDNVWGVR 6 108936953 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.748 1.023 1.017 4.633522034 35.64 0 1856.931505 2 928.9688721 -0.558614775 -0.000518655 83.94795052ELEEMIENLEPHIDDPDVK 8 108936953 2xTMT6plex [N-Term; K19] 1.476 1.424 1.023 4.557713985 55.24 0 2723.384983 3 908.4622192 -4.728918326 -0.004292888 95.70894424VQDVVPQALLDQYLSMTDPSR 14 108936953 1xTMT6plex [N-Term] 1.187 1.138 1.262 5.133451939 53.91 0 2604.354068 3 868.7887573 -0.902191976 -0.000783209 106.4421281LSALFINLISDPSR 10 108936953 1xTMT6plex [N-Term] 1.096 1.115 1.265 3.723571062 59.67 0 1775.026451 2 888.0166626 -0.226557011 -0.000201072 109.4866036ASSLDAHEETISIEK 6 108936953 2xTMT6plex [N-Term; K15] 1.164 1.127 1.108 4.77982378 22.98 0 2088.122485 3 696.7124023 0.08092497 5.63E-05 44.24970621KELEEMIENLEPHIDDPDVK 2 108936953 3xTMT6plex [N-Term; K1; K20] 0.958 5.281360626 29.39 1 3080.642878 4 770.9177246 2.009472615 0.001547617 91.00840466
VCPVLIELTAPDSNDDVK 2 108936953 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C2] 0.787 4.839870453 29.73 0 2443.315447 3 815.109436 -0.692757267 -0.000564208 83.84773373

KVCAANFGDICSVVGQQATEEMLLPR 4 108936953 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C3; C11] 2.909 2.082 6.147835732 53.62 1 3351.726358 3 1117.909668 -3.552716564 -0.003969245 84.06091752AQVEVLSAALR 4 108936953 1xTMT6plex [N-Term] 1.074 1.187 4.391442776 53.68 0 1385.83138 2 693.4187012 -0.905006387 -0.000627093 60.66060138AQTVDTEIAK 6 108936953 2xTMT6plex [N-Term; K10] 0.931 1.473 1.199 4.198539257 64.9 0 1533.888844 2 767.4478149 -0.319786658 -0.000245259 38.02550464
DVYDYLRPIALNLCADK 6 108936953 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C14] 1.277 1.318 1.445 3.670967102 26.87 0 2497.352502 3 833.1229858 0.761818578 0.000634177 89.09341854

ETYETLASDMQWK 8 108936953 2xTMT6plex [N-Term; K13] 1.15 1.263 1.119 4.378054619 49.16 0 2060.041063 3 687.350708 -1.695445117 -0.001164229 68.62758211YLADQNNQVR 2 108936953 1xTMT6plex [N-Term] 0.813 3.751547813 37.05 0 1449.764757 2 725.3859253 -0.126161201 -9.15E-05 24.14395815SSEEMSVENK 6 108936953 2xTMT6plex [N-Term; K10] 1.091 1.233 1.331 4.506056309 58.04 0 1597.814358 2 799.4105225 -0.369165618 -0.000294929 28.79585668LADDSEPTVR 6 108936953 1xTMT6plex [N-Term] 1.161 1.449 1.398 3.990586758 38.98 0 1331.700425 2 666.3494263 -6.645166412 -0.004424685 25.79222894TEAVAIMCK 6 108936953 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.038 1.28 1.324 4.010306358 43.34 0 1480.826778 2 740.9165039 -0.706907462 -0.000523404 60.14167959
YFASIHPASTK 4 108936953 2xTMT6plex [N-Term; K11] 1.023 1.105 3.695235968 22.17 0 1679.952113 3 560.6553955 -0.285416804 -0.000159829 45.65709854FLLPIVVR 6 108936953 1xTMT6plex [N-Term] 1.25 1.323 0.968 3.04906559 36.65 0 1185.792081 2 593.3995361 -0.241040887 -0.000142912 92.13254331109240550 PSPC1 paraspeckle component 1 55269 NP_001035879.1 27.91586998 1 10 11 69 523 58.706 6.67 1.34 1.44 1.27 1.35 Significant 0.00133 YGEPSEVFINR 6 109240550 1xTMT6plex [N-Term] 0.909 1.304 4.116107464 40.62 0 1539.800474 2 770.4031372 -0.958472193 -0.000737928 47.93849875NLSPVVSNELLEQAFSQFGPVEK 12 109240550 2xTMT6plex [N-Term; K23] 1.21 1.423 1.228 6.951543331 58.47 0 2990.623908 3 997.5459595 -0.194946623 -0.000194337 112.2395745GFVEFAAKPPAR 6 109240550 2xTMT6plex [N-Term; K8] 1.028 1.783 1.191 4.635895252 23.34 0 1748.025946 3 583.3466797 -0.263490082 -0.000153529 54.19661677LFVGNLPTDITEEDFK 8 109240550 2xTMT6plex [N-Term; K16] 1.971 1.805 1.072 3.574107409 36.01 0 2296.247685 2 1148.624756 -2.373516274 -0.002725091 90.95533299AVVVVDDR 6 109240550 1xTMT6plex [N-Term] 1.61 1.472 1.257 2.786248922 40.32 0 1101.646539 2 551.3264771 -0.782382013 -0.000430954 29.00400554GSQGGNFEGPNKR 2 109240550 2xTMT6plex [N-Term; K12] 1.112 3.027263641 7.4 1 1805.965865 3 602.6601563 0.027841058 1.68E-05 35.6546995TLAEIAK 12 109240550 2xTMT6plex [N-Term; K7] 1.553 1.606 1.446 3.524232149 43.45 0 1203.771295 2 602.3887939 -0.817239437 -0.000491885 57.70687239SFLKPGEK 4 109240550 3xTMT6plex [N-Term; K4; K8] 1.346 1.521 2.489170551 3.8 0 1592.99789 3 531.6710205 0.388194762 0.000206131 44.32196466ALDEMEK 8 109240550 2xTMT6plex [N-Term; K7] 1.513 1.429 1.634 2.708260775 33.46 0 1293.712459 2 647.3592529 -0.950938221 -0.00061512 38.76346723EKLEAEMEAAR 4 109240550 2xTMT6plex [N-Term; K2]; 1xOxidation [M7] 1.556 1.409 2.367150068 10.9 1 1750.940956 3 584.3181152 -0.664532331 -0.000387852 24.23699478GAINMGDAFSPAPAGNQGPPPMMGMNMNNR 1 109240550 1xTMT6plex [N-Term] 0.952 2.206817627 0 3274.488563 3 1092.166626 -0.988969804 -0.001079457 73.60728489109288012 SLC16A3 monocarboxylate transporter 4 9123 NP_001035887.1 14.83870968 1 7 7 80 465 49.437 7.96 0.89 0.86 0.81 0.85 Significant 0.000747 EPQPEVAAAEEEK 12 109288012 2xTMT6plex [N-Term; K13] 0.998 1.036 1.045 4.623109818 64.62 0 1884.995493 2 943.00177 0.408451408 0.000384965 37.16891878GGAVVDEGPTGVK 11 109288012 2xTMT6plex [N-Term; K13] 0.823 0.816 0.832 77.66 0 1643.936857 2 822.4718628 -0.247937785 -0.000203797 37.02966952LHKPPADSGVDLR 21 109288012 2xTMT6plex [N-Term; K3] 0.825 0.816 0.837 4.763725758 41.01 0 1863.085252 4 466.5264587 -0.669314011 -0.000311747 35.20479686LLDLSVFR 6 109288012 1xTMT6plex [N-Term] 0.592 0.545 0.533 3.532351017 37.31 0 1191.729875 2 596.3674927 -1.817826743 -0.001083179 83.48313752DLGVPDTK 4 109288012 2xTMT6plex [N-Term; K8] 1.152 1.09 2.80714345 35.59 0 1302.766938 2 651.8870239 -0.127911166 -8.33E-05 41.8802469EVEHFLK 20 109288012 2xTMT6plex [N-Term; K7] 0.929 0.839 0.858 2.88450551 20.88 0 1359.803658 3 453.9394531 0.109107664 4.95E-05 41.98951608AVSVFFK 6 109288012 2xTMT6plex [N-Term; K7] 0.533 0.551 0.501 2.730486155 32.85 0 1255.781466 2 628.394165 -0.328386655 -0.000206191 67.2315162109698601 CLN3 battenin isoform a 1201 NP_001035897.1 3.424657534 1 1 1 6 438 47.592 6.38 1.74 1.46 1.55 1.58 Significant 0.00271 LLAPLGLHLLPYSPR 6 109698601 1xTMT6plex [N-Term] 1.737 1.46 1.551 5.012310028 53.18 0 1889.157405 3 630.3899536 -1.11041576 -0.00069925 95.42415442109637759 CAST calpastatin isoform f 831 NP_001035905.1 48 1 6 33 292 750 80.216 5.15 0.78 0.82 0.77 0.79 Significant 0.000374 TYAGGTASATK 12 109637759 2xTMT6plex [N-Term; K11] 0.793 0.992 0.771 4.74870348 60.15 0 1485.831329 2 743.4182739 -1.384886964 -0.001028854 22.73839212LAAAISEVVSQTPASTTQAGAPPR 30 109637759 1xTMT6plex [N-Term] 0.599 0.788 0.696 7.194082737 77.93 0 2552.388146 3 851.4677734 0.243463166 0.000207137 79.46238343

TSMCSIQSAPPEPATLK 6 109637759 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C4] 0.743 0.67 0.618 4.552639484 54.83 0 2276.20306 3 759.4050293 -1.109632712 -0.000841916 53.33732391
GTVPDDAVEALADSLGK 26 109637759 2xTMT6plex [N-Term; K17] 0.734 0.751 0.776 5.544195652 88.32 0 2116.153785 2 1058.580444 -0.081689774 -8.64E-05 89.08957752AASLGSSQSSR 10 109637759 1xTMT6plex [N-Term] 0.685 0.813 0.701 4.690939903 67.37 0 1279.680359 2 640.343689 -0.201034822 -0.00012863 16.87156002SESELIDELSEDFDR 24 109637759 1xTMT6plex [N-Term] 0.637 0.666 0.642 5.032967567 47.25 0 2012.949776 3 671.6543579 -0.623651691 -0.00041846 83.45650368KPADDQDPIDALSGDLDSCPSTTETSQNTAK 6 109637759 3xTMT6plex [N-Term; K1; K31]; 1xCarbamidomethyl [C19] 0.733 0.589 7.356366158 61.24 0 3964.95366 4 991.9960938 2.240954312 0.00222132 60.61273799

DTMSDQALEALSASLGTR 10 109637759 1xTMT6plex [N-Term] 0.872 0.775 0.917 6.220224857 86.98 0 2095.053864 2 1048.030151 -0.399830114 -0.000418833 79.27957277QASDTGSNDAHNKK 4 109637759 3xTMT6plex [N-Term; K13; K14] 0.765 0.683 4.108710766 26.41 1 2160.161219 4 540.7956543 -0.200041782 -0.000108031 16.5148566EQLPPMSEDFLLDALSEDFSGPQNASSLK 6 109637759 2xTMT6plex [N-Term; K29] 0.705 0.569 5.923638821 49.9 0 3623.819115 3 1208.608521 -2.236992605 -0.002702152 112.3882318GTVPDDAVEALADSLGKK 5 109637759 3xTMT6plex [N-Term; K17; K18] 1.68 2.606 5.681918144 32.14 1 2473.41168 4 619.1079712 -0.656985001 -0.000406249 82.55179715EQLPPMSEDFLLDALSEDFSGPQNASSLK 8 109637759 2xTMT6plex [N-Term; K29]; 1xOxidation [M6] 0.89 0.357 0.428 2.778222561 25.8 0 3639.81403 3 1208.608521 -2.236992605 -0.002702152 112.3882318KAASLGSSQSSR 6 109637759 2xTMT6plex [N-Term; K1] 1.097 0.976 1.074 3.612956762 28.48 1 1636.938254 3 546.3167725 -1.520764257 -0.000829799 19.03147209VSASSGATSK 8 109637759 2xTMT6plex [N-Term; K10] 0.749 0.772 0.733 4.041851044 59.18 0 1352.778565 2 676.8919678 -1.409102106 -0.000953102 20.74097635DTSQSDKDLDDALDK 6 109637759 3xTMT6plex [N-Term; K7; K15] 0.641 0.665 0.591 3.905636311 13.3 1 2353.233775 3 785.0829468 0.217573807 0.000170667 44.48500297SSSMNPTETK 10 109637759 2xTMT6plex [N-Term; K10] 0.773 0.775 0.896 4.724839687 57.6 0 1539.808879 2 770.4069214 -1.501969884 -0.001156373 23.61952368KTEKEESTEVLK 2 109637759 4xTMT6plex [N-Term; K1; K4; K12] 0.895 4.444869518 7.11 2 2337.404693 4 585.1064453 -0.31736909 -0.000185455 37.21184586SAEQQPSEK 18 109637759 2xTMT6plex [N-Term; K9] 0.759 0.777 0.778 3.860656023 55.64 0 1461.794943 2 731.4009399 -0.232698293 -0.000170079 17.60135785CGEDDETIPSEYR 3 109637759 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.53 0.743 3.796276093 26.03 0 1799.795524 2 900.4011841 -0.240447279 -0.000216378 29.36734807DTSQSDKDLDDALDKLSDSLGQR 6 109637759 3xTMT6plex [N-Term; K7; K15] 0.765 1.183 0.575 3.949550867 10.1 2 3209.674055 4 803.1730347 -1.167061845 -0.000936472 74.60190898QASDTGSNDAHNK 2 109637759 2xTMT6plex [N-Term; K13] 1.209 2.119036436 16 0 1802.903324 3 601.638855 -0.728146971 -0.000437593 15.54816318
SESELIDELSEDFDRSECK 4 109637759 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C18] 0.919 1.16 0.847 3.393858433 3.18 1 2746.312941 3 916.1072998 -2.037082466 -0.001864822 80.54940796AQSAGTVR 10 109637759 1xTMT6plex [N-Term] 0.853 0.836 0.869 3.419638157 40.66 0 1018.584274 2 509.7957153 -0.117296075 -5.97E-05 15.66970627EESTEVLK 4 109637759 2xTMT6plex [N-Term; K8] 0.595 0.649 3.427442551 30.12 0 1392.798632 2 696.9033813 0.613315732 0.000427113 34.18112159TSESPSKPGEK 6 109637759 3xTMT6plex [N-Term; K7; K11] 0.842 0.894 0.823 3.21371007 10.23 0 1834.052504 3 612.0221558 -0.321678274 -0.000196658 24.31152008SAAPPQEK 12 109637759 2xTMT6plex [N-Term; K8] 0.845 0.763 0.756 2.985305071 38.07 0 1285.751622 2 643.3793945 -0.08534891 -5.49E-05 19.82729924LGEKEETIPPDYR 4 109637759 2xTMT6plex [N-Term; K4] 0.897 0.805 0.803 4.153399467 1.28 1 2005.100627 3 669.0377808 -0.916769372 -0.000612738 43.65693951EADPEDGKPVMDK 10 109637759 3xTMT6plex [N-Term; K8; K13] 0.838 0.961 1.162 3.134614944 8.13 0 2118.135582 3 706.7163086 -0.570812728 -0.00040302 34.59945138LSDSLGQR 2 109637759 1xTMT6plex [N-Term] 0.887 2.871424675 23.96 0 1104.621053 2 552.8139648 -0.361963498 -0.000199916 28.68003016EVTIPPK 20 109637759 2xTMT6plex [N-Term; K7] 0.792 0.745 0.798 2.857825994 28.1 0 1241.786945 2 621.3969727 -0.222588505 -0.000138204 44.8239076DGKPLLPK 4 109637759 3xTMT6plex [N-Term; K3; K8] 0.671 0.589 2.317707062 4.1 0 1555.018625 3 519.0102539 -1.554239422 -0.000805624 44.79302026TEKEESTEVLK 2 109637759 3xTMT6plex [N-Term; K3; K11] 100 1.919418097 1.38 1 1980.146798 3 660.7192993 -1.744078158 -0.001151177 49.10606442DTMSDQALEALSASLGTR 1 109637759 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.42 2.998510838 0 2111.048779 2 1048.030151 -0.399830114 -0.000418833 79.27957277DDTIPPEYR 2 109637759 1xTMT6plex [N-Term] 0.597 3.167016983 13.26 0 1334.678962 2 667.8428345 -0.426525557 -0.000284637 30.46076079QPDPDENKPMEDK 3 109637759 3xTMT6plex [N-Term; K8; K13] 0.815 0.547 0.711 2.238249063 0 2230.162859 3 744.0570068 -2.866002437 -0.002130551 32.20172313109698599 TRAPPC5 trafficking protein particle complex subunit 5 126003 NP_001035927.1 11.17021277 1 2 2 10 188 20.77 9.66 1.54 1.22 0.9 1.22 Significant 0.0222 EADKLEQANDDAR 8 109698599 2xTMT6plex [N-Term; K4] 1.539 1.363 0.897 2.981369019 8.23 1 1933.002704 3 645.0053101 -0.686581667 -0.000442388 24.95116214FEEAVIAR 2 109698599 1xTMT6plex [N-Term] 1.024 2.260019302 12.95 0 1163.662189 2 582.3342285 -0.867123431 -0.000504519 43.69268264205277394 COASY bifunctional coenzyme A synthase isoform c 80347 NP_001035997.2 15.85160202 1 7 7 65 593 65.299 7.64 0.84 0.79 0.79 0.81 Significant 0.000427 SGLLVLTTPLASLAPR 8 205277394 1xTMT6plex [N-Term] 0.887 0.796 0.766 4.497515202 41.83 0 1838.13125 2 919.5690308 -0.253086695 -0.000232603 101.4800169GLGAFVIDSDHLGHR 8 205277394 1xTMT6plex [N-Term] 0.918 0.701 0.624 4.333442211 52.13 0 1822.976146 4 456.4996643 0.373491756 0.000170217 62.68338022AYAPGGPAYQPVVEAFGTDILHK 14 205277394 2xTMT6plex [N-Term; K23] 0.815 0.805 0.735 6.837399006 76.39 0 2859.544536 3 953.8518677 -1.219079687 -0.001162004 94.21550291LLPELLQPYTER 20 205277394 1xTMT6plex [N-Term] 0.852 0.818 0.769 3.70787859 35.16 0 1700.978438 2 850.9922485 -0.715758448 -0.000608745 86.35074419ILTDIMWPIIAK 9 205277394 2xTMT6plex [N-Term; K12] 0.73 1.074 1.15 3.317698717 26.86 0 1872.143284 2 936.5750122 -0.286573118 -0.000268253 112.7197754AWALLQK 2 205277394 2xTMT6plex [N-Term; K7] 0.98 3.102692604 26.16 0 1287.818914 2 644.4133301 0.364629099 0.000234788 68.51949982GAVGGTFDR 4 205277394 1xTMT6plex [N-Term] 0.783 0.736 1.813861489 20.42 0 1108.594838 2 554.7998657 -2.149887953 -0.001191677 24.53673688110611149 SNUPN snurportin-1 10073 NP_001036046.1 5.277777778 1 2 2 6 360 41.116 6.64 1.33 1.36 1.05 1.25 Significant 0.00621 LPEEEGLGEK 2 110611149 2xTMT6plex [N-Term; K10] 1.361 3.431952715 31.38 0 1558.872859 2 779.9396973 -0.475624901 -0.000370719 45.24091047YSSLEQSER 4 110611149 1xTMT6plex [N-Term] 1.329 1.047 2.83379221 13.5 0 1327.669125 2 664.3375244 -1.019050492 -0.000676481 25.24806944111038128 NGDN neuroguidin isoform 1 25983 NP_001036100.1 16.19047619 1 5 5 32 315 35.872 9.57 1.06 1.11 1.02 1.06 Significant 0.000599 ASGGSLQGHDAVLR 6 111038128 1xTMT6plex [N-Term] 1.002 1.305 1.104 5.22871685 49.67 0 1596.865533 3 532.9602661 0.445641683 0.00023721 24.49330011ELKEQYSDAPEEIR 4 111038128 2xTMT6plex [N-Term; K3] 1.399 1.435 4.547835827 15.28 1 2165.149034 3 722.3873291 -0.73890309 -0.000533278 39.38258515LVPVHYDETEAER 10 111038128 1xTMT6plex [N-Term] 0.951 0.998 0.832 3.835511446 38.71 0 1786.917294 3 596.3105469 -0.11572164 -6.89E-05 40.40558053VQAGAYPTEK 6 111038128 2xTMT6plex [N-Term; K10] 1.426 1.177 1.203 3.879986525 53.23 0 1521.867714 2 761.4359741 -1.999410188 -0.001521419 34.10931316EQYSDAPEEIR 6 111038128 1xTMT6plex [N-Term] 1.274 1.316 1.62 3.932184935 49.85 0 1565.764482 2 783.3851318 -0.954765638 -0.000747469 28.09235056112789532 NECTIN2 nectin-2 isoform delta precursor 5819 NP_001036189.1 9.107806691 1 4 4 24 538 57.706 4.82 1.14 1.19 1.07 1.13 Significant 0.000942 VEHESFEEPALIPVTLSVR 2 112789532 1xTMT6plex [N-Term] 1.075 5.500069141 20.48 0 2381.291392 3 794.4355469 0.292074713 0.000231838 75.34658546ISWLSSLDWEAK 10 112789532 2xTMT6plex [N-Term; K12] 1.171 1.249 0.993 3.920417786 41.12 0 1893.052221 3 631.6851196 -6.029930478 -0.003804991 97.17293655TDATLSCDVR 6 112789532 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.016 1.102 1.516 3.760424376 45.31 0 1366.683395 2 683.8449707 -0.534537664 -0.000365272 25.31792553VQVLPEVR 6 112789532 1xTMT6plex [N-Term] 1.224 1.11 1.06 2.873970032 35.2 0 1168.725124 2 584.8660278 -0.295207085 -0.000172508 48.88731556112789526 STAG2 cohesin subunit SA-2 isoform a 10735 NP_001036214.1 10.56782334 1 8 10 43 1268 145.658 5.52 1.71 1.6 1.33 1.55 Significant 0.00529 MTEEFDEDSGDYPLTMAGPQWK 4 112789526 2xTMT6plex [N-Term; K22] 1.825 0.956 4.329986095 57.29 0 3005.394896 3 1002.468933 -0.881662372 -0.000883248 79.52880645LLEDFLQEGEEPDEDDAYQVLSTLK 4 112789526 2xTMT6plex [N-Term; K25] 6.149 2.449 4.262088299 41.26 0 3354.688084 3 1118.901733 0.764030887 0.000854362 111.6787736ITELFAVALPQLLAK 6 112789526 2xTMT6plex [N-Term; K15] 1.302 1.557 1.165 3.49774909 23.31 0 2085.30877 3 695.7754517 1.454058273 0.00101072 113.0847459MYSDAFLNDSYLK 6 112789526 2xTMT6plex [N-Term; K13] 1.936 2.845 1.768 3.187734604 21.56 0 2025.040335 2 1013.023499 -0.30358886 -0.00030739 74.81469716FALTFGLDQIK 12 112789526 2xTMT6plex [N-Term; K11] 1.854 1.559 3.726174593 27.65 0 1711.019464 2 856.015564 2.564131957 0.00219364 93.23123827YVGWTMHDK 6 112789526 2xTMT6plex [N-Term; K9] 1.763 1.763 1.285 3.489026785 29.15 0 1594.845205 3 532.2860107 -1.082207497 -0.000575318 43.61050343SSSTFSGIK 3 112789526 2xTMT6plex [N-Term; K9] 1.298 1.148 4.274245262 43.22 0 1371.788402 2 686.3925781 -7.67022814 -0.005260965 36.9722399SQLIDELADKFNR 5 112789526 2xTMT6plex [N-Term; K10] 1.624 1.625 1.879 3.694321156 6.28 1 2007.127511 3 669.7145996 0.864353717 0.000578289 82.21724997EAIAMLHK 2 112789526 2xTMT6plex [N-Term; K8] 1.593 2.825181007 14.01 0 1370.823013 3 457.612793 0.592816317 0.000270882 47.03436682

WDLFACNYK 1 112789526 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 0.925 2.262917519 0 1674.87142 2 837.9390869 -0.312114631 -0.000261376 76.10682731
112807226 ELMSAN1 ELM2 and SANT domain-containing protein 1 91748 NP_001036783.1 3.732057416 1 2 2 5 1045 114.918 9.19 1.2 1.28 1.24 1.24 Significant 0.000347

SHESNAPGSAGGQASEKPR 4 112807226 2xTMT6plex [N-Term; K17] 1.283 1.244 6.756507397 47.94 0 2325.194755 4 582.053833 -0.538904858 -0.000313265 16.76338267KEGEEEVPEIQEKEEQEEGR 1 112807226 3xTMT6plex [N-Term; K1; K13] 1.202 3.916917801 2 3088.588928 4 772.9039307 1.607409198 0.001241157 51.612531954506975 SLC12A2 solute carrier family 12 member 2 isoform 1 6558 NP_001037.1 4.95049505 1 5 5 18 1212 131.364 6.4 1.16 1.06 1.08 1.1 Significant 0.00077 AAAAAAAAAAAAAAAGAGAGAK 2 4506975 2xTMT6plex [N-Term; K22] 1.18 5.566528797 47.78 0 2055.171107 3 685.7270508 -2.193362993 -0.001502579 72.66442772AFYAPVHADDLR 4 4506975 1xTMT6plex [N-Term] 1.114 0.787 3.269374371 25.62 0 1603.843007 3 535.2859497 0.180005831 9.62E-05 43.61225042ITDNELELYK 4 4506975 2xTMT6plex [N-Term; K10] 1.165 1.197 3.748704672 42.06 0 1695.956923 2 848.479126 -3.507133226 -0.002973973 61.38130493AMATLLSK 6 4506975 2xTMT6plex [N-Term; K8] 1.16 1.022 0.841 3.375157833 45.96 0 1292.801215 2 646.9040527 -0.29865477 -0.000193051 60.67237978EMSIDQAK 2 4506975 2xTMT6plex [N-Term; K8] 1.36 3.258990765 16.65 0 1379.760472 2 690.3835449 -0.477645405 -0.000329518 35.85050203114796644 RCC1 regulator of chromosome condensation isoform a 1104 NP_001041659.1 52.43362832 1 14 14 99 452 48.115 8.16 1.4 1.41 1.41 1.41 Significant 0.00000562 DTSVEGSEMVPGK 12 114796644 2xTMT6plex [N-Term; K13] 1.276 1.205 1.324 4.134202957 56.61 0 1793.935536 2 897.470459 -1.056053137 -0.000947246 39.64065404VVQVSAGDSHTAALTDDGR 10 114796644 1xTMT6plex [N-Term] 1.341 1.371 1.498 7.095936775 69.06 0 2128.08319 3 710.0332642 0.962923103 0.00068306 32.8525332SMVPVQVQLDVPVVK 6 114796644 2xTMT6plex [N-Term; K15] 1.545 1.34 4.113657475 51.48 0 2096.255354 2 1048.628906 -2.298336408 -0.00240895 85.88219915VFAWGMGTNYQLGTGQDEDAWSPVEMMGK 4 114796644 2xTMT6plex [N-Term; K29] 1.549 5.004251957 36.36 0 3663.732231 3 1221.919434 3.143417839 0.00383888 104.4016338DTSVEGSEMVPGKVELQEK 6 114796644 3xTMT6plex [N-Term; K13; K19] 2.467 1.751 5.541576385 36.61 1 2749.489672 3 917.1678467 -0.249235683 -0.000228424 54.81911297SGQVYSFGCNDEGALGR 10 114796644 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.303 1.437 1.022 4.606468201 63.01 0 2045.954819 2 1023.479187 -1.818924117 -0.001860718 45.50332151VASGNDHLVMLTADGDLYTLGCGEQGQLGR 9 114796644 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 1.423 1.3 1.266 7.00624609 48.45 0 3376.646304 4 844.9171143 0.095737374 8.08E-05 73.65192801SHSTEPGLVLTLGQGDVGQLGLGENVMER 6 114796644 1xTMT6plex [N-Term] 1.281 1.476 1.224 5.999166965 41.42 0 3222.662606 3 1074.890991 -1.298686118 -0.001395076 79.78110219VFAWGMGTNYQLGTGQDEDAWSPVEMMGK 2 114796644 2xTMT6plex [N-Term; K29]; 1xOxidation [M6] 2.0368011 10.64 0 3679.727146 3 1221.919434 3.143417839 0.00383888 104.4016338
LPAVSSVACGASVGYAVTK 2 114796644 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C9] 1.175 4.086597443 48.08 0 2295.278274 3 765.7632446 -1.347811861 -0.001031201 80.44599979

KKPALVSIPEDVVQAEAGGMHTVCLSK 2 114796644 4xTMT6plex [N-Term; K1; K2; K27]; 1xCarbamidomethyl [C24] 1.124 6.074044704 14.85 1 3781.152588 5 757.0358276 -0.676083905 -0.000511275 83.12905976VFLWGSFR 8 114796644 1xTMT6plex [N-Term] 1.533 1.429 1.439 3.203710794 28.76 0 1240.703995 2 620.8563232 1.108342023 0.000687562 81.15482614VPELFANR 6 114796644 1xTMT6plex [N-Term] 1.479 1.461 1.444 2.862760305 23.39 0 1174.678174 2 587.8428955 0.289879929 0.000170258 55.34916017SPPADAIPK 10 114796644 2xTMT6plex [N-Term; K9] 1.392 1.584 1.498 3.186793089 27.04 0 1353.814222 2 677.4112549 0.746576309 0.000505363 40.42176458SIPTLISR 6 114796644 1xTMT6plex [N-Term] 1.497 1.488 1.362 2.951634645 27.81 0 1115.698575 2 558.3527832 -0.255610033 -0.000142592 51.80977667115270970 CLCC1 chloride channel CLIC-like protein 1 isoform 1 precursor 23155 NP_001041675.1 15.24500907 1 5 5 20 551 61.983 5.55 1.19 1.18 1.32 1.23 Significant 0.00134 SEAAGSPDQGSTYSPAR 6 115270970 1xTMT6plex [N-Term] 1.309 1.265 5.185572147 72.53 0 1909.908914 2 955.4578247 -0.283466889 -0.000270698 19.07689872DVSPDLSCADEISECYHK 2 115270970 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C8; C15] 0.955 3.883602381 35.72 0 2583.210725 3 861.741394 -0.424189588 -0.000365257 52.01324532
ETGGILGEGTPK 2 115270970 2xTMT6plex [N-Term; K12] 1.01 3.508000851 25.06 0 1616.925958 2 808.9655762 -1.287508708 -0.001040903 43.40474338ESSTESSQSAKPVSGQDTSGNTEGSPAAEK 4 115270970 3xTMT6plex [N-Term; K11; K30] 1.408 1.083 4.524605274 41.06 0 3640.802896 4 910.9553833 -0.877000751 -0.000798247 28.11964738ILIEAGK 6 115270970 2xTMT6plex [N-Term; K7] 1.178 1.11 1.369 3.10338521 23.46 0 1201.79203 2 601.3997192 0.109300577 6.57E-05 53.022125919913406 TOP2A DNA topoisomerase 2-alpha 7153 NP_001058.2 22.46897453 1 21 32 131 1531 174.276 8.72 1.66 1.36 1.62 1.55 Significant 0.00368 KEWLLGMLGAESAK 2 19913406 3xTMT6plex [N-Term; K1; K14] 2.158 5.064085484 25.44 1 2220.302922 3 740.7736816 1.607862531 0.001189981 90.84263836TLAVSGLGVVGR 4 19913406 1xTMT6plex [N-Term] 1.101 1.08 3.79605484 36.28 0 1357.836465 2 679.421814 -0.083957321 -5.70E-05 57.93682742SFGSTCQLSEK 4 19913406 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.58 1.968 3.85206461 52.45 0 1701.888192 2 851.4473877 -0.407394198 -0.00034667 39.33953996
SQSSTSTTGAK 6 19913406 2xTMT6plex [N-Term; K11] 2.335 1.288 4.908866882 41.89 0 1512.826972 2 756.9168701 -0.335898047 -0.000254078 15.95684635IKNENTEGSPQEDGVELEGLK 2 19913406 3xTMT6plex [N-Term; K2; K21] 2.15 5.868336201 55.8 1 2973.598371 3 991.868103 -2.897125602 -0.002871629 55.02089062SVVSDLEADDVK 2 19913406 2xTMT6plex [N-Term; K12] 1.708 5.143889904 69.97 0 1734.952566 2 867.9788818 -1.198337157 -0.001039529 54.8418043IFDEILVNAADNK 14 19913406 2xTMT6plex [N-Term; K13] 1.51 1.322 1.664 4.200240612 73.46 0 1920.084249 2 960.5447388 -1.066641184 -0.00102402 93.64275252IMIMTDQDQDGSHIK 4 19913406 2xTMT6plex [N-Term; K15] 1.677 1.408 4.639448166 27.6 0 2190.129895 3 730.7139282 -1.216257555 -0.000887921 62.03728209ELILFSNSDNER 4 19913406 1xTMT6plex [N-Term] 2.439 2.235 4.133874893 34.94 0 1665.86453 2 833.4364624 0.671023764 0.000558917 57.72175781FLEEFITPIVK 10 19913406 2xTMT6plex [N-Term; K11] 1.873 1.769 3.706880569 30.47 0 1794.08173 3 598.6986694 -0.153197713 -9.16E-05 104.7348299EKQDEQVGLPGK 4 19913406 3xTMT6plex [N-Term; K2; K12] 1.359 1.626 4.533315659 4.63 1 2015.174016 3 672.3963013 0.16598993 0.0001115 38.79621944YSGPEDDAAISLAFSK 2 19913406 2xTMT6plex [N-Term; K16] 1.421 4.360704899 17.62 0 2129.116671 3 710.3757935 -1.805466539 -0.00128135 74.99831787NYEDEDSLK 6 19913406 2xTMT6plex [N-Term; K9] 1.711 2.179 2.877 3.823428392 42.71 0 1570.800088 2 785.9020996 -2.015349549 -0.001582856 33.14750856KEWLTNFMEDR 2 19913406 2xTMT6plex [N-Term; K1] 1.246 3.452147484 25 1 1927.014789 3 643.0087891 -1.544000864 -0.000991771 70.18922088HVDYVADQIVTK 4 19913406 2xTMT6plex [N-Term; K12] 1.674 1.732 2.903990984 16.86 0 1846.04747 3 616.0198364 -1.361586144 -0.000837851 47.36433475

LCNIFSTK 6 19913406 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.638 1.845 1.695 3.408973694 42.72 0 1440.828493 2 720.9180908 0.286252408 0.00020622 63.6094855EWLTNFMEDR 2 19913406 1xTMT6plex [N-Term] 0.786 2.155138016 10.23 0 1569.756894 2 785.3820801 -0.006850583 -5.38E-06 82.58251544



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

EYHTDTTVK 4 19913406 2xTMT6plex [N-Term; K9] 1.69 1.829 3.805118799 25.6 0 1551.841894 3 517.9525146 0.70696333 0.000365698 21.21960313VIHEQVNHR 2 19913406 1xTMT6plex [N-Term] 1.713 3.47312212 26.76 0 1360.764697 3 454.2583008 -3.195472559 -0.001449429 16.37835444DKLDETGNSLK 4 19913406 3xTMT6plex [N-Term; K2; K11] 1.612 1.143 2.845385313 4.31 1 1907.105268 3 636.3724365 -1.316917178 -0.000837167 38.01168747FLYDDNQR 6 19913406 1xTMT6plex [N-Term] 0.795 0.852 1.14 3.120473385 15.57 0 1299.653081 2 650.3334961 5.104683393 0.003317159 35.68433488SYVDMYLK 4 19913406 2xTMT6plex [N-Term; K8] 1.393 1.341 3.590469837 22.34 0 1476.817259 2 738.9122925 0.033498347 2.47E-05 60.63993678AQVQLNK 6 19913406 2xTMT6plex [N-Term; K7] 1.305 1.403 1.149 3.043960094 34.6 0 1258.788342 2 629.8970337 -1.232381279 -0.000775654 35.18317833GLGTSTSK 2 19913406 2xTMT6plex [N-Term; K8] 1.291 1.868949652 3.27 0 1208.725073 2 604.8662109 0.059703403 3.61E-05 23.46413586ENMTLQPK 4 19913406 2xTMT6plex [N-Term; K8] 1.681 1.664 2.428211451 29.66 0 1418.807757 2 709.90979 3.204555447 0.002273324 37.6422961GIPVVEHK 2 19913406 2xTMT6plex [N-Term; K8] 1.338 1.702990651 8.48 0 1336.835292 3 446.2823181 -2.162685496 -0.000963718 38.55657706IVGLQYK 8 19913406 2xTMT6plex [N-Term; K7] 1.972 1.673 1.498 2.970644236 26.15 0 1278.81858 2 639.9134521 0.819574326 0.000524043 55.87728041TPPLITDYR 2 19913406 1xTMT6plex [N-Term] 2.673 2.478649139 19.9 0 1304.741168 2 652.8738403 -0.585507652 -0.000381968 49.3830706KYDTVLDILR 2 19913406 2xTMT6plex [N-Term; K1] 1.485 2.287654638 3.33 1 1694.025278 3 565.3466187 0.014785512 8.35E-06 70.016282GYDSDPVK 4 19913406 2xTMT6plex [N-Term; K8] 1.773 1.841 2.406663895 16.05 0 1338.730552 2 669.8699951 1.614413275 0.001080632 27.01515116LLGLPEDYLYGQTTTYLTYNDFINK 1 19913406 2xTMT6plex [N-Term; K25] 100 2.604595661 0 3413.792096 3 1138.598633 -3.149091157 -0.003583447 110.1024027DKYGVFPLR 2 19913406 2xTMT6plex [N-Term; K2] 1.161 1.535 2.610453606 1 1552.92517 3 518.3146362 2.695320733 0.00139521 50.0754820219913408 TOP2B DNA topoisomerase 2-beta 7155 NP_001059.2 29.24120913 1 30 41 185 1621 182.548 8.06 1.49 1.54 1.49 1.51 Significant 0.000122
AASNCGIVESILNWVK 6 19913408 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 1.944 1.979 1.568 4.923344135 33.73 0 2219.225845 3 740.4122925 -1.586412939 -0.001173536 110.7427611

VEFDEEFSGAPVEGAGEEALTPSVPINK 4 19913408 2xTMT6plex [N-Term; K28] 100 1.586 3.131867409 44.01 0 3376.720053 3 1126.244263 -0.538357944 -0.000605961 80.51994162ASGSENEGDYNPGR 6 19913408 1xTMT6plex [N-Term] 100 100 100 3.553634644 64.4 0 1681.761522 2 841.3843384 -0.07233617 -6.08E-05 16.65007675LLFPAVDDNLLK 16 19913408 2xTMT6plex [N-Term; K12] 1.678 1.734 1.699 4.228178501 55.26 0 1816.098443 2 908.5510864 -1.952718176 -0.001773164 96.98388279
HFDGEDYTCITFQPDLSK 4 19913408 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 1.534 2.937 4.051168919 19.57 0 2631.280125 3 877.7650757 0.208735199 0.00018308 64.75507771

IFDEILVNAADNK 14 19913408 2xTMT6plex [N-Term; K13] 1.51 1.322 1.664 4.200240612 73.46 0 1920.084249 2 960.5447388 -1.066641184 -0.00102402 93.64275252EDLAAFVEELDKVESQER 5 19913408 2xTMT6plex [N-Term; K12] 1.724 1.466 0.512 5.564210415 20.17 1 2565.344833 3 855.7868042 0.400109039 0.000342139 95.83967864SQDFGNLFSFPSYSQK 4 19913408 2xTMT6plex [N-Term; K16] 0.944 1.092 4.132335186 23.79 0 2310.180668 3 770.7312622 -0.621167394 -0.000478336 80.19860984HGFLEEFITPIVK 6 19913408 2xTMT6plex [N-Term; K13] 1.369 1.47 1.364 4.281627178 31.17 0 1988.162105 3 663.3915405 -1.024598529 -0.000679023 88.56425142IMIMTDQDQDGSHIK 4 19913408 2xTMT6plex [N-Term; K15] 1.677 1.408 4.639448166 27.6 0 2190.129895 3 730.7139282 -1.216257555 -0.000887921 62.03728209MLDGLDPHPMLPNYK 6 19913408 2xTMT6plex [N-Term; K15] 1.081 0.944 0.954 3.627649784 21.17 0 2199.170638 3 733.7228394 -7.581518826 -0.005557685 71.32610246NTVEITELPVR 6 19913408 1xTMT6plex [N-Term] 1.628 1.037 1.384 4.293941975 52.14 0 1499.863074 2 750.4346924 -0.64388836 -0.000482872 53.33087499ELILFSNSDNER 4 19913408 1xTMT6plex [N-Term] 2.439 2.235 4.133874893 34.94 0 1665.86453 2 833.4364624 0.671023764 0.000558917 57.72175781DKLDETGVALK 7 19913408 3xTMT6plex [N-Term; K2; K11] 1.837 1.667 1.529 4.376370907 23.54 1 1876.13584 3 626.0496826 -0.716956848 -0.000448369 47.37725255LHGLPEQFLYGTATK 2 19913408 2xTMT6plex [N-Term; K15] 1.595 4.321517944 24.06 0 2133.210846 3 711.7409058 -1.257435405 -0.000894125 72.36495603LDDANDAGGK 4 19913408 2xTMT6plex [N-Term; K10] 1.734 1.523 3.754243612 48.03 0 1433.763643 2 717.3847656 -0.968548761 -0.000694335 24.6075832KASGSENEGDYNPGR 2 19913408 2xTMT6plex [N-Term; K1] 100 3.018973827 1.94 1 2039.019417 3 680.3447876 0.19263817 0.000130931 32.51253993SYDDAESLK 4 19913408 2xTMT6plex [N-Term; K9] 1.534 1.87 3.711880684 47.58 0 1485.78371 2 743.3955688 0.101667094 7.55E-05 33.78801628DLIQMLVQR 6 19913408 1xTMT6plex [N-Term] 1.264 1.167 1.417 3.373338461 31.59 0 1344.787072 2 672.8966064 -0.844780113 -0.000568025 80.31947253SIPSLVDGFKPGQR 2 19913408 2xTMT6plex [N-Term; K10] 1.516 4.632080555 10.85 0 1959.142767 3 653.7180786 -1.574321284 -0.001028107 71.01172699KEWLTNFMEDR 2 19913408 2xTMT6plex [N-Term; K1] 1.246 3.452147484 25 1 1927.014789 3 643.0087891 -1.544000864 -0.000991771 70.18922088KYETVQDILK 4 19913408 3xTMT6plex [N-Term; K1; K10] 1.736 1.707 2.949432373 4.49 1 1924.172225 3 642.0629272 1.04110134 0.000667753 58.93145432YAGPEDDAAITLAFSK 2 19913408 2xTMT6plex [N-Term; K16] 1.749 4.142234325 13.04 0 2127.137407 3 709.7166138 -0.995972991 -0.00070619 78.62176266
LCNIFSTK 6 19913408 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.638 1.845 1.695 3.408973694 42.72 0 1440.828493 2 720.9180908 0.286252408 0.00020622 63.6094855

AYDLAGSCR 4 19913408 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.274 2.368 2.840595007 13.64 0 1241.614588 2 621.3114014 0.755882207 0.000469257 25.53325896EWLTNFMEDR 2 19913408 1xTMT6plex [N-Term] 0.786 2.155138016 10.23 0 1569.756894 2 785.3820801 -0.006850583 -5.38E-06 82.58251544EYHTDTTVK 4 19913408 2xTMT6plex [N-Term; K9] 1.69 1.829 3.805118799 25.6 0 1551.841894 3 517.9525146 0.70696333 0.000365698 21.21960313GLGTSTAK 4 19913408 2xTMT6plex [N-Term; K8] 1.59 1.408 3.166445017 36.95 0 1192.730158 2 596.8690796 0.607069153 0.000362035 24.30064217
HSLECTLILTEGDSAK 2 19913408 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 2.028 1.946 3.14460969 0 2232.194604 3 744.7349243 -1.964197375 -0.00146149 56.22179504FLYDDNQR 6 19913408 1xTMT6plex [N-Term] 0.795 0.852 1.14 3.120473385 15.57 0 1299.653081 2 650.3334961 5.104683393 0.003317159 35.68433488HVDYVVDQVVGK 3 19913408 2xTMT6plex [N-Term; K12] 0.814 0.44 2.712489367 1.06 0 1816.036905 3 606.0166016 -0.910489482 -0.000551161 52.99622776EKVEELIK 4 19913408 3xTMT6plex [N-Term; K2; K8] 1.417 1.458 2.942226887 6.13 1 1675.060884 3 559.0245972 -0.982487329 -0.000548575 50.52687036

FTVETACK 2 19913408 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.534 3.649546623 17.21 0 1413.781208 2 707.3934937 -1.059106815 -0.000748673 41.30773806
ENMTLQPK 4 19913408 2xTMT6plex [N-Term; K8] 1.681 1.664 2.428211451 29.66 0 1418.807757 2 709.90979 3.204555447 0.002273324 37.6422961GIPVVEHK 2 19913408 2xTMT6plex [N-Term; K8] 1.338 1.702990651 8.48 0 1336.835292 3 446.2823181 -2.162685496 -0.000963718 38.55657706IVGLQYK 8 19913408 2xTMT6plex [N-Term; K7] 1.972 1.673 1.498 2.970644236 26.15 0 1278.81858 2 639.9134521 0.819574326 0.000524043 55.87728041QTDKVPSK 2 19913408 3xTMT6plex [N-Term; K4; K8] 1.286 1.596603632 0.95 1 1589.982968 3 530.6658936 0.100230044 5.31E-05 26.51103767LDKDIVALMTR 5 19913408 2xTMT6plex [N-Term; K3] 0.866 0.86 2.23744154 2.5 1 1733.039548 3 578.3504028 -1.668896656 -0.000964088 76.334462GYESDPVK 4 19913408 2xTMT6plex [N-Term; K8] 1.35 1.361 2.261737585 10.47 0 1352.746202 2 676.8764648 -0.406094284 -0.000274671 27.02974436TPALISDYK 2 19913408 2xTMT6plex [N-Term; K9] 1.035 2.944947243 30.76 0 1465.866652 2 733.4361572 -1.101073466 -0.000807013 56.02041852VYVPALIFGQLLTSSNYDDDEK 1 19913408 2xTMT6plex [N-Term; K22] 0.118 1.505882382 0 2945.554826 3 982.5229492 -0.180327232 -0.000177055 112.66105754507729 TUBB2A tubulin beta-2A chain isoform 1 7280 NP_001060.1 80.4494382 1 6 26 1478 445 49.875 4.89 1.11 0.95 1.06 1.04 Significant 0.00206

EIVHIQAGQCGNQIGAK 132 4507729 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 1.03 1.048 1.036 6.585803032 59.49 0 2281.248705 3 761.0877075 -0.059682842 -4.54E-05 43.75583605
IMNTFSVMPSPK 28 4507729 2xTMT6plex [N-Term; K12] 0.965 0.906 4.420163155 49.89 0 1810.000719 2 905.5032959 -0.775692026 -0.000702002 75.98580738AILVDLEPGTMDSVR 39 4507729 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.017 0.982 3.856939316 42.84 0 1860.99383 2 923.0026245 -0.511044508 -0.000471438 75.57072401AILVDLEPGTMDSVR 78 4507729 1xTMT6plex [N-Term] 0.95 0.944 0.903 5.147194386 72.18 0 1844.998915 2 923.0026245 -0.511044508 -0.000471438 75.57072401MSMKEVDEQMLNVQNK 2 4507729 3xTMT6plex [N-Term; K4; K16] 0.675 4.795966148 20.23 1 2611.386076 3 871.1320801 -1.680554119 -0.001462859 64.40539551SGPFGQIFRPDNFVFGQSGAGNNWAK 33 4507729 2xTMT6plex [N-Term; K26] 1.017 1.005 0.963 7.112770557 35.97 0 3256.669236 4 814.9228516 0.104625301 8.52E-05 89.82813708

KESESCDCLQGFQLTHSLGGGTGSGMGTLLISK 6 4507729 3xTMT6plex [N-Term; K1; K33]; 2xCarbamidomethyl [C6; C8] 1.341 1.529 1.532 6.383968353 46.81 1 4143.112761 4 1036.53125 -2.314803037 -0.002397622 77.71324027
FWEVISDEHGIDPTGSYHGDSDLQLER 10 4507729 1xTMT6plex [N-Term] 0.81 0.857 0.874 8.39895153 47.55 0 3331.570479 4 833.6468506 -1.472835793 -0.001226714 73.17852673EVDEQMLNVQNK 36 4507729 2xTMT6plex [N-Term; K12] 0.917 0.98 1.085 4.724370956 70.55 0 1905.015183 2 953.0119019 0.705496182 0.00067199 50.56193795EVDEQMLNVQNK 93 4507729 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 0.886 0.966 0.764 3.939887524 54.48 0 1921.010098 2 953.0119019 0.705496182 0.00067199 50.56193795LHFFMPGFAPLTSR 44 4507729 1xTMT6plex [N-Term] 1.054 1.178 1.135 4.9588871 48.96 0 1849.998462 3 622.6690674 -0.390157635 -0.000242677 75.16878847GHYTEGAELVDSVLDVVR 85 4507729 1xTMT6plex [N-Term] 0.952 0.956 0.96 7.12968874 85.12 0 2188.144728 2 1094.574707 -1.183764249 -0.001295124 87.5435261MSATFIGNSTAIQELFK 50 4507729 2xTMT6plex [N-Term; K17]; 1xOxidation [M1] 1.417 6.199345112 62.49 0 2332.26229 3 778.0936279 1.732497704 0.00134688 90.85765259MSATFIGNSTAIQELFK 91 4507729 2xTMT6plex [N-Term; K17] 1.003 1.229 1.036 6.197610378 56.61 0 2316.267375 3 778.0936279 1.732497704 0.00134688 90.85765259LTTPTYGDLNHLVSATMSGVTTCLR 57 4507729 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 1.094 1.239 1.056 8.604649544 56.81 0 2937.501143 4 735.1234131 -9.981608455 -0.007330247 96.03723989
LTTPTYGDLNHLVSATMSGVTTCLR 47 4507729 1xTMT6plex [N-Term]; 1xOxidation [M17]; 1xCarbamidomethyl [C23] 1.193 0.975 1.247 7.464911938 53.38 0 2953.496058 4 735.1234131 -9.981608455 -0.007330247 96.03723989

ESESCDCLQGFQLTHSLGGGTGSGMGTLLISK 10 4507729 2xTMT6plex [N-Term; K32]; 2xCarbamidomethyl [C5; C7] 1.475 2.722 4.501133919 25.76 0 3785.854866 3 1262.621338 -1.42774309 -0.001801743 81.51737883
INVYYNEAAGNK 14 4507729 2xTMT6plex [N-Term; K12] 1.041 0.993 0.936 5.353963375 56.09 0 1813.984869 2 907.4957886 -0.31357018 -0.000284406 49.24251908MSATFIGNSTAIQELFKR 4 4507729 2xTMT6plex [N-Term; K17] 1.315 0.678 4.228013039 8.88 1 2472.368486 3 824.7938843 -0.560708477 -0.000462093 90.65773382NSSYFVEWIPNNVK 2 4507729 2xTMT6plex [N-Term; K14] 1.01 3.213885307 22.8 0 2155.158811 3 719.0574341 -0.492694042 -0.000353945 79.69365973

VSDTVVEPYNATLSVHQLVENTDETYSIDNEALYDICFR 4 4507729 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C37] 4.03862524 14.51 0 4749.271526 4 1188.072632 -0.595618978 -0.000707189 95.16798515
LHFFMPGFAPLTSR 62 4507729 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.995 0.963 0.941 5.029230118 49.74 0 1865.993377 3 622.6690674 -0.390157635 -0.000242677 75.16878847KLAVNMVPFPR 20 4507729 2xTMT6plex [N-Term; K1] 1.606 1.641 1.533 5.371455193 29.48 1 1730.055138 2 873.5266113 -2.352191303 -0.002053522 56.2067732FPGQLNADLR 32 4507729 1xTMT6plex [N-Term] 0.957 1.083 1.03 3.621227264 44.18 0 1359.758215 2 680.3844604 2.521969274 0.001714634 54.04032922LAVNMVPFPR 42 4507729 1xTMT6plex [N-Term] 0.891 0.95 0.954 3.903916836 53.24 0 1372.797243 2 686.8991699 -4.501681716 -0.003089948 73.67476694ISEQFTAMFR 53 4507729 1xTMT6plex [N-Term] 0.914 0.997 0.972 4.514603138 42.2 0 1458.761251 3 486.9259033 1.306074545 0.000635084 70.72763008IMNTFSVMPSPK 6 4507729 2xTMT6plex [N-Term; K12]; 1xOxidation [M] 1.47 0.98 0.982 3.665145636 23.99 0 1825.995634 2 905.5032959 -0.775692026 -0.000702002 75.98580738

ESESCDCLQGFQLTHSLGGGTGSGMGTLLISK 16 4507729 2xTMT6plex [N-Term; K32]; 1xOxidation [M25]; 2xCarbamidomethyl [C5; C7] 1.514 0.564 1.467 2.679725409 10.91 0 3801.849781 3 1262.621338 -1.42774309 -0.001801743 81.51737883
TAVCDIPPR 196 4507729 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.128 1.12 1.089 3.421728849 41.76 0 1257.682273 2 629.3445435 -0.368094508 -0.000231473 109.2533197ALTVPELTQQMFDSK 19 4507729 2xTMT6plex [N-Term; K15] 0.997 0.865 5.189259529 32.83 0 2166.188062 2 1083.596313 -1.251815077 -0.001355833 89.88574333KLAVNMVPFPR 30 4507729 2xTMT6plex [N-Term; K1]; 1xOxidation [M6] 1.571 1.599 1.552 3.647482634 33.06 1 1746.050053 2 873.5266113 -2.352191303 -0.002053522 56.2067732NMMAACDPR 34 4507729 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.96 1.056 1.017 2.722177267 68.52 0 1294.590363 2 647.7985229 -0.458995818 -0.000297106 24.88771145ISEQFTAMFR 42 4507729 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.972 0.907 0.791 3.243584394 36.83 0 1474.756166 3 486.9259033 1.306074545 0.000635084 70.72763008LAVNMVPFPR 50 4507729 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.966 1.01 1.006 2.887725115 34.73 0 1388.792158 2 686.8991699 -4.501681716 -0.003089948 73.67476694

NMMAACDPR 49 4507729 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C6] 0.992 1.092 1.063 1.973519325 51.28 0 1310.585278 2 647.7985229 -0.458995818 -0.000297106 24.88771145IREEYPDR 12 4507729 1xTMT6plex [N-Term] 1.359 0.915 1.21 4.007592678 32.34 1 1306.69528 3 436.2367859 0.401023883 0.000174672 34.69533767NMMAACDPR 14 4507729 1xTMT6plex [N-Term]; 2xOxidation [M2; M3]; 1xCarbamidomethyl [C6] 1.998 2.417 1.012312055 39.83 0 1326.580193 2 647.7985229 -0.458995818 -0.000297106 24.88771145
FPGQLNADLRK 2 4507729 2xTMT6plex [N-Term; K11] 3.02 3.818161011 12.72 1 1717.01611 3 573.0090942 -1.968825532 -0.001126835 52.7119937731543831 TUBG1 tubulin gamma-1 chain 7283 NP_001061.2 65.18847007 1 17 17 70 451 51.138 6.14 1.03 1 1.04 1.02 Significant 0.000138 DVFFYQADDEHYIPR 6 31543831 1xTMT6plex [N-Term] 1.301 1.016 1.2 5.765238762 52.47 0 2144.028635 3 715.3479614 0.324444055 0.000231872 61.97160054LVQTYSVFPNQDEMSDVVVQPYNSLLTLK 4 31543831 2xTMT6plex [N-Term; K29] 1.344 1.186 3.492719889 18.26 0 3786.007584 3 1262.678101 3.212967101 0.004054773 107.2833512LHIQNPSFSQINQLVSTIMSASTTTLR 4 31543831 1xTMT6plex [N-Term] 100 0.935 7.017232418 44.37 0 3216.724812 3 1072.90979 -3.107235899 -0.003331708 112.6697376LTQNADCVVVLDNTALNR 2 31543831 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.711 5.689731121 52.85 0 2245.180796 3 749.0650024 -0.15225312 -0.000113945 62.21303202KDVFFYQADDEHYIPR 6 31543831 2xTMT6plex [N-Term; K1] 1.052 0.986 1.031 6.260010719 29.84 1 2501.28653 4 626.0770264 -0.101860081 -6.37E-05 58.00407023EADGSDSLEGFVLCHSIAGGTGSGLGSYLLER 6 31543831 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.01 100 2.238 6.568423271 55.77 0 3483.689943 3 1161.897949 -3.056622124 -0.003549441 91.2925289LYNPENIYLSEHGGGAGNNWASGFSQGEK 6 31543831 2xTMT6plex [N-Term; K29] 1.035 0.99 5.169074059 42.6 0 3554.73408 4 889.4385986 -0.426307205 -0.000378852 71.28338404LHFLMTGYTPLTTDQSVASVR 2 31543831 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.653 3.091901779 2.01 0 2582.348589 3 861.453125 -1.459036172 -0.001255913 66.58455174VSGLMMANHTSISSLFER 2 31543831 1xTMT6plex [N-Term] 0.836 3.610031128 20.87 0 2209.130674 3 737.0477295 -0.923056957 -0.000679718 75.8257527DNFDEMDTSR 2 31543831 1xTMT6plex [N-Term] 0.658 3.254863739 26.53 0 1458.636839 2 729.8218994 -0.216977843 -0.000158246 28.97940365IHEDIFDIIDR 8 31543831 1xTMT6plex [N-Term] 0.947 0.986 0.898 4.743768692 39.97 0 1614.868888 3 538.9603882 -1.409538097 -0.00075874 72.57590477EIVQQLIDEYHAATRPDYISWGTQEQ 2 31543831 1xTMT6plex [N-Term] 0.58 2.607759714 5.36 0 3319.64325 3 1107.217041 -2.012434054 -0.002226854 95.0066033EAFLEQFR 6 31543831 1xTMT6plex [N-Term] 1.22 0.845 0.966 3.270038128 37.7 0 1268.683653 2 634.8441772 -2.029873882 -0.001287634 58.42024934YPGYMNNDLIGLIASLIPTPR 4 31543831 1xTMT6plex [N-Term] 1.017 1.429 3.994587183 17.82 0 2547.384246 3 849.7991333 -0.549476451 -0.000466576 113.3383135KSPYLPSAHR 3 31543831 2xTMT6plex [N-Term; K1] 1.115 1.119 2.817503214 9.7 1 1613.952781 4 404.243866 0.528198345 0.000213122 26.59830753AVLLDLEPR 5 31543831 1xTMT6plex [N-Term] 0.856 1.001 2.235796452 4.17 0 1254.761903 2 627.8873901 4.463168209 0.002800107 64.92884963KTTVLDVMR 2 31543831 2xTMT6plex [N-Term; K1]; 1xOxidation [M8] 1.196 1.989904284 3.1 1 1536.91837 3 512.9769897 -1.27153254 -0.000651414 36.62152028

253970489 ACSS2 acetyl-coenzyme A synthetase, cytoplasmic isoform 2 55902 NP_001070020.2 30.81232493 1 16 16 74 714 80.036 6.74 1 0.91 0.93 0.95 Significant 0.00083
IAQNDHDLGDMSTVADPSVISHLFSHR 6 253970489 1xTMT6plex [N-Term] 0.766 0.835 0.877 6.676850319 36.62 0 3191.574125 5 639.1199341 -1.115787917 -0.000712224 74.38791137IGPIATPDYIQNAPGLPK 6 253970489 2xTMT6plex [N-Term; K18] 0.845 0.839 0.796 5.025755882 52.2 0 2323.342589 3 775.1174927 -2.007440779 -0.001554658 80.19093545

GECLYCFVTLCDGHTFSPK 6 253970489 2xTMT6plex [N-Term; K19]; 3xCarbamidomethyl [C3; C6; C11] 1.521 2.254 1.621 4.186411858 31.38 0 2749.318836 3 917.1085205 -2.847034859 -0.002609136 76.3565117
ASLQVLGTVGEPINPEAWLWYHR 10 253970489 1xTMT6plex [N-Term] 1.375 1.136 1.372 7.387674809 51.18 0 2865.524914 3 955.8466187 0.135684401 0.000129602 98.46710925VAIYMPMIPELVVAMLACAR 2 253970489 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 3.5 4.66126585 56.23 0 2477.335388 3 826.4506836 0.851592909 0.000703227 113.6308301AELGMGDSTSQSPPIK 6 253970489 2xTMT6plex [N-Term; K16] 1.017 0.738 0.395 3.456406593 57.83 0 2076.104726 2 1038.554321 -1.618580138 -0.001680171 49.43527401GATTNICYNVLDR 6 253970489 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.805 0.824 1.043 5.773983002 66.09 0 1725.879135 2 863.4418335 -1.590208582 -0.001372254 56.8693813GQEEAGAGGR 4 253970489 1xTMT6plex [N-Term] 0.949 0.871 3.492924929 47.28 0 1160.58573 2 580.7954712 -1.77859949 -0.001032109 13.55742395ELADEALQK 6 253970489 2xTMT6plex [N-Term; K9] 1.05 0.941 1.085 3.680982351 43.09 0 1474.85173 2 737.928833 -0.908996035 -0.000670317 45.40079936DQDGYYWITGR 4 253970489 1xTMT6plex [N-Term] 1.038 0.696 3.176486731 9.06 0 1602.774987 2 801.8908081 -0.404029928 -0.000323785 60.51002953EFWGDIAK 2 253970489 2xTMT6plex [N-Term; K8] 0.9 3.13078618 30.68 0 1423.798572 2 712.4030762 0.21306648 0.000151682 65.31183317FYTAPTAIR 4 253970489 1xTMT6plex [N-Term] 1.028 1.124 3.159504175 34.84 0 1268.720039 2 634.8634033 -0.400907497 -0.00025432 47.29133325IFIEWMK 4 253970489 2xTMT6plex [N-Term; K7] 0.906 0.838 2.955723763 27.84 0 1424.8376 2 712.9213257 -1.562088768 -0.001112861 91.29581016YNFDVTK 4 253970489 2xTMT6plex [N-Term; K7] 1.012 0.987 3.18928194 29.2 0 1344.756373 2 672.8798828 -2.888407951 -0.001942102 46.98092503

KFPGYYVTGDGCQR 2 253970489 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C12] 0.898 3.468874693 11.46 1 2106.084266 3 702.697998 -2.291047634 -0.00160838 43.76498565SAHVPSLQR 2 253970489 1xTMT6plex [N-Term] 0.907 1.846496224 2.81 0 1223.705786 3 408.5734558 0.023381144 9.54E-06 36.51501024116089282 ATG9A autophagy-related protein 9A 79065 NP_001070666.1 7.866507747 1 6 6 28 839 94.387 6.67 0.93 0.96 0.95 0.95 Significant 0.0000868 DEFAQLFQYK 6 116089282 2xTMT6plex [N-Term; K10] 0.944 1.378 1.242 4.138715267 30.56 0 1746.946693 2 873.973999 -3.418285829 -0.002985782 79.31995201ALEIIDFFR 9 116089282 1xTMT6plex [N-Term] 1.157 0.69 1.205 3.148925304 23.21 0 1352.777553 2 676.8922119 -0.300339013 -0.000203146 101.950561ESTAFLGFLK 2 116089282 2xTMT6plex [N-Term; K10] 1.315 3.888734579 14.45 0 1570.924501 2 785.9649658 -1.175135644 -0.000923025 84.78441532ELTELDIYHR 4 116089282 1xTMT6plex [N-Term] 0.865 0.884 3.210438728 18.25 0 1517.816124 3 506.6092224 -1.982930359 -0.001003241 47.54799877LPLGGWAEDGQSASR 4 116089282 1xTMT6plex [N-Term] 0.866 0.667 3.127240419 26.64 0 1772.912877 2 886.9586182 -1.645761567 -0.001458896 61.60459211LPGLGEAVFFTR 3 116089282 1xTMT6plex [N-Term] 0.956 0.982 2.853497028 3.29 0 1535.87833 2 768.4425659 -0.309187292 -0.000237437 87.04548092116089325 SREK1 splicing regulatory glutamine/lysine-rich protein 1 isoform a 140890 NP_001070667.1 5.929487179 1 3 3 16 624 71.606 10.2 1.28 1.34 1.34 1.32 Significant 0.000229
EAQSFISAAIEPESGK 2 116089325 2xTMT6plex [N-Term; K16] 100 3.434395075 63.25 0 2122.14322 2 1061.574341 -0.855380239 -0.00090762 66.63044098MAGDETQPTR 6 116089325 1xTMT6plex [N-Term] 100 1.239 1.23 3.91455102 45 0 1334.65718 2 667.8322144 -0.021135811 -1.41E-05 17.81337644ALIVVPCAEGK 8 116089325 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.241 1.318 1.38 3.745849133 52.03 0 1614.96532 2 807.986084 -0.265622577 -0.000214486 61.62384246

116268103 ZFYVE19 abscission/NoCut checkpoint regulator isoform 1 84936 NP_001070736.1 11.8895966 1 4 5 24 471 51.514 5.73 1.01 1 1.02 1.01 Significant 0.0000327
QKPSTSQSQGLTR 6 116268103 2xTMT6plex [N-Term; K2] 1.004 0.711 0.8 3.230540037 24.61 0 1876.065245 3 626.0258789 -1.152076803 -0.000720457 20.26053748LVPSQAEIEAR 8 116268103 1xTMT6plex [N-Term] 0.969 0.988 1.114 3.383872509 28.36 0 1441.821209 2 721.4143066 0.088465372 6.38E-05 46.24176674VLPSQTPQPAHHTPDTR 2 116268103 1xTMT6plex [N-Term] 1.108 3.971412659 21.9 0 2111.119516 4 528.534668 -1.266666799 -0.000668521 26.78481697GSSANASK 2 116268103 2xTMT6plex [N-Term; K8] 100 1.902837873 12.17 0 1179.673372 2 590.340271 -0.090285849 -5.33E-05 24.26649479LAALQGR 6 116268103 1xTMT6plex [N-Term] 0.83 0.971 0.963 2.692916632 22.3 0 957.6042807 2 479.3059692 0.397979176 0.000190553 34.68694657117190326 DPH5 diphthine methyl ester synthase isoform a 51611 NP_001070862.1 14.38596491 1 3 3 14 285 31.631 5.31 1.05 1.09 1.14 1.09 Significant 0.000567 MLYLIGLGLGDAK 4 117190326 2xTMT6plex [N-Term; K13] 1.206 1.185 3.196878195 39.53 0 1822.091249 3 608.0356445 0.621057673 0.000377208 107.5430277YMSVNQAAQQLLEIVQNQR 6 117190326 1xTMT6plex [N-Term] 0.873 0.946 0.989 6.090502262 39.31 0 2462.302308 3 821.4381714 -0.953067313 -0.000782247 107.6364492EALEEFYGR 4 117190326 1xTMT6plex [N-Term] 0.906 1.208 2.904974699 11.02 0 1342.684047 2 671.84552 -0.211204518 -0.00014179 47.28007129117320531 NFKB2 nuclear factor NF-kappa-B p100 subunit isoform a 4791 NP_001070962.1 28.66666667 1 18 19 102 900 96.689 6.25 0.9 0.92 0.77 0.86 Significant 0.00295 EDSAYGSQSVEQEAEK 6 117320531 2xTMT6plex [N-Term; K16] 0.716 0.692 0.73 5.381124973 36.95 0 2215.076657 3 739.0319214 2.056001151 0.001518067 32.47077509TALHLATEMEELGLVTHLVTK 6 117320531 2xTMT6plex [N-Term; K21] 0.743 0.823 0.804 7.307052135 42.88 0 2764.568308 4 691.8964233 -1.60756405 -0.001111055 103.8135663SRPQGLTEAEQR 4 117320531 1xTMT6plex [N-Term] 0.713 0.884 4.997488976 39.56 0 1600.860448 3 534.2911987 -0.877727097 -0.000468373 17.51578572ALLQSGAPAVPQLLHMPDFEGLYPVHLAVR 8 117320531 1xTMT6plex [N-Term] 1.206 1.428 1.576 8.196901321 40.5 0 3468.902717 4 867.9779663 -3.65574842 -0.003170359 108.1249501

YGCEGPSHGGLPGASSEK 3 117320531 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C3] 0.703 4.697210789 35.97 0 2248.106852 3 750.0405884 0.160168863 0.000120026 30.65357775
GGDEVYLLCDK 6 117320531 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 0.778 0.807 0.688 4.278665066 55.35 0 1726.908593 2 863.9564209 -1.753435669 -0.001514012 57.94930295ALLDYGVTADAR 6 117320531 1xTMT6plex [N-Term] 1.318 1.535 1.034 4.323171616 35.47 0 1493.816124 2 747.4117432 0.057569418 4.30E-05 52.48709678VGADPALLDR 4 117320531 1xTMT6plex [N-Term] 0.822 0.882 3.545208216 34.88 0 1255.720767 2 628.3637695 -0.401719485 -0.000252224 42.43672448DSGEEAAEPSAPSR 21 117320531 1xTMT6plex [N-Term] 0.984 0.761 3.595261097 54.33 0 1631.771024 2 816.3886108 -0.661116233 -0.000539395 90.30540339IERPVTVFLQLK 6 117320531 2xTMT6plex [N-Term; K12] 0.915 0.804 0.682 5.101875782 24 0 1901.198825 3 634.4039307 -0.834498629 -0.000528849 80.82713063LNSSIVEPK 6 117320531 2xTMT6plex [N-Term; K9] 0.632 0.805 0.633 3.776066542 37.67 0 1444.877551 2 722.9424438 0.041654265 3.01E-05 46.44081155EPAPETADGPYLVIVEQPK 2 117320531 2xTMT6plex [N-Term; K19] 0.668 3.543273926 7.01 0 2511.374677 3 837.7935791 -3.381628154 -0.002830845 70.87104792

ICNYEGPAK 2 117320531 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.878 3.518714666 21.01 0 1509.813571 2 755.4087524 -2.213841001 -0.001671244 35.74617082
QFTYYPLVEDKEEVQR 2 117320531 2xTMT6plex [N-Term; K11] 0.974 3.432551384 0.78 1 2502.328061 3 834.7817993 1.112531671 0.000927973 60.22885125IEVDLVTHSDPPR 2 117320531 1xTMT6plex [N-Term] 1.142 2.406876802 18.3 0 1706.927465 3 569.6470337 -0.537302141 -0.000305712 61.22690895LFGLAQR 6 117320531 1xTMT6plex [N-Term] 0.778 0.934 0.779 2.726178408 31.95 0 1033.635581 2 517.3201904 -2.396038479 -0.001238315 53.49206296ELEQEAK 6 117320531 2xTMT6plex [N-Term; K7] 1.057 1.033 1.057 3.01299715 35.76 0 1304.746202 2 652.8755493 -1.824413961 -0.001190199 26.8097661TPQCEPQAPEMLQR 4 117320531 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.601 3.62911582 34.19 0 1913.941083 2 957.4743652 0.193688695 0.000185354 39.92172426SPGASNLK 2 117320531 2xTMT6plex [N-Term; K8] 1.027 2.246373415 3.5 0 1231.741058 2 616.3740845 -0.134114785 -8.26E-05 26.23152474117938270 MTMR14 myotubularin-related protein 14 isoform 2 64419 NP_001070993.1 6.461538462 1 2 2 12 650 72.158 6.24 1.12 1.4 1.84 1.45 Significant 0.0202 AAAAAASAGSSASSGNQPPQELGLGELLEEFSR 6 117938270 1xTMT6plex [N-Term] 0.929 1.109 100 7.021697521 43.12 0 3402.697471 4 851.4301147 0.340457647 0.000289619 102.8568158

FVCPVILFK 6 117938270 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.183 1.466 1.649 4.005345821 42.29 0 1580.963864 2 790.9838867 -2.129740329 -0.001683521 97.00853592
117606362 APH1A gamma-secretase subunit APH-1A isoform 1 51107 NP_001071096.1 5.283018868 1 1 1 5 265 28.977 7.9 0.85 0.85 0.81 0.84 Significant 0.000254 KADEGLASLSEDGR 5 117606362 2xTMT6plex [N-Term; K1] 0.853 0.852 0.809 4.650382042 18.85 1 1906.028191 3 636.0131836 -1.675236896 -0.00106435 37.8715022118200335 FAM127A protein FAM127A 8933 NP_001071639.1 10.61946903 1 1 1 6 113 13.163 5.07 0.73 0.72 0.68 0.71 Significant 0.000463 ALLALPIRPATR 6 118200335 1xTMT6plex [N-Term] 0.729 0.719 0.678 3.610080004 19.16 0 1520.983798 3 507.665741 -0.741999757 -0.00037619 64.89059768118402578 CDC16 cell division cycle protein 16 homolog isoform 1 8881 NP_001072113.1 5.64516129 1 4 4 15 620 71.609 5.85 1.06 0.94 1.02 1 Significant 0.00123 EHQQALDVLDMEEPINKR 2 118402578 2xTMT6plex [N-Term; K17] 1.016 4.162336349 15.46 1 2623.391406 4 656.6026001 -1.080852582 -0.000708875 54.24530146EHQQALDVLDMEEPINK 2 118402578 2xTMT6plex [N-Term; K17] 0.837 3.35434556 19.94 0 2467.290295 3 823.0961914 -6.595932908 -0.005424694 62.05134027WFLDALEK 6 118402578 2xTMT6plex [N-Term; K8] 1.065 0.966 1.192 3.484661818 27.15 0 1479.861173 2 740.4344482 0.302234009 0.000223632 91.42557897YAEALDYHR 5 118402578 1xTMT6plex [N-Term] 1.011 0.987 2.452121496 8.96 0 1366.69528 3 456.2359314 -1.492256962 -0.00067982 30.11673323118498356 KTN1 kinectin isoform a 3895 NP_001072989.1 53.35298452 1 74 74 493 1357 156.179 5.64 1.14 1.13 1.15 1.14 Significant 0.0000256 LQALANEQAAAAHELEK 4 118498356 2xTMT6plex [N-Term; K17] 0.869 1.046 6.307238102 86.96 0 2265.260316 3 755.7572021 -1.440211822 -0.001087485 64.77017782ALKEEIGNVQLEK 4 118498356 3xTMT6plex [N-Term; K3; K13] 1.108 1.367 5.693309784 25.25 1 2158.30503 3 720.105896 -0.878203818 -0.000631811 61.14923484QNDQVSFASLVEELKK 7 118498356 3xTMT6plex [N-Term; K15; K16] 0.963 1.028 1.167 5.221931458 27.93 1 2522.443314 3 841.4863281 0.442727491 0.000372252 95.40736855TVEELLETGLIQVATK 18 118498356 2xTMT6plex [N-Term; K16] 1.045 0.985 1.054 5.099596024 53.29 0 2202.299721 2 1101.653809 0.281391081 0.000309854 110.3978628LLEEQLQHEISNK 6 118498356 2xTMT6plex [N-Term; K13] 1.145 1.178 1.296 4.778855801 49.77 0 2039.153725 3 680.3892822 -0.211852744 -0.000144 62.58665721

VNKEESLQMQVQDILEQNEALK 4 118498356 3xTMT6plex [N-Term; K3; K22]; 1xOxidation [M9] 1.108 5.459496975 32.95 1 3289.791668 3 1097.268677 -0.058008707 -6.36E-05 89.63308494
ECMAGTSGSEEVK 6 118498356 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.062 1.168 1.165 4.957537174 74.23 0 1842.89777 2 921.9525757 0.056610404 5.22E-05 28.63896517

WLQDLQEENESLK 12 118498356 2xTMT6plex [N-Term; K13] 1.103 1.121 1.181 4.195636749 46.02 0 2090.117006 3 697.3761597 -1.473499371 -0.001026595 72.83359571TQLLQDVQDENK 12 118498356 2xTMT6plex [N-Term; K12] 1.133 1.127 1.169 4.489631176 65.66 0 1889.038027 2 945.0213623 -1.365256066 -0.00128951 52.78290531EEELKDIQNMNFLLK 3 118498356 3xTMT6plex [N-Term; K5; K15] 1.24 0.768 4.702763081 12.83 1 2551.440872 3 851.1500854 -2.025703359 -0.001722821 87.63942847EISGLWNELDSLK 14 118498356 2xTMT6plex [N-Term; K13] 0.894 0.935 4.510514259 50.49 0 1962.094814 3 654.7021484 -1.488999145 -0.000973852 95.98805018LQTLVSEQPNKDVVEQMEK 10 118498356 3xTMT6plex [N-Term; K11; K19] 1.101 1.277 1.223 6.80452919 23.78 1 2902.61627 3 968.2093506 -0.954656741 -0.000923667 69.88197792EVIDLLKPDQVEGIQK 8 118498356 3xTMT6plex [N-Term; K7; K16] 1.09 1.225 1.18 5.305477142 25.64 0 2511.500101 4 628.6283569 -3.385676004 -0.002125781 76.79013919EKEISGLWNELDSLK 6 118498356 3xTMT6plex [N-Term; K2; K15] 1.118 1.159 6.229411125 28.22 1 2448.395302 3 816.8029785 -0.375467607 -0.000306431 87.95791283EKEISGLWNELDSLKDAVEHQR 4 118498356 3xTMT6plex [N-Term; K2; K15] 1.863 3.301 5.408126354 21.67 2 3283.788965 5 657.564209 0.905366303 0.000594606 100.0010299NAEQAATQLK 12 118498356 2xTMT6plex [N-Term; K10] 1.101 1.189 1.141 5.101212502 64.35 0 1531.884427 2 766.446106 0.331731333 0.000254087 32.85618145AAGDTTVIENSDVSPETESSEK 4 118498356 2xTMT6plex [N-Term; K22] 0.776 1.406 5.380426884 42.71 0 2724.346349 3 908.786499 -0.515741946 -0.000468353 39.11554909
TMMFSEDEALCVVDLLK 4 118498356 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 1.11 1.227 5.772895336 51.68 0 2459.263612 3 820.4250488 -1.227377826 -0.001006149 112.1334451
TMMFSEDEALCVVDLLK 6 118498356 2xTMT6plex [N-Term; K17]; 1xOxidation [M]; 1xCarbamidomethyl [C11] 1.145 1.226 4.123657703 21.89 0 2475.258527 3 820.4250488 -1.227377826 -0.001006149 112.1334451

QKPVLEEQVIK 4 118498356 3xTMT6plex [N-Term; K2; K11] 1.127 1.254 5.069648743 21 0 1998.256624 3 666.7567139 -0.518040789 -0.000345059 53.117345AQIQQFHSQIAAQTSASVLAEELHK 6 118498356 2xTMT6plex [N-Term; K25] 1.173 1.263 1.278 9.105953217 75.2 0 3193.736981 4 799.1884766 -1.535630526 -0.0012261 70.21465757AQQSLELIQSK 12 118498356 2xTMT6plex [N-Term; K11] 1.094 1.113 1.166 4.979104519 58.14 0 1703.010356 2 852.0083618 -0.533653354 -0.000454409 57.01501713TAEHEAAQQDLQSK 12 118498356 2xTMT6plex [N-Term; K14] 1.346 1.314 1.315 6.288024902 48.02 0 2014.060553 3 672.024231 -1.198414269 -0.00080456 22.36894734SVLAETEGILQK 22 118498356 2xTMT6plex [N-Term; K12] 1.117 1.116 0.998 5.264476299 74.27 0 1746.041322 2 873.5236816 -0.707267769 -0.000617459 72.7772397LSDALAVEDDQVAPVPLNVVETSSSVR 6 118498356 1xTMT6plex [N-Term] 1.195 1.49 1.215 6.318127632 57.53 0 3039.60474 3 1013.873108 0.01014621 1.03E-05 85.44375238EISGLWNELDSLKDAVEHQR 4 118498356 2xTMT6plex [N-Term; K13] 1.782 0.431 4.798032284 26.39 1 2797.488477 4 700.1283569 1.115444943 0.000780111 103.1088255ELKDLLTELQK 8 118498356 3xTMT6plex [N-Term; K3; K11] 1.844 1.583 1.809 4.083068371 19.94 1 2017.251204 3 673.0881348 -0.670572471 -0.000450904 84.81115119ENEVQSLHSK 8 118498356 2xTMT6plex [N-Term; K10] 1.26 1.254 1.256 4.049269676 33.16 0 1628.900805 3 543.6387329 0.515728438 0.000280023 23.20628059GELTTLIHQLQEKDK 4 118498356 3xTMT6plex [N-Term; K13; K15] 0.995 1.483 4.050467014 10.2 1 2440.437835 4 610.8641968 -1.179247667 -0.00071947 80.37811895
AKECMAGTSGSEEVK 4 118498356 3xTMT6plex [N-Term; K2; K15]; 1xCarbamidomethyl [C4] 2.048 1.045 3.840393066 11.05 1 2271.192779 3 757.7354126 -0.481943691 -0.000364862 30.4325959
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LKEADEMHTLLQLECEK 6 118498356 3xTMT6plex [N-Term; K2; K17]; 1xCarbamidomethyl [C15] 1.402 1.233 1.328 5.475199699 17.42 1 2774.503548 4 694.3815918 0.356441246 0.000247237 71.9071879
EQMEAEIAHLK 6 118498356 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 1.084 0.991 1.075 4.291794777 26.9 0 1772.961691 3 591.6590576 0.52349217 0.000309377 37.50206397QLTQEMMTEK 2 118498356 2xTMT6plex [N-Term; K10] 1.08 4.08251667 53.85 0 1696.901399 2 848.953064 -1.501407397 -0.00127387 48.09529756

EADEMHTLLQLECEK 6 118498356 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 1.018 0.804 0.869 4.337864876 26.15 0 2304.161589 3 768.723999 -1.799200936 -0.001381883 64.51016851QTEDSLASER 6 118498356 1xTMT6plex [N-Term] 0.949 1.378 1.081 4.543955326 51.71 0 1364.685503 2 682.8468018 0.603388563 0.000411718 18.84070491EEIGNVQLEK 2 118498356 2xTMT6plex [N-Term; K10] 0.823 3.431389809 47.82 0 1616.925958 2 808.9658813 -0.910032201 -0.000735727 48.99039027AQLNETLTK 8 118498356 2xTMT6plex [N-Term; K9] 1.106 1.095 1.064 4.308504105 52.43 0 1475.883365 2 738.4451294 -0.259065822 -0.000191175 41.32307014VQELQNLLK 10 118498356 2xTMT6plex [N-Term; K9] 1.232 1.14 1.132 3.397907734 50.42 0 1542.961949 2 771.984436 -0.22926015 -0.00017687 77.4098283KVETLMVPSK 4 118498356 3xTMT6plex [N-Term; K1; K10] 1.14 1.052 4.486712933 20.14 1 1819.133003 3 607.0487061 -0.790555685 -0.000479375 54.55253366RQEALPLHQETK 2 118498356 2xTMT6plex [N-Term; K12] 1.116 4.219887733 20.99 1 1908.106716 4 477.7822266 0.188988382 9.02E-05 27.32997214QPTPPSEAAASK 4 118498356 2xTMT6plex [N-Term; K12] 1.285 1.141 3.302915573 47.97 0 1641.921206 2 821.4638062 -0.530363643 -0.000435408 28.73447393LTSKEEELKDIQNMNFLLK 4 118498356 4xTMT6plex [N-Term; K4; K9; K19] 0.96 1.941 1.333 4.470615864 2.22 2 3209.862537 4 803.2210083 -0.104019057 -8.35E-05 88.47198312FKDFLLSLK 14 118498356 3xTMT6plex [N-Term; K2; K9] 1.28 1.478 1.382 3.523435593 27.49 1 1798.144554 2 899.5753784 -0.597190065 -0.000536917 94.31994599AQQLSITSK 6 118498356 2xTMT6plex [N-Term; K9] 1.118 1.019 1.098 4.232783794 56.6 0 1433.8728 2 717.4388428 -1.667465291 -0.001195467 38.79695103SGVIQDALK 6 118498356 2xTMT6plex [N-Term; K9] 0.739 0.783 0.83 3.429631472 44.11 0 1388.851336 2 694.9284058 -1.296946992 -0.000900633 47.08702558IHVSYQETQQMQMK 4 118498356 2xTMT6plex [N-Term; K14] 1.487 1.23 1.332 3.802840948 12.77 0 2209.150965 3 737.0535889 -2.15089802 -0.001583886 46.72016204QNEELNLLK 2 118498356 2xTMT6plex [N-Term; K9] 1.262 3.574015856 41.02 0 1558.920478 2 779.961853 -2.59720452 -0.002024418 55.75171248VETLMVPSK 10 118498356 2xTMT6plex [N-Term; K9] 1.125 1.06 1.06 3.048961639 40.4 0 1461.875108 2 731.4422607 1.461673684 0.001068392 58.98472944EHLEMELEK 6 118498356 2xTMT6plex [N-Term; K9] 0.928 1.023 1.145 3.436584473 22.48 0 1615.876565 3 539.296814 -0.418284096 -0.000225298 45.77434777WEEVQSYIR 4 118498356 1xTMT6plex [N-Term] 0.828 1.015 3.528404236 18.12 0 1438.752795 2 719.880249 0.296219668 0.000213093 59.28018399SVEQEENK 10 118498356 2xTMT6plex [N-Term; K8] 0.638 0.938 0.814 3.63241291 45.39 0 1420.768394 2 710.8883057 0.661879958 0.000470189 20.11321875TENSSLTK 12 118498356 2xTMT6plex [N-Term; K8] 1.025 0.951 1.211 3.474965811 42.2 0 1337.767666 2 669.387085 -0.577677383 -0.000386399 23.76416808MQQSVYVK 12 118498356 2xTMT6plex [N-Term; K8] 1.115 1.195 1.082 3.691966057 40.18 0 1440.828492 2 720.9168091 -1.492700866 -0.001075363 40.67232005EESLQMQVQDILEQNEALK 2 118498356 2xTMT6plex [N-Term; K19] 0.662 1.966287971 4.91 0 2703.427517 3 901.8137817 -0.268061619 -0.000241562 100.0984652GKEEQMNTMK 2 118498356 3xTMT6plex [N-Term; K2; K10] 0.838 2.519126892 4.94 1 1883.033365 3 628.3486328 -1.072796976 -0.000673371 29.15130061LVNELTEK 4 118498356 2xTMT6plex [N-Term; K8] 1.335 1.08 3.305968046 29.55 0 1403.851002 2 702.4287109 -0.610139537 -0.000428272 54.71700298STYVTEVR 4 118498356 1xTMT6plex [N-Term] 1.266 1.218 2.940745592 54.42 0 1183.652019 2 592.3289795 -1.128951418 -0.000668143 26.65361153LTDTLVSK 12 118498356 2xTMT6plex [N-Term; K8] 1.241 1.175 0.997 3.230493784 41.89 0 1334.829538 2 667.9177856 -0.931535377 -0.00062172 51.5458426VQLQEAER 8 118498356 1xTMT6plex [N-Term] 1.053 0.809 1.132 3.368222952 28.63 0 1201.673817 2 601.340332 -0.357224643 -0.000214634 28.11696093DLLTELQK 2 118498356 2xTMT6plex [N-Term; K8] 0.964 3.776071548 44.38 0 1417.866652 2 709.4348755 -2.946330272 -0.002088752 65.01592237EEELNAIR 6 118498356 1xTMT6plex [N-Term] 1.259 0.975 0.899 3.297457695 40.53 0 1202.657832 2 601.8331299 0.95693521 0.000575433 31.51488798EKDLANTGK 4 118498356 3xTMT6plex [N-Term; K2; K9] 1.291 1.099 3.234437227 12.04 1 1662.999346 3 555.0036621 -1.751811798 -0.000971087 28.27505107RLEAMLK 8 118498356 2xTMT6plex [N-Term; K7] 1.07 1.059 1.053 3.357247353 15.77 1 1318.828098 3 440.2809143 0.069197739 3.04E-05 43.29951199SVEQEENKWK 3 118498356 3xTMT6plex [N-Term; K8; K10] 1.742 1.582 2.051424742 0.21 1 1964.105602 3 655.3735962 0.322352433 0.000211045 40.14071019VEPVPVTK 2 118498356 2xTMT6plex [N-Term; K8] 1.118 2.489434719 9.26 0 1326.839709 2 663.9237671 0.413501106 0.000274325 45.76049993DVVEQMEK 2 118498356 2xTMT6plex [N-Term; K8] 0.955 2.421643019 20.4 0 1435.786687 2 718.3965454 -0.607875596 -0.00043639 38.61908198EDAAATK 6 118498356 2xTMT6plex [N-Term; K7] 1.415 1.129 1.028 2.452353954 24.62 0 1163.667224 2 582.3370972 -0.263102764 -0.000153082 18.60115764EHNVFQNK 4 118498356 2xTMT6plex [N-Term; K8] 1.114 1.202 2.975728273 16.18 0 1473.821433 3 491.9448853 -0.902760844 -0.000443503 26.86904325QSAELNK 10 118498356 2xTMT6plex [N-Term; K7] 1.135 0.957 0.971 3.205332756 26.87 0 1247.735972 2 624.3717651 0.225635426 0.000140767 38.666941SQIEQLK 6 118498356 2xTMT6plex [N-Term; K7] 1.172 1.243 1.119 3.243087292 33.41 0 1303.798572 2 652.4018555 -1.639856451 -0.001069021 37.77130193ILNDQNK 6 118498356 2xTMT6plex [N-Term; K7] 1.09 0.915 1.272 3.212763071 23 0 1302.778171 2 651.8914795 -1.910460031 -0.001244453 33.88121041VKVDESHK 6 118498356 3xTMT6plex [N-Term; K2; K8] 1.412 1.418 1.68 3.2161479 8.39 1 1628.993867 4 408.0038452 -0.194046541 -7.90E-05 37.7980602
LTSKEEELKDIQNMNFLLK 2 118498356 4xTMT6plex [N-Term; K4; K9; K19]; 1xOxidation [M14] 1.329 1.225 3.697516203 2 3225.857452 4 803.2210083 -0.104019057 -8.35E-05 88.47198312

DFLLSLK 6 118498356 2xTMT6plex [N-Term; K7] 1.081 0.784 1.003 2.931628466 28.65 0 1293.818245 2 647.4116821 -1.667608411 -0.001078791 78.8971412ESDLSSK 2 118498356 2xTMT6plex [N-Term; K7] 1.37 1.609179139 12.06 0 1223.688353 2 612.3476563 -0.259314391 -0.00015866 24.14422596VAGDLHK 6 118498356 2xTMT6plex [N-Term; K7] 1.178 1.128 1.132 3.154507399 22.95 0 1197.735578 3 399.9168396 0.323350859 0.000129096 27.88520497
118601081 HNRNPUL2 heterogeneous nuclear ribonucleoprotein U-like protein 2 221092 NP_001073027.1 46.98795181 1 32 32 271 747 85.052 4.91 1.29 1.3 1.27 1.29 Significant 0.000047

LQEALDAEMLEDEAGGGGAGPGGACK 12 118601081 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C25] 1.145 1.248 1.61 7.450422287 83.88 0 2961.433407 3 987.8162231 0.239527113 0.000236448 73.92839229
AAEEQGDDQDSEK 12 118601081 2xTMT6plex [N-Term; K13] 1.345 1.295 1.222 5.220741272 71.47 0 1879.892151 2 940.4487915 -0.98099893 -0.000922086 18.07292805
DLLVQQASQCLSK 12 118601081 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.391 1.389 1.413 4.827229977 60.88 0 1948.093768 2 974.5498657 -0.674128068 -0.000656632 60.51966535

KVVVVVPNEEDWK 6 118601081 3xTMT6plex [N-Term; K1; K13] 1.253 1.296 1.248 5.724446774 39.38 1 2228.325766 3 743.4459839 -1.062331137 -0.000789073 64.51563295EEPFFPPPEEFVFIHAVPVEER 16 118601081 1xTMT6plex [N-Term] 0.751 1.204 1.521 4.972598553 57.83 0 2870.460248 3 957.4915161 -0.088090457 -8.43E-05 100.7169256KVVVVVPNEEDWKK 4 118601081 4xTMT6plex [N-Term; K1; K13; K14] 1.482 1.875 4.513406754 12.25 2 2585.583661 4 647.1516113 0.369294761 0.000238711 63.0898314KEVEGDDVPESIMLEMK 18 118601081 3xTMT6plex [N-Term; K1; K17] 1.569 1.272 1.325 5.50480938 28.41 1 2636.413002 3 879.4731445 -3.080475724 -0.002707135 74.41710998YNVLGAETVLNQMR 16 118601081 1xTMT6plex [N-Term] 1.151 1.222 1.204 5.073440552 65.14 0 1836.983934 2 918.9953003 -0.332062818 -0.000304997 74.02960325NCVVELNFGQKEEPFFPPPEEFVFIHAVPVEER 5 118601081 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 100 100 5.554769039 16.07 1 4388.246586 4 1097.816162 -0.858484688 -0.000941811 103.7574661
TIEECEVILMVGLPGSGK 10 118601081 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C5] 1.327 1.535 1.129 4.431875229 39.52 0 2390.307525 2 1195.656982 -0.350242068 -0.000418593 93.3461208
TIEECEVILMVGLPGSGK 2 118601081 2xTMT6plex [N-Term; K18]; 1xOxidation [M10]; 1xCarbamidomethyl [C5] 1.1 4.489942074 34.56 0 2406.30244 2 1195.656982 -0.350242068 -0.000418593 93.3461208

VGWSVDFSRPQLGEDEFSYGFDGR 4 118601081 1xTMT6plex [N-Term] 1.241 1.206 0.956 5.988802433 14.52 0 2979.411066 3 993.8078613 -0.683042917 -0.000678355 80.46696316
NCVVELNFGQK 4 118601081 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.403 1.386 5.233282566 57.39 0 1765.967111 2 883.4870605 -0.151008616 -0.000133338 60.50791834

EVEGDDVPESIMLEMK 12 118601081 2xTMT6plex [N-Term; K16] 1.184 1.386 1.393 4.108222485 42.3 0 2279.155107 2 1140.081177 -0.013116428 -1.49E-05 78.32656387DWQSYYYHHPQDR 12 118601081 1xTMT6plex [N-Term] 1.152 1.034 0.926 4.066064358 21.32 0 2023.924839 3 675.3132324 0.150640784 0.000101629 33.82044783EGCTEVSLLR 6 118601081 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.97 1.294 1.138 3.618334293 35.85 0 1392.735431 2 696.87146 0.1524998 0.000106196 40.97375503YGGQPLFSEK 4 118601081 2xTMT6plex [N-Term; K10] 1.27 1.235 3.663128853 44.43 0 1583.883365 2 792.4451904 -0.164330677 -0.00013014 51.99312526REEDEPEER 6 118601081 1xTMT6plex [N-Term] 1.58 1.097 1.432 4.559556961 39.16 1 1417.675667 3 473.2298279 -0.519609272 -0.000245546 14.1571782NFILDQCNVYNSGQR 6 118601081 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.289 1.134 2.281 3.474225521 26.71 0 2057.007189 2 1029.008789 1.513225144 0.001556357 61.41328158
ALLPHVLCK 12 118601081 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.58 1.603 1.512 3.544949055 55.65 0 1508.938712 2 754.9736938 0.927363916 0.000699668 58.39923972
EEAQPIVTK 2 118601081 2xTMT6plex [N-Term; K9] 1.035 3.23169589 21.27 0 1472.872465 2 736.9397583 -0.153107918 -0.000112754 34.2851576SKPAGSDGER 6 118601081 2xTMT6plex [N-Term; K2] 1.269 1.487 1.401 3.050853252 20.66 0 1461.806177 3 487.9402161 -0.0560106 -2.73E-05 15.70765796GLEEPEMDPK 8 118601081 2xTMT6plex [N-Term; K10] 1.316 1.311 1.232 2.708425999 50.32 0 1602.84493 2 801.9252319 -1.087318417 -0.000871401 43.23637922NYYGYQGYR 12 118601081 1xTMT6plex [N-Term] 1.191 1.173 1.016 3.631338596 33.15 0 1412.67963 2 706.8442383 1.11108171 0.000784801 44.55479748FPTLWSGAR 6 118601081 1xTMT6plex [N-Term] 1.219 1.163 1.369 3.171450377 25.92 0 1263.704723 2 632.3551636 -1.323443311 -0.000836221 64.71698614SGDETPGSEVPGDK 6 118601081 2xTMT6plex [N-Term; K14] 1.627 1.299 2.944970131 25.46 0 1832.927808 2 916.965332 -2.411664814 -0.002210204 26.69411532VTQNLPMK 12 118601081 2xTMT6plex [N-Term; K8] 1.33 1.342 1.363 3.608549118 35.11 0 1388.833578 2 694.9207764 0.502899978 0.000349222 46.43112586KLLPPSEK 8 118601081 3xTMT6plex [N-Term; K1; K8] 1.568 1.703 1.596 3.779175997 17.47 1 1599.04484 3 533.68573 -1.37792796 -0.000734456 44.94096975ANFSLPEK 10 118601081 2xTMT6plex [N-Term; K8] 1.124 1.029 1.032 3.309710741 13.11 0 1363.798572 2 682.4019165 -1.478203767 -0.001007986 53.34881182LVQIASR 12 118601081 1xTMT6plex [N-Term] 1.177 1.26 1.253 2.794012308 37.96 0 1015.646146 2 508.3261719 -1.061787124 -0.0005392 38.53867476CDYMDEVTYGELEKEEAQPIVTK 1 118601081 3xTMT6plex [N-Term; K14; K23]; 1xCarbamidomethyl [C1] 1.085 2.872457027 1 3434.731435 4 859.4361572 -2.514378173 -0.002159053 70.59533938

STYGVTK 3 118601081 2xTMT6plex [N-Term; K7] 1.244 1.226 2.119508028 17.43 0 1213.719259 2 607.362854 -0.68226007 -0.000414036 29.08262077LLPPSEK 6 118601081 2xTMT6plex [N-Term; K7] 0.989 1.008 1.026 1.966771126 16.83 0 1241.786945 2 621.3969116 -0.320890644 -0.000199239 46.74452022
118918395 FNDC3A fibronectin type-III domain-containing protein 3A isoform 1 22862 NP_001073141.1 8.514190317 1 6 6 27 1198 131.767 6.71 0.93 1.14 1.14 1.07 Significant 0.00425

GQIAGGINTGSAK 6 118918395 2xTMT6plex [N-Term; K13] 1.007 0.931 0.997 4.399506092 50.71 0 1631.94809 2 816.4768066 -1.074359387 -0.000876649 33.06614231AFEALLSNIVKPVASDIQAR 8 118918395 2xTMT6plex [N-Term; K11] 2.179 1.511 3.523099661 20.98 0 2600.517593 4 650.8858643 1.55134934 0.001008578 108.9556554
EVYQGSEVECTVSSLLPGK 2 118918395 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C10] 1.172 4.29104805 35.94 0 2540.331826 3 847.4500122 1.439812333 0.0012192 75.97757652

GDPVIYSLQVMLGK 8 118918395 2xTMT6plex [N-Term; K14] 1.349 1.191 1.057 4.438335419 28.58 0 1978.144741 3 660.0547485 2.503151244 0.001650532 105.9215948
WGPPLVDGGSPISCYSVEMSPIEK 2 118918395 2xTMT6plex [N-Term; K24]; 1xOxidation [M19]; 1xCarbamidomethyl [C14] 100 0.70524013 0.78 0 3079.552066 3 1027.185181 -3.596989944 -0.003692373 107.4368384

LECVAFSHQNLK 1 118918395 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.855 3.449072838 0 1904.046424 3 635.3530884 -0.899223496 -0.000570721 52.92335633
122056476 CASP8 caspase-8 isoform G precursor 841 NP_001073594.1 25.27881041 1 8 8 34 538 61.796 5.26 0.94 0.86 0.84 0.88 Significant 0.0012 NLYDIGEQLDSEDLASLK 12 122056476 2xTMT6plex [N-Term; K18] 0.904 0.737 0.732 4.838978767 51.39 0 2481.31247 3 827.7758789 0.247150956 0.00020442 85.8397144VMLYQISEEVSR 6 122056476 1xTMT6plex [N-Term] 0.931 0.852 0.726 3.871843576 37.79 0 1682.898473 2 841.9517822 -1.298490022 -0.001092613 70.5601935GIPVETDSEEQPYLEMDLSSPQTR 2 122056476 1xTMT6plex [N-Term] 1.151 4.773442745 68.47 0 2950.418913 3 984.1419678 -2.563263018 -0.0025209 68.1676703NPAEGTWYIQSLCQSLR 2 122056476 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.371 3.960254192 8.47 0 2252.133117 3 751.3810425 -2.017335724 -0.001514436 84.25009644FLLQEEISK 6 122056476 2xTMT6plex [N-Term; K9] 0.818 1.14 1.014 4.133906364 44.51 0 1564.935066 2 782.9701538 -1.300202709 -0.001017366 68.89187491GDDILTILTEVNYEVSNKDDK 2 122056476 3xTMT6plex [N-Term; K18; K21] 0.761 2.86165309 9.57 1 3068.660637 4 767.9214478 1.083386538 0.000831136 109.5452141GIIYGTDGQEAPIYELTSQFTGLK 2 122056476 2xTMT6plex [N-Term; K24] 100 1.77716732 0.86 0 3059.634138 3 1020.549683 0.11639678 0.000118711 111.5711169EQDSESQTLDK 2 122056476 2xTMT6plex [N-Term; K11] 1.417 2.233912468 32.92 0 1737.890694 2 869.4511719 2.516285987 0.002186515 25.263429122937211 KIAA0368 proteasome-associated protein ECM29 homolog 23392 NP_001073867.1 27.0699058 1 42 42 254 2017 223.552 8.75 1.28 1.32 1.26 1.29 Significant 0.000188 TPDGQGLSTYK 6 122937211 2xTMT6plex [N-Term; K11] 1.282 1.388 1.469 3.434507132 53.31 0 1624.894657 2 812.9501343 -1.02497433 -0.000832738 37.22360429

VIGDNPWTPEQLEQCK 4 122937211 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 1.142 1.366 4.97446537 47.23 0 2372.232052 3 791.4143066 -1.553649914 -0.001228539 70.42539527
ELCSLASDLSQPDLVYK 6 122937211 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C3] 1.477 1.436 4.773177624 37.86 0 2396.278334 3 799.4310303 0.085065374 6.79E-05 83.4797346

AQGAIAMASIAK 4 122937211 2xTMT6plex [N-Term; K12] 0.857 1.288 4.377588749 64.83 0 1589.944919 2 795.4750977 -1.258048298 -0.001000114 57.66473031EVLPLAFLGMHEIADEEK 6 122937211 2xTMT6plex [N-Term; K18] 1.215 1.452 1.151 6.742360115 50.41 0 2499.356918 3 833.7886963 -2.153543087 -0.001794158 100.3069191FQEFSNIVIPLIK 18 122937211 2xTMT6plex [N-Term; K13] 1.246 1.294 1.31 4.530275822 38.78 0 2006.209056 3 669.4078979 0.042377267 2.83E-05 108.7978689TLMEALVASYLIKPEVQVR 16 122937211 2xTMT6plex [N-Term; K13] 1.123 1.67 1.384 6.450166225 41.56 0 2618.535551 3 873.5153198 -1.582906652 -0.001381632 110.9897105SVPNQPSTNEILQAVLK 8 122937211 2xTMT6plex [N-Term; K17] 1.498 1.77 1.353 4.481596947 29.93 0 2296.327667 3 766.1134033 -0.875401665 -0.00067007 88.1692799ELAALFYSVVVSTVSGNELK 3 122937211 2xTMT6plex [N-Term; K20] 1.676 1.328 4.192281246 1.44 0 2584.463826 3 862.1588745 -0.679303315 -0.000585212 113.3152351EIQSAFVSVLSENDELSQDVASK 6 122937211 2xTMT6plex [N-Term; K23] 1.408 1.062 1.756 6.118206024 67.07 0 2953.540632 3 985.1829834 -2.111033998 -0.002078342 90.06446344LLSMAYSAVGK 2 122937211 2xTMT6plex [N-Term; K11] 1.254 5.083828449 55.57 0 1597.938771 2 799.4718628 -1.453093263 -0.001160977 79.83977834QSLIDWNNPAIINK 6 122937211 2xTMT6plex [N-Term; K14] 1.119 1.201 1.28 4.097287178 38.32 0 2084.190445 3 695.4017944 0.18459483 0.000128244 74.68041205AGEQLAPFLPQLVPR 6 122937211 1xTMT6plex [N-Term] 1.094 1.216 4.939315319 40.74 0 1865.084634 3 622.3662109 -0.297432883 -0.000184912 90.43957322LLLQGLMDSVEAK 9 122937211 2xTMT6plex [N-Term; K13] 1.559 1.171 4.035115719 42.56 0 1875.102542 3 625.7056274 -0.113346218 -7.08E-05 103.5028147LAIQEALSMMVGAYSTLEGAQR 4 122937211 1xTMT6plex [N-Term] 1.018 1.04 4.388690948 26.32 0 2568.33631 3 856.7822876 -1.55754798 -0.001333436 113.1241032ESTSEQMPSFPEMVYYIQEK 4 122937211 2xTMT6plex [N-Term; K20] 1.214 1.452 3.757497787 29.74 0 2881.404004 3 961.1392822 -0.246609053 -0.00023686 93.69906516
IVAISCAADILK 12 122937211 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 1.537 1.564 1.49 4.475368023 67.7 0 1732.044299 2 866.5249634 -0.951888002 -0.000824356 88.90108256

AIACVVTACSAELEK 4 122937211 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C4; C9] 2.85 2.059 4.630268097 43.82 0 2080.118269 3 694.0449219 0.934482923 0.000647945 72.37132179
LYLQELITITQK 18 122937211 2xTMT6plex [N-Term; K12] 1.237 1.254 1.265 4.272147179 44.65 0 1921.177421 3 641.0633545 -0.994631426 -0.000636954 102.2569088

DIALVQQLFEALCK 4 122937211 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 1.465 1.672 3.389622688 45.31 0 2106.203319 3 702.7393188 0.040253934 2.83E-05 113.0381459
TIAALLPCLLDK 12 122937211 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.433 1.699 2.24 4.108359337 55.9 0 1786.091249 2 893.5490723 -0.213381455 -0.000190559 105.7405692

QAMTSIWNALVTDK 2 122937211 2xTMT6plex [N-Term; K14] 1.12 4.000876427 26.11 0 2036.125068 3 679.380249 0.552972079 0.000375307 93.70490449LHLVESLLSR 4 122937211 1xTMT6plex [N-Term] 1.411 1.154 3.847795725 40.69 0 1395.852115 3 465.9545593 -2.142520294 -0.00099688 73.3985901AIQTLGYFPVGDGDFPHQK 5 122937211 2xTMT6plex [N-Term; K19] 1.145 1.142 3.513799191 14.94 0 2548.36003 3 850.1225586 -2.710413234 -0.00230237 74.39147427HSVATAADLELK 6 122937211 2xTMT6plex [N-Term; K12] 1.139 1.251 1.182 4.744958878 30.71 0 1712.994706 3 571.6689453 -1.414530058 -0.000807694 45.26283035ALSINTLVK 6 122937211 2xTMT6plex [N-Term; K9] 1.182 0.965 0.657 4.551160812 45.69 0 1416.919022 2 708.9629517 -0.278851283 -0.000197555 73.5692486VMELLVHLNK 8 122937211 2xTMT6plex [N-Term; K10] 1.058 1.15 1.02 3.52281189 28.58 0 1654.012605 3 552.0097046 1.182554187 0.000651987 81.83664687LLLQGLMDSVEAK 2 122937211 2xTMT6plex [N-Term; K13]; 1xOxidation [M7] 1.489 3.333192348 21.62 0 1891.097457 3 625.7056274 -0.113346218 -7.08E-05 103.5028147
QWECLTSECR 6 122937211 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C9] 1.578 2.028 1.932 3.825266838 29.92 0 1597.730028 2 799.3710938 3.056004402 0.002441335 42.18527701YQFDPNLGIR 6 122937211 1xTMT6plex [N-Term] 1.564 2.374 1.591 3.647306204 25.7 0 1451.78443 2 726.395874 0.02872112 2.08E-05 56.00507812EGAVLKPELK 6 122937211 3xTMT6plex [N-Term; K6; K10] 1.224 1.212 1.076 3.611956596 18.03 0 1771.129632 3 591.0477905 -0.459530434 -0.000271296 59.33103327SITYSLENK 6 122937211 2xTMT6plex [N-Term; K9] 0.76 0.801 1.473 4.231472969 30.35 0 1512.86738 2 756.9364014 -1.225471346 -0.000926988 48.24500557VYLGDIPLK 9 122937211 2xTMT6plex [N-Term; K9] 1.21 1.245 3.155008078 30.58 0 1475.923773 2 738.465332 -0.261122903 -0.000192699 74.15107479LMSALLSGLTDR 2 122937211 1xTMT6plex [N-Term] 0.673 3.056514263 15.79 0 1505.85588 2 753.4311523 -0.565779575 -0.000425991 97.54916969EEVHGEAQR 2 122937211 1xTMT6plex [N-Term] 1.307 3.389284134 28.46 0 1283.654144 3 428.5560913 -0.329663734 -0.000141058 14.04458825SASPFNLAEKPK 2 122937211 3xTMT6plex [N-Term; K10; K12] 1.546 4.308009148 13.06 0 1976.178373 3 659.3965454 -1.664955743 -0.00109675 52.4537987ELQLEYLLGAFESLGK 4 122937211 2xTMT6plex [N-Term; K16] 1.529 1.179 2.179620743 7.95 0 2268.289156 3 756.767334 -0.75276861 -0.000569166 113.0130002MSEQQDLER 2 122937211 1xTMT6plex [N-Term] 1.28 2.610612392 14.48 0 1364.667745 2 682.8370972 -0.606187158 -0.000413622 23.02854325LSSTQEGVR 2 122937211 1xTMT6plex [N-Term] 0.819 3.199385405 30.03 0 1205.668731 2 603.3389282 1.533186741 0.000924258 22.45834815LINEYKEDPK 3 122937211 3xTMT6plex [N-Term; K6; K10] 1.234 1.237 2.525480032 6.17 1 1936.13584 3 646.050293 0.250987684 0.000161982 45.25037578MPHLFTK 6 122937211 2xTMT6plex [N-Term; K7] 1.309 1.242 1.205 2.407306194 20.9 0 1331.790985 3 444.6019897 0.323870852 0.000143776 52.10051846YSPDVLK 2 122937211 2xTMT6plex [N-Term; K7] 1.356 2.521856546 18.41 0 1279.76621 2 640.3865967 -0.228870416 -0.00014645 42.23012699YPVESSK 5 122937211 2xTMT6plex [N-Term; K7] 1.237 1.105 2.228467941 17.26 0 1267.729824 2 634.3682251 -0.513157201 -0.000325272 29.07779603

122937227 U2SURP U2 snRNP-associated SURP motif-containing protein isoform 1 23350 NP_001073884.1 32.16715258 1 23 23 116 1029 118.219 8.47 1.33 1.27 1.31 1.3 Significant 0.000183
LYLVSDVLYNSSAK 12 122937227 2xTMT6plex [N-Term; K14] 1.111 1.528 1.245 4.302834988 58.41 0 2030.157414 2 1015.581909 -0.42958276 -0.00043606 88.63030256SLDDDLDGVPLDATEDSKK 6 122937227 3xTMT6plex [N-Term; K18; K19] 2.152 0.397 1.07 4.247994423 27.52 1 2720.444496 3 907.4859009 -0.494979142 -0.000448854 61.36954302LYSILQGDSPTK 10 122937227 2xTMT6plex [N-Term; K12] 1.439 1.497 2.028 4.451707363 50.54 0 1780.025672 2 890.5201416 4.12076255 0.003667532 74.5560068LCQIFSDLNATYR 8 122937227 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.605 1.414 100 4.543762207 50.39 0 1829.941735 3 610.6516724 -0.694710729 -0.00042376 83.5562459AAAEIYEEFLAAFEGSDGNK 3 122937227 2xTMT6plex [N-Term; K20] 1.063 1.105 4.417888165 19 0 2590.307719 3 864.105957 -1.699155748 -0.001467112 112.6191115SSDVHSSGSSDAHMDASGPSDSDMPSR 4 122937227 1xTMT6plex [N-Term] 1.073 1.91 5.121352673 33.74 0 2935.226772 4 734.5608521 -1.769306864 -0.001298329 19.35455861KPGQSFQEQVEHYR 4 122937227 2xTMT6plex [N-Term; K1] 1.484 1.33 5.24403429 27.79 0 2191.166021 4 548.5478516 1.622396462 0.000888735 38.21372231SSGVLDDYAPGSHDVGDPSTTNLYLGNINPQMNEEMLCQEFGR 2 122937227 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C38] 3.431422234 8.01 0 4957.255241 4 1240.070557 1.04003975 0.001288936 85.35582566FLFENQTPAHVYYR 2 122937227 1xTMT6plex [N-Term] 1.434 3.764714003 20.33 0 2014.038412 3 672.0166626 -1.478525441 -0.000992602 59.2793077SNLELFKEELK 6 122937227 3xTMT6plex [N-Term; K7; K11] 1.259 1.383 1.47 2.995419025 15.51 1 2037.219904 3 679.7445068 -0.459637266 -0.000312127 71.39410099TIQGHLQSENFK 2 122937227 2xTMT6plex [N-Term; K12] 1.346 3.684647083 21.04 0 1860.037968 3 620.6834106 -1.230532089 -0.000762945 37.03315194FEPPQSDSDGQR 8 122937227 1xTMT6plex [N-Term] 1.474 1.771 1.653 3.440368652 49.23 0 1591.75498 2 796.3803711 -0.95137915 -0.000757181 25.75601797ETEDVPDDLDGAPIEEELDGAPLEDVDGIPIDATPIDDLDGVPIK 2 122937227 2xTMT6plex [N-Term; K45] 1.532038569 4.02 0 5185.561551 4 1297.145508 -0.260351746 -0.000337518 108.7506379

GGVVNAAK 6 122937227 2xTMT6plex [N-Term; K8] 0.986 0.887 0.858 3.069352388 39.2 0 1173.735578 2 587.3717041 0.471420595 0.000276662 25.62959512YSEMSEEK 6 122937227 2xTMT6plex [N-Term; K8] 1.184 1.28 0.935 3.085100412 38.18 0 1460.734317 2 730.8700562 -1.014110023 -0.000740673 27.63665608TLSQAIVK 4 122937227 2xTMT6plex [N-Term; K8] 1.221 1.08 1.179 3.319251537 19.87 0 1317.850608 2 659.4290161 0.112051064 7.38E-05 47.6256155DKLEEILR 12 122937227 2xTMT6plex [N-Term; K2] 1.52 1.281 1.445 3.253269434 20.37 1 1473.9041 2 737.4556885 0.000239585 1.77E-07 56.92749364NPPNQSSNERPPSLLVIETK 4 122937227 2xTMT6plex [N-Term; K20] 1.214 0.96 1.154 3.252080679 0 2678.487749 3 893.4992676 -1.679938848 -0.001499899 58.75661114KNEPIFK 6 122937227 3xTMT6plex [N-Term; K1; K7] 1.312 1.065 1.574 2.619828939 7.79 1 1562.987325 3 521.6674805 0.360166868 0.000187645 42.90451456SNLELFK 2 122937227 2xTMT6plex [N-Term; K7] 1.408 1.853847861 4.05 0 1308.792759 2 654.9002075 0.290106329 0.000189845 58.84834228KSNLELFKEELK 1 122937227 4xTMT6plex [N-Term; K1; K8; K12] 0.909 2.459322214 2 2394.477799 4 599.3740845 -1.374240921 -0.000822647 63.83761951EINNPMFR 4 122937227 1xTMT6plex [N-Term] 1.08 1.118 3.000782967 26.05 0 1249.656058 2 625.3300781 -2.54356387 -0.00158929 42.18018819VANASYYR 2 122937227 1xTMT6plex [N-Term] 0.997 2.550004244 14.28 0 1172.626138 2 586.8154297 -2.179334842 -0.001277773 23.90329156122937263 FTO alpha-ketoglutarate-dependent dioxygenase FTO 79068 NP_001073901.1 11.08910891 1 5 5 29 505 58.245 5.22 1.2 1.11 1.07 1.13 Significant 0.00116
EVQEAFLTLHK 4 122937263 2xTMT6plex [N-Term; K11] 1.158 1.077 4.760256767 38.68 0 1773.031091 3 591.680542 -2.266493496 -0.001339521 61.18892914NEILTAILASLTAR 9 122937263 1xTMT6plex [N-Term] 1.799 1.561 1.528 4.717741966 37.69 0 1715.026451 2 858.017334 0.548463115 0.000470314 112.9803316KMEGVTNAVLHEVK 6 122937263 3xTMT6plex [N-Term; K1; K14] 1.054 1.041 0.993 4.528301239 9.87 1 2242.319634 4 561.3361206 1.345995383 0.000754538 59.92275747LFTVPWPVK 6 122937263 2xTMT6plex [N-Term; K9] 1.292 1.208 1.141 3.492992878 31.51 0 1544.960493 2 772.9829712 -1.182533273 -0.000913484 96.78504385DLLTPVSR 4 122937263 1xTMT6plex [N-Term] 1.195 0.995 2.645428419 28.78 0 1129.67784 2 565.3435059 1.67799056 0.000947794 39.29021995160948599 INTS1 integrator complex subunit 1 26173 NP_001073922.2 7.899543379 1 14 14 49 2190 244.143 6.13 1.21 1.24 1.38 1.28 Significant 0.00168 DAVWWLHTVVPSISK 6 160948599 2xTMT6plex [N-Term; K15] 0.98 0.905 1.293 4.137384892 27.89 0 2196.258131 3 732.7579346 0.509731038 0.000373167 93.35131842AFLVGMYGQMDPSAQISEALR 6 160948599 1xTMT6plex [N-Term] 1.135 1.033 1.241 4.053411961 43.91 0 2513.272981 3 838.4271851 -2.37915032 -0.001993151 92.84890969ELPLGPADAMELADHLVK 6 160948599 2xTMT6plex [N-Term; K18] 1.46 1.323 1.428 6.890607357 52.24 0 2377.320139 3 793.1116333 0.087469222 6.93E-05 99.1503651NPDFLLHIIQR 6 160948599 1xTMT6plex [N-Term] 1.559 1.551 4.651404858 49.96 0 1594.926677 3 532.3146362 1.679200332 0.000892734 79.38673836VYIEDSLGER 2 160948599 1xTMT6plex [N-Term] 1.162 3.284544945 33 0 1409.747375 2 705.3768921 -0.615649532 -0.000433955 49.70363314LQDLLLGPK 6 160948599 2xTMT6plex [N-Term; K9] 1.398 1.204 1.499 3.48115015 26.95 0 1454.934672 2 727.9708862 -0.120987606 -8.80E-05 81.10676858VLFTEQPETYYK 2 160948599 2xTMT6plex [N-Term; K12] 1.119 2.326459408 13.91 0 1976.078101 2 988.5391846 -3.54664088 -0.00350422 64.70413015
LMSSAEECCR 2 160948599 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C8; C9] 1.659 3.216291189 7.31 0 1471.654086 2 736.3319702 1.7515527 0.00128884 27.18890132LPLFDSVR 4 160948599 1xTMT6plex [N-Term] 1.1 1.223 2.884767771 17.76 0 1175.698575 2 588.352356 -0.969360652 -0.000569838 70.34386884LSPSAASDAVLSALLSIFSR 2 160948599 1xTMT6plex [N-Term] 1.37 2.450458288 38.75 0 2234.259364 3 745.4240723 -0.760862034 -0.000566654 113.7098305ILVIGLSR 2 160948599 1xTMT6plex [N-Term] 1.24 2.382214308 20.64 0 1099.740046 2 550.3734741 -0.340323892 -0.000187134 68.50157817VLQGLIEVR 2 160948599 1xTMT6plex [N-Term] 1.114 2.829315901 0.82 0 1255.793538 2 628.4000244 -0.609751406 -0.000382861 69.39381801TFVDNIQTAFNTR 1 160948599 1xTMT6plex [N-Term] 1.139 2.2583673 0 1755.922714 2 878.4644775 -0.589702421 -0.000517736 67.16875004RQPIDNVSR 2 160948599 1xTMT6plex [N-Term] 1.155 2.248058319 11.92 1 1313.748713 3 438.587738 -0.039648885 -1.74E-05 29.5196819295148073 ARHGEF28 rho guanine nucleotide exchange factor 28 isoform 1 64283 NP_001073948.2 5.488157135 1 7 7 29 1731 194.397 6.09 1.18 1.14 1.02 1.11 Significant 0.00186
EAESLQVAVK 4 295148073 2xTMT6plex [N-Term; K10] 1.298 1.135 4.217034817 61.67 0 1531.909579 2 766.4571533 -1.664079532 -0.00127461 46.36529233IGDILVQQFSEENASK 6 295148073 2xTMT6plex [N-Term; K16] 1.039 1.147 1.168 4.166547298 35.31 0 2236.222533 3 746.0744019 -6.207272929 -0.004626948 81.97100182YIFAAVDQKPSVISLQK 5 295148073 3xTMT6plex [N-Term; K9; K17] 1.121 0.963 6.23008728 16.87 0 2594.552471 3 865.5219116 -0.49693222 -0.000429772 80.72674205IFPCLDELLEIHR 2 295148073 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.597 4.02486372 23.36 0 1884.025071 3 628.6791382 -1.172765295 -0.000736506 98.79203636DIPQPGLSLHPSSSVPVGLPTGR 2 295148073 1xTMT6plex [N-Term] 1.147 4.454428196 12.89 0 2540.403402 3 847.4710693 -1.868637156 -0.001582364 68.52968453TSESDEDKR 4 295148073 2xTMT6plex [N-Term; K8] 1.239 1.27 3.244739532 16.48 1 1524.790586 3 508.9347534 -0.576633999 -0.000293082 15.01129194EAVNLFK 6 295148073 2xTMT6plex [N-Term; K7] 1.193 1.106 1.02 2.586177349 18.68 0 1278.782194 2 639.8948364 0.158089128 0.000101081 55.67338053124494238 MYO1C unconventional myosin-Ic isoform a 4641 NP_001074248.1 39.79303857 1 35 35 263 1063 121.606 9.41 0.81 0.79 0.82 0.81 Significant 0.00012 DGTIDFTPGSELLITK 8 124494238 2xTMT6plex [N-Term; K16] 0.692 0.653 4.567484379 37.07 0 2165.210572 2 1083.107788 -1.049310471 -0.001135989 82.43550729TLFATEDALEVR 6 124494238 1xTMT6plex [N-Term] 0.705 0.661 4.657461166 53.61 0 1593.868553 2 797.4373169 -0.750363595 -0.00059799 65.65201532LLQSNPVLEAFGNAK 18 124494238 2xTMT6plex [N-Term; K15] 0.796 0.794 0.792 4.997792721 55.5 0 2059.195196 3 687.0698853 -0.045570367 -3.13E-05 89.69925716GAPVGGHILSYLLEK 14 124494238 2xTMT6plex [N-Term; K15] 0.737 0.824 0.84 4.951138496 37.76 0 2012.194468 3 671.4029541 -0.079050666 -5.30E-05 87.24881587MSLLQLVEILQSK 10 124494238 2xTMT6plex [N-Term; K13] 0.695 0.825 0.82 4.699390888 71.63 0 1960.191691 2 980.597229 -2.300566933 -0.002254776 113.1657411GEELLSPLNLEQAAYAR 8 124494238 1xTMT6plex [N-Term] 0.681 0.729 1.039 3.945291996 51.24 0 2103.128349 2 1052.067017 -0.757356 -0.000796408 76.84650521GVSFYEVPPHLFAVADTVYR 6 124494238 1xTMT6plex [N-Term] 0.765 0.881 6.102478027 45.41 0 2496.312462 3 832.7751465 -0.63112567 -0.000525162 89.92369041SEQEEYEAEGIAWEPVQYFNNK 2 124494238 2xTMT6plex [N-Term; K22] 0.735 6.103683949 53.84 0 3118.504581 3 1040.171143 -1.829830766 -0.001902112 80.80273302QLPQNVLDTSWPTPPPALR 12 124494238 1xTMT6plex [N-Term] 0.913 0.667 0.81 5.948280811 41.33 0 2359.297146 3 787.1008301 -3.90328774 -0.003069672 82.26327488DQAVMISGESGAGK 4 124494238 2xTMT6plex [N-Term; K14] 0.763 0.363 4.79951334 73.73 0 1807.962419 2 904.4835815 -1.400932915 -0.001266417 38.7993351

GIISILDEECLRPGEATDLTFLEK 14 124494238 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C10] 1.13 0.831 0.81 4.716691971 26.09 0 3177.711737 3 1059.909302 0.508203252 0.000538308 101.6831197
VLQALGSEPIQYAVPVVK 16 124494238 2xTMT6plex [N-Term; K18] 0.737 0.744 0.813 5.872739792 50.81 0 2369.420839 4 593.1104126 -0.429868497 -0.000254635 90.3128977DQAVMISGESGAGK 2 124494238 2xTMT6plex [N-Term; K14]; 1xOxidation [M5] 0.841 2.585385323 38.99 0 1823.957334 2 904.4835815 -1.400932915 -0.001266417 38.7993351CPENAFFLDHVR 4 124494238 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.751 0.67 3.666099072 21.82 0 1733.863091 3 578.6255493 -0.574590223 -0.000332087 54.15429067QKGDVVLQSDHVIETLTK 6 124494238 3xTMT6plex [N-Term; K2; K18] 0.908 0.999 4.688670158 22.38 1 2697.575391 4 675.1497803 0.704385782 0.000475033 64.0998277NPQSYLYLVK 10 124494238 2xTMT6plex [N-Term; K10] 0.841 0.847 0.654 4.221964359 54.7 0 1682.988164 2 841.9980469 0.388131072 0.00032661 71.54587493
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LLSVEGSTLR 8 124494238 1xTMT6plex [N-Term] 0.881 0.748 0.756 4.248166561 49.47 0 1303.778282 2 652.3929443 0.253357399 0.000165161 61.43443431YLGLLENLR 18 124494238 1xTMT6plex [N-Term] 0.816 0.866 0.837 3.668135166 42.9 0 1319.788453 2 660.3969116 -1.444100991 -0.000952954 78.30924819DNYPQSVPR 6 124494238 1xTMT6plex [N-Term] 0.762 0.699 0.696 3.398762941 45.73 0 1304.67963 2 652.8432007 -0.387522577 -0.000252796 23.25910031YMDVQFDFK 6 124494238 2xTMT6plex [N-Term; K9] 0.867 0.779 0.81 3.338404894 39.96 0 1650.860186 2 825.9341431 0.498687181 0.000411631 74.74226061SLCPETWPTWAGRPQDGVAVLVR 2 124494238 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.549 3.531668663 10.58 0 2824.476584 3 942.1620483 -1.767424979 -0.001664017 79.35944093
IICDLVEEK 8 124494238 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.864 1.115 0.988 4.175519466 32.72 0 1576.902051 2 788.9543457 -0.403673614 -0.000318277 70.23281352LGTDEISPR 4 124494238 1xTMT6plex [N-Term] 0.788 0.889 2.463816166 27.85 0 1216.673482 2 608.8399048 -0.78031592 -0.000474695 31.95702832TFTWLVGK 4 124494238 2xTMT6plex [N-Term; K8] 0.771 3.664695024 41.67 0 1409.855693 2 705.4309082 -0.818206966 -0.000576777 83.67631873AVASEIFK 4 124494238 2xTMT6plex [N-Term; K8] 1.144 0.787 3.448821068 32.52 0 1322.808409 2 661.90802 0.268088001 0.000177315 57.76640552KRPETVATQFK 8 124494238 3xTMT6plex [N-Term; K1; K11] 0.849 0.835 0.803 3.686753988 0.13 1 1992.220907 4 498.8110657 0.766012096 0.000381516 34.63124945NPIMSQCFDR 6 124494238 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.903 0.824 0.871 3.063040495 10.57 0 1496.718735 2 748.8626709 -0.447534403 -0.000334917 42.06215041HLGYKPEEYK 7 124494238 3xTMT6plex [N-Term; K5; K10] 0.757 0.733 0.835 3.552213192 13.51 0 1951.125609 4 488.5367432 -0.239166432 -0.000116661 36.60698456KYEAFLQR 3 124494238 2xTMT6plex [N-Term; K1] 0.887 1.022 2.565712214 9.64 1 1512.89387 3 504.9693298 -0.286496003 -0.000144479 45.13212089TSFLLNLR 2 124494238 1xTMT6plex [N-Term] 0.713 2.942392588 17.19 0 1192.725124 2 596.8668823 1.143573159 0.000681984 69.31806998KDNYPQSVPR 2 124494238 2xTMT6plex [N-Term; K1] 0.644 3.642054081 10.34 1 1661.937525 3 554.6501465 -0.986256613 -0.000546366 27.24164191DVESPSWR 6 124494238 1xTMT6plex [N-Term] 1.117 0.943 0.992 2.513611794 13.99 0 1204.615967 2 602.8118286 0.342936316 0.000206553 31.02172914ETMCSSK 4 124494238 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.759 0.897 3.013999701 24.59 0 1300.664129 2 650.8364868 1.20524029 0.000783806 20.11895964DLQIYSR 8 124494238 1xTMT6plex [N-Term] 0.762 0.763 0.764 2.993729115 28.76 0 1123.630889 2 562.3190308 -0.092936714 -5.22E-05 35.55391247EASELLR 11 124494238 1xTMT6plex [N-Term] 0.84 0.848 0.974 2.493490219 15.84 0 1046.60434 2 523.8057251 -0.15924326 -8.33E-05 32.09074155FDEVLIR 6 124494238 1xTMT6plex [N-Term] 0.805 0.816 0.81 2.268610477 17.59 0 1120.656376 2 560.8303223 -2.68405982 -0.001503954 57.23414184124249392 DNLZ DNL-type zinc finger protein 728489 NP_001074318.1 12.35955056 1 2 2 8 178 19.192 9.8 1.08 0.87 1.02 0.99 Significant 0.00396

VEAAHYQLVYTCK 2 124249392 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.073 4.045918941 20.07 0 2040.098853 3 680.7041016 -0.540195637 -0.000367351 57.61013775NIEEILTAR 6 124249392 1xTMT6plex [N-Term] 1.118 0.87 1.015 3.002247095 23.6 0 1287.746982 2 644.3774414 0.48501958 0.000312291 59.81135257
125988395 JMJD6 bifunctional arginine demethylase and lysyl-hydroxylase JMJD6 isoform 1 23210 NP_001074930.1 11.83574879 1 3 3 8 414 47.597 8.73 0.84 0.96 1.66 1.15 Significant 0.0458

SGTGIHIDPLGTSAWNALVQGHK 2 125988395 2xTMT6plex [N-Term; K23] 1.7 5.041818142 27.16 0 2817.541182 4 705.1398315 -1.308033455 -0.00092136 77.50496135DDSPLYIFDSSYGEHPK 4 125988395 2xTMT6plex [N-Term; K17] 1.498 1.617 3.533553362 25.56 0 2428.207277 3 810.0693359 -5.692428991 -0.004607466 69.36829578LLEDYKVPK 2 125988395 3xTMT6plex [N-Term; K6; K9] 0.843 0.828 1.572280645 1 1792.118733 3 598.0440063 -0.70720595 -0.000422466 55.69603457
4505891 PLOD3 procollagen-lysine,2-oxoglutarate 5-dioxygenase 3 precursor 8985 NP_001075.1 43.3604336 1 27 27 198 738 84.731 6.05 1.05 1.04 1.06 1.05 Significant 0.0000302

DVFSGSDTDPDMAFCK 18 4505891 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 1.108 1.101 1.169 5.145189762 52.98 0 2250.045891 3 750.6864624 -0.469809515 -0.000352364 63.36313204VGVWNVPYISQAYVIR 12 4505891 1xTMT6plex [N-Term] 0.961 0.796 1.044 4.533976555 44.44 0 2093.174512 2 1047.088623 -2.170094382 -0.002271193 90.19220282TYVGPMTESLFPGYHTK 6 4505891 2xTMT6plex [N-Term; K17] 1.019 1.08 1.11 6.018188477 48.52 0 2386.251725 3 796.0892334 0.595957793 0.000474035 67.6363656LVGPEEALSPGEAR 14 4505891 1xTMT6plex [N-Term] 1.004 1.002 1.432 4.988174438 57.68 0 1653.900916 2 827.4541626 0.080237765 6.64E-05 50.2608997LTHYHEGLPTTWGTR 4 4505891 1xTMT6plex [N-Term] 1.177 1.125 4.90285778 38.09 0 1998.039475 4 500.2658081 0.964741638 0.000481898 43.87446705GIFLHLSNQHEFGR 2 4505891 1xTMT6plex [N-Term] 0.842 4.72274065 37.6 0 1884.007781 4 471.7570496 -0.749788736 -0.000353152 52.32196684LAGGYENVPTVDIHMK 6 4505891 2xTMT6plex [N-Term; K16] 1.192 1.024 1.13 4.915784836 41.31 0 2202.199295 3 734.7380371 0.119279906 8.76E-05 61.96513926VTLFLHNNEVFHEPHIADSWPQLQDHFSAVK 4 4505891 2xTMT6plex [N-Term; K31] 1.038 0.966 9.020900726 40 0 4114.133939 6 686.5285645 0.258729727 0.000177408 81.65747948YDTEHLHPDLWQIFDNPVDWK 8 4505891 2xTMT6plex [N-Term; K21] 0.895 1.03 0.988 5.688984871 31.6 0 3126.572541 4 782.3984375 -0.198690416 -0.000155305 96.8802432QVGYEDQWLQLLR 14 4505891 1xTMT6plex [N-Term] 1.249 1.138 1.012 4.914682865 58.23 0 1877.011863 2 939.0093384 -0.246733756 -0.000231561 88.09217521YKDDDDDQLFYTR 8 4505891 2xTMT6plex [N-Term; K2] 0.865 1.088 0.97 4.788720131 30.03 1 2152.059885 3 718.0251465 0.465434597 0.000333881 43.96391356SEDYVELVQR 4 4505891 1xTMT6plex [N-Term] 1.109 1.111 3.943906307 51.63 0 1466.768839 2 733.8882446 0.254626225 0.000186739 44.45969628GLDYEGGGCR 8 4505891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.093 1.015 1.751 3.548545599 57.4 0 1312.615316 2 656.8109741 -0.49078188 -0.000322104 24.33325416KVIAPMLSR 8 4505891 2xTMT6plex [N-Term; K1] 1.073 1.225 1.311 3.915068388 21.04 1 1472.938711 3 491.6505127 -1.172210391 -0.000575531 47.73850362LLLLDYPPDR 18 4505891 1xTMT6plex [N-Term] 0.983 0.966 0.958 3.38954401 29.11 0 1443.840882 2 722.4227295 -1.869739012 -0.001349803 75.01439853YDCVISSPR 4 4505891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.827 0.894 2.934358835 27.44 0 1325.672102 2 663.3399658 0.416830545 0.00027629 31.4674721LSLNLDHK 6 4505891 2xTMT6plex [N-Term; K8] 1.092 1.024 3.466672897 33.6 0 1397.851671 3 466.6220398 -0.07468978 -3.48E-05 48.33866832YIMVSFVDP 6 4505891 1xTMT6plex [N-Term] 0.917 0.99 0.87 2.724357128 54.7 0 1299.685627 2 650.3464355 -0.02501855 -1.63E-05 88.07296873DMAMDLCR 6 4505891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.154 1.094 1.093 2.823632717 25.89 0 1240.568565 2 620.7877197 -0.324526097 -0.000201298 36.86914014KGWALLHPGR 3 4505891 2xTMT6plex [N-Term; K1] 1.243 1.443 3.566021442 5.16 1 1592.978937 3 531.6643677 -0.242911345 -0.000128984 43.95402991TLGLGEEWR 6 4505891 1xTMT6plex [N-Term] 1.062 1.037 0.866 3.43977356 33.42 0 1289.705117 2 645.3565674 0.574794668 0.000370658 51.58473142AVMNFVVR 6 4505891 1xTMT6plex [N-Term] 0.811 0.988 1.03 2.496029854 30.17 0 1164.676065 2 582.8404541 -2.089728592 -0.001216928 55.03624799GRDPVNPEK 6 4505891 2xTMT6plex [N-Term; K9] 1.076 1.128 1.098 3.668287277 23.78 1 1469.847648 3 490.6202087 -1.07138267 -0.000524923 20.55642668LYLDPGLR 6 4505891 1xTMT6plex [N-Term] 0.983 1.006 1.024 2.663272142 31.29 0 1175.698575 2 588.3532715 0.588057828 0.000345689 56.76330684TLPGGQPPPR 8 4505891 1xTMT6plex [N-Term] 1.138 0.801 1.18 3.461717844 23.7 0 1248.726187 2 624.8659058 -1.322753202 -0.000825878 26.45598627ILIEENR 4 4505891 1xTMT6plex [N-Term] 1.031 0.9 2.897577047 29.03 0 1115.662189 2 558.335022 0.517966207 0.000288938 38.66203168ILIEENRK 3 4505891 2xTMT6plex [N-Term; K8] 1.119 1.346 3.07877779 2.88 1 1472.920084 3 491.6445313 -0.708734989 -0.00034797 39.3345866125656165 THOC2 THO complex subunit 2 57187 NP_001075019.1 10.42059008 1 16 16 72 1593 182.659 8.44 1.27 1.53 1.55 1.45 Significant 0.00385 SDESSTEETDK 6 125656165 2xTMT6plex [N-Term; K11] 1.638 1.301 1.364 4.100168228 53.48 0 1685.811775 2 843.4083252 -1.424411319 -0.001200645 17.41087502
LKDALLDHDLALPLCLLMAQQR 2 125656165 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C15] 1.733 6.023325443 19.12 1 3005.704424 4 752.182312 0.996068293 0.000748472 108.4758433VLNLGQALER 4 125656165 1xTMT6plex [N-Term] 1.192 1.256 3.468420029 38.42 0 1341.805165 2 671.4069824 1.135063264 0.000761517 62.80659918LDPETLESLGLIK 14 125656165 2xTMT6plex [N-Term; K13] 1.228 1.555 3.993693113 57.48 0 1886.125051 2 943.5646362 -1.619881492 -0.00152765 97.28873965RPDLYALAMGYSGQLK 2 125656165 2xTMT6plex [N-Term; K16] 1.494 5.749794006 14.35 0 2241.24658 3 747.7509766 -3.660245407 -0.002734504 80.48796756GSPVNALQNK 2 125656165 2xTMT6plex [N-Term; K10] 1.363 3.456801414 36.92 0 1485.878948 2 743.4425659 -0.735352004 -0.000546322 40.53636654AEGGYFGQIR 6 125656165 1xTMT6plex [N-Term] 0.917 1.328 1.262 4.043216228 54.55 0 1326.700366 2 663.852356 -2.208867965 -0.001465253 38.15840824LYINHTPPPLSK 2 125656165 2xTMT6plex [N-Term; K12] 1.143 2.920238018 14.25 0 1838.094026 3 613.3687134 -1.326925199 -0.000813004 55.07880077TPNFSTLLCYDR 6 125656165 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.558 1.891 1.789 3.866908312 30.52 0 1715.862422 2 858.4274902 -8.577827138 -0.007359186 71.26164787SFDLLILK 6 125656165 2xTMT6plex [N-Term; K8] 1.45 1.498 1.43 3.312564611 32.36 0 1406.902309 2 703.9552002 0.579017192 0.00040731 91.46563855EENEGYAK 4 125656165 2xTMT6plex [N-Term; K8] 1.405 1.267 2.37411809 37.95 0 1397.731281 2 699.3694458 0.23924596 0.000167201 20.54207834GEFLHLCR 6 125656165 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.874 1.551 1.716 3.588413954 30.24 0 1260.672043 3 420.8956604 0.305393599 0.000128334 38.68644872QAESFEDLRR 2 125656165 1xTMT6plex [N-Term] 1.243 3.093505621 22.81 1 1479.775322 3 493.9299622 0.007902963 3.90E-06 42.53773769FVELVHQQK 4 125656165 2xTMT6plex [N-Term; K9] 1.099 1.155 2.915157795 13.62 0 1585.946633 3 529.3214111 1.921028346 0.001015549 49.44541566ILPWYPK 4 125656165 2xTMT6plex [N-Term; K7] 1.678 1.792 2.806549549 28.65 0 1374.854965 2 687.9303589 -1.108448965 -0.000761978 79.10071677QAESFEDLR 2 125656165 1xTMT6plex [N-Term] 1.141 2.398706675 17.63 0 1323.674211 2 662.3405762 -0.252967269 -0.000167423 35.34900063131888135 TOM1L2 TOM1-like protein 2 isoform 3 146691 NP_001076437.1 21.10453649 1 6 6 23 507 55.522 4.79 0.76 0.91 0.99 0.88 Significant 0.00573 VSNEEVTEELLHVNDDLNNVFLR 4 131888135 1xTMT6plex [N-Term] 100 1.294 7.124468803 43.09 0 2927.494795 3 976.5048828 1.810362741 0.001766609 95.27185317VMSEMLTEMVPGQEDSSDLELLQELNR 4 131888135 1xTMT6plex [N-Term] 1.48 0.936 4.3048172 22.36 0 3322.60541 3 1108.204224 -2.194627608 -0.002430627 106.390395SSPDLTGVVHIYEELKR 6 131888135 2xTMT6plex [N-Term; K16] 0.7 0.81 0.808 6.610570431 21.42 1 2401.349131 4 601.0921631 -0.961187284 -0.000577037 83.34584818KTVTYEDPQAVGGLASALDNR 2 131888135 2xTMT6plex [N-Term; K1] 2.379 3.181265354 4.04 1 2663.440465 3 888.4830322 -2.223139729 -0.001973733 60.05286345DFIDSVLVK 4 131888135 2xTMT6plex [N-Term; K9] 0.989 0.846 3.033072948 34.26 0 1493.897952 2 747.4483643 -5.689869488 -0.004250042 76.44373801NNPPTIVQDK 3 131888135 2xTMT6plex [N-Term; K10] 0.85 0.762 2.696466446 28.15 0 1583.915727 2 792.4605713 -1.175114208 -0.000930641 36.69035127142976686 STRN3 striatin-3 isoform 1 29966 NP_001077362.1 15.6838143 1 9 10 40 797 87.155 5.36 0.97 0.9 0.93 0.93 Significant 0.000472 AYIASAGADALAK 4 142976686 2xTMT6plex [N-Term; K13] 1.082 0.748 5.517629623 73.42 0 1679.973242 2 840.4898071 -0.53836702 -0.000452221 55.09135818ALAFHPVEPVLVTASEDHTLK 4 142976686 2xTMT6plex [N-Term; K21] 0.98 0.859 7.326648712 65.17 0 2732.538722 4 683.8886719 -2.146187336 -0.001466135 73.14892393VVSHPTLPVTITAHEDR 4 142976686 1xTMT6plex [N-Term] 0.876 0.964 4.518217564 23.44 0 2101.160318 4 526.0453491 -0.35773359 -0.000187914 47.5696705SASLDVEPIYTFR 4 142976686 1xTMT6plex [N-Term] 0.922 0.89 4.039228916 39.03 0 1726.921317 2 863.9630737 -1.416462371 -0.00122306 66.28024378YGTELNQGDLK 6 142976686 2xTMT6plex [N-Term; K11] 0.75 0.972 0.925 3.255584002 33.88 0 1695.931771 2 848.4677734 -2.064295899 -0.001750453 45.24748331NQLLSCSADGTVR 2 142976686 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.762 3.685599566 28.14 0 1649.847835 2 825.4279175 0.438574347 0.00036179 36.22017233IAFLQGER 4 142976686 1xTMT6plex [N-Term] 1.061 0.788 3.003133297 28.66 0 1162.678174 2 581.8428345 0.18788115 0.000109223 51.60145718MLEYALK 8 142976686 2xTMT6plex [N-Term; K7] 1.03 0.966 1.212 3.067656994 33.09 0 1325.790316 2 663.3991089 0.471593004 0.000312617 62.96766237KLDESIYDVAFHSSK 1 142976686 3xTMT6plex [N-Term; K1; K15] 1.121 4.054388523 1 2426.353437 4 607.3457031 3.109938513 0.001886453 61.62912751LWNLDSK 3 142976686 2xTMT6plex [N-Term; K7] 0.983 0.867 2.591790915 3.85 0 1333.788008 2 667.3980103 0.55195264 0.000368094 61.80072814145386578 TOR2A prosalusin isoform a precursor 27433 NP_001078816.1 14.33021807 1 3 3 24 321 35.692 7.56 1.06 0.99 0.98 1.01 Significant 0.00062 DREEILLQELEPVISR 6 145386578 1xTMT6plex [N-Term] 1.06 0.806 0.946 6.173532963 30.61 1 2168.212413 3 723.4089966 0.010684421 7.72E-06 79.71550771SYVSSLLAHYLFQGGLR 4 145386578 1xTMT6plex [N-Term] 1.139 0.968 4.654110909 20.27 0 2140.17524 3 714.062561 -0.98601016 -0.000703412 103.1093828LLDAVVPFLPLQR 14 145386578 1xTMT6plex [N-Term] 1.066 1.01 1.011 4.412610531 35.18 0 1710.051543 2 855.5300903 0.795703538 0.000680347 108.6078751145976946 MZT2A mitotic-spindle organizing protein 2A 653784 NP_001078834.1 4.430379747 1 1 1 8 158 16.21 9.64 0.86 0.92 1 0.93 Significant 0.00191 ILVDLLK 8 145976946 2xTMT6plex [N-Term; K7] 0.86 0.924 1.004 2.859569788 35.5 0 1271.870281 2 636.4384766 -0.475123139 -0.000302147 91.07503968

145977196 UQCC3 ubiquinol-cytochrome-c reductase complex assembly factor 3 790955 NP_001078841.1 23.65591398 1 1 1 7 93 10.074 9.41 0.92 1.37 1.11 1.13 Significant 0.013
TQQLLLATLQEAATTQENVAWR 7 145977196 1xTMT6plex [N-Term] 0.915 1.374 1.106 7.345763683 71.63 0 2714.467459 3 905.4960938 2.309642718 0.002089817 101.2443723146229340 MCC colorectal mutant cancer protein isoform 1 4163 NP_001078846.1 7.065750736 1 6 6 18 1019 113.236 5.47 1.29 0.94 1.1 1.11 Significant 0.0082 SELSQSQHEVNEDSR 4 146229340 1xTMT6plex [N-Term] 1.098 0.68 5.333039761 38.19 0 1973.936192 3 658.6511841 1.422278038 0.000935829 17.90279875TVEEIEGVLGR 4 146229340 1xTMT6plex [N-Term] 0.935 1.096 4.163567543 52.12 0 1430.805225 2 715.9052734 -1.365961604 -0.000977212 64.07721766VLTGLENVVCGR 2 146229340 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.842 3.84505868 51.57 0 1545.862028 2 773.4349365 0.367475793 0.000284033 70.80559245ITELHSVIAELNK 2 146229340 2xTMT6plex [N-Term; K13] 1.19 4.325351238 25.98 0 1925.147184 3 642.3886108 2.127473456 0.001365233 76.8029506LQSVQATGPSSPGR 2 146229340 1xTMT6plex [N-Term] 0.767 4.104812622 29.31 0 1613.880849 2 807.4425659 -1.855114685 -0.001496967 30.66398615SEVEEQK 4 146229340 2xTMT6plex [N-Term; K7] 1.364 0.937 2.901125908 22.06 0 1306.725467 2 653.8665161 0.220900694 0.000144328 19.36767344146134341 NADK2 NAD kinase 2, mitochondrial isoform 1 133686 NP_001078880.1 35.0678733 1 12 12 62 442 49.402 8.18 0.85 0.83 0.86 0.85 Significant 0.000108 ALNEVFIGESLSSR 4 146134341 1xTMT6plex [N-Term] 0.998 0.949 4.497006893 50.55 0 1750.95368 2 875.9794312 -1.195917023 -0.001046998 67.14887927VATQAVEDVLNIAK 18 146134341 2xTMT6plex [N-Term; K14] 0.808 0.782 0.806 5.355083942 71.22 0 1929.142098 2 965.0724487 -2.320891274 -0.002238665 91.78458157VTNEYNESLLYSPEEPK 4 146134341 2xTMT6plex [N-Term; K17] 0.953 1.082 4.292635918 28.93 0 2470.275356 3 824.0933228 -4.024429202 -0.003313816 60.82092782LYLEGTGINPVPVDLHEQQLSLNQHNR 4 146134341 1xTMT6plex [N-Term] 0.63 0.577 7.548582077 42.12 0 3313.749053 4 829.1928101 0.107882151 8.94E-05 72.82315515

SSGLNLCTGTGSK 2 146134341 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.799 3.564709663 55.73 0 1739.936205 2 870.4717407 -3.72E-05 -3.23E-08 40.29194158
LKPVIGVNTDPER 6 146134341 2xTMT6plex [N-Term; K2] 0.947 0.659 1.02 4.130957603 18.1 0 1896.131868 3 632.7150879 -0.610431239 -0.000385819 50.72407675GSSYSGLLER 6 146134341 1xTMT6plex [N-Term] 0.922 1.079 2.532765388 29.73 0 1297.694946 2 649.3510132 -0.151254972 -9.81E-05 37.05980581SEGHLCLPVR 2 146134341 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.872 3.169923544 21.95 0 1396.756835 3 466.2568665 -0.564876252 -0.000262998 38.15739949AWSFNINR 4 146134341 1xTMT6plex [N-Term] 0.868 1.086 3.234278679 16.17 0 1236.668672 2 618.8384399 0.753187037 0.000465721 52.61337502SEASGPQLLPVR 4 146134341 1xTMT6plex [N-Term] 0.496 0.776 4.120303154 39.51 0 1482.847758 2 741.9277344 0.292632873 0.000216965 48.29525452NVEHIIDSLR 2 146134341 1xTMT6plex [N-Term] 1.345 2.498726368 6.25 0 1424.805893 3 475.6060181 -1.67915559 -0.00079749 57.53154855YEFEQQR 6 146134341 1xTMT6plex [N-Term] 0.782 0.912 1.039 2.472083569 13.89 0 1228.615967 2 614.8120728 0.733661157 0.000450694 27.71834618313569797 ARSA arylsulfatase A isoform a precursor 410 NP_001078896.2 21.021611 1 7 7 51 509 53.772 6.07 0.59 0.57 0.56 0.57 Significant 0.000237 YMAFAHDLMADAQR 6 313569797 1xTMT6plex [N-Term] 0.577 0.557 0.586 4.742914677 64.27 0 1868.89849 3 623.6381836 0.806737904 0.00050257 71.30146317GGLPLEEVTVAEVLAAR 10 313569797 1xTMT6plex [N-Term] 0.56 0.536 0.512 5.981329918 68.28 0 1953.121808 3 651.7113647 -1.160476377 -0.000755517 96.96546488WHLGVGPEGAFLPPHQGFHR 12 313569797 1xTMT6plex [N-Term] 0.545 0.57 0.582 7.236925602 46.56 0 2468.293732 4 617.8284912 -0.647202652 -0.000399372 60.85330576DPGENYNLLGGVAGATPEVLQALK 7 313569797 2xTMT6plex [N-Term; K24] 0.528 0.542 0.55 6.980072021 69.55 0 2884.582043 3 962.1959229 -3.060441749 -0.002942698 99.90776476GTTYEGGVR 6 313569797 1xTMT6plex [N-Term] 0.691 0.611 0.57 3.217020035 52.45 0 1168.615967 2 584.8109131 -1.213356795 -0.000708974 18.30499784GYLTGMAGK 6 313569797 2xTMT6plex [N-Term; K9] 0.68 0.731 0.594 3.442312002 47.01 0 1355.775728 2 678.3912354 -0.39414843 -0.000267188 46.95121441QSLFFYPSYPDEVR 4 313569797 1xTMT6plex [N-Term] 0.693 0.88 4.1968894 28.72 0 1976.995544 2 989.0014038 -0.006809733 -6.73E-06 72.56933915146231998 GIT1 ARF GTPase-activating protein GIT1 isoform 1 28964 NP_001078923.1 13.37662338 1 8 8 36 770 85.393 7.01 0.66 0.93 0.85 0.82 Significant 0.00955

AEVCADCSAPDPGWASISR 6 146231998 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C7] 1.229 0.878 0.915 3.63222456 45.41 0 2278.042982 2 1139.525391 0.229363539 0.00026125 50.42552855SLSSPTDNLELSLR 2 146231998 1xTMT6plex [N-Term] 0.909 4.617231369 44.25 0 1760.959159 2 880.982605 -0.695983809 -0.0006128 61.07960523EFATLIIDILSEAK 8 146231998 2xTMT6plex [N-Term; K14] 0.953 0.826 0.745 2.907994986 19.91 0 2021.193465 3 674.4019775 -1.031886778 -0.000695214 113.5062811SAVPFLPVNPEYSATR 2 146231998 1xTMT6plex [N-Term] 0.759 4.102924347 36.19 0 1977.064293 2 989.0358276 0.043475287 4.30E-05 72.7205321YQMLAFVHK 6 146231998 2xTMT6plex [N-Term; K9] 0.811 0.732 0.837 3.621712923 32.99 0 1594.917976 3 532.3106079 -0.442335933 -0.000235163 63.83538626GTTPLHVAAK 4 146231998 2xTMT6plex [N-Term; K10] 0.686 0.681 3.374145031 15.5 0 1452.89387 3 484.9686584 -1.68463661 -0.000815866 43.34066154IHLAVTEMASLFPK 2 146231998 2xTMT6plex [N-Term; K14] 0.533 2.804701805 15.68 0 2015.176375 4 504.5494995 -0.102761787 -5.18E-05 91.13339595NIQELLR 6 146231998 1xTMT6plex [N-Term] 0.442 1.13 1.118 2.285761356 13.63 0 1114.678174 2 557.8425903 -0.242075196 -0.000134918 54.16880895148277002 TRAPPC13 trafficking protein particle complex subunit 13 isoform 1 80006 NP_001087224.1 7.416267943 1 3 3 10 418 46.581 5.6 0.84 1.2 1.04 1.03 Significant 0.0101 DLPGDLFNQLMR 5 148277002 1xTMT6plex [N-Term] 0.84 1.13 0.74 3.278944969 23.53 0 1647.872593 2 824.439209 -0.880748461 -0.000725681 88.87695004FQVLKPLDVK 4 148277002 3xTMT6plex [N-Term; K5; K10] 1.231 1.072 2.787457943 2.55 0 1874.208217 3 625.4071655 -0.679517866 -0.000424519 74.12646091ADLQTSSQR 1 148277002 1xTMT6plex [N-Term] 1.154 1.660593987 0 1234.658895 2 617.8324585 -1.016076438 -0.000627254 18.447156634501867 ACO2 aconitate hydratase, mitochondrial precursor 50 NP_001089.1 47.82051282 1 34 34 373 780 85.372 7.61 0.79 0.79 0.78 0.79 Significant 0.000018 LEAPDADELPK 12 4501867 2xTMT6plex [N-Term; K11] 0.594 0.578 0.607 3.498998642 48.05 0 1655.925623 2 828.465271 -1.423848861 -0.001178894 51.6637812NAVTQEFGPVPDTAR 16 4501867 1xTMT6plex [N-Term] 0.904 1.11 0.823 5.643424988 68.24 0 1830.954742 2 915.9802856 -0.790631742 -0.000723805 46.62718238DSSGQHVDVSPTSQR 12 4501867 1xTMT6plex [N-Term] 0.799 0.764 0.755 5.091416836 39.49 0 1828.898684 3 610.3043213 -0.149424796 -9.11E-05 16.78090846DINQEVYNFLATAGAK 22 4501867 2xTMT6plex [N-Term; K16] 0.784 0.733 0.812 5.267588615 66.96 0 2212.201404 2 1106.603882 -0.414423444 -0.000458394 94.10299718WVVIGDENYGEGSSR 14 4501867 1xTMT6plex [N-Term] 0.969 0.915 0.831 4.736869812 62.16 0 1896.928921 2 948.9664307 -1.759007329 -0.001668356 55.69101187LEAPDADELPKGEFDPGQDTYQHPPK 8 4501867 3xTMT6plex [N-Term; K11; K26] 1.143 1.351 1.276 5.141689777 21.94 1 3581.836703 4 896.2138062 -0.923702251 -0.000827138 57.39674396NDANPETHAFVTSPEIVTALAIAGTLK 31 4501867 2xTMT6plex [N-Term; K27] 0.857 0.861 0.813 7.527367592 52.19 0 3238.772363 3 1080.261475 -0.769613173 -0.000830867 108.7808887
DLGGIVLANACGPCIGQWDR 12 4501867 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C14] 1.173 1.071 1.098 5.890771389 71.08 0 2401.1954 3 801.069397 -0.734122692 -0.000587591 79.59324036

KQGLLPLTFADPADYNK 8 4501867 3xTMT6plex [N-Term; K1; K17] 0.658 0.931 0.982 5.046550274 33.54 1 2578.484785 3 860.1662598 -0.216888278 -0.000186414 81.042554VAMSHFEPNEYIHYDLLEK 8 4501867 2xTMT6plex [N-Term; K19] 0.806 0.79 0.792 5.474576473 20.49 0 2793.432208 3 937.1461182 -1.182428896 -0.001107316 64.26483976VAMSHFEPNEYIHYDLLEK 16 4501867 2xTMT6plex [N-Term; K19]; 1xOxidation [M3] 0.834 0.857 0.922 5.963273525 43.56 0 2809.427123 3 937.1461182 -1.182428896 -0.001107316 64.26483976QGLLPLTFADPADYNK 22 4501867 2xTMT6plex [N-Term; K16] 0.745 0.779 0.748 4.838659763 67.27 0 2221.22689 2 1111.114258 -2.544235812 -0.002825663 88.06739848
VGLIGSCTNSSYEDMGR 6 4501867 1xTMT6plex [N-Term]; 1xOxidation [M15]; 1xCarbamidomethyl [C7] 0.578 0.832 0.66 2.919323444 52.23 0 2090.96842 2 1045.986938 -0.870418155 -0.000910008 39.68153972

FNPETDYLTGTDGK 18 4501867 2xTMT6plex [N-Term; K14] 0.624 0.7 0.684 4.907898426 63.25 0 2016.032607 2 1008.51947 -0.467963816 -0.000471715 57.22149994GEFDPGQDTYQHPPK 2 4501867 2xTMT6plex [N-Term; K15] 0.617 5.193197727 31.88 0 2174.091853 3 725.3679199 -1.217475872 -0.000882301 38.61577238VAMQDATAQMAMLQFISSGLSK 6 4501867 2xTMT6plex [N-Term; K22]; 1xOxidation [M3] 0.949 0.807 6.014819145 27.43 0 2802.460414 3 934.8261719 1.266192729 0.001182818 109.1782197LTGSLSGWSSPK 12 4501867 2xTMT6plex [N-Term; K12] 0.913 0.951 0.96 5.027357578 55.14 0 1677.957592 2 839.4772339 -6.19852767 -0.005200433 59.74900373IVYGHLDDPASQEIER 24 4501867 1xTMT6plex [N-Term] 0.769 0.784 0.789 5.222895145 64.76 0 2071.065749 2 1036.036865 0.340254167 0.000352344 45.89641217GEFDPGQDTYQHPPKDSSGQHVDVSPTSQR 2 4501867 2xTMT6plex [N-Term; K15] 0.896 4.281471729 13.14 1 3754.809764 5 751.765564 -2.94308007 -0.002210141 35.19358231
CTTDHISAAGPWLK 6 4501867 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C1] 0.919 0.894 0.887 4.694428444 19.22 0 2015.078452 3 672.3616333 -4.022546937 -0.002701916 53.12127151

AKDINQEVYNFLATAGAK 14 4501867 3xTMT6plex [N-Term; K2; K18] 1.468 1.782 2.025 5.949095726 31.74 1 2640.496413 3 880.8356934 -1.471587637 -0.001295241 90.75110249WDGKDLEDLQILIK 5 4501867 3xTMT6plex [N-Term; K4; K14] 0.601 0.693 0.738 3.713402748 6.15 1 2373.399659 3 791.8041382 -0.757335248 -0.000599153 93.19184275FNPETDYLTGTDGKK 10 4501867 3xTMT6plex [N-Term; K14; K15] 1.027 0.947 0.814 4.565703869 17.37 1 2373.290502 3 791.7685547 0.256442479 0.000202871 55.73199536SQFTITPGSEQIR 12 4501867 1xTMT6plex [N-Term] 0.825 0.709 1.34 4.677378178 49.07 0 1692.911815 2 846.9591675 -0.446898093 -0.00037828 45.86883775DLEDLQILIK 8 4501867 2xTMT6plex [N-Term; K10] 0.568 0.765 0.481 4.142729759 53.19 0 1658.014044 2 829.5096436 -1.226630517 -0.001016885 89.72422988EDIANLADEFK 4 4501867 2xTMT6plex [N-Term; K11] 0.623 0.466 2.883680344 32.3 0 1722.931437 3 574.980957 -1.810255582 -0.001039649 71.1193009LQLLEPFDK 10 4501867 2xTMT6plex [N-Term; K9] 0.583 0.638 0.643 3.350966692 33.54 0 1560.940151 2 780.973877 0.208948594 0.000163078 83.19066027NTIVTSYNR 8 4501867 1xTMT6plex [N-Term] 0.876 0.849 1.03 3.807444811 38.84 0 1296.71093 2 648.8587036 -0.616832494 -0.000399927 25.82519753VAGILTVK 6 4501867 2xTMT6plex [N-Term; K8] 0.938 0.968 1.038 3.298372507 37.63 0 1258.84988 2 629.9281006 -0.75875459 -0.000477579 62.69103666VAEKEGWPLDIR 7 4501867 2xTMT6plex [N-Term; K4] 1.411 1.465 1.269 2.82732439 11.01 1 1871.079104 3 624.364624 0.114773508 7.16E-05 61.13365768IHETNLK 9 4501867 2xTMT6plex [N-Term; K7] 0.783 0.8 0.793 3.844814301 30.27 0 1312.798907 3 438.2713318 0.407816708 0.00017846 26.7327154LTIQGLK 7 4501867 2xTMT6plex [N-Term; K7] 0.833 0.745 0.753 3.0467062 35 0 1230.81858 2 615.9124146 -0.834492146 -0.000513554 59.46993841EGWPLDIR 4 4501867 1xTMT6plex [N-Term] 0.394 0.359 2.368129492 17.61 0 1214.673088 2 607.8394165 -1.261320599 -0.000766046 60.72269982AGSALNR 6 4501867 1xTMT6plex [N-Term] 0.694 0.743 0.751 2.546727896 19.23 0 917.5365951 2 459.2718506 -0.185887 -8.53E-05 16.96454618DGYAQILR 6 4501867 1xTMT6plex [N-Term] 0.79 0.872 2.347778082 12.42 0 1164.657438 2 582.831665 -1.189158142 -0.000692481 41.17349347148298677 HMGCS1 hydroxymethylglutaryl-CoA synthase, cytoplasmic 3157 NP_001091742.1 42.11538462 1 18 18 153 520 57.257 5.41 0.8 0.85 0.86 0.84 Significant 0.000492
IGVFSYGSGLAATLYSLK 12 148298677 2xTMT6plex [N-Term; K18] 0.926 0.918 0.79 5.358883858 45.74 0 2305.320791 3 769.1115723 -0.272041586 -0.000209048 109.2237756LEVGTETIIDK 10 148298677 2xTMT6plex [N-Term; K11] 0.768 0.76 0.84 4.721103191 72.14 0 1675.988223 2 838.496582 -1.393779185 -0.001167979 62.36755663NSIYSGLEAFGDVK 6 148298677 2xTMT6plex [N-Term; K14] 0.876 0.838 4.091001511 41.79 0 1958.063513 3 653.3587646 -0.905386713 -0.000590935 74.55236331RPTPNDDTLDEGVGLVHSNIATEHIPSPAK 6 148298677 2xTMT6plex [N-Term; K30] 0.707 0.786 7.132202148 51.36 0 3638.917858 5 728.5926514 4.477250263 0.003258469 59.23335267

MGFCTDREDINSLCMTVVQNLMER 4 148298677 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C14] 0.543 100 4.383435249 20.29 1 3148.455532 3 1050.154785 -1.81993717 -0.001909997 98.64226502
LSIQCYLSALDR 18 148298677 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.997 0.923 0.976 4.372047901 44.36 0 1667.898808 2 834.4522705 -0.925322548 -0.000771672 85.36803119VTQDATPGSALDK 14 148298677 2xTMT6plex [N-Term; K13] 0.811 0.815 0.879 4.731340408 55.81 0 1760.97945 2 880.9934082 0.051230723 4.51E-05 39.29889404MLLNDFLNDQNR 22 148298677 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.677 0.722 0.797 4.409851074 51.13 0 1737.879135 2 869.4407959 -2.773376484 -0.002409897 66.87553192ASSELFSQK 8 148298677 2xTMT6plex [N-Term; K9] 0.78 0.781 0.782 3.696237803 52.02 0 1454.825515 2 727.9160156 -0.522866826 -0.00038034 46.64822516NNLSYDCIGR 8 148298677 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.69 1.127 0.878 3.437310457 44.12 0 1440.710279 2 720.8574829 -1.797439586 -0.001294795 30.7359927

ITASLCDLK 8 148298677 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 0.747 0.902 0.848 3.791873932 50.96 0 1478.865272 2 739.9361572 -0.158315216 -0.000117063 63.09717708
YTIGLGQAK 12 148298677 2xTMT6plex [N-Term; K9] 0.698 0.818 0.937 3.789610386 42.46 0 1408.856422 2 704.9302979 -2.202131337 -0.001551243 47.66471934TGVAPDVFAENMK 6 148298677 2xTMT6plex [N-Term; K13] 0.842 0.831 0.761 4.175287247 28.77 0 1836.992991 3 613.0027466 0.378502312 0.000231769 62.86381102LEDTYFDR 6 148298677 1xTMT6plex [N-Term] 0.715 0.946 0.799 3.065501213 19.92 0 1287.641848 2 644.3243408 -0.343907256 -0.000221415 44.92589225LEDTYFDRDVEK 5 148298677 2xTMT6plex [N-Term; K12] 1.202 0.882 1.013 2.772538424 3.89 1 1988.037693 3 663.3504028 -0.521818027 -0.000345798 52.03054136YDGVDAGK 2 148298677 2xTMT6plex [N-Term; K8] 0.844 1.162967563 4.67 0 1282.704338 2 641.855957 0.233734689 0.000149906 27.70306134

CYSVYCK 2 148298677 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C1; C6] 2.127 3.015018702 15.65 0 1437.727064 2 719.3659058 -1.759316233 -0.001264708 35.77251751
KIHAQWQK 4 148298677 3xTMT6plex [N-Term; K1; K8] 0.911 0.881 3.021486282 10.92 1 1726.07312 4 432.2733154 -0.978319649 -0.000422163 34.61235904148536855 COPA coatomer subunit alpha isoform 1 1314 NP_001091868.1 61.23276561 1 59 59 464 1233 139.235 7.59 1.12 1.06 1.06 1.08 Significant 0.000343 NPTDAYQLNYDMHNPFDICAASYRPIYR 4 148536855 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.112 1.375 6.647319794 9.18 0 3634.704487 4 909.4313965 -0.201227501 -0.000182851 72.45093567GVNWAAFHPTMPLIVSGADDR 6 148536855 1xTMT6plex [N-Term] 1.286 1.348 1.105 5.46562767 43.21 0 2483.270279 3 828.4282837 0.007459606 6.17E-06 83.51907508QQPLFVSGGDDYK 10 148536855 2xTMT6plex [N-Term; K13] 1.161 1.207 1.168 4.369278431 50.25 0 1912.021649 2 956.5133057 -1.210243554 -0.001157006 51.84599478ASNLENSTYDLYTIPK 10 148536855 2xTMT6plex [N-Term; K16] 1.056 1.077 1.052 4.541182041 45.8 0 2287.222199 3 763.078186 -0.959213553 -0.000731312 67.59163475QELILSNSEDK 16 148536855 2xTMT6plex [N-Term; K11] 1.117 1.045 1.023 4.228503227 62.64 0 1733.968551 2 867.4881592 0.283280441 0.0002456 47.75444661EYIVGLSVETER 6 148536855 1xTMT6plex [N-Term] 1.226 1.579 1.135 3.9120543 34.88 0 1623.879118 2 812.4415894 -1.980269976 -0.00160786 58.08668788LLQPPAPIMPLDTNWPLLTVSK 11 148536855 2xTMT6plex [N-Term; K22] 1.227 1.148 1.207 4.955143929 54.1 0 2902.688029 3 968.2321167 -2.147000395 -0.002077357 112.5939159LLQPPAPIMPLDTNWPLLTVSK 3 148536855 2xTMT6plex [N-Term; K22]; 1xOxidation [M9] 1.029 0.584 3.7943995 26.81 0 2918.682944 3 968.2321167 -2.147000395 -0.002077357 112.5939159LVGQSIIAYLQK 20 148536855 2xTMT6plex [N-Term; K12] 1.206 1.166 1.161 5.450979233 66.2 0 1791.114427 2 896.0621338 1.431493201 0.001281984 93.96321692FPVFNMSYNPAENAVLLCTR 16 148536855 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.318 1.178 1.237 6.40246582 64.67 0 2572.288966 3 858.1010132 -0.186533949 -0.00015994 96.95225255FWVLAAHPNLNLFAAGHDGGMIVFK 6 148536855 2xTMT6plex [N-Term; K25] 1.247 1.169 1.048 7.98535347 51.84 0 3183.733022 4 796.6883545 -0.450389916 -0.00035848 108.5137224DADSITLFDVQQK 28 148536855 2xTMT6plex [N-Term; K13] 0.979 0.993 1.071 4.208546162 74.61 0 1938.058428 2 969.5299683 -2.976275885 -0.002884098 66.11656664GITGVDLFGTTDAVVK 16 148536855 2xTMT6plex [N-Term; K16] 1.091 1.05 1.013 4.597937107 90.2 0 2051.178878 2 1026.094238 1.132223291 0.001161196 80.26624856

KVQVPNCDEIFYAGTGNLLLR 6 148536855 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.455 1.428 1.48 6.420678616 31.9 1 2865.569705 3 955.8620605 0.671214042 0.000641137 82.82024819
GQEEGGGWDVEEDLELPPELDISPGAAGGAEDGFFVPPTK 4 148536855 2xTMT6plex [N-Term; K40] 2.045 1.202 3.745229483 16.77 0 4570.218969 4 1143.310181 -0.01673306 -1.91E-05 107.9699919

CPLSGACYSPEFK 2 148536855 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C1; C7] 1.525 4.267711639 53.7 0 1973.986526 2 987.4976196 0.727683697 0.000718219 55.18978913
TTFFHHEYPWILSASDDQTIR 20 148536855 1xTMT6plex [N-Term] 1.63 1.299 1.217 6.020164967 47.41 0 2793.383395 4 699.0964966 -6.887050275 -0.004809543 70.13406693VQVPNCDEIFYAGTGNLLLR 14 148536855 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.472 1.304 1.419 5.752369881 45.51 0 2508.31181 3 836.7750244 -0.514301215 -0.000430009 89.26355081SLAYLTAATHGLDEEAESLK 4 148536855 2xTMT6plex [N-Term; K20] 0.866 0.838 7.399837494 43.52 0 2577.381218 3 859.7987671 0.205468065 0.000176523 81.79644916LLHDQVGVIQFGPYK 10 148536855 2xTMT6plex [N-Term; K15] 1.169 1.169 1.011 6.157780647 35.58 0 2172.258131 3 724.7573242 -0.327564086 -0.000237185 71.97396819CLFTLLGHLDYIR 10 148536855 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.396 1.062 100 5.358533382 38.29 0 1850.019592 3 617.3444824 -0.37704702 -0.000232515 99.83704071GTSPTQIWCNNSQLPVDHILAGSFETAMR 4 148536855 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.786 5.406630039 24.99 0 3459.698674 4 865.6818237 1.962948949 0.001697803 90.75956337DADSQNPDAPEGK 16 148536855 2xTMT6plex [N-Term; K13] 1.101 1.137 1.174 4.513165474 58.34 0 1801.896842 2 901.4515991 -0.510838241 -0.000460239 22.02289482DMSGHYQNALYLGDVSER 4 148536855 1xTMT6plex [N-Term] 1.229 0.884 4.773865223 24.4 0 2284.086561 3 762.0323486 -1.781115319 -0.001356074 57.15813026TTYQALPCLPSMYGYPNR 6 148536855 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.226 1.344 100 3.627956867 36.1 0 2361.156889 2 1181.080688 -1.181233186 -0.001394538 76.319243QEIAEAQQLITICR 8 148536855 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.076 1.066 1.565 4.968161583 48.67 0 1902.031613 2 951.5181885 -1.320875457 -0.001256173 65.91616937YAVTTGDHGIIR 6 148536855 1xTMT6plex [N-Term] 1.228 1.039 1.073 4.478268147 45.7 0 1531.843007 3 511.2852478 -1.186160584 -0.000605671 35.60183287SILLSVPLLVVDNK 12 148536855 2xTMT6plex [N-Term; K14] 0.792 0.786 0.754 5.471820354 56.26 0 1968.25092 2 984.6265869 -2.552089179 -0.002511576 112.1519324SSGLTAVWVAR 6 148536855 1xTMT6plex [N-Term] 1.032 1.154 1.163 4.592769623 49.51 0 1375.789515 2 688.3983765 -0.028216753 -1.94E-05 54.07560521SGAWDESGVFIYTTSNHIK 6 148536855 2xTMT6plex [N-Term; K19] 1.178 1.086 1.008 5.831842899 56.91 0 2570.329123 3 857.4481201 0.266005453 0.000227907 69.12536194GFFEGTIASK 16 148536855 2xTMT6plex [N-Term; K10] 0.922 0.926 0.837 4.305338383 73.71 0 1514.861901 2 757.9334106 -1.555363519 -0.00117808 59.00290156VTTVTEIGKDVIGLR 5 148536855 2xTMT6plex [N-Term; K9] 2.959 1.614 4.170977116 19.81 1 2059.252711 3 687.0878906 -1.744596465 -0.001197522 76.62803746LLELGPKPEVAQQTR 6 148536855 2xTMT6plex [N-Term; K7] 1.329 1.043 1.16 3.601547956 3 0 2137.274509 3 713.0968018 0.628264377 0.000447591 61.3384708VTTVTEIGK 6 148536855 2xTMT6plex [N-Term; K9] 1.09 0.985 1.238 3.834758282 49.61 0 1405.866652 2 703.4364624 -0.713919283 -0.000501838 47.09176331ERPAYAVHGNMLHYVK 4 148536855 2xTMT6plex [N-Term; K16] 1.649 1.542 5.083261013 21.04 0 2343.279611 5 469.461731 -0.026942941 -1.26E-05 44.99656613
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

MCTLIDKFDEHDGPVR 16 148536855 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.729 0.677 1.772 4.88891077 21.83 1 2391.220107 4 598.56073 0.410929079 0.000245655 65.20828394TLDLPIYVTR 12 148536855 1xTMT6plex [N-Term] 1.259 1.13 1.194 3.812342405 43.43 0 1419.840882 2 710.4234619 -0.869648065 -0.000617381 71.96857111KYDEVLHMVR 12 148536855 2xTMT6plex [N-Term; K1] 1.046 1.062 1.071 4.811450481 29.22 1 1747.992932 4 437.7529297 -1.740756467 -0.000760707 58.85094755KDMSGHYQNALYLGDVSER 4 148536855 2xTMT6plex [N-Term; K1] 1.094 1.273 4.790829182 5.24 1 2641.344456 4 661.0913696 -0.305599814 -0.000201799 46.96634446GNNVYCLDR 6 148536855 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.176 1.13 1.142 3.474574089 40.47 0 1339.6626 2 670.335022 0.124617432 8.35E-05 28.03644826QLFLQTYAR 2 148536855 1xTMT6plex [N-Term] 1.215 2.909832478 39.74 0 1368.783701 2 684.8951416 -0.507689326 -0.000347458 58.22315853VLTIDPTEFK 8 148536855 2xTMT6plex [N-Term; K10] 1.327 1.289 3.967923641 47.69 0 1620.96128 2 810.9833374 -1.16120313 -0.000941133 77.56939527ETFDPEKETIPDIDPNAK 4 148536855 3xTMT6plex [N-Term; K7; K18] 0.676 0.735 3.905953646 14.04 1 2746.475402 3 916.1618042 -1.654069918 -0.001514287 61.86939662TALNLFFK 4 148536855 2xTMT6plex [N-Term; K8] 0.83 0.856 3.929152489 38.96 0 1411.871343 2 706.4403076 1.413170105 0.000997607 86.1326041QLDFNSSK 6 148536855 2xTMT6plex [N-Term; K8] 1.082 1.128 1.048 3.037635565 35.5 0 1396.783651 2 698.8952637 -0.286233484 -0.000199903 40.73298801AWEVDTCR 4 148536855 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.915 1.051 3.474865913 30.89 0 1265.614588 2 633.3102417 -1.091028482 -0.000690411 33.13949134NLSPGAVESDVR 6 148536855 1xTMT6plex [N-Term] 1.264 1.13 0.862 4.055015087 55.25 0 1472.790637 2 736.899292 0.455016727 0.000335072 38.77065296SLAYLTAATHGLDEEAESLKETFDPEK 2 148536855 3xTMT6plex [N-Term; K20; K27] 0.717 0.99 5.06372261 1 3652.920098 4 913.9876099 2.329945056 0.002127776 101.8197205DVAVMQLR 6 148536855 1xTMT6plex [N-Term] 1.189 1.146 1.035 2.918738365 34.03 0 1160.665895 2 580.8359985 -1.011651753 -0.000587095 45.34238591MHSLLIK 2 148536855 2xTMT6plex [N-Term; K7] 1.094 3.204609871 23.85 0 1299.822285 3 433.9450684 -1.256288567 -0.000544317 50.07227799KGYPEVALHFVKDEK 4 148536855 4xTMT6plex [N-Term; K1; K12; K15] 1.471 3.999619007 2.89 2 2676.589474 4 669.9041138 1.924455795 0.001287745 58.23699622FEEAVEK 6 148536855 2xTMT6plex [N-Term; K7] 0.9 0.962 0.849 3.107227802 34.85 0 1309.740389 2 655.3742676 0.664067671 0.000434878 50.25789334FDEHDGPVR 2 148536855 1xTMT6plex [N-Term] 0.942 2.53171134 2.51 0 1300.64833 3 434.2200928 -2.002962389 -0.000868383 22.22987843GLSFHPK 8 148536855 2xTMT6plex [N-Term; K7] 0.992 1.096 1.054 2.033434629 20.5 0 1243.756314 3 415.257019 0.152890807 6.34E-05 36.69332309LNDLIQR 6 148536855 1xTMT6plex [N-Term] 0.931 0.82 0.883 2.669194937 23.66 0 1100.662524 2 550.8348389 -0.111483422 -6.14E-05 49.93435926TAATFAR 2 148536855 1xTMT6plex [N-Term] 1.181 2.763135433 24.38 0 966.5569962 2 483.7821655 0.060249616 2.91E-05 35.97827918MCTLIDK 2 148536855 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.763 2.334525585 16.99 0 1338.75255 2 669.8792725 -0.957755878 -0.000641099 52.69056005
ETLEQQK 6 148536855 2xTMT6plex [N-Term; K7] 1.18 1.164 1.08 3.40147686 34.88 0 1333.772751 2 667.3897705 -0.365207922 -0.000243552 23.30770974VWNWQSR 5 148536855 1xTMT6plex [N-Term] 1.107 1.125 1.013 2.072598219 8.04 0 1204.642457 2 602.8248291 -0.062688206 -3.78E-05 46.67848518KILSACEK 2 148536855 3xTMT6plex [N-Term; K1; K8]; 1xCarbamidomethyl [C6] 1.166 2.311451674 5.43 1 1636.007075 3 546.0065308 -1.244251859 -0.000678535 39.83831289

148536864 SMARCD2 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily D member 2 6603 NP_001091896.1 11.48775895 1 3 4 20 531 58.884 9.64 1.19 1.08 1.15 1.14 Significant 0.000794
ELVPESQAYMDLLAFER 6 148536864 1xTMT6plex [N-Term] 1.361 1.077 1.666 3.526484013 49.38 0 2240.147036 2 1120.57605 -0.98784615 -0.00110646 93.3427418LAGLLQHPDPIVINHVISVDPNDQK 6 148536864 2xTMT6plex [N-Term; K25] 1.482 0.889 3.383 6.705117226 26.8 0 3190.798853 4 798.4554443 0.343075136 0.000273671 83.66083145RQELEQVLGIR 3 148536864 1xTMT6plex [N-Term] 1.379 0.784 5.184073448 37.56 1 1569.927405 3 523.9804077 -0.468541071 -0.000245192 55.5236813KLDQTIAR 5 148536864 2xTMT6plex [N-Term; K1] 1.139 1.128 1.11 2.789637327 2.43 1 1402.87822 3 468.2969055 -1.465791711 -0.000685442 29.74555111

149158702 HLA-F HLA class I histocompatibility antigen, alpha chain F isoform 1 precursor 3134 NP_001091949.1 6.561085973 1 2 2 7 442 50.406 7.17 1.03 0.83 0.67 0.84 Significant 0.0149
TYLEGECLELLR 6 149158702 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.028 0.832 0.574 4.21080637 48.42 0 1724.909038 2 862.9540405 -4.773350438 -0.004116798 69.08800698YTCHVQHEGLPQPLILR 1 149158702 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.934 2.485786915 0 2290.232772 4 573.3146973 1.828278135 0.001046796 52.50466528

148613856 DDX17 probable ATP-dependent RNA helicase DDX17 isoform 3 10521 NP_001091974.1 54.99316005 1 25 35 437 731 80.407 8.37 1.32 1.32 1.27 1.3 Significant 0.000163
ESAAPAAAPTAEAPPPSVVTRPEPQALPSPAIR 10 148613856 1xTMT6plex [N-Term] 1.241 1.581 1.755 5.870453358 20.07 0 3475.874647 3 1159.296143 -0.222308255 -0.000257572 58.85952779ELAQQVQQVADDYGK 22 148613856 2xTMT6plex [N-Term; K15] 1.244 1.48 1.251 5.680584431 63.21 0 2150.149368 2 1075.577393 -0.864927701 -0.000929862 66.12046558LIQLMEEIMAEK 13 148613856 2xTMT6plex [N-Term; K12]; 1xOxidation [M9] 0.979 1.09 0.769 3.799594879 51.66 0 1922.074278 2 953.5426636 -0.688749686 -0.000656406 113.0862704LIQLMEEIMAEK 15 148613856 2xTMT6plex [N-Term; K12] 1.169 1.186 1.211 5.587913036 67.84 0 1906.079363 2 953.5426636 -0.688749686 -0.000656406 113.0862704
DYTQINVGNLELSANHNILQIVDVCMESEKDHK 2 148613856 3xTMT6plex [N-Term; K30; K33]; 1xOxidation [M26]; 1xCarbamidomethyl [C25] 1.177 7.366522312 22.09 1 4530.321173 5 906.8703613 0.337013772 0.000305356 87.48777906

QTLMWSATWPK 14 148613856 2xTMT6plex [N-Term; K11] 1.624 1.475 1.423 4.057516575 57.99 0 1806.997683 2 904.0006104 -2.068982662 -0.001869323 74.95913881APILIATDVASR 18 148613856 1xTMT6plex [N-Term] 1.445 1.489 1.498 4.285868645 57.24 0 1455.873245 2 728.43927 -1.360881481 -0.000990635 62.7675806TLAYLLPAIVHINHQPYLER 12 148613856 1xTMT6plex [N-Term] 1.12 1.49 1.107 5.724499226 37.35 0 2590.470694 4 648.3742676 1.755203219 0.001136701 97.50315265MLDMGFEPQIR 32 148613856 1xTMT6plex [N-Term] 1.285 1.295 1.252 4.310919762 38.95 0 1565.801736 2 783.4041748 -0.4234512 -0.00033152 69.84879376GTAYTFFTPGNLK 16 148613856 2xTMT6plex [N-Term; K13] 1.307 1.497 1.291 4.548255444 67.52 0 1875.041656 2 938.0239258 -0.576524525 -0.000540504 73.7054419NFYVEHPEVAR 9 148613856 1xTMT6plex [N-Term] 1.329 1.185 1.209 4.844154835 48.08 0 1589.827357 3 530.6135254 -0.839203149 -0.000444729 48.89709325TTSSANNPNLMYQDECDR 10 148613856 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.821 0.527 5.604643822 45.98 0 2345.033539 3 782.3466797 -3.434252588 -0.002684479 31.63456659FVINYDYPNSSEDYVHR 12 148613856 1xTMT6plex [N-Term] 1.135 1.247 1.126 4.759490013 54.55 0 2347.119241 3 783.0440674 -0.678406761 -0.000530767 59.0336746DMVGIAQTGSGK 14 148613856 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.305 0.95 1.41 3.916979551 55.48 0 1637.893278 2 819.4522705 2.434099755 0.001993398 30.69628499GDGPICLVLAPTR 22 148613856 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 2.017 1.907 1.818 4.206720352 66.73 0 1597.893328 2 799.4500122 -0.363407198 -0.000290343 69.48459196LTPYEVDELRR 11 148613856 1xTMT6plex [N-Term] 1.201 1.179 1.393 5.210258484 32.95 1 1619.895437 3 540.6372681 1.120034774 0.00060478 45.41866735CTYLVLDEADR 6 148613856 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.29 1.651 1.511 3.511721134 55.55 0 1583.793674 2 792.4017944 1.665789699 0.001319134 52.3151637
STCIYGGAPK 8 148613856 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.499 1.562 1.434 4.162293911 41.17 0 1511.829221 2 756.4180298 -0.289622453 -0.00021893 36.79637526

DGWPAMCIHGDK 6 148613856 2xTMT6plex [N-Term; K12]; 1xOxidation [M6]; 1xCarbamidomethyl [C7] 1.118 1.211 1.072 3.627068996 30.21 0 1860.913696 3 620.9753418 -1.194907308 -0.000741206 36.54582501SSQSSSQQFSGIGR 10 148613856 1xTMT6plex [N-Term] 0.638 1.676 2.351 4.304472446 57.45 0 1684.845192 2 842.9257202 -0.610174939 -0.000514025 102.6576485TTSSANNPNLMYQDECDRR 6 148613856 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.509 0.85 4.920589447 19.77 1 2501.13465 3 834.3828125 -0.306245008 -0.00025532 27.61263963GVEICIATPGR 6 148613856 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.428 1.721 1.497 4.063078403 47.35 0 1401.772151 2 701.3886719 -1.486454128 -0.001041835 50.54945722LTPYEVDELR 8 148613856 1xTMT6plex [N-Term] 1.206 1.101 1.149 4.236233234 46.76 0 1463.794326 2 732.4004517 -0.477491732 -0.000349475 54.9499997VLEEANQAINPK 12 148613856 2xTMT6plex [N-Term; K12] 1.43 1.413 1.389 4.607460499 65.2 0 1784.03182 3 595.3483276 -0.779055524 -0.000463287 52.70781393DMVGIAQTGSGK 2 148613856 2xTMT6plex [N-Term; K12] 1.226 3.113716602 25.33 0 1621.898363 2 819.4522705 2.434099755 0.001993398 30.69628499LIDFLESGK 24 148613856 2xTMT6plex [N-Term; K9] 1.3 1.297 1.238 3.775968313 50.31 0 1479.882302 2 740.4440308 -1.025092712 -0.000758508 82.57729445KWDLSELPK 6 148613856 3xTMT6plex [N-Term; K1; K9] 1.448 1.381 1.235 3.893330336 16.8 1 1803.098332 3 601.7039185 -0.626687345 -0.00037666 63.26990125APLPDLYPFGTMR 12 148613856 1xTMT6plex [N-Term] 1.039 1.015 1.13 3.932297707 32.86 0 1706.913729 3 569.6428833 0.215237793 0.000122464 84.79693613MLDMGFEPQIR 2 148613856 1xTMT6plex [N-Term]; 2xOxidation [M1; M4] 1.222 2.503322363 2.17 0 1597.791566 2 783.4041748 -0.4234512 -0.00033152 69.84879376GLDVEDVK 21 148613856 2xTMT6plex [N-Term; K8] 1.549 1.453 1.37 3.281695127 48.56 0 1332.777503 2 666.892334 -0.083420713 -5.56E-05 47.76195022GGGGGGGK 6 148613856 2xTMT6plex [N-Term; K8] 1.512 1.689 1.527 2.92630434 43.31 0 1004.588914 2 502.7980652 -0.060063281 -3.02E-05 15.41097115WDLSELPK 14 148613856 2xTMT6plex [N-Term; K8] 1.238 1.256 1.177 2.848771095 31.82 0 1445.840437 2 723.4234009 -0.630776512 -0.000456001 68.70239153DWVLNEFR 10 148613856 1xTMT6plex [N-Term] 1.011 1.162 1.241 2.833453417 35.12 0 1307.694552 2 654.350769 -0.222302725 -0.000145352 67.90245981QLAEDFLR 6 148613856 1xTMT6plex [N-Term] 1.11 1.562 1.126 3.267610073 33.36 0 1220.683653 2 610.8447876 -1.109677093 -0.000677282 55.95831794TIIFVETK 9 148613856 2xTMT6plex [N-Term; K8] 1.179 1.031 1.213 3.730307102 36.85 0 1408.881574 2 704.9382935 -8.704348305 -0.006131698 62.46320038KFGNPGER 6 148613856 2xTMT6plex [N-Term; K1] 1.215 1.156 1.21 2.87648654 5.32 1 1362.789405 3 454.9343567 -0.651495849 -0.000295951 25.06774868IVDQIRPDR 13 148613856 1xTMT6plex [N-Term] 1.268 1.191 1.155 3.602089643 22.9 0 1340.784764 3 447.6003723 1.34219407 0.000599864 31.6112743KIVDQIRPDR 12 148613856 2xTMT6plex [N-Term; K1] 1.689 1.687 1.64 3.755111217 18.21 1 1698.042659 2 849.5245972 -0.436587419 -0.000370672 31.27715998
148612835 ZNF207 BUB3-interacting and GLEBS motif-containing protein ZNF207 isoform c 7756 NP_001091977.1 12.34817814 1 6 6 34 494 52.659 9.1 1.16 1.23 1.13 1.17 Significant 0.000637

LYTGPGLAIHCMQVHK 2 148612835 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 1.46 5.803851128 31.61 0 2283.25062 4 571.5686035 0.86033591 0.000491091 59.51393964
KLYTGPGLAIHCMQVHK 2 148612835 3xTMT6plex [N-Term; K1; K17]; 1xCarbamidomethyl [C12] 1.616 4.411331177 14.63 1 2640.508515 5 528.9071655 -0.679283279 -0.000358731 53.58853008

QLKPWCWYCNR 6 148612835 2xTMT6plex [N-Term; K3]; 2xCarbamidomethyl [C6; C9] 1.672 2.566 1.652 2.848987103 4.53 0 2069.061363 3 690.3574219 -1.764362848 -0.001216858 60.47883652LIHPDEDISLEER 14 148612835 1xTMT6plex [N-Term] 1.098 1.055 1.07 4.481494904 64.38 0 1794.943509 3 598.9854126 -1.016375737 -0.000608112 46.11930495ETIDAVPNAIPGR 4 148612835 1xTMT6plex [N-Term] 0.696 100 3.502185106 37.36 0 1581.879787 2 791.4428711 -0.835071357 -0.000660491 112.2671091ILIQHQK 6 148612835 2xTMT6plex [N-Term; K7] 1.191 1.179 1.159 2.989279747 27.14 0 1337.866927 3 446.6271362 -0.05329274 -2.38E-05 36.14153117148612849 KIF2A kinesin-like protein KIF2A isoform 2 3796 NP_001091981.1 20.96774194 1 14 15 70 744 84.037 6.37 1.02 1.05 1.07 1.05 Significant 0.000193 AALQEEEQASK 6 148612849 2xTMT6plex [N-Term; K11] 0.927 1.062 1.016 5.261151791 46.77 0 1661.911036 2 831.4581909 -1.161604936 -0.000965242 30.21420449
GMATCFAYGQTGSGK 6 148612849 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 1.048 0.899 100 4.311934948 55.81 0 1993.987588 2 997.4968262 -0.608211534 -0.000606383 46.05633274GSLDYRPLTTADPIDEHR 6 148612849 1xTMT6plex [N-Term] 1.232 1.164 1.203 4.634506226 18.9 0 2285.172339 4 572.0478516 -1.209103555 -0.000690752 47.25153453FDYAFDDSAPNEMVYR 4 148612849 1xTMT6plex [N-Term] 1.092 1.339 3.761568785 16.57 0 2168.979636 2 1084.992065 -1.28264949 -0.00139102 72.53493957DLDVITIPSK 6 148612849 2xTMT6plex [N-Term; K10] 0.876 1.055 0.74 3.145668507 21.89 0 1558.94563 3 520.3203125 0.483570424 0.000251287 69.0582744FSLIDLAGNER 4 148612849 1xTMT6plex [N-Term] 0.719 0.776 3.837188244 24.31 0 1463.805559 2 732.4055176 -1.230022484 -0.000900257 75.40187694IDILTELR 6 148612849 1xTMT6plex [N-Term] 1.132 0.942 1.187 3.54607892 34.87 0 1201.735354 2 601.3713989 0.138867149 8.34E-05 75.08638252AVFQESIR 6 148612849 1xTMT6plex [N-Term] 0.839 0.931 1.125 2.880979776 43.68 0 1178.673088 2 589.8398438 -0.574883746 -0.0003388 39.61501585GIYALAAR 2 148612849 1xTMT6plex [N-Term] 1.193 2.353674412 24 0 1063.646146 2 532.3265381 -0.325275588 -0.000172989 42.08470702QQVQVVGLQER 2 148612849 1xTMT6plex [N-Term] 0.921 2.666246414 16.2 0 1512.869556 2 756.9394531 1.370488283 0.001036685 35.80011605DVVMVHEPK 4 148612849 2xTMT6plex [N-Term; K9] 1.031 1.012 2.825455904 12.72 0 1511.865606 3 504.6263123 -0.80860522 -0.000407501 38.05140259YLENQTFR 4 148612849 1xTMT6plex [N-Term] 1.005 0.827 3.404672623 19.93 0 1299.689467 2 650.3477783 -0.913102249 -0.000593375 35.96820152GADTSSADR 4 148612849 1xTMT6plex [N-Term] 100 0.834 2.581044912 40.85 0 1108.543196 2 554.7749023 -0.602946734 -0.000334196 14.02131885DVFLMLK 6 148612849 2xTMT6plex [N-Term; K7] 1.183 0.99 1.316 3.335548878 33.35 0 1323.811051 2 662.4085083 -0.990623576 -0.000655699 84.45237923VFDLLNR 4 148612849 1xTMT6plex [N-Term] 1.166 1.289 2.328910112 30.82 0 1105.65671 2 553.3318481 -0.262758716 -0.00014526 65.44634874148728166 HTATIP2 oxidoreductase HTATIP2 isoform a precursor 10553 NP_001091990.1 41.30434783 1 10 10 40 276 30.112 8.38 0.83 0.95 0.93 0.9 Significant 0.00168

REDPGPGAGPSMAETEALSK 6 148728166 2xTMT6plex [N-Term; K20] 1.037 1.444 1.019 4.50428772 26.1 1 2458.264809 3 820.0934448 0.395670415 0.000324221 44.30090571NVNQEVVDFEK 2 148728166 2xTMT6plex [N-Term; K11] 0.758 3.792037964 34.85 0 1778.968885 2 889.9868774 -1.352832648 -0.001203324 53.78223811AGPAALSAAAAAALAAALLLLR 2 148728166 1xTMT6plex [N-Term] 0.701 44.59 0 2176.337889 3 726.1157227 -2.42332373 -0.00175799 114.4979736EILEQGLFSK 6 148728166 2xTMT6plex [N-Term; K10] 1.04 1.071 1.058 4.38884306 46.19 0 1621.956529 2 811.4830933 1.467661676 0.001190242 71.02775912KLTFDEEAYK 4 148728166 3xTMT6plex [N-Term; K1; K10] 0.482 0.629 3.740392923 17.13 1 1931.109291 3 644.3742065 -0.633957436 -0.00040808 52.49332669SSNFLYLQVK 8 148728166 2xTMT6plex [N-Term; K10] 0.772 0.78 3.024937153 39.57 0 1656.972514 2 828.9906616 0.925043822 0.000766386 68.71976617HFNLLSSK 6 148728166 2xTMT6plex [N-Term; K8] 0.84 0.906 3.078210592 26.38 0 1403.841106 3 468.6181946 -0.76603382 -0.000358463 58.93621869AIHDLGK 2 148728166 2xTMT6plex [N-Term; K7] 0.919 2.913279057 19.75 0 1211.751228 3 404.588623 0.072267824 2.92E-05 29.54501108VDRDYVLK 2 148728166 2xTMT6plex [N-Term; K8] 1.239 2.268767357 8.03 1 1465.877885 3 489.2970886 -0.79995808 -0.00039088 37.31127442VEELKFDR 2 148728166 2xTMT6plex [N-Term; K5] 1.699 1.561 2.019165039 1 1493.8728 3 498.6295471 0.862354159 0.000429416 43.31979886
148727331 USP5 ubiquitin carboxyl-terminal hydrolase 5 isoform 1 8078 NP_001092006.1 34.84848485 1 21 21 156 858 95.725 5.03 0.9 0.9 0.92 0.91 Significant 0.0000541

GTGLQPGEEELPDIAPPLVTPDEPK 6 148727331 2xTMT6plex [N-Term; K25] 0.845 0.936 5.295916557 54.17 0 3057.639618 4 765.1651611 -0.262646633 -0.00020077 83.63065932KLDVSIEMPEELDISQLR 6 148727331 2xTMT6plex [N-Term; K1]; 1xOxidation [M8] 0.85 1.11 0.864 5.155173779 39.31 1 2589.420975 3 863.81073 -1.28928383 -0.001112833 71.34740131TMTELEIDMNQR 2 148727331 1xTMT6plex [N-Term] 0.593 3.852023602 39.98 0 1709.839972 2 855.4235229 -0.118485686 -0.000101296 53.22500355VDYIMQLPVPMDAALNKEELLEYEEK 2 148727331 3xTMT6plex [N-Term; K17; K26]; 1xOxidation [M11] 0.908 4.71886158 23.49 1 3784.004363 4 942.7550049 -2.987765532 -0.002814482 107.2194021
VDYIMQLPVPMDAALNKEELLEYEEK 12 148727331 3xTMT6plex [N-Term; K17; K26] 0.85 0.767 0.847 5.513783455 26.94 1 3768.009448 4 942.7550049 -2.987765532 -0.002814482 107.2194021IGEWELIQESGVPLKPLFGPGYTGIR 8 148727331 2xTMT6plex [N-Term; K15] 0.742 1.019 5.898263454 26.5 0 3314.855305 3 1105.623169 -0.10601792 -0.000117145 106.6246079

AQVPFSSCLEAYGAPEQVDDFWSTALQAK 6 148727331 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C8] 0.954 1.295 4.956894875 48.9 0 3673.824869 4 919.2102661 -1.533716787 -0.001408652 104.7767716
SAADSISESVPVGPK 12 148727331 2xTMT6plex [N-Term; K15] 0.962 0.997 0.925 5.141470909 84.77 0 1902.058428 2 951.5327759 -0.08041929 -7.65E-05 49.26533381DGLGGLPDIVR 6 148727331 1xTMT6plex [N-Term] 1.127 0.885 1.003 4.346311092 40.54 0 1340.773531 2 670.8902588 -0.216100533 -0.000144871 61.24180802IFQNAPTDPTQDFSTQVAK 14 148727331 2xTMT6plex [N-Term; K19] 0.01 0.227 0.875 3.531646967 26.85 0 2566.355338 3 856.1245117 1.419836995 0.001214602 66.87427554IVILPDYLEIAR 18 148727331 1xTMT6plex [N-Term] 0.843 0.931 0.951 4.312714577 44.99 0 1643.99336 3 548.6690063 -0.543783846 -0.000297992 95.2014557QQDAQEFFLHLINMVER 2 148727331 1xTMT6plex [N-Term] 0.993 4.814506531 13.28 0 2347.206616 3 783.069519 -5.373443056 -0.004204194 112.3873137DLGYIYFYQR 6 148727331 1xTMT6plex [N-Term] 1.183 0.951 0.834 3.702923775 30.12 0 1566.815395 2 783.9095459 -2.285082936 -0.001790152 68.11006057EEDPATGTGDPPR 6 148727331 1xTMT6plex [N-Term] 0.7 0.567 0.898 3.485061646 55.93 0 1570.754646 2 785.8804932 -0.595797617 -0.000467926 18.79214054SSENPNEVFR 6 148727331 1xTMT6plex [N-Term] 0.988 0.788 0.943 4.369052887 43.66 0 1407.706573 2 704.3562012 -1.02831533 -0.000723783 37.24207157ETGYPLAVK 6 148727331 2xTMT6plex [N-Term; K9] 0.938 0.944 0.897 3.909558773 44.82 0 1435.856087 2 718.4317627 0.11252564 8.08E-05 47.33248737KLDVSIEMPEELDISQLR 2 148727331 2xTMT6plex [N-Term; K1] 1.372 4.369874477 15.84 1 2573.42606 3 863.81073 -1.28928383 -0.001112833 71.34740131FTFGLDWVPK 10 148727331 2xTMT6plex [N-Term; K10] 0.92 0.977 2.995227575 42.13 0 1667.956136 2 834.4805908 -1.33728899 -0.00111527 96.09291826EVQDGIAPR 4 148727331 1xTMT6plex [N-Term] 0.966 1.123 3.14586997 46.55 0 1213.673817 2 607.3400879 -0.756009347 -0.000458774 23.92850479RPKEEDPATGTGDPPR 4 148727331 2xTMT6plex [N-Term; K3] 1.238 1.112 4.8698349 8.71 1 2181.166415 4 546.046814 -0.453569529 -0.000247328 17.64538241GHPEFSTNR 6 148727331 1xTMT6plex [N-Term] 0.914 0.825 0.892 2.528564215 15.04 0 1273.648665 3 425.2207642 -0.726542222 -0.000308453 18.13533114MALPELVR 8 148727331 1xTMT6plex [N-Term] 0.886 0.853 0.903 3.037701845 29.9 0 1157.691381 2 579.3490601 -0.464400808 -0.000268816 64.61488022FELDEDVK 4 148727331 2xTMT6plex [N-Term; K8] 0.719 0.754 3.063277006 28.7 0 1452.798632 2 726.90271 -0.336280689 -0.000244274 54.77031415148746181 TMBIM6 bax inhibitor 1 isoform 2 7009 NP_001092046.1 3.050847458 1 1 1 6 295 32.689 8.62 0.97 1.12 1.25 1.11 Significant 0.00524 KINFDALLK 6 148746181 3xTMT6plex [N-Term; K1; K9] 0.974 1.12 1.25 4.239127159 16.15 1 1749.124153 3 583.7136841 1.341263335 0.000782012 75.61734168149192862 BET1L BET1-like protein isoform 1 51272 NP_001092257.1 30.63063063 1 2 2 10 111 12.38 8.16 1.24 0.98 1.48 1.23 Significant 0.0134 YLDGMDSDFTSMTSLLTGSVK 4 149192862 2xTMT6plex [N-Term; K21] 1.402 1.165 5.101239204 54.76 0 2726.36689 3 909.4639282 3.793017736 0.003447053 103.8195768AQSPGAVEEILDR 6 149192862 1xTMT6plex [N-Term] 1.022 0.758 1.484 4.055283546 53.55 0 1613.869616 2 807.4365845 -2.307140955 -0.001861712 54.56410052149408153 FAM210A protein FAM210A 125228 NP_001092271.1 7.720588235 1 2 2 6 272 30.757 9.76 1.16 0.94 1.09 1.06 Significant 0.0037 SHGYMSTPPPVK 4 149408153 2xTMT6plex [N-Term; K12]; 1xOxidation [M5] 1.159 1.088 4.171704769 20.86 0 1774.956212 3 592.3247681 1.993705081 0.00117958 27.75324156EEPDPLQDK 2 149408153 2xTMT6plex [N-Term; K9] 0.943 3.007142544 14.27 0 1528.825909 2 764.9162598 -0.435797657 -0.000333129 37.3471445149363689 Sep-08 septin-8 isoform a 23176 NP_001092281.1 33.95445135 1 8 12 102 483 55.721 6.28 0.88 0.73 0.91 0.84 Non-Significant #N/A ELEEETNAFNR 6 149363689 1xTMT6plex [N-Term] 1.017 0.903 1.019 4.741569996 74.82 0 1580.775381 2 790.8920898 0.962848687 0.000761024 36.77879195SVTQGFSFNILCVGETGIGK 4 149363689 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C12] 0.972 1.143 5.546657562 44.96 0 2572.38453 3 858.1313477 -1.959415939 -0.001680124 96.20754954

LEEMGFQDSDGDSQPFSLQETYEAK 2 149363689 2xTMT6plex [N-Term; K25]; 1xOxidation [M4] 100 2.647964239 26.26 0 3325.545854 3 1103.8573 1.936109817 0.002135885 76.77002991STLMNTLFNTTFETEEASHHEACVR 6 149363689 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 0.822 0.81 0.93 8.312776566 60.14 0 3154.477113 4 789.3742676 -0.593755298 -0.000468247 77.41364712LEEMGFQDSDGDSQPFSLQETYEAK 2 149363689 2xTMT6plex [N-Term; K25] 0.554 4.265738964 30.13 0 3309.550939 3 1103.8573 1.936109817 0.002135885 76.77002991
QYPWGVVQVENENHCDFVK 4 149363689 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C15] 0.871 0.97 6.787034035 44.44 0 2806.402305 3 936.1394653 0.547817428 0.000512465 66.06590904

LRPQTYDLQESNVQLK 4 149363689 2xTMT6plex [N-Term; K16] 0.909 1.083 4.609566212 12.9 0 2390.34438 3 797.4512939 -2.113082159 -0.001683665 53.46005911LTIVDAVGFGDQINK 6 149363689 2xTMT6plex [N-Term; K15] 0.757 0.656 0.796 4.079880714 21.02 0 2048.179212 3 683.3978882 -0.049126179 -3.35E-05 83.42495579VNIIPIIAK 80 149363689 2xTMT6plex [N-Term; K9] 0.897 0.963 0.86 4.071352482 45.82 0 1438.976143 2 719.9916382 -0.099405965 -7.15E-05 87.32373433SLDLVTMK 12 149363689 2xTMT6plex [N-Term; K8] 0.906 1.086 0.884 3.231194735 38.69 0 1364.822344 2 690.9127808 0.742772753 0.000512817 52.04425261SLDLVTMK 8 149363689 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.809 0.893 1.077 2.150865555 38.87 0 1380.817259 2 690.9127808 0.742772753 0.000512817 52.04425261VKETELELK 2 149363689 3xTMT6plex [N-Term; K2; K9] 1.054 2.676177979 1.91 1 1776.108562 3 592.7074585 -0.41672662 -0.000246717 51.65766148ETELELK 2 149363689 2xTMT6plex [N-Term; K7] 0.853 2.639623165 30.35 0 1319.782254 2 660.3954468 1.03303002 0.000681687 45.02935069VNMEDLR 4 149363689 1xTMT6plex [N-Term] 0.69 0.763 2.522167921 22.2 0 1105.58731 2 553.2972412 -0.094219718 -5.21E-05 37.51350878524552373 ANXA8L1 annexin A8-like protein 1 isoform 1 728113 NP_001092315.2 59.32721713 1 2 17 293 327 36.856 5.78 0.74 0.77 0.76 0.75 Significant 0.000136 TLSSMIMEDTSGDYK 2 524552373 2xTMT6plex [N-Term; K15] 0.975 3.702795506 43.49 0 2136.060478 3 723.3533325 -2.243440287 -0.001621297 47.26340248TLSSMIMEDTSGDYK 16 524552373 2xTMT6plex [N-Term; K15]; 1xOxidation [M] 0.859 1.061 0.832 3.888446331 48.86 0 2152.055393 3 723.3533325 -2.243440287 -0.001621297 47.26340248
TLSSMIMEDTSGDYK 18 524552373 2xTMT6plex [N-Term; K15]; 2xOxidation [M5; M7] 0.745 0.744 0.719 4.260454655 50.37 0 2168.050308 3 723.3533325 -2.243440287 -0.001621297 47.26340248

SETHGSLEEAMLTVVK 38 524552373 2xTMT6plex [N-Term; K16] 0.761 0.799 0.754 6.984948635 86.62 0 2189.18879 2 1095.098389 0.324546587 0.000355247 68.72835168GIGTNEQAIIDVLTK 48 524552373 2xTMT6plex [N-Term; K15] 0.698 0.782 0.732 5.918659687 95.5 0 2030.189777 2 1015.595398 -3.082126427 -0.003128651 92.13733597SSSHFNPDPDAETLYK 22 524552373 2xTMT6plex [N-Term; K16] 0.765 0.746 0.699 5.935759544 45.8 0 2266.139197 3 756.0501709 -1.428868399 -0.001079338 45.87264467EGVIIEILASR 12 524552373 1xTMT6plex [N-Term] 0.621 0.732 0.709 4.388707638 54.48 0 1428.862346 2 714.9342651 -0.76424896 -0.000546003 92.63117511AWIEQEGVTVK 9 524552373 2xTMT6plex [N-Term; K11] 0.873 0.841 0.73 4.588715076 71.18 0 1717.988892 2 859.4975586 -0.612095052 -0.000525786 59.28107526DDVSSFVDPALALQDAQDLYAAGEK 13 524552373 2xTMT6plex [N-Term; K25] 0.699 0.812 0.951 6.544935703 74.16 0 3096.577746 3 1032.862549 -1.50246046 -0.001550829 99.11941614SETHGSLEEAMLTVVK 2 524552373 2xTMT6plex [N-Term; K16]; 1xOxidation [M11] 0.71 4.723626137 15.26 0 2205.183705 2 1095.098389 0.324546587 0.000355247 68.72835168NALLSLVGSDP 18 524552373 1xTMT6plex [N-Term] 0.668 0.71 4.036741257 76.06 0 1314.746647 2 657.8772583 0.450840901 0.000296371 81.80141371SEIDLNLIK 14 524552373 2xTMT6plex [N-Term; K9] 0.785 0.773 0.865 3.60765028 53.75 0 1502.919416 2 751.9639282 0.774595963 0.000582078 65.89169788CTQNLHSYFAER 2 524552373 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.773 3.492285013 12.18 0 1754.848169 3 585.6203003 -1.03798216 -0.000607167 36.68050386ILVCLLQGSR 11 524552373 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.848 0.944 1.426 3.071964025 36.59 0 1387.829272 2 694.4187622 0.703266664 0.000488007 119.5992779ELHDAMK 14 524552373 2xTMT6plex [N-Term; K7] 0.689 0.747 0.743 3.35117507 30.39 0 1301.728778 2 651.367981 -0.071432651 -4.65E-05 40.16891077FITILCTR 6 524552373 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.949 0.953 0.925 3.253175735 33.59 0 1252.728495 2 626.8674316 -0.725239949 -0.000454264 70.81452199VFEEYEK 12 524552373 2xTMT6plex [N-Term; K7] 0.772 0.822 0.838 3.401898861 34.55 0 1401.766603 2 701.3867798 -0.228675506 -0.000160275 46.70354681SATHLLR 6 524552373 1xTMT6plex [N-Term] 0.811 0.856 0.775 3.062159538 22.97 0 1026.625744 2 513.8162842 -0.440959744 -0.00022635 23.04333791SIEDSIK 10 524552373 2xTMT6plex [N-Term; K7] 0.782 0.787 0.71 3.137717485 32.23 0 1249.740389 2 625.3735962 -0.378492359 -0.000236509 38.65733721DLTETLK 14 524552373 2xTMT6plex [N-Term; K7] 0.746 0.789 0.776 3.084748983 36.15 0 1277.771689 2 639.3901978 1.11912623 0.000714994 43.43698054ELHDAMK 6 524552373 2xTMT6plex [N-Term; K7]; 1xOxidation [M6] 0.767 0.761 0.741 2.284030199 18.6 0 1317.723693 2 651.367981 -0.071432651 -4.65E-05 40.16891077151101407 PTMA prothymosin alpha isoform 1 5757 NP_001092755.1 21.62162162 1 3 3 85 111 12.196 3.78 1.28 1.32 1.5 1.37 Significant 0.00244 AAEDDEDDDVDTK 40 151101407 2xTMT6plex [N-Term; K13] 1.165 1.233 1.325 4.530344963 74.42 0 1895.875832 2 948.44104 -0.542388831 -0.000514151 22.91792757AAEDDEDDDVDTKK 41 151101407 3xTMT6plex [N-Term; K13; K14] 1.414 1.487 1.623 5.657764435 45.78 1 2253.133727 3 751.7164917 0.530429083 0.000398376 34.52419198EVVEEAENGR 4 151101407 1xTMT6plex [N-Term] 0.694 0.777 3.99218154 46.64 0 1360.690589 2 680.8487549 -0.261421941 -0.000177857 23.05610473150417989 CCNK cyclin-K 8812 NP_001092872.1 18.79310345 1 8 8 33 580 64.199 8.41 1.34 1.2 1.13 1.22 Significant 0.00254 SLLNDVQFGQFGDDPKEEVMVLER 6 150417989 2xTMT6plex [N-Term; K16] 1.503 0.994 1.808 4.543817043 22.91 1 3223.670935 3 1075.229492 0.927111533 0.000996234 89.99594935DLAHTPSQLEGLDPATEAR 6 150417989 1xTMT6plex [N-Term] 1.39 1.217 0.922 5.090638161 27.86 0 2250.156355 3 750.7207031 -3.910317157 -0.002932942 50.47803938DPQQPAQQQQPAQQPK 4 150417989 2xTMT6plex [N-Term; K16] 1.427 1.357 3.997797251 38.52 0 2275.219513 3 759.0775757 -0.588808777 -0.000446556 22.75891309FDLQVEHPYQFLLK 4 150417989 2xTMT6plex [N-Term; K14] 1.586 1.374 4.113957405 24.63 0 2235.257797 3 745.7588501 1.879180547 0.001400151 84.25194646FIFDVGTR 2 150417989 1xTMT6plex [N-Term] 1.097 3.067969799 28.61 0 1183.667275 2 592.3366699 -1.023620637 -0.000605813 66.75226992IILQTIK 12 150417989 2xTMT6plex [N-Term; K7] 1.186 1.214 1.191 3.135316849 29.04 0 1286.88118 2 643.9437866 -0.68631652 -0.000441604 69.9848026AAEPPPPK 4 150417989 2xTMT6plex [N-Term; K8] 1.337 1.492 2.718092442 43.43 0 1264.766544 2 632.8860474 -1.364602381 -0.000862952 26.093067
YVTGACCLFLAGK 1 150417989 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C6; C7] 0.632 2.438803911 0 1918.033083 3 640.015564 -0.492105938 -0.000314625 74.20733635

150378549 EHBP1L1 EH domain-binding protein 1-like protein 1 254102 NP_001092879.1 9.323703217 1 9 9 29 1523 161.756 4.83 1.17 1.02 1.23 1.14 Significant 0.00299 FQDTSQYVCAELQALEQEQR 2 150378549 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.244 3.325463772 20.42 0 2672.28236 3 891.4308472 -1.636041969 -0.001457322 84.94363946ETQAQACPQEGTEAHGAR 4 150378549 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 100 2.097 4.515592098 42.87 0 2170.014459 3 724.0090332 -0.881340038 -0.000637507 16.02188578EWTFIIENESK 8 150378549 2xTMT6plex [N-Term; K11] 1.192 0.91 1.21 3.756304741 44.89 0 1854.004936 2 927.5043945 -1.846606464 -0.001711809 75.50656212KTEIIVPEAEKEEAQTSGVQEAETR 2 150378549 3xTMT6plex [N-Term; K1; K11] 1.295 5.673963547 5.52 2 3459.878568 4 865.7255249 0.491829219 0.000425417 51.00122386VPESEAEGTEAK 6 150378549 2xTMT6plex [N-Term; K12] 1.007 1.053 1.125 3.48982048 46.86 0 1704.905616 2 852.953064 -3.967738888 -0.00338231 29.44205038ASGAPPAGLGSAR 2 150378549 1xTMT6plex [N-Term] 0.855 3.64397049 43.82 0 1340.748379 2 670.8776245 -0.302947644 -0.000203088 27.11270511QPAQDTAPTPAPR 2 150378549 1xTMT6plex [N-Term] 1.567 3.187897682 30.55 0 1578.843735 2 789.9246826 -1.043032688 -0.000823393 21.783574VLGSQEAK 2 150378549 2xTMT6plex [N-Term; K8] 1.263 2.223633289 14.06 0 1289.782922 2 645.3955078 0.633211206 0.000408353 30.59492044TTIAETEVLVTQEISGDLGPLK 1 150378549 2xTMT6plex [N-Term; K22] 1.246 2.316108942 0 2772.564662 3 924.8587646 -1.05364709 -0.000973768 107.4988115
526479837 POM121C nuclear envelope pore membrane protein POM 121C 100101267 NP_001092885.2 6.484295846 1 5 5 15 987 99.076 9.91 1.03 0.78 1.28 1.03 Significant 0.0191

IVPAHVPTPIQPTFGGATHSAFGLK 4 526479837 2xTMT6plex [N-Term; K25] 1.257 1.488 4.864042759 19.64 0 3001.702768 4 751.1793213 -2.436101878 -0.001828113 78.45888455ASLQWFNQALEDK 2 526479837 2xTMT6plex [N-Term; K13] 0.412 2.652289152 4.82 0 2008.090397 3 670.0341797 -1.200716613 -0.000803716 83.96279203GISQLWK 4 526479837 2xTMT6plex [N-Term; K7] 0.919 0.902 3.150835514 27.7 0 1289.798178 2 645.4032593 0.824496968 0.000531717 62.41488636NAITSSYSSTR 2 526479837 1xTMT6plex [N-Term] 1.054 2.632820845 12.57 0 1415.732788 2 708.3696289 -0.569893914 -0.000403409 22.64965321KVQLLPSR 3 526479837 2xTMT6plex [N-Term; K1] 1.371 1.275 2.395674944 4.48 1 1398.919691 3 466.978363 0.604260083 0.00028177 41.292415484501891 ACTN1 alpha-actinin-1 isoform b 87 NP_001093.1 74.77578475 1 37 62 1602 892 102.993 5.41 0.9 0.9 0.9 0.9 Non-Significant 1 FAIQDISVEETSAK 46 4501891 2xTMT6plex [N-Term; K14] 1.219 1.191 1.216 4.976788521 77.42 0 1996.100293 2 998.5546265 0.843359271 0.000841715 64.81163345ASIHEAWTDGK 30 4501891 2xTMT6plex [N-Term; K11] 0.893 0.946 0.905 4.712787151 57.07 0 1672.905891 2 836.9555664 -1.216217548 -0.001017309 38.00160058ISIEMHGTLEDQLSHLR 14 4501891 1xTMT6plex [N-Term] 0.902 0.467 0.774 6.459672451 45.46 0 2208.164417 4 552.7966309 0.125102777 6.91E-05 65.00581872DHSGTLGPEEFK 20 4501891 2xTMT6plex [N-Term; K12] 0.702 0.701 0.716 5.772853374 49.1 0 1774.937585 2 887.9725952 0.185369722 0.00016451 37.43130952LLETIDQLYLEYAK 16 4501891 2xTMT6plex [N-Term; K14] 0.896 0.9 0.935 4.572223186 40.01 0 2170.241143 2 1085.623291 -0.846914526 -0.000919004 112.663302QKDYETATLSEIK 8 4501891 3xTMT6plex [N-Term; K2; K13] 0.834 0.997 0.937 5.812226295 36.54 1 2213.263225 3 738.4255371 -0.527186221 -0.000388934 51.64515988DYETATLSEIK 12 4501891 2xTMT6plex [N-Term; K11] 0.757 0.688 0.71 5.427886963 67.06 0 1727.946752 2 864.4760742 -1.088379892 -0.000940331 51.16310676TINEVENQILTR 31 4501891 1xTMT6plex [N-Term] 0.92 0.873 0.917 5.310241222 59.73 0 1658.927465 2 829.9666138 -0.91266253 -0.00075702 56.48561249CQLEINFNTLQTK 15 4501891 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C1] 0.992 0.998 1.026 4.444274902 39.97 0 2067.130882 3 689.7149658 -0.260084674 -0.00017921 71.11016321
KDDPLTNLNTAFDVAEK 30 4501891 3xTMT6plex [N-Term; K1; K17] 0.877 0.907 0.898 7.072451591 61.2 1 2578.433144 3 860.1484985 -0.853702388 -0.000733738 73.38184943LVSIGAEEIVDGNVK 140 4501891 2xTMT6plex [N-Term; K15] 1.022 1.031 1.018 5.808385849 98.24 0 2001.163227 2 1001.085693 0.441047855 0.000441304 72.82144759RDQALTEEHAR 6 4501891 1xTMT6plex [N-Term] 0.776 0.722 1.127 6.113041401 62.92 1 1554.818583 3 518.9442749 -0.200552638 -0.000103941 15.43530846GYEEWLLNEIR 40 4501891 1xTMT6plex [N-Term] 1.015 0.966 0.951 4.741166115 54.26 0 1650.868888 2 825.9378052 -0.335452707 -0.000276894 82.18303177IDQLEGDHQLIQEALIFDNK 45 4501891 2xTMT6plex [N-Term; K20] 0.873 0.873 0.902 6.820970535 50.06 0 2797.51363 2 1399.256836 -2.585965953 -0.003617138 89.10592143TFTAWCNSHLR 14 4501891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.967 1.011 1.042 4.230982304 41.19 0 1621.810662 3 541.2753906 0.590145954 0.000319035 44.8849461
MVSDINNAWGCLEQVEK 20 4501891 2xTMT6plex [N-Term; K17]; 1xOxidation [M1]; 1xCarbamidomethyl [C11] 0.882 0.924 0.671 5.141469479 39.76 0 2467.236152 3 817.7510986 -1.017481073 -0.000831364 81.7296745
MVSDINNAWGCLEQVEK 14 4501891 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 1.197 0.939 1.038 5.155241489 47.29 0 2451.241237 3 817.7510986 -1.017481073 -0.000831364 81.7296745GISQEQMNEFR 26 4501891 1xTMT6plex [N-Term] 0.783 0.841 0.897 4.804218292 70.96 0 1567.773607 2 784.3890991 -1.712828817 -0.001342664 37.65040853VPENTMHAMQQK 14 4501891 2xTMT6plex [N-Term; K12] 0.849 0.848 0.867 5.476628304 55.53 0 1871.987194 2 936.4981689 0.997309507 0.000933475 36.08000052AGTQIENIEEDFRDGLK 13 4501891 2xTMT6plex [N-Term; K17] 0.632 1.028 0.955 4.812972069 26.97 1 2393.271274 3 798.4277954 -1.020022075 -0.00081373 74.45739029
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

KTFTAWCNSHLR 16 4501891 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.207 1.29 1.26 5.491847992 38.27 1 1979.068556 4 495.5223694 -0.459216501 -0.000227205 44.26821574
KAGTQIENIEEDFR 11 4501891 2xTMT6plex [N-Term; K1] 0.885 0.942 0.852 5.625309467 44.96 1 2108.138804 2 1054.572388 -0.618948512 -0.000652415 55.25414011NVNIQNFHISWK 10 4501891 2xTMT6plex [N-Term; K12] 0.972 1.111 1.041 4.842216969 50.35 0 1958.101236 3 653.3693237 -3.992928684 -0.002606186 71.67748165VGWEQLLTTIAR 46 4501891 1xTMT6plex [N-Term] 0.882 0.812 0.825 4.981733799 56.88 0 1615.936908 2 808.4733276 1.529220247 0.001235562 101.1278734HEAFESDLAAHQDR 12 4501891 1xTMT6plex [N-Term] 0.77 0.748 0.808 7.261692047 73.41 0 1854.893205 3 618.9686279 -1.010355169 -0.0006247 32.45086377VLAVNQENEQLMEDYEK 12 4501891 2xTMT6plex [N-Term; K17]; 1xOxidation [M12] 0.724 0.935 0.79 4.824922562 59.66 0 2526.27979 3 837.4315796 -1.86821843 -0.001563253 64.51321578VLAVNQENEQLMEDYEK 34 4501891 2xTMT6plex [N-Term; K17] 0.864 0.87 0.878 5.820049763 65.4 0 2510.284875 3 837.4315796 -1.86821843 -0.001563253 64.51321578DGLGFCALIHR 20 4501891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.058 1.081 1.104 4.836691856 64.16 0 1487.799034 3 496.6044617 -0.136107249 -6.75E-05 64.67066783AIMTYVSSFYHAFSGAQK 2 4501891 2xTMT6plex [N-Term; K18] 1.653 5.520950794 39.06 0 2466.289173 3 822.7682495 0.414519582 0.000340775 102.6226398KAGTQIENIEEDFRDGLK 4 4501891 3xTMT6plex [N-Term; K1; K18] 1.437 1.636 5.086083889 30.44 2 2750.529169 4 688.3867188 -1.499351487 -0.001031002 67.15434539

KHEAFESDLAAHQDRVEQIAAIAQELNELDYYDSPSVNAR 2 4501891 2xTMT6plex [N-Term; K1] 2.34 7.95161438 15.39 2 5001.501901 6 834.4230347 -0.015229863 -1.27E-05 84.92231536
ETADTDTADQVMASFK 22 4501891 2xTMT6plex [N-Term; K16] 1.006 0.945 0.917 5.399095535 86 0 2188.084385 2 1094.545654 -0.161203221 -0.000176363 62.6580531ETADTDTADQVMASFK 18 4501891 2xTMT6plex [N-Term; K16]; 1xOxidation [M12] 0.949 0.826 0.926 5.100693703 63.28 0 2204.0793 2 1094.545654 -0.161203221 -0.000176363 62.6580531VEQIAAIAQELNELDYYDSPSVNAR 50 4501891 1xTMT6plex [N-Term] 0.75 0.716 0.715 8.225218773 86.86 0 3037.531575 3 1013.181396 -0.638194806 -0.000646179 105.9961435AGTQIENIEEDFR 15 4501891 1xTMT6plex [N-Term] 0.802 0.597 0.573 5.311638832 75.11 0 1750.880909 2 875.9430542 -1.18618094 -0.001038431 61.65461639ICDQWDNLGALTQK 40 4501891 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.068 0.982 1.069 5.316391468 56.23 0 2120.121045 2 1060.562134 -1.912368109 -0.002027226 73.26681009
DDPLTNLNTAFDVAEK 24 4501891 2xTMT6plex [N-Term; K16] 0.926 0.929 0.901 5.812538147 55.21 0 2221.175249 3 741.062439 -1.118761552 -0.000828322 78.98581182KQFGAQANVIGPWIQTK 6 4501891 3xTMT6plex [N-Term; K1; K17] 1.383 1.172 5.02379179 31.46 1 2573.517089 4 644.1345215 -0.323472692 -0.000208116 74.20995036

TAPYKNVNIQNFHISWKDGLGFCALIHR 2 4501891 3xTMT6plex [N-Term; K5; K17]; 1xCarbamidomethyl [C23] 1.049 6.90193224 34.8 2 3987.178277 6 665.3652344 -5.832131995 -0.003875625 85.00319381
KHEAFESDLAAHQDR 44 4501891 2xTMT6plex [N-Term; K1] 0.857 0.844 0.828 7.237498283 51.68 1 2212.1511 5 443.2362671 0.510516311 0.000225868 24.79554587ACLISLGYDIGNDPQGEAEFAR 16 4501891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.077 0.831 0.984 6.580222607 70.47 0 2625.281632 3 875.7645874 -0.922961155 -0.000807678 78.23349989MLDAEDIVGTARPDEK 30 4501891 2xTMT6plex [N-Term; K16] 1.051 0.964 0.93 4.760224819 27.88 0 2218.178954 3 740.0640869 -0.561860805 -0.000415436 66.39298531QFGAQANVIGPWIQTK 12 4501891 2xTMT6plex [N-Term; K16] 1.007 0.994 0.996 6.176681995 43.32 0 2216.259194 3 739.4243774 -0.277262598 -0.000204829 79.4560139HTNYTMEHIR 6 4501891 1xTMT6plex [N-Term] 0.92 0.812 6.109405518 48.48 0 1530.768462 3 510.9278259 0.302118325 0.000154158 19.33026933LSNRPAFMPSEGR 18 4501891 1xTMT6plex [N-Term] 0.832 0.926 0.9 5.016757488 37.73 0 1690.88964 3 564.2998657 -2.717990532 -0.001531941 37.17370367LASDLLEWIR 50 4501891 1xTMT6plex [N-Term] 0.91 0.66 0.84 4.110002518 49.34 0 1444.836131 2 722.9246216 4.038938353 0.002917802 100.3939813DLLLDPAWEK 18 4501891 2xTMT6plex [N-Term; K10] 0.472 0.525 0.464 4.64562273 48.16 0 1657.956529 2 829.4816284 -0.331253596 -0.000274602 78.01706368ISIEMHGTLEDQLSHLR 9 4501891 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.968 1.071 0.745 4.419677258 17.44 0 2224.159332 4 552.7966309 0.125102777 6.91E-05 65.00581872LMLLLEVISGER 8 4501891 1xTMT6plex [N-Term] 1.039 0.529 1.048 3.973073483 47.77 0 1601.94978 3 534.6555176 1.385233421 0.000739691 113.1775322LAILGIHNEVSK 6 4501891 2xTMT6plex [N-Term; K12] 0.88 0.759 4.249312878 45.95 0 1752.078376 3 584.6947632 -4.931023257 -0.002879846 65.38074274ASFNHFDRDHSGTLGPEEFK 12 4501891 2xTMT6plex [N-Term; K20] 1.11 1.103 1.142 6.029005051 20.44 1 2749.373448 4 688.098999 0.261326358 0.000179621 47.01396558ELPPDQAEYCIAR 124 4501891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.957 0.93 1.006 4.155965328 78.23 0 1790.894451 2 895.9522095 1.503022867 0.001345878 44.51083042DQALTEEHAR 6 4501891 1xTMT6plex [N-Term] 0.764 0.778 0.756 4.373967648 51.88 0 1398.717472 3 466.9102478 -0.916669608 -0.000427387 18.06425414MLDAEDIVGTARPDEK 15 4501891 2xTMT6plex [N-Term; K16]; 1xOxidation [M1] 0.872 1.135 0.927 3.517562866 22.81 0 2234.173869 3 740.0640869 -0.561860805 -0.000415436 66.39298531NYITMDELR 16 4501891 1xTMT6plex [N-Term] 0.864 0.728 0.796 3.919617176 63.78 0 1383.713967 2 692.3600464 -0.831643382 -0.000575378 59.33871288HTNYTMEHIR 6 4501891 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.645 0.681 0.642 3.795146465 33.58 0 1546.763377 3 510.9278259 0.302118325 0.000154158 19.33026933GISQEQMNEFR 32 4501891 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.68 0.884 0.814 3.46505928 51.39 0 1583.768522 2 784.3890991 -1.712828817 -0.001342664 37.65040853EGLLLWCQR 18 4501891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.247 1.173 1.173 3.793336868 40.59 0 1403.766672 2 702.3866577 -0.450737523 -0.000316365 63.30760519LGVVTFQAFIDFMSR 2 4501891 1xTMT6plex [N-Term] 0.987 2.357702732 15.97 0 1960.056371 3 654.0234375 -0.3119196 -0.000203793 113.1463092MAPYTGPDSVPGALDYMSFSTALYGESDL 6 4501891 1xTMT6plex [N-Term]; 1xOxidation [M] 0.686 100 2.567352057 18.34 0 3300.516578 3 1106.172852 -2.258931566 -0.002497258 94.98350224MAPYTGPDSVPGALDYMSFSTALYGESDL 19 4501891 1xTMT6plex [N-Term]; 2xOxidation [M1; M17] 2.746 1.093 100 4.613140106 21.05 0 3316.511493 3 1106.172852 -2.258931566 -0.002497258 94.98350224HRPELIDYGK 10 4501891 2xTMT6plex [N-Term; K10] 0.834 0.879 0.814 3.606342554 16.58 0 1685.973911 4 422.2492065 0.643824835 0.000271368 33.58447854ALDFIASK 32 4501891 2xTMT6plex [N-Term; K8] 0.978 1.092 1.024 3.508201361 53.13 0 1322.808409 2 661.9072266 -0.931567256 -0.000616142 61.28331771VPENTMHAMQQK 28 4501891 2xTMT6plex [N-Term; K12]; 1xOxidation [M] 0.858 0.83 0.869 3.99444294 28.7 0 1887.982109 2 936.4981689 0.997309507 0.000933475 36.08000052ASFNHFDR 12 4501891 1xTMT6plex [N-Term] 0.71 0.688 0.708 3.607079744 42.44 0 1222.616636 3 408.2104492 0.129367003 5.27E-05 26.01202157SIVNYKPK 31 4501891 3xTMT6plex [N-Term; K6; K8] 0.95 0.938 1.05 3.406865358 26.2 0 1636.040089 2 818.5232544 -0.523740795 -0.00042843 42.69684273LMLLLEVISGER 2 4501891 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.957 2.255149603 10.62 0 1617.944695 3 534.6555176 1.385233421 0.000739691 113.1775322

VPENTMHAMQQK 8 4501891 2xTMT6plex [N-Term; K12]; 2xOxidation [M6; M9] 0.905 1.067 0.542 3.03217864 19.35 0 1903.977024 2 936.4981689 0.997309507 0.000933475 36.08000052
ATLPDADKER 27 4501891 2xTMT6plex [N-Term; K8] 0.942 0.878 0.906 5.01224041 30.83 1 1573.894992 2 787.4511108 -0.029684517 -2.34E-05 27.52560092TIPWLENR 8 4501891 1xTMT6plex [N-Term] 0.885 0.975 0.778 3.107293606 14.84 0 1257.715288 2 629.3614502 0.267262892 0.00016807 60.63924043LSNRPAFMPSEGR 8 4501891 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.804 0.987 1.073 2.290603161 13.73 0 1706.884555 3 564.2998657 -2.717990532 -0.001531941 37.17370367LDHLAEK 34 4501891 2xTMT6plex [N-Term; K7] 0.936 0.939 0.941 2.747264385 33.67 0 1283.772358 3 428.5958557 0.511187726 0.00021875 34.92355852AETAANR 10 4501891 1xTMT6plex [N-Term] 1.041 0.965 0.861 2.348345518 26.98 0 961.5264243 2 481.2668762 0.053572533 2.58E-05 14.01967426IMSIVDPNR 8 4501891 1xTMT6plex [N-Term] 0.931 0.86 0.891 2.608305454 38.66 0 1273.713573 2 637.3601685 -0.402567695 -0.000256378 57.38682877NYITMDELR 11 4501891 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.786 0.841 0.748 2.636048079 14.86 0 1399.708882 2 692.3600464 -0.831643382 -0.000575378 59.33871288153251748 MTFR1L mitochondrial fission regulator 1-like isoform a 56181 NP_001093095.1 14.04109589 1 3 3 14 292 31.937 6.1 0.76 0.79 0.87 0.81 Significant 0.00165 ASFETLPNISDLCLR 2 153251748 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.655 3.284579992 18.96 0 1965.031278 2 983.0200806 0.817393001 0.000803101 81.9812003SLLKEEDPAVLISEVLR 6 153251748 2xTMT6plex [N-Term; K4] 0.834 0.767 0.829 4.895806313 16.82 1 2369.405583 3 790.4719849 -1.764792903 -0.001393837 104.8409352KPALPALSR 6 153251748 2xTMT6plex [N-Term; K1] 0.729 0.817 0.896 4.089586258 14.05 0 1410.919691 3 470.9782715 0.404454718 0.000190218 46.21907328153791384 RPL22L1 60S ribosomal protein L22-like 1 isoform 1 200916 NP_001093115.1 25.40983607 1 2 2 9 122 14.598 9.38 1.44 1.33 1.5 1.42 Significant 0.00122 FNLDLTHPVEDGIFDSGNFEQFLR 3 153791384 1xTMT6plex [N-Term] 1.349 1.552 4.728822231 2.25 0 3039.504966 3 1013.838867 -0.959974579 -0.000972616 101.2027797ITVVSEK 6 153791384 2xTMT6plex [N-Term; K7] 1.447 1.314 1.495 2.820077181 32.55 0 1233.78186 2 617.3944092 -0.25771219 -0.00015898 42.18252734223671870 IKBKG NF-kappa-B essential modulator isoform b 8517 NP_001093326.2 11.90965092 1 4 4 10 487 55.751 6.7 0.81 0.97 0.83 0.87 Significant 0.00333 HVEVSQAPLPPAPAYLSSPLALPSQR 2 223671870 1xTMT6plex [N-Term] 0.829 6.234187603 27.06 0 2954.630107 3 985.5473022 -0.931981879 -0.000917887 78.40793523AQVTSLLGELQESQSR 2 223671870 1xTMT6plex [N-Term] 0.904 4.710074425 37.11 0 1975.065749 3 659.0267334 -0.051752549 -3.41E-05 72.62050608GMQLEDLK 4 223671870 2xTMT6plex [N-Term; K8] 0.812 1.029 2.755733013 19.61 0 1391.796858 2 696.4022217 0.22198597 0.00015448 51.69394497ASCQESAR 2 223671870 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.962887883 6.49 0 1137.551987 2 569.2788696 -1.340353852 -0.000762361 13.91512669154354962 IMMT MICOS complex subunit MIC60 isoform 2 10989 NP_001093639.1 66.05019815 1 3 45 441 757 83.497 6.57 0.91 1.03 1.06 1 Significant 0.00209 QTASVTLQAIAAQNAAVQAVNAHSNILK 4 154354962 2xTMT6plex [N-Term; K28] 1.176 1.217 8.487832069 69.87 0 3290.858493 4 823.4680176 -2.507670116 -0.002063097 83.1617405TSSAETPTIPLGSAVEAIK 12 154354962 2xTMT6plex [N-Term; K19] 1.099 1.115 5.22243166 57.42 0 2330.321913 2 1165.662476 -1.818730752 -0.002119114 77.85714063VVSQYHELVVQAR 16 154354962 1xTMT6plex [N-Term] 0.867 1.011 0.97 5.651323318 50.23 0 1756.990734 3 586.3345337 -0.959661169 -0.000562039 43.37198548YSTSGSSGLTTGK 12 154354962 2xTMT6plex [N-Term; K13] 1.227 0.986 1.263 5.57409811 68.06 0 1703.9216 2 852.4632568 -1.386981728 -0.001181654 31.06149811ANCSDNEFTQALTAAIPPESLTR 16 154354962 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.357 0.639 1.51 6.273206234 62.5 0 2735.350774 3 912.4550781 -0.0339865 -3.10E-05 79.80833099EVAGAKPHITAAEGK 6 154354962 3xTMT6plex [N-Term; K6; K15] 0.957 0.978 0.996 3.910896063 20.54 0 2166.284963 4 542.3267212 0.042208494 2.29E-05 33.5935365QIVEILTAYASAVGIGTTQVQPE 23 154354962 1xTMT6plex [N-Term] 1.05 0.789 1.243 3.110427618 19.54 0 2617.428613 3 873.1465454 -1.348835079 -0.001176827 113.9199588

LLSYASYCIEHGDLELAAK 8 154354962 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C8] 1.293 1.192 1.382 6.59512043 61.33 0 2611.384196 3 871.1337891 1.002616736 0.000872739 86.94805755
AAMDNSEIAGEKK 4 154354962 3xTMT6plex [N-Term; K12; K13] 1.517 2.038 4.630997658 34.84 1 2051.141001 3 684.3850708 -0.166837704 -0.000114069 36.19230755AAMDNSEIAGEK 10 154354962 2xTMT6plex [N-Term; K12] 0.822 1.117 0.818 5.38509798 62.78 0 1693.883106 2 847.4439087 -1.514648312 -0.001282819 33.32032245LHNMIVDLDNVVK 4 154354962 2xTMT6plex [N-Term; K13] 0.905 1.061 5.147733688 37.32 0 1968.135239 3 656.717041 0.676323887 0.000443699 76.37606619GIEQAVQSHAVAEEEAR 12 154354962 1xTMT6plex [N-Term] 0.984 1 1.043 5.798063278 73.48 0 2053.051162 3 685.0213013 -0.882170615 -0.000603714 37.6142957QKGDTPASATAPTEAAQIISAAGDTLSVPAPAVQPEESLK 4 154354962 3xTMT6plex [N-Term; K2; K40] 0.921 1.16 7.381593704 34.63 1 4605.486641 4 1152.126221 -0.779117991 -0.000897054 89.86019817

GMSVSDLADKLSTDDLNSLIAHAHR 12 154354962 2xTMT6plex [N-Term; K10] 1.934 1.885 1.643 7.531880856 65.26 1 3124.646117 5 625.734375 -1.071599751 -0.000669674 84.16982013LFEMVLGPAAYNVPLPK 16 154354962 2xTMT6plex [N-Term; K17] 0.535 1.065 1.1 4.810970306 48.31 0 2317.339418 4 580.0898438 -0.808077568 -0.000468147 112.0843294TDHPEIGEGKPTPALSEASSSSIR 4 154354962 2xTMT6plex [N-Term; K10] 0.942 0.977 6.108940125 30.68 0 2924.53655 4 731.8885498 -1.429402977 -0.001045085 41.76135762
GDTPASATAPTEAAQIISAAGDTLSVPAPAVQPEESLK 3 154354962 2xTMT6plex [N-Term; K38] 1.041 7.093714237 23.62 0 4120.170169 4 1030.799194 1.159834073 0.001194678 93.99030118LSTDDLNSLIAHAHR 14 154354962 1xTMT6plex [N-Term] 0.767 0.921 0.798 6.238996029 57.15 0 1892.018739 3 631.3411865 -5.144330489 -0.00324439 58.95089686AVDEAADALLK 12 154354962 2xTMT6plex [N-Term; K11] 0.977 0.943 0.905 4.36815691 68.92 0 1573.920144 2 787.4669189 4.077316533 0.003208685 69.1138772ELDSITPEVLPGWK 27 154354962 2xTMT6plex [N-Term; K14] 1.048 1.077 1.085 4.698121071 49.03 0 2042.157414 2 1021.580994 -1.323686066 -0.001351588 81.99169981KAVDEAADALLK 12 154354962 3xTMT6plex [N-Term; K1; K12] 1.032 1.083 0.978 5.636713505 59.25 1 1931.178039 2 966.0899048 -2.851062707 -0.002752955 62.57851475SEFEQNLSEK 14 154354962 2xTMT6plex [N-Term; K10] 0.966 1.003 1.028 4.718097687 53.17 0 1668.884487 2 834.9455566 -0.389451011 -0.000324974 40.09833788KAHQLWLSVEALK 6 154354962 3xTMT6plex [N-Term; K1; K13] 1.062 1.01 1.423 4.021464348 12.18 1 2210.36282 4 553.3458252 -0.610301955 -0.000337247 70.32642237KVQAAQSEAK 14 154354962 3xTMT6plex [N-Term; K1; K10] 1.18 1.05 1.051 5.728244781 31.01 1 1747.068095 3 583.0272827 -0.457729994 -0.000266562 24.19968456GMSVSDLADK 8 154354962 2xTMT6plex [N-Term; K10] 0.788 1.31 1.617 3.380611897 39.26 0 1480.808151 2 740.907959 0.331358758 0.000245339 49.31920518QAAAHTDHLR 4 154354962 1xTMT6plex [N-Term] 1.337 1.17 4.292004585 44.88 0 1348.728312 3 450.247406 -0.479779668 -0.000215697 15.03076471VQAAQSEAK 6 154354962 2xTMT6plex [N-Term; K9] 0.89 0.868 0.668 3.920545101 46.76 0 1389.8102 2 695.4083252 -0.59421738 -0.000412925 22.8327648ERPPEEVAAR 12 154354962 1xTMT6plex [N-Term] 1.163 0.985 1.028 5.417382717 45.01 0 1382.758943 3 461.5910034 -0.351641981 -0.000162079 18.42318039GMSVSDLADKLSTDDLNSLIAHAHR 2 154354962 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.041 3.723247528 24.57 1 3140.641032 5 625.734375 -1.071599751 -0.000669674 84.16982013LSEQELQFR 4 154354962 1xTMT6plex [N-Term] 0.949 1.211 3.578335762 50.46 0 1378.752795 2 689.8795166 -0.753330748 -0.000519328 49.07553886LFEMVLGPAAYNVPLPK 4 154354962 2xTMT6plex [N-Term; K17]; 1xOxidation [M4] 0.926 3.3761518 15.48 0 2333.334333 4 580.0898438 -0.808077568 -0.000468147 112.0843294ISSVSEVMK 18 154354962 2xTMT6plex [N-Term; K9] 0.96 0.941 1.05 4.357543468 45.99 0 1437.838723 2 719.4228516 -0.205902787 -0.000148027 52.34870395SEIQAEQDR 6 154354962 1xTMT6plex [N-Term] 1.073 1.06 0.98 3.406951904 48.49 0 1304.664374 2 652.8355103 -0.483076108 -0.000315126 17.86588022KSIQSGPLK 6 154354962 3xTMT6plex [N-Term; K1; K9] 1.977 1.495 1.948 4.198268414 26.12 1 1645.061553 3 549.0250244 -0.627774572 -0.000344243 46.64765317QHITLALEK 10 154354962 2xTMT6plex [N-Term; K9] 1.037 1.01 1.274 4.143975735 16.15 0 1510.935734 3 504.3165588 -0.404521724 -0.000203735 50.43957439VAMIDETR 12 154354962 1xTMT6plex [N-Term] 0.959 0.926 0.982 3.440511465 33.81 0 1163.629175 2 582.3178101 -0.714362299 -0.000415626 34.51750514DAMENEMR 6 154354962 1xTMT6plex [N-Term] 0.948 1.136 0.918 3.20896697 28.87 0 1224.555023 2 612.7807617 -0.634256922 -0.000388341 22.50369329SIQSGPLK 10 154354962 2xTMT6plex [N-Term; K8] 0.798 0.654 0.892 3.514911652 43.43 0 1287.803658 2 644.4050903 -0.5852724 -0.000376858 37.82365704QPASQLQK 6 154354962 2xTMT6plex [N-Term; K8] 0.994 0.981 0.95 3.366725445 27.66 0 1357.82037 2 679.4135132 -0.457109663 -0.000310336 27.4727725AFDSAVAK 6 154354962 2xTMT6plex [N-Term; K8] 0.935 0.949 1.025 2.715003014 37.09 0 1266.745809 2 633.8759766 -0.8936639 -0.000566022 41.92882158GMSVSDLADK 8 154354962 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.927 0.87 0.955 2.317338467 36.76 0 1496.803066 2 740.907959 0.331358758 0.000245339 49.31920518VQEQELKSEFEQNLSEK 2 154354962 3xTMT6plex [N-Term; K7; K17] 100 2.273570538 1.17 1 2752.4972 3 918.1658325 -5.1792828 -0.004751987 70.58757883SVIENAK 6 154354962 2xTMT6plex [N-Term; K7] 1.131 1.08 1.097 2.854255199 32.92 0 1218.745809 2 609.8764038 -0.227736424 -0.000138776 32.0273325AAMDNSEIAGEK 2 154354962 2xTMT6plex [N-Term; K12]; 1xOxidation [M3] 1.097 1.096676588 1.98 0 1709.878021 2 847.4439087 -1.514648312 -0.001282819 33.32032245VQEQELK 8 154354962 2xTMT6plex [N-Term; K7] 0.898 1.107 1.011 2.919494629 37.28 0 1331.793487 2 666.3999023 -0.720000893 -0.000479446 31.78876222TVEGALK 10 154354962 2xTMT6plex [N-Term; K7] 0.94 1.072 1.027 2.792293787 30.55 0 1175.739995 2 588.3728027 -1.417040551 -0.000833036 33.51190257SLEDALR 8 154354962 1xTMT6plex [N-Term] 0.919 0.947 0.973 2.641664982 29.4 0 1032.58869 2 516.7979126 -0.137135617 -7.08E-05 46.1418196TIPYSDK 6 154354962 2xTMT6plex [N-Term; K7] 1.068 0.978 1.093 2.328183174 19.57 0 1281.745474 2 641.3751831 -1.860423236 -0.001192295 37.39313195VAQDWLK 6 154354962 2xTMT6plex [N-Term; K7] 0.938 0.927 0.977 3.0408144 27.2 0 1317.793093 2 659.4003906 0.312287264 0.000205765 56.4128621154354966 IMMT MICOS complex subunit MIC60 isoform 3 10989 NP_001093640.1 62.24899598 1 2 44 440 747 82.574 6.57 0.6 0.98 1.3 0.96 Significant 0.0417 QTASVTLQAIAAQNAAVQAVNAHSNILK 4 154354966 2xTMT6plex [N-Term; K28] 1.176 1.217 8.487832069 69.87 0 3290.858493 4 823.4680176 -2.507670116 -0.002063097 83.1617405TSSAETPTIPLGSAVEAIK 12 154354966 2xTMT6plex [N-Term; K19] 1.099 1.115 5.22243166 57.42 0 2330.321913 2 1165.662476 -1.818730752 -0.002119114 77.85714063VVSQYHELVVQAR 16 154354966 1xTMT6plex [N-Term] 0.867 1.011 0.97 5.651323318 50.23 0 1756.990734 3 586.3345337 -0.959661169 -0.000562039 43.37198548GDTPASATAGDTLSVPAPAVQPEESLK 2 154354966 2xTMT6plex [N-Term; K27] 0.559 5.854174137 49.11 0 3067.619945 3 1023.21106 -0.430108386 -0.000439803 65.17415607YSTSGSSGLTTGK 12 154354966 2xTMT6plex [N-Term; K13] 1.227 0.986 1.263 5.57409811 68.06 0 1703.9216 2 852.4632568 -1.386981728 -0.001181654 31.06149811ANCSDNEFTQALTAAIPPESLTR 16 154354966 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.357 0.639 1.51 6.273206234 62.5 0 2735.350774 3 912.4550781 -0.0339865 -3.10E-05 79.80833099EVAGAKPHITAAEGK 6 154354966 3xTMT6plex [N-Term; K6; K15] 0.957 0.978 0.996 3.910896063 20.54 0 2166.284963 4 542.3267212 0.042208494 2.29E-05 33.5935365QIVEILTAYASAVGIGTTQVQPE 23 154354966 1xTMT6plex [N-Term] 1.05 0.789 1.243 3.110427618 19.54 0 2617.428613 3 873.1465454 -1.348835079 -0.001176827 113.9199588

LLSYASYCIEHGDLELAAK 8 154354966 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C8] 1.293 1.192 1.382 6.59512043 61.33 0 2611.384196 3 871.1337891 1.002616736 0.000872739 86.94805755
AAMDNSEIAGEKK 4 154354966 3xTMT6plex [N-Term; K12; K13] 1.517 2.038 4.630997658 34.84 1 2051.141001 3 684.3850708 -0.166837704 -0.000114069 36.19230755AAMDNSEIAGEK 10 154354966 2xTMT6plex [N-Term; K12] 0.822 1.117 0.818 5.38509798 62.78 0 1693.883106 2 847.4439087 -1.514648312 -0.001282819 33.32032245LHNMIVDLDNVVK 4 154354966 2xTMT6plex [N-Term; K13] 0.905 1.061 5.147733688 37.32 0 1968.135239 3 656.717041 0.676323887 0.000443699 76.37606619GIEQAVQSHAVAEEEAR 12 154354966 1xTMT6plex [N-Term] 0.984 1 1.043 5.798063278 73.48 0 2053.051162 3 685.0213013 -0.882170615 -0.000603714 37.6142957QKGDTPASATAGDTLSVPAPAVQPEESLK 8 154354966 3xTMT6plex [N-Term; K2; K29] 0.834 0.981 1.304 7.962055206 57.08 1 3552.936417 3 1184.984131 0.400248684 0.000474019 60.65636392GMSVSDLADKLSTDDLNSLIAHAHR 12 154354966 2xTMT6plex [N-Term; K10] 1.934 1.885 1.643 7.531880856 65.26 1 3124.646117 5 625.734375 -1.071599751 -0.000669674 84.16982013LFEMVLGPAAYNVPLPK 16 154354966 2xTMT6plex [N-Term; K17] 0.535 1.065 1.1 4.810970306 48.31 0 2317.339418 4 580.0898438 -0.808077568 -0.000468147 112.0843294LSTDDLNSLIAHAHR 14 154354966 1xTMT6plex [N-Term] 0.767 0.921 0.798 6.238996029 57.15 0 1892.018739 3 631.3411865 -5.144330489 -0.00324439 58.95089686AVDEAADALLK 12 154354966 2xTMT6plex [N-Term; K11] 0.977 0.943 0.905 4.36815691 68.92 0 1573.920144 2 787.4669189 4.077316533 0.003208685 69.1138772ELDSITPEVLPGWK 27 154354966 2xTMT6plex [N-Term; K14] 1.048 1.077 1.085 4.698121071 49.03 0 2042.157414 2 1021.580994 -1.323686066 -0.001351588 81.99169981KAVDEAADALLK 12 154354966 3xTMT6plex [N-Term; K1; K12] 1.032 1.083 0.978 5.636713505 59.25 1 1931.178039 2 966.0899048 -2.851062707 -0.002752955 62.57851475SEFEQNLSEK 14 154354966 2xTMT6plex [N-Term; K10] 0.966 1.003 1.028 4.718097687 53.17 0 1668.884487 2 834.9455566 -0.389451011 -0.000324974 40.09833788KAHQLWLSVEALK 6 154354966 3xTMT6plex [N-Term; K1; K13] 1.062 1.01 1.423 4.021464348 12.18 1 2210.36282 4 553.3458252 -0.610301955 -0.000337247 70.32642237KVQAAQSEAK 14 154354966 3xTMT6plex [N-Term; K1; K10] 1.18 1.05 1.051 5.728244781 31.01 1 1747.068095 3 583.0272827 -0.457729994 -0.000266562 24.19968456GMSVSDLADK 8 154354966 2xTMT6plex [N-Term; K10] 0.788 1.31 1.617 3.380611897 39.26 0 1480.808151 2 740.907959 0.331358758 0.000245339 49.31920518QAAAHTDHLR 4 154354966 1xTMT6plex [N-Term] 1.337 1.17 4.292004585 44.88 0 1348.728312 3 450.247406 -0.479779668 -0.000215697 15.03076471VQAAQSEAK 6 154354966 2xTMT6plex [N-Term; K9] 0.89 0.868 0.668 3.920545101 46.76 0 1389.8102 2 695.4083252 -0.59421738 -0.000412925 22.8327648ERPPEEVAAR 12 154354966 1xTMT6plex [N-Term] 1.163 0.985 1.028 5.417382717 45.01 0 1382.758943 3 461.5910034 -0.351641981 -0.000162079 18.42318039GMSVSDLADKLSTDDLNSLIAHAHR 2 154354966 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.041 3.723247528 24.57 1 3140.641032 5 625.734375 -1.071599751 -0.000669674 84.16982013LSEQELQFR 4 154354966 1xTMT6plex [N-Term] 0.949 1.211 3.578335762 50.46 0 1378.752795 2 689.8795166 -0.753330748 -0.000519328 49.07553886LFEMVLGPAAYNVPLPK 4 154354966 2xTMT6plex [N-Term; K17]; 1xOxidation [M4] 0.926 3.3761518 15.48 0 2333.334333 4 580.0898438 -0.808077568 -0.000468147 112.0843294ISSVSEVMK 18 154354966 2xTMT6plex [N-Term; K9] 0.96 0.941 1.05 4.357543468 45.99 0 1437.838723 2 719.4228516 -0.205902787 -0.000148027 52.34870395SEIQAEQDR 6 154354966 1xTMT6plex [N-Term] 1.073 1.06 0.98 3.406951904 48.49 0 1304.664374 2 652.8355103 -0.483076108 -0.000315126 17.86588022KSIQSGPLK 6 154354966 3xTMT6plex [N-Term; K1; K9] 1.977 1.495 1.948 4.198268414 26.12 1 1645.061553 3 549.0250244 -0.627774572 -0.000344243 46.64765317QHITLALEK 10 154354966 2xTMT6plex [N-Term; K9] 1.037 1.01 1.274 4.143975735 16.15 0 1510.935734 3 504.3165588 -0.404521724 -0.000203735 50.43957439VAMIDETR 12 154354966 1xTMT6plex [N-Term] 0.959 0.926 0.982 3.440511465 33.81 0 1163.629175 2 582.3178101 -0.714362299 -0.000415626 34.51750514DAMENEMR 6 154354966 1xTMT6plex [N-Term] 0.948 1.136 0.918 3.20896697 28.87 0 1224.555023 2 612.7807617 -0.634256922 -0.000388341 22.50369329SIQSGPLK 10 154354966 2xTMT6plex [N-Term; K8] 0.798 0.654 0.892 3.514911652 43.43 0 1287.803658 2 644.4050903 -0.5852724 -0.000376858 37.82365704QPASQLQK 6 154354966 2xTMT6plex [N-Term; K8] 0.994 0.981 0.95 3.366725445 27.66 0 1357.82037 2 679.4135132 -0.457109663 -0.000310336 27.4727725AFDSAVAK 6 154354966 2xTMT6plex [N-Term; K8] 0.935 0.949 1.025 2.715003014 37.09 0 1266.745809 2 633.8759766 -0.8936639 -0.000566022 41.92882158GMSVSDLADK 8 154354966 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.927 0.87 0.955 2.317338467 36.76 0 1496.803066 2 740.907959 0.331358758 0.000245339 49.31920518VQEQELKSEFEQNLSEK 2 154354966 3xTMT6plex [N-Term; K7; K17] 100 2.273570538 1.17 1 2752.4972 3 918.1658325 -5.1792828 -0.004751987 70.58757883SVIENAK 6 154354966 2xTMT6plex [N-Term; K7] 1.131 1.08 1.097 2.854255199 32.92 0 1218.745809 2 609.8764038 -0.227736424 -0.000138776 32.0273325AAMDNSEIAGEK 2 154354966 2xTMT6plex [N-Term; K12]; 1xOxidation [M3] 1.097 1.096676588 1.98 0 1709.878021 2 847.4439087 -1.514648312 -0.001282819 33.32032245VQEQELK 8 154354966 2xTMT6plex [N-Term; K7] 0.898 1.107 1.011 2.919494629 37.28 0 1331.793487 2 666.3999023 -0.720000893 -0.000479446 31.78876222TVEGALK 10 154354966 2xTMT6plex [N-Term; K7] 0.94 1.072 1.027 2.792293787 30.55 0 1175.739995 2 588.3728027 -1.417040551 -0.000833036 33.51190257SLEDALR 8 154354966 1xTMT6plex [N-Term] 0.919 0.947 0.973 2.641664982 29.4 0 1032.58869 2 516.7979126 -0.137135617 -7.08E-05 46.1418196TIPYSDK 6 154354966 2xTMT6plex [N-Term; K7] 1.068 0.978 1.093 2.328183174 19.57 0 1281.745474 2 641.3751831 -1.860423236 -0.001192295 37.39313195VAQDWLK 6 154354966 2xTMT6plex [N-Term; K7] 0.938 0.927 0.977 3.0408144 27.2 0 1317.793093 2 659.4003906 0.312287264 0.000205765 56.4128621154240704 TMEM192 transmembrane protein 192 201931 NP_001093859.1 8.487084871 1 2 2 8 271 30.903 7.99 1.01 0.95 0.94 0.96 Significant 0.000511 AKPEPDILEEEK 6 154240704 3xTMT6plex [N-Term; K2; K12] 1 0.95 0.939 5.279514313 35.05 0 2085.204647 3 695.7399902 0.369274606 0.000256671 49.6981803TISSLEEIVEK 2 154240704 2xTMT6plex [N-Term; K11] 1.068 3.129364967 10.05 0 1705.998788 2 853.5029907 -0.048789418 -4.16E-05 78.51041224

155030216 PDS5A sister chromatid cohesion protein PDS5 homolog A isoform 1 23244 NP_001093869.1 25.57965595 1 24 29 147 1337 150.734 7.91 1.47 1.41 1.57 1.48 Significant 0.000988
EQSSEAAETGVSENEENPVR 6 155030216 1xTMT6plex [N-Term] 1.705 1.498 1.301 7.265789032 67.49 0 2391.110921 3 797.7087402 0.312295477 0.000248911 25.11683995AAVGQESPGGLEAGNAK 6 155030216 2xTMT6plex [N-Term; K17] 1.13 1.029 1.037 4.76044178 35.36 0 2014.096939 3 672.0370483 -0.172310708 -0.000115683 37.53451626EVQLAQIFEPLSR 10 155030216 1xTMT6plex [N-Term] 1.377 1.669 1.359 5.324634075 56.17 0 1758.995151 2 880.0012817 0.077462728 6.81E-05 87.3651441LLVACCLADIFR 6 155030216 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C6] 2.719 3.774 4.268 4.895132542 56.65 0 1679.917435 2 840.4609375 -1.688588939 -0.001418345 104.4927012
SIEGTADDEEEGVSPDTAIR 8 155030216 1xTMT6plex [N-Term] 1.107 1.469 0.943 4.533740997 55.73 0 2320.098959 2 1160.553223 0.090342052 0.000104801 40.7730735DLALVNDQLLGFVR 10 155030216 1xTMT6plex [N-Term] 1.759 1.662 2.133 5.195741177 45.19 0 1802.03735 2 901.520752 -1.732740862 -0.001561232 93.03326398TVTAAGAENIQQK 8 155030216 2xTMT6plex [N-Term; K13] 1.333 0.875 1.012 5.154782772 49.59 0 1789.021983 2 895.0145264 -0.115692052 -0.000103488 35.35737823IFAQYLVPHNLETEER 6 155030216 1xTMT6plex [N-Term] 2.214 1.407 1.349 4.769747257 27.19 0 2188.159984 3 730.0581055 -0.100876422 -7.36E-05 78.84378836STLIPILHQK 6 155030216 2xTMT6plex [N-Term; K10] 1.583 1.686 1.732 4.364763737 34.5 0 1608.024884 3 536.6791992 -1.143883884 -0.000613131 61.73416387HDVIVTIITAAK 6 155030216 2xTMT6plex [N-Term; K12] 1.391 1.456 1.55 4.257842541 18.68 0 1739.083127 3 580.3655396 -0.610360505 -0.000353823 73.54755131EAMMGLAQIYK 4 155030216 2xTMT6plex [N-Term; K11] 1.274 2.662737846 18.78 0 1712.947955 3 571.6537476 -0.739044181 -0.000421981 73.05366551

FASHCLMNHPDLAK 2 155030216 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 1.337 3.034662247 19.47 0 2099.093057 4 525.5286255 -0.183196678 -9.61E-05 45.75716054
LWSPDEEVSPEVLAK 2 155030216 2xTMT6plex [N-Term; K15] 1.209 4.694577694 30.12 0 2157.184357 3 719.7328491 -0.168134317 -0.000120899 76.09107413FNDIHVPVR 4 155030216 1xTMT6plex [N-Term] 1.247 1.214 3.665260553 35.15 0 1325.752736 3 442.5891113 0.033931195 1.50E-05 45.89773987KFNQVLGDDEK 2 155030216 3xTMT6plex [N-Term; K1; K11] 1.49 2.830823898 5.48 1 1980.136902 3 660.7157593 -2.109817742 -0.001392576 47.49239375SYISEETR 6 155030216 1xTMT6plex [N-Term] 0.75 1.837 1.889 3.048671007 31.41 0 1213.626198 2 607.3150635 -2.758227271 -0.001673728 23.45286835SHDPEEAIR 6 155030216 1xTMT6plex [N-Term] 2.074 2.274 2.68 3.2892344 23.92 0 1282.658895 3 428.2240906 -0.917158481 -0.000392134 18.05272029MEDDKVAEAAIQIFR 3 155030216 2xTMT6plex [N-Term; K5] 1.115 1.1 3.36039257 0.29 1 2194.19421 3 732.0686646 -1.262239069 -0.000923199 80.57997957IETDLPQIR 4 155030216 1xTMT6plex [N-Term] 1.39 1.565 3.352974892 31.66 0 1313.762632 2 657.3859253 1.478422274 0.000971148 53.43523373IISVTPVK 6 155030216 2xTMT6plex [N-Term; K8] 1.266 1.334 1.257 3.345603943 26.23 0 1314.876094 2 657.9415283 -0.239117112 -0.000157205 60.86384957ELLDLHK 10 155030216 2xTMT6plex [N-Term; K7] 1.668 1.516 1.28 2.853677034 26 0 1325.819308 3 442.6111755 -0.252265652 -0.000111486 51.03009422DLTEYLK 6 155030216 2xTMT6plex [N-Term; K7] 1.671 1.58 1.448 3.176103592 34.08 0 1339.787339 2 670.3954468 -2.778071716 -0.001861013 58.32079471LAAGSAIMK 4 155030216 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 1.053 1.487 2.74971199 25 0 1335.807029 2 668.4065552 -0.894776275 -0.000597624 39.99935749EINSDQATQGNISSDR 2 155030216 1xTMT6plex [N-Term] 1.071 3.267354727 17.83 0 1963.951842 2 982.4779663 -1.622021857 -0.001592786 21.85680581LYTVCDVALCVINSK 1 155030216 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C5; C10] 0.95 1.843768716 0 2213.207418 3 738.4077759 0.612918928 0.000452172 111.4021089

DAQSPDESK 6 155030216 2xTMT6plex [N-Term; K9] 1.527 1.65 1.27 3.372077227 36.76 0 1434.747659 2 717.87677 -0.972610709 -0.000697725 17.82011569QSFDLAK 5 155030216 2xTMT6plex [N-Term; K7] 1.381 1.042 1.579 2.618417025 18.81 0 1266.745809 2 633.8757324 -1.279125014 -0.000810163 45.72938949IAYPPGVK 2 155030216 2xTMT6plex [N-Term; K8] 1.122 2.282660723 14.77 0 1302.81858 2 651.913147 0.335990996 0.000218868 46.82807366SQDVDQLR 2 155030216 1xTMT6plex [N-Term] 1.042 2.347702503 14.98 0 1189.637431 2 595.3224487 0.159419108 9.48E-05 21.22314002154350238 C17orf62 uncharacterized protein C17orf62 isoform a 79415 NP_001093877.1 8.556149733 1 2 2 12 187 20.761 6.8 1.15 1.14 1.22 1.17 Significant 0.000462 SDVEAIAK 6 154350238 2xTMT6plex [N-Term; K8] 1.005 1.295 1.191 2.67581749 49.67 0 1290.766938 2 645.8875122 0.627475061 0.000404962 38.05218113DVSVEEEK 6 154350238 2xTMT6plex [N-Term; K8] 1.448 0.95 100 3.412249088 46.1 0 1392.762246 2 696.8843384 -0.60756399 -0.000423096 29.04904718154426312 SPATS2L SPATS2-like protein isoform b 26010 NP_001093894.1 46.42126789 1 19 19 132 489 54.145 9.63 0.91 0.92 0.93 0.92 Significant 0.0000394 LTDLASQMAEMQLAELR 14 154426312 1xTMT6plex [N-Term] 1.036 0.938 1.005 6.490182877 69.57 0 2149.119441 3 717.0430298 -2.282271724 -0.001634958 97.5926908SNNEIVLVLQQFDFNVDK 6 154426312 2xTMT6plex [N-Term; K18] 1.064 1.07 1.287 4.727842331 35.97 0 2580.407374 3 860.8076172 0.358328111 0.000308211 110.5988522SQGSGNEAEPLGK 12 154426312 2xTMT6plex [N-Term; K13] 0.859 0.843 0.809 5.101406574 69.07 0 1731.927748 2 866.4663086 -1.390238422 -0.001203896 27.11766332
TPCSSLLPLLNAHAATSGK 10 154426312 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C3] 0.992 1.185 1.189 6.762035847 54.19 0 2396.337186 3 799.446228 -5.447988724 -0.004351739 72.86084955

AAFAELHNCIIDKEVSLMAEMDK 6 154426312 3xTMT6plex [N-Term; K13; K23]; 1xCarbamidomethyl [C9] 1.608 1.216 6.799845219 35.61 1 3322.745252 4 831.4394531 -2.789596944 -0.00231728 100.4436427
AVQAFVDGSAIQVLK 16 154426312 2xTMT6plex [N-Term; K15] 1.018 0.964 1.061 4.972528934 49.88 0 2004.189383 3 668.7350464 0.600337556 0.000401063 81.13339126DSSSTDSANEKPALIPR 6 154426312 2xTMT6plex [N-Term; K11] 0.659 0.633 0.626 5.618600845 27.43 0 2246.20286 3 749.4024658 -4.459120429 -0.003338696 37.92073459KISILEEPSK 4 154426312 3xTMT6plex [N-Term; K1; K10] 0.924 0.995 4.460871696 23.99 1 1831.150762 3 611.0557251 1.016029378 0.000620168 52.69843476IEVSTDAAVLSVPAVTLVA 2 154426312 1xTMT6plex [N-Term] 0.706 2.53241396 31.53 0 2084.205203 2 1042.606445 0.197329418 0.000205637 103.6556572

AAFAELHNCIIDK 4 154426312 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 0.716 0.883 3.902976513 31.8 0 1960.072639 3 654.0283813 -1.044847518 -0.000682659 62.85608439
VKEEAMEILTAR 10 154426312 2xTMT6plex [N-Term; K2] 1.016 0.73 0.972 4.166656017 25.71 1 1848.06649 3 616.6933594 -0.522483907 -0.000321862 76.16044333TPEAPAHSEKPR 9 154426312 2xTMT6plex [N-Term; K10] 0.816 0.817 0.804 5.343735218 22.09 0 1777.996103 4 445.2545166 0.075245525 3.34E-05 17.42557653ISILEEPSK 6 154426312 2xTMT6plex [N-Term; K9] 0.931 0.931 0.778 3.784618616 37.39 0 1473.892867 2 737.4493408 -0.99163203 -0.00073078 67.0897642NQEASLGMK 4 154426312 2xTMT6plex [N-Term; K9] 0.981 1.255 3.618182182 40.66 0 1435.79792 2 718.4022827 -0.439874096 -0.000315785 33.66516947

FSCDIEQLK 8 154426312 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.157 1.277 0.972 3.676995754 22.78 0 1597.866 2 799.4352417 -1.748213907 -0.001396706 61.14896622
GVTGPNIEK 6 154426312 2xTMT6plex [N-Term; K9] 0.987 0.826 0.991 3.873068094 40.05 0 1372.820036 2 686.9136963 0.058207283 4.00E-05 37.32231604KYDEELGK 4 154426312 3xTMT6plex [N-Term; K1; K8] 0.968 1.348 3.283668041 8.85 1 1668.977548 3 556.9971924 -0.314193299 -0.000174794 34.41049491EWNMTGK 3 154426312 2xTMT6plex [N-Term; K7] 0.586 0.774 2.62685132 21.37 0 1323.713128 2 662.3597412 -0.696841412 -0.000461209 43.46959619

VSQCNLCPTR 2 154426312 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C7] 0.757 2.949644089 6.38 0 1463.729634 2 732.369751 1.770124116 0.001295492 25.218155
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

155030192 RAP1GDS1 rap1 GTPase-GDP dissociation stimulator 1 isoform 1 5910 NP_001093896.1 39.80263158 1 2 20 184 608 66.346 5.31 1.05 1.05 1.05 1.05 Non-Significant 1
EVQDLAFLDVVSK 24 155030192 2xTMT6plex [N-Term; K13] 1.155 1.067 1.119 4.889859676 80.12 0 1921.10465 2 961.0543213 -1.709480988 -0.001642046 88.18793096SVAQQASLTEQR 18 155030192 1xTMT6plex [N-Term] 0.942 0.936 0.99 4.858864307 67.7 0 1546.83865 2 773.9233398 0.486842956 0.000376534 24.53160122EMIFEVLAPLAENDAIK 4 155030192 2xTMT6plex [N-Term; K17]; 1xOxidation [M2] 0.982 1.148 5.038375854 40.62 0 2377.308906 2 1181.15918 -1.231498654 -0.001453978 112.180002EMIFEVLAPLAENDAIK 12 155030192 2xTMT6plex [N-Term; K17] 1.002 1.084 1.053 4.985522747 48.09 0 2361.313991 2 1181.15918 -1.231498654 -0.001453978 112.180002HVEDGNVTVQHAALSALR 4 155030192 1xTMT6plex [N-Term] 0.857 6.245168686 44.63 0 2146.15663 3 716.057312 0.350838865 0.000250985 42.59367263SAVDQAGGAQIVIDHLR 6 155030192 1xTMT6plex [N-Term] 0.867 0.823 0.786 7.406934738 52.98 0 1979.087153 3 660.3671265 -0.165336563 -0.000109072 56.88865955MLIDAQAEAAEQLGK 4 155030192 2xTMT6plex [N-Term; K15]; 1xOxidation [M1] 1.236 1.031 4.488052845 43.62 0 2062.125462 3 688.0471802 0.739585138 0.000508372 61.01746734EQFASTNIAEELVK 12 155030192 2xTMT6plex [N-Term; K14] 0.979 1.098 1.075 6.047945976 94.37 0 2037.126842 2 1019.066406 -0.641143189 -0.000653045 71.36400132TGSDLMVLLLLGDESMQK 4 155030192 2xTMT6plex [N-Term; K18]; 1xOxidation [M16] 1.06 1.106 4.062892914 30.32 0 2424.313005 3 808.7740479 -2.233397792 -0.001804818 109.2976945

TGSDLMVLLLLGDESMQK 2 155030192 2xTMT6plex [N-Term; K18]; 2xOxidation [M6; M16] 0.879 3.88066721 26.22 0 2440.30792 3 808.7740479 -2.233397792 -0.001804818 109.2976945
VDSDKEDDITELK 8 155030192 3xTMT6plex [N-Term; K5; K13] 1.123 1.207 1.208 3.964865923 15.82 1 2194.20577 3 732.0726318 -1.106219034 -0.000809091 47.90754135VANIIAEVAK 14 155030192 2xTMT6plex [N-Term; K10] 1.024 1.043 0.978 3.820006847 56.36 0 1485.940485 2 743.4731445 -0.99133008 -0.000736529 77.14287598MLSAGVTEAVLK 4 155030192 2xTMT6plex [N-Term; K12] 0.884 3.743639946 37.42 0 1677.002099 3 559.6716309 -1.049528725 -0.000586687 71.95245227ALGNICYDSHEGR 6 155030192 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.011 1.088 1.031 4.652801037 47.32 0 1720.827434 3 574.2805786 -0.145906644 -8.37E-05 45.82818738DHAGVMGESNR 4 155030192 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.058 1.619 3.660975456 40 0 1417.669142 3 473.2272034 -1.471057326 -0.000695158 13.79120277DQEVLLQTGR 12 155030192 1xTMT6plex [N-Term] 0.994 1.231 1.006 3.52225709 40.18 0 1387.774259 2 694.3905029 -0.381683564 -0.000264845 35.40025584TIVQSGGIK 2 155030192 2xTMT6plex [N-Term; K9] 1.336 3.533159494 10.93 0 1360.856422 2 680.9302979 -2.279804707 -0.001551243 39.75764942

LVEWCEAK 12 155030192 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.04 1.035 1.273 3.609824657 35.43 0 1492.823407 2 746.914917 -0.56926735 -0.000424908 64.48787348LLSAILR 32 155030192 1xTMT6plex [N-Term] 1.184 1.073 1.287 2.620867014 35.01 0 1014.687282 2 507.8475952 0.622585597 0.000315865 73.22434506LMDLLDR 12 155030192 1xTMT6plex [N-Term] 0.915 1.019 1.106 3.126297474 39.08 0 1104.628447 2 552.8184204 1.011815616 0.00055884 69.46780004NLAIPVINK 2 155030192 2xTMT6plex [N-Term; K9] 1.274 3.181550026 21.56 0 1439.935006 2 720.4683228 -3.91500461 -0.002818676 69.65980854SEMPPVQFK 2 155030192 2xTMT6plex [N-Term; K9]; 1xOxidation [M3] 0.965 1.786174417 21.98 0 1536.849622 2 768.9285278 0.102192212 7.85E-05 45.37366192
154816186 TMEM55B type 1 phosphatidylinositol 4,5-bisphosphate 4-phosphatase isoform 1 90809 NP_001094284.1 7.746478873 1 1 1 6 284 30.165 8.98 0.77 0.83 0.9 0.83 Significant 0.00203

IINLGPVHPGPLSPEPQPMGVR 6 154816186 1xTMT6plex [N-Term] 0.769 0.827 0.903 5.039370537 18.39 0 2534.411464 3 845.473999 -1.586320826 -0.00134013 73.97316116
156139135 C14orf159 UPF0317 protein C14orf159, mitochondrial isoform b precursor 80017 NP_001095838.1 10.14492754 1 4 4 11 621 66.884 6.87 0.68 0.64 0.6 0.64 Significant 0.0013

APGDQAWTQALPSVIKEEK 2 156139135 3xTMT6plex [N-Term; K16; K19] 0.745 5.085247993 17.2 1 2755.559741 3 919.1914673 0.039043054 3.59E-05 76.2666872ELESMIGIDPGNR 2 156139135 1xTMT6plex [N-Term] 0.839 3.069475889 44.05 0 1659.857337 2 830.4316406 -0.80240631 -0.00066594 67.70802124FDHLVAIER 6 156139135 1xTMT6plex [N-Term] 0.646 0.61 0.603 3.144053936 21.97 0 1328.752401 3 443.5890503 0.147694112 6.54E-05 49.97715027TQIPILTYQGGSVEAAQAFLCK 1 156139135 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C21] 2.842873335 0 2853.558472 3 951.8568115 -0.907729669 -0.00086342 95.01410372
156151394 HNRNPR heterogeneous nuclear ribonucleoprotein R isoform 1 10236 NP_001095868.1 44.81132075 1 1 25 344 636 71.17 8.13 0.89 1.03 1.06 0.99 Significant 0.00277 STAYEDYYYHPPPR 6 156151394 1xTMT6plex [N-Term] 1.097 1.288 4.754045486 39.37 0 1987.938758 3 663.3189087 1.717846793 0.001138325 37.98389169VWGNVVTVEWADPVEEPDPEVMAK 12 156151394 2xTMT6plex [N-Term; K24] 1.286 1.245 1.286 6.051757813 58.26 0 3154.617108 3 1052.212402 1.757925308 0.001848527 95.19060103VWGNVVTVEWADPVEEPDPEVMAK 2 156151394 2xTMT6plex [N-Term; K24]; 1xOxidation [M22] 1.422 3.708071709 18.88 0 3170.612023 3 1052.212402 1.757925308 0.001848527 95.19060103YGGPPPDSVYSGVQPGIGTEVFVGK 10 156151394 2xTMT6plex [N-Term; K25] 1.134 1.282 1.173 5.683864594 51.22 0 2965.571144 3 989.1947021 -0.536549153 -0.000530392 75.63893605VTGLTEGLVDVILYHQPDDK 12 156151394 2xTMT6plex [N-Term; K20] 0.888 1.027 1.063 6.17714262 52.26 0 2670.475453 3 890.8294678 -0.600308715 -0.00053437 105.7524203NLATTVTEEILEK 24 156151394 2xTMT6plex [N-Term; K13] 1.441 1.611 1.488 5.867720604 72.59 0 1919.110129 2 960.0579224 -0.813503829 -0.000780602 89.43178756LKDYAFVHFEDR 16 156151394 2xTMT6plex [N-Term; K2] 1.352 1.312 1.465 5.252446175 28.47 1 1998.084918 4 500.2767944 0.21528333 0.000107539 58.50118278EFNEEGALSVLQQFK 18 156151394 2xTMT6plex [N-Term; K15] 1.502 1.518 1.738 5.885719776 47.44 0 2197.190505 2 1099.097778 -1.012560982 -0.001112395 94.75845599TGYTLDVTTGQR 10 156151394 1xTMT6plex [N-Term] 1.348 1.574 1.269 5.035000801 51.17 0 1540.816852 2 770.9121094 0.058533887 4.51E-05 35.45937776GFCFLEYEDHK 24 156151394 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.19 1.205 1.262 4.455178738 50.36 0 1902.946041 2 951.9750366 -1.705091864 -0.001622349 63.59252683

DLYEDELVPLFEK 33 156151394 2xTMT6plex [N-Term; K13] 1.435 1.507 1.434 4.567021847 51.11 0 2068.125445 2 1034.56604 -0.310204527 -0.000320771 94.83581497KADGYNQPDSK 14 156151394 3xTMT6plex [N-Term; K1; K11] 1.335 1.345 1.488 5.332166672 25.92 1 1910.058652 2 955.5313721 -1.667220727 -0.001592245 21.4960164
GYAFITFCGK 8 156151394 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.379 1.642 1.656 4.676878929 43.53 0 1621.881256 2 811.4441528 -0.140174218 -0.000113673 70.03064056
ESDLSHVQNK 10 156151394 2xTMT6plex [N-Term; K10] 1.307 1.265 1.315 4.033968449 54.08 0 1614.885155 2 807.9464722 0.317277013 0.000256183 22.44209332
LCDSYEIRPGK 10 156151394 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.883 1.693 1.209 4.259739876 18.31 0 1795.977676 2 898.4918213 -0.729325254 -0.000654926 39.06805591DYAFVHFEDR 10 156151394 1xTMT6plex [N-Term] 0.739 1.452 1.088 4.228745461 40.93 0 1527.742959 2 764.374939 -0.234005538 -0.00017875 47.68507262ADGYNQPDSK 8 156151394 2xTMT6plex [N-Term; K10] 2.074 1.107 1.27 3.653100729 36.11 0 1552.800757 2 776.9031982 -1.054343655 -0.000818593 21.04487144TKENILEEFSK 14 156151394 3xTMT6plex [N-Term; K2; K11] 1.248 1.384 1.407 4.247843742 23 1 2025.183518 2 1013.095398 0.000572016 5.79E-07 67.11823419TLIEAGLPQK 12 156151394 2xTMT6plex [N-Term; K10] 1.412 1.495 1.355 3.897212267 39.53 0 1527.95105 2 764.4788818 -0.368538066 -0.000281554 58.16751518LMMDPLSGQNR 6 156151394 1xTMT6plex [N-Term] 1.142 1.49 1.337 3.833274364 39.29 0 1490.765685 2 745.8857422 -0.99084988 -0.000738562 56.38910321SAFLCGVMK 2 156151394 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.293 4.136380672 38.45 0 1470.821299 2 735.9142456 -0.057212295 -4.21E-05 63.22053767

EAAQEAVK 25 156151394 2xTMT6plex [N-Term; K8] 1.314 1.385 1.407 3.457958937 43.49 0 1303.762187 2 652.3843994 -0.50977999 -0.000332316 24.36090237LFVGSIPK 22 156151394 2xTMT6plex [N-Term; K8] 1.392 1.351 1.351 3.072680473 39.33 0 1318.84988 2 659.9281616 -0.631677513 -0.000416544 68.12860984AGPIWDLR 16 156151394 1xTMT6plex [N-Term] 1.261 1.061 1.097 2.852797508 30.08 0 1156.667609 2 578.835144 -3.975000273 -0.002298877 57.93635381VQESTKGPDEAK 3 156151394 3xTMT6plex [N-Term; K6; K12] 2.444 2.19 2.825223684 4.84 1 1976.126732 3 659.3798218 -0.920704092 -0.000606476 26.67000549
SAFLCGVMK 2 156151394 2xTMT6plex [N-Term; K9]; 1xOxidation [M8]; 1xCarbamidomethyl [C5] 1.15 2.332990408 28.37 0 1486.816214 2 735.9142456 -0.057212295 -4.21E-05 63.22053767

LMMDPLSGQNR 7 156151394 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.121 1.104 1.274 2.565227985 31.04 0 1506.7606 2 745.8857422 -0.99084988 -0.000738562 56.38910321SFSEFGK 8 156151394 2xTMT6plex [N-Term; K7] 0.99 0.802 1.43 3.19523263 25.89 0 1259.703609 2 630.3566895 1.97894666 0.001246443 48.27224823156630992 OTUD4 OTU domain-containing protein 4 isoform 3 54726 NP_001096123.1 7.054337464 1 5 5 16 1049 117.009 6.67 0.97 0.83 0.98 0.93 Significant 0.00272
ESSAMCQSLLYELLYEK 2 156630992 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C6] 1.292 3.889284849 25.83 0 2522.292269 3 841.4336548 -2.322532009 -0.001952702 104.5626446TAADVVSPGANSVDSR 2 156630992 1xTMT6plex [N-Term] 0.773 3.563628197 30.55 0 1774.913271 2 887.9592285 -1.178056857 -0.001045474 30.74445986KADTALASIPPVAEGK 2 156630992 3xTMT6plex [N-Term; K1; K16] 0.953 5.336678982 13.98 1 2255.357794 3 752.4562378 -1.611208254 -0.001211284 61.47502794
AIVPPYSLCQTGEDLPK 4 156630992 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C9] 1.055 3.586593628 27.95 0 2346.27794 3 782.7623291 -2.346616835 -0.001835272 71.33173885LLYEIQNR 6 156630992 1xTMT6plex [N-Term] 0.91 0.731 0.92 3.06948781 32.13 0 1277.741502 2 639.3724365 -3.056896186 -0.001952962 54.08936559

156766045 GIGYF2 PERQ amino acid-rich with GYF domain-containing protein 2 isoform a 26058 NP_001096617.1 7.424242424 1 9 9 34 1320 152.305 5.63 1.19 1.16 1.1 1.15 Significant 0.000529
MVAYLQDSALDDER 4 156766045 1xTMT6plex [N-Term] 1.43 1.217 5.100204468 48.02 0 1854.910494 2 927.9564819 -2.591463484 -0.002403466 60.84530761GVSIPLMHEAMQK 4 156766045 2xTMT6plex [N-Term; K13] 1.571 1.485 4.256538391 15.48 0 1899.059631 3 633.6906128 -1.235275109 -0.000781954 64.03976923
ACDESFQPLGDIMK 2 156766045 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 0.718 3.350189447 44.86 0 2069.044769 2 1035.025879 -0.139082297 -0.000143884 71.41266193
ALQQQQQQQQQK 6 156766045 2xTMT6plex [N-Term; K12] 1.188 1.467 0.872 4.12425375 37.77 0 1942.087043 3 648.0338745 0.01410089 9.13E-06 21.59072721LSGWGNVSKPSGTTK 2 156766045 3xTMT6plex [N-Term; K9; K15] 1.289 2.36892724 1.64 0 2206.279878 3 736.0967407 -1.907796048 -0.001403044 51.89937577HLEQQAEK 6 156766045 2xTMT6plex [N-Term; K8] 1.206 1.13 1.069 3.37599659 24.56 0 1440.821099 3 480.9453735 0.325304418 0.000156235 18.42284026KQEEEAAK 2 156766045 3xTMT6plex [N-Term; K1; K8] 1.291 3.064799309 8.41 1 1619.957147 3 540.6570435 -0.351903695 -0.000190023 20.11330192EEEEAQR 2 156766045 1xTMT6plex [N-Term] 0.706 2.492912292 22.29 0 1119.547947 2 560.2769775 -1.133521684 -0.000634516 13.8518937LFQGVNK 6 156766045 2xTMT6plex [N-Term; K7] 0.946 0.965 0.963 2.424411535 19.99 0 1263.782528 2 632.3961182 1.923802609 0.001215634 51.2201937157151755 RPP30 ribonuclease P protein subunit p30 isoform a 10556 NP_001098016.1 43.78881988 1 10 10 59 322 35.542 9.61 1.07 1.11 1.11 1.09 Significant 0.000148 GLVETAAHLGYSVVAINHIVDFK 9 157151755 2xTMT6plex [N-Term; K23] 1.225 0.98 0.993 7.355161667 45.5 0 2911.644584 4 728.6665649 -0.05298187 -3.86E-05 100.5086669GPYDVANLGLLFGLSESDAK 9 157151755 2xTMT6plex [N-Term; K20] 0.971 1.13 1.2 6.563737869 55.55 0 2524.369926 3 842.1272583 -1.071121799 -0.000901303 105.9928279LTIIVSDPSHCNVLR 6 157151755 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.152 1.178 1.176 5.94944334 44.21 0 1953.078897 3 651.6972046 -0.940417958 -0.000612237 62.52366502NVIISSAAERPLEIR 6 157151755 1xTMT6plex [N-Term] 0.916 0.872 1.442 4.135365009 24.15 0 1897.106826 3 633.039917 -0.858408928 -0.000542831 52.69268702RPPINVAIDR 6 157151755 1xTMT6plex [N-Term] 0.974 1.14 0.927 4.963443756 42.82 0 1379.832049 3 460.6149902 -1.182170596 -0.000543732 39.90687202GLAFELVYSPAIK 4 157151755 2xTMT6plex [N-Term; K13] 0.93 2.822873116 29.32 0 1866.114093 3 622.7089844 -0.907096199 -0.000564248 94.61652064KTAFGIISTVK 6 157151755 3xTMT6plex [N-Term; K1; K11] 1.111 1.179 1.102 4.852175713 21.25 1 1852.187481 3 618.0663452 -1.619185692 -0.000999678 72.80174097LYDVVAVFPK 6 157151755 2xTMT6plex [N-Term; K10] 1.197 1.127 1.256 3.051151991 26.48 0 1608.976537 3 536.9961548 -1.631810329 -0.000875182 88.09319709AAVSTNCR 6 157151755 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.884 0.878 1.107 2.672329426 32.91 0 1107.577808 2 554.2924194 -0.222081745 -0.000122986 99.28736945

KPRPSEGDEDCLPASK 1 157151755 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C11] 1.109 2.657961369 0 2473.332384 4 619.0873413 -1.960389819 -0.001212174 28.86928748157412328 CORO1C coronin-1C isoform a 23603 NP_001098707.1 35.86337761 1 19 20 194 527 58.91 7.75 1.04 1.04 1.02 1.03 Significant 0.0000416 KTTDTASVQNEAK 14 157412328 3xTMT6plex [N-Term; K1; K13] 1.074 1.045 1.087 6.293548584 44.08 1 2080.185309 3 694.0669556 0.482889296 0.000334833 23.10625765AIFLADGNVFTTGFSR 29 157412328 1xTMT6plex [N-Term] 1.165 1.117 1.115 5.778811932 66.79 0 1945.038078 3 649.0175171 -0.041109976 -2.67E-05 87.77298827KSDLFQDDLYPDTAGPEAALEAEEWFEGK 21 157412328 3xTMT6plex [N-Term; K1; K29] 1.264 1.028 1.089 7.273246288 41.4 1 3958.984155 4 990.4968872 -4.656806179 -0.004609055 101.4514127VTWDSSFCAVNPR 9 157412328 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.109 1.117 0.976 4.938614845 51.77 0 1767.86857 2 884.4368896 -1.169511784 -0.001033772 57.26080334SDLFQDDLYPDTAGPEAALEAEEWFEGK 2 157412328 2xTMT6plex [N-Term; K28] 0.326 3.803453922 27.44 0 3601.72626 3 1201.244019 -2.431555122 -0.002919265 107.5590389VGIVAWHPTAR 12 157412328 1xTMT6plex [N-Term] 0.925 0.922 0.941 4.361253262 40.69 0 1435.837134 3 479.2834473 -0.937086173 -0.000448501 46.78401252NADPILISLK 12 157412328 2xTMT6plex [N-Term; K10] 1.081 1.012 1.035 3.736557722 52.24 0 1541.9667 2 771.4862671 -0.935597579 -0.00072133 72.7049618
SIKDTICNQDER 5 157412328 2xTMT6plex [N-Term; K3]; 1xCarbamidomethyl [C7] 1.307 1.238 1.349 4.091830254 8.81 1 1937.016246 3 646.3433228 -0.429014616 -0.000277003 35.03222261

TTDTASVQNEAK 2 157412328 2xTMT6plex [N-Term; K12] 0.727 3.211646557 30.9 0 1722.927414 2 861.9675903 0.284431055 0.000245027 99.08859628NDQCYDDIR 12 157412328 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.041 1.381 1.077 3.525938988 34.03 0 1427.642259 2 714.3240967 -0.940039857 -0.00067102 22.07610666HVFGQAVK 12 157412328 2xTMT6plex [N-Term; K8] 1.071 1.108 1.049 3.692880154 34.29 0 1343.819977 3 448.6115112 0.002888338 1.29E-06 32.22403736
KCEPIIMTVPR 2 157412328 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 1.66 3.243534565 22.82 1 1802.043253 2 901.5254517 0.207370335 0.000186845 52.57503048

KCDLISIPK 4 157412328 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C2] 1.077 1.167 4.053157806 19.58 1 1761.091139 3 587.7019043 0.011964528 7.02E-06 57.04249659
QLALWNPK 10 157412328 2xTMT6plex [N-Term; K8] 1.172 1.124 1.227 3.84875536 35.36 0 1427.877491 2 714.4423828 -0.001677315 -1.20E-06 65.06428798KQEIVAEK 16 157412328 3xTMT6plex [N-Term; K1; K8] 1.071 1.053 0.965 4.201484203 47.33 1 1632.029918 2 816.5184937 -0.127170042 -0.000103773 35.36717087

CDLISIPK 6 157412328 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 1.15 1.049 1.063 2.621261358 26.06 0 1403.833244 2 702.4205322 0.387669353 0.000272112 60.85183917
LEQQMAK 12 157412328 2xTMT6plex [N-Term; K7] 0.981 0.963 1.018 3.125370502 35.83 0 1305.760078 2 653.3828125 -1.324914147 -0.00086501 33.15336581HGYIPGK 7 157412328 2xTMT6plex [N-Term; K7] 0.809 0.923 0.854 2.798851728 19.58 0 1229.740664 3 410.5852051 0.323909249 0.000132775 30.27573731NILDSKPTANKK 5 157412328 4xTMT6plex [N-Term; K6; K11; K12] 0.911 0.886 0.952 3.388287067 4.07 1 2245.404968 3 749.1380615 -2.37674262 -0.001778917 43.22835042GMGYMPK 2 157412328 2xTMT6plex [N-Term; K7] 0.872 1.959979177 14.45 0 1241.678657 2 621.3426514 -0.508139221 -0.000315473 40.78625475157649073 CAP1 adenylyl cyclase-associated protein 1 10487 NP_001099000.1 78.73684211 1 30 31 616 475 51.641 8.02 0.96 0.98 1 0.98 Significant 0.000139 AGAAPYVQAFDSLLAGPVAEYLK 21 157649073 2xTMT6plex [N-Term; K23] 0.897 0.721 0.856 6.618555546 62.31 0 2809.554038 3 937.190979 1.546833291 0.001448637 112.6588735SALFAQINQGESITHALK 22 157649073 2xTMT6plex [N-Term; K18] 0.958 1.007 1.037 7.525859833 62.95 0 2386.349465 3 796.1205444 -0.999404846 -0.000794976 70.44527898

ELSGLPSGPSAGSGPPPPPPGPPPPPVSTSSGSDESASR 14 157649073 1xTMT6plex [N-Term] 1.041 0.883 1.021 8.510622025 49.73 0 3819.887456 4 955.7189941 -8.719984001 -0.008327339 61.49237752
SSEMNVLIPTEGGDFNEFPVPEQFK 28 157649073 2xTMT6plex [N-Term; K25]; 1xOxidation [M4] 0.983 1.087 0.923 5.197527885 31.39 0 3285.638966 3 1090.552368 -0.458737339 -0.000499969 94.53269937SSEMNVLIPTEGGDFNEFPVPEQFK 34 157649073 2xTMT6plex [N-Term; K25] 0.958 1.038 0.947 4.868794441 46.74 0 3269.644051 3 1090.552368 -0.458737339 -0.000499969 94.53269937EMNDAAMFYTNR 12 157649073 1xTMT6plex [N-Term] 1.003 0.668 0.832 4.09544611 46.15 0 1691.771892 2 846.3880005 -1.872600823 -0.001584007 50.21198348LFNHLSAVSESIQALGWVAMAPKPGPYVK 3 157649073 3xTMT6plex [N-Term; K23; K29] 1.332 1.559 7.536317348 10.42 0 3798.138369 5 760.4347534 1.656527286 0.001258344 111.2814567VENQENVSNLVIEDTELK 16 157649073 2xTMT6plex [N-Term; K18] 0.855 0.891 0.825 6.182365417 60.71 0 2531.360483 2 1266.183472 -0.322455308 -0.000408125 69.49208389EFHTTGLAWSK 19 157649073 2xTMT6plex [N-Term; K11] 0.837 0.884 0.821 4.700173855 50.95 0 1734.957926 2 867.9818115 -0.910663654 -0.000789982 51.81947807KEPAVLELEGK 16 157649073 3xTMT6plex [N-Term; K1; K11] 0.827 0.989 0.871 6.364833832 40.61 1 1900.172225 3 634.062439 0.283350385 0.000179472 56.44927953LGLVFDDVVGIVEIINSK 29 157649073 2xTMT6plex [N-Term; K18] 1.29 0.936 1.015 5.726758957 59.03 0 2388.415419 2 1194.710083 -1.059231302 -0.001264942 113.8238044

ALLVTASQCQQPAENK 34 157649073 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 0.939 0.94 0.995 5.694511414 69.42 0 2216.210923 2 1108.609131 0.028033771 3.11E-05 47.27913247
NSLDCEIVSAK 34 157649073 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.028 1.016 1.065 4.981520653 69.31 0 1693.919492 2 847.4622803 -1.303664746 -0.001104152 48.80611118

LSDLLAPISEQIK 37 157649073 2xTMT6plex [N-Term; K13] 0.949 0.933 0.928 4.845571041 64.66 0 1885.141036 2 943.0736084 -0.581066936 -0.000547697 91.13656085
INSITVDNCKK 5 157649073 3xTMT6plex [N-Term; K10; K11]; 1xCarbamidomethyl [C9] 1.877 1.836 1.402 3.557828426 9.2 1 1979.156258 3 660.390564 0.445025262 0.000293592 41.80517359

EMNDAAMFYTNR 29 157649073 1xTMT6plex [N-Term]; 1xOxidation [M] 0.95 1.184 1.033 3.583483458 45.3 0 1707.766807 2 846.3880005 -1.872600823 -0.001584007 50.21198348HAEMVHTGLK 18 157649073 2xTMT6plex [N-Term; K10] 0.915 0.927 1.14 4.400101662 41.35 0 1580.898303 3 527.6376953 0.145219651 7.65E-05 24.32984501
INSITVDNCK 10 157649073 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 0.934 0.933 0.807 4.897823811 51.84 0 1621.898363 2 811.4515991 -1.505203944 -0.001220644 44.71927138LEAVSHTSDMHR 20 157649073 1xTMT6plex [N-Term] 0.908 0.925 0.953 4.865127563 45.05 0 1611.811055 4 403.7082214 0.000491489 1.98E-07 30.85842423CVNTTLQIK 6 157649073 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 1.051 1.106 1.298 4.374835491 49.26 0 1534.90272 2 767.9505005 -5.860777572 -0.004497862 50.12931752

EPAVLELEGK 4 157649073 2xTMT6plex [N-Term; K10] 1.348 3.384978533 29.86 0 1542.91433 3 514.975708 -1.14037217 -0.000586499 70.20124917LEAVSHTSDMHR 18 157649073 1xTMT6plex [N-Term]; 1xOxidation [M10] 1.025 0.919 0.937 3.630937099 41.27 0 1627.80597 4 403.7082214 0.000491489 1.98E-07 30.85842423
TDGCHAYLSK 6 157649073 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.084 1.035 0.977 3.817389011 20.44 0 1609.840848 3 537.2842407 -1.664234098 -0.000893051 27.76606569
HAEMVHTGLK 16 157649073 2xTMT6plex [N-Term; K10]; 1xOxidation [M4] 0.966 0.982 1.148 3.597675085 40.41 0 1596.893218 3 527.6376953 0.145219651 7.65E-05 24.32984501VPTISINK 20 157649073 2xTMT6plex [N-Term; K8] 0.93 0.954 0.956 3.102950096 45.09 0 1329.850608 2 665.4290771 0.202832464 0.000134868 56.6806941GYADSPSK 20 157649073 2xTMT6plex [N-Term; K8] 0.902 0.97 0.966 3.629894257 37.85 0 1282.704338 2 641.8551025 -1.098594457 -0.000704586 21.08430527EIGGDVQK 38 157649073 2xTMT6plex [N-Term; K8] 1.004 0.948 0.922 3.36157012 35.97 0 1303.762187 2 652.3846436 -0.135262878 -8.82E-05 31.67423316EMNDAAMFYTNR 9 157649073 1xTMT6plex [N-Term]; 2xOxidation [M2; M7] 1.092 1.098 1.977103949 19.05 0 1723.761722 2 846.3880005 -1.872600823 -0.001584007 50.21198348KEPAVLELEGKK 1 157649073 4xTMT6plex [N-Term; K1; K11; K12] 1.302 3.040773153 2 2257.43012 4 565.1118774 -1.966973124 -0.001110076 55.45972191HVSDDMK 12 157649073 2xTMT6plex [N-Term; K7] 0.903 0.924 0.952 3.401257515 21.98 0 1289.692393 3 435.9007874 0.383744671 0.000167017 16.48499103HVSDDMK 15 157649073 2xTMT6plex [N-Term; K7]; 1xOxidation [M6] 0.882 0.896 0.889 3.010776997 34.77 0 1305.687308 3 435.9007874 0.383744671 0.000167017 16.48499103QVAYIYK 6 157649073 2xTMT6plex [N-Term; K7] 1.281 1.221 1.234 3.062529325 32.04 0 1342.813494 2 671.9100952 -0.432212154 -0.00029019 47.33200258LVTTVTEIAG 20 157649073 1xTMT6plex [N-Term] 0.934 0.954 0.929 2.5240376 41.48 0 1232.729935 2 616.8686523 0.075837779 4.67E-05 69.62467148KHVDWVK 2 157649073 3xTMT6plex [N-Term; K1; K7] 0.911 2.934815645 8.73 1 1598.998559 4 400.5046082 -1.223192355 -0.000488971 36.14752079THKNPALK 12 157649073 3xTMT6plex [N-Term; K3; K8] 1.259 1.273 1.305 3.095980644 12.58 1 1596.020022 4 399.7608337 0.929042817 0.000370693 21.30900608EYKDVDKK 4 157649073 4xTMT6plex [N-Term; K3; K7; K8] 0.981 1.099 1.101 2.457813501 2 1941.182679 3 647.7321167 -0.454662177 -0.000294194 28.91732155AQSGPVR 6 157649073 1xTMT6plex [N-Term] 0.971 0.971 1.029 2.599446058 27.95 0 943.5522452 2 472.2798157 0.116111913 5.48E-05 18.68500978157694494 MYBBP1A myb-binding protein 1A isoform 1 10514 NP_001099008.1 40.91591592 1 45 45 349 1332 149.274 9.28 1.39 1.38 1.37 1.38 Significant 0.0000175 EIPSATQSPISK 12 157694494 2xTMT6plex [N-Term; K12] 1.354 1.474 1.433 4.417344093 50.08 0 1715.994371 2 858.499939 -1.031524545 -0.000885045 46.35081366VYSTALSSFLTK 22 157694494 2xTMT6plex [N-Term; K12] 1.601 1.395 1.299 4.299524307 49.79 0 1775.035508 2 888.0200806 -1.477963216 -0.001311719 83.05440496

SPAESCDLLGDIQTCIR 4 157694494 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C15] 1.901 2.916 3.901270151 34.87 0 2164.05757 3 722.0232544 -1.090385228 -0.000786552 66.17968543
HPVLCQSLLPILVQHITGPVRPR 6 157694494 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 4.252 3.993 4.82 7.887315273 42.42 0 2859.670473 5 572.7391968 -1.257373294 -0.000719135 90.32777466VLDLVEVLVTK 10 157694494 2xTMT6plex [N-Term; K11] 1.405 1.41 1.398 4.775279522 57.85 0 1686.08173 2 843.5440674 -0.517029726 -0.000435877 112.7258529ATLQEILPEVLK 12 157694494 2xTMT6plex [N-Term; K12] 1.773 1.499 1.475 4.936573029 70.69 0 1812.124657 2 906.5643921 -1.738136667 -0.00157486 95.77908882LVGSVNLFSDENVPR 12 157694494 1xTMT6plex [N-Term] 1.351 1.525 1.424 4.829716682 70.3 0 1875.017343 2 938.0115967 -0.7604093 -0.00071289 72.41511967LLQALAQYQNHLQEQPR 6 157694494 1xTMT6plex [N-Term] 1.339 1.376 0.988 6.497223377 68.36 0 2279.245779 3 760.420105 -0.007664199 -5.82E-06 74.73082989AMFLQPDLDSLVDFSTNNQK 10 157694494 2xTMT6plex [N-Term; K20] 1.293 1.126 1.536 5.139558792 49.64 0 2741.422037 3 914.4764404 -2.651671592 -0.002423117 99.0907787KSEDGTPAEDGTPAATGGSQPPSMGR 14 157694494 2xTMT6plex [N-Term; K1] 1.735 1.808 1.312 7.311338425 65.67 1 2959.446748 3 987.1519775 -1.814191391 -0.001789668 30.32858855ALVDILSEVSK 18 157694494 2xTMT6plex [N-Term; K11] 1.35 1.346 0.946 4.412248135 61.36 0 1631.998394 2 816.5013428 -1.829213274 -0.001492637 93.5655152EQLMTVLQAGK 16 157694494 2xTMT6plex [N-Term; K11] 1.382 1.441 1.456 4.948144913 71.56 0 1675.981698 2 838.4940186 -0.559558989 -0.000468905 67.70589982FAPEMDDYVGTFLEGCQDDPER 5 157694494 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.346 1.787 4.575151443 26.84 0 2820.233027 3 940.7491455 -0.050863372 -4.78E-05 86.34301348FLSPPALQGYVAWLR 12 157694494 1xTMT6plex [N-Term] 2.292 1.719 5.347945213 57.01 0 1947.10537 2 974.0562744 -0.050100974 -4.88E-05 106.3679835AQHQQALSSLELLNVLFR 6 157694494 1xTMT6plex [N-Term] 2.158 1.801 1.759 6.254740238 49.82 0 2296.29748 3 766.104126 0.149941238 0.00011477 105.9685837

GNTAEGCVHETQEK 12 157694494 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 1.306 1.506 1.818 6.475941658 56.66 0 2018.001324 3 673.3369141 -2.544722066 -0.001711751 18.92832992
KLVGSVNLFSDENVPR 2 157694494 2xTMT6plex [N-Term; K1] 2.036 5.768256664 34.21 1 2232.275237 3 744.7623901 -1.173833674 -0.00087344 66.72033291SEDGTPAEDGTPAATGGSQPPSMGR 4 157694494 1xTMT6plex [N-Term] 1.197 1.023 6.421357155 79.42 0 2602.188853 3 868.065979 -2.101941323 -0.001823216 27.64792204AGTDPSHMPTGPQAASCLDLNLVTR 6 157694494 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.453 1.558 1.531 5.5711236 42.12 0 2838.407577 3 946.8062134 -1.229764643 -0.001163524 63.1792591EFLDFFWDIAKPEQETR 12 157694494 2xTMT6plex [N-Term; K11] 1.412 1.384 1.58 5.182269573 25.93 0 2629.37026 3 877.1262207 -2.339370274 -0.002050357 107.5956889KLPAIALDLLR 9 157694494 2xTMT6plex [N-Term; K1] 1.225 1.377 1.471 4.677556992 30.98 1 1681.114033 3 561.0426636 -0.354322986 -0.000198552 93.01286107LLGAALPLLTK 12 157694494 2xTMT6plex [N-Term; K11] 1.87 1.744 1.827 3.975750208 47.45 0 1568.055121 2 784.5303955 -1.024788193 -0.000803462 100.6108406MQFWPASYLCFR 6 157694494 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 2.404 2.814 3.486 3.576557875 10.11 0 1834.897034 2 925.9486694 -1.019196617 -0.000943211 85.67581938SPSLLQSGAK 6 157694494 2xTMT6plex [N-Term; K10] 1.145 1.181 1.25 3.767489433 55.7 0 1445.8728 2 723.4399414 -0.133945047 -9.68E-05 40.74344456ELEAHSAEAR 10 157694494 1xTMT6plex [N-Term] 1.517 1.54 1.283 4.150794029 45.27 0 1341.696009 3 447.9034424 -0.174951376 -7.82E-05 16.82565429AGALHAQVER 8 157694494 1xTMT6plex [N-Term] 1.237 1.367 1.503 3.504478455 40.72 0 1280.727249 3 427.5801392 -1.081439887 -0.000461677 19.80136741MQFWPASYLCFR 6 157694494 1xTMT6plex [N-Term]; 1xOxidation [M1]; 1xCarbamidomethyl [C10] 2.04 3.479 1.968 2.449714184 29.57 0 1850.891949 2 925.9486694 -1.019196617 -0.000943211 85.67581938

KPTSQIPETK 8 157694494 3xTMT6plex [N-Term; K1; K10] 1.58 1.571 1.696 4.448050976 18.84 0 1816.11471 3 606.0419922 -1.809950374 -0.001095692 35.45003828EVVEQGLLK 6 157694494 2xTMT6plex [N-Term; K9] 1.395 1.502 1.318 4.288218021 44.36 0 1472.908851 2 736.9572144 -1.153444805 -0.00084946 53.1024487AQDSSLHMPER 6 157694494 1xTMT6plex [N-Term] 1.307 1.248 0.616 3.724112749 22.48 0 1499.747392 3 500.5873718 0.113351433 5.67E-05 24.55550571SCFEDPEWK 6 157694494 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.584 1.536 0.992 3.23293519 33.75 0 1655.813965 2 828.4067993 -4.615613439 -0.003821299 50.44882826
LHDLYWQAMK 4 157694494 2xTMT6plex [N-Term; K10] 1.284 1.133 4.058497429 26.99 0 1762.971468 3 588.3286743 0.000958166 5.63E-07 61.73282782LITGLGVGR 4 157694494 1xTMT6plex [N-Term] 2.496 1.282 2.946035147 22.55 0 1114.714559 2 557.8613892 0.845328793 0.00047115 55.88182644KAQDSSLHMPER 2 157694494 2xTMT6plex [N-Term; K1] 1.438 3.351357937 6.9 1 1857.005287 4 465.0065918 -0.403812797 -0.000187471 26.11251655
HYGEHVCTAK 3 157694494 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.801 1.369 3.184081554 9.82 0 1659.867732 3 553.9595337 -2.2192767 -0.001227902 19.30656407

QEQDLLHK 6 157694494 2xTMT6plex [N-Term; K8] 1.571 1.543 1.864 2.901699781 33.35 0 1468.852399 3 490.2883301 -1.335590715 -0.000653929 32.31221514IFTHHLCR 2 157694494 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.994 3.933993816 25.71 0 1312.714576 3 438.2432251 0.415606697 0.000181858 28.62300503SPLSALAR 6 157694494 1xTMT6plex [N-Term] 1.152 1.052 0.917 2.579518557 12.97 0 1043.64106 2 522.3234863 -1.307052589 -0.000682047 55.12711036VLGEAQTK 6 157694494 2xTMT6plex [N-Term; K8] 1.293 1.351 1.249 2.714095116 22.79 0 1303.798572 2 652.4028931 -0.048203142 -3.14E-05 34.88023187NSPLTVPMFLSLFSR 7 157694494 1xTMT6plex [N-Term] 1.04 1.166 2.238 3.31499362 23.14 0 1938.072021 2 969.5390625 -0.604884642 -0.000586155 112.6853793DQEALMK 5 157694494 2xTMT6plex [N-Term; K7] 1.405 0.368 2.796771765 29.81 0 1292.728444 2 646.8685913 1.131008755 0.000731044 33.23440656MAASSVK 4 157694494 2xTMT6plex [N-Term; K7] 1.203 0.987 2.384079218 23.7 0 1151.685851 2 576.3460083 -0.964601967 -0.000555459 28.14418GFLPETK 6 157694494 2xTMT6plex [N-Term; K7] 1.413 1.536 1.227 2.782386303 27.06 0 1249.755645 2 625.381958 0.795688044 0.000497208 49.65019916YDLHQVK 6 157694494 2xTMT6plex [N-Term; K7] 0.855 0.922 0.973 2.577780485 19.6 0 1360.798907 3 454.270752 -0.884863016 -0.000401374 29.22150593ALQLILDVLNPETSEDENDRVVVTDDSDERR 1 157694494 1xTMT6plex [N-Term] 2.303 2.789931059 2 3784.903834 4 946.9755249 -6.225944345 -0.00589115 106.946215SPSTPAK 3 157694494 2xTMT6plex [N-Term; K7] 1.079 1.281 1.498 2.152605772 18.21 0 1145.693045 2 573.3502808 0.209622847 0.000120082 22.08162078157688564 DGKZ diacylglycerol kinase zeta isoform 4 8525 NP_001099010.1 4.118173679 1 3 3 8 1117 124.05 9.04 0.93 0.98 0.95 0.95 Significant 0.000232 SAAPLHSDQQPVPEQLR 2 157688564 1xTMT6plex [N-Term] 0.98 3.899564505 33.67 0 2102.119182 3 701.378418 0.722578559 0.000506315 36.09482657IVVHTPCIEQLEK 2 157688564 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.894 3.170912743 13.31 0 2024.161454 3 675.3894653 -3.760067603 -0.002536995 69.83428526
IQDLKPQCVVFLNIPR 4 157688564 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C8] 1.059 0.984 0.947 4.22657156 1.88 0 2398.404478 3 800.1391602 -0.646517826 -0.00051687 85.14116426

157738677 THEMIS2 protein THEMIS2 isoform 3 9473 NP_001099026.1 10.73094868 1 4 4 13 643 72.003 6.1 0.88 0.92 0.93 0.91 Significant 0.000282 VLLPFHFPGSFVEEMSDSR 6 157738677 1xTMT6plex [N-Term] 0.8 0.92 1.095 3.615712643 38.79 0 2423.226683 3 808.4125366 -1.496585831 -0.001208856 100.6132256QDLDDDEHDYEEILEQFQK 2 157738677 2xTMT6plex [N-Term; K19] 0.9 4.049806118 24.33 0 2867.362333 3 956.4591064 0.150931723 0.000144259 82.85202394SSQVLGLQQHAR 4 157738677 1xTMT6plex [N-Term] 0.851 0.835 4.591621399 41.27 0 1552.875704 3 518.2957153 -2.003710856 -0.001037171 29.04400536EFPTAYDLLGAFQPGRPLR 1 157738677 1xTMT6plex [N-Term] 1.117 3.484920502 0 2377.286581 3 793.1000366 -0.43104888 -0.000341576 96.80876138
157739940 NUDT19 nucleoside diphosphate-linked moiety X motif 19 precursor 390916 NP_001099040.1 31.73333333 1 8 8 43 375 42.207 7.64 1.01 1.19 1.16 1.12 Significant 0.00246 EAFEEAGVLLLRPR 10 157739940 1xTMT6plex [N-Term] 0.998 0.885 1.151 6.368960857 54.64 0 1829.048249 3 610.3543091 0.0684597 4.17E-05 72.44302066EPPPVYPDLAEVVGYQWSSPSEATESFLSK 12 157739940 2xTMT6plex [N-Term; K30] 1.056 1.219 1.035 6.45209837 59.94 0 3767.909644 4 942.7337036 0.886513595 0.000835076 105.8755064LANFASLSDLHK 2 157739940 2xTMT6plex [N-Term; K12] 0.939 5.713099003 42.99 0 1774.02634 3 592.0111084 -4.266179434 -0.002522772 69.10232735EIWLPPPQFYEVR 8 157739940 1xTMT6plex [N-Term] 0.855 1.051 1.032 3.145635605 34.56 0 1903.031536 2 952.0181274 -1.344096059 -0.001278929 88.9198713HLYDIHVTVQPK 2 157739940 2xTMT6plex [N-Term; K12] 0.959 3.525611639 13.02 0 1908.110739 4 477.7825317 -1.279531017 -0.000610372 50.14790871
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TSPPGPAPGPGLALEPPPGLASWR 1 157739940 1xTMT6plex [N-Term] 0.976 4.006886959 0 2551.387024 3 851.1338501 -0.010393182 -8.84E-06 83.61975441ALEGLER 6 157739940 1xTMT6plex [N-Term] 1.214 1.605 2.09 2.336253881 20.76 0 1016.593776 2 508.8002014 -0.638768389 -0.000324684 31.99227719KTEEIMK 2 157739940 3xTMT6plex [N-Term; K1; K7] 0.771 2.540450096 8.61 1 1565.953976 2 783.4796753 -1.214712623 -0.000951092 33.80565174
4557251 ADAM10 disintegrin and metalloproteinase domain-containing protein 10 isoform 1 preproprotein 102 NP_001101.1 4.411764706 1 3 3 14 748 84.088 7.77 1.15 1.16 1.12 1.14 Significant 0.00011

EAVIAQISSHVK 4 4557251 2xTMT6plex [N-Term; K12] 1.137 1.223 5.278669357 33.32 0 1740.04199 3 580.6848145 -1.206988473 -0.00070007 60.56090474GGTFYVEPAER 6 4557251 1xTMT6plex [N-Term] 1.534 100 100 3.581161022 34.75 0 1454.74771 2 727.8770142 -0.658629452 -0.00047907 38.89511206LVDADGPLAR 4 4557251 1xTMT6plex [N-Term] 1.116 0.94 3.615262508 35.19 0 1255.720767 2 628.3641968 0.278759973 0.000175022 41.7379786270166852 ADAR double-stranded RNA-specific adenosine deaminase isoform a 103 NP_001102.2 34.50244698 1 4 39 232 1226 135.882 8.6 1.04 1.06 1.11 1.07 Significant 0.000378
ICDYLFNVSDSSALNLAK 16 70166852 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C2] 1.012 0.99 1.064 4.847728729 55.44 0 2488.315782 3 830.1089478 -1.403293869 -0.001163946 92.41058228YLNTNPVGGLLEYAR 12 70166852 1xTMT6plex [N-Term] 0.982 1.098 1.051 4.806127548 67.53 0 1909.038078 2 955.0223999 -0.290615111 -0.000277398 80.58205898AMTILLEEAK 8 70166852 2xTMT6plex [N-Term; K10] 0.962 1.083 1.006 4.774978638 62.14 0 1576.938437 2 788.9724121 -0.563719692 -0.000444476 77.82548518TLPLTGSTFHDQIAMLSHR 10 70166852 1xTMT6plex [N-Term] 1.125 1.036 1.075 7.656177998 54.47 0 2354.248816 4 589.3170776 -0.991799639 -0.000583736 65.48343228DINAVLIDMER 6 70166852 1xTMT6plex [N-Term] 1.003 1.027 1.174 4.542698383 42.79 0 1517.819495 2 759.4129639 -0.555675841 -0.000421708 71.73180875SPVTTLLECMHK 8 70166852 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.132 1.047 1.046 5.288330555 54.04 0 1874.027997 3 625.3475952 0.125710252 7.85E-05 76.7662247

GETVNDCHAEIISR 2 70166852 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.214 4.066366673 27.28 0 1829.901327 3 610.6382446 -0.626352506 -0.000382054 25.82042989MGFTEVTPVTGASLR 7 70166852 1xTMT6plex [N-Term] 0.808 0.771 1.108 4.943711281 43.84 0 1794.962136 2 897.9857178 1.127058245 0.001011513 69.35655639NPISGLLEYAQFASQTCEFNMIEQSGPPHEPR 6 70166852 1xTMT6plex [N-Term]; 1xOxidation [M21]; 1xCarbamidomethyl [C17] 0.601 1.534 100 5.233018875 44.64 0 3892.847189 3 1298.286377 -0.670745729 -0.00087037 101.4159238
TAESQTPTPSATSFFSGK 6 70166852 2xTMT6plex [N-Term; K18] 1.084 0.963 4.924459934 57.62 0 2302.196712 2 1151.598389 -3.132476131 -0.003605788 58.47100279KILAAIIMK 6 70166852 3xTMT6plex [N-Term; K1; K9] 1.944 1.658 2.016 4.568459988 32.14 1 1688.147531 3 563.3873901 0.051032362 2.87E-05 82.73807873

WFPAVCAHSK 4 70166852 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.239 1.389 4.52538538 36.66 0 1660.903389 3 554.3062744 0.530537895 0.000293724 54.35406354AIMEMPSFYSHGLPR 4 70166852 1xTMT6plex [N-Term] 0.931 1.107 4.310997486 21.89 0 1964.99239 3 655.668457 -0.800174218 -0.000524112 70.84367195LVDQSGPPHEPK 6 70166852 2xTMT6plex [N-Term; K12] 0.971 1.034 4.378824234 41.26 0 1761.989955 3 588.0015259 0.039527308 2.32E-05 32.24016296DGSAFEDGLR 10 70166852 1xTMT6plex [N-Term] 0.998 1.049 1.174 3.563638687 43.15 0 1295.64291 2 648.3241577 -1.444564932 -0.00093582 32.64983143SEESSHYSTEK 6 70166852 2xTMT6plex [N-Term; K11] 0.872 0.892 0.968 4.623693466 42.45 0 1741.864479 3 581.2928467 -0.282795214 -0.000164197 17.71382369SHGFAAEFK 4 70166852 2xTMT6plex [N-Term; K9] 1.043 0.981 4.219546318 37.08 0 1451.80472 3 484.605835 -1.218295521 -0.000589576 43.18651852HYPVFENPK 6 70166852 2xTMT6plex [N-Term; K9] 0.911 1.064 1.23 3.414766312 18.37 0 1588.888784 3 530.300293 -1.547391973 -0.000819545 41.63111938QMAAEEAMK 4 70166852 2xTMT6plex [N-Term; K9] 1.115 0.853 3.363850594 43.34 0 1466.774742 2 733.8905029 -0.690542723 -0.000506435 33.58791184ALHGEATNSMASDNQPEGMISESLDNLESMMPNK 2 70166852 2xTMT6plex [N-Term; K34] 1.352 3.831727743 11.22 0 4106.917935 4 1027.48291 -1.978280338 -0.002031159 95.1576003SEESSHYSTEKESEK 6 70166852 3xTMT6plex [N-Term; K11; K15] 1.7 2.169 1.848 3.69041419 9.28 1 2444.239589 4 611.8131104 -3.672792058 -0.002244296 21.25221096EFPPAEAGSK 8 70166852 2xTMT6plex [N-Term; K10] 1.12 1.055 0.995 3.357473612 42.11 0 1490.825515 2 745.9141846 -2.966671371 -0.002211395 48.36729212DSGKSEESSHYSTEK 2 70166852 3xTMT6plex [N-Term; K4; K15] 1.846 3.520220518 10.24 1 2358.202809 4 590.3066406 0.815574467 0.000480822 21.17836455
KLTECQLK 4 70166852 3xTMT6plex [N-Term; K1; K8]; 1xCarbamidomethyl [C5] 1.416 0.828 3.352147341 10.71 1 1707.044188 3 569.6860352 -0.372674155 -0.000212057 37.9449375
FLYSELMK 6 70166852 2xTMT6plex [N-Term; K8] 0.98 1.174 1.272 3.63306284 39.72 0 1488.853644 2 744.9299316 -0.710431649 -0.000528864 78.37435425VLIGENEK 6 70166852 2xTMT6plex [N-Term; K8] 1.008 1.035 1.007 2.632179499 31.53 0 1359.824787 2 680.4150391 -1.460169736 -0.000992788 43.46769309EGPAHEPK 6 70166852 2xTMT6plex [N-Term; K8] 0.9 0.903 0.909 2.494802475 18.81 0 1322.746871 3 441.5871887 0.107172515 4.73E-05 17.57794014QEARPEPAR 6 70166852 1xTMT6plex [N-Term] 1.09 1.131 0.845 3.626502037 16.58 0 1282.706514 3 428.2401733 -0.426465807 -0.000182343 14.94207779LGNSCEFR 6 70166852 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.858 0.978 0.871 2.665988684 18.91 0 1211.604023 2 606.305481 -0.278676805 -0.000168823 30.93593279
TMSCSDK 6 70166852 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.243 1.123 0.852 2.577662945 30.08 0 1286.648479 2 643.8259277 -3.031512735 -0.001950246 20.82081239
VSIYDSK 6 70166852 2xTMT6plex [N-Term; K7] 1.019 1.06 1.05 3.518927336 36.47 0 1269.745474 2 635.3766479 0.429297405 0.000272549 49.29732273LSYGEAK 6 70166852 2xTMT6plex [N-Term; K7] 1.02 1.087 1.356 2.623075008 25.81 0 1225.719259 2 613.362915 -0.575989868 -0.000353001 33.01999479

LTECQLK 2 70166852 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.666 2.670963287 14.09 0 1349.786293 2 675.3960571 -1.078535317 -0.000727896 40.7123013
DSIFEPAK 2 70166852 2xTMT6plex [N-Term; K8] 1.072 2.081286907 15.88 0 1364.782588 3 455.5993347 0.632313453 0.000287657 48.89515358SPEAQPK 5 70166852 2xTMT6plex [N-Term; K7] 0.963 0.948 0.946 2.348832846 20.83 0 1214.714508 2 607.8607788 -0.187231494 -0.000113716 18.9784505TMLLLSR 2 70166852 1xTMT6plex [N-Term] 0.936 2.328452587 14.62 0 1062.654267 2 531.8305054 -0.501816846 -0.000266629 63.22422978KIGELVR 14 70166852 2xTMT6plex [N-Term; K1] 1.495 1.59 1.561 2.565612078 9.88 1 1272.840378 3 424.9517517 0.254727112 0.000108076 37.25887358GDSLSLK 2 70166852 2xTMT6plex [N-Term; K7] 1.017 2.08397603 15.45 0 1177.719259 2 589.3626099 -1.117714113 -0.000658177 37.11443481VLYSLAK 4 70166852 2xTMT6plex [N-Term; K7] 0.759 0.779 1.848670959 0.79 0 1251.807681 2 626.4069824 -0.792722609 -0.000496168 59.04116461160420317 FLNA filamin-A isoform 2 2316 NP_001104026.1 63.69474877 1 116 131 2037 2647 280.564 6.06 1.06 1.07 1.07 1.07 Significant 0.00000977 YTPVQQGPVGVNVTYGGDPIPK 18 160420317 2xTMT6plex [N-Term; K22] 1.041 1.076 1.061 6.237801552 73.49 0 2744.502337 3 915.5049438 -0.749989171 -0.000686116 65.94410048VEPGLGADNSVVR 10 160420317 1xTMT6plex [N-Term] 1.061 1.03 0.995 3.846191645 72.94 0 1541.848486 2 771.4277954 -0.11170338 -8.61E-05 39.38791792VTAQGPGLEPSGNIANK 12 160420317 2xTMT6plex [N-Term; K17] 1.252 1.081 1.156 6.005784512 73.07 0 2111.186088 2 1056.096558 -0.118196888 -0.000124768 47.94201214GAGSYTIMVLFADQATPTSPIR 9 160420317 1xTMT6plex [N-Term] 1.157 1.184 6.608501434 42.62 0 2525.327125 3 842.4466553 -0.678260519 -0.000570943 96.00438665CAPGVVGPAEADIDFDIIR 12 160420317 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.035 1.145 1.012 6.380436897 70.99 0 2244.153184 2 1122.578491 -1.549991395 -0.001739209 80.14495602SPFSVAVSPSLDLSK 26 160420317 2xTMT6plex [N-Term; K15] 1.119 1.168 1.169 5.8074193 63.64 0 1992.141764 2 996.5747681 0.248834105 0.000247856 76.33298439AEAGVPAEFSIWTR 10 160420317 1xTMT6plex [N-Term] 0.903 1.09 1.119 4.162604332 32.04 0 1762.93255 2 881.9701538 0.272635041 0.000240319 74.53318478VANPSGNLTETYVQDR 18 160420317 1xTMT6plex [N-Term] 0.968 1.18 1.066 5.394859791 65.14 0 1993.018799 3 665.0108032 -0.472931832 -0.000314187 42.02330635KTHIQDNHDGTYTVAYVPDVTGR 18 160420317 2xTMT6plex [N-Term; K1] 0.857 0.829 0.809 7.988230228 59.46 1 3045.579418 3 1015.864014 -0.633641127 -0.000643268 41.78352183IANLQTDLSDGLR 37 160420317 1xTMT6plex [N-Term] 1.004 1.174 1.052 4.717484951 62.82 0 1644.911815 2 822.9591675 -0.45993898 -0.00037828 63.58967139VHSPSGALEECYVTEIDQDK 12 160420317 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C11] 1.144 1.297 0.857 7.380152225 57.08 0 2735.359831 3 912.4579468 -0.19896394 -0.000181413 57.84088995

YGGPYHIGGSPFK 10 160420317 2xTMT6plex [N-Term; K13] 1.273 1.081 1.104 3.891766787 50.62 0 1838.000126 2 919.5029907 -0.772967677 -0.000710357 50.57502734AYGPGIEPTGNMVK 16 160420317 2xTMT6plex [N-Term; K14] 1.162 1.133 1.139 5.398435593 76.63 0 1892.03519 2 946.5198364 -1.476774032 -0.001397054 50.34491039DAGYGGLSLSIEGPSK 10 160420317 2xTMT6plex [N-Term; K16] 0.659 0.711 0.747 4.854149818 78.82 0 2009.095542 2 1005.051147 -0.260588964 -0.000261774 64.2567315GLVEPVDVVDNADGTQTVNYVPSR 20 160420317 1xTMT6plex [N-Term] 1 0.939 0.883 6.353834629 82.48 0 2773.420568 3 925.1452637 0.241544911 0.000223302 65.56046795THEAEIVEGENHTYCIR 10 160420317 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.838 2.263 1.991 7.413798809 63.69 0 2287.09746 3 763.0367432 -0.780013901 -0.000594656 31.86250727
KDGSCGVAYVVQEPGDYEVSVK 2 160420317 3xTMT6plex [N-Term; K1; K22]; 1xCarbamidomethyl [C5] 1.47 4.554663181 29.7 1 3073.611913 4 769.1575317 -1.176328365 -0.000903894 58.80327931

LTVSSLQESGLK 24 160420317 2xTMT6plex [N-Term; K12] 0.98 0.931 0.909 5.404146194 81.69 0 1720.025672 2 860.5159302 -0.632425699 -0.000543894 61.22828932LQVEPAVDTSGVQCYGPGIEGQGVFR 40 160420317 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.033 1.2 1.182 7.459597111 97.78 0 2992.503586 3 998.1730347 0.322303342 0.000321498 70.83991476SAGQGEVLVYVEDPAGHQEEAK 24 160420317 2xTMT6plex [N-Term; K22] 1.119 1.118 1.091 7.83878994 73.63 0 2771.425208 3 924.4793091 -0.661909945 -0.000611478 55.26669841VTVLFAGQHIAK 22 160420317 2xTMT6plex [N-Term; K12] 1.118 1.138 1.112 5.066034794 74.38 0 1742.072897 2 871.5392456 -0.965510149 -0.000840995 61.01277367EAGAGGLAIAVEGPSK 16 160420317 2xTMT6plex [N-Term; K16] 1.129 1.15 1.14 6.375622272 96.92 0 1885.079498 2 943.0426025 -0.832575961 -0.000784736 57.04560166EGPYSISVLYGDEEVPR 18 160420317 1xTMT6plex [N-Term] 0.927 1.015 1.045 5.600824833 70.6 0 2139.08073 2 1070.040039 -3.706720783 -0.003964487 64.47410458SADFVVEAIGDDVGTLGFSVEGPSQAK 74 160420317 2xTMT6plex [N-Term; K27] 1.106 1.225 1.362 6.521375179 77.6 0 3153.635595 4 789.1630249 -1.688590982 -0.0013313 105.2757809
ATCAPQHGAPGPGPADASK 20 160420317 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C3] 1.194 1.197 1.147 6.861390591 64.9 0 2248.154471 2 1124.579712 -1.033524122 -0.001161761 22.96466087

VNVGAGSHPNK 12 160420317 2xTMT6plex [N-Term; K11] 1.048 1.034 1.048 4.552741528 39.94 0 1537.885096 3 513.2982178 -3.248480463 -0.001665263 22.87459738VTYTPMAPGSYLISIK 30 160420317 2xTMT6plex [N-Term; K16] 1.066 1.121 1.14 4.30883503 45.19 0 2199.249934 2 1100.128296 -0.281383719 -0.000309417 86.93458573VTYTPMAPGSYLISIK 16 160420317 2xTMT6plex [N-Term; K16]; 1xOxidation [M6] 1.178 1.02 0.968 3.945112467 43.83 0 2215.244849 2 1100.128296 -0.281383719 -0.000309417 86.93458573
EAMQQADDWLGIPQVITPEEIVDPNVDEHSVMTYLSQFPK 8 160420317 2xTMT6plex [N-Term; K40]; 1xOxidation [M32] 1.558 4.051869869 25.01 0 5044.500036 4 1261.879395 -0.849888982 -0.001071816 111.9518293

IVGPSGAAVPCK 12 160420317 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 0.995 1.136 1.079 3.827357054 49.66 0 1613.944919 2 807.4762573 0.197527458 0.000159399 48.71381284
VHGPGIQSGTTNKPNK 12 160420317 3xTMT6plex [N-Term; K13; K16] 1.06 1.135 1.061 5.991963387 27.55 0 2322.349689 4 581.3427734 -0.183012921 -0.000106255 30.55269807VPVHDVTDASK 14 160420317 2xTMT6plex [N-Term; K11] 0.956 0.994 1.097 3.968927383 53.71 0 1625.926292 2 813.4661255 -0.81033405 -0.000658772 34.08728915QMQLENVSVALEFLDR 22 160420317 1xTMT6plex [N-Term] 0.853 0.934 0.861 5.91682148 62.07 0 2121.121156 2 1061.066406 2.065096559 0.00219016 100.5892177QMQLENVSVALEFLDR 14 160420317 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.924 0.863 0.926 5.572484016 43.79 0 2137.116071 2 1061.066406 2.065096559 0.00219016 100.5892177

VEYTPYEEGLHSVDVTYDGSPVPSSPFQVPVTEGCDPSR 11 160420317 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C35] 0.933 0.01 1.577 8.113786697 19.75 0 4526.11832 4 1132.286621 1.399500532 0.001583576 77.5937509
AGQSAAGAAPGGGVDTR 18 160420317 1xTMT6plex [N-Term] 0.871 0.863 0.884 5.918076992 93.49 0 1671.861176 2 836.434082 -0.172770027 -0.000144424 17.84887324GQHVPGSPFQFTVGPLGEGGAHK 6 160420317 2xTMT6plex [N-Term; K23] 1.209 1.466 1.224 7.444951534 62.28 0 2762.477853 4 691.3741455 -1.122582303 -0.000775277 64.51160764AFGPGLQGGSAGSPAR 28 160420317 1xTMT6plex [N-Term] 1.094 1.134 1.118 5.926499844 92.65 0 1658.881184 2 829.9440308 -0.240292413 -0.000199308 35.54130016AWGPGLEGGVVGK 32 160420317 2xTMT6plex [N-Term; K13] 1.162 1.15 1.172 5.02381134 83.71 0 1684.978662 2 842.9914551 -1.797241602 -0.001514157 60.29844068LIALLEVLSQK 66 160420317 2xTMT6plex [N-Term; K11] 1.132 1.156 1.094 5.213170528 68.67 0 1685.097714 2 843.0527344 0.283544388 0.0002389 113.2240373

DGSCGVAYVVQEPGDYEVSVK 16 160420317 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C4] 0.819 0.943 1.042 5.936859608 50.87 0 2716.354018 2 1358.679443 -0.886331912 -0.001203796 60.14416946
DVDIIDHHDNTYTVK 12 160420317 2xTMT6plex [N-Term; K15] 1.098 1.16 1.031 5.108136654 38.76 0 2243.170832 3 748.3944702 -0.880251936 -0.000658185 40.68115507GAGTGGLGLAVEGPSEAK 24 160420317 2xTMT6plex [N-Term; K18] 1.081 1.016 1.025 5.767193794 90.04 0 2029.13299 2 1015.069031 -1.086703816 -0.001102533 53.81169327QMQLENVSVALEFLDRESIK 2 160420317 2xTMT6plex [N-Term; K20] 1.229 5.161172867 17.87 1 2807.537736 3 936.5153198 -2.254497691 -0.002109862 103.6612822VDINTEDLEDGTCR 8 160420317 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.545 0.609 0.72 5.221456051 55.55 0 1865.874837 2 933.440979 -0.083506237 -7.79E-05 45.0179276VGSAADIPINISETDLSLLTATVVPPSGR 36 160420317 1xTMT6plex [N-Term] 0.882 0.855 1.397 5.972374916 85.77 0 3122.714624 3 1041.578369 1.898906108 0.001976581 110.9172564VSGQGLHEGHTFEPAEFIIDTR 8 160420317 1xTMT6plex [N-Term] 0.842 0.598 0.154 8.180418968 39.69 0 2669.352094 4 668.0928955 -0.877497111 -0.000585587 72.91137117

VHSPSGALEECYVTEIDQDKYAVR 2 160420317 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C11] 1.994 7.898193359 25.55 1 3224.629798 4 806.9127197 -0.232381326 -0.000187336 59.53833964YNEQHVPGSPFTAR 14 160420317 1xTMT6plex [N-Term] 1.249 1.161 1.067 4.490322113 30.02 0 1831.928862 3 611.3140869 -0.630176115 -0.000384813 34.90171537ALTQTGGPHVK 22 160420317 2xTMT6plex [N-Term; K11] 1.062 1.148 1.08 6.057043552 55.45 0 1566.936797 2 783.9718018 -0.300059566 -0.000235087 28.50446728DAGEGGLSLAIEGPSK 24 160420317 2xTMT6plex [N-Term; K16] 1.032 1.177 1.04 5.648199558 79.64 0 1959.079892 2 980.0420532 -1.562960602 -0.001530982 65.64792272IPEISIQDMTAQVTSPSGK 20 160420317 2xTMT6plex [N-Term; K19] 1.848 1.7 1.682 5.708525658 59.67 0 2460.341996 3 820.7860718 0.677069299 0.000555274 82.18560428
AHEPTYFTVDCAEAGQGDVSIGIK 29 160420317 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C11] 1.061 0.968 1.097 6.414330006 59.52 0 3023.518457 3 1008.509216 -1.773246731 -0.001787148 72.86845291

GKLDVQFSGLTK 10 160420317 3xTMT6plex [N-Term; K2; K12] 1.38 1.281 1.405 6.030248642 32.6 1 1980.209673 3 660.7417603 0.532348535 0.000351387 69.36447944AGNNMLLVGVHGPR 14 160420317 1xTMT6plex [N-Term] 0.91 0.95 0.932 5.587953568 75.72 0 1663.92636 2 832.4660034 -0.979258519 -0.000814707 54.99547091ALGALVDSCAPGLCPDWDSWDASKPVTNAR 18 160420317 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C9; C14] 1.76 1.704 1.648 7.385931492 41.71 0 3687.829972 3 1229.942383 -4.711839383 -0.005792154 84.74549223
FNEEHIPDSPFVVPVASPSGDAR 24 160420317 1xTMT6plex [N-Term] 0.941 1.175 0.939 6.168439865 58.58 0 2696.35176 3 899.4545288 -1.011349579 -0.000908985 71.82353936ANLPQSFQVDTSK 16 160420317 2xTMT6plex [N-Term; K13] 1.146 1.192 1.06 4.687295437 63.31 0 1893.048198 2 947.0271606 -0.609145049 -0.00057657 54.66343453YAPSEAGLHEMDIR 14 160420317 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.056 0.95 0.995 4.390706062 50.77 0 1833.900264 3 611.9711914 -0.677965576 -0.00041444 33.56999183YAPSEAGLHEMDIR 10 160420317 1xTMT6plex [N-Term] 0.511 1.096 1.108 6.15356493 45.44 0 1817.905349 3 611.9711914 -0.677965576 -0.00041444 33.56999183SPYTVTVGQACNPSACR 24 160420317 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C16] 1.242 1.292 1.435 6.119767666 60.69 0 2097.005475 3 699.6727905 -0.789787146 -0.000552063 38.54845392

ASGPGLNTTGVPASLPVEFTIDAK 18 160420317 2xTMT6plex [N-Term; K24] 1.032 0.944 0.961 7.039743423 68.71 0 2800.549681 2 1400.776733 -1.24636358 -0.001745252 87.97371206EATTEFSVDAR 16 160420317 1xTMT6plex [N-Term] 1.227 1.236 1.074 4.609280586 73.02 0 1454.732454 2 727.8696289 -0.324765904 -0.000236224 35.09221402YGGDEIPFSPYR 12 160420317 1xTMT6plex [N-Term] 0.875 0.901 0.833 4.170677185 38.53 0 1629.811038 2 815.4066162 -3.11846466 -0.002541254 56.79826718FGGEHVPNSPFQVTALAGDQPSVQPPLR 20 160420317 1xTMT6plex [N-Term] 0.837 0.791 0.915 8.504807472 48.06 0 3174.653362 3 1058.890503 1.132050858 0.001197956 76.69131545YGGQPVPNFPSK 30 160420317 2xTMT6plex [N-Term; K12] 0.974 0.98 1.003 4.315523148 44.11 0 1748.973576 2 874.9897461 -0.778103522 -0.000680441 53.36534619TGVAVNKPAEFTVDAK 12 160420317 3xTMT6plex [N-Term; K7; K16] 1.035 0.589 0.879 3.996572018 44.98 0 2334.363608 2 1167.683228 -1.89737017 -0.002214576 63.30528459
VQVQDNEGCPVEALVK 14 160420317 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 0.92 1.006 0.986 6.043303013 64.33 0 2243.210589 2 1122.109741 0.720931812 0.000808601 60.47846019

AEISCTDNQDGTCSVSYLPVLPGDYSILVK 20 160420317 2xTMT6plex [N-Term; K30]; 2xCarbamidomethyl [C5; C13] 0.971 1.107 1.219 6.784830093 69.8 0 3759.886149 4 940.7252197 -1.888350729 -0.001774996 97.04608079
LVSNHSLHETSSVFVDSLTK 3 160420317 2xTMT6plex [N-Term; K20] 1.07 0.956 4.616123676 12.78 0 2658.450301 3 886.8208618 -0.853452397 -0.000756287 62.28198494FADQHVPGSPFSVK 10 160420317 2xTMT6plex [N-Term; K14] 0.578 0.592 0.673 3.663845301 32.93 0 1974.084918 2 987.546875 0.788051206 0.00077784 57.12273111TGVELGKPTHFTVNAK 2 160420317 3xTMT6plex [N-Term; K7; K16] 2.539 2.610695601 3.07 0 2386.406141 4 597.3566284 -0.610683194 -0.000364335 50.016316

VTYCPTEPGNYIINIK 16 160420317 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C4] 0.542 0.543 0.514 4.727475166 36.27 0 2340.267375 3 780.7595215 -1.437445529 -0.001121336 73.31135033
LDVQFSGLTK 16 160420317 2xTMT6plex [N-Term; K10] 0.85 0.864 0.923 4.243813992 58.06 0 1565.930315 2 783.4673462 -1.851255551 -0.001449469 67.42909021WGDEHIPGSPYR 12 160420317 1xTMT6plex [N-Term] 0.957 1.095 1.195 3.304956913 38.27 0 1642.817521 2 821.9115601 -1.020918508 -0.000838591 43.8755789DKGEYTLVVK 18 160420317 3xTMT6plex [N-Term; K2; K10] 1.315 1.258 1.27 5.27829504 35.91 1 1839.119461 2 920.0619507 -1.542408132 -0.001418336 50.94482608DAPQDFHPDR 20 160420317 1xTMT6plex [N-Term] 1.132 1.177 1.131 4.553546429 50.27 0 1426.691258 3 476.2351379 -0.278288409 -0.000132344 22.93607473VAQPTITDNK 24 160420317 2xTMT6plex [N-Term; K10] 0.737 0.899 0.839 3.268236637 52 0 1544.904828 2 772.9553223 -0.945235411 -0.000730149 112.0766514TFSVWYVPEVTGTHK 12 160420317 2xTMT6plex [N-Term; K15] 1.255 0.865 1.244 4.490712166 16.71 0 2209.205761 4 553.0568237 -0.133970375 -7.40E-05 74.16695248LPQLPITNFSR 24 160420317 1xTMT6plex [N-Term] 0.986 0.973 0.958 3.892333508 32.48 0 1514.889229 2 757.9482422 -0.014103341 -1.07E-05 81.81270991VLPTHDASK 12 160420317 2xTMT6plex [N-Term; K9] 0.868 0.955 0.946 3.947444916 52.2 0 1425.846585 3 475.9530029 -1.493569476 -0.000709867 29.84533769GTVEPQLEAR 12 160420317 1xTMT6plex [N-Term] 1.029 1.235 1.206 4.052684307 60.83 0 1328.737145 2 664.87146 -1.130304914 -0.000750939 29.77984036VKVEPSHDASK 16 160420317 3xTMT6plex [N-Term; K2; K11] 1.294 1.348 1.283 5.237615108 27.3 1 1884.115773 2 942.5600586 -1.556391885 -0.001466211 24.77501448VEPSHDASK 12 160420317 2xTMT6plex [N-Term; K9] 0.591 0.611 0.708 5.273164272 41.88 0 1427.789464 3 476.6012878 -0.107778222 -5.13E-05 17.76774514
VGTECGNQK 12 160420317 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.085 1.154 1.017 3.79485321 44.47 0 1450.772434 2 725.8900146 0.219522282 0.000159238 19.41197759

VDVGKDQEFTVK 9 160420317 3xTMT6plex [N-Term; K5; K12] 1.167 1.124 1.121 3.127543449 16.25 1 2052.194417 3 684.7356567 -0.974656758 -0.000666728 53.4772076ETGEHLVHVK 19 160420317 2xTMT6plex [N-Term; K10] 0.976 1.132 1.087 3.918053627 49.91 0 1606.931712 2 803.9691162 -0.470379742 -0.000377934 26.30263116NDNDTFTVK 10 160420317 2xTMT6plex [N-Term; K9] 1.088 1.042 1.865 3.362310886 51.43 0 1511.810593 2 756.4085083 -0.564553814 -0.000426749 36.47676017SPFEVYVDK 18 160420317 2xTMT6plex [N-Term; K9] 1.176 1.127 1.11 4.191968441 41.14 0 1541.861566 2 771.43396 -0.598729578 -0.000461579 62.74164335LYSVSYLLK 16 160420317 2xTMT6plex [N-Term; K9] 1.188 1.233 1.454 4.600261211 40 0 1543.949988 2 772.4782104 -0.546184507 -0.000421641 82.29132232
DAEMPATEKDLAEDAPWK 2 160420317 3xTMT6plex [N-Term; K9; K18]; 1xOxidation [M4] 1.599 2.424775362 2.45 1 2720.405609 3 907.4730835 -0.334983767 -0.000303764 56.14836202

DLAEDAPWK 18 160420317 2xTMT6plex [N-Term; K9] 0.845 0.751 0.763 4.20105648 56.79 0 1502.825515 2 751.9154663 -1.237211369 -0.000929656 56.59794699
AHVVPCFDASK 18 160420317 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.041 1.113 1.122 3.809778214 37.46 0 1688.919433 3 563.6447754 0.201419836 0.000113394 41.82229476
DLAEDAPWKK 6 160420317 3xTMT6plex [N-Term; K9; K10] 1.591 1.681 1.342 3.497704268 24.08 1 1860.08341 2 930.5459595 0.662365626 0.000616028 53.66118614DAEMPATEK 6 160420317 2xTMT6plex [N-Term; K9] 0.882 1 0.891 3.364666462 43.22 0 1449.765952 2 725.3868408 0.312809543 0.00022675 30.29480845VKAEGPGLSR 9 160420317 2xTMT6plex [N-Term; K2] 1.742 1.555 1.412 3.828620434 14.22 1 1471.899683 3 491.3037109 -2.108674616 -0.001034586 41.05096981AGVAPLQVK 8 160420317 2xTMT6plex [N-Term; K9] 0.938 0.969 0.875 3.458717823 43.94 0 1340.866592 2 670.9371948 0.388299955 0.000260329 48.50253558AVPTGDASK 12 160420317 2xTMT6plex [N-Term; K9] 0.949 0.99 0.958 2.756450653 47.41 0 1303.762187 2 652.3842163 -0.790667825 -0.000515421 26.79540784LSPFMADIR 6 160420317 1xTMT6plex [N-Term] 1.532 1.505 3.115231752 35.73 0 1278.707759 2 639.8586426 1.758897788 0.001124558 68.35604306RAPSVANVGSHCDLSLK 2 160420317 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C12] 0.724 4.9985919 24.18 1 2269.248705 4 568.0665283 -1.948688453 -0.001105515 41.81037365

SSFTVDCSK 13 160420317 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.285 1.329 1.275 3.869043589 48.24 0 1488.776851 2 744.8922119 0.199054764 0.000148174 34.31533201
MDCQECPEGYR 6 160420317 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 1.612 1.441 1.184 4.017861366 30.55 0 1673.691928 2 837.3492432 -0.429231845 -0.000359201 22.89245437
MDCQECPEGYR 20 160420317 1xTMT6plex [N-Term]; 1xOxidation [M1]; 2xCarbamidomethyl [C3; C6] 1.302 0.939 0.947 2.767122746 27.98 0 1689.686843 2 837.3492432 -0.429231845 -0.000359201 22.89245437

KGEITGEVR 20 160420317 2xTMT6plex [N-Term; K1] 1.071 1.158 1.32 2.924074411 22.72 1 1446.868049 2 723.9373169 -0.478040094 -0.00034583 25.62636585
APSVANVGSHCDLSLK 2 160420317 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 1.015 3.381394625 4.51 0 2113.147594 3 705.0540771 0.039606941 2.79E-05 48.48829123GELTGEVR 12 160420317 1xTMT6plex [N-Term] 1.263 1.11 0.94 3.051637888 26.04 0 1089.610154 2 545.3097534 1.905586076 0.001038173 22.13471154TPCEEILVK 20 160420317 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.153 1.105 1.109 3.594644785 35.05 0 1546.891487 2 773.9484253 -1.236488842 -0.000956357 52.90859845

DAEMPATEKDLAEDAPWKK 3 160420317 4xTMT6plex [N-Term; K9; K18; K19] 2.494 2.917 3.654293776 2.16 2 3061.668588 4 766.1708374 -2.308793529 -0.00176719 61.01660059LLGWIQNK 29 160420317 2xTMT6plex [N-Term; K8] 0.977 0.913 0.933 3.742710829 34.88 0 1429.893141 2 715.4498291 -0.531422141 -0.000379938 78.37914628
IECDDKGDGSCDVR 16 160420317 2xTMT6plex [N-Term; K6]; 2xCarbamidomethyl [C3; C11] 1.19 1.688 1.291 4.11638546 21.64 1 2083.978874 2 1042.492065 -0.96940552 -0.00101011 25.42062938

GAGSGELK 12 160420317 2xTMT6plex [N-Term; K8] 1.002 1.057 1.14 2.944843292 40.18 0 1176.698858 2 588.8527832 -0.483202432 -0.000284292 23.31505123AGGPGLER 6 160420317 1xTMT6plex [N-Term] 0.913 0.962 0.963 2.933669806 46.89 0 985.5628098 2 493.2846985 -0.699577274 -0.000344739 19.13663003AIVDGNLK 10 160420317 2xTMT6plex [N-Term; K8] 0.373 0.338 0.316 3.61378336 42.46 0 1287.803658 2 644.4050903 -0.5852724 -0.000376858 44.20589433IQQNTFTR 11 160420317 1xTMT6plex [N-Term] 1.352 1.065 1.193 3.129554749 35.22 0 1236.689801 2 618.8483887 -0.242919647 -0.000150208 28.98454583AEFTVETR 18 160420317 1xTMT6plex [N-Term] 1.023 1.134 1.053 2.886413813 48.67 0 1181.636369 2 591.3226318 1.369678454 0.000809231 32.68749688AEGPGLSR 6 160420317 1xTMT6plex [N-Term] 1.025 0.902 0.988 2.8867805 37.49 0 1015.573374 2 508.289978 -0.684396943 -0.000347528 19.03814191AEISFEDR 15 160420317 1xTMT6plex [N-Term] 1.051 1.079 1.111 3.550414801 35.58 0 1195.615633 2 598.3096924 -2.948258853 -0.001762492 35.2059103VTGDDSMR 12 160420317 1xTMT6plex [N-Term] 1.032 1.033 1.098 2.903939962 40.04 0 1109.545839 2 555.276123 -0.78372269 -0.000434788 18.58062182VKETADFK 18 160420317 3xTMT6plex [N-Term; K2; K8] 1.523 1.583 1.517 3.685764551 19.81 1 1624.987719 2 812.9967651 -0.901807777 -0.000732713 39.82023376VAQPTITDNKDGTVTVR 9 160420317 2xTMT6plex [N-Term; K10] 1.722 1.943 1.688 3.941050291 5.01 1 2273.28653 3 758.4355469 2.444480678 0.001852335 40.64520401
WCNEHLK 10 160420317 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.055 1.1 1.082 3.535260677 27.32 0 1444.777126 3 482.2635498 -0.712619212 -0.000343192 32.94177593

CSGPGLSPGMVR 2 160420317 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.05 2.883906364 16.14 0 1446.73947 2 723.8724976 -1.210980172 -0.000875986 36.37670951VTANNDKNR 6 160420317 2xTMT6plex [N-Term; K7] 1.394 1.271 1.446 3.101665974 5.71 1 1489.84871 3 497.2876892 -0.131532179 -6.53E-05 16.39177328GAGGQGK 4 160420317 2xTMT6plex [N-Term; K7] 0.994 1.009 2.677856445 38.08 0 1032.620214 2 516.8135986 -0.28429075 -0.000146782 16.33081433
EEPCLLK 16 160420317 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1 1.003 1.1 3.072620869 23.44 0 1346.775394 2 673.8899536 -2.052156172 -0.001381897 44.94812156
VSGLGEK 16 160420317 2xTMT6plex [N-Term; K7] 1.152 1.09 1.064 2.92932415 38.48 0 1147.708695 2 574.3577881 -0.344380178 -0.000197624 34.99084997LVSIDSK 12 160420317 2xTMT6plex [N-Term; K7] 1.174 1.179 1.085 2.817747593 38.88 0 1219.76621 2 610.3869629 0.360332371 0.000219761 47.8427322DQEFTVK 6 160420317 2xTMT6plex [N-Term; K7] 0.949 0.923 0.882 3.479090691 30.3 0 1324.751288 2 662.8787231 -0.844038385 -0.00055907 47.47172687KIQQNTFTR 6 160420317 2xTMT6plex [N-Term; K1] 1.577 1.279 1.558 2.732803345 16.94 1 1593.947696 3 531.9871826 -0.44010129 -0.000233833 27.92075872

MSCMDNK 6 160420317 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.082 0.864 0.957 2.74867034 18.52 0 1343.652185 2 672.3295288 -0.30032535 -0.000201766 28.13440104
SQGDASK 6 160420317 2xTMT6plex [N-Term; K7] 1.234 1.147 1.437 3.045495987 25.22 0 1150.646823 2 575.8269653 -0.146653112 -8.44E-05 15.51496172DGTVTVR 4 160420317 1xTMT6plex [N-Term] 0.822 0.899 2.66738224 25.81 0 976.5624755 2 488.784668 -0.426129931 -0.000208071 18.90113893VTGDDSMR 9 160420317 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.754 1.069 1.734556556 26.33 0 1125.540754 2 555.276123 -0.78372269 -0.000434788 18.58062182LKPGAPLRPK 15 160420317 3xTMT6plex [N-Term; K2; K10] 1.304 1.244 1.155 3.707924128 10.27 0 1764.182671 4 441.8011169 -0.018714934 -8.25E-06 38.05158553VYGPGVAK 4 160420317 2xTMT6plex [N-Term; K8] 0.844 1.201 2.525116205 23.72 0 1248.771629 2 624.8892822 -0.273530297 -0.000170788 115.7724537VKESITR 5 160420317 2xTMT6plex [N-Term; K2] 1.913 1.587 2.874280214 9.93 1 1290.814557 2 645.9108276 -0.138003218 -8.91E-05 23.36653261160707950 MECP2 methyl-CpG-binding protein 2 isoform 2 4204 NP_001104262.1 24.89959839 1 10 10 57 498 53.291 9.88 0.95 1 1.04 1 Significant 0.000682 EVVKPLLVSTLGEK 6 160707950 3xTMT6plex [N-Term; K4; K14] 0.878 0.892 0.977 5.098019123 31.03 0 2199.393117 3 733.802002 -0.75670448 -0.000554764 78.29312249TQPAVATAATAAEK 6 160707950 2xTMT6plex [N-Term; K14] 1.287 1.189 0.871 5.615133286 91.13 0 1788.026734 2 894.5167847 -0.24686659 -0.000220702 38.98238047AETSEGSGSAPAVPEASASPK 8 160707950 2xTMT6plex [N-Term; K21] 0.887 1.15 0.968 5.729477882 75.84 0 2388.229469 3 796.7469482 -1.330443108 -0.001059134 35.97171297AATSEGVQVK 6 160707950 2xTMT6plex [N-Term; K10] 0.931 0.919 0.953 4.537025928 65.28 0 1447.852064 2 724.428772 -1.241200487 -0.000898537 29.71276692KAEADPQAIPK 6 160707950 3xTMT6plex [N-Term; K1; K11] 1.087 1.078 1.129 4.801158428 21.78 1 1855.125609 3 619.0463257 -0.63910455 -0.000395206 33.90674987YDVYLINPQGK 6 160707950 2xTMT6plex [N-Term; K11] 1.505 1.166 1.001 3.650947332 36.14 0 1768.004542 2 884.5045166 -1.575571108 -0.001392808 64.47725125SEDQDLQGLK 6 160707950 2xTMT6plex [N-Term; K10] 0.747 0.785 0.709 4.266067505 55.78 0 1590.873922 2 795.9421997 2.012003603 0.001600422 38.54110973EGKHEPVQPSAHHSAEPAEAGK 2 160707950 3xTMT6plex [N-Term; K3; K22] 1.093 5.54498291 17.2 1 2980.584393 6 497.603241 -0.446170631 -0.000221642 20.97535091SVQETVLPIKK 6 160707950 3xTMT6plex [N-Term; K10; K11] 0.795 1.09 3.410644293 10.03 1 1929.23516 3 643.7489624 -1.46476854 -0.000941961 55.29762484SVQETVLPIK 5 160707950 2xTMT6plex [N-Term; K10] 0.712 0.756 2.598893166 20.27 0 1571.977265 2 786.4943848 2.689626208 0.002114016 60.05478897

164419743 DDX54 ATP-dependent RNA helicase DDX54 isoform 1 79039 NP_001104792.1 18.14058957 1 11 12 60 882 98.605 10.02 1.21 1.2 1.18 1.2 Significant 0.0000543
QPEKEEEEEAGESVEDIFSEVVGR 8 164419743 2xTMT6plex [N-Term; K4] 1.186 1.077 2.022 5.755708218 60.92 1 3179.563218 3 1060.52417 -1.654703497 -0.001753745 89.44064432VADNAQQQYVR 6 164419743 1xTMT6plex [N-Term] 1.137 1.331 1.433 3.509051323 54.89 0 1520.801871 2 760.9047241 0.197923341 0.000150501 25.1355563MEDQFAALHENPDIIIATPGR 2 164419743 1xTMT6plex [N-Term] 2.092 7.084157944 47.82 0 2567.312538 3 856.4417725 -0.690919848 -0.000591269 69.17402853LFEMGFAEQLQEIIAR 2 164419743 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.442 4.745015144 51.67 0 2140.130992 3 714.0483398 -0.245830162 -0.00017537 105.4504424FVGQSGQEDK 4 164419743 2xTMT6plex [N-Term; K10] 2.319 1.527 3.375421286 36.5 0 1552.837143 2 776.9208984 -1.688725062 -0.001311157 30.21741473SGGFQSMGLSYPVFK 4 164419743 2xTMT6plex [N-Term; K15] 1.31 1.102 3.603625059 24.74 0 2063.103604 3 688.37146 -1.831016717 -0.001259192 77.76038981ATIFEINASSR 5 164419743 1xTMT6plex [N-Term] 1.069 1.147 3.377980947 25.09 0 1437.789909 2 719.3981323 -0.640539732 -0.000460481 54.45969437LQSVEYVVFDEADR 4 164419743 1xTMT6plex [N-Term] 2.447 1.774 2.81284523 23.73 0 1898.969724 2 949.9897461 1.312273424 0.001245984 79.56832497ELALQTLK 9 164419743 2xTMT6plex [N-Term; K8] 3.367867231 43.67 0 1373.876823 2 687.4428711 1.19581863 0.000821454 59.70993642DQEFYIPYRPK 4 164419743 2xTMT6plex [N-Term; K11] 1.398 1.083 3.788772583 8.75 0 1914.052555 3 638.6879883 -1.642267471 -0.001047795 53.68825282TACFLLPMFER 6 164419743 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.798 0.682 3.177984715 17.86 0 1613.838122 2 807.4216309 -1.324024523 -0.001068381 90.22978536ALIISPTR 12 164419743 1xTMT6plex [N-Term] 1.054 0.89 1.274 2.611958981 23.08 0 1099.70366 2 550.3548584 -1.109565394 -0.000610097 44.35084465



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

163838631 FAM208A protein TASOR isoform a 23272 NP_001106207.1 5.026455026 1 5 5 10 1512 170.708 6.27 1.38 1.4 1.19 1.32 Significant 0.00255 YADLLQANPLDTGAMGDVVIFK 2 163838631 2xTMT6plex [N-Term; K22] 1.35 4.013154984 18.17 0 2809.521023 3 937.1752319 -3.516826939 -0.003293533 105.5684343GYLFLLSPYQMVPPYEYQTAK 2 163838631 2xTMT6plex [N-Term; K21] 100 3.01320529 7.27 0 2966.57781 3 989.5294189 -1.384145074 -0.001368725 106.8585959ALGLSTDDAYEELR 2 163838631 1xTMT6plex [N-Term] 1.154 3.983968973 47.99 0 1781.911874 2 891.4588623 -0.800488871 -0.0007132 56.96020423HIVFLTEK 2 163838631 2xTMT6plex [N-Term; K8] 1.382 3.249361515 24.59 0 1444.892807 3 482.3017883 -1.380967332 -0.000665117 54.89887894
ACLVHNELLEK 2 163838631 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.154 2.121572733 8.85 0 1784.014061 3 595.3444214 2.606246362 0.00154986 52.42941665

510785757 FPGT-TNNI3K FPGT-TNNI3K fusion protein isoform a 100526835 NP_001106279.2 1.896733404 1 1 1 6 949 105.522 6.96 0.83 0.84 0.77 0.81 Significant 0.000721 ELPLGVQYHVFVDPAGAK 6 510785757 2xTMT6plex [N-Term; K18] 0.831 0.838 0.772 4.849946499 47.46 0 2398.353488 3 800.1224976 -0.228637781 -0.000182785 78.7456756
333033787 NACA nascent polypeptide-associated complex subunit alpha isoform a 4666 NP_001106674.2 7.567567568 1 5 5 75 925 94.622 5.14 1.17 1.19 1.23 1.2 Significant 0.000217

SPASDTYIVFGEAK 18 333033787 2xTMT6plex [N-Term; K14] 1.112 1.127 1.079 5.090785027 61.48 0 1943.052614 2 972.0292358 -0.730505341 -0.000709705 65.18268231DIELVMSQANVSR 12 333033787 1xTMT6plex [N-Term] 0.994 1.098 1.057 4.560797691 64.67 0 1690.899536 3 564.3026123 -3.697437846 -0.002083999 59.68074154NILFVITKPDVYK 16 333033787 3xTMT6plex [N-Term; K8; K13] 1.426 1.34 1.283 4.641472816 24.99 0 2237.387638 3 746.4669189 -0.640950204 -0.000478018 88.91803231IEDLSQQAQLAAAEK 20 333033787 2xTMT6plex [N-Term; K15] 1.178 1.202 1.324 5.730821609 82.41 0 2073.159205 2 1037.081909 -1.284489208 -0.001331475 60.59224971DIELVMSQANVSR 3 333033787 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.069 3.583846092 38.44 0 1706.894451 3 564.3026123 -3.697437846 -0.002083999 59.68074154NNSNDIVNAIMELTM 2 333033787 1xTMT6plex [N-Term] 0.01 2.163221598 10.33 0 1907.940414 2 962.4694824 -1.892405735 -0.001820433 107.6082995NNSNDIVNAIMELTM 4 333033787 1xTMT6plex [N-Term]; 1xOxidation [M] 0.01 1.641713262 16.53 0 1923.935329 2 962.4694824 -1.892405735 -0.001820433 107.6082995164698494 Sep-09 septin-9 isoform a 10801 NP_001106963.1 53.75426621 1 27 27 252 586 65.361 8.97 0.94 0.92 0.94 0.93 Non-Significant #N/A APVDFGYVGIDSILEQMR 6 164698494 1xTMT6plex [N-Term]; 1xOxidation [M17] 0.746 0.644 0.257 3.665071726 23.66 0 2255.157935 3 747.0588379 -0.473354604 -0.000353306 106.9924617APVDFGYVGIDSILEQMR 20 164698494 1xTMT6plex [N-Term] 1.014 0.91 0.941 5.607171535 64.55 0 2239.16302 3 747.0588379 -0.473354604 -0.000353306 106.9924617VPEVPTAPATDAAPK 18 164698494 2xTMT6plex [N-Term; K15] 0.943 0.886 0.913 5.065539837 81.73 0 1922.099899 2 961.5530396 -0.570489826 -0.000548269 52.35683948
SQEATEAAPSCVGDMADTPR 8 164698494 1xTMT6plex [N-Term]; 1xOxidation [M15]; 1xCarbamidomethyl [C11] 0.669 0.857 0.887 4.886160374 48 0 2338.048855 3 774.6889038 -0.767494754 -0.000594055 36.35583284
SQEATEAAPSCVGDMADTPR 12 164698494 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.954 0.863 0.982 5.922045231 60.03 0 2322.05394 3 774.6889038 -0.767494754 -0.000594055 36.35583284SFEVEEVETPNSTPPR 6 164698494 1xTMT6plex [N-Term] 0.98 0.538 1 4.783551216 59.37 0 2047.01813 2 1024.013672 0.946200706 0.000968445 46.37339969YLQEEVNINR 20 164698494 1xTMT6plex [N-Term] 0.938 0.872 0.919 3.82870245 52.1 0 1506.811373 2 753.9083252 -1.326582352 -0.000999455 41.7861815RVEIQMPKPAEAPTAPSPAQTLENSEPAPVSQLQSR 2 164698494 2xTMT6plex [N-Term; K8] 5.086146832 6.12 1 4313.296389 4 1079.079346 -0.193858114 -0.000209042 65.90543805QVENAGAIGPSR 8 164698494 1xTMT6plex [N-Term] 1.067 1.132 1.171 4.590266228 50.53 0 1427.780407 2 714.3931885 -0.915124531 -0.000653298 24.33144085LTVIDTPGFGDHINNENCWQPIMK 2 164698494 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C18] 1.117 3.683908463 20.52 0 3257.64876 3 1086.553955 -0.444423488 -0.000482592 81.99869064

VVNIVPVIAK 26 164698494 2xTMT6plex [N-Term; K10] 0.926 0.896 1.001 4.371266842 45.01 0 1510.013257 2 755.5100098 -0.340148504 -0.000256814 81.58265393LEPKPQPPVAEATPR 8 164698494 2xTMT6plex [N-Term; K4] 0.975 1.227 0.914 4.738163948 17.11 0 2088.221745 3 696.7450562 -0.541241835 -0.000376744 55.36178703ATVASSTQK 8 164698494 2xTMT6plex [N-Term; K9] 0.951 0.951 0.886 3.591199636 38.8 0 1350.799301 2 675.9030762 -0.314529516 -0.000212433 21.51687984STLINTLFK 8 164698494 2xTMT6plex [N-Term; K9] 1.801 1.258 0.977 4.168691635 53.85 0 1494.929586 2 747.9678955 -0.717140382 -0.000536037 81.46202965KSVQPTSEER 8 164698494 2xTMT6plex [N-Term; K1] 1.433 1.471 1.864 4.105718136 26.99 1 1618.916455 3 540.3099976 -0.627607568 -0.000338681 18.11454573ADTLTLEER 10 164698494 1xTMT6plex [N-Term] 0.98 0.826 1.094 3.549150229 41.95 0 1276.694612 2 638.8508301 -0.178683099 -0.000114062 34.61100928EFDEDSEDR 8 164698494 1xTMT6plex [N-Term] 0.572 0.605 0.549 3.738778353 44.24 0 1370.590934 2 685.7993774 0.39683818 0.000271951 19.08699719SVQPTSEER 12 164698494 1xTMT6plex [N-Term] 0.944 0.895 1.041 3.799302578 29.97 0 1261.658561 2 631.3326416 -0.439046579 -0.000276963 16.27502156HVDSLSQR 4 164698494 1xTMT6plex [N-Term] 1.003 0.578 2.907107592 47.68 0 1170.642851 2 585.8250732 0.016148713 9.45E-06 16.55393282SITHDIEEK 10 164698494 2xTMT6plex [N-Term; K9] 0.913 0.9 0.84 3.644676208 38.43 0 1529.857544 3 510.6234741 -1.094576894 -0.000558182 33.5710272FINDQYEK 10 164698494 2xTMT6plex [N-Term; K8] 1.113 0.887 1.599 3.952882528 43.16 0 1514.825515 2 757.9161377 -0.340989355 -0.00025827 45.00852017RTEITIVKPQESAHR 2 164698494 2xTMT6plex [N-Term; K8] 1.087 4.684304237 6.35 1 2223.29737 4 556.5788574 -1.695725705 -0.000942526 32.08470006AEVLGHK 6 164698494 2xTMT6plex [N-Term; K7] 0.819 0.838 0.837 3.022710323 34.35 0 1211.751228 3 404.5885315 -0.154394379 -6.24E-05 27.51465322RVELSGPK 6 164698494 2xTMT6plex [N-Term; K8] 1.105 0.964 0.981 3.934364796 23.81 1 1343.841106 3 448.6182251 -0.732108154 -0.000327946 31.39175903LGDSSGPALK 2 164698494 2xTMT6plex [N-Term; K10] 0.487 3.002725124 28.04 0 1402.830601 2 701.9163208 -3.732259929 -0.002617864 54.24025046THMQNIK 6 164698494 2xTMT6plex [N-Term; K7] 0.995 1.009 0.984 3.269159555 19.44 0 1329.771312 3 443.9282227 -0.900215879 -0.000399027 22.78381282SYSGGTR 6 164698494 1xTMT6plex [N-Term] 1.257 0.989 0.978 2.671378374 23.71 0 956.4998752 2 478.7532043 -0.776945835 -0.000371574 15.17156955MEPPASK 6 164698494 2xTMT6plex [N-Term; K7] 0.786 0.812 0.788 2.174141645 21.13 0 1217.696416 2 609.3529053 1.739651072 0.001059183 29.70986039FQDLGVK 4 164698494 2xTMT6plex [N-Term; K7] 0.77 0.746 2.269407034 17.95 0 1264.766544 2 632.8876953 1.241331855 0.000784998 52.6867531
165377209 METTL15 probable methyltransferase-like protein 15 isoform 1 196074 NP_001107000.1 21.13022113 1 6 6 24 407 46.092 8.62 0.91 0.86 0.82 0.87 Significant 0.000908 EQTDQTQAQELHR 6 165377209 1xTMT6plex [N-Term] 0.849 0.632 0.746 5.605584621 62.18 0 1812.903769 3 604.9727783 0.006845889 4.14E-06 16.63304948TQQLASIVAGAFPPSAIYTR 2 165377209 1xTMT6plex [N-Term] 0.713 6.546985149 39.51 0 2320.286247 3 774.1017456 1.912090119 0.001478865 93.51685331AMLGQFSQAEALLMK 6 165377209 2xTMT6plex [N-Term; K15] 1.208 0.711 1.091 4.860357285 51.56 0 2096.164824 2 1048.584839 -1.155980482 -0.001211563 99.94711762IFVNNELNELYTGLK 6 165377209 2xTMT6plex [N-Term; K15] 0.752 0.89 0.946 4.579288006 52.52 0 2225.25819 3 742.4241943 -0.072212828 -5.36E-05 94.16174766VLSPQDQDVQDNPR 2 165377209 1xTMT6plex [N-Term] 0.702 4.181744576 51.57 0 1839.93982 2 920.4735107 -0.041080487 -3.78E-05 30.87330318IASAIVQAR 2 165377209 1xTMT6plex [N-Term] 1.063 3.078355789 17.3 0 1157.720373 2 579.3644409 1.064320855 0.000616093 42.43293489165905589 LIMA1 LIM domain and actin-binding protein 1 isoform 1 51474 NP_001107018.1 62.5 1 1 45 474 760 85.171 6.76 1.19 1.14 1.41 1.25 Significant 0.0044

ADHPPAEVTSHAASGAK 6 165905589 2xTMT6plex [N-Term; K17] 0.736 0.69 0.747 5.701275826 48.35 0 2104.118737 4 526.784668 -0.90055992 -0.000473721 22.13401374HEVEKSEISENTDASGK 6 165905589 3xTMT6plex [N-Term; K5; K17] 2.922 1.65 5.640002251 26.07 1 2547.350536 4 637.5928345 -0.403591638 -0.000257022 27.50463717KISENSYSLDDLEIGPGQLSSSTFDSEK 2 165905589 3xTMT6plex [N-Term; K1; K28] 1.21 5.801553726 46.2 1 3733.926306 4 934.2388916 1.990014168 0.001857642 78.20468167SLNWSSFVDNTFAEEFTTQNQK 33 165905589 2xTMT6plex [N-Term; K22] 0.973 1.032 1.042 6.78366518 67.18 0 3051.510001 3 1017.8396 -1.885955437 -0.001918337 100.4221346SQDVELWEGEVVK 10 165905589 2xTMT6plex [N-Term; K13] 0.993 0.866 1.05 4.311964512 40.32 0 1976.074078 2 988.5396729 -1.016701194 -0.001004538 66.02321787LSLGTYASLHGR 18 165905589 1xTMT6plex [N-Term] 0.978 1.182 1.241 6.828426361 62.92 0 1503.848093 3 501.9541016 -0.226839733 -0.000113711 46.09615755ISENSYSLDDLEIGPGQLSSSTFDSEK 2 165905589 2xTMT6plex [N-Term; K27] 1.002 5.899422646 50.99 0 3376.668411 3 1126.227051 -0.536595848 -0.000603969 80.62931514LLANQQVFHISCFR 10 165905589 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.372 1.413 1.27 5.742562294 40.18 0 1962.058102 3 654.6884155 -3.776110381 -0.002469649 69.71650392QSSSTNYTNELK 13 165905589 2xTMT6plex [N-Term; K12] 1.101 0.979 1.184 5.165074825 59 0 1829.964528 2 915.4874268 1.666237558 0.001524578 34.13883634SEVQQPVHPKPLSPDSR 18 165905589 2xTMT6plex [N-Term; K10] 1.689 1.375 1.537 4.885724068 34.85 0 2359.313414 3 787.1083984 -1.17481954 -0.000923922 44.95117397ISANENSLAVR 12 165905589 1xTMT6plex [N-Term] 0.867 0.856 0.841 4.884857178 48.52 0 1402.785158 2 701.8960571 -0.228347289 -0.000160161 36.16673186KGWSMSEQSEESVGGR 6 165905589 2xTMT6plex [N-Term; K1] 1.119 0.985 1.492 6.0777812 49.32 1 2212.106851 3 738.039856 -0.830375307 -0.000612293 45.16117319NENEEILERPAQLANAR 6 165905589 1xTMT6plex [N-Term] 1.229 1.114 1.157 5.200829029 26.84 0 2196.157024 3 732.7234497 -0.559076101 -0.000409273 44.5526449VGVLAASMEAK 12 165905589 2xTMT6plex [N-Term; K11] 0.929 1.021 0.973 4.387556076 63.49 0 1533.907471 2 767.454895 -3.231864393 -0.00247869 65.00458698IAWPPPTELGSSGSALEEGIK 38 165905589 2xTMT6plex [N-Term; K21] 1.019 1.035 1.053 5.972493172 58.56 0 2597.422689 3 866.4785767 -0.582361715 -0.000504213 83.42063257ASSLSESSPPK 16 165905589 2xTMT6plex [N-Term; K11] 1.034 1.036 0.928 4.206749439 67.65 0 1547.868108 2 774.4364624 -1.589370115 -0.001230068 30.0112309
ENVPPGPEVCITHQEGEK 28 165905589 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 1.033 1.062 0.972 6.019800663 48.68 0 2478.269894 3 826.7608643 -0.748403782 -0.000618249 43.30978666

GWSMSEQSEESVGGR 10 165905589 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.723 1.159 0.596 3.092806578 50.11 0 1870.843872 2 935.9255981 0.025725857 2.41E-05 27.49641435GWSMSEQSEESVGGR 6 165905589 1xTMT6plex [N-Term] 0.79 0.906 0.497 4.880125999 48.42 0 1854.848957 2 935.9255981 0.025725857 2.41E-05 27.49641435SEISENTDASGK 24 165905589 2xTMT6plex [N-Term; K12] 0.935 0.942 0.94 4.711288929 66.52 0 1695.880129 2 848.4425049 -1.413009288 -0.001198147 23.86954345SSAIVEIFSK 6 165905589 2xTMT6plex [N-Term; K10] 1.015 0.902 100 3.896898508 70.36 0 1538.919416 2 769.9640503 0.915120001 0.000704148 75.3835476WPPEDEISKPEVPEDVDLDLK 14 165905589 3xTMT6plex [N-Term; K9; K21] 0.926 0.963 0.928 4.905950069 14.41 0 3137.686123 3 1046.562134 -4.549519057 -0.004758321 80.96172728ASSQQEKEDKPAETK 13 165905589 4xTMT6plex [N-Term; K7; K10; K15] 1.021 1.405 1.249 3.19362545 8.95 1 2592.465061 4 648.871582 -0.217250758 -0.000140804 24.84613418ETPHSPGVEDAPIAK 10 165905589 2xTMT6plex [N-Term; K15] 1.221 1.089 1.209 5.237379551 44.24 0 2006.095876 3 669.371521 2.060478929 0.001377839 37.25907369STPAEDDSPGDSQVK 14 165905589 2xTMT6plex [N-Term; K15] 1.188 1.142 1.408 4.372912884 57.4 0 1990.99695 2 996.0018921 -0.222195374 -0.000221195 23.71193336
IYCKPHFNQLFK 6 165905589 3xTMT6plex [N-Term; K4; K12]; 1xCarbamidomethyl [C3] 1.456 1.401 1.29 4.959650517 11.03 0 2282.308676 4 571.3328857 0.454324501 0.000259227 64.39610367
VGVLAASMEAK 10 165905589 2xTMT6plex [N-Term; K11]; 1xOxidation [M8] 0.927 1.052 0.961 3.340829372 49.08 0 1549.902386 2 767.454895 -3.231864393 -0.00247869 65.00458698ADQEEQIHPR 4 165905589 1xTMT6plex [N-Term] 0.445 0.748 4.01627779 47.97 0 1451.744021 3 484.585907 -0.5880601 -0.000284571 16.74992463AAEETNMEK 2 165905589 2xTMT6plex [N-Term; K9] 0.834 3.689823866 38.28 0 1480.771765 2 740.8893433 -0.239906359 -0.000177623 25.37341298

ETCVECQK 12 165905589 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C3; C6] 0.992 1.096 1.37 3.605304003 37.95 0 1511.759821 2 756.3830566 -0.651054973 -0.000492119 22.85298449
ELSVEEQIK 4 165905589 2xTMT6plex [N-Term; K9] 1.011 1.049 3.172241688 26.2 0 1532.893595 3 511.6352539 -1.556755967 -0.000795447 46.85081304ELSVEEQIKR 6 165905589 2xTMT6plex [N-Term; K9] 2.779 0.84 100 4.305014133 17.81 1 1688.994706 3 563.6698608 0.191533775 0.000107833 41.37779675SPPEALVQGR 6 165905589 1xTMT6plex [N-Term] 0.838 0.81 0.853 3.458749533 21.46 0 1282.731666 2 641.869873 0.626439474 0.000401777 32.61063556QQSPQEPK 4 165905589 2xTMT6plex [N-Term; K8] 0.827 1.018 2.986883163 25.39 0 1399.79455 2 700.401001 0.12557066 8.79E-05 18.23741376YQAAVSK 8 165905589 2xTMT6plex [N-Term; K7] 1.131 1.09 1.156 2.948209524 26.43 0 1224.735244 2 612.8708496 -0.670586769 -0.000410646 28.16854828LSETSIK 12 165905589 2xTMT6plex [N-Term; K7] 0.864 0.967 0.92 3.023756266 31.61 0 1235.761124 2 618.3840332 -0.270645955 -0.000167227 41.82331708ASSQQEK 6 165905589 2xTMT6plex [N-Term; K7] 0.852 0.819 0.82 2.765880823 30.25 0 1235.699587 2 618.3530273 -0.65431154 -0.000404266 17.02461597YYDEDEDEE 6 165905589 1xTMT6plex [N-Term] 1.488 0.871 1.764 2.657125711 42.06 0 1435.558631 2 718.2827148 -0.33301496 -0.000239031 24.85246579TVYPMER 13 165905589 1xTMT6plex [N-Term] 1.119 1.065 1.068 2.978395224 26.48 0 1124.597146 2 562.8024902 0.495687502 0.000278724 29.69213589GEPTQTK 6 165905589 2xTMT6plex [N-Term; K7] 0.844 0.865 0.833 2.127264261 24.83 0 1218.709423 2 609.8582153 -0.220713759 -0.000134493 17.71927524KQVENAK 5 165905589 3xTMT6plex [N-Term; K1; K7] 1.416 1.307 1.291 3.086076498 9.92 1 1503.946189 3 501.9876099 1.388128019 0.00069589 21.85976233LSETSIKDR 6 165905589 2xTMT6plex [N-Term; K7] 1.5 1.652 3.885419846 19.01 1 1506.889178 2 753.947998 -0.304386186 -0.000229338 31.31737125ASGGEIK 6 165905589 2xTMT6plex [N-Term; K7] 0.993 1.082 1.043 2.632692099 22.47 0 1119.677395 2 560.342041 -0.526284404 -0.000294634 22.48987074YNVPLNR 4 165905589 1xTMT6plex [N-Term] 1.081 1.034 2.576215744 19.34 0 1104.636309 2 552.8220825 0.524443256 0.00028966 33.05588996EDKPAETK 5 165905589 3xTMT6plex [N-Term; K3; K8] 0.727 0.921 0.911 2.095939159 0.42 0 1604.946248 3 535.6534424 -0.295499966 -0.000158087 22.70524139KGTLTVLK 2 165905589 3xTMT6plex [N-Term; K1; K8] 0.69 1.623351693 5.31 1 1547.049925 3 516.3551025 0.535798602 0.000276302 49.76299681KFQAPAR 8 165905589 2xTMT6plex [N-Term; K1] 1.186 1.017 0.974 2.828695297 4.71 1 1275.793762 3 425.9357605 -0.810159048 -0.000344532 25.86980768166158925 TYMP thymidine phosphorylase isoform 1 precursor 1890 NP_001107228.1 52.69709544 1 20 20 255 482 49.924 5.53 0.46 0.47 0.42 0.45 Significant 0.00115 EQEELLAPADGTVELVR 13 166158925 1xTMT6plex [N-Term] 0.352 0.424 0.32 5.428415775 47.66 0 2098.12293 2 1049.564453 -0.619601445 -0.00065 62.72228749VAAALTAMDKPLGR 8 166158925 2xTMT6plex [N-Term; K10] 0.407 0.432 0.424 5.700903893 41.79 0 1872.114109 3 624.7084961 -1.695595762 -0.001058116 65.55728379GMDLEETSVLTQALAQSGQQLEWPEAWR 18 166158925 1xTMT6plex [N-Term] 0.389 0.415 0.443 6.657455921 66.52 0 3402.683735 3 1134.892334 -6.255717114 -0.007095409 106.6514871GMDLEETSVLTQALAQSGQQLEWPEAWR 6 166158925 1xTMT6plex [N-Term]; 1xOxidation [M2] 100 5.948873043 35.34 0 3418.67865 3 1134.892334 -6.255717114 -0.007095409 106.6514871APFAAPSPFAELVLPPQQ 42 166158925 1xTMT6plex [N-Term] 0.446 0.422 0.413 4.641134262 39.46 0 2109.158193 2 1055.082031 -0.667176129 -0.00070359 103.6096074VSLVLAPALAACGCK 20 166158925 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C12; C14] 0.667 0.662 0.679 4.764043331 50.64 0 1988.143696 2 994.5767212 1.242476999 0.001235111 82.85224145

KLVEGLSALVVDVK 24 166158925 3xTMT6plex [N-Term; K1; K14] 0.485 0.484 0.585 7.121035576 44.38 1 2157.382552 3 719.7984619 -0.797145509 -0.000573249 95.32069111ALPLALVLHELGAGR 20 166158925 1xTMT6plex [N-Term] 0.402 0.39 0.522 7.003714085 75.26 0 1759.079155 3 587.031189 -0.08038039 -4.71E-05 106.9385325DVTATVDSLPLITASILSK 16 166158925 2xTMT6plex [N-Term; K19] 0.398 0.421 0.409 6.009668827 51.73 0 2402.415813 2 1201.709229 -1.928362578 -0.002316364 112.3060107VAAALDDGSALGR 14 166158925 1xTMT6plex [N-Term] 0.396 0.43 0.394 5.001469612 64.78 0 1444.795723 2 722.9015503 0.070145513 5.07E-05 47.18408893FGGAAVFPNQEQAR 20 166158925 1xTMT6plex [N-Term] 0.558 0.594 0.632 4.945394993 40.31 0 1720.896834 2 860.9514771 -0.671799968 -0.000578049 49.31922754LVEGLSALVVDVK 10 166158925 2xTMT6plex [N-Term; K13] 0.322 0.311 0.337 4.236649513 27.8 0 1800.124657 3 600.7144165 2.243723346 0.001346327 101.1515213MLAAQGVDPGLAR 4 166158925 1xTMT6plex [N-Term] 0.448 0.361 3.402787209 49.31 0 1527.851463 2 772.427002 0.225991559 0.000174448 38.44063875DGPALSGPQSR 4 166158925 1xTMT6plex [N-Term] 0.541 0.616 3.650943041 39.51 0 1313.701094 2 657.3540039 -0.276194868 -0.000181419 20.7909997MLAAQGVDPGLAR 6 166158925 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.367 0.427 0.394 2.571909666 62.15 0 1543.846378 2 772.427002 0.225991559 0.000174448 38.44063875ALCSGSPAER 6 166158925 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.679 0.574 0.377 3.495453358 38.6 0 1276.651701 2 638.8291016 -0.606935313 -0.000387422 21.2072492TLVGVGASLGLR 2 166158925 1xTMT6plex [N-Term] 0.574 3.262343407 29.15 0 1371.852115 2 686.428772 -1.347116549 -0.000924022 65.19423116GLGHTGGTLDK 2 166158925 2xTMT6plex [N-Term; K11] 0.342 3.394869328 24.3 0 1513.873862 3 505.2952576 -1.745855442 -0.000881002 29.05541619LSEADIR 5 166158925 1xTMT6plex [N-Term] 0.491 0.505 0.495 2.658885956 41.01 0 1032.58869 2 516.7974243 -1.082877624 -0.000559084 30.88858624QLPELIR 7 166158925 1xTMT6plex [N-Term] 1.433 0.785 0.329 2.586764336 30.93 0 1097.68801 2 549.3479004 0.468121402 0.000256926 51.80392196HSTGGVGDK 2 166158925 2xTMT6plex [N-Term; K9] 0.367 1.51731813 13.26 0 1315.737035 3 439.2501831 -0.789408192 -0.000346218 23.86595993VPMISGR 6 166158925 1xTMT6plex [N-Term] 0.397 0.388 0.367 2.774121284 18.15 0 988.5811025 2 494.7943726 0.370244977 0.000183009 38.30901611167466177 CDC27 cell division cycle protein 27 homolog isoform 1 996 NP_001107563.1 17.8313253 1 9 9 25 830 92.554 7.12 1.41 1.27 1.33 1.33 Significant 0.000919 TVLQEPVQAAIWQALNHYAYR 2 167466177 1xTMT6plex [N-Term] 2.452 1.424 36.55 0 2700.445935 3 900.8203125 0.166224398 0.000149627 103.7890498YSLNTDSSVSYIDSAVISPDTVPLGTGTSILSK 4 167466177 2xTMT6plex [N-Term; K33] 100 5.269304276 34.84 0 3846.031216 3 1282.670898 -8.599448534 -0.011024583 98.13340337
ALDINPQSSVLLCHIGVVQHALK 2 167466177 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C13] 1.104 5.442147732 16.69 0 2970.696302 4 743.4265137 -4.065586405 -0.003019406 86.36570162

AIQVDPNYAYAYTLLGHEFVLTEELDK 4 167466177 2xTMT6plex [N-Term; K27] 1.909 1.624 4.782647133 21.2 0 3570.877222 4 893.4759521 1.332068692 0.001189163 110.4426768LDSSIISEGK 4 167466177 2xTMT6plex [N-Term; K10] 1.508 1.051 4.216061115 36.48 0 1506.877945 2 753.94104 -2.08463591 -0.001570646 50.99812333DVALSVLSK 2 167466177 2xTMT6plex [N-Term; K9] 1.365 3.152252913 5.76 0 1389.871737 2 695.4395752 0.098218146 6.83E-05 65.38789949
GSECYQK 4 167466177 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.172 1.31 2.327540636 12.65 0 1329.687308 2 665.3469238 -0.553990209 -0.000368317 27.65291536

GHSCTTPQCK 1 167466177 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C4; C9] 1.352 2.101418018 0 1633.819067 3 545.2780151 0.260175784 0.000141693 21.1353225DAVFLAER 2 167466177 1xTMT6plex [N-Term] 0.859 2.793473721 14.88 0 1149.646539 2 575.3252563 -2.873330693 -0.001651657 43.21670558166706868 SYNPO2L synaptopodin 2-like protein isoform a 79933 NP_001107605.1 1.125895599 1 1 1 8 977 102.418 9.74 0.04 0.03 0.05 0.04 Significant 0.0202 AATTLDEPIWR 8 166706868 1xTMT6plex [N-Term] 0.044 0.033 0.047 2.87749815 16.51 0 1501.821209 2 751.4135742 -0.890447206 -0.000668646 78.24492266225703102 MFSD10 major facilitator superfamily domain-containing protein 10 10227 NP_001111.3 16.04395604 1 6 6 40 455 48.308 9.6 1.14 1.17 1.26 1.19 Significant 0.000917 DAADLLSPLALLR 18 225703102 1xTMT6plex [N-Term] 1.183 1.101 1.232 4.447074413 58.33 0 1596.952223 2 798.9782104 -1.928011069 -0.001539471 101.016289AHDPLYGSWQGGVDWFATAIGMPVEK 2 225703102 2xTMT6plex [N-Term; K26] 1.275 5.884631634 28.02 0 3290.670875 4 823.423645 0.569816368 0.00046877 106.0368281LSYPAQTLK 6 225703102 2xTMT6plex [N-Term; K9] 1.054 1.075 1.278 3.486149073 44.8 0 1478.898286 2 739.9512329 -2.094227653 -0.001548575 50.30107424RAPSIALGFR 4 225703102 1xTMT6plex [N-Term] 1.145 5.619791985 46.88 1 1316.80002 3 439.6040955 -1.736917536 -0.000762391 55.29769835GTVMGTLR 6 225703102 1xTMT6plex [N-Term] 1.074 1.181 2.318120718 29.57 0 1063.613131 2 532.3106079 0.760022878 0.000404185 32.95615427SLGALAR 4 225703102 1xTMT6plex [N-Term] 1.327 1.328 2.245970011 15.8 0 916.5777317 2 458.7923584 -0.318012444 -0.000145742 32.28061705
169790915 CPS1 carbamoyl-phosphate synthase [ammonia], mitochondrial isoform a precursor 1373 NP_001116105.1 9.960159363 1 10 13 56 1506 165.545 6.79 0.91 1.07 0.93 0.97 Significant 0.00268

TLGVDFIDVATK 6 169790915 2xTMT6plex [N-Term; K12] 1.08 1.008 1.093 4.975721359 67 0 1737.019858 2 869.0128784 -0.793125108 -0.000688837 80.76259119IEFEGQPVDFVDPNKQNLIAEVSTK 6 169790915 3xTMT6plex [N-Term; K15; K25] 1.611 1.221 4.241425037 40.33 1 3504.919311 3 1168.977661 -0.251247314 -0.000293534 89.89047482SIFSAVLDELK 8 169790915 2xTMT6plex [N-Term; K11] 0.828 1.273 1.024 4.62847805 52.99 0 1679.998394 3 560.6706543 -0.586047807 -0.000328186 108.8069105TAVDSGIPLLTNFQVTK 2 169790915 2xTMT6plex [N-Term; K17] 1.015 3.077438354 18.14 0 2262.310954 3 754.7723389 -3.75320131 -0.002830303 88.97893145ATGYPLAFIAAK 2 169790915 2xTMT6plex [N-Term; K12] 1.351 2.764475822 20.95 0 1681.008899 2 841.0058594 -2.651526712 -0.00222862 81.69875203IAPSFAVESIEDALK 2 169790915 2xTMT6plex [N-Term; K15] 0.877 3.837279081 28.97 0 2048.167979 3 683.3930054 -1.716488469 -0.001171886 102.6606111EIEYEVVR 4 169790915 1xTMT6plex [N-Term] 1.298 1.09 3.614817619 42.14 0 1265.693883 2 633.3504639 -0.183548035 -0.000116158 49.91046095VPAIYGVDTR 4 169790915 1xTMT6plex [N-Term] 1.064 0.925 3.14281559 17.33 0 1319.752067 2 660.3799438 0.412248123 0.000272033 58.70068731LFAEAVQK 3 169790915 2xTMT6plex [N-Term; K8] 0.902 0.884 3.047459126 22.85 0 1363.834958 2 682.421814 1.021699642 0.000696715 54.49090593ELSEPSSTR 6 169790915 1xTMT6plex [N-Term] 0.812 1.384 0.877 2.850510597 21.19 0 1234.647661 2 617.8273315 -0.222747 -0.000137507 19.88115419EWPSNLDLR 2 169790915 1xTMT6plex [N-Term] 0.99 3.05203104 11.44 0 1358.726581 2 679.8662109 -1.056330994 -0.000717632 56.39373895SFPFVSK 5 169790915 2xTMT6plex [N-Term; K7] 1.258 1.327 1.058 2.567848444 33.55 0 1269.76073 2 635.3847046 1.104286543 0.00070109 61.72779621SSALASK 6 169790915 2xTMT6plex [N-Term; K7] 0.927 1.046 0.978 2.085587025 14.6 0 1121.693045 2 561.3503418 0.322934828 0.000181117 37.92767562170763500 SET protein SET isoform 1 6418 NP_001116293.1 51.37931034 1 3 14 183 290 33.469 4.32 0.88 0.93 0.93 0.91 Significant 0.000333 IPNFWVTTFVNHPQVSALLGEEDEEALHYLTR 10 170763500 1xTMT6plex [N-Term] 0.962 1.025 1.199 9.718476295 55.37 0 3955.022768 4 989.5101929 -0.967434538 -0.000956556 112.2091654EQQEAIEHIDEVQNEIDRLNEQASEEILK 6 170763500 2xTMT6plex [N-Term; K29] 0.948 0.876 8.796232224 34.15 1 3907.992539 4 977.7519531 -1.677641381 -0.001639052 91.72046093EQQEAIEHIDEVQNEIDR 12 170763500 1xTMT6plex [N-Term] 0.693 0.491 0.533 7.009872913 50.33 0 2424.184026 3 808.7325439 -0.390871341 -0.000315848 62.85819131LNEQASEEILKVEQK 8 170763500 3xTMT6plex [N-Term; K11; K15] 1.322 1.506 5.096176624 30.06 1 2445.416765 3 815.8078003 -3.237751211 -0.002639217 65.16011523LNEQASEEILK 22 170763500 2xTMT6plex [N-Term; K11] 0.67 0.741 0.644 5.219414234 59.17 0 1731.989286 2 866.4984131 0.152167151 0.000131776 53.05846902IDFYFDENPYFENK 44 170763500 2xTMT6plex [N-Term; K14] 0.966 1.055 1.01 4.526577473 48.66 0 2299.132321 2 1150.066772 -2.632701071 -0.003026464 84.53762923EFHLNESGDPSSK 28 170763500 2xTMT6plex [N-Term; K13] 0.909 0.969 0.898 5.964994431 48.54 0 1904.975427 3 635.6636963 0.582079523 0.000369616 38.60260663EQQEAIEHIDEVQNEIDRLNEQASEEILKVEQK 2 170763500 3xTMT6plex [N-Term; K29; K33] 1.174 5.55760479 0.81 2 4621.420018 5 925.0901489 0.350543534 0.000324002 97.246256VEVTEFEDIK 16 170763500 2xTMT6plex [N-Term; K10] 0.934 0.94 1.032 4.446699619 58.3 0 1666.930374 2 833.9683838 -0.529855289 -0.000441616 65.34273475KPRPPPALGPEETSASAGLPK 5 170763500 3xTMT6plex [N-Term; K1; K21] 0.86 0.723 0.793 5.918807983 12.07 0 2787.633575 4 697.6635742 -0.397349569 -0.000276916 50.13840489KGEKEQQEAIEHIDEVQNEIDR 4 170763500 3xTMT6plex [N-Term; K1; K4] 0.935 1.255 5.613581181 2 3324.763873 4 831.946106 -0.384629382 -0.0003197 53.83964027QSPLPPQK 12 170763500 2xTMT6plex [N-Term; K8] 0.883 0.852 0.742 3.037801743 27.08 0 1352.830207 2 676.9177856 -1.413467062 -0.00095609 33.98060971RSELIAK 4 170763500 2xTMT6plex [N-Term; K7] 1.122 1.119 3.518624544 18.36 1 1274.819642 3 425.6115112 0.265332754 0.00011275 29.37681721SSQTQNK 10 170763500 2xTMT6plex [N-Term; K7] 0.912 0.885 0.91 3.197486162 26.74 0 1250.710486 2 625.8586426 -0.381458184 -0.000238547 18.24922937
170763508 GTF3C5 general transcription factor 3C polypeptide 5 isoform 1 9328 NP_001116295.1 12.35741445 1 5 5 22 526 60.331 7.08 1.09 0.97 1.19 1.08 Significant 0.00343 EAFFHQELPLYIPPPIFSR 8 170763508 1xTMT6plex [N-Term] 1.192 0.713 1.361 6.31743145 37.06 0 2530.369583 3 844.1263428 -2.01851924 -0.001702533 101.354188FQGMSDFQYLAVHTEAGGK 2 170763508 2xTMT6plex [N-Term; K19] 1.222 4.816069603 29.01 0 2544.295715 3 848.7706909 0.709305878 0.000601561 74.31137135STYNYSLPITVK 4 170763508 2xTMT6plex [N-Term; K12] 1.112 0.985 2.881058455 10.61 0 1844.056972 3 615.3573608 0.302392789 0.000185877 67.71169673IYADPTK 2 170763508 2xTMT6plex [N-Term; K7] 1.162 2.665455818 19.31 0 1265.75056 2 633.3793945 0.752804329 0.000476431 34.98456593IYQVLDFR 6 170763508 1xTMT6plex [N-Term] 0.961 0.934 1.177 2.605510712 16.78 0 1282.735689 2 641.8709717 -0.796719569 -0.00051099 71.50581997183603929 PPP6C serine/threonine-protein phosphatase 6 catalytic subunit isoform a 5537 NP_001116827.1 33.04093567 1 10 10 46 342 38.921 6.18 1.01 1.12 1.11 1.08 Significant 0.00106

APLDLDKYVEIAR 2 183603929 2xTMT6plex [N-Term; K7] 2.104 1.511 9 1 1961.147184 3 654.3848877 -3.606936859 -0.002357911 73.21758002
QITQVYGFYDECQTK 2 183603929 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 0.983 3.218438387 32.12 0 2338.178954 3 780.0622559 -2.882491891 -0.002246594 59.64349123

LVTVWSAPNYCYR 4 183603929 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.444 1.152 3.942527056 16.41 0 1857.951906 2 929.475647 -4.24585516 -0.003944297 68.67188483VTNEFVHINNLK 6 183603929 2xTMT6plex [N-Term; K12] 1.063 0.913 1.153 4.137898922 31.59 0 1886.090003 3 629.368042 -0.228182874 -0.000143458 60.59567881GAGWLFGAK 6 183603929 2xTMT6plex [N-Term; K9] 1.188 1.027 1.295 3.921816587 37.31 0 1364.809078 2 682.9066772 -2.197858925 -0.001499829 68.27552251TGGQVPDTNYIFMGDFVDR 8 183603929 1xTMT6plex [N-Term] 1.24 1.05 1.025 3.572102547 34.05 0 2361.138262 2 1181.070801 -1.667474355 -0.001968569 78.16614929AHQLVHEGYK 2 183603929 2xTMT6plex [N-Term; K10] 1.306 3.171977758 25.15 0 1639.932046 4 410.7383118 -0.38346082 -0.000157212 22.1488584YLPENDLK 6 183603929 2xTMT6plex [N-Term; K8] 0.947 0.889 0.85 2.321684599 27.69 0 1449.835352 2 725.4205933 -0.994482967 -0.000720918 49.28115922NQEIPHK 6 183603929 2xTMT6plex [N-Term; K7] 1.017 1.058 1.073 2.66099143 17 0 1323.778506 3 441.9309692 -0.114199736 -5.04E-05 31.78481015TTTPYFL 4 183603929 1xTMT6plex [N-Term] 0.981 1.131 2.216170549 22.26 0 1071.592379 2 536.2988892 -1.751514592 -0.000938455 65.12668695183076548 HIST2H3D histone H3.2 653604 NP_001116847.1 52.94117647 1 1 7 310 136 15.379 11.27 1.86 1.92 1.88 1.89 Significant 0.0000874 KSAPATGGVK 16 183076548 3xTMT6plex [N-Term; K1; K10] 4.949 6.219 5.075 4.645149231 39.75 1 1603.014603 2 802.0091553 -2.226188782 -0.001784307 24.54634151
FQSSAVMALQEASEAYLVGLFEDTNLCAIHAK 14 183076548 2xTMT6plex [N-Term; K32]; 1xOxidation [M7]; 1xCarbamidomethyl [C27] 2.195 2.101 2.144 7.055612087 38.87 0 3988.023646 5 795.2128906 1.665656381 0.001323207 112.7654778
FQSSAVMALQEASEAYLVGLFEDTNLCAIHAK 20 183076548 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C27] 1.999 1.541 1.733 8.53582859 62.68 0 3972.028731 5 795.2128906 1.665656381 0.001323207 112.7654778

SAPATGGVK 30 183076548 2xTMT6plex [N-Term; K9] 2.783 2.758 2.682 3.298723698 60.03 0 1245.756708 2 623.3814697 -0.838644391 -0.000522373 110.2909685YRPGTVALR 82 183076548 1xTMT6plex [N-Term] 1.441 1.622 1.573 5.052287579 39.21 0 1261.757821 3 421.2585754 2.656546528 0.001117306 29.08980249EIAQDFK 90 183076548 2xTMT6plex [N-Term; K7] 1.767 1.706 1.662 3.07290411 35.93 0 1308.756373 2 654.8804932 -2.035139564 -0.001331751 41.98613268STELLIR 49 183076548 1xTMT6plex [N-Term] 1.73 1.901 1.774 2.711582899 36.61 0 1060.656376 2 530.8305664 -2.37553609 -0.001259814 40.88925852RVTIMPK 9 183076548 2xTMT6plex [N-Term; K7] 1.478 2.01 1.741 3.194246054 13.04 1 1302.833184 3 434.9491577 -0.202570423 -8.80E-05 35.2273001183227678 PARK7 protein deglycase DJ-1 11315 NP_001116849.1 81.48148148 1 16 16 307 189 19.878 6.79 0.86 0.9 0.87 0.88 Significant 0.000188 KGLIAAICAGPTALLAHEIGFGSK 8 183227678 3xTMT6plex [N-Term; K1; K24]; 1xCarbamidomethyl [C8] 1.195 1.336 1.656 9.185253143 60.74 1 3082.805408 4 771.4546509 -2.800820432 -0.002158596 101.8908757
EGPYDVVVLPGGNLGAQNLSESAAVK 30 183227678 2xTMT6plex [N-Term; K26] 0.85 0.9 0.824 5.366425991 67.76 0 3042.651185 3 1014.888428 -0.149720374 -0.000151849 78.91015247KEGPYDVVVLPGGNLGAQNLSESAAVK 6 183227678 3xTMT6plex [N-Term; K1; K27] 0.8 0.997 0.967 4.538613796 15.58 1 3399.90908 3 1133.973755 -0.696801446 -0.000789687 75.77859351

GLIAAICAGPTALLAHEIGFGSK 26 183227678 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C7] 0.971 1.014 0.956 8.357427597 86.37 0 2725.547513 3 909.1865845 -0.848597216 -0.000770964 109.7458493
GAEEMETVIPVDVMR 31 183227678 1xTMT6plex [N-Term]; 1xOxidation [M] 0.793 0.913 0.796 3.901369572 57.56 0 1920.960816 2 952.9881592 1.648932075 0.00157058 72.82081696GAEEMETVIPVDVMR 52 183227678 1xTMT6plex [N-Term] 0.876 0.938 4.977591515 59.53 0 1904.965901 2 952.9881592 1.648932075 0.00157058 72.82081696DVVICPDASLEDAK 26 183227678 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 0.646 0.64 0.649 4.753548145 61.14 0 1990.056714 2 995.5308838 -1.116989209 -0.001111436 57.14326518

GPGTSFEFALAIVEALNGK 4 183227678 2xTMT6plex [N-Term; K19] 100 0.802 4.057857037 27.92 0 2379.332418 3 793.7818604 -0.584258552 -0.000463382 113.3238006
DVVICPDASLEDAKK 24 183227678 3xTMT6plex [N-Term; K14; K15]; 1xCarbamidomethyl [C5] 1.098 1.105 1.139 5.241549015 34.52 1 2347.314609 2 1174.161377 0.369995674 0.000434248 57.79785501

VTVAGLAGK 20 183227678 2xTMT6plex [N-Term; K9] 0.782 0.8 0.802 4.092472553 51.8 0 1273.824393 2 637.4157104 -0.195428478 -0.000124471 52.73891107
VTVAGLAGKDPVQCSR 6 183227678 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C14] 1.563 1.392 1.49 4.846498966 16.68 1 2116.194879 3 706.0671387 -3.788065293 -0.002672095 49.92100101

EILKEQENR 12 183227678 2xTMT6plex [N-Term; K4] 1.463 1.494 1.718 3.209299088 33.42 1 1616.937191 2 808.9718018 -0.534364835 -0.000432017 29.77738994ALVILAK 14 183227678 2xTMT6plex [N-Term; K7] 0.94 0.953 0.955 3.451784134 42.77 0 1185.833501 2 593.420166 -0.376114142 -0.000223004 67.87232071DGLILTSR 8 183227678 1xTMT6plex [N-Term] 0.74 0.734 0.731 2.938007116 40.97 0 1103.662189 2 552.3343506 -0.693054571 -0.000382449 39.74069405EVAAQVK 12 183227678 2xTMT6plex [N-Term; K7] 0.861 0.949 0.912 3.316653013 40.18 0 1202.750894 2 601.8789063 -0.297709195 -0.000179035 29.65445473VTTHPLAK 22 183227678 2xTMT6plex [N-Term; K8] 0.779 1.056 2.770724535 17.4 0 1324.835292 3 442.2828064 -1.076594619 -0.000475437 119.7519927DPVQCSR 6 183227678 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.828 0.801 0.776 2.340770245 36.77 0 1090.551259 2 545.7792969 0.053184112 2.90E-05 16.2412456934577063 ADSS adenylosuccinate synthetase isozyme 2 159 NP_001117.2 41.44736842 1 14 16 147 456 50.066 6.55 0.96 1.04 1.08 1.03 Significant 0.00118 DGVYFLYEALHGPPK 16 34577063 2xTMT6plex [N-Term; K15] 0.651 0.709 0.737 5.582610607 46.38 0 2164.184297 3 722.06604 -0.337518765 -0.000243484 91.06287202VVDLLAQDADIVCR 20 34577063 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.043 1.211 1.104 5.309435368 70.12 0 1815.9836 2 908.494751 -0.756926921 -0.000687283 82.26071576VGIGAFPTEQDNEIGELLQTR 5 34577063 1xTMT6plex [N-Term] 0.965 0.712 1.008 4.407236099 31.65 0 2516.319397 3 839.4428101 -2.193872616 -0.001840161 86.7130996FIEDELQIPVK 28 34577063 2xTMT6plex [N-Term; K11] 1.021 1.099 1.156 3.540708542 59.08 0 1789.051158 2 895.0278931 -1.480392093 -0.001324249 80.877933LDGEIIPHIPANQEVLNK 12 34577063 2xTMT6plex [N-Term; K18] 0.962 0.841 0.903 4.287339687 39.45 0 2458.40698 3 820.1401367 -0.456764791 -0.000374305 73.19608716MCDLVSDFDGFSER 8 34577063 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.997 1.122 1.291 4.659564018 43.92 0 1906.851265 2 953.9276733 -1.675542488 -0.001597505 76.22661012
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AHIVFDFHQAADGIQEQQR 12 34577063 1xTMT6plex [N-Term] 0.941 1.054 1.285 6.753993988 44.36 0 2439.236671 4 610.5634766 -1.883617959 -0.001148647 52.93312323LDILDMFTEIK 6 34577063 2xTMT6plex [N-Term; K11] 0.387 0.768 0.989 4.070126057 46.7 0 1796.02798 2 898.5169067 -0.803374699 -0.000721442 112.5922308VTVVLGAQWGDEGK 1 34577063 2xTMT6plex [N-Term; K14] 1.104 5.22 0 1917.084583 2 959.0463257 0.412823302 0.000395709 69.83186179GIGPVYSSK 6 34577063 2xTMT6plex [N-Term; K9] 0.946 1.12 0.991 3.48687911 41.92 0 1365.814222 2 683.4111328 0.561265938 0.000383293 40.33505583TLPGWNTDISNAR 8 34577063 1xTMT6plex [N-Term] 1.129 1.105 0.955 4.222072601 42.99 0 1673.880849 2 837.4379272 -7.331034236 -0.006135639 53.61533243KGIGPVYSSK 2 34577063 3xTMT6plex [N-Term; K1; K10] 1.083 2.892525196 4.71 1 1723.072117 3 575.0285645 -0.56716757 -0.000325757 40.89941738EFGVTTGR 7 34577063 1xTMT6plex [N-Term] 0.79 1.142 1.245 2.294821262 24.39 0 1095.599589 2 548.3027954 -1.163755171 -0.000637505 41.09298361GLEGWEK 6 34577063 2xTMT6plex [N-Term; K7] 1.227 1.029 1.123 2.685362339 38.57 0 1276.730158 2 638.8684082 -0.484600247 -0.000309352 48.00730365VLANQYK 6 34577063 2xTMT6plex [N-Term; K7] 0.995 1.055 1.232 2.983141422 32.19 0 1293.793093 2 647.3996582 -0.814128438 -0.000526657 36.4491414ESMIQLF 4 34577063 1xTMT6plex [N-Term] 1 0.941 2.165468931 36.41 0 1096.590998 2 548.7994385 0.548913064 0.000300967 80.31884987260436862 AP1B1 AP-1 complex subunit beta-1 isoform a 162 NP_001118.3 45.52160169 1 20 40 311 949 104.54 5.06 1.06 1.05 0.98 1.03 Significant 0.000596 LHDINAQLVEDQGFLDTLK 4 260436862 2xTMT6plex [N-Term; K19] 1.036 0.832 7.06641674 38.33 0 2627.444487 3 876.484436 -2.181806146 -0.001910858 83.1276003NVEGQDMLYQSLK 20 260436862 2xTMT6plex [N-Term; K13] 1.111 1.147 1.241 4.44454813 51.35 0 1983.062133 2 992.0333862 -1.329988112 -0.001318725 60.85363074
DVSALFPDVVNCMQTDNLELK 14 260436862 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C12] 1.115 1.069 0.997 5.082992554 74.23 0 2866.473087 3 956.1634521 0.947598401 0.000905422 97.16740018

MEPLNNLQVAVK 12 260436862 2xTMT6plex [N-Term; K12] 0.995 1.065 1.11 4.652045727 51.55 0 1814.061011 3 605.3584595 -0.102550041 -6.20E-05 67.90923243VNYVVQEAIVVIK 12 260436862 2xTMT6plex [N-Term; K13] 0.696 0.806 0.682 4.84824419 54.67 0 1932.193406 2 966.6003418 0.000752383 7.27E-07 96.6309241
KYPNKYESVIATLCENLDSLDEPEAR 6 260436862 3xTMT6plex [N-Term; K1; K5]; 1xCarbamidomethyl [C14] 0.818 1.045 1.044 8.673933983 25.3 2 3741.961252 4 936.2445068 -1.350795989 -0.001263657 91.7784547

DCPLNAEAASSK 8 260436862 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 0.933 0.863 1.116 5.248410702 57.17 0 1720.894006 2 860.9489136 -2.007800336 -0.001727606 34.42703796
LSHANSAVVLSAVK 6 260436862 2xTMT6plex [N-Term; K14] 0.663 0.675 0.655 5.329797268 32.42 0 1854.121303 3 618.7109375 -1.641731851 -0.001014657 51.82132172LASQANIAQVLAELK 40 260436862 2xTMT6plex [N-Term; K15] 1.316 1.242 1.032 6.244424343 58.57 0 2027.226496 2 1014.117859 0.959282764 0.000972342 103.7498522APEVSQHVYQAYETILK 4 260436862 2xTMT6plex [N-Term; K17] 1.123 0.958 5.812082291 41.86 0 2434.338232 3 812.1166382 -1.179079875 -0.00095676 74.01779733LQSSNIFTVAK 8 260436862 2xTMT6plex [N-Term; K11] 1.442 0.904 1.257 5.136528492 75.79 0 1665.993978 2 833.5001221 -0.606256318 -0.00050501 71.56804025LAPPLVTLLSAEPELQYVALR 12 260436862 1xTMT6plex [N-Term] 0.854 0.839 0.923 6.477894783 49.88 0 2522.479527 3 841.4975586 -0.556761209 -0.00046814 112.8432937EYATEVDVDFVR 12 260436862 1xTMT6plex [N-Term] 1.139 1.193 1.077 4.793572426 53.53 0 1671.842732 2 836.423584 -1.699287376 -0.001420471 65.09856419DIPNENEAQFQIR 8 260436862 1xTMT6plex [N-Term] 1.218 1.099 1.185 4.511884212 53.89 0 1802.923442 2 901.9658203 0.511305682 0.000460923 46.74048666KPTETQELVQQVLSLATQDSDNPDLR 2 260436862 2xTMT6plex [N-Term; K1] 0.955 4.568221569 9.36 0 3383.805848 4 846.706543 -0.445059518 -0.000376499 106.636297LLSTDPVAAK 6 260436862 2xTMT6plex [N-Term; K10] 0.91 1.012 1.137 4.873425961 51.86 0 1472.908851 2 736.9590454 1.332866125 0.000981595 56.05211472GLEISGTFTR 6 260436862 1xTMT6plex [N-Term] 0.816 0.889 1.279 3.850307941 48.83 0 1309.731332 2 655.3684692 -1.2748366 -0.000834847 47.90907002AAMIWIVGEYAER 2 260436862 1xTMT6plex [N-Term] 1.197 3.444020748 31.43 0 1737.919543 3 579.9783936 0.624035829 0.000361508 88.02138373ITEYLCEPLR 6 260436862 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.018 1.072 1 3.596266747 32.89 0 1522.813681 2 761.9096069 -1.145224024 -0.000871981 62.78899054DLDYYGTLLK 10 260436862 2xTMT6plex [N-Term; K10] 0.785 0.929 0.897 4.299384594 55.33 0 1658.940545 2 829.9735107 -0.482311212 -0.000400063 76.78265878

YPNKYESVIATLCENLDSLDEPEAR 7 260436862 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C13] 0.727 0.82 4.648129463 17.36 1 3384.703357 3 1128.904297 -1.483070884 -0.001673252 100.7827834
KTAAVCVAK 10 260436862 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C6] 1.232 1.352 1.245 5.316455841 41.26 1 1635.023059 2 818.0134888 -2.05388598 -0.001679075 34.42107029

APEVSQHVYQAYETILKN 5 260436862 2xTMT6plex [N-Term; K17] 2.017 1.56 1.205 4.556466103 24.41 1 2548.381159 3 850.1333008 1.644233531 0.001396711 73.43986699KVIASMTVGK 4 260436862 3xTMT6plex [N-Term; K1; K10] 1.347 1.239 4.357143879 31.82 1 1721.096224 3 574.3692627 -1.736581617 -0.000996275 50.82510144DCEDPNPLIR 10 260436862 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.969 0.9 1.209 3.498884201 29.85 0 1457.725594 2 729.3652954 -1.564272244 -0.00114014 33.77631587
TAAVCVAK 4 260436862 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.02 0.966 3.419257402 34.52 0 1277.765164 2 639.385498 -1.130596052 -0.000722318 33.14891096
NINLIVQK 9 260436862 2xTMT6plex [N-Term; K8] 1.172 1.027 1.045 3.607865334 37.44 0 1399.903706 2 700.4573364 2.635975279 0.001845056 70.02999619EAQSICER 6 260436862 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.967 1.061 1.029 3.105932713 32.65 0 1221.609502 2 611.3079834 -0.66471579 -0.000406012 17.32924104YNDPIYVK 8 260436862 2xTMT6plex [N-Term; K8] 1.174 1.037 1.127 3.016384125 30.13 0 1469.840437 2 735.4234009 -0.620477002 -0.000456001 46.91098944QMFLATWK 6 260436862 2xTMT6plex [N-Term; K8] 0.838 0.805 0.849 2.875760794 19.1 0 1482.854313 2 741.9295654 -1.658214569 -0.001229445 73.90092297KGEIFELK 10 260436862 3xTMT6plex [N-Term; K1; K8] 1.378 1.363 1.147 3.042732954 10.28 1 1651.039755 3 551.0181885 0.15597425 8.58E-05 56.71246094AVWLPAMK 6 260436862 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.162 0.985 1.206 2.053119898 30.17 0 1389.83285 2 695.4188843 -1.696538769 -0.001178953 58.22411315VEQSAER 6 260436862 1xTMT6plex [N-Term] 1.107 1.163 1.251 2.771362782 34.96 0 1047.563204 2 524.2852173 -0.043662938 -2.29E-05 15.32083827GEIFELK 4 260436862 2xTMT6plex [N-Term; K7] 0.988 1.227 2.569304705 19.32 0 1293.78186 2 647.3952026 0.980809422 0.000634477 61.7492076FMEMLSK 6 260436862 2xTMT6plex [N-Term; K7] 0.835 0.762 0.558 2.993905306 31.4 0 1343.746737 2 672.3770752 0.102110481 6.86E-05 71.39425398AELNSDKK 4 260436862 3xTMT6plex [N-Term; K7; K8] 1.366 1.313 1.216 2.331365585 0.37 1 1591.962233 3 531.3252563 -0.638706755 -0.000338932 26.42828722AVWLPAMK 2 260436862 2xTMT6plex [N-Term; K8] 1.169 2.457471848 6.73 0 1373.837935 2 695.4188843 -1.696538769 -0.001178953 58.22411315DEDPYVR 2 260436862 1xTMT6plex [N-Term] 0.865 2.487116575 21.78 0 1122.562869 2 561.7853394 0.474602316 0.000266385 20.33629896VDKITEYLCEPLRK 1 260436862 3xTMT6plex [N-Term; K3; K14]; 1xCarbamidomethyl [C9] 1.205 2.727567673 2 2451.424828 3 817.809082 -4.950225726 -0.004045035 72.4668991

LVYLYLMNYAK 1 260436862 2xTMT6plex [N-Term; K11] 1.062 2.194263458 0 1849.069785 3 617.026123 -3.228185017 -0.001989713 103.5475447
CVSTLLDLIQTK 2 260436862 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C1] 0.699 2.005675793 8.39 0 1849.086892 3 617.0342407 0.690642487 0.000425686 100.5736826

186928860 SLC25A19 mitochondrial thiamine pyrophosphate carrier 60386 NP_001119594.1 9.0625 1 3 3 21 320 35.488 9.55 1.08 0.85 1.06 1 Significant 0.0054 SEGPQVFYK 6 186928860 2xTMT6plex [N-Term; K9] 1.066 0.793 1.227 3.327163935 35.03 0 1512.846251 2 756.9257202 -1.379492669 -0.00104348 46.18735448LQVGGFEHAR 4 186928860 1xTMT6plex [N-Term] 0.819 3.811973095 21.57 0 1342.742899 3 448.2527466 0.586244838 0.000262392 33.69828171TLTYPLDLFK 11 186928860 2xTMT6plex [N-Term; K10] 1.092 0.949 0.924 2.850570917 17.01 0 1668.997666 2 835.006958 5.376535754 0.004486713 92.44344309
187169264 GINS3 DNA replication complex GINS protein PSF3 isoform a 64785 NP_001119601.1 3.529411765 1 1 1 6 255 28.756 5.24 1.24 1.43 1.54 1.41 Significant 0.00388

LELPLWLAK 6 187169264 2xTMT6plex [N-Term; K9] 1.244 1.43 1.542 3.296415567 53.67 0 1540.986707 2 770.9962769 -0.928209864 -0.00071518 102.8454698
187608446 PIGG GPI ethanolamine phosphate transferase 2 isoform 1 54872 NP_001120650.1 2.238046796 1 2 2 12 983 108.103 7.15 0.97 1.26 1.22 1.15 Significant 0.00617 ALMTGSLPGFVDVIR 6 187608446 1xTMT6plex [N-Term] 1.192 1.016 0.919 4.571051121 37.02 0 1805.019257 3 602.3448486 0.407623595 0.000245256 92.46333434QYLDALK 6 187608446 2xTMT6plex [N-Term; K7] 0.917 1.284 1.253 3.275018692 24.93 0 1308.792759 2 654.8988037 -1.855089821 -0.001213964 41.35025243187761324 SHTN1 shootin-1 isoform a 57698 NP_001120683.1 15.84786054 1 9 9 35 631 71.596 5.33 0.89 0.9 0.89 0.89 Significant 0.0000139 QAEPVVVLDPVSTHEPQTK 2 187761324 2xTMT6plex [N-Term; K19] 0.979 3.605382204 41.69 0 2532.407374 3 844.807251 -0.068709448 -5.80E-05 55.50887263SLDPENSETELER 6 187761324 1xTMT6plex [N-Term] 0.86 0.836 0.892 4.120155811 44.57 0 1747.854753 2 874.4314575 0.506340164 0.000442505 34.44607107ILAIELENLK 8 187761324 2xTMT6plex [N-Term; K10] 0.793 0.932 0.941 3.286928654 43.15 0 1614.024215 3 538.6796265 0.068824575 3.70E-05 90.18670035

GCESAVDELK 6 187761324 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.432 0.841 1.179 3.579938889 42.05 0 1565.824529 2 783.4151001 -1.025462724 -0.000802847 39.03676812TVLNSEVLEQR 4 187761324 1xTMT6plex [N-Term] 0.831 0.853 3.511954784 43.75 0 1516.853237 2 758.9289551 -1.716661629 -0.001301962 56.87192551DQIVSVQEEK 2 187761324 2xTMT6plex [N-Term; K10] 0.796 3.395913363 11.27 0 1632.920872 2 816.9628296 -1.524611728 -0.001244785 40.72508728LTQQLEEER 4 187761324 1xTMT6plex [N-Term] 1.299 0.748 3.713498592 39.68 0 1374.742624 2 687.8747559 -0.283210285 -0.000194671 35.86981169EQAIGEYEDLR 2 187761324 1xTMT6plex [N-Term] 0.966 4.468175411 47.34 0 1551.785217 2 776.3945313 -2.211369177 -0.001715785 41.54384369KLEEFQK 1 187761324 3xTMT6plex [N-Term; K1; K7] 1.108 2.074566841 1 1608.992804 3 537.0029907 1.003384207 0.000538146 43.73101473187960037 CBX1 chromobox protein homolog 1 10951 NP_001120700.1 50.27027027 1 7 8 123 185 21.405 4.93 1.13 1.14 1.18 1.15 Significant 0.000176
IIGATDSSGELMFLMK 10 187960037 2xTMT6plex [N-Term; K16]; 2xOxidation [M12; M15] 1.464 1.648 1.482 5.031532288 56.3 0 2203.175449 2 1094.09436 0.416011898 0.000454947 84.28779647
IIGATDSSGELMFLMK 21 187960037 2xTMT6plex [N-Term; K16]; 1xOxidation [M] 0.947 1.467 1.348 4.92462492 80.84 0 2187.180534 2 1094.09436 0.416011898 0.000454947 84.28779647IIGATDSSGELMFLMK 33 187960037 2xTMT6plex [N-Term; K16] 1.308 1.329 1.349 5.337835789 70.68 0 2171.185619 2 1094.09436 0.416011898 0.000454947 84.28779647KVEEVLEEEEEEYVVEK 18 187960037 3xTMT6plex [N-Term; K1; K17] 1.182 1.167 1.135 6.892324448 35.74 1 2796.500948 3 932.8390503 0.589822402 0.000549813 73.17208817

GFSDEDNTWEPEENLDCPDLIAEFLQSQK 14 187960037 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C17] 1.243 1.318 1.278 5.135658264 41.28 0 3884.8213 4 971.9608154 0.03400639 3.30E-05 109.1828393
NSDEADLVPAK 6 187960037 2xTMT6plex [N-Term; K11] 1.172 0.886 1.184 3.123668194 32.01 0 1616.889572 2 808.9476929 -0.904754312 -0.000731444 40.26443825TAHETDKSEGGK 6 187960037 3xTMT6plex [N-Term; K7; K12] 1.306 1.192 4.52032423 11.15 1 1947.07503 4 487.5243225 0.220771699 0.000107465 16.94774274GKVEYLLK 8 187960037 3xTMT6plex [N-Term; K2; K8] 1.128 1.143 1.341 3.554298401 26.21 1 1637.06049 2 819.0337524 -0.159955719 -0.000130929 59.01584372VEEVLEEEEEEYVVEK 1 187960037 2xTMT6plex [N-Term; K16] 1.075 2.972218037 0 2439.243053 3 813.7531128 0.710014897 0.0005773 77.63027239TAHETDK 6 187960037 2xTMT6plex [N-Term; K7] 0.957 1.08 0.966 3.202373505 19.62 0 1259.699587 3 420.5713196 -0.143772188 -6.04E-05 15.12411429

188035867 MED18 mediator of RNA polymerase II transcription subunit 18 54797 NP_001120822.1 16.82692308 1 2 2 10 208 23.647 6.54 1.28 1.37 1.32 1.32 Significant 0.000387
GLCDNMEPETFLDHEMVFLLK 6 188035867 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C3] 1.281 1.846 1.209 5.08872509 29.46 0 2996.497193 3 999.5054932 1.579521649 0.001577677 108.7186766

NFAEQLKPLVHLEK 4 188035867 3xTMT6plex [N-Term; K7; K14] 1.209 1.397 4.606393337 20.44 0 2353.421063 4 589.111145 0.716929984 0.00042181 74.35505262
188536092 DFNA5 non-syndromic hearing impairment protein 5 isoform a 1687 NP_001120925.1 42.33870968 1 16 16 103 496 54.52 5.17 0.98 1.13 1.01 1.04 Significant 0.00194

ALSDDGVSDLEDPTLTPLKDTER 8 188536092 2xTMT6plex [N-Term; K19] 0.938 1.013 6.130539894 36.63 1 2945.535547 3 982.5151978 -1.52996228 -0.001502186 66.78303692FANHVSGTLETALGK 6 188536092 2xTMT6plex [N-Term; K15] 0.852 0.818 0.902 5.576142788 34.45 0 2003.132596 3 668.3824463 0.094605414 6.32E-05 61.28591139EFAFIDMPDAAHGISSQDGPLSVLK 6 188536092 2xTMT6plex [N-Term; K25] 1.294 1.259 100 7.243106365 61.83 0 3103.617443 3 1040.543579 1.226589797 0.001275495 95.68015305EFAFIDMPDAAHGISSQDGPLSVLK 2 188536092 2xTMT6plex [N-Term; K25]; 1xOxidation [M7] 0.851 6.314957619 70.25 0 3119.612358 3 1040.543579 1.226589797 0.001275495 95.68015305EVDADGDLIAVSNLNDSDKLQLLSLVTK 10 188536092 3xTMT6plex [N-Term; K19; K28] 1.253 1.062 6.006744862 40.36 1 3673.051447 4 919.0170898 -1.338792846 -0.001229364 108.5045579TVQVSATEDGNVTK 6 188536092 2xTMT6plex [N-Term; K14] 0.606 0.969 0.677 4.328412533 63.37 0 1907.048592 2 954.0268555 -1.131251983 -0.001078676 46.38406605IDSVYLDPLVFR 6 188536092 1xTMT6plex [N-Term] 0.953 0.903 4.040044785 44.28 0 1665.941324 2 833.4749756 0.81056989 0.000675181 90.6033521VESQSSFGTLR 4 188536092 1xTMT6plex [N-Term] 0.779 0.863 3.866279125 44.78 0 1439.769174 2 720.3878784 -0.481545289 -0.000346657 39.16135297NPVLQQVLEGR 6 188536092 1xTMT6plex [N-Term] 0.943 0.983 0.859 4.058312416 47.28 0 1481.863743 2 741.4352417 -0.361606501 -0.000267926 71.33743265NEVLCVLTQK 10 188536092 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.901 0.97 0.847 4.474322319 45.21 0 1661.966049 2 831.4866943 0.038208888 3.18E-05 67.20041396
LDGQFEFCLLR 2 188536092 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.247 3.386769056 31.94 0 1626.851129 2 813.9281616 -1.280207989 -0.001041354 83.29225035LQLLSLVTK 12 188536092 2xTMT6plex [N-Term; K9] 0.759 0.767 0.737 3.746055841 56.8 0 1472.981622 2 736.9944458 -0.004798727 -3.53E-06 95.62266818LQIIPTLCHLLR 8 188536092 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 2.169 1.906 2.251 4.089515686 27.71 0 1706.034848 3 569.348938 -1.516408155 -0.000862348 95.38731161KQEVDLQQLIR 5 188536092 2xTMT6plex [N-Term; K1] 1.202 1.048 3.524705648 14.29 1 1828.105653 3 610.0385132 -2.552838897 -0.00155562 58.64086921LFASADISLER 4 188536092 1xTMT6plex [N-Term] 1.028 1.206 3.335650921 31.39 0 1450.81031 2 725.9076538 -1.570903375 -0.001139541 66.46783257QATLLLER 6 188536092 1xTMT6plex [N-Term] 1.948 1.733 1.204 2.469338179 25.11 0 1172.720039 2 586.8625488 -1.891008661 -0.001108812 45.89558298LNLGGSSR 2 188536092 1xTMT6plex [N-Term] 0.909 2.273211479 27.11 0 1032.599924 2 516.803833 0.45110949 0.000232908 42.52391099188595716 MET hepatocyte growth factor receptor isoform a precursor 4233 NP_001120972.1 12.42897727 1 12 13 35 1408 157.611 7.33 1.31 1.31 1.19 1.27 Significant 0.000991

EVFNILQAAYVSKPGAQLAR 4 188595716 2xTMT6plex [N-Term; K13] 1.503 1.858 6.420431614 46.13 0 2633.517927 3 878.5115356 0.807465016 0.000708825 89.64779399
SNSEIICCTTPSLQQLNLQLPLK 4 188595716 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C7; C8] 1.945 1.578 3.369923115 15.93 0 3115.689562 3 1039.236206 1.445158118 0.001500888 92.94674627

ITDIGEVSQFLTEGIIMK 2 188595716 2xTMT6plex [N-Term; K18]; 1xOxidation [M17] 1.269 5.421141148 45.46 0 2468.372234 3 823.4613647 -1.091080057 -0.000897731 109.742456LNSELNIEWK 4 188595716 2xTMT6plex [N-Term; K10] 1.273 1.276 3.108452797 36.56 0 1703.973242 2 852.4896851 -0.674061531 -0.000574291 71.77579113DLIGFGLQVAK 4 188595716 2xTMT6plex [N-Term; K11] 1.355 1.453 3.853437185 43.69 0 1618.993249 2 810.0005493 0.353740087 0.000286351 81.82249034AFFMLDGILSK 4 188595716 2xTMT6plex [N-Term; K11] 1.554 1.677 3.954007387 48.58 0 1699.985721 2 850.4926758 -4.497777484 -0.003823079 108.1207674QAISSTVLGK 2 188595716 2xTMT6plex [N-Term; K10] 1.69 2.583962917 34.49 0 1461.9041 2 731.4526978 -4.091302697 -0.002990546 47.44954941
LLQPEYCPDPLYEVMLK 2 188595716 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C7] 1.362 3.977555752 22.4 0 2566.370126 3 856.128479 0.295402332 0.000252704 102.0053275

GNDIDPEAVK 2 188595716 2xTMT6plex [N-Term; K10] 1.378 2.513592482 32.67 0 1515.841894 2 758.4244385 -0.193467984 -0.000146633 37.7309675EDPIVYEIHPTK 1 188595716 2xTMT6plex [N-Term; K12] 1.052 1.64 0 1899.062785 3 633.6912842 -1.835632273 -0.001161994 51.30935222VADFGLAR 2 188595716 1xTMT6plex [N-Term] 1.133 2.650424242 25.76 0 1077.62541 2 539.3161621 -0.336361083 -0.000181236 47.44839678YVNDFFNK 2 188595716 2xTMT6plex [N-Term; K8] 0.848 2.443441153 12.43 0 1504.820036 2 752.90625 -9.843482706 -0.007406335 61.26352759SVSPTTEMVSNESVDYR 2 188595716 1xTMT6plex [N-Term] 100 2.20778656 10.26 0 2130.022229 2 1065.51355 -1.129706813 -0.00120315 43.8870899189083684 GALE UDP-glucose 4-epimerase 2582 NP_001121093.1 65.8045977 1 16 16 153 348 38.257 6.73 0.99 1.01 1.1 1.03 Significant 0.00107 SVEFEEMDILDQGALQR 6 189083684 1xTMT6plex [N-Term] 0.85 1.064 4.742627621 45.31 0 2209.100814 3 737.0390625 0.823995894 0.000606763 79.70825219IYNLGTGTGYSVLQMVQAMEK 25 189083684 2xTMT6plex [N-Term; K21] 1.097 1.015 0.982 7.265659809 79.97 0 2761.466879 3 921.1622925 1.971800367 0.00181502 109.8111394VNLTGTIQLLEIMK 10 189083684 2xTMT6plex [N-Term; K14] 1.1 0.934 1.135 4.932331085 71.3 0 2031.228805 2 1016.116577 -1.441006113 -0.001463507 112.1917078
YFNPTGAHASGCIGEDPQGIPNNLMPYVSQVAIGR 6 189083684 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.567 5.919844627 11.73 0 3959.937006 3 1320.648804 -1.30014876 -0.001716169 90.6976374

EALNVFGNDYDTEDGTGVR 12 189083684 1xTMT6plex [N-Term] 0.863 1.014 1.025 4.848095894 70.79 0 2301.08325 2 1151.044067 -1.039247222 -0.001195697 58.0202272EGDVAACYANPSLAQEELGWTAALGLDR 4 189083684 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.721 0.908 5.97142458 70.47 0 3206.562558 3 1069.518066 -7.145218856 -0.007637197 94.94322286AVGESVQKPLDYYR 6 189083684 2xTMT6plex [N-Term; K8] 1.088 1.196 1.134 3.881121635 16.69 0 2083.158811 3 695.0570068 -1.125008893 -0.000781191 44.3845832DYIHVVDLAK 9 189083684 2xTMT6plex [N-Term; K10] 0.969 0.909 1.075 3.884010553 27.26 0 1630.956864 3 544.3237305 -0.138344401 -7.52E-05 55.62997783GGGSLPESLR 6 189083684 1xTMT6plex [N-Term] 1.001 0.807 0.963 3.575023413 25.41 0 1201.673817 2 601.3401489 -0.661975343 -0.000397739 31.31626287QNPSGFGTQA 30 189083684 1xTMT6plex [N-Term] 1.131 0.962 1.126 2.675447464 58.79 0 1235.621781 2 618.3139038 -1.01174391 -0.000625066 67.85951264FFIEEMIR 14 189083684 1xTMT6plex [N-Term] 0.993 0.968 1.14 3.398557901 39.73 0 1313.71251 2 657.3601074 0.325622042 0.000213887 85.058329TWNAVLLR 2 189083684 1xTMT6plex [N-Term] 0.899 2.344477654 13.7 0 1201.725458 2 601.3660278 -0.565342053 -0.000339693 59.45535DLCQADK 6 189083684 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.108 1.074 1.086 2.695585012 21.36 0 1307.702958 2 654.3557129 0.911087065 0.000595716 24.76344374
YSFMAVIHFAGLK 1 189083684 2xTMT6plex [N-Term; K13] 0.01 2.263073444 0 1942.102482 3 648.0384521 -0.864488204 -0.000559642 98.22221549VQELTGR 6 189083684 1xTMT6plex [N-Term] 0.843 1.162 1.057 2.645737648 25.6 0 1031.604675 2 516.305542 -0.840676323 -0.000433623 27.40891659FFIEEMIR 5 189083684 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.084 1.114 1.161 2.124541998 21.55 0 1329.707425 2 657.3601074 0.325622042 0.000213887 85.058329

LKEQCGCR 5 189083684 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C5; C7] 1.325 1.324 1.912 2.538295031 2.78 1 1508.807774 3 503.6069946 -0.890473461 -0.000447851 33.70142954
189458819 TFRC transferrin receptor protein 1 isoform 1 7037 NP_001121620.1 41.57894737 1 26 26 167 760 84.818 6.61 1.04 1.09 1.07 1.07 Significant 0.000185 LAVDEEENADNNTK 2 189458819 2xTMT6plex [N-Term; K14] 1.264 4.521979809 50.15 0 2020.023499 2 1010.514404 -0.973783845 -0.000983533 34.93569109VANAESLNAIGVLIYMDQTK 6 189458819 2xTMT6plex [N-Term; K20] 1.32 1.375 0.861 6.115903854 53.3 0 2608.442045 3 870.1520386 -0.184841118 -0.000160716 105.6370096SSGLPNIPVQTISR 6 189458819 1xTMT6plex [N-Term] 1.039 1.154 0.745 4.331085205 65.96 0 1697.97475 2 849.4907227 -0.342064863 -0.000290409 58.42137166SAFSNLFGGEPLSYTR 8 189458819 1xTMT6plex [N-Term] 1.072 1.086 1.078 4.751394749 58.18 0 1975.012257 2 988.0100708 0.307776096 0.000303931 76.26427646LAQMFSDMVLK 24 189458819 2xTMT6plex [N-Term; K11] 0.906 1.169 1.02 4.552357674 59.67 0 1740.979255 2 870.991333 -2.220643562 -0.001933047 101.6521121HVFWGSGSHTLPALLENLK 6 189458819 2xTMT6plex [N-Term; K19] 1.138 0.981 0.879 5.9073596 21.58 0 2564.438949 4 641.8654785 0.442787886 0.000283876 85.93297991AAAEVAGQFVIK 4 189458819 2xTMT6plex [N-Term; K12] 0.8 0.749 4.085689545 70.57 0 1661.999063 2 831.5042725 1.326933284 0.001102681 64.85869061LTHDVELNLDYER 4 189458819 1xTMT6plex [N-Term] 1.137 1.219 5.167497158 49.01 0 1845.954408 3 615.9892578 -0.643419195 -0.000395907 54.7122743GFVEPDHYVVVGAQR 10 189458819 1xTMT6plex [N-Term] 1.227 1.194 1.189 5.822104454 43.56 0 1902.007112 3 634.6734619 -0.672835451 -0.000426579 48.32637629DENLALYVENQFR 8 189458819 1xTMT6plex [N-Term] 0.971 0.894 5.229683399 57.95 0 1839.943843 2 920.4732056 -2.559174403 -0.002354369 75.65432112EAGSQKDENLALYVENQFR 6 189458819 2xTMT6plex [N-Term; K6] 1.868 2.31 100 6.275124073 27.89 1 2669.393514 3 890.4684448 -1.023913233 -0.000911076 72.04698626HPVTGQFLYQDSNWASK 4 189458819 2xTMT6plex [N-Term; K17] 1.073 0.968 5.304443359 50.26 0 2436.271215 3 812.7626343 0.876299001 0.000711634 57.29089916LVYLVENPGGYVAYSK 4 189458819 2xTMT6plex [N-Term; K16] 0.893 1.085 3.907450676 40.31 0 2230.252377 2 1115.627808 -1.810649623 -0.002019103 88.0877647VSASPLLYTLIEK 18 189458819 2xTMT6plex [N-Term; K13] 1.14 1.253 1.128 5.331309319 66.57 0 1892.150872 2 946.5776367 -1.519531314 -0.001437591 101.1379966AFTYINLDK 8 189458819 2xTMT6plex [N-Term; K9] 1.199 1.34 1.074 3.381303787 52.32 0 1542.893201 2 771.949707 -0.689294307 -0.000531754 67.75762411LTTDFGNAEK 6 189458819 2xTMT6plex [N-Term; K10] 0.899 0.903 1.188 4.038698196 35.58 0 1553.857544 2 777.4321289 -0.361981381 -0.000281234 44.77435299SGVGTALLLK 2 189458819 2xTMT6plex [N-Term; K10] 1.759 3.716911793 51.6 0 1416.919022 2 708.9628296 -0.451155149 -0.000319625 74.86742259

LFGNMEGDCPSDWK 6 189458819 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.091 1.671 3.343345404 36.84 0 2114.008718 2 1057.508301 0.287194889 0.000303566 71.49046516
VEYHFLSPYVSPK 4 189458819 2xTMT6plex [N-Term; K13] 1.015 1.087 4.219441891 16.23 0 2024.12572 4 506.7868347 -0.104189582 -5.27E-05 63.66467884DSAQNSVIIVDK 2 189458819 2xTMT6plex [N-Term; K12] 0.855 3.867296457 18.83 0 1747.000185 2 874.0028687 -0.987032129 -0.000862173 56.41834005LVHANFGTK 10 189458819 2xTMT6plex [N-Term; K9] 1.039 0.997 1.062 3.64725256 32.43 0 1444.867655 3 482.2940063 -0.130930352 -6.31E-05 42.37117633LTVSNVLK 6 189458819 2xTMT6plex [N-Term; K8] 1 1.229 1.198 3.69365406 48.56 0 1331.866258 2 666.4362183 -0.824479602 -0.000549048 61.01510212AATVTGK 4 189458819 2xTMT6plex [N-Term; K7] 0.993 0.848 2.879547119 33.05 0 1105.69813 2 553.3529663 0.475588385 0.000262929 22.64042845DAWGPGAAK 6 189458819 2xTMT6plex [N-Term; K9] 1.016 1.134 1.028 3.353708506 24.19 0 1330.751957 2 665.8797607 0.216655233 0.000144157 35.19853668LYWDDLK 2 189458819 2xTMT6plex [N-Term; K7] 1.055 2.762252331 21.03 0 1410.803323 2 705.90448 -1.162493053 -0.000820025 67.33727079AVLGTSNFK 1 189458819 2xTMT6plex [N-Term; K9] 2.499064445 0 1394.840772 2 697.9211426 -4.131635573 -0.002881487 51.66324363

189491744 VPS53 vacuolar protein sorting-associated protein 53 homolog isoform 1 55275 NP_001121631.1 8.413461538 1 4 4 24 832 94.345 6.7 0.97 1.03 0.97 0.99 Significant 0.000408 MVLLDLPSISSQVVR 8 189491744 1xTMT6plex [N-Term] 0.783 1.067 0.911 4.12784338 49.31 0 1886.098235 2 943.5493164 -3.647327255 -0.003439609 95.68983853VVMAPHEPLVVFVDNYIK 12 189491744 2xTMT6plex [N-Term; K18] 1.061 1.028 0.993 5.862110615 40.66 0 2528.435109 3 843.4832153 -0.006388895 -5.38E-06 98.67064442LPAPPSGAESSGSLSLTAPTPEQESSR 2 189491744 1xTMT6plex [N-Term] 1.212 5.68292141 40.28 0 2882.458075 3 961.4899292 -0.985659555 -0.000947041 59.54735148TTNFEGFLAK 2 189491744 2xTMT6plex [N-Term; K10] 0.743 2.43930459 25.09 0 1585.899015 2 793.4527588 -0.487812823 -0.000386811 68.45523644
190014632 GNE bifunctional UDP-N-acetylglucosamine 2-epimerase/N-acetylmannosamine kinase isoform 1 10020 NP_001121699.1 13.94422311 1 8 8 28 753 83.013 6.93 1.08 1.22 1.11 1.14 Significant 0.0014

GEDEAAMVESVGLALVK 4 190014632 2xTMT6plex [N-Term; K17] 1.085 1.017 4.715993404 30.56 0 2176.193541 3 726.0695801 0.296721943 0.000215241 92.60515068EVGAFGTPVINLGTR 4 190014632 1xTMT6plex [N-Term] 1.162 0.991 4.346612453 44.35 0 1759.9904 2 880.4980469 -0.899118541 -0.00079122 69.40992663SKDYIVALQHPVTTDIK 6 190014632 3xTMT6plex [N-Term; K2; K17] 1.433 1.376 1.352 5.795053959 17.05 1 2615.537549 4 654.6400146 0.259837122 0.000169903 62.14901325ILQALHLQFGK 2 190014632 2xTMT6plex [N-Term; K11] 1.053 4.017408371 31.9 0 1726.077982 3 576.0301514 -1.205697807 -0.000693709 86.35054981SIDLQEPLQK 4 190014632 2xTMT6plex [N-Term; K10] 1.107 1.007 3.768941164 34.16 0 1628.962343 2 814.9834595 -1.657941756 -0.001350362 56.78007062ETGENVLHVR 4 190014632 1xTMT6plex [N-Term] 1.217 0.974 3.884830236 44.29 0 1382.758943 3 461.591217 0.11182936 5.15E-05 25.90347897TLVLFPNIDAGSK 2 190014632 2xTMT6plex [N-Term; K13] 1.128 2.99799037 38.45 0 1833.088606 3 611.7011108 0.094452353 5.77E-05 83.13917027LKPDIMIVHGDR 2 190014632 2xTMT6plex [N-Term; K2]; 1xOxidation [M6] 0.793 2.952149153 18.06 0 1868.08281 4 467.7769165 1.620097144 0.000756619 42.08378349190570186 PSMG4 proteasome assembly chaperone 4 isoform a 389362 NP_001122064.1 32.71604938 1 3 3 10 162 17.645 6.25 0.83 1.02 1.21 1.02 Significant 0.0114 YDSIPVSTSLLGDTSDTTSTGLAQR 6 190570186 1xTMT6plex [N-Term] 0.897 1.026 1.205 6.417092323 61.41 0 2814.420627 3 938.8101196 -1.713217006 -0.001607238 69.34469118LTDSLFLWVGATPHLR 2 190570186 1xTMT6plex [N-Term] 0.75 4.548935413 19.6 0 2055.158862 3 685.7276611 4.655770712 0.003189449 97.68853348IKEEMEAFPEKF 2 190570186 3xTMT6plex [N-Term; K2; K11] 0.835 1.024 3.39179492 2 2185.218189 3 729.0762939 -1.76663094 -0.001286825 72.83328212
190684677 MAPKBP1 mitogen-activated protein kinase-binding protein 1 isoform b 23005 NP_001122080.1 1.321003963 1 2 2 8 1514 163.716 6.76 0.83 0.82 1.14 0.93 Significant 0.0125

GSQGEDGTLIK 2 190684677 2xTMT6plex [N-Term; K11] 0.83 2.581760168 21.64 0 1562.879007 2 781.9418335 -1.674459635 -0.001308489 34.30324172LIHVLDAGR 6 190684677 1xTMT6plex [N-Term] 0.828 0.817 1.567 3.01607585 28.69 0 1222.746922 3 408.2546387 1.996034978 0.000813549 44.9895141192807323 SMARCA4 transcription activator BRG1 isoform A 6597 NP_001122321.1 12.15008934 1 16 17 93 1679 188.031 8.19 1.37 1.49 1.25 1.37 Significant 0.00255 TIQTIALITYLMEHKR 6 192807323 2xTMT6plex [N-Term; K15] 0.01 2.568 1.228 6.436710358 25.55 1 2389.404143 4 598.1066895 0.328442764 0.000196196 110.8728911EVDYSDSLTEK 6 192807323 2xTMT6plex [N-Term; K11] 1.085 1.521 1.845 3.868328094 52.9 0 1743.905282 2 872.4572144 1.072610398 0.000935265 42.75061263AIEEGTLEEIEEEVR 8 192807323 1xTMT6plex [N-Term] 0.692 1.44 0.998 5.078927517 73.21 0 1975.006897 2 988.0054932 -1.613732023 -0.001593566 75.30269846LTQVLNTHYVAPR 6 192807323 1xTMT6plex [N-Term] 1.454 1.374 1.818 5.97524786 49.21 0 1740.995819 3 581.00354 0.142175636 8.25E-05 54.13155073DSDAGSSTPTTSTR 4 192807323 1xTMT6plex [N-Term] 1.677 1.444 4.488628864 70.48 0 1611.765938 2 806.3861084 -0.619366064 -0.000499137 15.08405624LMEEDELPSWIIKDDAEVER 6 192807323 2xTMT6plex [N-Term; K13] 0.677 1.102 1.704 5.418189526 25.56 1 2875.479946 3 959.1642456 -0.61294936 -0.000587508 85.22065117GLQSYYAVAHAVTER 6 192807323 1xTMT6plex [N-Term] 1.236 1.099 1.221 5.614985466 29.23 0 1894.002027 3 632.005188 -0.536491061 -0.000338705 57.03838566GVLLTDGSEK 4 192807323 2xTMT6plex [N-Term; K10] 1.422 1.789 3.283718824 53.5 0 1476.86738 2 738.9366455 -0.924723772 -0.000682847 44.59559183IQELENLPGSLAGDLR 14 192807323 1xTMT6plex [N-Term] 0.924 1.394 1.512 4.249270916 50.78 0 1954.080671 3 652.0315552 -0.285920978 -0.000186238 87.69259811LTCEEEEEK 8 192807323 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.519 1.599 1.008 3.784633398 53.75 0 1624.814024 2 812.9100952 -0.683333782 -0.000555145 30.1408233GLDPVEILQER 6 192807323 1xTMT6plex [N-Term] 1.73 1.62 1.862 4.094585896 47.84 0 1497.847424 2 749.4284668 1.49090202 0.001116572 75.98668423AVATYHANTER 6 192807323 1xTMT6plex [N-Term] 1.464 1.483 1.884 4.590609074 31.61 0 1461.764757 3 487.9263916 -0.092569828 -4.51E-05 17.35516888VIQAGMFDQK 2 192807323 2xTMT6plex [N-Term; K10] 1.535 3.083199978 21.72 0 1594.90272 3 532.3065186 1.431212095 0.000760881 59.5245854VIHVESGK 2 192807323 2xTMT6plex [N-Term; K8] 1.546 3.308004618 29.02 0 1326.814557 3 442.9431458 0.246617628 0.000109072 40.24461867YMIVDEGHR 2 192807323 1xTMT6plex [N-Term] 1.055 1.835014939 4.36 0 1348.688087 3 450.2338867 -0.726375327 -0.000326551 31.72892529VLRPFLLR 4 192807323 1xTMT6plex [N-Term] 2.262 3.012009382 13.37 0 1242.824779 3 414.946991 1.320451941 0.00054703 60.43823976ITPIQKPR 3 192807323 2xTMT6plex [N-Term; K6] 1.511 1.628 2.369409084 8.37 0 1410.919691 3 470.977356 -1.542206067 -0.00072531 38.51567165
193083120 TOMM40 mitochondrial import receptor subunit TOM40 homolog 10452 NP_001122388.1 39.33518006 1 8 8 127 361 37.869 7.25 1.18 1.2 1.13 1.17 Significant 0.000316

TPGAATASASGAAEDGACGCLPNPGTFEECHR 12 193083120 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C18; C20; C30] 1.489 1.089 1.568 7.77320385 53.46 0 3448.515367 3 1150.175293 -1.171803898 -0.001346995 49.29102771
MQDTSVSFGYQLDLPK 9 193083120 2xTMT6plex [N-Term; K16] 1.424 1.263 0.97 3.900216818 37.87 0 2287.20444 3 763.0727539 -0.319963199 -0.00024394 75.78985751GSVDSNWIVGATLEK 14 193083120 2xTMT6plex [N-Term; K15] 1.245 1.287 1.102 4.026000977 61.59 0 2034.127176 2 1017.567505 0.273731963 0.000278403 72.26728989ELFPIQMEGVK 20 193083120 2xTMT6plex [N-Term; K11] 1.112 1.157 1.095 4.741838932 52.16 0 1749.002099 2 875.0038452 -0.963738301 -0.00084279 79.14752581RPGEEGTVMSLAGK 22 193083120 2xTMT6plex [N-Term; K14] 1.096 1.276 1.174 5.768673897 36.39 0 1890.051903 3 630.6884766 -0.543139846 -0.000342187 44.30270433QLSPTEAFPVLVGDMDNSGSLNAQVIHQLGPGLR 10 193083120 1xTMT6plex [N-Term] 1.42 0.86 1.017 8.533752441 50.66 0 3789.979523 4 948.2508545 0.544923459 0.000516312 99.43684524QLSPTEAFPVLVGDMDNSGSLNAQVIHQLGPGLR 4 193083120 1xTMT6plex [N-Term]; 1xOxidation [M15] 0.721 7.485655308 29.62 0 3805.974438 4 948.2508545 0.544923459 0.000516312 99.43684524FVNWQVDGEYR 6 193083120 1xTMT6plex [N-Term] 1.648 1.025 1.031 4.103461266 28.03 0 1641.822272 2 821.4142456 -0.643869364 -0.00052856 60.92468887MAIQTQQSK 22 193083120 2xTMT6plex [N-Term; K9] 1.139 1.05 1.12 4.371946812 53.03 0 1492.85577 2 746.9313965 -0.169635443 -0.000126621 33.08859119RPGEEGTVMSLAGK 4 193083120 2xTMT6plex [N-Term; K14]; 1xOxidation [M9] 1.173 1.404 3.394763231 9.47 0 1906.046818 3 630.6884766 -0.543139846 -0.000342187 44.30270433MAIQTQQSK 4 193083120 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 0.821 0.909 2.374611616 42.68 0 1508.850685 2 746.9313965 -0.169635443 -0.000126621 33.08859119

731441413 MARK3 MAP/microtubule affinity-regulating kinase 3 isoform a 4140 NP_001122390.2 23.63877822 1 8 13 71 753 84.376 9.57 0.93 1.13 1.22 1.09 Significant 0.00609
AENLLLDADMNIK 8 731441413 2xTMT6plex [N-Term; K13] 0.986 1.139 1.133 3.360162258 44.97 0 1918.07197 2 959.5392456 -0.393691725 -0.000377565 76.69310182WINAGHEEDELKPFVEPELDISDQK 6 731441413 3xTMT6plex [N-Term; K12; K25] 0.888 0.893 1.326 5.475262165 21.68 0 3625.899304 4 907.2305298 0.271861004 0.000246435 80.24191067



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LDTFCGSPPYAAPELFQGK 3 731441413 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C5] 4.272151947 25.67 0 2556.320867 3 852.776062 -2.830030039 -0.002411488 82.44475728
IPFYMSTDCENLLK 8 731441413 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.136 1.222 100 3.400611162 40.46 0 2189.138669 3 730.3852539 1.159884838 0.000846383 84.35976303

SQTSTADSDLKEDGISSR 4 731441413 2xTMT6plex [N-Term; K11] 1.288 4.526585579 12.92 1 2355.203982 3 785.7397461 0.298335624 0.000234214 30.63464125TPVASTHSISSAATPDR 6 731441413 1xTMT6plex [N-Term] 1.304 0.758 2.256 4.834580421 24.92 0 1927.008234 3 643.0065308 -1.658158376 -0.001065095 27.34948992LFEVIETEK 12 731441413 2xTMT6plex [N-Term; K9] 1.135 1.349 1.205 4.051743507 49.72 0 1565.919081 2 783.4620361 -1.459624831 -0.001142827 75.87139494TQLNPTSLQK 6 731441413 2xTMT6plex [N-Term; K10] 1.02 1.17 1.008 3.149487257 21.19 0 1587.947027 2 794.4761963 -1.203693727 -0.000955701 55.71719405GTLEQIMK 4 731441413 2xTMT6plex [N-Term; K8] 0.411 1.265 3.718337059 33.88 0 1377.817593 2 689.4124756 0.059014978 4.07E-05 53.88510881ILNHPNIVK 2 731441413 2xTMT6plex [N-Term; K9] 1.144 2.82547307 20.25 0 1505.956804 3 502.6569824 -0.272440998 -0.000136761 50.10431943NVSAEQKDENK 2 731441413 3xTMT6plex [N-Term; K7; K11] 1.496 1.987993002 5.36 1 1949.09068 3 650.3669434 -2.259275014 -0.001467844 22.05994395SSTVPSSNTASGGMTR 4 731441413 1xTMT6plex [N-Term] 0.665 1.435 2.041525841 13.69 0 1768.869692 2 884.9381104 -0.422821918 -0.000373958 20.50028646TPLPTVNER 6 731441413 1xTMT6plex [N-Term] 1.636 0.993 1.414 2.721730471 17.84 0 1255.720767 2 628.3631592 -1.373832997 -0.000862575 34.71237168193083180 CYP4F11 phylloquinone omega-hydroxylase CYP4F11 precursor 57834 NP_001122404.1 25 1 11 11 56 524 60.107 6.73 1.27 1.17 1.19 1.21 Significant 0.000637
LDMFEHISLMTLDSLQK 6 193083180 2xTMT6plex [N-Term; K17] 1.729 1.273 1.3 5.003732204 38.97 0 2479.334074 3 827.112793 -4.13358323 -0.003416178 108.7434979TLDFIDVLLLSKDEDGKELSDEDIR 6 193083180 3xTMT6plex [N-Term; K12; K17] 100 100 100 5.733616352 20.08 2 3565.945585 4 892.2419434 0.100561686 8.96E-05 107.5490805TLTQLVTTYPQGFK 8 193083180 2xTMT6plex [N-Term; K14] 1.507 1.472 1.494 3.835946798 34.76 0 2055.189048 3 685.7336426 -1.301031468 -0.000891289 77.41163418VVLALTLLHFR 3 193083180 1xTMT6plex [N-Term] 1.865 4.414839268 59.24 0 1510.967086 3 504.3271179 -0.188654165 -9.50E-05 103.1247608LHPPVPVISR 12 193083180 1xTMT6plex [N-Term] 1.663 1.589 1.551 3.14827466 31.83 0 1343.836071 3 448.616333 -1.209728327 -0.000541892 49.41675033NQQILLHTDFLYYLTPDGQR 2 193083180 1xTMT6plex [N-Term] 1.043 3.529017925 2.3 0 2664.398316 3 888.8031616 -1.270394407 -0.001128279 89.30966859ILPTHTEPR 6 193083180 1xTMT6plex [N-Term] 1.598 1.454 1.293 3.305354595 25.02 0 1292.752401 3 431.5888672 -0.27311301 -0.000117689 27.25599769LQCFPQPPK 4 193083180 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.702 2.073 2.834633589 19.23 0 1572.897241 3 524.9698486 -1.429318778 -0.000749391 53.05692762

QEVQELLK 3 193083180 2xTMT6plex [N-Term; K8] 0.849 0.806 0.72 8.73 0 1444.877551 2 722.9418335 -0.803194576 -0.000580259 53.84080921AEGGLWLR 2 193083180 1xTMT6plex [N-Term] 1.171 1.981992602 22.82 0 1130.651959 2 565.8297119 0.166318312 9.40E-05 48.72768629DEDGKELSDEDIR 4 193083180 2xTMT6plex [N-Term; K5] 1.923 1.297 1.322 3.661173582 2.73 1 1978.99695 3 660.3365479 -0.939690843 -0.000619882 31.18687805
193211614 NSDHL sterol-4-alpha-carboxylate 3-dehydrogenase, decarboxylating 50814 NP_001123237.1 59.24932976 1 17 17 147 373 41.874 8.06 1.02 1 1.04 1.02 Significant 0.000128

AMGYQPLVTMDDAMER 8 193211614 1xTMT6plex [N-Term] 0.997 0.967 1.448 4.145905495 38.13 0 2056.970334 2 1028.988159 -0.628234935 -0.00064613 66.82962688NLVDFTFVENVVHGHILAAEQLSR 6 193211614 1xTMT6plex [N-Term] 1.31 1.165 100 7.424026966 48.37 0 2937.578406 4 735.1500854 0.036076271 2.65E-05 104.5463043
GVNTVFHCASPPPSSNNK 6 193211614 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 1.115 1.174 0.723 6.012780666 38.97 0 2371.222885 3 791.0792236 0.098281962 7.77E-05 40.37147282AFHITNDEPIPFWTFLSR 8 193211614 1xTMT6plex [N-Term] 1.294 1.061 1.049 5.329145908 36.79 0 2420.260032 3 807.4234619 -1.735250658 -0.001399919 104.9759367CTVIGGSGFLGQHMVEQLLAR 6 193211614 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.57 1.031 0.993 6.249000549 58.4 0 2502.31585 3 834.7745361 -2.715257374 -0.002264811 88.32593508DPQLVPILIEAAR 26 193211614 1xTMT6plex [N-Term] 1.088 1.002 1.093 4.311835289 48.17 0 1663.994422 2 832.5005493 -0.360792788 -0.000300179 86.32921584GYAVNVFDIQQGFDNPQVR 18 193211614 1xTMT6plex [N-Term] 1.019 0.954 1.002 5.377427101 48.59 0 2396.219624 3 799.4088745 -3.152317412 -0.002517882 78.61867868ILTGLNYEAPK 12 193211614 2xTMT6plex [N-Term; K11] 1.787 1.373 1.466 4.389392853 57.42 0 1676.998729 2 839.0026245 -0.450904673 -0.000378083 66.95570441AVLGANDPEK 6 193211614 2xTMT6plex [N-Term; K10] 0.872 0.912 0.94 3.462104321 42.93 0 1471.852064 2 736.4283447 -1.801517244 -0.001325783 36.30126722THLTEDTPK 5 193211614 2xTMT6plex [N-Term; K9] 0.94 0.749 0.581 3.896981478 24.65 0 1499.846979 3 500.6201782 -0.665122539 -0.000332527 24.29682679FFLGDLCSR 8 193211614 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.083 1.34 1.475 3.215165854 19.19 0 1343.697923 2 672.3525391 -0.090641652 -6.09E-05 70.91252992QDLYPALK 6 193211614 2xTMT6plex [N-Term; K8] 0.986 1.004 1.117 2.937457323 26.55 0 1405.845523 2 703.4260864 -0.445503028 -0.000313154 52.7583456VNADIEK 12 193211614 2xTMT6plex [N-Term; K7] 0.943 0.993 0.984 3.097740173 31.68 0 1246.740723 2 623.8734741 -0.843421405 -0.000525764 35.45487636

NVIETCK 10 193211614 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.078 1.131 1.184 3.110956669 32.68 0 1321.754993 2 661.3825073 2.076571264 0.001372359 31.62916947
VNYIGTK 4 193211614 2xTMT6plex [N-Term; K7] 0.881 0.917 2.851044655 16.98 0 1252.766544 2 626.8858032 -1.767435998 -0.001107092 38.8732689DSTLGGK 5 193211614 2xTMT6plex [N-Term; K7] 1.136 1.175 1.109 2.543154955 13.16 0 1135.672309 2 568.3394775 -0.555461175 -0.000315411 23.6037411LILTSSASVIFEGVDIK 1 193211614 2xTMT6plex [N-Term; K17] 1.216 1.589610934 0 2250.336106 3 750.7803345 -4.291008798 -0.003218737 103.796049

193788629 TEX264 testis-expressed sequence 264 protein isoform 1 precursor 51368 NP_001123356.1 18.53035144 1 5 5 16 313 34.167 4.86 1.77 1.11 1.08 1.32 Significant 0.0279 ETSAATLSPGASSR 6 193788629 1xTMT6plex [N-Term] 1.545 1.354 0.63 3.913215637 26.09 0 1563.81758 2 782.4125977 0.21647186 0.000169261 22.46444066SIAVYYDNPHMVPPDK 2 193788629 2xTMT6plex [N-Term; K16]; 1xOxidation [M11] 1.054 3.6119802 13.3 0 2320.204775 3 774.0731812 0.092727605 7.17E-05 48.09509584WLWEPTAPEK 2 193788629 2xTMT6plex [N-Term; K10] 1.072 3.11493659 12.83 0 1714.956864 3 572.3233643 -0.772186514 -0.000441422 71.49079251NVTVAYK 4 193788629 2xTMT6plex [N-Term; K7] 1.791 1.224 3.310124636 21.92 0 1252.766544 2 626.8877563 1.350662915 0.000846033 38.13681208
LFTESCSISPK 2 193788629 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.847 2.121125221 16.05 0 1726.944979 2 863.9743652 -2.041102232 -0.001762436 56.18377415

194097403 ATP6V0A1 V-type proton ATPase 116 kDa subunit a isoform 1 isoform b 535 NP_001123493.1 15.17323775 1 9 9 46 837 96.35 6.43 0.72 0.71 0.83 0.75 Significant 0.00259
QAEIENPLEDPVTGDYVHK 6 194097403 2xTMT6plex [N-Term; K19] 0.88 0.797 1 5.505070686 53.72 0 2612.360817 3 871.4597778 1.516975016 0.001320962 60.19782148IDDLQMVLNQTEDHR 12 194097403 1xTMT6plex [N-Term] 0.898 0.789 0.824 4.231850624 25.24 0 2056.033069 3 686.0150757 -1.164878744 -0.000798343 69.31782394SVFIIFFQGDQLK 6 194097403 2xTMT6plex [N-Term; K13] 1.221 0.945 1.027 2.824666262 40.22 0 2000.162105 3 667.3911743 -1.567723322 -0.001045234 107.5321962NFLELTELK 9 194097403 2xTMT6plex [N-Term; K9] 0.512 0.419 0.613 3.314453363 28.55 0 1564.935066 2 782.97052 -0.832182092 -0.000651155 83.60605626DLNPDVNVFQR 1 194097403 1xTMT6plex [N-Term] 19.32 0 1545.822272 2 773.4130859 -2.184245279 -0.001688227 54.84838519DMIDLEANFEK 4 194097403 2xTMT6plex [N-Term; K11] 0.943 0.92 3.260061502 11.49 0 1782.934808 2 891.9695435 -1.681113591 -0.001498658 71.33047832ASLYPCPETPQER 2 194097403 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.735 3.43133831 20.68 0 1776.878801 2 888.9428101 -0.257199766 -0.000228506 37.5334996KTQQFFDEMADPDLLEESSSLLEPSEMGR 2 194097403 2xTMT6plex [N-Term; K1] 2.947333813 9.97 1 3787.844677 3 1263.287476 0.843761581 0.001065346 95.74622062VLQAAAK 4 194097403 2xTMT6plex [N-Term; K7] 0.91 1.079 2.706567287 15.97 0 1158.761065 2 579.8838501 -0.55332778 -0.000320587 36.30979645194239664 SHC1 SHC-transforming protein 1 isoform 3 6464 NP_001123512.1 24.31506849 1 9 9 55 584 62.854 6.44 0.81 0.81 0.77 0.8 Significant 0.00028

EAISLVCEAVPGAK 6 194239664 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 0.866 0.873 0.84 4.467948437 46.11 0 1902.077055 3 634.6971436 -0.093590287 -5.93E-05 67.10805532HLLLVDPEGVVR 6 194239664 1xTMT6plex [N-Term] 0.829 0.752 0.697 4.552312851 39.97 0 1575.941993 3 525.9851074 -0.776624 -0.000407971 62.1646635AADDGEGIVGAAMPDSGPLPLLQDMNK 6 194239664 2xTMT6plex [N-Term; K27] 0.731 1.209 1.483 6.408163071 64.36 0 3140.600806 3 1047.537109 -1.283603122 -0.001343762 93.33044649ESTTTPGQYVLTGLQSGQPK 6 194239664 2xTMT6plex [N-Term; K20] 0.966 0.726 0.693 4.892294407 52.19 0 2550.381553 3 850.7987061 0.00474206 4.03E-06 61.11586342VPPPPQSVSMAEQLR 12 194239664 1xTMT6plex [N-Term] 0.702 0.763 0.761 5.111228943 86.37 0 1865.015234 3 622.3429565 -0.49206091 -0.0003059 56.46533005ELFDDPSYVNVQNLDK 4 194239664 2xTMT6plex [N-Term; K16] 0.818 4.476607323 53.06 0 2354.228012 3 785.4168701 3.417120823 0.002681561 71.93270637VEGGQLGGEEWTR 6 194239664 1xTMT6plex [N-Term] 1.237 0.844 1.085 5.017671585 41.95 0 1646.833565 2 823.9212036 0.950919751 0.000783003 41.07981759DLFDMKPFEDALR 6 194239664 2xTMT6plex [N-Term; K6] 0.901 0.797 0.759 4.10414362 6.89 0 2055.098519 3 685.7006226 -5.45199372 -0.003734795 84.39101341LANPAGGRPGSK 3 194239664 2xTMT6plex [N-Term; K12] 1.243 1.71 3.144191027 6.66 0 1582.942945 3 528.3183594 -1.528921183 -0.000806732 26.96710522194239674 CRYZ quinone oxidoreductase isoform a 1429 NP_001123514.1 59.87841945 1 14 14 100 329 35.185 8.44 0.94 0.92 0.95 0.94 Significant 0.0000886 ESSIIGVTLFSSTK 4 194239674 2xTMT6plex [N-Term; K14] 1.052 0.932 4.083115101 24.39 0 1927.115215 3 643.0425415 -1.112257464 -0.000714483 80.11338136VHACGVNPVETYIR 6 194239674 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.173 1.137 1.074 5.068362713 34.56 0 1843.968619 3 615.3267212 -1.631402916 -0.001002752 46.81441755VFTSSTISGGYAEYALAADHTVYK 6 194239674 2xTMT6plex [N-Term; K24] 0.765 0.86 0.897 7.193448544 70.29 0 3009.560974 3 1003.858643 0.133213575 0.000133638 76.5179515VFEFGGPEVLK 14 194239674 2xTMT6plex [N-Term; K11] 0.877 0.904 1.015 4.574516773 58.85 0 1679.977265 2 840.491333 -1.116374855 -0.000937742 78.79406247AGESVLVHGASGGVGLAACQIAR 2 194239674 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.972 5.778995037 45.25 0 2409.286992 3 803.7670898 -0.114552044 -9.20E-05 55.62294728KPLLPYTPGSDVAGVIEAVGDNASAFK 12 194239674 3xTMT6plex [N-Term; K1; K27] 0.922 0.957 0.927 6.853332996 58.41 0 3403.908018 4 851.7302856 -2.557402206 -0.00217629 101.2845797ILGTAGTEEGQK 6 194239674 2xTMT6plex [N-Term; K12] 0.822 0.901 0.957 5.26718235 59.56 0 1661.947421 2 831.477417 0.081918581 6.81E-05 42.21134871VAEAHENIIHGSGATGK 12 194239674 2xTMT6plex [N-Term; K17] 0.864 0.915 0.867 5.636843681 50.67 0 2149.176586 4 538.0497437 0.259931817 0.00013966 30.13777008QGAAIGIPYFTAYR 4 194239674 1xTMT6plex [N-Term] 1.439 1.041 4.340699673 37.11 0 1756.958371 2 878.9777832 -5.738003765 -0.005040717 72.43299768DLSLLSHGGR 4 194239674 1xTMT6plex [N-Term] 0.986 0.89 4.37466383 39.01 0 1283.726915 3 428.5804443 -0.105265525 -4.50E-05 40.28294672SDIAVPIPK 8 194239674 2xTMT6plex [N-Term; K9] 0.965 0.907 3.036616802 41.99 0 1397.876823 2 699.4421387 0.127381574 8.90E-05 60.02344891GTIEINPR 6 194239674 1xTMT6plex [N-Term] 2.517 100 0.952 2.964290857 30.42 0 1128.657438 2 564.8326416 0.503397316 0.000284082 32.02402958EVNYIDK 10 194239674 2xTMT6plex [N-Term; K7] 0.984 0.895 1.06 2.885864496 17.24 0 1338.766938 2 669.8874512 0.513796487 0.000343927 38.5697984VIVVGSR 6 194239674 1xTMT6plex [N-Term] 0.934 0.951 1.122 2.840185404 21.11 0 958.6246818 2 479.8158875 -0.191480211 -9.18E-05 34.93604699194248095 EPN1 epsin-1 isoform b 29924 NP_001123544.1 21.35416667 1 8 8 33 576 60.256 4.83 1.05 1.08 1.22 1.12 Significant 0.00219 TALPTSGSSAGELELLAGEVPAR 4 194248095 1xTMT6plex [N-Term] 0.548 1.057 6.477759838 65.31 0 2455.324148 3 819.111084 -2.219559026 -0.001816579 76.43165494ASNPFLPGGGPATGPSVTNPFQPAPPATLTLNQLR 2 194248095 1xTMT6plex [N-Term] 1.552 4.804800987 29.47 0 3714.980509 4 929.5002441 -0.366760336 -0.000340627 96.82873025GSLAEAVGSPPPAATPTPTPPTR 4 194248095 1xTMT6plex [N-Term] 0.848 1.146 5.60595274 33.47 0 2401.292454 3 801.1004028 -2.415038575 -0.001933071 60.98313154AMTLMEYLIK 12 194248095 2xTMT6plex [N-Term; K10] 1.106 1.398 1.269 4.005742073 45.71 0 1670.962543 2 835.9822998 -3.123852565 -0.00260992 103.3582909ENMYAVQTLK 2 194248095 2xTMT6plex [N-Term; K10] 1.229 3.246948481 29.15 0 1654.923849 2 827.9644165 -1.385382287 -0.001146351 50.35157471ENMYAVQTLK 2 194248095 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 1.041 2.257583141 25.22 0 1670.918764 2 827.9644165 -1.385382287 -0.001146351 50.35157471QLVALLR 2 194248095 1xTMT6plex [N-Term] 0.841 2.276135206 13.11 0 1041.698181 2 521.3527222 -0.012857911 -6.70E-06 63.3213188DFQYVDR 2 194248095 1xTMT6plex [N-Term] 1.221 2.433753014 9.96 0 1171.594504 2 586.3012695 0.647521389 0.000379316 31.98752666EEHDKEER 3 194248095 2xTMT6plex [N-Term; K5] 1.115 1.077 2.561108589 0.72 1 1529.796006 3 510.6031189 -0.786105168 -0.00040086 14.21692476194272168 MOV10 putative helicase MOV-10 isoform 1 4343 NP_001123551.1 24.52642074 1 19 19 88 1003 113.599 8.82 0.87 0.91 0.95 0.91 Significant 0.000643 VGSVEEFQGQER 6 194272168 1xTMT6plex [N-Term] 0.952 0.628 0.914 4.021175861 62.69 0 1593.807016 2 797.4074707 0.407374446 0.000324638 35.52823895EGNSPSFFNPEEAATVTSYLK 6 194272168 2xTMT6plex [N-Term; K21] 0.672 0.629 4.6137743 43.05 0 2746.397597 3 916.1363525 -1.125974191 -0.001030791 90.37794963LLLHLEELQMEHDIR 6 194272168 1xTMT6plex [N-Term] 0.806 0.8 0.654 5.752192497 58.49 0 2118.157875 4 530.2946167 -0.584721818 -0.000309633 74.83942638ETGDPGGQLVLAGDPR 6 194272168 1xTMT6plex [N-Term] 0.572 0.541 0.555 4.234405518 86.14 0 1810.949657 2 905.9768677 -1.766006264 -0.001599074 42.93053681SLESNPEQLQAMR 4 194272168 1xTMT6plex [N-Term] 1.007 1.092 4.503747463 49.3 0 1731.889699 2 866.4490356 0.632510871 0.00054772 41.6770625AHILACAPSNSGADLLCQR 6 194272168 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C17] 1.129 0.888 1.289 5.295852184 48.43 0 2283.153536 3 761.7206421 -2.699179171 -0.002054213 50.47672565
LDLQQGQNLLQGLSK 6 194272168 2xTMT6plex [N-Term; K15] 0.726 0.843 5.491492748 51.94 0 2113.238124 3 705.0841675 -0.082592961 -5.82E-05 79.93766297HYDLESVPMTWDPVDQNPR 2 194272168 1xTMT6plex [N-Term] 1.036 3.517869711 15.77 0 2528.207739 3 843.4049683 -2.921838554 -0.002462338 65.56306942LLTYNSLYK 4 194272168 2xTMT6plex [N-Term; K9] 0.771 0.893 3.949634314 43.39 0 1572.940151 2 786.972168 -1.965626281 -0.001545906 64.72259767
MVPEDIKPCCNWDAK 2 194272168 3xTMT6plex [N-Term; K7; K15]; 2xCarbamidomethyl [C9; C10] 1.13 2.995532751 2.8 0 2550.312183 3 850.7754517 -0.149518766 -0.000127107 59.98738768

LLTLEVPGVTESRPSVLR 6 194272168 1xTMT6plex [N-Term] 0.958 1.633 1.19 4.313145161 21.02 0 2195.296083 3 732.4387817 2.60036215 0.001902855 77.05262129IANLAYVTK 4 194272168 2xTMT6plex [N-Term; K9] 0.956 0.977 3.717382193 30.43 0 1450.903372 2 725.9544678 -1.180521845 -0.000856412 64.19553839HGLGYSLLER 2 194272168 1xTMT6plex [N-Term] 0.778 3.806670666 24.44 0 1373.773865 3 458.596405 0.579984749 0.000265589 43.08515277ISFGTPAPGFSSMLYGMK 2 194272168 2xTMT6plex [N-Term; K18]; 2xOxidation [M13; M17] 0.41 2.473580599 10.01 0 2381.228547 3 794.4140015 -0.4603613 -0.000365408 73.81618883
AQLETALK 6 194272168 2xTMT6plex [N-Term; K8] 0.94 0.968 0.847 3.648183107 51.47 0 1331.829872 2 666.4192505 1.01505199 0.000675938 43.82313793

VFLEFCK 2 194272168 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.184 2.755746365 21.45 0 1400.801215 2 700.9035034 -1.060139045 -0.000742522 74.53777018
LLLAPSSK 9 194272168 2xTMT6plex [N-Term; K8] 0.901 0.906 0.942 2.457248688 21.17 0 1286.844794 2 643.9260254 -0.015657483 -1.01E-05 56.28380202ALELTGR 6 194272168 1xTMT6plex [N-Term] 1.031 0.859 2.846713066 25.29 0 988.598861 2 494.8031311 0.126044077 6.23E-05 34.07842537AEYLHGK 3 194272168 2xTMT6plex [N-Term; K7] 0.891 0.975 2.337515116 12.14 0 1275.746143 3 425.9206543 0.992925303 0.00042224 26.59518642194294543 COL4A3BP collagen type IV alpha-3-binding protein isoform 3 10087 NP_001123577.1 23.13829787 1 12 12 46 752 83.655 6.27 0.74 0.91 0.82 0.82 Significant 0.00354 INVAMICQTLVSPPEGNQEISR 4 194294543 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 3.976 0.931 5.214632988 41.22 0 2685.390137 3 895.8006592 -1.010013741 -0.000904094 83.4645468TESGYGSESSLR 4 194294543 1xTMT6plex [N-Term] 1.521 1.149 4.825227261 51.31 0 1501.733182 2 751.3700562 -0.230523849 -0.000173093 20.30315631ITYVANVNPGGWAPASVLR 4 194294543 1xTMT6plex [N-Term] 0.786 4.503230572 51.84 0 2214.223253 2 1107.615479 0.193088592 0.000213771 81.25043977DKVVEDDEDDFPTTR 6 194294543 2xTMT6plex [N-Term; K2] 100 1.114 0.75 4.707697868 22.16 1 2239.113042 3 747.0425415 0.012965723 9.68E-06 50.02410595GVTGHEVCNYFWNVDVR 4 194294543 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.711 0.438 4.008694172 20.69 0 2281.102152 3 761.0388184 -0.109561895 -8.33E-05 62.15729542SEDETEYGCR 6 194294543 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.797 0.734 0.856 4.76978159 60.23 0 1474.631754 2 737.8129883 -8.852154084 -0.006526834 17.38333782

KIPALTENDPETWIVCNFSVDHDSAPLNNR 2 194294543 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C16] 0.487 5.003192425 26.85 1 3910.979807 4 978.4975586 -2.91539603 -0.002850514 85.5680096LAEMETFR 4 194294543 1xTMT6plex [N-Term] 0.643 0.79 3.096435547 26.87 0 1225.644825 2 613.3258667 -0.300275867 -0.000184016 50.58889547WTNYIHGWQDR 3 194294543 1xTMT6plex [N-Term] 0.75 0.927 3.01908946 9.59 0 1704.844404 3 568.9534302 0.781970097 0.000444379 57.41982439YFDACADAVSKDELQR 3 194294543 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 0.575 0.79 0.948 3.73659873 1 2346.180017 3 782.7279053 -4.626303016 -0.003618047 51.16447768
GEAITFK 2 194294543 2xTMT6plex [N-Term; K7] 0.704 2.261413574 27.52 0 1223.739995 2 612.3722534 -2.259225059 -0.001382352 44.82433772
GSICLSK 4 194294543 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.005 1.103 2.686270952 16.52 0 1222.722965 2 611.8648071 -0.513053411 -0.000313661 39.82550608

194306559 KLC1 kinesin light chain 1 isoform 3 3831 NP_001123579.1 43.2038835 1 18 25 121 618 69.722 5.88 0.93 0.92 0.91 0.92 Significant 0.0000394 YEEVEYYYQR 6 194306559 1xTMT6plex [N-Term] 1.192 0.924 0.927 3.962477684 69.81 0 1670.789968 2 835.897644 -1.171310637 -0.000978507 45.29122957VDSPTVTTTLK 8 194306559 2xTMT6plex [N-Term; K11] 0.843 0.751 0.781 4.384343624 59.32 0 1619.962009 2 810.4851685 0.649159707 0.000525807 45.66336459YKDAANLLNDALAIR 4 194306559 2xTMT6plex [N-Term; K2] 0.88 0.908 4.649917126 25.23 1 2119.227559 3 707.0803833 -0.454136061 -0.000320806 79.43638666EFGSVDDENKPIWMHAEER 4 194306559 2xTMT6plex [N-Term; K10] 1.402 0.676 6.373206615 41.08 0 2747.349935 4 687.5930176 0.111140738 7.63E-05 53.29516635NEHNSILQSLLETLK 6 194306559 2xTMT6plex [N-Term; K15] 0.756 0.75 1.05 5.188177586 48.18 0 2197.259253 3 733.0901489 -1.528960523 -0.001119841 104.6701358TLHNLVIQYASQGR 6 194306559 1xTMT6plex [N-Term] 1.013 1.13 1.122 4.154411316 36.09 0 1829.023097 3 610.345459 -0.695976381 -0.000424319 53.87706937DAANLLNDALAIR 4 194306559 1xTMT6plex [N-Term] 0.829 4.442465782 62.28 0 1598.906336 2 799.9564209 -0.48186883 -0.000385232 77.59868737TSGHDHPDVATMLNILALVYR 6 194306559 1xTMT6plex [N-Term] 0.916 0.998 1.075 6.179988861 26.04 0 2552.349258 4 638.842041 -1.145473132 -0.000730912 105.6370998KDDESNLVEEK 4 194306559 3xTMT6plex [N-Term; K1; K11] 0.959 0.904 4.616258621 28.11 1 1993.105662 3 665.0402832 0.318437395 0.00021156 32.53344768DGTSFGEYGGWYK 3 194306559 2xTMT6plex [N-Term; K13] 0.936 2.27367878 5.16 0 1924.948149 2 962.9740601 -3.795402393 -0.003652976 58.72953986DDESNLVEEK 4 194306559 2xTMT6plex [N-Term; K10] 1.033 1.047 4.207159996 54.35 0 1635.847767 2 818.4277954 0.33467681 0.00027374 34.53018313VAEVLNDPENMEK 4 194306559 2xTMT6plex [N-Term; K13] 0.862 0.842 3.421761513 31.84 0 1946.030499 3 649.3487549 0.623113789 0.000404199 56.28189951
QLNNLALLCQNQGK 6 194306559 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.286 1.247 1.205 3.739429951 20.28 0 2072.168664 3 691.3933716 -1.497384822 -0.001034278 63.04337292

QVIQGLEALK 6 194306559 2xTMT6plex [N-Term; K10] 0.841 0.782 4.260406017 37.48 0 1556.977599 3 519.6636353 -0.800742594 -0.000415579 71.17195466FEAAETLEEAAMR 4 194306559 1xTMT6plex [N-Term] 0.953 1.063 4.315368652 37.38 0 1696.841352 3 566.2849731 -0.581018611 -0.000328632 68.96172912DELANTQQK 6 194306559 2xTMT6plex [N-Term; K9] 0.959 0.917 0.729 3.812321186 53.48 0 1504.837143 2 752.921814 -0.525811259 -0.00039563 25.27026666LCQENQWLR 6 194306559 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.895 1.347 0.776 3.491844893 36.61 0 1475.762649 2 738.3861694 1.63543046 0.001206754 48.67099865LTQDEIISK 6 194306559 2xTMT6plex [N-Term; K9] 0.931 0.972 0.882 3.736171007 42.32 0 1504.89868 2 752.9522095 -1.021919088 -0.000768942 50.12592757SEQSVAQLEEEKK 2 194306559 3xTMT6plex [N-Term; K12; K13] 0.866 3.302555323 1.87 1 2192.237738 3 731.4172974 -0.182256764 -0.000133183 42.64430688ESLNVDVVK 4 194306559 2xTMT6plex [N-Term; K9] 0.85 0.883 3.834107876 48.2 0 1460.872465 2 730.9379883 -2.577601802 -0.001882774 52.26544517ALEIYQTK 6 194306559 2xTMT6plex [N-Term; K8] 0.9 0.969 0.943 3.720968723 41.84 0 1423.856087 2 712.4302979 -1.944098775 -0.001384058 59.49535189QALEDLEK 4 194306559 2xTMT6plex [N-Term; K8] 0.798 0.898 3.360322714 30.18 0 1403.814616 2 702.4091797 -2.517088054 -0.001766762 48.20448368
YEVAVPLCK 2 194306559 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.861 2.390256166 10.58 0 1536.886007 2 768.9429932 -4.748375507 -0.003648856 59.88511088

QAETLYK 6 194306559 2xTMT6plex [N-Term; K7] 1.006 1.03 1.287 2.97076273 26.82 0 1310.772023 2 655.8897705 0.183956951 0.000120563 33.56046092
EAEPLCK 4 194306559 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.947 0.847 2.455290556 24.67 0 1304.728444 2 652.8681641 0.465449345 0.000303643 30.70391693

194328729 MYB transcriptional activator Myb isoform 1 4602 NP_001123645.1 0.919842313 1 1 1 6 761 85.422 7.08 0.2 0.21 0.01 0.14 Non-Significant 0.164 VIELVQK 6 194328729 2xTMT6plex [N-Term; K7] 0.198 0.209 0.01 2.287874222 23.45 0 1286.844794 2 643.9261475 0.174062852 0.000111996 63.82300729194363771 SSFA2 sperm-specific antigen 2 isoform 1 6744 NP_001123917.1 11.7553614 1 13 13 67 1259 138.3 5.19 1.21 1.13 1.08 1.14 Significant 0.0011 MELQDLELQLEER 5 194363771 1xTMT6plex [N-Term] 1.277 1.596 1.126 3.331064224 16.11 0 1874.973094 2 937.9873657 -3.007826994 -0.002819797 79.20639096KEEAPQSEAPR 6 194363771 2xTMT6plex [N-Term; K1] 1.279 1.697 1.274 4.278047085 25.11 1 1699.937919 3 567.317688 0.347986145 0.000197185 17.56087266EEVSGSSAAVTENADSDR 8 194363771 1xTMT6plex [N-Term] 1.002 1.659 4.623910904 63.76 0 2052.951901 2 1026.978638 -0.92661176 -0.000951145 22.02419954MEVENPNYALTSR 4 194363771 1xTMT6plex [N-Term] 1.625 1.426 4.257323742 48.43 0 1752.8788 2 876.9422607 -0.887303574 -0.000777668 43.48206927EIVSGLLAAVSSSK 4 194363771 2xTMT6plex [N-Term; K14] 0.976 0.951 4.248452663 33.01 0 1819.094085 3 607.0344238 -2.950455212 -0.001789052 93.58613934GESSSPSPSAEK 6 194363771 2xTMT6plex [N-Term; K12] 3.563 1.013 1.048 3.774143219 63.31 0 1620.848101 2 810.9280396 0.432731211 0.000350696 20.36984171EASAESDVGK 4 194363771 2xTMT6plex [N-Term; K10] 0.93 1.343 4.061465263 54.03 0 1450.778959 2 725.8922119 -1.248833851 -0.000905891 22.91369212LLGLEEQLR 6 194363771 1xTMT6plex [N-Term] 1.269 0.94 1.132 3.869698763 50.38 0 1299.783367 2 650.3925781 -4.221857379 -0.00274375 63.36258271NVEQDELQQVIR 6 194363771 1xTMT6plex [N-Term] 0.786 0.795 1.107 2.417601824 15.76 0 1699.917629 2 850.4662476 4.464902922 0.003794984 58.87953078DEPDIASK 6 194363771 2xTMT6plex [N-Term; K8] 1.327 1.29 1.063 3.264800072 26.29 0 1332.741117 2 666.8735352 -0.992929147 -0.000661659 44.87759913SLASIEAK 4 194363771 2xTMT6plex [N-Term; K8] 1.168 0.792 2.660965681 7.7 0 1276.787673 2 638.8970947 -0.595633002 -0.000380248 45.08866047ETQSHESK 4 194363771 2xTMT6plex [N-Term; K8] 1.338 1.843 2.487115622 9.35 0 1403.753079 3 468.5889282 -0.60354064 -0.000282407 15.10264674YTPEEEQELEKR 4 194363771 2xTMT6plex [N-Term; K11] 1.25 0.623 0.921 3.22948122 6.63 1 2009.059156 3 670.3565063 -2.085820628 -0.001396846 35.69316218194473724 AP1M1 AP-1 complex subunit mu-1 isoform 1 8907 NP_001123996.1 28.04597701 1 7 11 80 435 49.809 7.61 1.11 1.26 1.23 1.2 Significant 0.00146 STANNVEIHIPVPNDADSPK 4 194473724 2xTMT6plex [N-Term; K20] 0.952 0.927 5.033556938 32.35 0 2576.372051 3 859.4619141 -0.33451011 -0.000287274 57.61889787FEIPYFTTSGIQVR 14 194473724 1xTMT6plex [N-Term] 1.167 1.356 1.269 4.92522049 41.14 0 1887.021365 3 629.6785278 -0.177567627 -0.000111691 89.67045102ILQEYITQEGHK 6 194473724 2xTMT6plex [N-Term; K12] 1.147 1.222 1.153 4.97078228 48.66 0 1917.084583 3 639.6998901 0.278459365 0.000177943 66.74622274TISFIPPDGEFELMSYR 8 194473724 1xTMT6plex [N-Term] 0.851 0.686 1.187 4.368975639 9.33 0 2231.125572 3 744.3805542 0.688947173 0.000512376 91.75874222VFLSGMPELR 18 194473724 1xTMT6plex [N-Term] 1.346 1.548 1.32 3.941295862 41.5 0 1377.776173 2 689.3867188 -7.267080237 -0.005006205 74.61554522ELEEESIR 6 194473724 1xTMT6plex [N-Term] 0.63 1.101 0.839 3.524009943 32.94 0 1233.652413 2 617.3297119 -0.215053991 -0.000132651 28.69584115SEIVGSIK 6 194473724 2xTMT6plex [N-Term; K8] 1.5 1.366 1.504 3.523184061 35.81 0 1290.803323 2 645.9046021 -1.081426126 -0.000697954 43.92086886SVELEDVK 6 194473724 2xTMT6plex [N-Term; K8] 1.131 1.371 1.196 3.505690575 39.22 0 1376.803717 2 688.9033203 -3.161848668 -0.002176622 47.44297174VLFDNTGR 6 194473724 1xTMT6plex [N-Term] 0.827 0.977 2.758131981 18.62 0 1150.641788 2 575.8234863 -1.818397151 -0.001046162 51.63738338SGYQALPWVR 2 194473724 1xTMT6plex [N-Term] 1.413 3.140632153 13.85 0 1405.77895 2 703.3928833 -0.327568169 -0.000230244 67.18439855TTVGSVK 4 194473724 2xTMT6plex [N-Term; K7] 1.178 0.98 2.442618847 19.19 0 1149.724345 2 575.3654785 -0.577920049 -0.000332224 26.48224639
194578923 SPAG9 C-Jun-amino-terminal kinase-interacting protein 4 isoform 1 9043 NP_001124000.1 28.99318698 1 29 29 132 1321 146.115 5.15 1.01 1.09 1.04 1.05 Significant 0.000497

FIEFEDSQEQEK 4 194578923 2xTMT6plex [N-Term; K12] 1.008 1.274 4.204350948 44.87 0 1987.006058 2 994.003479 -3.209231377 -0.003188381 60.05036666ERPISLGIFPLPAGDGLLTPDAQK 8 194578923 2xTMT6plex [N-Term; K24] 0.829 0.944 1.175 5.705504417 39.01 0 2963.697014 3 988.5693359 -1.200874274 -0.001186343 96.79495611EVENLILENTQLLETK 8 194578923 2xTMT6plex [N-Term; K16] 1.011 1.096 0.982 5.043549538 45.68 0 2344.337563 3 782.1166992 -0.860982557 -0.000672811 95.0912219AFDFLSEETEASLASR 12 194578923 1xTMT6plex [N-Term] 0.908 1.122 1.006 4.890027523 68.07 0 2001.996667 2 1001.502747 0.774224098 0.000774997 77.58197796AKDDDDSDIPTAQR 6 194578923 2xTMT6plex [N-Term; K2] 1.16 1.29 1.159 4.870701313 32.81 1 2005.023833 3 669.012207 -0.880571203 -0.000588522 24.89345889NVSTGSAENEEK 4 194578923 2xTMT6plex [N-Term; K12] 0.601 0.864 3.828588247 59.26 0 1722.891028 2 861.9486694 -0.560814814 -0.000483111 21.67699646AVEQEDELSDVSQGGSK 4 194578923 2xTMT6plex [N-Term; K17] 0.897 1.149 4.504278183 49.39 0 2236.134506 3 746.0495605 -0.168831246 -0.000125843 39.33681792AGPSAQEPGSQTPLK 6 194578923 2xTMT6plex [N-Term; K15] 0.848 0.421 1.347 3.349311113 35.76 0 1926.069661 2 963.5366821 -1.855520732 -0.001786931 34.01430056FFVAVPGQVISPQSSSSGTDLTGDK 2 194578923 2xTMT6plex [N-Term; K25] 1 3.525347233 50.01 0 2982.582437 4 746.3997192 -1.807221422 -0.001347547 83.68731987ATTPASTANSDVATIPTDTPLKEENEGFVK 4 194578923 3xTMT6plex [N-Term; K22; K30] 0.858 1.033 6.650498867 24.81 1 3792.01579 4 948.7592163 -0.198919431 -0.000188576 65.42951818ETDYPAGEDLSESGQVDK 4 194578923 2xTMT6plex [N-Term; K18] 1.236 1.276 4.351451874 43.4 0 2398.1662 3 800.0594482 -1.004277117 -0.000802808 40.11918012
LWCAVGVNLSGGK 4 194578923 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 0.976 0.814 3.798660517 39.12 0 1819.030046 3 607.0160522 1.955838107 0.001185909 75.78841938

DVAGLDTEGSK 4 194578923 2xTMT6plex [N-Term; K11] 1.088 1.073 3.695798159 39.52 0 1549.847373 2 775.4260864 -1.59798215 -0.001238314 35.14198202LFSSSSNTTK 4 194578923 2xTMT6plex [N-Term; K10] 0.986 1.171 3.539335251 33.23 0 1529.857544 2 765.4316406 -1.005995628 -0.000769515 42.11895518
VDELTCEKDVLQGELEAVK 2 194578923 3xTMT6plex [N-Term; K8; K19]; 1xCarbamidomethyl [C6] 1.645 4.406899452 14.67 1 2862.573736 3 954.8634644 0.734833964 0.000701172 87.14540627

VQAFGWSLPQK 4 194578923 2xTMT6plex [N-Term; K11] 1.055 1.01 3.363811493 22.56 0 1718.999397 3 573.6717529 0.761041025 0.000436076 77.59286446VESLESQTR 4 194578923 1xTMT6plex [N-Term] 0.977 0.838 3.212252855 38.35 0 1277.689861 2 639.3479614 -0.950464174 -0.000607199 28.3450266YNAPTSHVTPSVK 6 194578923 2xTMT6plex [N-Term; K13] 1.172 1.254 0.956 3.308835506 21.6 0 1859.042719 3 620.3504028 -3.261519408 -0.002021101 33.56282967VYGDENSDK 6 194578923 2xTMT6plex [N-Term; K9] 0.845 0.929 0.967 3.500697374 35.83 0 1484.763309 2 742.8851929 -0.134572165 -9.99E-05 22.55493293LMELQEAVR 6 194578923 1xTMT6plex [N-Term] 1.312 0.803 0.551 3.390948057 40.67 0 1317.739788 2 659.3734131 -0.180777819 -0.000119109 55.86793315HIEVQVAQETR 4 194578923 1xTMT6plex [N-Term] 1.039 1.107 4.704084873 25.16 0 1538.848821 3 513.6212158 0.177672383 9.11E-05 31.00815386GGETPGSEQWK 4 194578923 2xTMT6plex [N-Term; K11] 1.055 1.214 3.860506058 34.83 0 1633.858606 2 817.4331055 0.200786958 0.000164029 32.19968168NLPVPVYLRPLDEK 3 194578923 2xTMT6plex [N-Term; K14] 1.057 0.934 4.271339893 8.61 0 2111.262882 3 704.4252319 -0.823885663 -0.000579813 77.82558434SSIWQFFSR 3 194578923 1xTMT6plex [N-Term] 0.754 1.192 2.730963945 21.38 0 1386.736751 2 693.8712158 -1.151119254 -0.00079815 83.27767955KPEPPVNLK 2 194578923 3xTMT6plex [N-Term; K1; K9] 1.122 2.968762159 16.71 0 1709.092853 3 570.3694458 0.544916177 0.000310437 48.21963224IYVVQPK 2 194578923 2xTMT6plex [N-Term; K7] 0.998 3.025181532 19.46 0 1304.83423 2 652.9204712 -0.432152357 -0.000281944 60.79667062VTDAPNKSEISK 2 194578923 3xTMT6plex [N-Term; K7; K12] 2.11 1.725 2.228919029 1 1976.163117 3 659.3927002 0.217748188 0.000143435 40.53326045VTDAPNK 6 194578923 2xTMT6plex [N-Term; K7] 1.262 0.73 0.806 2.716816902 16.46 0 1202.714508 2 601.8613281 0.724361429 0.0004356 26.2609432AEAEDAR 4 194578923 1xTMT6plex [N-Term] 0.939 1.538 2.220944166 17 0 990.5053545 2 495.7561035 -0.428133728 -0.000212034 14.28307087194578909 EIF4E eukaryotic translation initiation factor 4E isoform 2 1977 NP_001124151.1 27.41935484 1 7 7 46 248 28.76 6.42 1.04 1.01 1.03 1.03 Significant 0.0000738
IVIGYQSHADTATK 6 194578909 2xTMT6plex [N-Term; K14] 1.091 1.182 1.091 4.707618237 44.19 0 1962.106047 3 654.7073975 0.811430562 0.000530704 43.4510887IAIWTTECENR 16 194578909 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.031 1.166 1.036 3.595878601 51.05 0 1621.820557 2 811.411377 -3.132377208 -0.002540077 55.17033548TESNQEVANPEHYIK 2 194578909 2xTMT6plex [N-Term; K15] 0.796 4.620173454 31.07 0 2217.155182 3 739.7230835 -0.218591699 -0.000161551 41.35493238DGIEPMWEDEK 6 194578909 2xTMT6plex [N-Term; K11] 0.976 0.865 0.895 4.572822571 38.4 0 1806.898422 2 903.9533691 0.575334638 0.000519786 56.06746659EAVTHIGR 2 194578909 1xTMT6plex [N-Term] 1.28 2.633770466 17.84 0 1111.642123 2 556.324646 -0.096575877 -5.37E-05 19.26442421DGIEPMWEDEKNK 4 194578909 3xTMT6plex [N-Term; K11; K13] 1.301 1.361 3.786200762 9.58 1 2278.199244 3 760.0705566 -0.933964898 -0.000709253 52.87982023WLITLNK 10 194578909 2xTMT6plex [N-Term; K7] 1.014 1.093 1.091 3.115670443 28.58 0 1345.860779 2 673.4334717 -0.826237485 -0.000556 78.15402406194688133 HMGB2 high mobility group protein B2 3148 NP_001124160.1 44.01913876 1 8 10 89 209 24.019 7.81 1.37 1.41 1.38 1.38 Significant 0.0000751 KLGEMWSEQSAK 6 194688133 3xTMT6plex [N-Term; K1; K12] 0.861 1.384 1.196 5.879348755 33.57 1 2081.166822 3 694.3930664 -1.045688038 -0.000725417 50.00897889SEHPGLSIGDTAK 18 194688133 2xTMT6plex [N-Term; K13] 1.107 1.105 1.141 4.386455536 56.81 0 1769.979784 2 885.4945068 1.10346564 0.000976556 36.09674143LGEMWSEQSAK 6 194688133 2xTMT6plex [N-Term; K11] 1.04 1.1 1.18 5.071196079 62.31 0 1723.908927 2 862.4572754 -0.958924642 -0.000826549 56.70697818MSSYAFFVQTCR 6 194688133 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 2.112 1.761 1.804 4.596114159 46.68 0 1725.829014 3 575.947876 0.03535674 2.03E-05 63.42663828



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

KHPDSSVNFAEFSK 6 194688133 3xTMT6plex [N-Term; K1; K14] 1.313 1.375 3.907263994 19.81 1 2280.259143 4 570.8196411 -1.056027725 -0.000602004 47.99214679
KLGEMWSEQSAK 6 194688133 3xTMT6plex [N-Term; K1; K12]; 1xOxidation [M5] 1.908 1.411 1.649 2.635795355 19.85 1 2097.161737 3 694.3930664 -1.045688038 -0.000725417 50.00897889
MSSYAFFVQTCR 5 194688133 1xTMT6plex [N-Term]; 1xOxidation [M1]; 1xCarbamidomethyl [C11] 1.462 0.976 100 2.421902657 22.47 0 1741.823929 3 575.947876 0.03535674 2.03E-05 63.42663828

DKQPYEQK 8 194688133 3xTMT6plex [N-Term; K2; K8] 1.844 1.795 2.472 2.770808697 11.01 1 1722.999346 2 862.0023193 -1.151647637 -0.000992144 23.79385459SKFEDMAK 12 194688133 3xTMT6plex [N-Term; K2; K8] 1.557 1.637 1.666 3.208118916 20.59 1 1642.94414 2 821.9758911 0.222701767 0.000182943 39.76300929KGPGRPTGSK 7 194688133 3xTMT6plex [N-Term; K1; K10] 1.557 1.56 1.432 2.195747137 5.55 1 1672.0473 4 418.7667542 -1.26366547 -0.000528227 17.88561884GKSEAGK 5 194688133 3xTMT6plex [N-Term; K2; K7] 1.253 2.686 1.43 1.982637644 8.02 1 1363.851226 3 455.2884827 -0.242667196 -0.000110321 18.3834952KKDPNAPK 4 194688133 4xTMT6plex [N-Term; K1; K2; K8] 1.458 1.406 2.800977945 3.68 2 1814.16697 4 454.2973633 0.360146012 0.000163341 22.5429474
195927044 RTCA RNA 3'-terminal phosphate cyclase isoform a 8634 NP_001124313.1 17.67810026 1 6 6 30 379 40.683 8.34 0.81 0.76 0.8 0.79 Significant 0.000374

VSTALSCLLGLPLR 8 195927044 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.084 1.36 0.94 5.196787357 63.87 0 1729.024343 3 577.0133057 0.590594454 0.000340384 104.7282384VGIEAAEMLLANLR 4 195927044 1xTMT6plex [N-Term] 0.777 0.684 4.371126175 54.03 0 1728.987957 2 864.9971924 -0.490815666 -0.000424307 112.6166649AFVAGVLPFK 6 195927044 2xTMT6plex [N-Term; K10] 0.844 0.854 3.914121628 36.37 0 1506.944843 2 753.9753418 -0.95271984 -0.000717848 87.7225189QLNPINLTER 4 195927044 1xTMT6plex [N-Term] 0.865 0.812 3.365104675 37.74 0 1426.821543 2 713.9152832 1.223913571 0.000873153 50.81098867KSEDEEDAAK 2 195927044 3xTMT6plex [N-Term; K1; K10] 0.714 3.785426855 14.23 1 1808.984484 3 603.6663208 -0.04137551 -2.49E-05 19.15834035GGIHTADTK 6 195927044 2xTMT6plex [N-Term; K9] 0.768 0.715 0.76 3.434529781 25.52 0 1357.783985 3 453.2660828 -0.213479454 -9.66E-05 19.141629262399371 TMEM201 transmembrane protein 201 isoform 1 199953 NP_001124396.2 7.657657658 1 4 4 13 666 72.19 9.22 1.04 0.86 0.8 0.9 Significant 0.00636 EADQTHAQNFSSAVK 4 262399371 2xTMT6plex [N-Term; K15] 1.001 1.088 4.458611488 38.18 0 2091.087102 3 697.7004395 -0.161294393 -0.000112427 29.56833483EEGRYDEEVEVYR 6 262399371 1xTMT6plex [N-Term] 0.864 0.754 0.803 3.342432261 10.11 1 1901.907852 3 634.6412354 0.684162845 0.000433738 32.71213533ALLLSHQFK 2 262399371 2xTMT6plex [N-Term; K9] 1.025 3.527662516 20.4 0 1514.945905 3 505.6532898 -0.388882027 -0.000196378 64.60213694
LCRPCQAAVEYYIK 1 262399371 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C5] 1.435 2.502073765 0 2229.192437 3 743.7341309 -2.062281299 -0.001532407 59.12539017

195972857 ARHGEF18 rho guanine nucleotide exchange factor 18 isoform b 23370 NP_001124427.1 15.43052003 1 11 12 42 1173 130.7 7.08 1 0.97 1.23 1.06 Significant 0.00588
QTADDSLSLTSPNTESIFVEDPYTASLR 2 195972857 1xTMT6plex [N-Term] 4.414569855 27.91 0 3286.616426 3 1096.20752 -2.562223624 -0.002807015 81.95934985SAMSEIEGIQSLICR 12 195972857 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.788 1.123 1.019 5.705718517 53.1 0 1922.987699 3 641.6687012 2.002777047 0.001283772 84.9069535IIQNTEAGTEDYEDLTQALNLIK 4 195972857 2xTMT6plex [N-Term; K23] 0.89 1.135 4.996538162 83.9 0 3050.629781 3 1017.548401 0.284559839 0.000289362 100.6972463LPTVLESELVQR 6 195972857 1xTMT6plex [N-Term] 0.914 1.31 3.931696653 39.1 0 1612.947138 3 538.3204956 -0.12663378 -6.81E-05 77.37695073DQLIAQSLLEK 2 195972857 2xTMT6plex [N-Term; K11] 0.936 3.64602685 50.22 0 1716.030757 2 858.5175171 -1.747847642 -0.00149968 74.14773439LFPCADDLLETHSHFLAR 2 195972857 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.048 4.58061552 36.76 0 2371.206617 4 593.5561523 -1.618279475 -0.000959319 75.66567022GGDPSETLQGELILK 2 195972857 2xTMT6plex [N-Term; K15] 1.035 3.681213617 24.23 0 2015.142492 3 672.3841553 -2.272524005 -0.001526487 74.03673741RQESLEEGSDR 2 195972857 1xTMT6plex [N-Term] 0.698 2.976540327 25.39 1 1534.765879 3 512.2601929 0.09539128 4.88E-05 23.7652598EVANEEK 2 195972857 2xTMT6plex [N-Term; K7] 1.354 2.957150221 28.72 0 1276.714902 2 638.8618774 1.234396818 0.000787986 20.38767809LSDSDIPGSSEESPQVVEAPGTESDPR 2 195972857 1xTMT6plex [N-Term] 0.01 2.201553583 10.01 0 3014.427563 3 1005.47583 -4.852027564 -0.004875362 51.00741566LLIQQNK 8 195972857 2xTMT6plex [N-Term; K7] 1.112 1.115 2.915569544 24.96 0 1314.850942 2 657.9296265 0.786400689 0.000517 46.83850971QQLLLNK 2 195972857 2xTMT6plex [N-Term; K7] 1.707 1.75285387 7.95 0 1314.850942 2 657.9276733 -2.184468384 -0.001436125 47.5112394

195972871 PLCH1 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase eta-1 isoform a 23007 NP_001124432.1 1.122268163 1 1 2 24 1693 189.104 7.74 0.97 0.95 0.82 0.91 Significant 0.00264
FLVWDHDPIGR 6 195972871 1xTMT6plex [N-Term] 0.787 0.736 1.017 3.733893156 22.63 0 1583.853178 3 528.6211548 -2.693977315 -0.001422288 64.04359381ILIDSIYK 18 195972871 2xTMT6plex [N-Term; K8] 0.968 0.945 0.823 3.515676022 34.2 0 1422.897224 2 711.9517212 -0.743544347 -0.000528994 76.09449129195972890 SUN1 SUN domain-containing protein 1 isoform a 23353 NP_001124437.1 14.26751592 1 9 9 49 785 87.055 6.93 1.2 1.14 1.17 1.17 Significant 0.000219 RPPVLDESWIR 6 195972890 1xTMT6plex [N-Term] 0.507 1.013 1.014 5.545917034 39.42 0 1596.905942 3 532.9730225 -0.894008313 -0.000475882 52.76528195LSMMIHPAAFTLEHIPK 6 195972890 2xTMT6plex [N-Term; K17] 1.27 1.405 1.419 4.428891182 15.98 0 2394.344185 4 599.3400269 -2.467464018 -0.00147699 83.74487073LLFSEDQQGGSLEQLLQR 12 195972890 1xTMT6plex [N-Term] 1.172 1.008 3.082 5.702609539 60.6 0 2290.224041 3 764.0773315 -2.881469663 -0.002199737 88.96343597VDQMEGGAAGPSASVR 6 195972890 1xTMT6plex [N-Term] 1.044 1.457 1.105 5.128063679 76.82 0 1760.879863 2 880.9425659 -1.1401028 -0.001003792 31.04565885VDDPQDVFKPTTSR 3 195972890 2xTMT6plex [N-Term; K9] 1.058 1.132 4.232975006 18.33 0 2063.11734 3 688.3759766 -1.921108617 -0.001321158 45.57280083TGCETVDAVQER 4 195972890 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.734 1.864 3.760279417 34.93 0 1593.774001 2 797.3908081 0.212370723 0.000169235 24.4822132ELTTLLQK 6 195972890 2xTMT6plex [N-Term; K8] 1.203 1.107 1.132 3.444461346 41.99 0 1403.887387 2 702.4452515 -2.96392029 -0.002080505 64.206089AIVNSALK 2 195972890 2xTMT6plex [N-Term; K8] 0.983 3.107936621 41.22 0 1273.824393 2 637.4154663 -0.578747602 -0.000368611 46.62965552DLQLQILR 4 195972890 1xTMT6plex [N-Term] 1.085 1.228 2.911532402 42.19 0 1227.762238 2 614.3843384 -0.682275576 -0.000418836 63.02052861195972903 ZNF385A zinc finger protein 385A isoform a 25946 NP_001124439.1 7.512953368 1 2 2 6 386 40.428 9.86 1.58 1.17 1.15 1.3 Significant 0.0114 GEGGTPAPASLPGGSKEEEEK 4 195972903 3xTMT6plex [N-Term; K16; K21] 1.168 1.146 5.340714931 28.34 1 2714.445165 3 905.4849854 -1.754275745 -0.001587295 37.95912207

LLYCALCK 2 195972903 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C4; C7] 1.579 3.165851593 19.21 0 1498.852599 2 749.9282227 -2.288735732 -0.001715239 68.02106658
197116359 INPP4A type I inositol 3,4-bisphosphate 4-phosphatase isoform d 3631 NP_001127696.1 2.251791198 1 2 2 6 977 109.885 6.96 1.24 1.03 0.84 1.04 Significant 0.0122 VPLPGPLFDALPR 4 197116359 1xTMT6plex [N-Term] 1.03 0.856 3.169286489 38.53 0 1620.967479 2 810.9864502 -1.144778904 -0.000927825 98.24518938TQVSYYAER 2 197116359 1xTMT6plex [N-Term] 1.243 0.82 1.657656193 3.72 0 1345.694946 2 673.3485718 -3.77432889 -0.002539548 25.90467415197116386 NT5DC2 5'-nucleotidase domain-containing protein 2 isoform 1 64943 NP_001127703.1 19.92818671 1 6 6 26 557 64.103 7.74 1.27 1.16 1.4 1.28 Significant 0.00294

FSDLYMASLSCLLNYR 4 197116386 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.231 1.26 4.30057478 32.36 0 2182.087413 3 728.0341797 0.262534166 0.000190958 109.5531727QLFLITNSPFSFVDK 4 197116386 2xTMT6plex [N-Term; K15] 1.514 1.825 4.047271729 37.97 0 2214.257462 3 738.7580566 0.97299068 0.000718151 106.4839728IINTEQYMHSLTWQQALTGLLER 4 197116386 1xTMT6plex [N-Term] 1.359 0.978 6.431476593 46.99 0 2974.565792 3 992.1925659 -0.890155498 -0.000882609 106.4415435SAPAQAPTSGADLSAHLWAR 2 197116386 1xTMT6plex [N-Term] 1.085 6.03382206 55.85 0 2236.167194 3 746.0626221 2.736141981 0.00203949 51.59647095DVEVYGFDYDYTLAQYADALHPEIFSTAR 4 197116386 1xTMT6plex [N-Term] 100 4.649769783 24.19 0 3598.72156 3 1200.24292 -2.043401873 -0.002451211 100.9454941IINTEQYMHSLTWQQALTGLLER 2 197116386 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.368 4.599673748 26.32 0 2990.560707 3 992.1925659 -0.890155498 -0.000882609 106.4415435DILIEHYK 6 197116386 2xTMT6plex [N-Term; K8] 1.234 1.085 1.333 3.438578606 30.8 0 1488.882636 3 496.965271 -0.924553544 -0.000458851 47.54870705197276664 NT5C2 cytosolic purine 5'-nucleotidase 22978 NP_001127845.1 16.22103387 1 9 9 50 561 64.928 6.14 0.71 0.77 0.85 0.78 Significant 0.00272 DILYIGDHIFGDILK 10 197276664 2xTMT6plex [N-Term; K15] 0.777 0.703 0.737 4.268079281 32.85 0 2190.257462 3 730.7575684 0.31485254 0.000229869 108.0834452GLVFDTLYGNLLK 16 197276664 2xTMT6plex [N-Term; K13] 0.771 0.853 0.783 4.564828873 48.91 0 1911.135556 3 637.7169189 0.338686565 0.000215759 100.3383871KPLFFGEGTVLR 6 197276664 2xTMT6plex [N-Term; K1] 1.143 1.055 0.928 3.723014593 27.58 0 1822.099111 3 608.0380249 0.225101384 0.000136719 68.74427984HLDSSSNERPDISSIQR 6 197276664 1xTMT6plex [N-Term] 0.75 0.73 0.886 5.689801216 29.49 0 2170.104988 4 543.2813721 -0.612739364 -0.000332427 28.65249222YTSCETGFK 2 197276664 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 0.772 3.807983875 40.58 0 1550.792501 2 775.8996582 -0.297353611 -0.000230567 34.34545622
GKDILYIGDHIFGDILK 2 197276664 3xTMT6plex [N-Term; K2; K17] 0.96 3.181379557 15.2 1 2604.536821 4 651.8898315 0.25932514 0.000168855 101.9931202DAVDWVHYK 2 197276664 2xTMT6plex [N-Term; K9] 0.569 2.79024148 15.85 0 1590.868049 3 530.9606323 -0.443221764 -0.000235036 49.39989028LPLLLSR 4 197276664 1xTMT6plex [N-Term] 0.505 0.51 2.143071651 15.1 0 1040.702932 2 520.8547363 -0.707313996 -0.000368052 71.49992734TVENLEK 2 197276664 2xTMT6plex [N-Term; K7] 0.893 2.273120403 9.75 0 1290.766938 2 645.8861694 -1.453107263 -0.000937811 35.55701454197304777 TBC1D5 TBC1 domain family member 5 isoform a 9779 NP_001127853.1 9.791921665 1 7 7 27 817 91.159 6.33 0.86 1.23 1.31 1.13 Significant 0.0146 ILTDVLFCYAR 6 197304777 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.344 1.283 1.224 4.052997589 52.61 0 1599.876616 2 800.4414063 -0.675014554 -0.00053997 94.9260434TSAEAPSHHLQQQQQQQR 2 197304777 1xTMT6plex [N-Term] 1.413 5.302357197 39.17 0 2331.175133 4 583.548645 -1.0222835 -0.00059578 18.91093807EFTGSPPSSATK 4 197304777 2xTMT6plex [N-Term; K12] 0.986 1.18 3.948895931 57.91 0 1666.905222 2 833.9547119 -1.844653094 -0.001537431 34.65855305VNQIQDHLLK 6 197304777 2xTMT6plex [N-Term; K10] 0.988 1.295 1.38 4.099407196 41.07 0 1666.005211 3 556.0067749 0.336443744 0.000186839 50.51606502GSFSGQAQPLR 5 197304777 1xTMT6plex [N-Term] 0.481 0.979 3.2824049 25.36 0 1376.748379 2 688.8763428 -2.157004992 -0.001484827 38.0401405LFLCVLPQDK 2 197304777 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 0.328 2.12057972 12.4 0 1690.99662 3 564.3369141 -0.255176441 -0.000143834 82.98724981

GAPLNINK 2 197304777 2xTMT6plex [N-Term; K8] 0.92 3.125787735 35.53 0 1284.803992 2 642.9058228 0.293241471 0.000188379 43.77160159
197304715 VAV2 guanine nucleotide exchange factor VAV2 isoform 1 7410 NP_001127870.1 23.91799544 1 17 17 77 878 101.224 7.08 1.1 1.04 1.09 1.08 Significant 0.000297

DGVLLCQLLHNLSPGSIDLK 6 197304715 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C6] 0.648 0.48 0.892 5.240354538 49.78 0 2650.500229 3 884.1696777 -2.16885734 -0.001916186 110.4768378
GIRPFPSEETTENDDDVYR 4 197304715 1xTMT6plex [N-Term] 0.82 1.014 5.206261158 46.04 0 2469.173127 3 823.7276001 -1.976393221 -0.001626686 41.82445762LLIYGEYCSHMEHAQNTLNQLLASR 2 197304715 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.307 6.150593281 37.47 0 3190.597503 4 798.4061279 1.623037298 0.001294615 83.15920412FTSPADLDASGAGPGPK 6 197304715 2xTMT6plex [N-Term; K17] 1.081 0.955 0.765 6.123108387 53.49 0 2046.090791 2 1023.547424 -1.573149736 -0.001609404 52.73848991NSELFDPFDLFDVR 9 197304715 1xTMT6plex [N-Term] 1.566 1.163 1.567 3.678189039 23.5 0 1942.974809 2 971.9891357 -1.963039154 -0.001907068 109.5797004ISEFQSSIENLQVK 4 197304715 2xTMT6plex [N-Term; K14] 0.746 0.706 4.186681747 29.68 0 2080.169041 3 694.0609131 -0.41107822 -0.000285037 74.73467441EIIELLFHK 10 197304715 2xTMT6plex [N-Term; K9] 1.258 1.188 1.242 3.823835135 35.02 0 1599.987436 3 534.0006714 0.015768972 8.41E-06 97.50865669LQDLLVVPMQR 4 197304715 1xTMT6plex [N-Term] 1.169 1.045 3.62622571 36.12 0 1540.90825 3 514.3074951 -0.206305883 -0.000105966 82.12661808KISEFQSSIENLQVK 2 197304715 3xTMT6plex [N-Term; K1; K15] 1.811 3.357540131 6.66 1 2437.426936 3 813.1474609 0.366567911 0.000297828 67.81881386DNWIHITEAK 2 197304715 2xTMT6plex [N-Term; K10] 1.133 3.104297876 10.38 0 1684.942276 3 562.3190308 0.155913446 8.76E-05 51.03045513IGGDQGWWK 2 197304715 2xTMT6plex [N-Term; K9] 0.931 2.834752321 10.06 0 1504.831269 2 752.9188843 -0.516679397 -0.000388758 60.61936961VIGTAVAR 4 197304715 1xTMT6plex [N-Term] 1.103 1.043 2.91231513 25.8 0 1015.646146 2 508.3271484 0.861249761 0.000437363 29.23703827ELLSHSAERPER 6 197304715 1xTMT6plex [N-Term] 1.052 1.145 0.982 3.811911106 13.05 0 1652.891748 4 413.9786377 0.588496646 0.00024318 22.01144534YLFLFDK 8 197304715 2xTMT6plex [N-Term; K7] 1.681 1.307 1.599 2.949025631 29.11 0 1403.833895 2 702.4213867 1.140831195 0.000800769 91.38059797VVWPSAVVFDLAQALR 4 197304715 1xTMT6plex [N-Term] 0.743 0.595 3.58934474 22.29 0 2000.153048 2 1000.578552 -1.6100257 -0.001610149 113.0822471TLEDIEK 4 197304715 2xTMT6plex [N-Term; K7] 1.126 3.142256498 27.1 0 1305.766603 2 653.3865356 -0.619429947 -0.000404415 42.56890163GDPESPWWEGR 2 197304715 1xTMT6plex [N-Term] 0.753 1.898830652 5 0 1544.733122 2 772.8705444 0.446593122 0.000344934 47.69871002197313732 PHLDB2 pleckstrin homology-like domain family B member 2 isoform a 90102 NP_001127911.1 7.501995211 1 8 8 29 1253 142.07 7.43 1.27 1.18 1.1 1.18 Significant 0.00172

GVIYFQAIEEVYYDHLK 4 197313732 2xTMT6plex [N-Term; K17] 1.668 1.506 5.48058176 53.81 0 2545.374283 3 849.1315308 2.261476906 0.001918768 102.1628314IVILNNLEELK 6 197313732 2xTMT6plex [N-Term; K11] 1.186 0.896 4.735424042 54.76 0 1756.098443 2 878.552124 -0.837728164 -0.000735567 90.32500815NDELLSDLTR 2 197313732 1xTMT6plex [N-Term] 0.906 3.313072681 22.66 0 1404.753189 2 702.8795776 -0.932866053 -0.000655223 56.20251164TPEGISEEQR 6 197313732 1xTMT6plex [N-Term] 1.064 1.515 1.418 3.475471973 37.31 0 1374.706239 2 687.8569946 0.344595666 0.000236859 20.60996454QASGTPQPALR 2 197313732 1xTMT6plex [N-Term] 0.825 3.337456703 38.71 0 1354.764029 2 677.885498 -0.228206716 -0.000154583 23.00075543SQELAAMEETR 4 197313732 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.246 0.898 2.015920162 31.76 0 1509.741638 2 755.3753052 1.122868655 0.000847621 20.77573956TQLDNCPESMR 4 197313732 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 0.848 2.540591478 10.63 0 1579.740593 2 790.3786011 5.907912021 0.004666484 25.00190328IKDINDQMDESFR 1 197313732 2xTMT6plex [N-Term; K2] 1.193 3.494590521 1 2069.073761 3 690.3637695 1.447407921 0.000998265 48.43490244
197333730 TOMM5 mitochondrial import receptor subunit TOM5 homolog isoform 3 401505 NP_001127956.1 16.30434783 1 3 3 21 92 10.026 6.51 0.98 1.02 0.93 0.97 Significant 0.00071

IEGLAPK 12 197333730 2xTMT6plex [N-Term; K7] 1.023 0.961 0.965 2.708199739 37.63 0 1185.76073 2 593.3827515 -2.11178381 -0.001252035 48.87586143LDPEEMKR 5 197333730 2xTMT6plex [N-Term; K7] 1.108 1.202 1.036 3.045345783 16.13 1 1475.82922 3 492.6143494 -0.491692593 -0.000241885 37.05987487LDPEEMK 4 197333730 2xTMT6plex [N-Term; K7] 0.876 0.83 2.663724184 27.03 0 1319.72811 2 660.3671265 -0.858684682 -0.000566615 43.81557738
197927201 TOMM6 mitochondrial import receptor subunit TOM6 homolog 100188893 NP_001127965.1 18.91891892 1 1 1 20 74 7.997 4.89 1.16 1.53 1.3 1.33 Significant 0.00651 NLSDIDLMAPQPGV 20 197927201 1xTMT6plex [N-Term] 1.158 1.531 1.297 3.441785574 82.25 0 1698.893388 2 849.9436646 -7.849332121 -0.006667589 77.02162177198041777 IPO11 importin-11 isoform 1 51194 NP_001128251.1 5.812807882 1 5 5 15 1015 116.932 5.41 1.2 1.22 1.32 1.25 Significant 0.000885 NFEDSSPETLEAHK 4 198041777 2xTMT6plex [N-Term; K14] 1.055 1.074 4.24883461 33.29 0 2062.04932 3 688.020813 -0.695514478 -0.000478062 40.50226598IFQNMSPLLELSSENLR 5 198041777 1xTMT6plex [N-Term] 1.393 1.136 1.319 4.973150253 41.4 0 2220.189569 3 740.7345581 -0.201948338 -0.000149455 100.095229QWPELIPTLIESVK 2 198041777 2xTMT6plex [N-Term; K14] 1.038 3.4556036 23.88 0 2111.251649 3 704.421875 -0.273221812 -0.00019228 112.2666391TIILFTK 2 198041777 2xTMT6plex [N-Term; K7] 1.594 2.950496197 32.4 0 1293.854631 2 647.4310303 0.118395739 7.66E-05 75.13836003VVENALK 2 198041777 2xTMT6plex [N-Term; K7] 1.381 2.510125637 19.68 0 1230.782194 2 615.894104 -1.025918472 -0.000631341 44.12470213199559805 PPP1R18 phostensin 170954 NP_001128342.1 37.35725938 1 18 18 88 613 67.902 5.4 0.99 1.04 1.09 1.04 Significant 0.00077 DIEAQTQKPEPPESAEK 6 199559805 3xTMT6plex [N-Term; K8; K17] 1.57 100 0.931 4.74206686 22.98 0 2584.407323 3 862.1414795 0.991529679 0.000854172 37.62757023YPTAEEILVLGGYLR 8 199559805 1xTMT6plex [N-Term] 1.152 1.027 1.384 4.407618523 42.7 0 1923.07888 3 641.6973267 -0.755782587 -0.000484477 99.95109109EAQGNSSAGVEAAEQRPVEDGER 4 199559805 1xTMT6plex [N-Term] 100 5.734940052 31.08 0 2615.24948 3 872.4207764 -0.651543361 -0.000567983 20.96128251

LGLSPGEPSPVLGTVEAGPPDPDESAVLLEAIGPVHQNR 8 199559805 1xTMT6plex [N-Term] 100 0.758 6.30552721 26.3 0 4144.176368 3 1382.063843 0.146555131 0.00020245 98.013348RYPTAEEILVLGGYLR 4 199559805 1xTMT6plex [N-Term] 0.927 1.026 5.927453995 33.16 1 2079.179991 3 693.730957 -0.804777007 -0.000557759 85.73869633ETAELSETLTR 6 199559805 1xTMT6plex [N-Term] 1.131 0.917 1.018 4.586554527 51.24 0 1478.789968 2 739.8989868 0.492654689 0.000364266 40.92667434LGIGGAQELSLRPLEAR 6 199559805 1xTMT6plex [N-Term] 1.436 1.017 0.811 5.60325098 44.93 0 2009.170489 3 670.395874 1.283992736 0.00085992 66.33858099ESQEQSLVQLEATEWR 6 199559805 1xTMT6plex [N-Term] 0.688 0.792 100 5.058391571 62.36 0 2162.092692 2 1081.546631 -3.102092373 -0.003353506 62.86638747KEEWPVPGVAPK 2 199559805 3xTMT6plex [N-Term; K1; K12] 1.086 3.682291985 8.93 1 2024.214759 3 675.4106445 1.295116409 0.000873865 58.63260772ALIVDESCR 6 199559805 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.964 0.914 1.089 3.534736633 21.34 0 1291.687752 2 646.3474121 -0.158630636 -0.000102451 36.76409314SGHTFTVNPR 2 199559805 1xTMT6plex [N-Term] 0.899 3.775377035 12.8 0 1344.722164 3 448.9121094 -0.289267932 -0.000129662 30.31982957LSPGESAYQK 8 199559805 2xTMT6plex [N-Term; K10] 1.101 1.124 1.187 3.981612682 46.16 0 1537.862629 2 769.4355469 0.772546245 0.000594035 33.36811023LSQMPAWK 6 199559805 2xTMT6plex [N-Term; K8] 1.036 1.218 1.005 3.014124632 28.19 0 1418.823013 2 709.9140015 -1.611688203 -0.00114335 67.97250739LGLTEAHK 4 199559805 2xTMT6plex [N-Term; K8] 0.926 0.98 3.40109992 29.8 0 1326.814557 3 442.9430542 0.039611908 1.75E-05 36.01747552SEELLAER 2 199559805 1xTMT6plex [N-Term] 1.24 2.90073061 39.55 0 1175.646933 2 588.3278809 1.319995575 0.000775924 32.02772292QDYSEECGR 2 199559805 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 100 3.157595158 37.77 0 1372.60006 2 686.8035278 -0.204419296 -0.000140293 24.21463174AGPGVGAPR 6 199559805 1xTMT6plex [N-Term] 0.551 1.316 1.055 2.843892097 22.45 0 1010.594444 2 505.7994385 -2.814172283 -0.001421993 108.380756QEEASVR 2 199559805 1xTMT6plex [N-Term] 1.072 2.106328249 25.55 0 1047.563204 2 524.2849731 -0.509774432 -0.00026701 18.18173084201861813 FERMT2 fermitin family homolog 2 isoform 2 10979 NP_001128471.1 15.13828239 1 6 8 57 687 78.625 6.7 1.14 1.05 1.1 1.1 Significant 0.000563 FIQAWQSLPEFGITHFIAR 6 201861813 1xTMT6plex [N-Term] 0.604 0.368 0.707 4.905252457 24.59 0 2490.349516 3 830.7878418 -0.218366688 -0.00018127 108.465122LLIPVAEGMNEIWLR 21 201861813 1xTMT6plex [N-Term] 1.176 1.206 1.238 4.853879929 70.77 0 1983.12987 3 661.7154541 0.977825364 0.000646385 107.9732088MQHLNPDPQLIPEQITTDITPECLVSPR 6 201861813 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 100 100 4.446899414 19.82 0 3471.781341 3 1157.929565 -2.073215514 -0.00239925 86.6596102YYSFFDLNPK 6 201861813 2xTMT6plex [N-Term; K10] 0.744 0.634 0.664 3.797772169 53.47 0 1751.940879 2 876.4724121 -1.901754385 -0.001665881 86.77491127
DTSISCYK 6 201861813 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 2.104 1.228 1.782 3.250934362 35.82 0 1431.755387 2 716.3807983 -0.74531608 -0.000533555 34.87280088

HPEELSLLK 4 201861813 2xTMT6plex [N-Term; K9] 1.045 1.349 3.180087805 18.37 0 1523.91975 3 508.6444702 -0.585756217 -0.000297548 50.60836928THWTLDK 6 201861813 2xTMT6plex [N-Term; K7] 0.82 0.834 0.805 2.909617662 16.88 0 1358.783257 3 453.5996704 0.884107501 0.000400437 40.47467323LQFTPQHK 2 201861813 2xTMT6plex [N-Term; K8] 0.997 2.557936192 7.45 0 1456.867655 3 486.2937622 -0.632589311 -0.0003072 38.10181753205277392 DCTN1 dynactin subunit 1 isoform 3 1639 NP_001128512.1 47.00718276 1 44 44 292 1253 138.664 5.54 1.01 0.98 1.01 1 Significant 0.0001 EKEFEETMDALQADIDQLEAEK 8 205277392 3xTMT6plex [N-Term; K2; K22] 0.939 0.934 1.345 5.675663948 41.63 1 3269.670215 4 818.1730957 0.10338428 8.45E-05 108.7802466ETVGDLEAMNEMNDELQENAR 4 205277392 1xTMT6plex [N-Term] 1.017 0.492 4.865259171 44.32 0 2637.196975 3 879.7363892 -0.895279933 -0.00078701 65.67316042AEITDAEGLGLK 10 205277392 2xTMT6plex [N-Term; K12] 0.963 0.984 1.009 5.040151119 73.91 0 1674.967822 2 837.986084 -1.749861228 -0.001465481 59.18163672LSHEGPGSELPAGALYR 8 205277392 1xTMT6plex [N-Term] 1.135 1.156 0.989 6.383972168 35.24 0 1983.049705 3 661.6887817 1.052280655 0.000695575 49.14467772EQVDAALGAEEMVEMLTDR 6 205277392 1xTMT6plex [N-Term] 0.747 0.677 0.633 7.248716831 81.15 0 2336.131128 3 779.3806152 -1.641721575 -0.001278426 103.3402825ELTNQQEASVER 6 205277392 1xTMT6plex [N-Term] 1.116 0.967 1.528 5.103693485 48.47 0 1632.839044 2 816.9223633 -0.97616327 -0.000796959 21.76849039SPSAQLMEQVAQLK 12 205277392 2xTMT6plex [N-Term; K14] 1 0.998 1.077 4.636003971 64.38 0 1988.125068 2 994.5650635 -1.115406123 -0.001108783 77.88967906VDELTTDLEILK 12 205277392 2xTMT6plex [N-Term; K12] 1 0.907 0.973 5.087435722 66.58 0 1847.077767 2 924.0422363 -0.308895359 -0.000285277 87.40074689GSDGAASSYQLK 8 205277392 2xTMT6plex [N-Term; K12] 1.205 1.265 1.284 3.848954916 74.03 0 1641.884821 2 821.4454346 -0.748200702 -0.00061423 32.8798206ETVSQRPGATVPTDFATFPSSAFLR 12 205277392 1xTMT6plex [N-Term] 1.243 1.17 0.74 6.781797409 21.64 0 2911.515137 3 971.1762695 -0.302803251 -0.000293872 76.01468517VTFSCAAGFGQR 6 205277392 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.155 0.899 1.251 4.175036907 41.08 0 1529.773213 2 765.3901367 -0.141578175 -0.000108291 49.1358307AESLQQEVEALK 12 205277392 2xTMT6plex [N-Term; K12] 0.939 0.93 0.995 5.344117165 85.05 0 1803.0264 2 902.015564 -1.413423737 -0.00127422 74.33141262TSQLLETLNQLSTHTHVVDITR 4 205277392 1xTMT6plex [N-Term] 0.809 0.838 6.310453415 61.11 0 2735.488922 4 684.6272583 -0.628376471 -0.000429729 86.1003561DSPLLLQQISAMR 8 205277392 1xTMT6plex [N-Term] 1.023 0.907 4.626066685 46.03 0 1700.956657 3 567.656311 -1.338531774 -0.000758928 80.65557102MPGTDAPGIPAALAFGPQVSDTLLDCR 14 205277392 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C26] 0.959 1.735 1.272 7.070657253 61.5 0 2999.516794 3 1000.509827 -0.622360087 -0.00062226 101.1530571RVEAAQETVADYQQTIK 2 205277392 2xTMT6plex [N-Term; K17] 1.005 6.907253742 28.73 1 2408.318559 3 803.4411621 -3.996830835 -0.003208547 45.85036188ASEQIYGTPSSSPYECLR 2 205277392 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.725 4.868227482 35.25 0 2274.090978 3 758.7019043 0.079944306 6.06E-05 47.6006563LATAMQEGEYDAERPPSKPPPVELR 2 205277392 2xTMT6plex [N-Term; K18] 1.264 6.173952103 11.49 0 3239.713468 4 810.6854248 1.975856449 0.001600302 58.46620381VEAAQETVADYQQTIK 4 205277392 2xTMT6plex [N-Term; K16] 0.998 1.01 5.818139076 42.19 0 2252.217448 2 1126.611084 -1.135064135 -0.001278206 56.78296773IQLEQVQEWK 8 205277392 2xTMT6plex [N-Term; K10] 1.183 0.946 1.079 4.384933472 59.79 0 1759.015441 2 880.0095825 -2.019772456 -0.001776405 72.4211567ASLASLPPLHVAK 8 205277392 2xTMT6plex [N-Term; K13] 1.033 0.887 1.144 4.866923332 34.35 0 1762.099111 3 588.0369263 -1.637672585 -0.000961914 66.93569674AFLQGGQEATDIALLLR 2 205277392 1xTMT6plex [N-Term] 0.732 4.72201395 42.06 0 2045.159256 3 682.3931274 2.725173702 0.001857805 96.35968091AKEEQQDDTVYMGK 12 205277392 3xTMT6plex [N-Term; K2; K14] 1.126 1.028 0.985 4.998162746 29.98 1 2329.231273 3 777.0817261 -0.278120662 -0.000215936 36.53622656GPPPSGIATLVSGIAGGAIPGQAPGSVPGPGLVK 10 205277392 2xTMT6plex [N-Term; K34] 0.771 1.442 0.677 6.999702454 45.58 0 3434.977545 4 859.4993896 -0.528849527 -0.000454147 107.2367686MQEQQADLQR 8 205277392 1xTMT6plex [N-Term] 0.773 1.025 1.123 3.90054369 65.5 0 1475.747392 2 738.3766479 -0.930343208 -0.000686476 21.0860843IKGEELSEANVR 10 205277392 2xTMT6plex [N-Term; K2] 0.93 1.003 0.991 3.686628819 38.26 1 1803.037633 2 902.0236206 1.293062826 0.00116572 35.84126148GTVAYVGATLFATGK 2 205277392 2xTMT6plex [N-Term; K15] 1.013 4.403140068 24.08 0 1914.11007 3 638.7070923 -1.74818292 -0.001115405 77.06572854WVGVILDEAK 12 205277392 2xTMT6plex [N-Term; K10] 0.971 0.963 1.051 4.075996876 50.86 0 1587.95105 2 794.479248 0.106624036 8.47E-05 83.0100448QLTAHLQDVNR 6 205277392 1xTMT6plex [N-Term] 0.981 0.974 0.963 4.711395741 34.84 0 1523.849155 3 508.6213379 0.200316333 0.000101751 31.85723003YEHALSQCSVDVYK 6 205277392 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 1.345 1.323 1.386 5.238494873 31.69 0 2157.105061 3 719.7060547 -0.672274859 -0.000483389 45.45954171EQLDMAGAR 6 205277392 1xTMT6plex [N-Term] 0.895 1.26 0.914 3.355240822 50.46 0 1219.630237 2 610.3174438 -2.153336812 -0.001313137 26.90837708LVLTQEQLHQLHSR 6 205277392 1xTMT6plex [N-Term] 0.953 0.896 0.902 4.113418579 32.44 0 1931.10241 4 483.5316162 1.152400691 0.000556351 45.01049416FELSENCSERPGLR 6 205277392 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.684 1.149 0.829 4.007621765 19.14 0 1922.959176 3 641.6577759 -0.208856894 -0.000133874 50.49900348DLETSCSDIR 2 205277392 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.1 2.91627264 29.85 0 1424.688875 2 712.8479004 -0.245968616 -0.000175214 27.37900399EGTDTTAK 4 205277392 2xTMT6plex [N-Term; K8] 1.028 0.979 3.038781881 32.96 0 1280.709817 2 640.857605 -1.470707133 -0.000941775 17.9090596SLSDTVEK 6 205277392 2xTMT6plex [N-Term; K8] 1.106 1.162 0.977 3.747746468 43.15 0 1336.772417 2 668.8892822 -0.844793669 -0.000564648 34.44365992NLNLEEK 4 205277392 2xTMT6plex [N-Term; K7] 0.88 0.886 3.026813269 28.23 0 1317.777837 2 659.3928833 0.495593069 0.000326541 40.99964487NQELEVVR 5 205277392 1xTMT6plex [N-Term] 1.152 1.492 0.697 2.860322237 23.45 0 1215.689467 2 608.3479614 -0.674957265 -0.000410269 29.77479122KLDSAAK 11 205277392 3xTMT6plex [N-Term; K1; K7] 1.176 1.32 1.217 2.423074722 8.43 1 1419.913826 3 473.9758301 -0.626070124 -0.000296322 26.07402027QMEVAQANR 2 205277392 1xTMT6plex [N-Term] 1.16 2.572570801 19.74 0 1275.667685 2 638.3348999 -4.046732054 -0.002581143 21.05095375ETELELR 4 205277392 1xTMT6plex [N-Term] 0.831 1.031 2.724761486 14 0 1118.62547 2 559.8164063 0.059287046 3.32E-05 32.68401977DLSSSEK 4 205277392 2xTMT6plex [N-Term; K7] 0.957 1.019 3.010420322 17.72 0 1223.688353 2 612.3471069 -1.157118811 -0.000707976 30.51979653AESLQQEVEALKER 2 205277392 2xTMT6plex [N-Term; K12] 1.323 1.808 3.036563158 1 2088.170104 3 696.7259521 -3.256690954 -0.002266842 65.80148354AIEMELR 6 205277392 1xTMT6plex [N-Term] 0.822 1.209 0.98 2.455425501 16.74 0 1090.612796 2 545.8088379 -2.198120871 -0.001198649 44.26946956205360956 CRELD2 cysteine-rich with EGF-like domain protein 2 isoform a precursor 79174 NP_001128573.1 8.457711443 1 3 3 12 402 43.549 4.79 0.62 0.58 0.6 0.6 Significant 0.00037
EHGQCADVDECSLAEK 6 205360956 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C5; C11] 0.62 0.583 0.595 6.251533031 51.94 0 2306.079317 3 769.3656006 1.271347343 0.000977276 30.28288664

FNQGMVDTAK 2 205360956 2xTMT6plex [N-Term; K10] 0.545 3.857072115 30.69 0 1568.850684 2 784.9291382 0.201139083 0.000157779 44.58934764ECISGYAR 4 205360956 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.938 0.703 2.302248716 16.42 0 1184.593124 2 592.8007202 0.877853895 0.00051995 23.57595293
206597505 AGFG1 arf-GAP domain and FG repeat-containing protein 1 isoform 1 3267 NP_001128659.1 21.57534247 1 8 8 58 584 60.729 8.56 1 0.99 0.9 0.96 Significant 0.00109

APVGSVVSVPSQSSASSDK 6 206597505 2xTMT6plex [N-Term; K19] 0.836 0.759 0.785 5.537232876 52.87 0 2247.223261 3 749.7460327 0.126157706 9.45E-05 47.84628469YAALANLDNIFSAGQGGDQGSGFGTTGK 14 206597505 2xTMT6plex [N-Term; K28] 0.981 0.932 1.125 6.628462315 87.38 0 3175.606026 3 1059.208618 1.661129291 0.001758364 90.57778853SSSADFGTFNTSQSHQTASAVSK 6 206597505 2xTMT6plex [N-Term; K23] 0.941 0.736 0.866 6.042294979 84.49 0 2803.389886 3 935.1344604 -0.377190611 -0.000352471 40.98976283SLLGDSAPTLHLNK 6 206597505 2xTMT6plex [N-Term; K14] 1.115 0.998 0.824 5.329987049 44.51 0 1924.126782 3 642.0467529 -0.55970373 -0.00035898 62.20614478GTPSQSPVVGR 10 206597505 1xTMT6plex [N-Term] 0.949 1.677 0.958 3.473251343 44.33 0 1313.73748 2 657.3720093 -0.561463248 -0.000368808 22.17123507QIWLGLFDDR 4 206597505 1xTMT6plex [N-Term] 0.914 0.87 3.701794147 30.07 0 1491.81573 2 746.4118652 0.485313793 0.000361999 91.11078661WYVPPEQAK 6 206597505 2xTMT6plex [N-Term; K9] 0.874 1.072 2.703780651 24.2 0 1575.893535 2 788.4503784 -0.034966869 -2.76E-05 53.44096012SSAIPDFRDPQK 6 206597505 2xTMT6plex [N-Term; K12] 1.176 1.135 1.001 2.922114611 11.16 1 1819.011418 3 607.0082397 -0.688528783 -0.000417481 42.06631332207113162 TCOF1 treacle protein isoform e 6949 NP_001128716.1 32.8049621 1 3 47 363 1451 148.264 8.92 1.03 1.03 1.06 1.04 Significant 0.0000924 LASTNSSVLGADLPSSMK 20 207113162 2xTMT6plex [N-Term; K18] 1.1 1.012 0.937 6.171944141 79.03 0 2236.225904 2 1118.612305 -3.832897644 -0.004285612 67.50518816GSLGQGTAPVLPGK 12 207113162 2xTMT6plex [N-Term; K14] 1.193 1.079 1.189 5.535178661 67.92 0 1740.04199 2 870.5240479 -0.673108397 -0.000585618 52.85587238SPAGPAATPAQAQAASTPR 12 207113162 1xTMT6plex [N-Term] 1.179 1.006 1.304 6.489132881 100.11 0 1979.050768 2 990.0282593 -0.771028888 -0.000762953 27.70555844KAEEDAALQAK 10 207113162 3xTMT6plex [N-Term; K1; K11] 1.425 1.468 1.456 4.754340172 50.88 1 1861.099789 2 931.0527954 -0.792198084 -0.00073718 34.27626084LGAGEGGEASVSPEK 2 207113162 2xTMT6plex [N-Term; K15] 0.863 3.454985142 78.24 0 1845.995828 2 923.5025024 1.029472973 0.000950201 37.70470967ELLPLIYHHLLR 12 207113162 1xTMT6plex [N-Term] 1.429 1.536 1.349 5.703351498 43.3 0 1746.062777 3 582.6920166 -0.733189739 -0.000426732 79.38065885TSQVGAASAPAK 10 207113162 2xTMT6plex [N-Term; K12] 0.936 1.334 1.068 4.470600128 65.33 0 1545.900077 2 773.4519653 -2.214331953 -0.001711568 26.33034307KTGPAAAQVQVGK 6 207113162 3xTMT6plex [N-Term; K1; K13] 1.18 1.178 1.264 5.97541523 44.53 1 1942.205257 3 648.0737305 0.711287463 0.000460489 35.23403619GMGTVEGGDQSNPK 10 207113162 2xTMT6plex [N-Term; K14] 1.41 1.358 1.249 5.094842434 67.36 0 1834.936933 2 917.9713135 -0.862414858 -0.000791238 26.67284762GSLGSQGAKDEPEEELQK 6 207113162 3xTMT6plex [N-Term; K9; K18] 1.41 1.282 100 4.901139736 31.01 1 2589.397486 3 863.8027954 -1.410868571 -0.001217767 40.91851792SPQVKPASTMGMGPLGK 4 207113162 3xTMT6plex [N-Term; K5; K17] 1.41 1.1 5.949196815 34.43 0 2373.360119 3 791.791687 0.163828975 0.000129608 56.12554933LDSSPSVSSTLAAK 8 207113162 2xTMT6plex [N-Term; K14] 1.302 1.193 1.416 5.441246033 74.35 0 1821.036964 2 911.0220947 -0.028322805 -2.58E-05 52.09499828AEEDAALQAK 6 207113162 2xTMT6plex [N-Term; K10] 0.844 0.839 1.153 3.667542219 59.43 0 1503.841894 2 752.4234619 -1.49376865 -0.001123196 33.9453136KLGAGEGGEASVSPEK 6 207113162 3xTMT6plex [N-Term; K1; K16] 1.123 0.972 0.756 6.84342432 61.44 1 2203.253723 3 735.0887451 -0.926229429 -0.000680239 38.80673404ASMAGASSSK 6 207113162 2xTMT6plex [N-Term; K10] 0.896 0.831 1.034 4.177048683 49.8 0 1354.740071 2 677.8737183 0.065498496 4.44E-05 21.07884817KGAAPAPPGK 6 207113162 3xTMT6plex [N-Term; K1; K10] 1.339 1.22 1.319 4.294103146 14.29 1 1581.009123 3 527.673645 -1.734001003 -0.000913824 28.68722221EAASGTTPQK 12 207113162 2xTMT6plex [N-Term; K10] 1.216 1.26 1.32 3.964719057 43.16 0 1447.815679 2 724.4107666 -0.982374273 -0.000711148 19.49097401VGPATPSAQVGK 10 207113162 2xTMT6plex [N-Term; K12] 0.967 0.959 0.991 4.442172527 63.05 0 1569.936463 2 785.4710693 -1.01956236 -0.000800324 34.34698236NPQNSTVLAR 6 207113162 1xTMT6plex [N-Term] 1.102 1.242 1.064 3.505213499 33.9 0 1328.748379 2 664.8773804 -0.673158159 -0.000447229 21.87116625GPASVPSVGK 8 207113162 2xTMT6plex [N-Term; K10] 1.208 1.238 1.158 3.851803064 40.38 0 1356.825121 2 678.9155273 -0.990092591 -0.000671691 39.14480556
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

VVTAAAQAK 10 207113162 2xTMT6plex [N-Term; K9] 1.034 1.084 1.022 4.101393223 49.19 0 1316.830207 2 658.9186401 -0.154307337 -0.000101598 33.98672153SAHTLVGPTPSR 4 207113162 1xTMT6plex [N-Term] 1.247 1.371 4.067759037 51.39 0 1451.816792 3 484.6108704 0.871586547 0.000421795 22.05655198AGPVAVQVK 12 207113162 2xTMT6plex [N-Term; K9] 1.262 1.16 1.158 3.941815376 45.03 0 1326.850942 2 663.9285278 -0.876711845 -0.000581633 41.62270347TGPSAAQAGK 2 207113162 2xTMT6plex [N-Term; K10] 1.032 3.907913446 44.11 0 1345.783985 2 673.3970947 2.1756338 0.001463967 21.3310458LPEVQQATK 14 207113162 2xTMT6plex [N-Term; K9] 1.254 1.208 1.222 3.339577436 46.32 0 1471.88845 2 736.4477539 -0.148603313 -0.000109364 44.47394862VLTELLEQER 6 207113162 1xTMT6plex [N-Term] 1.338 1.004 3.831193924 31.85 0 1458.836525 2 729.9213867 -0.704659146 -0.000513991 72.08672848KGAAPTPPGK 4 207113162 3xTMT6plex [N-Term; K1; K10] 1.34 1.297 4.459837914 26.65 1 1611.019688 3 537.6784668 0.719544667 0.0003864 28.95657932KTNTTASAK 6 207113162 3xTMT6plex [N-Term; K1; K9] 3.334 2.213 2.035 3.100175858 16.53 1 1608.988782 3 537.0009155 -0.365663189 -0.000196116 19.10644251AGAVASQTK 6 207113162 2xTMT6plex [N-Term; K9] 0.928 1.123 0.864 3.41765523 36.65 0 1290.778171 2 645.8904419 -3.535929751 -0.00228205 21.76605234TVANLLSGK 12 207113162 2xTMT6plex [N-Term; K9] 0.986 1.178 0.926 4.051315784 46.9 0 1360.856422 2 680.9307861 -1.562195939 -0.001062962 60.12028807TGPAAAQVQVGK 2 207113162 2xTMT6plex [N-Term; K12] 0.558 3.427801371 27.75 0 1584.947362 2 792.9763184 -1.262900774 -0.001000816 36.52113508TNVVTMPTAHPR 2 207113162 1xTMT6plex [N-Term] 1.193 3.9858253 16.99 0 1552.846712 3 518.2871094 0.04025832 2.08E-05 32.41755158TGPTVTQVK 6 207113162 2xTMT6plex [N-Term; K9] 1.057 1.338 1.204 3.833613396 43.85 0 1388.851336 2 694.9289551 -0.505909979 -0.000351317 31.78736564KGAAPAPPR 10 207113162 2xTMT6plex [N-Term; K1] 1.194 1.238 1.268 3.789620161 27.41 1 1322.830876 3 441.6142578 -2.007363563 -0.000885134 28.66623816GAGPVPPGK 6 207113162 2xTMT6plex [N-Term; K9] 1.425 1.574 1.379 2.909826994 26.12 0 1237.766878 2 619.3875122 0.702405338 0.000434707 30.03732321GTISAPGK 14 207113162 2xTMT6plex [N-Term; K8] 1.273 1.245 1.234 3.023553848 35.41 0 1188.735244 2 594.8712158 -0.074759603 -4.44E-05 28.91866734DSESPSQK 6 207113162 2xTMT6plex [N-Term; K8] 0.849 1.209 0.965 2.972734451 30.07 0 1335.715631 2 668.3598633 -2.381178619 -0.001590289 17.06669238GATPAPPGK 12 207113162 2xTMT6plex [N-Term; K9] 1.179 1.052 1.237 2.893320799 19.58 0 1253.761793 2 627.3833618 -1.871142669 -0.001172984 109.5456759AASAPAK 6 207113162 2xTMT6plex [N-Term; K7] 1.164 1.104 1.053 2.398963213 39.49 0 1073.671915 2 537.3389282 -1.243950473 -0.000667797 107.8680208ASMAGASSSK 6 207113162 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 1.467 1.313 1.875717759 23.86 0 1370.734986 2 677.8737183 0.065498496 4.44E-05 21.07884817VGDVTPQVK 7 207113162 2xTMT6plex [N-Term; K9] 0.995 0.981 0.995 2.869347334 26.75 0 1400.851336 2 700.9284668 -1.198696968 -0.000839598 39.63687753AALAPAK 6 207113162 2xTMT6plex [N-Term; K7] 1.007 1.056 1.015 2.611424446 29 0 1099.723951 2 550.3650513 -1.023057592 -0.00056254 33.52833586KLSGDQPAAR 2 207113162 2xTMT6plex [N-Term; K1] 1.649 2.852689743 6.74 1 1500.889847 3 500.967926 -0.414463346 -0.000207355 20.98695118GGALPPAK 6 207113162 2xTMT6plex [N-Term; K8] 1.067 0.98 1.085 1.973072886 8.3 0 1168.745415 2 584.8765869 0.412851352 0.000241259 32.79858193AASVPVK 10 207113162 2xTMT6plex [N-Term; K7] 1.061 1.113 1.2 2.535118818 19.63 0 1129.734516 2 565.3700562 -1.487053187 -0.000839988 32.41005286ANPAAAR 2 207113162 1xTMT6plex [N-Term] 1.258 2.343251944 22.68 0 899.5260304 2 450.2667542 0.223707569 0.000100615 15.7131545AAPAPGK 6 207113162 2xTMT6plex [N-Term; K7] 1.085 1.298 1.307 1.981912136 14.91 0 1069.677001 2 535.3421631 0.045557561 2.44E-05 21.93617661AKAETEK 6 207113162 3xTMT6plex [N-Term; K2; K7] 3.198 3.792 2.242 1.889258862 2.19 1 1463.903655 3 488.6394958 0.190687978 9.30E-05 18.93889354207113164 TCOF1 treacle protein isoform f 6949 NP_001128717.1 36.40226629 1 5 49 376 1412 144.327 9.04 1.2 1.21 1.22 1.21 Significant 0.0000228 KNPASLPLTQAALK 6 207113164 3xTMT6plex [N-Term; K1; K14] 1.068 1.092 1.203 6.84403944 47.25 1 2139.346835 3 713.7870483 -0.113908818 -8.12E-05 63.28759536LASTNSSVLGADLPSSMK 20 207113164 2xTMT6plex [N-Term; K18] 1.1 1.012 0.937 6.171944141 79.03 0 2236.225904 2 1118.612305 -3.832897644 -0.004285612 67.50518816GSLGQGTAPVLPGK 12 207113164 2xTMT6plex [N-Term; K14] 1.193 1.079 1.189 5.535178661 67.92 0 1740.04199 2 870.5240479 -0.673108397 -0.000585618 52.85587238SPAGPAATPAQAQAASTPR 12 207113164 1xTMT6plex [N-Term] 1.179 1.006 1.304 6.489132881 100.11 0 1979.050768 2 990.0282593 -0.771028888 -0.000762953 27.70555844KAEEDAALQAK 10 207113164 3xTMT6plex [N-Term; K1; K11] 1.425 1.468 1.456 4.754340172 50.88 1 1861.099789 2 931.0527954 -0.792198084 -0.00073718 34.27626084LGAGEGGEASVSPEK 2 207113164 2xTMT6plex [N-Term; K15] 0.863 3.454985142 78.24 0 1845.995828 2 923.5025024 1.029472973 0.000950201 37.70470967ELLPLIYHHLLR 12 207113164 1xTMT6plex [N-Term] 1.429 1.536 1.349 5.703351498 43.3 0 1746.062777 3 582.6920166 -0.733189739 -0.000426732 79.38065885TSQVGAASAPAK 10 207113164 2xTMT6plex [N-Term; K12] 0.936 1.334 1.068 4.470600128 65.33 0 1545.900077 2 773.4519653 -2.214331953 -0.001711568 26.33034307KTGPAAAQVQVGK 6 207113164 3xTMT6plex [N-Term; K1; K13] 1.18 1.178 1.264 5.97541523 44.53 1 1942.205257 3 648.0737305 0.711287463 0.000460489 35.23403619GMGTVEGGDQSNPK 10 207113164 2xTMT6plex [N-Term; K14] 1.41 1.358 1.249 5.094842434 67.36 0 1834.936933 2 917.9713135 -0.862414858 -0.000791238 26.67284762GSLGSQGAKDEPEEELQK 6 207113164 3xTMT6plex [N-Term; K9; K18] 1.41 1.282 100 4.901139736 31.01 1 2589.397486 3 863.8027954 -1.410868571 -0.001217767 40.91851792SPQVKPASTMGMGPLGK 4 207113164 3xTMT6plex [N-Term; K5; K17] 1.41 1.1 5.949196815 34.43 0 2373.360119 3 791.791687 0.163828975 0.000129608 56.12554933TQPSSGVDSAVGTLPATSPQSTSVQAK 12 207113164 2xTMT6plex [N-Term; K27] 1.072 1.139 0.906 8.087958336 91.41 0 3059.626093 3 1020.54895 2.027851034 0.002068155 58.52834194LDSSPSVSSTLAAK 8 207113164 2xTMT6plex [N-Term; K14] 1.302 1.193 1.416 5.441246033 74.35 0 1821.036964 2 911.0220947 -0.028322805 -2.58E-05 52.09499828AEEDAALQAK 6 207113164 2xTMT6plex [N-Term; K10] 0.844 0.839 1.153 3.667542219 59.43 0 1503.841894 2 752.4234619 -1.49376865 -0.001123196 33.9453136KLGAGEGGEASVSPEK 6 207113164 3xTMT6plex [N-Term; K1; K16] 1.123 0.972 0.756 6.84342432 61.44 1 2203.253723 3 735.0887451 -0.926229429 -0.000680239 38.80673404ASMAGASSSK 6 207113164 2xTMT6plex [N-Term; K10] 0.896 0.831 1.034 4.177048683 49.8 0 1354.740071 2 677.8737183 0.065498496 4.44E-05 21.07884817KGAAPAPPGK 6 207113164 3xTMT6plex [N-Term; K1; K10] 1.339 1.22 1.319 4.294103146 14.29 1 1581.009123 3 527.673645 -1.734001003 -0.000913824 28.68722221EAASGTTPQK 12 207113164 2xTMT6plex [N-Term; K10] 1.216 1.26 1.32 3.964719057 43.16 0 1447.815679 2 724.4107666 -0.982374273 -0.000711148 19.49097401VGPATPSAQVGK 10 207113164 2xTMT6plex [N-Term; K12] 0.967 0.959 0.991 4.442172527 63.05 0 1569.936463 2 785.4710693 -1.01956236 -0.000800324 34.34698236NPQNSTVLAR 6 207113164 1xTMT6plex [N-Term] 1.102 1.242 1.064 3.505213499 33.9 0 1328.748379 2 664.8773804 -0.673158159 -0.000447229 21.87116625GPASVPSVGK 8 207113164 2xTMT6plex [N-Term; K10] 1.208 1.238 1.158 3.851803064 40.38 0 1356.825121 2 678.9155273 -0.990092591 -0.000671691 39.14480556VVTAAAQAK 10 207113164 2xTMT6plex [N-Term; K9] 1.034 1.084 1.022 4.101393223 49.19 0 1316.830207 2 658.9186401 -0.154307337 -0.000101598 33.98672153KQEGPATQVSK 6 207113164 3xTMT6plex [N-Term; K1; K11] 1.302 1.672 4.006642818 16.89 1 1860.115773 3 620.7096558 -0.73057541 -0.000452985 25.54237203ASEAQPPVAR 6 207113164 1xTMT6plex [N-Term] 1.165 1.012 1.358 3.369110346 39.84 0 1254.700366 2 627.8532104 -0.973556393 -0.000610761 19.13887317SAHTLVGPTPSR 4 207113164 1xTMT6plex [N-Term] 1.247 1.371 4.067759037 51.39 0 1451.816792 3 484.6108704 0.871586547 0.000421795 22.05655198AGPVAVQVK 12 207113164 2xTMT6plex [N-Term; K9] 1.262 1.16 1.158 3.941815376 45.03 0 1326.850942 2 663.9285278 -0.876711845 -0.000581633 41.62270347TGPSAAQAGK 2 207113164 2xTMT6plex [N-Term; K10] 1.032 3.907913446 44.11 0 1345.783985 2 673.3970947 2.1756338 0.001463967 21.3310458LPEVQQATK 14 207113164 2xTMT6plex [N-Term; K9] 1.254 1.208 1.222 3.339577436 46.32 0 1471.88845 2 736.4477539 -0.148603313 -0.000109364 44.47394862VLTELLEQER 6 207113164 1xTMT6plex [N-Term] 1.338 1.004 3.831193924 31.85 0 1458.836525 2 729.9213867 -0.704659146 -0.000513991 72.08672848KGAAPTPPGK 4 207113164 3xTMT6plex [N-Term; K1; K10] 1.34 1.297 4.459837914 26.65 1 1611.019688 3 537.6784668 0.719544667 0.0003864 28.95657932KTNTTASAK 6 207113164 3xTMT6plex [N-Term; K1; K9] 3.334 2.213 2.035 3.100175858 16.53 1 1608.988782 3 537.0009155 -0.365663189 -0.000196116 19.10644251AGAVASQTK 6 207113164 2xTMT6plex [N-Term; K9] 0.928 1.123 0.864 3.41765523 36.65 0 1290.778171 2 645.8904419 -3.535929751 -0.00228205 21.76605234TVANLLSGK 12 207113164 2xTMT6plex [N-Term; K9] 0.986 1.178 0.926 4.051315784 46.9 0 1360.856422 2 680.9307861 -1.562195939 -0.001062962 60.12028807TGPAAAQVQVGK 2 207113164 2xTMT6plex [N-Term; K12] 0.558 3.427801371 27.75 0 1584.947362 2 792.9763184 -1.262900774 -0.001000816 36.52113508TNVVTMPTAHPR 2 207113164 1xTMT6plex [N-Term] 1.193 3.9858253 16.99 0 1552.846712 3 518.2871094 0.04025832 2.08E-05 32.41755158TGPTVTQVK 6 207113164 2xTMT6plex [N-Term; K9] 1.057 1.338 1.204 3.833613396 43.85 0 1388.851336 2 694.9289551 -0.505909979 -0.000351317 31.78736564KGAAPAPPR 10 207113164 2xTMT6plex [N-Term; K1] 1.194 1.238 1.268 3.789620161 27.41 1 1322.830876 3 441.6142578 -2.007363563 -0.000885134 28.66623816QEGPATQVSK 2 207113164 2xTMT6plex [N-Term; K10] 1.106 3.784981728 35.84 0 1502.857878 2 751.932373 -0.271852885 -0.000204278 23.26025225GAGPVPPGK 6 207113164 2xTMT6plex [N-Term; K9] 1.425 1.574 1.379 2.909826994 26.12 0 1237.766878 2 619.3875122 0.702405338 0.000434707 30.03732321GTISAPGK 14 207113164 2xTMT6plex [N-Term; K8] 1.273 1.245 1.234 3.023553848 35.41 0 1188.735244 2 594.8712158 -0.074759603 -4.44E-05 28.91866734DSESPSQK 6 207113164 2xTMT6plex [N-Term; K8] 0.849 1.209 0.965 2.972734451 30.07 0 1335.715631 2 668.3598633 -2.381178619 -0.001590289 17.06669238GATPAPPGK 12 207113164 2xTMT6plex [N-Term; K9] 1.179 1.052 1.237 2.893320799 19.58 0 1253.761793 2 627.3833618 -1.871142669 -0.001172984 109.5456759AASAPAK 6 207113164 2xTMT6plex [N-Term; K7] 1.164 1.104 1.053 2.398963213 39.49 0 1073.671915 2 537.3389282 -1.243950473 -0.000667797 107.8680208ASMAGASSSK 6 207113164 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 1.467 1.313 1.875717759 23.86 0 1370.734986 2 677.8737183 0.065498496 4.44E-05 21.07884817AALAPAK 6 207113164 2xTMT6plex [N-Term; K7] 1.007 1.056 1.015 2.611424446 29 0 1099.723951 2 550.3650513 -1.023057592 -0.00056254 33.52833586KLSGDQPAAR 2 207113164 2xTMT6plex [N-Term; K1] 1.649 2.852689743 6.74 1 1500.889847 3 500.967926 -0.414463346 -0.000207355 20.98695118AASVPVK 10 207113164 2xTMT6plex [N-Term; K7] 1.061 1.113 1.2 2.535118818 19.63 0 1129.734516 2 565.3700562 -1.487053187 -0.000839988 32.41005286ANPAAAR 2 207113164 1xTMT6plex [N-Term] 1.258 2.343251944 22.68 0 899.5260304 2 450.2667542 0.223707569 0.000100615 15.7131545AKAETEK 6 207113164 3xTMT6plex [N-Term; K2; K7] 3.198 3.792 2.242 1.889258862 2.19 1 1463.903655 3 488.6394958 0.190687978 9.30E-05 18.93889354207113149 PUDP pseudouridine-5'-phosphatase isoform a 8226 NP_001129037.1 15.93625498 1 3 3 24 251 27.555 5.47 0.84 0.92 0.94 0.9 Significant 0.00115 ALEAAQIIIDVLQLPMSK 6 207113149 2xTMT6plex [N-Term; K18] 0.763 0.777 0.639 4.50224638 36.74 0 2411.434775 3 804.4829102 -0.247699526 -0.000199104 113.5756509LYSVVFQEICNR 10 207113149 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.13 0.921 1.12 3.574524403 31.04 0 1756.925357 2 878.9639893 -2.649477598 -0.002327467 80.15370569EELVEESQTK 8 207113149 2xTMT6plex [N-Term; K10] 0.824 0.995 1.256 4.299219131 47.12 0 1649.899802 2 825.4517822 -2.130109277 -0.001757233 35.99617375208022622 RPS27A ubiquitin-40S ribosomal protein S27a precursor 6233 NP_001129064.1 66.66666667 1 2 10 450 156 17.953 9.64 1.3 1.31 1.3 1.31 Significant 0.00000654
ECPSDECGAGVFMASHFDR 21 208022622 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C7] 1.52 1.403 1.321 6.798163414 49.29 0 2401.020866 3 806.3434448 -9.82E-05 -7.91E-08 40.0465742
ECPSDECGAGVFMASHFDR 12 208022622 1xTMT6plex [N-Term]; 1xOxidation [M13]; 2xCarbamidomethyl [C2; C7] 1.316 1.186 1.66 6.714210987 53.13 0 2417.015781 3 806.3434448 -9.82E-05 -7.91E-08 40.0465742

TITLEVEPSDTIENVK 67 208022622 2xTMT6plex [N-Term; K16] 1.323 1.352 1.299 5.63877058 56.37 0 2246.253165 2 1123.627319 -2.583185287 -0.002901244 67.99075187MQIFVKTLTGKTITLEVEPSDTIENVK 4 208022622 4xTMT6plex [N-Term; K6; K11; K27] 0.98 1.353 5.675783634 9.34 2 3951.289793 4 988.5778198 -0.086848382 -8.58E-05 101.6796179IQDKEGIPPDQQR 83 208022622 2xTMT6plex [N-Term; K4] 1.75 1.576 1.708 4.53892374 30.19 1 1982.10711 2 991.5574341 0.243137245 0.000240962 31.86561974
CCLTYCFNKPEDK 5 208022622 3xTMT6plex [N-Term; K9; K13]; 3xCarbamidomethyl [C1; C2; C6] 1.594 1.512 3.566 3.94553709 11.32 0 2422.21722 3 808.076416 -1.042682342 -0.000841868 51.81452806

ESTLHLVLR 60 208022622 1xTMT6plex [N-Term] 1.323 1.421 1.39 4.328667641 52.74 0 1296.783701 3 432.9327698 0.042085794 1.82E-05 45.51653628TLSDYNIQK 60 208022622 2xTMT6plex [N-Term; K9] 1.357 1.371 1.35 4.401889324 52.01 0 1539.878279 2 770.4420166 -0.988738458 -0.000761268 44.55618261EGIPPDQQR 135 208022622 1xTMT6plex [N-Term] 0.979 1.029 0.992 3.463302135 32.36 0 1268.67963 2 634.8427734 -1.072047637 -0.000680043 20.16277274TITLEVEPSDTIENVKAK 1 208022622 3xTMT6plex [N-Term; K16; K18] 1.426 2.027812719 1 2674.548173 3 892.1880493 0.531472655 0.000473816 67.35800178LIFAGKQLEDGR 2 208022622 2xTMT6plex [N-Term; K6] 1.056 2.337 2.753062725 1 1805.068539 3 602.3605347 -0.824708902 -0.000496219 59.69447046
208431754 PPP1R21 protein phosphatase 1 regulatory subunit 21 isoform 1 129285 NP_001129101.1 5.256410256 1 3 3 12 780 88.26 6.84 0.78 0.99 0.74 0.84 Significant 0.00848

IQIFPVDSAIDTISPLNQK 6 208431754 2xTMT6plex [N-Term; K19] 0.771 0.842 0.742 4.855103016 48.65 0 2557.46416 3 853.1591797 -0.459235174 -0.000391492 97.83782946AAIEHELPTATQK 4 208431754 2xTMT6plex [N-Term; K13] 0.779 0.998 3.887295723 35.76 0 1867.068933 3 623.0276489 -0.289085554 -0.000179914 53.54406971SVFDEDLQK 2 208431754 2xTMT6plex [N-Term; K9] 1.444 2.484390736 20.45 0 1538.846645 2 769.9257813 -1.53280381 -0.001179375 51.24428089208431771 C11orf68 UPF0696 protein C11orf68 isoform 1 83638 NP_001129107.1 25.2559727 1 5 5 20 293 31.498 6.32 0.93 0.96 0.91 0.93 Significant 0.000242 QVICVYTDDFTDR 4 208431771 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.26 1.16 4.72640419 42.42 0 1860.89993 2 930.9534302 -0.185984443 -0.000173049 58.48778309LGVLEADSAIR 2 208431771 1xTMT6plex [N-Term] 0.72 3.528671741 54.55 0 1372.799745 2 686.9033203 -0.277837318 -0.000190708 59.26300493TTPATELDAWLAK 6 208431771 2xTMT6plex [N-Term; K13] 0.906 0.988 4.17710638 44.51 0 1875.062785 2 938.0336914 -1.42879349 -0.001339539 82.13404888EDGFTAEHLAAEAMAADMDPWLVFDAR 2 208431771 1xTMT6plex [N-Term] 100 3.73728013 16.97 0 3208.491701 3 1070.163208 -5.183057372 -0.005543266 108.6432764LDHAWAGIAR 6 208431771 1xTMT6plex [N-Term] 0.937 0.919 0.941 3.333554268 24.64 0 1338.747985 3 446.9205322 -0.703112403 -0.000313763 55.3582124
208431827 EIF2AK2 interferon-induced, double-stranded RNA-activated protein kinase isoform a 5610 NP_001129123.1 37.56805808 1 16 16 174 551 62.056 8.4 0.73 0.73 0.76 0.74 Significant 0.000183

YMSPEQISSQDYGK 8 208431827 2xTMT6plex [N-Term; K14] 0.804 0.791 0.781 4.314353466 64 0 2091.046877 2 1046.025879 -1.145788517 -0.001197949 49.55619646VLALELFEQITK 10 208431827 2xTMT6plex [N-Term; K12] 0.729 0.681 0.876 5.557555199 65.43 0 1862.140307 2 931.5734253 -0.393833944 -0.000366687 112.5572566EIELIGSGGFGQVFK 22 208431827 2xTMT6plex [N-Term; K15] 0.742 0.738 0.804 5.449136257 72.82 0 2039.157748 2 1020.080322 -2.148101957 -0.002190159 86.85366163LAYLQILSEETSVK 14 208431827 2xTMT6plex [N-Term; K14] 0.747 0.693 0.751 4.865919113 61.04 0 2052.199279 2 1026.602173 -1.076677542 -0.001104778 97.2458162IGDFGLVTSLK 16 208431827 2xTMT6plex [N-Term; K11] 0.599 0.628 0.647 4.676191807 54.37 0 1607.977265 2 804.4919434 -0.407208027 -0.000327391 84.09316107
LTVNYEQCASGVHGPEGFHYK 8 208431827 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C8] 0.715 0.797 0.82 6.552935123 27.17 0 2851.423769 4 713.6113281 -0.100448065 -7.16E-05 52.76869057

AVSPLLLTTTNSSEGLSMGNYIGLINR 10 208431827 1xTMT6plex [N-Term] 0.735 0.682 5.959661484 75.78 0 3050.639351 3 1017.551392 0.088658362 9.02E-05 98.56226942AVSPLLLTTTNSSEGLSMGNYIGLINR 6 208431827 1xTMT6plex [N-Term]; 1xOxidation [M18] 0.515 0.62 0.561 5.739094734 70.05 0 3066.634266 3 1017.551392 0.088658362 9.02E-05 98.56226942DLKPSNIFLVDTK 10 208431827 3xTMT6plex [N-Term; K3; K13] 0.689 0.7 0.803 4.582956314 27.23 0 2177.314867 3 726.442688 -0.622732696 -0.000451962 74.77462637DGIISDIFDKK 6 208431827 3xTMT6plex [N-Term; K10; K11] 0.751 0.802 0.79 4.152426243 20.34 1 1938.15149 3 646.7213135 -1.084843122 -0.000700863 77.12629506EYSIGTGSTK 6 208431827 2xTMT6plex [N-Term; K10] 0.839 0.779 2.978995323 45.61 0 1500.830995 2 750.9182129 -1.229591311 -0.000922704 33.56156048YQELPNSGPPHDR 6 208431827 1xTMT6plex [N-Term] 0.637 0.672 0.719 4.598204613 45.12 0 1738.871013 3 580.2955322 0.592746489 0.00034357 26.53394946GTLEQWIEK 18 208431827 2xTMT6plex [N-Term; K9] 0.818 0.862 0.992 3.893916607 50.34 0 1561.899015 2 781.4526978 -0.573463572 -0.000447846 74.13262951KPEDRPNTSEILR 12 208431827 2xTMT6plex [N-Term; K1] 0.676 0.638 0.748 4.803433895 11.82 0 2013.149309 4 504.0425415 -0.483140704 -0.000243159 31.99987975LAVEILNK 10 208431827 2xTMT6plex [N-Term; K8] 0.744 1.145 0.706 3.98779726 41.56 0 1357.881908 2 679.4436646 -1.366524163 -0.000927789 70.90981761EFPEGEGR 6 208431827 1xTMT6plex [N-Term] 0.872 0.767 0.896 3.085412502 22.4 0 1149.573768 2 575.2905884 0.114640588 6.59E-05 21.66156295GVDYIHSK 6 208431827 2xTMT6plex [N-Term; K8] 0.718 0.673 0.733 2.817139149 20.87 0 1376.793821 3 459.6019287 -1.880054331 -0.000862816 29.83401789208431833 PABPC4 polyadenylate-binding protein 4 isoform 1 8761 NP_001129125.1 40.75757576 1 17 24 229 660 72.345 9.35 1.08 1.02 1.08 1.06 Significant 0.000356 SKVDEAVAVLQAHHAK 10 208431833 3xTMT6plex [N-Term; K2; K16] 1.288 1.098 1.179 5.909850597 31.6 1 2390.412289 5 478.8879089 -0.774327623 -0.000370192 53.69280271GYAFVHFETQEAADK 8 208431833 2xTMT6plex [N-Term; K15] 1.265 1.097 0.787 4.730045795 47.36 0 2171.11734 3 724.378418 1.547933955 0.001120249 54.55690573SLGYAYVNFQQPADAER 12 208431833 1xTMT6plex [N-Term] 0.838 1.076 1.183 5.475264549 68.95 0 2158.076648 2 1079.539917 -1.895588661 -0.002045413 56.09652441ITGMLLEIDNSELLHMLESPESLR 11 208431833 1xTMT6plex [N-Term]; 1xOxidation [M] 100 2.008 6.347368717 53.62 0 2985.547425 3 995.854187 0.195208809 0.000194268 109.1757726LFPLIQTMHSNLAGK 6 208431833 2xTMT6plex [N-Term; K15] 1.345 1.507 1.388 6.007834911 50.04 0 2128.235287 3 710.0822144 -1.50229799 -0.001065748 86.04300981
GFGFVCFSSPEEATK 22 208431833 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.463 1.461 1.416 5.571973801 66.13 0 2121.072698 2 1061.039673 -0.296631452 -0.000314588 72.1005091

ALDTMNFDVIK 21 208431833 2xTMT6plex [N-Term; K11] 1.21 1.269 1.202 4.779831409 69.48 0 1724.965714 2 862.9849243 -1.821402688 -0.001570929 80.56338604
ALYDTFSAFGNILSCK 24 208431833 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 1.452 1.406 1.502 6.061981201 58.44 0 2265.198961 3 755.7373657 -0.625738425 -0.000472474 110.9291847

NFGEEVDDESLKELFSQFGK 10 208431833 3xTMT6plex [N-Term; K12; K20] 2.381 1.336 0.603 5.11612606 40.55 1 3005.571093 3 1002.52594 -2.604106021 -0.002608942 102.8333845NLDDTIDDEKLR 4 208431833 2xTMT6plex [N-Term; K10] 1.28 1.335 4.015419006 24.02 1 1905.032942 3 635.682312 -0.293341302 -0.000186275 44.81057432VDEAVAVLQAHHAK 6 208431833 2xTMT6plex [N-Term; K14] 0.771 0.774 0.739 4.486093998 49.42 0 1946.122366 4 487.2857361 -0.643003793 -0.000312841 52.69892834NLDDTIDDEK 8 208431833 2xTMT6plex [N-Term; K10] 1.019 0.92 1.016 4.433030128 53.85 0 1635.847767 2 818.4260864 -1.754740567 -0.001435244 38.34279904YQGVNLYIK 12 208431833 2xTMT6plex [N-Term; K9] 0.998 1.155 1.101 4.101786137 49.55 0 1555.924835 2 778.465332 -0.930634608 -0.000723999 59.40330141GFGFVSYEK 8 208431833 2xTMT6plex [N-Term; K9] 1.179 1.201 1.075 4.017486572 45.01 0 1491.824787 2 746.4157715 -0.349056575 -0.000260366 62.35272636SGVGNVFIK 6 208431833 2xTMT6plex [N-Term; K9] 0.953 0.94 0.909 3.305214167 42.58 0 1378.845857 2 689.9256592 -1.31644202 -0.000907585 53.16921629IVGSKPLYVALAQR 8 208431833 2xTMT6plex [N-Term; K5] 1.029 1.196 1.196 4.041723728 9.26 0 1973.231188 3 658.4168091 2.374778041 0.001561995 67.59148201AKEFTNVYIK 6 208431833 3xTMT6plex [N-Term; K2; K10] 2.397 2.054 1.945 4.596063614 15.32 1 1900.151096 3 634.0546875 -0.835017806 -0.000528887 55.1286922FSPAGPVLSIR 10 208431833 1xTMT6plex [N-Term] 1.286 1.275 1.475 3.710753679 45.21 0 1372.815002 2 686.9108887 -0.36486799 -0.000250448 64.95920866KAHLTNQYMQR 6 208431833 2xTMT6plex [N-Term; K1] 1.085 1.017 0.886 3.782162189 10.52 1 1848.031442 4 462.7651672 4.002445599 0.001849161 23.92823541EFTNVYIK 12 208431833 2xTMT6plex [N-Term; K8] 1.1 1.121 1.165 3.47040534 35.83 0 1471.856087 2 736.4310913 -0.802526023 -0.000590601 57.86793929EFSPFGSITSAK 2 208431833 2xTMT6plex [N-Term; K12] 0.966 2.617102146 24.49 0 1728.957258 2 864.9800415 -2.574535702 -0.002225631 68.69071588VMLEDGR 6 208431833 1xTMT6plex [N-Term] 1.137 1.017 0.975 2.862546444 42.94 0 1048.565846 2 524.7860718 -0.933985515 -0.000489673 38.45911341EAELGAK 7 208431833 2xTMT6plex [N-Term; K7] 1.081 1.178 2.411393642 28.78 0 1175.703609 2 588.3543701 -1.825107627 -0.001072893 27.12479123VGAVAAATS 4 208431833 1xTMT6plex [N-Term] 0.836 0.777 2.208991289 52.78 0 975.5672265 2 488.2874756 0.459283443 0.000224031 30.90442402208610002 ATL2 atlastin-2 isoform 2 64225 NP_001129145.1 20.58319039 1 8 9 34 583 66.187 5.48 1.37 1.4 1.31 1.36 Significant 0.000378 NLVPLLLAPENLVEK 10 208610002 2xTMT6plex [N-Term; K15] 1.346 1.53 1.408 4.955059528 49.75 0 2120.309498 2 1060.656372 -1.90079768 -0.00201514 107.5193VAVLLMDTQGAFDSQSTIK 2 208610002 2xTMT6plex [N-Term; K19] 1.448 5.350011349 81.5 0 2482.362732 3 828.1231689 -3.133359184 -0.002592711 96.23219179
SMEQVCGGDKPYIAPSDLER 4 208610002 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 100 1.27 5.224850655 26.2 0 2710.358057 3 904.1231689 -1.145112194 -0.001034555 61.48542911VATNPSFDGR 6 208610002 1xTMT6plex [N-Term] 1.523 1.199 0.803 3.610585213 36.54 0 1292.67963 2 646.8430176 -0.674415941 -0.000435902 27.63541403SMLQATAEANNLAAVAGAR 2 208610002 1xTMT6plex [N-Term] 1.392 2.669821501 13.25 0 2088.106902 3 696.7069702 -0.261038105 -0.000181692 64.76016664SFILDFMLR 8 208610002 1xTMT6plex [N-Term] 1.62 1.234 3.79480958 48.52 0 1370.77036 2 685.8883057 -0.747719607 -0.000512476 104.715036QNQHEELQNVR 2 208610002 1xTMT6plex [N-Term] 1.234 3.951623201 21.65 0 1623.840047 3 541.9512939 -0.442398291 -0.000239461 17.33302294DLVEYFK 2 208610002 2xTMT6plex [N-Term; K7] 1.202 3.125368834 17.8 0 1371.792424 2 686.3995972 -0.369329975 -0.000253322 68.17392642LKDIDEDFKR 2 208610002 3xTMT6plex [N-Term; K2; K9] 1.348 3.28601265 1.73 2 1966.157638 4 492.29422 -1.316154482 -0.000646942 50.69059902208973244 YWHAZ 14-3-3 protein zeta/delta 7534 NP_001129174.1 69.3877551 1 13 18 1120 245 27.728 4.79 1.1 1.14 1.11 1.12 Significant 0.000116 SVTEQGAELSNEER 78 208973244 1xTMT6plex [N-Term] 1.083 1.073 1.089 6.153346062 82.32 0 1777.876551 2 889.4417114 -0.227933957 -0.000202619 24.33276182YLAEVAAGDDK 6 208973244 2xTMT6plex [N-Term; K11] 0.94 0.959 1.157 4.229701519 41.75 0 1609.883758 2 805.4445801 -1.164583306 -0.000937422 50.86133588TAFDEAIAELDTLSEESYK 56 208973244 2xTMT6plex [N-Term; K19] 0.858 0.981 0.926 6.293174744 58.35 0 2590.317615 3 864.1051025 -6.509137225 -0.005620244 108.3397999DNLTLWTSDTQGDEAEAGEGGEN 116 208973244 1xTMT6plex [N-Term] 0.898 0.875 0.69 4.592737198 50.18 0 2638.158993 2 1319.58252 -0.466441751 -0.000615274 113.8596005KGIVDQSQQAYQEAFEISK 10 208973244 3xTMT6plex [N-Term; K1; K19] 1.183 1.002 1.051 6.792731285 44.64 1 2856.571034 3 952.8615112 -0.368787816 -0.000351156 65.59156101GIVDQSQQAYQEAFEISK 70 208973244 2xTMT6plex [N-Term; K18] 1.096 1.108 1.12 6.276248932 70.26 0 2499.313139 2 1250.158081 -1.701851824 -0.00212673 69.05055507

DICNDVLSLLEK 89 208973244 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 1.232 1.289 1.233 5.822618484 76.23 0 1877.045421 2 939.0275879 1.320277721 0.001239111 97.98176724
GIVDQSQQAYQEAFEISKK 2 208973244 3xTMT6plex [N-Term; K18; K19] 2.097 5.029110909 34.84 1 2856.571034 4 714.8984375 0.31023559 0.000221553 64.56563802FLIPNASQAESK 46 208973244 2xTMT6plex [N-Term; K12] 1.192 1.141 1.193 4.285259247 58.75 0 1763.010356 2 882.0078735 -1.06940931 -0.00094269 60.67401653YLAEVAAGDDKK 37 208973244 3xTMT6plex [N-Term; K11; K12] 1.268 1.194 1.109 6.07118082 58.15 1 1967.141653 2 984.0732422 -1.243217536 -0.001222792 49.75103387DSTLIMQLLR 92 208973244 1xTMT6plex [N-Term] 0.796 0.785 0.901 4.459618568 61.17 0 1418.823852 2 709.9118042 -5.30010935 -0.003759961 87.62341164KEMQPTHPIR 10 208973244 2xTMT6plex [N-Term; K1] 1.332 1.531 1.501 4.718584538 25.64 1 1694.977616 4 428.4986572 0.15664556 6.70E-05 16.71405729DSTLIMQLLR 112 208973244 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.78 0.793 0.825 3.811157227 57.95 0 1434.818767 2 709.9118042 -5.30010935 -0.003759961 87.62341164

YDDMAACMK 42 208973244 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.071 1.115 1.117 3.720391035 38.26 0 1562.741728 2 781.8737183 -1.003247392 -0.000783908 44.28349665EMQPTHPIR 16 208973244 1xTMT6plex [N-Term] 1.315 1.271 1.255 4.052248955 44.49 0 1337.719721 3 446.5777893 -0.677556041 -0.000302127 20.87214872NLLSVAYK 156 208973244 2xTMT6plex [N-Term; K8] 0.994 0.994 0.964 3.63379097 47.86 0 1365.850608 2 683.4296875 1.091217437 0.00074522 61.10455284VVSSIEQK 39 208973244 2xTMT6plex [N-Term; K8] 1.083 1.12 1.074 3.427904129 46.55 0 1347.824787 2 674.4157104 -0.476917748 -0.000321401 40.9163689KEMQPTHPIR 18 208973244 2xTMT6plex [N-Term; K1]; 1xOxidation [M3] 1.508 1.524 1.508 3.528722286 44.96 1 1710.972531 4 428.4986572 0.15664556 6.70E-05 16.71405729EMQPTHPIR 18 208973244 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.329 1.285 1.343 4.060033798 35.81 0 1353.714636 3 446.5777893 -0.677556041 -0.000302127 20.87214872EKIETELR 13 208973244 2xTMT6plex [N-Term; K2] 1.174 1.278 1.104 3.110523462 34.29 1 1475.883365 2 738.4456787 0.485324174 0.000358141 33.04407304
YDDMAACMK 62 208973244 2xTMT6plex [N-Term; K9]; 1xOxidation [M]; 1xCarbamidomethyl [C7] 1.08 1.093 1.054 2.149336815 25.83 0 1578.736643 2 781.8737183 -1.003247392 -0.000783908 44.28349665LAEQAER 28 208973244 1xTMT6plex [N-Term] 0.934 1.007 0.844 3.004234314 35.54 0 1045.583939 2 523.2955322 -0.144719969 -7.57E-05 19.41279364
YDDMAACMK 4 208973244 2xTMT6plex [N-Term; K9]; 2xOxidation [M4; M8]; 1xCarbamidomethyl [C7] 0.983 0.924 1.751447797 24.37 0 1594.731558 2 781.8737183 -1.003247392 -0.000783908 44.28349665

209364547 ECD protein ecdysoneless homolog isoform 2 11319 NP_001129224.1 5.022156573 1 2 2 10 677 76.46 4.86 1.32 1.14 1.34 1.26 Significant 0.00251 EPSEAPITFDADSFLNYFDK 6 209364547 2xTMT6plex [N-Term; K20] 1.317 1.209 1.146 4.334285736 49.2 0 2764.375799 3 922.1310425 1.004028254 0.00092517 105.0695436
AHCFLPAGIVAVLK 4 209364547 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 1.079 1.389 4.239791393 42.5 0 1954.171231 3 652.0614624 -0.714734178 -0.000465571 91.11034485

209413766 ZBTB43 zinc finger and BTB domain-containing protein 43 23099 NP_001129248.1 4.710920771 1 2 2 8 467 52.597 5.76 1.06 1.17 1.02 1.08 Significant 0.00171
VEFPDFSSTILQK 4 209413766 2xTMT6plex [N-Term; K13] 1.16 1.018 3.903967142 32.64 0 1969.10465 3 657.0396118 -0.186811189 -0.000122617 86.75077683AEQNTTEAN 4 209413766 1xTMT6plex [N-Term] 1.063 1.419 2.900200367 52.1 0 1206.579976 2 603.7926025 -1.696847218 -0.001023691 14.41526392209571582 FDPS farnesyl pyrophosphate synthase isoform a 2224 NP_001129293.1 16.70644391 1 6 6 102 419 48.245 6.15 0.83 0.81 0.8 0.81 Significant 0.000118 VLTEDEMGHPEIGDAIAR 16 209571582 1xTMT6plex [N-Term] 0.774 0.705 0.887 5.801466942 71.55 0 2182.101148 3 728.0389404 0.513133437 0.000373236 53.22637209LKEVLEYNAIGGK 16 209571582 3xTMT6plex [N-Term; K2; K13] 0.98 0.888 0.844 6.20938015 57.76 1 2121.288652 2 1061.147217 -0.704716093 -0.000747453 75.70588925ATPEQYQILK 22 209571582 2xTMT6plex [N-Term; K10] 0.748 0.793 0.808 4.351912975 45.92 0 1648.967428 2 824.9870605 -0.354146625 -0.000291988 49.10490164VLTEDEMGHPEIGDAIAR 4 209571582 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.828 0.56 3.516356468 26.15 0 2198.096063 3 728.0389404 0.513133437 0.000373236 53.22637209IGTDIQDNK 24 209571582 2xTMT6plex [N-Term; K9] 0.825 0.835 0.808 3.425691605 31.01 0 1461.831329 2 731.4188232 -0.656078171 -0.000479538 37.11059534KQDADSLQR 18 209571582 2xTMT6plex [N-Term; K1] 0.759 0.866 0.773 3.934377909 18.34 1 1518.864026 3 506.9596558 0.255457467 0.000129335 19.06933125
CSWLVVQCLQR 2 209571582 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C1; C8] 0.522 2.804419756 8.16 0 1677.876633 2 839.4395752 -2.836394096 -0.00237956 67.15652787

209693464 URM1 ubiquitin-related modifier 1 isoform b 81605 NP_001129419.1 8.904109589 1 1 1 8 146 15.805 5.26 1.2 0.8 1.18 1.06 Significant 0.0147 VTLPGQEEPWDIR 8 209693464 1xTMT6plex [N-Term] 1.202 0.802 1.183 3.80033493 46.29 0 1768.943115 2 884.9743652 -0.939075562 -0.000830586 65.98392382209869993 GART trifunctional purine biosynthetic protein adenosine-3 isoform 1 2618 NP_001129477.1 61.98019802 1 50 50 477 1010 107.699 6.7 1.15 1.1 1.13 1.13 Significant 0.000166
TVAPMPPAQDHK 7 209869993 2xTMT6plex [N-Term; K12] 0.918 0.925 0.921 4.958315849 41.72 0 1749.972196 3 583.9954834 -0.171028253 -9.98E-05 33.66005098LDLSVTEAVVAGIAK 32 209869993 2xTMT6plex [N-Term; K15] 1.201 1.277 1.291 5.399714947 76.48 0 1944.178149 2 972.5922852 -0.440097272 -0.000427814 98.00467849VAVLISGTGSNLQALIDSTR 14 209869993 1xTMT6plex [N-Term] 1.107 1.142 1.03 7.271633625 86.8 0 2244.276076 3 748.7631836 -0.480617675 -0.000359546 97.55151345

LLEGDGGPNTGGMGAYCPAPQVSNDLLLK 6 209869993 2xTMT6plex [N-Term; K29]; 1xOxidation [M13]; 1xCarbamidomethyl [C17] 0.923 0.749 0.826 5.976578712 73.01 0 3418.738697 3 1140.250244 -0.736540095 -0.000839346 77.49073145
LLEGDGGPNTGGMGAYCPAPQVSNDLLLK 8 209869993 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C17] 1.057 0.929 0.893 6.144641399 57.05 0 3402.743782 3 1140.250244 -0.736540095 -0.000839346 77.49073145

IEFVVVGPEAPLAAGIVGNLR 6 209869993 1xTMT6plex [N-Term] 0.788 0.879 1.241 6.396912098 58.6 0 2350.369583 3 784.1271362 -1.16034032 -0.000909076 107.8618585TVDGMQQEGTPYTGILYAGIMLTK 12 209869993 2xTMT6plex [N-Term; K24] 1.181 1.072 0.82 4.864374161 43.92 0 3045.604101 3 1015.870605 -2.24506322 -0.002279191 103.7184626ENLISALEEAK 26 209869993 2xTMT6plex [N-Term; K11] 0.895 0.919 1.006 4.662475586 57.77 0 1674.967822 2 837.9867554 -0.948190044 -0.000794094 81.28018673AAGFKDPLLASGTDGVGTK 6 209869993 3xTMT6plex [N-Term; K5; K19] 1.139 1.2 6.221776009 42.69 1 2492.43275 3 831.4818726 -0.676160357 -0.000561761 64.78504393ESGVDIAAGNMLVK 10 209869993 2xTMT6plex [N-Term; K14] 1.307 1.321 1.073 4.783101082 90.05 0 1862.045755 2 931.5263062 -0.22519066 -0.000209658 63.84446471
QVLVAPGNAGTACSEK 10 209869993 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C13] 0.941 1.029 1.224 4.921988487 65.31 0 2060.121045 2 1030.56311 -1.020001655 -0.001050663 40.04573283

AGCALLGGETAEMPDMYPPGEYDLAGFAVGAMER 8 209869993 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 100 1.38 6.21696806 46.54 0 3775.731355 3 1259.245605 -2.408051022 -0.003030718 101.0882099
GVEITGFPEAQALGLEVFHAGTALK 16 209869993 2xTMT6plex [N-Term; K25] 0.868 0.965 0.89 8.392263412 63.76 0 3013.676278 3 1005.227112 -3.150945856 -0.00316531 105.2375874
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VDLGGFAGLFDLK 20 209869993 2xTMT6plex [N-Term; K13] 1.24 1.141 1.244 5.414549351 82.66 0 1810.051492 2 905.5292358 -0.164260693 -0.00014866 107.8533139ENLISALEEAKK 5 209869993 3xTMT6plex [N-Term; K11; K12] 1.283 1.005 1.267 3.319206715 9.24 1 2032.225717 3 678.078064 -2.991117284 -0.002026208 77.07596441
ISNTAISISDHTALAQFCK 8 209869993 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C18] 1.102 1.092 1.029 6.561761856 62.89 0 2535.364129 3 845.791687 -1.428281959 -0.001207072 68.81311863

SSLQYSSPAPDGCGDQTLGDLLLTPTR 10 209869993 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.21 1.132 5.459682941 40.58 0 3078.525109 3 1026.846191 -0.353569067 -0.000362824 76.74026271VFSWLQQEGHLSEEEMAR 6 209869993 1xTMT6plex [N-Term] 2.344 1.268 1.135 5.854249477 49.9 0 2405.17571 3 802.3949585 -2.240153057 -0.001795987 79.32043808
AFTKPEEACSFILSADFPALVVK 18 209869993 3xTMT6plex [N-Term; K4; K23]; 1xCarbamidomethyl [C9] 1.214 1.115 1.333 6.866127014 41.85 0 3227.79932 3 1076.60376 -0.803477189 -0.000864488 105.930199
KIEFVVVGPEAPLAAGIVGNLR 12 209869993 2xTMT6plex [N-Term; K1] 1.07 1.192 1.212 7.427212238 62.36 1 2707.627478 3 903.2143555 0.382447829 0.000345175 102.1104959DIQQHKEEAWVIGSVVAR 4 209869993 2xTMT6plex [N-Term; K6] 1.301 1.348 5.990211964 34.61 1 2523.408377 4 631.6068726 -1.076494653 -0.000679109 60.22284501EPNSSAQIDIVISNK 4 209869993 2xTMT6plex [N-Term; K15] 0.83 0.849 4.192187309 43.64 0 2073.159205 2 1037.081543 -1.637777018 -0.001697686 60.32143232
SAGVQCFGPTAEAAQLESSKR 4 209869993 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C6] 6.777 2.879 4.571434498 28.92 1 2652.38157 3 884.7976074 -1.244494537 -0.001100291 53.13565204IYSHSLLPVLR 10 209869993 1xTMT6plex [N-Term] 1.187 1.133 1.044 5.271608829 56.75 0 1526.925615 3 509.6468811 0.311358027 0.000158474 71.28059809FGDPECQVILPLLK 28 209869993 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.278 1.284 1.279 4.638332367 42.93 0 2087.197505 2 1044.102539 0.142116402 0.000148313 95.1951718
SAGVQCFGPTAEAAQLESSK 12 209869993 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C6] 1.032 0.933 0.906 5.751741886 60.75 0 2496.280459 2 1248.644165 0.238165597 0.000297264 57.91284927EEAWVIGSVVAR 3 209869993 1xTMT6plex [N-Term] 0.23 1.171 4.009878159 31.8 0 1544.863408 2 772.9352417 -0.130420309 -0.000100741 65.54323066LGVDLDAQTWR 10 209869993 1xTMT6plex [N-Term] 0.918 0.925 0.915 4.020249367 35.27 0 1502.816458 2 751.9123535 0.64700599 0.000486166 59.2584433MLNIHPSLLPSFK 6 209869993 2xTMT6plex [N-Term; K13]; 1xOxidation [M1] 0.899 0.984 0.925 4.062973976 30.23 0 1971.150161 3 657.7208862 -1.042786407 -0.000685163 76.59231746AFAHITGGGLLENIPR 4 209869993 1xTMT6plex [N-Term] 1.286 1.572 3.354323864 28.19 0 1895.070047 3 632.3557739 -9.117506071 -0.005759438 67.22661895MLNIHPSLLPSFK 6 209869993 2xTMT6plex [N-Term; K13] 1.037 0.931 1.085 4.508261204 27.31 0 1955.155246 3 657.7208862 -1.042786407 -0.000685163 76.59231746RGDTVATLSER 4 209869993 1xTMT6plex [N-Term] 0.982 1.039 4.84663868 38.06 1 1433.790972 3 478.6013489 -1.030979529 -0.000492736 35.76218058AAVAGLDK 8 209869993 2xTMT6plex [N-Term; K8] 1.087 1.281 1.029 3.389458656 49.21 0 1202.750894 2 601.8786621 -0.703679585 -0.000423176 51.3608754HGIPTAQWK 6 209869993 2xTMT6plex [N-Term; K9] 0.895 0.88 0.886 3.909176111 40.28 0 1495.878554 3 499.2971497 -1.108562848 -0.000552758 40.33133112AIAFLQQPR 8 209869993 1xTMT6plex [N-Term] 1.05 1.108 1.11 3.593638182 48.73 0 1272.762572 2 636.8847656 -0.249496652 -0.000158775 57.22629706ILSGPFVQK 14 209869993 2xTMT6plex [N-Term; K9] 1.133 1.04 1.117 3.5548141 27.98 0 1446.908457 2 723.9575806 -0.39576601 -0.000286319 67.18483434VLIIGSGGR 9 209869993 1xTMT6plex [N-Term] 1.096 1.123 1.026 3.129715919 47.15 0 1100.698909 2 550.8527222 -0.673775595 -0.000370812 55.94056949DPLLASGTDGVGTK 6 209869993 2xTMT6plex [N-Term; K14] 0.852 0.87 0.859 3.182137966 25.77 0 1789.01075 2 895.0070801 -2.161056747 -0.001933077 51.1322783VLAVTAIR 12 209869993 1xTMT6plex [N-Term] 0.974 0.908 1.025 2.872604132 39.25 0 1071.708746 2 536.3579712 -0.074653853 -4.00E-05 51.68606634ASGLAAGK 4 209869993 2xTMT6plex [N-Term; K8] 0.915 0.966 3.350676775 36.11 0 1132.709029 2 566.8579102 -0.428598596 -0.000242739 27.22593075IFPAALQLVASGTVQLGENGK 4 209869993 2xTMT6plex [N-Term; K21] 1.338 1.154 3.622554302 12.87 0 2571.491044 3 857.8291626 -7.04229831 -0.006036402 110.9215349LAQSHHVK 4 209869993 2xTMT6plex [N-Term; K8] 1.027 0.973 3.187482357 34.54 0 1377.836689 3 459.950531 0.254418815 0.000116849 18.61514204EQTEQILR 8 209869993 1xTMT6plex [N-Term] 1.471 0.942 3.140222549 42.71 0 1245.700031 2 623.3538208 0.267762346 0.000166776 41.06127387GYPGDYTK 8 209869993 2xTMT6plex [N-Term; K8] 1.084 1.091 1.024 2.785259962 33.24 0 1358.735638 2 679.8712158 -0.355278364 -0.000241365 31.1592104EHTLAWK 10 209869993 2xTMT6plex [N-Term; K7] 1.066 1.102 1.08 3.890652657 24.36 0 1342.788342 2 671.897644 -0.246207129 -0.000165302 36.2879381KGLAAIK 6 209869993 3xTMT6plex [N-Term; K1; K7] 1.551 1.438 2.018 3.816110373 12.87 1 1387.960382 3 463.324585 -0.85062744 -0.000393546 43.22517903FEGAIYR 6 209869993 1xTMT6plex [N-Term] 1.091 1.329 1.136 2.306510925 25.95 0 1084.598861 2 542.8029785 -0.166484362 -9.03E-05 39.19196345VLEFNCR 6 209869993 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1 1.265 1.382 2.630982399 31.19 0 1166.618945 2 583.8129272 -0.314496703 -0.000183449 40.33655776

IAQLCNK 6 209869993 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.281 1.194 1.555 3.339676857 25.44 0 1304.776063 2 652.8918457 0.269506975 0.000175823 39.02663225
IKDTVLQR 10 209869993 2xTMT6plex [N-Term; K2] 1.157 1.227 1.273 3.287284136 10.83 1 1430.90952 2 715.9578247 -0.801557276 -0.000573478 36.7141971
SKEEACK 5 209869993 3xTMT6plex [N-Term; K2; K7]; 1xCarbamidomethyl [C6] 3.186 3.224 2.631 2.138800621 1.95 1 1538.88154 3 513.6317139 -0.618266197 -0.000317146 18.69239058GDTVATLSER 2 209869993 1xTMT6plex [N-Term] 1.186 2.362245798 15.61 0 1277.689861 2 639.3488159 0.387093889 0.000247293 28.19908557209862853 SEC13 protein SEC13 homolog isoform 3 6396 NP_001129498.1 31.52173913 1 7 7 90 368 40.721 5.85 1.06 1.1 1.09 1.08 Significant 0.000123 GQGSVSASVTEGQQNEQ 22 209862853 1xTMT6plex [N-Term] 6.704 0.912 1.477 4.104289055 58.74 0 1934.925292 2 967.9665527 0.277203855 0.000268184 22.10071658DVAWAPSIGLPTSTIASCSQDGR 12 209862853 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.316 1.137 1.213 6.510583401 71.34 0 2618.308181 3 873.4411011 0.217274903 0.000189631 73.4468972GHEGPVWQVAWAHPMYGNILASCSYDR 6 209862853 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 1.202 1.344 1.227 7.62832737 59.1 0 3330.577437 4 833.3995361 -0.336881148 -0.000280502 76.36999035

VFIWTCDDASSNTWSPK 24 209862853 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C6] 1.106 1.165 1.166 4.705023766 72.91 0 2472.226967 2 1236.614624 -2.020632892 -0.002497732 81.0737753
ESVDGQWVCISDVNK 10 209862853 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 1.226 0.954 1.268 5.30679512 64.25 0 2194.121439 2 1097.564697 0.309299767 0.000339321 66.87113859LEAHSDWVR 12 209862853 1xTMT6plex [N-Term] 0.875 0.955 0.929 3.863324165 42.61 0 1341.711265 3 447.9084473 -0.354981833 -0.000158761 46.19455128LATCSSDR 4 209862853 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.03 1.127 2.910741806 40.16 0 1138.572388 2 569.7895508 -0.494924614 -0.000281754 17.8661082

209862871 TRMT1 tRNA (guanine(26)-N(2))-dimethyltransferase isoform 1 55621 NP_001129507.1 15.3262519 1 9 9 38 659 72.188 7.64 1.14 1.07 1.17 1.13 Significant 0.000691
DLTCAVITEFAR 2 209862871 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.201 4.743569374 55.17 0 1624.856609 2 812.9302979 -2.024490566 -0.001644753 71.71755034ESENLASGDQPR 6 209862871 1xTMT6plex [N-Term] 0.962 0.68 1.136 4.279849529 76.79 0 1531.75498 2 766.3809204 -0.271407433 -0.000207865 19.13677658EVQETTVTEGAAK 10 209862871 2xTMT6plex [N-Term; K13] 1.166 1.043 1.174 4.600606441 74.38 0 1821.000579 2 911.0046387 0.780798077 0.000710917 33.05581998

FSAACGPPVTPECEHCGQR 2 209862871 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C5; C13; C16] 1.333 3.640616417 9.93 0 2389.068486 3 797.0291748 1.877499155 0.001495158 34.93657242IVLHSLDLR 4 209862871 1xTMT6plex [N-Term] 1.242 1.137 3.366707087 40.04 0 1294.804437 3 432.272644 -0.817174442 -0.000352694 64.1470986FALEVPGLR 6 209862871 1xTMT6plex [N-Term] 1.099 1.13 1.159 3.204608202 29.04 0 1230.740774 2 615.8734131 -0.994984607 -0.000612284 72.43368917SALLHADFR 4 209862871 1xTMT6plex [N-Term] 1.102 1.125 3.038607121 31.62 0 1258.710537 3 420.2418518 0.369878466 0.00015519 41.12606564AADEAMEER 2 209862871 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.935 2.005218029 23.03 0 1266.583347 2 633.7947998 -0.808529993 -0.000512035 15.09627744LSETSPAFR 2 209862871 1xTMT6plex [N-Term] 0.962 3.242529154 20.69 0 1236.678568 2 618.84198 -1.523758163 -0.0009422 36.80118223209862879 NIF3L1 NIF3-like protein 1 isoform 1 60491 NP_001129511.1 27.85145889 1 9 9 46 377 41.942 6.65 1 0.94 0.91 0.95 Significant 0.000775 ALMQVVDFLSR 10 209862879 1xTMT6plex [N-Term] 0.976 0.893 0.838 4.106524467 49.91 0 1507.850401 2 754.4309692 2.825921299 0.002130533 103.830232TEILSLEKPLLLHTGMGR 6 209862879 2xTMT6plex [N-Term; K8] 1.171 0.922 0.894 6.40701437 25.74 0 2466.451822 4 617.3669434 -2.38318156 -0.001469501 84.56681148VEFNVNYTQDLDK 2 209862879 2xTMT6plex [N-Term; K13] 0.852 3.099638939 25.1 0 2043.079892 3 681.6987305 0.854771396 0.000582122 67.26294265ADLILSYHPPIFRPMK 2 209862879 2xTMT6plex [N-Term; K16] 1.185 3.282492638 5.34 0 2356.36155 4 589.8456421 -0.344455045 -0.000202915 79.2706356INIILSETDRDPLQVV 6 209862879 1xTMT6plex [N-Term] 0.88 0.815 0.732 4.780098915 17.83 1 2054.169486 3 685.3932495 -2.088758923 -0.001430222 97.92914085DMLDSHLENK 2 209862879 2xTMT6plex [N-Term; K10] 0.998 2.565643072 3.44 0 1659.877627 3 553.9637451 -0.569342235 -0.000315013 38.96749944TLESQVK 6 209862879 2xTMT6plex [N-Term; K7] 0.936 1.55 1.186 2.921267748 28.9 0 1262.772023 2 631.8895874 -0.099056132 -6.25E-05 30.8216794ITWNTWK 6 209862879 2xTMT6plex [N-Term; K7] 1.039 0.953 0.961 2.817265034 27.02 0 1406.819642 2 703.9130859 -0.530938706 -0.000373467 64.60826363GFLSDLR 6 209862879 1xTMT6plex [N-Term] 0.806 0.886 0.929 2.429762602 25.98 0 1036.598861 2 518.8032227 0.296848194 0.000153856 54.43052293209969836 TNPO2 transportin-2 isoform 2 30000 NP_001129667.1 21.08229989 1 6 13 79 887 100.343 4.98 0.58 0.53 0.54 0.55 Significant 0.00077 QSSFALLGDLTK 16 209969836 2xTMT6plex [N-Term; K12] 1.136 1.138 1.115 5.057903767 67.41 0 1738.015107 2 869.5108643 -0.376846192 -0.000327482 82.99280725TLLENTAITIGR 6 209969836 1xTMT6plex [N-Term] 1.082 1.075 1.011 4.292747021 38.79 0 1530.905273 2 765.9563599 0.111088887 8.50E-05 63.12938595TVTLPHEAERPDGSEDAEDDDDDDALSDWNLR 6 209969836 1xTMT6plex [N-Term] 0.713 0.872 0.864 7.344060898 46.4 0 3827.695358 4 957.6793823 0.089290511 8.54E-05 57.19366283
TQDHDENVALEACEFWLTLAEQPICK 4 209969836 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C13; C25] 1.431 0.01 4.350425243 19.52 0 3575.755075 4 894.6923828 -2.062232967 -0.00184351 108.2841742

GDVEEDEAVPDSEQDIKPR 2 209969836 2xTMT6plex [N-Term; K17] 1.006 5.907442093 26.06 0 2586.293526 3 862.7683105 -1.216872464 -0.001049063 40.08209936DQVGEDNWQQFSEQFPPLLK 2 209969836 2xTMT6plex [N-Term; K20] 0.77 3.813683033 29.64 0 2863.466679 3 955.1578369 -2.696681567 -0.002573953 93.73077401EELLPHLLPLLK 6 209969836 2xTMT6plex [N-Term; K12] 0.465 0.453 0.462 3.679635286 27.08 0 1873.192677 3 625.0667725 -3.690574531 -0.002304386 99.65339875ALVMLLEVR 6 209969836 1xTMT6plex [N-Term] 1.168 1.46 1.024 3.421849489 43.61 0 1272.791095 2 636.8994751 0.454477813 0.000289228 89.25530033DSQSPNTATQR 6 209969836 1xTMT6plex [N-Term] 0.985 2.455 0.699 3.860775232 42.13 0 1433.718201 2 717.3627319 -0.00927854 -6.65E-06 14.6237327ALVMLLEVR 6 209969836 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.251 1.375 1.158 2.16605401 20.85 0 1288.78601 2 636.8994751 0.454477813 0.000289228 89.25530033SLSGLILK 4 209969836 2xTMT6plex [N-Term; K8] 1.142 1.035 3.233292103 35.11 0 1288.860444 2 644.9335327 -0.508635605 -0.00032778 71.61353281LKSEDEPTR 4 209969836 2xTMT6plex [N-Term; K2] 1.465 1.026 2.720147133 7.42 1 1532.868443 3 511.6274414 -0.438211937 -0.000223907 21.42185228LAAFYGV 4 209969836 1xTMT6plex [N-Term] 1.185 0.967 2.372602463 37.36 0 969.5606846 2 485.2838135 -0.344792111 -0.000167148 72.79723204DNEEKDSAFR 7 209969836 2xTMT6plex [N-Term; K5] 1.027 1.021 0.966 2.582842112 1.5 1 1668.859334 3 556.9579468 -0.028407408 -1.58E-05 23.24081743209977054 TMEM51 transmembrane protein 51 isoform 1 55092 NP_001129689.1 5.138339921 1 1 1 6 253 27.742 5.53 0.86 0.63 0.96 0.82 Significant 0.014 ADVEASPGNPPDR 6 209977054 1xTMT6plex [N-Term] 0.857 0.634 0.961 3.564301491 38.11 0 1553.775715 2 777.3922729 1.000072547 0.000776944 22.46484707210147453 C2CD4C C2 calcium-dependent domain-containing protein 4C 126567 NP_001129735.1 2.612826603 1 1 1 6 421 44.549 9.73 0.78 0.9 0.74 0.81 Significant 0.00353 ELPLTSLLPFL 6 210147453 1xTMT6plex [N-Term] 0.782 0.895 0.739 2.977937698 54.55 0 1471.897334 2 736.4516602 -0.876771409 -0.000645259 113.4925968211971008 ACAD10 acyl-CoA dehydrogenase family member 10 isoform a 80724 NP_001130010.1 8.073394495 1 5 5 28 1090 122.262 8.32 1.22 1.74 1.26 1.41 Significant 0.0138
DLLGIQTTGPLELLQFDHGQSNPTYYIR 4 211971008 1xTMT6plex [N-Term] 0.87 1.528 4.843402863 32.22 0 3418.784435 3 1140.265381 -0.832442621 -0.000948647 101.2301508TSVPVDSFFSLLTSER 4 211971008 1xTMT6plex [N-Term] 2.533 0.993 5.326759815 37.23 0 2014.069438 3 672.0280151 0.027094476 1.82E-05 103.2468358LCLEQLGLQPSESIFLDDLGTNLK 6 211971008 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C2] 1.374 2.092 1.334 4.961995602 59.47 0 3161.716822 3 1054.57605 -1.020437983 -0.001075445 111.7940818LIEWLPLHLPR 10 211971008 1xTMT6plex [N-Term] 0.99 1.333 1.22 4.011198521 36.37 0 1615.988549 3 539.3337402 -1.164486515 -0.000627266 96.85260508WLIPLLEGK 4 211971008 2xTMT6plex [N-Term; K9] 1.846 2.253 2.387784004 26.39 0 1526.971057 2 763.9892578 0.118938076 9.08E-05 106.9535688

212276121 MCTS1 malignant T-cell-amplified sequence 1 isoform 2 28985 NP_001131026.1 62.08791209 1 8 8 58 182 20.537 8.82 0.95 0.93 0.97 0.95 Significant 0.000148
FVLSGANIMCPGLTSPGAK 16 212276121 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C10] 1.048 1.166 1.055 5.555207253 62.37 0 2378.297629 3 793.4381104 0.903299344 0.000716105 83.58468689

NQLIEQFPGIEPWLNQIMPK 6 212276121 2xTMT6plex [N-Term; K20] 1.134 0.91 1.127 4.448630333 38 0 2853.573727 3 951.8610229 -1.826436897 -0.001737291 112.3679635GIGIENIHYLNDGLWHMK 2 212276121 2xTMT6plex [N-Term; K18] 0.884 5.098219872 23.92 0 2568.379719 4 642.8500366 -0.546124708 -0.000350664 77.33491723
FVLSGANIMCPGLTSPGAK 2 212276121 2xTMT6plex [N-Term; K19]; 1xOxidation [M9]; 1xCarbamidomethyl [C10] 1.13 2.893588305 2.91 0 2394.292544 3 793.4381104 0.903299344 0.000716105 83.58468689

YPFILPHQQVDK 6 212276121 2xTMT6plex [N-Term; K12] 0.948 0.923 0.93 4.626999378 26.81 0 1943.11549 3 648.3772583 0.891384147 0.000577354 69.37754684
QHALCVGVMK 6 212276121 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.001 0.869 1.014 4.124811172 33.83 0 1600.90676 3 534.3071899 0.160492932 8.56E-05 42.32329781

NQLIEQFPGIEPWLNQIMPK 2 212276121 2xTMT6plex [N-Term; K20]; 1xOxidation [M18] 0.904 2.266304731 10.1 0 2869.568642 3 951.8610229 -1.826436897 -0.001737291 112.3679635MSAEDIEK 10 212276121 2xTMT6plex [N-Term; K8] 0.869 0.868 0.909 3.830619335 37.58 0 1380.744488 2 690.8740845 -2.604033345 -0.001797752 38.24798308LYPAAVDTIVAIMAEGK 2 212276121 2xTMT6plex [N-Term; K17] 1.108 2.487805605 2.52 0 2220.271398 3 740.7619629 -0.02804978 -2.08E-05 118.1340982EGPFYPTLR 6 212276121 1xTMT6plex [N-Term] 0.836 0.914 0.833 3.61003232 33.68 0 1308.714953 2 654.8606567 -0.700231502 -0.000458202 50.00025892213511508 BCAP31 B-cell receptor-associated protein 31 isoform a 10134 NP_001132929.1 43.13099042 1 21 21 230 313 34.73 7.84 1.14 1.13 1.21 1.16 Significant 0.00047
LQAAVDGPMDK 25 213511508 2xTMT6plex [N-Term; K11] 1.047 1.123 1.143 4.586071014 50.56 0 1602.892549 2 801.9491577 -0.942146941 -0.00075508 48.08638624QAESASEAAK 6 213511508 2xTMT6plex [N-Term; K10] 1.27 1.094 1.248 4.227385044 57.58 0 1449.794943 2 725.4007568 -0.487219333 -0.000353184 19.00293595LVTLISQQATLLASNEAFK 6 213511508 2xTMT6plex [N-Term; K19] 0.705 0.827 1.205 6.367031574 65.45 0 2505.469246 3 835.8278198 -0.135490525 -0.000113156 109.5221319KQAESASEAAK 4 213511508 3xTMT6plex [N-Term; K1; K11] 1.288 1.209 4.850367069 40.98 1 1807.052838 3 603.022522 0.09644874 5.81E-05 22.78196372LDVGNAEVKLEEENR 12 213511508 2xTMT6plex [N-Term; K9] 1.717 1.169 1.748 4.814142227 25.89 1 2173.186482 3 725.0635986 -4.711681049 -0.003413121 53.20451724VNLQNNPGAMEHFHMK 20 213511508 2xTMT6plex [N-Term; K16] 1.22 1.184 1.242 5.586426735 51.66 0 2325.199647 4 582.0562744 1.557391537 0.000905312 58.71162685VNLQNNPGAMEHFHMK 2 213511508 2xTMT6plex [N-Term; K16]; 1xOxidation [M10] 1.14 2.948370695 18.93 0 2341.194562 4 582.0562744 1.557391537 0.000905312 58.71162685LDVGNAEVK 11 213511508 2xTMT6plex [N-Term; K9] 0.949 1.159 1.306 3.537713766 39.38 0 1402.830601 2 701.9197998 1.227717284 0.00086114 43.69928688YMEENDQLKK 5 213511508 3xTMT6plex [N-Term; K9; K10] 1.229 1.115 0.833 2.607008457 6.1 1 1985.098074 3 662.3710327 0.237224819 0.000156972 38.34651343KYMEENDQLK 5 213511508 3xTMT6plex [N-Term; K1; K10] 0.975 0.891 1.125 4.285948277 9.85 1 1985.098074 3 667.7026367 0.183862645 0.000122642 33.18709182AENQVLAMR 12 213511508 1xTMT6plex [N-Term] 1.217 1.064 1.357 3.868492365 42.67 0 1260.693172 2 630.8495483 -1.072346819 -0.00067595 33.22753666KGAAVDGGK 6 213511508 3xTMT6plex [N-Term; K1; K9] 1.212 1.125 1.005 4.361629486 20.53 1 1489.930539 3 497.3147888 -0.486871638 -0.000241802 23.2948944LKDELASTK 12 213511508 3xTMT6plex [N-Term; K2; K9] 1.334 1.17 1.198 3.881751776 39.02 1 1692.051048 2 846.5293579 0.231464833 0.000195825 44.45934402LQAAVDGPMDKKEE 6 213511508 3xTMT6plex [N-Term; K11; K12] 1.563 1.304 1.557 3.321864128 9.89 2 2218.23563 3 740.0831909 -0.275194432 -0.000203482 49.12785031KQSEGLTK 13 213511508 3xTMT6plex [N-Term; K1; K8] 1.634 1.573 1.383 4.244274616 13.48 1 1577.982968 3 526.6655273 -0.595233769 -0.00031309 28.00255896YMEENDQLK 6 213511508 2xTMT6plex [N-Term; K9]; 1xOxidation [M2] 1.068 1.044 0.786 2.145325899 19.41 0 1643.835094 2 822.4193115 -2.279786542 -0.001873797 29.96403808GAAVDGGK 14 213511508 2xTMT6plex [N-Term; K8] 1.172 1.217 1.214 3.196680307 39.99 0 1132.672644 2 566.8397217 -0.421048948 -0.000238455 19.64449281LLEEHAK 14 213511508 2xTMT6plex [N-Term; K7] 1.16 1.308 1.333 3.606722593 34.05 0 1297.788008 3 433.268219 1.615080745 0.000698677 30.9558221
KYMEENDQLK 5 213511508 3xTMT6plex [N-Term; K1; K10]; 1xOxidation [M3] 1.038 1.042 1.146 2.646286964 26.95 1 2001.092989 3 667.7026367 0.183862645 0.000122642 33.18709182

KYDDVTEK 10 213511508 3xTMT6plex [N-Term; K1; K8] 0.853 0.837 0.853 3.197924137 22.11 1 1684.972463 3 562.3285522 -0.806773849 -0.000453131 29.40460034KYMEENDQLKK 6 213511508 4xTMT6plex [N-Term; K1; K10; K11] 1.445 1.679 1.671 3.446213484 2.36 2 2342.355969 4 586.3452148 1.306613957 0.000765139 38.44462569AENQVLAMR 15 213511508 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.288 1.2 1.089 2.165557146 24.94 0 1276.688087 2 630.8495483 -1.072346819 -0.00067595 33.22753666QSEGLTK 6 213511508 2xTMT6plex [N-Term; K7] 1.534 1.098 1.331 2.951289415 27.72 0 1220.725073 2 610.8653564 -1.340858323 -0.00081841 23.15770054
LQAAVDGPMDKKEE 3 213511508 3xTMT6plex [N-Term; K11; K12]; 1xOxidation [M9] 2.202 2.692849398 1.24 2 2234.230545 3 740.0831909 -0.275194432 -0.000203482 49.12785031

YDDVTEK 6 213511508 2xTMT6plex [N-Term; K7] 0.657 0.503 0.629 2.756235838 29.26 0 1327.714568 2 664.3604736 -0.675803668 -0.000448637 28.80389283213417737 ECHDC1 ethylmalonyl-CoA decarboxylase isoform 5 55862 NP_001132982.1 20.19543974 1 5 5 22 307 33.677 8.21 0.8 0.84 0.87 0.84 Significant 0.000587 DLLGTVWGGPANLEAIAK 8 213417737 2xTMT6plex [N-Term; K18] 0.748 0.823 0.803 5.517352581 51.53 0 2283.311289 3 761.7746582 -0.817790651 -0.000622424 96.52614739ELYLEEALQNER 4 213417737 1xTMT6plex [N-Term] 0.8 0.852 2.79339695 11.64 0 1735.906395 3 579.3070068 0.04155052 2.40E-05 66.24608231EMGIIPSWGGTTR 2 213417737 1xTMT6plex [N-Term] 0.691 3.048041105 18.95 0 1633.856943 2 817.4321289 0.023589886 1.93E-05 62.81921787LVEIIGSR 6 213417737 1xTMT6plex [N-Term] 0.992 0.856 0.871 2.715711355 25.71 0 1115.698575 2 558.3525391 -0.693256241 -0.000386732 55.52734207VIELENWTEGK 2 213417737 2xTMT6plex [N-Term; K11] 0.857 3.300635338 2.79 0 1775.994371 2 888.4998169 -1.134142636 -0.001007115 70.10421934215422366 DAXX death domain-associated protein 6 isoform b 1616 NP_001135442.1 2.393617021 1 1 1 6 752 82.826 4.89 1.73 0.73 1.34 1.27 Significant 0.0489 LINKPGPDTFPDYGDVLR 6 215422366 2xTMT6plex [N-Term; K4] 1.731 0.731 1.336 4.1924963 23.93 0 2475.364781 3 825.7927246 -0.468654917 -0.000386697 71.04746654
213972636 TP53BP1 tumor suppressor p53-binding protein 1 isoform 1 7158 NP_001135452.1 17.09661103 1 21 21 89 1977 213.985 4.7 1.03 1.12 1.06 1.07 Significant 0.000611

HEEQSNEDIPIAEQSSK 2 213972636 2xTMT6plex [N-Term; K17] 0.597 5.003644943 49.91 0 2399.209068 3 800.4082642 0.488261104 0.00039048 31.48180373ETAVPGPLGIEDISPNLSPDDK 6 213972636 2xTMT6plex [N-Term; K22] 0.929 0.905 1.036 4.330601215 39.68 0 2722.455112 3 908.1555176 -1.143121006 -0.001037365 76.73879227
VDVSCEPLEGVEK 2 213972636 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.03 4.823129654 63.8 0 1919.0196 2 960.0140991 0.688654867 0.000660771 53.55212339

LVSPETEASEESLQFNLEKPATGER 6 213972636 2xTMT6plex [N-Term; K19] 1.164 1.435 1.162 6.153333664 28.07 0 3219.678522 3 1073.896973 -0.670126298 -0.000719197 68.62274815SNVSSPATPTASSSSSTTPTR 8 213972636 1xTMT6plex [N-Term] 0.962 2.109 6.262817383 50.76 0 2252.120363 3 751.3780518 -0.338022148 -0.000253756 36.53757799QDKPMDTSVLSEEGGEPFQK 2 213972636 3xTMT6plex [N-Term; K3; K20] 1.471 4.978552818 21.65 0 2909.516949 3 970.5106201 0.122948781 0.000119241 57.65206221VADPVDSSNLDTCGSISQVIEQLPQPNR 4 213972636 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.136 1.05 6.097241402 50.23 0 3268.6317 3 1090.213745 -1.535063873 -0.001672519 80.72035401VITDVYYVDGTEVER 7 213972636 1xTMT6plex [N-Term] 1.891 1.199 1.331 4.423662186 40.28 0 1987.022153 2 994.0134277 -1.295502039 -0.001287096 60.59768732GDDTDTRDDISILATGCK 4 213972636 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C17] 0.996 1.08 4.361138821 21.78 1 2411.212439 3 804.4082642 -0.912275292 -0.00073323 51.74398939TSGTEPADFALPSSR 2 213972636 1xTMT6plex [N-Term] 1.17 4.447590351 31.88 0 1764.896559 2 882.9508057 -1.260125906 -0.001111996 46.31671567QLSSDAEAQK 6 213972636 2xTMT6plex [N-Term; K10] 1.085 0.921 0.976 3.569301367 57.93 0 1534.847707 2 767.9271851 -0.399865609 -0.000306866 24.54073843
LLFDDGYECDVLGK 2 213972636 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.239 3.50060463 38.16 0 2102.088014 3 701.366394 -1.61033747 -0.001128357 80.42023773

LAILDQELEHK 4 213972636 2xTMT6plex [N-Term; K11] 0.797 0.702 3.879487276 48.7 0 1767.041656 3 589.6870728 2.834716263 0.001669687 76.01135003DIPVTAQPSK 6 213972636 2xTMT6plex [N-Term; K10] 0.882 1.052 0.909 3.236935139 39.84 0 1513.899015 2 757.4539185 1.021015304 0.000772857 41.03396777VPETVSAATQTIK 6 213972636 2xTMT6plex [N-Term; K13] 1.372 1.224 1.271 4.520710945 24.48 0 1803.062785 3 601.6897583 -4.472177964 -0.002687873 55.38318979SVEYEGDLK 6 213972636 2xTMT6plex [N-Term; K9] 0.915 1.371 1.041 3.512747049 42.69 0 1497.820096 2 749.4135132 -0.230864049 -0.000172896 37.72916918ASMGVLSGK 6 213972636 2xTMT6plex [N-Term; K9] 0.941 0.986 0.946 3.296229362 30.44 0 1307.775728 2 654.3908081 -1.062008594 -0.000694435 43.55200369
SATVKPGAVGAGEFVSPCESGDNTGEPSALEEQR 2 213972636 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C18] 2.577732325 7.11 0 3891.907095 3 1297.973389 -0.3808504 -0.000494078 55.0782859

GDSGAAPDVDDK 2 213972636 2xTMT6plex [N-Term; K12] 0.844 3.243300438 24.21 0 1604.816801 2 802.9119263 -0.140234659 -0.000112525 23.9781398ENPFQNLK 4 213972636 2xTMT6plex [N-Term; K8] 1.2 1.22 3.416589737 26.48 0 1447.830935 2 724.4181519 -1.317825871 -0.000953995 53.80593971NYLLPAGYSLEEQR 2 213972636 1xTMT6plex [N-Term] 1.051 2.627009392 8.58 0 1881.990793 2 941.4994507 0.441722239 0.000415659 62.01384732214010226 RPS24 40S ribosomal protein S24 isoform d 6229 NP_001135757.1 15.91695502 1 5 5 114 289 32.41 10.15 1.05 1.07 1.03 1.05 Significant 0.000121 TTGFGMIYDSLDYAK 19 214010226 2xTMT6plex [N-Term; K15]; 1xOxidation [M6] 1.094 1.263 1.183 4.113186836 34.19 0 2156.098579 2 1070.552124 -3.127078953 -0.003346137 82.24793981TTGFGMIYDSLDYAK 38 214010226 2xTMT6plex [N-Term; K15] 1.144 1.176 1.18 4.68061018 73.9 0 2140.103664 2 1070.552124 -3.127078953 -0.003346137 82.24793981QMVIDVLHPGK 14 214010226 2xTMT6plex [N-Term; K11] 0.893 0.956 0.869 3.807159662 44.91 0 1695.002768 3 565.671936 -0.892785876 -0.000504425 59.46823597KQMVIDVLHPGK 2 214010226 3xTMT6plex [N-Term; K1; K12] 1.553 3.580055952 22.74 1 2052.260663 4 513.8204956 -0.248773528 -0.000127637 61.41237944QMVIDVLHPGK 12 214010226 2xTMT6plex [N-Term; K11]; 1xOxidation [M2] 0.981 0.933 0.89 3.211110353 33.63 0 1710.997683 3 565.671936 -0.892785876 -0.000504425 59.46823597TTPDVIFVFGFR 14 214010226 1xTMT6plex [N-Term] 1.046 1.299 0.963 3.594369888 35.8 0 1627.904545 2 814.4556885 -0.273036202 -0.000222238 105.1276919ANVGAGK 12 214010226 2xTMT6plex [N-Term; K7] 1.08 1.04 0.934 2.592706203 34.32 0 1074.667164 2 537.836853 -0.683891103 -0.000367478 20.31562924
KQMVIDVLHPGK 3 214010226 3xTMT6plex [N-Term; K1; K12]; 1xOxidation [M3] 1.109 1.303 2.746449709 6.09 1 2068.255578 4 513.8204956 -0.248773528 -0.000127637 61.41237944

214010240 LMAN2L VIP36-like protein isoform 1 precursor 81562 NP_001135764.1 32.31197772 1 7 7 35 359 40.956 8.9 1.07 1.04 1 1.04 Significant 0.000382 EHSLSKPYQGVGTGSSSLWNLMGNAMVMTQYIR 4 214010240 2xTMT6plex [N-Term; K6] 100 6.575533867 24.61 0 4101.076032 4 1026.02356 -0.88347027 -0.000905795 104.2867198GYYFGTSSITGDLSDNHDVISLK 6 214010240 2xTMT6plex [N-Term; K23] 0.951 1.083 1.019 7.003918171 60.81 0 2947.508938 3 983.1660767 -8.570375888 -0.00842042 76.75872195FVGLGVFVDTYPNEEK 6 214010240 2xTMT6plex [N-Term; K16] 0.942 0.706 0.939 4.873887062 31.59 0 2272.226556 3 758.0795288 -1.110269666 -0.000840928 88.89417519NLHYDTFLVIR 2 214010240 1xTMT6plex [N-Term] 0.965 3.797231913 23.74 0 1619.910693 3 540.6413574 -0.724604375 -0.000391265 62.90892849NLHGDGLAIWYTK 2 214010240 2xTMT6plex [N-Term; K13] 0.964 3.901246786 21.67 0 1946.090003 3 649.3685913 0.625652349 0.000405859 63.4300181LFELTVER 11 214010240 1xTMT6plex [N-Term] 1.196 1.164 1.021 3.114491463 13.32 0 1235.719704 2 618.3633423 -0.239811412 -0.00014817 66.34884271MQPGPVFGNMDK 4 214010240 2xTMT6plex [N-Term; K12] 0.792 1.052 2.062108994 7.22 0 1778.933368 2 889.9693604 -1.081449654 -0.000961913 59.05473027
215490011 AIMP1 aminoacyl tRNA synthase complex-interacting multifunctional protein 1 isoform b precursor 9255 NP_001135888.1 50.29761905 1 14 14 124 336 37.016 8.65 0.95 0.93 1 0.96 Significant 0.00047

IWEQIQPDLHTNDECVATYK 8 215490011 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C15] 1.066 0.984 0.901 5.341472626 52.97 0 2918.475864 3 973.4971924 0.397395247 0.000386596 67.83676915
TVVSGLVNHVPLEQMQNR 6 215490011 1xTMT6plex [N-Term] 1 0.942 0.84 4.253281116 17.96 0 2250.222601 3 750.7446899 -1.370671408 -0.001028105 63.81728943GAEADQIIEYLK 15 215490011 2xTMT6plex [N-Term; K12] 0.969 0.948 0.939 4.803863049 92.31 0 1808.020586 2 904.5128174 -1.232272681 -0.001113987 77.82419883

GVLSQAMVMCASSPEK 6 215490011 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 0.855 1.04 1.056 4.752799988 28.91 0 2153.116888 3 718.3769531 -0.270257041 -0.000193965 62.29726425
QQSIAGSADSKPIDVSR 6 215490011 2xTMT6plex [N-Term; K11] 0.637 1.091 1.361 5.999199867 40.08 0 2217.22393 3 739.744812 -1.825410951 -0.001349115 48.76473026KHPDADSLYVEEVDVGEIAPR 8 215490011 2xTMT6plex [N-Term; K1] 0.908 0.893 0.494 7.095920086 55.85 1 2797.477244 3 933.1644897 0.597673595 0.000557326 59.27198815KQQSIAGSADSKPIDVSR 8 215490011 3xTMT6plex [N-Term; K1; K12] 1 1.31 1.12 5.074196339 19.56 1 2574.481825 3 858.8317261 -0.466158794 -0.000400039 48.58815126ITFDAFPGEPDKELNPK 22 215490011 3xTMT6plex [N-Term; K12; K17] 1.023 0.978 1 4.912263393 17.25 1 2605.448065 4 652.1153564 -3.250687996 -0.002117375 73.82638066TVVSGLVNHVPLEQMQNR 2 215490011 1xTMT6plex [N-Term]; 1xOxidation [M15] 1.293 2.902987719 17.05 0 2266.217516 3 750.7446899 -1.370671408 -0.001028105 63.81728943AILQATLR 9 215490011 1xTMT6plex [N-Term] 1.025 0.864 0.994 3.247211218 32.87 0 1114.714559 2 557.8605347 -0.687785098 -0.000383342 57.41922638IGCIITAR 6 215490011 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.937 0.86 0.769 2.103176832 18.73 0 1132.67098 2 566.838501 -1.108015387 -0.000627508 49.20427672GVPFEVK 6 215490011 2xTMT6plex [N-Term; K7] 0.845 0.906 1.026 2.548701286 29.04 0 1233.76073 2 617.3832397 -1.238090802 -0.000763754 55.60811143QQVSLLK 6 215490011 2xTMT6plex [N-Term; K7] 0.939 1 1.105 2.829139471 29.95 0 1273.824393 2 637.4154663 -0.578747602 -0.000368611 46.49071603AQTMSNSGIK 6 215490011 2xTMT6plex [N-Term; K10]; 1xOxidation [M4] 0.856 0.831 0.841 2.748418093 36.63 0 1510.829949 2 755.9188232 0.278478974 0.000210367 22.40125701GGTGDEK 10 215490011 2xTMT6plex [N-Term; K7] 0.654 0.831 0.952 2.149185658 16.34 0 1121.620274 2 561.3135986 -0.314771749 -0.000176527 101.4472098215598561 EDC3 enhancer of mRNA-decapping protein 3 80153 NP_001135916.1 16.53543307 1 7 7 34 508 56.042 7.11 1.04 0.9 1.52 1.16 Significant 0.0255 AAVFEEIDTYER 6 215598561 1xTMT6plex [N-Term] 1.197 0.979 1.527 4.214282513 55.76 0 1671.842732 2 836.4248047 -0.238978818 -0.000199767 61.50726514WSLALGLPLPLGEHAGR 6 215598561 1xTMT6plex [N-Term] 2.604 1.175 1.489 4.830358982 41.51 0 2016.159196 3 672.7252808 1.038045587 0.000697622 97.39554597SQDVAVSPQQQQCSK 4 215598561 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 1.244 3.813268185 25.52 0 2148.111937 3 716.7090454 0.300622355 0.000215257 26.28939096

MLESITNELSLFSK 8 215598561 2xTMT6plex [N-Term; K14] 1.055 1.052 3.683098078 25.63 0 2070.155699 3 690.7225952 -1.191642479 -0.000822295 108.0368461TQGQQVSSLK 2 215598561 2xTMT6plex [N-Term; K10] 1.222 3.07751441 26.51 0 1533.900077 2 767.4533691 -0.401276953 -0.000307759 29.81502671MLESITNELSLFSK 2 215598561 2xTMT6plex [N-Term; K14]; 1xOxidation [M1] 1.548 2.442566395 11.96 0 2086.150614 3 690.7225952 -1.191642479 -0.000822295 108.0368461IIVPHNVSK 2 215598561 2xTMT6plex [N-Term; K9] 0.525 2.261572599 19.48 0 1464.930255 3 488.9815674 -0.072571074 -3.54E-05 45.80102106LLSVAEK 4 215598561 2xTMT6plex [N-Term; K7] 0.936 0.947 2.601988077 33.33 0 1217.786945 2 609.3952026 -3.133919753 -0.001908223 51.1653175215599570 C6orf203 uncharacterized protein C6orf203 isoform b 51250 NP_001135942.1 11.83673469 1 3 3 9 245 28.439 9.29 1.86 1.24 0.61 1.24 Non-Significant 0.0756 VGDTLDLLIGEDK 2 215599570 2xTMT6plex [N-Term; K13] 0.33 2.061021328 5.08 0 1846.057365 3 616.0229492 -1.663596055 -0.001023698 86.16959186NKVEDAFYK 2 215599570 3xTMT6plex [N-Term; K2; K9] 0.943 3.576501846 3.29 1 1801.046297 3 601.0196533 -1.049284 -0.000629936 48.36547973LLAGVLR 5 215599570 1xTMT6plex [N-Term] 1.858 1.637 1.032 2.281966209 24.02 0 970.6610674 2 485.8338318 -0.700971538 -0.000340203 67.52973614215820635 PPP1R13L relA-associated inhibitor 10848 NP_001135974.1 38.04347826 1 25 25 132 828 89.036 6.81 0.97 0.96 1.1 1.01 Significant 0.00199 GSMEQAPAVALPPTHK 2 215820635 2xTMT6plex [N-Term; K16] 0.758 5.174097061 34.69 0 2092.162516 3 698.0587769 -0.353081363 -0.000246235 48.27190947TPLYLQPDAYGSLDR 8 215820635 1xTMT6plex [N-Term] 0.922 0.842 0.879 4.796964645 44.68 0 1938.017008 2 969.512146 0.003726586 3.61E-06 61.92620079LQPALPPEAQSVPELEEVAR 4 215820635 1xTMT6plex [N-Term] 0.808 1.153 5.553780079 49.26 0 2402.312856 3 801.4425659 0.120281547 9.63E-05 74.59676056SESAPTLHPYSPLSPK 4 215820635 2xTMT6plex [N-Term; K16] 0.79 4.020181656 45.41 0 2169.19559 3 723.7349243 -2.475807532 -0.00179017 48.25225175GPSPRPPATAYDAPASAFGSSLLGSGGSAFAPPLR 8 215820635 1xTMT6plex [N-Term] 0.644 100 1.184 7.415530205 54.75 0 3556.838596 3 1186.283325 -0.892285095 -0.001057905 82.85505113ESSLDGLGGTGK 6 215820635 2xTMT6plex [N-Term; K12] 0.866 0.881 0.962 5.376739025 65.46 0 1578.873922 2 789.9406128 0.01711089 1.35E-05 49.41690523AWNESDLDVAYEK 10 215820635 2xTMT6plex [N-Term; K13] 1.079 1.417 0.992 5.529162884 58.67 0 1998.022043 2 999.5149536 0.294304342 0.000294013 67.36118803



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

HGGPGPGGPEPELSPITEGSEAR 4 215820635 1xTMT6plex [N-Term] 0.861 1.283 6.003181934 44.12 0 2457.220746 3 819.7450562 -0.053236149 -4.36E-05 38.39925548GSPLAEGPQAFFPER 6 215820635 1xTMT6plex [N-Term] 0.807 1.133 1.657 4.682079792 50.47 0 1831.954014 2 916.4790649 -1.725363826 -0.001580394 67.90142961DNLTSATLPR 6 215820635 1xTMT6plex [N-Term] 1.379 1.34 0.574 3.872014046 42.82 0 1316.737145 2 658.8718262 -0.584365872 -0.000384728 36.15453889KPSQTASYER 6 215820635 2xTMT6plex [N-Term; K1] 0.631 0.929 1.053 3.790680647 18.95 0 1624.905891 3 542.3062134 -1.110170928 -0.000601308 18.75362304LQNAFWEHGASR 6 215820635 1xTMT6plex [N-Term] 1.079 1.359 1.155 4.761510372 28.18 0 1644.844404 3 548.9530029 0.031248587 1.71E-05 45.51439752SLGSAGPSGTLPR 6 215820635 1xTMT6plex [N-Term] 0.882 0.798 0.972 4.944783688 58.71 0 1428.800808 2 714.9042358 0.270884287 0.00019352 35.1489064DFLDMNFQSLAMK 2 215820635 2xTMT6plex [N-Term; K13] 0.857 2.487515211 29.05 0 2018.049126 2 1025.525391 2.218889542 0.002274405 73.81770215
DFLDMNFQSLAMK 8 215820635 2xTMT6plex [N-Term; K13]; 2xOxidation [M5; M12] 0.941 0.921 1.028 2.829026699 34.58 0 2050.038956 2 1025.525391 2.218889542 0.002274405 73.81770215
KAATDGADTPFGR 6 215820635 2xTMT6plex [N-Term; K1] 1.04 1.079 1.171 4.579836369 23.65 1 1764.964468 3 588.9927979 -0.355783543 -0.000209315 28.70613318EGESVTVLR 4 215820635 1xTMT6plex [N-Term] 0.779 3.163130999 40.38 0 1218.689132 2 609.8475342 -1.100084172 -0.00067033 30.30807825AATDGADTPFGR 2 215820635 1xTMT6plex [N-Term] 0.603 3.884475708 34.81 0 1407.706573 2 704.3557739 -1.635325487 -0.001151029 30.75604633VLAEIPRPLK 4 215820635 2xTMT6plex [N-Term; K10] 1.093 1.158 3.436350346 15.96 0 1594.045619 3 532.0197144 -0.645805604 -0.000343148 63.53411256VLAEIPRPLKR 2 215820635 2xTMT6plex [N-Term; K10] 1.936 3.473946095 6.3 1 1750.14673 4 438.2922363 0.220102974 9.63E-05 55.55794675AMLPGSPLFTR 4 215820635 1xTMT6plex [N-Term] 0.856 1.195 3.116763592 30.95 0 1418.802722 2 709.9046021 -0.560260017 -0.000397449 66.0196027IPMPPSSPQPR 6 215820635 1xTMT6plex [N-Term] 0.83 0.918 1.064 3.099384785 33.43 0 1435.792886 2 718.399353 -1.014432741 -0.000728258 45.46562468NYFGLFPR 4 215820635 1xTMT6plex [N-Term] 0.425 0.498 2.279862881 15.09 0 1242.683259 2 621.8450317 -0.380163999 -0.000236212 67.87960739AQDDLTLR 4 215820635 1xTMT6plex [N-Term] 1.106 1.125 3.161669493 24.5 0 1160.647268 2 580.8267822 -0.844172818 -0.000489893 29.96828775QQGPPTPFDFLGR 6 215820635 1xTMT6plex [N-Term] 0.97 0.895 0.878 4.134064198 36.06 0 1688.895771 2 844.949585 -2.295984271 -0.001938839 80.47616589QYQQIISR 4 215820635 1xTMT6plex [N-Term] 1.01 1.331 2.873980284 11.48 0 1264.721101 2 632.8635254 -1.049321268 -0.000663549 41.40397693216548378 WDR47 WD repeat-containing protein 47 isoform 1 22911 NP_001136022.1 2.157497303 1 2 2 7 927 102.875 6.04 0.12 0.42 0.13 0.22 Non-Significant 0.151 AAYADLLTPLISK 5 216548378 2xTMT6plex [N-Term; K13] 0.116 0.293 0.134 2.865826845 17.24 0 1834.109007 3 612.0432739 3.413814184 0.002087102 93.82060963LFQLVMK 2 216548378 2xTMT6plex [N-Term; K7] 1.035 2.351438761 24.57 0 1336.842686 2 668.925354 0.557670562 0.000372759 84.95342135218563737 C17orf49 chromatin complexes subunit BAP18 isoform 1 124944 NP_001136270.1 30.72916667 1 4 4 23 192 19.948 5.66 1.22 1.09 1.46 1.26 Significant 0.00735 LGELTMQLHPVADSSPAGAK 6 218563737 2xTMT6plex [N-Term; K20] 1.876 0.683 1.6 5.463366032 61.24 0 2480.358315 3 827.4573364 -0.346334097 -0.000286344 67.8616687VYEDSGIPLPAESPK 6 218563737 2xTMT6plex [N-Term; K15] 1.409 1.346 1.368 4.184324741 41.04 0 2060.131593 2 1030.570313 0.852071783 0.00087769 61.93655701WTETEIEMLR 6 218563737 1xTMT6plex [N-Term] 1.334 1.062 1.379 3.967670202 30.5 0 1536.792945 2 768.9002075 0.125572585 9.65E-05 65.90095141VGEIFSAAGAAFTK 5 218563737 2xTMT6plex [N-Term; K14] 1.033 3.567223549 19.02 0 1827.041656 3 609.6849976 -0.665843723 -0.000405508 87.99438966219521831 AMIGO2 amphoterin-induced protein 2 precursor 347902 NP_001137140.1 5.555555556 1 2 2 8 522 57.897 8.4 1.23 1.19 1.12 1.18 Significant 0.000741 LFPSEAVIAEGILK 6 219521831 2xTMT6plex [N-Term; K14] 1.228 1.222 1.12 4.50241375 37.85 0 1945.177421 3 649.0632324 -1.170625543 -0.000759025 99.13214675IGLLDSEWIPVSFAK 2 219521831 2xTMT6plex [N-Term; K15] 1.009 3.07986474 13.37 0 2133.235999 3 711.7509155 1.028860395 0.000731601 108.5038517219521872 MPC2 mitochondrial pyruvate carrier 2 25874 NP_001137146.1 26.77165354 1 3 3 12 127 14.27 10.43 1.22 1.83 1.64 1.56 Significant 0.013 LLDKVELMLPEK 2 219521872 3xTMT6plex [N-Term; K4; K12] 1.144 4.178303242 10.87 1 2115.30661 3 705.7711182 -3.69162455 -0.002602973 94.43382375TVFFWAPIMK 8 219521872 2xTMT6plex [N-Term; K10] 1.403 1.825 1.64 3.769169807 32.45 0 1697.985327 3 566.6668701 0.429839735 0.000243287 103.7538982LRPLYNHPAGPR 2 219521872 1xTMT6plex [N-Term] 0.994 4.135478973 13.59 0 1619.93316 4 405.7366943 -5.069435242 -0.002053037 28.936526219555707 EIF5A eukaryotic translation initiation factor 5A-1 isoform A 1984 NP_001137232.1 59.7826087 1 13 13 335 184 20.157 7.01 1.01 1.08 1.04 1.04 Significant 0.000377

KYEDICPSTHNMDVPNIK 18 219555707 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C6] 1.126 1.094 1.049 6.010275364 28.23 1 2848.494046 4 716.8772583 -0.613713964 -0.000439494 48.51944737
NDFQLIGIQDGYLSLLQDSGEVR 63 219555707 1xTMT6plex [N-Term] 1.033 1.234 1.163 7.668926716 83.41 0 2809.456953 3 937.1567993 -0.394624584 -0.00036956 100.5007219

YDCGEEILITVLSAMTEEAAVAIK 62 219555707 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C3] 1.272 1.29 1.198 7.250815868 56.42 0 3084.624896 3 1028.878906 -0.88519353 -0.000910163 113.6561517
RNDFQLIGIQDGYLSLLQDSGEVR 14 219555707 1xTMT6plex [N-Term] 1.135 1.018 1.064 8.780864716 69.34 1 2965.558064 4 742.1447144 -0.349613159 -0.0002592 90.81416007

YEDICPSTHNMDVPNIK 20 219555707 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C5] 1.014 1.029 1.072 4.930016041 32.47 0 2491.236151 3 836.4136963 -1.80706233 -0.001510241 48.19039187
YEDICPSTHNMDVPNIK 6 219555707 2xTMT6plex [N-Term; K17]; 1xOxidation [M11]; 1xCarbamidomethyl [C5] 0.929 0.913 4.40239954 42.97 0 2507.231066 3 836.4136963 -1.80706233 -0.001510241 48.19039187

VHLVGIDIFTGKK 2 219555707 3xTMT6plex [N-Term; K12; K13] 2.309 4.998751163 26.97 1 2114.330457 4 529.3371582 -1.728318999 -0.000913559 76.33978942VHLVGIDIFTGK 10 219555707 2xTMT6plex [N-Term; K12] 1.233 1.476 1.262 4.776253223 40.96 0 1757.072562 3 586.362793 0.719063218 0.000421149 78.44724561
KYEDICPSTHNMDVPNIK 25 219555707 3xTMT6plex [N-Term; K1; K18]; 1xOxidation [M12]; 1xCarbamidomethyl [C6] 1.035 1.162 1.072 6.344286442 32.8 1 2864.488961 4 716.8772583 -0.613713964 -0.000439494 48.51944737

YDCGEEILITVLSAMTEEAAVAIK 10 219555707 2xTMT6plex [N-Term; K24]; 1xOxidation [M15]; 1xCarbamidomethyl [C3] 1.218 1.689 1.041 3.043019772 19.89 0 3100.619811 3 1028.878906 -0.88519353 -0.000910163 113.6561517
EDLRLPEGDLGK 12 219555707 2xTMT6plex [N-Term; K12] 1.411 1.46 1.426 4.054252625 20.02 1 1800.026734 3 600.6803589 -0.117059286 -7.02E-05 62.78072158IVEMSTSK 24 219555707 2xTMT6plex [N-Term; K8] 1.017 1.071 1.064 3.443186998 42.41 0 1352.785959 2 676.8964233 -0.287325803 -0.000194345 44.88162004LPEGDLGK 22 219555707 2xTMT6plex [N-Term; K8] 0.768 0.767 0.777 2.537206411 44.51 0 1286.772023 2 643.8892822 -0.571536264 -0.000367718 45.47020156EDLRLPEGDLGKEIEQK 3 219555707 3xTMT6plex [N-Term; K12; K17] 2.52 1.985 3.757284164 3.96 2 2656.512456 4 664.883667 0.143654041 9.54E-05 59.88780031IVEMSTSK 39 219555707 2xTMT6plex [N-Term; K8]; 1xOxidation [M4] 1.059 1.09 1.153 2.202233076 21.72 0 1368.780874 2 676.8964233 -0.287325803 -0.000194345 44.88162004LPEGDLGKEIEQK 3 219555707 3xTMT6plex [N-Term; K8; K13] 1.778 1.732 1.771 2.794365168 1 2143.257746 3 715.090271 -0.693281861 -0.000495294 57.01591741NGFVVLK 2 219555707 2xTMT6plex [N-Term; K7] 0.668 2.091190338 19.1 0 1234.792365 2 617.8999023 0.132165945 8.16E-05 57.60076587

219842212 PPP1R12A protein phosphatase 1 regulatory subunit 12A isoform a 4659 NP_001137357.1 31.06796117 1 28 28 139 1030 115.211 5.4 0.9 0.86 0.84 0.87 Significant 0.000414
LYEQILAENEK 8 219842212 2xTMT6plex [N-Term; K11] 0.832 0.961 4.620186329 54.1 0 1808.020586 2 904.5125732 -1.502336669 -0.001358128 67.00033005WIGSETDLEPPVVK 18 219842212 2xTMT6plex [N-Term; K14] 0.874 0.844 0.956 4.234860897 37.68 0 2028.141764 3 676.7183838 -0.574754109 -0.000388561 73.20594117AQLHDTNMELTDLK 6 219842212 2xTMT6plex [N-Term; K14] 0.895 0.901 0.856 4.844001293 26.1 0 2087.120711 3 696.3786621 0.346097914 0.000240783 54.86919203

ILVDNLCDMEMVNK 6 219842212 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 0.912 1.001 0.814 4.337408543 49.19 0 2152.121639 2 1076.565186 0.676273926 0.000727712 82.27040466
GADINYANVDGLTALHQACIDDNVDMVK 6 219842212 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C19] 1.803 1.544 100 4.992171764 54.07 0 3490.734674 3 1164.248901 -0.722815875 -0.000841053 75.42336511

NSSVNEGSTYHK 2 219842212 2xTMT6plex [N-Term; K12] 0.784 4.706847668 36.12 0 1780.922997 3 594.3113403 -1.981884625 -0.001176528 18.33192905
FDDGAVFLAACSSGDTDEVLK 2 219842212 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C11] 0.843 4.519321442 57.06 0 2675.327469 3 892.4464111 -1.042284205 -0.000929484 80.51508717

STQGVTLTDLQEAEK 8 219842212 2xTMT6plex [N-Term; K15] 0.855 0.75 0.76 5.784151077 71.08 0 2078.138135 2 1039.571899 -0.776008028 -0.000806326 54.74054476ITTGSSSAGTQSSTSNR 8 219842212 1xTMT6plex [N-Term] 1.05 1.06 1.324 5.019711018 61.51 0 1870.930378 2 935.9691162 0.308895447 0.000288961 18.04837638YETSSTSAGDR 4 219842212 1xTMT6plex [N-Term] 1.052 0.681 4.296316624 50.42 0 1402.664768 2 701.8356323 -0.556064129 -0.000389986 15.98717628DYDGWTPLHAAAHWGK 2 219842212 2xTMT6plex [N-Term; K16] 1.061 3.572676659 25.36 0 2283.171107 4 571.5480347 -0.349530582 -0.00019951 60.21226729SGSYSYLEER 6 219842212 1xTMT6plex [N-Term] 1.013 0.681 0.678 3.762222767 30.81 0 1419.69534 2 710.3515015 0.272184938 0.00019321 32.17486459ETLIIEPEK 4 219842212 2xTMT6plex [N-Term; K9] 0.698 0.665 3.722666025 37.14 0 1529.919081 2 765.4625854 -0.775872121 -0.000593511 55.9467817SYLTPVRDEESESQR 10 219842212 1xTMT6plex [N-Term] 0.986 1.331 0.974 4.520771503 10.18 1 2025.008628 3 675.6743774 -0.024249665 -1.64E-05 32.80499632SGGTALHVAAAK 6 219842212 2xTMT6plex [N-Term; K12] 0.89 0.857 0.923 3.736113548 23.73 0 1540.921147 3 514.3120728 0.336163677 0.000172667 30.69985952NKETLIIEPEK 2 219842212 3xTMT6plex [N-Term; K2; K11] 1.261 2.900009394 7.52 1 2001.219904 3 667.7458496 1.545026671 0.001030646 50.02520606QGVDIEAAR 6 219842212 1xTMT6plex [N-Term] 0.691 0.876 0.885 3.339981794 34.45 0 1187.658167 2 594.3322754 -0.751469383 -0.000446244 24.88857963ETQTDSISR 2 219842212 1xTMT6plex [N-Term] 1.053 3.280771732 37.49 0 1265.653475 2 633.3302002 -0.277595236 -0.00017567 16.58424303ISEMEEELK 4 219842212 2xTMT6plex [N-Term; K9] 0.787 0.897 3.379345655 25.29 0 1565.849681 2 783.4284668 -0.015394996 -1.21E-05 57.36909457KFPTTATK 4 219842212 3xTMT6plex [N-Term; K1; K8] 0.955 1.007 2.802777767 21.99 1 1580.99789 3 527.6709595 0.275324826 0.000145096 37.06798718TYDETYQR 4 219842212 1xTMT6plex [N-Term] 0.791 0.761 3.825139284 29.03 0 1304.632011 2 652.8193359 -0.472290266 -0.000308082 19.14826702LAYVAPTIPR 2 219842212 1xTMT6plex [N-Term] 0.811 2.778151512 27.36 0 1329.809188 2 665.4085083 0.415090802 0.000275996 59.5902849GYTEVLK 4 219842212 2xTMT6plex [N-Term; K7] 0.287 0.373 2.376489162 9.26 0 1267.76621 2 634.387085 0.539264945 0.000341831 43.45004282QNLLHSEK 2 219842212 2xTMT6plex [N-Term; K8] 0.851 1.893490195 8.33 0 1426.841834 3 476.2861023 1.345296108 0.000639842 30.36820612KESETSREDEYK 2 219842212 3xTMT6plex [N-Term; K1; K12] 0.86 0.749 1.869653344 2 2188.170053 4 547.7981567 0.340157806 0.000186081 19.92650561FPTTATK 6 219842212 2xTMT6plex [N-Term; K7] 0.756 0.786 0.901 2.466978788 21.59 0 1223.739995 2 612.3723145 -2.159473222 -0.001321317 37.87618066REEEKEGEDK 1 219842212 3xTMT6plex [N-Term; K5; K10] 1.704 2.002245188 2 1936.059046 4 484.7702637 0.092423576 4.47E-05 29.88480096EKDTAGVTR 4 219842212 2xTMT6plex [N-Term; K2] 0.904 0.817 2.270669937 6.79 1 1434.831663 3 478.9487305 -0.017530802 -8.38E-06 16.99262068
219842262 COPS2 COP9 signalosome complex subunit 2 isoform 2 9318 NP_001137359.1 46.88888889 1 20 20 141 450 52.371 5.47 1.05 1.06 1.06 1.06 Significant 0.00000995

WTNQLNSLNQAVVSK 8 219842262 2xTMT6plex [N-Term; K15] 0.848 1.047 1.062 4.781792164 38.17 0 2160.217723 3 720.7428589 -1.7124338 -0.001233077 67.32226097ALYEQSLHIK 6 219842262 2xTMT6plex [N-Term; K10] 1.138 1.085 1.193 4.74544239 39.03 0 1659.983413 3 553.9981079 -2.19423851 -0.001214133 52.06909653SINSILDYISTSK 22 219842262 2xTMT6plex [N-Term; K13] 1.082 1.198 1.078 4.487051964 55.36 0 1899.083915 2 950.0454102 -0.195303376 -0.000185449 95.86094304SGINPFDSQEAKPYK 6 219842262 3xTMT6plex [N-Term; K12; K15] 0.992 0.939 0.947 4.072240829 13.74 0 2368.311572 3 790.1069336 -2.248225619 -0.001774833 54.02712785IDQVNQLLELDHQK 6 219842262 2xTMT6plex [N-Term; K14] 1 0.96 0.89 6.705971718 54.39 0 2151.217388 3 717.7427368 -1.734399694 -0.00124369 72.10528606
QLHQSCQTDDGEDDLKK 6 219842262 3xTMT6plex [N-Term; K16; K17]; 1xCarbamidomethyl [C6] 1.176 1.413 1.305 5.089789391 28.77 1 2704.381519 4 676.8503418 -0.732741474 -0.000495403 28.38301712
QLHQSCQTDDGEDDLK 4 219842262 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C6] 1.439 0.939 4.057821274 27.65 0 2347.123624 3 783.0452271 -1.063453851 -0.000832019 27.91134941

GTQLLEIYALEIQMYTAQK 10 219842262 2xTMT6plex [N-Term; K19]; 1xOxidation [M14] 1.655 1.148 1.027 5.337925434 64.1 0 2687.473011 3 896.493103 -3.071635673 -0.002751646 111.2094093SAIPHPLIMGVIR 4 219842262 1xTMT6plex [N-Term] 1.32 1.183 4.173620701 40.67 0 1632.982084 3 544.9981689 -1.304395243 -0.000710018 65.49819119LTNFPEMMNR 6 219842262 1xTMT6plex [N-Term] 0.775 0.753 0.811 3.877076387 29.95 0 1481.744221 2 741.3748169 -1.257991029 -0.00093201 61.49104334VLELEGEKGEWGFK 6 219842262 3xTMT6plex [N-Term; K8; K14] 1.309 1.482 1.378 3.609518766 6.97 1 2308.315595 3 770.109375 -0.876431284 -0.00067436 74.79698884AHTDFFEAFK 12 219842262 2xTMT6plex [N-Term; K10] 1.162 1.11 1.117 4.24347353 32.34 0 1670.894264 3 557.6361694 -0.184631203 -0.000102833 62.79528904NYDESGSPR 6 219842262 1xTMT6plex [N-Term] 1.833 0.941 0.935 2.842162132 27.29 0 1253.59596 2 627.3013306 -0.459284495 -0.000287879 15.9521724TNHSNIMDDPFIR 2 219842262 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.921 2.835681677 12.81 0 1804.884949 3 602.3001099 0.458610863 0.000275913 36.63156568EHIEELLR 10 219842262 1xTMT6plex [N-Term] 0.974 1.021 1.027 3.043702602 37.99 0 1267.720767 3 423.2445984 -1.202925774 -0.000508325 40.88473666AALSSFQK 4 219842262 2xTMT6plex [N-Term; K8] 1.249 1.025 3.743508339 39.66 0 1309.788008 2 655.3968506 -1.208705619 -0.000791574 48.2681582VLELEGEK 6 219842262 2xTMT6plex [N-Term; K8] 0.634 0.779 0.752 3.326063156 41.25 0 1374.824453 2 687.913208 -3.864722048 -0.002656657 52.37806783SAIPHPLIMGVIR 2 219842262 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.038 2.818047285 28.98 0 1648.976999 3 544.9981689 -1.304395243 -0.000710018 65.49819119IHIPFISK 8 219842262 2xTMT6plex [N-Term; K8] 1.315 1.146 0.949 2.686332464 23.58 0 1412.902978 3 471.6388245 -0.748636916 -0.000352584 78.93756987QLLTYIR 2 219842262 1xTMT6plex [N-Term] 0.797 2.743982792 30.58 0 1135.70366 2 568.3551636 -0.536972437 -0.000304921 54.81274313ALKEDDPK 5 219842262 3xTMT6plex [N-Term; K3; K8] 1.16 1.075 1.116 2.483009338 7.85 1 1602.966984 2 801.9865112 -0.772180011 -0.00061889 29.63445452
221316602 CROT peroxisomal carnitine O-octanoyltransferase isoform 1 54677 NP_001137407.1 16.40625 1 8 8 38 640 73.336 7.18 0.78 0.9 0.88 0.85 Significant 0.00189

AFVFDVIHEGCLVTPPELLR 6 221316602 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.989 0.703 0.685 5.681397915 39.23 0 2541.373682 3 847.7973022 1.444674708 0.001223819 101.6270116TFQYQDSLPSLPVPSLEESLK 6 221316602 2xTMT6plex [N-Term; K21] 0.479 0.897 1.134 5.442135811 46.83 0 2836.538447 3 946.1835327 -0.846942678 -0.000800795 98.09222921EEGLPVPELFTDPLFSK 8 221316602 2xTMT6plex [N-Term; K17] 0.713 0.806 0.805 4.060213089 49.16 0 2376.310286 3 792.7749634 0.021616167 1.71E-05 106.0053621EYLIGLDPENLALLEK 6 221316602 2xTMT6plex [N-Term; K16] 0.888 0.991 4.10727644 32.83 0 2288.315371 3 763.4439697 0.867454597 0.00066167 101.5368683
SCPETDAEK 4 221316602 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.035 0.882 2.9889853 30.73 0 1494.75103 2 747.8790283 -0.167238135 -0.00012499 19.76869305

FQSGIGEK 2 221316602 2xTMT6plex [N-Term; K8] 0.966 2.660311699 37.24 0 1323.767272 2 662.3880005 1.096957594 0.000726058 37.95698549MLQAFAK 4 221316602 2xTMT6plex [N-Term; K7] 0.67 0.995 2.844111204 22.64 0 1266.764436 2 633.8851929 -1.047114819 -0.000663224 60.53807397TEEIVQK 2 221316602 2xTMT6plex [N-Term; K7] 0.768 2.583101988 22.01 0 1304.782588 2 652.8950195 0.133748336 8.73E-05 32.25038854221139777 ZNF534 zinc finger protein 534 isoform 1 147658 NP_001137410.1 9.077155825 1 2 2 10 661 75.744 9.35 0.96 1.21 0.91 1.03 Significant 0.00807 IHTGEKPYK 14 221139777 3xTMT6plex [N-Term; K6; K9] 0.964 1.23 0.911 2.708822012 4.83 0 1760.067366 4 440.7720337 -0.603081675 -0.000265366 28.43420705
ALYRDVMLENYRNLVSLGICLPDLSVTSMLEQK 3 221139777 2xTMT6plex [N-Term; K33]; 1xOxidation [M]; 1xCarbamidomethyl [C20] 0.364 0.629 1.341298461 2.57 2 4315.290442 4 1079.577271 -0.739101758 -0.00079736 86.69439025

221316642 NDE1 nuclear distribution protein nudE homolog 1 54820 NP_001137451.1 30.14925373 1 7 8 26 335 37.698 5.15 0.88 0.86 0.9 0.88 Significant 0.000172 TDTAVQATGSVPSTPIAHR 6 221316642 1xTMT6plex [N-Term] 1.011 0.692 0.667 6.888947487 47.28 0 2138.140311 3 713.3853149 0.505366375 0.000360181 35.31574282GLDDSTGGTPLTPAAR 2 221316642 1xTMT6plex [N-Term] 1.079 4.472764492 41.62 0 1757.923108 2 879.4648438 -0.39643941 -0.000348455 39.62227281ELEQANDDLER 6 221316642 1xTMT6plex [N-Term] 0.549 1.076 0.946 4.583700657 45.49 0 1560.770296 2 780.8869019 -2.414531512 -0.001884265 29.98278848EYEAELETQLQQIETR 2 221316642 1xTMT6plex [N-Term] 1.012 3.289502859 18.53 0 2209.118572 3 737.0430298 -1.827133492 -0.001345452 73.76696335ATIMSLEDFEQR 2 221316642 1xTMT6plex [N-Term] 0.944 3.75752449 28.06 0 1668.846437 2 834.9265747 -0.338369022 -0.000282343 67.53658875QELAVQQK 2 221316642 2xTMT6plex [N-Term; K8] 0.788 2.927470922 38.31 0 1401.846585 2 701.427002 0.101399291 7.11E-05 31.41890228NLVYDQSPNR 4 221316642 1xTMT6plex [N-Term] 0.504 0.835 3.866322994 30.57 0 1434.753858 2 717.8787842 -2.485513878 -0.00178305 42.52298369AENTQEELR 2 221316642 1xTMT6plex [N-Term] 1.465 3.775798798 32.94 0 1318.680024 2 659.8423462 -1.978066809 -0.001304219 31.16732784221316659 LPXN leupaxin isoform 1 9404 NP_001137467.1 17.64705882 1 5 5 18 391 43.721 6.18 0.45 0.54 0.51 0.5 Significant 0.00279 STLQDSDEYSNPAPLPLDQHSR 6 221316659 1xTMT6plex [N-Term] 0.801 0.479 0.624 5.151215553 55.88 0 2699.311017 3 900.4412231 -0.704348774 -0.000633752 46.75627564SGLAYCPNDYHQLFSPR 4 221316659 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.391 0.556 5.469831467 37.4 0 2254.091253 3 752.0333862 -2.50534604 -0.001882426 58.0612894KDFLAMFSPK 4 221316659 3xTMT6plex [N-Term; K1; K10] 0.45 0.51 5.172637463 15.55 1 1871.106788 3 624.3740234 0.389471357 0.000242914 82.55306173EEIGSSPFFER 2 221316659 1xTMT6plex [N-Term] 0.5 3.965156078 34.44 0 1526.768839 2 763.8879395 -0.155147095 -0.000118437 53.08485842TYCQPCFNK 2 221316659 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C3; C6] 0.346 3.340680122 18.6 0 1675.833655 2 838.4180908 -2.8341234 -0.00237476 40.12830608221316689 CTPS2 CTP synthase 2 56474 NP_001137474.1 10.40955631 1 3 5 40 586 65.636 6.9 0.92 0.93 1.13 0.99 Significant 0.00471 LHLPIGDSASNLLFK 8 221316689 2xTMT6plex [N-Term; K15] 0.963 1.058 1.047 5.895012856 42.66 0 2083.231582 3 695.0811157 -1.338282338 -0.000929317 86.5048469LNLMYIDSIDLEK 8 221316689 2xTMT6plex [N-Term; K13] 0.915 0.855 1.172 4.162219524 45.96 0 2025.134236 2 1013.072144 1.370229848 0.00138745 94.28241957ALEHSALAINHK 10 221316689 2xTMT6plex [N-Term; K12] 1.087 1.006 1.641 5.278338909 30.25 0 1762.037574 4 441.2648315 -0.043908329 -1.93E-05 34.94733653GIIASSIGTILK 4 221316689 2xTMT6plex [N-Term; K12] 0.695 0.788 3.941408634 22.15 0 1631.050764 2 816.0280151 -1.232638865 -0.001005248 86.99292461TKPTQNSVR 10 221316689 2xTMT6plex [N-Term; K2] 1.539 1.354 1.184 2.870239496 9.69 0 1488.889847 3 496.9681396 0.012630426 6.27E-06 17.89668691221316630 COPB1 coatomer subunit beta 1315 NP_001137533.1 43.75655824 1 36 36 337 953 107.074 6.05 1.13 1.15 1.17 1.15 Significant 0.000101 AAAQCYIDLIIK 22 221316630 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.412 1.471 1.488 4.788013935 64.98 0 1837.065763 2 919.0358887 -0.686865041 -0.000630908 89.00973372
YEAAGTLVTLSSAPTAIK 8 221316630 2xTMT6plex [N-Term; K18] 1.238 1.21 5.596562386 39.03 0 2251.29497 3 751.1022339 -1.253243081 -0.000940473 75.63174585EDIQSVMTEIR 12 221316630 1xTMT6plex [N-Term] 1.363 1.284 1.316 4.444476128 49.98 0 1549.809324 2 775.4066162 -2.173124186 -0.001683964 59.9182987EAGELKPEEEITVGPVQK 9 221316630 3xTMT6plex [N-Term; K6; K18] 1.086 1.18 1.298 5.523070812 30.28 0 2640.506308 3 880.8397217 -0.642558941 -0.00056556 55.35527315EDQFQLSLLAAMGNTQR 4 221316630 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.231 1.028 4.132896423 40.58 0 2167.101483 2 1084.051514 -2.645181269 -0.002866188 65.68089848VLQDLVMDILR 4 221316630 1xTMT6plex [N-Term] 1.039 1.731 4.318004131 54.21 0 1543.907916 2 772.4574585 -0.178286418 -0.000137629 113.0391891NVEELVIVLK 22 221316630 2xTMT6plex [N-Term; K10] 1.175 1.208 1.156 4.309292316 57.73 0 1614.024215 2 807.5119629 -4.687599281 -0.003782949 90.13424778

GALWILGEYCSTK 18 221316630 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.715 1.454 1.614 4.29810667 57.8 0 1956.066491 2 978.5334473 -3.513612028 -0.003436429 84.68264785EAELLEPLMPAIR 14 221316630 1xTMT6plex [N-Term] 0.816 0.828 0.923 4.676162243 54.45 0 1710.966159 2 855.9865723 -0.169955874 -0.000145394 82.69282947LLHEMILVCDAYR 14 221316630 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.094 1.551 0.949 5.038061142 48.83 0 1861.986577 3 621.3336792 -0.049684753 -3.08E-05 73.8405193
VLSECSPLMNDIFNK 6 221316630 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 1.561 1.713 1.519 5.025722504 26.6 0 2225.171032 3 742.3944092 -1.059581894 -0.000785917 87.54115765
CIYNLLQSSSPAVK 6 221316630 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C1] 1.596 1.871 1.759 4.2686553 47.27 0 2038.140718 3 680.050293 -2.155206317 -0.001464205 72.65726056

LVTEMGTYATQSALSSSRPTK 10 221316630 2xTMT6plex [N-Term; K21] 1.137 1.128 1.189 6.083007813 38.6 0 2686.448586 3 896.1548462 0.520703886 0.000466281 63.76930498SQGMALSLGDK 6 221316630 2xTMT6plex [N-Term; K11] 1.243 1.301 4.127016544 41.03 0 1564.876899 2 782.9420166 -0.090950844 -7.12E-05 50.91714566NFEHLIPDAPELIHDFLVNEK 12 221316630 2xTMT6plex [N-Term; K21] 1.101 1.119 0.971 5.648716927 30.97 0 2948.592214 4 737.9042969 1.066074849 0.000785855 113.7164758KTLQLALDLVSSR 2 221316630 2xTMT6plex [N-Term; K1] 1.041 4.973294735 25.04 1 1902.178818 3 634.7305298 -0.936796538 -0.000593985 86.16763769NVTVQPDDPISFMQLTAK 18 221316630 2xTMT6plex [N-Term; K18] 1.161 1.116 1.122 4.967297554 51.27 0 2462.336517 3 821.4497681 -0.717225598 -0.000588684 91.07819397LVEKPSPLTLAPHDFANIK 8 221316630 3xTMT6plex [N-Term; K4; K19] 1.299 1.168 1.184 6.620369434 32.57 0 2777.653248 3 926.5526733 -3.521228028 -0.00326025 81.28536662VTVNTNMVDLNDYLQHILK 8 221316630 2xTMT6plex [N-Term; K19] 1.229 1.362 1.245 5.368816376 54.83 0 2688.479493 3 896.8297119 -1.826403298 -0.001636749 101.1652799VTVNTNMVDLNDYLQHILK 12 221316630 2xTMT6plex [N-Term; K19]; 1xOxidation [M7] 1.087 1.193 1.022 5.973772526 48.92 0 2704.474408 3 896.8297119 -1.826403298 -0.001636749 101.1652799SLGEIPIVESEIKK 11 221316630 3xTMT6plex [N-Term; K13; K14] 0.365 1.397 1.223 6.008103371 26.18 1 2229.367296 3 743.7929688 -1.320123429 -0.000981013 74.01117623TLQLALDLVSSR 8 221316630 1xTMT6plex [N-Term] 1.154 1.055 1.11 3.829024315 33.79 0 1544.920923 2 772.9645386 0.567943915 0.000438714 94.17121695TNNVSEHEDTDK 2 221316630 2xTMT6plex [N-Term; K12] 0.783 3.111413717 27.18 0 1846.918306 3 616.3113403 0.629132372 0.000387319 16.80892034KEAADPLASK 4 221316630 3xTMT6plex [N-Term; K1; K10] 1.147 1.12 3.304833412 20.53 1 1717.046297 3 573.0200806 -0.354137674 -0.00020269 39.8018917TNNVSEHEDTDKYR 8 221316630 2xTMT6plex [N-Term; K12] 1.083 1.013 5.738282204 21.82 1 2166.082745 4 542.2765503 0.750697026 0.000406518 18.49956147KPITDDDVDR 12 221316630 2xTMT6plex [N-Term; K1] 1.162 1.762 1.9 3.964766264 26.1 0 1631.900471 3 544.6381226 -0.402361682 -0.000218871 27.3870262QMWAEFEWENK 4 221316630 2xTMT6plex [N-Term; K11] 1.145 1.166 3.173638582 30.8 0 1955.97259 3 652.6618042 -0.884855111 -0.000576917 74.91476206EAADPLASK 6 221316630 2xTMT6plex [N-Term; K9] 1.016 1.137 1.14 3.881449699 46.39 0 1359.788402 2 680.3966064 -1.812994854 -0.001232645 35.18289303DLQHPNEFIR 12 221316630 1xTMT6plex [N-Term] 1.023 1.11 1.046 3.890506744 38.92 0 1497.801142 3 499.9388428 0.555935157 0.00027756 35.12512888MLEVFHAIK 6 221316630 2xTMT6plex [N-Term; K9] 0.417 0.388 0.344 3.018639803 23.53 0 1545.922727 3 515.9772339 -3.608582594 -0.00185953 71.71001681QSLSHMLSAK 8 221316630 2xTMT6plex [N-Term; K10]; 1xOxidation [M6] 1.144 1.139 1.092 3.418658733 39.94 0 1575.892884 2 788.4503784 0.378500305 0.000298238 30.57749184QSLSHMLSAK 2 221316630 2xTMT6plex [N-Term; K10] 0.942 2.38730073 8.99 0 1559.897969 2 788.4503784 0.378500305 0.000298238 30.57749184YVALVQEK 5 221316630 2xTMT6plex [N-Term; K8] 0.427 0.332 2.819549322 27.53 0 1407.861173 2 704.4336548 -0.809490104 -0.000569825 51.71696054VLSTPDLEVR 6 221316630 1xTMT6plex [N-Term] 1.152 1.185 1.255 3.812003374 39.9 0 1357.788846 2 679.3981323 0.104315511 7.08E-05 53.95943444SQGMALSLGDK 2 221316630 2xTMT6plex [N-Term; K11]; 1xOxidation [M4] 1.328 2.117586136 30.65 0 1580.871814 2 782.9420166 -0.090950844 -7.12E-05 50.91714566EEDRPPLR 6 221316630 1xTMT6plex [N-Term] 1.239 0.994 0.965 3.563448906 18.28 0 1240.684716 3 414.2332153 0.303869379 0.000125669 18.23996311ESDNNVK 12 221316630 2xTMT6plex [N-Term; K7] 1.246 1.045 1.34 2.596084595 26 0 1263.694501 2 632.3503418 -0.865894604 -0.000547113 18.66710685KEEDRPPLR 6 221316630 2xTMT6plex [N-Term; K1] 1.505 1.513 1.392 3.649424314 1.45 1 1597.942611 4 400.241333 0.557874384 0.000222863 19.97423333TLHSCSVR 2 221316630 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.849 2.292323351 17.15 0 1188.635657 2 594.8212891 -0.299439948 -0.000177963 16.82132926
221219026 PHLDB1 pleckstrin homology-like domain family B member 1 isoform b 23187 NP_001138231.1 13.64670205 1 12 12 36 1319 144.65 8.59 1.13 1.19 1.17 1.16 Significant 0.00023

DLQEIMDSLVLEEPGAAGK 2 221219026 2xTMT6plex [N-Term; K19] 1.089 5.514276028 54.1 0 2473.326012 3 825.1136475 0.152548758 0.000125768 104.2396542WAAHGASPEDFSLTLGAR 2 221219026 1xTMT6plex [N-Term] 1.019 4.630540371 17.08 0 2115.082068 3 705.697876 -1.415207645 -0.00099776 62.78313288GLLTDSPAATVLAEAR 6 221219026 1xTMT6plex [N-Term] 1.377 0.894 4.33061409 40.06 0 1814.022094 2 907.5133057 -1.520842489 -0.001379421 72.72326411ADGGPEAGELPSIGEATAALALAGR 4 221219026 1xTMT6plex [N-Term] 1.673 6.737363815 65.21 0 2523.325211 3 841.7785034 -1.685884988 -0.001418012 89.95260518LFEDLEFQQLER 2 221219026 1xTMT6plex [N-Term] 1.193 2.783535719 17.2 0 1795.942781 2 898.4741821 -0.942687153 -0.000846506 81.33296625SDEENLKEECSSTESTQQEHEDAPSTK 2 221219026 3xTMT6plex [N-Term; K7; K27]; 1xCarbamidomethyl [C10] 1.229 4.795396805 12.63 1 3782.775361 4 946.4465942 -2.858775857 -0.002703527 29.15460868
SPNPALTFCVK 4 221219026 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.154 1.754 3.955816507 30.83 0 1691.955484 3 564.6567383 0.10502862 5.92E-05 62.74967748
AQVLGHVEQLK 2 221219026 2xTMT6plex [N-Term; K11] 0.976 3.316088438 33.98 0 1680.020861 3 560.6777344 -1.316129491 -0.000737042 52.09973182AVDQLQEK 6 221219026 2xTMT6plex [N-Term; K8] 1.108 1.202 1.399 3.88302207 43.98 0 1388.814951 2 694.9100952 -1.4666031 -0.00101842 32.58967368GQQVIEEQR 2 221219026 1xTMT6plex [N-Term] 1.298 2.727215052 26.33 0 1315.716744 2 658.361084 -1.408161185 -0.000926371 21.32389903DKEAEALETETK 3 221219026 3xTMT6plex [N-Term; K2; K12] 1.127 1.217 3.090065956 4.32 1 2051.147526 3 684.3864136 -1.3840971 -0.000946329 38.9700421LQGEVLALEEER 1 221219026 1xTMT6plex [N-Term] 1.147 1.919000626 0 1614.890017 2 807.9481812 -0.576606024 -0.000465578 61.52091181221307584 PHB2 prohibitin-2 isoform 1 11331 NP_001138303.1 79.93311037 1 23 23 344 299 33.276 9.83 1.11 0.95 1.13 1.06 Significant 0.00286 IGGVQQDTILAEGLHFR 10 221307584 1xTMT6plex [N-Term] 0.926 1.03 0.966 6.604381561 56.33 0 2083.149754 3 695.0540771 -0.996282041 -0.000691802 70.39724822LLLGAGAVAYGVR 28 221307584 1xTMT6plex [N-Term] 1.026 1.199 1.123 5.325989246 65.65 0 1488.909965 3 496.9742126 -1.262595181 -0.00062663 72.71826958ESVFTVEGGHR 14 221307584 1xTMT6plex [N-Term] 1.162 1.059 1.2 4.873999119 48.73 0 1446.753858 2 723.8800659 -0.693016339 -0.000501312 28.85484536IYLTADNLVLNLQDESFTR 26 221307584 1xTMT6plex [N-Term] 1.089 0.975 1.135 6.141971588 55.63 0 2454.30777 2 1227.657715 0.156018534 0.000191459 97.20653671AKDFSLILDDVAITELSFSR 6 221307584 2xTMT6plex [N-Term; K2] 1.498 1.734 1.454 6.110762119 36.47 1 2698.506753 3 900.1720581 -1.901879099 -0.001710745 112.2992309VLSRPNAQELPSMYQR 6 221307584 1xTMT6plex [N-Term] 0.807 1.16 1.073 6.100056171 25.47 0 2118.132723 3 706.7153931 -0.518088772 -0.000365794 46.03692021VLPSIVNEVLK 36 221307584 2xTMT6plex [N-Term; K11] 1.08 0.745 1.137 4.741945267 58.09 0 1669.066414 2 835.0369263 0.096885936 8.09E-05 96.96891456IVQAEGEAEAAK 26 221307584 2xTMT6plex [N-Term; K12] 1.066 1.082 1.148 5.502511978 70.15 0 1673.947421 2 837.4772949 -0.064515915 -5.40E-05 41.28202686EYTAAVEAK 20 221307584 2xTMT6plex [N-Term; K9] 1.175 1.13 1.181 3.823778152 56.77 0 1439.814616 2 720.4102783 -0.928077379 -0.00066813 33.0886929FNASQLITQR 18 221307584 1xTMT6plex [N-Term] 1.172 1.13 1.014 3.971733809 53.37 0 1406.795329 2 703.9006958 -0.86279675 -0.000606889 54.68116946DLQMVNISLR 6 221307584 1xTMT6plex [N-Term] 1.194 0.971 0.931 3.754583359 41.59 0 1417.803451 2 709.4052124 -0.213305527 -0.000151213 63.95158222IPWFQYPIIYDIR 24 221307584 1xTMT6plex [N-Term] 1.185 1.163 1.184 4.360349655 37.5 0 1953.083572 3 651.7037354 6.697667666 0.004360368 109.9147727QVAQQEAQR 10 221307584 1xTMT6plex [N-Term] 1.108 1.181 0.976 3.926171541 37.26 0 1286.701428 2 643.8543091 -0.067502791 -4.34E-05 15.29650877KISSPTGSK 10 221307584 3xTMT6plex [N-Term; K1; K9] 1.196 1.306 0.895 3.765110016 31.02 1 1591.998618 3 531.3370972 -1.180815154 -0.000626619 37.25809368MLGEALSK 20 221307584 2xTMT6plex [N-Term; K8] 1.154 1.11 1.049 2.867098808 37.27 0 1306.780479 2 653.8936157 -0.401494127 -0.000262332 52.44682054TIATSQNR 12 221307584 1xTMT6plex [N-Term] 1.233 1.214 1.342 3.216756821 30.92 0 1119.631952 2 560.319519 -0.1701131 -9.52E-05 16.93635133AQVSLLIR 20 221307584 1xTMT6plex [N-Term] 1.084 1.228 1.132 3.184136868 34.08 0 1128.730209 2 564.8690186 0.488185193 0.000275515 56.05304302ISSPTGSK 8 221307584 2xTMT6plex [N-Term; K8] 1.108 0.898 0.965 3.058147907 21.07 0 1234.740723 2 617.8731079 -1.444796996 -0.000891975 26.17671608DLQMVNISLR 2 221307584 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.199 2.351314545 33.93 0 1433.798366 2 709.4052124 -0.213305527 -0.000151213 63.95158222VLSRPNAQELPSMYQR 4 221307584 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.076 1.344 1.103 3.491515636 13.23 0 2134.127638 3 706.7153931 -0.518088772 -0.000365794 46.03692021AQFLVEK 20 221307584 2xTMT6plex [N-Term; K7] 1.084 1.129 1.152 3.219691038 37.21 0 1292.797844 2 646.9018555 -1.090512725 -0.000704906 51.983737AAQNISK 8 221307584 2xTMT6plex [N-Term; K7] 1.091 0.884 1.114 3.016471863 29.58 0 1189.730493 2 595.3689575 0.122346248 7.28E-05 22.98967188GSDSLIK 6 221307584 2xTMT6plex [N-Term; K7] 1.175 1.063 1.175 2.028342247 29.18 0 1177.719259 2 589.3629761 -0.495815584 -0.000291966 35.72240916GMGTALK 2 221307584 2xTMT6plex [N-Term; K7] 1.003 2.08595109 16.26 0 1135.690936 2 568.348938 -0.296685856 -0.000168472 35.61844177LGLDYEER 2 221307584 1xTMT6plex [N-Term] 2.728866816 0 1223.646933 2 612.3273315 0.370381296 0.000226608 38.41412211221625487 IMPA1 inositol monophosphatase 1 isoform 2 3612 NP_001138350.1 28.86904762 1 8 8 42 336 36.671 7.91 1.14 1.07 1.05 1.09 Significant 0.00063 SLLVTELGSSR 6 221625487 1xTMT6plex [N-Term] 1.239 1.037 1.069 4.215731621 41.57 0 1390.81031 2 695.9078979 -1.287595835 -0.000895401 57.18221527YPSHSFIGEESVAAGEK 6 221625487 2xTMT6plex [N-Term; K17] 1.115 1.009 1.059 6.01714468 41.79 0 2266.175583 3 756.0618896 -1.97128798 -0.001489095 47.6030118SILTDNPTWIIDPIDGTTNFVHR 14 221625487 1xTMT6plex [N-Term] 1.068 1.197 0.681 6.241930962 58.25 0 2854.493673 3 952.1726074 3.361627919 0.003198582 96.25066527
QAGEVVCEAIK 2 221625487 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.36 4.093116283 46.31 0 1661.929663 2 831.4677734 -0.838046899 -0.000696387 47.69853258EIQVIPLQR 6 221625487 1xTMT6plex [N-Term] 1.137 1.231 1.278 3.073961496 33.74 0 1324.815002 2 662.9111938 0.082619319 5.47E-05 55.64760661LQVSQQEDITK 2 221625487 2xTMT6plex [N-Term; K11] 1.294 2.798114777 17.61 0 1747.000185 2 874.0029907 -0.847283647 -0.000740102 43.32767019MVLSNMEK 4 221625487 2xTMT6plex [N-Term; K8] 1.074 0.903 3.139221668 20.13 0 1409.789664 2 705.3948364 -5.155172167 -0.003633854 50.61217702MLISSIK 2 221625487 2xTMT6plex [N-Term; K7] 1.113 2.693071365 27.24 0 1249.795401 2 625.401123 -0.345533557 -0.000215923 63.2855996222144319 RAB34 ras-related protein Rab-34 isoform 5 83871 NP_001138415.1 12.65822785 1 3 3 20 316 35.162 8.63 0.66 0.66 0.75 0.69 Significant 0.00189



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AEYWAVSSLTGENVR 6 222144319 1xTMT6plex [N-Term] 1.023 0.943 1.218 4.000508308 28.49 0 1910.980957 3 637.6641235 -1.642949146 -0.001046548 61.41139701ENDPSSVLLFLVGSK 8 222144319 2xTMT6plex [N-Term; K15] 0.55 0.499 0.559 4.498328686 27.02 0 2063.178878 3 688.3967285 -1.572938324 -0.001081751 103.9166964VLAELPQCLR 6 222144319 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.018 1.174 1.794 3.484970808 28.4 0 1427.824186 2 714.413208 -3.534737976 -0.002523492 66.41478899
222352086 NEDD4L E3 ubiquitin-protein ligase NEDD4-like isoform 1 23327 NP_001138439.1 4.205128205 1 1 4 16 975 111.862 5.82 1.12 1.33 0.94 1.13 Significant 0.0098

LLDGFFIRPFYK 2 222352086 2xTMT6plex [N-Term; K12] 2.214 3.541565657 13.78 0 1974.161712 3 658.7244263 -1.512531313 -0.000995327 100.1540952LDLPPYETFEDLR 6 222352086 1xTMT6plex [N-Term] 1.118 0.881 0.904 3.678539038 18.3 0 1836.958096 2 918.9811401 -1.683591242 -0.001546343 81.48616659ITQWEDPR 7 222352086 1xTMT6plex [N-Term] 1.42 1.438 1.155 2.649913788 43.03 0 1273.673817 2 637.3405151 -0.049507622 -3.15E-05 41.56773573EWFFLISK 2 222352086 2xTMT6plex [N-Term; K8] 0.964 1.931301832 0 1527.897558 2 764.4525146 0.127336335 9.73E-05 103.568553223555975 TPM4 tropomyosin alpha-4 chain isoform Tpm4.1cy 7171 NP_001138632.1 70.42253521 1 4 25 284 284 32.703 4.73 0.79 0.75 0.78 0.77 Significant 0.000241 ASDAEGDVAALNR 8 223555975 1xTMT6plex [N-Term] 0.896 0.747 0.686 4.630358696 68.02 0 1517.775715 2 759.3910522 -0.584748987 -0.000443759 30.60272719IQLVEEELDR 24 223555975 1xTMT6plex [N-Term] 0.657 0.65 0.736 4.455230236 72.11 0 1472.815789 2 736.9118652 0.451182527 0.000332254 71.66235835EENVGLHQTLDQTLNELNCI 22 223555975 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.742 0.687 0.646 6.318806648 42.14 0 2569.276547 3 857.0980835 1.22627838 0.001050216 80.20537819KASDAEGDVAALNR 18 223555975 2xTMT6plex [N-Term; K1] 0.835 0.977 1.02 5.049442768 60.08 1 1875.03361 3 625.6821899 -0.849998513 -0.000531259 45.53173413QVEEELTHLQK 12 223555975 2xTMT6plex [N-Term; K11] 0.822 0.896 0.763 4.222696304 35.31 0 1812.026734 3 604.6804199 -0.015233978 -9.20E-06 49.27738764LVILEGELER 18 223555975 1xTMT6plex [N-Term] 0.641 0.606 0.584 4.336357594 53.74 0 1399.835797 2 700.4202271 -1.870996901 -0.001309544 70.57625746KLVILEGELER 2 223555975 2xTMT6plex [N-Term; K1] 0.698 3.095604897 11.97 1 1757.093692 3 586.3689575 -0.780960863 -0.000457407 65.36696083MELQEMQLK 8 223555975 2xTMT6plex [N-Term; K9] 0.687 0.845 3.835664749 42.7 0 1607.890106 2 812.446167 0.022294913 1.81E-05 45.2415486
CGDLEEELK 8 223555975 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 0.962 0.82 0.866 3.435681105 35.9 0 1550.81363 2 775.9093018 -1.485248988 -0.001151672 56.60130181
HIAEEADRK 6 223555975 2xTMT6plex [N-Term; K9] 0.9 0.837 0.763 4.357763767 12.58 1 1526.869111 3 509.6274719 -0.817953881 -0.000416303 18.25371875AEQAEADK 10 223555975 2xTMT6plex [N-Term; K8] 0.621 0.724 0.745 3.145042658 47.62 0 1319.720716 2 660.3633423 -0.991095822 -0.000653985 25.74628037MEIQEMQLK 46 223555975 2xTMT6plex [N-Term; K9]; 1xOxidation [M] 0.683 0.672 0.721 2.772951126 43.36 0 1623.885021 2 812.446167 0.022294913 1.81E-05 45.2415486HIAEEADR 6 223555975 1xTMT6plex [N-Term] 0.777 0.994 0.742 3.19639802 50.93 0 1169.611216 2 585.3087769 -0.803154971 -0.00046969 15.40026088LDKENAIDR 20 223555975 2xTMT6plex [N-Term; K3] 0.928 0.847 0.939 3.332617044 27.72 1 1531.884427 2 766.4457397 -0.1463869 -0.000112124 30.05681901SLEAASEK 10 223555975 2xTMT6plex [N-Term; K8] 0.651 0.663 0.658 3.696210146 49.45 0 1292.746202 2 646.8765259 -0.330515136 -0.000213636 42.2545354
MEIQEMQLK 14 223555975 2xTMT6plex [N-Term; K9]; 2xOxidation [M1; M6] 0.682 0.672 0.625 3.148914814 36.86 0 1639.879936 2 812.446167 0.022294913 1.81E-05 45.2415486

TIDDLEEK 12 223555975 2xTMT6plex [N-Term; K8] 0.702 0.665 0.924 3.268887281 43.24 0 1420.793546 2 710.9007568 0.486067717 0.000345301 41.77153909AEQAEADKK 11 223555975 3xTMT6plex [N-Term; K8; K9] 1.083 1.147 0.722 3.073154449 21.18 1 1676.978611 3 559.6642456 -0.254811594 -0.000142438 20.39218767EDKYEEEIK 5 223555975 3xTMT6plex [N-Term; K3; K9] 1.003 0.926 0.982 2.760796547 3.19 1 1870.041271 3 624.0189209 0.502039889 0.000312945 36.39272541YSEKEDKYEEEIK 9 223555975 4xTMT6plex [N-Term; K4; K7; K13] 1.076 0.849 0.685 3.733189106 2 2606.437115 3 869.4821777 -1.970293795 -0.001711816 42.61213927LATALQK 16 223555975 2xTMT6plex [N-Term; K7] 0.762 0.76 0.77 3.358190298 35.89 0 1202.787279 2 601.8977661 0.811562093 0.000488068 46.81429532NVTNNLK 4 223555975 2xTMT6plex [N-Term; K7] 0.72 0.603 3.138925552 28.92 0 1260.767607 2 630.8865967 -1.340350605 -0.000844935 42.84717825AADESER 8 223555975 1xTMT6plex [N-Term] 0.884 0.686 0.689 2.860127926 34.03 0 1006.500269 2 503.75354 -0.462614755 -0.000232811 13.39992872AEVSELK 16 223555975 2xTMT6plex [N-Term; K7] 0.758 0.756 0.784 3.414153099 36.95 0 1233.745474 2 617.3760986 -0.448661727 -0.000276767 35.77449349GTEDELDKYSEDLKDAQEK 3 223555975 4xTMT6plex [N-Term; K8; K14; K19] 1.068 0.826 0.717 2.961137056 2 3129.66092 4 783.1698608 -1.056507625 -0.000826628 55.60491351KYEEVAR 9 223555975 2xTMT6plex [N-Term; K1] 0.897 0.949 0.888 2.552756071 15.19 1 1352.793821 2 676.9000244 -0.775522373 -0.000524561 21.98605755LKEAETR 3 223555975 2xTMT6plex [N-Term; K2] 1.182 1.201 2.090013981 10.25 1 1304.793821 2 652.8997192 -1.271828093 -0.000829737 22.99596968223633988 KIAA1671 uncharacterized protein KIAA1671 85379 NP_001138678.1 1.716500554 1 3 3 10 1806 196.59 8.47 1.09 1.28 0.94 1.1 Significant 0.00786 VETQEVNPGASR 4 223633988 1xTMT6plex [N-Term] 1.065 1.253 4.107169628 43.46 0 1515.796451 2 758.4005127 -1.782613604 -0.00135104 22.45250767GLELAEVK 4 223633988 2xTMT6plex [N-Term; K8] 1.112 1.292 2.665162563 23.49 0 1316.818973 2 658.9122925 -1.264493523 -0.000832555 53.05836139DLEKEDAPQEK 2 223633988 3xTMT6plex [N-Term; K4; K11] 0.935 3.548193693 2.98 1 1989.110747 3 663.7074585 -1.470426784 -0.000974947 30.93033158223718046 EXOC7 exocyst complex component 7 isoform 4 23265 NP_001138769.1 9.115646259 1 6 6 26 735 83.33 6.79 0.19 0.41 0.22 0.28 Non-Significant 0.058 SELIQLVAVTQK 2 223718046 2xTMT6plex [N-Term; K12] 1.182 3.981995583 28.99 0 1787.104256 3 596.3729248 -0.019599269 -1.17E-05 83.07838834LAQSEYQLLADIIPEHHQK 6 223718046 2xTMT6plex [N-Term; K19] 1.138 1.026 0.793 5.012357235 48.69 0 2691.487021 4 673.6270142 -0.29507457 -0.000198547 84.1032345VTDYIAEK 12 223718046 2xTMT6plex [N-Term; K8] 0.076 0.318 0.182 3.067200661 44.03 0 1396.808803 2 698.9072266 -1.164185819 -0.000813072 48.99254542NLPVFQPGVK 2 223718046 2xTMT6plex [N-Term; K10] 1.035 2.571808577 9.52 0 1556.95647 2 778.9820557 0.234289225 0.000182389 63.72313078
GFNDGLEELCK 1 223718046 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.296670556 0 1739.903842 2 870.4537964 -2.026558294 -0.001763008 59.7965458

LQENVEK 3 223718046 2xTMT6plex [N-Term; K7] 0.339 0.217 0.204 2.366308212 20.82 0 1317.777837 2 659.3916016 -1.449709463 -0.000955197 36.83891539224451077 CEP44 centrosomal protein of 44 kDa isoform b 80817 NP_001138786.1 9.77443609 1 2 2 8 399 44.734 5.24 0.97 0.89 1.02 0.96 Significant 0.00155 VTLLETEMLLSK 6 224451077 2xTMT6plex [N-Term; K12] 0.971 0.888 1.022 3.592297316 38.71 0 1835.096394 3 612.3702393 -0.124836256 -7.64E-05 97.31850596
AEQQDVNVNPEITALQTMLAECQENLK 2 224451077 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C22] 2.898819923 11.65 0 3544.802754 3 1182.271729 -0.598400891 -0.000707071 102.9365989

223941782 SIN3A paired amphipathic helix protein Sin3a 25942 NP_001138829.1 10.91908877 1 12 12 48 1273 145.085 7.25 1.18 1.19 1.34 1.24 Significant 0.00175 LKEPMDVDVEDYYPAFLDMVR 6 223941782 2xTMT6plex [N-Term; K2] 1.002 1.721 1.373 4.508947849 43.78 1 3003.524788 3 1001.846497 0.049497209 4.96E-05 101.4236927LKVEDALSYLDQVK 4 223941782 3xTMT6plex [N-Term; K2; K14] 1.614 1.432 5.531713009 24.92 1 2308.37311 3 770.128479 -0.96427578 -0.000741969 86.97568488SLLNEIESIYDER 10 223941782 1xTMT6plex [N-Term] 1.289 1.2 1.119 4.149953842 45.99 0 1809.943175 3 603.9864502 0.896617065 0.000540942 92.53331603AFLEILHTYQK 4 223941782 2xTMT6plex [N-Term; K11] 1.101 1.089 3.23842454 19.29 0 1821.067477 3 607.6940918 0.134718031 8.18E-05 78.32641028AADIIDGLR 6 223941782 1xTMT6plex [N-Term] 1.202 1.518 1.401 3.270903587 33.15 0 1172.683653 2 586.845459 -0.010054928 -5.90E-06 53.97647705EHLAQKPVFLPR 5 223941782 2xTMT6plex [N-Term; K6] 1.191 0.985 1.391 3.847802401 15.56 0 1893.147458 4 474.0426636 0.721532213 0.000341492 47.84537148DSSMADASK 2 223941782 2xTMT6plex [N-Term; K9] 1.33 2.233748674 22.39 0 1369.703351 2 685.3551025 -0.308695948 -0.000211411 22.05963699SAEAYENFLR 2 223941782 1xTMT6plex [N-Term] 1.57 4.033960819 18.32 0 1428.73206 2 714.8695068 -0.225884289 -0.000161364 51.95063421KTQYEEHIYR 2 223941782 2xTMT6plex [N-Term; K1] 1.269 2.386132479 2.03 1 1825.000854 4 457.0045471 -2.46310758 -0.001123793 27.38353006DKSDSPAIQLR 4 223941782 2xTMT6plex [N-Term; K2] 0.978 1.007 3.223353386 4.69 1 1687.974305 3 563.3294678 -0.269322635 -0.000151537 34.24212597KNPSIAVPIVLK 1 223941782 3xTMT6plex [N-Term; K1; K12] 1.231 2.70056653 1 1966.30318 3 656.1054077 -0.767915896 -0.000503318 76.13259516FQAWVDK 2 223941782 2xTMT6plex [N-Term; K7] 1.191 2.505765915 6.72 0 1351.777443 2 676.3933105 1.406617458 0.000950717 60.58275043
224177467 SETDB1 histone-lysine N-methyltransferase SETDB1 isoform 1 9869 NP_001138887.1 1.084430674 1 1 1 6 1291 143.066 6.02 1.15 1.56 1.43 1.38 Significant 0.0076

GKNPLLVPLLYDFR 6 224177467 2xTMT6plex [N-Term; K2] 1.148 1.557 1.434 4.618340492 28 1 2103.273053 3 701.7610474 -2.122382612 -0.001487983 96.04052823224465190 SCRN1 secernin-1 isoform b 9805 NP_001138986.1 30.87557604 1 11 11 111 434 48.683 4.78 0.99 0.94 0.97 0.97 Significant 0.000226 QEESITVQTMMNTLR 8 224465190 1xTMT6plex [N-Term] 0.944 1.097 0.746 4.932916164 41.69 0 2010.019727 3 670.6778564 -0.353680142 -0.000236968 73.1233105EPAAEIEALLGMDLVR 12 224465190 1xTMT6plex [N-Term] 0.819 0.916 0.826 5.917401791 56.35 0 1956.067329 3 652.6938477 -0.173527386 -0.000113144 112.0823733EPAAEIEALLGMDLVR 4 224465190 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.056 1.127 4.788889408 48.01 0 1972.062244 3 652.6938477 -0.173527386 -0.000113144 112.0823733AIIESDQEQGR 10 224465190 1xTMT6plex [N-Term] 0.933 0.944 1.279 3.813995838 54 0 1474.769902 2 737.8876953 -1.212226394 -0.000893877 25.80925974VECTYISIDQVPR 14 224465190 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.047 1.031 0.802 4.986355305 69.01 0 1808.941401 2 904.9733887 -1.05035257 -0.000950013 64.38887521
TQSPCFGDDDPAK 10 224465190 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 0.893 0.801 4.503045082 61.57 0 1895.920949 2 948.4648438 0.771229413 0.000731095 36.96566888

DEVQEVVYFSAADHEPESK 12 224465190 2xTMT6plex [N-Term; K19] 0.918 1.012 1.022 6.616649151 61.06 0 2637.308447 3 879.772522 -2.060715362 -0.001811581 67.03714466SIFKPFIFVDDVK 10 224465190 3xTMT6plex [N-Term; K4; K13] 1.258 1.236 1.32 5.068079472 20.86 0 2242.345438 3 748.1196289 -0.492797065 -0.00036834 100.1346313MDAEHPELR 12 224465190 1xTMT6plex [N-Term] 0.89 0.872 0.894 3.673636436 30.62 0 1326.667351 3 442.8937988 -0.382813088 -0.000169289 23.51084532SSPCIHYFTGTPDPSR 6 224465190 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.764 0.678 1.066 4.654728889 19.78 0 2050.985391 3 684.3329468 -0.538106207 -0.000367883 41.24734834AIIESDQEQGRK 5 224465190 2xTMT6plex [N-Term; K12] 1.699 1.194 1.243 3.348761082 14.21 1 1832.027797 3 611.3466187 -1.361340135 -0.000831338 26.49636668STMLELEK 6 224465190 2xTMT6plex [N-Term; K8] 0.917 1.026 0.992 3.092423201 23.12 0 1408.812173 2 704.9096069 -0.167675164 -0.000118111 51.41116215STMLELEK 2 224465190 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 0.947 2.19749403 22.99 0 1424.807088 2 704.9096069 -0.167675164 -0.000118111 51.41116215224809478 RAI14 ankycorbin isoform d 26064 NP_001138997.1 40.89521872 1 37 37 200 983 110.354 6.11 1 0.99 1 1 Significant 0.0000112 TALMLACEIGSSNAVEALIK 8 224809478 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C7] 0.96 0.954 0.988 5.682182789 52.02 0 2549.408302 3 850.4743652 0.094317228 8.02E-05 104.1059001
LSDSTTGADSLLDISSEADQQDLLSLLQAK 6 224809478 2xTMT6plex [N-Term; K30] 0.787 0.865 0.985 5.821030617 72.98 0 3592.884552 3 1198.295898 -3.175603707 -0.003803192 110.5528891IQQLQEILQDLQK 12 224809478 2xTMT6plex [N-Term; K13] 1.083 0.974 1.165 4.693724155 47.45 0 2055.221411 2 1028.11499 0.629021644 0.000646389 111.5831241MHLLYAVQGQMDEDVQK 4 224809478 2xTMT6plex [N-Term; K17] 1.326 1.326 5.072892666 30.83 0 2463.277622 3 821.7634888 -0.693746978 -0.00056963 65.44631227SKEQEVNELLQK 2 224809478 3xTMT6plex [N-Term; K2; K12] 1.065 4.342116833 16.89 1 2132.252995 3 711.4193115 -4.508503312 -0.003204423 56.55022383GADLNLVDSLGYNALHYSK 6 224809478 2xTMT6plex [N-Term; K19] 0.946 0.849 0.836 6.366609573 52.6 0 2508.349859 3 836.7862549 -2.251456886 -0.001882481 82.45092109LSENAGIQSLLLSK 6 224809478 2xTMT6plex [N-Term; K14] 0.838 0.989 0.967 5.258942127 101.76 0 1931.157748 2 966.0825195 0.007359575 7.11E-06 80.00929148

TALHYAAAQGCLQAVQILCEHK 2 224809478 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C11; C19] 1.307 5.757023335 34.52 0 2940.558823 4 735.8948975 -0.361515043 -0.000265764 68.42084989
KGADLNLVDSLGYNALHYSK 2 224809478 3xTMT6plex [N-Term; K1; K20] 0.769 5.367845058 39.48 1 2865.607754 4 717.1569824 -0.577187334 -0.000413498 76.58910138QDLQNALEESER 6 224809478 1xTMT6plex [N-Term] 0.92 0.721 3.504081488 25.08 0 1660.833958 2 830.9213257 0.852756641 0.000708144 42.476024CPAESVDSSGK 2 224809478 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 0.968 2.901387453 31.78 0 1594.814693 2 797.9109497 -0.043921051 -3.50E-05 23.07587703

SSPSVLIHSLGK 6 224809478 2xTMT6plex [N-Term; K12] 0.809 0.918 0.912 4.249919415 33.09 0 1683.020527 3 561.678894 0.952007941 0.000534083 56.30296102YQEAQEEIMK 4 224809478 2xTMT6plex [N-Term; K10] 0.893 0.973 3.554934025 31.64 0 1726.908593 2 863.9578247 -0.127450832 -0.000110048 45.14432548EAQAELEDYR 6 224809478 1xTMT6plex [N-Term] 1.097 0.943 0.883 3.933529377 51.04 0 1452.716804 2 726.8613281 -0.980197927 -0.000711975 31.2680426ESVFFAEPPFK 10 224809478 2xTMT6plex [N-Term; K11] 1.002 0.791 0.983 3.750712872 37.28 0 1755.972179 2 878.4885864 -1.300275975 -0.001141624 80.27984544SITSTPLSGK 6 224809478 2xTMT6plex [N-Term; K10] 0.822 0.906 1 3.620136738 40.93 0 1448.872465 2 724.9403076 0.602623347 0.000436562 44.33461322AAMTDAMVPR 6 224809478 1xTMT6plex [N-Term] 0.871 0.966 0.921 3.533437252 37.87 0 1291.669994 2 646.338562 -0.113253821 -7.31E-05 39.28336273QVSELSQLYK 6 224809478 2xTMT6plex [N-Term; K10] 1.28 1.05 0.987 4.605062962 56.24 0 1652.962343 2 826.984436 -0.452278717 -0.0003738 58.38966314VTEEEINVLK 6 224809478 2xTMT6plex [N-Term; K10] 1.107 1.064 1.116 4.221344471 48.21 0 1631.962009 2 816.482666 -2.422402439 -0.001976634 59.43040743FQQAQEELAEMK 2 224809478 2xTMT6plex [N-Term; K12] 1.031 2.44002223 29.2 0 1910.009369 2 955.5060425 -2.388019208 -0.00228057 65.30379681VLNELTQLK 22 224809478 2xTMT6plex [N-Term; K9] 0.97 1.118 0.989 4.087539196 47.27 0 1515.95105 2 758.4784546 -0.935122748 -0.0007088 73.27899636AKAEDALSEMK 4 224809478 3xTMT6plex [N-Term; K2; K11] 1.486 1.426 2.644442081 10.46 1 1880.07661 3 627.362793 -1.481127809 -0.000928211 46.51300025RLESSEAER 4 224809478 1xTMT6plex [N-Term] 0.977 0.895 4.269850254 39.48 1 1305.696009 3 435.9032593 -0.60048278 -0.000261349 15.47741382TAFHLAAAK 8 224809478 2xTMT6plex [N-Term; K9] 1.049 1.026 1.155 3.419878244 20.73 0 1387.846191 3 463.2863464 -1.228683243 -0.000568408 44.202505KQLQVELQSR 6 224809478 2xTMT6plex [N-Term; K1] 1.173 1.149 1.243 3.22576642 9.37 1 1687.026675 3 563.013855 0.199796133 0.000112354 38.87528831QSQQLEALQQQVK 2 224809478 2xTMT6plex [N-Term; K13] 1.081 3.081183434 7.42 0 1986.13841 3 662.7183228 1.009633422 0.000668424 49.91366922ISQDADLK 6 224809478 2xTMT6plex [N-Term; K8] 0.966 0.875 0.968 3.071015835 28.28 0 1347.788402 2 674.3968506 -1.466853493 -0.000988504 37.15366036
GTVIKPPVEEYEEMK 3 224809478 3xTMT6plex [N-Term; K5; K15]; 1xOxidation [M14] 1.324 1.001 2.354480267 9.48 0 2452.361225 3 818.1251831 -0.093225905 -7.62E-05 52.57668932

EKENIQTLLK 3 224809478 3xTMT6plex [N-Term; K2; K10] 1.068 1.118 0.976 3.902299404 1 1903.183124 3 635.0657959 -0.152278929 -9.66E-05 57.50899465VASLLGK 6 224809478 2xTMT6plex [N-Term; K7] 0.98 0.986 0.911 2.931997538 33.03 0 1145.765816 2 573.3867188 0.30119593 0.00017255 57.06913103SEVSQVK 6 224809478 2xTMT6plex [N-Term; K7] 1.108 1.071 0.954 2.842266321 25.35 0 1234.740723 2 617.8744507 0.730191505 0.000450799 23.2664814MIDELNK 6 224809478 2xTMT6plex [N-Term; K7] 1.074 1.224 0.952 3.086114407 27.93 0 1320.759744 2 660.8833618 -0.224883586 -0.000148509 46.48838988QLVDAQK 4 224809478 2xTMT6plex [N-Term; K7] 0.834 0.987 2.902969837 20.72 0 1259.772358 2 630.3895874 -0.364712966 -0.000229728 31.70701922AEDALSEMK 2 224809478 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 0.766 1.385715723 22.25 0 1467.776517 2 734.3919067 0.013814475 1.01E-05 28.56020693EVLSVQK 2 224809478 2xTMT6plex [N-Term; K7] 0.657 2.199277878 9.84 0 1260.792759 2 630.8984985 -2.409816892 -0.00151914 44.16054154
QILTMCK 4 224809478 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.15 1.292 2.883902311 12.28 0 1351.784185 2 676.3950195 -1.052348086 -0.000711274 51.2938066LESSEAER 4 224809478 1xTMT6plex [N-Term] 0.89 0.816 2.349575281 17.98 0 1149.594898 2 575.3014526 0.635861762 0.000365492 17.93840469224591430 LYAR cell growth-regulating nucleolar protein 55646 NP_001139197.1 47.49340369 1 17 17 156 379 43.607 9.57 1.53 1.51 1.54 1.53 Significant 0.0000334 VHNESILDQVWNIFSEASNSEPVNK 21 224591430 2xTMT6plex [N-Term; K25] 1.431 1.193 1.364 6.90374279 44.55 0 3314.70574 3 1105.570557 -2.601578783 -0.002874489 110.4936571EQDQRPLHPVANPHAEISTK 12 224591430 2xTMT6plex [N-Term; K20] 1.353 1.402 1.562 6.891094208 24.9 0 2725.478581 5 545.9020996 1.031028787 0.000562009 30.9503989

VFFTCNACGESVK 3 224591430 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C5; C8] 1.735 1.768 2.023 60.93 0 1976.997425 2 988.9977417 -4.662854612 -0.004609226 58.42028672
LPEHPEGGEPEDDEAPAK 12 224591430 2xTMT6plex [N-Term; K18] 1.538 1.423 1.446 5.521304607 47.92 0 2375.176705 3 792.3960571 -1.299664684 -0.001028978 34.88616101ELLEQISAFDNVPR 12 224591430 1xTMT6plex [N-Term] 1.534 1.643 1.465 5.528528214 65.08 0 1860.006443 3 620.6737061 0.065281528 4.05E-05 81.87972873SEEELLVIFNK 20 224591430 2xTMT6plex [N-Term; K11] 1.73 1.612 1.646 4.258042812 51.76 0 1779.030423 2 890.0168457 -2.252779772 -0.002003882 89.03583437DAVEQQGEVK 6 224591430 2xTMT6plex [N-Term; K10] 0.882 1.169 1.07 4.554948807 59.55 0 1560.863357 2 780.9359741 0.842054611 0.000657166 32.82904876KDSASEEEAR 6 224591430 2xTMT6plex [N-Term; K1] 1.807 1.901 2.065 3.752276659 32.53 1 1579.832785 3 527.2819214 -0.996618033 -0.00052483 15.88895146VLAQYYTVTDEHHR 10 224591430 1xTMT6plex [N-Term] 1.5 1.363 1.208 3.880685091 40.73 0 1961.00784 4 491.0071411 -0.563938018 -0.000276472 41.74780614SEEELLVIFNKK 4 224591430 3xTMT6plex [N-Term; K11; K12] 1.957 0.964 3.713949442 27.42 1 2136.288318 3 712.7678223 0.279005821 0.000198679 83.41555949VKDAVEQQGEVK 10 224591430 3xTMT6plex [N-Term; K2; K12] 1.667 1.545 1.521 4.863750935 25.93 1 2017.189666 3 673.067749 -0.482007073 -0.0003241 37.58735718DSASEEEAR 8 224591430 1xTMT6plex [N-Term] 0.457 100 1.73 3.168006182 47.1 0 1222.57489 2 611.7907104 -0.610319718 -0.000373081 14.85384208HSEVETDSK 8 224591430 2xTMT6plex [N-Term; K9] 1.678 1.53 1.764 4.815280914 46.3 0 1489.789858 3 497.2678528 -0.572510536 -0.000284307 16.59913019QAPDNEITIK 4 224591430 2xTMT6plex [N-Term; K10] 1.353 1.711 3.792540073 25.77 0 1586.915393 2 793.9616699 0.42242564 0.000335177 41.80174428RPNVSPK 10 224591430 2xTMT6plex [N-Term; K7] 1.487 1.519 1.495 3.271140814 10.62 0 1255.788676 3 419.2676392 -0.248616297 -0.00010407 20.06374528LENHQENSR 4 224591430 1xTMT6plex [N-Term] 1.093 1.379 2.903169155 16.72 0 1355.686507 3 452.5670776 0.127677126 5.77E-05 15.31630223QQAWIQK 6 224591430 2xTMT6plex [N-Term; K7] 1.497 1.373 1.622 3.148851395 25.65 0 1359.814891 2 680.4090576 -2.980218595 -0.002026273 40.62722433

224809329 FKBP5 peptidyl-prolyl cis-trans isomerase FKBP5 isoform 1 2289 NP_001139248.1 57.9868709 1 26 26 173 457 51.18 5.9 0.81 0.79 0.82 0.81 Significant 0.00012
IVSWLEMEYGLSEK 16 224809329 2xTMT6plex [N-Term; K14] 0.867 0.906 0.945 4.826665401 49.97 0 2142.155699 3 714.7228394 -0.809681385 -0.000578155 104.4460086DVAFTVGEGEDHDIPIGIDK 8 224809329 2xTMT6plex [N-Term; K20] 0.843 0.745 0.811 5.745695114 42.41 0 2585.349918 3 862.453064 -2.04215508 -0.001759895 67.57933863FGIEPNAELIYEVTLK 6 224809329 2xTMT6plex [N-Term; K16] 0.684 0.702 0.692 4.728577137 36.76 0 2294.304806 3 765.4384155 -1.792668506 -0.001370976 104.0111534GEDLFEDGGIIR 4 224809329 1xTMT6plex [N-Term] 0.62 0.495 4.131260395 47.37 0 1549.805953 2 775.4060059 -0.785783051 -0.000608906 59.92904856GTDSQAMEEEKPEGHV 18 224809329 2xTMT6plex [N-Term; K11] 0.702 0.757 0.611 5.866512775 39.45 0 2202.074883 3 734.6970215 0.739558467 0.000542854 29.14025099RGEAQLLMNEFESAK 6 224809329 2xTMT6plex [N-Term; K15] 0.768 0.918 0.735 6.700082779 25.98 1 2181.173809 3 727.7283325 -1.542564555 -0.001121534 69.3376927KGEGYSNPNEGATVEIHLEGR 2 224809329 2xTMT6plex [N-Term; K1] 0.598 6.498068333 40.48 1 2715.410227 4 679.6079712 -0.063424809 -4.31E-05 41.35660515

ASESFLLAAFLNLAMCYLK 10 224809329 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C16] 3.059 1.639 5.084541321 32.11 0 2620.428309 3 874.1470337 -0.672182397 -0.000587135 113.9659108
ALGLDSANEK 6 224809329 2xTMT6plex [N-Term; K10] 0.592 0.616 3.851984024 48.8 0 1475.846979 2 738.4262695 -1.163099918 -0.000858279 41.41163622AWDIGVATMK 16 224809329 2xTMT6plex [N-Term; K10] 0.797 0.82 0.793 3.727188826 66.01 0 1549.881256 2 775.4441528 -0.14648602 -0.000113518 66.15846015KTSEGVTNEK 5 224809329 3xTMT6plex [N-Term; K1; K10] 0.936 1.92 1.034 4.287896633 19.74 1 1780.041939 3 594.0186768 -0.259727904 -0.000154109 21.13295275GTDSQAMEEEKPEGHV 4 224809329 2xTMT6plex [N-Term; K11]; 1xOxidation [M7] 0.671 0.961 4.10785532 18.39 0 2218.069798 3 734.6970215 0.739558467 0.000542854 29.14025099FDSSHDRNEPFVFSLGK 6 224809329 2xTMT6plex [N-Term; K17] 1.133 1.217 1.328 4.316675186 10.7 1 2440.266129 4 610.8216553 -0.548328002 -0.000334517 65.3457944NEPFVFSLGK 8 224809329 2xTMT6plex [N-Term; K10] 0.626 0.607 0.712 3.940139055 47.8 0 1595.91975 2 798.461853 -2.08068439 -0.001660303 76.45499535EKLEQAAIVK 8 224809329 3xTMT6plex [N-Term; K2; K10] 0.891 0.862 0.901 5.564563274 16.35 1 1816.151096 3 606.0540771 -1.881844905 -0.001139238 57.43373496KFDSSHDRNEPFVFSLGK 2 224809329 3xTMT6plex [N-Term; K1; K18] 0.82 5.792238712 7.61 2 2797.524024 4 700.1356812 -1.118671582 -0.000782378 63.6723495VLEVNPQNK 13 224809329 2xTMT6plex [N-Term; K9] 0.845 0.801 0.818 4.136763573 38.36 0 1498.899349 2 749.9526978 -0.82064362 -0.000615031 44.52962435NNEESPTATVAEQGEDITSK 2 224809329 2xTMT6plex [N-Term; K20] 2.314717531 22.6 0 2578.28844 2 1289.646606 -0.971151767 -0.001251955 43.97709652LEQAAIVK 6 224809329 2xTMT6plex [N-Term; K8] 0.897 0.637 0.844 3.654087305 41.19 0 1329.850608 2 665.4284058 -0.806885041 -0.000536518 56.35154927

LQISMCQK 4 224809329 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 0.818 2.887196541 32.69 0 1465.827112 2 733.4171753 -0.026199585 -1.92E-05 53.75916622
YGFGEAGKPK 4 224809329 3xTMT6plex [N-Term; K8; K10] 0.869 0.768 0.646 3.043386936 3.26 0 1741.025167 3 581.0130615 -0.307795486 -0.000178627 37.31333292FAEQDAKEEANK 3 224809329 3xTMT6plex [N-Term; K7; K12] 1.012 1.143 2.899583101 3.67 1 2067.132545 3 689.7149658 -1.064725659 -0.000733643 35.45219286

AVECCDK 6 224809329 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C4; C5] 0.978 0.995 0.975 2.623308659 25.87 0 1339.675029 2 670.3411255 -0.0405945 -2.72E-05 20.34814529
KFDSSHDR 2 224809329 2xTMT6plex [N-Term; K1] 0.694 3.167260885 3.8 1 1449.785047 3 483.9335327 0.687960283 0.000332465 17.15344554KFAEQDAKEEANK 2 224809329 4xTMT6plex [N-Term; K1; K8; K13] 0.561 2.731995344 1.18 2 2424.39044 4 606.8518677 -1.979580844 -0.001199819 35.66228212
LQISMCQK 3 224809329 2xTMT6plex [N-Term; K8]; 1xOxidation [M5]; 1xCarbamidomethyl [C6] 0.833 0.779 1.197217703 16.68 0 1481.822027 2 733.4171753 -0.026199585 -1.92E-05 53.75916622
TTDEGAK 1 224809329 2xTMT6plex [N-Term; K7] 0.894 6.7 0 1179.662138 2 590.3344727 -0.398239025 -0.000234894 101.7281727FAEQDAK 2 224809329 2xTMT6plex [N-Term; K7] 0.575 2.14771843 16.27 0 1266.709423 2 633.8577271 -0.983294523 -0.000622774 29.52204849

225579127 SAP130 histone deacetylase complex subunit SAP130 isoform a 79595 NP_001139400.1 4.247460757 1 3 3 14 1083 113.896 9.91 1.28 1.34 1.27 1.3 Significant 0.000284
VHLCAAQLLQLTNLEHDVYER 4 225579127 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.689 1.27 8.571214676 43.53 0 2751.444949 4 688.6162109 -0.703434027 -0.000483865 87.41390374LTNLQEGIIPK 8 225579127 2xTMT6plex [N-Term; K11] 1.306 1.3 3.662490606 46.26 0 1684.040928 2 842.5244141 0.370409644 0.000311893 70.0043086YVPVRPRPPITLLR 2 225579127 1xTMT6plex [N-Term] 0.528 2.276208878 6.44 0 1906.195188 4 477.3039246 -0.692199739 -0.000329867 61.02693913225543099 PAFAH1B3 platelet-activating factor acetylhydrolase IB subunit gamma 5050 NP_001139412.1 35.4978355 1 5 5 38 231 25.718 6.84 1.06 0.92 1.01 1 Significant 0.00168

DKEPEVVFIGDSLVQLMHQCEIWR 4 225543099 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C20] 1.202 1.021 4.944139004 20.64 1 3386.764124 4 847.4443359 -2.542231961 -0.002152485 112.2536079
ELFSPLHALNFGIGGDGTQHVLWR 12 225543099 1xTMT6plex [N-Term] 1.038 0.866 1.022 8.602689743 57.3 0 2893.531062 4 724.1372681 -1.320018445 -0.000954879 91.78760314VVVLGLLPR 10 225543099 1xTMT6plex [N-Term] 1.146 1.004 1.047 3.145538568 43.56 0 1194.813545 2 597.9100342 -0.630575899 -0.00037671 82.75599476LLAQDQGQGAPLLEPAP 8 225543099 1xTMT6plex [N-Term] 0.811 0.723 0.533 3.117705822 21.72 0 1947.074857 2 974.0395508 -1.557422145 -0.001516209 111.3498052LGYTPVCR 4 225543099 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.993 0.867 2.308268547 13.95 0 1194.650245 2 597.8289795 0.366194522 0.000218737 35.60688158225579078 RDH13 retinol dehydrogenase 13 isoform 1 precursor 112724 NP_001139443.1 23.56495468 1 6 6 36 331 35.91 8.1 0.98 0.97 0.89 0.95 Significant 0.000904 SPELAAQPSTYLAVAEELADVSGK 12 225579078 2xTMT6plex [N-Term; K24] 0.961 0.769 1.117 7.687326431 47.62 0 2904.560639 3 968.8573608 -1.070705988 -0.001036643 109.5739426TVIVTGANTGIGK 6 225579078 2xTMT6plex [N-Term; K13] 1.241 1.321 0.813 4.587964535 53.28 0 1689.031091 2 845.0195923 0.483508158 0.00040833 51.63754974APAPEAEDEEVAR 6 225579078 1xTMT6plex [N-Term] 0.896 0.74 0.823 4.517510414 70.74 0 1612.801596 2 806.9039307 -0.626879263 -0.000505516 25.68839048DYVTGGACPSK 4 225579078 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 0.963 0.762 3.787781 32.14 0 1612.840514 2 806.923645 -0.310186242 -0.00025014 32.18847461LVGLEAPSVR 4 225579078 1xTMT6plex [N-Term] 1.124 1.031 3.62377429 45.04 0 1269.772802 2 635.3867188 -5.230534145 -0.003320795 54.86423445AAYCQSK 4 225579078 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.985 0.914 2.826847553 19.17 0 1285.697478 2 643.3516846 -1.077974717 -0.000692975 20.56644299

225690489 TJAP1 tight junction-associated protein 1 isoform a 93643 NP_001139489.1 6.822262118 1 3 3 16 557 61.783 5.97 1.4 1.12 1.31 1.28 Significant 0.00415 GTEEGPGTSHTEGR 6 225690489 1xTMT6plex [N-Term] 1.316 1.302 1.378 5.38544035 61.19 0 1643.782257 3 548.5988159 -0.220677703 -0.000120915 16.58861898LEQEEPLTDAER 6 225690489 1xTMT6plex [N-Term] 1.251 1.168 1.063 3.76157999 45.47 0 1658.843461 2 829.9256592 0.350376264 0.00029061 37.91557758TLDWEIVELTNK 4 225690489 2xTMT6plex [N-Term; K12] 1.467 1.046 3.109034061 14.72 0 1919.089 3 640.3676758 -0.27403432 -0.000175299 87.44198182226342869 TBC1D15 TBC1 domain family member 15 isoform 2 64786 NP_001139686.1 9.824046921 1 6 6 24 682 78.522 5.35 1.12 0.94 1.06 1.04 Significant 0.00258 SLSQSFENLLDEPAYGLIQK 6 226342869 2xTMT6plex [N-Term; K20] 1.028 0.933 0.967 4.873760223 43.43 0 2710.470368 3 904.1610107 -0.696854487 -0.000629601 103.3895739VTNYIFDSLR 6 226342869 1xTMT6plex [N-Term] 1.156 0.926 0.961 2.983261108 20.41 0 1456.799745 2 728.9031372 -0.513197466 -0.000373813 74.59080245FLLGYFPWDSTK 4 226342869 2xTMT6plex [N-Term; K12] 1.209 0.863 3.751951933 15.91 0 1932.067142 2 966.539856 2.739477292 0.002646427 105.769895
IDVEDILCK 2 226342869 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.141 3.4286654 16.81 0 1562.886401 2 781.9467773 -0.078836504 -6.16E-05 78.7115026
LLIESLEK 4 226342869 2xTMT6plex [N-Term; K8] 0.954 1.202 3.291019678 34.18 0 1402.892138 2 701.9487915 -1.305846784 -0.000915981 72.88480774SISQEQEK 2 226342869 2xTMT6plex [N-Term; K8] 0.976 3.127604723 35.39 0 1406.78913 2 703.8987427 0.766953298 0.000539471 21.28654469226246671 RPS20 40S ribosomal protein S20 isoform 1 6224 NP_001139699.1 30.28169014 1 6 6 89 142 15.995 9.32 1.05 1.06 1.13 1.08 Significant 0.000543 LIDLHSPSEIVK 12 226246671 2xTMT6plex [N-Term; K12] 0.989 0.96 1.07 5.232483387 56.84 0 1809.088606 2 905.0471191 -0.909003984 -0.000822234 62.37676495DTGKTPVEPEVAIHR 14 226246671 2xTMT6plex [N-Term; K4] 2.102 2.111 2.014 5.889162064 25.43 1 2107.191174 4 527.5527344 -0.980418875 -0.000516482 36.4628008TPVEPEVAIHR 36 226246671 1xTMT6plex [N-Term] 1.024 0.992 1.039 4.597439289 47.54 0 1476.837194 3 492.9506531 0.143846943 7.08E-05 34.46220978KTPCGEGSK 19 226246671 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C4] 0.964 1.01 1.034 4.120480537 30.66 1 1650.945203 3 550.9863281 -0.467311089 -0.000257168 19.44235716
VCADLIR 2 226246671 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.043 2.453454494 37.42 0 1075.613131 2 538.3104858 0.52427743 0.00028196 40.17504146

TPCGEGSK 6 226246671 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.054 0.883 0.893 2.716442347 25.89 0 1293.687308 2 647.347168 -0.191972588 -0.000124176 18.75452974
226371739 PIP4K2C phosphatidylinositol 5-phosphate 4-kinase type-2 gamma isoform a 79837 NP_001139730.1 23.04038005 1 11 11 63 421 47.27 6.84 0.91 0.76 0.87 0.85 Significant 0.00279 FGIDDQDYLVSLTR 8 226371739 1xTMT6plex [N-Term] 0.671 1.018 1.2 5.423468113 66.49 0 1870.974809 2 935.989624 -1.516628183 -0.001418787 76.72066813IMDYSLLLGIHDIIR 6 226371739 1xTMT6plex [N-Term] 0.959 0.892 0.876 6.173641205 65.24 0 2001.140435 3 667.7180786 -0.375770807 -0.000250657 104.3041128IMDYSLLLGIHDIIR 2 226371739 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.715 3.88527298 29.06 0 2017.13535 3 667.7180786 -0.375770807 -0.000250657 104.3041128NPPSESEGSDGR 6 226371739 1xTMT6plex [N-Term] 0.914 0.745 0.97 3.589211941 49.97 0 1460.681481 2 730.8444214 0.058529829 4.27E-05 15.28284955DVEFLVQLK 6 226371739 2xTMT6plex [N-Term; K9] 1.121 1.005 0.961 3.896918297 53.3 0 1548.940151 2 774.9700317 -4.754395082 -0.003682137 81.78476459ENLPSHFK 6 226371739 2xTMT6plex [N-Term; K8] 0.831 0.763 0.824 3.680436134 29.36 0 1429.82037 3 477.2778931 -0.870368619 -0.000414824 35.311894VYIGEEEK 8 226371739 2xTMT6plex [N-Term; K8] 0.688 0.682 0.649 3.130802393 35.77 0 1424.803717 2 712.9048462 -0.913450163 -0.000650744 40.20280482EYCPQVFR 6 226371739 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.676 0.858 1.083 2.878374338 21.4 0 1327.666623 2 664.3364258 -0.789533669 -0.000524119 41.00258614SAEGAPQK 3 226371739 2xTMT6plex [N-Term; K8] 0.965 1.379 2.792176723 20.16 0 1245.720322 2 623.3647461 1.520010123 0.000946754 19.20477688DMDFLNK 4 226371739 2xTMT6plex [N-Term; K7] 0.975 0.788 3.290690899 19.01 0 1340.728444 2 670.867981 0.180039488 0.000120692 68.09620245FLISYDR 6 226371739 1xTMT6plex [N-Term] 0.941 0.519 0.522 2.324175358 23.62 0 1142.640726 2 571.8234863 -0.901178933 -0.000514862 57.77081884VYIGEEEKK 2 226371739 3xTMT6plex [N-Term; K8; K9] 1.295 0.731 1.949636102 1 1782.061612 3 594.6920776 0.037849509 2.25E-05 42.45859603226423947 NCEH1 neutral cholesterol ester hydrolase 1 isoform a 57552 NP_001139748.1 30.80357143 1 11 11 96 448 49.85 7.21 1.23 1.24 1.2 1.22 Significant 0.0000965 VYFPEQIHDVVR 8 226423947 1xTMT6plex [N-Term] 1.089 1.218 4.687674046 35.84 0 1730.942721 3 577.6519165 -0.880964033 -0.000508299 57.75964359SAPLIADQAVLQLLPK 24 226423947 2xTMT6plex [N-Term; K16] 1.214 1.29 1.257 5.644913673 67.54 0 2135.320397 2 1068.161743 -1.960886938 -0.002093561 101.8792642
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ICISGDSAGGNLAAALGQQFTQDASLK 10 226423947 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C2] 1.447 1.11 1.189 8.200107574 80.4 0 3151.645783 3 1051.225586 5.210535584 0.005473921 94.01582957
TYILTCEHDVLR 10 226423947 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.083 1.031 0.999 4.987818718 54 0 1748.920271 3 583.6442871 -1.122607992 -0.000654451 48.34128514VTDTDFDGVEVR 6 226423947 1xTMT6plex [N-Term] 1.306 1.228 1.158 4.829067707 72.58 0 1581.795782 2 791.3997192 -2.288698376 -0.001810127 55.62521427IVQELPQLLDAR 16 226423947 1xTMT6plex [N-Term] 1.351 1.29 1.084 4.769832134 51.85 0 1623.963122 2 812.4851685 -0.038151074 -3.10E-05 82.96908385SAWSSAQVK 6 226423947 2xTMT6plex [N-Term; K9] 1.26 1.188 0.993 4.334889412 43.01 0 1421.815285 2 711.4119263 0.907923185 0.00064545 38.40288515YFLKPEVLQK 6 226423947 3xTMT6plex [N-Term; K4; K10] 1.238 1.28 1.279 3.682477236 13.5 0 1952.218782 3 651.4104614 -0.999131181 -0.000650174 71.6661639NYKPVVQTTGNAR 6 226423947 2xTMT6plex [N-Term; K3] 1.22 1.174 1.306 3.465586662 7.66 0 1906.091066 3 636.0355225 0.49758001 0.000316144 30.67054582DDGIMYAK 2 226423947 2xTMT6plex [N-Term; K8] 1.206 2.788743258 25.29 0 1370.739009 2 685.8710938 -2.989402048 -0.002048845 42.17028018YWVDYFK 2 226423947 2xTMT6plex [N-Term; K7] 1.195 2.960826159 8.5 0 1478.808409 2 739.9064331 -1.906399129 -0.0014096 78.78815168226497654 RBM19 probable RNA-binding protein 19 9904 NP_001140170.1 9.479166667 1 6 6 24 960 107.265 6.54 1.19 1.43 1.47 1.36 Significant 0.00409 VALGETQLVQEVR 6 226497654 1xTMT6plex [N-Term] 0.983 1.545 1.457 4.299409866 47.56 0 1670.96385 2 835.9856567 0.111538357 9.32E-05 58.90074616ILGENEEEEDLAESGR 6 226497654 1xTMT6plex [N-Term] 0.987 1.353 1.332 4.174429417 60.61 0 2018.971574 2 1009.990112 0.680578861 0.000687035 55.04343441GFGFVDFLTK 6 226497654 2xTMT6plex [N-Term; K10] 1.465 1.632 1.925 3.360520601 48.2 0 1588.913936 2 794.9602661 -0.428470933 -0.000340402 95.61951723YGPLSELHYPIDSLTK 2 226497654 2xTMT6plex [N-Term; K16] 1.506 4.043224335 22.02 0 2291.268755 3 764.4283447 0.753215739 0.000575273 78.75387667VLLPEGGITAIVEFLEPLEAR 2 226497654 1xTMT6plex [N-Term] 1.16 3.434200764 7.31 0 2495.432242 3 832.4812012 -1.279190964 -0.001064045 113.2421595NVMEFLAPLKPVAIR 2 226497654 2xTMT6plex [N-Term; K10] 1.18 1.355 3.242053986 0 2156.302973 3 719.4364624 -3.774396767 -0.002712914 97.606681955749577 SLC25A4 ADP/ATP translocase 1 291 NP_001142.2 58.05369128 1 3 18 360 298 33.043 9.76 1.09 1.03 1.16 1.09 Significant 0.00118 EFHGLGDCIIK 6 55749577 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.213 1.06 1.209 5.435080051 46.18 0 1746.961298 3 582.9912109 -1.269608836 -0.000739319 54.22011596
YFPTQALNFAFK 80 55749577 2xTMT6plex [N-Term; K12] 1.066 1.045 1.074 4.603917599 67.8 0 1905.067477 2 953.0367432 -0.665121782 -0.000633551 95.00176701AAYFGVYDTAK 12 55749577 2xTMT6plex [N-Term; K11] 0.77 0.77 0.832 4.534658432 58.92 0 1663.909579 2 832.4593506 1.109021727 0.000922656 56.64972288

KGADIMYTGTVDCWR 6 55749577 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C13] 1.084 1.014 0.987 5.677231789 47.2 1 2231.135315 3 744.3829956 -0.395177104 -0.000293898 56.18055778
DFLAGGVAAAVSK 12 55749577 2xTMT6plex [N-Term; K13] 1.005 1.003 1.125 5.519784451 88.65 0 1663.978327 2 832.4912109 -1.91241974 -0.001591112 65.41807698GADIMYTGTVDCWR 6 55749577 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.157 0.907 1.005 4.999915123 52.88 0 1873.87742 2 937.4417114 -0.679910235 -0.000637034 57.76276854LLLQVQHASK 34 55749577 2xTMT6plex [N-Term; K10] 1.112 1.113 1.186 4.617786884 56.4 0 1595.004483 2 798.005188 -0.867303793 -0.000691677 50.02536672YFAGNLASGGAAGATSLCFVYPLDFAR 44 55749577 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.24 1.01 0.734 8.634692192 86.97 0 3025.507943 3 1009.173401 -0.758234096 -0.000764681 104.0820935GMGGAFVLVLYDEIKK 4 55749577 3xTMT6plex [N-Term; K15; K16] 0.891 3.976313829 10.78 1 2427.42885 3 809.8137817 -0.848006382 -0.000686158 109.9946331GMGGAFVLVLYDEIK 94 55749577 2xTMT6plex [N-Term; K15]; 1xOxidation [M2] 1.078 1.001 1.003 4.397531509 56.25 0 2086.16587 2 1043.586426 -0.141665389 -0.000147769 100.67834AFFKGAWSNVLR 4 55749577 2xTMT6plex [N-Term; K4] 0.01 0.954 3.444610357 7.1 1 1854.079045 3 618.697998 0.213750663 0.000132104 75.41946389GMGGAFVLVLYDEIK 16 55749577 2xTMT6plex [N-Term; K15] 0.873 0.905 3.789060593 26.47 0 2070.170955 2 1043.586426 -0.141665389 -0.000147769 100.67834EQGFLSFWR 6 55749577 1xTMT6plex [N-Term] 1.241 1.097 1.085 3.29757905 42.58 0 1398.736751 2 699.8717651 -0.355797159 -0.000248833 76.6393817GMGGAFVLVLYDEIKK 4 55749577 3xTMT6plex [N-Term; K15; K16]; 1xOxidation [M2] 1.21 3.244151354 5.73 1 2443.423765 3 809.8137817 -0.848006382 -0.000686158 109.9946331TAVAPIER 6 55749577 1xTMT6plex [N-Term] 1.091 1.292 1.145 3.239257097 58.12 0 1085.651625 2 543.3296509 0.368762689 0.000200174 26.08538074GADIMYTGTVDCWR 4 55749577 1xTMT6plex [N-Term]; 1xOxidation [M5]; 1xCarbamidomethyl [C12] 1.179 1.201 2.414115429 18.92 0 1889.872335 2 937.4417114 -0.679910235 -0.000637034 57.76276854GAWSNVLR 22 55749577 1xTMT6plex [N-Term] 0.807 0.969 1.03 3.070936203 42.49 0 1131.647208 2 566.3273926 0.265459277 0.000150203 46.77312533GNLANVIR 8 55749577 1xTMT6plex [N-Term] 1.385 1.074 0.954 2.603879929 38.81 0 1085.662858 2 543.3348999 -0.308572141 -0.000167503 39.81868095LAADVGK 30 55749577 2xTMT6plex [N-Term; K7] 0.75 0.911 1.115 3.096413136 28.36 0 1131.71378 2 566.3605957 0.118922516 6.73E-05 37.98940085MMMQSGR 6 55749577 1xTMT6plex [N-Term] 1.036 1.136 2.436966896 33.49 0 1069.515407 2 535.2610474 -0.551037819 -0.000294672 23.07197364GMLPDPK 9 55749577 2xTMT6plex [N-Term; K7] 0.94 0.937 0.952 2.371750593 22 0 1215.717151 2 608.3620605 -0.252152608 -0.000153273 52.86507329MMMQSGR 6 55749577 1xTMT6plex [N-Term]; 1xOxidation [M] 1.339 0.999 0.915 1.370088458 14.38 0 1085.510322 2 535.2610474 -0.551037819 -0.000294672 23.07197364156071459 SLC25A5 ADP/ATP translocase 2 292 NP_001143.2 53.02013423 1 4 19 451 298 32.831 9.69 1.13 1.14 1.14 1.13 Significant 0.0000086 AAYFGIYDTAK 18 156071459 2xTMT6plex [N-Term; K11] 1.098 1.142 1.097 4.477650166 61.85 0 1677.925229 2 839.4665527 0.357315534 0.000299774 60.93399941YFPTQALNFAFK 80 156071459 2xTMT6plex [N-Term; K12] 1.066 1.045 1.074 4.603917599 67.8 0 1905.067477 2 953.0367432 -0.665121782 -0.000633551 95.00176701LLLQVQHASK 34 156071459 2xTMT6plex [N-Term; K10] 1.112 1.113 1.186 4.617786884 56.4 0 1595.004483 2 798.005188 -0.867303793 -0.000691677 50.02536672DFLAGGVAAAISK 44 156071459 2xTMT6plex [N-Term; K13] 1.036 1.059 1.06 5.865142822 84.78 0 1677.993978 2 839.5002441 -0.456425208 -0.000382939 80.25420529GMGGAFVLVLYDEIKK 4 156071459 3xTMT6plex [N-Term; K15; K16] 0.891 3.976313829 10.78 1 2427.42885 3 809.8137817 -0.848006382 -0.000686158 109.9946331

KGTDIMYTGTLDCWR 13 156071459 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C13] 1.01 1.047 1.092 4.991853237 25.47 1 2275.16153 3 759.0592041 0.672073023 0.000509692 59.71822818
GMGGAFVLVLYDEIK 94 156071459 2xTMT6plex [N-Term; K15]; 1xOxidation [M2] 1.078 1.001 1.003 4.397531509 56.25 0 2086.16587 2 1043.586426 -0.141665389 -0.000147769 100.67834AFFKGAWSNVLR 4 156071459 2xTMT6plex [N-Term; K4] 0.01 0.954 3.444610357 7.1 1 1854.079045 3 618.697998 0.213750663 0.000132104 75.41946389GMGGAFVLVLYDEIK 16 156071459 2xTMT6plex [N-Term; K15] 0.873 0.905 3.789060593 26.47 0 2070.170955 2 1043.586426 -0.141665389 -0.000147769 100.67834QIFLGGVDKR 28 156071459 2xTMT6plex [N-Term; K9] 1.495 1.403 1.436 4.920788288 34 1 1590.973183 2 795.9887085 -1.912174162 -0.001521109 60.09668644EQGVLSFWR 20 156071459 1xTMT6plex [N-Term] 1.085 1.25 1.264 3.750448942 46.05 0 1350.736751 2 675.871582 -0.639560224 -0.000431939 68.09613357QIFLGGVDK 26 156071459 2xTMT6plex [N-Term; K9] 0.937 0.979 0.862 3.721011639 45.93 0 1434.872072 2 717.9397583 0.117328622 8.42E-05 61.5591744

KGTDIMYTGTLDCWR 12 156071459 2xTMT6plex [N-Term; K1]; 1xOxidation [M6]; 1xCarbamidomethyl [C13] 1.177 1.117 1.053 3.049480915 22.5 1 2291.156445 3 759.0592041 0.672073023 0.000509692 59.71822818
GMGGAFVLVLYDEIKK 4 156071459 3xTMT6plex [N-Term; K15; K16]; 1xOxidation [M2] 1.21 3.244151354 5.73 1 2443.423765 3 809.8137817 -0.848006382 -0.000686158 109.9946331

GLGDCLVK 24 156071459 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.21 1.172 1.258 3.566852808 45.65 0 1319.775729 2 660.3915405 0.057331474 3.78E-05 48.37348092TAVAPIER 6 156071459 1xTMT6plex [N-Term] 1.091 1.292 1.145 3.239257097 58.12 0 1085.651625 2 543.3296509 0.368762689 0.000200174 26.08538074GAWSNVLR 22 156071459 1xTMT6plex [N-Term] 0.807 0.969 1.03 3.070936203 42.49 0 1131.647208 2 566.3273926 0.265459277 0.000150203 46.77312533GNLANVIR 8 156071459 1xTMT6plex [N-Term] 1.385 1.074 0.954 2.603879929 38.81 0 1085.662858 2 543.3348999 -0.308572141 -0.000167503 39.81868095LAADVGK 30 156071459 2xTMT6plex [N-Term; K7] 0.75 0.911 1.115 3.096413136 28.36 0 1131.71378 2 566.3605957 0.118922516 6.73E-05 37.98940085DEGGKAFFKGAWSNVLR 2 156071459 3xTMT6plex [N-Term; K5; K9] 0.291 0.847 3.584572077 2 2569.449403 4 643.1166992 -1.726395155 -0.001108971 70.90262032MMMQSGR 6 156071459 1xTMT6plex [N-Term] 1.036 1.136 2.436966896 33.49 0 1069.515407 2 535.2610474 -0.551037819 -0.000294672 23.07197364GMLPDPK 9 156071459 2xTMT6plex [N-Term; K7] 0.94 0.937 0.952 2.371750593 22 0 1215.717151 2 608.3620605 -0.252152608 -0.000153273 52.86507329MMMQSGR 6 156071459 1xTMT6plex [N-Term]; 1xOxidation [M] 1.339 0.999 0.915 1.370088458 14.38 0 1085.510322 2 535.2610474 -0.551037819 -0.000294672 23.071973644502107 ANXA5 annexin A5 308 NP_001145.1 76.875 1 21 22 460 320 35.914 5.05 1.33 1.3 1.36 1.33 Significant 0.00017 QVYEEEYGSSLEDDVVGDTSGYYQR 17 4502107 1xTMT6plex [N-Term] 1.45 1.496 1.575 6.887254715 79.31 0 3117.401014 3 1039.804932 -0.247741026 -0.000257436 62.38231205GTVTDFPGFDER 16 4502107 1xTMT6plex [N-Term] 1.126 1.296 1.575 5.017729759 65.99 0 1569.774653 2 785.390625 -0.432807345 -0.000339705 51.08564923YMTISGFQIEETIDR 17 4502107 1xTMT6plex [N-Term] 0.999 1.074 1.107 4.608504295 40.8 0 2032.025858 2 1024.514282 0.251268509 0.000257302 64.73580927YMTISGFQIEETIDR 18 4502107 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.089 1.172 1.169 4.550158978 54.16 0 2048.020773 2 1024.514282 0.251268509 0.000257302 64.73580927SIPAYLAETLYYAMK 44 4502107 2xTMT6plex [N-Term; K15]; 1xOxidation [M14] 1.374 1.308 1.626 4.604279518 47.04 0 2208.20265 2 1096.606934 -0.521981782 -0.000572146 112.6336704SIPAYLAETLYYAMK 16 4502107 2xTMT6plex [N-Term; K15] 1.3 1.387 1.423 5.724339485 51.86 0 2192.207735 2 1096.606934 -0.521981782 -0.000572146 112.6336704DPDAGIDEAQVEQDAQALFQAGELK 26 4502107 2xTMT6plex [N-Term; K25] 1.029 0.9 0.936 6.953037262 64.59 0 3116.578808 4 779.8994751 -0.878466274 -0.000684452 95.01377583KNFATSLYSMIK 15 4502107 3xTMT6plex [N-Term; K1; K12] 1.516 1.537 1.515 6.364904404 41.1 1 2090.228694 3 697.4116211 -4.011139438 -0.002794733 80.80501333NFATSLYSMIK 35 4502107 2xTMT6plex [N-Term; K11] 1.45 1.382 1.425 5.322016239 71.57 0 1732.970799 2 866.9887695 -0.309772963 -0.000268414 86.39066371GAGTDDHTLIR 18 4502107 1xTMT6plex [N-Term] 1.273 1.262 1.306 5.192645073 54.15 0 1384.738208 3 462.2511292 0.452375163 0.000208807 35.01830259GLGTDEESILTLLTSR 56 4502107 1xTMT6plex [N-Term] 1.255 1.394 1.34 5.608372211 74.51 0 1934.064352 2 967.5353394 -0.491244803 -0.00047505 99.65608386ETSGNLEQLLLAVVK 11 4502107 2xTMT6plex [N-Term; K15] 0.927 0.926 4.214855194 31.08 0 2072.236727 3 691.4169312 -0.234796036 -0.000162184 112.212055SEIDLFNIR 12 4502107 1xTMT6plex [N-Term] 1.357 1.171 1.542 4.205702305 50.39 0 1335.746982 2 668.3774414 0.467590426 0.000312291 66.35113752VLTEIIASR 14 4502107 1xTMT6plex [N-Term] 1.211 1.092 1.598 3.445577383 36.41 0 1230.761903 2 615.8847656 0.285343574 0.000175595 66.73293347QEISAAFK 22 4502107 2xTMT6plex [N-Term; K8] 1.173 1.247 1.216 3.744338036 51.84 0 1351.798572 2 676.4021606 -1.130117289 -0.000763845 58.78017264LIVALMKPSR 12 4502107 2xTMT6plex [N-Term; K7] 2.254 1.758 2.008 3.597800255 19.32 0 1586.022775 3 529.3453369 -0.830926159 -0.000439289 70.24068981ALLLLCGEDD 18 4502107 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.428 1.415 1.464 2.736211061 70.63 0 1347.702734 2 674.3549805 -0.036731023 -2.48E-05 76.95920964LYDAYELK 22 4502107 2xTMT6plex [N-Term; K8] 1.424 1.472 1.374 3.750732422 37.27 0 1472.840103 2 736.9228516 -1.138117435 -0.000838132 58.90220815GDTSGDYK 12 4502107 2xTMT6plex [N-Term; K8] 1.037 1.105 1.139 2.596903324 30.16 0 1300.678517 2 650.8435059 0.936687071 0.000609164 19.28070387FITIFGTR 18 4502107 1xTMT6plex [N-Term] 1.78 1.506 1.46 3.239117861 49.12 0 1183.70366 2 592.3552246 -0.412072097 -0.000243886 78.02455171DLLDDLKSELTGKFEK 1 4502107 4xTMT6plex [N-Term; K7; K13; K16] 1.716 2.745626211 2 2767.626313 4 692.6627197 0.988549732 0.000683984 106.3260371DLLDDLK 38 4502107 2xTMT6plex [N-Term; K7] 0.939 0.979 0.937 3.209394932 32.32 0 1289.771689 2 645.3876953 -2.771726989 -0.001787447 68.59873635ADAETLR 12 4502107 1xTMT6plex [N-Term] 1.318 1.246 1.341 2.918022633 30.35 0 1004.55739 2 502.7823486 0.030446867 1.53E-05 18.76866001GAGTNEK 4 4502107 2xTMT6plex [N-Term; K7] 0.697 0.444 1.737367868 28.57 0 1134.651908 2 567.8293457 -0.434850324 -0.000246702 16.07757783LIVALMKPSR 5 4502107 2xTMT6plex [N-Term; K7]; 1xOxidation [M6] 1.824 1.876 1.804 1.962593913 10.49 0 1602.01769 3 529.3453369 -0.830926159 -0.000439289 70.2406898171773329 ANXA6 annexin A6 isoform 1 309 NP_001146.2 77.86032689 1 51 51 919 673 75.826 5.6 1.48 1.46 1.46 1.47 Significant 0.0000207 EEGGENLDQAR 12 71773329 1xTMT6plex [N-Term] 0.85 1.048 1.298 4.072212219 58.56 0 1446.702216 2 723.8549805 0.323630872 0.000234099 17.9387503GSIHDFPGFDPNQDAEALYTAMK 4 71773329 2xTMT6plex [N-Term; K23]; 1xOxidation [M22] 1.503 1.342 4.977004528 51.62 0 2998.465693 3 1000.156616 -3.467779275 -0.003466006 70.24727751GSIHDFPGFDPNQDAEALYTAMK 39 71773329 2xTMT6plex [N-Term; K23] 1.434 1.337 1.108 7.459148407 46.05 0 2982.470778 3 1000.156616 -3.467779275 -0.003466006 70.24727751KAMEGAGTDEK 4 71773329 3xTMT6plex [N-Term; K1; K11] 1.746 1.681 4.912885189 27.92 1 1824.01401 3 608.6758423 -0.568221804 -0.000345482 23.09096643DAFVAIVQSVK 33 71773329 2xTMT6plex [N-Term; K11] 1.542 1.498 1.585 4.787840366 75.6 0 1634.988164 2 817.9971924 -0.645732121 -0.000527882 82.70233925WGTDEAQFIYILGNR 39 71773329 1xTMT6plex [N-Term] 0.692 0.969 0.755 5.396612167 60.42 0 2012.043892 2 1006.525208 -0.374341206 -0.000376595 90.77720109EDAQVAAEILEIADTPSGDK 48 71773329 2xTMT6plex [N-Term; K20] 1.589 1.445 1.394 6.573675632 88.99 0 2530.328848 2 1265.670044 1.566108938 0.001981385 91.1322881SLHQAIEGDTSGDFLK 12 71773329 2xTMT6plex [N-Term; K16] 1.476 1.565 1.451 5.676294804 49 0 2176.165018 2 1088.585693 -0.417349439 -0.000454111 53.43621614EDAQVAAEILEIADTPSGDKTSLETR 12 71773329 2xTMT6plex [N-Term; K20] 3.645 3.588 3.396 7.738577843 43.48 1 3217.684002 3 1073.230591 -2.107838762 -0.002260786 87.86134692LILGLMMPPAHYDAK 16 71773329 2xTMT6plex [N-Term; K15] 1.487 1.587 1.534 5.014547825 45.89 0 2128.206295 3 710.0734863 -0.182983025 -0.000129809 91.11263501LILGLMMPPAHYDAK 10 71773329 2xTMT6plex [N-Term; K15]; 1xOxidation [M] 0.915 1.159 5.003239632 42.16 0 2144.20121 3 710.0734863 -0.182983025 -0.000129809 91.11263501EEDDVVSEDLVQQDVQDLYEAGELK 38 71773329 2xTMT6plex [N-Term; K25] 1.167 1.116 1.107 5.402980804 58.14 0 3323.641862 3 1108.550781 -1.224984571 -0.001357137 94.01730365GFGSDKEAILDIITSR 23 71773329 2xTMT6plex [N-Term; K6] 2.012 1.76 1.342 3.861765146 49.75 1 2180.232704 2 1090.618896 -1.003384293 -0.001093806 88.94263938GLGTDEDTIIDIITHR 44 71773329 1xTMT6plex [N-Term] 1.382 1.47 1.659 6.711848736 97.67 0 1998.0705 2 999.5375366 -1.353089299 -0.001351784 88.00339417DLEADIIGDTSGHFQK 38 71773329 2xTMT6plex [N-Term; K16] 1.434 1.47 1.464 6.637142181 64.25 0 2204.159933 3 735.3883667 -4.258344507 -0.003128691 63.18495206SLEDALSSDTSGHFR 21 71773329 1xTMT6plex [N-Term] 1.334 1.425 1.632 6.230690956 79.01 0 1850.908186 3 617.6408081 -0.170129235 -0.000104965 46.83766639DAISGIGTDEK 14 71773329 2xTMT6plex [N-Term; K11] 1.238 1.307 1.357 4.405738831 66.45 0 1563.863023 2 782.4348145 -0.428831515 -0.000335317 41.77576551EIKDAISGIGTDEK 12 71773329 3xTMT6plex [N-Term; K3; K14] 2.639 3.111 2.903 5.13322258 26.02 1 2163.247575 3 721.7542114 0.234003426 0.000168736 55.16290729LSGGDDDAAGQFFPEAAQVAYQMWELSAVAR 4 71773329 1xTMT6plex [N-Term] 8.429775238 84.19 0 3529.689549 3 1177.232544 -1.83301505 -0.002156658 112.7300344
MLVVLLQGTREEDDVVSEDLVQQDVQDLYEAGELK 3 71773329 2xTMT6plex [N-Term; K35] 2.496 1.195 5.874145031 26.31 1 4434.300197 4 1109.328003 -2.258455857 -0.002503668 112.2604184
MLVVLLQGTREEDDVVSEDLVQQDVQDLYEAGELK 10 71773329 2xTMT6plex [N-Term; K35]; 1xOxidation [M1] 1.859 1.66 1.963 5.265899181 19.38 1 4450.295112 4 1109.328003 -2.258455857 -0.002503668 112.2604184

TNEQMHQLVAAYK 22 71773329 2xTMT6plex [N-Term; K13] 1.384 1.467 1.386 4.768357277 59.48 0 1991.078452 2 996.0437622 0.901875092 0.000897852 48.5063316GTVRPANDFNPDADAK 12 71773329 2xTMT6plex [N-Term; K16] 1.631 1.686 1.447 4.902742386 22.86 0 2146.129302 3 716.0479736 0.030803567 2.20E-05 33.93981334
LIVGLMRPPAYCDAK 19 71773329 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 1.57 1.729 1.617 4.496088028 11.09 0 2162.223008 3 721.4121094 -0.570364387 -0.000411085 74.87691278

ILISLATGHREEGGENLDQAR 6 71773329 1xTMT6plex [N-Term] 1.697 1.831 2.166 6.353773117 35.53 1 2508.336779 4 627.8357544 -6.215717126 -0.003897778 56.51289906DLMTDLKSEISGDLAR 9 71773329 2xTMT6plex [N-Term; K7] 0.563 1.234 1.078 4.488247871 15.65 1 2222.210254 3 741.4086304 0.487777104 0.000361314 88.14426516MTNYDVEHTIKK 8 71773329 3xTMT6plex [N-Term; K11; K12] 2.617 2.133 1.252 4.287475109 20.27 1 2166.219586 4 542.3103027 -0.094622217 -5.12E-05 54.00793032AMEGAGTDEK 22 71773329 2xTMT6plex [N-Term; K10] 1.404 1.371 1.161 3.911979914 54.35 0 1466.756115 2 733.8809204 -1.057360301 -0.000775445 110.9293631SELDMLDIR 20 71773329 1xTMT6plex [N-Term] 1.466 1.241 1.494 3.443935394 68.12 0 1320.703068 2 660.8547363 -0.660136083 -0.000435922 60.31334435AINEAYKEDYHK 19 71773329 3xTMT6plex [N-Term; K7; K12] 1.521 1.417 1.729 4.524484158 12.04 1 2168.19548 4 542.8039551 -0.686892632 -0.000372329 34.72745677NKPLFFADK 17 71773329 3xTMT6plex [N-Term; K2; K9] 1.554 1.529 1.612 3.730100632 31.65 0 1767.077203 3 589.6974487 0.333976017 0.00019672 59.30628327SEISGDLAR 17 71773329 1xTMT6plex [N-Term] 1.581 1.489 1.349 3.554687262 56.33 0 1176.642182 2 588.824646 -0.141799958 -8.34E-05 26.94844382STPEYFAER 6 71773329 1xTMT6plex [N-Term] 1.786 1.428 1.576 3.432791948 29.1 0 1328.668397 2 664.8378296 -0.010823101 -7.19E-06 33.24852521CLIEILASR 18 71773329 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.657 1.539 1.316 3.792111158 38.89 0 1303.760524 2 652.3844604 0.859619859 0.000560369 76.11869015GELSGDFEK 15 71773329 2xTMT6plex [N-Term; K9] 1.656 1.468 1.577 3.501667738 49.11 0 1439.778231 2 720.3927002 -0.074309621 -5.35E-05 44.26853281TNEQMHQLVAAYK 2 71773329 2xTMT6plex [N-Term; K13]; 1xOxidation [M5] 1.432 3.790692806 13.15 0 2007.073367 2 996.0437622 0.901875092 0.000897852 48.5063316SEIDLLNIR 12 71773329 1xTMT6plex [N-Term] 1.483 1.552 1.433 3.667376757 57.18 0 1301.762632 2 651.3833008 -2.540192366 -0.001653364 63.3459172LIVGLMRPPAYCDAK 6 71773329 2xTMT6plex [N-Term; K15]; 1xOxidation [M6]; 1xCarbamidomethyl [C12] 1.681 1.491 1.433 2.77058053 7.74 0 2178.217923 3 721.4121094 -0.570364387 -0.000411085 74.87691278ALIEILATR 22 71773329 1xTMT6plex [N-Term] 1.382 1.426 1.517 3.62100029 45.47 0 1228.782639 2 614.8945923 -0.594856783 -0.000365475 80.12240398ILISLATGHR 8 71773329 1xTMT6plex [N-Term] 1.279 1.108 1.238 3.484646797 42.09 0 1309.815336 3 437.276123 -1.160544798 -0.0005067 60.35738438ALLALCGGED 18 71773329 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.597 1.481 1.584 2.639162302 55.74 0 1247.650304 2 624.3284302 -0.577604506 -0.000360324 63.68217421AMEGAGTDEK 16 71773329 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.482 1.419 1.302 2.579465628 34.73 0 1482.75103 2 733.8809204 -1.057360301 -0.000775445 110.9293631LVFDEYLK 22 71773329 2xTMT6plex [N-Term; K8] 1.353 1.534 3.270476103 43.65 0 1484.876488 2 742.9419556 0.098474731 7.31E-05 79.6575344
QEVCQSYK 14 71773329 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.249 1.563 1.682 3.721160173 39.19 0 1499.792835 2 750.3997192 -0.449017639 -0.000336717 24.50171526

TTGKPIEASIR 10 71773329 2xTMT6plex [N-Term; K4] 1.833 1.641 1.518 2.671329021 25.94 0 1630.989227 2 815.9976196 -0.774911426 -0.000631936 34.57963572NDTSGEYKK 11 71773329 3xTMT6plex [N-Term; K8; K9] 2.785 2.382 1.751 3.015688658 4.75 1 1728.973525 3 576.9958496 -0.30648351 -0.000176634 22.69940211MTNYDVEHTIK 6 71773329 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 1.387 1.426 1.421 2.463536501 8.72 0 1824.956606 3 608.9889526 -2.356992944 -0.001433803 34.39676324SELDMLDIR 12 71773329 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.212 1.177 1.194 2.446634769 49.41 0 1336.697983 2 660.8547363 -0.660136083 -0.000435922 60.31334435FMTILCTR 16 71773329 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.59 1.37 2.028 2.981862545 40.03 0 1270.684916 2 635.847168 1.686875695 0.001071744 66.30588669NDTSGEYK 4 71773329 2xTMT6plex [N-Term; K8] 1.357 1.652 2.287526846 11.52 0 1371.715631 2 686.3612061 -0.360884293 -0.000247515 104.3777039DLIADLK 10 71773329 2xTMT6plex [N-Term; K7] 1.391 1.514 1.57 2.952543259 30.51 0 1245.78186 2 623.3945313 -0.05925596 -3.69E-05 73.41597981VFQEFIK 18 71773329 2xTMT6plex [N-Term; K7] 1.511 1.447 1.445 3.273769617 38.45 0 1368.829144 2 684.9180298 -0.26394798 -0.00018065 69.29890758SLYSMIK 18 71773329 2xTMT6plex [N-Term; K7] 1.412 1.427 1.341 3.201746702 38.92 0 1299.774666 2 650.3903809 -0.908435347 -0.000590381 62.711537LMLAVVK 20 71773329 2xTMT6plex [N-Term; K7] 1.501 1.614 1.587 3.135771513 39.12 0 1231.821222 2 616.4111328 -5.060129577 -0.003116587 73.61181349AINEAYK 10 71773329 2xTMT6plex [N-Term; K7] 1.035 1.075 0.95 2.366383076 33.12 0 1266.745809 2 633.8763428 -0.31547223 -0.000199812 32.36713725GAGTDEK 6 71773329 2xTMT6plex [N-Term; K7] 1.719 1.298 1.79 2.167047262 29.14 0 1135.635924 2 568.3213501 -0.44044458 -0.000250092 16.73258821DLMTDLK 6 71773329 2xTMT6plex [N-Term; K7] 1.487 1.444 1.431 2.754607439 31.32 0 1293.748845 2 647.3771973 -1.334949018 -0.000863544 53.73145197EMSGDVR 6 71773329 1xTMT6plex [N-Term] 1.137 1.45 1.127 2.469551563 25.04 0 1022.513811 2 511.7602234 -0.626439124 -0.000320271 17.78784539226529917 TPI1 triosephosphate isomerase isoform 2 7167 NP_001152759.1 69.58041958 1 17 17 701 286 30.772 5.92 1.07 1.07 1.07 1.07 Non-Significant 1 TATPQQAQEVHEK 22 226529917 2xTMT6plex [N-Term; K13] 1.023 1.056 1.039 6.574728489 51.01 0 1925.04926 2 963.0283813 0.117225734 0.000112833 21.73863445
IIYGGSVTGATCK 60 226529917 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.035 1.043 1.058 5.556898594 73.36 0 1784.998077 2 893.0025024 -0.195315161 -0.000174319 48.36629891

VAHALAEGLGVIACIGEK 82 226529917 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C14] 1.225 1.195 1.169 7.079669476 76.36 0 2266.299344 2 1133.64856 -4.192539437 -0.004750775 95.7878288
VVLAYEPVWAIGTGK 57 226529917 2xTMT6plex [N-Term; K15] 1.082 1.049 1.034 5.292711735 74.45 0 2061.214869 2 1031.110107 -0.936819484 -0.000965493 92.42024182QSLGELIGTLNAAK 36 226529917 2xTMT6plex [N-Term; K14] 1.038 1.029 1.086 5.707629681 92.11 0 1873.115883 2 937.0618286 0.265416874 0.000248578 84.63101018HVFGESDELIGQK 75 226529917 2xTMT6plex [N-Term; K13] 0.931 0.943 0.921 4.928343296 72.54 0 1917.048198 2 959.0265503 -1.238280845 -0.001186922 48.87887402DCGATWVVLGHSER 20 226529917 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.163 1.184 1.233 5.849404335 62.72 0 1815.900933 2 908.4545898 0.534240323 0.000485064 45.66808001ELASQPDVDGFLVGGASLKPEFVDIINAK 83 226529917 3xTMT6plex [N-Term; K19; K29] 1.016 1.137 1.051 7.264083862 38.65 0 3717.071789 5 744.2206421 0.62290678 0.000463078 107.4544013VPADTEVVCAPPTAYIDFAR 56 226529917 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.129 1.093 1.164 5.995763779 56.52 0 2421.232163 3 807.7506104 2.112583323 0.001705018 82.44565717SNVSDAVAQSTR 60 226529917 1xTMT6plex [N-Term] 1.068 1.104 1.163 4.603770733 56.57 0 1463.765151 3 488.5926208 -1.258009983 -0.00061381 22.29293356KQSLGELIGTLNAAK 42 226529917 3xTMT6plex [N-Term; K1; K15] 0.989 0.936 0.943 6.593958855 52.02 1 2230.373778 3 744.1294556 0.015710021 1.17E-05 79.00390334KFFVGGNWK 10 226529917 3xTMT6plex [N-Term; K1; K9] 1.157 1.156 1.242 4.173076153 28.13 1 1770.066972 2 885.5348511 -2.56880764 -0.002273481 63.37044618

IAVAAQNCYK 20 226529917 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.054 1.104 1.116 4.296905518 52.6 0 1595.897969 2 798.4520874 -0.671011138 -0.000535433 41.8341859
FFVGGNWK 27 226529917 2xTMT6plex [N-Term; K8] 1.029 1.05 1.003 3.493378401 33.27 0 1412.809078 2 706.9055786 -3.678432932 -0.002598462 72.51171172VIADNVKDWSK 3 226529917 3xTMT6plex [N-Term; K7; K11] 1.619 1.741 2.379604816 2.7 1 1962.162723 3 654.7254028 -0.544258584 -0.000355975 54.90206699VIADNVK 26 226529917 2xTMT6plex [N-Term; K7] 1.058 1.103 1.079 3.34530282 39.29 0 1216.766544 2 608.8870239 0.186742119 0.000113611 35.73940407EAGITEK 22 226529917 2xTMT6plex [N-Term; K7] 1.027 1.082 1.084 2.871931553 38.98 0 1205.714174 2 603.3604126 -0.518766969 -0.000312742 25.84046879226874831 GUK1 guanylate kinase isoform a 2987 NP_001152862.1 60.09174312 1 8 8 39 218 23.767 7.5 0.81 0.75 0.81 0.79 Significant 0.00064 DIAAGDFIEHAEFSGNLYGTSK 6 226874831 2xTMT6plex [N-Term; K22] 1.281 0.972 1.625 6.118090153 57.3 0 2800.419395 3 934.1434937 -1.238062047 -0.001155698 74.29376057ATDLRPIYISVQPPSLHVLEQR 6 226874831 1xTMT6plex [N-Term] 0.755 0.809 0.592 8.217105865 44.29 0 2761.556214 4 691.1431274 -2.003991209 -0.001383534 76.3526784ICVLDVDLQGVR 9 226874831 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.792 0.837 1.039 3.748135567 47.14 0 1615.903893 2 808.4554443 -0.173951017 -0.000140544 73.46982287

LAAAQADMESSKEPGLFDVVIINDSLDQAYAELK 4 226874831 3xTMT6plex [N-Term; K12; K34]; 1xOxidation [M8] 0.851 0.916 4.649969101 14.18 1 4355.293545 4 1089.580933 1.918584514 0.002089 109.5587421
APPDGMSGPRPVVLSGPSGAGK 2 226874831 2xTMT6plex [N-Term; K22] 1.167 4.2289114 25.71 0 2492.369548 3 831.4627686 1.686729829 0.001401318 49.50855214EALSEEIK 6 226874831 2xTMT6plex [N-Term; K8] 0.734 0.636 0.705 3.330546379 46.24 0 1376.803717 2 688.9049072 -0.856634 -0.000589708 41.428553EALSEEIKK 4 226874831 3xTMT6plex [N-Term; K8; K9] 0.762 0.826 3.080682039 10.67 1 1734.061612 3 578.6919556 -0.1722896 -9.96E-05 44.11126825NTETEESLVK 2 226874831 2xTMT6plex [N-Term; K10] 0.951 2.536550045 10.05 0 1607.889238 2 804.4474487 -1.005541317 -0.0008084 36.17781761

228480209 FHL1 four and a half LIM domains protein 1 isoform 3 precursor 2273 NP_001153173.1 35.9223301 1 9 9 56 309 34.973 8.32 1.36 1.49 1.43 1.43 Significant 0.000693
AIVAGDQNVEYK 6 228480209 2xTMT6plex [N-Term; K12] 1.353 1.609 1.658 5.426571369 57.18 0 1764.98962 2 882.9975586 -1.008392616 -0.000889901 42.98030102

AITSGGITYQDQPWHADCFVCVTCSK 4 228480209 2xTMT6plex [N-Term; K26]; 3xCarbamidomethyl [C18; C21; C24] 1.558 5.168372154 75.02 0 3459.653588 3 1153.890015 0.550065278 0.000634345 69.74428585
GEDFYCVTCHETK 6 228480209 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C6; C9] 1.573 1.705 1.402 4.632835388 36.68 0 2103.987983 3 702.0012817 0.622296731 0.000436435 42.6431741

QVIGTGSFFPK 14 228480209 2xTMT6plex [N-Term; K11] 1.274 1.463 1.415 4.556784153 65.26 0 1638.961949 3 546.9921875 0.036645146 2.00E-05 67.85413468
FVFHQEQVYCPDCAK 2 228480209 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C10; C13] 1.188 4.440149784 10.03 0 2386.172429 3 796.0586548 -4.617526544 -0.003672738 53.69144836

FCANTCVECR 6 228480209 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C6; C9] 1.613 1.454 0.01 3.68559742 27.19 0 1545.68097 2 773.3435669 -0.719896899 -0.000556365 30.47921087
DCFTCSNCK 6 228480209 2xTMT6plex [N-Term; K9]; 3xCarbamidomethyl [C2; C5; C8] 1.732 1.693 1.597 3.85106802 16.75 0 1649.748605 2 825.3771973 -0.901142602 -0.000743329 28.87859685
NPITGFGK 6 228480209 2xTMT6plex [N-Term; K8] 1.611 1.367 1.143 2.976402044 35.71 0 1291.777443 2 646.3925171 0.243478232 0.00015726 49.74932306
FDCHYCR 6 228480209 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 1.325 1.641 3.12367487 7.79 0 1286.560778 3 429.5253906 0.653187175 0.000280122 21.79744206

229577398 BZW2 basic leucine zipper and W2 domain-containing protein 2 28969 NP_001153239.1 34.60620525 1 14 16 79 419 48.132 6.68 1.13 1.04 1.14 1.1 Significant 0.00083
DTLVQGLNEAGDDLEAVAK 4 229577398 2xTMT6plex [N-Term; K19] 1.091 4.955708981 59.03 0 2416.297155 2 1208.649658 -2.116765208 -0.002557367 81.10398918KEELVAEQAIK 16 229577398 3xTMT6plex [N-Term; K1; K11] 1.307 1.335 5.936946869 38.53 1 1945.193689 3 649.069397 -0.026348035 -1.71E-05 47.81807957ADVLSEEAILK 6 229577398 2xTMT6plex [N-Term; K11] 1.45 1.416 1.412 4.661229134 73.19 0 1645.977659 2 823.4925537 0.104534757 8.60E-05 66.21033151EELVAEQAIK 24 229577398 2xTMT6plex [N-Term; K10] 1.141 1.098 1.121 4.172003269 60.22 0 1587.935794 2 794.4709473 -0.7406148 -0.000588024 48.35616845

VQEYCYDNIHFMK 2 229577398 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.671 3.732999325 32.02 0 2205.087302 3 735.7007446 0.171492856 0.000126052 57.99616686
AFSETEQTK 4 229577398 2xTMT6plex [N-Term; K9] 1.302 1.022 3.713488817 37.07 0 1498.815345 2 749.9125366 1.636033549 0.001226056 30.21344286DANSVTSSLR 2 229577398 1xTMT6plex [N-Term] 0.532 2.925720215 24.1 0 1278.68511 2 639.8463745 0.283731651 0.000181402 24.86764107LSQECPIK 6 229577398 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.299 1.148 1.047 3.104490757 41.86 0 1432.823407 2 716.9142456 -1.530257708 -0.001096295 36.6771007
NYAQVFNK 4 229577398 2xTMT6plex [N-Term; K8] 1.494 1.311 3.530348301 39.32 0 1441.82037 2 721.4125366 -1.785102961 -0.001286899 47.51648287HQKPVLTGQR 5 229577398 2xTMT6plex [N-Term; K3] 1.111 0.994 0.969 3.106528044 23.58 0 1621.99023 4 406.2529602 -0.134821828 -5.47E-05 20.6787932LLELFPVNR 6 229577398 1xTMT6plex [N-Term] 1.094 1.245 1.145 3.447216749 21.81 0 1329.809188 2 665.4066772 -2.338769983 -0.001555059 84.23923394YFTDAGLK 6 229577398 2xTMT6plex [N-Term; K8] 1 0.914 1.001 2.997301102 25.32 0 1372.787673 2 686.8972778 -0.287215529 -0.000197143 52.78520357EVVLYVK 2 229577398 2xTMT6plex [N-Term; K7] 1.107 3.05899334 30.42 0 1307.833895 2 654.4199829 -0.922196383 -0.00060304 60.60174765ELSDFLR 4 229577398 1xTMT6plex [N-Term] 1.061 1.198 2.212499142 20.12 0 1108.61999 2 554.8131714 -0.833600846 -0.000462073 56.05578806VQQSLGTR 2 229577398 1xTMT6plex [N-Term] 0.924 1.878936172 9.54 0 1117.652687 2 559.3297119 -0.483318191 -0.000270091 21.27578256FEPTVFR 6 229577398 1xTMT6plex [N-Term] 0.978 1.165 1.292 2.877840281 22.83 0 1124.630161 2 562.8185425 -0.313666728 -0.00017638 53.59598354229577422 SLC39A11 zinc transporter ZIP11 isoform 1 201266 NP_001153242.1 2.046783626 1 1 1 5 342 35.373 5.6 0.81 0.83 0.76 0.8 Significant 0.000676 AGLLSDK 5 229577422 2xTMT6plex [N-Term; K7] 0.808 0.828 0.756 2.611784458 18.3 0 1161.724345 2 581.3656616 -0.256719947 -0.000149119 38.7178743229577444 CANT1 soluble calcium-activated nucleotidase 1 124583 NP_001153245.1 10.47381546 1 3 3 14 401 44.812 6.09 1.31 1.3 1.28 1.3 Significant 0.0000463 AVPWVILSDGDGTVEK 6 229577444 2xTMT6plex [N-Term; K16] 1.206 1.218 1.273 3.944703341 42.92 0 2144.200341 3 715.4049072 -0.080594294 -5.76E-05 84.20421835AQEENTWFSYLK 6 229577444 2xTMT6plex [N-Term; K12] 1.603 1.936 1.347 4.392898083 54.11 0 1974.037299 2 987.5228271 0.546543308 0.000539448 78.40997394ISVGGLPVLASMTK 2 229577444 2xTMT6plex [N-Term; K14] 1.33 3.804043531 15.38 0 1831.112712 3 611.0425415 0.195974675 0.000119617 90.92845885

237649012 EBNA1BP2 probable rRNA-processing protein EBP2 isoform 1 10969 NP_001153408.1 36.01108033 1 13 13 82 361 40.659 9.98 1.15 1.2 1.19 1.18 Significant 0.000168 QAQAAVLAVLPR 8 237649012 1xTMT6plex [N-Term] 1.505 1.129 1.326 4.867828846 64.98 0 1465.905214 2 733.4568481 0.822781072 0.00060306 64.56422356LDVTLGPVPEIGGSEAPAPQNK 2 237649012 2xTMT6plex [N-Term; K22] 100 2.871315956 29.84 0 2647.470702 2 1324.23584 -2.379283176 -0.003149541 76.81972076ESYDDVSSFR 6 237649012 1xTMT6plex [N-Term] 1.351 1.269 1.334 4.116919994 40.11 0 1433.674604 2 717.3400269 -1.274584244 -0.00091367 31.35024262GLLKPGLNVVLEGPK 18 237649012 3xTMT6plex [N-Term; K4; K15] 1.254 1.227 1.268 5.0420084 35.53 0 2221.425086 3 741.1455688 -1.320083693 -0.000977489 79.02241886LDFLEGDQKPLAQR 4 237649012 2xTMT6plex [N-Term; K9] 0.589 0.9 5.084184647 12.4 0 2088.18536 3 696.732666 -0.917123145 -0.000638374 62.36184128AVDPEDDFQR 6 237649012 1xTMT6plex [N-Term] 1.343 1.391 1.093 3.429302454 39.48 0 1420.690589 2 710.847229 -2.398461857 -0.001703736 111.461034KVQTEVLQK 2 237649012 3xTMT6plex [N-Term; K1; K9] 0.985 2.926333427 5.98 1 1760.124881 3 587.3783569 -2.479164556 -0.001454546 39.71806243
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RPTDYFAEMAK 8 237649012 2xTMT6plex [N-Term; K11] 0.939 1.151 0.921 4.906303406 23.36 0 1786.956212 3 596.3240356 0.750926959 0.000447291 60.43447922VQTEVLQK 6 237649012 2xTMT6plex [N-Term; K8] 1.21 1.271 1.326 3.466629744 48.31 0 1402.866986 2 701.9367676 -0.518718993 -0.000363847 41.38658791GFSDKLDFLEGDQKPLAQR 4 237649012 3xTMT6plex [N-Term; K5; K14] 1.473 1.719 3.373375416 1.65 1 2851.592104 3 951.2022705 0.054191985 5.15E-05 70.67228076ELQDAFSR 6 237649012 1xTMT6plex [N-Term] 1.106 1.394 1.003 2.760371208 27.21 0 1194.631618 2 597.817749 -2.842828764 -0.001698067 36.88151374QCLAEFK 6 237649012 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.354 1.163 1.499 2.90007329 30.14 0 1353.760079 2 677.3823853 -1.909365055 -0.001292411 59.01893086
SDLQMQK 6 237649012 2xTMT6plex [N-Term; K7] 1.245 1.299 1.222 3.071144342 33.68 0 1307.739343 2 654.3724365 -1.335520824 -0.000873257 32.35109192

237649130 NAT1 arylamine N-acetyltransferase 1 isoform b 9 NP_001153647.1 4.829545455 1 2 2 10 352 40.82 6.9 0.74 0.86 1.29 0.96 Significant 0.0288
NKLDLETLTDILQHQIR 4 237649130 2xTMT6plex [N-Term; K2] 0.769 1.333 5.905078411 36.24 1 2508.454993 4 627.8671875 -3.218108367 -0.00201812 95.79567823LDLETLTDILQHQIR 6 237649130 1xTMT6plex [N-Term] 0.742 0.9 0.91 6.167179108 55 0 2037.15417 3 679.7231445 0.348566525 0.000236695 104.5199274237649019 SLC25A13 calcium-binding mitochondrial carrier protein Aralar2 isoform 1 10165 NP_001153682.1 37.4260355 1 12 18 150 676 74.257 8.62 0.97 0.99 1.02 0.99 Significant 0.000214

LAVATFAGIENK 8 237649019 2xTMT6plex [N-Term; K12] 1.099 1.039 1.106 4.692846298 54.55 0 1692.009628 2 846.5076294 -0.97247138 -0.000822715 73.38819283TVELLSGVVDQTK 12 237649019 2xTMT6plex [N-Term; K13] 1.025 1.033 1.032 5.470723152 78.34 0 1847.089 2 924.0478516 -0.310480437 -0.000286742 72.34852622AGQTTYSGVIDCFR 6 237649019 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.21 1.175 2.252 4.856930256 59.22 0 1803.8897 2 902.4483643 -0.137283546 -0.000123822 54.46402507FGLGSVAGAVGATAVYPIDLVK 10 237649019 2xTMT6plex [N-Term; K22] 0.896 0.989 0.864 7.386048317 45.03 0 2563.489981 3 855.1669922 -1.387888202 -0.001185946 105.2796145GLIPQLIGVAPEK 52 237649019 2xTMT6plex [N-Term; K13] 0.928 0.981 0.953 4.573903561 53.89 0 1793.130077 2 897.0690308 0.394758555 0.000353927 89.66012843STGSFVGELMYK 12 237649019 2xTMT6plex [N-Term; K12] 1.112 0.915 1.112 4.49351263 59.12 0 1776.960628 2 888.9825439 -1.585403374 -0.0014086 71.5352275INLPAPNPDHVGGYK 4 237649019 2xTMT6plex [N-Term; K15] 1.001 1.014 5.080310822 48.23 0 2050.148581 3 684.0543213 -0.08288317 -5.66E-05 55.29210969
DIPFSAIYFPCYAHVK 6 237649019 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 1.413 1.13 100 5.69870615 33.8 0 2386.266981 3 796.093689 -0.195998802 -0.000155902 86.8544023
DVEVTKEEFVLAAQK 2 237649019 3xTMT6plex [N-Term; K6; K15] 1.002 3.789025068 16.95 1 2393.389488 4 599.1029053 0.126704722 7.58E-05 68.32618088

WFYIDFGGVKPMGSEPVPK 10 237649019 3xTMT6plex [N-Term; K10; K19]; 1xOxidation [M12] 1.076 1.194 1.159 3.812987328 16.02 0 2857.55657 4 715.1427002 -2.659432478 -0.00189987 88.92885951
QVFGQTTIHQHIPFNWDSEFVQLHFGK 2 237649019 2xTMT6plex [N-Term; K27] 1.142 6.561715126 22.02 0 3698.927241 5 740.5910034 -0.359693519 -0.000266096 85.43776986IAPLEEGTLPFNLAEAQR 12 237649019 1xTMT6plex [N-Term] 0.931 1.075 0.925 5.587927818 53.5 0 2198.201849 3 733.401123 -5.928836509 -0.00434426 86.08332628YLNIFGESQPNPK 6 237649019 2xTMT6plex [N-Term; K13] 1.078 1.034 1.009 4.081359386 44.11 0 1965.084583 3 655.6990967 -0.939675042 -0.000615514 70.63612614LQVAGEITTGPR 12 237649019 1xTMT6plex [N-Term] 0.93 1.035 1.176 4.652932167 52.47 0 1470.847758 2 735.9276733 0.21202717 0.00015593 45.69017829YEGFFGLYR 6 237649019 1xTMT6plex [N-Term] 1.415 0.883 1.019 3.089406252 39.92 0 1380.714953 2 690.8601685 -1.371004155 -0.000946483 69.30651429VSALSVVR 6 237649019 1xTMT6plex [N-Term] 0.941 1.184 1.171 3.081513643 28.94 0 1059.67236 2 530.3392944 -0.988987589 -0.000524001 55.39021686LTVNDFVR 6 237649019 1xTMT6plex [N-Term] 0.902 0.894 0.861 3.00422883 35.12 0 1192.688739 2 596.8459473 -3.454907066 -0.002060314 56.12739396NSFDCFK 4 237649019 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.33 0.406 2.195815325 4.42 0 1375.708043 2 688.3563843 -1.854459836 -0.001275598 45.07799605

22035548 APBA1 amyloid beta A4 precursor protein-binding family A member 1 320 NP_001154.2 0.955794504 1 1 1 6 837 92.807 4.93 0.88 0.94 0.9 0.9 Significant 0.000378
DAISLAIK 6 22035548 2xTMT6plex [N-Term; K8] 0.88 0.935 0.895 2.83975935 18.6 0 1288.824059 2 644.9157104 0.066284018 4.27E-05 62.69086586

240849353 PPP2R5C serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit gamma isoform isoform e 5527 NP_001155197.1 23.96396396 1 4 11 54 555 64.251 6.74 1.14 1.09 1.34 1.19 Significant 0.00409
DSTLTEPVVMALLK 8 240849353 2xTMT6plex [N-Term; K14] 1.435 1.558 1.489 4.612119198 71.15 0 1975.154971 2 988.0784912 -2.665739247 -0.002632624 98.47091262TIHGLIYNALK 6 240849353 2xTMT6plex [N-Term; K11] 1.418 1.464 1.384 4.345999718 46.3 0 1701.046347 3 567.6863403 -1.105051552 -0.000626581 64.54886309

QCCVLFDFVSDPLSDLK 6 240849353 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C2; C3] 100 1.233 1.102 5.245737076 35.37 0 2501.282039 3 834.4329834 0.942602744 0.000785905 107.9764529
SLSVYHPQLAYCVVQFLEK 4 240849353 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C12] 100 100 4.006164551 32.87 0 2739.494415 3 913.8352661 -1.157071224 -0.001056597 103.4816085AALSEMVEYITHNR 2 240849353 1xTMT6plex [N-Term] 1.257 3.627969265 27.45 0 1862.963198 3 621.6591187 -0.212453455 -0.000131931 86.94473355FLESPDFQPNIAK 6 240849353 2xTMT6plex [N-Term; K13] 1.613 1.386 1.66 3.583151579 40.35 0 1964.089334 2 982.5475464 -0.772982438 -0.000759103 72.55363712CVSSPHFQVAER 2 240849353 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.79 2.963567972 24.45 0 1645.831791 3 549.2826538 0.982685953 0.000539112 31.29033065LFMEMNQK 2 240849353 2xTMT6plex [N-Term; K8] 1.246 3.104719162 34.37 0 1498.816213 2 749.9104614 -1.712550488 -0.001283399 62.89552355

LFDDCTQQFK 6 240849353 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.559 1.132 1.464 3.627402306 14.16 0 1759.908928 2 880.4579468 -0.17650647 -0.000155318 65.48292143
VLLPLHK 6 240849353 2xTMT6plex [N-Term; K7] 1.257 1.446 1.082 2.872778654 33.26 0 1277.87095 3 426.6281433 -0.839567062 -0.000357619 58.80334658QINNIFYR 6 240849353 1xTMT6plex [N-Term] 0.653 0.831 0.622 2.95358777 13.42 0 1296.726187 2 648.8666992 -0.050004774 -3.24E-05 58.56433481239985426 PDP1 pyruvate dehyrogenase phosphatase catalytic subunit 1 isoform 2 54704 NP_001155252.1 27.04626335 1 11 11 64 562 63.655 6.81 0.97 1.02 1 1 Significant 0.000212

GMLLGVFDGHAGCACSQAVSER 4 239985426 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C13; C15] 1.833 0.863 5.850904942 63.5 0 2551.205313 3 851.0722046 -1.274926974 -0.0010842 63.30874845FLVLATDGLWETMHR 10 239985426 1xTMT6plex [N-Term] 1.233 1.12 1.114 5.448484421 45.95 0 2018.073083 3 673.3623047 -0.358003635 -0.000240826 101.9643247NVSSILGFDSNQLPANAPIEDR 6 239985426 1xTMT6plex [N-Term] 0.894 1.032 4.658767223 27.18 0 2586.33611 3 862.7762451 -8.47839086 -0.007309323 76.50737607HAVGNNEFGTVDHER 6 239985426 1xTMT6plex [N-Term] 0.895 1.044 0.852 5.161820889 45.5 0 1910.930653 4 478.4879761 -0.302649981 -0.000144586 21.11390367FIPPNYHTPPYLTAEPEVTYHR 6 239985426 1xTMT6plex [N-Term] 0.951 1.083 1.268 5.44164753 33.43 0 2871.46673 4 718.6204224 -2.392765622 -0.001717687 65.04729576ALLPILQWHK 10 239985426 2xTMT6plex [N-Term; K10] 0.915 1 1.15 3.892376423 44.36 0 1677.061604 3 559.6923828 0.591211138 0.000330499 85.62477853FYLTPPQVNSILK 6 239985426 2xTMT6plex [N-Term; K13] 0.992 1.129 3.854344606 28.69 0 1978.177755 2 989.5908203 -1.714433898 -0.001695727 90.87554432MLSLPEELAR 4 239985426 1xTMT6plex [N-Term] 0.868 0.798 2.890132904 22.31 0 1387.781653 2 694.395752 1.855289155 0.001287368 71.74360867EALINAFK 2 239985426 2xTMT6plex [N-Term; K8] 0.819 3.33722496 22.42 0 1363.834958 2 682.4199219 -1.752961373 -0.001195375 75.24150995HPNDYFSK 2 239985426 2xTMT6plex [N-Term; K8] 0.936 3.087428093 17.95 0 1465.783985 3 489.2662048 0.052089499 2.55E-05 31.14623216WSIDLQK 6 239985426 2xTMT6plex [N-Term; K7] 1.233 1.113 0.976 2.735242367 17.95 0 1347.803658 2 674.4051514 -0.468648101 -0.000315823 60.30468398FLVLATDGLWETMHR 2 239985426 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.426 1.628867865 8.37 0 2034.067998 3 673.3623047 -0.358003635 -0.000240826 101.9643247
240255483 SULF2 extracellular sulfatase Sulf-2 isoform a precursor 55959 NP_001155313.1 5.287356322 1 5 5 19 870 100.39 9.17 1.23 1.41 1.14 1.26 Significant 0.00394 SMPYEFDIR 6 240255483 1xTMT6plex [N-Term] 1.263 1.535 1.063 3.532744646 20.68 0 1386.692503 2 693.8497925 -0.140535167 -9.74E-05 57.71845596ALSNLVPK 6 240255483 2xTMT6plex [N-Term; K8] 1.209 1.354 1.087 2.858799696 21.29 0 1299.840043 2 650.4211426 -3.8733564 -0.002517372 57.37075476DNDKVDAQEENFLPK 1 240255483 3xTMT6plex [N-Term; K4; K15] 1.232 2.848234892 1 2449.31778 3 817.1107788 0.001492571 1.22E-06 50.49880173EWVGLLK 3 240255483 2xTMT6plex [N-Term; K7] 1.227 1.477 2.91424036 26.67 0 1302.81858 2 651.9129028 -0.038797372 -2.53E-05 75.01739603DSFLVER 3 240255483 1xTMT6plex [N-Term] 1.375 1.134 2.285838842 14.99 0 1094.60434 2 547.8061523 0.628380023 0.000343914 39.4760602253735775 ARHGEF2 rho guanine nucleotide exchange factor 2 isoform 1 9181 NP_001155855.1 20.68965517 1 16 16 70 986 111.473 7.27 1.2 1.09 1.02 1.1 Significant 0.00225

QDLTTALGLVK 4 253735775 2xTMT6plex [N-Term; K11] 1.172 1.037 3.81203866 58.53 0 1616.998729 2 809.0037231 0.891218427 0.00072055 70.65366196ELLSNVDEGIYQLEK 2 253735775 2xTMT6plex [N-Term; K15] 1.352 3.797871113 56.7 0 2208.216385 2 1104.613159 1.20304305 0.00132829 80.56925465DLLVGPGVELLLTPR 12 253735775 1xTMT6plex [N-Term] 1.004 0.987 1.06 6.061818123 78.65 0 1821.104701 3 607.7038574 -4.218321094 -0.002560668 99.61600468LGDLLISQFSGPSAEQMCK 6 253735775 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C18] 1.293 1.008 1.213 5.672510624 33.58 0 2539.330052 3 847.1148071 -0.072288075 -6.12E-05 94.46446988
YIFPTLDKPSVVSLQNLIVR 10 253735775 2xTMT6plex [N-Term; K8] 1.107 1.138 1.411 6.390710831 29.26 0 2760.642793 4 690.916687 0.769692798 0.000531212 104.4162811QQDVIYELIQTELHHVR 2 253735775 1xTMT6plex [N-Term] 0.463 4.494603157 22.02 0 2350.27166 4 588.3228149 -0.948666664 -0.000557406 95.56732508EVEGLKDLLVGPGVELLLTPR 4 253735775 2xTMT6plex [N-Term; K6] 1.443 1.625 4.675652504 21.25 1 2705.621723 3 902.5437622 -1.844352026 -0.001663373 112.0704049

KLIHDGCLLWK 3 253735775 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C7] 1.911 1.457 2.529648066 8.74 1 2070.250099 4 518.3153076 -5.167564661 -0.002674538 60.86566505FLSQLLER 6 253735775 1xTMT6plex [N-Term] 1.329 1.352 1.415 3.451586962 30.36 0 1234.735689 2 617.8706665 -1.3220094 -0.000816166 77.98632321QATELALLQR 2 253735775 1xTMT6plex [N-Term] 1.232 2.244270802 16.51 0 1371.81573 2 686.4099731 -2.230752185 -0.00153009 52.82899132ATEAGSLEAR 3 253735775 1xTMT6plex [N-Term] 0.832 2.037753582 22.8 0 1233.663646 2 617.3361816 1.167863911 0.000720376 20.27099777ALVELLR 6 253735775 1xTMT6plex [N-Term] 1.159 1.563 2.719567299 25.07 0 1042.682197 2 521.8447876 0.097724228 5.09E-05 73.39823099DGEAVASES 2 253735775 1xTMT6plex [N-Term] 1.37 2.071864367 23.88 0 1093.521064 2 547.2640991 -0.130228687 -7.12E-05 18.07875053TGMLEELHLEPGVVQGLFPCVDELSDIHTR 1 253735775 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 0.711 4.701850414 0 3620.829019 4 905.9627686 0.062178785 5.63E-05 102.5143662LQEIYNR 5 253735775 1xTMT6plex [N-Term] 1.174 1.024 1.172 2.771468401 16.9 0 1164.657438 2 582.8318481 -0.874721531 -0.000509375 37.80167554SPQEEALQR 2 253735775 1xTMT6plex [N-Term] 0.797 2.765405416 15.28 0 1286.690195 2 643.8478394 -1.393427159 -0.000896455 22.530947764502141 BIRC2 baculoviral IAP repeat-containing protein 2 isoform 1 329 NP_001157.1 2.912621359 1 2 2 8 618 69.854 6.7 0.7 1 1.1 0.93 Significant 0.0162
YDFSCELYR 4 4502141 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.696 1.279 3.328047752 25.27 0 1481.693232 2 741.3521118 2.507437257 0.001857626 51.34640267AVEDISSSR 4 4502141 1xTMT6plex [N-Term] 0.91 1.101 3.363659859 31.75 0 1192.637097 2 596.8217773 -0.686505981 -0.000409376 22.07855748254939537 MYO19 unconventional myosin-XIX isoform 2 80179 NP_001157207.1 6.804123711 1 4 4 15 970 109.066 7.71 0.7 0.87 0.73 0.76 Significant 0.00464 GSPSSYTVQTAQDQAGVTSIR 2 254939537 1xTMT6plex [N-Term] 0.578 4.733253956 32.59 0 2382.209847 3 794.7406616 -1.013922733 -0.000805126 42.34475403LQWHLPEGAAFSWLPNPER 4 254939537 1xTMT6plex [N-Term] 0.811 0.958 5.283788204 22.84 0 2477.292729 3 826.4353027 -0.554793892 -0.000458129 94.88909831LLQQSQDPLLMGLFPTNPK 4 254939537 2xTMT6plex [N-Term; K19] 0.734 0.728 3.447601318 13.58 0 2598.472951 3 866.8261719 -3.459148958 -0.002996168 103.6394514LLEAIIR 10 254939537 1xTMT6plex [N-Term] 2.559020281 0 1056.697847 2 528.852417 -0.273848977 -0.000144688 80.66527479255308875 DHCR7 7-dehydrocholesterol reductase 1717 NP_001157289.1 18.10526316 1 8 8 85 475 54.454 8.7 1.09 1.16 1.09 1.11 Significant 0.000439 VIECSYTSADGQR 14 255308875 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.283 1.241 1.146 5.314528465 70.28 0 1714.826765 2 857.916626 -0.460452852 -0.000394798 29.57293616LLVSGFWGVAR 6 255308875 1xTMT6plex [N-Term] 1.087 1.295 1.123 3.86391902 43.4 0 1433.846636 2 717.4268799 -0.106681127 -7.65E-05 85.13073129FLPGYVGGIQEGAVTPAGVVNK 14 255308875 2xTMT6plex [N-Term; K22] 1.273 1.449 1.391 6.664569378 70.94 0 2631.491044 3 877.8356934 0.563588513 0.000494359 82.96353517SLDGVTNDR 14 255308875 1xTMT6plex [N-Term] 0.751 1.374 0.94 3.142174959 37.26 0 1205.632346 2 603.3220825 3.767839407 0.002271315 109.2063257GYFFPTSAR 9 255308875 1xTMT6plex [N-Term] 0.649 0.533 0.552 3.263468504 34.79 0 1274.673088 2 637.8394165 -1.201949112 -0.000766046 48.55392888YTAAVPYR 12 255308875 1xTMT6plex [N-Term] 1.123 1.149 1.262 2.619241714 30.92 0 1169.651625 2 585.3300171 0.968467588 0.000566385 34.07925918LSDIWAK 9 255308875 2xTMT6plex [N-Term; K7] 1.082 1.09 0.953 3.148840189 34.01 0 1290.782194 2 645.8947144 -0.032522189 -2.10E-05 63.90302253SQPNIPK 7 255308875 2xTMT6plex [N-Term; K7] 1.087 1.118 1.317 2.402112007 22.16 0 1241.761793 2 621.3845825 0.076857786 4.77E-05 31.276101

255918141 CHAMP1 chromosome alignment-maintaining phosphoprotein 1 283489 NP_001157617.1 3.9408867 1 3 3 12 812 89.043 8.44 1.37 1.21 1.08 1.22 Significant 0.00469
AFLLESLLK 4 255918141 2xTMT6plex [N-Term; K9] 1.389 1.188 3.861567497 48.78 0 1491.955073 2 746.4801636 -1.355557952 -0.001011216 107.0560323
SVPVCESQK 6 255918141 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.346 1.262 1.154 2.895225048 31.91 0 1491.824135 2 746.4155273 -0.239533931 -0.000178671 30.16979338LMEALEPPLEEQQI 2 255918141 1xTMT6plex [N-Term] 0.534 2.623615026 25.57 0 1868.987682 2 934.9960938 -1.482620793 -0.0013855 87.63890049255918192 PPP6R3 serine/threonine-protein phosphatase 6 regulatory subunit 3 isoform 4 55291 NP_001157632.1 19.45392491 1 13 14 65 879 98.423 4.64 1.02 0.96 1.26 1.08 Significant 0.00712

QEIIEQLLSNIFHK 2 255918192 2xTMT6plex [N-Term; K14] 1.306 4.837389469 31.89 0 2170.26361 3 724.0930176 0.409749475 0.000296421 112.9217467DQMLQIQNSTEPDPLLATLEK 2 255918192 2xTMT6plex [N-Term; K21] 1.283 5.246289253 66.08 0 2842.527231 3 948.1793213 -1.343882574 -0.001273341 88.32752989FADQDDIGNVSFDR 4 255918192 1xTMT6plex [N-Term] 2.088 1.199 4.280695438 64.99 0 1827.871072 2 914.4390259 -0.1625236 -0.000148536 54.34070684KPEQIVDFLK 6 255918192 3xTMT6plex [N-Term; K1; K10] 1.224 1.146 1.295 4.895941734 27.09 0 1904.182396 3 635.3986816 -0.47493251 -0.000301453 70.93125804
ELMDEEDVLQECK 2 255918192 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.105 3.146701813 25.16 0 2096.029178 3 699.3479004 -0.014536117 -1.02E-05 57.96291751

YKYPNISCELLTSDVSQMNDR 4 255918192 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C8] 1.626 1.662 4.823377132 25.02 1 2991.495613 3 997.8355713 -1.154139353 -0.001150868 69.66422462
GPNSALVQQLIK 6 255918192 2xTMT6plex [N-Term; K12] 1.369 1.137 3.597631216 51.36 0 1726.062726 2 863.5349121 -0.103229881 -8.91E-05 71.37612372

LSTSQDAACK 6 255918192 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 0.852 0.508 0.888 3.581598997 41.99 0 1538.824864 2 769.9151001 -1.260744308 -0.000970032 27.56130594
ILEAWEMNEK 4 255918192 2xTMT6plex [N-Term; K10] 1.069 1.029 3.021617413 27.57 0 1720.934414 3 574.3162842 -0.066510924 -3.82E-05 72.44099506

DAEECPETAEAK 12 255918192 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.171 1.093 1.069 3.385413885 57.34 0 1807.878415 2 904.4432373 0.433004437 0.00039141 24.74040846
LIEFLLK 6 255918192 2xTMT6plex [N-Term; K7] 1.081 1.153 1.368 3.273219347 32.46 0 1333.885931 2 667.4472046 0.900901389 0.00060085 104.9689054HIGTSALMDLLLR 2 255918192 1xTMT6plex [N-Term] 4.406139374 0 1668.966827 3 556.9891968 -8.262811304 -0.004596786 89.82168966SVLEAIR 6 255918192 1xTMT6plex [N-Term] 0.867 1.083 1.3 3.074918985 27.08 0 1016.630161 2 508.8185425 -0.346988586 -0.00017638 45.62363617TETAVFK 4 255918192 2xTMT6plex [N-Term; K7] 0.522 0.47 1.76763916 2.46 0 1253.75056 2 627.3782349 -1.089908536 -0.000683237 38.07279106256222411 FLNB filamin-B isoform 1 2317 NP_001157789.1 74.477782 1 137 152 2713 2633 281.459 5.71 0.94 0.95 0.94 0.94 Significant 0.0000125 IEYNDQNDGSCDVK 14 256222411 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 1.219 1.087 0.96 4.636027813 49.26 0 2115.006469 3 705.6731567 -0.733858349 -0.000517372 34.44961591

AGPGTLSVTIEGPSK 26 256222411 2xTMT6plex [N-Term; K15] 0.836 0.82 0.852 6.782268524 78.89 0 1872.084249 2 936.5445557 -1.289606425 -0.001207126 55.47601706SPFEVQVGPEAGMQK 16 256222411 2xTMT6plex [N-Term; K15] 0.928 0.973 0.875 5.284156322 55.39 0 2062.104332 2 1031.55542 -0.373024894 -0.000384608 61.22485737SPFEVQVGPEAGMQK 28 256222411 2xTMT6plex [N-Term; K15]; 1xOxidation [M13] 0.982 0.992 0.954 5.004674435 54.1 0 2078.099247 2 1031.55542 -0.373024894 -0.000384608 61.22485737GAGIGGLGITVEGPSESK 16 256222411 2xTMT6plex [N-Term; K18] 1.034 0.976 1.011 5.91616106 94.19 0 2087.174855 2 1044.089966 -1.053926733 -0.001099865 61.37890869EVGEHLVSIK 22 256222411 2xTMT6plex [N-Term; K10] 0.943 0.955 0.961 4.074986458 52.58 0 1568.941214 2 784.9736328 -0.780606048 -0.000612362 46.14291723AAGSGELGVTMK 40 256222411 2xTMT6plex [N-Term; K12] 1.006 1.061 1.071 4.876367569 72.97 0 1578.892549 2 789.9494629 -0.569898661 -0.000449904 45.11649287DGTYAVTYVPLTAGMYTLTMK 14 256222411 2xTMT6plex [N-Term; K21] 0.82 0.877 0.819 6.702571869 49.47 0 2754.449832 3 918.8198242 -1.783548095 -0.001637565 98.78997931DGTYAVTYVPLTAGMYTLTMK 9 256222411 2xTMT6plex [N-Term; K21]; 1xOxidation [M] 0.875 0.947 1.021 5.28082037 39.84 0 2770.444747 3 918.8198242 -1.783548095 -0.001637565 98.78997931LVSPGSANETSSILVESVTR 52 256222411 1xTMT6plex [N-Term] 0.976 1.005 0.991 6.550064087 79.03 0 2275.234271 3 759.0825806 -0.47574476 -0.00036081 69.69057181
VHSPSGAVEECHVSELEPDKYAVR 24 256222411 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C11] 1.1 1.137 1.025 10.93105125 36.63 1 3153.603918 4 789.1550293 -1.785485003 -0.001407678 42.28811066
ANEPTHFTVDCTEAGEGDVSVGIK 52 256222411 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C11] 1.086 1.029 0.94 7.043188572 57.61 0 2991.476986 3 997.8306274 0.114617034 0.000114291 54.34295013
YTPTQQGNMQVLVTYGGDPIPK 8 256222411 2xTMT6plex [N-Term; K22] 0.972 1.049 0.997 5.763396263 49.12 0 2865.522086 3 961.1775513 0.381676941 0.000366603 63.77871696YTPTQQGNMQVLVTYGGDPIPK 22 256222411 2xTMT6plex [N-Term; K22]; 1xOxidation [M9] 1.017 0.922 0.992 5.249621868 51.05 0 2881.517001 3 961.1775513 0.381676941 0.000366603 63.77871696IGNLQTDLSDGLR 28 256222411 1xTMT6plex [N-Term] 1.086 0.896 0.702 4.542936802 68.49 0 1630.896165 2 815.9524536 0.898749163 0.000732883 78.23180213LTVMSLQESGLK 18 256222411 2xTMT6plex [N-Term; K12] 0.926 0.929 0.878 5.125802994 78.61 0 1764.034128 2 882.5212402 0.610027172 0.000538054 71.64578741
AGSNMLLIGVHGPTTPCEEVSMK 8 256222411 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C17] 0.815 1.6 0.861 6.769724846 54.25 0 2886.492777 3 962.8338013 -2.05300753 -0.00197533 69.96677793
AGSNMLLIGVHGPTTPCEEVSMK 8 256222411 2xTMT6plex [N-Term; K23]; 1xOxidation [M5]; 1xCarbamidomethyl [C17] 1.068 0.881 1.004 5.49622488 34.05 0 2902.487692 3 962.8338013 -2.05300753 -0.00197533 69.96677793
GQHVTGSPFQFTVGPLGEGGAHK 10 256222411 2xTMT6plex [N-Term; K23] 1.343 1.313 1.422 8.79756546 71.9 0 2766.472768 4 692.3742676 0.893763542 0.000618143 63.56506017YMIGVTYGGDDIPLSPYR 32 256222411 1xTMT6plex [N-Term] 0.985 1.012 0.913 5.80236721 50.06 0 2246.136471 2 1123.572021 0.131380597 0.000147549 78.21258266MDGTYACSYTPVK 10 256222411 2xTMT6plex [N-Term; K13]; 1xOxidation [M1]; 1xCarbamidomethyl [C7] 1.096 1.054 0.961 3.507502079 38.7 0 1966.965456 2 983.9868164 0.457421607 0.000449866 37.02859752

SGCIVNNLAEFTVDPK 20 256222411 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C3] 1.059 0.832 1 5.065184116 47.55 0 2222.189125 3 741.3989258 -3.105413564 -0.002300272 75.55390526
VTVLFAGQHISK 16 256222411 2xTMT6plex [N-Term; K12] 1.026 0.868 1.001 5.154091835 43.14 0 1758.067811 2 879.5375977 0.061153784 5.38E-05 59.50745162

DGTCTVTYLPTLPGDYSILVK 18 256222411 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C4] 0.81 0.798 0.889 6.246057034 41.12 0 2771.49414 3 924.5023804 -0.560036082 -0.000517379 93.98773961
SADFVVESIGSEVGSLGFAIEGPSQAK 127 256222411 2xTMT6plex [N-Term; K27] 0.949 1.008 0.788 7.865309238 84.12 0 3139.65633 3 1047.223999 0.354634455 0.000371143 109.1674851VVASGPGLEHGK 18 256222411 2xTMT6plex [N-Term; K12] 0.95 0.922 0.907 5.613624096 76.74 0 1608.947362 2 804.9766235 -0.864714235 -0.00069564 29.78440157

GAGTGGLGLTVEGPCEAK 16 256222411 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C15] 0.895 0.934 0.94 6.173730373 91.73 0 2132.142175 2 1066.573486 -1.162536804 -0.001239347 54.05269547
EPGEYAVHIMCDDEDIKDSPYMAFIHPATGGYNPDLVR 3 256222411 2xTMT6plex [N-Term; K17]; 1xOxidation [M]; 1xCarbamidomethyl [C11] 1.424 5.832207203 29.85 1 4797.267534 5 957.0598145 -0.554851101 -0.000530579 84.63226223
EPGEYAVHIMCDDEDIKDSPYMAFIHPATGGYNPDLVR 14 256222411 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 1.491 1.154 1.202 7.208877087 30.83 1 4781.272619 5 957.0598145 -0.554851101 -0.000530579 84.63226223
GPGLEAVGNIANKPTYFDIYTAGAGVGDIGVEVEDPQGK 7 256222411 3xTMT6plex [N-Term; K13; K39] 1.103 0.929 5.080622673 36.07 0 4606.428398 4 1152.360596 -1.703086822 -0.001961287 94.30791403

TATFTIVTEDAGEGGLDLAIEGPSK 14 256222411 2xTMT6plex [N-Term; K25] 1.256 0.56 0.908 4.195664406 37.61 0 2950.566118 3 984.1945801 1.039978178 0.001022841 114.0360795
DNKDGSCSAEYIPFAPGDYDVNITYGGAHIPGSPFR 6 256222411 2xTMT6plex [N-Term; K3]; 1xCarbamidomethyl [C7] 2.261 2.529 1.777 6.648630619 41.36 1 4346.086456 4 1087.276489 -0.535909438 -0.000582277 80.46895687

EAMQQADDWLGVPQVITPEEIIHPDVDEHSVMTYLSQFPK 2 256222411 2xTMT6plex [N-Term; K40] 2.64930582 23.8 0 5051.521105 4 1263.636108 0.296697513 0.000374693 107.66903
EAMQQADDWLGVPQVITPEEIIHPDVDEHSVMTYLSQFPK 6 256222411 2xTMT6plex [N-Term; K40]; 1xOxidation [M] 100 0.912 4.307965755 16.75 0 5067.51602 4 1263.636108 0.296697513 0.000374693 107.66903

DAGEGLLAVQITDQEGKPK 6 256222411 3xTMT6plex [N-Term; K17; K19] 0.537 0.996 5.830325603 44.47 0 2656.512456 3 886.1746826 -1.114946188 -0.000987289 62.66994533GEAGVPAEFSIWTR 12 256222411 1xTMT6plex [N-Term] 0.894 0.989 0.934 5.247709274 76.85 0 1748.9169 2 874.9609985 -1.246399807 -0.001089925 70.02686565DGTYAVTYIPDK 16 256222411 2xTMT6plex [N-Term; K12] 0.622 0.744 0.716 3.939809084 59.98 0 1800.978387 2 900.9918823 -1.05439442 -0.000949471 53.80008471
VDIQTEDLEDGTCK 23 256222411 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 0.897 0.842 0.866 4.112506866 61.84 0 2081.047271 2 1041.026001 -1.223387335 -0.001272963 49.6214241

DAGYGGISLAVEGPSK 24 256222411 2xTMT6plex [N-Term; K16] 0.914 0.909 0.903 6.066967964 95.76 0 1979.084977 2 990.0469971 0.879361243 0.000870165 58.59311743
VGEPGQAGNPALVSAYGTGLEGGTTGIQSEFFINTTR 19 256222411 1xTMT6plex [N-Term] 0.948 0.908 1.057 7.963605881 70.86 0 3925.97694 4 982.25 0.313394607 0.000307595 85.62133062

VSYFPTVPGVYIVSTK 26 256222411 2xTMT6plex [N-Term; K16] 0.995 0.999 0.918 4.964112759 64.92 0 2215.277863 2 1108.141602 -0.874294386 -0.000968402 91.08132205QMQLENVSVALEFLDR 22 256222411 1xTMT6plex [N-Term] 0.853 0.934 0.861 5.91682148 62.07 0 2121.121156 2 1061.066406 2.065096559 0.00219016 100.5892177QMQLENVSVALEFLDR 14 256222411 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.924 0.863 0.926 5.572484016 43.79 0 2137.116071 2 1061.066406 2.065096559 0.00219016 100.5892177
FTVDTISAGQGDVMVFVEDPEGNKEEAQVTPDSDKNK 6 256222411 4xTMT6plex [N-Term; K24; K35; K37] 0.868 1.032 100 6.673081875 23.04 2 4913.517238 4 1229.131348 -2.783662769 -0.003419394 80.94405742

YAPTEVGLHEMHIK 18 256222411 2xTMT6plex [N-Term; K14] 0.938 0.824 0.876 5.725308418 44.13 0 2083.141052 3 695.0504761 -2.005316605 -0.001392452 49.6099936
VHSPSGAVEECHVSELEPDK 14 256222411 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C11] 0.721 0.612 0.69 7.133546829 57.35 0 2664.333951 3 888.7816772 -1.303320748 -0.001157494 38.67628513

IPYLPITNFNQNWQDGK 6 256222411 2xTMT6plex [N-Term; K17] 0.941 0.991 4.689995289 40.95 0 2506.349465 3 836.1207886 -0.659328385 -0.000550836 94.84343884
CLATGPGIASTVK 12 256222411 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C1] 0.83 0.816 0.86 4.885422707 61.55 0 1733.003162 2 867.0048828 -0.388513428 -0.000336648 51.0957906

VAVTEGCQPSR 6 256222411 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.891 0.943 0.924 3.724554062 40.01 0 1432.741579 2 716.8743896 -0.053207868 -3.81E-05 21.53282025DFLDGVYAFEYYPSTPGR 32 256222411 1xTMT6plex [N-Term] 0.877 0.746 0.9 5.890445709 62.36 0 2326.12293 2 1163.565552 0.385734397 0.000448633 84.69694533APLNVQFNSPLPGDAVK 29 256222411 2xTMT6plex [N-Term; K17] 0.963 0.976 1.014 5.025082588 61.69 0 2225.269424 3 742.4273682 -0.84151959 -0.000624203 74.39652708LIALLEVLSQK 66 256222411 2xTMT6plex [N-Term; K11] 1.132 1.156 1.094 5.213170528 68.67 0 1685.097714 2 843.0527344 0.283544388 0.0002389 113.2240373VLQSFTVDSSK 26 256222411 2xTMT6plex [N-Term; K11] 0.953 0.964 0.976 4.739842415 74.21 0 1668.957258 2 834.982666 0.477999809 0.000398881 58.4340216AWGPGLHGGIVGR 24 256222411 1xTMT6plex [N-Term] 0.905 0.994 0.903 6.033121109 65.66 0 1505.853847 3 502.6226501 -0.298515389 -0.00014984 44.5238201KVVPCLVTPVTGR 8 256222411 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 1.292 1.359 1.35 5.318809986 39.23 1 1884.150495 3 628.7199707 -2.726082995 -0.001712117 57.39531058YGGELVPHFPAR 21 256222411 1xTMT6plex [N-Term] 0.803 0.8 0.889 4.282583237 54.22 0 1571.853178 2 786.4293823 -1.075126854 -0.000844971 50.27237477GLHVVEVTYDDVPIPNSPFK 24 256222411 2xTMT6plex [N-Term; K20] 0.953 0.935 0.909 6.497084141 45.08 0 2684.469974 4 671.8724365 -0.766522356 -0.000514427 79.19076359QMQLENVSVALEFLDRESIK 2 256222411 2xTMT6plex [N-Term; K20] 1.229 5.161172867 17.87 1 2807.537736 3 936.5153198 -2.254497691 -0.002109862 103.6612822FNDEHIPESPYLVPVIAPSDDAR 28 256222411 1xTMT6plex [N-Term] 1.012 0.912 0.945 6.289157867 41.93 0 2810.41984 3 937.4796143 1.583355403 0.001483298 79.74132653
MDCQETPEGYK 24 256222411 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 0.948 0.989 1.021 4.423017979 57.04 0 1815.865742 2 908.4364014 -0.118927088 -0.000107978 32.21432468

AIVHDNKDGTYAVTYIPDK 7 256222411 3xTMT6plex [N-Term; K7; K19] 1.208 1.231 1.255 5.235690594 21.69 1 2807.554656 3 936.5212402 -1.954785409 -0.001829389 53.40180244IPEINSSDMSAHVTSPSGR 16 256222411 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.084 1.001 1.072 4.381323814 37.14 0 2230.097126 3 738.7053223 -0.360138354 -0.000265794 48.63573782IPEINSSDMSAHVTSPSGR 22 256222411 1xTMT6plex [N-Term] 1.091 1.149 1.115 6.515678883 75.35 0 2214.102211 3 738.7053223 -0.360138354 -0.000265794 48.63573782AHGPGLEGGLVGKPAEFTIDTK 8 256222411 3xTMT6plex [N-Term; K13; K22] 0.954 1.042 0.888 8.893409729 56.03 0 2881.639054 4 721.1652222 0.001690661 1.22E-06 64.03621857EATTDFTVDSRPLTQVGGDHIK 9 256222411 2xTMT6plex [N-Term; K22] 1.228 1.34 6.198554993 17.41 0 2845.509607 4 712.1328125 -0.06558052 -4.67E-05 52.9472089KGEITGEVHMPSGK 14 256222411 3xTMT6plex [N-Term; K1; K14] 0.783 0.776 0.744 5.158788204 28.83 1 2157.230485 3 719.7467651 -2.19860598 -0.001580967 43.51531257DLDIIDNYDYSHTVK 18 256222411 2xTMT6plex [N-Term; K15] 0.962 0.979 1.064 6.396178246 55.15 0 2269.175249 3 757.0629883 -0.368863643 -0.000279005 60.44258998TGEEVGFVVDAK 24 256222411 2xTMT6plex [N-Term; K12] 0.838 0.854 0.804 4.735881805 68.45 0 1708.952172 2 854.9769897 -3.200427666 -0.002734689 63.2020238HVGNQQYNVTYVVK 22 256222411 2xTMT6plex [N-Term; K14] 1.102 1.031 1.017 6.064326763 44.31 0 2107.170044 2 1054.086792 -1.773404873 -0.001868433 46.06887878DGSCSAEYIPFAPGDYDVNITYGGAHIPGSPFR 6 256222411 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.479 5.365469933 40.15 0 3759.758691 3 1253.922852 -1.24729614 -0.001563178 88.4813306
APSVATVGSICDLNLKIPEINSSDMSAHVTSPSGR 6 256222411 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 2.677 4.633 3.403 9.470620155 46.56 1 4069.109834 4 1018.032532 -0.377782104 -0.000384309 86.95026344

AEISCIDNKDGTCTVTYLPTLPGDYSILVK 12 256222411 3xTMT6plex [N-Term; K9; K30]; 2xCarbamidomethyl [C5; C13] 1.585 1.629 1.344 7.464448929 33.76 1 4031.132417 4 1008.538635 0.073037944 7.36E-05 93.87151398
DAGYGGISLAVEGPSKVDIQTEDLEDGTCK 2 256222411 3xTMT6plex [N-Term; K16; K30]; 1xCarbamidomethyl [C29] 2.327 6.32234478 18.19 1 3811.951475 4 953.7410889 -2.347763687 -0.00223739 78.5206315

APSVATVGSICDLNLK 28 256222411 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 1.387 1.264 1.311 6.16601038 82.81 0 2103.188397 2 1052.096924 -0.868036241 -0.000912822 71.99096761
AHIANPSGASTECFVTDNADGTYQVEYTPFEK 23 256222411 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C13] 0.873 0.859 1.049 7.261414528 53.44 0 3977.890382 3 1326.636353 1.036234484 0.001374009 72.35918462

QKDFLDGVYAFEYYPSTPGR 10 256222411 2xTMT6plex [N-Term; K2] 1.309 1.17 0.988 6.783291817 37.54 1 2811.439402 3 937.8178101 -0.186774155 -0.000175035 79.19217207
VGEAGLLSVDCSEAGPGALGLEAVSDSGTK 38 256222411 2xTMT6plex [N-Term; K30]; 1xCarbamidomethyl [C11] 0.876 0.786 0.822 7.697712898 98.96 0 3304.698272 3 1102.235962 -1.494610826 -0.001646413 85.9829848

SPFVVQVGEACNPNACR 12 256222411 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C16] 1.142 1.045 1.238 5.280134201 55.7 0 2134.037109 2 1067.52417 1.852926424 0.001977107 55.40801809
YMGSHIPESPLQFYVNYPNSGSVSAYGPGLVYGVANK 8 256222411 2xTMT6plex [N-Term; K37]; 1xOxidation [M2] 1.026 0.877 0.785 6.833432674 34.31 0 4437.226579 4 1110.060425 -1.512052885 -0.00167733 89.5813031

VLSEDEEDVDFDIIHNANDTFTVK 34 256222411 2xTMT6plex [N-Term; K24] 0.96 0.918 0.948 7.287590981 105.9 0 3223.604689 3 1075.2052 -1.129584553 -0.001213778 81.9061462SPFTVGVAAPLDLSK 30 256222411 2xTMT6plex [N-Term; K15] 0.908 0.988 0.933 5.678974152 87.35 0 1960.151935 2 980.578125 -1.510709424 -0.00148061 81.38339653
SSTETCYSAIPK 26 256222411 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 0.924 0.971 0.868 3.848696947 55.21 0 1801.940622 2 901.4744873 0.597377828 0.00053822 38.81677381
VKVDPSHDASK 18 256222411 3xTMT6plex [N-Term; K2; K11] 1.319 1.329 1.367 3.804488659 24.02 1 1870.100123 3 624.0375366 -1.104923043 -0.000688772 27.31409784VLFASQEIPASPFR 40 256222411 1xTMT6plex [N-Term] 0.977 0.934 1.004 5.456879616 55.05 0 1791.000236 2 896.0029907 -0.854927128 -0.000765587 77.40663701
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VTASGPGLSSYGVPASLPVDFAIDAR 34 256222411 1xTMT6plex [N-Term] 1.117 0.928 0.829 6.776262283 65.86 0 2776.471875 3 926.1620483 -0.102086562 -9.45E-05 91.7881613VEVGKDQEFTVDTR 20 256222411 2xTMT6plex [N-Term; K5] 0.94 1.209 1.117 4.280589581 34.26 1 2081.127905 2 1041.067871 0.269564162 0.000280499 54.99498758EAGAGGLSIAVEGPSK 32 256222411 2xTMT6plex [N-Term; K16] 0.991 0.942 0.931 6.330733299 99.37 0 1901.074413 2 951.0385742 -2.388498036 -0.002270356 55.04970136
ALGALVDSCAPGLCPDWESWDPQKPVDNAR 16 256222411 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C9; C14] 1.264 1.198 1.093 6.971673489 36.92 0 3782.867085 5 757.3803711 1.497160387 0.001132712 86.63232596

NTVELLVEDK 26 256222411 2xTMT6plex [N-Term; K10] 0.904 0.935 0.997 4.987654686 64.91 0 1617.946359 2 809.4758301 -1.220735001 -0.000987542 71.06719268HIPGSPFTAK 12 256222411 2xTMT6plex [N-Term; K10] 0.872 0.87 0.877 4.277397156 51.85 0 1512.89387 2 756.949707 -1.144989437 -0.000866124 44.11166626IAGPGLGSGVR 12 256222411 1xTMT6plex [N-Term] 0.853 0.983 0.95 4.038715363 48.94 0 1212.726187 2 606.8666992 -0.053468376 -3.24E-05 36.78769593IFFAGDTIPK 22 256222411 2xTMT6plex [N-Term; K10] 0.935 1.015 0.979 3.896327019 51.17 0 1566.929586 2 783.9678955 -0.684187971 -0.000536037 76.41594593IFAQDGEGQR 4 256222411 1xTMT6plex [N-Term] 0.649 1.019 3.436353207 31.41 0 1349.701094 2 675.3536377 -0.811482913 -0.00054763 30.464283PVTEKDLAEDAPWK 3 256222411 3xTMT6plex [N-Term; K5; K14] 1.249 1.267 9.03 1 2286.294859 4 572.3280029 -2.045900261 -0.001169383 60.82173131LPNNHIGISFIPR 12 256222411 1xTMT6plex [N-Term] 0.932 0.836 0.866 4.318414211 33.55 0 1706.99034 3 569.6687012 0.708958684 0.000403395 64.12226389TATPEIVDNK 11 256222411 2xTMT6plex [N-Term; K10] 0.709 0.691 0.646 4.626053333 52.66 0 1545.888844 2 773.4471436 -1.185913614 -0.000916645 39.60426828TATPEIVDNKDGTVTVR 11 256222411 2xTMT6plex [N-Term; K10] 1.408 1.43 1.613 4.939489841 23.28 1 2274.270546 3 758.7625732 1.152253661 0.000873512 43.85846885YMIGVTYGGDDIPLSPYR 6 256222411 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.92 0.969 0.936 3.932744741 48.42 0 2262.131386 2 1123.572021 0.131380597 0.000147549 78.21258266VVPCLVTPVTGR 20 256222411 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.88 0.877 0.927 4.407612801 45.73 0 1526.8926 3 509.6356506 -0.132030048 -6.72E-05 62.87570212LTVMSLQESGLK 4 256222411 2xTMT6plex [N-Term; K12]; 1xOxidation [M4] 0.933 3.371441126 25.35 0 1780.029043 2 882.5212402 0.610027172 0.000538054 71.64578741YAPTEVGLHEMHIK 10 256222411 2xTMT6plex [N-Term; K14]; 1xOxidation [M11] 1.048 1.058 1.125 4.148108959 25.39 0 2099.135967 3 695.0504761 -2.005316605 -0.001392452 49.6099936ADIEMPFDPSK 32 256222411 2xTMT6plex [N-Term; K11] 0.946 0.937 0.964 3.712057829 45.03 0 1707.902779 2 854.4541626 -1.013339113 -0.000865342 64.95214559YGGPNHIVGSPFK 11 256222411 2xTMT6plex [N-Term; K13] 0.853 0.838 0.78 3.426693439 25.05 0 1831.026675 3 611.0135498 -0.315924364 -0.000192822 48.93377892GIEPTGNMVK 16 256222411 2xTMT6plex [N-Term; K10] 1.02 0.983 0.986 3.556411743 45.48 0 1503.860521 2 752.4331665 -0.97364893 -0.000732116 41.00209435VNQPASFAIR 6 256222411 1xTMT6plex [N-Term] 1.214 1.246 1.129 3.994465828 30.69 0 1331.7633 2 666.3856201 0.497989676 0.000331602 43.02916398AAGSGELGVTMK 8 256222411 2xTMT6plex [N-Term; K12]; 1xOxidation [M11] 0.888 0.873 0.951 2.687345266 59.38 0 1594.887464 2 789.9494629 -0.569898661 -0.000449904 45.11649287VMYTPMAPGNYLISVK 15 256222411 2xTMT6plex [N-Term; K16]; 1xOxidation [M] 0.902 1.066 1.349 4.07698822 33.3 0 2258.232904 3 753.411499 -5.739142169 -0.004320107 78.28694467VKVEPAVDTSR 17 256222411 2xTMT6plex [N-Term; K2] 1.112 1.126 1.241 4.014100552 32.23 1 1658.984141 2 829.9955444 -0.198231438 -0.000164431 30.58239063FADEHVPGSPFTVK 18 256222411 2xTMT6plex [N-Term; K14] 0.98 0.97 0.97 4.045991421 42.88 0 1989.084583 3 663.6972656 -3.689991397 -0.002446568 59.69829865EAFTNKPNVFTVVTR 19 256222411 2xTMT6plex [N-Term; K6] 1.004 0.821 1.022 4.890807152 15.86 0 2181.243209 3 727.7523193 -0.368767767 -0.000268124 73.86191306AEITFDDHK 24 256222411 2xTMT6plex [N-Term; K9] 0.614 0.634 0.606 4.411531448 38.09 0 1533.831329 2 767.4208374 2.001031423 0.001534622 47.95487428FVPQEMGVHTVSVK 18 256222411 2xTMT6plex [N-Term; K14] 1.392 1.352 1.576 4.794268131 23.39 0 2016.135239 3 678.0487671 0.784555816 0.00053144 48.3212596FVPQEMGVHTVSVK 10 256222411 2xTMT6plex [N-Term; K14]; 1xOxidation [M6] 1.292 1.264 1.367 5.105777264 32.16 0 2032.130154 3 678.0487671 0.784555816 0.00053144 48.3212596VNIGQGSHPQK 20 256222411 2xTMT6plex [N-Term; K11] 0.969 0.998 0.982 4.797902584 41.83 0 1622.93786 2 811.9728394 0.33422163 0.00027121 28.01688998TYSVEYLPK 20 256222411 2xTMT6plex [N-Term; K9] 1.004 0.999 1.016 3.420961142 36.04 0 1557.892867 2 779.4510498 1.255804823 0.000978205 56.26417305VTEAEIVPMGK 12 256222411 2xTMT6plex [N-Term; K11] 1.516 1.48 1.476 4.155144691 49.05 0 1631.94425 2 816.4745483 -1.489095177 -0.00121506 58.37204649VTEAEIVPMGK 11 256222411 2xTMT6plex [N-Term; K11]; 1xOxidation [M9] 1.009 1.089 1.115 3.407970667 35.13 0 1647.939165 2 816.4745483 -1.489095177 -0.00121506 58.37204649RLPNNHIGISFIPR 14 256222411 1xTMT6plex [N-Term] 0.938 0.936 0.93 4.704730034 30.73 1 1863.091451 4 466.5280762 -0.523985282 -0.000244058 54.88815634VEPAVDTSR 6 256222411 1xTMT6plex [N-Term] 0.681 0.748 0.82 3.013709307 46.25 0 1202.657832 2 601.8322754 -0.464071106 -0.000279059 36.88639315VDPSHDASK 14 256222411 2xTMT6plex [N-Term; K9] 0.766 0.744 0.779 3.592895746 35.68 0 1413.773814 3 471.9292908 -0.350151871 -0.000165012 20.68441027VFGPGIEGK 29 256222411 2xTMT6plex [N-Term; K9] 0.9 0.95 0.99 3.38182044 59.13 0 1361.819308 2 681.4125366 -1.1096904 -0.000755599 53.33267435ADDTDSQSWR 2 256222411 1xTMT6plex [N-Term] 1.146 3.519575834 32.08 0 1409.649452 2 705.329834 2.084942994 0.001469519 19.85618232VKAEGPGLSK 11 256222411 3xTMT6plex [N-Term; K2; K10] 1.372 1.712 1.825 3.550340652 37.98 1 1673.056467 2 837.0325928 0.861660621 0.000720803 35.41527377ATQTGDASK 6 256222411 2xTMT6plex [N-Term; K9] 0.988 1.023 0.947 3.841120005 46.95 0 1336.747265 2 668.8778687 0.894465782 0.000597837 17.02066761
SSFLVDCSK 16 256222411 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.945 0.978 1.037 4.360403538 50.69 0 1500.813236 2 750.9102173 -0.052258126 -3.92E-05 49.69895225

DLAEDAPWK 18 256222411 2xTMT6plex [N-Term; K9] 0.845 0.751 0.763 4.20105648 56.79 0 1502.825515 2 751.9154663 -1.237211369 -0.000929656 56.59794699GEITGEVHMPSGK 4 256222411 2xTMT6plex [N-Term; K13] 0.988 0.933 3.702442169 27.74 0 1799.97259 3 600.6624756 0.157451182 9.45E-05 42.12361152
MDGTYACSYTPVK 3 256222411 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.935 1.136 3.554752827 20.83 0 1950.970541 2 983.9868164 0.457421607 0.000449866 37.02859752

DLAEDAPWKK 6 256222411 3xTMT6plex [N-Term; K9; K10] 1.591 1.681 1.342 3.497704268 24.08 1 1860.08341 2 930.5459595 0.662365626 0.000616028 53.66118614SPFEVSVDK 7 256222411 2xTMT6plex [N-Term; K9] 0.966 0.986 0.994 4.031736851 46.05 0 1465.830266 2 733.4188843 0.153902326 0.000112797 54.75643204AEVSIQNNK 10 256222411 2xTMT6plex [N-Term; K9] 0.846 0.783 0.83 3.743896961 42.31 0 1460.847313 3 487.6209412 0.655007761 0.000318955 31.27817663VQAQGPGLK 31 256222411 2xTMT6plex [N-Term; K9] 0.935 1.009 0.953 4.12570715 46.03 0 1355.841106 2 678.4224243 -2.60640216 -0.001766934 43.43104105
AEISCIDNK 32 256222411 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 0.826 0.876 0.818 4.390957832 50.72 0 1507.81905 2 754.4121704 -1.317007958 -0.000992905 37.26553669TFEMSDFIVDTR 2 256222411 1xTMT6plex [N-Term] 0.546 1.068 17.38 0 1689.835538 3 563.9499512 -0.140951217 -7.94E-05 74.92462124LDVTILSPSR 12 256222411 1xTMT6plex [N-Term] 0.93 0.944 0.851 3.792183399 36.81 0 1329.793932 2 665.4007568 0.229555774 0.000152631 61.66559174DQEFTVDTR 6 256222411 1xTMT6plex [N-Term] 0.701 0.694 0.663 3.723327398 45.36 0 1339.669125 2 670.3374023 -1.192161908 -0.000798551 28.66230932VLPTYDASK 18 256222411 2xTMT6plex [N-Term; K9] 0.881 0.923 0.9 3.413435936 51.81 0 1451.851002 2 726.4283447 -1.094442111 -0.000794483 47.30567795

AEITFDDHKNGSCGVSYIAQEPGNYEVSIK 2 256222411 3xTMT6plex [N-Term; K9; K30]; 1xCarbamidomethyl [C13] 1.307 4.992768288 15.92 1 4016.031457 4 1004.755005 -8.283585203 -0.008316785 65.92492024WGEEHIPGSPFHVTVP 12 256222411 1xTMT6plex [N-Term] 0.849 0.902 0.885 3.137457848 11.13 0 2018.033327 3 673.3491821 -0.165415148 -0.000111271 71.37385368AEGPGLSK 12 256222411 2xTMT6plex [N-Term; K8] 0.797 0.912 0.764 3.115791321 48.53 0 1216.730158 2 608.8684692 -0.408170566 -0.000248317 30.55871748
MDCQETPEGYK 9 256222411 2xTMT6plex [N-Term; K11]; 1xOxidation [M1]; 1xCarbamidomethyl [C3] 1.587 0.894 0.893 2.422932386 40.01 0 1831.860657 2 908.4364014 -0.118927088 -0.000107978 32.21432468

GDYVLAVK 12 256222411 2xTMT6plex [N-Term; K8] 0.854 0.825 0.971 3.524228334 46.76 0 1322.808409 2 661.9082031 0.544931522 0.00036042 60.87920685ADIEMPFDPSK 14 256222411 2xTMT6plex [N-Term; K11]; 1xOxidation [M5] 0.885 1.026 0.989 2.344031096 35.17 0 1723.897694 2 854.4541626 -1.013339113 -0.000865342 64.95214559LLGWIQNK 29 256222411 2xTMT6plex [N-Term; K8] 0.977 0.913 0.933 3.742710829 34.88 0 1429.893141 2 715.4498291 -0.531422141 -0.000379938 78.37914628AGGPGLER 6 256222411 1xTMT6plex [N-Term] 0.913 0.962 0.963 2.933669806 46.89 0 985.5628098 2 493.2846985 -0.699577274 -0.000344739 19.13663003EVGEHLVSIKK 2 256222411 3xTMT6plex [N-Term; K10; K11] 1.92 3.079184294 8.59 1 1926.199109 4 482.3055115 0.574877453 0.000276832 47.06989412AIVDGNLK 10 256222411 2xTMT6plex [N-Term; K8] 0.373 0.338 0.316 3.61378336 42.46 0 1287.803658 2 644.4050903 -0.5852724 -0.000376858 44.20589433IQQNTFTR 11 256222411 1xTMT6plex [N-Term] 1.352 1.065 1.193 3.129554749 35.22 0 1236.689801 2 618.8483887 -0.242919647 -0.000150208 28.98454583YADEEIPR 22 256222411 1xTMT6plex [N-Term] 0.959 0.917 0.905 3.500884533 40.72 0 1221.631283 2 611.3186035 -1.107354378 -0.000676389 28.21931313AYGPGLEK 8 256222411 2xTMT6plex [N-Term; K8] 1.004 0.971 1.08 2.924477816 31.9 0 1292.761459 2 646.8842773 -0.139656469 -9.03E-05 34.98628313AGLAPLEVR 12 256222411 1xTMT6plex [N-Term] 0.768 0.783 0.863 3.631340981 40.67 0 1154.709474 2 577.8581543 -0.382802999 -0.000221013 48.45875253GIEPTGNMVK 6 256222411 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 0.858 0.936 1.087 1.795105696 30.38 0 1519.855436 2 752.4331665 -0.97364893 -0.000732116 41.00209435
WCNEHLK 10 256222411 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.055 1.1 1.082 3.535260677 27.32 0 1444.777126 3 482.2635498 -0.712619212 -0.000343192 32.94177593
AIVHDNK 8 256222411 2xTMT6plex [N-Term; K7] 0.703 0.71 0.701 3.238479853 35.15 0 1254.757042 3 418.9239807 0.276498685 0.000115646 20.73320408YVPPAAGR 7 256222411 1xTMT6plex [N-Term] 1.002 0.979 0.986 2.696435928 23.44 0 1059.614845 2 530.3112793 0.412002297 0.000218282 38.68046441GLEELVK 12 256222411 2xTMT6plex [N-Term; K7] 0.94 0.983 1.032 2.897060633 40.02 0 1245.78186 2 623.3943481 -0.353216684 -0.000220015 54.18198122AQGDASK 12 256222411 2xTMT6plex [N-Term; K7] 0.985 1.04 1.034 2.595371723 35.01 0 1134.651908 2 567.8282471 -2.37136108 -0.001345335 16.37812305GAGGQGK 4 256222411 2xTMT6plex [N-Term; K7] 0.994 1.009 2.677856445 38.08 0 1032.620214 2 516.8135986 -0.28429075 -0.000146782 16.33081433ASSDASK 6 256222411 2xTMT6plex [N-Term; K7] 0.954 0.951 1.025 2.719755888 41.06 0 1123.635924 2 562.321106 -0.87970304 -0.000494233 15.90769905LVSIDSK 12 256222411 2xTMT6plex [N-Term; K7] 1.174 1.179 1.085 2.817747593 38.88 0 1219.76621 2 610.3869629 0.360332371 0.000219761 47.8427322KIQQNTFTR 6 256222411 2xTMT6plex [N-Term; K1] 1.577 1.279 1.558 2.732803345 16.94 1 1593.947696 3 531.9871826 -0.44010129 -0.000233833 27.92075872
DEPCLLK 16 256222411 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.916 0.886 0.984 3.154566765 25.71 0 1332.759744 2 666.8840942 0.876014276 0.000583758 44.74040825VFGPGVER 4 256222411 1xTMT6plex [N-Term] 0.824 1.146 2.693284988 24.02 0 1089.62541 2 545.3163452 0.003432085 1.87E-06 33.9926908DVVDPSK 2 256222411 2xTMT6plex [N-Term; K7] 0.821 2.692794561 22.05 0 1217.714174 2 609.3590088 -2.81930025 -0.001716551 29.16904359DGTVTVR 4 256222411 1xTMT6plex [N-Term] 0.822 0.899 2.66738224 25.81 0 976.5624755 2 488.784668 -0.426129931 -0.000208071 18.90113893ALSEFFK 2 256222411 2xTMT6plex [N-Term; K7] 1.005 2.840308189 19.95 0 1299.771295 2 650.3890381 -0.381211777 -0.000247744 71.39400804VPVKDVVDPSK 8 256222411 3xTMT6plex [N-Term; K4; K11] 1.037 1.073 2.256065845 1 1870.161661 3 624.0583496 -0.622936455 -0.000388331 119.7106636YNDKHIPGSPFTAK 1 256222411 3xTMT6plex [N-Term; K4; K14] 0.853 2.058283091 1 2262.284963 4 566.3265991 -0.175418054 -9.92E-05 48.13437077VKESITR 5 256222411 2xTMT6plex [N-Term; K2] 1.913 1.587 2.874280214 9.93 1 1290.814557 2 645.9108276 -0.138003218 -8.91E-05 23.36653261DAGKAPLK 3 256222411 3xTMT6plex [N-Term; K4; K8] 2.886 2.038 1.717 2.161093473 1 1486.956025 3 496.3230591 -0.942263176 -0.000467035 32.17517224

256985100 TMED7-TICAM2 TRAM adaptor with GOLD domain isoform 1 precursor 100302736 NP_001157940.1 24.75247525 1 9 9 76 404 46.143 5.12 1.29 1.3 1.27 1.29 Significant 0.000047
KQYDSFTFTASK 6 256985100 3xTMT6plex [N-Term; K1; K12] 1.611 1.556 1.502 5.567775726 37.62 1 2110.178767 3 704.0648804 0.625905872 0.000440258 50.07703419
FCFSNEFSTFTHK 8 256985100 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.528 1.48 1.602 5.422175884 50.93 0 2110.046818 3 704.0202026 -0.361721758 -0.000254417 73.60479731

VSALTQMESACVSIHEALK 16 256985100 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C11] 1.194 1.356 1.288 7.643549442 76.58 0 2532.356601 3 844.7897949 -0.698667152 -0.000589758 77.72896458
TVYFDFQVGEDPPLFPSENR 6 256985100 1xTMT6plex [N-Term] 0.943 1.121 1.205 4.803393364 30.13 0 2586.271385 3 862.760498 -1.718203048 -0.001481246 90.67807279QYDSFTFTASK 10 256985100 2xTMT6plex [N-Term; K11] 1.173 1.098 0.64 4.566047192 62.14 0 1752.920872 2 876.963501 -0.65422056 -0.000573398 55.28307617SVIDYQTHFR 12 256985100 1xTMT6plex [N-Term] 0.684 1.065 0.84 4.198032379 46.11 0 1494.790243 3 498.9346008 -0.665056365 -0.000331373 37.93496706QCFYEDIAQGTK 6 256985100 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 1.388 1.529 1.187 3.503215075 30.4 0 1917.97807 3 639.996582 -1.499926561 -0.000958942 54.98613439AEDLNTR 8 256985100 1xTMT6plex [N-Term] 1.028 1.204 1.25 2.499896288 22.94 0 1047.563204 2 524.2852783 0.072864935 3.82E-05 17.76688949LEDPDGK 4 256985100 2xTMT6plex [N-Term; K7] 1.574 1.33 2.193232059 21.89 0 1231.693439 2 616.3503418 -0.025677047 -1.58E-05 29.24992159256600192 FNBP1L formin-binding protein 1-like isoform 3 54874 NP_001157945.1 1.818181818 1 1 1 6 605 70.021 6.64 0.82 0.92 0.66 0.8 Significant 0.00884 HFYVVIPQIYK 6 256600192 2xTMT6plex [N-Term; K11] 0.818 0.922 0.659 4.126740932 24.82 0 1865.108948 3 622.3722534 -3.614119219 -0.002246909 78.38311796

257467648 MAST4 microtubule-associated serine/threonine-protein kinase 4 isoform c 375449 NP_001158136.1 9.721692718 1 17 18 67 2623 283.922 8.62 0.88 0.96 0.93 0.92 Significant 0.000638
SVSCLKPIEGTLDIALLSGPQASK 2 257467648 3xTMT6plex [N-Term; K6; K24]; 1xCarbamidomethyl [C4] 1.854 4.184538364 25.34 0 3171.826597 3 1057.945313 -1.643400054 -0.001737527 94.18284766

DSSAASASPHQPIVIHSSGK 2 257467648 2xTMT6plex [N-Term; K20] 0.891 5.391980648 32.48 0 2434.309057 4 609.3329468 0.369948661 0.000225142 44.29675811ASDGIGQGEGGPSVPLHTDR 6 257467648 1xTMT6plex [N-Term] 0.805 0.975 0.912 5.154847145 47.27 0 2179.094089 3 727.0366211 0.560302217 0.000406984 34.17922476SLSSGESLPGSPTHSLSPR 2 257467648 1xTMT6plex [N-Term] 0.486 5.29957819 51.16 0 2125.108677 3 709.0393677 -2.412470813 -0.001708921 40.489772SHGPGSDLENFALFK 6 257467648 2xTMT6plex [N-Term; K15] 1.028 1.035 1.026 3.87364769 16.02 0 2077.111861 3 693.0424805 0.494680267 0.000342502 71.18488942THPDFYTQTQAMEK 4 257467648 2xTMT6plex [N-Term; K14] 0.847 0.964 4.574434757 29.75 0 2155.089411 3 719.0360718 1.972759 0.001417157 41.68772366GLQNSPAVSLPDPEFK 2 257467648 2xTMT6plex [N-Term; K16] 1.026 4.680640697 19.8 0 2157.19559 3 719.7385254 2.518414139 0.001810904 69.73427405LSSFPSLQK 6 257467648 2xTMT6plex [N-Term; K9] 1.004 0.858 1.09 4.055294037 38.15 0 1464.882636 2 732.9440308 -1.263846343 -0.000925693 64.04014443ITQNSAEEKEDSVDK 4 257467648 3xTMT6plex [N-Term; K9; K15] 1.105 0.823 3.259953737 8.73 1 2380.28106 3 794.0980835 -0.572365903 -0.000454131 35.32955432LHQLPYQPTPDELHFLSK 2 257467648 2xTMT6plex [N-Term; K18] 0.878 3.131053686 28.5 0 2621.449179 4 656.1167603 -1.513603394 -0.000991959 70.94024709SYLLEPWFLPPSR 2 257467648 1xTMT6plex [N-Term] 1.907 3.049080849 13.85 0 1834.010072 2 917.5084229 -0.274451532 -0.000251673 95.99080363GKEPATQSLGGSSR 4 257467648 2xTMT6plex [N-Term; K2] 1.069 1.093 3.271712065 8.75 1 1833.023046 3 611.6791992 -0.000700346 -4.28E-07 21.68784528LANIDYLR 6 257467648 1xTMT6plex [N-Term] 0.818 0.849 0.782 3.13463378 34.13 0 1206.704389 2 603.8550415 -1.31118458 -0.000791106 63.67906784ITDFGLSK 10 257467648 2xTMT6plex [N-Term; K8] 0.841 0.981 0.864 2.966740608 14.01 0 1338.803323 2 669.9050903 -0.313224452 -0.000209673 61.73068835YFLELQHK 4 257467648 2xTMT6plex [N-Term; K8] 0.76 0.763 2.946655989 26.3 0 1535.898621 3 512.6370239 -1.368705348 -0.000700731 56.45783408IAQAFPSK 5 257467648 2xTMT6plex [N-Term; K8] 0.892 1.109 0.946 2.772747517 10.61 0 1319.808743 2 660.4071045 -1.372013661 -0.000905398 46.50551526LSSGLLPK 4 257467648 2xTMT6plex [N-Term; K8] 0.993 0.798 2.569666386 16.81 0 1272.829144 2 636.9171753 -1.626521573 -0.001035142 56.22465917VDSGTEKPGLVAPESPVR 1 257467648 2xTMT6plex [N-Term; K7] 1.247 1.997874022 0 2296.291281 3 766.1020508 0.138350806 0.000105898 47.32837806
259906020 ACIN1 apoptotic chromatin condensation inducer in the nucleus isoform 3 22985 NP_001158287.1 26.21060723 1 34 34 220 1301 147.301 6.73 1.23 1.24 1.27 1.25 Significant 0.0000929

SHCFVTYSTVEEAVATR 8 259906020 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.233 1.461 1.865 5.929077148 40.52 0 2186.074934 3 729.3644409 1.754552804 0.001278528 53.86704245FLCADYAEQDELDYHR 6 259906020 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.466 1.448 1.212 5.671988487 53.32 0 2274.033463 3 758.6809692 -2.246464372 -0.001702845 55.61222402SAQPLPLKIEELALAK 11 259906020 3xTMT6plex [N-Term; K8; K16] 2.342 1.558 2.6 4.284029484 19.71 1 2408.509544 3 803.5080566 0.030359803 2.44E-05 96.47101018LSEGSQPAEEEEDQETPSR 16 259906020 1xTMT6plex [N-Term] 1.712 1.352 1.284 6.549610138 64.16 0 2347.073473 2 1174.041382 0.858282409 0.001007226 23.99177793GVPAGNSDTEGGQPGR 15 259906020 1xTMT6plex [N-Term] 0.982 0.975 1.156 5.325159073 83.82 0 1727.851005 2 864.428772 -0.427215475 -0.000369082 17.6634457ASLVALPEQTASEEETPPPLLTK 12 259906020 2xTMT6plex [N-Term; K23] 1.231 1.238 1.445 5.072300434 36.06 0 2879.601776 3 960.5392456 0.488892741 0.000469272 80.46785923TSTSSSSVQAR 8 259906020 1xTMT6plex [N-Term] 1.334 1.194 100 4.308375835 49.6 0 1339.701488 2 670.3543091 -0.109237721 -7.32E-05 15.5538997AAPCIYWLPLTDSQIVQK 14 259906020 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C4] 1.321 1.367 1.238 4.808192253 40.51 0 2561.420187 3 854.4761963 -2.40169998 -0.002050588 97.04018163
GALMLENLQK 10 259906020 2xTMT6plex [N-Term; K10] 1.18 1.258 0.925 3.788908005 35.22 0 1574.93402 2 787.96875 -2.410583524 -0.001898255 63.52297055STLADYSAQK 4 259906020 2xTMT6plex [N-Term; K10] 1.309 1.465 5.478230953 53.81 0 1541.857544 2 771.4315186 -1.156508027 -0.000891585 35.31672276KPSISITTESLK 2 259906020 3xTMT6plex [N-Term; K1; K12] 1.234 4.990947723 28.22 0 1991.235554 3 664.4144897 -3.333463842 -0.002212571 57.14517383WGASTATTQK 6 259906020 2xTMT6plex [N-Term; K10] 2.094 0.838 1.048 4.259549141 52.8 0 1508.847313 2 754.9260254 -1.682879856 -0.001269604 34.24908319EQEEEEQKER 6 259906020 2xTMT6plex [N-Term; K8] 1.313 1.281 1.247 5.087897301 30.5 1 1791.912492 3 597.9753418 -0.569235038 -0.000340006 16.24895145DSSTSYTETK 6 259906020 2xTMT6plex [N-Term; K10] 0.854 0.857 0.914 2.489438534 23.17 0 1576.810653 2 788.9085693 -0.501593596 -0.000395459 100.2500345SGVSITIDDPVR 4 259906020 1xTMT6plex [N-Term] 1.121 1.221 4.103348732 33.12 0 1487.826688 2 744.4160767 -1.217661776 -0.000905835 48.52048199SQEQEVLER 4 259906020 1xTMT6plex [N-Term] 1.348 0.79 3.863962173 49.21 0 1346.711324 2 673.8587646 -0.795748209 -0.000535822 23.38714456KVTLGDTLTR 12 259906020 2xTMT6plex [N-Term; K1] 1.311 1.939 1.226 3.489699364 19.72 1 1561.967763 3 521.3266602 -1.495294145 -0.000778534 40.74001968TGTLVEEAFWIDK 3 259906020 2xTMT6plex [N-Term; K13] 1.65 1.103 3.489123821 20.99 0 1967.089 3 656.3664551 -2.129037184 -0.001396002 88.19263868VTLGDTLTR 6 259906020 1xTMT6plex [N-Term] 1.281 0.983 1.225 3.275601864 33.5 0 1204.709868 2 602.8581543 -0.693848596 -0.000417943 41.49353988VPEESVLPLVQK 8 259906020 2xTMT6plex [N-Term; K12] 0.915 1.112 1.065 4.125190735 30.56 0 1796.093357 3 599.369812 0.849413061 0.000508542 72.47871704GLLVDRPSETK 4 259906020 2xTMT6plex [N-Term; K11] 1.439 2.075 3.441257 12.37 0 1672.999791 3 558.3374023 -1.277578611 -0.000712463 48.37930307AQEEPPAK 6 259906020 2xTMT6plex [N-Term; K8] 1.266 1.56 1.507 3.890798092 32.53 0 1327.762187 2 664.3843384 -0.592502328 -0.000393351 22.9412372EAAELEGK 6 259906020 2xTMT6plex [N-Term; K8] 1.598 1.275 1.204 3.313726187 43.58 0 1304.746202 2 652.8774414 1.075904645 0.000701891 31.64564408IEELALAK 4 259906020 2xTMT6plex [N-Term; K8] 1.098 1.142 3.684695244 40.7 0 1344.850274 2 672.9279785 -1.184636521 -0.000796579 70.8513551

GITEECLK 6 259906020 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.491 1.767 1.336 3.046132565 38.56 0 1407.791773 2 704.3989258 -0.850798764 -0.000598874 40.77674845
ISVVSATK 4 259906020 2xTMT6plex [N-Term; K8] 1.035 0.866 3.08474946 33.64 0 1262.808409 2 631.9086914 1.344148873 0.000848701 42.09704802KEQEEEEQKER 4 259906020 3xTMT6plex [N-Term; K1; K9] 1.582 1.495 2.061596632 4.41 2 2149.170387 4 538.0479126 -0.263640974 -0.000141652 18.97516965SAQPLPLK 6 259906020 2xTMT6plex [N-Term; K8] 1.13 1.489 1.179 2.92177701 17.15 0 1311.840043 2 656.4234009 -0.394973602 -0.000259071 48.63761045LSQPESAEK 6 259906020 2xTMT6plex [N-Term; K9] 1.345 1.315 1.62 3.734876633 30.38 0 1446.82043 2 723.913269 -0.80759439 -0.000584222 29.11281998DLEPESDR 6 259906020 1xTMT6plex [N-Term] 1.098 0.894 1.145 3.16527009 24.68 0 1189.589812 2 595.2981567 -0.651832614 -0.000387707 19.85300764EKAQEEPPAK 1 259906020 3xTMT6plex [N-Term; K2; K10] 1.175 2.353685379 1 1814.062675 3 605.3596191 0.898183893 0.000543121 32.36156204WPQSNPK 2 259906020 2xTMT6plex [N-Term; K7] 1.2 2.35015583 10.58 0 1314.757042 2 657.8823853 0.343742454 0.000225969 34.71251658TTSPLEEEER 2 259906020 1xTMT6plex [N-Term] 0.693 3.366985321 22.87 0 1419.716469 2 710.3615112 -0.509516568 -0.000361685 22.8120896KESSLPK 2 259906020 3xTMT6plex [N-Term; K1; K7] 1.057 1.052 2.641936064 1 1475.940041 3 492.6511536 -0.767799917 -0.000377742 30.50191435260099723 LDHA L-lactate dehydrogenase A chain isoform 3 3939 NP_001158886.1 74.23822715 1 23 25 791 361 39.812 8.43 0.88 0.9 0.87 0.88 Significant 0.0000997 QVVESAYEVIK 42 260099723 2xTMT6plex [N-Term; K11] 0.956 1.008 0.965 5.299860477 75.86 0 1723.004208 2 862.005127 -0.714184994 -0.000615272 116.1281739LIIVSNPVDILTYVAWK 76 260099723 2xTMT6plex [N-Term; K17] 1.214 1.082 1.103 5.110403061 59.41 0 2402.446326 3 801.4888916 2.412547005 0.001932005 113.0586728GEMMDLQHGSLFLR 25 260099723 1xTMT6plex [N-Term]; 1xOxidation [M] 0.803 0.866 0.875 4.275008678 50.04 0 1878.940355 2 939.9738159 0.000114925 1.08E-07 52.61487588

LGVHPLSCHGWVLGEHGDSSVPVWSGMNVAGVSLK 8 260099723 2xTMT6plex [N-Term; K35]; 1xCarbamidomethyl [C8] 0.898 0.814 0.865 7.918473244 25.93 0 4127.13593 5 826.2301636 -3.445170973 -0.002843738 85.85491916
DLADELALVDVIEDK 112 260099723 2xTMT6plex [N-Term; K15] 0.955 0.976 0.94 5.702818394 88.94 0 2116.178937 2 1058.588623 -4.23762192 -0.004483783 104.0691208LKGEMMDLQHGSLFLR 20 260099723 2xTMT6plex [N-Term; K2] 0.876 0.911 1.011 5.480834007 29.05 1 2333.287399 4 584.0768433 -0.795325568 -0.000463931 73.14714925VIGSGCNLDSAR 73 260099723 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.925 0.957 0.903 4.484689236 80.5 0 1477.763043 2 739.3848267 -0.450613304 -0.00033295 30.86698037GYTSWAIGLSVADLAESIMK 8 260099723 2xTMT6plex [N-Term; K20]; 1xOxidation [M19] 0.962 0.948 0.913 6.318247318 47.67 0 2586.388947 3 862.7999878 -1.367432032 -0.001178904 112.3817861GYTSWAIGLSVADLAESIMK 8 260099723 2xTMT6plex [N-Term; K20] 1.016 1.012 0.936 6.130758762 43.57 0 2570.394032 3 862.7999878 -1.367432032 -0.001178904 112.3817861KSADTLWGIQK 16 260099723 3xTMT6plex [N-Term; K1; K11] 1.296 1.321 1.003 5.436463833 84.22 1 1934.167809 2 967.586731 -0.839263238 -0.000811638 63.93806319IVSGKDYNVTANSK 2 260099723 3xTMT6plex [N-Term; K5; K14] 0.896 3.188559055 12.66 1 2183.263894 3 728.4255371 -0.840732941 -0.000611847 39.96976445VTLTSEEEAR 60 260099723 1xTMT6plex [N-Term] 0.877 0.908 0.863 4.573141098 57.22 0 1363.72664 2 682.3671875 0.336115748 0.000229185 27.46482265DQLIYNLLKEEQTPQNK 6 260099723 3xTMT6plex [N-Term; K9; K17] 1.51 1.628 1.155 4.567769527 25.36 1 2761.570306 3 921.1923828 -2.792068152 -0.002570164 79.48999591GEMMDLQHGSLFLR 2 260099723 1xTMT6plex [N-Term] 0.562 2.528156042 8.97 0 1862.94544 2 939.9738159 0.000114925 1.08E-07 52.61487588GEMMDLQHGSLFLR 16 260099723 1xTMT6plex [N-Term]; 2xOxidation [M3; M4] 0.827 0.757 0.746 4.638813972 41.87 0 1894.93527 2 939.9738159 0.000114925 1.08E-07 52.61487588SADTLWGIQK 41 260099723 2xTMT6plex [N-Term; K10] 0.896 0.864 0.839 4.3121562 52.22 0 1576.909914 2 788.9595337 1.190399525 0.000938576 59.3056324LKGEMMDLQHGSLFLR 18 260099723 2xTMT6plex [N-Term; K2]; 1xOxidation [M] 0.999 0.961 0.948 4.249991417 21.35 1 2349.282314 4 584.0768433 -0.795325568 -0.000463931 73.14714925DQLIYNLLK 43 260099723 2xTMT6plex [N-Term; K9] 0.731 0.718 0.728 4.552033901 49.21 0 1577.9667 2 789.4864502 -0.682174963 -0.000538225 83.02939815DYNVTANSK 39 260099723 2xTMT6plex [N-Term; K9] 0.926 0.976 0.986 4.381709576 53.07 0 1469.800029 2 735.4042969 0.876520598 0.000644155 28.45277864

DDVFLSVPCILGQNGISDLVK 2 260099723 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C9] 0.521 4.496110916 20.62 0 2747.505373 3 916.5151978 9.341787633 0.008555537 109.6228493
VHPVSTMIK 39 260099723 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 0.793 0.784 0.743 3.243539572 38.34 0 1485.886342 2 735.4492798 -0.097918584 -7.20E-05 38.42547982VHPVSTMIK 28 260099723 2xTMT6plex [N-Term; K9] 0.687 0.775 0.746 3.893164635 41.41 0 1469.891427 2 735.4492798 -0.097918584 -7.20E-05 38.42547982LVIITAGAR 48 260099723 1xTMT6plex [N-Term] 0.919 0.926 0.9 3.311889887 43.64 0 1142.74586 2 571.8769531 0.673911871 0.000385055 54.96167349TLHPDLGTDKDKEQWK 14 260099723 4xTMT6plex [N-Term; K10; K12; K16] 0.907 0.897 1.026 4.985505581 10.41 2 2827.612394 3 943.2092285 0.260971722 0.000245976 47.85667563TLHPDLGTDK 4 260099723 2xTMT6plex [N-Term; K10] 0.64 0.658 3.545560837 25.38 0 1554.889178 3 518.9674072 -0.970950428 -0.00050324 35.9864374FIIPNVVK 39 260099723 2xTMT6plex [N-Term; K8] 0.962 1.003 0.943 3.202854156 37.2 0 1387.907729 2 694.4580688 0.815728084 0.000566078 79.26609506EEQTPQNK 18 260099723 2xTMT6plex [N-Term; K8] 0.767 0.753 0.766 3.300237656 30.31 0 1431.784379 2 716.3956299 -0.276308626 -0.000197807 30.49797348

ITVVGVGAVGMACAISILMK 2 260099723 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C13] 100 2.862224817 7.36 0 2448.415636 3 816.8083496 -2.099542169 -0.001713517 115.9736217QQEGESR 4 260099723 1xTMT6plex [N-Term] 1.113 100 2.505971193 27.85 0 1062.537717 2 531.7717896 -1.331452441 -0.000707359 12.57031502TLHPDLGTDKDK 12 260099723 3xTMT6plex [N-Term; K10; K12] 0.687 0.66 0.649 4.028851032 11.51 1 2027.174016 4 507.5486145 -0.684663564 -0.000346983 37.45621128
LKGEMMDLQHGSLFLR 4 260099723 2xTMT6plex [N-Term; K2]; 2xOxidation [M5; M6] 0.964 0.952 4.078401566 15.6 1 2365.277229 4 584.0768433 -0.795325568 -0.000463931 73.14714925260656034 PALLD palladin isoform 4 23022 NP_001159582.1 34.22619048 1 18 18 101 672 73.276 7.69 0.68 0.72 0.65 0.68 Significant 0.000879 LLGADSATVFNIQEPEEETANQEYK 4 260656034 2xTMT6plex [N-Term; K25] 0.873 0.692 5.712916851 29.5 0 3254.646888 3 1085.554688 0.805442215 0.00087381 79.73911656YAALSDQGLDIK 12 260656034 2xTMT6plex [N-Term; K12] 0.63 0.687 0.59 4.374865055 69.42 0 1751.994371 2 876.4996948 -1.289029006 -0.001129186 59.38063789EDAGWYTVSAK 6 260656034 2xTMT6plex [N-Term; K11] 0.657 0.703 0.844 4.43638134 54.62 0 1684.894657 2 842.9483643 -3.089519189 -0.002602757 49.33782049FGHSQTPAAFLSALLPSQPPPAAVNALGLPK 2 260656034 2xTMT6plex [N-Term; K31] 0.704 7.468509674 31.07 0 3556.00918 4 889.7548218 -3.296549596 -0.00293064 112.2581264IASDEEIQGTK 6 260656034 2xTMT6plex [N-Term; K11] 0.724 0.552 0.587 4.275751591 48.55 0 1648.915787 2 824.961853 0.389774113 0.000321352 38.03333293NEAGIVSCTAR 6 260656034 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.854 0.818 0.898 3.888825417 51.28 0 1406.725929 2 703.866272 -0.470258402 -0.000330762 24.21475874LQNTGVADGYPVR 12 260656034 1xTMT6plex [N-Term] 0.649 0.617 0.695 4.988436699 65.09 0 1618.875036 2 809.9398193 -1.65143576 -0.001336734 41.69211278DAGIYTCIATNR 2 260656034 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.598 3.72731638 36.95 0 1583.804907 2 792.4058838 -0.262924981 -0.000208211 40.90543989IFEGMPVTFTCR 4 260656034 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.801 0.781 3.508195639 16.47 0 1686.8545 2 843.9299927 -1.061987526 -0.000895709 75.53213658ENESLTHSTDR 6 260656034 1xTMT6plex [N-Term] 0.582 0.792 0.666 4.91185379 52.68 0 1517.73933 3 506.5841675 -0.909694153 -0.000460226 15.90638452VLGVPPPQIFWK 12 260656034 2xTMT6plex [N-Term; K12] 0.845 0.688 0.7 3.114037514 33.78 0 1839.129683 2 920.0719604 3.784990532 0.003480544 98.1612785KENESLTHSTDR 2 260656034 2xTMT6plex [N-Term; K1] 0.862 3.173478127 22.22 1 1874.997225 4 469.5044861 -0.592200376 -0.000277594 16.71535208AAFQPEANPSHLTLNTALVESEDL 6 260656034 1xTMT6plex [N-Term] 0.645 1.329 0.94 6.120310783 16.27 0 2796.425319 3 932.812439 -0.913754232 -0.000851748 83.94960094EAHKPPVFIEK 2 260656034 3xTMT6plex [N-Term; K4; K11] 0.657 4.157421112 18.73 0 1982.204194 4 496.3065186 0.025349936 1.26E-05 45.43396879DAVIQDLER 4 260656034 1xTMT6plex [N-Term] 0.741 0.799 3.45326376 35.69 0 1287.710596 2 644.3589478 0.017704143 1.14E-05 54.59763999GVTPAGFPK 6 260656034 2xTMT6plex [N-Term; K9] 0.661 0.673 0.676 3.410920858 42.59 0 1331.808743 2 666.4082642 0.381841849 0.00025427 48.10203061VSSCEQR 6 260656034 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.202 0.48 0.869 2.558799028 19.03 0 1094.546174 2 547.7767944 0.126552165 6.93E-05 15.23549265VAGNPKPK 3 260656034 3xTMT6plex [N-Term; K6; K8] 0.746 0.902 0.667 2.323778629 0 1497.97201 3 499.9951782 -0.686335943 -0.000342704 26.5732643260656037 PNPLA6 neuropathy target esterase isoform a 10908 NP_001159583.1 7.418181818 1 9 9 44 1375 150.859 7.74 1.03 1.03 0.93 0.99 Significant 0.00112 GDLIGVVEALTR 12 260656037 1xTMT6plex [N-Term] 1.09 1.144 0.977 4.015575409 66.13 0 1471.868159 2 736.4378662 0.201452741 0.000148256 97.60045132AQPSVVLSAAHTVAAR 6 260656037 1xTMT6plex [N-Term] 0.455 0.905 0.988 5.36549139 27.64 0 1807.038747 3 603.0172119 -0.920969633 -0.000554743 51.169662RADVLAFPSSGFTDLAEIVSR 2 260656037 1xTMT6plex [N-Term] 0.879 4.329357147 21.19 1 2480.334654 3 827.4506836 1.146587718 0.000947974 97.13042894FDQIYDVGYQYGK 2 260656037 2xTMT6plex [N-Term; K13] 1.191 2.977632284 15.66 0 2054.063513 3 685.3590698 -0.417356785 -0.000285759 74.70735242LPEGTLGHIK 6 260656037 2xTMT6plex [N-Term; K10] 0.977 1.018 0.929 3.417691946 29.63 0 1522.935734 3 508.3164368 -0.641798103 -0.000325806 50.78664527ADVLAFPSSGFTDLAEIVSR 4 260656037 1xTMT6plex [N-Term] 0.01 1.001 2.759154797 15.67 0 2324.233543 2 1162.620117 -0.251650701 -0.000292448 108.5180796LGASALDSIQEFR 2 260656037 1xTMT6plex [N-Term] 0.34 2.713542461 6.16 0 1635.890351 2 818.4428711 -7.265549608 -0.005942821 68.52430939VPDMAEIQSR 4 260656037 1xTMT6plex [N-Term] 1.028 0.895 3.114145517 35.98 0 1374.724866 2 687.8647461 -1.92792941 -0.001325186 52.91757947LHELYEK 6 260656037 2xTMT6plex [N-Term; K7] 1.121 1.125 1.171 3.836595535 26.68 0 1389.814222 3 463.9433289 0.871269157 0.000403634 39.58073932261878494 GSDMD gasdermin-D 79792 NP_001159709.1 6.818181818 1 3 3 12 484 52.768 5.08 1.42 1.67 1.22 1.44 Significant 0.00811 GDNVYVVTEVLQTQK 4 261878494 2xTMT6plex [N-Term; K15] 1.398 1.253 4.828940868 41.43 0 2151.206155 3 717.7397461 -0.683262618 -0.000489946 74.52148823TFQPPATGHK 2 261878494 2xTMT6plex [N-Term; K10] 1.181 4.635904789 28.95 0 1541.884033 3 514.6322021 -1.284185221 -0.000660022 30.38365648AEVETISK 6 261878494 2xTMT6plex [N-Term; K8] 1.47 1.669 1.993 3.33566308 39.11 0 1334.793153 2 667.8995972 -0.925142641 -0.000617437 48.07938149262073007 SLC16A1 monocarboxylate transporter 1 6566 NP_001159968.1 14 1 8 8 57 500 53.909 8.66 0.58 0.56 0.56 0.57 Significant 0.000138 EEETSIDVAGKPNEVTK 2 262073007 3xTMT6plex [N-Term; K11; K17] 0.466 4.865794182 21.1 0 2533.396424 3 845.1358032 -1.408094682 -0.001189087 46.05216702
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

DLHDANTDLIGR 12 262073007 1xTMT6plex [N-Term] 0.582 0.579 0.541 4.786515713 60.05 0 1568.823 3 523.612915 0.759758869 0.000397309 33.81854683ESKEEETSIDVAGKPNEVTK 2 262073007 4xTMT6plex [N-Term; K3; K14; K20] 0.478 3.402808189 19.81 1 3106.72894 4 777.437561 -0.16922602 -0.000131435 55.91038059SQHYSSEK 3 262073007 2xTMT6plex [N-Term; K8] 0.691 2.530473471 20.72 0 1423.758164 3 475.2562561 -2.77363077 -0.001316326 15.52826316AAESPDQK 17 262073007 2xTMT6plex [N-Term; K8] 0.551 0.545 0.552 3.079663515 35.11 0 1303.725801 2 652.3662109 -0.503223147 -0.000328033 101.7342584LNDMYGDYK 2 262073007 2xTMT6plex [N-Term; K9]; 1xOxidation [M4] 1.003 1.621551752 19.39 0 1592.803066 2 796.9050903 -0.101472643 -8.08E-05 39.17162353DTDGGPKEEESPV 14 262073007 2xTMT6plex [N-Term; K7] 0.483 0.527 0.524 2.898705959 17.94 1 1817.916909 2 909.4621582 0.072041934 6.55E-05 29.15110087AAESPDQKDTDGGPKEEESPV 5 262073007 3xTMT6plex [N-Term; K8; K15] 1.226 1.29 1.449 3.594182253 3.54 2 2873.461937 3 958.4932251 1.108489703 0.001061734 42.33747179262263327 TRAPPC1 trafficking protein particle complex subunit 1 58485 NP_001160093.1 18.62068966 1 2 2 12 145 16.821 9.16 1.17 1.13 1.08 1.13 Significant 0.000534 NPLCPLGQTVQSELFR 6 262263327 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.314 0.989 1.655 4.027711391 34.62 0 2088.110926 2 1044.557495 -1.538215995 -0.001605983 81.34407807LHYYETPTGIK 6 262263327 2xTMT6plex [N-Term; K11] 1.159 1.145 1.056 3.513876677 26.94 0 1780.004542 3 594.0064697 0.176252184 0.000104577 46.93512945
266453619 PFKM ATP-dependent 6-phosphofructokinase, muscle type isoform 1 5213 NP_001160158.1 38.19036428 1 21 24 171 851 93.194 7.97 1.03 1.07 1.04 1.05 Significant 0.000132

DLQANVEHLVQK 4 266453619 2xTMT6plex [N-Term; K12] 0.547 1.124 4.215326309 32.25 0 1852.069268 3 618.0275269 -0.669696115 -0.000413441 55.22013061IMEIVDAITTTAQSHQR 10 266453619 1xTMT6plex [N-Term] 1.152 1.493 1.148 6.949175358 71.15 0 2143.137868 3 715.0504761 -0.463454712 -0.000331082 99.58570462IMEIVDAITTTAQSHQR 2 266453619 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.331 4.902175903 29.19 0 2159.132783 3 715.0504761 -0.463454712 -0.000331082 99.58570462GQIEEAGWSYVGGWTGQGGSK 10 266453619 2xTMT6plex [N-Term; K21] 1.043 0.962 1.046 5.386035442 60.13 0 2612.314536 3 871.4416504 -1.58403518 -0.001379333 67.9809241SSYLNIVGLVGSIDNDFCGTDMTIGTDSALHR 4 266453619 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.641 4.675581455 47.35 0 3657.772626 3 1219.925659 -2.789173079 -0.00340072 108.2547499SGSHTVAVMNVGAPAAGMNAAVR 2 266453619 1xTMT6plex [N-Term] 1.357 6.31258297 29.05 0 2397.232848 3 799.7476807 -1.818429034 -0.001453066 48.32078814AIAVLTSGGDAQGMNAAVR 10 266453619 1xTMT6plex [N-Term] 0.992 1.16 0.945 5.678664207 85.37 0 2031.085439 3 677.697876 -3.133349386 -0.002121367 57.66133474
LPLMECVQVTK 12 266453619 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.1 1.115 1.217 5.313504696 67.98 0 1776.01637 2 888.5116577 -0.186225937 -0.00016537 80.62933658
SEWSDLLSDLQK 16 266453619 2xTMT6plex [N-Term; K12] 1.155 1.05 1.516 4.151855469 48.99 0 1879.021314 2 940.0148315 0.570571462 0.000536058 87.28708278NVLGHMQQGGSPTPFDR 6 266453619 1xTMT6plex [N-Term] 1.089 0.959 0.751 5.121652126 56.63 0 2070.038823 3 690.6834717 -1.430495363 -0.00098706 44.58996213KSFEQISANITK 3 266453619 3xTMT6plex [N-Term; K1; K12] 1.206 1.362 3.43448925 5.29 1 2053.226052 3 685.0799561 -0.358813847 -0.000245575 55.7322448ALVFQPVAELK 20 266453619 2xTMT6plex [N-Term; K11] 0.993 1.028 0.969 4.981965542 42.6 0 1673.040199 2 837.0233154 -0.50521836 -0.000422625 80.0717173GITNLCVIGGDGSLTGADTFR 4 266453619 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.151 1.132 4.09800005 53.55 0 2353.201925 2 1177.104248 -0.29991317 -0.000352878 73.30016393YEIDLDTSDHAHLEHITR 4 266453619 1xTMT6plex [N-Term] 1.108 4.437774658 27.38 0 2394.188718 4 599.3045044 3.120066547 0.001867507 42.50585057VTVLGHVQR 12 266453619 1xTMT6plex [N-Term] 1.022 1.054 0.973 4.228840828 53 0 1237.757821 3 413.2578735 1.00682496 0.000415402 31.61669029SFEQISANITK 4 266453619 2xTMT6plex [N-Term; K11] 0.951 1.224 3.920015335 25.74 0 1695.968157 3 565.9934692 -1.357463669 -0.000767405 58.38939749TFVLEVMGR 10 266453619 1xTMT6plex [N-Term] 1.263 1.317 1.248 3.691685915 47.17 0 1280.723409 2 640.8657227 0.592799737 0.000379606 72.11942754GGTPSAFDR 7 266453619 1xTMT6plex [N-Term] 0.985 0.707 0.905 3.092507362 32.57 0 1136.589753 2 568.7976685 -1.489091322 -0.000846243 114.2238157KNVLGHMQQGGSPTPFDR 4 266453619 2xTMT6plex [N-Term; K1]; 1xOxidation [M7] 1.013 1.041 3.655719995 16.91 1 2443.291633 4 611.5779419 -0.693831163 -0.000423808 33.61468991MGVEAVMALLEGTPDTPACVVSLSGNQAVR 2 266453619 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.762 2.909221888 4.64 0 3301.679184 3 1101.22876 -2.258833372 -0.002485981 112.4576895AMNWMSGK 6 266453619 2xTMT6plex [N-Term; K8] 0.917 0.996 1.08 3.863895893 44.04 0 1382.732483 2 691.8695679 -0.451531891 -0.000312174 52.08968404ITDEEATK 6 266453619 2xTMT6plex [N-Term; K8] 1.129 1.171 1.067 3.318132401 41.02 0 1364.767332 2 682.8875732 0.394304848 0.000269067 28.14144719DQTDFEHR 6 266453619 1xTMT6plex [N-Term] 1.047 1.1 1.002 3.461619377 22.05 0 1276.611945 3 426.2089844 0.356549226 0.000151725 17.23735186SFMNNWEVYK 2 266453619 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 1.01 1.550266743 36.6 0 1791.914013 2 896.4591064 -1.717040747 -0.001538395 57.62524473KFDEALK 5 266453619 3xTMT6plex [N-Term; K1; K7] 0.946 1.03 0.953 3.303479433 12.4 1 1537.955691 2 769.4821167 0.823202154 0.000633024 44.26190685

267844824 SMYD3 histone-lysine N-methyltransferase SMYD3 isoform 1 64754 NP_001161212.1 7.943925234 1 3 3 10 428 49.065 7.25 1.49 1.34 1.71 1.51 Significant 0.005
LMDGAPSESEK 4 267844824 2xTMT6plex [N-Term; K11] 1.339 2.036 3.373799086 41.14 0 1621.850744 2 811.4289551 -0.067912384 -5.51E-05 36.87161454LYSFYDLESNINK 2 267844824 2xTMT6plex [N-Term; K13] 1.151 2.452908516 12.45 0 2064.105378 3 688.7077637 1.627574668 0.001119829 79.7301194LPDINIYQLK 4 267844824 2xTMT6plex [N-Term; K10] 1.809 1.599 3.665635824 19.78 0 1675.019464 2 838.013916 0.651563324 0.000545691 88.23015983269846812 SBNO1 protein strawberry notch homolog 1 isoform 1 55206 NP_001161328.1 3.230437904 1 3 3 9 1393 154.216 7.88 1.21 1.01 1.4 1.21 Significant 0.00859 SIDPDSIQSALLASGLGSK 4 269846812 2xTMT6plex [N-Term; K19] 1.099 1.404 5.771214008 37.39 0 2317.301512 3 773.1033325 -2.618296055 -0.00202246 89.540146SELDVPVEILNITEK 2 269846812 2xTMT6plex [N-Term; K15] 1.39 3.699128866 28.64 0 2157.241872 3 719.7510986 -1.450463948 -0.001043001 95.89510467EFSDFIQAVER 3 269846812 1xTMT6plex [N-Term] 0.975 0.906 3.178010225 12.28 0 1569.811038 2 785.4086304 -0.67153803 -0.000527094 74.90225019268830752 ATP5SL ATP synthase subunit s-like protein isoform 1 55101 NP_001161339.1 14.82889734 1 3 3 20 263 30.18 6.24 1.33 1.36 1.2 1.3 Significant 0.00143 LYPLADSLQELSLAGCPR 12 268830752 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.428 1.035 1.312 5.995787621 48.76 0 2232.18957 3 744.7333984 -1.759562697 -0.001309226 94.21672647GLACLHHLQNLR 6 268830752 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.308 1.606 1.235 3.808279276 31.61 0 1660.926694 4 415.9872437 0.271185584 0.000112605 41.44481526DKEWIRPDK 2 268830752 3xTMT6plex [N-Term; K2; K9] 1.077 1.135 2.472420454 1 1874.110294 4 469.2827454 -0.609443687 -0.000285541 39.77604996

269784613 TIMM17B mitochondrial import inner membrane translocase subunit Tim17-B isoform 1 10245 NP_001161419.1 9.90990991 1 2 2 8 222 23.808 8.72 1.65 0.65 0.99 1.1 Non-Significant 0.0648
DGTPAPGYPSYQQYH 6 269784613 1xTMT6plex [N-Term] 1.646 0.652 1.018 2.992614269 22.5 0 1909.891808 2 955.4482422 -1.361289152 -0.001299957 36.15771868YTAQQFR 2 269784613 1xTMT6plex [N-Term] 0.98 2.379772425 9.63 0 1142.615574 2 571.8114014 -0.041593714 -2.38E-05 24.48769698269914128 OCIAD1 OCIA domain-containing protein 1 isoform 4 54940 NP_001161726.1 36 1 8 8 79 250 28.157 7.44 1.3 1.3 1.27 1.29 Significant 0.0000601 SVPLAATSMLITQGLISK 6 269914128 2xTMT6plex [N-Term; K18]; 1xOxidation [M9] 1.407 1.284 1.444 6.077148914 44.17 0 2304.361276 2 1144.688843 1.769064143 0.002024133 106.7918477SVPLAATSMLITQGLISK 26 269914128 2xTMT6plex [N-Term; K18] 1.367 1.385 1.425 6.379991531 56.71 0 2288.366361 2 1144.688843 1.769064143 0.002024133 106.7918477VFAECNDESFWFR 9 269914128 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.903 1.871 1.016 4.302627087 31.2 0 1935.8897 2 968.4472046 -1.325995129 -0.00128349 78.33110847SSPPGHYYQK 6 269914128 2xTMT6plex [N-Term; K10] 1.171 1.15 1.077 4.485295296 27.74 0 1621.873862 3 541.2961426 0.007413878 4.01E-06 23.12076925ESYEVSLTQK 14 269914128 2xTMT6plex [N-Term; K10] 1.39 1.215 1.176 5.216160774 49.66 0 1641.909973 2 821.4593506 0.884002107 0.000725726 53.28546278TDPSVRPMHER 4 269914128 1xTMT6plex [N-Term] 1.287 1.45 2.627957582 3.84 0 1553.805576 3 518.6064453 -0.510438701 -0.000264374 17.07519074NITYEELR 2 269914128 1xTMT6plex [N-Term] 1.401 3.198992968 37.23 0 1266.689132 2 633.8475342 -1.058397511 -0.00067033 37.25115041GILSSHPK 6 269914128 2xTMT6plex [N-Term; K8] 1.361 1.455 1.349 2.751213551 32.6 0 1296.803992 3 432.9396362 0.280159075 0.000121104 30.21142356KLENSPLGEALR 6 269914128 2xTMT6plex [N-Term; K1] 1.224 100 1.588 3.274150133 32.99 1 1785.063454 2 893.0349121 -0.507775367 -0.000453206 51.1871363281332172 C4orf3 uncharacterized protein C4orf3 isoform 1 401152 NP_001163801.1 12.06030151 1 1 1 3 199 22.544 10.15 1.03 0.63 0.72 0.79 Significant 0.0225 TSLINSPINRRPLQNVEGNNRCQR 3 281332172 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 1.027 0.634 0.72 2.15 2 3065.633646 4 767.1639404 0.09311248 7.14E-05 96.04474166282165810 TJP2 tight junction protein ZO-2 isoform 3 9414 NP_001163887.1 21.86732187 1 24 24 116 1221 137.258 8.05 0.76 0.77 0.77 0.77 Significant 0.0000189 AEQMASVQNAQR 4 282165810 1xTMT6plex [N-Term] 0.739 0.836 4.76891613 57.9 0 1561.795405 2 781.4008789 -0.591509936 -0.000461909 22.10010663AFEVMDEFDGR 6 282165810 1xTMT6plex [N-Term] 0.794 0.696 0.824 3.968430996 44.07 0 1544.72526 2 772.8651733 -1.417559724 -0.00109487 63.74634041KVQVAALQASPPLDQDDR 6 282165810 2xTMT6plex [N-Term; K1] 0.847 0.85 0.622 6.706911564 39.71 1 2409.350193 3 803.7874756 -0.962791625 -0.000773234 53.35317123RPVVLFGPIADIAMEK 4 282165810 2xTMT6plex [N-Term; K16] 0.913 0.787 5.947518349 19.74 0 2214.308452 3 738.7744751 0.189712941 0.000140028 97.38769976STGDIAGTVVPETNKEPR 6 282165810 2xTMT6plex [N-Term; K15] 0.718 0.899 1.097 5.459885597 22.73 1 2329.27636 3 777.0964355 -0.689561532 -0.000535393 42.27551565EDAVLYLLEIPK 12 282165810 2xTMT6plex [N-Term; K12] 0.814 0.82 0.881 3.298285961 47.79 0 1861.108673 3 621.0419922 1.477862384 0.000916821 105.8707012DTIQHQQGEAVWVSEGK 2 282165810 2xTMT6plex [N-Term; K17] 0.711 4.321363449 22.57 0 2370.245394 3 790.7525635 -0.952070329 -0.000752213 39.68361625SNPSAVAGNETPGASTK 2 282165810 2xTMT6plex [N-Term; K17] 0.932 3.731391668 37 0 2046.086768 2 1023.547363 0.33328132 0.000340961 28.83093267GEMVTILAQSR 4 282165810 1xTMT6plex [N-Term] 0.938 0.913 3.796546459 46.46 0 1433.798365 2 717.4038086 1.37770941 0.000987679 55.22933322SSEPVQHEESIR 6 282165810 1xTMT6plex [N-Term] 0.687 0.687 0.813 5.141918659 42.42 0 1626.828479 3 542.9470825 -1.097160167 -0.000594964 17.96029402VVDTLYDGK 10 282165810 2xTMT6plex [N-Term; K9] 0.979 0.788 0.764 3.572436094 39.08 0 1467.845916 2 734.4263916 -0.279196113 -0.000204908 47.91894264GLDHDFGPSR 6 282165810 1xTMT6plex [N-Term] 0.733 0.673 0.769 3.333996534 21.11 0 1329.674879 3 443.8964844 0.015466187 6.86E-06 23.34456508DGNLHEGDIILK 2 282165810 2xTMT6plex [N-Term; K12] 0.774 3.53512001 21.62 0 1782.016169 3 594.677002 0.158892708 9.44E-05 49.60937366HALLDVTPK 4 282165810 2xTMT6plex [N-Term; K9] 0.668 0.701 3.165446043 35.27 0 1451.898621 3 484.6373596 -0.754262427 -0.000365038 45.2234763HPDIYAVPIK 6 282165810 2xTMT6plex [N-Term; K10] 0.661 0.775 0.608 4.12664938 32.16 0 1610.967035 3 537.6580811 -4.559172087 -0.002448225 53.16977062MEGMDDDPEDR 2 282165810 1xTMT6plex [N-Term] 0.6 2.555660009 18.32 0 1538.630039 2 769.8170166 -2.133155335 -0.001641068 108.3537287ETPQSLAFTR 4 282165810 1xTMT6plex [N-Term] 0.934 1.018 3.458122015 30.08 0 1378.752795 2 689.8794556 -0.841867514 -0.000580364 39.52192419ANEEYGLR 2 282165810 1xTMT6plex [N-Term] 0.643 3.117596865 36.8 0 1180.615967 2 590.8121948 0.970280319 0.000572764 31.54858697SIDQDYER 4 282165810 1xTMT6plex [N-Term] 0.671 1.064 3.082891941 24.87 0 1254.616361 2 627.8121338 0.501825215 0.000314799 20.92615543SHFECEK 6 282165810 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.921 0.864 0.864 3.46643424 18.32 0 1394.713857 3 465.5756836 -0.974557429 -0.000453076 29.09036406

VAAIVVK 6 282165810 2xTMT6plex [N-Term; K7] 0.859 0.763 0.833 3.196102381 37.23 0 1157.802201 2 579.4040527 -1.18539354 -0.000686226 53.99977145LQLVVLR 4 282165810 1xTMT6plex [N-Term] 1.019 0.79 2.555500746 34.36 0 1069.729481 2 535.3686523 0.511192325 0.000273419 68.10325373LNPTSNK 6 282165810 2xTMT6plex [N-Term; K7] 0.881 0.676 0.981 2.447470188 20.03 0 1231.741058 2 616.3739624 -0.332322536 -0.000204668 28.49046869GYYGQSAR 2 282165810 1xTMT6plex [N-Term] 1.118 2.995828152 28.78 0 1130.579188 2 565.793457 0.397426828 0.000224661 17.25843289281427158 CDK16 cyclin-dependent kinase 16 isoform 3 5127 NP_001163931.1 12.63157895 1 3 6 29 570 63.418 8.13 0.87 0.87 0.84 0.86 Significant 0.000135 LEHEEGAPCTAIR 6 281427158 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.924 0.792 0.802 4.747103691 33.97 0 1711.863485 3 571.2926025 -0.134621022 -7.68E-05 37.00303654LDSDGADLLTK 2 281427158 2xTMT6plex [N-Term; K11] 1.049 2.888803005 43.17 0 1605.909973 2 803.4608154 2.728135106 0.00219057 58.13466938ILGTPTEETWPGILSNEEFK 2 281427158 2xTMT6plex [N-Term; K20] 0.65 4.648632526 38.23 0 2719.459469 3 907.1516724 -6.988488108 -0.00633497 94.54988799LTDNLVALK 4 281427158 2xTMT6plex [N-Term; K9] 0.871 0.946 3.575248718 36.05 0 1444.913936 2 722.960144 -0.640137823 -0.000462472 68.73821559LGEGTYATVYK 3 281427158 2xTMT6plex [N-Term; K11] 0.693 0.99 3.288193703 11.7 0 1659.935794 2 830.4706421 -1.076186392 -0.0008932 59.28593368IADFGLAR 24 281427158 1xTMT6plex [N-Term] 1.222 1.313 1.184 3.270000696 43.46 0 1091.64106 2 546.3245239 0.651406024 0.000355551 54.48660453281427168 CDK17 cyclin-dependent kinase 17 isoform 2 5128 NP_001163935.1 13.57552581 1 3 6 27 523 59.494 8.81 0.59 0.62 0.98 0.73 Significant 0.0282 LEHEEGAPCTAIR 6 281427168 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.924 0.792 0.802 4.747103691 33.97 0 1711.863485 3 571.2926025 -0.134621022 -7.68E-05 37.00303654LLGTPSQETWPGISSNEEFK 2 281427168 2xTMT6plex [N-Term; K20] 0.978 3.974500895 34.1 0 2678.407768 3 893.4743042 0.220955025 0.000197269 79.06480259LGEGTYATVYK 3 281427168 2xTMT6plex [N-Term; K11] 0.693 0.99 3.288193703 11.7 0 1659.935794 2 830.4706421 -1.076186392 -0.0008932 59.28593368IADFGLAR 24 281427168 1xTMT6plex [N-Term] 1.222 1.313 1.184 3.270000696 43.46 0 1091.64106 2 546.3245239 0.651406024 0.000355551 54.48660453VSAEEAMK 2 281427168 2xTMT6plex [N-Term; K8] 0.598 3.087888956 22.4 0 1322.739009 2 661.8723755 -1.159876157 -0.000767107 34.10094527LDSEGIELITK 2 281427168 2xTMT6plex [N-Term; K11] 0.593 0.625 1.851093292 0 1675.988223 2 838.4981689 0.49992632 0.000418935 71.58699797
283436222 ATAD3A ATPase family AAA domain-containing protein 3A isoform 2 55210 NP_001164006.1 47.09897611 1 9 26 196 586 66.177 9.25 1.08 1.04 1.13 1.09 Significant 0.000577 GLLLFVDEADAFLR 9 283436222 1xTMT6plex [N-Term] 1.053 1.266 1.107 5.15743494 52.61 0 1808.015552 2 904.5109253 -0.540771932 -0.000488862 112.811808NILMYGPPGTGK 12 283436222 2xTMT6plex [N-Term; K12] 1.23 1.09 1.291 4.136392593 54.98 0 1705.971134 2 853.4894409 0.27642668 0.000235788 62.63071894LKEYEAAVEQLK 13 283436222 3xTMT6plex [N-Term; K2; K12] 1.098 1.235 1.199 6.052338123 27.94 1 2108.257017 3 703.4240112 0.219637076 0.00015435 69.52753579TAGTLFGEGFR 2 283436222 1xTMT6plex [N-Term] 1.267 4.37949276 50.84 0 1384.742231 2 692.8713379 -4.933350482 -0.003415709 55.8262087INEMVHFDLPGQEER 6 283436222 1xTMT6plex [N-Term] 1.291 0.9 1.231 5.32136488 35.19 0 2043.016691 3 681.6758423 -1.819336351 -0.001238978 63.90709435QQQLLNEENLR 6 283436222 1xTMT6plex [N-Term] 0.897 0.899 0.954 5.187009335 48.23 0 1613.880849 2 807.4447632 0.867844233 0.000700299 38.24890781GEGAGPPPPLPPAQPGAEGGGDR 12 283436222 1xTMT6plex [N-Term] 0.529 0.767 0.666 5.600505352 37.58 0 2310.167588 3 770.7266235 -0.983043197 -0.000756998 40.70333293DKWSNFDPTGLER 11 283436222 2xTMT6plex [N-Term; K2] 1.394 1.71 1.492 4.77559948 22.05 1 2023.06491 3 675.0258179 -0.993594772 -0.000670036 63.19862022LLSRPQDALEGVVLSPSLEAR 6 283436222 1xTMT6plex [N-Term] 1.236 0.944 1.307 7.398276806 36.12 0 2479.408153 3 827.1416016 0.846394531 0.000699519 81.62650169LALHSGMDYAIMTGGDVAPMGR 4 283436222 1xTMT6plex [N-Term] 1.224 0.959 5.730265141 34.89 0 2492.229736 3 831.4128418 -2.312888451 -0.001921416 69.7056296VQDAVQQHQQK 12 283436222 2xTMT6plex [N-Term; K11] 1.072 1.162 1.082 5.284669876 38.46 0 1766.991352 3 589.6679688 -1.131137398 -0.000666237 21.23877112EYEAAVEQLK 6 283436222 2xTMT6plex [N-Term; K10] 0.845 0.925 0.954 3.524980545 30.29 0 1637.915058 3 546.6427002 -0.922614427 -0.000503721 51.39422355ATLNAFLYR 8 283436222 1xTMT6plex [N-Term] 0.943 1.101 1.277 3.627605677 37.54 0 1297.746588 2 649.3768311 -0.155855255 -0.00010113 63.11151835LFDWANTSR 10 283436222 1xTMT6plex [N-Term] 1.094 0.909 1.174 3.556558609 26.38 0 1338.700366 2 669.8544312 0.911245502 0.000609942 61.10927461WSNFDPTGLER 4 283436222 1xTMT6plex [N-Term] 1.075 1.308 3.304864407 21.51 0 1550.780073 2 775.8922119 -1.88637443 -0.001462676 58.59767644KQEESVQK 8 283436222 3xTMT6plex [N-Term; K1; K8] 1.106 1.204 1.284 3.609242678 27.2 1 1662.999346 3 555.0047607 0.230088222 0.000127546 21.81880373AFVTDWDK 2 283436222 2xTMT6plex [N-Term; K8] 0.407 2.637127876 30.86 0 1439.793487 2 720.4005127 0.181839012 0.000130905 60.02949316ITVLEALR 12 283436222 1xTMT6plex [N-Term] 1.022 1.111 1.26 3.356359243 36.26 0 1143.729875 2 572.3687744 0.347213213 0.000198559 70.1996174LTEGMSGR 6 283436222 1xTMT6plex [N-Term] 1.487 1.219 1.002 2.678895235 37.73 0 1079.57166 2 540.2887573 -1.317079371 -0.000710941 23.63596704YVLKPATEGK 9 283436222 3xTMT6plex [N-Term; K4; K10] 1.089 1.066 1.065 3.675227404 8.4 0 1793.113982 3 598.3754272 -1.256847998 -0.000751224 45.91700358LAQFDYGR 6 283436222 1xTMT6plex [N-Term] 0.941 1.228 1.232 2.908874989 34.56 0 1198.641788 2 599.8245239 -0.014289872 -8.56E-06 44.94880431TLSEETR 6 283436222 1xTMT6plex [N-Term] 1.048 1.163 0.92 3.249679565 34.42 0 1064.578519 2 532.7922974 -1.128402852 -0.000600637 18.30339074DIAIATR 6 283436222 1xTMT6plex [N-Term] 1.152 1.174 1.108 2.598904133 37.49 0 988.598861 2 494.802948 -0.244390233 -0.000120802 30.41164563GLGDRPAPK 8 283436222 2xTMT6plex [N-Term; K9] 1.137 1.091 1.2 2.884677649 8.97 0 1368.836355 3 456.9520264 3.777662351 0.001723667 22.24937752ENADIIR 6 283436222 1xTMT6plex [N-Term] 1.094 1.133 1.202 2.598996162 33.53 0 1059.599589 2 530.3035278 0.179156414 9.49E-05 24.32619281AEGPGRGDEPSPS 6 283436222 1xTMT6plex [N-Term] 1.452 0.903 1.102 3.058948994 24.27 1 1484.717866 2 742.8619385 -0.85258412 -0.000632923 17.07154916281604136 PGAM5 serine/threonine-protein phosphatase PGAM5, mitochondrial isoform 1 192111 NP_001164014.1 40.48442907 1 10 10 67 289 31.985 8.68 0.93 0.95 0.97 0.95 Significant 0.000148

QEEDSYEIFICHANVIR 6 281604136 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.174 1.254 2.675 5.890926361 47.01 0 2352.149161 3 784.7220459 1.030132507 0.000807675 62.51456019EGAPIEPDPPVSHWKPEAVQYYEDGAR 2 281604136 2xTMT6plex [N-Term; K15] 0.966 4.832139969 9.85 0 3495.758504 4 874.6938477 -1.41405792 -0.001235801 61.57147826NVESGEEELASK 16 281604136 2xTMT6plex [N-Term; K12] 1 0.984 0.999 5.19076252 78.14 0 1749.92708 2 875.46698 -0.226454615 -0.00019814 49.95742759TLGDTGFMPPDK 10 281604136 2xTMT6plex [N-Term; K12]; 1xOxidation [M8] 1.002 0.961 0.972 3.287862539 44.15 0 1752.924243 2 876.9642944 -1.672121784 -0.001465551 49.14573942AIETTDIISR 6 281604136 1xTMT6plex [N-Term] 0.848 1.045 1.032 3.638970852 42.6 0 1347.768111 2 674.3873291 -0.541151604 -0.000364673 40.67895824HSQYHVDGSLEK 2 281604136 2xTMT6plex [N-Term; K12] 0.586 3.389704466 16.95 0 1857.985932 3 620.0004883 0.527266506 0.000326551 27.70544569HSQYHVDGSLEKDR 8 281604136 2xTMT6plex [N-Term; K12] 0.969 1.262 1.482 4.554030418 19.59 1 2129.113986 5 426.6283569 -0.614195407 -0.000261538 21.07649266TLGDTGFMPPDK 2 281604136 2xTMT6plex [N-Term; K12] 1.63 2.819442272 33.84 0 1736.929328 2 876.9642944 -1.672121784 -0.001465551 49.14573942EPLSLINVR 2 281604136 1xTMT6plex [N-Term] 0.85 2.957629204 29.57 0 1269.772802 2 635.390686 1.0182769 0.00064649 63.10484608EQAELTGLR 2 281604136 1xTMT6plex [N-Term] 1.054 3.653926134 48.54 0 1245.700031 2 623.3529663 -1.104144479 -0.000687716 46.23498206LASLGIK 22 281604136 2xTMT6plex [N-Term; K7] 0.852 0.849 0.838 2.65018177 26.65 0 1159.781466 2 580.3950195 1.117971392 0.000648301 59.06193834
282165721 SRGAP2 SLIT-ROBO Rho GTPase-activating protein 2 isoform c 23380 NP_001164108.1 13.45794393 1 1 10 32 1070 120.667 6.7 0.92 0.96 0.98 0.95 Significant 0.000342

VSGSQVEVNDIK 6 282165721 2xTMT6plex [N-Term; K12] 0.92 1.114 0.778 5.068761349 54.52 0 1732.984535 2 866.9970093 1.273505125 0.001103482 42.93955114GEDPLAGDQNDHDMDSIAGVLK 2 282165721 2xTMT6plex [N-Term; K22] 0.69 5.086194038 40.65 0 2755.360894 3 919.1245728 -0.627358211 -0.000576199 67.11940749DKEIIAEYDTQVK 4 282165721 3xTMT6plex [N-Term; K2; K13] 0.828 1.079 5.527836323 20.96 1 2239.278875 3 747.09729 -0.695792217 -0.000519358 54.44191629SEIEVISEPPEEK 4 282165721 2xTMT6plex [N-Term; K13] 0.969 0.599 3.448955774 49.02 0 1944.057759 2 972.53125 -1.304477703 -0.00126799 51.7146277
YYIHDLSDLIDCCDLGYHASLNR 4 282165721 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C13] 1.075 1.17 4.595846653 13.53 0 3042.428707 4 761.3575439 -6.692412776 -0.005090297 77.60804759

ANQQETEQFYFTK 2 282165721 2xTMT6plex [N-Term; K13] 0.541 3.126054525 25.56 0 2092.075141 2 1046.540283 -0.884754909 -0.000925487 53.8684146VLNELYSVMK 2 282165721 2xTMT6plex [N-Term; K10]; 1xOxidation [M9] 1.146 2.473354101 22.79 0 1669.959901 3 557.3244629 -0.637870481 -0.000355073 88.00022688VQLLQDLQDFFR 4 282165721 1xTMT6plex [N-Term] 1.288 0.86 3.943306446 41.26 0 1750.968936 2 875.9887695 0.757616239 0.000663281 112.5664002DQNVLSPVNCWNLLLNQVK 2 282165721 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C10] 0.383 3.398676634 13.13 0 2712.490726 3 904.8352661 0.191204283 0.00017288 102.0986042
VLLVLPK 2 282165721 2xTMT6plex [N-Term; K7] 1.021 2.364944458 24.45 0 1239.880452 2 620.4434204 -0.715713911 -0.0004437 81.00973876

282398112 BCAR1 breast cancer anti-estrogen resistance protein 1 isoform 1 9564 NP_001164185.1 27.40174672 1 17 17 80 916 97.817 5.63 0.94 0.97 1.01 0.97 Significant 0.000434 ALYDNVAESPDELSFR 11 282398112 1xTMT6plex [N-Term] 1.408 1.426 1.301 4.92394495 48.79 0 2055.023216 2 1028.014404 -0.819293056 -0.000841833 61.71427595AAALQYPSPSAAQDMVER 6 282398112 1xTMT6plex [N-Term] 0.985 0.88 0.753 4.19404459 65.07 0 2134.080019 2 1067.544434 0.736409828 0.000785779 56.08789838ATAPGPEGGGTLHPNPTDK 6 282398112 2xTMT6plex [N-Term; K19] 1.058 0.911 0.971 6.147118568 59.47 0 2275.20828 3 759.0734253 -1.124047023 -0.00085248 32.86475006LQQGVSATVAHLLDLAGSAGATGSWR 10 282398112 1xTMT6plex [N-Term] 0.808 0.886 1.267 8.0294981 67.56 0 2795.500156 4 699.6307373 0.34473214 0.000240925 109.5930085AQQGLYQVPGPSPQFQSPPAK 2 282398112 2xTMT6plex [N-Term; K21] 1.091 3.722831249 21.56 0 2683.460806 4 671.6201782 -0.71669367 -0.000480805 57.47875011LEQEVSRPIDHDLANWTPAQPLAPGR 4 282398112 1xTMT6plex [N-Term] 1.561 0.88 5.92363739 12.23 0 3139.648611 4 785.6654663 -2.731288335 -0.002143821 65.07235424GLLPSQYGQEVYDTPPMAVK 6 282398112 2xTMT6plex [N-Term; K20] 0.974 0.997 1.384 5.370633602 76.16 0 2651.415496 3 884.4761963 -0.550616384 -0.000486638 75.80088827GGSGATLEDLDR 5 282398112 1xTMT6plex [N-Term] 0.128 0.238 0.415 3.649411678 49.09 0 1419.727703 2 710.3667603 -1.027466172 -0.000729361 33.92083827LVFIGDTLSR 6 282398112 1xTMT6plex [N-Term] 0.717 0.92 0.701 3.596828222 47.01 0 1349.799017 2 675.4025879 -0.828292757 -0.000559014 72.02237943SAVGNAAHTSDR 2 282398112 1xTMT6plex [N-Term] 0.741 2.623555183 20.48 0 1414.72362 3 472.2458191 -0.506314166 -0.000238765 21.69216502SQLELQQLK 2 282398112 2xTMT6plex [N-Term; K9] 0.986 4.156039715 39.69 0 1544.941214 2 772.973938 -0.397667841 -0.000307187 52.65268727EETYDVPPAFAK 2 282398112 2xTMT6plex [N-Term; K12] 0.724 3.211814404 17.7 0 1824.978387 2 912.994812 2.170126214 0.001980217 56.00825014ILVGMYDK 6 282398112 2xTMT6plex [N-Term; K8] 0.934 0.954 0.929 3.049674034 30.07 0 1396.82743 2 698.9168091 -0.778998117 -0.000544063 64.0593438ELGHSTQQFR 2 282398112 1xTMT6plex [N-Term] 0.993 3.11629343 18.26 0 1431.754192 3 477.9228516 -0.133243891 -6.36E-05 23.64574396HLLAPGPQDIYDVPPVR 2 282398112 1xTMT6plex [N-Term] 0.896 4.104910851 21.39 0 2116.17524 3 706.05896 -6.102262678 -0.004304486 61.75926503EAPAEGK 4 282398112 2xTMT6plex [N-Term; K7] 0.786 0.944 2.007934332 15.07 0 1159.672309 2 580.3394165 -0.649228391 -0.000376446 19.65409878VLGQLAAA 4 282398112 1xTMT6plex [N-Term] 0.953 0.984 2.009641647 27.04 0 971.6086974 2 486.3070679 -1.892004279 -0.000919144 58.61751525283046671 MFSD5 molybdate-anion transporter isoform 1 84975 NP_001164261.1 8.617594255 1 3 3 8 557 61.464 8.28 1.04 0.88 0.92 0.95 Significant 0.00257 VPLHSLACLGLLVLHDSDR 2 283046671 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.106 6.095108986 39.54 0 2344.300851 4 586.8309937 0.551648213 0.000323307 100.3454838HDFPAEWIPATFAR 1 283046671 1xTMT6plex [N-Term] 0.96 2.255932808 0 1886.975084 3 629.6618042 -2.23878544 -0.001408177 75.05591018VIPETEQAGVLNWFR 5 283046671 1xTMT6plex [N-Term] 1.036 0.882 0.806 3.42838788 13.39 0 1988.080277 2 994.5401001 -3.698821809 -0.003676777 89.65502092283436131 IGSF1 immunoglobulin superfamily member 1 isoform 3 precursor 3547 NP_001164432.1 0.969425802 1 1 1 8 1341 149.329 5.9 0.67 0.75 0.85 0.76 Significant 0.0047
WSEPSEPLELVIK 8 283436131 2xTMT6plex [N-Term; K13] 0.671 0.751 0.847 3.994035959 28.59 0 1985.13595 3 662.3834229 -0.118311954 -7.83E-05 85.49123092283945558 UBAP1 ubiquitin-associated protein 1 isoform 2 51271 NP_001164672.1 24.73498233 1 8 8 32 566 61.806 5.77 1.03 1.01 1.03 1.02 Significant 0.0000424

ADFNLADFECEEDPFDNLELK 2 283945558 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C10] 1.095 3.487701178 22.52 0 2989.41774 3 997.1418457 -2.260025601 -0.002252054 99.29507136
GFDPLLVEEALEMHQCSEEK 6 283945558 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C16] 1.471 0.946 0.899 7.139310837 54.38 0 2819.399588 3 940.4707642 -0.655611052 -0.000616143 95.04495572

EVLLLHNNDQDNALEDLMAR 2 283945558 1xTMT6plex [N-Term] 0.64 4.013001919 27.63 0 2552.297616 3 851.4342651 -3.67274952 -0.00312465 76.41904616NILVGTTGPIMAQLLDNNLPR 2 283945558 1xTMT6plex [N-Term] 1.029 5.761663437 54.82 0 2479.390394 3 827.1350708 0.106789292 8.83E-05 105.3155726VGLPIGFSLPDCLQVVR 8 283945558 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.044 1.285 1.52 4.457807541 41.64 0 2099.188448 2 1050.093018 -4.615647424 -0.004844557 102.4548933VSLPPIPAVSNIK 6 283945558 2xTMT6plex [N-Term; K13] 0.934 1.119 0.977 3.772311449 39.15 0 1793.130077 3 598.3805542 -1.65504019 -0.000989234 85.18910129GGSGSVLQDEEVLASLER 2 283945558 1xTMT6plex [N-Term] 1.387 2.645264387 14.78 0 2075.081793 2 1038.045166 0.60832843 0.000631166 73.44502753EVQYDFSLEK 4 283945558 2xTMT6plex [N-Term; K10] 0.912 1.007 3.600777149 32.81 0 1715.925623 2 858.4649658 -1.729759924 -0.00148407 60.21929777284448551 CYB5R3 NADH-cytochrome b5 reductase 3 isoform 3 1727 NP_001165131.1 66.16766467 1 17 17 267 334 38.202 6.9 1.07 1.07 1.05 1.06 Significant 0.0000393 MSQYLESMQIGDTIEFR 4 284448551 1xTMT6plex [N-Term] 1.288 1.532 4.905954361 36.25 0 2277.10927 3 765.0390625 -0.676345196 -0.000516977 67.97278273MSQYLESMQIGDTIEFR 8 284448551 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.66 0.919 0.836 4.621180058 47.21 0 2293.104185 3 765.0390625 -0.676345196 -0.000516977 67.97278273SVGMIAGGTGITPMLQVIR 20 284448551 1xTMT6plex [N-Term]; 2xOxidation [M4; M14] 1.23 1.188 1.175 6.87469244 58.44 0 2162.187462 3 716.0686646 -0.515511834 -0.000368796 72.64912004SVGMIAGGTGITPMLQVIR 16 284448551 1xTMT6plex [N-Term]; 1xOxidation [M] 1.112 0.984 1.175 6.155443668 63.68 0 2146.192547 3 716.0686646 -0.515511834 -0.000368796 72.64912004SVGMIAGGTGITPMLQVIR 10 284448551 1xTMT6plex [N-Term] 1.249 1.437 1.341 7.304671288 54.89 0 2130.197632 3 716.0686646 -0.515511834 -0.000368796 72.64912004STPAITLESPDIK 18 284448551 2xTMT6plex [N-Term; K13] 1.007 1.073 1.055 5.139154911 69.63 0 1830.062451 2 915.5345459 -0.347377831 -0.000317862 60.9919595
AIMKDPDDHTVCHLLFANQTEK 16 284448551 3xTMT6plex [N-Term; K4; K22]; 1xCarbamidomethyl [C12] 0.953 0.953 0.864 6.105469704 39.24 1 3270.721814 3 1090.912476 0.323875851 0.000353103 59.63220621DILLRPELEELR 25 284448551 1xTMT6plex [N-Term] 0.982 0.953 0.927 5.550333023 38.64 0 1725.010801 2 863.0108032 2.045880125 0.001764583 64.06425695GPSGLLVYQGK 42 284448551 2xTMT6plex [N-Term; K11] 1.152 1.162 1.11 4.451978207 50.63 0 1576.946299 2 788.9766235 -0.208427952 -0.00016434 53.24868818STPAITLESPDIKYPLR 6 284448551 2xTMT6plex [N-Term; K13] 1.88 1.908 1.886 6.402282715 29.49 1 2359.363718 3 787.1261597 0.088025388 6.92E-05 74.36293491

DHLPPPEEEPLVLMCGPPPMIQYACLPNLDHVGHPTER 4 284448551 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C15; C25] 1.241 0.851 8.572517395 19.91 0 4585.233782 5 917.854126 1.688302752 0.001548253 92.01554093
FALPSPQHILGLPVGQHIYLSAR 20 284448551 1xTMT6plex [N-Term] 1.074 0.999 1.054 7.85973978 77.18 0 2743.560906 4 686.6487427 4.459628762 0.003058816 90.33159571APEAWDYGQGFVNEEMIR 24 284448551 1xTMT6plex [N-Term] 1.093 1.083 0.753 5.315813065 49.14 0 2341.112047 3 781.0427246 0.671996083 0.000524406 72.33680648MSQYLESMQIGDTIEFR 2 284448551 1xTMT6plex [N-Term]; 2xOxidation [M1; M8] 1.388 2.302129984 32.28 0 2309.0991 3 765.0390625 -0.676345196 -0.000516977 67.97278273IDGNLVVRPYTPISSDDDKGFVDLVIK 13 284448551 3xTMT6plex [N-Term; K19; K27] 1.227 1.31 1.553 6.215277195 6.68 1 3663.061224 4 916.5185547 -2.411922558 -0.002208755 90.39471

DPDDHTVCHLLFANQTEK 3 284448551 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 0.97 0.825 4.250352859 2.44 0 2598.302257 4 650.3288574 -3.331861209 -0.002164296 51.77351861
IDGNLVVRPYTPISSDDDK 2 284448551 2xTMT6plex [N-Term; K19] 0.906 3.156271219 1.77 0 2562.381553 3 854.7996216 1.076606289 0.000919559 59.48494519GFVDLVIK 6 284448551 2xTMT6plex [N-Term; K8] 0.751 0.829 0.797 3.518456459 41.57 0 1348.860444 2 674.9331665 -1.029003551 -0.000693991 79.9106688FKLWYTLDR 4 284448551 2xTMT6plex [N-Term; K2] 1.194 1.425 1.416 2.295359373 2.6 1 1699.993584 3 567.335144 -1.591065472 -0.0009016 73.40768606EIISHDTR 6 284448551 1xTMT6plex [N-Term] 0.951 0.964 0.893 2.671833277 13.43 0 1199.658167 3 400.5578308 0.643959806 0.000257511 18.47951411LWYTLDR 18 284448551 1xTMT6plex [N-Term] 1.251 1.082 1.026 3.062921286 24.66 0 1195.667275 2 598.3364258 -1.421722862 -0.000849954 59.21839398

284448556 GCAT 2-amino-3-ketobutyrate coenzyme A ligase, mitochondrial isoform 1 precursor 23464 NP_001165161.1 9.438202247 1 3 3 12 445 47.944 7.97 1.24 0.87 1.09 1.06 Significant 0.00999
ALGGASGGYTTGPGPLVSLLR 2 284448556 1xTMT6plex [N-Term] 1.368 4.527618408 32.95 0 2173.217833 3 725.0743408 -4.308766898 -0.003121296 87.07318605GILEGELEGIR 4 284448556 1xTMT6plex [N-Term] 0.72 1.091 3.89204669 59.52 0 1414.81031 2 707.9085693 -0.316670102 -0.000224014 61.74348971HLDMADLEAK 6 284448556 2xTMT6plex [N-Term; K10] 1.267 0.838 1.086 3.867593765 19.61 0 1600.876899 3 534.2973633 0.398334032 0.000212561 49.88382795285002259 HCCS cytochrome c-type heme lyase 3052 NP_001165462.1 48.88059701 1 10 10 62 268 30.582 6.68 1.18 1.25 1.17 1.2 Significant 0.00044 DYQFTILDVRPALDSLSAVWDR 6 285002259 1xTMT6plex [N-Term] 1.184 2.153 0.717 6.313549995 30.22 0 2809.47221 3 937.1628418 0.627363609 0.00058752 107.4196372

GCPVNTEPSGPTCEK 10 285002259 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C2; C13] 1.294 0.975 0.992 5.150304317 55.78 0 2091.025096 2 1046.012451 -3.572738684 -0.003735343 28.61014345
IHNQNNEQAWK 6 285002259 2xTMT6plex [N-Term; K11] 1.141 1.491 1.742 4.785467148 28.36 0 1839.986601 3 614.0005493 0.268490661 0.000164673 28.77732641SWMGYELPFDR 12 285002259 1xTMT6plex [N-Term] 1.846 1.453 1.153 4.085639 33.33 0 1629.79328 2 815.3990479 -1.509839871 -0.001230363 77.84736572TYSVPAHQER 8 285002259 1xTMT6plex [N-Term] 0.983 1.495 1.078 3.971421242 33.42 0 1416.743293 3 472.919342 0.12683529 5.99E-05 18.6732714AYEYVECPIR 10 285002259 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.054 1.347 1.121 4.181395054 38.47 0 1528.766731 2 764.8862915 -0.931889842 -0.000712321 42.99173258KTYSVPAHQER 2 285002259 2xTMT6plex [N-Term; K1] 1.607 3.856139183 11.46 1 1774.001188 4 444.2553406 -0.93332255 -0.000413929 20.62176736

GTAAENKENLDPSNLMPPPNQTPAPDQPFALSTVR 2 285002259 2xTMT6plex [N-Term; K7] 0.01 3.745907784 8.85 1 4176.143577 4 1044.793823 2.367293788 0.00247154 73.00232115
WKDEDISQK 2 285002259 3xTMT6plex [N-Term; K2; K9] 1.347 1.369 3.377056122 1 1836.047025 3 612.6867676 -0.694571331 -0.000425089 39.52723759DMYNIIR 4 285002259 1xTMT6plex [N-Term] 0.867 0.856 2.014831066 12.85 0 1153.623695 2 577.3153687 -0.203537179 -0.000117403 47.08892453288557345 MOB2 MOB kinase activator 2 isoform 1 81532 NP_001165694.1 6.71641791 1 2 2 8 268 30.155 7.14 1.21 0.96 0.92 1.03 Significant 0.00767 LVTDEDVFPTK 2 288557345 2xTMT6plex [N-Term; K11] 0.835 3.413357735 34.57 0 1721.972573 2 861.489563 -0.420438425 -0.000361992 64.77864795ITDFQFK 6 288557345 2xTMT6plex [N-Term; K7] 1.21 0.961 0.985 2.871349335 27.45 0 1356.792759 2 678.8988037 -1.789461293 -0.001213964 63.66133416

289547212 RAB3GAP1 rab3 GTPase-activating protein catalytic subunit isoform 1 22930 NP_001165906.1 34.10931174 1 26 26 156 988 111.215 5.45 1.05 1.07 1.1 1.07 Significant 0.000183
KVPNQYTHLSGLLDIFK 10 289547212 3xTMT6plex [N-Term; K1; K17] 1.014 1.002 1.118 7.079460144 27.33 1 2660.574269 4 665.8978882 -1.70870465 -0.001136534 90.67955581
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EFVVIAPAAHSDAVLSESK 6 289547212 2xTMT6plex [N-Term; K19] 1.882 0.802 1.337 7.224006176 75.99 0 2428.348796 3 810.1209106 -0.254311245 -0.000205852 66.35127993FVSCLLEQPEVLVTGAGR 14 289547212 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.19 1.313 1.138 4.992966652 38.61 0 2204.194655 2 1102.601318 0.319825996 0.000352479 93.45265465
KAENPQCLLGDFVTEFFK 2 289547212 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C7] 0.848 7.003808498 38.63 1 2830.541648 3 944.1849365 -0.491828018 -0.000464047 112.4711786
SAFEEEGKETADITHALSK 4 289547212 3xTMT6plex [N-Term; K8; K19] 1.095 1.03 4.495649815 19.12 1 2750.48155 4 688.3766479 1.167688936 0.000802927 58.06637693TSASDVTNIYPGDAGK 12 289547212 2xTMT6plex [N-Term; K16] 1.253 0.993 1.082 4.730054855 63.94 0 2054.08062 2 1027.542847 -1.072635905 -0.00110164 56.21651852SDEISFADFK 14 289547212 2xTMT6plex [N-Term; K10] 1.131 1.072 1.184 3.921638012 39.69 0 1616.857209 2 808.9324951 0.311916459 0.000252162 65.48969758

LQMLNCCIER 6 289547212 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C7] 1.253 1.09 1.208 3.861954212 30.49 0 1565.779955 2 783.3932495 -0.468103171 -0.000366473 54.5455722
DYIEEEVIDEK 10 289547212 2xTMT6plex [N-Term; K11] 0.842 0.925 0.908 3.739058256 50.56 0 1839.962796 2 920.4830933 -2.112269101 -0.001943248 59.59537116VLHYLAIQKPADLAR 6 289547212 2xTMT6plex [N-Term; K9] 0.682 0.966 1.18 4.66448164 17.24 0 2166.316315 4 542.3345337 -0.004456586 -2.41E-06 64.25078341LTEPASVPIHK 6 289547212 2xTMT6plex [N-Term; K11] 1.109 1.031 0.901 4.357062817 46.24 0 1649.999063 3 550.6710205 -0.336161744 -0.000184889 47.86860458MYVGECQGPGVR 4 289547212 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.175 1.34 4.160600185 46.06 0 1581.771499 2 791.3882446 -1.445330245 -0.001143091 34.55989374SAPSDSLTYK 6 289547212 2xTMT6plex [N-Term; K10] 1.158 1.258 1.44 3.863255024 47.45 0 1526.846645 2 763.9267578 -0.265661913 -0.000202813 36.4189691LGTSAEGAHLR 2 289547212 1xTMT6plex [N-Term] 0.866 5.268894672 47.99 0 1340.748379 3 447.5872498 -0.882016671 -0.000394187 39.38079545LSVSNMVHTAK 6 289547212 2xTMT6plex [N-Term; K11] 1.025 1.207 1.047 3.734000683 35 0 1644.950733 3 548.9881592 -0.491358751 -0.00026942 47.75893911LAGAFSSDTSFF 6 289547212 1xTMT6plex [N-Term] 1.093 1.193 0.879 3.202459812 54.71 0 1478.736476 2 739.8690186 -3.865428842 -0.002857975 87.81923348HLLPCVIHAAVLK 6 289547212 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.239 1.222 1.177 4.512053967 31.83 0 1929.187215 4 483.0526733 0.854442411 0.000412095 65.19453226
VEEVLNDWK 4 289547212 2xTMT6plex [N-Term; K9] 0.968 0.952 3.083550453 38.18 0 1589.893929 2 795.4499512 -0.819838497 -0.000651728 66.85243491VLHFPNPEDK 6 289547212 2xTMT6plex [N-Term; K10] 0.946 1.121 1.025 3.52735281 32.08 0 1653.936463 3 551.984314 1.164461015 0.000641982 54.45611085TDFEMVHLR 6 289547212 1xTMT6plex [N-Term] 0.938 1.07 1.205 3.744593859 50.73 0 1376.719387 3 459.577301 -1.479498181 -0.000678951 48.73599986CEQEEEKEDLER 6 289547212 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 0.974 1.11 1.361 2.864337921 4.03 1 2051.99557 3 684.670166 0.182625577 0.000124916 26.15622266

KLEEIIHQITNVEALIAR 3 289547212 2xTMT6plex [N-Term; K1] 0.948 0.795 3.528558016 6.69 1 2548.522678 4 637.8857422 -0.604024446 -0.000384842 112.4072201IGCPLTPLPPVSIAIR 2 289547212 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.707 2.914362669 9 0 1933.150606 2 967.0804443 1.555172094 0.001503191 90.80631665EMANLRPEGR 5 289547212 1xTMT6plex [N-Term] 1.053 1.059 1.286 3.062353373 4.08 0 1401.746998 3 467.9204407 -0.163794548 -7.65E-05 23.216723LFVNAQR 2 289547212 1xTMT6plex [N-Term] 0.962 1.987220526 14.15 0 1076.641394 2 538.8240967 -0.443750935 -0.00023888 37.09942863AANPGCSLEDFVR 2 289547212 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 1.604636192 5.46 0 1664.826371 2 832.9165649 -0.311027742 -0.000258904 66.61385926
289177074 RRM2B ribonucleoside-diphosphate reductase subunit M2 B isoform 2 50484 NP_001165948.1 17.25768322 1 4 6 36 423 48.756 7.99 1.14 1.07 1.07 1.09 Significant 0.000455

VFQAENPFDFMENISLEGK 10 289177074 2xTMT6plex [N-Term; K19] 1.063 1.15 1.009 4.82717514 55.69 0 2673.36346 3 891.7897949 -3.227557533 -0.002876145 108.6724816SSSDTNESEIK 6 289177074 2xTMT6plex [N-Term; K11] 1.039 0.788 1.108 4.149258137 60.13 0 1654.85358 2 827.9303589 -0.084114126 -6.96E-05 21.92271911EFLFNAIETMPYVK 8 289177074 2xTMT6plex [N-Term; K14] 1.169 0.972 1.117 4.609744072 27.69 0 2160.18152 3 720.7301025 -2.66911496 -0.001921924 102.5354422GLMPGLTFSNELISR 6 289177074 1xTMT6plex [N-Term] 1.217 1.189 3.408779621 35.85 0 1864.019985 2 932.5123901 -1.331239248 -0.001240728 81.88664347KADWALR 4 289177074 2xTMT6plex [N-Term; K1] 1.535 1.2 2.645708323 8.6 1 1317.804326 3 439.9401855 1.272488329 0.000558964 36.37479036DLPHWNK 2 289177074 2xTMT6plex [N-Term; K7] 1.087 2.674704313 19.48 0 1367.783591 3 456.5989075 -1.039548873 -0.000473959 53.9571396856676393 ARHGDIB rho GDP-dissociation inhibitor 2 397 NP_001166.3 55.2238806 1 7 7 34 201 22.974 5.21 1.18 1.18 1.15 1.17 Significant 0.000073 APEPHVEEDDDDELDSK 6 56676393 2xTMT6plex [N-Term; K17] 1.168 1.257 1.212 6.848956585 63.89 0 2398.129814 3 800.0476074 -0.644403971 -0.000515121 35.20564086TLLGDGPVVTDPK 9 56676393 2xTMT6plex [N-Term; K13] 1.099 0.934 1.02 3.702157021 67.59 0 1770.041322 2 885.5231934 -1.249395267 -0.001105741 58.85110445ATFMVGSYGPRPEEYEFLTPVEEAPK 6 56676393 2xTMT6plex [N-Term; K26] 0.551 0.748 0.995 4.332879543 15.14 0 3402.7332 3 1134.915283 -0.559585637 -0.000634707 83.43321383LNYKPPPQK 6 56676393 3xTMT6plex [N-Term; K4; K9] 1.2 1.296 1.108 3.39507699 11.83 0 1772.103752 3 591.3728027 0.058169915 3.44E-05 42.42698215APNVVVTR 4 56676393 1xTMT6plex [N-Term] 1.422 1.228 2.693118811 21.98 0 1084.667609 2 542.8371582 -0.524984562 -0.000284717 29.27439185ATFMVGSYGPRPEEYEFLTPVEEAPK 1 56676393 2xTMT6plex [N-Term; K26]; 1xOxidation [M4] 1.173 2.575764418 0 3418.728115 3 1134.915283 -0.559585637 -0.000634707 83.43321383ELQEMDKDDESLIK 1 56676393 3xTMT6plex [N-Term; K7; K14] 1.219 2.525113344 1 2380.288453 3 794.1000977 -1.140001014 -0.00090451 54.37552498
LTLVCESAPGPITMDLTGDLEALK 1 56676393 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C5] 1.013 1.275659204 0 3002.619417 3 1001.542175 -2.479202343 -0.002481367 109.2718472

289546503 MYD88 myeloid differentiation primary response protein MyD88 isoform 1 4615 NP_001166038.1 24.92113565 1 6 6 18 317 35.421 7.53 0.95 0.85 0.96 0.92 Significant 0.00145
TAELAGITTLDDPLGHMPER 2 289546503 1xTMT6plex [N-Term] 0.909 6.492323399 49.88 0 2366.222326 3 789.4107056 -2.012727515 -0.00158752 71.51179663QQQEEAEKPLQVAAVDSSVPR 2 289546503 2xTMT6plex [N-Term; K8] 1.037 4.932423592 15.5 0 2767.499042 3 923.1679077 -3.567182976 -0.003290725 51.27289555QLETQADPTGR 4 289546503 1xTMT6plex [N-Term] 0.931 1.024 3.040030956 25.82 0 1444.759337 2 722.8822021 -1.529267241 -0.001104712 35.84406897FITVCDYTNPCTK 4 289546503 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C5; C11] 0.908 0.875 2.999162197 16.64 0 2077.049855 3 693.0180054 -5.003157096 -0.003463936 61.53759121

LLELLTK 4 289546503 2xTMT6plex [N-Term; K7] 0.846 1.001 3.00113821 29.93 0 1287.865195 2 644.435791 -0.691057382 -0.000444994 91.27567492
ECDFQTK 2 289546503 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.982 2.313496828 15.04 0 1385.713522 2 693.3625488 3.102117559 0.002149323 28.29365286

289577116 EIF4G2 eukaryotic translation initiation factor 4 gamma 2 isoform 1 1982 NP_001166176.1 39.14002205 1 32 32 181 907 102.297 7.14 1.07 1.23 1.17 1.16 Significant 0.00162
EWLTELFQQSK 14 289577116 2xTMT6plex [N-Term; K11] 1.023 0.985 0.968 4.264129639 65.83 0 1867.036571 2 934.0217896 -0.143579639 -0.000134034 94.45572655MDRDPLGGLADMFGQMPGSGIGTGPGVIQDR 12 289577116 1xTMT6plex [N-Term] 1.136 1.446 0.758 6.979122639 62.55 1 3374.649281 4 844.4205933 3.337424407 0.002815659 94.12422188LAEDAPNFDGPAAEGQPGQK 10 289577116 2xTMT6plex [N-Term; K20] 1.356 1.414 1.275 5.967364788 58.02 0 2470.261438 3 824.0924683 0.572326125 0.000471265 51.88983859FSASSGGGGSR 4 289577116 1xTMT6plex [N-Term] 100 1.202 3.787074804 59.97 0 1198.60138 2 599.8043213 -0.011748589 -7.04E-06 18.63626254LQPQITMIPPSAQPPR 16 289577116 1xTMT6plex [N-Term] 1.026 1.445 1.314 4.871343136 43.38 0 2003.130932 3 668.3795776 -3.371142512 -0.002250947 64.23432796SDFFLEGPFMPPR 8 289577116 1xTMT6plex [N-Term] 1.651 1.28 1.296 4.127140522 46.1 0 1768.892994 3 590.3026123 0.163867494 9.66E-05 86.99625792ASSLISLLK 12 289577116 2xTMT6plex [N-Term; K9] 0.659 1.115 1.273 3.527434587 57 0 1389.908123 2 695.4577026 0.004225774 2.94E-06 83.27585383LQDREWLTELFQQSK 2 289577116 2xTMT6plex [N-Term; K15] 1.129 4.322824478 5.06 1 2379.307266 3 793.7731934 -0.941030991 -0.000746334 86.43707076KGQLNADEISLRPAQSFLMNK 2 289577116 3xTMT6plex [N-Term; K1; K21] 1.108 4.167473316 2.44 1 3047.727886 4 762.6862793 -1.508773969 -0.001149583 73.24082515LEVDIPLVK 8 289577116 2xTMT6plex [N-Term; K9] 1.251 1.46 1.418 3.668606758 50.83 0 1483.949988 2 742.4782104 -0.568268183 -0.000421641 83.40310294RDDNSAANNSANEK 2 289577116 2xTMT6plex [N-Term; K14] 1.067 3.881962299 17.8 1 1963.983366 3 655.3325195 -0.183431416 -0.000120085 15.02773138GVILLIVDK 6 289577116 2xTMT6plex [N-Term; K9] 1.41 1.338 1.208 3.399538279 54.97 0 1427.960158 2 714.4828491 -1.216236883 -0.000868369 93.33789559HFLPEMLSK 4 289577116 2xTMT6plex [N-Term; K9] 1.171 1.217 3.435363054 31.94 0 1559.901992 3 520.6384888 -0.691377671 -0.000359494 61.22882893LDLIHESILHK 6 289577116 2xTMT6plex [N-Term; K11] 1.072 1.112 1.127 3.875983953 28.46 0 1776.078376 4 444.7745056 -1.229258287 -0.000545815 59.99815018SLMDQYFAR 6 289577116 1xTMT6plex [N-Term] 1.19 1.21 1.301 3.523467064 34.19 0 1359.692838 2 680.3492432 -1.19724237 -0.000813941 56.38819838EDITQEFPGK 10 289577116 2xTMT6plex [N-Term; K10] 1.146 1.346 1.264 3.470201015 37.37 0 1621.883758 2 811.4451294 -0.478586048 -0.000388105 47.03917425ENPLLPEEEEQR 4 289577116 1xTMT6plex [N-Term] 1.016 1.287 4.375719547 37.66 0 1711.87001 2 856.4379272 -0.836358955 -0.000715869 37.29464118TQTPPLGQTPQLGLK 2 289577116 2xTMT6plex [N-Term; K15] 1.241 4.46479845 29.18 0 2037.210846 3 679.7424316 0.930321905 0.000631754 62.88942819SYLAQFAAR 6 289577116 1xTMT6plex [N-Term] 1.177 1.458 1.064 2.895983696 18.06 0 1255.699638 2 628.3527222 -1.1705459 -0.000734927 50.94632452FLLQDTVELR 2 289577116 1xTMT6plex [N-Term] 0.957 3.525346279 28.23 0 1462.846696 2 731.9264526 -0.729363211 -0.000533473 75.92812776TNPPLIQEKPAK 7 289577116 3xTMT6plex [N-Term; K9; K12] 1.228 1.31 1.441 3.791543722 10.82 0 2023.251872 3 675.0888062 -0.003604578 -2.43E-06 46.02186087

MCSLMLSK 4 289577116 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.338 1.111 3.240474701 28.69 0 1427.78247 2 714.3946533 -0.308442906 -0.000220195 59.74552214LQDEFENR 6 289577116 1xTMT6plex [N-Term] 1.084 1.076 1.325 3.325651407 49.71 0 1279.647996 2 640.3272705 -0.571605924 -0.000365727 35.807123VIILSLDR 6 289577116 1xTMT6plex [N-Term] 1.081 1.141 0.981 3.119353771 33.9 0 1157.745525 2 579.3765869 0.321364339 0.000186029 69.03741198LDPSPQTIYK 2 289577116 2xTMT6plex [N-Term; K10] 0.951 3.514023304 47.44 0 1619.940879 2 810.4749146 1.03282878 0.000836561 53.84971813DLGVFIPAPMAQGMR 4 289577116 1xTMT6plex [N-Term]; 2xOxidation [M10; M14] 1.09 1.338 2.258234978 23.48 0 1863.965842 2 932.4867554 0.21042885 0.000196116 64.64405598GAPQHYPK 2 289577116 2xTMT6plex [N-Term; K8] 1.082 1.577278852 6.04 0 1355.783591 3 452.5987244 -1.453915145 -0.000657065 20.98617347TPGQNAQK 6 289577116 2xTMT6plex [N-Term; K8] 1.255 1.223 1.175 3.194772005 33.96 0 1301.75777 2 651.3823853 -0.212245468 -0.000138146 18.95499937EQLEQEK 1 289577116 2xTMT6plex [N-Term; K7] 17.88 0 1361.767666 2 681.387085 -0.56749631 -0.000386399 25.44218452NVDVYDK 2 289577116 2xTMT6plex [N-Term; K7] 0.903 2.993165731 18.14 0 1310.735638 2 655.8683472 -4.74545277 -0.003110017 33.9666624DPLGGLADMFGQMPGSGIGTGPGVIQDR 2 289577116 1xTMT6plex [N-Term] 1.572 1.772436738 0 2972.480742 3 991.4996338 1.213150732 0.001202022 108.4765789KPPPSKEELLK 3 289577116 4xTMT6plex [N-Term; K1; K6; K11] 1.346 1.331 2.413673401 1 2182.398092 4 546.3545532 -0.783005347 -0.000427207 43.75803357
290542345 YTHDF2 YTH domain-containing family protein 2 isoform 1 51441 NP_001166599.1 11.91709845 1 4 7 32 579 62.296 8.79 1.17 1.56 1.25 1.33 Significant 0.00794

LGSTEVASNVPK 2 290542345 2xTMT6plex [N-Term; K12] 1.169 2.962292194 43.32 0 1659.968157 2 830.4862061 -1.820029266 -0.001510595 43.57164324SYSEDDIHR 6 290542345 1xTMT6plex [N-Term] 1.221 1.459 1.575 4.482885361 40.13 0 1350.648724 3 450.8876038 -0.345056931 -0.00015535 17.42826134DTQEVPLEK 6 290542345 2xTMT6plex [N-Term; K9] 1.45 1.423 1.387 4.171674728 41.67 0 1516.862295 2 758.9334106 -1.812966772 -0.00137501 39.45955013RQEEEESVK 4 290542345 2xTMT6plex [N-Term; K9] 0.738 1.238 3.793778181 13.01 1 1591.869171 3 531.2940674 -0.956122268 -0.000507341 17.82019641DVPNSQLR 6 290542345 1xTMT6plex [N-Term] 1.329 1.301 1.418 2.928573608 22.69 0 1157.647602 2 579.3272095 -0.397067887 -0.000229832 22.94616985APGMNTIDQGMAALK 2 290542345 2xTMT6plex [N-Term; K15] 1.76 3.266122341 29.89 0 1976.070924 2 988.5407715 1.691472057 0.001671234 69.31919505DFDWNLK 6 290542345 2xTMT6plex [N-Term; K7] 1.112 1.136 1.288 3.044685364 19.09 0 1395.767272 2 698.3865356 -1.058608385 -0.000738785 65.40886228
291084742 PDHA1 pyruvate dehydrogenase E1 component subunit alpha, somatic form, mitochondrial isoform 2 precursor 5160 NP_001166925.1 50 1 20 20 179 428 47.549 8.54 0.92 0.95 0.93 0.93 Significant 0.0000893

MVNSNLASVEELK 10 291084742 2xTMT6plex [N-Term; K13] 0.698 0.626 0.652 5.997569084 80.22 0 1892.05632 2 946.5304565 -1.418136466 -0.001341597 63.31963967EIEDAAQFATADPEPPLEELGYHIYSSDPPFEVR 14 291084742 1xTMT6plex [N-Term] 1.665 1.161 1.163 7.156896591 32.25 0 4061.949388 3 1354.653931 -0.529006545 -0.000716266 95.2904976MVNSNLASVEELKEIDVEVR 6 291084742 2xTMT6plex [N-Term; K13] 0.978 0.995 1.171 5.534103394 30.23 1 2732.490451 3 911.4985962 -3.372723874 -0.003071979 79.79229795
GFCHLCDGQEACCVGLEAGINPTDHLITAYR 10 291084742 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C3; C6; C12; C13] 1.895 2.181 2.385 10.25685024 74.1 0 3763.728671 4 941.6862183 -1.495260051 -0.001406938 66.32029593LEEGPPVTTVLTR 16 291084742 1xTMT6plex [N-Term] 0.913 1.084 0.965 4.484268665 49.34 0 1640.942052 2 820.975769 1.34620594 0.001104523 59.71008683KEIEDAAQFATADPEPPLEELGYHIYSSDPPFEVR 14 291084742 2xTMT6plex [N-Term; K1] 0.851 0.948 0.923 6.567471027 29.34 1 4419.207282 4 1105.556152 -1.018962161 -0.001125751 92.32175748GPILMELQTYR 10 291084742 1xTMT6plex [N-Term] 0.978 0.984 0.943 4.28253603 43.74 0 1549.860965 3 517.291748 -0.177150971 -9.15E-05 71.94700191RGDFIPGLR 8 291084742 1xTMT6plex [N-Term] 0.98 1.019 1.13 4.421168804 36.19 1 1259.742171 3 420.5862122 1.517877748 0.000637378 39.51456832LPCIFICENNR 12 291084742 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C7] 1.239 1.124 1.246 3.563591957 26.03 0 1664.844998 2 832.9260254 -0.134690467 -0.000112119 72.52989364

YHGHSMSDPGVSYR 12 291084742 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.083 1.198 1.247 5.461226463 31.11 0 1837.848897 4 460.2174988 -0.398407515 -0.000183053 16.44850265VDGMDILCVR 6 291084742 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.088 1.218 0.9 3.491156101 39.57 0 1406.733322 2 703.8708496 0.782044992 0.000550064 64.66823275AAASTDYYK 8 291084742 2xTMT6plex [N-Term; K9] 0.959 0.873 1.062 3.689370632 51.96 0 1447.783316 2 724.3945313 -1.056981375 -0.00076514 31.61848821YGMGTSVER 6 291084742 1xTMT6plex [N-Term] 1.527 1.357 3.730590343 43.27 0 1228.619338 2 614.8129272 -0.618945013 -0.000380224 24.36514935EILAELTGR 9 291084742 1xTMT6plex [N-Term] 0.931 0.983 0.988 3.734653234 45.29 0 1230.725518 2 615.8652954 -1.790585842 -0.00110186 63.2042147SKSDPIMLLK 4 291084742 3xTMT6plex [N-Term; K2; K10] 1.71 1.66 3.116198778 22.86 1 1819.133003 3 607.0487671 -0.689900335 -0.00041834 66.21276816GDFIPGLR 2 291084742 1xTMT6plex [N-Term] 0.837 2.637876034 25.87 0 1103.64106 2 552.3239746 -0.351138848 -0.000193766 65.93656295GGSMHMYAK 14 291084742 2xTMT6plex [N-Term; K9] 0.848 0.813 0.842 3.091082096 23.88 0 1439.753947 3 480.59021 1.47905329 0.000709824 37.19522024EIDVEVR 6 291084742 1xTMT6plex [N-Term] 0.749 0.662 0.916 2.83114171 30.15 0 1088.614905 2 544.810791 -0.550689456 -0.000299744 48.80526508EEIQEVR 4 291084742 1xTMT6plex [N-Term] 0.613 0.618 2.710075378 21.38 0 1131.620719 2 566.3137817 -0.38146477 -0.000215837 22.81031745FAAAYCR 6 291084742 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.949 1.023 1.141 2.508094549 26.6 0 1087.555616 2 544.2817993 0.648898136 0.000352856 31.15582909
VDGMDILCVR 2 291084742 1xTMT6plex [N-Term]; 1xOxidation [M4]; 1xCarbamidomethyl [C8] 0.855 2.13411665 23.11 0 1422.728237 2 703.8708496 0.782044992 0.000550064 64.66823275

291084505 NKRF NF-kappa-B-repressing factor isoform 1 55922 NP_001166958.1 14.04255319 1 9 9 36 705 79.446 8.88 1.3 1.14 1.33 1.25 Significant 0.00219 VILESEVIAEAVGVK 4 291084505 2xTMT6plex [N-Term; K15] 1.238 1.193 4.323946476 27.94 0 2014.220014 3 672.0771484 -1.549998252 -0.001040679 99.16165695
VFLQDHCLAEGYGTK 2 291084505 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 1.765 4.03820467 18.9 0 2196.152346 3 732.7211914 -1.513811761 -0.001108187 56.3232712EVNEQTHFASMPR 6 291084505 1xTMT6plex [N-Term] 1.101 1.095 1.334 3.845611095 25.36 0 1774.874384 3 592.2944336 -3.175440922 -0.00187867 33.02036454NLSNPEMTSGSDK 6 291084505 2xTMT6plex [N-Term; K13] 1.897 1.304 1.567 3.476567507 48.41 0 1837.936598 2 919.472168 0.250758106 0.000230439 33.26025892YEAAGEAVK 2 291084505 2xTMT6plex [N-Term; K9] 1.387 3.316910744 41.99 0 1395.788402 2 698.3983154 0.682538538 0.00047634 33.66259179QEDPYGPQTK 4 291084505 2xTMT6plex [N-Term; K10] 1 1.333 2.660914898 37.57 0 1620.863357 2 810.93573 0.509636382 0.000413025 28.08488873TQPTYPSVK 4 291084505 2xTMT6plex [N-Term; K9] 1.255 1.354 2.39831543 34.99 0 1478.861901 2 739.9342651 -0.437617983 -0.000323588 34.81229598QIHQIAQK 2 291084505 2xTMT6plex [N-Term; K8] 1.035 2.824428797 23.4 0 1423.878554 3 475.2974854 -0.457339083 -0.000217065 26.33100373SAEEAYK 6 291084505 2xTMT6plex [N-Term; K7] 1.209 1.139 1.054 2.662696838 31.51 0 1255.693439 2 628.3500977 -0.41404015 -0.000259954 21.70955264291219927 RABL6 rab-like protein 6 isoform 3 55684 NP_001167459.1 18.49315068 1 10 10 50 730 79.587 5.22 1.04 1.02 1.18 1.08 Significant 0.00216 LKNDSDLFGLGLEEAGPK 6 291219927 3xTMT6plex [N-Term; K2; K18] 1.372 1.253 1.516 5.627728939 37.61 1 2590.469529 3 864.1593628 -2.313851225 -0.001997987 77.11989227MENDPQEAESEMALDAEFLDVYK 6 291219927 2xTMT6plex [N-Term; K23] 1.062 1.211 1.76 4.415843487 36.09 0 3132.479354 3 1044.830078 -1.172386019 -0.001224158 92.67651906NIPAGLQSMNQALQR 2 291219927 1xTMT6plex [N-Term] 1.159 3.712995291 23.11 0 1870.016631 3 624.0100098 -0.617643237 -0.000385001 61.20602449FFNIPFLQLQR 12 291219927 1xTMT6plex [N-Term] 1.123 1.358 1.505 3.739962339 34.59 0 1651.952164 3 551.3227539 0.93509896 0.000514913 106.9430147VPTHVPVCVLGNYR 6 291219927 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.175 1.066 1.206 4.116594791 28.04 0 1840.010089 3 614.007019 -1.948696431 -0.001195207 58.11478223SFLEDTTPARDEK 5 291219927 2xTMT6plex [N-Term; K13] 0.749 0.487 0.675 3.19563961 16.97 1 1967.048592 3 656.3539429 -0.669178547 -0.000438769 41.2658962TAAPPWPGGVSVR 4 291219927 1xTMT6plex [N-Term] 0.801 0.916 3.915634394 19.41 0 1523.853178 2 762.4299316 -0.388035251 -0.000295654 50.95026227VILPDDVR 5 291219927 1xTMT6plex [N-Term] 0.896 0.97 0.896 3.331000566 32.73 0 1155.69349 2 578.3504639 0.139781332 8.08E-05 49.7625705HPGGGDYEEL 2 291219927 1xTMT6plex [N-Term] 1.099 2.016900063 24.68 0 1302.616361 2 651.8120728 0.389621862 0.000253764 29.40111608WSSIPASKPR 2 291219927 2xTMT6plex [N-Term; K8] 1.208 2.592038155 1.71 0 1586.941882 3 529.6526489 0.952181904 0.000503686 45.45511206291621657 DMXL2 dmX-like protein 2 isoform 1 23312 NP_001167587.1 0.724399078 1 1 2 10 3037 339.514 6.38 1.29 1.21 1.45 1.32 Significant 0.00286 LSVPMPLPTVLLDR 6 291621657 1xTMT6plex [N-Term] 1.292 1.209 1.453 3.471960545 21.28 0 1780.060393 2 890.5341187 0.318671597 0.000283627 107.6466684AILSHLVK 4 291621657 2xTMT6plex [N-Term; K8] 1.225 3.207206249 31.48 0 1338.887328 3 446.9671936 -0.224267903 -0.00010009 57.568582664502227 ARL1 ADP-ribosylation factor-like protein 1 isoform 1 400 NP_001168.1 35.91160221 1 5 5 52 181 20.404 5.72 1.31 1.25 1.41 1.33 Significant 0.00124 LQVGEVVTTIPTIGFNVETVTYK 18 4502227 2xTMT6plex [N-Term; K23] 1.656 1.583 1.675 5.600965023 73.05 0 2966.685446 3 989.567749 1.094824636 0.001082667 103.3867409SELVAMLEEEELRK 12 4502227 2xTMT6plex [N-Term; K14] 1.031 1.298 1.317 6.086876869 39.96 1 2134.182977 2 1067.592896 -2.090825587 -0.002231102 81.51263098ILILGLDGAGK 14 4502227 2xTMT6plex [N-Term; K11] 1.34 1.559 1.406 4.29293108 57.13 0 1527.987436 2 764.4959717 -1.812148818 -0.00138447 85.64464021SELVAMLEEEELR 4 4502227 1xTMT6plex [N-Term] 0.904 5.048074722 48.21 0 1776.925082 2 888.9653931 -0.884745904 -0.000786064 82.28658388FQVWDLGGQTSIRPYWR 4 4502227 1xTMT6plex [N-Term] 1.334 2.173 4.72685051 9.33 0 2338.229401 3 780.0808716 -0.572815441 -0.000446458 81.26472073

294832006 PPP2R2A serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform isoform 2 5520 NP_001171062.1 37.63676149 1 14 14 131 457 52.966 6.49 1.15 1.14 1.2 1.16 Significant 0.000254
GEYNVYSTFQSHEPEFDYLK 14 294832006 2xTMT6plex [N-Term; K20] 1.052 1.13 1.222 5.824437618 46.14 0 2911.41906 3 971.1444092 -0.132629803 -0.000128714 74.04459403ENIIAVATTNNLYIFQDK 14 294832006 2xTMT6plex [N-Term; K18] 1.307 1.201 1.224 6.581596375 71.83 0 2525.40156 3 842.4720459 0.009659974 8.13E-06 91.80627392VVIFQQEQENK 16 294832006 2xTMT6plex [N-Term; K11] 1.184 1.091 1.116 4.280585766 68.5 0 1820.03182 2 910.5201416 0.652221083 0.000593532 54.61160208SFFSEIISSISDVK 11 294832006 2xTMT6plex [N-Term; K14] 1.122 1.165 1.154 5.540838242 66.85 0 2017.125779 2 1009.065796 -0.725880924 -0.000732097 112.5088779IWDLNMENRPVETYQVHEYLR 7 294832006 1xTMT6plex [N-Term] 0.815 1.069 1.05 7.405360699 25.6 0 2934.476977 4 734.3762817 2.153604603 0.001579926 74.56432806INLWHLEITDR 14 294832006 1xTMT6plex [N-Term] 1.319 1.214 1.165 4.246358871 32.6 0 1638.916506 3 546.9769897 -0.055189949 -3.02E-05 68.92078084NAAQFLLSTNDK 8 294832006 2xTMT6plex [N-Term; K12] 0.892 1.165 1.147 3.810089588 42.19 0 1780.000519 3 594.0099487 8.299739941 0.004924514 63.94498811VPVFRPMDLMVEASPR 2 294832006 1xTMT6plex [N-Term] 1.213 3.794969082 10.36 0 2073.118653 3 697.0420532 -0.939078689 -0.000653947 69.94653447VPVFRPMDLMVEASPR 5 294832006 1xTMT6plex [N-Term]; 1xOxidation [M] 1.248 1.175 2.552762747 16.23 0 2089.113568 3 697.0420532 -0.939078689 -0.000653947 69.94653447LFEEPEDPSNR 8 294832006 1xTMT6plex [N-Term] 1.241 1.253 1.264 3.317947149 32.41 0 1561.769567 2 781.3881226 -0.383470664 -0.000299446 42.20025407ILHTAWHPK 6 294832006 2xTMT6plex [N-Term; K9] 1.174 1.065 1.168 3.400897026 20.19 0 1560.941489 3 520.9859009 1.063958342 0.000553592 42.51315119DITLEASR 8 294832006 1xTMT6plex [N-Term] 1.358 1.195 1.286 3.241257429 33.53 0 1133.636369 2 567.3222046 0.673910708 0.000381985 32.78896989KVCASGK 5 294832006 3xTMT6plex [N-Term; K1; K7]; 1xCarbamidomethyl [C3] 1.441 10.34 1.907 2.794832706 10.09 1 1436.886231 3 479.6334534 -0.295411403 -0.000141491 24.00783218

ASALCDR 6 294832006 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.289 1.248 1.201 2.642560482 28.59 0 1021.529795 2 511.2674561 -2.114427435 -0.001079975 19.10787494SLEIEEK 6 294832006 2xTMT6plex [N-Term; K7] 0.978 0.737 1.25 3.377963066 34.69 0 1305.766603 2 653.3869629 0.034968922 2.28E-05 41.48349276VPVFRPMDLMVEASPR 1 294832006 1xTMT6plex [N-Term]; 2xOxidation [M7; M10] 1.5 1.926059842 6.47 0 2105.108483 3 697.0420532 -0.939078689 -0.000653947 69.94653447294997306 DAG1 dystroglycan preproprotein 1605 NP_001171114.1 5.810055866 1 3 3 8 895 97.48 8.56 0.68 1.22 0.51 0.8 Non-Significant 0.0642 GVPIIFADELDDSKPPPSSSMPLILQEEK 2 294997306 3xTMT6plex [N-Term; K14; K29] 1.916 5.375993252 16.37 0 3840.095954 4 960.77948 0.035343355 3.39E-05 101.3417253FVGDPALVLNDIHKK 4 294997306 3xTMT6plex [N-Term; K14; K15] 0.676 0.939 4.225727558 9.51 1 2353.421063 4 589.1102295 -0.839149135 -0.000493718 73.18516221EQIAGLSR 2 294997306 1xTMT6plex [N-Term] 0.506 2.500062704 20.9 0 1102.641788 2 551.8235474 -1.786848148 -0.000985127 27.68019024295148109 IFT27 intraflagellar transport protein 27 homolog isoform 1 11020 NP_001171172.1 4.838709677 1 1 1 6 186 20.467 5.41 0.9 1.12 1.18 1.06 Significant 0.00631
ELFSEMLDK 6 295148109 2xTMT6plex [N-Term; K9] 0.898 1.117 1.175 3.901777267 37.1 0 1569.859852 2 785.4337158 0.193100438 0.00015157 82.72104092

295821216 PCCB propionyl-CoA carboxylase beta chain, mitochondrial isoform 2 precursor 5096 NP_001171485.1 20.03577818 1 8 8 54 559 60.483 7.24 1.01 0.97 0.99 0.99 Significant 0.000136
GFVDDIIQPSSTR 4 295821216 1xTMT6plex [N-Term] 0.868 0.69 4.549411297 39.61 0 1663.885266 2 832.4472046 1.121922122 0.000933375 58.93307121LVPELDTIVPLESTK 14 295821216 2xTMT6plex [N-Term; K15] 1.009 0.942 1.021 4.410624981 44.96 0 2112.256793 3 704.7549438 -3.084467311 -0.002171729 94.37625125DTSYLFITGPDVVK 12 295821216 2xTMT6plex [N-Term; K14] 0.971 0.962 1.041 3.58342886 43.64 0 2013.130865 2 1007.0672 -1.858784246 -0.001870988 78.58627305LLYAFAEATVPK 8 295821216 2xTMT6plex [N-Term; K12] 0.948 1.023 0.936 3.758857489 36.47 0 1781.061329 2 891.0340576 -0.275226696 -0.000245098 92.45104252GHENVEAAQAEYIEK 6 295821216 2xTMT6plex [N-Term; K15] 1.181 0.99 1.004 5.557254314 40.52 0 2146.118068 3 716.0443115 0.145928743 0.000104393 38.74075776TVGIVGNQPK 4 295821216 2xTMT6plex [N-Term; K10] 1.004 0.942 3.371437311 36.75 0 1470.904434 2 735.9558105 -0.061102712 -4.49E-05 40.24446428SVTNEDVTQEELGGAK 4 295821216 2xTMT6plex [N-Term; K16] 0.991 1.087 3.087737799 19.18 0 2135.123213 3 712.380249 1.396074144 0.000993597 40.96825047DFFNYLPLSSQDPAPVR 2 295821216 1xTMT6plex [N-Term] 0.782 2.433744192 17.88 0 2195.133435 3 732.3820801 -0.796222952 -0.000582605 85.17683221295849266 DBI acyl-CoA-binding protein isoform 4 1622 NP_001171488.1 31.08108108 1 3 3 27 148 16.484 9.38 0.96 0.96 0.86 0.93 Significant 0.00129 QATVGDINTERPGMLDFTGK 10 295849266 2xTMT6plex [N-Term; K20] 0.966 0.963 1.126 5.899793625 32.26 0 2608.380507 4 652.8503418 -0.371752701 -0.000242418 60.34788653TKPSDEEMLFIYGHYK 8 295849266 3xTMT6plex [N-Term; K2; K16] 0.956 0.974 6.034934044 21.48 0 2645.425221 4 662.1113892 -0.56502802 -0.000373685 66.90198729QATVGDINTERPGMLDFTGK 7 295849266 2xTMT6plex [N-Term; K20]; 1xOxidation [M14] 0.808 0.795 0.653 3.451003075 11.03 0 2624.375422 4 652.8503418 -0.371752701 -0.000242418 60.34788653AKWDAWNELK 2 295849266 3xTMT6plex [N-Term; K2; K10] 1.135 2.464752436 9.72 1 1948.125944 3 650.045105 -2.660042904 -0.001727366 63.82713713

296010864 STAT6 signal transducer and activator of transcription 6 isoform 1 6778 NP_001171549.1 21.36953955 1 14 14 74 847 94.075 6.23 0.87 0.92 0.88 0.89 Significant 0.000294
TLVTSCFLVEK 6 296010864 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.139 1.075 5.227259636 54.99 0 1755.012664 2 878.0093384 -0.720349325 -0.000632111 72.11846773

LLLEGQGESGGGSLGAQPLLQPSHYGQSGISMSHMDLR 4 296010864 1xTMT6plex [N-Term] 0.805 1.088 7.915302277 35.9 0 4137.069477 4 1035.024658 1.770886987 0.001831571 80.73220216FSDSEIGGITIAHVIR 8 296010864 1xTMT6plex [N-Term] 1.043 0.991 1.069 5.803547859 51.38 0 1944.075192 3 648.6960449 -0.828267539 -0.000536738 69.80409459ATILWDNAFSEMDR 6 296010864 1xTMT6plex [N-Term] 0.524 0.884 1.072 4.302022934 45.55 0 1897.931564 2 949.4680786 -1.413856795 -0.001341702 87.72125028QYVTSLLLNEPDGTFLLR 6 296010864 1xTMT6plex [N-Term] 1.164 1.088 0.541 5.787714481 25.19 0 2308.275014 3 770.0961304 -0.509344299 -0.000391902 97.90267953GLLPEHFLFLAQK 4 296010864 2xTMT6plex [N-Term; K13] 0.97 0.995 3.1335392 24.19 0 1971.183175 3 657.730957 -2.46419831 -0.001619129 90.29511191SVSWSQFNK 4 296010864 2xTMT6plex [N-Term; K9] 0.577 0.95 3.792609692 34.83 0 1540.852399 2 770.9298706 0.042717224 3.29E-05 51.91149855LYVDFPQHLR 6 296010864 1xTMT6plex [N-Term] 0.742 0.778 0.678 4.370980263 54.68 0 1516.847364 3 506.2865295 -1.535399677 -0.000776322 58.53529795FLGAPAKPPLVR 4 296010864 2xTMT6plex [N-Term; K7] 0.774 0.859 3.812552214 13.12 0 1724.098717 3 575.3709717 -0.206282235 -0.00011855 61.10422568FMAEVGTNR 4 296010864 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.829 0.813 2.45422101 26.55 0 1269.645888 2 635.3267212 0.218921524 0.000138976 28.95259361HLPMPFHWK 4 296010864 2xTMT6plex [N-Term; K9] 0.904 0.889 2.926342726 17.08 0 1650.934295 4 413.4891052 0.1794429 7.41E-05 62.6105183VPFVVAER 6 296010864 1xTMT6plex [N-Term] 0.879 0.958 1.002 1.858426452 5.65 0 1145.68801 2 573.3475952 -0.084229137 -4.83E-05 54.52283367QILQGEK 6 296010864 2xTMT6plex [N-Term; K7] 0.703 0.695 0.806 3.086512327 25.1 0 1273.788008 2 637.3969727 -1.051201214 -0.000669504 36.08229813ADMVTEK 6 296010864 2xTMT6plex [N-Term; K7] 1.09 0.902 0.842 2.407986403 31.46 0 1251.701895 2 626.3540649 -0.832112815 -0.000520779 32.59971009
296179427 HADH hydroxyacyl-coenzyme A dehydrogenase, mitochondrial isoform 1 precursor 3033 NP_001171634.2 46.52567976 1 12 12 129 331 36.013 8.53 0.83 0.87 0.9 0.87 Significant 0.000547

FIVDGWHEMDAENPLHQPSPSLNK 10 296179427 2xTMT6plex [N-Term; K24] 0.641 0.828 0.767 7.123142719 37.82 0 3219.629739 4 805.6592407 -4.536409637 -0.00365139 73.71505667FAGLHFFNPVPVMK 12 296179427 2xTMT6plex [N-Term; K14]; 1xOxidation [M13] 0.544 0.556 0.572 4.182731628 26.05 0 2078.166145 3 693.3920898 -2.131243818 -0.00147636 84.92245951LLVPYLMEAIR 22 296179427 1xTMT6plex [N-Term] 1.016 1.163 1.056 3.589626789 45.25 0 1546.922837 2 773.9645386 -0.670318866 -0.000518466 109.8213683LGAGYPMGPFELLDYVGLDTTK 4 296179427 2xTMT6plex [N-Term; K22] 0.563 0.73 4.696848869 46.19 0 2815.499225 3 944.5020142 -0.936205198 -0.00088362 111.5677754LGAGYPMGPFELLDYVGLDTTK 10 296179427 2xTMT6plex [N-Term; K22]; 1xOxidation [M7] 0.613 0.642 0.737 5.433029175 53.76 0 2831.49414 3 944.5020142 -0.936205198 -0.00088362 111.5677754FAGLHFFNPVPVMK 2 296179427 2xTMT6plex [N-Term; K14] 0.916 2.711243868 0.07 0 2062.17123 3 693.3920898 -2.131243818 -0.00147636 84.92245951GDASKEDIDTAMK 12 296179427 3xTMT6plex [N-Term; K5; K13] 0.967 1.107 0.964 3.68613863 22.61 1 2068.119932 3 690.0444946 -0.483962881 -0.000333631 39.40939632DTPGFIVNR 12 296179427 1xTMT6plex [N-Term] 0.713 0.803 0.838 3.390104294 30.22 0 1247.694552 2 624.3505859 -0.52650306 -0.000328457 40.60071383KGIEESLR 6 296179427 2xTMT6plex [N-Term; K1] 1.233 1.071 1.124 2.825601339 11.18 1 1389.846585 3 463.95401 0.641537927 0.000297213 28.6804542AGDEFVEK 4 296179427 2xTMT6plex [N-Term; K8] 0.688 0.703 3.584830761 43.32 0 1352.746202 2 676.8763428 -0.586572059 -0.000396742 37.35782946KTGEGFYK 10 296179427 3xTMT6plex [N-Term; K1; K8] 1.038 0.99 0.869 2.70298171 14.3 1 1616.961504 3 539.6583252 -0.669171195 -0.000360675 34.56303658TGEGFYK 6 296179427 2xTMT6plex [N-Term; K7] 0.763 0.779 0.728 2.943840981 23.27 0 1259.703609 2 630.3557129 0.428482737 0.000269881 32.65068296TLSTIATSTDAASVVHSTDLVVEAIVENLK 5 296179427 2xTMT6plex [N-Term; K30] 0.628 0.771 0.683 2.574418068 7.07 0 3542.956929 4 886.4928589 -2.06696081 -0.001830788 108.3066063VKNELFK 14 296179427 3xTMT6plex [N-Term; K2; K7] 1.033 1.002 1.096 3.416901112 10.66 1 1565.002975 2 783.0062866 1.483282923 0.001160671 50.59362955
296317337 VDAC2 voltage-dependent anion-selective channel protein 2 isoform 1 7417 NP_001171712.1 62.45954693 1 15 15 331 309 33.351 7.59 0.91 0.91 0.9 0.91 Significant 0.0000135

VNNSSLIGVGYTQTLRPGVK 22 296317337 2xTMT6plex [N-Term; K20] 0.807 0.793 0.876 6.681818008 42.32 0 2561.481542 3 854.49823 -0.548510138 -0.000468333 62.43189329
SCSGVEFSTSGSSNTDTGK 34 296317337 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C2] 0.908 0.949 0.878 6.040002346 67.53 0 2366.118204 3 789.3771973 -0.492639431 -0.000388548 34.31840624

WNTDNTLGTEIAIEDQICQGLK 10 296317337 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C18] 1.291 1.138 1.023 5.819069386 45.23 0 2977.534107 3 993.1795654 -3.346440571 -0.00332138 90.79634344
WCEYGLTFTEK 33 296317337 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 0.998 0.981 1 4.966648579 56.9 0 1891.966442 2 946.4868774 0.018950026 1.79E-05 71.53967782

LTFDTTFSPNTGK 30 296317337 2xTMT6plex [N-Term; K13] 0.771 0.811 0.808 5.857913017 77.17 0 1887.0264 2 944.0147705 -2.191466095 -0.002067677 63.78796435
VCEDLDTSVNLAWTSGTNCTR 18 296317337 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C19] 0.962 1.49 1.056 6.102686405 52.07 0 2628.223131 3 876.7458496 -0.051567872 -4.52E-05 67.82689756
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

YQLDPTASISAK 32 296317337 2xTMT6plex [N-Term; K12] 0.881 0.852 1.025 4.268076897 56.84 0 1751.994371 2 876.5020752 1.428298324 0.001251185 61.53723826LTFDTTFSPNTGKK 16 296317337 3xTMT6plex [N-Term; K13; K14] 1.824 1.827 1.759 5.682963371 30.24 1 2244.284295 3 748.7648315 -1.93974137 -0.00145111 63.39482371LTLSALVDGK 36 296317337 2xTMT6plex [N-Term; K10] 0.881 0.886 0.821 4.183701515 52.75 0 1474.924501 2 737.9660645 0.2381249 0.000175608 79.15419101SINAGGHK 12 296317337 2xTMT6plex [N-Term; K8] 0.862 0.839 0.863 3.884380817 35.43 0 1241.736641 3 414.5831299 -1.45317574 -0.000601487 18.23052204NNFAVGYR 12 296317337 1xTMT6plex [N-Term] 1.142 1.173 0.988 3.202931881 51.97 0 1169.626473 2 585.3165894 -0.487830154 -0.00028529 31.80489367VTGTLETK 22 296317337 2xTMT6plex [N-Term; K8] 0.941 0.914 0.973 3.308289051 51.72 0 1306.798238 2 653.902832 0.114365398 7.47E-05 35.12384496GFGFGLVK 22 296317337 2xTMT6plex [N-Term; K8] 0.902 0.901 0.872 3.119636297 40.52 0 1282.792365 2 641.8995972 -0.348578675 -0.000223577 69.62120782VGLALELEA 30 296317337 1xTMT6plex [N-Term] 0.745 0.738 0.812 2.328001976 48.28 0 1143.682256 2 572.3443604 -0.710063368 -0.000406043 81.97724668TGDFQLHTNVNDGTEFGGSIYQK 2 296317337 2xTMT6plex [N-Term; K23] 100 1.203543186 0.61 0 2986.494685 3 996.1676636 -2.091893006 -0.002082476 68.78655132
296317324 GNL3L guanine nucleotide-binding protein-like 3-like protein 54552 NP_001171748.1 8.934707904 1 3 4 12 582 65.532 8.44 1.13 1.71 0.98 1.27 Significant 0.0292 LADPVTPVETILQR 4 296317324 1xTMT6plex [N-Term] 1.132 1.859 4.014808178 41.7 0 1781.037015 3 594.350647 0.209028766 0.000124096 79.15753889AVLADWVSGK 2 296317324 2xTMT6plex [N-Term; K10] 1.499 3.68504715 26.95 0 1503.893535 2 752.449585 -1.091844659 -0.000821009 70.77243201LLDAPGIVPGPNSEVGTILR 4 296317324 1xTMT6plex [N-Term] 1.356 0.979 2.871990442 31.06 0 2247.290998 2 1124.148682 -0.4055277 -0.000455669 87.66796945SSIINSLK 4 296317324 2xTMT6plex [N-Term; K8] 1.236 3.141812086 33.3 0 1319.829872 2 660.4182739 -0.455549954 -0.000300624 55.04741536
296923763 PACSIN3 protein kinase C and casein kinase substrate in neurons protein 3 29763 NP_001171904.1 32.54716981 1 11 11 58 424 48.457 6.18 0.87 0.92 1.12 0.97 Significant 0.00614 ADSAVSQEQLR 6 296923763 1xTMT6plex [N-Term] 1.383 0.976 1.089 3.980005741 50.64 0 1432.759337 2 716.8825073 -1.11607827 -0.000799536 23.77049203YMEDMEQAFETCQAAER 4 296923763 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.962 0.997 4.322040558 22.38 0 2337.998734 3 780.0048828 0.582321744 0.000453823 66.96038469MSEEDEQGWCQGQLQSGR 2 296923763 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.717 3.738877535 33.65 0 2354.033874 3 785.3463745 -3.952081976 -0.003101112 38.22204359AYAQQLADWAR 4 296923763 1xTMT6plex [N-Term] 0.989 0.767 3.988761902 35.02 0 1521.801142 2 761.4033203 -1.168605379 -0.000889193 57.82304519ALYDYAGQEADELSFR 10 296923763 1xTMT6plex [N-Term] 0.568 0.755 1.075 4.729822636 57.37 0 2077.007566 2 1039.00647 -0.916100118 -0.000951373 68.36847241SPDEVTLTSIVPTR 8 296923763 1xTMT6plex [N-Term] 0.963 1.059 1.145 4.704262733 44.27 0 1743.968995 2 872.4882202 0.096584107 8.42E-05 61.21720625IGLYPANYVECVGA 6 296923763 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.155 0.762 1.11 2.752552986 72.83 0 1754.898473 2 877.9492798 -4.097342266 -0.00359521 82.38106371LSALHLEVR 6 296923763 1xTMT6plex [N-Term] 1.232 1.101 1.086 3.929879189 65.04 0 1266.773137 3 422.9298096 1.372480113 0.00057954 53.34137818GPQYGTLEK 4 296923763 2xTMT6plex [N-Term; K9] 0.617 0.695 2.561813593 5.64 0 1450.830601 2 725.9187012 -0.327389186 -0.000237493 37.07048191AQYEQTLAELHR 5 296923763 1xTMT6plex [N-Term] 1.165 1.061 1.152 3.51704073 15.13 0 1687.896499 3 563.3043823 1.24090112 0.000698171 42.85925096AAEDGFR 3 296923763 1xTMT6plex [N-Term] 1.028 1.018 2.215786695 6.87 0 994.5155253 2 497.7617798 0.761848652 0.000378835 19.49895994296939600 WNK1 serine/threonine-protein kinase WNK1 isoform 4 65125 NP_001171914.1 3.40651022 1 8 8 24 2642 279.542 6.28 0.66 0.96 1.13 0.92 Significant 0.0217 FYDSWESTVK 4 296939600 2xTMT6plex [N-Term; K10] 1.1 1.231 3.893484831 29.27 0 1719.899408 2 860.4533691 0.030944397 2.66E-05 63.12927973DDYGFSGSQK 2 296939600 2xTMT6plex [N-Term; K10] 0.947 4.011738777 20 0 1561.789858 2 781.3962402 -2.980023994 -0.002327086 32.67100931DLLNHAFFQEETGVR 2 296939600 1xTMT6plex [N-Term] 0.418 3.461280584 9.88 0 2005.034055 3 669.0165405 0.505304151 0.000337717 61.48129134VPPAVIIPPAAPLSGR 2 296939600 1xTMT6plex [N-Term] 1.053 4.145822525 17.01 0 1784.099556 3 595.3718262 0.767409879 0.000456379 80.41508375SISNPPGSNLR 4 296939600 1xTMT6plex [N-Term] 0.865 0.994 4.072212219 31.03 0 1370.758943 2 685.8838501 1.079938468 0.000740168 28.23836131EIQDLQSR 4 296939600 1xTMT6plex [N-Term] 0.935 0.815 2.506736279 25.74 0 1217.668731 2 609.3369141 -1.790146157 -0.001089903 27.13063355EIIEGCIR 4 296939600 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.769 0.755 2.574736118 18.97 0 1218.671374 2 609.8389282 -0.651844873 -0.000397192 37.78666752GAAATTTTTEHR 2 296939600 1xTMT6plex [N-Term] 1.437 1.55667305 8.56 0 1445.754586 3 482.5887451 -2.008617829 -0.000967989 15.36820869
297206729 NDUFC1 NADH dehydrogenase [ubiquinone] 1 subunit C1, mitochondrial precursor 4717 NP_001171916.1 14.47368421 1 1 1 4 76 8.729 10.2 0.66 0.64 0.78 0.69 Significant 0.00395

EPPNAKPDWLK 4 297206729 3xTMT6plex [N-Term; K6; K11] 0.662 0.637 0.783 2.673440218 5.82 0 1982.167809 3 661.3933105 -1.226021008 -0.00081006 62.72005306
297307111 ZCCHC6 terminal uridylyltransferase 7 isoform 1 79670 NP_001171988.1 8.093645485 1 11 11 43 1495 171.122 6.83 1.2 1.32 1.09 1.2 Significant 0.00303

LCDVLIESIAFAHK 6 297307111 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.575 1.559 0.855 5.042423248 34.82 0 2074.177104 3 692.0647583 1.262120934 0.000872621 98.77088164
FLNILDQVCIQCYK 6 297307111 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C9; C12] 1.487 1.266 1.613 4.329274654 33.88 0 2272.223402 3 758.0796509 0.438815443 0.000332362 100.9697545

ISLKEENVCEEK 3 297307111 3xTMT6plex [N-Term; K4; K12]; 1xCarbamidomethyl [C9] 1.293 1.209 2.988062859 3.89 1 2165.209081 3 722.4073486 -0.733657353 -0.000529507 46.55837208DFSPTIIEDQAR 4 297307111 1xTMT6plex [N-Term] 0.861 0.896 4.444580078 38.4 0 1620.843067 2 810.9244995 -0.829356395 -0.000672128 53.21924152NILPITTAK 4 297307111 2xTMT6plex [N-Term; K9] 1.223 0.982 3.153585672 26.89 0 1428.919022 2 714.9622192 -1.301650695 -0.000929977 69.46689575IQLEPLPPLTPK 2 297307111 2xTMT6plex [N-Term; K12] 1.279 2.763508558 18.18 0 1804.134828 2 902.5707397 -0.346541623 -0.000312604 82.71670919DQEDALNQR 4 297307111 1xTMT6plex [N-Term] 1.466 1.306 3.424914122 37.08 0 1317.659623 2 659.3334351 -0.022473795 -1.48E-05 23.72410318IAIEDPYSVK 6 297307111 2xTMT6plex [N-Term; K10] 1.31 1.743 1.18 3.706208229 31.57 0 1592.92998 2 796.9684448 -0.230582365 -0.000183651 57.55602664
EDKPIQCTPQK 4 297307111 3xTMT6plex [N-Term; K3; K11]; 1xCarbamidomethyl [C7] 1.193 1.237 3.123535872 6.06 0 2031.151172 3 677.7207031 -1.780441086 -0.001205448 32.31306784

IMENVFQHK 2 297307111 2xTMT6plex [N-Term; K9] 0.931 2.649198294 19.25 0 1603.903054 3 535.3053589 -0.954378034 -0.000510243 53.54182221MCDIGDASR 2 297307111 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.227 2.405976295 8.04 0 1253.581573 2 627.2927246 -2.712469075 -0.001700151 23.9483228297374823 INS insulin preproprotein 3630 NP_001172027.1 25.45454545 1 2 2 99 110 11.973 5.3 2.94 2.81 2.48 2.74 Significant 0.00248 GIVEQCCTSICSLYQLENYCN 83 297374823 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C6; C7; C11; C20] 3.739 4.613 4.476 3.961997986 39.89 0 2840.256088 3 947.4243774 0.877028036 0.000830328 78.98749389
GFFYTPK 16 297374823 2xTMT6plex [N-Term; K7] 2.822 2.65 2.24 2.442524195 28.58 0 1317.76073 2 659.3841553 0.230350524 0.000151773 58.90799345297747286 PFDN6 prefoldin subunit 6 10471 NP_001172110.1 40.31007752 1 6 6 65 129 14.574 8.88 0.82 0.88 0.88 0.86 Significant 0.00054 ETLAQLQQEFQR 18 297747286 1xTMT6plex [N-Term] 0.875 0.855 5.257904053 52.5 0 1719.922714 3 573.9793091 0.383776601 0.000220022 65.50446484EELALLDGSNVVFK 12 297747286 2xTMT6plex [N-Term; K14] 0.632 0.656 0.667 5.026713371 63.98 0 1992.141764 2 996.5741577 -0.363925061 -0.000362495 83.54550817RLDYITAEIK 9 297747286 2xTMT6plex [N-Term; K10] 0.806 0.931 0.889 5.862643242 38.7 1 1680.009628 3 560.6748047 0.138816169 7.77E-05 56.83072203LLGPVLVK 9 297747286 2xTMT6plex [N-Term; K8] 0.831 0.907 0.88 3.335989475 33.93 0 1296.901915 2 648.9545288 -0.103548935 -6.71E-05 88.18357573KLQGEVEK 11 297747286 3xTMT6plex [N-Term; K1; K8] 0.992 1.225 1.341 3.755570889 13.35 1 1618.014268 3 540.0085449 -1.969484718 -0.001062218 33.60861331LQGEVEK 6 297747286 2xTMT6plex [N-Term; K7] 0.708 0.781 0.791 2.576085091 28.82 0 1260.756373 2 630.881897 0.114308613 7.21E-05 33.8739459417136148 ATP6AP1 V-type proton ATPase subunit S1 precursor 537 NP_001174.2 17.65957447 1 6 6 26 470 51.993 6.14 1.11 1.2 1.05 1.12 Significant 0.00151 EVLTGNDEVIGQVLSTLK 8 17136148 2xTMT6plex [N-Term; K18] 1.351 1.402 1.32 5.465220451 60.45 0 2373.364112 3 791.7926025 -0.36132796 -0.000285854 101.0092978LSIEDFTAYGGVFGNK 4 17136148 2xTMT6plex [N-Term; K16] 0.947 0.928 4.405670166 33.65 0 2176.169041 3 726.0618286 0.869174135 0.00063049 93.07324399LFGTTVTFK 6 17136148 2xTMT6plex [N-Term; K9] 0.909 1.286 1.036 3.609827757 52.18 0 1471.892473 2 736.4494019 -0.642457978 -0.000472815 74.99669591SEDVPYTAALTAVRPSR 1 17136148 1xTMT6plex [N-Term] 1.47 3.687848091 0 2062.113034 3 688.0429688 0.639775792 0.000439763 61.00792509KGSLLVAR 2 17136148 2xTMT6plex [N-Term; K1] 1.063 3.168882608 6.29 1 1301.866927 3 434.6271667 0.015557766 6.75E-06 45.34631974FDDHKGPTISLTQIV 5 17136148 2xTMT6plex [N-Term; K5] 0.771 0.908 0.91 3.761031389 8.81 1 2129.200676 3 710.4021606 -4.108079857 -0.002915642 73.78847088298919189 CAST calpastatin isoform m 831 NP_001177371.1 49.49640288 1 3 30 262 695 75.259 5.07 1.26 1.12 1.02 1.13 Significant 0.00375 LAAAISEVVSQTPASTTQAGAPPR 30 298919189 1xTMT6plex [N-Term] 0.599 0.788 0.696 7.194082737 77.93 0 2552.388146 3 851.4677734 0.243463166 0.000207137 79.46238343

TSMCSIQSAPPEPATLK 6 298919189 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C4] 0.743 0.67 0.618 4.552639484 54.83 0 2276.20306 3 759.4050293 -1.109632712 -0.000841916 53.33732391
GTVPDDAVEALADSLGK 26 298919189 2xTMT6plex [N-Term; K17] 0.734 0.751 0.776 5.544195652 88.32 0 2116.153785 2 1058.580444 -0.081689774 -8.64E-05 89.08957752SESELIDELSEDFDR 24 298919189 1xTMT6plex [N-Term] 0.637 0.666 0.642 5.032967567 47.25 0 2012.949776 3 671.6543579 -0.623651691 -0.00041846 83.45650368ELLAKPIGPDDAIDALSSDFTCGSPTAAGK 16 298919189 3xTMT6plex [N-Term; K5; K30]; 1xCarbamidomethyl [C22] 1.559 0.841 0.891 7.273387432 55.82 0 3704.966003 4 926.9917603 -5.611923121 -0.005197996 91.28421223

KPADDQDPIDALSGDLDSCPSTTETSQNTAK 6 298919189 3xTMT6plex [N-Term; K1; K31]; 1xCarbamidomethyl [C19] 0.733 0.589 7.356366158 61.24 0 3964.95366 4 991.9960938 2.240954312 0.00222132 60.61273799
DTMSDQALEALSASLGTR 10 298919189 1xTMT6plex [N-Term] 0.872 0.775 0.917 6.220224857 86.98 0 2095.053864 2 1048.030151 -0.399830114 -0.000418833 79.27957277QASDTGSNDAHNKK 4 298919189 3xTMT6plex [N-Term; K13; K14] 0.765 0.683 4.108710766 26.41 1 2160.161219 4 540.7956543 -0.200041782 -0.000108031 16.5148566EQLPPMSEDFLLDALSEDFSGPQNASSLK 6 298919189 2xTMT6plex [N-Term; K29] 0.705 0.569 5.923638821 49.9 0 3623.819115 3 1208.608521 -2.236992605 -0.002702152 112.3882318GTVPDDAVEALADSLGKK 5 298919189 3xTMT6plex [N-Term; K17; K18] 1.68 2.606 5.681918144 32.14 1 2473.41168 4 619.1079712 -0.656985001 -0.000406249 82.55179715EQLPPMSEDFLLDALSEDFSGPQNASSLK 8 298919189 2xTMT6plex [N-Term; K29]; 1xOxidation [M6] 0.89 0.357 0.428 2.778222561 25.8 0 3639.81403 3 1208.608521 -2.236992605 -0.002702152 112.3882318DTSQSDKDLDDALDK 6 298919189 3xTMT6plex [N-Term; K7; K15] 0.641 0.665 0.591 3.905636311 13.3 1 2353.233775 3 785.0829468 0.217573807 0.000170667 44.48500297KTEKEESTEVLK 2 298919189 4xTMT6plex [N-Term; K1; K4; K12] 0.895 4.444869518 7.11 2 2337.404693 4 585.1064453 -0.31736909 -0.000185455 37.21184586SAEQQPSEK 18 298919189 2xTMT6plex [N-Term; K9] 0.759 0.777 0.778 3.860656023 55.64 0 1461.794943 2 731.4009399 -0.232698293 -0.000170079 17.60135785CGEDDETIPSEYR 3 298919189 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.53 0.743 3.796276093 26.03 0 1799.795524 2 900.4011841 -0.240447279 -0.000216378 29.36734807DTSQSDKDLDDALDKLSDSLGQR 6 298919189 3xTMT6plex [N-Term; K7; K15] 0.765 1.183 0.575 3.949550867 10.1 2 3209.674055 4 803.1730347 -1.167061845 -0.000936472 74.60190898QASDTGSNDAHNK 2 298919189 2xTMT6plex [N-Term; K13] 1.209 2.119036436 16 0 1802.903324 3 601.638855 -0.728146971 -0.000437593 15.54816318
SESELIDELSEDFDRSECK 4 298919189 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C18] 0.919 1.16 0.847 3.393858433 3.18 1 2746.312941 3 916.1072998 -2.037082466 -0.001864822 80.54940796AQSAGTVR 10 298919189 1xTMT6plex [N-Term] 0.853 0.836 0.869 3.419638157 40.66 0 1018.584274 2 509.7957153 -0.117296075 -5.97E-05 15.66970627EESTEVLK 4 298919189 2xTMT6plex [N-Term; K8] 0.595 0.649 3.427442551 30.12 0 1392.798632 2 696.9033813 0.613315732 0.000427113 34.18112159SAAPPQEK 12 298919189 2xTMT6plex [N-Term; K8] 0.845 0.763 0.756 2.985305071 38.07 0 1285.751622 2 643.3793945 -0.08534891 -5.49E-05 19.82729924LGEKEETIPPDYR 4 298919189 2xTMT6plex [N-Term; K4] 0.897 0.805 0.803 4.153399467 1.28 1 2005.100627 3 669.0377808 -0.916769372 -0.000612738 43.65693951EADPEDGKPVMDK 10 298919189 3xTMT6plex [N-Term; K8; K13] 0.838 0.961 1.162 3.134614944 8.13 0 2118.135582 3 706.7163086 -0.570812728 -0.00040302 34.59945138LSDSLGQR 2 298919189 1xTMT6plex [N-Term] 0.887 2.871424675 23.96 0 1104.621053 2 552.8139648 -0.361963498 -0.000199916 28.68003016EVTIPPK 20 298919189 2xTMT6plex [N-Term; K7] 0.792 0.745 0.798 2.857825994 28.1 0 1241.786945 2 621.3969727 -0.222588505 -0.000138204 44.8239076DGKPLLPK 4 298919189 3xTMT6plex [N-Term; K3; K8] 0.671 0.589 2.317707062 4.1 0 1555.018625 3 519.0102539 -1.554239422 -0.000805624 44.79302026TEKEESTEVLK 2 298919189 3xTMT6plex [N-Term; K3; K11] 100 1.919418097 1.38 1 1980.146798 3 660.7192993 -1.744078158 -0.001151177 49.10606442DTMSDQALEALSASLGTR 1 298919189 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.42 2.998510838 0 2111.048779 2 1048.030151 -0.399830114 -0.000418833 79.27957277SQEGKPK 3 298919189 3xTMT6plex [N-Term; K5; K7] 1.282 1.083 1.096 2.551815987 0 1460.90399 3 487.6395874 0.150206333 7.31E-05 19.07214229DDTIPPEYR 2 298919189 1xTMT6plex [N-Term] 0.597 3.167016983 13.26 0 1334.678962 2 667.8428345 -0.426525557 -0.000284637 30.46076079QPDPDENKPMEDK 3 298919189 3xTMT6plex [N-Term; K8; K13] 0.815 0.547 0.711 2.238249063 0 2230.162859 3 744.0570068 -2.866002437 -0.002130551 32.20172313KSQEGKPK 3 298919189 4xTMT6plex [N-Term; K1; K6; K8] 1.004 1.899 1.088 1.9902668 1 1818.161884 3 606.7249146 -0.931752926 -0.000564693 19.17627407300360496 SLC33A1 acetyl-coenzyme A transporter 1 9197 NP_001177921.1 9.836065574 1 5 5 31 549 60.87 7.33 1.45 1.32 1.47 1.41 Significant 0.00111 EALLGDTGTGDFLK 8 300360496 2xTMT6plex [N-Term; K14] 1.25 1.072 4.275238991 46.1 0 1895.052614 2 948.0293579 -0.620177867 -0.000587635 71.20804434LQDEGSSSWK 6 300360496 2xTMT6plex [N-Term; K10] 1.373 1.089 1.19 3.679978609 30.24 0 1594.847707 2 797.9279175 0.533662828 0.000425555 40.5495014

TPDAVELCK 6 300360496 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.9 2.012 1.57 3.377191544 48.57 0 1490.828886 2 745.9182129 0.176224953 0.000131361 45.46407573
LLWAPLVDAVYVK 5 300360496 2xTMT6plex [N-Term; K13] 1.561 1.276 1.503 3.146356583 27.14 0 1945.192677 2 973.098877 -1.130995287 -0.001100002 112.5182847LVEEGVPK 6 300360496 2xTMT6plex [N-Term; K8] 1.603 1.44 1.458 2.727468491 24.65 0 1328.818973 2 664.9129639 -0.242573015 -0.000161168 45.06011432

300796709 ERVV-2 endogenous retrovirus group V member 2 Env polyprotein precursor 100271846 NP_001177984.1 3.551401869 1 1 1 9 535 59.279 8.53 1.34 1.39 1.39 1.38 Significant 0.000147
LALDYLLAEQGGVCAVINK 9 300796709 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C14] 1.344 1.393 1.391 0.907620251 3.26 0 2505.415102 2 1253.215698 3.599357395 0.004508942 96.22043641

4502363 BAK1 bcl-2 homologous antagonist/killer 578 NP_001179.1 33.17535545 1 3 3 28 211 23.394 6.01 1.03 0.87 0.75 0.89 Significant 0.00832 HQQEQEAEGVAAPADPEMVTLPLQPSSTMGQVGR 12 4502363 1xTMT6plex [N-Term] 2.082 0.461 0.86 7.586953163 53.72 0 3817.868652 3 1273.292969 -1.12594235 -0.0014329 67.99498547QLAIIGDDINR 6 4502363 1xTMT6plex [N-Term] 0.97 0.916 0.713 4.041974068 43.47 0 1456.832108 2 728.9192505 -0.606647418 -0.000441892 54.28693715QECGEPALPSASEEQVAQDTEEVFR 10 4502363 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.642 0.456 1.302 5.813569069 55.98 0 3035.410139 3 1012.473877 -1.008641496 -0.001020547 67.72590029
300795584 EML2 echinoderm microtubule-associated protein-like 2 isoform 1 24139 NP_001180197.1 28.35294118 1 22 22 139 850 92.012 7.06 0.88 0.89 0.91 0.9 Significant 0.0000974 LQEVEVPEDFGPVR 12 300795584 1xTMT6plex [N-Term] 0.83 0.951 0.885 4.786068439 49.23 0 1842.979894 2 921.9927368 -0.921001468 -0.000848694 64.79738013TVAEGHGDTLYVGTTR 6 300795584 1xTMT6plex [N-Term] 1.002 0.918 0.861 5.749034882 40.21 0 1905.986771 3 636.000061 -0.598521747 -0.000380258 30.76833423LVHLWSSDSHQPLWSR 6 300795584 1xTMT6plex [N-Term] 0.788 1.023 0.822 5.800159454 60.35 0 2177.145337 4 545.0421753 0.704753996 0.000383588 63.1574473ITQAVLGAHDGGVFGLCALR 12 300795584 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.747 0.907 1.466 7.113477707 53.7 0 2284.243337 3 762.0854492 -0.675170515 -0.000514085 80.40068091EVIFSVEDGSVK 6 300795584 2xTMT6plex [N-Term; K12] 0.883 0.765 0.795 5.066110611 52.49 0 1766.994037 2 884.0001221 -0.605270506 -0.000534755 62.94192609LQLQEDELAVLK 10 300795584 2xTMT6plex [N-Term; K12] 0.889 0.963 1.058 5.189335823 61.4 0 1857.109735 2 929.059021 0.554583376 0.000514961 78.23558246SHIYFWTLEGGSLSK 4 300795584 2xTMT6plex [N-Term; K15] 1.17 0.913 5.871093273 40.2 0 2183.190111 3 728.4013672 -0.25771347 -0.000187546 75.59337299TKEVIFSVEDGSVK 4 300795584 3xTMT6plex [N-Term; K2; K14] 1.506 1.335 5.469326973 29.05 1 2225.29961 3 742.4384766 0.568929008 0.000422013 69.16527824

AQFVTCGQDK 18 300795584 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.906 0.908 0.976 3.999803543 45.19 0 1611.856498 2 806.4310303 -1.063496116 -0.000857102 36.96457113
VHLFSYPCCQPR 6 300795584 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C8; C9] 1.037 1.139 1.641 4.481938362 17.59 0 1792.882447 3 598.2988892 -0.185338158 -0.000110763 48.11675978

SAGFHPSGSVLAVGTVTGR 2 300795584 1xTMT6plex [N-Term] 0.775 4.592850208 19.79 0 2029.102803 3 677.0386963 -0.624809551 -0.000422601 51.52941351LLASADDFGK 6 300795584 2xTMT6plex [N-Term; K10] 0.874 0.945 0.904 3.759677887 51.86 0 1494.856815 2 747.932251 0.274208955 0.000204952 60.8353696VVLWGSDYSK 6 300795584 2xTMT6plex [N-Term; K10] 0.91 0.949 0.801 4.342333794 47.4 0 1611.914665 2 806.4610596 0.110353624 8.89E-05 65.15253235
AVCCVGFSK 6 300795584 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C3; C4] 1.5 1.393 1.732 2.997364044 45.72 0 1485.795813 2 743.4001465 -1.881961994 -0.001398106 45.30371522

LGTTASVCQLLK 2 300795584 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 0.949 2.792747736 8.45 0 1749.034462 3 583.6826172 -0.665571505 -0.000388036 70.72790436
HYLGHNDDIK 6 300795584 2xTMT6plex [N-Term; K10] 0.72 0.721 0.726 3.654327154 25.49 0 1669.906225 4 418.2324524 1.050663975 0.000438628 26.95826336LEWVYGYR 6 300795584 1xTMT6plex [N-Term] 0.745 0.807 1.062 3.285761118 14.77 0 1314.704389 2 657.855835 0.003576374 2.35E-06 63.4766648DTSVLQWR 6 300795584 1xTMT6plex [N-Term] 0.721 0.773 0.868 3.074019909 29.05 0 1233.678902 2 617.3425903 -0.809015973 -0.000499033 47.62363284LKLEWVYGYR 2 300795584 2xTMT6plex [N-Term; K2] 0.844 2.540420294 5.82 1 1785.046347 3 595.6870728 0.177878697 0.000105841 71.12054962QITSADAVR 4 300795584 1xTMT6plex [N-Term] 1.323 1.068 3.058041811 31.69 0 1189.673817 2 595.34198 2.409594039 0.001433315 23.40469076AALADALR 4 300795584 1xTMT6plex [N-Term] 0.958 1.221 2.421050549 17.44 0 1029.62541 2 515.3154297 -1.774737669 -0.000913657 40.67919995SELPSCR 5 300795584 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.032 0.792 0.895 2.355129242 28.89 0 1077.55601 2 539.2786865 -5.488098131 -0.002956867 19.81575858300863105 SAMD9 sterile alpha motif domain-containing protein 9 54809 NP_001180236.1 31.40339836 1 39 40 201 1589 184.165 7.83 0.69 0.7 0.65 0.68 Significant 0.000504 YMVNFVSGSSDIPGDPNNEYK 4 300863105 2xTMT6plex [N-Term; K21] 0.479 0.552 5.023787022 45.24 0 2791.364916 3 931.1256104 -0.945274227 -0.000879535 71.17328792

KEEDIMTALEIICENECEGTLLEK 10 300863105 3xTMT6plex [N-Term; K1; K24]; 2xCarbamidomethyl [C13; C17] 0.404 0.684 0.974 4.062886715 23.04 1 3554.824684 4 889.4591675 -2.769162758 -0.002460972 107.0814276
LLTGNQDLLDNSYYEQYILVTNK 4 300863105 2xTMT6plex [N-Term; K23] 0.586 0.721 5.152821541 51.67 0 3175.692716 3 1059.234131 -1.535596265 -0.001625527 96.17020447SFDFFDEYFVLLKPR 4 300863105 2xTMT6plex [N-Term; K13] 0.638 0.7 5.779990196 43.47 0 2381.294576 3 794.4370117 0.800378193 0.000635312 112.0925312FVEVLLPNSTLSDR 6 300863105 1xTMT6plex [N-Term] 0.821 0.85 4.494059563 37.01 0 1819.01628 3 607.0110474 1.269323353 0.00076964 78.30593075IIEPDNSYISDTLGQVYK 6 300863105 2xTMT6plex [N-Term; K18] 0.588 0.577 0.535 5.167341232 39.38 0 2513.353941 3 838.4550781 -1.297073582 -0.001086668 82.36591636LDFSLQPETGPGNLIDPIHEFK 4 300863105 2xTMT6plex [N-Term; K22] 0.415 0.433 5.829631805 53.75 0 2925.57623 3 975.8638306 0.242235773 0.000236226 93.53058756TVDFSEIGEQVTSLITYGAMNR 6 300863105 1xTMT6plex [N-Term] 1.148 0.661 0.897 6.802518845 69.64 0 2660.343898 3 887.4525757 -0.272051 -0.00024125 112.279865MGTYSTILIK 8 300863105 2xTMT6plex [N-Term; K10] 0.873 0.642 3.553787947 53.03 0 1584.943522 2 792.9741821 -1.53589838 -0.001217156 68.15915989LISFLTHEDIMPR 6 300863105 1xTMT6plex [N-Term] 0.64 0.604 0.625 5.272172451 44.33 0 1800.987957 3 600.9988403 -3.32540475 -0.001996338 87.20134324AFTNTATATEEDVK 6 300863105 2xTMT6plex [N-Term; K14] 0.632 0.773 0.654 4.329555035 63.39 0 1956.032607 2 978.5187378 -1.231203434 -0.001204137 44.14087164VANLHFPSVYVEQK 2 300863105 2xTMT6plex [N-Term; K14] 0.516 3.803662777 26.98 0 2089.184632 3 697.0665283 0.191472277 0.00013334 68.43879452

YVDIFCLLEESQNNTGLGSK 4 300863105 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C6] 0.555 0.711 4.981041431 61.28 0 2745.416952 3 915.8105469 0.049200177 4.50E-05 104.966178
TAIEDSIQTSK 6 300863105 2xTMT6plex [N-Term; K11] 0.66 0.801 1.38 4.16375494 54.89 0 1650.931437 2 825.9700317 0.817760528 0.000675033 53.02361627EHLVDMGITHGPAIQIEELFK 6 300863105 2xTMT6plex [N-Term; K21] 0.583 0.571 0.652 6.428283215 37.9 0 2835.547907 4 709.6414185 -1.432760796 -0.001015665 90.43642333

YEKPLVIILNCMR 6 300863105 2xTMT6plex [N-Term; K3]; 1xCarbamidomethyl [C11] 0.994 0.848 1.095 3.182675838 10.67 0 2107.217194 3 703.0771484 -0.143524598 -0.000100812 89.47710048
EALINHFNLMINK 8 300863105 2xTMT6plex [N-Term; K13] 0.612 0.662 0.616 4.712440491 26.67 0 2015.151223 3 672.3881836 -0.608191949 -0.000408533 75.35488553ITIPITPAFLGQLR 21 300863105 1xTMT6plex [N-Term] 0.628 0.656 0.592 4.127478123 47.68 0 1769.088657 3 590.3690796 2.277115686 0.001342807 103.2655393SQEDAISTMK 6 300863105 2xTMT6plex [N-Term; K10] 0.648 0.836 0.577 3.88779068 37.62 0 1567.840179 2 784.4226685 -1.351366017 -0.001059363 35.94693168LLPSIGLSTVLLK 4 300863105 2xTMT6plex [N-Term; K13] 0.879 0.626 4.131941795 26.04 0 1812.197428 3 604.7363892 -1.552860349 -0.00093803 108.5905805DFGNALNWAK 2 300863105 2xTMT6plex [N-Term; K10] 0.672 3.765258312 31.21 0 1593.878948 2 797.4411011 -2.523611701 -0.002011166 65.11447097TKQPIAYFFLGK 6 300863105 3xTMT6plex [N-Term; K2; K12] 0.895 0.831 1.119 6.275144577 22.15 1 2100.282444 3 700.7659912 0.464695982 0.000325331 86.89830962NFEDFYSFMIMK 4 300863105 2xTMT6plex [N-Term; K12] 0.574 0.666 3.58485508 28.07 0 2030.016763 3 677.3439941 0.328111515 0.000222024 103.4655138IPDSIAVIQQLSPK 6 300863105 2xTMT6plex [N-Term; K14] 0.573 0.652 0.645 4.393174171 34.52 0 1967.194134 3 656.4035034 0.926829679 0.000607751 90.74877229FLQDMHTLLLTR 6 300863105 1xTMT6plex [N-Term] 0.956 0.761 1.012 4.32181263 39.07 0 1716.966827 3 572.992981 -1.419840423 -0.000812606 83.53482516FNPNAFICQALAR 8 300863105 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.717 1.169 0.775 3.988474369 34.17 0 1750.926026 2 875.9692993 3.024938081 0.002648221 88.97557582TPDINSLWQSGDVWK 2 300863105 2xTMT6plex [N-Term; K15] 0.677 3.60744071 28.78 0 2204.175189 3 735.3984375 2.527081344 0.00185671 82.67698397TPDINSLWQSGDVWKEEK 2 300863105 3xTMT6plex [N-Term; K15; K18] 1.225 3.454611063 8.4 1 2819.51827 3 940.5060425 -5.212205485 -0.004898636 83.15146159YFEDHQVQQAK 4 300863105 2xTMT6plex [N-Term; K11] 0.666 0.817 0.701 2.716654539 4.54 0 1850.980118 3 617.6653442 0.735369781 0.000453718 32.71381154EYIENVVR 4 300863105 1xTMT6plex [N-Term] 0.66 0.696 2.75019145 25.76 0 1250.694218 2 625.8502808 -0.745902995 -0.000466448 40.37912407EEDIMTALEIICENECEGTLLEK 2 300863105 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C12; C16] 0.759 2.627628088 10.09 0 3197.566789 3 1066.530273 2.964157788 0.003159364 111.6079905

KTAIEDSIQTSK 3 300863105 3xTMT6plex [N-Term; K1; K12] 0.302 0.757 2.798630238 24.36 1 2008.189332 2 1004.596558 -1.739445365 -0.001746568 42.77956644VELIEDK 6 300863105 2xTMT6plex [N-Term; K7] 0.468 0.486 0.488 3.13142848 34.64 0 1303.787339 2 652.3978882 0.89031942 0.000580394 52.89239VQELLLR 6 300863105 1xTMT6plex [N-Term] 0.707 0.592 0.649 2.503837824 23.59 0 1099.70366 2 550.3555298 0.111466677 6.13E-05 60.1774526GQNIFTK 4 300863105 2xTMT6plex [N-Term; K7] 0.67 0.728 2.020092487 25.53 0 1265.761793 2 633.3846436 0.171840686 0.000108755 41.92858425SVTQSSK 4 300863105 2xTMT6plex [N-Term; K7] 0.679 0.703 2.438179016 14.9 0 1194.709423 2 597.8581543 -0.327323316 -0.000195528 18.72287607AFWGTEK 2 300863105 2xTMT6plex [N-Term; K7] 0.338 1.955818653 8.62 0 1296.735244 2 648.8711548 -0.162669819 -0.00010547 53.34628751DQTVSQK 2 300863105 2xTMT6plex [N-Term; K7] 0.999 2.573569059 7.49 0 1263.730887 2 632.367981 -1.742005328 -0.001100713 18.29362632LVKPVEK 4 300863105 3xTMT6plex [N-Term; K3; K7] 0.949 0.863 0.781 2.03504324 4.8 0 1500.012812 3 500.6761475 0.71827574 0.000359141 44.03133636ESQQQSEDREYEVK 1 300863105 2xTMT6plex [N-Term; K14] 0.32 2.70199728 1 2213.108626 3 738.3712158 -4.306774169 -0.00317712 24.13839349
300934874 VIPAS39 spermatogenesis-defective protein 39 homolog isoform 1 63894 NP_001180243.1 10.95334686 1 5 5 22 493 56.97 7.4 0.83 0.9 0.76 0.83 Significant 0.00236 DFVDDDDDDDLER 4 300934874 1xTMT6plex [N-Term] 1.192 1.014 4.46494627 65.93 0 1812.760913 2 906.8838501 -0.269734792 -0.000244482 38.97599156AWNDVDALFTTK 2 300934874 2xTMT6plex [N-Term; K12] 0.858 3.1121521 41.35 0 1839.00527 3 613.6744385 1.89871652 0.001163917 82.87826928VVEILHK 8 300934874 2xTMT6plex [N-Term; K7] 0.822 0.901 0.768 2.930030584 28.42 0 1295.845129 3 432.6199036 0.022196603 9.59E-06 49.26138783AFTFDDEDDELSQLK 2 300934874 2xTMT6plex [N-Term; K15] 0.876 2.41520834 22.61 0 2231.11198 2 1116.054565 -4.538270924 -0.005062695 73.5803833LLLDLFR 6 300934874 1xTMT6plex [N-Term] 0.938 0.836 0.673 2.392349958 23.33 0 1118.713497 2 559.8605957 0.373631186 0.000208993 99.91958114301129155 EXD2 exonuclease 3'-5' domain-containing protein 2 isoform 1 55218 NP_001180289.1 11.75523349 1 5 5 18 621 70.308 8.32 0.82 1.07 1.16 1.02 Significant 0.00986

SELEDFPVLGIDCEWVNLEGK 6 301129155 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C13] 0.903 1.366 1.248 5.01031065 58.07 0 2907.485032 3 969.8308105 -2.460342632 -0.00238447 104.9790216
VVTVSQEAEWDQIEPLLR 4 301129155 1xTMT6plex [N-Term] 1.173 0.932 5.566765785 50.28 0 2341.260092 3 781.0914917 -0.07256449 -5.66E-05 87.06361677GIGELVSEEPFVVK 4 301129155 2xTMT6plex [N-Term; K14] 0.826 0.973 3.777484894 22.48 0 1961.13595 3 654.3835449 0.066974258 4.38E-05 84.26714132KEELLQALR 3 301129155 2xTMT6plex [N-Term; K1] 0.779 1.126 2.48282814 1.19 1 1557.972848 3 519.9957886 -0.02294478 -1.19E-05 55.40408274

VGVGCSEDASK 1 301129155 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.397 1.899682522 0 1566.819778 2 783.9125366 -1.26473883 -0.000990809 28.41013433
301129170 DIDO1 death-inducer obliterator 1 isoform c 11083 NP_001180298.1 10.08928571 1 18 18 75 2240 243.723 7.88 1.08 1.11 1.18 1.12 Significant 0.000695 IFQPVIEAPGASK 4 301129170 2xTMT6plex [N-Term; K13] 1.086 1.216 4.624663353 46.22 0 1815.078041 3 605.6973267 -0.338684903 -0.000204913 68.77372443EMFNLFQVTDNR 8 301129170 1xTMT6plex [N-Term] 2.698 1.305 1.903 4.337203979 40.31 0 1742.873321 2 871.9384155 -2.161089545 -0.001883253 77.64531015EAACESSTPSWASDHNYNAVKPEK 4 301129170 3xTMT6plex [N-Term; K21; K24]; 1xCarbamidomethyl [C4] 1.072 1.205 6.411819458 47.98 0 3365.66753 4 842.1723022 -0.044801105 -3.77E-05 43.09204042

TTAEDGVPAPPLLDPIVQQFGQFSK 4 301129170 2xTMT6plex [N-Term; K25] 2.611 0.01 4.518498898 41.5 0 3113.692322 3 1038.568481 -0.459571439 -0.000476988 109.3572838QLEEQEEALR 2 301129170 1xTMT6plex [N-Term] 4.347 3.939857483 46.51 0 1473.774653 2 737.390686 -0.378171579 -0.00027867 30.83451198ICTGQVPSAEDEPAPK 2 301129170 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 1.433 2.45113945 27.7 0 2157.12619 2 1079.064941 -1.661519626 -0.001792054 42.83750713
DLYLIPLSAQDPVPSK 6 301129170 2xTMT6plex [N-Term; K16] 1.285 1.284 3.729122877 25.59 0 2214.278592 2 1107.644653 1.552867213 0.00171924 87.01647435ALGSAQYEDPR 6 301129170 1xTMT6plex [N-Term] 1.437 1.523 1.407 3.532106638 56.83 0 1435.737873 2 718.3727417 0.232193107 0.000166684 27.54446073KFPGSAALVGAVR 2 301129170 2xTMT6plex [N-Term; K1] 0.782 3.946004152 17.83 1 1731.068146 3 577.6937866 -0.773474298 -0.000446312 57.30352987QAGPAPAAATAASK 4 301129170 2xTMT6plex [N-Term; K14] 1.149 3.361093283 24.59 0 1669.96374 2 835.484314 -1.430396514 -0.001194355 28.93749583TAAPSPSLLYK 4 301129170 2xTMT6plex [N-Term; K11] 1.177 1.078 3.179647446 32.67 0 1605.961615 2 803.4856567 1.508153458 0.001211018 57.06603425AFDTQLVER 2 301129170 1xTMT6plex [N-Term] 1.037 3.340411425 19.29 0 1307.715681 2 654.3618774 0.609285966 0.000398386 43.58798223TVWDYVGK 2 301129170 2xTMT6plex [N-Term; K8] 1.214 3.593336344 45.51 0 1425.814222 2 713.409668 -1.51709982 -0.001081551 61.19717328EKPLEEPDAQGR 6 301129170 2xTMT6plex [N-Term; K2] 0.679 1.079 0.972 3.511523008 11.15 0 1827.001248 3 609.6713257 -0.998263806 -0.000607943 25.67072929VATVPQSEK 4 301129170 2xTMT6plex [N-Term; K9] 0.477 0.879 2.279103994 9.1 0 1416.846251 2 708.9261475 -0.869867231 -0.000616234 31.28244592IALHIEK 7 301129170 2xTMT6plex [N-Term; K7] 1.565 1.52 1.706 2.419902802 15.93 0 1281.829479 3 427.9473877 -1.457903796 -0.000622928 47.72743487EEISLAK 6 301129170 2xTMT6plex [N-Term; K7] 1.292 0.983 1.092 2.509582758 15.66 0 1247.761124 2 624.3807983 -5.453111321 -0.00340209 44.79727957LKPEELVSK 2 301129170 3xTMT6plex [N-Term; K2; K9] 0.914 0.887 2.232667923 0 1730.103083 3 577.3718872 -1.141411125 -0.000658253 51.49091775

301601611 LIMS1 LIM and senescent cell antigen-like-containing domain protein 1 isoform a 3987 NP_001180414.1 18.60465116 1 7 7 42 387 44.36 8.02 0.79 0.85 0.87 0.83 Significant 0.000824
VIEGDVVSALNK 12 301601611 2xTMT6plex [N-Term; K12] 0.904 0.725 0.853 5.154286861 72.13 0 1702.015107 2 851.510437 -0.886864374 -0.000754728 66.77320422
QWHVEHFVCAK 6 301601611 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 0.832 0.816 0.903 4.052786827 25.81 0 1899.009979 4 475.5081177 0.348488493 0.000165446 44.62753725

NDPYHPDHFNCANCGK 4 301601611 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C11; C14] 0.873 0.944 3.322467804 10.37 0 2404.096304 4 601.7792358 -0.495296558 -0.000297685 23.47413016
FVEFDMKPVCK 6 301601611 3xTMT6plex [N-Term; K7; K11]; 1xCarbamidomethyl [C10] 0.59 1.054 0.711 2.996700764 5.04 0 2087.163651 3 696.3927612 0.037827128 2.63E-05 69.72512134

GGFAPAEK 6 301601611 2xTMT6plex [N-Term; K8] 0.702 0.907 0.828 3.245263577 38 0 1234.719594 2 617.8634644 0.047185562 2.91E-05 32.06553956
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

ELTADAR 4 301601611 1xTMT6plex [N-Term] 0.753 1.052 2.714366913 36.27 0 1004.55739 2 502.7821045 -0.455619191 -0.000228848 26.55891973VVNAMGK 4 301601611 2xTMT6plex [N-Term; K7] 0.9 0.868 2.252131939 36.5 0 1176.717485 2 588.8629761 1.011405416 0.000595069 35.82623048302191615 CSRP1 cysteine and glycine-rich protein 1 isoform 1 1465 NP_001180501.1 55.44041451 1 8 8 86 193 20.554 8.57 0.92 1.04 0.95 0.97 Significant 0.00138
GLESTTLADKDGEIYCK 10 302191615 3xTMT6plex [N-Term; K10; K17]; 1xCarbamidomethyl [C16] 1.026 1.352 1.216 5.046391487 27.16 1 2587.38923 3 863.1361694 1.826126787 0.001574967 54.33955732GFGFGQGAGALVHSE 18 302191615 1xTMT6plex [N-Term] 0.921 0.735 0.727 4.89763546 55.82 0 1662.843735 2 831.9243774 -1.357395851 -0.001128569 57.54974922GYGYGQGAGTLSTDKGESLGIK 12 302191615 3xTMT6plex [N-Term; K15; K22] 0.921 1.138 1.143 6.69668293 40.24 1 2846.550298 3 949.5166626 -5.221726466 -0.004954636 55.65212406
NLDSTTVAVHGEEIYCK 4 302191615 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C16] 1.442 1.353 5.357879162 30.23 0 2394.237532 3 798.7498169 -1.10019009 -0.000878039 49.82442971
HEEAPGHRPTTNPNASK 14 302191615 2xTMT6plex [N-Term; K17] 0.821 0.985 0.93 6.064086914 24.7 0 2301.210011 5 461.0485535 1.58586742 0.000729883 16.28582572

CSQAVYAAEK 10 302191615 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C1] 0.836 0.772 1.466 4.704815865 58.59 0 1584.845599 2 792.9251099 -1.675868892 -0.001327997 30.125661
SCFLCMVCK 12 302191615 2xTMT6plex [N-Term; K9]; 3xCarbamidomethyl [C2; C5; C8] 1.762 1.874 1.562 3.78700614 48.15 0 1662.824018 2 831.914856 -0.951938341 -0.000791453 65.09478323

GESLGIK 6 302191615 2xTMT6plex [N-Term; K7] 0.612 0.813 0.687 2.372421265 26.79 0 1161.724345 2 581.366333 0.899125192 0.000522268 38.07997612
50658084 BCAT2 branched-chain-amino-acid aminotransferase, mitochondrial isoform a precursor 587 NP_001181.2 44.64285714 1 13 13 105 392 44.259 8.65 1.15 1.19 1.14 1.16 Significant 0.000173

LIEVDKDWVPDAAGTSLYVRPVLIGNEPSLGVSQPTR 7 50658084 2xTMT6plex [N-Term; K6] 1.768 1.391 1.845 8.103099823 19.4 1 4450.43862 5 890.894043 0.559154718 0.000497697 94.48372242QSLLDMAQTWGEFR 22 50658084 1xTMT6plex [N-Term] 1.18 1.352 1.176 4.294850349 31.08 0 1910.963198 2 955.9842529 -1.030506828 -0.00098463 87.53571375LGGNYGPTVLVQQEALK 12 50658084 2xTMT6plex [N-Term; K17] 1.001 0.831 0.923 5.019600868 70.25 0 2245.295639 2 1123.150391 -0.95040491 -0.00106697 72.10375654
EVFGSGTACQVCPVHR 10 50658084 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C12] 1.192 1.301 1.22 6.312941074 50.98 0 2032.989431 3 678.3340454 -0.908819054 -0.000615873 37.55621519
AADLQLEMTQKPHK 15 50658084 3xTMT6plex [N-Term; K11; K14] 1.2 1.115 1.062 4.963560104 36.11 0 2297.325448 3 766.4448853 -2.326839798 -0.001781836 58.86355548KPGPGEPLVFGK 6 50658084 3xTMT6plex [N-Term; K1; K12] 1.133 1.05 1.118 5.10219574 39.69 0 1913.18273 3 638.3983154 -1.221713379 -0.00077912 56.81992341AWVGGVGNYK 6 50658084 2xTMT6plex [N-Term; K10] 1.075 1.237 1.173 4.185040474 48.9 0 1508.86257 2 754.9350586 0.179603832 0.000135499 60.75860556TFTDHMLMVEWNDK 2 50658084 2xTMT6plex [N-Term; K14] 1.069 3.916005611 31.04 0 2225.113517 3 742.3753052 -0.968315836 -0.000718204 73.73732428
LCLPSFDKLELLECIR 3 50658084 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C2; C14] 2.501 4.708 3.849446774 11.49 1 2464.370795 3 822.1266479 -2.192893356 -0.001801367 103.6130043LFRPWLNMDR 10 50658084 1xTMT6plex [N-Term] 1.347 1.249 1.386 3.753479004 22.07 0 1576.861969 3 526.2932739 2.092743316 0.001099989 67.44166584LCLPSFDK 4 50658084 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.42 1.323 3.246394634 31.68 0 1437.817594 2 719.4120483 -0.537961363 -0.000386745 69.91697299AHEWMFPV 6 50658084 1xTMT6plex [N-Term] 1.273 1.262 0.98 2.529495716 24.64 0 1245.628781 2 623.3153687 -4.271100182 -0.002660103 71.17473501EIQYGIR 2 50658084 1xTMT6plex [N-Term] 1.286 2.440516233 20.16 0 1107.635975 2 554.3215942 -0.056763629 -3.14E-05 34.10956342302699245 EIF4G1 eukaryotic translation initiation factor 4 gamma 1 isoform 6 1981 NP_001181875.1 36.55043587 1 1 54 539 1606 176.098 5.34 1.19 1.18 1.16 1.18 Significant 0.0000562

VFDWIEANLSEQQIVSNTLVR 12 302699245 1xTMT6plex [N-Term] 1.244 1.915 1.158 7.136814594 82.43 0 2690.435096 3 897.4828491 -0.409493884 -0.000367239 109.4404377EMDEAATAEER 6 302699245 1xTMT6plex [N-Term] 1.186 1.018 1.253 4.388738632 77.4 0 1480.678703 2 740.8427734 -0.29258542 -0.000216612 19.83447425AISEPNFSVAYANMCR 6 302699245 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.691 1.7 1.162 5.111383915 30.31 0 2058.993847 3 687.0021362 -0.96722416 -0.000663836 63.40430765ITKPGSIDSNNQLFAPGGR 6 302699245 2xTMT6plex [N-Term; K3] 1.29 1.057 1.07 6.004655838 30.34 0 2430.350528 3 810.7867432 -1.996147369 -0.001617113 53.37657302IIATVLMTEDIK 24 302699245 2xTMT6plex [N-Term; K12] 1.032 0.976 1.085 4.626481533 76.94 0 1805.085829 2 903.0465088 -0.048746643 -4.40E-05 96.67229156EFLPEGQDIGAFVAEQK 32 302699245 2xTMT6plex [N-Term; K17] 1.466 1.421 1.47 5.628328323 61.26 0 2336.253833 2 1168.630249 -0.261894969 -0.000305927 80.25522327LQGINCGPDFTPSFANLGR 15 302699245 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.259 0.89 1.265 5.684424877 62.3 0 2293.159667 3 765.0559082 -2.832437148 -0.002165077 76.19775036GGEELLPPESTPIPANLSQNLEAAAATQVAVSVPK 2 302699245 2xTMT6plex [N-Term; K35] 1.016 3.670979023 19.37 0 3957.158482 4 990.0454712 0.397478552 0.000393221 99.05971554GLPLVDDGGWNTVPISK 26 302699245 2xTMT6plex [N-Term; K17] 1.217 1.286 1.209 4.399106503 59.64 0 2226.253439 2 1113.62854 -1.633220104 -0.001817981 83.19594303MFFDALYDEDVVK 6 302699245 2xTMT6plex [N-Term; K13] 0.938 1.025 1.051 4.196074963 47.25 0 2050.060736 2 1025.533691 -0.307370162 -0.000315064 92.40033512
NHDEESLECLCR 12 302699245 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C11] 1.901 1.877 1.819 5.502488613 41.5 0 1790.799899 2 895.9022827 -1.457298671 -0.001304865 29.38778294
LTPQMFQQLMK 14 302699245 2xTMT6plex [N-Term; K11] 0.754 0.791 0.697 4.878294468 59.78 0 1823.032354 2 912.0200806 0.291186721 0.000265421 89.265951QVTQLAIDTEER 12 302699245 1xTMT6plex [N-Term] 0.744 0.826 0.806 4.738094807 54.85 0 1631.88018 2 816.4442139 0.59483802 0.000485352 44.06816047EAVGDLLDAFK 32 302699245 2xTMT6plex [N-Term; K11] 1.306 1.256 1.291 4.89509201 52.15 0 1635.935794 2 818.4720459 0.624240193 0.000510608 85.90473411FSALQQAVPTESTDNRR 6 302699245 1xTMT6plex [N-Term] 1.33 1.372 1.377 6.362403393 26.81 1 2149.11991 3 717.0438843 -1.307678532 -0.000936786 46.88874358IHNAENIQPGEQK 12 302699245 2xTMT6plex [N-Term; K13] 1.114 0.926 0.929 4.962011337 39.1 0 1936.065245 2 968.5365601 0.309213333 0.000299329 43.08086362KIIATVLMTEDIK 4 302699245 3xTMT6plex [N-Term; K1; K13] 1.542 1.628 5.775611401 34.51 1 2162.343724 3 721.4521484 -0.847158331 -0.000610616 86.29469783

MLTEAIMHDCVVK 12 302699245 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.064 1.074 1.379 4.813345432 38.17 0 2005.068481 3 669.026001 -2.509490503 -0.001677233 67.39152063FSALQQAVPTESTDNR 4 302699245 1xTMT6plex [N-Term] 0.978 0.865 4.672355652 84.8 0 1993.018799 2 997.0128784 -0.159940319 -0.000159382 54.23815084VEYTLGEESEAPGQR 14 302699245 1xTMT6plex [N-Term] 1.483 1.186 1.272 6.111070633 65.62 0 1893.939152 2 947.4723511 -0.911423981 -0.000863091 39.41144737ERPSQPEGLR 2 302699245 1xTMT6plex [N-Term] 1.234 4.431221485 29.08 0 1397.769842 3 466.594635 -0.35090949 -0.000163497 19.4655887DITEEIMSGAR 10 302699245 1xTMT6plex [N-Term] 0.951 1.207 1.096 3.736766815 29.88 0 1450.74091 2 725.8736572 -0.601090704 -0.000436013 51.28262843FMLQDVLDLR 28 302699245 1xTMT6plex [N-Term] 1.147 1.334 100 3.795425653 56.24 0 1478.823852 2 739.9164429 1.188391833 0.000878711 94.70609101MDQYFNQMEK 6 302699245 2xTMT6plex [N-Term; K10] 1.312 1.167 1.205 3.83840394 41.37 0 1791.880998 2 896.4440918 -0.050776949 -4.55E-05 56.30494494EAALPPVSPLK 8 302699245 2xTMT6plex [N-Term; K11] 1.327 1.292 3.714409113 47.52 0 1579.98235 2 790.4945068 -0.388123402 -0.000306614 62.11911326AALSEEELEKK 6 302699245 3xTMT6plex [N-Term; K10; K11] 1.138 1.133 1.435 5.047726154 27.28 1 1934.141319 3 645.3849487 -0.530482744 -0.00034201 46.66739023EDAFYSWESSKDPAEQQGK 4 302699245 3xTMT6plex [N-Term; K11; K19] 0.945 0.863 3.573790073 15.67 1 2889.450978 3 963.8214111 -0.449279663 -0.000432724 57.24594708AIIEEYLHLNDMK 10 302699245 2xTMT6plex [N-Term; K13] 1.251 1.317 1.324 3.933381081 35.16 0 2047.129819 3 683.0474243 -1.025450737 -0.000699744 84.02652406LKGVIDLIFEK 3 302699245 3xTMT6plex [N-Term; K2; K11] 2.495 2.714 3.639804602 14.11 1 1962.260646 3 654.758606 0.315091216 0.000206097 109.1290263QKEMDEAATAEER 6 302699245 2xTMT6plex [N-Term; K2] 1.556 1.485 1.377 5.038588047 30.08 1 1965.995176 3 656.0031738 -0.105618583 -6.92E-05 23.55180335GVIDLIFEK 20 302699245 2xTMT6plex [N-Term; K9] 0.792 0.869 0.857 4.234932423 56.85 0 1491.918687 2 746.4628906 -0.122533488 -9.14E-05 93.03901902HGVESTLER 12 302699245 1xTMT6plex [N-Term] 1.051 1.049 0.914 3.992827177 48.78 0 1256.67963 3 419.5643311 -0.947278772 -0.000396809 18.95345917SDQWKPLNLEEK 9 302699245 3xTMT6plex [N-Term; K5; K12] 1.248 1.327 1.294 4.116916656 13.02 0 2174.24243 3 725.4158936 -4.278509061 -0.003100839 57.93769948TAADKDRGEEDADGSK 5 302699245 3xTMT6plex [N-Term; K5; K16] 1.637 1.396 1.306 4.599214077 13.14 2 2352.224607 3 784.7462158 -0.218167543 -0.00017106 18.24086242GEEDADGSK 6 302699245 2xTMT6plex [N-Term; K9] 0.923 0.894 0.995 2.842067242 33.6 0 1365.68981 2 683.3476563 -1.298816164 -0.00088689 16.39422831GGPGGELPR 6 302699245 1xTMT6plex [N-Term] 1.116 1.126 1.155 2.944969177 42.52 0 1068.599924 2 534.8035889 -0.02102342 -1.12E-05 23.01379318ALPSEELNR 10 302699245 1xTMT6plex [N-Term] 1.336 1.365 1.179 3.242613316 28.36 0 1257.700031 2 629.354248 0.944616141 0.000594022 32.83845425LKEELEEAR 23 302699245 2xTMT6plex [N-Term; K2] 1.411 1.469 1.393 3.675829887 16.48 1 1574.915393 2 787.9610596 -0.349446946 -0.000275175 43.46608911EAEEESDHN 6 302699245 1xTMT6plex [N-Term] 1.883 100 1.766 2.49697423 38.42 0 1288.54907 2 644.7785645 0.607432242 0.000391353 15.48835502GSRPIDTSR 4 302699245 1xTMT6plex [N-Term] 1.321 0.995 1.147 2.810109854 18.13 0 1217.679965 3 406.5649414 0.251510051 0.000102086 18.09948636AQPPSSAASR 12 302699245 1xTMT6plex [N-Term] 1.119 1.318 1.234 3.173069715 30.96 0 1200.653416 2 600.8301392 -0.344745355 -0.00020696 16.34657494EAEMEEHR 6 302699245 1xTMT6plex [N-Term] 1.008 1.14 1.06 3.128142595 42.09 0 1259.588766 3 420.5346069 0.397844753 0.00016704 15.45483999EFEKDKDDDEVFEK 10 302699245 4xTMT6plex [N-Term; K4; K6; K14] 1.686 0.929 1.243 5.176343441 8.69 2 2689.437844 4 673.114563 -0.528570266 -0.000355389 56.89254594LTPQMFQQLMK 3 302699245 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 0.769 2.766331196 30.78 0 1839.027269 2 912.0200806 0.291186721 0.000265421 89.265951EAEMEEHR 4 302699245 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.62 0.564 2.300204039 26.96 0 1275.583681 3 420.5346069 0.397844753 0.00016704 15.45483999RGDQGPK 4 302699245 2xTMT6plex [N-Term; K7] 1.209 1.122 3.469912291 15.01 1 1215.720991 3 405.9117432 -0.258741779 -0.000104853 15.28150085AASLTEDRDR 12 302699245 1xTMT6plex [N-Term] 1.01 1.13 1.259 3.8416605 27.59 1 1362.717472 3 454.9107361 0.134057101 6.09E-05 18.12243963VQQLMAK 4 302699245 2xTMT6plex [N-Term; K7] 1.257 1.22 3.089949846 37.86 0 1275.785899 2 638.3965454 -0.066672384 -4.25E-05 48.52912671TPLRPLDPTR 8 302699245 1xTMT6plex [N-Term] 1.145 1.081 1.387 3.66801095 17.51 0 1394.831714 3 465.6156616 0.514279446 0.000239111 32.56508162EITKPLRPLGK 8 302699245 3xTMT6plex [N-Term; K4; K11] 0.975 1.178 1.117 2.687455654 3.45 0 1939.267129 4 485.5726929 0.934839945 0.000453226 49.66938031
YLCDEQK 8 302699245 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.167 1.264 1.432 2.801639795 21.39 0 1413.744823 2 707.3756104 -0.621347545 -0.000439213 31.57978333
TIDQIHK 5 302699245 2xTMT6plex [N-Term; K7] 1.301 1.268 1.27 2.486413002 23.56 0 1312.798907 3 438.2717285 1.314418276 0.000575189 28.67788824FMLQDVLDLR 4 302699245 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.149 2.598005533 31.76 0 1494.818767 2 739.9164429 1.188391833 0.000878711 94.70609101LLTTIGK 10 302699245 2xTMT6plex [N-Term; K7] 1.192 1.192 1.241 2.608562708 35.49 0 1203.807681 2 602.4064331 -1.736962719 -0.001045485 58.7761149EAGLSWK 6 302699245 2xTMT6plex [N-Term; K7] 1.307 1.25 1.738 3.02362752 27.68 0 1248.735244 2 624.8706665 -0.95096394 -0.000593751 55.16345822KVGTLWR 4 302699245 2xTMT6plex [N-Term; K1] 1.547 1.605 1.533 3.228002787 5.72 1 1317.840712 3 439.9517212 -0.077168493 -3.39E-05 41.31222072AASLTEDR 2 302699245 1xTMT6plex [N-Term] 1.115 2.079602242 18.2 0 1091.589418 2 546.2979736 -0.685023473 -0.000373882 21.07376413EMDEAATAEER 3 302699245 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.024 2.007997513 37.41 0 1496.673618 2 740.8427734 -0.29258542 -0.000216612 19.83447425AIIEEYLHLNDMK 1 302699245 2xTMT6plex [N-Term; K13]; 1xOxidation [M12] 0.945 1.483385682 0.62 0 2063.124734 3 683.0474243 -1.025450737 -0.000699744 84.02652406303305009 PPIE peptidyl-prolyl cis-trans isomerase E isoform 4 10450 NP_001181936.1 22.29299363 1 3 5 46 314 34.969 6.38 1.02 1.06 1.08 1.05 Significant 0.00028 VLHAAFIPFGDITDIQIPLDYETEK 8 303305009 2xTMT6plex [N-Term; K25] 1.224 1.021 0.814 5.763753891 35.69 0 3303.791702 3 1101.936035 0.56012876 0.00061685 111.2347078HVVFGEVTEGLDVLR 6 303305009 1xTMT6plex [N-Term] 1.116 1.164 5.228793621 36.68 0 1899.053728 3 633.6887207 -1.115913991 -0.000706394 70.67197371VLYVGGLAEEVDDK 2 303305009 2xTMT6plex [N-Term; K14] 0.696 4.214479446 50.72 0 1965.094479 3 655.7026978 -0.477960877 -0.000313079 76.81052302FDDENFILK 18 303305009 2xTMT6plex [N-Term; K9] 1.037 1.026 1.092 3.69706893 44.6 0 1598.88303 2 799.9440918 -1.32791218 -0.001061588 69.1332499TDWLDGK 12 303305009 2xTMT6plex [N-Term; K7] 0.972 0.987 1.021 3.007565737 37.11 0 1292.725073 2 646.866333 0.24468128 0.000158153 62.94602264305410829 APTX aprataxin isoform e 54840 NP_001182177.1 16.57303371 1 4 4 12 356 40.714 9.17 1.1 1.18 1.02 1.1 Significant 0.00176 YHWLVLPWTSISSLK 6 305410829 2xTMT6plex [N-Term; K15] 1.087 1.079 1.022 4.835147858 29.94 0 2288.320731 3 763.4442749 -1.074911805 -0.000819914 103.8516423

DAAQEAEAGTGLEPGSNSGQCSVPLKK 2 305410829 3xTMT6plex [N-Term; K26; K27]; 1xCarbamidomethyl [C21] 0.862 7.068537712 37.47 1 3388.762158 4 847.9459839 -0.015584784 -1.32E-05 50.05297761
VIVDFAGSSK 2 305410829 2xTMT6plex [N-Term; K10] 1.181 3.753511667 46.48 0 1480.877551 2 740.9423828 -0.041789411 -3.09E-05 57.21211216EHLELLK 2 305410829 2xTMT6plex [N-Term; K7] 1.239 3.10493207 23.46 0 1339.834958 3 447.2828979 -0.609987326 -0.000272427 45.19683005

308199413 KMT2A histone-lysine N-methyltransferase 2A isoform 1 precursor 4297 NP_001184033.1 0.931520645 1 3 3 12 3972 431.784 9.07 0.43 0.7 0.7 0.61 Significant 0.0211
LLGTPDIGSISNLLIK 4 308199413 2xTMT6plex [N-Term; K16] 1.284 1.287 3.867955685 36.81 0 2112.304412 3 704.7736206 0.897676677 0.000632055 106.6377585AQGQESDSSETSVR 4 308199413 1xTMT6plex [N-Term] 100 2.267102957 15.3 0 1709.813951 2 855.4103394 -0.321168898 -0.00027457 15.50787306DISELPK 4 308199413 2xTMT6plex [N-Term; K7] 0.431 0.52 0.477 1.975338697 13.03 0 1259.761124 2 630.3840332 -0.265489817 -0.000167227 44.33436459

308818195 DPYSL2 dihydropyrimidinase-related protein 2 isoform 1 1808 NP_001184222.1 48.59675037 1 18 22 323 677 73.457 6.35 0.93 0.93 0.94 0.94 Significant 0.0000128
ILDLGITGPEGHVLSRPEEVEAEAVNR 16 308818195 1xTMT6plex [N-Term] 0.844 0.978 0.994 8.172737122 32.51 0 3129.674157 4 783.1734009 -0.761416127 -0.000595746 69.26958972IAVGSDADLVIWDPDSVK 20 308818195 2xTMT6plex [N-Term; K18] 1.06 1.001 0.883 5.04237318 57.2 0 2358.295698 2 1179.651123 -0.308946096 -0.000364293 88.09058577MDENQFVAVTSTNAAK 4 308818195 2xTMT6plex [N-Term; K16] 1.019 1.125 4.376504421 29.87 0 2184.137089 3 728.7168579 -0.489227319 -0.00035618 54.68705076

GLYDGPVCEVSVTPK 10 308818195 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 0.988 1.04 0.998 4.023715019 43.14 0 2079.119648 3 693.7114868 0.124456146 8.63E-05 58.97226686
AALAGGTTMIIDHVVPEPGTSLLAAFDQWR 8 308818195 1xTMT6plex [N-Term] 1.282 1.068 1.057 6.954892635 14.71 0 3366.771762 4 846.4453735 -2.073128313 -0.001753227 110.0885879AALAGGTTMIIDHVVPEPGTSLLAAFDQWR 26 308818195 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.767 1 0.858 6.825503826 33.21 0 3382.766677 4 846.4453735 -2.073128313 -0.001753227 110.0885879FQLTDCQIYEVLSVIR 12 308818195 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.028 0.981 1.145 5.392692089 45.3 0 2213.183756 3 738.3986816 -1.023158659 -0.000754813 111.9912445IVNDDQSFYADIYMEDGLIK 10 308818195 2xTMT6plex [N-Term; K20] 1.112 0.752 4.837750912 38.67 0 2807.421369 3 936.4769287 -1.829353885 -0.001711922 90.80192013

AITIANQTNCPLYITK 20 308818195 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 0.873 0.854 0.875 6.007872105 74.48 0 2279.28336 3 760.4333496 0.937109516 0.000711979 66.45794435
GSPLVVISQGK 25 308818195 2xTMT6plex [N-Term; K11] 0.898 0.905 0.903 4.635274887 68.41 0 1542.961949 2 771.9845581 -0.071031604 -5.48E-05 57.26559037FQMPDQGMTSADDFFQGTK 20 308818195 2xTMT6plex [N-Term; K19] 0.854 0.844 0.867 4.807176113 49.63 0 2609.24163 3 875.7504272 0.069783533 6.11E-05 72.28834597GTVVYGEPITASLGTDGSHYWSK 10 308818195 2xTMT6plex [N-Term; K23] 0.952 1.134 1.13 6.859879971 33.37 0 2883.492894 3 961.8343506 -1.524388077 -0.001465187 67.30370242THNSSLEYNIFEGMECR 6 308818195 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.028 0.93 1.113 6.725143433 46.9 0 2316.058632 3 772.6898193 -1.609252087 -0.001242374 61.82997447IVLEDGTLHVTEGSGR 22 308818195 1xTMT6plex [N-Term] 0.982 0.997 1.196 6.379208088 52.99 0 1912.033721 3 638.0130615 -4.75383336 -0.00302983 52.68404688GIQEEMEALVK 20 308818195 2xTMT6plex [N-Term; K11] 0.856 0.898 1.042 4.681929111 73.27 0 1704.960628 2 852.9825439 -1.652354505 -0.0014086 71.74957613QIGENLIVPGGVK 20 308818195 2xTMT6plex [N-Term; K13] 0.951 0.968 0.984 4.270280838 42.59 0 1782.08894 2 891.5480957 -0.014428994 -1.29E-05 65.9380553MVIPGGIDVHTR 14 308818195 1xTMT6plex [N-Term] 0.863 0.891 0.881 4.702707291 53.67 0 1523.856549 3 508.6239014 0.395090708 0.000200687 52.20270228MDENQFVAVTSTNAAK 4 308818195 2xTMT6plex [N-Term; K16]; 1xOxidation [M1] 0.851 1.127 2.741544962 19.38 0 2200.132004 3 728.7168579 -0.489227319 -0.00035618 54.68705076FQMPDQGMTSADDFFQGTK 6 308818195 2xTMT6plex [N-Term; K19]; 1xOxidation [M] 0.908 0.95 0.888 3.927966118 54.04 0 2625.236545 3 875.7504272 0.069783533 6.11E-05 72.28834597SSAEVIAQAR 8 308818195 1xTMT6plex [N-Term] 0.977 0.847 0.92 4.167463303 39.5 0 1260.71093 2 630.8590698 -0.053486934 -3.37E-05 27.53492007IVNDDQSFYADIYMEDGLIK 2 308818195 2xTMT6plex [N-Term; K20]; 1xOxidation [M14] 0.948 3.718810797 19.86 0 2823.416284 3 936.4769287 -1.829353885 -0.001711922 90.80192013TVTPASSAK 8 308818195 2xTMT6plex [N-Term; K9] 0.929 0.902 0.976 3.071363688 41.56 0 1319.793487 2 660.4000244 -0.54156342 -0.000357376 22.29388176KPFPDFVYK 12 308818195 3xTMT6plex [N-Term; K1; K9] 0.904 0.976 0.902 3.617233992 28.79 0 1828.097604 3 610.0371094 -0.453474146 -0.000276332 67.67118825MSVIWDK 10 308818195 2xTMT6plex [N-Term; K7] 0.985 1.064 1.02 3.199375391 36.05 0 1336.769915 2 668.8876343 -1.438463935 -0.000961448 62.60256609VFNLYPR 8 308818195 1xTMT6plex [N-Term] 1.189 1.075 0.959 2.754915237 29.11 0 1137.661796 2 569.3341675 -0.648038868 -0.000368625 69.04305966QQAPPVR 2 308818195 1xTMT6plex [N-Term] 0.936 2.272887945 19.34 0 1024.610094 2 512.8083496 -0.655645746 -0.000335891 17.18612421308818200 DPYSL3 dihydropyrimidinase-related protein 3 isoform 1 1809 NP_001184223.1 48.24561404 1 19 23 142 684 73.865 6.35 1.12 1.12 1.05 1.1 Significant 0.000452

AALAGGTTMIIDHVVPEPESSLTEAYEK 2 308818200 2xTMT6plex [N-Term; K28] 1.313 5.72092104 26.92 0 3387.775793 4 847.6975708 -2.166662531 -0.001835042 86.58379676ISVGSDSDLVIWDPDAVK 8 308818200 2xTMT6plex [N-Term; K18] 1.214 1 1.008 4.724177361 59.78 0 2374.290613 3 792.1018677 0.184104398 0.000145706 87.7661616MDENQFVAVTSTNAAK 4 308818200 2xTMT6plex [N-Term; K16] 1.019 1.125 4.376504421 29.87 0 2184.137089 3 728.7168579 -0.489227319 -0.00035618 54.68705076TLDFDALSVGQR 6 308818200 1xTMT6plex [N-Term] 1.591 1.403 4.535960674 51.03 0 1550.837587 2 775.9216309 -1.033184431 -0.000801151 60.48090721IVNDDQSFYADIYMEDGLIK 10 308818200 2xTMT6plex [N-Term; K20] 1.112 0.752 4.837750912 38.67 0 2807.421369 3 936.4769287 -1.829353885 -0.001711922 90.80192013NLHQSGFSLSGTQVDEGVR 4 308818200 1xTMT6plex [N-Term] 1.024 1.053 4.639664173 22.42 0 2260.151938 3 754.0542603 -1.641826914 -0.001236926 44.99828934
GAPLVVICQGK 12 308818200 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.116 1.272 0.98 4.100240231 63.87 0 1599.965655 2 800.4857788 -0.858576438 -0.000686846 59.53872226

AITIASQTNCPLYVTK 6 308818200 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 1.177 1.712 1.229 5.255190849 44.47 0 2238.256811 3 746.7570801 -0.055206188 -4.12E-05 65.44020479
MVIPGGIDVHTHFQMPYK 4 308818200 2xTMT6plex [N-Term; K18] 1.143 1.027 6.410463333 59.74 0 2528.355813 4 632.8432617 -1.817689178 -0.001148941 78.93199884GMYDGPVFDLTTTPK 6 308818200 2xTMT6plex [N-Term; K15] 1.183 1.108 3.314736366 43.17 0 2100.108749 2 1050.557861 -0.144308598 -0.000151532 75.27568024MLEMGITGPEGHVLSRPEELEAEAVFR 2 308818200 1xTMT6plex [N-Term] 1.65 5.961755753 20.18 0 3226.643785 4 807.4160767 -0.405297102 -0.000326937 78.68809218QIGDNLIVPGGVK 6 308818200 2xTMT6plex [N-Term; K13] 1.256 1.279 1.068 4.37863493 57.2 0 1768.07329 2 884.5397339 -0.621742644 -0.000549643 70.72515345MDENQFVAVTSTNAAK 4 308818200 2xTMT6plex [N-Term; K16]; 1xOxidation [M1] 0.851 1.127 2.741544962 19.38 0 2200.132004 3 728.7168579 -0.489227319 -0.00035618 54.68705076SAADLISQAR 10 308818200 1xTMT6plex [N-Term] 1.327 1.011 0.94 3.955473423 43.71 0 1260.71093 2 630.8588257 -0.440793206 -0.000277856 38.56330701IMLEDGNLHVTQGAGR 2 308818200 1xTMT6plex [N-Term] 0.948 3.109390497 17 0 1940.02211 3 647.3451538 -0.619649751 -0.000400711 49.82517036IVNDDQSFYADIYMEDGLIK 2 308818200 2xTMT6plex [N-Term; K20]; 1xOxidation [M14] 0.948 3.718810797 19.86 0 2823.416284 3 936.4769287 -1.829353885 -0.001711922 90.80192013GSGSRPGIEGDTPR 6 308818200 1xTMT6plex [N-Term] 1.271 1.341 1.42 4.147548199 30.05 0 1614.839713 3 538.9511108 -0.577970966 -0.00031111 18.07732116MADLHAVPR 6 308818200 1xTMT6plex [N-Term] 0.959 1.067 0.978 3.631934404 47.31 0 1238.687693 3 413.567749 0.80821043 0.000333707 32.97220025EVLQNLGPK 4 308818200 2xTMT6plex [N-Term; K9] 1.049 1.419 3.756249189 40.68 0 1455.893535 2 728.4505005 0.129842298 9.45E-05 51.0023795GMTTVDDFFQGTK 2 308818200 2xTMT6plex [N-Term; K13] 1.12 2.083522558 2.5 0 1904.98282 3 635.6647339 -1.665096299 -0.001057327 70.34959371

FIPCSPFSDYVYK 12 308818200 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.283 1.283 1.378 3.770654678 34.59 0 2081.081806 2 1041.044678 0.130888055 0.000136194 86.66986142
QEVQNLIK 6 308818200 2xTMT6plex [N-Term; K8] 1.282 1.343 1.246 2.944385767 40.84 0 1429.877885 2 715.4421997 -0.533238499 -0.000381233 46.93801364GSPTRPNPPVR 2 308818200 1xTMT6plex [N-Term] 0.966 2.899543047 8.26 0 1406.806562 3 469.6071472 0.231901385 0.000108747 26.51718281MSVIWDK 10 308818200 2xTMT6plex [N-Term; K7] 0.985 1.064 1.02 3.199375391 36.05 0 1336.769915 2 668.8876343 -1.438463935 -0.000961448 62.60256609IFNLYPR 6 308818200 1xTMT6plex [N-Term] 1.159 0.81 0.721 2.729822636 29.42 0 1151.677446 2 576.3427734 0.716003429 0.000412303 63.61128769308818209 GABPA GA-binding protein alpha chain 2551 NP_001184226.1 16.96035242 1 5 5 18 454 51.263 4.97 0.42 1.38 1.37 1.06 Non-Significant 0.08 GEILWSHLELLR 6 308818209 1xTMT6plex [N-Term] 0.334 1.59 4.828261852 36.16 0 1694.979107 3 565.6644287 -0.220532032 -0.000124599 82.0492524AECTEESIVEQTYAPAECVSQAIDINEPIGNLK 2 308818209 2xTMT6plex [N-Term; K33]; 2xCarbamidomethyl [C3; C18] 2.517332315 17.82 0 4137.040811 3 1379.690063 3.583643566 0.004941893 89.64289101

ELCSLNQEDFFQR 2 308818209 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.86 1.974249244 8.77 0 1914.921728 3 638.9776001 -1.817748987 -0.001160282 61.0666818WAAALEGYR 6 308818209 1xTMT6plex [N-Term] 1.245 1.254 1.357 3.615163326 36.05 0 1265.683988 2 633.3442993 -2.105973698 -0.001332749 58.60175493LNQPELVAQK 2 308818209 2xTMT6plex [N-Term; K10] 1.38 3.168784618 12.46 0 1597.967763 2 799.4866333 -1.109433168 -0.000886419 49.36486182310750350 MAP7 ensconsin isoform 2 9053 NP_001185538.1 1.155327343 1 1 1 6 779 87.766 9.77 0.91 0.66 1.68 1.08 Non-Significant 0.0717 VEEATVEER 6 310750350 1xTMT6plex [N-Term] 0.906 0.658 1.68 3.671588182 37.36 0 1290.673876 2 645.8395996 -1.513628877 -0.000976801 23.10829659311078508 RBBP7 histone-binding protein RBBP7 isoform 1 5931 NP_001185648.1 27.71855011 1 5 10 84 469 52.282 5.27 1.12 1.2 1.11 1.14 Significant 0.00062 TPSSDVLVFDYTK 30 311078508 2xTMT6plex [N-Term; K13] 1.144 1.291 1.193 4.384366512 59.53 0 1930.057365 2 965.5304565 -1.932084574 -0.001864517 68.44230927YMPQNPHIIATK 6 311078508 2xTMT6plex [N-Term; K12] 1.475 1.466 1.395 4.077524185 43.96 0 1871.061346 3 624.3588257 0.309038922 0.000192744 48.01524737IGEEQSAEDAEDGPPELLFIHGGHTAK 4 311078508 2xTMT6plex [N-Term; K27] 1.566 0.912 8.745132446 48.97 0 3305.66902 4 827.1732178 0.611363006 0.000505241 65.15289683
VHIPNDDAQFDASHCDSDK 2 311078508 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C15] 0.959 4.022217751 10.81 0 2629.2353 4 658.0640869 -0.297350241 -0.000195451 36.91927788

HPAKPDPSGECNPDLR 7 311078508 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C11] 1.312 1.226 1.465 4.968661785 42.29 0 2248.154471 4 562.7940674 -0.013824117 -7.77E-06 23.87045685
GEFGGFGSVTGK 2 311078508 2xTMT6plex [N-Term; K12] 1.026 2.73151207 9.57 0 1600.873528 2 800.9399414 -0.575871538 -0.000460949 63.74546014LNVWDLSK 6 311078508 2xTMT6plex [N-Term; K8] 1.166 1.141 1.086 3.640962362 43.83 0 1432.856422 2 716.9306641 -1.654084083 -0.001185032 71.71034443INHEGEVNR 12 311078508 1xTMT6plex [N-Term] 1.006 1.143 0.998 3.788757801 27.53 0 1296.685778 3 432.8996887 -0.975894015 -0.000421809 16.0381126VINEEYK 7 311078508 2xTMT6plex [N-Term; K7] 0.94 0.851 0.912 3.092197895 29.24 0 1352.782588 2 676.8939209 -1.495253667 -0.001011377 37.56512319LMIWDTR 8 311078508 1xTMT6plex [N-Term] 0.932 1.221 1.077 2.826753616 40.33 0 1163.644431 2 582.3255615 -0.502321078 -0.000292262 64.7982213311771639 CUL2 cullin-2 isoform a 8453 NP_001185707.1 29.05759162 1 20 20 102 764 89.434 7.11 1.01 1.03 0.95 1 Significant 0.000581 ATSNLTQENMPTLFVESVLEVHGK 2 311771639 2xTMT6plex [N-Term; K24] 0.778 5.693973064 44.95 0 3102.654556 3 1034.888794 -0.87916138 -0.000909245 104.080186FYQEIFESPFLTETGEYYK 6 311771639 2xTMT6plex [N-Term; K19] 0.951 1.325 0.869 4.651087284 47.34 0 2849.432585 3 950.4822388 -0.148180872 -0.000140744 104.4329896LMVEPLQAILIR 12 311771639 1xTMT6plex [N-Term] 0.768 0.735 0.611 4.321055412 45.1 0 1625.00215 2 813.0033569 -1.669605675 -0.001356556 101.5270979KLMVEPLQAILIR 5 311771639 2xTMT6plex [N-Term; K1] 1.284 1.346 5.49362278 37.83 1 1982.260045 3 661.4259033 1.569617944 0.00103713 90.51653674FSDIYALCVAYPEPLGER 8 311771639 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.442 1.644 2.008 5.291419506 33.83 0 2329.173585 3 777.0618896 -1.060296537 -0.000823205 87.90809321AVSTGLPHMIQELQNHIHDEGLR 2 311771639 1xTMT6plex [N-Term] 0.884 5.851948738 13.38 0 2824.472561 5 565.6999512 -0.676714177 -0.000382272 77.12013709HNALIQEVISQSR 2 311771639 1xTMT6plex [N-Term] 0.986 4.217131138 31.23 0 1723.965247 3 575.3253174 -2.232383494 -0.001282851 51.28053462AVVMLEYVER 6 311771639 1xTMT6plex [N-Term] 1.013 1.05 1.048 3.908935785 43.15 0 1437.797303 2 719.3968506 -7.565780034 -0.005439029 68.90909751VVDFDETWNK 10 311771639 2xTMT6plex [N-Term; K10] 1.25 1.134 1.054 4.416945934 54.13 0 1710.910307 2 855.9592896 0.581568513 0.000497506 62.99645718DTPQEMEQTR 6 311771639 1xTMT6plex [N-Term] 0.926 1.167 1.243 3.911871433 31.86 0 1463.699773 2 732.3532715 -0.346356035 -0.000253481 20.01051199GADYMDCLYR 5 311771639 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.979 1.226 2.944849014 22.84 0 1492.676201 2 746.8405762 -1.558118397 -0.001162883 46.2594093LTSFITVFK 6 311771639 2xTMT6plex [N-Term; K9] 0.823 0.981 0.814 3.874267817 32.13 0 1513.939423 2 757.4724121 -1.238689753 -0.000937651 96.90272634GMTENEVEDR 4 311771639 1xTMT6plex [N-Term] 1.452 0.94 2.581823587 20.46 0 1408.657574 2 704.833252 1.17354727 0.000826563 20.09942882ALTSVVNYR 4 311771639 1xTMT6plex [N-Term] 0.964 0.799 3.07346034 17.27 0 1251.725852 2 626.3657227 -1.345020954 -0.000841799 44.84533815YLNTQFIK 4 311771639 2xTMT6plex [N-Term; K8] 0.926 1.104 3.548291445 28.75 0 1484.887722 2 742.9470825 -0.561167639 -0.000416635 61.24126338GGEDPNQK 6 311771639 2xTMT6plex [N-Term; K8] 1.052 1.112 1.335 2.849131107 37.44 0 1302.7054 2 651.8561401 -0.304425362 -0.000198288 17.46314016ITTSMQK 6 311771639 2xTMT6plex [N-Term; K7] 0.939 0.962 0.955 2.732483149 20.19 0 1266.749179 2 633.8778687 -0.567346184 -0.000359343 36.40576373YIDDKDVFQK 3 311771639 3xTMT6plex [N-Term; K5; K10] 0.937 1.074 2.547547579 5.61 1 1958.12019 3 653.3782349 -0.019564762 -1.28E-05 54.30310265SAVDEDRK 4 311771639 2xTMT6plex [N-Term; K8] 1.14 1.11 3.127940893 12.17 1 1377.773814 3 459.9294739 0.039397511 1.81E-05 18.07959872ALTSVVNYREPK 1 311771639 2xTMT6plex [N-Term; K12] 1.693 2.425231695 1 1835.079104 3 612.364563 0.017244403 1.05E-05 48.04722793

311771647 ARPC4 actin-related protein 2/3 complex subunit 4 isoform c 10093 NP_001185709.1 34.22459893 1 6 6 88 187 21.574 8.59 0.95 0.96 0.96 0.96 Significant 0.0000121 VLIEGSINSVR 14 311771647 1xTMT6plex [N-Term] 0.923 0.977 0.908 3.726481915 50.34 0 1415.841945 2 708.4241333 -0.674219634 -0.000477294 54.75554266ATLQAALCLENFSSQVVER 24 311771647 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.963 0.924 1.037 6.538473606 58.43 0 2365.238311 3 789.0822144 -2.630150867 -0.002073645 89.11995374ELLLQPVTISR 18 311771647 1xTMT6plex [N-Term] 0.909 0.941 0.99 3.758558512 43.6 0 1497.920195 2 749.4628296 -1.209884424 -0.000906155 65.35582514IVAEEFLK 16 311771647 2xTMT6plex [N-Term; K8] 0.959 0.94 0.947 3.920352697 45.23 0 1406.865924 2 703.9365845 -0.022251365 -1.57E-05 76.88051887AENFFILR 10 311771647 1xTMT6plex [N-Term] 0.857 1.036 0.95 3.212974787 29.67 0 1238.709474 2 619.857666 -1.145215064 -0.000709294 68.29827019QADEIEK 6 311771647 2xTMT6plex [N-Term; K7] 1.039 1.047 1.025 3.023882627 32.75 0 1290.730552 2 645.8692627 0.539555389 0.00034821 26.92244772
311771712 ASCC1 activating signal cointegrator 1 complex subunit 1 isoform b 51008 NP_001185729.1 14.84593838 1 6 6 37 357 41.202 5.53 1.05 1.01 1.08 1.04 Significant 0.000375

LFENFYFGSLK 4 311771712 2xTMT6plex [N-Term; K11] 1.387 1.291 3.018446445 36.39 0 1823.014379 3 608.3427124 -0.43591152 -0.000264891 96.59519524FQASGLIVK 6 311771712 2xTMT6plex [N-Term; K9] 1.047 1.094 1.118 3.985873938 55.86 0 1420.892807 2 710.949707 -0.471286431 -0.000334824 62.16846638YNLYTAEGK 6 311771712 2xTMT6plex [N-Term; K9] 0.916 1.229 1.006 4.09133482 50.39 0 1516.841165 2 758.9230957 -1.483730664 -0.001125292 52.52179489FQEEVLAK 10 311771712 2xTMT6plex [N-Term; K8] 1.073 0.957 1.087 2.920935869 18.27 0 1421.840437 2 711.4235229 -0.469716253 -0.000333931 53.10420561LNSIHISQR 6 311771712 1xTMT6plex [N-Term] 1.194 0.649 1.103 3.35899353 22.13 0 1296.758549 3 432.9248352 1.081917089 0.000467662 37.15649423LQELVDR 5 311771712 1xTMT6plex [N-Term] 1.038 1.092 1.068 2.640617609 24.7 0 1101.646539 2 551.328125 2.209411016 0.001216995 47.58922079311771714 EIF4G3 eukaryotic translation initiation factor 4 gamma 3 isoform 1 8672 NP_001185730.1 13.69524985 1 14 20 99 1621 180.385 5.48 1.08 1.01 0.98 1.02 Significant 0.000837
NHDEESLECLCR 12 311771714 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C11] 1.901 1.877 1.819 5.502488613 41.5 0 1790.799899 2 895.9022827 -1.457298671 -0.001304865 29.38778294DLLDNQSQEEQR 2 311771714 1xTMT6plex [N-Term] 0.639 4.079508781 51.46 0 1703.839772 2 852.4244385 1.073013528 0.000914122 42.14527015QVSGLTVDTEER 4 311771714 1xTMT6plex [N-Term] 1.033 1.259 4.631294727 50.68 0 1562.822331 2 781.9141235 -0.870700182 -0.000680375 34.51581112MLTEAIMHDCVVK 12 311771714 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.064 1.074 1.379 4.813345432 38.17 0 2005.068481 3 669.026001 -2.509490503 -0.001677233 67.39152063FMLQDVLDLR 28 311771714 1xTMT6plex [N-Term] 1.147 1.334 100 3.795425653 56.24 0 1478.823852 2 739.9164429 1.188391833 0.000878711 94.70609101MDQYFNQMEK 6 311771714 2xTMT6plex [N-Term; K10] 1.312 1.167 1.205 3.83840394 41.37 0 1791.880998 2 896.4440918 -0.050776949 -4.55E-05 56.30494494SIIDEFLHINDFK 5 311771714 2xTMT6plex [N-Term; K13] 0.941 1.097 4.313532829 32.88 0 2049.142098 3 683.7182007 -1.000110837 -0.000683123 99.3109969YLDSDTEKELQALYALQASIVK 3 311771714 3xTMT6plex [N-Term; K8; K22] 1.106 1.691 4.226861477 15.44 1 3185.791257 3 1062.599243 -2.53644924 -0.002693533 108.0650921EAEEESEDN 4 311771714 1xTMT6plex [N-Term] 0.958 1.182 2.880010128 72.65 0 1280.532751 2 640.7698975 -0.181547973 -0.000116239 14.47687522VLEEDESIR 6 311771714 1xTMT6plex [N-Term] 1.13 0.491 0.48 3.237172127 20.26 0 1318.705176 2 659.8571777 1.442724867 0.000951264 37.56340209QLTGGVDVER 4 311771714 1xTMT6plex [N-Term] 0.794 0.92 3.304705381 22.5 0 1302.721495 2 651.862915 -2.258089612 -0.001470831 32.64441492VLESEQDK 2 311771714 2xTMT6plex [N-Term; K8] 1.016 2.596014738 30.18 0 1405.793881 2 703.3998413 -1.049103167 -0.000737411 31.21871177IEEQEEQR 2 311771714 1xTMT6plex [N-Term] 0.846 2.844080925 19.32 0 1289.653475 2 645.3301392 -0.367082861 -0.000236705 18.29847869GPDFTPAFADFGR 2 311771714 1xTMT6plex [N-Term] 1.305 3.5940516 28.96 0 1626.811373 2 813.9090576 -0.328289827 -0.000267033 68.34699645FMLQDVLDLR 4 311771714 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.149 2.598005533 31.76 0 1494.818767 2 739.9164429 1.188391833 0.000878711 94.70609101LLTTIGK 10 311771714 2xTMT6plex [N-Term; K7] 1.192 1.192 1.241 2.608562708 35.49 0 1203.807681 2 602.4064331 -1.736962719 -0.001045485 58.7761149DFLPEGEDVHNFLLEQK 2 311771714 2xTMT6plex [N-Term; K17] 1.024 3.295068741 3.89 0 2488.312411 3 830.1064453 -3.06554453 -0.002542677 78.38183173
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LVLSGEK 2 311771714 2xTMT6plex [N-Term; K7] 0.943 2.613767147 20.48 0 1203.771295 2 602.3887329 -0.918646002 -0.00055292 45.09009816LSATESIVEIVK 1 311771714 2xTMT6plex [N-Term; K12] 1.313 2.064181089 3.18 0 1747.061723 3 583.0244751 -1.63166933 -0.000950209 79.17368018LDQPANLLR 2 311771714 1xTMT6plex [N-Term] 1.053 1.612844229 9.89 0 1268.752401 2 634.8796387 -0.31578758 -0.000200328 50.7471169ITKPTIDEK 2 311771714 3xTMT6plex [N-Term; K3; K9] 1.368 1.405 2.00206995 0 1732.082348 3 578.0314941 -1.396295117 -0.000806166 43.75077564312032348 RBM12 RNA-binding protein 12 10137 NP_001185769.1 19.31330472 1 17 17 110 932 97.333 8.63 1.25 1.26 1.25 1.25 Significant 0.00000707 LQGLPIVAGTMDIR 10 312032348 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.371 1.65 1.794 4.183243275 46.3 0 1728.987957 2 864.9956665 -2.256101421 -0.001950386 70.48869324EMILNPEGDVNSAK 10 312032348 2xTMT6plex [N-Term; K14] 1.213 1.047 1.218 4.05712986 62.41 0 1975.057048 2 988.0323486 0.188731574 0.000186378 56.14009237DEATAAVIDLNDRPIGSR 6 312032348 1xTMT6plex [N-Term] 1.145 1.059 1.09 5.294002056 21.99 0 2142.135226 3 714.7161865 -0.569202949 -0.000406437 49.37635718VCAHITNIPFSITK 6 312032348 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.315 1.412 1.544 5.191973686 34.22 0 2059.177438 3 687.0632324 -1.114107183 -0.000764715 70.3371467GMPTGEAMVAFESR 8 312032348 1xTMT6plex [N-Term] 0.878 0.957 0.941 4.925268173 58 0 1711.834493 2 856.4185791 -2.693617225 -0.002305513 57.48010053ATGEGFVEFR 6 312032348 1xTMT6plex [N-Term] 1.335 1.197 1.235 3.351512671 49.38 0 1341.700031 2 671.3537598 0.157621857 0.000105741 50.04028429YVEVSPATER 6 312032348 1xTMT6plex [N-Term] 1.217 1.589 1.305 3.746264696 45.02 0 1379.736811 2 690.37146 -0.846181761 -0.000583754 31.06091055FLSPQDTFEALK 6 312032348 2xTMT6plex [N-Term; K12] 1.086 1.004 1.167 4.119973183 65.79 0 1854.041322 2 927.5229492 -1.456150124 -0.001349881 83.66071368LQGLPIVAGTMDIR 2 312032348 1xTMT6plex [N-Term] 1.228 3.321559668 15.22 0 1712.993042 2 864.9956665 -2.256101421 -0.001950386 70.48869324GLPFEAENK 10 312032348 2xTMT6plex [N-Term; K9] 1.044 0.986 1.268 3.767528057 36.89 0 1462.830601 2 731.9179077 -1.409527741 -0.00103095 50.28320873LQNFSYDQR 4 312032348 1xTMT6plex [N-Term] 1.526 1.487 3.256942511 40.63 0 1399.716744 2 700.3612061 -1.149232966 -0.0008043 36.61839872TEMQNMIELSR 2 312032348 1xTMT6plex [N-Term] 1.442 3.637046814 35.63 0 1580.797379 2 790.9021606 -0.211406561 -0.000167095 53.21656004FLSPQDTFEALKR 6 312032348 2xTMT6plex [N-Term; K12] 2.206 1.735 1.59 5.631513119 15.59 1 2010.142433 3 670.7182617 -1.094765084 -0.000733545 80.07041088FIQVHPITK 6 312032348 2xTMT6plex [N-Term; K9] 1.3 1.204 1.156 3.463552475 26.85 0 1540.961555 3 514.3247681 -1.17094471 -0.00060146 55.34886504VTLLLSSK 4 312032348 2xTMT6plex [N-Term; K8] 1.637 1.517 3.098904371 31.08 0 1318.871009 2 659.9398193 1.025894015 0.000676511 76.39991278HVIDFFK 8 312032348 2xTMT6plex [N-Term; K7] 1.477 1.301 1.254 2.877516508 22.13 0 1363.813829 3 455.2759094 -0.479199215 -0.000217846 68.49929595VDAVHLLK 8 312032348 2xTMT6plex [N-Term; K8] 1.201 1.193 1.238 2.872777939 23.19 0 1352.866592 3 451.6265869 -1.023661771 -0.000461626 53.41705989SGPPPSSGMSSR 2 312032348 1xTMT6plex [N-Term] 1.561 2.580827713 11.78 0 1375.683729 2 688.3450928 -0.596403888 -0.000410232 29.15209642311893396 ATP5J2-PTCD1 ATP5J2-PTCD1 fusion protein 100526740 NP_001185808.1 7.476635514 1 5 5 55 749 84.057 8.72 1.02 0.98 0.91 0.97 Significant 0.0011 DFSPSGIFGAFQR 28 311893396 1xTMT6plex [N-Term] 1.126 1.173 1.137 4.758712292 60.44 0 1657.853572 3 553.2896118 0.428487311 0.00023679 78.37708652LALIGGLEGFLSK 2 311893396 2xTMT6plex [N-Term; K13] 1.166 4.40509367 54.18 0 1776.103528 2 888.5552368 -0.186333275 -0.000165474 111.9602879LGELPSWILMR 21 311893396 1xTMT6plex [N-Term] 0.855 0.848 0.809 4.104680061 40.26 0 1543.886786 2 772.4465942 -0.566397384 -0.000437227 97.93643967LVEALDLFER 2 311893396 1xTMT6plex [N-Term] 1.023 3.600095987 29.59 0 1433.820147 2 717.4135742 -0.191580862 -0.000137346 95.88113597DSALQSALK 2 311893396 2xTMT6plex [N-Term; K9] 0.815 3.718742132 35.16 0 1390.830601 2 695.9182739 -0.955888112 -0.000664739 45.3190166312032453 ATP6V1F V-type proton ATPase subunit F isoform 2 9296 NP_001185838.1 21.08843537 1 2 2 7 147 16.391 5.08 0.74 0.75 0.65 0.72 Significant 0.00198 HALDAHQQSIPAVLEIPSK 2 312032453 2xTMT6plex [N-Term; K19] 0.732 4.944350243 10.04 0 2512.428778 4 628.8623047 -0.552855473 -0.000347253 58.69010717DTTINEIEDTFR 5 312032453 1xTMT6plex [N-Term] 0.744 0.973 0.653 4.158136368 25.73 0 1682.843461 2 841.9251099 -0.307463796 -0.000258707 64.35109227312032473 PPFIBP1 liprin-beta-1 isoform 4 8496 NP_001185845.1 27.95918367 1 22 22 79 980 110.241 5.41 1.12 1.07 1.11 1.1 Significant 0.000193 LENDKESLVLQVSVLTDQVEAQGEK 4 312032473 3xTMT6plex [N-Term; K5; K25] 1.215 1.186 4.956996441 14.67 1 3458.919705 4 865.4866333 1.445165992 0.001249678 95.92974648LQLALQALGSEEETNHGK 10 312032473 2xTMT6plex [N-Term; K18] 1.265 0.945 1.209 5.813587666 71.7 0 2396.318559 3 799.4434814 -1.113221801 -0.000889211 76.42432761FNVETMAQLLNIPPNK 8 312032473 2xTMT6plex [N-Term; K16] 1.06 0.948 1.278 5.21080637 42.97 0 2287.288445 3 763.1011353 0.17828172 0.000135927 104.9662388AVESLMAANEEKDR 3 312032473 2xTMT6plex [N-Term; K12] 0.911 1.345 4.773294926 19.74 1 2021.073761 3 674.3613892 -2.051542904 -0.001382107 45.90278019LNATEEMLQQELLSR 4 312032473 1xTMT6plex [N-Term] 0.563 1.406 5.897971153 51.09 0 2004.063306 3 668.6922607 -0.537594513 -0.000359124 83.01759577EQVCNWLMEQGLGSYLNSGK 2 312032473 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C4] 0.835 4.500180244 22.99 0 2771.389692 3 924.4631958 -5.288894485 -0.004885863 91.99207541
DAMELPDYVLLTATAK 6 312032473 2xTMT6plex [N-Term; K16] 1.068 0.817 1.25 4.487976074 32.42 0 2209.219028 3 737.0762939 -2.127070247 -0.001566388 98.25670392MLHYMTVDDLLSLK 3 312032473 2xTMT6plex [N-Term; K14] 1.008 1.277 4.916454315 35.77 0 2137.18014 3 713.064209 -0.966800522 -0.000688742 94.45570432DLGQSNSDLDMPFAK 2 312032473 2xTMT6plex [N-Term; K15] 1.111 3.261338472 38.5 0 2096.073426 2 1048.544922 4.360987495 0.004570475 63.55063119LAFSNFGNLR 4 312032473 1xTMT6plex [N-Term] 1.176 0.846 3.458999157 56.27 0 1367.7633 2 684.3847046 -0.853839485 -0.000583925 67.59371257RPSDENTIAPSEVQK 6 312032473 2xTMT6plex [N-Term; K15] 1.047 1.225 1.041 5.401985645 24.48 0 2129.160267 3 710.3898315 -2.501413903 -0.001775304 31.88731651SVDLAEYAPNLR 2 312032473 1xTMT6plex [N-Term] 1.224 4.228556156 36.86 0 1576.853237 2 788.9298096 -0.567547666 -0.00044747 60.73282555STKDELASLK 2 312032473 3xTMT6plex [N-Term; K3; K10] 1.125 3.187949896 7.84 1 1779.083076 3 593.6998291 1.044445149 0.000619385 46.83218822GEGVEIVDRDIEVQK 2 312032473 2xTMT6plex [N-Term; K15] 1.937 3.030593395 7.5 1 2144.196318 3 715.4033203 -0.424752385 -0.000303584 53.20572874MKGEGVEIVDRDIEVQK 4 312032473 3xTMT6plex [N-Term; K2; K17] 1.229 1.236 2.97642231 4.14 2 2632.494698 4 658.8775635 -2.383269282 -0.001568486 54.77454841KLAFSNFGNLR 2 312032473 2xTMT6plex [N-Term; K1] 1.077 2.96836257 19.05 1 1725.021195 3 575.6789551 0.647304728 0.000372205 61.31925111LDLMAEISNLK 2 312032473 2xTMT6plex [N-Term; K11] 1.288 2.53941083 18.88 0 1704.997014 3 569.003479 -0.662891648 -0.000376743 103.7182491LLTSSLQK 6 312032473 2xTMT6plex [N-Term; K8] 1.124 1.006 0.996 3.595346689 35.15 0 1347.861173 2 674.4343872 0.241266734 0.000162597 54.54275117LDFNWVTR 2 312032473 1xTMT6plex [N-Term] 0.856 2.361346722 14.02 0 1279.699638 2 640.3526001 -1.339372644 -0.000856997 68.00146456TSLETQK 2 312032473 2xTMT6plex [N-Term; K7] 1.144 2.677646399 25.15 0 1264.751288 2 632.8791504 -0.208458969 -0.000131824 28.06988667TQFDEGR 2 312032473 1xTMT6plex [N-Term] 1.257 2.120149136 16.62 0 1081.547554 2 541.2769775 -0.809184832 -0.000437586 31.83637508GLLEMMETDEKEGLR 1 312032473 2xTMT6plex [N-Term; K11] 1.019 2.054101467 1 2209.160861 3 737.0566406 -2.486149876 -0.001830768 72.93341437312261267 C15orf38-AP3S2 C15orf38-AP3S2 fusion protein 100526783 NP_001185987.1 8.121827411 1 3 3 9 394 43.854 5.3 1.09 0.97 1 1.02 Significant 0.00125 TGASWTDNIMAQK 2 312261267 2xTMT6plex [N-Term; K13] 0.43 3.349761486 49.22 0 1880.994054 2 940.9979248 -2.913778815 -0.0027404 57.29841319GNEIEPNFSATR 4 312261267 1xTMT6plex [N-Term] 0.768 1.237 2.295166969 13.37 0 1563.796451 2 782.4021606 0.379729128 0.00029691 37.50349581LTPEALK 3 312261267 2xTMT6plex [N-Term; K7] 1.114 0.952 1.14 2.690254927 13.7 0 1229.786945 2 615.3969727 -0.224760477 -0.000138204 50.4383599312283701 MDH1 malate dehydrogenase, cytoplasmic isoform 2 4190 NP_001186040.1 41.47727273 1 17 17 217 352 38.603 7.71 0.83 0.83 0.85 0.84 Significant 0.0000635
VIVVGNPANTNCLTASK 30 312283701 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C12] 0.765 0.755 0.778 5.39404726 72.68 0 2216.247308 2 1108.627075 -0.196151112 -0.00021736 58.39299056DLDVAILVGSMPR 16 312283701 1xTMT6plex [N-Term] 0.993 0.97 1.061 3.871753216 53.24 0 1614.908644 3 538.9717407 -4.938323949 -0.002658314 90.78493223FVEGLPINDFSR 16 312283701 1xTMT6plex [N-Term] 0.816 0.733 1.288 4.15541029 45.64 0 1622.873973 2 811.9395142 -1.36869512 -0.00111061 73.1776881EVGVYEALKDDSWLK 20 312283701 3xTMT6plex [N-Term; K9; K15] 1.009 1 0.938 4.924237251 32.52 1 2439.373838 2 1220.188965 -1.305594268 -0.001592416 81.49944599EVGVYEALK 6 312283701 2xTMT6plex [N-Term; K9] 0.608 0.603 0.568 3.930780888 49.52 0 1465.866652 2 733.4370117 0.064779085 4.75E-05 54.13964039GEFVTTVQQR 16 312283701 1xTMT6plex [N-Term] 0.836 0.821 0.987 4.321088791 54.7 0 1393.763694 2 697.3857422 0.368416111 0.000256742 33.18234451LSSAMSAAK 11 312283701 2xTMT6plex [N-Term; K9] 0.639 0.532 0.72 4.004756451 42.19 0 1323.770643 2 662.3887939 -0.250639623 -0.000165895 41.2392551LGVTANDVK 12 312283701 2xTMT6plex [N-Term; K9] 0.847 0.735 0.766 3.881557941 46.73 0 1374.835686 2 687.9208984 -0.847995882 -0.000582927 41.76195932KLSSAMSAAK 2 312283701 3xTMT6plex [N-Term; K1; K10] 0.63 3.39735055 4.24 1 1681.028538 3 561.013855 -0.907973041 -0.000508776 39.7490618ELTEEKESAFEFLSSA 20 312283701 2xTMT6plex [N-Term; K6] 2.276 2.662 2.98 3.454941273 30.81 1 2275.17458 2 1138.089966 -0.846022715 -0.000962425 86.14811439ENFSCLTR 16 312283701 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.793 0.859 1.205 3.260910511 32.51 0 1255.630238 2 628.3179932 -1.216880439 -0.000763976 34.18848436SQGAALDK 14 312283701 2xTMT6plex [N-Term; K8] 0.86 0.885 0.861 3.591994286 44.95 0 1247.735972 2 624.3718262 0.323468874 0.000201802 24.79016711DLDVAILVGSMPR 2 312283701 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.402 2.049137831 14.21 0 1630.903559 3 538.9717407 -4.938323949 -0.002658314 90.78493223ESAFEFLSSA 6 312283701 1xTMT6plex [N-Term] 0.944 0.65 1.944507241 22.2 0 1316.657164 2 658.8306274 -2.419215325 -0.001592639 84.39442176EKMDLTAK 5 312283701 3xTMT6plex [N-Term; K2; K8] 1.203 1.469 3.022890329 8.58 1 1622.97544 3 541.6626587 -1.24278885 -0.000672339 40.47045898DVIATDKEDVAFK 4 312283701 3xTMT6plex [N-Term; K7; K13] 0.603 1.994641304 4.19 1 2138.231197 3 713.4141846 -1.494725672 -0.001065356 3.125455071DVIATDK 4 312283701 2xTMT6plex [N-Term; K7] 0.656 0.617 2.62088275 14.69 0 1219.729824 2 610.3671265 -2.3347878 -0.001423905 31.92624299SAPSIPK 13 312283701 2xTMT6plex [N-Term; K7] 0.838 0.864 0.89 2.461377621 19.96 0 1157.72943 2 579.3673706 -1.697865677 -0.000982835 35.24061151LSSAMSAAK 4 312283701 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 0.807 0.615 2.085753202 33.6 0 1339.765558 2 662.3887939 -0.250639623 -0.000165895 41.2392551

312433975 EIF3C eukaryotic translation initiation factor 3 subunit C isoform a 8663 NP_001186071.1 38.00657174 1 29 29 233 913 105.278 5.68 1.14 1.18 1.16 1.16 Significant 0.0000991
SEQDQAENEGEDSAVLMER 12 312433975 1xTMT6plex [N-Term] 1.132 1.153 1.166 6.782963753 78.4 0 2366.061528 2 1183.531982 -2.045384785 -0.002419753 35.13390816TEPTAQQNLALQLAEK 12 312433975 2xTMT6plex [N-Term; K16] 1.178 1.563 1.109 5.165223598 50.56 0 2213.254168 2 1107.128418 -2.08215241 -0.002304166 62.99341821MIINEELMASLDQPTQTVVMHR 8 312433975 1xTMT6plex [N-Term] 1.374 1.498 6.337812424 59.77 0 2785.424807 3 929.1470947 0.6906414 0.000641243 84.39764171MIINEELMASLDQPTQTVVMHR 2 312433975 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.125 6.206493378 58.85 0 2801.419722 3 929.1470947 0.6906414 0.000641243 84.39764171DLMLMSHLQDNIQHADPPVQILYNR 6 312433975 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.083 1.209 100 6.241196156 38.44 0 3206.628804 4 802.4154663 3.502670581 0.002807941 82.68832774DLMLMSHLQDNIQHADPPVQILYNR 14 312433975 1xTMT6plex [N-Term] 1.201 1.206 1.122 6.354632378 37.42 0 3190.633889 4 802.4154663 3.502670581 0.002807941 82.68832774AAQIELLQLLVQIAAENNLGEGVIVK 6 312433975 2xTMT6plex [N-Term; K26] 1.596 5.040331841 31.35 0 3204.89717 4 801.9786377 -1.388156472 -0.001112225 113.4872438

IMQNTDPHSQEYVEHLKDEAQVCAIIER 2 312433975 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C23] 1.102 7.767301559 34.95 1 3811.914763 5 763.1876831 -1.430903626 -0.001090897 71.88462714
GTEITHAVVIK 8 312433975 2xTMT6plex [N-Term; K11] 1.176 1.197 1.157 4.248169422 51.94 0 1625.999063 2 813.5014648 -2.097093767 -0.001704936 46.7927711DAHNALLDIQSSGR 6 312433975 1xTMT6plex [N-Term] 1.178 1.091 1.032 4.543643475 52.17 0 1725.908126 3 575.9740601 -0.289438476 -0.000166515 38.64026458RLDEEEEDNEGGEWER 6 312433975 1xTMT6plex [N-Term] 1.049 1.477 1.983 7.162282467 31.5 1 2220.984264 3 740.9995117 -0.126913889 -9.40E-05 28.53984055ELLGQGLLLR 10 312433975 1xTMT6plex [N-Term] 1.014 1.01 1.011 3.723922491 49.74 0 1340.846302 2 670.9269409 0.226331636 0.000151738 72.71687416LGSLVENNER 6 312433975 1xTMT6plex [N-Term] 0.806 1.008 0.834 3.693923235 29.67 0 1359.742959 2 680.3746948 -0.622015769 -0.000422891 40.77850963CLEEFELLGK 4 312433975 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C1] 1.263 1.79 3.61507535 31.57 0 1695.939165 3 565.9851685 1.05371179 0.000595677 76.66737892

VWDLFPEADKVR 15 312433975 2xTMT6plex [N-Term; K10] 1.393 1.499 1.159 4.616758823 15.99 1 1933.094754 3 645.0366821 0.382292031 0.000246336 78.24891598GCILTLVER 6 312433975 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.725 0.524 0.836 3.543791771 55.05 0 1289.744873 2 645.3762817 0.320510336 0.000206688 70.04146935SEAPSGESR 6 312433975 1xTMT6plex [N-Term] 1.04 1.501 3.341859341 33.12 0 1148.574497 2 574.7907715 -0.200449558 -0.000115116 14.52370882KLNEILQAR 12 312433975 2xTMT6plex [N-Term; K1] 1.159 1.372 1.115 3.89989686 24.36 1 1542.973183 3 514.9962769 0.709491532 0.000364909 60.47158647FEELTNLIR 9 312433975 1xTMT6plex [N-Term] 0.908 1.284 3.728760004 32.17 0 1363.778282 2 682.3924561 -0.473860475 -0.00032312 82.05935077KSEAPSGESR 2 312433975 2xTMT6plex [N-Term; K1] 1.036 3.206377506 8.22 1 1505.832392 3 502.6154175 -0.459777992 -0.000230783 16.03382781
TCHSFIINEK 2 312433975 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.33 3.058830976 20.59 0 1706.929997 3 569.6483765 0.339055809 0.000192915 54.66238519

TMVQLGICAFR 6 312433975 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.84 0.912 3.268864155 27.47 0 1524.822806 2 762.9145508 -0.643502639 -0.000490614 70.74883769DFESHITSYK 6 312433975 2xTMT6plex [N-Term; K10] 1.152 1.176 1.138 2.971149445 12.46 0 1684.894657 3 562.3023071 -1.358704101 -0.000763091 41.62849639LNEILQAR 6 312433975 1xTMT6plex [N-Term] 0.791 1.065 2.946823359 37.57 0 1185.715288 2 593.3612061 -0.128311262 -7.61E-05 56.06982343GTTEEVCR 6 312433975 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.258 1.284 1.216 3.112027884 25.64 0 1180.582953 2 590.7957153 1.017238187 0.000600467 98.96623734KIQEESLR 6 312433975 2xTMT6plex [N-Term; K1] 1.392 1.461 1.474 2.438512325 8.26 1 1460.883699 3 487.6328125 0.126882106 6.18E-05 27.13740381QLTPPEGSSK 17 312433975 2xTMT6plex [N-Term; K10] 0.989 1.073 1.007 2.931171656 24.92 0 1501.862629 2 751.4349976 0.059550844 4.47E-05 32.38546815ILHTYYK 12 312433975 2xTMT6plex [N-Term; K7] 1.289 1.375 1.3 3.116207838 21.48 0 1395.840043 2 698.4240723 0.590777757 0.000412316 41.46472838MDEEFTK 6 312433975 2xTMT6plex [N-Term; K7] 1.034 1.103 1.143 2.366601706 18.89 0 1357.707374 2 679.3574219 0.142188224 9.65E-05 42.49730725KAPTTDEDKK 5 312433975 4xTMT6plex [N-Term; K1; K9; K10] 1.009 1.251 2.786565304 0.45 2 2049.236171 4 513.0645142 0.02698109 1.38E-05 31.92170147SIVDKEGVPR 7 312433975 2xTMT6plex [N-Term; K5] 1.791 1.413 1.674 3.979424 9.4 1 1557.936463 3 519.9832764 -0.761807985 -0.000395616 34.82185666MDEEFTK 2 312433975 2xTMT6plex [N-Term; K7]; 1xOxidation [M1] 1.219 1.203 1.200282454 6.97 0 1373.702289 2 679.3574219 0.142188224 9.65E-05 42.49730725
312836767 ATP2C1 calcium-transporting ATPase type 2C member 1 isoform 2b 27032 NP_001186110.1 21.09129066 1 14 14 51 953 104.645 7.2 1.45 1.23 1.26 1.31 Significant 0.00274

TSQSVSGEEIDAMDVQQLSQIVPK 2 312836767 2xTMT6plex [N-Term; K24] 1.248 4.740038872 36.83 0 3047.597101 3 1016.53717 -0.046918778 -4.77E-05 82.92624954DLVPGDTVCLSVGDR 6 312836767 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.544 1.484 1.308 3.786595345 47.05 0 1831.942129 2 916.4734497 -1.36804864 -0.001253093 56.32104425GQTLTLTQQQR 6 312836767 1xTMT6plex [N-Term] 1.153 1.467 0.902 3.925492764 51.14 0 1502.848821 2 751.9282227 0.231488687 0.000173946 43.31238708MITGDSQETAVAIASR 4 312836767 1xTMT6plex [N-Term] 1.136 1.071 4.509288311 64.44 0 1878.979242 2 939.9955444 2.432079655 0.002284914 48.85677977
KLPIVETLGCCNVICSDK 2 312836767 3xTMT6plex [N-Term; K1; K18]; 3xCarbamidomethyl [C10; C11; C15] 2.298 6.452018261 24.73 1 2793.52799 3 931.8469238 -0.63410699 -0.000590465 75.88679508

ASELPVSEVASILQADLQNGLNK 2 312836767 2xTMT6plex [N-Term; K23] 1.108 4.951129913 24.09 0 2854.592608 3 952.2017212 -0.699832185 -0.000665912 112.0547879EAVTTLIASGVSIK 6 312836767 2xTMT6plex [N-Term; K14] 1.445 1.25 1.692 3.938212633 32.57 0 1847.125386 3 616.3787842 -1.941514618 -0.001195407 78.32527372SNIAFMGTLVR 4 312836767 1xTMT6plex [N-Term] 1.116 0.758 3.556541443 39.32 0 1437.808536 2 719.4074707 -0.605938641 -0.000435612 68.75040662AFHGWNEFDISEDEPLWK 2 312836767 2xTMT6plex [N-Term; K18] 1.158 2.745389223 0.33 0 2678.329123 3 893.447876 -0.018183095 -1.62E-05 85.30194428GVVIGTGENSEFGEVFK 2 312836767 2xTMT6plex [N-Term; K17] 1.265 1.789941907 13.29 0 2227.201069 2 1114.099243 -4.426974291 -0.004929881 73.71114526
YCTTYQSK 6 312836767 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.564 1.092 1.15 2.854277134 35.01 0 1508.781936 2 754.8945313 -0.099669804 -7.52E-05 25.33553238
DVYQQEK 6 312836767 2xTMT6plex [N-Term; K7] 1.809 1.17 1.16 3.044998407 26.66 0 1367.757101 2 684.3814697 -1.051799968 -0.000719303 24.07805886SLEELSK 2 312836767 2xTMT6plex [N-Term; K7] 1.193 2.912754297 28.15 0 1263.756039 2 632.3811035 -0.877090764 -0.000554214 42.51718249HVSSTSSSFLEV 1 312836767 1xTMT6plex [N-Term] 1.222 1.822460294 0 1508.779404 2 754.8944092 1.416986055 0.00106896 49.60307097312836798 ARMC6 armadillo repeat-containing protein 6 isoform 1 93436 NP_001186125.1 12.1756487 1 5 5 15 501 54.107 6.24 1.1 1.14 1.18 1.14 Significant 0.00041

ENIEEFAMGPEEAVK 4 312836798 2xTMT6plex [N-Term; K15] 0.94 1.032 3.950554371 45.15 0 2151.104392 2 1076.053467 -2.201174554 -0.002367478 66.57795449DQSGVQELVK 4 312836798 2xTMT6plex [N-Term; K10] 1.005 1.397 3.048345804 30.26 0 1560.899743 2 780.9540405 0.680136372 0.000530812 45.4870405GAYPIIFTAWK 2 312836798 2xTMT6plex [N-Term; K11] 1.038 2.773387909 31.82 0 1725.013985 2 863.0090332 -1.852149477 -0.001597492 91.79208036
DCEDVAK 4 312836798 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.191 1.135 2.604341269 27.22 0 1294.671323 2 647.8391724 -0.197064253 -0.000127567 21.24578958

EAVEQFESQGVDLSNIVK 1 312836798 2xTMT6plex [N-Term; K18] 100 1.254016042 0 2450.31789 2 1225.658081 -3.674825484 -0.004502245 76.52949153312837064 TBC1D23 TBC1 domain family member 23 isoform 1 55773 NP_001186127.1 10.4434907 1 5 5 22 699 78.272 5.41 1.05 1.27 1.23 1.18 Significant 0.00325 EVVNIQTWINKPDVK 2 312837064 3xTMT6plex [N-Term; K11; K15] 0.581 4.709670067 22.42 0 2470.463656 3 824.1586914 -0.86421075 -0.000711667 73.42888034YSTSLSWIHLLKPLVHLQLPR 4 312837064 2xTMT6plex [N-Term; K12] 1.292 1.119 5.506657124 29.04 0 2959.764974 5 592.7595215 1.191581732 0.00070536 108.0352693
DCLQFIDQLSVPEEK 6 312837064 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 1.134 1.609 1.473 4.436598778 34.81 0 2279.199355 3 760.4004517 -5.507841823 -0.00418449 79.84426415VISFIENTSTPVDR 6 312837064 1xTMT6plex [N-Term] 1.358 1.519 1.331 3.409923315 12.54 0 1806.979894 2 903.9933472 -0.263801531 -0.000238342 69.80002038IALNVAGK 4 312837064 2xTMT6plex [N-Term; K8] 1.188 1.154 3.162908792 24.43 0 1243.813829 2 622.4100952 -0.735439896 -0.000457375 53.27638581312922356 TOR1AIP2 torsin-1A-interacting protein 2 isoform b 163590 NP_001186189.1 30.85106383 1 9 10 60 470 51.232 4.96 1.09 1.06 1.19 1.11 Significant 0.00124 ADAHLGSSSVALPK 8 312922356 2xTMT6plex [N-Term; K14] 0.937 0.936 1.097 4.504038334 24.31 0 1811.042719 3 604.3522949 -0.213708032 -0.000129011 44.72850899DHQEVETEGPESADTGDKSESPDEANVGK 2 312922356 3xTMT6plex [N-Term; K18; K29] 1.087 7.98436451 24 1 3744.792726 4 936.9527588 -0.940034338 -0.000880058 30.49201606

EASDGTGASQEPPTTDSQEAQSPGHSSAGQEGEDTLR 9 312922356 1xTMT6plex [N-Term] 0.831 1.002 8.579884529 58.66 0 3943.749912 4 986.6934814 0.553691613 0.000545905 23.84933392
DHQEVETEGPESADTGDKSESPDEANVGKHPK 2 312922356 4xTMT6plex [N-Term; K18; K29; K32] 1.556 6.208494663 16.7 2 4336.162296 6 723.5328979 -0.297852017 -0.000215256 29.94636327FTNSDTPTSFNHMDSDK 2 312922356 2xTMT6plex [N-Term; K17] 1.495 4.164651871 42.48 0 2402.13346 3 801.3831177 0.557711454 0.000446566 44.91359596VSPIQIDGAGR 6 312922356 1xTMT6plex [N-Term] 1.328 1.48 1.334 3.675797701 28.09 0 1341.76878 2 671.3877563 -0.405132908 -0.000271797 42.99045491YCDHENAAFK 12 312922356 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.109 1.297 1.305 4.137793064 25.25 0 1712.846662 3 571.6201782 -0.397164584 -0.000226761 29.8102779

LLAPEAGSHPQQTQK 8 312922356 2xTMT6plex [N-Term; K15] 1.052 1.179 1.184 5.315677166 37.94 0 2063.164959 3 688.392334 -1.216638962 -0.000836709 50.38383682TWQDSDTVK 9 312922356 2xTMT6plex [N-Term; K9] 0.972 1.197 1.308 4.061594009 48.37 0 1537.826244 2 769.4162598 -0.650677379 -0.000500314 35.55535888SESPDEANVGK 2 312922356 2xTMT6plex [N-Term; K11] 1.275 3.898890018 47.92 0 1590.837536 2 795.9227905 0.482767517 0.000384002 32.11654756
312922359 UCHL5 ubiquitin carboxyl-terminal hydrolase isozyme L5 isoform 2 51377 NP_001186190.1 54.87804878 1 1 14 77 328 37.454 5.4 1.21 1.25 1.19 1.22 Significant 0.00021 GLALSNSDVIR 8 312922359 1xTMT6plex [N-Term] 1.335 0.985 0.934 3.934621572 67.59 0 1373.794994 2 687.4016724 0.781569715 0.000536858 48.11540602EFSQSFDAAMK 4 312922359 2xTMT6plex [N-Term; K11] 1.948 1.177 4.100546837 56.18 0 1718.882378 2 859.9450684 0.280373315 0.000240964 56.00330097WQPGEEPAGSVVQDSR 6 312922359 1xTMT6plex [N-Term] 1.343 1.219 1.304 4.457932472 62.83 0 1970.976934 2 985.9908447 -1.279247276 -0.001260683 41.32629094GAQVEEIWSLEPENFEK 12 312922359 2xTMT6plex [N-Term; K17] 1.05 1.334 1.312 4.933887005 45.74 0 2463.280776 2 1232.144165 0.112544265 0.000138614 85.88041714QLAEEPMDTDQGNSMLSAIQSEVAK 2 312922359 2xTMT6plex [N-Term; K25] 0.82 5.046526432 58.69 0 3150.5699 3 1050.863037 1.478519212 0.001552726 79.99698842TLAEHQQLIPLVEK 6 312922359 2xTMT6plex [N-Term; K14] 1.041 1.251 1.262 5.009003639 27.83 0 2077.242147 3 693.085022 -0.786553476 -0.000544621 65.10433097NQMLIEEEVQK 6 312922359 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 1.373 1.086 0.85 3.92246747 30.52 0 1834.998471 3 612.3377075 0.053655954 3.28E-05 48.07208113

EGPIDLGACNQDDWISAVRPVIEK 4 312922359 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C9] 0.672 1.402 3.070828199 5.53 0 3140.645055 3 1047.551636 -1.496696811 -0.001566864 86.28066294
HNYLPFIMELLK 4 312922359 2xTMT6plex [N-Term; K12] 2.191 2.904 3.620943308 17.3 0 1976.144347 3 659.387207 1.376895243 0.000906981 111.4580619QQMFEFDTK 2 312922359 2xTMT6plex [N-Term; K9] 0.935 3.452112198 32.14 0 1631.85035 2 816.4274292 -1.696259441 -0.001384021 56.8609849LYELDGLR 6 312922359 1xTMT6plex [N-Term] 0.9 1.061 0.953 3.003363132 22.3 0 1207.688404 2 604.3473511 -0.810342766 -0.000489321 58.51746564LDTIFFAK 8 312922359 2xTMT6plex [N-Term; K8] 1.162 1.251 1.193 3.820211411 35.79 0 1412.855359 2 706.9346313 4.690575911 0.003313553 87.0359118YKIENIR 3 312922359 2xTMT6plex [N-Term; K2] 1.514 1.497 2.357078552 2.08 1 1393.856756 3 465.2904663 0.064379486 2.99E-05 35.11606965YSEGEIR 6 312922359 1xTMT6plex [N-Term] 1.121 1.544 100 2.946128607 30.57 0 1082.567955 2 541.7874756 -0.258799573 -0.000140084 20.72238017313569822 RPL17-C18orf32 RPL17-C18orf32 protein isoform 1 100526842 NP_001186284.1 42.54385965 1 11 11 272 228 26.356 10.1 1.07 1.06 1.01 1.04 Significant 0.000314 GLDVDSLVIEHIQVNK 84 313569822 2xTMT6plex [N-Term; K16] 1.045 1.024 0.997 6.488057613 79.82 0 2237.290553 2 1119.148438 -0.426761736 -0.000477395 78.27545205

INPYMSSPCHIEMILTEK 18 313569822 2xTMT6plex [N-Term; K18]; 1xOxidation [M]; 1xCarbamidomethyl [C9] 1.063 1.038 1.212 5.373756409 51.45 0 2637.349073 3 879.7862549 -1.843359156 -0.001620527 80.36742206
INPYMSSPCHIEMILTEK 28 313569822 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 1.029 1.078 1.021 5.912412643 50.77 0 2621.354158 3 879.7862549 -1.843359156 -0.001620527 80.36742206

KSAEFLLHMLK 18 313569822 3xTMT6plex [N-Term; K1; K11] 1.334 1.227 0.999 4.783694267 21.29 1 2004.2283 4 501.8118896 -1.283115426 -0.000642914 78.41837051EQIVPKPEEEVAQK 36 313569822 3xTMT6plex [N-Term; K6; K14] 0.984 1.072 1.049 4.922033787 25.9 0 2311.347623 2 1156.177002 -0.387606668 -0.000447947 47.17735507NAESNAELK 18 313569822 2xTMT6plex [N-Term; K9] 1.02 0.96 1.099 4.086280823 37.33 0 1433.800029 2 717.4047241 1.494491662 0.001071401 24.27181165EQIVPKPEEEVAQKK 4 313569822 4xTMT6plex [N-Term; K6; K14; K15] 3.005 3.908 1.765 2.961731911 5.92 1 2668.605518 4 667.9071045 0.400939271 0.000267487 48.1737562YSLDPENPTK 18 313569822 2xTMT6plex [N-Term; K10] 0.985 0.987 0.956 3.120649338 39.54 0 1621.883758 2 811.4452515 -0.328056995 -0.000266035 43.78054572
KSAEFLLHMLK 6 313569822 3xTMT6plex [N-Term; K1; K11]; 1xOxidation [M9] 1.309 3.29873991 9.68 1 2020.223215 4 501.8118896 -1.283115426 -0.000642914 78.41837051
SAEFLLHMLK 4 313569822 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 0.945 0.846 2.719905853 21.55 0 1662.96532 3 554.9925537 -1.330471033 -0.000737509 64.88353806QWGWTQGR 15 313569822 1xTMT6plex [N-Term] 1.034 0.811 0.893 3.073360682 22.21 0 1247.648271 2 624.3262939 -2.372030198 -0.00147973 39.76252772ETAQAIK 44 313569822 2xTMT6plex [N-Term; K7] 1.12 1.022 0.987 3.345407486 35.96 0 1218.745809 2 609.876709 0.27306658 0.000166399 33.36433456

YSLDPENPTKSCK 1 313569822 3xTMT6plex [N-Term; K10; K13]; 1xCarbamidomethyl [C12] 0.885 3.057736158 1 2226.20433 3 742.7385254 -1.485586062 -0.001102406 41.10436015
313747417 BRD2 bromodomain-containing protein 2 isoform 2 6046 NP_001186384.1 11.12440191 1 6 7 28 836 91.976 9.13 1.13 0.89 1.13 1.05 Significant 0.00575 SLHSAGPPLLAVTAAPPAQPLAK 6 313747417 2xTMT6plex [N-Term; K23] 0.788 0.651 0.847 5.245436668 16.39 0 2665.580527 4 667.1506958 0.159767496 0.000106468 74.47236477DLPDSQQQHQSSK 4 313747417 2xTMT6plex [N-Term; K13] 1.345 1.302 5.298353195 43.39 0 1956.018689 3 652.677124 -0.955870053 -0.000623233 20.90971384DSNPEEIEIDFETLKPSTLR 2 313747417 2xTMT6plex [N-Term; K15] 0.762 3.541102648 2.76 0 2791.476575 3 931.1626587 -1.129311207 -0.001050815 82.18757358KLQDVFEFR 8 313747417 2xTMT6plex [N-Term; K1] 1.748 1.331 1.453 3.542460918 16.97 1 1639.957198 3 547.3197021 -7.710545557 -0.004214988 61.6136684

LMFSNCYK 4 313747417 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.546 1.647 3.357316494 18.29 0 1520.800563 2 760.9035034 -0.547779954 -0.000416532 56.58663211
AGADEDDKGPR 2 313747417 2xTMT6plex [N-Term; K8] 0.936 2.616815567 0.35 1 1588.83312 3 530.2840576 2.83216123 0.001499944 22.66527307LAELQEQLR 2 313747417 1xTMT6plex [N-Term] 0.932 2.590403557 17.03 0 1328.773531 2 664.8912964 1.343685283 0.000892727 55.48331097313851069 PMF1-BGLAP PMF1-BGLAP protein isoform 1 100527963 NP_001186590.1 5.454545455 1 1 1 10 220 24.017 8.28 1.3 1.66 1.8 1.59 Significant 0.00869 LLDTMVDTFLQK 10 313851069 2xTMT6plex [N-Term; K12] 1.301 1.663 1.801 3.641992331 48.97 0 1882.075993 2 941.5424194 0.83404028 0.000784864 111.582234314122177 CALU calumenin isoform c precursor 813 NP_001186600.1 61.60990712 1 17 17 210 323 38.027 4.63 0.82 0.86 0.86 0.85 Significant 0.000248 GHDLNEDGLVSWEEYK 6 314122177 2xTMT6plex [N-Term; K16] 0.812 0.7 0.674 6.429634094 42 0 2349.176311 3 783.7305298 0.308574314 0.000241632 59.37774773EEIVDKYDLFVGSQATDFGEALVR 28 314122177 2xTMT6plex [N-Term; K6] 0.839 0.841 1.206 6.908603668 46.07 1 3159.661416 3 1053.890503 -1.411623067 -0.00148675 94.83718649EEFTAFLHPEEYDYMK 10 314122177 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 0.8 0.834 0.925 3.398619175 37.73 0 2523.215399 3 841.7421875 -1.34350797 -0.001129987 71.4697215EEFTAFLHPEEYDYMK 14 314122177 2xTMT6plex [N-Term; K16] 0.859 0.829 0.721 4.567408085 29.25 0 2507.220484 3 841.7421875 -1.34350797 -0.001129987 71.4697215LTKEEIVDKYDLFVGSQATDFGEALVR 15 314122177 3xTMT6plex [N-Term; K3; K9] 1.148 1.147 1.162 8.415346146 41 2 3731.051053 4 933.5179443 -0.296331043 -0.000276407 101.1058135NADGFIDLEEYIGDMYSHDGNTDEPEWVK 10 314122177 2xTMT6plex [N-Term; K29]; 1xOxidation [M15] 0.525 0.733 0.565 5.52136898 46.83 0 3833.752886 4 959.1920166 -1.73444245 -0.001662356 92.12637019TFDQLTPEESK 22 314122177 2xTMT6plex [N-Term; K11] 0.73 0.786 0.782 4.610566616 60.72 0 1752.942001 2 876.9727783 -2.122962067 -0.001860715 48.03285342DIVVQETMEDIDK 2 314122177 2xTMT6plex [N-Term; K13] 0.474 3.865794182 48.8 0 1993.056379 2 997.0289307 -2.907314582 -0.002897221 67.56837399MADKDGDLIATK 10 314122177 3xTMT6plex [N-Term; K4; K12] 0.922 0.845 0.794 4.206311226 19.23 1 1965.129374 3 655.713562 -1.649415497 -0.001080438 48.38558774HLVYESDQNK 8 314122177 2xTMT6plex [N-Term; K10] 0.687 0.626 0.65 4.138779163 30.9 0 1690.916455 3 564.3100586 -0.49259604 -0.000277646 28.25368865VHHEPQLSDK 26 314122177 2xTMT6plex [N-Term; K10] 0.848 0.859 0.907 4.209085941 38.76 0 1647.921875 3 549.9785767 -0.423872965 -0.000232837 20.91923474DGFVTVDELKDWIK 6 314122177 3xTMT6plex [N-Term; K10; K14] 0.752 0.589 0.76 3.806104422 20.03 1 2352.34181 3 784.7850342 -0.53574737 -0.000420087 95.01361154HLVYESDQNKDGK 12 314122177 3xTMT6plex [N-Term; K10; K13] 0.854 1.08 1.113 4.718902111 15.32 1 2220.222757 4 555.8113403 0.348783978 0.000193595 28.83046808DWILPSDYDHAEAEAR 6 314122177 1xTMT6plex [N-Term] 0.719 1.054 5.004524708 39.74 0 2117.013714 3 706.34198 -1.099137232 -0.00077563 63.23449181IDGDKDGFVTVDELKDWIK 7 314122177 4xTMT6plex [N-Term; K5; K15; K19] 1.056 1.164 5.274940491 6.07 2 3109.759118 4 778.194458 -1.00196788 -0.00077897 93.84693455TFDQLTPEESKER 10 314122177 2xTMT6plex [N-Term; K11] 1.485 1.598 1.223 5.483528137 21.29 1 2038.085705 3 680.0327759 -0.947474032 -0.000643678 51.67169638WIYEDVER 6 314122177 1xTMT6plex [N-Term] 0.771 0.927 1.021 3.427318096 25.78 0 1338.689132 2 669.8466187 -2.369269486 -0.001585858 52.08870795EQFVEFR 12 314122177 1xTMT6plex [N-Term] 0.82 0.947 0.997 2.929999828 37.82 0 1183.630889 2 592.3207397 2.799472553 0.001656771 45.75449132315467838 GLRX3 glutaredoxin-3 10539 NP_001186797.1 31.34328358 1 10 10 92 335 37.408 5.39 1.06 1.09 1.06 1.07 Significant 0.0000873 LEAEGVPEVSEK 20 315467838 2xTMT6plex [N-Term; K12] 0.977 1.005 1.032 4.778962135 59.91 0 1744.973302 2 872.9894409 -0.972137546 -0.000848177 50.37085484HASSGSFLPSANEHLK 6 315467838 2xTMT6plex [N-Term; K16] 0.953 0.944 0.91 5.518336296 33.85 0 2140.155122 4 535.7942505 0.023210058 1.24E-05 37.71858214

ELEASEELDTICPK 13 315467838 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 1.12 1.134 1.131 5.100199699 71.24 0 2092.088408 2 1046.547119 -0.691246481 -0.000723074 58.65605864
GELVGGLDIVK 12 315467838 2xTMT6plex [N-Term; K11] 0.908 1.042 1.037 3.853563786 46.16 0 1557.961615 3 519.9926147 1.075872644 0.000558723 70.17701183AYSNWPTYPQLYVK 14 315467838 2xTMT6plex [N-Term; K14] 1.115 1.09 1.067 4.09238863 39.82 0 2188.184297 2 1094.595581 -0.188206553 -0.000205915 77.02771061LEAEGVPEVSEKYEISSVPTFLFFK 2 315467838 3xTMT6plex [N-Term; K12; K25] 2.647 4.509560585 10.44 1 3532.9434 4 883.9910889 -0.247578619 -0.00021867 108.4093767ELPQVSFVK 12 315467838 2xTMT6plex [N-Term; K9] 1.059 1.137 1.036 3.252041817 42.66 0 1504.913936 2 752.9597168 -1.182417284 -0.000889718 65.79877659QMVEILHK 6 315467838 2xTMT6plex [N-Term; K8] 1.062 1.13 1.126 3.534513712 31.78 0 1455.875777 3 485.9632568 -0.384347481 -0.000186521 50.40108729YEISSVPTFLFFK 3 315467838 2xTMT6plex [N-Term; K13] 4.323 1.942544222 9.51 0 2036.150872 2 1018.577637 -1.412067514 -0.001437591 107.5446207ASVMLFMK 4 315467838 2xTMT6plex [N-Term; K8] 1.067 1.197 3.32877636 44.39 0 1384.809671 2 692.9075928 -1.272552584 -0.000881122 75.94656671315707006 PGM3 phosphoacetylglucosamine mutase isoform 1 5238 NP_001186846.1 28.59649123 1 12 12 76 570 62.902 6 1.07 1.13 1.1 1.1 Significant 0.000248 EAVNLQQDAFVVIGR 6 315707006 1xTMT6plex [N-Term] 1.124 1.259 1.164 5.752105713 74.2 0 1888.048977 2 944.5274048 -0.764842282 -0.00072203 73.24486444



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

GLTVQQWDALYTDLPNR 12 315707006 1xTMT6plex [N-Term] 1.203 1.256 1.011 5.249988079 45.85 0 2219.165798 3 740.3935547 0.141175797 0.000104431 79.26855315
VYAEADSQESADHLAHEVSLAVFQLAGGIGERPQPGF 5 315707006 1xTMT6plex [N-Term] 1.46 0.822 7.276565075 23.36 0 4125.051502 5 825.8154907 -0.764719354 -0.000630901 111.119199

QAVTPPGLQEAINDLVK 16 315707006 2xTMT6plex [N-Term; K17] 1.136 1.11 1.151 5.164916515 53.29 0 2251.306203 3 751.1050415 -2.501644722 -0.001877323 95.57769815QSAEQLEDK 6 315707006 2xTMT6plex [N-Term; K9] 1.082 1.227 1.316 4.146884441 52.86 0 1505.821158 2 753.4138184 -0.529970804 -0.000399021 28.24852605ATIEGYYQK 8 315707006 2xTMT6plex [N-Term; K9] 1.113 1.146 1.141 3.341762066 41.97 0 1530.856815 2 765.932251 0.267760591 0.000204952 39.27577532IVYYYHDADGHFHLIDGDK 4 315707006 2xTMT6plex [N-Term; K19] 0.663 1.172 3.982445955 7.66 0 2736.382222 4 684.8502197 -1.159389841 -0.000793133 59.68876517MGLLAVLR 4 315707006 1xTMT6plex [N-Term] 1.102 0.801 2.603999615 26.67 0 1101.701552 2 551.3555298 2.025067777 0.00111551 77.25374711VPVYCTK 6 315707006 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.013 1.076 1.048 2.452059746 33.39 0 1324.769915 2 662.8880005 -0.898860567 -0.000595392 39.54115988AEHLDHVMFR 2 315707006 1xTMT6plex [N-Term] 1.017 3.020264387 4.27 0 1483.767734 3 495.2579346 -5.717450831 -0.00282779 32.92362627YLEEVMK 4 315707006 2xTMT6plex [N-Term; K7] 1.214 1.126 2.808987856 24.8 0 1369.780145 2 685.3930054 -1.030090717 -0.000705499 58.14729524DTRPSSEK 3 315707006 2xTMT6plex [N-Term; K8] 1.019 1.098 2.096380949 1.69 0 1377.773814 3 459.9294434 -0.027052245 -1.24E-05 15.61817161316659409 ACTG1 actin, cytoplasmic 2 71 NP_001186883.1 82.13333333 1 12 26 4057 375 41.766 5.48 1.03 1.02 1.02 1.02 Significant 0.0000106 AVFPSIVGRPR 63 316659409 1xTMT6plex [N-Term] 1.482 1.57 1.618 5.278653622 59.07 0 1427.868434 3 476.6270752 -1.233891037 -0.000587278 48.01739767DSYVGDEAQSKR 6 316659409 2xTMT6plex [N-Term; K11] 1.174 1.503 0.882 4.968203068 34.85 1 1812.949212 3 604.9876709 -0.415127287 -0.000250868 23.45766257TTGIVMDSGDGVTHTVPIYEGYALPHAILR 113 316659409 1xTMT6plex [N-Term] 1.294 1.215 1.258 9.699625969 60.84 0 3412.777241 4 857.9485474 0.059246609 5.08E-05 72.43053304TTGIVMDSGDGVTHTVPIYEGYALPHAILR 82 316659409 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.215 1.119 1.135 9.739624977 70.69 0 3428.772156 4 857.9485474 0.059246609 5.08E-05 72.43053304QEYDESGPSIVHR 36 316659409 1xTMT6plex [N-Term] 0.913 0.932 0.903 5.851452351 76.95 0 1745.865593 2 873.4354858 -1.087076989 -0.000948945 22.78665522VAPEEHPVLLTEAPLNPK 112 316659409 2xTMT6plex [N-Term; K18] 0.931 0.935 0.964 5.404137611 51.4 0 2412.390267 2 1206.697266 -1.248773899 -0.001506265 63.79333196MTQIMFETFNTPAMYVAIQAVLSLYASGR 6 316659409 1xTMT6plex [N-Term]; 2xOxidation [M] 4.788900375 58.54 0 3514.762186 3 1161.594238 -1.204275164 -0.001398072 113.6147773MTQIMFETFNTPAMYVAIQAVLSLYASGR 17 316659409 1xTMT6plex [N-Term]; 1xOxidation [M] 100 5.963378429 56.4 0 3498.767271 3 1161.594238 -1.204275164 -0.001398072 113.6147773MTQIMFETFNTPAMYVAIQAVLSLYASGR 84 316659409 1xTMT6plex [N-Term] 0.854 1.154 8.374696732 94.54 0 3482.772356 3 1161.594238 -1.204275164 -0.001398072 113.6147773
LCYVALDFEQEMATAASSSSLEK 451 316659409 2xTMT6plex [N-Term; K23]; 1xOxidation [M12]; 1xCarbamidomethyl [C2] 1.109 1.119 1.109 7.241762161 104.52 0 3024.494611 3 1008.836792 0.40079971 0.000404072 105.0190022
LCYVALDFEQEMATAASSSSLEK 692 316659409 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C2] 1.107 1.058 1.108 7.238864422 87.97 0 3008.499696 3 1008.836792 0.40079971 0.000404072 105.0190022
DLYANTVLSGGTTMYPGIADR 156 316659409 1xTMT6plex [N-Term]; 1xOxidation [M14] 1.011 0.996 0.965 6.611608028 77.38 0 2460.227806 3 815.4144897 -1.626146892 -0.001324894 71.06512857DLYANTVLSGGTTMYPGIADR 163 316659409 1xTMT6plex [N-Term] 0.947 0.995 1.072 7.465713978 79.08 0 2444.232891 3 815.4144897 -1.626146892 -0.001324894 71.06512857DSYVGDEAQSK 313 316659409 2xTMT6plex [N-Term; K11] 1.063 1.053 1.054 4.971460819 71.77 0 1656.848101 2 828.9271851 -0.608138315 -0.000503796 32.89390114HQGVMVGMGQK 150 316659409 2xTMT6plex [N-Term; K11] 0.99 0.909 0.967 5.56597662 65.72 0 1629.896923 3 543.972168 3.084708106 0.001675919 45.82684838

EKLCYVALDFEQEMATAASSSSLEK 42 316659409 3xTMT6plex [N-Term; K2; K25]; 1xCarbamidomethyl [C4] 2.745 1.907 2.825 7.828380585 52.57 1 3494.800183 3 1165.601563 -2.875480563 -0.003349743 102.9766651GYSFTTTAER 174 316659409 1xTMT6plex [N-Term] 0.955 1.08 1.065 4.905991077 56.44 0 1361.689861 2 681.3486328 0.09427624 6.42E-05 30.06261102EKMTQIMFETFNTPAMYVAIQAVLSLYASGR 9 316659409 2xTMT6plex [N-Term; K2] 0.343 6.185318947 33.27 1 3969.072844 4 993.0246582 0.997500589 0.000989788 113.4445398SYELPDGQVITIGNER 140 316659409 1xTMT6plex [N-Term] 1.012 1.015 1.017 5.515651703 61.72 0 2020.05485 3 674.0231934 0.087471944 5.89E-05 58.28889049KDLYANTVLSGGTTMYPGIADR 77 316659409 2xTMT6plex [N-Term; K1]; 1xOxidation [M15] 1.028 1.112 1.056 7.826133251 62.48 1 2817.485701 4 701.1278076 -0.494394362 -0.00034626 65.41880915KDLYANTVLSGGTTMYPGIADR 101 316659409 2xTMT6plex [N-Term; K1] 1.131 0.985 1.041 8.714231491 65.61 1 2801.490786 4 701.1278076 -0.494394362 -0.00034626 65.41880915EITALAPSTMK 123 316659409 2xTMT6plex [N-Term; K11] 1.009 0.941 0.985 4.912250996 63.6 0 1619.94425 2 810.4754028 -0.44516096 -0.000360568 58.04510562
CPEALFQPSFLGMESCGIHETTFNSIMK 26 316659409 2xTMT6plex [N-Term; K28]; 1xOxidation [M]; 2xCarbamidomethyl [C1; C16] 1.19 1.109 1.308 4.417841911 27.97 0 3705.782553 3 1235.932007 -0.292961654 -0.000361884 90.53621959

CPEALFQPSFLGMESCGIHETTFNSIMKCDVDIR 2 316659409 2xTMT6plex [N-Term; K28]; 3xCarbamidomethyl [C1; C16; C29] 0.773 3.910742521 11.59 1 4448.125761 4 1112.782837 -3.65170515 -0.004060811 94.98625197
DLTDYLMKILTER 5 316659409 2xTMT6plex [N-Term; K8] 0.242 0.191 0.357 3.631059885 5.46 1 2069.171684 3 690.3952637 -0.215518305 -0.000148648 110.2485349AGFAGDDAPR 28 316659409 1xTMT6plex [N-Term] 0.941 0.872 0.977 3.466196299 53.15 0 1205.611216 2 603.309082 -0.272913436 -0.000164514 23.12374804YPIEHGIVTNWDDMEK 6 316659409 2xTMT6plex [N-Term; K16]; 1xOxidation [M14] 1.408 1.157 2.483065128 33.37 0 2421.216068 3 807.7419434 -1.978808062 -0.001597041 58.82531346
HQGVMVGMGQK 122 316659409 2xTMT6plex [N-Term; K11]; 2xOxidation [M5; M8] 0.856 0.866 0.872 5.371788025 44.74 0 1661.886753 3 543.972168 3.084708106 0.001675919 45.82684838
HQGVMVGMGQK 257 316659409 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 0.939 0.917 0.921 5.263613701 61.05 0 1645.891838 3 543.972168 3.084708106 0.001675919 45.82684838IWHHTFYNELR 67 316659409 1xTMT6plex [N-Term] 1 0.993 0.947 4.016258717 36.86 0 1744.91209 3 582.309082 0.345612684 0.000201021 42.78767713EITALAPSTMK 189 316659409 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 1.007 0.968 0.956 3.777248144 49.18 0 1635.939165 2 810.4754028 -0.44516096 -0.000360568 58.04510562DLTDYLMK 136 316659409 2xTMT6plex [N-Term; K8] 1.009 1.006 0.976 3.964448929 44.08 0 1456.812173 2 728.9095459 -0.245943253 -0.000179147 64.92784365LDLAGRDLTDYLMK 2 316659409 2xTMT6plex [N-Term; K14] 2.042 3.213769436 3.38 1 2082.166933 3 694.7287598 2.302104985 0.001597789 81.19913681DLTDYLMK 85 316659409 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.99 1.048 1.008 2.832172871 41.46 0 1472.807088 2 728.9095459 -0.245943253 -0.000179147 64.92784365IIAPPER 18 316659409 1xTMT6plex [N-Term] 1 1.024 1.032 2.31810832 19.76 0 1024.635246 2 512.8209229 -0.66112978 -0.000338708 33.60429587IIAPPERK 4 316659409 2xTMT6plex [N-Term; K8] 1.723 1.349 2.181384563 7.01 1 1381.893141 3 461.3026123 0.102905252 4.74E-05 37.93386939316983130 RPL36A-HNRNPH2 RPL36A-HNRNPH2 protein isoform a 100529097 NP_001186902.1 27.27272727 1 1 5 54 154 17.718 10.36 0.99 1.05 1.03 1.02 Significant 0.000297

LECVEPNCR 14 316983130 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C8] 1.254 1.349 1.037 3.456718206 31.77 0 1405.676536 2 703.3421021 0.278379522 0.000195656 29.72941848
GKDSLYAQGK 6 316983130 3xTMT6plex [N-Term; K2; K10] 0.987 1.048 1.028 3.999410391 23.39 1 1754.041545 3 585.3521118 0.134950748 7.89E-05 33.00936676HFELGGDK 27 316983130 2xTMT6plex [N-Term; K8] 0.813 0.792 0.893 3.259357214 28.85 0 1360.762521 3 454.2587585 -0.587042355 -0.000266275 36.88118422KQSGYGGQTKPIFR 1 316983130 3xTMT6plex [N-Term; K1; K10] 1.791 2.304451704 1 2254.327497 4 564.336731 -1.065959528 -0.000600755 38.14108263HFELGGDKK 6 316983130 3xTMT6plex [N-Term; K8; K9] 0.945 0.99 1.011 2.179357529 8.61 1 1718.020416 4 430.260498 -0.147764542 -6.35E-05 36.27148276

316983160 NDUFS1 NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial isoform 5 4719 NP_001186913.1 37.78677463 1 20 20 123 741 80.945 6.64 1.19 1.14 1.16 1.16 Significant 0.000156
GNDMQVGTYIEK 6 316983160 2xTMT6plex [N-Term; K12] 1.175 1.281 0.887 4.356583118 61.82 0 1812.956606 2 906.9817505 -0.210326842 -0.000190657 51.13725009DVAAIAGGLVDAEALVALK 4 316983160 2xTMT6plex [N-Term; K19] 1.16 1.202 6.360133171 45.52 0 2254.342254 3 752.1187744 -0.214868799 -0.000161463 111.7322302KPMVVLGSSALQR 6 316983160 2xTMT6plex [N-Term; K1] 1.012 1.247 1.23 4.720349789 32.53 0 1844.119195 3 615.3779297 0.02225046 1.37E-05 52.30163314ALSEIAGMTLPYDTLDQVR 5 316983160 1xTMT6plex [N-Term] 1.472 100 5.497383595 52.37 0 2322.221263 3 774.7453613 0.115115807 8.91E-05 89.14803736VLFLLGADGGCITR 12 316983160 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.305 1.068 1.205 3.812566519 43.05 0 1720.961742 3 574.3251953 -0.412363902 -0.000236554 87.95196015LVNQQLLADPLVPPQLTIK 6 316983160 2xTMT6plex [N-Term; K19] 1.282 1.381 5.568624973 46.91 0 2558.568566 3 853.5258789 -2.142741579 -0.00182745 101.5941966NDGAAILAAVSSIAQK 12 316983160 2xTMT6plex [N-Term; K16] 1.208 1.209 1.227 5.203725338 74.43 0 1987.158811 2 994.0822144 -0.834728988 -0.00082937 97.57582014ILQDIASGSHPFSQVLK 2 316983160 2xTMT6plex [N-Term; K17] 1.207 4.364789963 41.27 0 2298.322188 3 766.7791748 0.340902623 0.000261168 82.63341137VDSDTLCTEEVFPTAGAGTDLR 4 316983160 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.196 100 3.19063735 51.38 0 2583.244578 2 1292.125854 -0.056272498 -7.27E-05 62.80664385

DCFIIYQGHHGDVGAPIADVILPGAAYTEK 8 316983160 2xTMT6plex [N-Term; K30]; 1xCarbamidomethyl [C2] 1.434 0.91 1.432 5.581515312 26.97 0 3685.908874 4 922.2324829 -0.209408155 -0.000192965 82.60089215FASEIAGVDDLGTTGR 12 316983160 1xTMT6plex [N-Term] 1.394 1.123 1.219 5.511744022 64.97 0 1837.949323 2 919.4794922 1.297775173 0.001192623 61.00936216GWNILTNSEK 6 316983160 2xTMT6plex [N-Term; K10] 1.44 0.997 1.099 3.606082439 43.88 0 1619.915727 2 810.460083 -1.751846919 -0.001418922 59.76915754MTSGVTGDWK 4 316983160 2xTMT6plex [N-Term; K10] 1.032 1.141 3.265724659 42.64 0 1539.824135 2 770.414978 -0.945345172 -0.000727833 49.86643378SATYVNTEGR 6 316983160 1xTMT6plex [N-Term] 1.352 1.149 1.322 4.215869427 43.11 0 1326.68511 2 663.8455811 -0.922683624 -0.000612055 19.61715148DFYMTDSISR 6 316983160 1xTMT6plex [N-Term] 1.059 1.506 0.855 3.71293211 37.92 0 1463.703796 2 732.3544312 -1.510158898 -0.001105213 57.75756073FEAPLFNAR 6 316983160 1xTMT6plex [N-Term] 1.114 1.132 1.321 3.548942089 35.95 0 1293.715288 2 647.3613281 0.071113019 4.60E-05 61.84858035MCLVEIEK 6 316983160 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.126 0.943 0.949 3.125587702 40.42 0 1479.831529 2 740.4197388 0.454030779 0.000335945 64.27171036LEEVSPNLVR 2 316983160 1xTMT6plex [N-Term] 1.013 3.173064232 22.2 0 1384.799745 2 692.9022827 -1.773982354 -0.001228305 50.19010949SWLHNDLK 6 316983160 2xTMT6plex [N-Term; K8] 1.206 1.163 1.006 3.564139128 31.81 0 1470.84692 3 490.9535217 -0.617042087 -0.000302525 43.53859546LSVAGNCR 4 316983160 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.276 1.553 2.389986992 14.27 0 1105.598544 2 553.3028564 -0.097150431 -5.37E-05 24.26509653321267469 SAFB scaffold attachment factor B1 isoform 1 6294 NP_001188267.1 35.00545256 1 17 28 214 917 102.793 5.49 1.39 1.38 1.34 1.37 Significant 0.000124 AIEDEGGNPDEIEITSEGNKK 12 321267469 3xTMT6plex [N-Term; K20; K21] 1.531 1.119 1.199 7.176776409 47.71 1 2932.535436 3 978.1829224 -0.416796381 -0.000407423 48.52425522EPAEQPGDGER 8 321267469 1xTMT6plex [N-Term] 1.116 1.541 1.418 3.985340834 45.48 0 1413.680752 2 707.3433838 -0.892331506 -0.000630736 15.66878429ESSTSEGADQK 12 321267469 2xTMT6plex [N-Term; K11] 1.617 1.41 1.554 4.314414501 57.76 0 1596.811716 2 798.9091187 -0.472745349 -0.000377443 16.05671804ELPEQLQEHAIEDK 2 321267469 2xTMT6plex [N-Term; K14] 1.196 4.676047802 34.65 0 2137.154119 3 713.0571289 1.269996733 0.000904726 51.33114024KLAEEEDLFDSAHPEEGDLDLASESTAHAQSSK 2 321267469 3xTMT6plex [N-Term; K1; K33] 1.898 8.343025208 57.32 1 4244.10858 5 849.6266479 -1.047782785 -0.000889381 60.85115398ELPEQLQEHAIEDKETINNLDTSSSDFTILQEIEEPSLEPENEK 2 321267469 3xTMT6plex [N-Term; K14; K44] 1.384 8.207092285 7.72 1 5768.900884 5 1154.583008 -2.5918191 -0.00299039 95.61162735
AIEDEGGNPDEIEITSEGNK 4 321267469 2xTMT6plex [N-Term; K20] 1.092 1.002 4.309055805 53.24 0 2575.277541 3 859.0968018 -0.655900786 -0.000563042 48.09913485LAEEEDLFDSAHPEEGDLDLASESTAHAQSSK 8 321267469 2xTMT6plex [N-Term; K32] 1.391 2.035 8.84900856 49.08 0 3886.850685 4 972.467041 -1.119414625 -0.001087749 63.37353737SEPVKEESSELEQPFAQDTSSVGPDR 14 321267469 2xTMT6plex [N-Term; K5] 1.439 2.002 1.283 6.285339832 48.16 1 3306.63778 3 1102.883545 -0.513544116 -0.000566035 59.83110188

KFDFDACNEVPPAPK 16 321267469 3xTMT6plex [N-Term; K1; K15]; 1xCarbamidomethyl [C7] 1.236 1.177 1.35 4.987826824 23.71 1 2422.304378 3 808.1066895 0.469226488 0.00037887 60.79718334
ILDILGETCK 21 321267469 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.451 1.297 1.338 3.866903305 49.77 0 1619.94425 3 540.6533813 0.827375984 0.000446768 82.99761485REPAEQPGDGER 12 321267469 1xTMT6plex [N-Term] 2.162 1.531 1.524 5.247811317 49.7 1 1569.781863 3 523.9309692 -2.235294749 -0.001169642 14.5874112DGWGGYGSDK 6 321267469 2xTMT6plex [N-Term; K10] 0.965 0.962 0.996 3.940856457 44.41 0 1499.753079 2 750.3799438 -0.311761112 -0.000233782 36.54571312SWQGTADGGMMDR 6 321267469 1xTMT6plex [N-Term]; 2xOxidation [M10; M11] 1.119 1.602 1.231 2.799605131 36.29 0 1672.725671 2 828.8676758 -1.618414754 -0.001340639 28.67946212DDAYWPEAK 6 321267469 2xTMT6plex [N-Term; K9] 1.338 1.625 1.283 3.900348663 36.89 0 1552.80478 2 776.9064331 0.52146989 0.00040487 44.37347045ADSLLAVVK 19 321267469 2xTMT6plex [N-Term; K9] 1.227 1.378 1.244 3.868009329 55.84 0 1373.876823 2 687.4432373 1.728924556 0.001187665 69.09115576NFWVSGLSSTTR 2 321267469 1xTMT6plex [N-Term] 1.844 3.568384647 32.88 0 1583.837922 2 792.4212646 -1.685205972 -0.001334547 59.67694928SWQGTADGGMMDR 2 321267469 1xTMT6plex [N-Term]; 1xOxidation [M10] 1.131 2.405866861 36.4 0 1656.730756 2 828.8676758 -1.618414754 -0.001340639 28.67946212GVPVISVK 8 321267469 2xTMT6plex [N-Term; K8] 1.372 1.509 1.369 3.003761053 38.34 0 1256.83423 2 628.9204102 -0.545782 -0.000342979 53.19518245ELVEGEMK 6 321267469 2xTMT6plex [N-Term; K8] 1.306 1.409 1.348 2.938853979 44.17 0 1392.780873 2 696.8936157 -0.659489734 -0.000459262 38.745011KGDDGSGEK 4 321267469 3xTMT6plex [N-Term; K1; K9] 1.586 1.175 2.719847679 5.8 1 1579.889462 3 527.3009644 -0.710007644 -0.000373911 18.32440134NVDSSGNK 6 321267469 2xTMT6plex [N-Term; K8] 1.766 1.536 1.286 2.936964035 23.03 0 1278.7054 2 639.855957 -0.59653107 -0.000381394 17.75362753SWQGTADGGMMDR 2 321267469 1xTMT6plex [N-Term] 1.176 3.668464899 27.53 0 1640.735841 2 828.8676758 -1.618414754 -0.001340639 28.67946212EGQHYPER 6 321267469 1xTMT6plex [N-Term] 1.057 1.34 1.441 3.042146921 14.66 0 1244.622115 3 415.5456543 0.236329261 9.80E-05 15.12999612SKDQDDQKPGPSER 7 321267469 3xTMT6plex [N-Term; K2; K8] 0.88 1.675 1.747 4.623592377 2.26 1 2274.229299 3 758.7481689 0.287858369 0.000218219 18.54298605SVVSFDK 6 321267469 2xTMT6plex [N-Term; K7] 1.412 1.392 1.302 2.868453026 33.74 0 1239.73491 2 620.3708496 -0.392762393 -0.000243461 45.90132924AKNEPVGK 4 321267469 3xTMT6plex [N-Term; K2; K8] 2.093 1.404 3.410327435 9.08 1 1529.961839 3 510.6585999 -0.387211915 -0.000197473 23.72099362FHDFDHR 4 321267469 1xTMT6plex [N-Term] 1.408 1.33 2.658362627 15.73 0 1202.590422 3 401.5350647 0.182374475 7.31E-05 21.57115515MQAQWER 6 321267469 1xTMT6plex [N-Term] 1.163 1.016 1.327 2.491343498 27.51 0 1177.598543 2 589.3024902 -0.712909552 -0.000419761 27.88597493MSSPEDDSDTKR 1 321267469 2xTMT6plex [N-Term; K11] 1.454 3.126107454 1 1825.900213 3 609.3051147 0.316593578 0.000192689 19.17054303

319655561 ALDH7A1 alpha-aminoadipic semialdehyde dehydrogenase isoform 2 501 NP_001188306.1 67.90606654 1 29 29 602 511 55.331 6.86 0.88 0.87 0.86 0.87 Significant 0.000044
GEVITTYCPANNEPIAR 16 319655561 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.808 0.988 0.94 5.036056519 54.95 0 2134.080019 2 1067.541748 -1.780554719 -0.001899923 45.19106912GAPTTSLISVAVTK 28 319655561 2xTMT6plex [N-Term; K14] 1.059 1.079 1.078 4.991744041 79.41 0 1803.099171 2 902.0531616 -0.068863551 -6.21E-05 70.48172656VNLLSFTGSTQVGK 66 319655561 2xTMT6plex [N-Term; K14] 0.895 0.939 0.951 5.287672043 72.66 0 1909.115883 2 955.0610352 -0.57081789 -0.000544879 78.43935879

VLEDNKLPGAICSLTCGGADIGTAMAK 33 319655561 3xTMT6plex [N-Term; K6; K27]; 2xCarbamidomethyl [C12; C16] 1.166 1.142 1.46 8.021850586 47.62 1 3449.840943 4 863.215332 -0.418858441 -0.000361249 86.78875824
VLEDNKLPGAICSLTCGGADIGTAMAK 12 319655561 3xTMT6plex [N-Term; K6; K27]; 1xOxidation [M25]; 2xCarbamidomethyl [C12; C16] 1.221 1.84 1.622 6.381269932 31.38 1 3465.835858 4 863.215332 -0.418858441 -0.000361249 86.78875824

VGNPWDPNVLYGPLHTK 18 319655561 2xTMT6plex [N-Term; K17] 0.734 0.767 0.762 6.16503191 50.21 0 2365.306872 3 789.1063232 -1.038128907 -0.000818498 72.93947457QASVADYEETVKK 6 319655561 3xTMT6plex [N-Term; K12; K13] 1.198 1.036 1.036 4.628251076 26.99 1 2155.22136 3 719.0787964 0.220770899 0.000158603 45.93826083
VMDRPGNYVEPTIVTGLGHDASIAHTETFAPILYVFK 4 319655561 2xTMT6plex [N-Term; K37] 1.016 0.889 7.567773819 13.23 0 4517.394312 5 907.4827271 -1.036424595 -0.000939703 102.1616391
VMDRPGNYVEPTIVTGLGHDASIAHTETFAPILYVFK 10 319655561 2xTMT6plex [N-Term; K37]; 1xOxidation [M2] 1.053 1.021 1.006 8.2093153 23.71 0 4533.389227 5 907.4827271 -1.036424595 -0.000939703 102.1616391

VLEDNKLPGAICSLTCGGADIGTAMAKDER 6 319655561 3xTMT6plex [N-Term; K6; K27]; 2xCarbamidomethyl [C12; C16] 100 1.45 100 7.290810585 21.16 2 3850.01159 4 963.2559204 -2.529446768 -0.0024346 80.46135584
KEGGTVVYGGK 12 319655561 3xTMT6plex [N-Term; K1; K11] 0.976 0.918 0.975 4.942174911 42.31 1 1782.072846 2 891.5394897 -0.641240797 -0.000571369 32.82992388IQVLGSLVSLEMGK 36 319655561 2xTMT6plex [N-Term; K14]; 1xOxidation [M12] 0.998 1.003 1.078 5.039391041 43.91 0 1948.155306 2 966.5838013 -0.033589829 -3.25E-05 105.4801884IQVLGSLVSLEMGK 16 319655561 2xTMT6plex [N-Term; K14] 0.872 0.857 0.887 5.264285564 69.55 0 1932.160391 2 966.5838013 -0.033589829 -3.25E-05 105.4801884MSTLLINQPQYAWLK 26 319655561 2xTMT6plex [N-Term; K15] 0.778 0.794 0.836 4.785871983 56.06 0 2264.287716 2 1132.645264 -1.972265369 -0.002232888 91.51802406MSTLLINQPQYAWLK 6 319655561 2xTMT6plex [N-Term; K15]; 1xOxidation [M1] 1.07 0.813 3.711675644 33.75 0 2280.282631 2 1132.645264 -1.972265369 -0.002232888 91.51802406

GSDCGIVNVNIPTSGAEIGGAFGGEK 35 319655561 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C4] 0.841 0.898 0.947 7.342819691 73.48 0 2964.513706 3 988.8429565 0.205864761 0.00020343 73.73191162LFIHESIHDEVVNR 22 319655561 1xTMT6plex [N-Term] 0.708 0.728 0.801 6.451154709 60.09 0 1937.044226 4 485.0162659 -0.51231842 -0.000248096 54.5359479FKNEEEVFAWNNEVK 10 319655561 3xTMT6plex [N-Term; K2; K15] 0.88 0.837 0.918 6.42036438 31.68 1 2570.3858 3 857.4664307 -0.412695951 -0.000353596 67.15915549
LPGAICSLTCGGADIGTAMAK 8 319655561 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C6; C10] 0.697 0.715 0.722 5.809330463 51.76 0 2522.318107 3 841.4436035 -0.733390099 -0.000616614 82.47674012

QAVSMFLGAVEEAK 14 319655561 2xTMT6plex [N-Term; K14]; 1xOxidation [M5] 0.829 0.79 0.806 5.406291008 75.1 0 1954.07197 2 969.5425415 0.387635678 0.000375634 92.05110342QAVSMFLGAVEEAK 28 319655561 2xTMT6plex [N-Term; K14] 0.658 0.698 0.778 5.082448006 81.61 0 1938.077055 2 969.5425415 0.387635678 0.000375634 92.05110342QASVADYEETVK 12 319655561 2xTMT6plex [N-Term; K12] 0.855 0.759 0.694 3.613315821 43.9 0 1797.963465 2 899.4855957 0.250086422 0.000224823 114.6191316STLLINQPQYAWLK 5 319655561 2xTMT6plex [N-Term; K14] 0.601 0.635 0.625 41.08 0 2133.247232 2 1067.127441 0.175442628 0.000187131 83.50228549QGLSSSIFTK 12 319655561 2xTMT6plex [N-Term; K10] 0.85 0.852 0.789 4.07823658 51.6 0 1525.899015 2 763.4526978 -0.586993097 -0.000447846 54.02217163
LPGAICSLTCGGADIGTAMAK 4 319655561 2xTMT6plex [N-Term; K21]; 1xOxidation [M19]; 2xCarbamidomethyl [C6; C10] 0.605 0.631 3.37097168 27.37 0 2538.313022 3 841.4436035 -0.733390099 -0.000616614 82.47674012

NEEEVFAWNNEVK 10 319655561 2xTMT6plex [N-Term; K13] 0.659 0.73 0.686 3.272852659 26.27 0 2066.059491 3 689.357666 -0.506230885 -0.000348634 60.70593327ILVEGVGEVQEYVDICDYAVGLSR 5 319655561 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.01 2.672008514 15.78 0 2912.49129 3 971.4995117 -2.509313512 -0.002436118 108.8711385EGGTVVYGGK 14 319655561 2xTMT6plex [N-Term; K10] 0.845 0.8 0.745 4.229607582 46.54 0 1424.814951 2 712.9104004 -1.001174749 -0.000713244 31.73703567MIGGPILPSER 18 319655561 1xTMT6plex [N-Term] 0.813 0.843 0.821 3.635134935 44.59 0 1398.797637 2 699.9016113 -1.208855166 -0.000845472 64.43961155STCTINYSK 11 319655561 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.833 1.104 1.209 3.948865175 55.16 0 1531.81905 2 766.411499 -2.172961046 -0.001664292 30.2853953
DLPLAQGIK 18 319655561 2xTMT6plex [N-Term; K9] 0.843 0.872 0.847 3.772132397 48.52 0 1412.887722 2 706.9473267 -0.244173463 -0.000172495 60.7488778IWADIPAPK 37 319655561 2xTMT6plex [N-Term; K9] 0.868 0.854 0.878 3.81409812 41.81 0 1468.892807 2 734.949585 -0.622093131 -0.000456894 69.57932896QVGLMVQER 6 319655561 1xTMT6plex [N-Term] 0.935 0.913 0.933 3.73557806 29.85 0 1288.724472 2 644.8643799 -2.319296669 -0.001494467 37.73236786ESGSDAWK 18 319655561 2xTMT6plex [N-Term; K8] 0.906 0.887 0.851 2.932238817 44.35 0 1337.710151 2 669.3582153 -0.74546488 -0.000498608 31.27127402QIGDALR 4 319655561 1xTMT6plex [N-Term] 0.928 0.893 2.442139149 35.56 0 1001.59411 2 501.3001404 -1.104048307 -0.000552904 29.73196281QVGLMVQER 16 319655561 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.915 0.795 0.788 2.085645199 24.01 0 1304.719387 2 644.8643799 -2.319296669 -0.001494467 37.73236786319918873 CORO7-PAM16 CORO7-PAM16 protein 100529144 NP_001188408.1 24.61832061 1 16 16 85 1048 114.095 6.33 1.18 1.23 1.2 1.2 Significant 0.000146 VPAEGLEEVLTTPETVLTGHTEK 12 319918873 2xTMT6plex [N-Term; K23] 1.461 1.071 1.651 7.337407112 63.06 0 2908.591939 4 727.9026489 -1.091076693 -0.000793374 93.26780779

AVEFHEDLFPDTAGCVPATDPHSWWAGDNQQVQK 2 319918873 2xTMT6plex [N-Term; K34]; 1xCarbamidomethyl [C15] 1.305 4.448082924 19.8 0 4311.060576 4 1078.517456 -2.918439913 -0.003145393 76.57001643VLQLSDTAIVPIGYHVPR 6 319918873 1xTMT6plex [N-Term] 1.345 1.779 1.489 7.736101627 54.49 0 2207.274954 3 736.4295654 -0.367439922 -0.000270347 78.47886981SAAASNLSGLSLQEAQQILNVSK 7 319918873 2xTMT6plex [N-Term; K23] 1.337 1.299 7.335830688 78.96 0 2787.561642 3 929.8574219 -1.409810976 -0.001309978 91.97790797VAHLGCHSDLVTDLDFSPFDDFLLATGSADR 4 319918873 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.248 0.542 7.646757603 33.12 0 3620.752877 4 905.942688 -1.092387967 -0.000988817 100.491202VAVPLLSSGGQVAVLELR 8 319918873 1xTMT6plex [N-Term] 1.244 1.344 1.128 5.57601738 71.99 0 2037.226941 3 679.7458496 -1.936810178 -0.001315241 95.4549869SVGGSFYLQSK 4 319918873 2xTMT6plex [N-Term; K11] 0.611 0.813 3.468282938 43.21 0 1630.920478 2 815.9625854 -1.584376183 -0.001291996 51.95535921SLQSLLGPSSK 6 319918873 2xTMT6plex [N-Term; K11] 1.259 1.127 1.17 4.265374184 47.11 0 1574.951778 2 787.9782104 -1.672502992 -0.001317056 64.03826311
SSCSLIAFNSDRPGVLGIVPLQGQGEDK 3 319918873 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C3] 0.906 4.580888271 15.42 0 3402.80916 4 851.4589233 1.382342986 0.001175962 84.14170619

LSPEEVQK 6 319918873 2xTMT6plex [N-Term; K8] 1.101 1.295 1.433 3.091389179 35.71 0 1387.819702 2 694.4142456 1.090135077 0.000756455 39.17068528SGPEPLQEGPGPK 2 319918873 2xTMT6plex [N-Term; K13] 1.19 3.819699764 15.67 0 1750.97397 3 584.3308105 2.231946729 0.001302694 35.94650106LAVAGEDAR 6 319918873 1xTMT6plex [N-Term] 1.012 1.107 1.004 3.435175896 40.76 0 1130.636703 2 565.8208618 -1.995289187 -0.001127974 26.74324327GLVLLPK 6 319918873 2xTMT6plex [N-Term; K7] 1.283 1.379 1.293 2.421441793 30.11 0 1197.833501 2 599.4205322 0.239109296 0.000143207 67.46369491NYEHLFK 6 319918873 2xTMT6plex [N-Term; K7] 1.163 1.286 1.124 2.893532991 15.54 0 1408.798907 3 470.2706909 -0.984687088 -0.000462409 46.01694351ESWISDIR 5 319918873 1xTMT6plex [N-Term] 0.984 0.796 0.781 3.088125944 26.91 0 1234.662918 2 617.8336792 -2.296903488 -0.001417951 52.22529624IQAQEDREK 2 319918873 2xTMT6plex [N-Term; K9] 1.348 2.059334517 1.35 1 1574.890241 3 525.6350708 0.265670796 0.000139467 20.2890189320118922 PLSCR3 phospholipid scramblase 3 57048 NP_001188505.1 13.55932203 1 3 3 24 295 31.628 6.65 0.9 1.01 0.89 0.93 Significant 0.00169 VETFLGWETCNR 6 320118922 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.532 0.613 0.443 4.011442661 22.66 0 1740.857671 2 870.9327393 0.304852966 0.000265353 68.86588259EALTDADDFGLQFPLDLDVR 12 320118922 1xTMT6plex [N-Term] 1.408 2.27 1.246 5.344686031 53.38 0 2479.2554 3 827.0910645 1.306807429 0.00107997 100.0813545FSIQDADR 6 320118922 1xTMT6plex [N-Term] 1.106 1.159 1.2 3.222177744 31.03 0 1180.615967 2 590.8102417 -2.338373899 -0.001380361 36.88976174321117267 HSPE1-MOB4 HSPE1-MOB4 protein 100529241 NP_001189414.1 40.61302682 1 5 10 206 261 29.718 6.16 0.95 0.97 0.95 0.95 Significant 0.0000486 VLQATVVAVGSGSK 58 321117267 2xTMT6plex [N-Term; K14] 0.925 0.929 0.927 5.713442326 102.97 0 1774.083855 2 887.539917 -6.368208353 -0.005648868 61.53050002QIFDEYENETFLCHR 4 321117267 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.24 1.03 4.529589653 34.36 0 2230.043634 3 744.0192871 -0.146060763 -0.000108574 61.79785021DNLIVPILEEEVQNSVSGESEA 9 321117267 1xTMT6plex [N-Term] 1.186 1.246 0.974 3.116020918 31.08 0 2600.314037 3 867.4391479 -4.286610073 -0.003715511 103.2895055ECPAIDYTR 12 321117267 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.157 1.047 1.094 3.563981295 41.75 0 1353.667017 2 677.3372192 0.106980935 7.24E-05 43.78326263SAAETVTK 19 321117267 2xTMT6plex [N-Term; K8] 0.94 1.009 0.946 3.85208869 49.9 0 1264.751288 2 632.8794556 0.274127266 0.000173351 22.71824855GGIMLPEK 24 321117267 2xTMT6plex [N-Term; K8] 0.947 0.933 0.977 3.332773209 36.51 0 1302.785565 2 651.8960571 -0.55822862 -0.000363626 53.27363356KFLPLFDR 18 321117267 2xTMT6plex [N-Term; K1] 1.132 1.118 1.295 3.855854034 21.19 1 1493.924442 3 498.6463623 0.061639036 3.07E-05 69.51194307
ADCSNIDK 12 321117267 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.059 1.078 1.176 3.408820868 42.39 0 1380.719336 2 690.8623047 -1.450885019 -0.001001632 21.55401492
GGIMLPEK 31 321117267 2xTMT6plex [N-Term; K8]; 1xOxidation [M4] 0.878 0.878 0.883 2.507663727 30.93 0 1318.78048 2 651.8960571 -0.55822862 -0.000363626 53.27363356FLPLFDR 18 321117267 1xTMT6plex [N-Term] 0.895 0.911 0.851 2.668374538 27.12 0 1136.666547 2 568.836853 -0.103095594 -5.86E-05 78.46334804HTLDGAACLLNSNK 1 321117267 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 1.189 3.414156914 0 1972.068616 3 658.0283203 0.908547241 0.000597239 48.75547825321400107 CUX1 protein CASP isoform d 1523 NP_001189472.1 4.683377309 1 6 6 21 1516 165.587 5.86 1.26 1.05 1.19 1.17 Significant 0.00279 LIDVPDPVPALDLGQQLQLK 6 321400107 2xTMT6plex [N-Term; K20] 1.085 1.216 1.203 4.306293488 76.62 0 2630.55331 3 877.5230713 0.513579095 0.000450332 106.8727118SFQGEIDALSK 2 321400107 2xTMT6plex [N-Term; K11] 1.177 3.798319101 28.98 0 1652.925958 2 826.9642334 -2.884190368 -0.002383677 62.31144105ASETGSDEAIK 2 321400107 2xTMT6plex [N-Term; K11] 1.65 2.942993641 32.38 0 1565.842287 2 783.4259644 1.510133528 0.001182315 26.3127714TKYDEETTAK 6 321400107 3xTMT6plex [N-Term; K2; K10] 1.35 1.988 1.122 2.522783756 9.54 1 1873.05217 3 625.0213013 -1.505073618 -0.000939694 26.09045873TELFDLK 4 321400107 2xTMT6plex [N-Term; K7] 1.233 1.176 2.708503485 6.63 0 1323.792424 2 662.4004517 0.908254414 0.00060117 64.48877055ELDATATVLANR 1 321400107 1xTMT6plex [N-Term] 0.663 1.794436812 0 1502.837587 2 751.9181519 -5.696097259 -0.004280155 45.34967215321400118 SYNJ2BP-COX16 SYNJ2BP-COX16 protein isoform 1 100529257 NP_001189476.1 32.98429319 1 4 4 30 191 21.321 5.48 0.96 1.13 1.09 1.06 Significant 0.00234 GPSGLGFNIVGGTDQQYVSNDSGIYVSR 2 321400118 1xTMT6plex [N-Term] 0.527 5.239449501 47.88 0 3116.548622 3 1039.520874 -0.177423732 -0.000184317 72.92023655VDYLVTEEEINLTR 12 321400118 1xTMT6plex [N-Term] 0.894 1.134 1.122 4.738708019 54.9 0 1923.027238 3 641.6803589 -0.371825125 -0.000238343 74.94610022NLLHQDAVDLFR 8 321400118 1xTMT6plex [N-Term] 0.969 1.018 1.081 4.822528362 47.9 0 1669.92232 3 557.3112183 -1.927356024 -0.001072845 62.82154132NAGYAVSLR 8 321400118 1xTMT6plex [N-Term] 0.951 1.392 1.096 3.092909813 19.73 0 1179.668337 2 590.3377075 -0.168717707 -9.95E-05 33.22475026322303127 RPS10 40S ribosomal protein S10 6204 NP_001190174.1 53.93939394 1 10 11 209 165 18.886 10.15 1.03 1.08 1.07 1.06 Significant 0.000208 DYLHLPPEIVPATLR 56 322303127 1xTMT6plex [N-Term] 0.982 1.014 1.075 5.010527134 38.74 0 1963.121414 3 655.0457764 0.693880446 0.000454057 76.247457KAEAGAGSATEFQFR 10 322303127 2xTMT6plex [N-Term; K1] 0.991 1.232 1.022 5.765096188 45 1 2028.09146 3 676.701416 -0.870159537 -0.000588254 39.94996843AEAGAGSATEFQFR 2 322303127 1xTMT6plex [N-Term] 0.908 3.885032177 31.7 0 1670.833565 2 835.9203491 -0.085572744 -7.15E-05 42.33454393IAIYELLFK 26 322303127 2xTMT6plex [N-Term; K9] 1.172 1.181 1.102 4.074336052 40.53 0 1567.986373 2 784.4962769 -0.698978691 -0.000547995 110.1274006NVPNLHVMK 6 322303127 2xTMT6plex [N-Term; K9] 1.064 1.094 1.04 4.016023159 37.93 0 1509.897575 3 503.97052 -0.37623175 -0.000189357 47.24067887GLEGERPAR 22 322303127 1xTMT6plex [N-Term] 1.126 1.158 1.02 3.748130083 35.89 0 1213.68505 3 405.2335815 0.940333661 0.000380423 21.95875698SAVPPGADK 33 322303127 2xTMT6plex [N-Term; K9] 0.961 0.995 1.002 3.484891891 38.32 0 1299.767272 2 650.3862305 -1.606381807 -0.001043961 27.55122645GEADRDTYR 14 322303127 1xTMT6plex [N-Term] 1.257 1.116 1.091 4.049220085 27.17 1 1311.649058 3 437.8875732 -0.680039704 -0.000297324 14.77805776SAVPPGADKK 12 322303127 3xTMT6plex [N-Term; K9; K10] 1.344 1.365 1.167 3.462653399 8.6 1 1657.025167 3 553.0127563 -0.875911278 -0.000483802 28.84345314HPELADK 22 322303127 2xTMT6plex [N-Term; K7] 0.998 1.011 1.087 3.077632427 31.38 0 1267.741058 3 423.2521973 0.773838529 0.000327009 23.10389066EGVMVAK 6 322303127 2xTMT6plex [N-Term; K7] 0.956 0.994 0.961 2.907862186 35.46 0 1191.717151 2 596.3622437 0.050066148 2.98E-05 37.7022636323276670 MINOS1 MICOS complex subunit MIC10 isoform c 440574 NP_001191012.1 5.714285714 1 1 1 6 140 15.119 7.84 1.08 1.04 1.13 1.08 Significant 0.000577
CLADAVVK 6 323276670 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 1.081 1.035 1.133 3.379772663 32.39 0 1333.791379 2 667.399231 -0.145102106 -9.68E-05 46.55272237

323462147 MBD1 methyl-CpG-binding domain protein 1 isoform 6 4152 NP_001191065.1 13.58778626 1 5 5 28 655 72.079 8.78 1.18 1.14 1.04 1.12 Significant 0.00138
LAPEEEAGGAGTPVITEIFSLGGTR 6 323462147 1xTMT6plex [N-Term] 1.026 0.889 0.778 6.980119228 69.34 0 2701.424591 3 901.1460571 -0.360003861 -0.000324174 98.68726547

YLGPACDLTLFDFK 10 323462147 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.39 1.265 1.144 4.774580956 39.63 0 2118.13457 3 706.7186279 3.191614526 0.002253423 99.01352735
ADTQDEWTPGTAVLTSPVLVPGCPSK 4 323462147 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C23] 0.902 0.884 4.632071495 17.74 0 3184.660036 3 1062.225098 0.221005929 0.00023461 83.60164459

TAQPDHTQAPTK 6 323462147 2xTMT6plex [N-Term; K12] 1.005 1.009 0.938 3.682898521 22.86 0 1752.964468 3 584.993103 0.164054684 9.59E-05 18.40461165SDTYYQSPTGDR 2 323462147 1xTMT6plex [N-Term] 3.476 3.137883902 27.04 0 1618.754646 2 809.8817139 0.930069532 0.000752777 21.3055467323668286 TBC1D10A TBC1 domain family member 10A isoform 1 83874 NP_001191169.1 11.26213592 1 5 5 12 515 57.898 8.5 0.94 1.1 0.88 0.97 Significant 0.00452
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

IMQEAFLVQEVVELPVTER 2 323668286 1xTMT6plex [N-Term] 0.33 5.05956459 23.49 0 2459.341713 3 820.451355 -0.895023486 -0.000733723 111.4038149LPLDAPLPGSK 2 323668286 2xTMT6plex [N-Term; K11] 0.863 3.368512869 28.52 0 1565.9667 3 522.6602173 -0.384180922 -0.000200538 70.9548185AWQYLSGGK 2 323668286 2xTMT6plex [N-Term; K9] 1.096 3.8461833 38.49 0 1467.83602 2 734.4216919 0.059059092 4.33E-05 58.5483344APAAGESLSGTR 4 323668286 1xTMT6plex [N-Term] 0.885 1.281 3.569084167 26.42 0 1345.727309 2 673.3674316 0.206513792 0.000138956 24.65200493WLDVIER 2 323668286 1xTMT6plex [N-Term] 1.116 2.227919579 8.02 0 1159.667275 2 580.336853 -0.729015409 -0.000422708 65.54543935325120986 RBM10 RNA-binding protein 10 isoform 5 8241 NP_001191397.1 13.16582915 1 10 11 42 995 110.299 6.28 1.31 1.35 1.22 1.29 Significant 0.000882 AHLSENELEALEK 2 325120986 2xTMT6plex [N-Term; K13] 1.026 5.5893507 35.71 0 1941.069327 3 647.6939087 -1.109855146 -0.000718102 51.85136917GFAFVEFSHLQDATR 6 325120986 1xTMT6plex [N-Term] 1.092 1.304 1.016 4.397179127 41.1 0 1954.002027 3 652.0043945 -1.738220433 -0.001132162 71.86077627GSSYGVTSTESYK 6 325120986 2xTMT6plex [N-Term; K13] 0.96 1.576 1.373 4.94329977 77.9 0 1823.94273 2 912.4746094 -0.431784391 -0.000393775 34.33801408GQLQSHGVQAR 6 325120986 1xTMT6plex [N-Term] 1.32 1.469 1.133 4.621759892 50.35 0 1409.781076 3 470.5982361 -0.653057459 -0.000306889 16.82022131TEQGEEEEEEEDEEEEEK 2 325120986 2xTMT6plex [N-Term; K18] 1.242 5.153346062 54.28 0 2684.14704 3 895.3853149 -2.104320552 -0.001882769 26.86143064ESATADAGYAILEK 4 325120986 2xTMT6plex [N-Term; K14] 1.05 1.098 5.2117033 71.65 0 1897.031879 2 949.0161743 -3.588235529 -0.003403499 57.55167683YGGISTASVDFEQPTR 2 325120986 1xTMT6plex [N-Term] 0.94 3.139472008 34.18 0 1956.986436 2 978.9922485 -4.709184242 -0.004607905 52.37146448TINVEFAK 4 325120986 2xTMT6plex [N-Term; K8] 1.421 1.304 4.026464462 39.44 0 1379.829872 2 690.4186401 0.095064935 6.56E-05 57.88156521GPGITGTK 4 325120986 2xTMT6plex [N-Term; K8] 1.23 1.456 2.885501862 26.96 0 1188.735244 2 594.8689575 -3.874261288 -0.002302735 28.69694044EYGSQEGK 2 325120986 2xTMT6plex [N-Term; K8] 1.438 2.395313978 10.31 0 1355.720716 2 678.3640137 0.02567177 1.74E-05 19.28066491
LACLLCR 4 325120986 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 1.561 3.076 2.757277727 20.46 0 1134.632487 2 567.8197021 -0.316422392 -0.000179512 55.89964716

325301072 SSR4 translocon-associated protein subunit delta isoform 1 precursor 6748 NP_001191455.1 34.23913043 1 5 5 68 184 20.2 5.81 1.19 1.22 1.19 1.2 Significant 0.0000694
VQNMALYADVGGK 12 325301072 2xTMT6plex [N-Term; K13] 1.235 1.242 1.286 5.536744595 76.29 0 1824.008976 2 912.5061035 -2.217757042 -0.002022604 62.07226135NNEDISIIPPLFTVSVDHR 12 325301072 1xTMT6plex [N-Term] 1.226 1.003 1.071 5.019106388 49.56 0 2395.28189 3 799.0985107 -0.380257306 -0.000303608 89.33630687FFDEESYSLLR 18 325301072 1xTMT6plex [N-Term] 1.207 1.235 1.153 4.531198502 58.95 0 1634.826354 2 817.9172363 0.515061583 0.000421018 75.56726063YQVSWSLDHK 10 325301072 2xTMT6plex [N-Term; K10] 1.143 1.298 1.211 4.741162777 43.72 0 1720.942276 2 860.9747314 -0.052331433 -4.50E-05 51.16412239SAHAGTYEVR 16 325301072 1xTMT6plex [N-Term] 1.16 1.171 1.092 4.319718838 43.93 0 1319.690529 2 660.3484497 -0.686961009 -0.000453288 17.11675385325296984 RFC1 replication factor C subunit 1 isoform 2 5981 NP_001191676.1 5.226480836 1 6 6 22 1148 128.175 9.36 1.31 1.7 1.55 1.52 Significant 0.00554 IIDEDGLLNLIR 6 325296984 1xTMT6plex [N-Term] 2.206 2.002 2.078 4.469513416 53.92 0 1612.947138 2 806.9768677 -0.421023369 -0.000339544 95.56857298LTPTSVLDYFGTGSVQR 2 325296984 1xTMT6plex [N-Term] 0.897 3.759522676 16.09 0 2070.106886 3 690.708252 1.602284113 0.001105633 86.59073364ALTYDQAK 4 325296984 2xTMT6plex [N-Term; K8] 1.509 1.123 2.696735859 23.78 0 1367.793487 2 684.3999023 -0.70105064 -0.000479446 32.16922418EIEPVASK 2 325296984 2xTMT6plex [N-Term; K8] 1.136 2.736010551 24.08 0 1330.798238 2 665.9020996 -0.988422747 -0.000657696 36.25648992ETDVFWK 2 325296984 2xTMT6plex [N-Term; K7] 1.485 2.422186136 18.44 0 1382.772023 2 691.8896484 -0.002180403 -1.51E-06 56.78154461TAQVSDER 6 325296984 1xTMT6plex [N-Term] 1.112 1.792 1.712 2.091169357 18.61 0 1134.595232 2 567.8013306 0.134385205 7.62E-05 15.80008793325651853 ANO6 anoctamin-6 isoform d 196527 NP_001191732.1 5.585392052 1 3 3 11 931 108.362 7.87 0.83 1.21 0.83 0.96 Significant 0.0171 VHAPWEVLCTYAEIMHIK 2 325651853 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 1.209 5.978493214 43.63 0 2655.419142 4 664.6104126 0.25569245 0.000169743 103.8083772

VLSVDESIIKPEQEFFTAPFEK 5 325651853 3xTMT6plex [N-Term; K10; K22] 0.714 1.455 2.743636131 12.13 0 3240.801093 3 1080.933105 -5.038912689 -0.005443371 100.4314688SSAFGTLNWFTK 4 325651853 2xTMT6plex [N-Term; K12] 0.841 0.806 3.4130373 16 0 1816.999791 3 606.3366089 -2.486384349 -0.00150592 85.34190612
325652037 TCEB1 transcription elongation factor B polypeptide 1 isoform a 6921 NP_001191788.1 58.03571429 1 5 5 66 112 12.465 4.78 1.2 1.24 1.2 1.21 Significant 0.000121

AMLSGPGQFAENETNEVNFR 2 325652037 1xTMT6plex [N-Term] 1.024 4.779180527 53.49 0 2440.176438 3 814.0635986 -0.080232544 -6.53E-05 62.87434773LISSDGHEFIVK 16 325652037 2xTMT6plex [N-Term; K12] 1.06 1.054 1.011 4.947691441 66.92 0 1803.041656 2 902.0240479 -0.464141731 -0.000418433 60.65023732
TYGGCEGPDAMYVK 18 325652037 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 1.036 1.133 1.116 4.312632084 66.68 0 2005.976355 2 1003.491333 -0.481408653 -0.000482847 48.23935273

EHALTSGTIK 14 325652037 2xTMT6plex [N-Term; K10] 1.09 1.1 1.008 4.706553936 39.95 0 1514.894264 2 757.9509277 0.208132513 0.000157649 29.86734928EIPSHVLSK 16 325652037 2xTMT6plex [N-Term; K9] 1.41 1.559 1.58 4.217934608 39.05 0 1467.893535 2 734.4507446 0.46142162 0.000338659 42.33051757325910897 RAB43 ras-related protein Rab-43 isoform a 339122 NP_001191815.1 30.18867925 1 3 4 79 212 23.325 5.64 1.55 1.57 1.45 1.52 Significant 0.000593
EVSLAEAQSLAEHYDILCAIETSAK 14 325910897 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C18] 1.59 1.711 1.52 8.165537834 78.21 0 3206.665515 3 1069.557617 -2.250573833 -0.002405612 101.5583737

YAGSNIVQLLIGNK 6 325910897 2xTMT6plex [N-Term; K14] 1.397 1.431 3.958194017 41.18 0 1948.163168 3 650.059082 -0.243899617 -0.000158385 101.6452721IQIWDTAGQER 220 325910897 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161SSFLSVPHWIEDVR 4 325910897 1xTMT6plex [N-Term] 1.127 1.307 4.290645599 26.91 0 1901.011863 3 634.34198 -0.250692067 -0.000158856 78.58785566325910836 ISY1-RAB43 ISY1-RAB43 protein 100534599 NP_001191819.1 22.05438066 1 6 6 28 331 37.543 5.78 0.82 0.86 0.96 0.88 Significant 0.00223 YASETLQAQSEEAR 4 325910836 1xTMT6plex [N-Term] 1.549 0.736 3.936542749 57.6 0 1811.897287 2 906.4501953 -2.303069291 -0.002086462 29.5255568FIAHVPVPSQQEIEEALVR 11 325910836 1xTMT6plex [N-Term] 0.743 0.779 0.807 5.547159195 41.69 0 2391.323361 3 797.7766113 -3.378876215 -0.002693329 86.35976359QAQLEEGK 6 325910836 2xTMT6plex [N-Term; K8] 1.295 1.209 1.451 3.358659029 21.78 0 1360.783651 2 680.8950195 -0.652629461 -0.000444044 24.31269742IKELGGPDYGK 2 325910836 3xTMT6plex [N-Term; K2; K11] 2.304 2.511013031 0.86 1 1864.11471 3 622.0428467 -0.38817404 -0.0002412 45.37222077DLNDEINK 2 325910836 2xTMT6plex [N-Term; K8] 1.164 2.817446232 17.73 0 1418.78913 2 709.8966675 -2.16483831 -0.001535725 38.32876596
RPFLASECTELPK 3 325910836 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 0.739 0.76 0.91 3.335775614 0 2006.114504 3 669.3738403 -3.756417639 -0.002511935 52.39330677

330340389 USMG5 up-regulated during skeletal muscle growth protein 5 84833 NP_001193356.1 43.10344828 1 2 2 17 58 6.453 9.76 0.91 0.98 0.92 0.94 Significant 0.000544
AGPESDAQYQFTGIK 11 330340389 2xTMT6plex [N-Term; K15] 0.876 0.953 0.917 83.32 0 2070.090791 2 1035.547485 -1.49594254 -0.001548368 52.97128411YFNSYTLTGR 6 330340389 1xTMT6plex [N-Term] 1.255 1.318 1.052 3.282273054 43.27 0 1450.752795 2 725.8795166 -0.71594339 -0.000519328 50.03944229331028739 CHTOP chromatin target of PRMT1 protein isoform 2 26097 NP_001193541.1 29.7188755 1 6 6 43 249 26.508 12.23 1.1 1.14 1.12 1.12 Significant 0.000106 ASMQQQQQLASAR 10 331028739 1xTMT6plex [N-Term] 1.108 0.993 1.23 5.387804985 59.72 0 1675.874718 2 838.4404297 -0.677350752 -0.000567577 24.63905864EQLDNQLDAYMSK 10 331028739 2xTMT6plex [N-Term; K13] 1.144 1.254 1.22 5.095376492 74.07 0 2013.036312 2 1007.018555 -3.218856491 -0.003239838 62.27129431LAQQMENRPSVQAALK 6 331028739 2xTMT6plex [N-Term; K16] 0.897 1.154 1.022 4.461833954 12.17 0 2242.274192 3 748.0958862 -0.484418274 -0.000362066 50.83653856TKGHLDAELDAYMAQTDPETND 2 331028739 2xTMT6plex [N-Term; K2] 1.307 3.777542353 26 1 2893.392588 3 965.1358032 0.09291099 8.96E-05 65.18259729LAQQMENRPSVQAALK 5 331028739 2xTMT6plex [N-Term; K16]; 1xOxidation [M5] 1.098 1.017 1.239 2.878394127 10.85 0 2258.269107 3 748.0958862 -0.484418274 -0.000362066 50.83653856NKQPTPVNIR 6 331028739 2xTMT6plex [N-Term; K2] 1.381 1.249 1.163 3.100100994 13.52 1 1624.989895 3 542.3345337 -0.521496031 -0.000282475 42.78474854GHLDAELDAYMAQTDPETND 2 331028739 1xTMT6plex [N-Term] 0.786 3.044961452 4.13 0 2435.087014 3 812.3666992 -0.60359804 -0.000489938 69.02068727ASMQQQQQLASAR 2 331028739 1xTMT6plex [N-Term]; 1xOxidation [M3] 2.404 1.713228345 16.46 0 1691.869633 2 838.4404297 -0.677350752 -0.000567577 24.63905864

683524009 COA6 cytochrome c oxidase assembly factor 6 homolog isoform 2 388753 NP_001193570.2 27.09677419 1 4 4 28 155 17.995 10.1 0.77 0.63 0.64 0.68 Significant 0.00437
FEAGQFEPSETTAK 12 683524009 2xTMT6plex [N-Term; K14] 0.667 0.623 0.644 4.197139263 47.44 0 2000.037693 2 1000.522339 -0.145760066 -0.000145763 51.83701858EKFEAGQFEPSETTAK 6 683524009 3xTMT6plex [N-Term; K2; K16] 0.607 0.638 0.652 5.755827427 35.66 1 2486.338181 3 829.4497681 -1.379402371 -0.00114322 48.25406727

SSFESSCPQQWIK 8 683524009 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.891 0.619 0.569 4.227218628 39.38 0 2042.041733 2 1021.524109 -0.387532022 -0.000395678 58.59853163
CLDENLEDASQCK 2 683524009 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C1; C12] 0.652 2.552249432 15.18 0 2039.977812 2 1020.490784 -1.726046806 -0.001760549 43.51783552331284170 SH3GLB1 endophilin-B1 isoform 2 51100 NP_001193580.1 32.23350254 1 12 12 79 394 44.233 6.44 0.97 0.91 0.89 0.92 Significant 0.000677 INNPELLGQYMIDAGTEFGPGTAYGNALIK 12 331284170 2xTMT6plex [N-Term; K30] 0.921 0.89 0.887 6.597410202 49.49 0 3625.89764 4 907.2283325 -1.693294319 -0.001534928 107.791585ELIQTSALNFLTPLR 12 331284170 1xTMT6plex [N-Term] 0.986 0.9 1.055 6.616546631 59.42 0 1945.131978 3 649.0490723 0.352267549 0.000228402 96.67434759TELDAHLENLLSK 6 331284170 2xTMT6plex [N-Term; K13] 0.994 0.932 0.895 4.550235271 26.1 0 1941.105713 3 647.7069702 0.33215323 0.000214915 70.53305145KLAADAGTFLSR 4 331284170 2xTMT6plex [N-Term; K1] 1.201 1.134 4.612131596 19.95 1 1708.015776 3 570.0100098 -0.175380772 -9.99E-05 50.84863555LAADAGTFLSR 4 331284170 1xTMT6plex [N-Term] 0.82 0.71 3.951611757 48.29 0 1350.757881 2 675.8827515 0.255907956 0.000172835 57.07674165VPITYLELLN 10 331284170 1xTMT6plex [N-Term] 0.716 0.606 0.596 2.710420132 56.76 0 1403.834734 2 702.4228516 2.630320301 0.001846267 101.0989463ITQSEFDR 6 331284170 1xTMT6plex [N-Term] 0.902 1.121 1.077 3.283786297 30.21 0 1224.642182 2 612.8244019 -0.534955493 -0.000327565 30.81822291GKVPITYLELLN 8 331284170 2xTMT6plex [N-Term; K2] 0.975 0.917 0.94 3.583837509 27.31 1 1818.114093 2 909.559021 -1.830054465 -0.001663624 90.38879245IEEFVYEK 5 331284170 2xTMT6plex [N-Term; K8] 0.683 1.068 2.724066019 19.83 0 1514.850667 2 757.9284058 -0.747615977 -0.000566263 61.96975631RLDLDAAK 6 331284170 2xTMT6plex [N-Term; K8] 0.917 0.876 0.978 4.297134399 33.11 1 1359.83602 3 453.9499512 -0.529633253 -0.000240071 36.95413224QTEVLLQPNPNAR 2 331284170 1xTMT6plex [N-Term] 1.646 2.963204145 2.21 0 1708.954348 3 570.3225708 -0.695903701 -0.000396423 43.6718398NFIEGDYK 4 331284170 2xTMT6plex [N-Term; K8] 1.104 1.139 2.70514226 8.77 0 1443.788402 2 722.3973999 -0.608382303 -0.000439188 46.32573256

332000015 PRKAG1 5'-AMP-activated protein kinase subunit gamma-1 isoform 3 5571 NP_001193638.1 35.58823529 1 8 10 74 340 38.508 7.09 0.76 0.8 0.8 0.78 Significant 0.000287
LPVIDPESGNTLYILTHK 12 332000015 2xTMT6plex [N-Term; K18] 0.537 0.604 0.607 5.866550446 61.42 0 2468.416482 3 823.4751587 -2.252073676 -0.001853019 92.26761237GIVSLSDILQALVLTGGEK 4 332000015 2xTMT6plex [N-Term; K19] 0.874 0.961 6.162118912 55.33 0 2371.421233 3 791.1448364 -0.53844616 -0.000425628 113.1964113LVVVDENDVVK 6 332000015 2xTMT6plex [N-Term; K11] 0.735 0.851 0.663 4.591608047 52.73 0 1687.004208 2 844.0064697 0.862477472 0.000727502 60.27659547SALVQIYELEEHK 4 332000015 2xTMT6plex [N-Term; K13] 0.957 0.833 4.658111572 17.65 0 2017.137013 3 673.0509033 0.567111173 0.000381314 70.34286715VSALPVVDEK 6 332000015 2xTMT6plex [N-Term; K10] 0.781 0.792 0.893 3.718399048 38.53 0 1514.919416 2 757.961792 -2.051796018 -0.001554153 55.3014917LFITEFPKPEFMSK 6 332000015 3xTMT6plex [N-Term; K8; K14] 0.785 0.719 0.66 3.86639905 12.61 0 2401.380838 3 806.4631348 -0.372971858 -0.000300538 86.24544834FDVINLAAEK 14 332000015 2xTMT6plex [N-Term; K10] 0.799 0.775 0.914 4.236593246 49.77 0 1577.930315 2 789.4685669 -0.289956364 -0.000228765 76.50895122LVVFDTSLQVK 6 332000015 2xTMT6plex [N-Term; K11] 0.833 0.69 0.946 4.021322727 50.82 0 1707.045679 2 854.0241089 -2.77531915 -0.002368798 82.43015485

LFITEFPKPEFMSK 2 332000015 3xTMT6plex [N-Term; K8; K14]; 1xOxidation [M12] 0.579 2.130737066 13.12 0 2417.375753 3 806.4631348 -0.372971858 -0.000300538 86.24544834
AAPLWDSK 8 332000015 2xTMT6plex [N-Term; K8] 0.838 0.914 0.945 3.093705416 18.64 0 1345.788008 2 673.3961182 -2.264838041 -0.001523996 50.97359061VVDIYSK 6 332000015 2xTMT6plex [N-Term; K7] 0.781 0.83 0.829 3.141238213 32.05 0 1281.78186 2 641.3952026 0.989991727 0.000634477 49.74969042332078466 NSFL1C NSFL1 cofactor p47 isoform d 55968 NP_001193665.1 36.82795699 1 1 12 88 372 40.791 5.15 0.87 0.81 0.78 0.82 Significant 0.00104 DLIHDQDEDEEEEEGQR 24 332078466 1xTMT6plex [N-Term] 0.753 0.773 0.818 5.825651169 53.4 0 2315.010872 3 772.3411255 -0.885155738 -0.000683048 25.07183377SYQDPSNAQFLESIR 8 332078466 1xTMT6plex [N-Term] 0.779 1.001 0.535 3.880511522 44.83 0 1983.997335 2 992.5019531 -0.355675881 -0.00035283 56.92397975EANLLNAVIVQR 10 332078466 1xTMT6plex [N-Term] 0.881 0.752 0.674 4.170786858 64.21 0 1568.932156 2 784.9690552 -0.843101107 -0.000661384 66.18071883LGAAPEEESAYVAGEK 6 332078466 2xTMT6plex [N-Term; K16] 0.858 0.654 0.767 4.378402233 41.18 0 2079.101021 2 1040.053955 -0.186414102 -0.000193787 50.01928901ELADESQTLK 8 332078466 2xTMT6plex [N-Term; K10] 0.769 0.766 0.791 4.474023342 53.58 0 1591.894323 2 796.4516602 1.080883621 0.000860326 37.91418852ASSSILIDESEPTTNIQIR 2 332078466 1xTMT6plex [N-Term] 100 3.699377775 30.01 0 2303.229185 2 1152.11853 0.259829495 0.000299223 60.19236252SPNELVDDLFK 8 332078466 2xTMT6plex [N-Term; K11] 0.91 0.705 0.791 3.961558104 50.4 0 1734.967822 2 867.9865723 -1.126475503 -0.000977199 85.86076367RGEVPAELR 6 332078466 1xTMT6plex [N-Term] 0.894 0.706 0.819 5.497050762 39.69 1 1255.732 3 419.2486267 -0.536271311 -0.000224471 23.18536175KSPNELVDDLFK 2 332078466 3xTMT6plex [N-Term; K1; K12] 0.623 4.246362686 15.22 1 2092.225717 3 698.0797119 -0.542378293 -0.000378259 79.58411021SGQQIVGPPR 4 332078466 1xTMT6plex [N-Term] 0.551 1.043 3.400226831 33.98 0 1267.732 2 634.3705444 1.429290408 0.000905979 24.18819741EHGAVAVER 4 332078466 1xTMT6plex [N-Term] 0.974 0.876 3.880844831 19.19 0 1196.658501 3 399.556427 -3.153167037 -0.001257755 16.01797202FYAGGSER 6 332078466 1xTMT6plex [N-Term] 1.096 0.848 0.799 3.168711662 27.03 0 1115.568289 2 558.2868652 -1.6451178 -0.000917621 24.38344531332164775 PKM pyruvate kinase PKM isoform c 5315 NP_001193725.1 62.80991736 1 4 38 1451 605 65.889 7.87 0.9 0.94 0.9 0.91 Significant 0.000213 GSGTAEVELKK 38 332164775 3xTMT6plex [N-Term; K10; K11] 1.31 1.332 1.135 3.051247597 54.14 1 1806.093975 2 903.5513306 0.780459285 0.000704791 37.65906846GVNLPGAAVDLPAVSEK 54 332164775 2xTMT6plex [N-Term; K17] 0.791 0.801 0.752 6.513728142 89.13 0 2095.216326 2 1048.110718 -1.034138145 -0.001083372 72.68735339NTGIICTIGPASR 28 332164775 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.903 0.879 0.84 4.862120152 62.14 0 1588.867842 2 794.9370728 -0.612450049 -0.000486551 45.5704146

AEGSDVANAVLDGADCIMLSGETAK 90 332164775 2xTMT6plex [N-Term; K25]; 1xOxidation [M18]; 1xCarbamidomethyl [C16] 0.771 0.823 0.827 6.803587437 94.77 0 2968.464373 3 984.8272705 -0.745042953 -0.000733239 89.95325643
AEGSDVANAVLDGADCIMLSGETAK 80 332164775 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C16] 0.848 0.861 0.82 7.638815403 106.27 0 2952.469458 3 984.8272705 -0.745042953 -0.000733239 89.95325643

KGVNLPGAAVDLPAVSEK 59 332164775 3xTMT6plex [N-Term; K1; K18] 0.805 0.843 0.86 7.066839695 40.17 1 2452.474221 3 818.1625366 -0.474629543 -0.000388006 87.24646858RFDEILEASDGIMVAR 18 332164775 1xTMT6plex [N-Term]; 1xOxidation [M13] 0.94 0.859 0.866 6.218622684 51.31 1 2067.074206 3 689.6972656 1.469635193 0.001012615 62.97602038KGDVVIVLTGWRPGSGFTNTMR 8 332164775 2xTMT6plex [N-Term; K1] 1.139 1.15 1.188 5.280861855 15.93 1 2849.586023 4 713.1517334 -0.322768375 -0.000229939 80.53332257DPVQEAWAEDVDLR 21 332164775 1xTMT6plex [N-Term] 0.836 0.763 0.8 5.743982315 76.28 0 1871.933672 2 936.4703979 -0.081825315 -7.66E-05 60.66079691CLAAALIVLTESGR 10 332164775 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.011 100 0.782 4.864610672 51.49 0 1702.972307 3 568.3287354 -0.384154992 -0.000218068 102.0150527
AGKPVICATQMLESMIK 111 332164775 3xTMT6plex [N-Term; K3; K17]; 1xOxidation [M]; 1xCarbamidomethyl [C7] 0.827 0.869 0.816 6.596098423 42.09 0 2580.453034 3 860.8237915 1.467797193 0.001262527 82.67715705
AGKPVICATQMLESMIK 69 332164775 3xTMT6plex [N-Term; K3; K17]; 1xCarbamidomethyl [C7] 0.835 0.826 0.795 7.18464613 40.94 0 2564.458119 3 860.8237915 1.467797193 0.001262527 82.67715705
GADFLVTEVENGGSLGSK 6 332164775 2xTMT6plex [N-Term; K18] 0.499 0.518 4.101900101 59.52 0 2238.201798 2 1119.603638 -0.803738687 -0.000899465 73.68331187KGVNLPGAAVDLPAVSEKDIQDLK 2 332164775 4xTMT6plex [N-Term; K1; K18; K24] 1.876 4.891829967 17.29 2 3394.012707 5 679.6070557 -1.925443495 -0.001306996 80.73190337IYVDDGLISLQVK 49 332164775 2xTMT6plex [N-Term; K13] 1.415 1.255 0.98 5.756468773 66.85 0 1921.141036 2 961.0757446 1.653740019 0.001588534 80.3333697GDVVIVLTGWRPGSGFTNTMR 12 332164775 1xTMT6plex [N-Term] 1.098 1.379 1.002 4.578110218 20.81 0 2492.328129 3 831.4456787 -2.265202211 -0.001881876 85.37861855

GIFPVLCKDPVQEAWAEDVDLR 52 332164775 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.372 1.377 1.345 6.203471661 38.13 1 3015.601399 3 1005.871521 -0.460678165 -0.000463074 94.15071711
LNFSHGTHEYHAETIK 26 332164775 2xTMT6plex [N-Term; K16] 0.817 0.852 0.831 8.058177948 64.28 0 2342.22935 4 586.3129272 0.225940459 0.000132301 37.83611828GDLGIEIPAEK 60 332164775 2xTMT6plex [N-Term; K11] 0.925 0.887 0.886 4.26197052 54.64 0 1599.935794 2 800.4721069 0.714583168 0.000571644 61.65017829TATESFASDPILYRPVAVALDTK 54 332164775 2xTMT6plex [N-Term; K23] 0.884 0.922 0.98 6.095057487 30.04 0 2923.618095 3 975.211792 0.9331508 0.000909392 86.29239111GVNLPGAAVDLPAVSEKDIQDLK 22 332164775 3xTMT6plex [N-Term; K17; K23] 1.692 2.189 2.161 6.060723305 37.94 1 3036.754812 3 1012.920898 -2.196347059 -0.002223256 86.75237217FGVEQDVDMVFASFIR 44 332164775 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.857 0.8 0.929 4.499174118 73 0 2105.057493 2 1053.030151 -2.122034975 -0.002233503 110.1810307FGVEQDVDMVFASFIR 62 332164775 1xTMT6plex [N-Term] 0.707 1.295 0.827 5.984581947 63.72 0 2089.062578 2 1053.030151 -2.122034975 -0.002233503 110.1810307ITLDNAYMEK 47 332164775 2xTMT6plex [N-Term; K10] 0.92 0.965 0.999 5.121848106 64.41 0 1655.907865 2 828.4568481 -0.872627619 -0.000722495 66.51745001GSGTAEVELK 64 332164775 2xTMT6plex [N-Term; K10] 0.86 0.894 0.911 3.947938204 63.38 0 1448.83608 2 724.9213867 -0.402497224 -0.000291576 39.31001468

AGKPVICATQMLESMIK 12 332164775 3xTMT6plex [N-Term; K3; K17]; 2xOxidation [M11; M15]; 1xCarbamidomethyl [C7] 0.865 0.851 0.815 5.552357674 30.97 0 2596.447949 3 860.8237915 1.467797193 0.001262527 82.67715705
CDENILWLDYK 8 332164775 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.202 1.107 3.699562788 42.76 0 1927.003556 2 964.0054932 0.079682326 7.68E-05 78.91354019LDIDSPPITAR 41 332164775 1xTMT6plex [N-Term] 0.986 0.98 1.031 3.926715136 46.97 0 1426.81031 2 713.9093018 0.71264948 0.000508408 52.85964625KGDVVIVLTGWRPGSGFTNTMR 19 332164775 2xTMT6plex [N-Term; K1]; 1xOxidation [M21] 1.034 1.16 1.118 3.981989145 10.41 1 2865.580938 4 713.1517334 -0.322768375 -0.000229939 80.53332257VNFAMNVGK 40 332164775 2xTMT6plex [N-Term; K9] 0.941 0.922 0.964 4.663583755 62.77 0 1437.828827 2 719.414978 -4.27533876 -0.003073603 57.80336048GDYPLEAVR 16 332164775 1xTMT6plex [N-Term] 0.882 0.865 0.841 3.82174921 40.51 0 1248.678568 2 624.843811 1.42367328 0.000888855 40.17053481FDEILEASDGIMVAR 4 332164775 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.7 0.676 2.498852015 20.61 0 1910.973095 2 955.9887695 -1.482165033 -0.001416189 81.14498137VNFAMNVGK 20 332164775 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 0.935 1.051 0.939 2.603944302 33.24 0 1453.823742 2 719.414978 -4.27533876 -0.003073603 57.80336048GDVVIVLTGWRPGSGFTNTMR 6 332164775 1xTMT6plex [N-Term]; 1xOxidation [M20] 1.544 1.201 1.05 3.004975796 6.57 0 2508.323044 3 831.4456787 -2.265202211 -0.001881876 85.37861855

GIFPVLCK 18 332164775 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 0.722 0.775 0.762 2.89157033 37.42 0 1391.8485 2 696.4263916 -2.15054072 -0.001496613 71.0954848
ITLDNAYMEK 60 332164775 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 0.896 0.907 0.909 3.305122137 40.87 0 1671.90278 2 828.4568481 -0.872627619 -0.000722495 66.51745001EAEAAMFHR 6 332164775 1xTMT6plex [N-Term] 0.798 0.866 0.781 3.77417469 37.93 0 1290.646222 3 430.8863831 -1.259725594 -0.000541953 27.47645491EAEAAMFHR 10 332164775 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.933 0.917 0.848 3.31434989 37.32 0 1306.641137 3 430.8863831 -1.259725594 -0.000541953 27.47645491RFDEILEASDGIMVAR 4 332164775 1xTMT6plex [N-Term] 1.24 0.741 5.6908288 30.65 1 2051.079291 3 689.6972656 1.469635193 0.001012615 62.97602038APIIAVTR 20 332164775 1xTMT6plex [N-Term] 0.96 0.94 0.908 2.803322077 45.05 0 1069.693096 2 535.3500977 -0.165484381 -8.85E-05 54.46964069ASDVHEVR 12 332164775 1xTMT6plex [N-Term] 0.966 0.792 0.86 3.11431241 32.85 0 1141.616302 2 571.3117065 -0.144885862 -8.27E-05 15.50218143IENHEGVR 11 332164775 1xTMT6plex [N-Term] 0.892 0.969 0.954 3.468161583 39.04 0 1182.642851 2 591.8250122 -0.087233384 -5.16E-05 16.64072159KLFEELVR 14 332164775 2xTMT6plex [N-Term; K1] 0.782 0.747 1.064 3.676767826 17.15 1 1491.929921 2 746.4672241 -1.842725837 -0.001374609 63.71547793SAHQVAR 4 332164775 1xTMT6plex [N-Term] 0.916 1.036 2.107553959 27.38 0 997.5740432 2 499.2904053 -0.510541677 -0.000254652 15.23266378SGMNVAR 6 332164775 1xTMT6plex [N-Term] 0.831 0.899 0.826 2.357923031 26.74 0 963.5243159 2 482.2656555 -0.292109747 -0.000140727 19.36687188MQHLIAR 8 332164775 1xTMT6plex [N-Term] 1.064 1.034 1.076 2.572390079 21.54 0 1097.6451 2 549.3261719 -0.029663504 -1.63E-05 27.22055726VVEVGSK 20 332164775 2xTMT6plex [N-Term; K7] 0.998 0.946 0.932 2.942914009 39.17 0 1175.739995 2 588.3735962 -0.067325419 -3.96E-05 36.32463981LFEELVR 6 332164775 1xTMT6plex [N-Term] 0.624 0.755 0.687 3.033940315 34.18 0 1134.672026 2 567.8416748 3.566765799 0.002023555 74.55088561

332205947 TGOLN2 trans-Golgi network integral membrane protein 2 isoform 2 precursor 10618 NP_001193769.1 16.875 1 7 7 31 480 51.116 5.73 1.42 1.38 1.55 1.45 Significant 0.00125
EAEDDDTGPEEGSPPKEEK 10 332205947 3xTMT6plex [N-Term; K16; K19] 1.543 1.626 100 5.280050755 36.69 1 2746.350989 3 916.1221924 0.376662867 0.000344816 26.34345954ADTNQLADK 6 332205947 2xTMT6plex [N-Term; K9] 1.827 1.444 3.005 3.502325296 44.34 0 1433.800029 2 717.4036255 -0.037985379 -2.72E-05 28.73634967SGAEEQGPIDGPSK 4 332205947 2xTMT6plex [N-Term; K14] 2.138 2.596 2.437663794 34.85 0 1829.964528 2 915.4857788 -0.134834752 -0.000123371 30.32828068SGAEEQTSK 2 332205947 2xTMT6plex [N-Term; K9] 1.655 2.782207489 28.47 0 1394.752744 2 697.8792725 -1.058229232 -0.000737984 17.10801386SGAEDQTPK 5 332205947 2xTMT6plex [N-Term; K9] 0.839 0.786 1.007 2.412550688 1.75 0 1390.75783 2 695.8820801 -0.680300862 -0.000473067 18.93072348LSPHAFK 2 332205947 2xTMT6plex [N-Term; K7] 1.527 2.429486513 19.74 0 1257.771964 3 419.9289856 0.349631827 0.000146586 39.29375599SGAEAQTPEDSPNR 2 332205947 1xTMT6plex [N-Term] 1.716568828 5.48 0 1687.808472 2 844.407959 0.100354248 8.47E-05 20.68104583332688210 CTNND1 catenin delta-1 isoform 1AC 1500 NP_001193814.1 51.65069223 1 39 40 336 939 104.912 6.87 0.9 0.92 0.94 0.92 Significant 0.000157 SYEDMIGEEVPSDQYYWAPLAQHER 17 332688210 1xTMT6plex [N-Term] 0.985 0.758 0.752 5.579972267 36.77 0 3242.493809 3 1081.502563 -0.207195558 -0.000223943 72.95901835SQSSHSYDDSTLPLIDR 6 332688210 1xTMT6plex [N-Term] 0.963 0.742 0.882 5.527462959 34.28 0 2150.056307 3 717.3570557 0.142857741 0.000102384 45.00179048QPELPEVIAMLGFR 20 332688210 1xTMT6plex [N-Term] 0.882 1.185 1.137 4.661361217 37.38 0 1829.019257 2 915.0142822 1.110405545 0.001015477 110.1957469MEIVDHALHALTDEVIIPHSGWER 24 332688210 1xTMT6plex [N-Term] 0.96 0.889 0.867 8.729834557 48.82 0 2997.545391 5 600.3143921 -0.846459503 -0.00050746 97.66525568SLDNNYSTPNER 6 332688210 1xTMT6plex [N-Term] 0.825 0.8 0.804 4.586477757 50.53 0 1638.792094 2 819.8997803 0.116089696 9.51E-05 25.1774641TVQPVAMGPDGLPVDASSVSNNYIQTLGR 10 332688210 1xTMT6plex [N-Term] 0.899 0.893 0.581 6.929754734 88.81 0 3215.656792 3 1072.555664 -1.353702457 -0.001451014 78.84905024ALSAIADLLTNEHER 25 332688210 1xTMT6plex [N-Term] 0.736 0.808 0.864 5.921642303 71.12 0 1882.023156 3 628.0125122 -0.091804878 -5.76E-05 85.75180556GIPVLVGLLDHPK 12 332688210 2xTMT6plex [N-Term; K13] 0.902 0.839 0.903 5.36702013 54.27 0 1816.146061 3 606.0529175 -1.02540684 -0.000620763 95.09085824

KEVHLGACGALK 6 332688210 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C8] 0.998 1.189 0.982 4.860342503 28.54 1 1970.182413 3 657.3983154 -1.025316704 -0.000673354 39.85738035
HIEWESVLTNTAGCLR 10 332688210 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.936 1.02 1.167 6.005362988 36.64 0 2115.085439 3 705.6981201 -2.662771127 -0.001877329 71.10201629SGDLGDMEPLK 8 332688210 2xTMT6plex [N-Term; K11] 0.753 0.764 0.642 2.984826565 36.13 0 1619.871479 2 810.4401855 0.99719871 0.000807667 51.76963804HYEDGYPGGSDNYGSLSR 8 332688210 1xTMT6plex [N-Term] 1.226 0.899 1.224 4.793926239 39.67 0 2202.988955 3 735.0003662 -1.09393975 -0.000803312 39.5316957SMGYDDLDYGMMSDYGTAR 4 332688210 1xTMT6plex [N-Term] 1.253 3.86497426 70.68 0 2376.998399 2 1189.001709 -0.949807644 -0.001128846 61.17138086TPAILEASAGAIQNLCAGR 2 332688210 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.858 6.308744431 70.01 0 2142.153853 3 714.7233887 0.821512247 0.000586602 81.39998952

YQEAAPNVANNTGPHAASCFGAK 4 332688210 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C19] 1.081 0.891 4.883695602 49.67 0 2833.409182 3 945.1403198 -0.979511665 -0.000925119 43.0780446
SNAAAYLQHLCYR 12 332688210 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.961 1.008 0.983 5.600972176 55.8 0 1795.911104 3 599.3058472 -4.518868488 -0.002705162 51.72515154DMDLTEVITGTLWNLSSHDSIK 12 332688210 2xTMT6plex [N-Term; K22]; 1xOxidation [M2] 0.864 0.844 0.816 8.058588982 46.05 0 2949.527959 3 983.8474121 -0.093639348 -9.21E-05 108.9826698GIPVLVGLLDHPKK 2 332688210 3xTMT6plex [N-Term; K13; K14] 2.381 4.226383209 21.02 1 2173.403956 4 544.1069946 1.008646192 0.000548049 91.23196818SDFQVNLNNASR 6 332688210 1xTMT6plex [N-Term] 0.665 0.881 0.979 4.303322315 55.88 0 1593.818249 2 797.4128418 0.099173008 7.90E-05 52.44972581LVENCVCLLR 6 332688210 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C7] 1.198 1.244 0.991 4.175189018 47.73 0 1504.817721 2 752.9118042 -0.92323578 -0.000694651 56.64987893GYELLFQPEVVR 18 332688210 1xTMT6plex [N-Term] 0.918 0.994 1.272 4.531656265 45.62 0 1678.936573 2 839.9708862 -1.237282632 -0.00103866 74.37172294GSLASLDSLR 6 332688210 1xTMT6plex [N-Term] 0.771 1.028 0.924 3.401113033 37.68 0 1247.715681 2 624.3609009 -0.92677539 -0.000578176 50.76100313FHPEPYGLEDDQR 8 332688210 1xTMT6plex [N-Term] 0.853 0.978 0.87 3.870051384 26.81 0 1831.881243 3 611.2982178 -0.62391582 -0.00038098 36.24088206HAIPNLVK 10 332688210 2xTMT6plex [N-Term; K8] 0.876 0.888 0.874 3.250503778 35.17 0 1349.866927 3 450.6264648 -1.544936548 -0.000695153 43.0679986QPELPEVIAMLGFR 4 332688210 1xTMT6plex [N-Term]; 1xOxidation [M10] 100 100 3.081017733 35.06 0 1845.014172 2 915.0142822 1.110405545 0.001015477 110.1957469

KPDREEIQMSNMGSNTK 4 332688210 3xTMT6plex [N-Term; K1; K17]; 2xOxidation [M9; M12] 0.651 0.651 4.569904804 22.09 1 2684.395061 4 671.8544312 0.310572534 0.000208425 21.64632983
KSDFQVNLNNASR 3 332688210 2xTMT6plex [N-Term; K1] 0.967 1.278 3.05690527 14.45 1 1951.076144 3 651.0299072 -0.499949895 -0.000325147 42.70850862QDVYGPQPQVR 6 332688210 1xTMT6plex [N-Term] 0.728 0.929 0.933 3.761775017 35.44 0 1515.811707 2 758.4088745 -0.814511827 -0.000617323 28.51026151EPNEDCKPR 6 332688210 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.866 0.89 0.92 4.314070702 15.12 0 1602.831012 3 534.9483643 -0.294551677 -0.000157372 18.17368617GGPPPPNWR 4 332688210 1xTMT6plex [N-Term] 0.982 1.323 2.732983828 27.29 0 1206.658107 2 603.8320923 -0.993827233 -0.000599605 31.72268788KGGPPPPNWR 6 332688210 2xTMT6plex [N-Term; K1] 0.836 0.987 0.997 4.0429039 16.14 1 1563.916002 3 521.9752808 -3.013643212 -0.001571028 31.77503547GTTPLMQK 4 332688210 2xTMT6plex [N-Term; K8] 0.695 0.671 2.771615267 23.97 0 1333.791379 2 667.3988647 -0.693997448 -0.000462824 38.7567564IYISLLK 12 332688210 2xTMT6plex [N-Term; K7] 0.924 0.99 0.888 2.950026274 31.2 0 1307.870281 2 654.4389038 0.191301226 0.000125099 83.46318205YRPSMEGYR 10 332688210 1xTMT6plex [N-Term] 0.988 1.086 0.772 3.858922958 20.61 0 1387.698986 3 463.2374878 -0.77499595 -0.000358487 24.11447893SDKKPDREEIQMSNMGSNTK 1 332688210 4xTMT6plex [N-Term; K3; K4; K20]; 1xOxidation [M15] 0.871 3.146920681 2 3227.717012 5 646.3480835 -1.766362884 -0.001140264 31.79579506TGTPSDPR 6 332688210 1xTMT6plex [N-Term] 0.77 0.843 0.811 2.578710079 43.97 0 1059.563204 2 530.2848511 -0.734417314 -0.000389081 15.75916598ETQGIEK 9 332688210 2xTMT6plex [N-Term; K7] 0.98 1.046 0.943 2.833968163 24.46 0 1262.735638 2 631.8713989 -0.092274609 -5.83E-05 23.4066896NKELIGK 6 332688210 3xTMT6plex [N-Term; K2; K7] 1.284 1.194 1.145 2.913789749 6.16 1 1488.971675 3 496.9954529 0.087464779 4.34E-05 36.10121716NLAVDAR 4 332688210 1xTMT6plex [N-Term] 0.917 0.84 2.829166889 46.71 0 987.5784599 2 494.2929077 0.079912322 3.95E-05 23.29508988RTETTVK 2 332688210 2xTMT6plex [N-Term; K7] 0.97 2.943119049 14.26 1 1292.793821 3 431.6026611 -0.302586194 -0.000130394 17.78167415SGDLGDMEPLK 2 332688210 2xTMT6plex [N-Term; K11]; 1xOxidation [M7] 0.705 1.506874919 2.46 0 1635.866394 2 810.4401855 0.99719871 0.000807667 51.76963804DMDLTEVITGTLWNLSSHDSIK 1 332688210 2xTMT6plex [N-Term; K22] 0.885 1.940318227 0 2933.533044 3 983.8474121 -0.093639348 -9.21E-05 108.9826698EIPQAER 4 332688210 1xTMT6plex [N-Term] 1.158 0.832 2.593706846 28.38 0 1071.599589 2 536.303833 0.746720728 0.000400093 21.39160918332801082 CIT citron Rho-interacting kinase isoform 1 11113 NP_001193928.1 2.948284195 1 3 3 7 2069 236.459 6.67 1.42 0.97 0.92 1.1 Significant 0.0201 TELEETTAEAEEEIQALTAHRDEIQR 4 332801082 1xTMT6plex [N-Term] 0.679 1.003 4.316146851 16.09 1 3241.602173 4 811.1553955 -0.746898793 -0.000605287 83.17480915WVTALESVVAGGR 1 332801082 1xTMT6plex [N-Term] 1.422 2.181136131 0 1573.889957 2 787.4476318 -1.251865237 -0.000985149 91.3649109LNLFFQGKPPFMTQQQMSPLSR 2 332801082 2xTMT6plex [N-Term; K8] 2.374 0.668 2.064566612 0 3053.646909 3 1018.552307 -1.487072152 -0.001513664 97.78268899333108224 MLLT4 afadin isoform 1 4301 NP_001193937.1 15.7773953 1 2 22 110 1743 197.531 6.54 1.07 1.24 1.14 1.15 Significant 0.00183 LPYLVELSPDGSDSR 10 333108224 1xTMT6plex [N-Term] 0.912 1.237 1.209 4.790721893 66.85 0 1876.985374 2 938.99646 0.143656887 0.000134821 76.09762456VSSTATTQDVIETLAEK 12 333108224 2xTMT6plex [N-Term; K17] 1.008 1.066 1.075 5.151175976 84.57 0 2251.243328 2 1126.122314 -2.654454841 -0.002987912 78.50593298LAAGDQLLSVDGR 6 333108224 1xTMT6plex [N-Term] 0.998 1.043 1.249 5.151196003 52.95 0 1543.864136 2 772.4355469 -0.20685758 -0.00015968 54.96343525EVQLEEDPDLQLPFLLPEDGYSCDVVR 12 333108224 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 0.902 2.266 4.778740406 29.93 0 3404.676918 3 1135.565063 1.092226892 0.00123956 107.8844355EIILDDDECPLQIFR 6 333108224 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.076 0.933 1.09 4.646568775 34.78 0 2105.078622 2 1053.038452 -4.272844268 -0.004497337 90.77482353LDLFEISQPTEDLEFHGVMR 6 333108224 1xTMT6plex [N-Term]; 1xOxidation [M19] 1.199 1.236 1.096 4.077475548 41.38 0 2621.31187 3 874.4413452 -0.91069113 -0.000795735 82.47459793KLTELENELNTK 2 333108224 3xTMT6plex [N-Term; K1; K12] 0.97 5.721786022 19.06 1 2119.257746 3 707.0897827 -1.392339122 -0.000983575 70.54401737LVTDPDSGLCSHYWGAIIR 6 333108224 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.936 1.608 1.549 6.104787827 35.45 0 2389.217181 3 797.0794678 2.79114028 0.00222288 73.79255368KEPEIITVTLK 6 333108224 3xTMT6plex [N-Term; K1; K11] 1.176 1.08 0.744 3.65561676 18.04 1 1958.250476 3 653.4227905 1.707034965 0.001114267 65.39365575VSSASSTAER 2 333108224 1xTMT6plex [N-Term] 0.955 3.324254513 35.66 0 1223.64291 2 612.3247681 -0.531966624 -0.000325469 15.93364942RLDIDEKPLVVQLNWNK 2 333108224 3xTMT6plex [N-Term; K7; K17] 1.096 4.693959713 10.57 1 2767.643745 4 692.666748 0.51193276 0.000354212 79.327476SAYASGTTAK 6 333108224 2xTMT6plex [N-Term; K10] 0.848 0.942 1.19 3.822156906 40.67 0 1414.794215 2 707.899353 -1.969018026 -0.001392878 21.85467233
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EPEIITVTLK 2 333108224 2xTMT6plex [N-Term; K10] 0.936 3.198265314 26.53 0 1600.992581 2 800.9995728 -0.4445256 -0.000355841 71.2376698DLQYITVSK 2 333108224 2xTMT6plex [N-Term; K9] 0.934 1.235213757 3.53 0 1524.903766 2 762.9561157 0.779862533 0.000594608 57.6471307SVTPASTLTK 6 333108224 2xTMT6plex [N-Term; K10] 1.027 0.99 1.088 3.357897043 45.62 0 1462.888116 2 731.9476318 -0.087838655 -6.42E-05 41.31246796SSDGRPDSGGTLR 4 333108224 1xTMT6plex [N-Term] 1.224 1.085 4.34636116 12.02 0 1533.781863 3 511.9317322 -0.795489128 -0.000406702 15.31443051AAGNFATK 6 333108224 2xTMT6plex [N-Term; K8] 1.005 0.886 0.875 3.372687101 21.61 0 1237.730493 2 619.3687744 -0.178271341 -0.000110326 31.22263788EIQELQSKPDR 2 333108224 2xTMT6plex [N-Term; K8] 0.892 1.618 3.136432409 0 1801.021983 3 601.0120239 -0.257943912 -0.000154854 32.90079093YVLSNQYRPDISPTER 1 333108224 1xTMT6plex [N-Term] 1.121 3.895123243 0 2167.134497 3 723.0499878 0.421168556 0.000304243 45.87802364VIAVVNK 6 333108224 2xTMT6plex [N-Term; K7] 1.057 1.172 1.041 2.9943223 39.01 0 1200.808015 2 600.9065552 -1.816442271 -0.001090599 60.37269692LAAEVYK 4 333108224 2xTMT6plex [N-Term; K7] 0.96 1.143 2.937801361 24.56 0 1251.771295 2 626.3892212 -0.103275405 -6.46E-05 46.00888603GILVFQLK 1 333108224 2xTMT6plex [N-Term; K8] 0.612 2.535058975 0 1375.907729 2 688.4562378 -1.838752708 -0.001264977 84.96659933333360858 SMTN smoothelin isoform d 6525 NP_001193946.1 6.786427146 1 5 5 20 1002 107.95 9.06 1.3 1.29 1.36 1.32 Significant 0.000275 LAGQLESMNDVEELTALLR 2 333360858 1xTMT6plex [N-Term] 1.402 6.016943932 50.74 0 2331.242727 3 777.7525635 0.175906045 0.000136693 107.4348829KLLEVTADLAER 6 333360858 2xTMT6plex [N-Term; K1] 1.027 0.888 1.661 4.225816727 28.23 1 1816.09442 3 606.0358276 -0.820496901 -0.0004967 67.54217082AADGSAVSTVTK 6 333360858 2xTMT6plex [N-Term; K12] 1.647 2.501 1.868 4.156190872 43.03 0 1564.894657 2 782.9492188 -2.234354871 -0.001748265 30.44681365ESTPLASGPSSFQR 2 333360858 1xTMT6plex [N-Term] 1.014 3.816261292 32.54 0 1692.875429 2 846.9403687 -1.162929816 -0.000984348 38.75040699MLDQSTDFEER 4 333360858 1xTMT6plex [N-Term] 0.943 0.966 3.015209913 13.26 0 1599.752203 2 800.3795166 -0.278897491 -0.000223083 40.92267372333470758 VWA9 von Willebrand factor A domain-containing protein 9 isoform 4 81556 NP_001193987.1 12.4 1 4 4 24 500 54.892 5.1 1.53 1.46 1.5 1.49 Significant 0.000183
HLVLPIALNK 10 333470758 2xTMT6plex [N-Term; K10] 1.4 1.267 1.154 4.739076614 39.61 0 1576.035055 3 526.0162964 -0.456011331 -0.000239563 73.92466799LASTGTSEYAAYDQNITPLHTDFSGSSTER 6 333470758 1xTMT6plex [N-Term] 5.228691101 35.13 0 3448.634202 3 1150.215332 -0.799970681 -0.000919602 60.44741502LIDLAYTPFHAVLK 6 333470758 2xTMT6plex [N-Term; K14] 1.888 1.951 1.827 5.045108318 34.76 0 2059.235605 3 687.0838623 0.693943937 0.000476331 95.72283298NVQSMFGK 2 333470758 2xTMT6plex [N-Term; K8] 1.247 3.33398509 23.48 0 1368.770977 2 684.8887939 -0.486684322 -0.00033308 52.47395978

333470719 BZW1 basic leucine zipper and W2 domain-containing protein 1 isoform 2 9689 NP_001193997.1 47.89356984 1 18 20 177 451 51.249 6.62 1.26 1.26 1.29 1.27 Significant 0.000062
KEELVAEQAIK 16 333470719 3xTMT6plex [N-Term; K1; K11] 1.307 1.335 5.936946869 38.53 1 1945.193689 3 649.069397 -0.026348035 -1.71E-05 47.81807957

FDPTQFQDCIIQGLTETGTDLEAVAK 11 333470719 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C9] 1.068 1.192 1.384 6.534920216 66.55 0 3355.713194 3 1119.240234 -2.099012816 -0.002347895 112.415581
EGVSAAFAVK 4 333470719 2xTMT6plex [N-Term; K10] 1.228 1.218 4.535941124 65.85 0 1436.851336 2 718.9301147 1.125170118 0.000808351 60.63318177

IQEYCYDNIHFMK 12 333470719 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.624 1.583 1.702 4.871052265 38.08 0 2219.102953 3 740.3729858 0.654196566 0.00048391 63.98289779
TDVCVFAAQEDLETMQAFAQVFNK 5 333470719 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C4] 0.998 1.568 0.479 3.829053164 36.35 0 3220.605892 3 1074.205933 -0.821978387 -0.000882423 112.5753085

AEVLSEEPILK 12 333470719 2xTMT6plex [N-Term; K11] 1.451 1.469 1.463 4.667178154 57.59 0 1686.008959 2 843.5076294 -0.579291665 -0.000488345 62.63856147EELVAEQAIK 24 333470719 2xTMT6plex [N-Term; K10] 1.141 1.098 1.121 4.172003269 60.22 0 1587.935794 2 794.4709473 -0.7406148 -0.000588024 48.35616845
IQEYCYDNIHFMK 6 333470719 2xTMT6plex [N-Term; K13]; 1xOxidation [M12]; 1xCarbamidomethyl [C5] 1.626 1.517 1.586 3.66823864 36.16 0 2235.097868 3 740.3729858 0.654196566 0.00048391 63.98289779DINAVAASLR 6 333470719 1xTMT6plex [N-Term] 1.272 1.102 1.141 4.281045437 47.04 0 1258.731666 2 629.8693237 -0.234425708 -0.00014754 48.12307337NAEEESESEAEEGD 2 333470719 1xTMT6plex [N-Term] 100 2.944471598 39.9 0 1753.708543 2 877.3577271 -0.208192199 -0.000182554 30.14297925GDPFKDIILYVK 10 333470719 3xTMT6plex [N-Term; K5; K12] 1.166 1.394 1.064 3.838601828 16.96 1 2095.277025 3 699.0968628 -0.472248339 -0.00032983 94.74433552LMELFPANK 14 333470719 2xTMT6plex [N-Term; K9] 1.236 1.137 1.173 3.558097363 34.75 0 1520.891093 2 760.9487305 -0.597144993 -0.000454096 77.85603688SVFLEQMK 10 333470719 2xTMT6plex [N-Term; K8] 1.051 1.182 1.04 3.611968994 41.67 0 1439.833243 2 728.416687 -1.415618011 -0.001030448 46.25057196YFTEAGLK 9 333470719 2xTMT6plex [N-Term; K8] 1.136 1.067 1.265 3.420336962 38.33 0 1386.803323 2 693.9041748 -1.622725146 -0.0011252 53.68719347NQQTIGAR 6 333470719 1xTMT6plex [N-Term] 100 1.041 1.082 3.260501862 30.7 0 1116.632286 2 558.8200073 0.404545384 0.000225864 16.337717SVFLEQMK 5 333470719 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.245 1.168 1.229 2.372351646 42.88 0 1455.828158 2 728.416687 -1.415618011 -0.001030448 46.25057196ELQEQMSR 4 333470719 1xTMT6plex [N-Term] 1.273 1.151 3.156594038 24.46 0 1249.640802 2 625.3236694 -0.59198036 -0.000369881 22.91356393FLDASGAK 6 333470719 2xTMT6plex [N-Term; K8] 1.139 1.174 1.256 3.108336687 31.98 0 1266.745809 2 633.8761597 -0.604568065 -0.000382917 44.99733971KFVEWLK 10 333470719 3xTMT6plex [N-Term; K1; K7] 1.334 1.104 1.233 3.426993847 15.55 1 1637.039361 3 546.3491211 -4.00159514 -0.00218359 70.29837349DIILYVK 6 333470719 2xTMT6plex [N-Term; K7] 0.818 0.981 2.802822828 33.64 0 1321.849545 2 661.428833 0.638541374 0.000422028 69.9934457LMELFPANK 2 333470719 2xTMT6plex [N-Term; K9]; 1xOxidation [M2] 1.197 2.623486996 28.28 0 1536.886008 2 760.9487305 -0.597144993 -0.000454096 77.85603688ELSEYVR 10 333470719 1xTMT6plex [N-Term] 1.056 1.147 0.988 2.770235538 27.26 0 1124.614905 2 562.8104248 -1.184325958 -0.000665955 35.25440121ELQEQMSR 6 333470719 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.279 1.72841537 19.29 0 1265.635717 2 625.3236694 -0.59198036 -0.000369881 22.91356393QYSPLLAAFTTQGQSELTLLLK 1 333470719 2xTMT6plex [N-Term; K22] 2.599 1.978703618 0 2880.648666 3 960.8913574 3.767406887 0.003617525 112.6793425153946401 BNIP1 vesicle transport protein SEC20 isoform BNIP1 662 NP_001196.2 28.94736842 1 6 6 28 228 26.116 8.95 1.26 1.05 1.11 1.14 Significant 0.00299 ESLAQTSSTITESLMGISR 6 153946401 1xTMT6plex [N-Term] 1.217 1.236 1.166 6.499705315 75.24 0 2240.164142 3 747.3913574 -2.063873038 -0.001541138 81.54020894QLLLQEVENHKK 6 153946401 3xTMT6plex [N-Term; K11; K12] 1.378 1.108 1.22 5.054923058 28.8 1 2166.321349 4 542.3327026 -5.709357539 -0.003092076 55.03540439TILDANEEFK 2 153946401 2xTMT6plex [N-Term; K10] 0.968 4.163853168 36.08 0 1637.915058 2 819.4568481 -5.274285069 -0.004319415 56.6898849IQDLEQLAK 4 153946401 2xTMT6plex [N-Term; K9] 1.363 0.964 3.339483738 51.98 0 1515.914665 2 758.4594727 -1.976329915 -0.001497974 64.60254474IAIDNLEK 4 153946401 2xTMT6plex [N-Term; K8] 1.181 1.002 3.219077587 39.45 0 1373.840437 2 687.4235229 -0.48612746 -0.000333931 55.89831608

ICNQEIVK 6 153946401 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.04 1.08 0.985 2.831372976 13.48 0 1461.849956 2 731.4283447 -0.371746001 -0.000271718 39.73881011
4502491 C1QBP complement component 1 Q subcomponent-binding protein, mitochondrial precursor 708 NP_001203.1 57.09219858 1 9 9 221 282 31.343 4.84 0.75 0.78 0.78 0.77 Significant 0.000169

ALVLDCHYPEDEVGQEDEAESDIFSIR 38 4502491 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.899 0.998 0.947 6.899509907 63.4 0 3365.568096 4 842.1499023 2.877132396 0.002420796 72.95117489AFVDFLSDEIK 18 4502491 2xTMT6plex [N-Term; K11] 0.619 0.602 0.601 4.244127274 60.31 0 1741.977659 2 871.4920044 -0.531907475 -0.000463285 92.33815785AFVDFLSDEIKEER 27 4502491 2xTMT6plex [N-Term; K11] 0.953 1.055 0.973 5.761864662 27.26 1 2156.163956 3 719.3919067 -1.293387337 -0.000929585 82.51299851VEEQEPELTSTPNFVVEVIK 24 4502491 2xTMT6plex [N-Term; K20] 0.684 0.776 0.841 5.786575794 63.7 0 2745.496248 3 915.8375854 0.712063496 0.000651656 87.67221393ITVTFNINNSIPPTFDGEEEPSQGQK 32 4502491 2xTMT6plex [N-Term; K26] 0.936 1.048 1.73 4.946955681 41.96 0 3320.705071 3 1107.574585 1.243781885 0.001376744 83.75494565DTNYTLNTDSLDWALYDHLMDFLADR 27 4502491 1xTMT6plex [N-Term]; 1xOxidation [M20] 0.794 0.908 0.856 7.544501781 88.75 0 3363.567703 3 1121.853271 -6.671884992 -0.007480446 109.3452458EVSFQSTGESEWK 48 4502491 2xTMT6plex [N-Term; K13] 0.819 0.881 0.855 5.5065341 70.14 0 1972.006393 2 986.5042725 -2.59847947 -0.002562109 54.59485981VEEQEPELTSTPNFVVEVIKNDDGK 4 4502491 3xTMT6plex [N-Term; K20; K25] 100 3.592947721 17.17 1 3503.87242 3 1168.628174 -0.699747403 -0.000817275 91.85381174GVDNTFADELVELSTALEHQEYITFLEDLK 3 4502491 2xTMT6plex [N-Term; K30] 1.152 2.813362598 1.05 0 3898.005001 4 975.2589111 2.26104411 0.00220339 119.8761525333944015 CDH13 cadherin-13 isoform 2 1012 NP_001207417.1 5.131578947 1 4 4 18 760 83.345 5.12 1.17 1.31 1.22 1.23 Significant 0.0011 INENTGSVSVTR 4 333944015 1xTMT6plex [N-Term] 1.156 1.313 3.54659605 40.93 0 1505.812101 2 753.4093628 -0.432951802 -0.000325972 26.99553814DIQGSLQDIFK 2 333944015 2xTMT6plex [N-Term; K11] 1.517 3.430406809 14.9 0 1721.983807 2 861.494751 -0.918363383 -0.000790703 77.23688009VVDSDRPER 6 333944015 1xTMT6plex [N-Term] 1.465 1.441 1.664 3.9350667 19.62 0 1301.701094 3 434.5705566 -3.055508014 -0.001325786 16.87201181ETLENPK 6 333944015 2xTMT6plex [N-Term; K7] 1.104 1.207 1.002 2.60151577 17.6 0 1288.751288 2 644.8781128 -1.814814142 -0.001169422 28.459751684502515 CA12 carbonic anhydrase 12 isoform 1 precursor 771 NP_001209.1 26.83615819 1 5 5 33 354 39.426 7.23 1.01 1.13 1.05 1.06 Significant 0.0011 YKGQEAFVPGFNIEELLPER 14 4502515 2xTMT6plex [N-Term; K2] 0.992 1.202 1.043 6.221993446 34.09 1 2794.517987 3 932.1715088 -6.446042895 -0.006004528 95.33299991GSLTTPPCNPTVLWTVFR 10 4502515 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.016 1.243 1.299 5.438601971 42.71 0 2275.21064 3 759.0736084 -1.919657289 -0.001455875 94.27028948NPVQISQEQLLALETALYCTHMDDPSPR 4 4502515 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.143 4.446694374 26.93 0 3455.713655 3 1152.574829 -1.076795037 -0.001240365 104.8475196LNLPSDMHIQGLQSR 4 4502515 1xTMT6plex [N-Term] 0.987 0.804 5.551412582 43.17 0 1938.042846 3 646.6853638 -0.67475877 -0.000435904 61.41790137WTYFGPDGENSWSK 1 4502515 2xTMT6plex [N-Term; K14] 1.155 2.024898529 0 2132.048926 3 711.3526611 -2.577751146 -0.001831964 70.48066934502577 CASP4 caspase-4 isoform alpha precursor 837 NP_001216.1 18.83289125 1 5 5 24 377 43.235 6 0.84 0.8 0.85 0.83 Significant 0.000339 DSPASLEVASSQSSENLEEDAVYK 6 4502577 2xTMT6plex [N-Term; K24] 0.744 0.956 0.912 5.317647934 42.05 0 3013.48899 3 1005.167175 -0.669529937 -0.00067254 66.80499852AHPNMEAGPPESGESTDALK 4 4502577 2xTMT6plex [N-Term; K20] 0.753 0.946 5.683488846 51.09 0 2496.244073 3 832.7537231 1.018763999 0.000847695 37.1296361AEEIYPIK 6 4502577 2xTMT6plex [N-Term; K8] 0.802 0.835 0.824 2.868188858 43.56 0 1420.845188 2 710.9257813 -0.635037517 -0.000451145 50.91812256KVQQSFETPR 2 4502577 2xTMT6plex [N-Term; K1] 0.916 2.652710915 11.67 1 1677.968825 3 559.9952393 1.394008877 0.000779701 43.93345335LCPHEEFLR 6 4502577 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.822 0.747 0.855 3.627056599 24.69 0 1429.745936 3 477.2536621 0.347612896 0.000165666 40.4656122914916483 CASP6 caspase-6 isoform alpha precursor 839 NP_001217.2 8.873720137 1 2 3 10 293 33.288 6.93 1.54 1.21 1.04 1.27 Significant 0.0132 GIALIFNHER 6 14916483 1xTMT6plex [N-Term] 1.542 100 1.043 2.855390072 35.29 0 1398.8055 3 466.940094 0.163834373 7.64E-05 56.79628281EMFDPAEK 2 14916483 2xTMT6plex [N-Term; K8] 1.08 3.741234779 24.99 0 1424.749573 2 712.8777466 -0.95222765 -0.000678343 47.32621911IFIIQACR 4 14916483 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.911 1.936106086 2.23 0 1249.72883 2 625.3674316 -0.994534751 -0.000621449 62.615349844557413 CAV2 caveolin-2 isoform a 858 NP_001224.1 27.16049383 1 3 3 20 162 18.279 5.27 0.99 1.26 1.11 1.12 Significant 0.00483 LGFEDVIAEPVTTHSFDK 2 4557413 2xTMT6plex [N-Term; K18] 1.067 4.753136158 15.32 0 2463.317162 3 821.7755737 -2.027269842 -0.001664603 75.32911772
TCLMVLPSVQTIWK 6 4557413 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.236 1.726 2.706719637 12.8 0 2134.21686 3 712.0773926 0.358142787 0.000254785 100.4775776FADSDQDRDPHR 12 4557413 1xTMT6plex [N-Term] 0.908 1.038 1.111 4.104874134 23.4 1 1687.798576 4 422.7052917 0.450920032 0.000190266 17.044825484502601 CBR3 carbonyl reductase [NADPH] 3 874 NP_001227.1 28.5198556 1 3 5 34 277 30.831 6.18 0.81 0.82 0.75 0.79 Significant 0.000758 TVEEGAETPVYLALLPPDATEPQGQLVHDK 4 4502601 2xTMT6plex [N-Term; K30] 0.01 0.01 5.44002676 20.23 0 3675.952178 3 1225.97937 -7.78592513 -0.009540229 88.60544863AFENCSEDLQER 6 4502601 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.779 0.754 0.897 4.043579102 51.66 0 1726.790379 2 863.8988037 -0.028149407 -2.43E-05 40.94880216GQAAVQQLQAEGLSPR 12 4502601 1xTMT6plex [N-Term] 0.826 0.846 0.863 6.227437496 80.54 0 1882.03439 3 628.0162964 -0.02850099 -1.79E-05 47.79997638FHQLDIDDLQSIR 6 4502601 1xTMT6plex [N-Term] 0.756 1.027 0.805 4.486591339 20.54 0 1828.975478 3 610.3302002 0.311428964 0.000189865 63.70736478GIGLAIAR 6 4502601 1xTMT6plex [N-Term] 0.857 0.837 0.751 2.439884424 28.67 0 999.6512309 2 500.3294983 0.48920265 0.000244516 45.5874738334085248 PITRM1 presequence protease, mitochondrial isoform 1 precursor 10531 NP_001229236.1 38.43930636 1 30 30 191 1038 117.437 6.92 1.14 1.12 1.12 1.12 Significant 0.000035

LSVFSTVDAPVAPSDK 8 334085248 2xTMT6plex [N-Term; K16] 1.117 1.379 5.133874893 61.34 0 2091.173792 2 1046.090088 -0.427027516 -0.000446494 74.63379224
EFQITCGPDSFATDPSK 7 334085248 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C6] 1.006 0.922 1.423 3.55033946 31.49 0 2358.168783 2 1179.588379 0.295942557 0.000348941 62.62722864

LLPDHTYSVVSGGDPLCIPELTWEQLK 18 334085248 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C17] 1.153 0.945 100 6.800026894 33.48 0 3525.870363 4 882.2224731 -0.652378459 -0.00057505 104.7197634
SLSTFMNAFTASDYTLYPFSTQNPK 10 334085248 2xTMT6plex [N-Term; K25] 1.544 1.283 100 5.121758461 54.44 0 3289.649137 3 1097.219849 -1.259678887 -0.001381301 107.5787323THFLMPFPVNYVGECIR 6 334085248 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.992 1.275 1.659 5.347869396 46.1 0 2309.177231 3 770.3971558 -0.137267439 -0.000105658 86.28319316TVPYTDPDHASLK 8 334085248 2xTMT6plex [N-Term; K13] 1.276 1.318 1.167 4.122387886 34.42 0 1902.037299 3 634.6838989 -0.081624401 -5.18E-05 41.05415406GMDHFLYGLSDEMK 6 334085248 2xTMT6plex [N-Term; K14] 0.954 1.131 1.041 4.193068981 38.67 0 2101.049854 3 701.0210571 -0.588236057 -0.000411971 77.08345306EDTNNLFSVQFR 5 334085248 1xTMT6plex [N-Term] 1.544 0.891 4.220088005 39.9 0 1698.864865 2 849.9349365 -1.33518161 -0.001134147 62.71333955STHGLAILGPENPK 8 334085248 2xTMT6plex [N-Term; K14] 1.196 1.105 1.011 5.752374172 30.83 0 1892.100568 3 631.3712158 -0.778790032 -0.000491183 49.84560043FFTYGNFPLEQHLK 6 334085248 2xTMT6plex [N-Term; K14] 1.009 1.041 1.137 3.716532469 16.41 0 2199.200282 3 733.7357178 -3.492942299 -0.00256056 80.96355395IAEMTDIKPILR 8 334085248 2xTMT6plex [N-Term; K8] 1.188 1.394 1.07 4.115650654 15.19 0 1858.123611 3 620.0452881 -1.238040447 -0.000766811 70.34873609FTQQDIDEAK 6 334085248 2xTMT6plex [N-Term; K10] 1.123 1.12 1.389 4.361699581 55.42 0 1652.889572 2 826.9483032 -0.146522001 -0.000121092 44.61739263

SQQSKPQDASCLPALK 6 334085248 3xTMT6plex [N-Term; K5; K16]; 1xCarbamidomethyl [C11] 1.056 1.119 1.131 4.031805038 13 0 2445.373855 3 815.7960815 -0.066898194 -5.45E-05 47.36324713
QIHEEALSK 6 334085248 2xTMT6plex [N-Term; K9] 1.225 1.171 1.145 4.751169682 48.82 0 1512.878613 2 756.9415283 -1.872899352 -0.001416735 28.74660031EQAQQIELK 10 334085248 2xTMT6plex [N-Term; K9] 1.063 1.265 1.174 4.117684364 47.97 0 1544.904828 2 772.9557495 -0.392131963 -0.000302903 40.79169268LEHENPSDPQTPLVFK 2 334085248 2xTMT6plex [N-Term; K16] 1.003 3.157792807 12.03 0 2309.254168 3 770.4225464 -0.468436891 -0.00036058 57.49524289

TTPMDSTGVPHILEHTVLCGSQK 2 334085248 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C19] 1.415 3.989420891 6.84 0 2966.547983 4 742.3914795 -1.313001264 -0.00097377 64.61007941
GGAYGGGAK 4 334085248 2xTMT6plex [N-Term; K9] 0.893 1.031 2.314152479 25.65 0 1195.683543 2 598.3444824 -1.550959082 -0.000927228 19.32990131DPNTIETLQSFGK 1 334085248 2xTMT6plex [N-Term; K13] 1.167 26.55 0 1908.047863 2 954.5324097 5.072868518 0.004839638 63.94938463TIDEVVEK 8 334085248 2xTMT6plex [N-Term; K8] 1.132 1.18 1.07 3.369820118 46.46 0 1390.819367 2 695.9119873 -1.919243208 -0.00133466 44.48873497LTHDDTGAR 6 334085248 1xTMT6plex [N-Term] 1.234 1.185 1.19 4.028425694 42.61 0 1214.63268 3 405.5495911 1.267694657 0.000513261 15.85521774GVVFNEMK 6 334085248 2xTMT6plex [N-Term; K8] 1.104 1.06 1.238 3.548372507 35.36 0 1381.791379 2 691.3988037 -0.758231772 -0.000523859 52.11150257QAQVEATK 2 334085248 2xTMT6plex [N-Term; K8] 1.099 3.158213139 35.72 0 1332.788736 2 666.8981323 0.189151087 0.000126049 22.08293194IEPSTVVPAQTPWDKPR 5 334085248 2xTMT6plex [N-Term; K15] 0.975 0.856 0.802 4.221712112 12.48 0 2379.343651 3 793.7855835 -0.611139848 -0.000484704 60.29973708
QCLQENPK 6 334085248 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.441 0.717 3.471309662 31.05 0 1474.80882 2 737.906311 -2.355742413 -0.001737135 39.13386856

TLTPAGDLQETFSGMDQVR 8 334085248 1xTMT6plex [N-Term] 1.613 1.672 1.382 3.98767519 36.06 0 2295.148827 2 1148.078491 0.383008659 0.000439531 71.67427045LLAVSDR 6 334085248 1xTMT6plex [N-Term] 0.988 1.14 1.013 2.6560812 31.5 0 1002.614511 2 501.810791 -0.205092533 -0.000102814 35.99128559VEALSPGDR 2 334085248 1xTMT6plex [N-Term] 100 2.596260071 18.18 0 1172.647268 2 586.8270874 -0.315043852 -0.000184718 42.11813476DPSWIIQ 12 334085248 1xTMT6plex [N-Term] 1.094 1.056 1.248 2.700819016 44.73 0 1087.598527 2 544.3028564 -0.083063164 -4.52E-05 62.87706153LVMEPTFKPWQMK 3 334085248 3xTMT6plex [N-Term; K8; K13]; 2xOxidation [M3; M12] 0.985 1.127 1.673530102 16.24 0 2354.321943 3 785.4458618 0.462464032 0.00036293 63.24911174
334883159 GRB7 growth factor receptor-bound protein 7 isoform b 2886 NP_001229371.1 12.79279279 1 4 4 23 555 62.078 8.73 1.27 1.24 1.3 1.27 Significant 0.000186 FTDLLQLVEFHQLNR 6 334883159 1xTMT6plex [N-Term] 1.33 1.209 1.124 5.433923721 35.37 0 2102.15959 3 701.3913574 -0.033781629 -2.37E-05 103.2612504LIGQQGLVDGLFLVR 9 334883159 1xTMT6plex [N-Term] 1.227 1.163 0.923 4.847160816 60.98 0 1857.115934 2 929.0603027 -1.403020243 -0.001302786 101.551408ATSLPSIPNPFPELCSPPSQSPILGGPSSAR 2 334883159 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 4.143777847 27.46 0 3390.756506 3 1130.920532 -2.790778487 -0.003154283 94.97291953IFCSEDEQSR 6 334883159 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.229 1.87 2.255 3.346364021 30.33 0 1499.699774 2 750.3529663 -0.745231034 -0.000558811 31.74574173
335334964 ZSWIM8 zinc finger SWIM domain-containing protein 8 isoform 3 23053 NP_001229417.1 1.532769556 1 2 2 8 1892 201.395 6.58 0.85 0.89 0.86 0.87 Significant 0.000192

LTVELAQDLLANPPDLK 6 335334964 2xTMT6plex [N-Term; K17] 0.849 0.888 0.815 4.661631107 37.77 0 2308.352819 3 770.1192627 -4.151966711 -0.003194735 103.9880348LAVLDPALSPQR 2 335334964 1xTMT6plex [N-Term] 0.994 4.26999855 35.72 0 1508.899794 2 754.9515991 -2.566212699 -0.001936079 64.69276701336285440 NCAM1 neural cell adhesion molecule 1 isoform 5 precursor 4684 NP_001229536.1 5.090497738 1 4 4 14 884 97.284 4.93 1.2 1.45 1.24 1.3 Significant 0.00356
GLGEISAASEFK 4 336285440 2xTMT6plex [N-Term; K12] 0.98 0.893 4.302926064 66.96 0 1666.941608 2 833.9738159 -0.7513005 -0.000626187 60.10282408TQPVQGEPSAPK 2 336285440 2xTMT6plex [N-Term; K12] 1.781 2.341902256 34.86 0 1696.963406 2 848.9855347 0.228093273 0.000193533 28.33404096ALSSEWKPEIR 2 336285440 2xTMT6plex [N-Term; K7] 1.175 3.261183977 13.04 0 1774.02634 3 592.0128784 -1.272955222 -0.000752752 53.09765103TVPNDATQTK 6 336285440 2xTMT6plex [N-Term; K10] 1.296 1.454 1.412 3.731608629 60.14 0 1532.868443 2 766.9376221 -0.309987056 -0.000237585 24.85242522

337752170 HLA-A HLA class I histocompatibility antigen, A-1 alpha chain precursor 3105 NP_001229687.1 45.75342466 1 2 11 96 365 40.82 6.54 0.74 0.7 0.68 0.71 Significant 0.000622
THMTHHPISDHEATLR 8 337752170 1xTMT6plex [N-Term] 0.944 0.524 1.143 6.842741489 43.29 0 2112.060621 4 528.7700806 -1.007851931 -0.000532161 16.89204962FIAVGYVDDTQFVR 4 337752170 1xTMT6plex [N-Term] 0.758 0.906 4.752018929 37.81 0 1858.990065 2 930 1.429905436 0.00132909 77.3437998SWTAADMAAQITK 16 337752170 2xTMT6plex [N-Term; K13] 0.716 0.701 0.662 5.823904991 85.47 0 1852.00389 2 926.5038452 -1.877107457 -0.001738205 65.50847716QDAYDGKDYIALNEDLR 6 337752170 2xTMT6plex [N-Term; K7] 0.902 0.539 0.767 4.668910503 24.89 1 2457.266189 3 819.758728 -1.854881652 -0.001519313 55.8586177APWIEQEGPEYWDQETR 10 337752170 1xTMT6plex [N-Term] 0.714 0.709 0.936 5.041979313 47.68 0 2363.114156 3 788.3743896 -2.344408404 -0.001846702 65.18257903DGEDQTQDTELVETRPAGDGTFQK 14 337752170 2xTMT6plex [N-Term; K24] 0.553 0.611 0.522 7.194234848 33.39 0 3095.516936 4 774.6342163 -0.614099572 -0.000475239 45.63142197WAAVVVPSGEEQR 14 337752170 1xTMT6plex [N-Term] 0.621 0.773 0.437 4.613496304 46.63 0 1656.890686 2 828.9493408 0.43421128 0.00035972 61.60619361YTCHVQHEGLPKPLTLR 8 337752170 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.687 0.696 0.78 5.981050491 15.84 0 2507.395704 5 502.284668 -0.586531375 -0.000294133 45.56161122WEAVHAAEQR 10 337752170 1xTMT6plex [N-Term] 0.83 0.701 0.822 3.917177916 36.22 0 1425.743628 3 475.919342 -0.108488616 -5.16E-05 28.05389901KWEAVHAAEQR 4 337752170 2xTMT6plex [N-Term; K1] 0.779 0.672 4.149380207 15.48 1 1783.001523 4 446.5052795 -1.253070123 -0.000558556 28.92972071

KGGSYTQAASSDSAQGSDVSLTACK 2 337752170 3xTMT6plex [N-Term; K1; K25]; 1xCarbamidomethyl [C24] 2.455091715 4.96 1 3163.614432 3 1055.207764 -1.799822481 -0.001897981 41.20874826
337756501 MTHFD1L monofunctional C1-tetrahydrofolate synthase, mitochondrial isoform 1 precursor 25902 NP_001229696.1 30.94994893 1 24 25 153 979 105.823 8.06 1.07 1.17 1.12 1.12 Significant 0.000664

LQPLSPVPSDIEISR 14 337756501 1xTMT6plex [N-Term] 1.08 1.067 1.121 4.180893421 63.71 0 1880.069044 2 940.5369263 -1.312617186 -0.001233905 66.87188659DIELSPEAQAK 12 337756501 2xTMT6plex [N-Term; K11] 1.041 1.252 1.11 4.408511162 46.77 0 1658.936522 2 829.972168 0.323778211 0.000268564 45.7138854ASGLVPNVVVLVATVR 4 337756501 1xTMT6plex [N-Term] 1.507 1.666 4.457603931 51.42 0 1823.131584 3 608.3816528 -0.64681777 -0.000393078 104.0455765LHEADIVVLGSPKPEEIPLTWIQPGTTVLNCSHDFLSGK 2 337756501 3xTMT6plex [N-Term; K13; K39]; 1xCarbamidomethyl [C31] 0.973 8.131858826 31.01 0 4985.705365 5 997.9442139 -2.688160066 -0.002680475 102.6114062
SGQPVTADDLGVTGALTVLMK 8 337756501 2xTMT6plex [N-Term; K21] 1.074 1.145 0.928 6.898902416 63.96 0 2531.415496 3 844.4749756 -2.023382648 -0.001707341 97.71441371

AEIDLVCELAK 2 337756501 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.204 4.863357544 61.52 0 1718.976279 2 859.9893188 -2.860868267 -0.002458882 77.22715513
EIGLLADEIEIYGK 16 337756501 2xTMT6plex [N-Term; K14] 1.257 1.16 1.23 4.621686459 60.67 0 2021.157079 2 1011.078491 -3.648250895 -0.003686844 92.38070199QPSQGPTFGVK 4 337756501 2xTMT6plex [N-Term; K11] 1.263 1.253 3.48298955 48.28 0 1603.920813 2 802.4644165 0.463706067 0.000371874 41.98503923TDPSTLTEEEVSK 6 337756501 2xTMT6plex [N-Term; K13] 2.115 1.082 4.850832939 25.7 0 1894.005724 3 632.0057983 -1.521648236 -0.00096067 43.242487DVDGVTDINLGK 6 337756501 2xTMT6plex [N-Term; K12] 1.05 1.192 1.221 5.131015301 57.26 0 1703.957986 2 852.4815674 -1.248701196 -0.001063867 63.38555249KITIGQGNTEK 2 337756501 3xTMT6plex [N-Term; K1; K11] 1.149 3.373708487 19.55 1 1876.147073 3 626.0534668 -0.65345057 -0.000408656 41.54671757
GDAHECFVSPVAK 6 337756501 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 1.171 1.257 1.17 5.068778515 36.76 0 1874.983489 3 625.6654663 -0.87668197 -0.000547921 41.30669761

YTQQGFGNLPICMAK 2 337756501 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 0.846 3.150878906 5.6 0 2186.150237 3 729.3873291 -1.28217872 -0.000934345 73.80979888LDIDPSTITWQR 6 337756501 1xTMT6plex [N-Term] 1.316 1.044 0.964 3.754899502 32.2 0 1673.906001 2 837.4545288 -2.521212547 -0.002110136 65.81396605DFILPISDVR 6 337756501 1xTMT6plex [N-Term] 1.097 1.027 2.317 3.346180439 42.62 0 1403.809582 2 702.4082031 -0.322137707 -0.00022611 75.4835522FQFLYDVQVPIVDK 9 337756501 2xTMT6plex [N-Term; K14] 1.079 1.148 1.03 4.111786366 33.15 0 2169.235999 3 723.749939 -0.338776172 -0.000244962 103.1762826ILHENTQTDK 6 337756501 2xTMT6plex [N-Term; K10] 1.012 1.082 1.123 4.649437904 34.17 0 1656.932106 3 552.9813843 -1.512402325 -0.000835316 27.03700448ITIGQGNTEK 6 337756501 2xTMT6plex [N-Term; K10] 0.99 0.956 0.692 3.729337692 42.37 0 1518.889178 2 759.9459839 -2.954130313 -0.002243498 51.34907463EVLSLLQEK 6 337756501 2xTMT6plex [N-Term; K9] 1.227 1.066 3.157142401 48.34 0 1516.935066 2 758.9697876 -1.824174778 -0.001383577 77.25717417SVGVNLDGK 6 337756501 2xTMT6plex [N-Term; K9] 1.045 0.996 0.951 3.533344269 30.86 0 1346.804386 2 673.9047852 -1.553527388 -0.001046149 40.28607179EFSEIQLAR 6 337756501 1xTMT6plex [N-Term] 1.011 1.114 0.904 3.186842442 32.2 0 1321.731332 2 661.3689575 -0.524411369 -0.000346565 49.81407085EVIQNSK 4 337756501 2xTMT6plex [N-Term; K7] 1.193 1.362 2.890929937 25.48 0 1275.767272 2 638.3873291 0.085707736 5.47E-05 27.9040419VLDTNDR 6 337756501 1xTMT6plex [N-Term] 1.105 1.187 0.992 3.077820063 27.38 0 1061.578854 2 531.2930298 -0.06669282 -3.54E-05 21.42951553MVVASDK 2 337756501 2xTMT6plex [N-Term; K7] 1.128 2.89164257 20.84 0 1207.712066 2 604.3584595 -2.006516914 -0.001211647 32.87146839AVDVLAK 6 337756501 2xTMT6plex [N-Term; K7] 0.889 1.248 1.319 2.898602962 24.62 0 1173.76073 2 587.3842773 0.466609153 0.000273844 47.97519287338827746 ARFIP2 arfaptin-2 isoform 1 23647 NP_001229783.1 21.65775401 1 5 6 26 374 41.569 6.38 1.24 1.31 1.5 1.35 Significant 0.00329 SPELQEEFGYNAETQK 4 338827746 2xTMT6plex [N-Term; K16] 0.955 0.926 4.273761749 25.85 0 2328.175977 3 776.729248 -1.196623195 -0.00092865 53.21268216ALTAHLYSLLQTQHALGDAFADLSQK 4 338827746 2xTMT6plex [N-Term; K26] 100 1.603 6.869915009 27.49 0 3270.788682 4 818.4535522 1.13034645 0.000924281 102.3322761TMEDTLMTVK 2 338827746 2xTMT6plex [N-Term; K10] 1.311 4.034752369 46.06 0 1626.884686 2 813.946106 0.152994287 0.000124452 56.90022356QLEQTLQQFNIK 2 338827746 2xTMT6plex [N-Term; K12] 1.438 4.159179688 31.71 0 1948.126782 3 650.0463867 -1.116751625 -0.000725191 76.69182883KYESVLQLGR 6 338827746 2xTMT6plex [N-Term; K1] 1.277 1.416 1.313 3.432489157 30.09 1 1650.994312 3 551.0020142 -1.709684589 -0.000940893 51.83288854IEYDAYR 16 338827746 1xTMT6plex [N-Term] 0.522 0.858 0.955 2.451028585 15.98 0 1158.599255 2 579.8034668 0.347086146 0.000201067 32.43098279338968885 ELP2 elongator complex protein 2 isoform 1 55250 NP_001229804.1 14.14141414 1 9 9 44 891 99.924 6.42 1.08 1.1 1.19 1.12 Significant 0.000906
EAEGAEWLHFASCGEDHTVK 4 338968885 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C13] 1.09 1.099 5.715902805 40.75 0 2731.318635 4 683.5837402 -2.015225331 -0.001376056 56.35630433STSLETQDDDNIR 12 338968885 1xTMT6plex [N-Term] 1.142 1.249 1.096 4.745269775 79.53 0 1722.834352 2 861.9209595 0.168330352 0.000145003 23.63860233AVHLQGHEGPVYAVHAVYQR 4 338968885 1xTMT6plex [N-Term] 1.074 1.426 6.992936134 29.04 0 2460.309776 5 492.868042 0.539395872 0.000265416 41.54213602

VAPVLETSHVFCCPNR 2 338968885 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C13] 1.302 1.207 28.16 0 2115.067681 3 705.6934814 -0.846220704 -0.000596605 64.29161828
LKENTFTIENESVK 4 338968885 3xTMT6plex [N-Term; K2; K14] 1.274 4.97372961 27.33 1 2339.342538 3 780.4528198 0.584968911 0.000456148 56.51487048FQFVSGADEK 6 338968885 2xTMT6plex [N-Term; K10] 0.774 1.039 1.248 3.557648897 32.15 0 1585.862629 2 793.4336548 -1.637033145 -0.001298055 54.76400199

IIWSCDWSPDSK 2 338968885 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.542 3.88301754 40.46 0 1951.998805 2 976.5053101 2.324984614 0.002269184 72.27036623
VLSLCGHEDWIR 6 338968885 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.083 0.991 1.053 4.736413479 31.03 0 1713.894391 3 571.9697266 0.137323222 7.85E-05 61.86092588GVEWAAFGR 4 338968885 1xTMT6plex [N-Term] 1.071 0.608 2.934235096 24.31 0 1221.657773 2 611.3328247 0.491139234 0.000300002 54.73335293338968930 CSDE1 cold shock domain-containing protein E1 isoform 4 7812 NP_001229820.1 28.08056872 1 19 19 99 844 93.683 6.52 1.33 1.33 1.23 1.3 Significant 0.00066 GPDNSMGFGAER 6 338968930 1xTMT6plex [N-Term] 1.086 1.029 0.718 4.133333683 63.53 0 1466.689543 2 733.8476563 -1.027579427 -0.00075357 30.0028821GDLETLQPGDDVEFTIK 14 338968930 2xTMT6plex [N-Term; K17] 1.337 1.262 1.315 4.106553555 46.97 0 2335.243328 3 779.0853271 -0.813583178 -0.000633305 70.7772518GEVYPFGIVGMANK 8 338968930 2xTMT6plex [N-Term; K14] 1.144 1.037 0.997 4.685461521 53.24 0 1940.071576 2 970.5394897 0.065467784 6.35E-05 77.11965061ATNIEVLSNTFQFTNEAR 8 338968930 1xTMT6plex [N-Term] 1.275 1.422 1.293 5.304690361 46.2 0 2284.17709 3 762.0629883 -1.172770825 -0.000892939 74.95793121DVEGSTSPQIGDKVEFSISDK 2 338968930 3xTMT6plex [N-Term; K13; K21] 1.783 5.005236626 30.56 1 2925.566008 3 975.8605347 0.356428091 0.000347585 64.17487469LLPQGTVIFEDISIEHFEGTVTK 3 338968930 2xTMT6plex [N-Term; K23] 0.843 0.934 4.022620201 3.22 0 3031.675609 3 1011.229248 -0.797743455 -0.000806166 105.7888293

EAEDGIIAYDDCGVK 2 338968930 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 1.077 3.198950768 27.07 0 2113.052357 3 705.0217285 -0.816053194 -0.000574788 51.34196623
LLTSYGFIQCSER 10 338968930 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.833 1.155 0.899 4.108748436 43.48 0 1802.930836 2 901.9679565 -1.220026869 -0.001099812 69.40464129LLGYVATLK 4 338968930 2xTMT6plex [N-Term; K9] 1.157 0.981 4.158518314 42.84 0 1435.928858 2 718.4639893 -5.680186959 -0.004078172 82.81354808SPAAPGQSPTGSVCYER 4 338968930 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.104 1.253 3.506159306 51.74 0 1992.964655 2 996.9842529 -1.719062411 -0.001713015 29.1787684IKVDFVIPK 6 338968930 3xTMT6plex [N-Term; K2; K9] 1.856 1.817 1.606 3.338078976 15.6 1 1746.149639 3 582.7210693 -0.563921995 -0.000328231 75.69192691EIFFHYSEFK 6 338968930 2xTMT6plex [N-Term; K10] 1.334 1.192 1.12 3.274770021 17.43 0 1804.967428 3 602.3272705 -0.094282345 -5.67E-05 66.2212367LTIAFQAK 2 338968930 2xTMT6plex [N-Term; K8] 1.232 3.04162097 30.3 0 1349.855693 2 675.4311523 -0.492847127 -0.000332636 64.23619121EATFSNPK 6 338968930 2xTMT6plex [N-Term; K8] 1.511 1.311 1.494 3.231931925 29.47 0 1351.762187 2 676.3840942 -0.943200993 -0.000637492 32.61953421IKQEILPEER 4 338968930 2xTMT6plex [N-Term; K2] 1.362 1.424 3.617636442 12.37 1 1713.031091 3 571.6817627 -0.208083825 -0.000118818 58.21022321ELPFGDKDTK 6 338968930 3xTMT6plex [N-Term; K7; K10] 1.159 1.24 2.817790747 6.9 1 1837.067426 3 613.0264282 -1.466697408 -0.000898141 50.1433823NQNDPLPGR 4 338968930 1xTMT6plex [N-Term] 0.877 1.262 2.644008398 23.81 0 1239.664315 2 620.3358765 0.130406018 8.08E-05 20.90907582DGFGFIK 2 338968930 2xTMT6plex [N-Term; K7] 1.334 2.179466486 15.48 0 1241.72943 2 621.3666992 -2.664382771 -0.001654221 61.36138187FNISTDR 2 338968930 1xTMT6plex [N-Term] 1.185 2.094253063 16.43 0 1081.583939 2 541.2952881 -0.591353201 -0.000319799 32.87641518339276039 PPP6R2 serine/threonine-protein phosphatase 6 regulatory subunit 2 isoform 1 9701 NP_001229827.1 5.526590198 1 3 4 15 959 104.169 4.87 0.94 0.98 0.87 0.93 Significant 0.00119



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SLETPQPAASLPDNTMVTHLFQK 4 339276039 2xTMT6plex [N-Term; K23] 1.836 0.933 4.249988079 29.97 0 2983.596313 3 995.2010498 -2.586504717 -0.002572362 83.05226638AASAMDAVSR 6 339276039 1xTMT6plex [N-Term] 0.724 1.558 0.947 3.374977589 42.96 0 1207.630237 2 604.3189697 0.352328976 0.000212742 24.05666783HIGTSALMDLLLR 2 339276039 1xTMT6plex [N-Term] 4.406139374 0 1668.966827 3 556.9891968 -8.262811304 -0.004596786 89.82168966TEEAVGR 4 339276039 1xTMT6plex [N-Term] 0.841 0.825 0.853 1.857965231 17.01 0 990.54174 2 495.7740173 -0.991328272 -0.000490976 22.27662995
339882741 HLA-C HLA class I histocompatibility antigen, Cw-1 alpha chain precursor 3107 NP_001229971.1 49.72677596 1 8 13 172 366 40.685 5.87 0.66 0.64 0.58 0.63 Significant 0.00147

THVTHHPISDHEATLR 16 339882741 1xTMT6plex [N-Term] 0.727 0.589 0.712 7.664213181 53.35 0 2080.08855 4 520.7772217 -0.717994073 -0.000373373 16.66465746AYLEGTCVEWLR 30 339882741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.617 0.576 0.597 5.17595005 50.83 0 1725.883158 3 575.9661865 0.491713653 0.00028288 67.22985668FISVGYVDDTQFVR 30 339882741 1xTMT6plex [N-Term] 0.597 0.552 0.537 5.335524082 65.5 0 1874.98498 2 937.9959106 -0.232071692 -0.000217565 74.80877201SWTAADTAAQITQR 24 339882741 1xTMT6plex [N-Term] 0.785 0.71 0.52 6.222393513 74.33 0 1748.912877 2 874.9596558 -0.48178304 -0.000421298 46.87201061APWVEQEGPEYWDR 14 339882741 1xTMT6plex [N-Term] 0.919 1.015 0.697 4.524833679 59.68 0 1990.949657 2 995.977417 -1.05452974 -0.001049758 60.92666396GGSCSQAACSNSAQGSDESLITCK 4 339882741 2xTMT6plex [N-Term; K24]; 3xCarbamidomethyl [C4; C9; C23] 0.38 0.381 6.396839142 69.9 0 2933.343941 3 978.4539795 1.174327536 0.001148236 37.82963012
DGEDQTQDTELVETRPAGDGTFQK 14 339882741 2xTMT6plex [N-Term; K24] 0.553 0.611 0.522 7.194234848 33.39 0 3095.516936 4 774.6342163 -0.614099572 -0.000475239 45.63142197GYDQSAYDGKDYIALNEDLR 6 339882741 2xTMT6plex [N-Term; K10] 0.836 0.575 1.572 5.182263374 23.05 1 2764.383009 3 922.1320801 -0.478333002 -0.000440765 59.54223587GYDQSAYDGK 6 339882741 2xTMT6plex [N-Term; K10] 0.668 0.63 0.616 3.669548273 33.7 0 1561.789858 2 781.3980103 -0.71336882 -0.000557066 26.6964409WAAVVVPSGQEQR 21 339882741 1xTMT6plex [N-Term] 0.639 0.691 0.676 4.093671322 36.99 0 1655.90667 2 828.4580688 1.323181646 0.001095533 53.48627136FDSDAASPR 8 339882741 1xTMT6plex [N-Term] 0.604 0.589 0.518 3.303441048 40.54 0 1194.595232 2 597.8011475 -0.178920959 -0.000106869 22.427827MYGCDLGPDGR 4 339882741 1xTMT6plex [N-Term]; 1xOxidation [M1]; 1xCarbamidomethyl [C4] 0.67 0.676 2.421652317 28.89 0 1485.666365 2 743.3369751 0.207391996 0.000154058 27.41295907YFDTAVSRPGR 3 339882741 1xTMT6plex [N-Term] 0.79 0.711 2.54116559 0.42 0 1497.801142 3 499.939209 1.289432269 0.000643771 32.100288934502623 CCNH cyclin-H isoform 1 902 NP_001230.1 10.83591331 1 3 3 12 323 37.619 7.15 0.95 1.28 0.66 0.96 Significant 0.0329 VDEFNVSSPQFVGNLR 4 4502623 1xTMT6plex [N-Term] 1.131 1.06 4.741686344 30.73 0 2037.06027 3 679.6893311 -3.352863947 -0.002276662 68.06565528ESPLGQEK 4 4502623 2xTMT6plex [N-Term; K8] 1.42 1.189 2.717286348 18.85 0 1345.772751 2 673.3893433 -0.99689681 -0.000670798 29.33375568YPILENPEILR 4 4502623 1xTMT6plex [N-Term] 0.723 0.295 3.332173109 20.81 0 1585.915109 2 793.4602051 -1.245926556 -0.000987967 69.57835637

343168767 ACSF3 acyl-CoA synthetase family member 3, mitochondrial isoform 1 precursor 197322 NP_001230208.1 20.48611111 1 9 10 50 576 64.089 8.37 0.88 0.88 0.89 0.88 Significant 0.0000142
EACSYTIHAEGDER 6 343168767 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.885 0.86 1.301 5.007065773 50.78 0 1866.848957 3 622.9534302 -1.724602649 -0.001073191 21.63893978LMVSGSAALPLPVLEK 12 343168767 2xTMT6plex [N-Term; K16] 0.901 0.889 0.818 4.797581673 42.02 0 2083.260105 3 695.0900879 -2.109380444 -0.001464796 98.89886467NVLAPYAVPSELVLVEEIPR 6 343168767 1xTMT6plex [N-Term] 0.768 1.007 5.691402435 68.23 0 2437.390378 3 813.1347656 -0.260112211 -0.000211332 103.9908321LPGSVGTPLPGVQVR 6 343168767 1xTMT6plex [N-Term] 0.643 0.894 0.885 3.566298246 46.01 0 1706.01622 2 853.5125122 0.895281091 0.000763682 63.74998342INVFMAVPTIYTK 2 343168767 2xTMT6plex [N-Term; K13] 0.833 3.856734991 32.27 0 1955.144013 3 652.3860474 -0.216705344 -0.00014123 97.73617716AVVTGLVHK 6 343168767 2xTMT6plex [N-Term; K9] 0.867 0.833 0.862 4.119686127 34.07 0 1381.893141 3 461.3030701 1.096680368 0.000505165 45.06097553IALVDQHGR 2 343168767 1xTMT6plex [N-Term] 0.879 2.685800791 10.48 0 1237.721436 3 413.2453918 0.150807043 6.22E-05 30.42411169IVSENPQR 4 343168767 1xTMT6plex [N-Term] 0.851 0.936 2.665966988 9.86 0 1171.663252 2 586.3355713 0.523962942 0.000306954 21.74612403LMEYYDR 4 343168767 1xTMT6plex [N-Term] 0.925 1.035 2.42598629 5.53 0 1218.602626 2 609.8039551 -1.634760756 -0.000996062 42.67043351TSVDILK 4 343168767 2xTMT6plex [N-Term; K7] 1.263 2.301092863 11.48 0 1233.78186 2 617.394043 -0.851351875 -0.000525191 44.2439627343887347 CD2BP2 CD2 antigen cytoplasmic tail-binding protein 2 10421 NP_001230575.1 22.87390029 1 5 5 20 341 37.623 4.61 1.17 1.36 0.99 1.17 Significant 0.00819 YDILASEDVEGQEAATLPSEGGVR 2 343887347 1xTMT6plex [N-Term] 1.071 4.758424759 21.95 0 2735.357299 3 912.4561157 -1.281354371 -0.001168321 64.53061892ITPFNLQEEMEEGHFDADGNYFLNR 4 343887347 1xTMT6plex [N-Term] 2.133 1.339 4.866531849 40.55 0 3215.494143 3 1072.500366 -2.362932989 -0.002532666 86.06390462GNLGVYQETR 6 343887347 1xTMT6plex [N-Term] 1.099 1.318 4.054125786 47.44 0 1365.732394 2 683.3693848 -0.659894101 -0.000450619 28.43726261DSWLDNIDWVK 2 343887347 2xTMT6plex [N-Term; K11] 1.332 3.243242979 23.04 0 1848.98962 2 924.998291 -0.170341005 -0.000157479 85.33428915ETVAGALR 6 343887347 1xTMT6plex [N-Term] 1.123 1.231 0.952 2.75468874 31.47 0 1045.620325 2 523.31427 0.897791522 0.000469375 27.74917184344217711 PXN paxillin isoform 3 5829 NP_001230685.1 51.90082645 1 21 21 173 605 66.17 6.37 1.07 1.1 1.08 1.08 Significant 0.0000663 AILENYISALNTLWHPECFVCR 3 344217711 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C18; C21] 1.213 0.01 4.74221611 31.69 0 2935.479621 3 979.1610107 -3.795496776 -0.003713868 112.5229757

FIHQQPQSSSPVYGSSAK 6 344217711 2xTMT6plex [N-Term; K18] 1.051 1.044 1.114 5.120416641 46.02 0 2406.281779 3 802.7648926 -0.687723125 -0.000551619 39.3379979
TWHPEHFVCTHCQEEIGSR 12 344217711 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C12] 1.219 1.175 1.1 5.86000061 37.92 0 2639.20809 5 528.6472778 -0.306019766 -0.00016153 34.71351554

TSSVSNPQDSVGSPCSR 12 344217711 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.27 1.044 1.04 4.639647007 62.13 0 1993.944648 2 997.4761353 0.173449054 0.000172924 37.27488153ELDELMASLSDFK 38 344217711 2xTMT6plex [N-Term; K13] 1.039 1.098 1.109 5.783181667 66.11 0 1956.040001 2 978.5239258 0.293492209 0.000287041 107.9143095SAEPSPTVMSTSLGSNLSELDR 6 344217711 1xTMT6plex [N-Term] 1.25 1.402 5.40808773 62.26 0 2507.249663 3 836.4197998 -1.921091469 -0.001605552 64.87631761KPIAGQVVTAMGK 2 344217711 3xTMT6plex [N-Term; K1; K13] 1.195 4.437072754 23.49 0 1987.234114 3 663.0831299 0.363519543 0.000240799 57.36580407TGSSSPPGGPPKPGSQLDSMLGSLQSDLNK 10 344217711 3xTMT6plex [N-Term; K12; K30] 1.057 1.085 1.019 6.9988904 24.64 0 3626.930286 4 907.4870605 -1.068044378 -0.000968431 89.57531601LLLELNAVQHNPPGFPADEANSSPPLPGALSPLYGVPETNSPLGGK 6 344217711 2xTMT6plex [N-Term; K46] 0.698 0.955 7.647008896 37.87 0 5133.73011 5 1027.54895 -2.817758848 -0.002893123 108.2080917
VGEEEHVYSFPNK 6 344217711 2xTMT6plex [N-Term; K13] 0.892 0.651 0.868 3.911384344 38.25 0 1993.043112 3 665.0197144 0.74128171 0.000492469 44.80485877
GSLCSGCQKPITGR 9 344217711 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C4; C7] 1.308 1.108 100 3.177126169 19.48 0 1979.056671 3 660.3568115 -0.399225398 -0.000263363 28.45144743

EQNDKPYCQNCFLK 6 344217711 3xTMT6plex [N-Term; K5; K14]; 2xCarbamidomethyl [C8; C11] 1.828 1.155 1.174 4.695641041 12.21 0 2531.298976 3 844.4379272 0.099825538 8.42E-05 44.18964689
KDYFDMFAPK 4 344217711 3xTMT6plex [N-Term; K1; K10] 1.094 1.136 4.686018467 19.62 1 1949.080967 3 650.3653564 0.281479295 0.000182875 71.13769703VTSTQQQTR 12 344217711 1xTMT6plex [N-Term] 1.251 0.811 1.146 3.134841204 43.23 0 1277.701094 2 639.3537598 -0.666132912 -0.000425559 15.36459314DYFDMFAPK 16 344217711 2xTMT6plex [N-Term; K9] 1.151 1.029 1.186 3.499038696 36.13 0 1591.823072 2 796.4140625 -1.397215582 -0.00111206 75.80536881ISASSATR 4 344217711 1xTMT6plex [N-Term] 1.297 1.226 3.120461702 33.54 0 1021.583939 2 511.2956848 0.150608188 7.69E-05 18.22341044LGVATVAK 6 344217711 2xTMT6plex [N-Term; K8] 0.933 0.939 1.029 3.177175045 36.92 0 1216.80293 2 608.904541 -0.923829753 -0.000562059 49.51020032DYHNLFSPR 2 344217711 1xTMT6plex [N-Term] 1.001 3.198136091 17 0 1377.711265 3 459.9085999 -0.013442187 -6.17E-06 41.87555568

KFHPEHFVCAFCLK 3 344217711 3xTMT6plex [N-Term; K1; K14]; 2xCarbamidomethyl [C9; C12] 1.872 3.149 3.626906395 3.33 1 2507.365874 5 502.2785645 -0.860649974 -0.000431593 59.22468493
DGQPYCEK 4 344217711 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 0.917 0.779 3.219897032 18.85 0 1454.734986 2 727.8720093 1.206992823 0.000877927 22.54317296VVTALDR 6 344217711 1xTMT6plex [N-Term] 1.142 1.131 0.927 2.581237316 28.75 0 1002.614511 2 501.81073 -0.326844524 -0.00016385 34.31798573347360922 TRRAP transformation/transcription domain-associated protein isoform 1 8295 NP_001231509.1 2.228556621 1 6 6 16 3859 437.318 8.19 1.73 1.49 1.27 1.5 Significant 0.00779

YLQFVAALTDVNTPDETK 2 347360922 2xTMT6plex [N-Term; K18] 1.7 3.596743822 36.91 0 2483.343376 3 828.4522705 -0.450278674 -0.000372732 98.57422469VLQHILNPAFLYSFEK 2 347360922 2xTMT6plex [N-Term; K16] 1.037 4.855322838 39.89 0 2377.36841 3 793.1273193 -0.422674157 -0.000334951 104.4856095LVEDNPSSLSLVEIYK 2 347360922 2xTMT6plex [N-Term; K16] 1.426 3.134608269 35.92 0 2264.278985 2 1132.643433 0.266404617 0.000301607 83.53619925EWALHTFPNATDYWTFR 4 347360922 1xTMT6plex [N-Term] 1.725 1.29 3.757677555 7.14 0 2384.166132 3 795.3928223 -0.930448217 -0.000739448 81.76594249EPYNYFLLLR 4 347360922 1xTMT6plex [N-Term] 1.604 1.603 2.04396081 7.7 0 1556.867431 2 778.9375 0.187761652 0.00014616 85.83257098SLPSLVPLR 2 347360922 1xTMT6plex [N-Term] 0.966 2.595582008 12.42 0 1210.772074 2 605.8903809 1.165255443 0.000705429 68.07291787
347659028 GFPT1 glutamine--fructose-6-phosphate aminotransferase [isomerizing] 1 isoform 1 2673 NP_001231639.1 40.91559371 1 19 23 160 699 78.756 7.11 0.96 1.01 0.98 0.98 Significant 0.000218

EVLSMDDEIQK 8 347659028 2xTMT6plex [N-Term; K11] 0.944 1.111 1.007 4.584686756 56.46 0 1764.945372 2 882.9761963 -0.145223687 -0.000128156 53.06889206
VDSTTCLFPVEEK 8 347659028 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 1.039 1.053 4.126805782 74.47 0 1983.0509 2 992.0279541 -1.144003351 -0.001134308 65.91798419VIFLEDDDVAAVVDGR 22 347659028 1xTMT6plex [N-Term] 0.963 1.041 0.996 5.249823093 73.27 0 1962.038137 2 981.5218506 -0.873029985 -0.000856459 84.60561826GYDFESETDTETIAK 8 347659028 2xTMT6plex [N-Term; K15] 0.73 0.864 0.963 4.117595196 68.15 0 2164.06978 2 1082.537842 -0.634686674 -0.000686753 51.20400081

ETDCGVHINAGPEIGVASTK 6 347659028 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C4] 1.165 1.129 0.962 6.684828758 54.67 0 2513.307008 3 838.4390259 -1.783957657 -0.001494544 49.48731366
VIQQLEGAFALVFK 2 347659028 2xTMT6plex [N-Term; K14] 1.104 4.1595397 32.47 0 2021.219955 3 674.4116821 0.266436474 0.000179509 113.0151891VNFDDYTVNLGGLKDHIK 4 347659028 3xTMT6plex [N-Term; K14; K18] 1.485 1.435 4.813673973 23.39 1 2735.533526 4 684.638855 0.023301442 1.59E-05 75.45031181

GYDSAGVGFDGGNDKDWEANACK 10 347659028 3xTMT6plex [N-Term; K15; K23]; 1xCarbamidomethyl [C22] 1.223 0.632 0.692 4.949421883 39.21 1 3120.493588 3 1040.835693 -0.340193577 -0.000353857 61.03590547
GYHYATCLEGALK 8 347659028 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.082 1.044 1.03 4.536580563 44.57 0 1941.03044 3 647.6810913 -0.885583339 -0.000572981 55.08851312EIFEQPESVVNTMR 4 347659028 1xTMT6plex [N-Term] 1.136 0.867 4.371702671 50.43 0 1907.973429 2 962.4887695 0.997237042 0.000959326 54.48408383ESQDTSFTTLVER 6 347659028 1xTMT6plex [N-Term] 1.175 0.702 1.028 4.423048496 62.06 0 1741.880574 2 871.4431152 -0.930271153 -0.000810211 46.87548791DDVCFFLSQSGETADTLMGLR 4 347659028 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.331 100 4.05277586 40.9 0 2591.231905 3 864.4125366 -3.414598556 -0.002949339 107.9956318SVHFPGQAVGTR 6 347659028 1xTMT6plex [N-Term] 0.885 1.057 1.072 3.73299098 23.14 0 1484.817127 3 495.610199 -0.729481195 -0.000361049 34.29906389LATELYHQK 6 347659028 2xTMT6plex [N-Term; K9] 0.96 1.054 0.996 4.106127262 32.58 0 1560.914999 3 520.9765015 -0.030665006 -1.60E-05 44.95534205HGPLALVDK 6 347659028 2xTMT6plex [N-Term; K9] 0.986 0.949 0.958 3.491611719 28.23 0 1407.872406 3 469.9622803 -0.084119617 -3.95E-05 48.42879342LSTDHIPILYR 6 347659028 1xTMT6plex [N-Term] 0.949 1.015 0.947 3.585216522 22.07 0 1556.899794 3 519.6369629 -2.22131067 -0.001152786 58.86206078EILETLIK 4 347659028 2xTMT6plex [N-Term; K8] 1.109 1.033 3.805354357 45.81 0 1416.907788 2 708.9573364 -0.276784728 -0.000196089 81.78635144GYDVDFPR 6 347659028 1xTMT6plex [N-Term] 0.689 0.735 0.685 2.357182264 21.81 0 1197.610154 2 599.3079224 -1.32410654 -0.000792882 41.54432327GSPLLIGVR 6 347659028 1xTMT6plex [N-Term] 0.633 1.002 0.871 3.370152712 30.02 0 1140.730209 2 570.8685913 -0.266025051 -0.000151731 54.50921009ALDEEVHK 6 347659028 2xTMT6plex [N-Term; K8] 0.956 1 0.853 2.812587261 16.25 0 1398.799301 3 466.9381409 0.406611171 0.000189589 31.68566761RLPDLIK 8 347659028 2xTMT6plex [N-Term; K7] 1.026 0.946 1.206 3.707965851 21.91 1 1312.871678 3 438.2955933 0.417988419 0.000182922 51.84381497EIMLGLK 4 347659028 2xTMT6plex [N-Term; K7] 0.54 0.994 2.640745163 28.48 0 1261.795401 2 631.4005127 -1.30968093 -0.000826275 63.85842176SVLIMGR 6 347659028 1xTMT6plex [N-Term] 1.011 1.171 1.27 2.500405073 21.73 0 1004.612403 2 502.8098145 -0.050082748 -2.52E-05 41.01028224EIFEQPESVVNTMR 4 347659028 1xTMT6plex [N-Term]; 1xOxidation [M13] 0.695 1.484 2.562703133 50.85 0 1923.968344 2 962.4887695 0.997237042 0.000959326 54.48408383EIMLGLK 2 347659028 2xTMT6plex [N-Term; K7]; 1xOxidation [M3] 0.979 1.596202254 18.56 0 1277.790316 2 631.4005127 -1.30968093 -0.000826275 63.85842176

349732192 PTBP3 polypyrimidine tract-binding protein 3 isoform 6 9991 NP_001231827.1 37.99283154 1 11 14 135 558 60.379 9.19 1.2 1.11 1.32 1.21 Significant 0.00252
NFQNIFPPSATLHLSNIPPSVTVDDLK 12 349732192 2xTMT6plex [N-Term; K27] 1.298 1.08 1.146 6.337126255 36.41 0 3422.872412 4 856.4743042 0.869263156 0.000743844 97.00568982

IPCDVTEAEIISLGLPFGK 6 349732192 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C3] 1.074 1.188 1.164 5.398479462 45.36 0 2517.403869 3 839.8052368 -1.077054348 -0.000903794 109.4851375
NNQFQALLQYADPVNAHYAK 6 349732192 2xTMT6plex [N-Term; K20] 1.657 1.471 1.48 5.075797558 42.34 0 2763.461869 3 921.8248901 -0.633867926 -0.00058389 81.98312358

KIPCDVTEAEIISLGLPFGK 12 349732192 3xTMT6plex [N-Term; K1; K20]; 1xCarbamidomethyl [C4] 1.322 1.149 1.419 6.139942646 54.63 1 2874.661764 3 958.8916016 -0.526010579 -0.000504034 99.37715064
AQAALQAVSAVQSGSLALSGGPSNEGTVLPGQSPVLR 10 349732192 1xTMT6plex [N-Term] 0.903 1.032 1.478 7.144698143 48.35 0 3747.02383 4 937.5092163 -2.347216357 -0.002198769 88.61073047

MALDGQNIYNACCTLR 2 349732192 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C13] 3.399 4.084414959 36.12 0 2129.013931 2 1065.008423 -2.048674653 -0.002180828 55.61294608
EGQEDQGLTK 13 349732192 2xTMT6plex [N-Term; K10] 1.243 1.278 1.121 4.136161327 55.69 0 1562.842622 2 781.9251099 0.205571923 0.000160638 39.81103852SQPVYIQYSNHR 2 349732192 1xTMT6plex [N-Term] 1.024 2.83645916 6.14 0 1720.896834 3 574.3042603 0.81000307 0.000464644 30.81064315TDNLPNQAR 10 349732192 1xTMT6plex [N-Term] 1.303 1.158 0.92 2.844351053 22.2 0 1257.674879 2 629.3404541 -0.992090162 -0.000623863 20.21221331VTNILMLK 40 349732192 2xTMT6plex [N-Term; K8] 1.182 1.272 1.248 3.708781719 49.85 0 1389.890364 2 695.4485474 -0.392961525 -0.000273087 80.30136092DFSNSPLHR 6 349732192 1xTMT6plex [N-Term] 1.027 1.097 1.121 3.515760183 29.61 0 1301.679965 3 434.5648499 0.024276741 1.05E-05 26.04208606SQAFLEMASEEAAVTMVNYYTPITPHLR 2 349732192 1xTMT6plex [N-Term] 2.241906166 0.23 0 3398.696214 3 1133.566895 -2.966904253 -0.003361202 108.2009789VTNILMLK 32 349732192 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 1.314 1.279 2.023 2.535340786 25.21 0 1405.885279 2 695.4485474 -0.392961525 -0.000273087 80.30136092DRPPCSPSR 4 349732192 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.007 0.732 3.949728966 25.32 0 1300.662935 3 434.225769 -0.139060697 -6.03E-05 15.08871203LTSLNVK 14 349732192 2xTMT6plex [N-Term; K7] 1.329 1.273 1.365 3.246666908 40.35 0 1232.797844 2 616.90271 0.242677156 0.000149586 60.38073309

350276247 PPP1CC serine/threonine-protein phosphatase PP1-gamma catalytic subunit isoform 2 5501 NP_001231903.1 48.96142433 1 1 13 209 337 38.493 6.13 0.59 0.84 0.92 0.79 Significant 0.0157
TFTDCFNCLPIAAIVDEK 42 350276247 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C5; C8] 2.106 2.421 2.157 5.74983263 66.65 0 2572.319153 3 858.1103516 -1.030798413 -0.000883848 102.8107143

LFEYGGFPPESNYLFLGDYVDR 27 350276247 1xTMT6plex [N-Term] 1.611 100 1.186 4.937693596 37.26 0 2827.381663 3 943.1252441 -7.244903789 -0.006828036 106.3691399
QSLETICLLLAYK 20 350276247 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.585 1.742 1.613 4.784566879 54.81 0 2010.170956 2 1005.588135 -0.97647354 -0.000981439 102.904373

EIFLSQPILLELEAPLK 3 350276247 2xTMT6plex [N-Term; K17] 1.469 1.35 4.715280056 50.02 0 2411.456556 3 804.4902344 -0.168344314 -0.000135318 112.5936505
IFCCHGGLSPDLQSMEQIR 6 350276247 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C4] 1.202 1.049 1.152 6.723258972 37.46 0 2477.193686 3 826.4014893 -1.522422967 -0.001257112 67.99078747

IKYPENFFLLR 25 350276247 2xTMT6plex [N-Term; K2] 1.885 1.57 1.527 3.615986109 21.82 1 1898.130411 3 633.3812866 -0.582049954 -0.000368269 80.61790121ICGDIHGQYYDLLR 12 350276247 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.194 1.268 1.326 4.048150539 25.32 0 1951.989748 3 651.3342285 -0.827669882 -0.000538534 57.55440174NVQLQENEIR 6 350276247 1xTMT6plex [N-Term] 0.589 0.844 0.924 4.318826675 64.28 0 1471.806622 2 736.40625 -0.950036492 -0.000699135 34.31935303GNHECASINR 12 350276247 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.093 1.056 1.053 4.277826786 45.76 0 1386.674562 3 462.8962708 -0.218511357 -0.000101001 14.80713656AHQVVEDGYEFFAK 20 350276247 2xTMT6plex [N-Term; K14] 1.072 3.402069807 20.65 0 2098.100962 3 700.0375366 -1.384588622 -0.000968336 1.324031722
IYGFYDECK 10 350276247 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.252 1.087 1.129 3.564033508 44.96 0 1652.839451 2 826.9213867 -2.392417786 -0.001977141 57.39402074YPENFFLLR 8 350276247 1xTMT6plex [N-Term] 1.013 0.942 1.026 3.123472214 23.05 0 1427.788453 2 714.3981934 0.460550545 0.000328784 78.98890774HDLDLICR 18 350276247 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.944 1.252 1.301 4.211854935 29.38 0 1270.677522 3 424.2313232 1.490753185 0.000631422 32.4583402350529396 NFIC nuclear factor 1 C-type isoform 1 4782 NP_001231931.1 4.133858268 1 2 2 8 508 55.64 8.38 1.2 1.33 1.48 1.34 Significant 0.00364 GIPLESTDGER 6 350529396 1xTMT6plex [N-Term] 1.201 1.529 1.48 3.732594967 56.71 0 1402.737539 2 701.8712769 -1.612524795 -0.001130975 33.63318497EDFVLSITGK 2 350529396 2xTMT6plex [N-Term; K10] 1.006 3.667144775 42.58 0 1566.91433 2 783.9609985 0.249011899 0.00019509 73.25293832

351542242 CLIP1 CAP-Gly domain-containing linker protein 1 isoform c 6249 NP_001234926.1 7.92767733 1 10 11 38 1438 162.147 5.36 0.9 0.87 0.77 0.85 Significant 0.00215
AAQTAEDAMQIMEQMTK 4 351542242 2xTMT6plex [N-Term; K17] 1.282 0.7 4.008481026 36.64 0 2355.175859 3 785.7296143 -0.666398883 -0.000523162 110.0272623

GEWCGVELDEPLGK 2 351542242 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 0.67 3.1261518 12.73 0 2047.057048 3 683.0239868 0.175373334 0.000119666 66.5917091
AEQSQQEAAK 4 351542242 2xTMT6plex [N-Term; K10] 0.892 1.094 3.724404097 54.52 0 1547.842956 2 774.4251099 -0.008459151 -6.55E-06 17.57823553TPTAVVAPVEK 4 351542242 2xTMT6plex [N-Term; K11] 1.066 1.263 3.348167419 44.91 0 1569.961615 2 785.4823608 -2.655963224 -0.00208488 47.65464618DVEELQLK 6 351542242 2xTMT6plex [N-Term; K8] 1.33 1.064 0.971 3.689860106 40.62 0 1431.845916 2 716.4263306 -0.37146957 -0.000265944 52.85935397ALYTATEK 6 351542242 2xTMT6plex [N-Term; K8] 0.914 0.992 0.721 3.16557765 31.53 0 1354.798238 2 677.9019165 -1.241219645 -0.000840801 36.32414895SIEDMTVK 4 351542242 2xTMT6plex [N-Term; K8] 1.003 0.926 3.212741613 43.35 0 1380.780873 2 690.8937988 -0.400001014 -0.000276157 46.25483822SISITSALLTEK 2 351542242 2xTMT6plex [N-Term; K12] 0.885 3.302300692 3.37 0 1721.046073 3 574.3496704 -6.74858722 -0.003871543 74.13293941GIFTRPSK 2 351542242 2xTMT6plex [N-Term; K8] 0.631 2.470166206 4.57 0 1363.846191 3 455.2876892 1.703342333 0.000774366 34.43407877ILKPGSTALK 2 351542242 3xTMT6plex [N-Term; K3; K10] 0.749 1.056 2.68474555 0 1715.139803 3 572.3848877 0.178886839 0.000102272 53.85035237VQEVAELR 2 351542242 1xTMT6plex [N-Term] 1.14 2.985506058 15.72 0 1172.683653 2 586.8448486 -1.051003288 -0.000616247 39.10135468353677961 ASPSCR1 tether containing UBX domain for GLUT4 isoform 2 79058 NP_001238817.1 2.472952087 1 1 1 6 647 69.947 8.09 1.07 1.22 1.6 1.3 Significant 0.0145

VTPSTVLLQVLEDTCR 6 353677961 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.071 1.219 1.596 4.877642632 37.32 0 2060.125907 3 687.3804932 0.494796063 0.000339781 107.785746353731084 APPL2 DCC-interacting protein 13-beta isoform 2 55198 NP_001238833.1 5.52238806 1 3 3 8 670 75.137 4.93 0.93 1 1.16 1.03 Significant 0.00434 VVDELNLLHTELAK 4 353731084 2xTMT6plex [N-Term; K14] 0.961 1.164 3.265486956 13.04 0 2052.210512 3 684.7406006 -1.590252154 -0.001087844 81.2138994LLLEEALQDSPQTR 2 353731084 1xTMT6plex [N-Term] 1.042 3.324411154 21.39 0 1842.017008 3 614.6756592 -2.488500875 -0.001527954 71.88848736ICYAINLGK 2 353731084 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.932 2.371310234 24.32 0 1509.886342 2 755.4457397 -1.416608491 -0.001069459 64.29621484
354721184 RAB5C ras-related protein Rab-5C isoform b 5878 NP_001238968.1 62.24899598 1 7 10 190 249 27.019 8.66 1.14 1.17 1.1 1.14 Significant 0.000318 FEIWDTAGQER 16 354721184 1xTMT6plex [N-Term] 1.11 1.106 1.118 3.967002869 47.82 0 1580.790637 2 790.8987427 -0.271059574 -0.000214244 58.33923008GAQAAIVVYDITNTDTFAR 6 354721184 1xTMT6plex [N-Term] 1.052 1.072 1.002 5.476828575 35.74 0 2255.186927 3 752.4006348 0.188102755 0.000141402 82.23161787LVLLGESAVGK 26 354721184 2xTMT6plex [N-Term; K11] 1.197 1.206 1.133 4.753948212 64.42 0 1543.98235 2 772.4952393 0.551570829 0.000425808 74.25656148NEPQNATGAPGR 6 354721184 1xTMT6plex [N-Term] 1.013 1.278 0.862 4.755211353 59.36 0 1440.73927 2 720.8731079 -0.229867884 -0.00016559 15.90346639GVDLQENNPASR 24 354721184 1xTMT6plex [N-Term] 1.128 1.098 1.17 4.37548399 55.57 0 1528.7917 2 764.8990479 -0.576099985 -0.000440368 28.72636028GQFHEYQESTIGAAFLTQTVCLDDTTVK 10 354721184 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C21] 1.179 1.235 2.845 7.281825066 64.15 0 3617.819784 3 1206.600952 -8.701534783 -0.010493528 84.11416602

QASPNIVIALAGNK 18 354721184 2xTMT6plex [N-Term; K14] 1.124 1.171 1.096 5.050801277 64.23 0 1854.121303 2 927.564209 -0.087303484 -8.09E-05 71.94384647AVEFQEAQAYADDNSLLFMETSAK 2 354721184 2xTMT6plex [N-Term; K24]; 1xOxidation [M19] 100 4.01624918 30.9 0 3152.549817 3 1046.189087 -0.699598088 -0.000731443 89.65441093AVEFQEAQAYADDNSLLFMETSAK 34 354721184 2xTMT6plex [N-Term; K24] 1.018 1.235 1.002 5.946307182 72.22 0 3136.554902 3 1046.189087 -0.699598088 -0.000731443 89.65441093TAMNVNEIFMAIAK 16 354721184 2xTMT6plex [N-Term; K14]; 1xOxidation [M] 0.971 1.241 1.105 4.247229099 43.57 0 2027.106975 2 1006.057556 -2.100701098 -0.002112373 103.1817878TAMNVNEIFMAIAK 26 354721184 2xTMT6plex [N-Term; K14] 1.125 1.131 1.068 5.056825638 79.55 0 2011.11206 2 1006.057556 -2.100701098 -0.002112373 103.1817878YHSLAPMYYR 6 354721184 1xTMT6plex [N-Term] 1.192 1.073 1.096 3.980209827 25.41 0 1529.777236 3 510.596344 -1.802326191 -0.000919053 51.97755522
354983493 PCMT1 protein-L-isoaspartate(D-aspartate) O-methyltransferase isoform 2 5110 NP_001238978.1 57.34265734 1 14 14 107 286 30.339 6.73 0.96 0.97 0.95 0.96 Significant 0.0000362

MKPLMGVIYVPLTDK 6 354983493 3xTMT6plex [N-Term; K2; K15] 0.656 0.643 0.701 4.949042797 36.08 0 2392.431493 3 798.145874 -3.521191604 -0.00280807 93.78914958MGYAEEAPYDAIHVGAAAPVVPQALIDQLKPGGR 11 354983493 2xTMT6plex [N-Term; K30] 0.88 1.985 0.778 8.396723747 22.98 0 3963.120263 4 991.5319824 -3.573727659 -0.003540778 94.54348216ELVDDSVNNVR 6 354983493 1xTMT6plex [N-Term] 0.981 0.96 0.836 4.615666866 65.39 0 1488.785552 2 744.8956299 -1.053660397 -0.000784337 34.12119967SGGASHSELIHNLR 4 354983493 1xTMT6plex [N-Term] 0.831 0.923 5.997392654 47.83 0 1706.913546 4 427.4836731 -0.400569313 -0.000170934 22.00345774ALDVGSGSGILTACFAR 10 354983493 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.443 1.267 1.26 5.023180485 44.83 0 1924.015963 3 642.0102539 0.127778955 8.19E-05 76.65156476LILPVGPAGGNQMLEQYDK 9 354983493 2xTMT6plex [N-Term; K19]; 1xOxidation [M13] 0.91 0.938 0.886 5.315233707 52.65 0 2517.378717 3 834.4661865 0.081862812 6.83E-05 87.32826019LILPVGPAGGNQMLEQYDK 10 354983493 2xTMT6plex [N-Term; K19] 1.032 0.921 1.195 5.847231865 60.36 0 2501.383802 3 834.4661865 0.081862812 6.83E-05 87.32826019MGYAEEAPYDAIHVGAAAPVVPQALIDQLKPGGR 2 354983493 2xTMT6plex [N-Term; K30]; 1xOxidation [M1] 0.01 6.467247009 13.69 0 3979.115178 4 991.5319824 -3.573727659 -0.003540778 94.54348216MKPLMGVIYVPLTDKEK 4 354983493 4xTMT6plex [N-Term; K2; K15; K17] 1.12 1.132 5.44325161 8.92 1 2878.731981 4 720.4387817 0.45717112 0.000329018 89.50607705VQLVVGDGR 10 354983493 1xTMT6plex [N-Term] 0.807 0.926 0.883 3.582335949 51.53 0 1171.699638 2 586.3527832 -1.150280931 -0.000673892 51.26991891VIGIDHIK 8 354983493 2xTMT6plex [N-Term; K8] 1.021 0.996 1.116 3.383811235 30.81 0 1352.866592 3 451.6268921 -0.346930341 -0.00015645 49.34969465KDDPTLLSSGR 10 354983493 2xTMT6plex [N-Term; K1] 1.014 1.006 0.904 2.614133835 18.44 1 1646.947756 3 549.6531982 -1.647965716 -0.000904704 33.74111285DDPTLLSSGR 3 354983493 1xTMT6plex [N-Term] 1.02 0.874 3.159440279 20.89 0 1289.689861 2 645.3475342 -1.604176855 -0.001034445 44.98904994VFEVMLATDR 2 354983493 1xTMT6plex [N-Term] 0.762 3.559081554 17.69 0 1409.766002 2 705.3833008 -4.736635362 -0.003338774 71.92757914MVGCTGK 6 354983493 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.069 0.97 1.074 2.898002863 27.73 0 1210.668821 2 605.8375244 -0.866241747 -0.000524366 28.71379278
LQDGSIK 6 354983493 2xTMT6plex [N-Term; K7] 0.965 0.954 0.991 2.597753763 23.6 0 1218.745809 2 609.8759155 -1.029021231 -0.000627058 34.08503624

355330276 USP15 ubiquitin carboxyl-terminal hydrolase 15 isoform 1 9958 NP_001239007.1 20.99898063 1 16 17 85 981 112.348 5.22 1.01 0.94 0.93 0.96 Significant 0.000687
EHLIDELDYILLPTEGWNK 3 355330276 2xTMT6plex [N-Term; K19] 1.355 0.472 3.975006342 8.74 0 2756.491103 3 919.5018921 0.00717562 6.59E-06 104.3651467RNDSIIVDIFHGLFK 4 355330276 2xTMT6plex [N-Term; K15] 1.142 1.569 4.440647602 28.67 1 2232.290494 4 558.8278198 -0.467798939 -0.000261066 105.0750554KLDLWSLPPVLVVHLK 2 355330276 3xTMT6plex [N-Term; K1; K16] 1.201 5.746010303 25.41 1 2544.624848 4 636.9109497 -1.131468113 -0.00071979 107.971048IFAMDENLSSIMER 12 355330276 1xTMT6plex [N-Term] 0.958 0.883 0.957 4.576908112 43.3 0 1884.939686 2 942.9723511 -1.199153256 -0.001130166 86.84702028YQMGDQNVYPGPIDNSGLLK 6 355330276 2xTMT6plex [N-Term; K20] 0.626 0.674 0.833 6.094707966 62.91 0 2667.385258 3 889.800293 0.400259485 0.000355882 68.57800783VVAEEAWENHLK 4 355330276 2xTMT6plex [N-Term; K12] 0.9 0.848 3.823613882 29.61 0 1883.042719 3 628.3527222 0.475137339 0.000298235 53.94189753LVSWYTLMEGQEPIAR 5 355330276 1xTMT6plex [N-Term] 0.779 1.027 100 4.734691143 49.04 0 2122.120427 3 708.0462646 1.796959901 0.001271122 90.54557024KVVEQGMFVK 6 355330276 3xTMT6plex [N-Term; K1; K10] 1.092 1.662 5.042818069 31.81 1 1852.133337 3 618.050293 1.613407733 0.000996082 61.19929853WYYFDDSSVSTASEDQIVSK 2 355330276 2xTMT6plex [N-Term; K20] 100 2.250520706 5.82 0 2785.360877 3 929.1255493 0.437232112 0.00040595 85.05802501MIVTDIYNHR 6 355330276 1xTMT6plex [N-Term] 0.903 0.913 0.859 4.014962196 26.52 0 1490.7987 3 497.6042175 -0.402631227 -0.000200081 49.79449395KGDTWYLVDSR 5 355330276 2xTMT6plex [N-Term; K1] 1.115 0.936 0.871 3.617438555 4.99 1 1797.989955 3 600.0015869 0.140574861 8.43E-05 48.85336657

STLVCPECAK 8 355330276 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C5; C8] 1.305 1.327 3.949495792 40.61 0 1622.86462 2 811.9355469 -0.494902649 -0.00040158 37.01453465LYNLLLLR 6 355330276 1xTMT6plex [N-Term] 0.401 1.309 1.093 3.059874296 39.42 0 1246.80846 2 623.9073486 -0.833419413 -0.000519557 92.04146774KIFSIPDEK 4 355330276 3xTMT6plex [N-Term; K1; K9] 1.146 0.928 4.525548935 25.98 1 1764.087433 3 588.701416 1.282094545 0.000753909 61.67324064NYDYSEPGR 2 355330276 1xTMT6plex [N-Term] 1.329 3.062885046 14.45 0 1329.62726 2 665.3186035 2.008097554 0.001335011 20.78430186IFSIPDEK 4 355330276 2xTMT6plex [N-Term; K8] 0.715 0.783 2.971580744 28.03 0 1406.829538 2 703.9182739 -0.189702043 -0.000133439 67.76272327YQMGDQNVYPGPIDNSGLLK 2 355330276 2xTMT6plex [N-Term; K20]; 1xOxidation [M3] 1.142 1.143 1.306552887 1.18 0 2683.380173 3 889.800293 0.400259485 0.000355882 68.57800783EHQQATK 4 355330276 2xTMT6plex [N-Term; K7] 0.866 0.923 2.309278011 13.83 0 1299.74212 3 433.9184875 -0.931510564 -0.000403575 15.19140989359465572 BLVRA biliverdin reductase A precursor 644 NP_001240752.1 43.24324324 1 11 11 112 296 33.407 6.44 0.97 0.98 0.98 0.98 Significant 0.0000116 SGSLENVPNVGVNK 12 359465572 2xTMT6plex [N-Term; K14] 0.952 0.936 0.95 4.808058739 69.07 0 1872.059097 2 936.5335083 0.343547682 0.000321571 49.06144156NPHPSSAFLNLIGFVSR 10 359465572 1xTMT6plex [N-Term] 0.838 1.011 0.962 5.290734768 33.63 0 2085.144274 3 695.7183838 -1.763054412 -0.001225408 91.90570557GSLLFTAGPLEEER 10 359465572 1xTMT6plex [N-Term] 1.1 1.01 0.836 5.416491508 62.43 0 1747.942781 2 874.4755859 0.637666755 0.000557303 68.37379501LTWLVSLFGELSLVSATLEER 12 359465572 1xTMT6plex [N-Term] 100 1.684 6.786130905 68.45 0 2592.448621 3 864.8195801 -1.710238571 -0.001477902 114.0985441
ILHCLGLAEEIQK 8 359465572 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.048 1.026 5.637965202 46.53 0 1982.150889 3 661.3882446 -0.357406333 -0.000236144 71.18071469

KSPLSWIEEK 6 359465572 3xTMT6plex [N-Term; K1; K10] 0.999 1.072 0.961 4.204594612 40.37 1 1904.146011 3 635.3873901 0.843764159 0.00053555 71.34794761
MTVCLETEK 4 359465572 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 0.991 1.095 3.950079441 48.65 0 1568.842822 2 784.9246826 -0.46741816 -0.000366653 47.59478522

DQNIFVQK 16 359465572 2xTMT6plex [N-Term; K8] 0.906 1.008 0.995 3.229414463 37.66 0 1449.846585 2 725.4274902 0.771604914 0.000559354 46.96744292LLGQFSEK 12 359465572 2xTMT6plex [N-Term; K8] 0.976 1.007 1.024 3.318561554 44 0 1379.829872 2 690.4180908 -0.701143956 -0.00048373 58.81739895
MTVCLETEK 6 359465572 2xTMT6plex [N-Term; K9]; 1xOxidation [M1]; 1xCarbamidomethyl [C4] 1.122 0.873 0.897 2.24750495 30.09 0 1584.837737 2 784.9246826 -0.46741816 -0.000366653 47.59478522

YLSFHFK 12 359465572 2xTMT6plex [N-Term; K7] 0.904 0.956 0.964 2.684437275 21.39 0 1399.813829 3 467.2758789 -0.532278818 -0.000248364 59.9037565QFLNAGK 4 359465572 2xTMT6plex [N-Term; K7] 0.792 0.995 2.807244062 13.66 0 1235.751228 2 618.3790283 -0.362774776 -0.00022415 42.33812966359806940 AP4B1 AP-4 complex subunit beta-1 isoform 1 10717 NP_001240781.1 6.359945873 1 3 3 10 739 83.206 5.86 2.05 1.11 1.04 1.4 Non-Significant 0.0501 VQELPDSGALMLVPNR 2 359806940 1xTMT6plex [N-Term] 1.285 4.642674446 32.31 0 1968.078563 3 656.6981201 0.632368842 0.000414851 73.96405491IPNAPYVLEDFVENVK 6 359806940 2xTMT6plex [N-Term; K16] 1.334 1.073 1.04 4.571587563 35.23 0 2305.284405 3 769.0986938 -1.247948854 -0.000958959 107.7822088LDQWGQAEVLNFLLR 2 359806940 1xTMT6plex [N-Term] 100 2.917514086 15.18 0 2031.122476 3 677.711731 -0.904258078 -0.00061222 110.7893437359751462 UXS1 UDP-glucuronic acid decarboxylase 1 isoform 1 80146 NP_001240804.1 12 1 3 3 15 425 48.121 8.94 0.88 0.68 1.13 0.9 Significant 0.0204
VVSNFILQALQGEPLTVYGSGSQTR 6 359751462 1xTMT6plex [N-Term] 0.805 0.818 6.417480469 53.16 0 2893.562087 3 965.1886597 -3.684519555 -0.003553795 111.8382784LMMDGHEVTVVDNFFTGR 5 359751462 1xTMT6plex [N-Term] 1.023 0.646 1.05 3.784645557 6.27 0 2297.125589 3 766.3780518 -2.606281777 -0.001995652 87.16108482IFNTFGPR 4 359751462 1xTMT6plex [N-Term] 0.851 1.387 2.550432444 24.79 0 1180.667609 2 590.8366699 -1.309425479 -0.000772998 55.374941291199548 CD68 macrosialin isoform A precursor 968 NP_001242.2 6.214689266 1 1 1 6 354 37.385 8.87 1.28 1.55 1.43 1.42 Significant 0.00301



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LQAAQLPHTGVFGQSFSCPSDR 6 91199548 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.281 1.545 1.431 4.709690094 29.66 0 2632.313935 3 878.1104126 1.044451018 0.000916441 61.3532659365906244 C9orf72 protein C9orf72 isoform a 203228 NP_001242983.1 3.326403326 1 1 1 6 481 54.293 6.23 1 1.46 1.18 1.21 Significant 0.0119 AFLDQVFQLKPGLSLR 6 365906244 2xTMT6plex [N-Term; K10] 0.998 1.459 1.176 5.023992062 27.24 0 2290.368744 3 764.1277466 -0.025098101 -1.92E-05 99.6245734597709777 RNF213 E3 ubiquitin-protein ligase RNF213 isoform 3 57674 NP_001243000.2 15.44075283 1 63 64 289 5207 591.031 6.48 0.76 0.76 0.73 0.75 Significant 0.000178 VITEVLCASQGFMR 6 597709777 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.024 1.084 3.873363256 43.59 0 1839.965841 3 613.9942017 1.20128886 0.000736777 94.49884572
DQHQLDTILFFDEANTTEAISCIK 6 597709777 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C22] 1.039 0.914 1.044 5.748066425 46.99 0 3267.660764 3 1089.893066 1.187959531 0.00129395 92.10539874

TIVADAMQGPAAYSDLFR 6 597709777 1xTMT6plex [N-Term] 0.576 0.685 0.766 4.639461994 60.12 0 2155.105505 2 1078.056152 -0.221535558 -0.000238716 84.80252556
SIVEELCAWVEK 10 597709777 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 0.983 0.914 1.138 4.293251514 59.63 0 1921.050506 2 961.02771 -1.230076001 -0.001181519 101.0041952LSQAFIDLHSAGNMLFR 6 597709777 1xTMT6plex [N-Term] 0.912 0.927 0.634 4.769952297 41.65 0 2149.14256 3 717.0518188 -0.770757167 -0.000552156 90.52055528EQMLDTSSLLQFMR 6 597709777 1xTMT6plex [N-Term] 0.741 0.631 0.524 4.404390812 47.34 0 1927.981885 2 964.4939575 -0.646578138 -0.000623295 90.50848272MLGHSADETIGVVHLVLR 4 597709777 1xTMT6plex [N-Term] 0.734 0.525 6.352462769 46.66 0 2176.210974 4 544.8087158 0.946494285 0.000514943 72.10246685AASEAPEEEVSLPWVHLAYQR 8 597709777 1xTMT6plex [N-Term] 0.702 0.837 0.661 6.648849487 53.2 0 2611.335382 3 871.1176758 1.184165684 0.001030751 75.87037438LLNFDTELSTK 6 597709777 2xTMT6plex [N-Term; K11] 0.678 0.817 0.645 4.492627621 57.87 0 1738.999122 2 870.0022583 -1.082489584 -0.000941224 76.21815049GLSQEGTGPPTSAGEGHSR 6 597709777 1xTMT6plex [N-Term] 0.606 0.601 0.609 6.770457268 73.08 0 2054.010025 3 685.3408813 -0.941746636 -0.000644786 20.33327577LQHVTISQLFAPGDLPELGLEHR 6 597709777 1xTMT6plex [N-Term] 0.608 0.387 0.538 8.657857895 50.79 0 2799.535479 4 700.6401978 1.243983387 0.000870644 89.57077217EVIDMELSALR 6 597709777 1xTMT6plex [N-Term] 0.785 0.723 4.000156879 42.62 0 1504.824246 2 752.9152832 -0.635139786 -0.000477887 71.91901233IIYGDPVTFLPHLPR 4 597709777 1xTMT6plex [N-Term] 0.812 1.355 5.25382185 46.44 0 1967.131584 3 656.3820801 0.05210855 3.42E-05 88.14782165ASVGCGSEAAR 6 597709777 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.917 0.597 0.623 4.661505222 75.44 0 1293.641865 2 647.3242798 -0.449869244 -0.000290985 26.8906467HILELEEVYDYLYQPSYR 2 597709777 1xTMT6plex [N-Term] 0.711 5.123633385 24.94 0 2559.296871 3 853.7710571 0.682615893 0.000582339 87.0450962LLTSHDCEILESEVTGR 4 597709777 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.592 0.796 5.372815609 40.55 0 2188.111713 3 730.0418091 -0.383574523 -0.000279768 62.76037211

FLAQLHGEPQQELLQCYLK 2 597709777 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C16] 0.618 5.03085041 29.57 0 2773.511128 3 925.1757202 0.533567187 0.000493285 85.08914124ETSELGGSDVSILDTTR 4 597709777 1xTMT6plex [N-Term] 0.843 0.704 5.463785648 73.81 0 2009.023609 2 1005.010559 -4.862041387 -0.004883978 52.82092395LIAVADSVLTK 10 597709777 2xTMT6plex [N-Term; K11] 0.576 0.598 0.885 4.104841232 53.01 0 1588.008565 2 794.5078735 -0.059539784 -4.73E-05 91.10499802ITVEYLQHIVEQK 4 597709777 2xTMT6plex [N-Term; K13] 0.471 0.636 3.796380281 38.38 0 2058.199947 3 686.7380371 -0.189146771 -0.000129767 82.29165636NTLKPSPQAWLQLVK 5 597709777 3xTMT6plex [N-Term; K4; K15] 0.85 0.71 0.683 5.891703606 44.14 0 2410.478912 3 804.1640625 -0.53015191 -0.000425973 90.0384828VPQFSFLDIFPK 6 597709777 2xTMT6plex [N-Term; K12] 0.604 0.511 0.612 3.976006508 33.98 0 1896.103528 3 632.7051392 -1.40484393 -0.00088791 112.1455824LLSLVDSAGQR 6 597709777 1xTMT6plex [N-Term] 0.775 0.796 0.584 3.453401566 41.72 0 1387.810644 2 694.4096069 0.931537161 0.000646399 62.82274904VPGGEQEDAESR 2 597709777 1xTMT6plex [N-Term] 0.68 4.425543785 33.17 0 1502.728431 2 751.8670654 -1.049158712 -0.0007883 18.2637188DLYQGLLLQR 2 597709777 1xTMT6plex [N-Term] 0.733 3.068638086 29.97 0 1447.84703 2 724.4271851 0.043877003 3.18E-05 65.34866372ETVQEFDLEK 2 597709777 2xTMT6plex [N-Term; K10] 0.766 3.59636426 30.99 0 1695.920538 2 848.4628906 -1.19883565 -0.001016565 54.62153695EIAAVISPELEHLDK 6 597709777 2xTMT6plex [N-Term; K15] 0.764 0.576 0.713 5.250659943 28.86 0 2122.215991 3 708.0753174 -2.163965205 -0.001530801 76.55853779FLPEILALQR 8 597709777 1xTMT6plex [N-Term] 0.763 0.678 0.722 3.649096251 27.1 0 1428.877602 2 714.9415283 -1.2750143 -0.00091092 93.97389898AQDLFLDGVPLR 4 597709777 1xTMT6plex [N-Term] 1.554 1.401 3.436908245 38.9 0 1572.894708 2 786.9503784 -0.780830437 -0.000614082 76.78169407ILTIYPQVLHSLMEAR 12 597709777 1xTMT6plex [N-Term] 0.741 0.847 0.644 4.764727116 34.36 0 2113.204097 3 705.0726929 -0.270696389 -0.000190679 107.2095035NQEADVQEVK 6 597709777 2xTMT6plex [N-Term; K10] 0.607 0.675 0.626 4.248690605 57.03 0 1617.884821 2 809.4465942 0.674260954 0.000545438 28.37616821QPEDTWAALEGLSFSPFR 2 597709777 1xTMT6plex [N-Term] 1.756 5.485994816 38.19 0 2280.149813 3 760.7171021 -5.727776123 -0.004353396 101.045118ILANVTEDAK 6 597709777 2xTMT6plex [N-Term; K10] 0.693 0.746 0.607 4.46684742 53.4 0 1531.909579 2 766.4580688 -0.468803575 -0.000359082 62.93539467DYIQEYLTLLK 2 597709777 2xTMT6plex [N-Term; K11] 0.143 2.835061312 19.2 0 1857.077373 3 619.6973877 0.12767693 7.90E-05 101.8671347GGEEFGESK 6 597709777 2xTMT6plex [N-Term; K9] 0.684 0.715 0.834 3.298116446 48.45 0 1397.731281 2 699.3682251 -1.507446186 -0.001053502 28.40580967YTDLDSELK 6 597709777 2xTMT6plex [N-Term; K9] 0.755 0.584 0.584 3.492332935 32.1 0 1541.84631 2 771.4260254 -0.996272287 -0.000768049 50.17357351ASWTVQESK 2 597709777 2xTMT6plex [N-Term; K9] 0.82 3.40525341 35.12 0 1493.836414 2 747.4208374 -1.349649328 -0.001008078 39.98454975YLVYGDEYK 4 597709777 2xTMT6plex [N-Term; K9] 0.616 0.666 3.71186018 38.78 0 1607.872131 2 804.4400024 0.371387003 0.000298571 54.47558401VSMEETADR 6 597709777 1xTMT6plex [N-Term] 0.672 0.592 0.964 3.542925835 34.08 0 1266.619732 2 633.8132935 -0.333080187 -0.000210943 23.56604545GIYVIQAPK 4 597709777 2xTMT6plex [N-Term; K9] 0.449 0.726 3.000981808 38.88 0 1446.908457 2 723.9557495 -2.926755001 -0.002117373 57.19520819VHGGTTADMIYSR 6 597709777 1xTMT6plex [N-Term] 0.769 1.238 1.399 3.145623446 17.41 0 1636.831456 3 546.2817993 -0.373563679 -0.00020382 29.3251702HLLTLADVK 2 597709777 2xTMT6plex [N-Term; K9] 0.599 3.533732176 25.52 0 1467.929921 3 489.9813843 -0.218851026 -0.000107086 57.63650979YSVINEINK 6 597709777 2xTMT6plex [N-Term; K9] 0.785 0.857 0.714 4.00545454 35.56 0 1537.899015 2 769.4508667 -2.963654648 -0.002278901 54.49259953DTLVSYMQTK 2 597709777 2xTMT6plex [N-Term; K10] 0.988 2.786870956 21.82 0 1643.907865 2 822.4567871 -0.953253697 -0.000783531 58.12604448NPCHLYIVEILER 2 597709777 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.538 3.832808256 4.85 0 1885.02032 3 629.0114746 -0.238306118 -0.000149737 73.77763012DQEYTQLCR 2 597709777 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.912 3.430701494 21.45 0 1441.694294 2 721.3511353 0.485212306 0.000349764 25.99209857
AVLECKPLGIK 6 597709777 3xTMT6plex [N-Term; K6; K11]; 1xCarbamidomethyl [C5] 0.822 0.831 0.823 3.330913544 8.35 0 1915.201752 3 639.0714111 -1.081578774 -0.000690481 68.24181541TQTGHVLGNPQR 2 597709777 1xTMT6plex [N-Term] 0.531 3.024950027 19.85 0 1536.844404 3 512.9525146 -0.919705784 -0.000471148 18.12545642GFLQQHILK 6 597709777 2xTMT6plex [N-Term; K9] 0.755 0.885 0.804 3.342334509 21.71 0 1541.956804 3 514.6569824 -0.26608033 -0.000136761 55.56631258EAENVAFANK 4 597709777 2xTMT6plex [N-Term; K10] 0.878 2.840184927 9.61 0 1550.857878 3 517.625 1.656321986 0.00085624 40.01104448HFPIPLINR 2 597709777 1xTMT6plex [N-Term] 0.527 2.852270365 16.69 0 1335.809857 3 445.9414368 -0.074619352 -3.32E-05 62.66295263LLLDEITR 6 597709777 1xTMT6plex [N-Term] 0.813 0.822 0.662 3.050308466 27.56 0 1201.735354 2 601.371582 0.443602244 0.000266546 68.58222167ALTEELHQK 4 597709777 2xTMT6plex [N-Term; K9] 0.652 0.91 3.037136793 32.17 0 1526.894264 3 509.6358337 -0.861604715 -0.000438526 37.07901445

TELYMLFINCLEDSILEK 2 597709777 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 1.679 0.841971099 4.23 0 2689.423283 3 897.1451416 -0.896759289 -0.000803922 103.7557889
APKPTLLWLQQFDTEYSFLK 1 597709777 3xTMT6plex [N-Term; K3; K20] 1.234 2.84877634 0 3112.769005 3 1038.261841 0.630879109 0.000654594 110.8729284EEILLIK 8 597709777 2xTMT6plex [N-Term; K7] 1.217 0.937 2.664520502 23.93 0 1315.86011 2 658.4335938 -0.151323076 -9.96E-05 73.68440368KPSPQDIAQAVLR 5 597709777 2xTMT6plex [N-Term; K1] 0.952 0.679 3.500942945 4.49 0 1881.132202 3 627.7147217 -1.377075431 -0.000863487 63.60960049VSTEEELK 6 597709777 2xTMT6plex [N-Term; K8] 0.811 0.899 0.8 2.937934875 34.08 0 1392.798632 2 696.9012451 -2.454220981 -0.001709118 33.55433306ADLSPENAK 4 597709777 2xTMT6plex [N-Term; K9] 0.638 0.755 3.08190465 24.21 0 1402.794215 2 701.9007568 0.01558452 1.09E-05 31.07278673STDFLPVDCPVR 2 597709777 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.481 2.794546604 3.14 0 1634.840959 2 817.9244385 0.392578325 0.000320902 63.9895348ILSPPDISR 2 597709777 1xTMT6plex [N-Term] 0.854 3.167873621 9.36 0 1226.730603 2 613.8685303 -0.667948711 -0.000409697 50.73059756GGTNADTIK 1 597709777 2xTMT6plex [N-Term; K9] 0.349 6.94 0 1334.768 2 667.8863525 -1.926935523 -0.001286006 24.0342753FVDIFQQTPLGR 1 597709777 1xTMT6plex [N-Term] 0.845 2.865046978 0 1649.921257 2 825.4569092 -8.919050263 -0.007357865 84.93596444LIVIEEK 2 597709777 2xTMT6plex [N-Term; K7] 1.096 1.770627022 0.89 0 1301.84446 2 651.4251709 -1.071374629 -0.000697382 63.0624279371122599 CERS6 ceramide synthase 6 isoform 1 253782 NP_001243055.1 5.102040816 1 1 1 6 392 45.764 7.87 0.97 0.97 0.8 0.91 Significant 0.00383
VGTLVLCLHDSADALLEAAK 6 371122599 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C7] 0.965 0.971 0.803 6.070437431 57.56 0 2554.43148 3 852.1486816 0.004463567 3.80E-06 104.1022181

371874557 SNX12 sorting nexin-12 isoform 1 29934 NP_001243114.1 34.56790123 1 4 6 31 162 18.873 8.44 0.87 0.92 0.91 0.9 Significant 0.000288 GDEGIFEESFIEER 6 371874557 1xTMT6plex [N-Term] 0.717 0.911 0.9 5.582625866 56.8 0 1885.901704 2 943.4534302 -1.124055635 -0.001059929 63.15609502QGLEQFINK 2 371874557 2xTMT6plex [N-Term; K9] 0.523 2.756573915 35.69 0 1534.899349 2 767.9528809 -0.562806448 -0.000431926 60.15142058YSDFEWLK 5 371874557 2xTMT6plex [N-Term; K8] 1.038 0.903 0.854 3.289060354 32.47 0 1545.835352 2 773.4208374 -0.616854383 -0.000476778 74.15167965IAGHPLAQNER 6 371874557 1xTMT6plex [N-Term] 0.83 0.873 0.872 3.408132553 19.36 0 1434.801477 3 478.9387207 0.092068051 4.40E-05 23.17610401TNLPIFK 6 371874557 2xTMT6plex [N-Term; K7] 0.854 0.917 0.938 3.387444019 30.5 0 1290.81858 2 645.9116821 -1.930520855 -0.001245976 63.74874453FTTYEVR 6 371874557 1xTMT6plex [N-Term] 0.851 1.329 1.11 2.90930891 23.65 0 1144.61999 2 572.8132935 -0.594088818 -0.000340003 36.49770161371875793 ARAF serine/threonine-protein kinase A-Raf isoform 2 369 NP_001243125.1 7.060755337 1 3 3 10 609 67.882 9.09 0.98 0.96 1.24 1.06 Significant 0.00716 WSGAQPLEQPSGSVLWMAAEVIR 6 371875793 1xTMT6plex [N-Term] 0.977 0.967 1.236 4.933591366 31.2 0 2741.428236 3 914.4794922 -1.573284846 -0.001437682 108.7195047
GLNQDCCVVYR 2 371875793 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C7] 0.824 2.685486317 30.14 0 1612.777313 2 806.8925781 0.351486839 0.000283435 30.89136975

GYLSPDLSK 2 371875793 2xTMT6plex [N-Term; K9] 1.01 3.039143801 17.54 0 1437.835352 2 719.4212036 -0.153796078 -0.000110567 51.17701377372266129 FLII protein flightless-1 homolog isoform 3 2314 NP_001243194.1 39.86820428 1 1 43 316 1214 138.405 6.07 0.96 0.93 0.99 0.96 Significant 0.000325 GAQATLSSTTK 6 372266129 2xTMT6plex [N-Term; K11] 0.97 1.239 0.984 4.338772774 58.53 0 1522.884093 2 761.9455566 -0.168160368 -0.000128044 27.79583572LAEDILNTMFDTSYSK 26 372266129 2xTMT6plex [N-Term; K16] 1.004 1.106 1.022 5.074644089 54.54 0 2306.199021 3 769.4039307 -0.772603664 -0.000593926 111.5851785LAEDILNTMFDTSYSK 2 372266129 2xTMT6plex [N-Term; K16]; 1xOxidation [M9] 0.916 3.132992983 33.58 0 2322.193936 3 769.4039307 -0.772603664 -0.000593926 111.5851785TQSNLPTSLEGLSNLADVDLSCNDLTR 10 372266129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 0.934 1.254 1.259 8.093169212 74.29 0 3162.578601 3 1054.862427 -1.857489505 -0.001958152 90.58903236VGLGLGYLELPQINYK 20 372266129 2xTMT6plex [N-Term; K16] 0.827 0.968 0.936 4.54640913 65.02 0 2235.315311 2 1118.160278 -0.908779788 -0.001015705 99.81517492KAVQGAQQPSLYQIR 6 372266129 2xTMT6plex [N-Term; K1] 1.502 1.115 1.268 5.755697727 37.82 1 2145.254443 3 715.7561646 -0.234064382 -0.000167376 43.79516301LAGASPATVAAAAAGSGPK 8 372266129 2xTMT6plex [N-Term; K19] 0.964 0.927 0.99 5.706891537 73.19 0 2026.16971 2 1013.587524 -0.956312724 -0.000968826 57.9255006
NSGVPDDIFKLDDLSVLDLSHNQLTECPR 2 372266129 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C27] 1.699 7.352667332 37.84 1 3755.931459 4 939.7369385 -1.473768574 -0.001383843 93.11730834

ACSAIHAVNLR 6 372266129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.965 0.935 1.162 5.38726759 58.03 0 1440.794283 3 480.9362488 -0.062564178 -3.00E-05 34.21437785VPECLYTLPSLR 10 372266129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.031 1.059 1.094 4.413468838 67.16 0 1676.924294 2 838.9608154 -5.927513042 -0.004969995 73.8982954
LPEEEFGHFYTQDCYVFLCR 6 372266129 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C14; C19] 2.037 3.76 100 5.258791924 31.25 0 2839.305739 3 947.1044312 -2.464818379 -0.002332791 79.91481618

LDFDGLPSGIGK 10 372266129 2xTMT6plex [N-Term; K12] 0.818 0.886 0.93 4.314705372 62.25 0 1676.962343 2 838.9835815 -1.464901149 -0.001228292 74.96237379QLPAMTALQTLHLR 10 372266129 1xTMT6plex [N-Term] 1.17 0.931 1.113 5.544697762 55.81 0 1822.057039 3 608.0238037 -0.099605656 -6.05E-05 77.08485259TGLCYLPEELAALQK 18 372266129 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 1.134 0.936 0.99 4.938289642 46.21 0 2164.208798 2 1082.608765 0.672258091 0.000727453 95.04876517
NAEAVLQSPGLSGK 10 372266129 2xTMT6plex [N-Term; K14] 0.927 1.008 4.467879295 57.95 0 1829.053283 2 915.0285034 -1.942531743 -0.001776497 51.19814668LDDLSVLDLSHNQLTECPR 2 372266129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.656 5.845808029 40.88 0 2454.249604 3 818.7539063 -0.993436037 -0.000812713 73.15612494

LTNLEEFMAANNNLELVPESLCR 2 372266129 1xTMT6plex [N-Term]; 1xOxidation [M8]; 1xCarbamidomethyl [C22] 0.677 5.337349892 25.71 0 2922.453859 3 969.4904175 -0.772454948 -0.00074837 102.8201093
LTNLEEFMAANNNLELVPESLCR 8 372266129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 0.895 0.971 7.312436581 70.67 0 2906.458944 3 969.4904175 -0.772454948 -0.00074837 102.8201093VPFESEDNQGIVYAWVGR 12 372266129 1xTMT6plex [N-Term] 1.234 1.147 1.264 4.557891369 32.17 0 2295.160712 3 765.7244263 -0.865543487 -0.000662187 80.456137KDSAQDDQAK 6 372266129 3xTMT6plex [N-Term; K1; K10] 0.775 1.087 0.743 4.593509674 22.79 1 1793.000803 3 598.3380127 -0.735060498 -0.000439321 19.09994913ADLTALFLPR 16 372266129 1xTMT6plex [N-Term] 1.03 1.181 1.155 4.014689922 39.52 0 1345.804103 2 673.4049683 -1.071988531 -0.000721343 83.88594069LLQSLLDTR 10 372266129 1xTMT6plex [N-Term] 1.006 1.029 1.122 3.504225254 70.28 0 1287.783367 2 644.3952637 -0.090392727 -5.82E-05 81.4215992GVDLSGNDFK 6 372266129 2xTMT6plex [N-Term; K10] 0.824 0.845 0.91 3.508109093 50.95 0 1509.831329 2 755.418457 -1.120322163 -0.000845749 49.13932828QPEEDFQCIVYFWQGR 3 372266129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.81 0.928 3.816125154 12.5 0 2331.106568 3 777.7054443 -2.054239927 -0.001596217 94.21217801EGEEATAEAEEK 2 372266129 2xTMT6plex [N-Term; K12] 0.871 3.211385012 7.94 0 1750.87471 3 584.2962646 -0.267851654 -0.000156325 23.45289429DSAQDDQAK 6 372266129 2xTMT6plex [N-Term; K9] 0.946 0.849 1.19 3.417299509 38.94 0 1435.742908 2 718.3753662 0.381657379 0.000273981 15.94599333LYLNSNKLDFDGLPSGIGK 2 372266129 3xTMT6plex [N-Term; K7; K19] 1.437 3.973643541 4.78 1 2738.569577 3 913.5269165 -1.234654876 -0.001127063 84.12203875HVPEDFWPPQPK 8 372266129 2xTMT6plex [N-Term; K12] 0.96 0.972 4.114845753 21.29 0 1935.052889 3 645.6904907 2.082407148 0.001343189 61.17663223LGQELCGMLHRPR 4 372266129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.238 0.88 3.530300617 19.04 0 1795.962093 4 449.7458496 -0.292279276 -0.000131231 51.96785918

NQLTSLPSAICK 6 372266129 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.078 1.099 4.173510551 25.62 0 1790.024626 3 597.3465576 0.275756856 0.000164537 59.08002157
MTQQQENPK 4 372266129 2xTMT6plex [N-Term; K9] 1.088 0.978 2.523480654 25.26 0 1561.840848 2 781.4241333 0.091060214 7.11E-05 22.22810286KFESLFPGK 6 372266129 3xTMT6plex [N-Term; K1; K9] 1.085 1.026 1.102 4.582032204 19.56 1 1740.066304 3 580.6931152 -0.868528327 -0.000503766 63.64748751GMSDVAQEK 8 372266129 2xTMT6plex [N-Term; K9] 0.884 0.995 100 3.511499643 43.73 0 1422.766286 2 711.8861084 -0.945842714 -0.000672857 28.65665578GYFAVTEK 6 372266129 2xTMT6plex [N-Term; K8] 0.661 0.568 1.451 3.18935585 30.96 0 1372.787673 2 686.8968506 -0.909665893 -0.000624389 49.13124035ACQVYIQHMR 6 372266129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.046 0.97 0.983 3.865572453 27.7 0 1534.782004 3 512.265625 0.207039175 0.00010592 30.96882568ASDPDEAK 6 372266129 2xTMT6plex [N-Term; K8] 1.015 0.974 0.974 3.280245066 28.01 0 1290.694167 2 645.8504028 -0.494141799 -0.000318893 18.75118458GLDIYVWR 6 372266129 1xTMT6plex [N-Term] 1.135 0.999 1.224 2.99564147 28.31 0 1250.709474 2 625.8567505 -2.598240043 -0.001624822 69.10030577GGYFPENVK 6 372266129 2xTMT6plex [N-Term; K9] 0.956 1.125 1.153 2.992315292 41.25 0 1468.820036 2 734.9134521 -0.278028019 -0.000204187 48.02942865KQEESADAR 4 372266129 2xTMT6plex [N-Term; K1] 0.96 1.148 2.82973814 27.73 1 1491.816741 3 497.9435425 -0.447299306 -0.00022243 15.20877141FVFLLDR 6 372266129 1xTMT6plex [N-Term] 1.127 0.848 1.11 2.601521015 21.34 0 1138.682197 2 569.845459 1.268719889 0.000722334 80.71933437LYLNSNK 2 372266129 2xTMT6plex [N-Term; K7] 1.108 2.921310186 17.84 0 1309.788008 2 655.3972778 -0.556315933 -0.000364328 42.31593659QEESADAR 4 372266129 1xTMT6plex [N-Term] 2.04867363 35.2 0 1134.558847 2 567.7824097 -1.149172708 -0.000651902 13.86805202LEPVPLK 4 372266129 2xTMT6plex [N-Term; K7] 0.951 1.083 2.233505249 15.43 0 1253.823331 2 627.4143677 -1.492944334 -0.000935944 59.89018022NYLGAECR 4 372266129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.7 1.456778526 3.93 0 1211.604023 2 606.3047485 -1.487688761 -0.000901245 23.68181587

EGEEATAEAEEKQPEEDFQCIVYFWQGR 1 372266129 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C20] 2.178822279 1 3833.800505 3 1278.600708 -3.373677516 -0.004311336 91.83926379
372466572 KRT8 keratin, type II cytoskeletal 8 isoform 1 3856 NP_001243211.1 69.08023483 1 31 40 1233 511 56.573 5.43 1.02 1.03 1.01 1.02 Significant 0.000032 LVSESSDVLPK 23 372466572 2xTMT6plex [N-Term; K11] 0.693 0.727 0.799 4.0145154 44.62 0 1631.962009 3 544.6587524 -0.186650044 -0.000101535 54.41486587

GGLGGGYGGASGMGGITAVTVNQSLLSPLVLEVDPNIQAVR 20 372466572 1xTMT6plex [N-Term] 0.453 1.017 100 9.288667679 51.31 0 4154.211707 4 1039.306274 -2.031582487 -0.002109906 111.515318
GGLGGGYGGASGMGGITAVTVNQSLLSPLVLEVDPNIQAVR 7 372466572 1xTMT6plex [N-Term]; 1xOxidation [M13] 0.892 5.633266449 23.27 0 4170.206622 4 1039.306274 -2.031582487 -0.002109906 111.515318

LEAELGNMQGLVEDFK 19 372466572 2xTMT6plex [N-Term; K16] 1.147 1.068 1.121 4.471286774 59.58 0 2251.20444 3 751.0722656 -0.975773218 -0.000732222 110.5547682ASLEAAIADAEQR 31 372466572 1xTMT6plex [N-Term] 0.911 0.896 0.999 5.067588806 88.54 0 1573.838316 2 787.4221191 -0.860297234 -0.000676984 60.26417926DVDEAYMNKVELESR 10 372466572 2xTMT6plex [N-Term; K9] 2.284 2.016 1.719 4.980984688 28.56 1 2256.158218 3 752.7229614 -1.722978745 -0.001295771 50.77130377ELQSQISDTSVVLSMDNSR 12 372466572 1xTMT6plex [N-Term] 1.104 1.355 1.504 7.470575809 79.94 0 2338.17577 3 780.0635986 0.202276682 0.000157653 63.88513374ELQSQISDTSVVLSMDNSR 14 372466572 1xTMT6plex [N-Term]; 1xOxidation [M15] 1.074 1.794 1.375 6.54174757 54.86 0 2354.170685 3 780.0635986 0.202276682 0.000157653 63.88513374LALDLEIATYR 22 372466572 1xTMT6plex [N-Term] 0.657 0.681 0.445 3.899409294 38.34 0 1506.87291 2 753.937439 -3.52319713 -0.002654505 79.75889142LESGMQNMSIHTK 21 372466572 2xTMT6plex [N-Term; K13]; 1xOxidation [M] 0.929 0.991 0.959 4.651730061 52.7 0 1950.018889 3 645.3458862 -0.448938899 -0.00028942 44.28601524LESGMQNMSIHTK 18 372466572 2xTMT6plex [N-Term; K13] 0.914 0.935 0.959 5.131798744 59.27 0 1934.023974 3 645.3458862 -0.448938899 -0.00028942 44.28601524YEELQSLAGK 38 372466572 2xTMT6plex [N-Term; K10] 0.925 0.952 0.917 4.828285217 72.21 0 1595.904494 2 798.4556274 -0.323062683 -0.000257789 56.94925258LEGLTDEINFLR 36 372466572 1xTMT6plex [N-Term] 1.349 1.334 1.32 5.161775112 67.4 0 1648.910752 2 824.9578857 -1.369046579 -0.001128718 83.3076862TEMENEFVLIK 26 372466572 2xTMT6plex [N-Term; K11] 1.434 1.35 1.367 4.797773361 64.52 0 1811.002493 2 906.0038452 -1.14822609 -0.00103972 72.05432217SLDMDSIIAEVK 47 372466572 2xTMT6plex [N-Term; K12] 0.945 0.934 0.923 4.772098064 75.41 0 1778.997408 2 890.0012817 -1.192240881 -0.001060497 83.73824615SLDMDSIIAEVK 14 372466572 2xTMT6plex [N-Term; K12]; 1xOxidation [M4] 0.958 0.781 0.542 3.307826519 50.34 0 1794.992323 2 890.0012817 -1.192240881 -0.001060497 83.73824615SNMDNMFESYINNLR 28 372466572 1xTMT6plex [N-Term]; 1xOxidation [M] 0.981 1.034 0.999 4.803959846 49.32 0 2092.962941 2 1046.985229 0.115426972 0.000120792 74.42646619SNMDNMFESYINNLR 26 372466572 1xTMT6plex [N-Term] 1.087 1.095 1.171 5.189221859 42.86 0 2076.968026 2 1046.985229 0.115426972 0.000120792 74.42646619SNMDNMFESYINNLRR 12 372466572 1xTMT6plex [N-Term] 0.484 0.703 0.472 5.255153179 19.12 1 2233.069137 3 745.0275879 -0.414818381 -0.000308773 77.5276374KDVDEAYMNK 6 372466572 3xTMT6plex [N-Term; K1; K10] 1.586 1.417 1.096 4.195261478 25.83 1 1900.04531 3 634.0203857 0.680934584 0.000431269 36.83430814LSELEAALQR 31 372466572 1xTMT6plex [N-Term] 0.905 0.933 0.911 4.334434986 55.45 0 1358.784095 2 679.8954468 -0.35209811 -0.000239213 68.66267951SNMDNMFESYINNLR 12 372466572 1xTMT6plex [N-Term]; 2xOxidation [M3; M6] 1.027 1.054 1.044 4.240792274 34.77 0 2108.957856 2 1046.985229 0.115426972 0.000120792 74.42646619TEMENEFVLIKK 2 372466572 3xTMT6plex [N-Term; K11; K12] 1.168 4.380097389 14.5 1 2168.260388 3 723.4245605 -0.581027713 -0.00041994 75.16348485AEAESMYQIK 38 372466572 2xTMT6plex [N-Term; K10] 0.906 0.956 0.871 4.642076492 59.33 0 1627.876565 2 814.4415894 -0.406940598 -0.000331225 47.11210076EYQELMNVK 74 372466572 2xTMT6plex [N-Term; K9] 0.583 0.552 0.592 4.110001564 65.66 0 1611.88165 2 806.4439087 -0.688125699 -0.000554589 115.8948356DVDEAYMNK 18 372466572 2xTMT6plex [N-Term; K9] 1.241 1.349 1.278 3.637487888 54.24 0 1542.787415 2 771.8973389 -0.009136466 -7.05E-06 39.07716755QLETLGQEK 18 372466572 2xTMT6plex [N-Term; K9] 1.394 1.372 1.408 4.099070072 43.22 0 1503.878279 2 752.4430542 0.367488809 0.000276329 40.51895792LQAEIEGLK 30 372466572 2xTMT6plex [N-Term; K9] 0.949 0.919 0.895 3.923665285 53.71 0 1458.893201 2 729.949646 -0.812655657 -0.000592789 62.27099152AQYEDIANR 24 372466572 1xTMT6plex [N-Term] 0.873 0.945 1.003 4.185359478 46.75 0 1308.674545 2 654.8406982 -0.324813856 -0.000212538 25.29069486KLLEGEESR 37 372466572 2xTMT6plex [N-Term; K1] 1.34 1.343 1.376 4.076782703 24.74 1 1518.889178 2 759.9473877 -1.105662875 -0.00083969 28.7671164FASFIDKVR 6 372466572 2xTMT6plex [N-Term; K7] 0.184 0.297 0.4 3.329144955 15.73 1 1540.92517 3 514.3129883 -0.492052609 -0.000252739 65.408277WSLLQQQK 12 372466572 2xTMT6plex [N-Term; K8] 0.799 0.618 0.82 3.38628006 39.69 0 1488.89387 2 744.9515381 1.29617155 0.000964931 59.83627659NKYEDEINKR 51 372466572 3xTMT6plex [N-Term; K2; K9] 0.789 0.827 0.841 3.932568789 30.67 2 1996.14305 2 998.5755005 0.337674478 0.000337023 27.71776951AEAESMYQIK 22 372466572 2xTMT6plex [N-Term; K10]; 1xOxidation [M6] 0.83 0.946 1.038 3.044361115 34.8 0 1643.87148 2 814.4415894 -0.406940598 -0.000331225 47.11210076QLYEEEIR 16 372466572 1xTMT6plex [N-Term] 1.424 1.518 1.401 3.531327963 48.18 0 1308.699697 2 654.8540649 0.883474502 0.000578101 36.36319176ISSSSFSR 9 372466572 1xTMT6plex [N-Term] 0.883 1.065 0.852 2.509796381 24.41 0 1099.594504 2 550.3009033 0.023836628 1.31E-05 115.4167571DVDEAYMNK 22 372466572 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.342 1.263 1.095 2.337649822 27.15 0 1558.78233 2 771.8973389 -0.009136466 -7.05E-06 39.07716755EYQELMNVK 83 372466572 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.568 0.555 0.594 2.821349382 37.13 0 1627.876565 2 806.4439087 -0.688125699 -0.000554589 115.8948356SYTSGPGSR 6 372466572 1xTMT6plex [N-Term] 0.785 0.803 0.78 3.373077154 35.98 0 1140.584667 2 570.7957764 -0.343039527 -0.000195633 17.01406977TEISEMNR 2 372466572 1xTMT6plex [N-Term] 0.785 3.063235283 36.24 0 1208.614253 2 604.8111572 0.649432292 0.000392457 23.67067191TEMENEFVLIK 16 372466572 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 1.329 1.305 1.368 2.474799395 46.13 0 1826.997408 2 906.0038452 -1.14822609 -0.00103972 72.05432217TKTEISEMNR 10 372466572 2xTMT6plex [N-Term; K2] 1.612 1.239 1.645 3.422836542 15.47 1 1666.919826 3 556.3112793 -0.324940268 -0.00018055 27.34086491TQEKEQIK 17 372466572 3xTMT6plex [N-Term; K4; K8] 1.658 1.62 1.375 2.922959566 33.68 1 1691.030646 2 846.0201416 1.395671409 0.001180062 26.24780216YEDEINKR 48 372466572 2xTMT6plex [N-Term; K7] 0.579 0.58 0.652 3.575144291 19.31 1 1524.842228 3 508.9519958 -0.520493961 -0.000264557 24.23906557FLEQQNK 102 372466572 2xTMT6plex [N-Term; K7] 0.512 0.47 0.529 2.730433941 35.3 0 1364.793821 2 682.9000854 -0.679261254 -0.000463526 6.919100293VELESRLEGLTDEINFLR 2 372466572 1xTMT6plex [N-Term] 1.294 3.153504133 5.48 1 2362.281555 3 788.0987549 0.066024491 5.20E-05 76.81372878FASFIDK 72 372466572 2xTMT6plex [N-Term; K7] 0.503 0.497 0.487 3.561355591 37.72 0 1285.755645 2 643.3795166 -3.024211397 -0.001944198 63.14860041LLEGEESR 14 372466572 1xTMT6plex [N-Term] 1.114 1.13 1.232 3.360977173 42.45 0 1161.631283 2 581.3196411 0.621898336 0.000361208 28.18424455TKTEISEMNR 9 372466572 2xTMT6plex [N-Term; K2]; 1xOxidation [M8] 1.212 1.253 1.128 1.981442213 9.65 1 1682.914741 3 556.3112793 -0.324940268 -0.00018055 27.34086491VGSSNFR 6 372466572 1xTMT6plex [N-Term] 0.755 0.945 0.823 2.804811954 34.65 0 995.5471598 2 498.2769165 -0.606080969 -0.000301691 35.44466172TEISEMNR 4 372466572 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.637 0.679 2.133543253 16.48 0 1224.609168 2 604.8111572 0.649432292 0.000392457 23.67067191LQAEIEGLKGQR 1 372466572 2xTMT6plex [N-Term; K9] 1.405 2.282053709 1 1800.074353 3 600.6959839 -0.530328007 -0.00031821 56.981409
373251164 GLS glutaminase kidney isoform, mitochondrial isoform 2 2744 NP_001243239.1 38.46153846 1 3 17 103 598 65.418 7.88 1.33 1.32 1.35 1.33 Significant 0.0000437

LFLNEDDKPHNPMVNAGAIVVTSLIK 4 373251164 3xTMT6plex [N-Term; K8; K26] 1.189 1.218 6.948672295 8.54 0 3522.996121 4 881.505249 0.864282459 0.000761216 102.0250038YAIAVNDLGTEYVHR 6 373251164 1xTMT6plex [N-Term] 1.109 1.206 1.216 4.12639761 58.9 0 1950.028242 3 650.6810913 0.24570197 0.000159709 56.13355268GSTHPQPGVSPPAAPAAPGPK 12 373251164 2xTMT6plex [N-Term; K21] 1.404 1.163 1.28 7.311092854 54.1 0 2379.318499 3 793.7772217 -0.583125352 -0.00046248 36.77491278DGPGETDAFGNSEGK 6 373251164 2xTMT6plex [N-Term; K15] 0.836 0.764 100 3.710587025 43.48 0 1938.944521 2 969.9749756 -0.952042777 -0.000922979 33.47874444HSFGPLDYESLQQELALK 4 373251164 2xTMT6plex [N-Term; K18] 1.47 1.515 5.433128834 40.4 0 2533.37026 3 845.1259766 -2.717128486 -0.002294497 82.13949095
VPFCLQSCVKPLK 7 373251164 3xTMT6plex [N-Term; K10; K13]; 2xCarbamidomethyl [C4; C8] 1.461 3.11 1.456 3.927544594 15.11 0 2263.327363 4 566.586792 -0.894661233 -0.000506228 70.24876326

VADYIPQLAK 14 373251164 2xTMT6plex [N-Term; K10] 1.337 1.283 1.406 3.866024733 32.16 0 1575.95105 2 788.4787598 -0.512229583 -0.000403624 67.38351374
GIHFCHDLVSLCNFHNYDNLR 2 373251164 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C12] 1.558 4.50650692 13.67 0 2860.360902 5 572.8779297 -0.126047905 -7.21E-05 64.05620611

FDYVMQFLNK 12 373251164 2xTMT6plex [N-Term; K10] 1.332 1.642 1.417 4.529087067 49.04 0 1762.960235 2 881.9822998 -1.65155207 -0.00145581 100.4333763VSPESNEDISTTVVYR 6 373251164 1xTMT6plex [N-Term] 1.64 1.766 1.157 3.858220577 35.62 0 2025.03378 2 1013.020691 0.160449638 0.000162458 45.26802455ELVASGENK 6 373251164 2xTMT6plex [N-Term; K9] 1.266 1.597 1.347 3.705212831 38.79 0 1404.809865 2 702.9083252 -0.349854729 -0.00024574 29.08947368NFAIGYYLK 8 373251164 2xTMT6plex [N-Term; K9] 1.553 1.541 1.325 4.114431858 38.79 0 1546.903372 2 773.9538574 -1.896386228 -0.001466763 74.89781863FSPDLWGVSVCTVDGQR 4 373251164 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.98 4.092423439 26.68 0 2152.069455 3 718.0282593 0.357758914 0.000256641 80.82335278VLSPEAVR 4 373251164 1xTMT6plex [N-Term] 1.254 1.344 3.065282106 38.23 0 1099.667275 2 550.3378906 1.118320085 0.00061489 36.62386509HSTGDTK 4 373251164 2xTMT6plex [N-Term; K7] 1.56 1.195 2.746675253 20.18 0 1203.673372 3 401.8962097 0.584893217 0.000234673 14.46995761MESLGEK 2 373251164 2xTMT6plex [N-Term; K7] 1.156 2.465687037 6.08 0 1251.701895 2 626.3548584 0.435692298 0.000272678 37.02160443QGVNNAEK 2 373251164 2xTMT6plex [N-Term; K8] 1.45 2.9557724 9.07 0 1317.752685 2 659.3804932 0.777784889 0.000512464 17.89805518372622373 STK3 serine/threonine-protein kinase 3 isoform 2 6788 NP_001243241.1 18.11175337 1 4 8 46 519 59.424 5.25 1.16 1.23 1.13 1.17 Significant 0.000637 DLITEAMEIK 8 372622373 2xTMT6plex [N-Term; K10] 1.248 1.337 1.128 4.098005295 75.99 0 1620.928266 2 810.9661255 -2.030560826 -0.001645697 77.17797867LADFGVAGQLTDTMAK 2 372622373 2xTMT6plex [N-Term; K16] 1.14 4.126941204 46.71 0 2096.146197 3 699.3859863 -1.331722772 -0.000930495 78.75803933QVPVESDLQEIIK 8 372622373 2xTMT6plex [N-Term; K13] 1.175 1.109 1.191 4.226999283 38.35 0 1956.141764 2 978.5726929 -1.868309281 -0.001827339 77.18980327TLIEDEIATILK 12 372622373 2xTMT6plex [N-Term; K12] 1.186 1.247 4.28650713 54.39 0 1817.103587 2 909.0571899 1.934844462 0.001757906 104.4402163QPEEVFDVLEK 4 372622373 2xTMT6plex [N-Term; K11] 1.001 0.997 3.751640797 36.83 0 1790.994037 3 597.6695557 0.042832185 2.56E-05 74.43192047KPELWSDDFTDFVK 2 372622373 3xTMT6plex [N-Term; K1; K14] 1.051 3.923765659 19.89 0 2414.321074 3 805.4451904 -0.023216025 -1.87E-05 81.47763692VPQDGDFDFLK 4 372622373 2xTMT6plex [N-Term; K11] 0.984 1.113 2.62985301 30.61 0 1738.941608 2 869.9737549 -0.790391333 -0.000687222 70.37398728YYGSYFK 6 372622373 2xTMT6plex [N-Term; K7] 1.431 1.205 1.244 2.866076469 21.28 0 1385.75056 2 693.3778687 -1.514627072 -0.001049448 53.71229128373432684 UBE2L3 ubiquitin-conjugating enzyme E2 L3 isoform 4 7332 NP_001243284.1 50.47169811 1 8 8 136 212 23.989 8.75 1.07 1.02 1.03 1.04 Significant 0.000216
GQVCLPVISAENWKPATK 12 373432684 3xTMT6plex [N-Term; K14; K18]; 1xCarbamidomethyl [C4] 1.243 1.232 1.484 6.152001858 41.97 0 2685.536504 3 895.8492432 -1.238980668 -0.001109109 74.72239314

NIQVDEANLLTWQGLIVPDNPPYDK 35 373432684 2xTMT6plex [N-Term; K25] 0.951 0.983 1.571 7.496909142 60.66 0 3310.772363 3 1104.262451 0.132019232 0.000145695 102.4481928TDQVIQSLIALVNDPQPEHPLR 28 373432684 1xTMT6plex [N-Term] 1.153 1.093 1.146 7.235381126 62.21 0 2712.488194 3 904.8338623 -0.427779166 -0.000386782 109.7125157IEINFPAEYPFKPPK 20 373432684 3xTMT6plex [N-Term; K12; K15] 1.122 1.038 0.914 4.567640305 28.09 0 2477.44113 4 620.1156006 -0.224916041 -0.000139304 85.968807IYHPNIDEK 10 373432684 2xTMT6plex [N-Term; K9] 1.04 0.943 1.017 3.140139818 36.24 0 1586.894264 3 529.6362305 -0.07901834 -4.18E-05 36.58541473ADLAEEYSK 13 373432684 2xTMT6plex [N-Term; K9] 0.863 0.875 0.782 3.676167011 46.99 0 1483.804445 2 742.4061279 0.359723531 0.00026688 37.57288223ADLAEEYSKDR 6 373432684 2xTMT6plex [N-Term; K9] 1.792 2.016 1.166 4.035261631 9.23 1 1754.932499 3 585.6478271 -2.034947036 -0.001190398 33.45645509NAEEFTK 12 373432684 2xTMT6plex [N-Term; K7] 1.039 0.951 1.151 3.302350998 38.67 0 1296.719988 2 648.8634644 -0.258806115 -0.0001678 30.528835374093219 STON2 stonin-2 isoform 2 85439 NP_001243359.1 2.173913043 1 2 2 15 920 102.77 5.5 0.13 0.1 0.12 0.12 Significant 0.00567 VILFNPLDACR 4 374093219 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.795 0.82 3.082469463 34.9 0 1546.8613 2 773.9343262 0.04886912 3.78E-05 81.34834289LGLNDILVK 11 374093219 2xTMT6plex [N-Term; K9] 0.037 0.042 0.121 3.860369205 33.28 0 1442.934672 2 721.9705811 -0.544986991 -0.00039319 90.42898223
374349211 PLEKHA5 pleckstrin homology domain-containing family A member 5 isoform 4 54477 NP_001243399.1 14.82059282 1 13 13 55 1282 146.805 7.65 1.09 0.96 1.03 1.03 Significant 0.00134

GLNVIGASDQSPLQSPSNLR 6 374349211 1xTMT6plex [N-Term] 1.024 0.905 1.012 5.162847996 52.85 0 2282.230189 3 761.4136963 -1.600615412 -0.001217658 59.78231712
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SEPVSEIETSVVK 4 374349211 2xTMT6plex [N-Term; K13] 0.85 0.958 3.726102829 33 0 1862.05228 3 621.3560181 0.655647122 0.00040695 56.45033988SVPAGLTLQSVSPQSLQGK 4 374349211 2xTMT6plex [N-Term; K19] 1.028 0.959 6.101673126 61.66 0 2355.364781 3 785.7915649 -1.96958697 -0.001546365 70.06536614GGNRPNTGPLYTEADR 6 374349211 1xTMT6plex [N-Term] 1.332 1.14 0.901 5.644721985 38.53 0 1946.988168 3 649.6676636 0.138610322 9.00E-05 25.52276768TRPESICSVTPSTHDK 2 374349211 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C7] 1.239 5.517246723 26.8 0 2273.196001 4 569.0540771 -0.669729425 -0.000380607 38.27257106
YTLEQALLSASQEIEMHADNPAAIQTVVLQR 2 374349211 1xTMT6plex [N-Term]; 1xOxidation [M16] 0.652 6.507761955 28.85 0 3684.910441 4 921.9830933 0.027826151 2.56E-05 111.8313768IQDVMEGLSK 6 374349211 2xTMT6plex [N-Term; K10] 1.115 0.896 0.957 4.231761932 59.23 0 1577.8973 2 789.4519043 -0.486740328 -0.000384013 68.76208079ITSENAPTK 3 374349211 2xTMT6plex [N-Term; K9] 1.368 1.168 2.630066395 28.4 0 1418.825515 2 709.9159546 -0.622169747 -0.000441375 29.40220338MTVEEQMER 2 374349211 1xTMT6plex [N-Term] 1.049 3.367885113 35.7 0 1381.665302 2 691.3358765 -0.597713724 -0.00041292 31.52630531AMLDAALVQTEPVKR 6 374349211 2xTMT6plex [N-Term; K14] 1.111 1.336 0.813 4.569749355 14.97 1 2100.225116 3 700.7462158 -0.486637863 -0.000340683 62.37074311EYDKLEYDVTVTR 6 374349211 2xTMT6plex [N-Term; K4] 0.844 0.901 1.462 3.589154243 8.72 1 2089.121757 3 697.0444336 -1.440336706 -0.001003013 53.09911026VVHALEEK 4 374349211 2xTMT6plex [N-Term; K8] 0.965 1.112 3.161111593 24.88 0 1382.840772 3 461.6188354 0.854464 0.000393863 35.77583908YRPEEVDIDAK 4 374349211 2xTMT6plex [N-Term; K11] 1.068 0.874 3.458681345 17.47 0 1792.984535 3 598.3327026 -0.546747518 -0.00032677 38.43476786374532817 GOLGB1 golgin subfamily B member 1 isoform 1 2804 NP_001243415.1 23.8605078 1 65 66 281 3269 376.907 5 1.04 1.13 1.08 1.08 Significant 0.000577 LESSQLQIAGLEHLR 6 374532817 1xTMT6plex [N-Term] 1.037 1.297 0.933 6.393431664 43.55 0 1923.086091 3 641.7009277 1.112375122 0.000713064 62.75674081EISNLNQLIEEFKK 6 374532817 3xTMT6plex [N-Term; K13; K14] 0.354 0.363 0.461 4.478924274 17.9 1 2392.405472 3 798.1390991 -1.140390603 -0.000909426 98.7616119FSYEQLETDLQASR 6 374532817 1xTMT6plex [N-Term] 0.98 1.376 1.685 4.141734123 61 0 1915.959887 2 958.4833374 -0.255216884 -0.000244493 70.44549856DKEVQQLQENLDSTVTQLAAFTK 12 374532817 3xTMT6plex [N-Term; K2; K23] 1.229 1.339 1.345 7.153768539 40.38 1 3293.819597 4 824.2097778 -0.702926134 -0.000578828 102.3917726ALEFVQTESQK 2 374532817 2xTMT6plex [N-Term; K11] 1.292 4.069249153 51.95 0 1737.978721 2 869.4926147 -0.442161807 -0.000384234 54.24797401GALLLSSIELEELKAENEK 6 374532817 3xTMT6plex [N-Term; K14; K19] 1.209 1.783 1.98 4.80520153 41.44 1 2773.616587 3 925.2081299 -2.433905823 -0.002250241 94.9459577MNLLNQQIQEELSR 3 374532817 1xTMT6plex [N-Term] 1.415 1.741 1.980528474 14.8 0 1945.037426 2 973.0212402 -1.142472232 -0.001111076 75.32818772TVSHEAEVHAESLQQK 2 374532817 2xTMT6plex [N-Term; K16] 0.86 4.852087498 13.21 0 2251.20828 3 751.0742188 -0.078655539 -5.90E-05 29.18535444IVGDYQQLEER 2 374532817 1xTMT6plex [N-Term] 1.468 3.875153065 43.8 0 1578.832502 2 789.918457 -1.814351742 -0.001432279 48.18347485LITSNTDASDGDSVALVK 4 374532817 2xTMT6plex [N-Term; K18] 1.194 1.197 4.033520222 51.26 0 2264.238577 3 755.4165039 -1.598158112 -0.001206204 59.86025825VLLDDTQSEAAR 8 374532817 1xTMT6plex [N-Term] 1.105 1.435 1.284 4.433348656 50.39 0 1546.827417 2 773.9161987 -1.484172725 -0.00114788 39.72734316LLQDKNEQAVQSAQTIQQLEDQLQQK 4 374532817 3xTMT6plex [N-Term; K5; K26] 1.974 1.089 6.438500404 26.09 1 3712.048427 4 928.7675781 0.014913599 1.38E-05 85.99932599IQTEIIEQEDLIK 5 374532817 2xTMT6plex [N-Term; K13] 1.271 1.148 4.181462765 51.38 0 2030.178543 2 1015.592041 -0.855968435 -0.000868884 74.85029448DSLSEEVQDLK 2 374532817 2xTMT6plex [N-Term; K11] 0.979 4.586979866 66.54 0 1720.936916 2 860.9713135 -0.909804921 -0.000782858 56.5035321SLADVESQVSAQNK 4 374532817 2xTMT6plex [N-Term; K14] 0.737 1.275 4.372001171 55.13 0 1934.059491 2 967.5322266 -1.196547992 -0.001157097 49.91273561VAAENALSVAEEQIR 4 374532817 1xTMT6plex [N-Term] 1.618 1.448 4.897378445 52.18 0 1828.996607 2 915.0030518 1.213690401 0.001109918 65.8384086IAELEEELVCVQK 6 374532817 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.125 1.313 1.565 4.437655449 44.42 0 2018.124399 3 673.3776245 -3.012294408 -0.002026395 86.8930466AQVVDLLQQELTAAEQR 20 374532817 1xTMT6plex [N-Term] 0.976 0.792 0.9 5.550332546 62.62 0 2141.176362 3 714.3969727 0.00118568 8.46E-07 93.64244068EYEILLQSYENVSNEAER 2 374532817 1xTMT6plex [N-Term] 1.394 4.173743248 34.61 0 2415.187715 3 805.7316284 -3.05672145 -0.002460852 79.81458038LEEELANLKDESK 4 374532817 3xTMT6plex [N-Term; K9; K13] 1.184 0.792 4.144238472 16.28 1 2205.258139 3 735.7530518 -6.138717423 -0.004512486 70.24739356LSALFSSSQK 6 374532817 2xTMT6plex [N-Term; K10] 1.089 1.657 3.60703063 39.57 0 1525.899015 2 763.4505005 -3.466955144 -0.002645112 64.27101227SAAQPSTSPAEVQSLK 2 374532817 2xTMT6plex [N-Term; K16] 1.015 4.00191021 21.19 0 2059.143555 3 687.0516968 -1.465438367 -0.001005849 42.06983077EQASTEHQSR 3 374532817 1xTMT6plex [N-Term] 1.326 3.564246416 48.27 0 1401.691986 3 467.9016724 -1.085823542 -0.00050733 12.61476469AFQIMQEELR 2 374532817 1xTMT6plex [N-Term] 0.829 3.668037891 37.23 0 1493.798365 2 747.4022827 -0.720579389 -0.0005382 64.52625975ELLSQLEETR 6 374532817 1xTMT6plex [N-Term] 1.026 0.943 1.061 3.800530672 24.82 0 1446.800139 2 723.9037476 0.054753373 3.96E-05 58.76829279SSSSQTQPLK 2 374532817 2xTMT6plex [N-Term; K10] 1.145 2.686400414 25.51 0 1520.868443 2 760.9364624 -1.837440527 -0.001397253 24.89441266KEQVEEDNEVSSGLK 6 374532817 3xTMT6plex [N-Term; K1; K15] 1.112 0.958 0.937 4.114173889 20.03 1 2378.301795 3 793.4385376 -0.309274051 -0.000245182 37.41313098AQTEVQLQQK 6 374532817 2xTMT6plex [N-Term; K10] 0.804 1.602 1.073 4.082808495 53.93 0 1630.952841 2 815.9794312 -0.769676033 -0.000627653 33.708511LALEGLTEDKEK 8 374532817 3xTMT6plex [N-Term; K10; K12] 0.973 1.286 1.326 4.307974339 11.45 1 2033.209733 3 678.4069824 -1.642144596 -0.001112941 60.98871722ESEVLEGAER 4 374532817 1xTMT6plex [N-Term] 1.67 0.917 3.67564559 20.04 0 1347.69534 2 674.3511353 -0.256736205 -0.000173001 26.9825232EDLNQVITIK 4 374532817 2xTMT6plex [N-Term; K10] 1.466 1.62 3.24323225 30.3 0 1630.977993 2 815.9938965 1.547070997 0.001261619 63.04515737

VCDTLQGENK 4 374532817 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.249 1.287 2.885742664 29.89 0 1621.861977 2 811.4354858 1.059072665 0.000858835 32.53735368
AQGGTVLPTEPQSEEQLSK 2 374532817 2xTMT6plex [N-Term; K19] 100 2.223939657 11.66 0 2457.323704 2 1229.163574 -1.559335668 -0.001915896 47.79331048ELSMVTELR 6 374532817 1xTMT6plex [N-Term] 1.276 1.201 0.813 3.939424753 50.03 0 1306.723803 2 653.8635254 -3.083420337 -0.002014589 58.02957708SLKDQLTDLSNSLEK 3 374532817 3xTMT6plex [N-Term; K3; K15] 1.198 1.052 3.702376366 3.21 1 2378.374566 3 793.4630127 -0.034180513 -2.71E-05 72.71757015EAQEEIAFLK 5 374532817 2xTMT6plex [N-Term; K10] 1.047 1.109 0.791 3.752628565 25.68 0 1635.935794 2 818.4707642 -0.942738519 -0.00077113 62.37495882ENLAQAVEHR 6 374532817 1xTMT6plex [N-Term] 1.042 1.092 1.025 3.28708744 27.98 0 1395.754192 3 465.9224854 -0.923805438 -0.000429802 30.37825292KFSDAIQSK 2 374532817 3xTMT6plex [N-Term; K1; K9] 1.186 3.228509188 24.5 1 1711.035732 3 571.0167847 0.040264446 2.30E-05 41.32681738SLQSQLQNK 4 374532817 2xTMT6plex [N-Term; K9] 1.276 0.707 3.501449347 32.46 0 1503.889513 2 752.4484253 0.040858013 3.07E-05 37.67022671AQAELASFK 4 374532817 2xTMT6plex [N-Term; K9] 1.104 1.021 3.407244205 49.93 0 1422.835686 2 711.9213257 -0.218832586 -0.000155681 49.36798047KEEDVSYLSGQLSEK 4 374532817 3xTMT6plex [N-Term; K1; K15] 1.333 1.347 3.254863501 1.77 1 2399.327282 3 800.4456787 -2.000017765 -0.001599566 54.82462935EIPLSETER 2 374532817 1xTMT6plex [N-Term] 1.02 3.149659395 23.44 0 1302.710262 2 651.8581543 -0.943990606 -0.000614873 36.80889049QANLEATEK 4 374532817 2xTMT6plex [N-Term; K9] 1.155 0.776 3.685146809 26.57 0 1461.831329 2 731.420166 1.181033144 0.000863236 28.8404605AEVHPAGDTAK 4 374532817 2xTMT6plex [N-Term; K11] 0.863 1.247 3.95749259 20.88 0 1553.868777 3 518.6276855 -0.176121291 -9.12E-05 19.96903404VVELENEK 6 374532817 2xTMT6plex [N-Term; K8] 0.928 0.982 1.089 3.787023544 40.64 0 1417.830266 2 709.4187622 -0.013080506 -9.27E-06 43.37980464

LKEDNCSVLK 2 374532817 3xTMT6plex [N-Term; K2; K10]; 1xCarbamidomethyl [C6] 0.906 2.730923653 1.59 1 1893.108245 3 631.7084351 1.324190409 0.000835612 41.16453989
LNQQLLSK 3 374532817 2xTMT6plex [N-Term; K8] 1.217 1.216 3.246635199 18.62 0 1401.882971 2 701.4440918 -1.472081688 -0.001031843 49.63906638IAGLEEEK 4 374532817 2xTMT6plex [N-Term; K8] 1.223 1.293 3.255743027 28.04 0 1346.793153 2 673.899231 -1.460726121 -0.000983648 45.2695393TSHILSLQK 6 374532817 2xTMT6plex [N-Term; K9] 0.883 1.082 3.349750042 16.27 0 1484.920084 3 495.6448364 -0.08645762 -4.28E-05 43.30011034IQHVVEAVR 4 374532817 1xTMT6plex [N-Term] 1.252 1.238 3.39645195 29.34 0 1279.768386 3 427.2609863 0.015568735 6.64E-06 38.24057705KLEEHEESLVGR 2 374532817 2xTMT6plex [N-Term; K1] 1.052 3.538444996 25.33 1 1884.059097 3 628.6904907 -1.15597331 -0.000725974 44.18504538MEYETLSK 5 374532817 2xTMT6plex [N-Term; K8] 1.592 0.949 1.109 3.484464169 25.04 0 1458.791438 2 729.899353 -0.005878368 -4.29E-06 44.90170915AQLDSFVK 4 374532817 2xTMT6plex [N-Term; K8] 1.076 1.172 3.637415409 34.88 0 1365.814222 2 683.4110107 0.382514962 0.000261222 53.34701152TQLNDSLK 4 374532817 2xTMT6plex [N-Term; K8] 1.116 1.069 3.11687851 32.32 0 1376.814951 2 688.9108276 -0.415449122 -0.000285998 37.6355468

KSDPEELREPQQSFSEAQQQLCNTR 2 374532817 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C22] 1.017 3.857063532 7.75 2 3463.727615 4 866.6898193 2.838763564 0.002458176 47.93608505
DQLLSQVK 2 374532817 2xTMT6plex [N-Term; K8] 1.033 2.969799042 7.61 0 1388.851336 2 694.9289551 -0.505909979 -0.000351317 49.24064851GEVEEDKENK 2 374532817 3xTMT6plex [N-Term; K7; K10] 0.805 1.803507209 2.67 1 1864.026683 3 622.0131836 -0.90428896 -0.000561873 25.00994052EFSQTLENEK 2 374532817 2xTMT6plex [N-Term; K10] 0.95 2.871465921 10.06 0 1682.900137 2 841.9535522 -0.183491466 -0.000154399 43.66256648EIQELLK 12 374532817 2xTMT6plex [N-Term; K7] 1.309 1.264 1.177 2.967391968 34.35 0 1330.834624 2 665.9205933 -0.536209796 -0.000356803 60.55676923NTVETEREESK 2 374532817 2xTMT6plex [N-Term; K11] 0.902 0.881 2.738206625 1 1779.948878 3 593.9876709 -0.234970056 -0.000139412 18.47940201YSALEQK 5 374532817 2xTMT6plex [N-Term; K7] 1.45 1.251 1.148 2.009438038 19.71 0 1296.756373 2 648.8792114 -4.030809908 -0.002613489 35.05824094VLADNLK 4 374532817 2xTMT6plex [N-Term; K7] 0.601 0.668 1.970669746 14.02 0 1230.782194 2 615.8939819 -1.22428064 -0.000753411 47.40439701EISQFLNR 4 374532817 1xTMT6plex [N-Term] 0.751 1.304 2.453083038 12.09 0 1235.694552 2 618.3514404 0.851399218 0.000526035 52.71249634LQAALISR 2 374532817 1xTMT6plex [N-Term] 1.559 2.20592761 7.57 0 1100.698909 2 550.8535767 0.878860063 0.00048368 46.28037818QMNQTLQDK 1 374532817 2xTMT6plex [N-Term; K9] 1.222 2.232480764 0 1563.856498 2 782.4310913 -1.017882916 -0.000795911 32.34215688VSISQLTR 2 374532817 1xTMT6plex [N-Term] 1.36 2.056755304 15.2 0 1132.688739 2 566.8496094 2.828305686 0.001601795 44.85878377374671775 SSBP1 single-stranded DNA-binding protein, mitochondrial precursor 6742 NP_001243439.1 58.10810811 1 8 8 141 148 17.249 9.6 0.95 0.98 1 0.98 Significant 0.000221

SGDSEVYQLGDVSQK 16 374671775 2xTMT6plex [N-Term; K15] 0.915 0.863 0.927 4.478412628 71.97 0 2070.075535 2 1035.540161 -1.202359205 -0.001244487 45.23925517QATTIIADNIIFLSDQTK 20 374671775 2xTMT6plex [N-Term; K18] 0.909 1.077 0.979 5.885582924 82.55 0 2450.390661 2 1225.696289 -2.187208385 -0.002679757 98.5321267NPVTIFSLATNEMWR 30 374671775 1xTMT6plex [N-Term] 0.934 1.072 1.103 5.036131859 61.16 0 2008.052348 2 1004.530701 0.884895849 0.000888459 103.2549274NPVTIFSLATNEMWR 14 374671775 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.444 1.126 0.908 4.974513531 40.68 0 2024.047263 2 1004.530701 0.884895849 0.000888459 103.2549274IDYGEYMDKNNVR 3 374671775 2xTMT6plex [N-Term; K9] 0.786 2.06 4.346542358 20.93 1 2075.063196 3 692.3590088 -0.348313639 -0.000240924 49.32943954IDYGEYMDK 10 374671775 2xTMT6plex [N-Term; K9] 1.021 0.986 0.878 3.849945545 38.71 0 1591.807816 2 796.4066772 -1.092109107 -0.000869214 54.36087066DVAYQYVK 16 374671775 2xTMT6plex [N-Term; K8] 0.983 1.062 1.054 3.762397289 43.6 0 1443.824787 2 722.4160156 -0.022475026 -1.62E-05 41.68949528ISVFRPGLR 20 374671775 1xTMT6plex [N-Term] 1.089 1.066 1.06 4.026285172 22.09 0 1273.794207 3 425.2695923 0.013295294 5.65E-06 47.56733551VGQDPVLR 8 374671775 1xTMT6plex [N-Term] 0.908 0.839 0.884 3.003543615 32.88 0 1112.662524 2 556.8345947 -0.549121465 -0.000305493 29.07453093IDYGEYMDK 4 374671775 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 0.831 1.145 1.950176954 22.28 0 1607.802731 2 796.4066772 -1.092109107 -0.000869214 54.36087066
374717343 SLC25A1 tricarboxylate transport protein, mitochondrial isoform b 6576 NP_001243463.1 38.36477987 1 11 11 122 318 35.03 9.99 0.8 0.86 0.84 0.84 Significant 0.000448

GLSSLLYGSIPK 26 374717343 2xTMT6plex [N-Term; K12] 0.832 0.819 0.779 4.398271084 53.84 0 1693.030029 2 847.0184937 -0.187832057 -0.000159003 81.74045805GTYQGLTATVLK 12 374717343 2xTMT6plex [N-Term; K12] 0.929 0.953 0.959 5.261038303 80.49 0 1710.020192 2 855.5133667 -0.430101098 -0.000367741 60.434098
GLLCGLGAGVAEAVVVVCPMETIK 6 374717343 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C4; C18] 0.903 0.928 7.687277317 63.77 0 2901.601599 3 967.8703003 -1.809835332 -0.001750474 111.9492221

NTWDCGLQILK 6 374717343 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 0.822 1.222 1.002 4.333436012 44.83 0 1805.998411 2 903.4993896 -3.82535947 -0.003454297 72.70139919
FIHDQTSPNPK 18 374717343 2xTMT6plex [N-Term; K11] 0.872 0.839 0.807 4.803631306 47.11 0 1741.96374 2 871.4840088 -1.721655742 -0.001499531 32.9083583FGMFEFLSNHMR 8 374717343 1xTMT6plex [N-Term] 0.533 0.927 0.682 3.754374981 30.62 0 1744.850083 3 582.2889404 1.252175808 0.000728286 87.73475846FGMFEFLSNHMR 2 374717343 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.66 3.49865222 29.4 0 1760.844998 3 582.2889404 1.252175808 0.000728286 87.73475846SHGVLGLYR 10 374717343 1xTMT6plex [N-Term] 0.498 0.837 0.829 3.766925097 37.73 0 1230.715622 3 410.9102478 0.461648648 0.000189386 37.46851492MQGLEAHK 8 374717343 2xTMT6plex [N-Term; K8] 0.759 0.821 0.824 3.525054693 34.84 0 1371.781876 3 457.9324036 0.569320366 0.000260328 29.9294807MQGLEAHK 8 374717343 2xTMT6plex [N-Term; K8]; 1xOxidation [M1] 0.885 0.797 0.798 3.420904875 31.83 0 1387.776791 3 457.9324036 0.569320366 0.000260328 29.9294807FFVMTSLR 4 374717343 1xTMT6plex [N-Term] 0.365 0.606 2.995019197 30.02 0 1229.691381 2 615.3486328 -1.132092996 -0.000696062 80.46852422TQLQLDER 8 374717343 1xTMT6plex [N-Term] 1.057 0.889 0.914 2.696208954 41.91 0 1231.684381 2 616.3446655 -1.889230186 -0.001163468 30.43806117GIGDCVR 6 374717343 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.793 0.914 0.922 2.410171509 28.65 0 1005.534881 2 503.2712708 0.381929969 0.000192022 23.14386811375298717 TUBGCP2 gamma-tubulin complex component 2 isoform 1 10844 NP_001243546.1 18.27956989 1 12 12 48 930 105.561 7.08 1.04 1.05 1.07 1.05 Significant 0.0000701 IDLMPHDLITQLLR 10 375298717 1xTMT6plex [N-Term] 1.061 0.964 1.037 4.267121315 43.8 0 1907.09857 3 636.3710938 0.082963724 5.27E-05 100.7401255IHHDVNELLSLLR 6 375298717 1xTMT6plex [N-Term] 0.907 0.975 1.101 5.485951424 39.79 0 1788.032933 3 596.682312 -0.307771089 -0.000183435 81.04937933TMDILASLATSVDKGECLGGSTLSLLHDR 4 375298717 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C17] 1.436 100 6.057414532 23.34 1 3518.859874 4 880.4696045 -0.933939221 -0.0008216 109.8009882EHLILVSQLEQLHR 4 375298717 1xTMT6plex [N-Term] 0.846 1.439 5.004591465 46.04 0 1944.122811 4 486.7853394 -1.688734943 -0.000820777 61.49738134SASNIDDVLGHHTGFLDTCLK 2 375298717 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C19] 1.262 5.830693722 29.44 0 2758.423435 4 690.3597412 -2.283806819 -0.001574927 66.34497786ILPVAASYSAVTR 2 375298717 1xTMT6plex [N-Term] 1.071 3.753525734 42.03 0 1576.926008 2 788.9668579 0.27312652 0.00021535 64.26107083VLLDFLMEEK 6 375298717 2xTMT6plex [N-Term; K10] 1.157 1.056 1.029 3.916376352 26.11 0 1694.980301 2 847.9929199 -1.025443333 -0.000869053 111.4119607AYVEQIEK 6 375298717 2xTMT6plex [N-Term; K8] 1.144 1.072 1.176 3.560303926 45.84 0 1437.835352 2 719.4194946 -2.530958905 -0.001819551 43.67188544YVSAQPLAGR 2 375298717 1xTMT6plex [N-Term] 1.092 2.996118307 15.17 0 1290.736751 2 645.8717651 -0.385567825 -0.000248833 34.6659136KPVEDITPPR 4 375298717 2xTMT6plex [N-Term; K1] 0.86 1.073 2.294704676 11.74 0 1609.967763 3 537.3245239 -5.431346427 -0.002914764 35.96141605

ECGHDVTCPVAK 1 375298717 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C2; C8] 0.972 2.691851854 0 1830.92426 3 610.9814453 3.016158352 0.001840786 27.86945071
LTEDKETLQYLQQNAK 1 375298717 3xTMT6plex [N-Term; K5; K16] 0.697 3.038796902 1 2609.475343 3 870.4983521 1.977478867 0.001720061 62.84297436

376319250 CNOT10 CCR4-NOT transcription complex subunit 10 isoform 3 25904 NP_001243671.1 4.60199005 1 3 3 20 804 89.084 8.21 1.41 1.57 1.22 1.4 Significant 0.00518
HEGTGQSSGITDQEK 6 376319250 2xTMT6plex [N-Term; K15] 1.372 1.172 1.054 5.390928745 52.35 0 2032.034732 3 678.0159302 -0.735795817 -0.000498388 33.73024788IILNTAVAEFFK 10 376319250 2xTMT6plex [N-Term; K12] 1.281 1.544 1.347 5.496296883 75.92 0 1824.103528 2 912.5578003 2.629239988 0.002398003 111.5299456ALHLLAVLEK 4 376319250 2xTMT6plex [N-Term; K10] 1.457 1.844 3.971844435 38.82 0 1565.01907 3 522.3450928 1.057431404 0.000551633 79.7594307378404903 NOL4L nucleolar protein 4-like isoform 1 140688 NP_001243727.1 5.147058824 1 2 2 6 680 74.178 5.77 1.16 1.29 1.59 1.35 Significant 0.00882 LEIYQSSQDEPIALDK 4 378404903 2xTMT6plex [N-Term; K16] 1.159 1.29 4.112680435 32.26 0 2307.248414 3 769.7526855 -2.12812775 -0.001636706 68.27039253APTADDDDDDHDDHEDNDK 2 378404903 2xTMT6plex [N-Term; K19] 1.588 1.946484923 7.15 0 2613.086111 4 654.0267944 -0.292235155 -0.000190909 17.16193712

378786662 QTRT2 queuine tRNA-ribosyltransferase subunit QTRTD1 isoform 2 79691 NP_001243764.1 11.00702576 1 3 3 24 427 48.172 6.61 0.94 0.83 1 0.92 Significant 0.00289 GVDLFESFFPYQVTER 16 378786662 1xTMT6plex [N-Term] 0.91 1.062 1.012 4.795194149 33.1 0 2163.095987 3 721.7028809 -0.877146408 -0.000632451 99.56798832RPVGGFLLDGFQGNPTTLEAR 6 378786662 1xTMT6plex [N-Term] 1.118 1.854 0.88 6.530955315 43.71 0 2474.335322 3 825.4481201 -2.228981815 -0.001838416 73.07827575LQEESEVLQK 2 378786662 2xTMT6plex [N-Term; K10] 0.345 1.99135685 2.59 0 1660.952172 2 830.9793091 -0.500138385 -0.000415353 49.31285566
379698839 CCDC51 coiled-coil domain-containing protein 51 isoform 1 79714 NP_001243893.1 22.62773723 1 6 6 34 411 45.783 8.19 1.05 1.05 1.16 1.09 Significant 0.00114

SAAHPGLVEPADGAMPSFLLEQGSMILALSDTEQR 4 379698839 1xTMT6plex [N-Term] 100 100 5.210235119 63.36 0 3867.945839 4 967.7382202 -3.823326706 -0.003697105 111.2748151GLVHAAGPGQDSGSQAGSPPTR 6 379698839 1xTMT6plex [N-Term] 1.172 1.022 1.058 7.04000473 93.61 0 2276.158086 3 759.3917236 1.112118905 0.000843786 23.80658406DLHNLMVDLR 2 379698839 1xTMT6plex [N-Term] 1.19 2.545110464 27.39 0 1454.7987 3 485.6042786 -0.286731519 -0.000139046 61.28449734FSLFSAAVR 8 379698839 1xTMT6plex [N-Term] 0.8 1.09 1.338 3.288557291 30.07 0 1226.709474 2 613.8583374 -0.061803804 -3.79E-05 69.99532286ALLLEAQK 6 379698839 2xTMT6plex [N-Term; K8] 0.906 0.873 1.094 3.404807329 44.33 0 1343.866258 2 672.4373169 0.817915515 0.000549585 54.70805247EDLEVHQAK 4 379698839 2xTMT6plex [N-Term; K9] 1.075 1.044 3.41139555 21.55 0 1526.857878 3 509.6236572 -0.955950343 -0.000486533 27.61467538DLHNLMVDLR 4 379698839 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.799 1.08 3.118230343 20.24 0 1470.793615 3 485.6042786 -0.286731519 -0.000139046 61.2844973411067747 CDC5L cell division cycle 5-like protein 988 NP_001244.1 39.27680798 1 24 24 185 802 92.194 8.18 1.23 1.29 1.29 1.27 Significant 0.000248 DLPRPSEVNETILRPLNVEPPLTDLQK 14 11067747 2xTMT6plex [N-Term; K27] 1.606 1.391 1.462 7.406125069 9.65 0 3541.999403 4 886.255127 -0.20466336 -0.000181229 80.89396932GVDYNAEIPFEK 10 11067747 2xTMT6plex [N-Term; K12] 1.347 1.186 1.213 3.930655956 52.3 0 1839.989286 2 920.49823 -0.055793294 -5.13E-05 63.20252066LVLPAPQISDAELQEVVK 20 11067747 2xTMT6plex [N-Term; K18] 1.257 1.423 1.215 5.859944344 57.28 0 2407.421233 3 803.1450806 -0.226159333 -0.000181487 93.74455288QLNDLWDQIEQAHLELR 10 11067747 1xTMT6plex [N-Term] 1.25 1.147 1.023 5.826044083 52.74 0 2350.235274 3 784.083313 0.047537728 3.72E-05 90.50705007AQDVLVQEMEVVK 12 11067747 2xTMT6plex [N-Term; K13] 1.461 1.297 1.335 4.898982048 75.83 0 1946.10327 2 973.5526123 -2.734618819 -0.002660925 79.7236561KPALGFYDTSEENYQALDADFR 8 11067747 2xTMT6plex [N-Term; K1] 1.199 1.608 1.711 6.244532108 55.37 0 3008.504187 3 1003.506287 0.039771685 3.99E-05 71.62324467ESDLPSAILQTSGVSEFTK 2 11067747 2xTMT6plex [N-Term; K19] 0.998 5.015313148 56.67 0 2467.333206 3 823.1168213 1.096303969 0.000901649 80.25982718EIDDTYIEDAADVDAR 6 11067747 1xTMT6plex [N-Term] 1.449 1.697 1.464 5.804419041 75.09 0 2039.960675 2 1020.482727 -1.224243422 -0.001248704 63.55604045ILQEAQNLMALTNVDTPLK 8 11067747 2xTMT6plex [N-Term; K19] 0.85 1.265 1.088 5.386629105 59.68 0 2570.46278 3 857.4923706 -0.086176542 -7.38E-05 108.9836362ILQEAQNLMALTNVDTPLK 4 11067747 2xTMT6plex [N-Term; K19]; 1xOxidation [M9] 1.055 1.392 4.981015205 46.38 0 2586.457695 3 857.4923706 -0.086176542 -7.38E-05 108.9836362NDFEIVLPENAEK 4 11067747 2xTMT6plex [N-Term; K13] 0.828 1.158 3.597488165 32.61 0 1976.074078 3 659.3648682 3.022701554 0.001991027 67.93039675DNEEETTDDPR 10 11067747 1xTMT6plex [N-Term] 1.741 2.614 100 3.369039536 91.94 0 1549.68154 2 775.3442993 -0.14076259 -0.000109069 14.76830685QVVQTPNTVLSTPFR 2 11067747 1xTMT6plex [N-Term] 1.092 4.001116753 35.91 0 1916.080277 2 958.5363159 -7.787729064 -0.007460957 60.75913802LNINPEDGMADYSDPSYVK 10 11067747 2xTMT6plex [N-Term; K19] 1.257 100 1.024 4.628262997 44.81 0 2586.27979 3 862.7660522 1.474553641 0.001271203 66.74010722WYEWLDPSIK 14 11067747 2xTMT6plex [N-Term; K10] 1.378 1.37 1.483 3.175645351 33.07 0 1794.983079 3 598.9986572 -0.924844547 -0.00055336 91.85164002ILLGGYQSR 6 11067747 1xTMT6plex [N-Term] 0.79 1.248 1.638 3.355785131 33.15 0 1235.730938 2 618.3688965 -0.340965203 -0.000210671 50.23947367DNEEETTDDPRK 6 11067747 2xTMT6plex [N-Term; K12] 1.533 1.703 1.662 3.15425849 52.46 1 1906.939435 3 636.3178101 -0.292712085 -0.000186061 17.35575595AAGIEIQK 12 11067747 2xTMT6plex [N-Term; K8] 1.162 1.223 1.42 3.393966675 45.69 0 1287.803658 2 644.4055786 0.173043896 0.000111423 40.35002386VGQASEIAR 6 11067747 1xTMT6plex [N-Term] 1.039 1.109 1.194 3.491486549 29.39 0 1159.663252 2 580.3373413 3.582028818 0.002076974 25.14945667YADLLLEK 6 11067747 2xTMT6plex [N-Term; K8] 1.26 1.424 1.399 3.568619013 44.22 0 1422.860838 2 711.9313354 -3.826060438 -0.002721976 69.51650577NTEDEILK 2 11067747 2xTMT6plex [N-Term; K8] 1.362 2.602466822 21.17 0 1419.809531 2 710.4088745 0.663133623 0.000470762 38.74534447QQDLDGELR 6 11067747 1xTMT6plex [N-Term] 0.01 0.236 0.316 3.250340939 31.17 0 1302.68511 2 651.8466187 0.653331094 0.000425542 27.16078477TIAPIIGR 4 11067747 1xTMT6plex [N-Term] 1.582 1.23 2.977803707 33.37 0 1069.693096 2 535.350769 1.089804115 0.000582878 47.11314915KHEDSAIPR 2 11067747 2xTMT6plex [N-Term; K1] 1.402 3.116239309 10.6 1 1510.874197 3 504.2957458 -1.001096699 -0.000504177 18.37795044SGTTPKPVINSTPGR 1 11067747 2xTMT6plex [N-Term; K6] 1.16 3.453745365 0 1970.143495 3 657.3852539 -1.160662284 -0.000762224 32.85936035380254457 CASP1 caspase-1 isoform alpha precursor 834 NP_001244047.1 45.79207921 1 13 15 108 404 45.129 5.91 0.83 0.77 0.81 0.8 Significant 0.000482 KHSEQVPDILQLNAIFNMLNTK 4 380254457 3xTMT6plex [N-Term; K1; K22] 0.992 0.905 6.831390381 39 1 3240.838164 4 810.9644165 -0.718380325 -0.000582039 111.7687934NLTASDMTTELEAFAHRPEHK 4 380254457 2xTMT6plex [N-Term; K21] 1.008 0.857 5.74971056 39.36 0 2856.471447 4 714.8724365 -1.236114666 -0.000882732 67.41659637
LIEHMQEYACSCDVEEIFR 10 380254457 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C12] 1.262 1.151 1.203 5.195129871 45.24 0 2658.21996 3 886.7417603 -3.473210803 -0.003077519 76.69596689

DSVGVSGNLSLPTTEEFEDDAIKK 8 380254457 3xTMT6plex [N-Term; K23; K24] 0.949 1.167 6.984975815 52.19 1 3238.729779 3 1080.249023 0.845508174 0.000912791 73.99838998SAEIYPIMDK 12 380254457 2xTMT6plex [N-Term; K10] 0.796 0.763 0.761 3.715916634 34.93 0 1624.902051 2 812.9550781 0.50993843 0.0004143 60.69519344HPTMGSVFIGR 6 380254457 1xTMT6plex [N-Term] 0.782 0.807 0.825 4.05552721 34.35 0 1430.77757 3 477.5976563 0.590755697 0.000281747 41.6809357DFIAFCSSTPDNVSWR 2 380254457 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.68 4.363818645 31.93 0 2131.011605 2 1066.008179 -1.184718149 -0.001262324 70.4552746ALIDSVIPK 20 380254457 2xTMT6plex [N-Term; K9] 0.744 0.742 0.714 3.445097685 45.01 0 1413.908123 2 707.458252 0.781172576 0.000552253 71.46973083LCSLEEAQR 9 380254457 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.947 0.987 1.073 3.454481363 41.03 0 1334.693566 2 667.8502808 -0.210704966 -0.000140613 34.58332472GDSPGVVWFK 8 380254457 2xTMT6plex [N-Term; K10] 0.821 0.698 0.755 3.982933283 45.55 0 1549.877885 2 775.4429932 0.531943925 0.000412224 64.89187147ENATVMDK 4 380254457 2xTMT6plex [N-Term; K8] 0.918 0.864 2.933930635 27.41 0 1365.744822 2 683.3751831 -1.268618438 -0.000866305 29.91683262VIIIQACR 2 380254457 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.029 3.028998375 22.05 0 1201.72883 2 601.3677368 -0.526364328 -0.000316274 47.01223474FSFEQPDGR 8 380254457 1xTMT6plex [N-Term] 0.7 1.063 0.654 3.295995235 29.97 0 1311.653081 2 656.3303223 0.218549595 0.000143331 41.7611267ENATVMDK 5 380254457 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 0.741 0.664 0.661 2.289940834 24.63 0 1381.739737 2 683.3751831 -1.268618438 -0.000866305 29.91683262VLNKEEMEK 5 380254457 3xTMT6plex [N-Term; K4; K9] 1.018 0.834 0.86 2.441928387 1 1807.060232 3 603.0252075 0.463354004 0.000279103 44.09565589HSEQVPDILQLNAIFNMLNTK 1 380254457 2xTMT6plex [N-Term; K21] 0.552 1.806421995 0 2883.580269 3 961.8638306 -1.155119841 -0.001110294 112.5154254380503859 SLC20A2 sodium-dependent phosphate transporter 2 6575 NP_001244109.1 3.374233129 1 2 2 12 652 70.347 6.54 1.14 0.79 0.94 0.96 Significant 0.011 LVGDTVSYSK 10 380503859 2xTMT6plex [N-Term; K10] 1.171 0.788 0.943 3.938320875 47.32 0 1526.88303 2 763.9445801 -0.750950615 -0.000573307 48.52289102AADSSAPEDSEK 2 380503859 2xTMT6plex [N-Term; K12] 1.046 3.35072875 29.26 0 1664.83793 2 832.9215088 -1.315042044 -0.001094666 19.40647294
380692342 DDX6 probable ATP-dependent RNA helicase DDX6 1656 NP_001244120.1 35.61076605 1 13 13 94 483 54.382 8.66 1.16 1.15 1.1 1.14 Significant 0.000266

SIEEQLGTEIKPIPSNIDK 8 380692342 3xTMT6plex [N-Term; K11; K19] 1.29 1.268 6.901835918 35.89 0 2798.611836 4 700.4076538 -1.090088874 -0.000762684 67.61728757DNIQAMVIVPTR 6 380692342 1xTMT6plex [N-Term] 1.161 1.527 1.356 4.366455555 41.93 0 1585.893328 2 793.4503784 0.095874 7.60E-05 59.77400439QILLYSATFPLSVQK 12 380692342 2xTMT6plex [N-Term; K15] 1.293 1.781 1.684 4.643553257 43.43 0 2166.293848 2 1083.649536 -0.94728348 -0.001026047 94.31760331GPVKPTGGPGGGGTQTQQQMNQLK 6 380692342 3xTMT6plex [N-Term; K4; K24] 1.369 1.552 1.133 5.953714848 44.37 0 3053.676913 3 1018.565063 1.219683612 0.001241507 43.09560482SGAYLIPLLER 6 380692342 1xTMT6plex [N-Term] 1.13 1.086 1.189 4.113174915 44.16 0 1460.867431 2 730.9360352 -1.805343486 -0.001318684 78.73716689VDHVQMIVLDEADK 6 380692342 2xTMT6plex [N-Term; K14] 0.973 0.883 0.897 4.933152199 34.06 0 2070.130547 3 690.7139282 -1.601706731 -0.001105247 61.73476279SLYVAEYHSEPVEDEKP 12 380692342 2xTMT6plex [N-Term; K16] 1.029 1.296 1.319 6.187311172 55.51 0 2450.249142 3 817.4207153 -0.632178124 -0.000516331 52.26127516NLVCTDLFTR 6 380692342 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.13 1.039 0.838 3.587913752 46.13 0 1467.782715 2 734.3948975 -0.134323782 -9.86E-05 62.04430219VHCLNTLFSR 6 380692342 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.555 1.307 1.167 4.262253761 51.29 0 1475.799034 3 492.6048889 0.731290658 0.000359746 50.87094579
GNEFEDYCLK 8 380692342 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.157 1.008 1.298 3.541549444 55.66 0 1732.861643 2 866.9333496 -1.281360955 -0.001110211 51.4688343

KDNIQAMVIVPTR 6 380692342 2xTMT6plex [N-Term; K1] 1.013 1.209 1.362 4.007866383 8.7 1 1943.151223 3 648.3876953 -1.384577005 -0.000896814 55.32765268FMNSHLQKPYEINLMEELTLK 2 380692342 3xTMT6plex [N-Term; K8; K21] 1.266 4.428649426 4.22 0 3265.793188 4 817.2022095 -1.892327229 -0.001544987 95.27642682TSDVTSTK 10 380692342 2xTMT6plex [N-Term; K8] 1.368 1.482 1.129 3.439228058 47.79 0 1296.741117 2 648.8734741 -1.114630973 -0.000722694 20.18112436383087736 BCS1L mitochondrial chaperone BCS1 isoform a 617 NP_001244273.1 35.08353222 1 12 12 82 419 47.504 8.5 1.03 1.01 1.05 1.03 Significant 0.000126 LTFSGLLNALDGVASTEAR 12 383087736 1xTMT6plex [N-Term] 1.106 1.068 0.979 6.975597858 75.99 0 2164.181113 3 722.0653076 0.118470474 8.55E-05 112.2688745FYPGQAPSLAENFAEHVLR 12 383087736 1xTMT6plex [N-Term] 1.235 0.958 0.923 6.07400322 60.86 0 2375.234546 3 792.414856 -1.907659567 -0.00151038 92.17682606TQHLSVETSYLQHESGR 4 383087736 1xTMT6plex [N-Term] 1.065 6.484266758 32.58 0 2201.114825 4 551.0334473 -1.301775567 -0.000716339 36.96471389KVFFNILEEAR 6 383087736 2xTMT6plex [N-Term; K1] 0.979 1.155 1.228 4.583003044 37.24 1 1824.078376 3 608.7005615 4.79994743 0.002918493 80.02253922IVFMTTNHVDR 4 383087736 1xTMT6plex [N-Term] 0.97 0.924 4.313550949 32.15 0 1561.835813 3 521.2833252 -0.250342615 -0.000130331 47.69721585ELALQQEEGK 8 383087736 2xTMT6plex [N-Term; K10] 1.013 1.049 1.091 4.408341885 56.1 0 1602.910307 2 801.9573975 -1.740065 -0.001394584 39.03473556VFFNILEEAR 6 383087736 1xTMT6plex [N-Term] 1.075 1.225 1.304 3.950960636 44.6 0 1466.820481 2 733.9144287 0.749868092 0.000549961 95.49588893ATNQISPAQVQGYFMLYK 6 383087736 2xTMT6plex [N-Term; K18]; 1xOxidation [M15] 1.063 1.046 1.057 4.554663181 34.48 0 2533.352502 3 845.1218872 -0.550045406 -0.000464486 78.56485138
GYLLYGPPGCGK 10 383087736 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.022 1.009 1.024 3.754432201 34.46 0 1739.955484 2 870.4796753 -1.959776612 -0.001704962 67.13237854

DVQEFIDNPK 2 383087736 2xTMT6plex [N-Term; K10] 1.149 3.775921106 44.17 0 1662.910307 2 831.9577637 -1.236835349 -0.001028373 64.08843441DLAVENPVK 10 383087736 2xTMT6plex [N-Term; K9] 0.871 0.951 1.057 3.973819494 43.62 0 1442.861901 2 721.9352417 0.905109794 0.000652974 47.50968878HYMITLEVPAR 2 383087736 1xTMT6plex [N-Term] 0.953 3.52914381 22.32 0 1558.8613 3 520.2929688 1.958596317 0.001017727 56.6362478384081592 CTSL cathepsin L1 isoform 1 preproprotein 1514 NP_001244900.1 24.62462462 1 7 7 42 333 37.54 5.45 1.64 1.27 1.47 1.46 Significant 0.00532 AVATVGPISVAIDAGHESFLFYK 8 384081592 2xTMT6plex [N-Term; K23] 1.484 1.435 1.197 7.714744568 72.19 0 2850.580587 3 950.8641968 -0.894504783 -0.000849953 98.70541473NSWGEEWGMGGYVK 8 384081592 2xTMT6plex [N-Term; K14] 1.249 1.145 0.636 4.333164215 54.05 0 2058.015517 2 1029.51062 -0.755031054 -0.000776933 66.69007415NHCGIASAASYPTV 6 384081592 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.346 1.01 1.205 3.792958736 47.15 0 1676.826371 2 838.9159546 -1.036786123 -0.000869255 37.88919685EKGYVTPVK 5 384081592 3xTMT6plex [N-Term; K2; K9] 2.49 1.314 2.578 3.909383535 11.04 1 1708.061218 3 570.0251465 -0.194458414 -0.000110716 37.0083756VFQEPLFYEAPR 5 384081592 1xTMT6plex [N-Term] 1.067 1.083 0.822 3.619083166 13.01 0 1724.920923 2 862.9639893 -0.128240299 -0.000110602 71.95333622MIELHNQEYR 4 384081592 1xTMT6plex [N-Term] 1.077 0.834 2.331683159 3.25 0 1561.799428 3 521.2714844 0.302257122 0.000157355 35.05240982GYVTPVK 6 384081592 2xTMT6plex [N-Term; K7] 1.375 1.341 1.285 2.890820265 28.56 0 1221.76073 2 611.3843994 0.648104089 0.000395914 37.33975006384367970 ANKFY1 rabankyrin-5 isoform 3 51479 NP_001244928.1 16.1849711 1 15 15 63 1211 132.737 6.49 0.74 0.8 0.7 0.74 Significant 0.00151 SDSWSLANLSSTK 6 384367970 2xTMT6plex [N-Term; K13] 0.836 1.014 0.629 4.575368404 70.52 0 1854.000913 2 927.505188 1.179123779 0.001093048 63.32682894TQDGETALQLAIR 4 384367970 1xTMT6plex [N-Term] 0.763 0.654 4.115114689 45.81 0 1644.911815 2 822.9612427 2.063230096 0.001696916 51.58626604EAASLTSLADSVHLQTPLHMAIAYNHPDVVSVILEQK 4 384367970 2xTMT6plex [N-Term; K37] 0.745 8.325016022 32.12 0 4456.39504 5 892.0811768 -4.098202868 -0.003652642 102.0120541
ESGAAEQVDNK 6 384367970 2xTMT6plex [N-Term; K11] 0.797 0.685 0.921 4.500727177 52.12 0 1605.848435 2 803.4271851 -0.835672149 -0.000670981 21.28288302GSHTDAPDTATGNCLLQR 4 384367970 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.855 0.642 5.233987808 34.68 0 2143.039945 3 715.0167236 -2.019431122 -0.001442574 29.77731888RLESIATTLVSHK 6 384367970 2xTMT6plex [N-Term; K13] 0.863 0.722 0.72 5.508738518 25.87 1 1913.158417 4 479.0450134 -0.10095299 -4.83E-05 56.80884921ESSSESFISR 4 384367970 1xTMT6plex [N-Term] 2.108 1.295 3.862002373 23.39 0 1357.67969 2 679.3431396 -0.506123153 -0.000343577 25.72646311GQSPLHILGQYGK 4 384367970 2xTMT6plex [N-Term; K13] 0.957 0.846 3.849399567 15.39 0 1856.079438 3 619.3643188 -0.557706211 -0.000345049 55.82770623ELDLSDANPEVTMTMLR 2 384367970 1xTMT6plex [N-Term] 0.783 2.625483274 28.15 0 2164.082721 2 1082.537842 -6.614403466 -0.007157058 78.92633405
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GDLFAATFLIK 2 384367970 2xTMT6plex [N-Term; K11] 0.757 2.411170006 19.12 0 1653.998 3 552.0040894 -0.172626323 -9.52E-05 97.60010139ADVDMVDK 4 384367970 2xTMT6plex [N-Term; K8] 0.725 0.792 2.679691076 35.03 0 1350.733923 2 675.8706055 0.008252921 5.57E-06 38.10310516FQLQLLR 4 384367970 1xTMT6plex [N-Term] 0.867 0.954 0.762 2.441898823 11.81 0 1146.719645 2 573.8609009 -4.464615402 -0.002559831 70.0629022FDLNKPVR 4 384367970 2xTMT6plex [N-Term; K5] 0.907 0.937 0.775 2.878023148 6.41 0 1446.883305 3 482.9649658 -2.046342682 -0.00098694 43.0473529SAEAILK 7 384367970 2xTMT6plex [N-Term; K7] 0.681 0.849 0.957 2.242432117 6.32 0 1189.755645 2 595.380188 -2.139618709 -0.001272812 40.19798177GADMSVPDEK 2 384367970 2xTMT6plex [N-Term; K10] 0.611 0.564 1.626329541 0 1506.787415 2 753.8956299 -2.277736289 -0.001716032 35.72551666
731184192 FDXR NADPH:adrenodoxin oxidoreductase, mitochondrial isoform 4 2232 NP_001244942.2 46.55172414 1 19 19 125 522 57.306 9.11 0.74 0.74 0.71 0.73 Significant 0.000188

TPQICVVGSGPAGFYTAQHLLK 6 731184192 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C5] 0.796 0.851 7.222932816 59.89 0 2802.537677 3 934.8519287 1.268940233 0.001185418 78.53158523
AGLLPSGPRPGYAAIQALLSSR 2 731184192 1xTMT6plex [N-Term] 1.726 3.946507931 7.09 0 2424.392443 3 808.7997437 -3.203121256 -0.002588541 91.33905929

VMDVPGLYCSGWVK 8 731184192 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 0.762 0.695 0.725 3.744354963 52.35 0 2069.096411 2 1035.051514 -0.318958675 -0.000329978 81.66343598
AVPTGDMEDLPCGLVLSSIGYK 17 731184192 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C12] 0.657 0.738 0.735 4.71378088 47.85 0 2780.46146 3 927.489563 -2.634079005 -0.002441318 96.68900453

ALEIPGEELPGVCSAR 10 731184192 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.779 0.685 0.59 4.243445873 59.56 0 1927.015628 2 964.0111694 -0.293719887 -0.000283001 66.36135286FGVAPDHPEVK 6 731184192 2xTMT6plex [N-Term; K11] 0.62 0.779 0.61 3.896075726 44.08 0 1653.936463 3 551.9838257 0.2787899 0.0001537 40.1442692SRPVDPSVPFDSK 6 731184192 2xTMT6plex [N-Term; K13] 0.778 0.742 0.746 4.233068943 16.58 0 1889.053283 3 630.3551025 -1.338682627 -0.000842948 44.22189942NVINTFTQTAHSGR 4 731184192 1xTMT6plex [N-Term] 1.058 0.759 4.310664654 35.63 0 1774.939761 3 592.3179321 -0.291741327 -0.000172608 41.77324253SPQQVLPSPDGR 12 731184192 1xTMT6plex [N-Term] 0.765 0.682 0.785 3.845150709 46.62 0 1509.822272 2 755.414917 0.189197352 0.000142827 35.98766821ILLTPPEHLER 6 731184192 1xTMT6plex [N-Term] 0.807 0.732 0.701 3.652809858 32.29 0 1546.915444 3 516.3099976 -0.002853562 -1.47E-06 55.19460954HPQAHVDIYEK 6 731184192 2xTMT6plex [N-Term; K11] 0.663 0.661 0.651 4.523320198 29.48 0 1794.990289 4 449.5035706 1.205152237 0.000540809 44.03653674TATEKPGPAEAAR 6 731184192 2xTMT6plex [N-Term; K5] 0.559 0.951 0.936 4.414819241 10.15 0 1756.995768 3 586.3361816 -1.011213662 -0.000592233 36.50877261LEGVDEATR 6 731184192 1xTMT6plex [N-Term] 0.91 0.689 0.848 3.450412512 46.06 0 1218.652747 2 609.8294678 -0.892750726 -0.000543977 28.49243189GVRPVSFSDWEK 6 731184192 2xTMT6plex [N-Term; K12] 0.792 0.892 0.862 4.507270336 20.54 0 1865.032154 3 622.3488159 -0.139078618 -8.65E-05 57.01454377LDAEEVAR 6 731184192 1xTMT6plex [N-Term] 0.807 0.727 0.759 3.126269817 30.84 0 1131.620719 2 566.3140869 0.15789577 8.93E-05 29.36953113LGVIPNVEGR 2 731184192 1xTMT6plex [N-Term] 0.584 3.641578436 30.2 0 1282.768051 2 641.8869019 -1.188327898 -0.000762175 62.5153976LTELLLR 6 731184192 1xTMT6plex [N-Term] 0.831 0.638 2.660609484 39.12 0 1086.708411 2 543.8579712 0.234067216 0.000127181 72.89083281LVDPQEMLR 6 731184192 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.836 0.725 0.697 2.418248653 19.06 0 1345.734703 2 673.3699951 -1.478118697 -0.000994578 41.0940551AALGVLR 4 731184192 1xTMT6plex [N-Term] 0.812 0.77 2.4106493 24.51 0 928.6141172 2 464.8103638 -0.717478795 -0.00033313 42.76674566384475521 TKT transketolase isoform 2 7086 NP_001244957.1 75.11885895 1 36 36 773 631 68.77 7.52 1.21 1.21 1.23 1.22 Significant 0.00003 ILATPPQEDAPSVDIANIR 56 384475521 1xTMT6plex [N-Term] 1.092 1.093 1.126 6.056448936 59.7 0 2249.233877 3 750.4157104 -0.577495456 -0.000432974 80.2497332KILATPPQEDAPSVDIANIR 4 384475521 2xTMT6plex [N-Term; K1] 3.052 2.8 6.656105518 33.9 1 2606.491772 3 869.5018921 -0.248978522 -0.00021632 66.29303246SVPTSTVFYPSDGVATEK 56 384475521 2xTMT6plex [N-Term; K18] 1.121 1.021 1.168 5.90337038 56.59 0 2343.248414 2 1172.127563 -0.240340235 -0.000281588 59.6317406
QAFTDVATGSLGQGLGAACGMAYTGK 20 384475521 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C19] 1.298 1.415 1.366 7.685544968 86.59 0 2990.511598 3 997.5075073 -1.213480445 -0.001209642 74.36630812
QAFTDVATGSLGQGLGAACGMAYTGK 4 384475521 2xTMT6plex [N-Term; K26]; 1xOxidation [M21]; 1xCarbamidomethyl [C19] 1.825 2.396 6.001325607 68.8 0 3006.506513 3 997.5075073 -1.213480445 -0.001209642 74.36630812

CEAFGWHAIIVDGHSVEELCK 8 384475521 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C1; C20] 1.726 2.061 1.624 5.438887596 35.59 0 2915.45844 3 972.4874878 -3.611837146 -0.003510054 68.97156853
FIECYIAEQNMVSIAVGCATR 59 384475521 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C18] 1.888 1.265 1.398 6.219106674 67.51 0 2661.30363 3 887.7715454 -1.332865402 -0.001182387 113.6616094

SKDDQVTVIGAGVTLHEALAAAELLK 40 384475521 3xTMT6plex [N-Term; K2; K26] 1.217 1.223 1.183 10.50091648 71.79 1 3336.934567 3 1112.974731 -7.46968919 -0.008308621 106.1873123
ISSIQATTAAGSGHPTSCCSAAEIMAVLFFHTMR 6 384475521 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C18; C19] 1.94 3.758 1.76 10.9405117 55.66 0 3839.853871 4 960.718689 -0.246051193 -0.0002362 109.3844569

ISSDLDGHPVPK 26 384475521 2xTMT6plex [N-Term; K12] 1.166 1.198 1.01 3.5184443 47.32 0 1722.979056 2 861.9924316 -0.852621362 -0.000734524 42.19084206
ILTVEDHYYEGGIGEAVSSAVVGEPGITVTHLAVNR 10 384475521 1xTMT6plex [N-Term] 1.038 1.138 0.73 9.255169868 59.21 0 3982.075925 4 996.2741699 -0.270133599 -0.000268923 85.47033562

TVPFCSTFAAFFTR 34 384475521 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 2.132 2.079 1.991 4.81465292 68.18 0 1880.956657 2 940.9820557 0.094504105 8.89E-05 100.9619448NMAEQIIQEIYSQIQSK 15 384475521 2xTMT6plex [N-Term; K17] 1.145 1.116 1.156 5.09095335 46.98 0 2481.342331 2 1249.172119 -0.113708611 -0.000141984 111.9965611NMAEQIIQEIYSQIQSK 27 384475521 2xTMT6plex [N-Term; K17]; 1xOxidation [M2] 1.282 1.185 1.304 6.501707554 49.98 0 2497.337246 2 1249.172119 -0.113708611 -0.000141984 111.9965611LGQSDPAPLQHQMDIYQK 16 384475521 2xTMT6plex [N-Term; K18] 1.061 1.175 1.09 6.019848824 61.74 0 2527.337914 3 843.1169434 -0.647773242 -0.000545714 56.11017899LGQSDPAPLQHQMDIYQK 7 384475521 2xTMT6plex [N-Term; K18]; 1xOxidation [M13] 0.995 0.936 4.433479786 35.5 0 2543.332829 3 843.1169434 -0.647773242 -0.000545714 56.11017899LDNLVAILDINR 38 384475521 1xTMT6plex [N-Term] 1.431 1.534 1.498 4.770276546 63.88 0 1597.947472 2 799.4764404 -1.168968729 -0.000933975 99.23012255VLDPFTIKPLDR 29 384475521 2xTMT6plex [N-Term; K8] 1.291 1.246 1.278 5.045686722 46.3 0 1872.135891 3 624.7182617 2.318862788 0.001447075 82.89973006
VYCLLGDGELSEGSVWEAMAFASIYK 16 384475521 2xTMT6plex [N-Term; K26]; 1xOxidation [M19]; 1xCarbamidomethyl [C3] 2.01 2.129 4.374737263 51.36 0 3369.678723 3 1123.898804 0.930380333 0.001045028 110.3979372
DDQVTVIGAGVTLHEALAAAELLK 8 384475521 2xTMT6plex [N-Term; K24] 1.231 1.547 5.438595772 20.23 0 2892.644644 3 964.8815308 -5.048876251 -0.004868202 115.1778979

MAAISESNINLCGSHCGVSIGEDGPSQMALEDLAMFR 2 384475521 1xTMT6plex [N-Term]; 1xOxidation [M35]; 2xCarbamidomethyl [C12; C16] 0.534 6.264660835 32.61 0 4212.932985 4 1053.98584 -2.719235041 -0.002863989 90.41586096
TSRPENAIIYNNNEDFQVGQAK 26 384475521 2xTMT6plex [N-Term; K22] 1.184 1.117 1.161 6.77992487 38.87 0 2966.537218 3 989.5161743 -1.095122206 -0.001082907 49.94040744SKDDQVTVIGAGVTLHEALAAAELLKK 2 384475521 4xTMT6plex [N-Term; K2; K26; K27] 0.996 9.735999107 24.76 2 3694.192462 5 739.645874 2.111881627 0.001560339 103.7911013AVELAANTK 24 384475521 2xTMT6plex [N-Term; K9] 1.189 1.167 1.209 3.817098856 57.67 0 1374.835686 2 687.9210815 -0.581628823 -0.000399822 36.89177581KISSDLDGHPVPK 21 384475521 3xTMT6plex [N-Term; K1; K13] 1.281 1.196 1.241 4.572883606 15.53 1 2080.236951 4 520.8149414 0.473539805 0.000246269 41.74534303KAYGQALAK 24 384475521 3xTMT6plex [N-Term; K1; K9] 1.478 1.412 1.374 5.572351933 45.54 1 1637.035338 2 819.0212402 -0.081947681 -6.71E-05 35.33501668HQPTAIIAK 21 384475521 2xTMT6plex [N-Term; K9] 1.106 1.174 1.075 3.811627388 43.07 0 1436.898955 2 718.9527588 -0.496995194 -0.000357066 33.18077282MFGIDRDAIAQAVR 4 384475521 1xTMT6plex [N-Term] 1.095 1.316 1.004 2.997708321 2.21 1 1791.973704 3 597.9952393 -1.416955258 -0.000846382 59.78722619SGKPAELLK 16 384475521 3xTMT6plex [N-Term; K3; K9] 1.336 2.053 1.417 2.342230797 31.35 0 1630.050654 2 815.5294189 0.556780627 0.00045379 44.9808664NSTFSEIFK 12 384475521 2xTMT6plex [N-Term; K9] 1.106 1.084 1.117 4.146254539 45.42 0 1530.856815 2 765.9300537 -2.602874472 -0.001992314 63.41255889IIALDGDTK 22 384475521 2xTMT6plex [N-Term; K9] 1.102 1.143 1.148 3.728940964 50.91 0 1403.851002 2 702.4299316 1.128938362 0.000792431 55.15738152NSTFSEIFKK 12 384475521 3xTMT6plex [N-Term; K9; K10] 1.476 1.678 2.082 3.940467358 26.43 1 1888.11471 2 944.5600586 -0.990311918 -0.000934911 61.91883137AYGQALAK 12 384475521 2xTMT6plex [N-Term; K8] 0.883 0.859 0.898 3.791732788 39.56 0 1279.777443 2 640.3922729 -0.135774828 -8.69E-05 48.84111245DAIAQAVR 16 384475521 1xTMT6plex [N-Term] 1.042 1.095 1.037 3.040591002 57.93 0 1072.631224 2 536.8193359 0.159938473 8.58E-05 26.78694428GITGVEDK 6 384475521 2xTMT6plex [N-Term; K8] 0.931 0.857 0.832 3.441586971 37.28 0 1276.751288 2 638.8792725 -0.015279503 -9.75E-06 34.23178483MPSLPSYK 26 384475521 2xTMT6plex [N-Term; K8] 1.172 1.164 1.208 3.322867632 29.61 0 1380.79613 2 690.9011841 -0.75174453 -0.000519003 57.68052355KLILDSAR 15 384475521 2xTMT6plex [N-Term; K1] 1.179 1.307 1.568 3.304078579 29.33 1 1373.888056 2 687.4466553 -1.471832524 -0.001011067 38.47980544LILDSAR 12 384475521 1xTMT6plex [N-Term] 1.101 1.08 1.052 2.923891783 35.37 0 1016.630161 2 508.8175964 -2.208127392 -0.001122424 44.10878971LGHASDR 7 384475521 1xTMT6plex [N-Term] 0.869 0.764 1.03 2.332298517 32.68 0 984.5424087 2 492.7748108 -0.064779301 -3.19E-05 15.16625838MPSLPSYK 12 384475521 2xTMT6plex [N-Term; K8]; 1xOxidation [M1] 1.159 1.203 0.772 2.41397953 24.11 0 1396.791045 2 690.9011841 -0.75174453 -0.000519003 57.68052355

VYCLLGDGELSEGSVWEAMAFASIYK 2 384475521 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C3] 100 2.940641403 4.89 0 3353.683808 3 1123.898804 0.930380333 0.001045028 110.3979372
385137130 SELENBP1 selenium-binding protein 1 isoform 3 8991 NP_001245218.1 6.614785992 1 2 2 8 514 56.83 6.48 1.07 1.14 0.92 1.04 Significant 0.00385 LNPNFLVDFGKEPLGPALAHELR 6 385137130 2xTMT6plex [N-Term; K11] 1.065 1.144 0.959 7.164569378 42.34 1 3005.697682 4 752.1773682 -3.340174166 -0.002509888 100.2977243EEIVYLPCIYR 2 385137130 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.844 3.390353203 26.74 0 1683.897745 2 842.4510498 -1.735349212 -0.001461075 74.94148155
385198061 NOP2 probable 28S rRNA (cytosine(4447)-C(5))-methyltransferase isoform 3 4839 NP_001245238.1 32.30769231 1 21 21 148 845 92.803 9.19 1.39 1.39 1.41 1.4 Significant 0.0000228

TGLVVYDSSVPIGATPEYLAGHYMLQGASSMLPVMALAPQEHER 2 385198061 1xTMT6plex [N-Term] 1.19 5.99098444 18.73 0 4915.467012 4 1229.619385 -2.299416815 -0.002825677 108.3243928
VLLDAPCSGTGVISK 12 385198061 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 1.442 1.344 4.541472435 48.93 0 1975.129819 3 659.0474854 -0.970283216 -0.000638812 66.71934408LGVTNTIISHYDGR 6 385198061 1xTMT6plex [N-Term] 1.305 1.036 1.472 5.321498871 47.2 0 1774.964913 3 592.3258057 -1.154579337 -0.000683113 56.30440178TQASSSFQDSSQPAGK 4 385198061 2xTMT6plex [N-Term; K16] 1.52 1.23 3.284679651 29.44 0 2084.066033 3 695.3598022 -0.565755451 -0.000393024 39.86977112LVPTGLDFGQEGFTR 20 385198061 1xTMT6plex [N-Term] 1.515 1.475 1.635 4.927315712 64.89 0 1865.995879 2 933.5015259 -0.055569355 -5.18E-05 75.88707621GTDTQTPAVLSPSK 8 385198061 2xTMT6plex [N-Term; K14] 1.267 1.264 1.028 4.013995171 57.61 0 1860.047863 2 930.5264282 -1.227718239 -0.001141807 42.56036971FLPAVSDENSK 4 385198061 2xTMT6plex [N-Term; K11] 1.223 1.358 3.807553053 53.6 0 1664.925958 2 832.965332 -1.543664743 -0.001285044 56.25331021ELLLSAIDSVNATSK 20 385198061 2xTMT6plex [N-Term; K15] 1.682 1.603 1.703 5.055508137 47.11 0 2019.173792 2 1010.090393 -0.139976652 -0.000141319 84.60982434GADSELSTVPSVTK 12 385198061 2xTMT6plex [N-Term; K14] 1.211 1.253 1.144 4.552089691 61.36 0 1849.031879 2 925.0187378 -0.908607408 -0.000840022 48.29703843GISAGAVQTAGK 4 385198061 2xTMT6plex [N-Term; K12] 0.988 1.552 4.184337616 64.99 0 1517.905163 2 759.4551392 -1.423593345 -0.00108044 37.09142847DLAIYYSYGDFLLGK 10 385198061 2xTMT6plex [N-Term; K15] 1.7 1.435 1.432 4.223758221 38.66 0 2196.199279 2 1098.606934 3.329355205 0.003655964 100.8359924GVNLDPLGK 10 385198061 2xTMT6plex [N-Term; K9] 1.504 1.424 1.415 4.341686249 47.53 0 1370.840772 2 685.9239502 -0.107772819 -7.39E-05 58.09049485DLAQALINR 6 385198061 1xTMT6plex [N-Term] 1.52 1.423 1.41 3.439428568 39.82 0 1242.736751 2 621.8724365 0.680036922 0.000422553 61.18264073IQDIVGILR 8 385198061 1xTMT6plex [N-Term] 1.664 1.4 1.494 3.856294155 47.4 0 1255.793538 2 628.3999023 -0.804162842 -0.000504931 83.12387579GPQPPTVSPIR 4 385198061 1xTMT6plex [N-Term] 1.324 1.268 3.462603331 32.19 0 1377.805165 2 689.4055786 -0.932340414 -0.000642292 40.33276564TQATLKPK 6 385198061 3xTMT6plex [N-Term; K6; K8] 1.368 1.212 1.114 2.894783258 3.68 0 1574.024439 3 525.3469849 1.246721331 0.000654123 29.13915741SPEAKPLPGK 2 385198061 3xTMT6plex [N-Term; K5; K10] 1.344 2.709112644 4.83 0 1711.072117 3 571.0274658 -2.497363506 -0.00142439 37.52317743SSRPPPAK 2 385198061 2xTMT6plex [N-Term; K8] 1.012 2.853725672 11.78 0 1297.799241 3 433.2711487 -0.268381324 -0.000116102 17.6786043LGSVEAPK 2 385198061 2xTMT6plex [N-Term; K8] 0.852 2.33437705 5.61 0 1258.777109 2 629.8909302 -2.005866186 -0.001262469 40.92880323GAETELVR 2 385198061 1xTMT6plex [N-Term] 1.133 2.946040154 25.87 0 1103.625804 2 552.3157959 -1.348965491 -0.000744377 24.12540006AEGIREPK 4 385198061 2xTMT6plex [N-Term; K8] 1.584 1.041 2.133613348 10.9 1 1357.82037 3 453.2784424 0.297151557 0.000134493 22.99828794385251399 EPB41L1 band 4.1-like protein 1 isoform b 2036 NP_001245260.1 9.114249037 1 4 5 23 779 87.591 5.92 0.81 1.12 0.89 0.94 Significant 0.00963

GQVLFDLVCEHLNLLEK 6 385251399 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C9] 1.003 1.155 1.25 5.794114113 49.98 0 2485.388887 3 829.1347046 0.270886997 0.00022442 108.3340226
IRPGEYEQFESTIGFK 3 385251399 2xTMT6plex [N-Term; K16] 0.787 0.776 3.475597858 11.29 0 2359.269818 3 787.0942993 -0.624350284 -0.000491004 70.60872672
VTLLDASEYECEVEK 5 385251399 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 0.618 0.722 3.212150097 18.72 0 2243.151736 3 748.3826294 -8.203344477 -0.006133782 69.7547278

LSMYGVDLHHAK 6 385251399 2xTMT6plex [N-Term; K12] 1.185 1.191 1.109 3.471304893 38.22 0 1829.014395 4 458.0088196 -0.51773769 -0.000236737 46.10993101FLDKPEDVLLK 3 385251399 3xTMT6plex [N-Term; K4; K11] 0.842 1.081 1.045 2.555321932 0 2004.234825 3 668.7487183 -1.608561433 -0.001074645 74.18476456385298707 HPCAL1 hippocalcin-like protein 1 3241 NP_001245288.1 33.67875648 1 6 6 38 193 22.299 5.35 1.01 0.97 1.04 1 Significant 0.000405 SEMLEIVQAIYK 10 385298707 2xTMT6plex [N-Term; K12] 0.793 0.861 0.972 4.63205719 61.93 0 1882.075993 2 941.5392456 -2.538648323 -0.002388965 99.09086483IYANFFPYGDASK 8 385298707 2xTMT6plex [N-Term; K13] 1.184 1.051 1.094 4.373659611 38.26 0 1951.036571 2 976.0159912 -6.081253578 -0.005932374 82.30915908LLQCDPSSASQF 6 385298707 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.915 0.867 0.846 3.557329416 51.55 0 1581.778024 2 791.3925171 -0.168392978 -0.00013318 57.48305666MPEDESTPEK 2 385298707 2xTMT6plex [N-Term; K10] 0.75 3.048460722 24.75 0 1620.819109 2 810.9129028 -0.357933797 -0.000290073 31.37559945LRPEVLQDLR 6 385298707 1xTMT6plex [N-Term] 1.016 1.021 1.183 4.71106863 31.82 0 1467.884478 3 489.96698 1.300239518 0.0006362 51.04062117LSLEEFIR 6 385298707 1xTMT6plex [N-Term] 1.045 1.169 1.159 3.190277815 42.32 0 1235.719704 2 618.3618164 -2.709431183 -0.001674049 77.86177718385428859 EPS15L1 epidermal growth factor receptor substrate 15-like 1 isoform 1 58513 NP_001245303.1 18.13186813 1 12 12 48 910 99.545 5.08 0.97 0.95 1.02 0.98 Significant 0.000451
TVFPGAVPVLPASPPPK 4 385428859 2xTMT6plex [N-Term; K17] 0.865 0.778 5.368166447 37.2 0 2132.288368 3 711.43396 -0.488605201 -0.000347282 81.81024451ELDDISQEIAQLQR 4 385428859 1xTMT6plex [N-Term] 0.979 5.37715435 64.81 0 1887.002086 3 629.6722412 0.044548341 2.80E-05 77.56327333GTPGPDSSGSLGSGEFTGVK 10 385428859 2xTMT6plex [N-Term; K20] 0.855 0.92 1.27 5.023647308 59.18 0 2295.186876 3 765.7325439 -1.654455288 -0.001265761 59.86733836DQFALAMYFIQQK 2 385428859 2xTMT6plex [N-Term; K13] 1.483 3.638548851 30.72 0 2061.12434 3 687.7119141 -1.528647466 -0.001050244 103.0259243TDLDLDGYVSGQEVK 2 385428859 2xTMT6plex [N-Term; K15] 2.186 2.924600363 43.99 0 2097.111586 2 1049.059814 0.365510474 0.000383258 60.36256767SLEQYDQVLDGAHGASLTDLANLSEGVSLAER 6 385428859 1xTMT6plex [N-Term] 0.25 100 1.724 4.627811432 16.35 0 3587.802664 3 1196.612549 5.694113163 0.006809785 90.49789142STQDEINQAR 2 385428859 1xTMT6plex [N-Term] 0.332 3.280743361 31.82 0 1390.712387 2 695.8594971 -0.481335596 -0.0003347 18.18415094IWDLADPEGK 2 385428859 2xTMT6plex [N-Term; K10] 0.908 3.419702291 42.97 0 1601.893929 2 801.4508667 0.329359159 0.000263799 71.76628503VQLETIIK 6 385428859 2xTMT6plex [N-Term; K8] 0.984 0.877 0.924 3.76712656 46.16 0 1401.908123 2 701.4567871 -1.301926439 -0.000912591 65.06102839TQIQSQESDLK 2 385428859 2xTMT6plex [N-Term; K11] 1.205 1.937433839 5.97 0 1734.9638 2 867.9849243 -0.707505936 -0.000613749 33.9235547LPLDVLGR 4 385428859 1xTMT6plex [N-Term] 0.998 0.89 2.327468634 23.01 0 1111.70366 2 556.3550415 -0.768174306 -0.000426991 68.28813479FDEIFLK 4 385428859 2xTMT6plex [N-Term; K7] 1.602 1.209 2.564275503 4.94 0 1369.81316 2 685.4102783 0.08774965 6.01E-05 78.15705074

385648268 SLC4A7 sodium bicarbonate cotransporter 3 isoform b 9497 NP_001245308.1 15.03094607 1 13 13 85 1131 127.278 6.76 1.65 1.71 1.56 1.64 Significant 0.000706
SIATLMTDEIFHDVAYK 14 385648268 2xTMT6plex [N-Term; K17] 1.617 1.927 2.486 6.08423996 64.36 0 2412.288504 3 804.767395 -0.361653013 -0.000290804 101.3199088VQFILGTEDDDEEHIPHDLFTEMDELCYR 4 385648268 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C27] 1.586 1.808 5.457381725 29.18 0 3795.735572 4 949.6885376 -0.856666465 -0.00081292 93.41675877YSVDPSIVNISDEMAK 10 385648268 2xTMT6plex [N-Term; K16] 1.359 1.201 1.064 4.265286446 68.67 0 2226.172806 2 1113.591064 0.919284543 0.001023243 72.78551865MLQDDDDTVHLPFEGGSLLQIPVK 10 385648268 2xTMT6plex [N-Term; K24] 1.968 1.614 5.541393757 43.71 0 3125.659307 3 1042.556885 -1.025800578 -0.001068768 98.03648755ELSWLDDLMPESK 6 385648268 2xTMT6plex [N-Term; K13] 2.001 2.051 1.622 3.786431313 34 0 2021.06655 3 674.3610229 0.972579382 0.000655216 94.57626976ELSWLDDLMPESK 2 385648268 2xTMT6plex [N-Term; K13]; 1xOxidation [M9] 1.563 2.974358082 20.46 0 2037.061465 3 674.3610229 0.972579382 0.000655216 94.57626976AVYIGVHVPFSK 6 385648268 2xTMT6plex [N-Term; K12] 1.524 1.495 0.926 3.216664553 22.73 0 1775.061998 3 592.3599854 1.918386339 0.001135085 68.89023242TSSTVNTK 4 385648268 2xTMT6plex [N-Term; K8] 1.304 1.455 3.234941721 30.77 0 1295.757101 2 648.3822632 0.11445601 7.42E-05 20.30253254ALSMNTENAK 6 385648268 2xTMT6plex [N-Term; K10]; 1xOxidation [M4] 1.006 1.771 1.968 2.299438953 34.06 0 1552.840514 2 776.9241943 0.385269363 0.000299131 23.93033055HQPDLIYLR 4 385648268 1xTMT6plex [N-Term] 1.285 1.411 3.571420431 18.77 0 1383.794601 3 461.9363098 -0.162117008 -7.48E-05 45.17428035ISFEDEPR 6 385648268 1xTMT6plex [N-Term] 1.281 1.131 1.672 3.087342739 15.31 0 1221.631283 2 611.3179932 -2.106594609 -0.001286741 42.30655732SVPSQEK 4 385648268 2xTMT6plex [N-Term; K7] 1.735 1.59 2.75391221 17.39 0 1232.725073 2 616.8651733 -1.624879997 -0.001001515 21.4376902FEKEELESHR 6 385648268 2xTMT6plex [N-Term; K3] 1.888 2.019 1.761 3.218666077 9.2 1 1761.953569 4 441.2436523 -0.448209881 -0.000197431 32.81311999EKEEAER 3 385648268 2xTMT6plex [N-Term; K2] 1.663 2.753 1.728 2.213260889 6.81 1 1348.747265 3 450.2534485 -1.091977017 -0.000490934 15.86875107

387157906 BCAR3 breast cancer anti-estrogen resistance protein 3 isoform 1 8412 NP_001248337.1 17.33333333 1 10 10 38 825 92.507 7.96 1.08 1.18 1.27 1.18 Significant 0.00217
VQYQFEMESFDSIPGLVR 4 387157906 1xTMT6plex [N-Term] 1.385 1.291 5.492492199 50.14 0 2374.195049 3 792.069458 -0.51719279 -0.000409306 89.46234729DPHLLDPTVEYVK 4 387157906 2xTMT6plex [N-Term; K13] 1.088 1.266 3.816800117 19.75 0 1984.115549 3 662.0429077 -0.695113482 -0.000459728 60.6915608
LPSCAQGSHTELLTAK 4 387157906 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C4] 0.97 1.145 5.552210808 29.08 0 2171.189459 3 724.4014282 0.125340498 9.07E-05 57.82112363

GEFVTPLLETVSSFRPNEFESK 8 387157906 2xTMT6plex [N-Term; K22] 0.751 0.941 0.915 4.257575035 14.27 0 2971.581709 3 991.197937 -0.824895656 -0.000817082 102.6693354RPISQQSGAIIFQPINR 2 387157906 1xTMT6plex [N-Term] 1.171 5.283374786 17.2 0 2154.234486 3 718.7493896 -0.404122528 -0.000290192 52.36604716ELEEELLLSSEDLR 2 387157906 1xTMT6plex [N-Term] 0.259 2.603101015 4.38 0 1904.006169 3 635.3393555 -1.394666569 -0.000885151 78.14875033VIAQHVLSMDCR 2 387157906 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.479 3.077295065 10.27 0 1657.871547 3 553.2952881 -0.142455058 -7.87E-05 45.57594625ALEMPQITR 4 387157906 1xTMT6plex [N-Term] 0.866 1.174 2.978936672 22.42 0 1287.729223 2 644.3685913 0.530303402 0.000341444 52.20259789FLPPENKPLETAMLK 2 387157906 3xTMT6plex [N-Term; K7; K15] 1.3 1.364 3.684375525 0 2415.42885 3 805.8132324 -1.534478805 -0.001235475 77.00902095NLAQHFK 6 387157906 2xTMT6plex [N-Term; K7] 1.206 1.189 1.281 2.661710262 19.27 0 1315.788676 3 439.2676392 -0.237279387 -0.00010407 33.06296406387527974 DCTN2 dynactin subunit 2 isoform 3 10540 NP_001248342.1 69.32668329 1 17 17 175 401 44.204 5.21 0.84 0.79 0.83 0.82 Significant 0.000347 WSPIASTLPELVQR 21 387527974 1xTMT6plex [N-Term] 0.805 0.759 0.01 4.741204262 51.64 0 1826.03735 2 913.5222778 -0.03872097 -3.54E-05 86.77528129TTGTPPDSSLVTYELHSRPEQDK 6 387527974 2xTMT6plex [N-Term; K23] 0.791 0.856 0.73 6.805774689 38.14 0 3016.562764 4 754.8964844 0.445281635 0.000335805 46.7228524
CDQDAQNPLSAGLQGACLMETVELLQAK 12 387527974 2xTMT6plex [N-Term; K28]; 2xCarbamidomethyl [C1; C17] 1.044 1.046 1.173 5.674805641 52.6 0 3518.769345 3 1173.599243 3.930630522 0.004610327 109.8189891
QLHEQAMQFGQLLTHLDTTQQMIANSLK 6 387527974 2xTMT6plex [N-Term; K28] 0.758 0.808 0.883 8.115652084 44.77 0 3682.944941 4 921.4926147 1.001341164 0.000921971 103.4715135ASVEDADTQSK 12 387527974 2xTMT6plex [N-Term; K11] 0.873 0.83 0.874 4.551034927 63.89 0 1608.848101 2 804.9273071 -0.474533418 -0.000381726 23.91242977ENLATVEGNFASIDER 15 387527974 1xTMT6plex [N-Term] 0.966 0.818 0.749 5.140473843 44.22 0 1994.002815 2 997.5027466 -2.305917476 -0.002299003 60.12804719DNTTLLTQVQTTMR 10 387527974 1xTMT6plex [N-Term] 0.688 0.94 0.654 5.040920734 62.67 0 1850.984328 2 925.9949951 -0.872079575 -0.000807103 57.72079529TGYESGEYEMLGEGLGVK 14 387527974 2xTMT6plex [N-Term; K18] 0.639 0.803 0.707 4.62869978 51.93 0 2377.199749 2 1189.101807 -1.435339522 -0.001706044 74.87124896NEPDVYETSDLPEDDQAEFDAEELTSTSVEHIIVNPNAAYDK 2 387527974 2xTMT6plex [N-Term; K42] 0.631 3.724453211 18.92 0 5168.427183 4 1292.86145 -0.621537004 -0.000803092 89.54756694VSALDLAVLDQVEAR 20 387527974 1xTMT6plex [N-Term] 0.973 0.794 5.049631119 54.93 0 1828.037744 3 610.0174561 0.039005794 2.38E-05 89.18764574LLGPDAAINLTDPDGALAK 16 387527974 2xTMT6plex [N-Term; K19] 0.779 0.852 0.786 5.764841557 78.42 0 2323.327333 2 1162.166382 -0.7943341 -0.000922749 89.26633309VHQLYETIQR 13 387527974 1xTMT6plex [N-Term] 0.763 0.749 0.909 4.008564949 28.51 0 1515.848093 2 758.4291992 1.998384611 0.001514624 39.0813211LLLQLEATK 4 387527974 2xTMT6plex [N-Term; K9] 0.735 0.375 3.730876684 53.83 0 1486.960887 2 743.9824829 -2.150284998 -0.001598695 77.91262559LTELETAVR 6 387527974 1xTMT6plex [N-Term] 0.891 0.74 0.722 3.964049816 31.11 0 1260.736083 2 630.8713379 -0.542079155 -0.000341709 62.80289166ESATEEK 8 387527974 2xTMT6plex [N-Term; K7] 0.843 0.952 2.970712185 33.13 0 1251.683268 2 626.3449097 -0.579287174 -0.000362542 17.23456144GLDFSDR 4 387527974 1xTMT6plex [N-Term] 0.7 0.818 3.158540487 27.88 0 1038.54174 2 519.7744141 -0.181499686 -9.42E-05 33.19878536LTPVLLAK 6 387527974 2xTMT6plex [N-Term; K8] 0.921 0.763 0.855 3.008167505 30.41 0 1312.89683 2 656.9520264 -0.040959521 -2.69E-05 71.06975096

387528013 LPIN1 phosphatidate phosphatase LPIN1 isoform 3 23175 NP_001248357.1 4.923076923 1 3 3 18 975 107.794 6.52 1.18 1.22 1.41 1.27 Significant 0.00311
GTVLPQGPLLLSPSSLFSALHR 6 387528013 1xTMT6plex [N-Term] 1.332 1.356 1.306 5.475537777 44.36 0 2519.454709 3 840.4887085 -1.245095499 -0.001045654 107.6018779SDTLGHILPTLGK 6 387528013 2xTMT6plex [N-Term; K13] 1.166 1.223 1.308 3.83533144 37.13 0 1810.083855 3 604.0311279 -2.775871915 -0.001674854 66.02995

LCEVVDHVFPLLK 6 387528013 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.131 1.497 4.188054085 26.35 0 2027.176376 3 676.3972168 0.355953549 0.000240527 102.0528738
387849337 AP3D1 AP-3 complex subunit delta-1 isoform 3 8943 NP_001248755.1 33.16872428 1 32 32 202 1215 136.565 7.64 0.92 0.97 0.91 0.93 Significant 0.000395 DVPVAEEVSALFAGELNPVAPK 16 387849337 2xTMT6plex [N-Term; K22] 0.945 0.859 0.93 6.871277809 58.15 0 2710.506753 3 904.1740112 0.268267698 0.00024238 112.1687427LLESGDLSMSSIK 10 387849337 2xTMT6plex [N-Term; K13] 0.972 1.036 0.993 4.527228832 41.87 0 1838.034522 2 919.5200195 -0.957086213 -0.000879579 71.37587592ALDLLYGMVSK 12 387849337 2xTMT6plex [N-Term; K11] 0.828 0.783 0.741 4.532412052 54.57 0 1667.980636 2 834.493042 -1.096137201 -0.000914168 93.34814828DLANDIMTLMSHTKPYIR 9 387849337 2xTMT6plex [N-Term; K14] 0.95 1.09 1.212 7.049872398 26.93 0 2577.39332 4 645.1036987 -0.137863368 -8.88E-05 99.43287509ILIEDSDQNLK 10 387849337 2xTMT6plex [N-Term; K11] 0.935 1.01 0.927 4.653006554 44.03 0 1746.004936 2 873.5065308 0.486163252 0.000424422 58.41024647KQEQANNPFYIK 8 387849337 3xTMT6plex [N-Term; K1; K12] 0.838 0.796 1.027 4.769901752 14.95 1 2167.24785 3 723.0865479 -1.273225539 -0.000919798 48.78906036YQDTPGVEHIPVVQIDLSVPLK 6 387849337 2xTMT6plex [N-Term; K22] 0.746 0.692 4.58266449 40.93 0 2905.643915 3 969.2177734 -1.771843918 -0.001716116 89.46182126VTTLPGHIQAVYVQNVVK 2 387849337 2xTMT6plex [N-Term; K18] 1.136 5.370872021 36.95 0 2424.437886 3 808.8169556 -0.648657897 -0.00052421 70.35843742ALDIDLDKPLADSEK 2 387849337 3xTMT6plex [N-Term; K8; K15] 0.823 3.72680974 16.29 0 2330.342203 3 777.4517822 -0.605052902 -0.000469993 70.22172164

EKLEDPDPGVQSAAVNVICELAR 2 387849337 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C19] 0.959 5.951678276 28.69 1 2968.581392 3 990.1991577 0.514779394 0.000509388 84.67416052
KDLSSPSQYDTGVALTGLSCFVTPDLAR 4 387849337 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C20] 100 6.768338203 41.32 1 3456.808491 3 1152.942627 1.399186385 0.00161224 87.6212155

LEDPDPGVQSAAVNVICELAR 12 387849337 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.831 1.028 1.004 6.075281143 77.61 0 2482.280904 3 828.0984497 -0.043463617 -3.60E-05 93.47163281DLSSPSQYDTGVALTGLSCFVTPDLAR 4 387849337 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.742 1.319 6.737878323 64.35 0 3099.550596 3 1033.853516 -1.484829771 -0.001534102 93.06313518HRPSEADEEELAR 10 387849337 1xTMT6plex [N-Term] 0.745 0.837 1.197 5.428500652 49.33 0 1767.882306 3 589.965332 -0.488022448 -0.000287589 16.88624675EQAGEAEGAQAVTQLMVDR 2 387849337 1xTMT6plex [N-Term] 1.051 5.663101196 23.31 0 2232.112776 3 744.7089233 -0.250354944 -0.000186273 59.6457034VDSCASMYSR 6 387849337 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.595 1.089 1.237 3.891842127 42.45 0 1404.644901 2 702.824707 -1.967705502 -0.001381964 23.07196413
SIQGHHVCLLVK 6 387849337 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.09 0.935 0.945 3.162610054 13.13 0 1849.088229 4 463.0271301 -0.83214644 -0.000384678 43.26275338

YISQCIDEIKQELK 5 387849337 3xTMT6plex [N-Term; K10; K14]; 1xCarbamidomethyl [C5] 1.361 1.468 1.217 3.920110941 10.98 1 2454.388108 3 818.7994995 -1.696054031 -0.001387592 85.10234035
KGENSVSVDGK 6 387849337 3xTMT6plex [N-Term; K1; K11] 0.877 0.843 0.756 4.592703342 27.27 1 1807.052838 3 603.0237427 2.123013374 0.001278799 26.83053284NYLSLAPLFFK 10 387849337 2xTMT6plex [N-Term; K11] 0.981 1.17 0.933 4.179512024 50.53 0 1771.05585 2 886.0307007 -0.97388392 -0.000862401 107.0487422LPQFVQSADLEVQER 6 387849337 1xTMT6plex [N-Term] 0.958 0.821 0.713 4.369307518 23.88 0 1988.065021 3 663.3584595 -2.110475255 -0.001398587 82.12297588ASCILQLVK 6 387849337 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.161 1.317 0.773 3.822026491 40.77 0 1489.917642 2 745.4628296 0.497107804 0.000370325 76.03697073
YLGLLAMSK 6 387849337 2xTMT6plex [N-Term; K9] 1.119 1.383 0.958 4.198622704 43.02 0 1453.885279 2 727.4454346 -1.159898514 -0.00084318 85.53171782ALDLLYGMVSK 6 387849337 2xTMT6plex [N-Term; K11]; 1xOxidation [M8] 0.791 0.66 3.34539032 30.58 0 1683.975551 2 834.493042 -1.096137201 -0.000914168 93.34814828AVFHEEEQR 6 387849337 1xTMT6plex [N-Term] 0.761 0.839 0.763 3.465200901 28.63 0 1373.701094 3 458.5720215 0.303685516 0.000139058 20.5853171AEGTTYRDELLTK 3 387849337 2xTMT6plex [N-Term; K13] 1.012 0.956 2.80295229 4.85 1 1955.084977 3 652.3660889 -0.646436576 -0.000421279 42.39699468NDEGATHEK 6 387849337 2xTMT6plex [N-Term; K9] 0.953 1.054 0.854 2.803359509 19.56 0 1458.758892 3 486.9250793 1.228796012 0.000597506 15.27694746YPESLRPAFPR 3 387849337 1xTMT6plex [N-Term] 1.364 1.617 3.247476816 2.25 0 1561.868828 3 521.2929077 -2.982411445 -0.001552712 44.45240697GTLSFIAK 2 387849337 2xTMT6plex [N-Term; K8] 0.783 3.414875746 20.55 0 1294.813494 2 647.90979 -0.919616516 -0.000595366 59.83378582LFGALTPLEPR 2 387849337 1xTMT6plex [N-Term] 0.942 3.84528017 29.38 0 1442.856866 2 721.9279785 -5.673458637 -0.004092994 80.71937191NLMEIVK 4 387849337 2xTMT6plex [N-Term; K7] 0.637 0.736 3.160510063 29.29 0 1304.801215 2 652.9039917 -0.389462821 -0.000254086 62.95316897VPGLPMSDQYVK 4 387849337 2xTMT6plex [N-Term; K12] 0.706 1.061 2.75100565 24.04 0 1792.007913 2 896.5067749 -0.915082629 -0.000819918 67.69237851NLQDLVR 6 387849337 1xTMT6plex [N-Term] 0.807 0.976 0.849 2.549041986 26.62 0 1086.646874 2 543.8270874 0.022477116 1.22E-05 41.56515265387849350 MS4A14 membrane-spanning 4-domains subfamily A member 14 isoform 4 84689 NP_001248757.1 0.983146067 1 1 1 11 712 80.133 5.55 0.01 0.01 0.02 0.01 Non-Significant 0.0572

SLDQQIK 11 387849350 2xTMT6plex [N-Term; K7] 0.01 0.01 0.024 2.825959206 21.65 0 1289.782922 2 645.3943481 -1.165026232 -0.000751315 52.22688085387912543 TBRG4 protein TBRG4 isoform 3 9238 NP_001248763.1 32.39875389 1 14 14 78 642 71.812 7.3 0.97 1.02 1.07 1.02 Significant 0.0008 DFVAPHLAQPTGSQSPPPGSK 4 387912543 2xTMT6plex [N-Term; K21] 0.933 1.144 6.427869797 56.49 0 2576.387307 3 859.4667358 -0.64147594 -0.000550897 47.71502861EAELQAVLHPEFHIQFLGGK 12 387912543 2xTMT6plex [N-Term; K20] 1.065 1.183 1.121 6.328211308 49.1 0 2721.512842 4 681.1320801 -2.333767235 -0.001587844 88.89305472AQDITLPHLCSVLLAFAR 6 387912543 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.919 1.21 0.948 5.476831913 48.99 0 2254.257924 3 752.090332 -0.657101494 -0.000493759 104.5996574DVLLDVAYAYGK 6 387912543 2xTMT6plex [N-Term; K12] 1.163 1.12 1.249 4.644880772 65.33 0 1785.019858 2 893.0119019 -1.865973114 -0.0016654 83.66655743ATRPEELLELLGGSHDLDSNQAAMVLIR 2 387912543 1xTMT6plex [N-Term] 0.869 9.648463249 50.44 0 3277.74119 4 820.1890259 -2.110186245 -0.001729161 95.37070613LNFHPDQEDQFFSLVHEK 4 387912543 2xTMT6plex [N-Term; K18] 1.169 1.017 6.548529148 32.38 0 2688.382222 4 672.8505249 -0.726024227 -0.000487958 74.17564031
LATDLLSLMPSLTSGEVAHCAK 4 387912543 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C20] 1.124 7.017743111 50.09 0 2772.503993 3 924.836853 -2.880918472 -0.002662453 106.505087

LLGSLYALGIPK 2 387912543 2xTMT6plex [N-Term; K12] 0.546 3.535071135 33.86 0 1703.08715 2 852.0471191 -0.110392912 -9.40E-05 99.85423906KAVAEELAK 4 387912543 3xTMT6plex [N-Term; K1; K9] 0.967 1.058 5.052637577 34.75 1 1646.045568 3 549.3527222 -1.187716872 -0.000651679 42.30244145
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ATRPEELLELLGGSHDLDSNQAAMVLIR 2 387912543 1xTMT6plex [N-Term]; 1xOxidation [M24] 0.818 3.945293903 5.85 0 3293.736105 4 820.1890259 -2.110186245 -0.001729161 95.37070613ELQSVEQEVR 6 387912543 1xTMT6plex [N-Term] 1.202 0.889 1.082 4.40343523 59.06 0 1445.779738 2 723.3937988 0.403136269 0.000291423 40.4724338WTEIEDSHTLVTVMMK 3 387912543 2xTMT6plex [N-Term; K16] 0.476 0.599 3.018088818 16.85 0 2378.25001 3 793.4210205 -0.631551164 -0.000500662 83.72267399ELQETLK 6 387912543 2xTMT6plex [N-Term; K7] 0.97 1.1 0.948 3.372207165 36.77 0 1318.798238 2 659.9022217 -0.812293036 -0.000535625 51.98872814QVDHLIK 11 387912543 2xTMT6plex [N-Term; K7] 1.02 1.061 1.005 3.052018166 13.35 0 1310.819642 3 437.6116638 0.607265144 0.000265338 38.32949233ASTPYIEK 6 387912543 2xTMT6plex [N-Term; K8] 1.044 0.914 1.218 3.261759043 24 0 1366.798238 2 683.9025269 -0.337210753 -0.00023045 38.33543822387912553 PTER phosphotriesterase-related protein isoform 1 9317 NP_001248765.1 9.169054441 1 2 2 9 349 38.993 6.52 0.83 0.84 1.12 0.93 Significant 0.0103 VQTVLGLVEPSK 4 387912553 2xTMT6plex [N-Term; K12] 0.827 0.838 4.08638382 43.27 0 1728.067142 3 576.6936035 -0.512215702 -0.000295048 77.69284095ENLQLNQETEAIKEELLYFK 5 387912553 3xTMT6plex [N-Term; K13; K20] 0.867 0.914 1.119 4.244041443 11.95 1 3139.749392 3 1047.247925 -6.424364947 -0.006723632 103.33056434502741 CDK6 cyclin-dependent kinase 6 1021 NP_001250.1 15.64417178 1 4 5 28 326 36.915 6.46 1 1.28 1.37 1.22 Significant 0.00828 ILDVIGLPGEEDWPR 10 4502741 1xTMT6plex [N-Term] 1.115 1.281 1.317 3.901007414 32.3 0 1938.053394 2 969.5303345 -0.000693834 -6.72E-07 99.40800575FVTDIDELGK 2 4502741 2xTMT6plex [N-Term; K10] 0.677 3.877205849 46.17 0 1594.909245 2 797.9588623 0.75434974 0.00060156 66.71857021GSSDVDQLGK 2 4502741 2xTMT6plex [N-Term; K10] 1.425 3.287895441 32.21 0 1463.810593 2 732.4091797 0.334247479 0.000244638 30.86786845IADFGLAR 24 4502741 1xTMT6plex [N-Term] 1.222 1.313 1.184 3.270000696 43.46 0 1091.64106 2 546.3245239 0.651406024 0.000355551 54.48660453DMMFQLLR 2 4502741 1xTMT6plex [N-Term] 1.812 3.204570055 21.92 0 1282.684916 2 641.8447266 -2.135376324 -0.001369507 75.704374774502747 CDK9 cyclin-dependent kinase 9 1025 NP_001252.1 31.98924731 1 6 7 50 372 42.75 8.79 1.33 1.28 1.05 1.22 Significant 0.00496 IDSDDALNHDFFWSDPMPSDLK 12 4502747 2xTMT6plex [N-Term; K22] 1.615 1.212 1.015 4.964513779 51.95 0 3023.449709 3 1008.486084 -1.98775156 -0.002003289 86.22235818NPATTNQTEFER 6 4502747 1xTMT6plex [N-Term] 1.389 0.927 1.087 3.97915411 37.01 0 1636.812829 2 818.9091187 -1.141520447 -0.000934228 23.7392642GSQITQQSTNQSR 6 4502747 1xTMT6plex [N-Term] 0.811 1.44 0.977 3.970252991 54.02 0 1663.856091 2 832.4317017 0.021522482 1.79E-05 16.20168991VVTLWYRPPELLLGER 6 4502747 1xTMT6plex [N-Term] 1.88 2.063 1.059 4.711841583 14.39 0 2170.258576 3 724.0917969 1.042080896 0.000753862 90.38542457SPIMQGNTEQHQLALISQLCGSITPEVWPNVDNYELYEK 2 4502747 2xTMT6plex [N-Term; K39]; 1xCarbamidomethyl [C20] 4.122684479 9.14 0 4960.490139 4 1240.874512 -2.806679302 -0.003480626 102.6324482IADFGLAR 24 4502747 1xTMT6plex [N-Term] 1.222 1.313 1.184 3.270000696 43.46 0 1091.64106 2 546.3245239 0.651406024 0.000355551 54.48660453LLVLDPAQR 6 4502747 1xTMT6plex [N-Term] 1.093 1.119 1.042 2.851065636 21.51 0 1253.777888 2 627.390625 -3.122155876 -0.001957245 59.77404331387942388 TTI2 TELO2-interacting protein 2 80185 NP_001252510.1 19.68503937 1 5 5 14 508 56.879 7.09 1.5 1.43 1.21 1.38 Significant 0.00398 SALLQEATDCLILLDR 2 387942388 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.882 5.225802422 55.29 0 2060.125907 3 687.3796997 -0.660653265 -0.000453676 101.6370631
NSLVGPAWQTGLHHLAGPVYIFAITHSLEQPWTTPR 2 387942388 1xTMT6plex [N-Term] 1.196 6.839476585 18.07 0 4224.234432 5 845.6495361 -3.754092296 -0.003171633 107.9236895

VLPASLVISDDYQTENK 4 387942388 2xTMT6plex [N-Term; K17] 1.461 1.208 4.54022646 22.49 0 2350.290613 3 784.100708 -1.294259759 -0.001013962 76.15107137AAQVGLLFLK 4 387942388 2xTMT6plex [N-Term; K10] 1.467 1.379 2.844340324 28.48 0 1517.981956 3 506.6652527 -0.495139851 -0.000250538 85.80185225YAAPSKEEEGGGDGHSEAAEK 2 387942388 3xTMT6plex [N-Term; K6; K21] 1.436 3.635457993 3 1 2806.409842 4 702.3600464 3.033732546 0.002128474 25.03945663388240808 SMC2 structural maintenance of chromosomes protein 2 10592 NP_001252531.1 17.54385965 1 20 20 88 1197 135.572 8.43 1.28 1.34 1.31 1.31 Significant 0.000175 ASNLQDLVYK 6 388240808 2xTMT6plex [N-Term; K10] 1.269 1.027 1.489 3.925677061 53.09 0 1608.936128 2 804.9725952 1.109726891 0.00089274 60.76990282EVITAQDTVIK 6 388240808 2xTMT6plex [N-Term; K11] 1.246 1.37 1.62 5.146058083 72.11 0 1675.004208 2 838.0046387 -1.317672063 -0.001103553 52.56649761VLNMKPPEILSMIEEAAGTR 4 388240808 2xTMT6plex [N-Term; K5] 1.442 1.329 6.262570381 33.52 0 2657.47705 3 886.4961548 -1.181129497 -0.001046275 112.2892494QQEVEAITLELEELKR 8 388240808 2xTMT6plex [N-Term; K15] 1.596 0.955 1.688 6.281880379 36.22 1 2386.359361 3 796.1227417 -2.38398811 -0.001896351 94.56456239GLVASLISVK 6 388240808 2xTMT6plex [N-Term; K10] 1.388 1.42 1.736 3.770116329 67.74 0 1444.950322 2 722.9784546 -0.477089283 -0.000344685 80.86004073QQLEAVNEAIK 2 388240808 2xTMT6plex [N-Term; K11] 1.085 4.263072491 45.57 0 1700.994706 2 850.9998779 -1.308957998 -0.001113265 49.93582531LYNVVVDTEVTGK 6 388240808 2xTMT6plex [N-Term; K13] 1.362 1.923 1.821 4.880475998 66.32 0 1895.089 2 948.0477295 -0.431444447 -0.000408813 68.91428259TEEADLLQTK 6 388240808 2xTMT6plex [N-Term; K10] 1.055 0.932 0.782 3.950553656 40.31 0 1605.909973 2 803.4572144 -1.756642097 -0.001410505 45.89804393ILTTIEDLDQK 6 388240808 2xTMT6plex [N-Term; K11] 1.248 1.316 4.137716293 45.37 0 1747.025337 2 874.0129395 -3.855046408 -0.003367432 83.44836046SYESQIEVMAAEVAK 2 388240808 2xTMT6plex [N-Term; K15] 1.768 3.238267422 11.08 0 2113.125127 3 705.0445557 -2.845855049 -0.002004549 82.92627343TIEESEETLK 6 388240808 2xTMT6plex [N-Term; K10] 0.759 1.842 1.517 4.09610033 46.95 0 1636.904553 2 818.9555664 -0.425887691 -0.000348569 40.63534755ALNHEIEELEK 4 388240808 2xTMT6plex [N-Term; K11] 1.47 1.325 3.540047169 23.34 0 1783.000185 3 595.0047607 -0.255778682 -0.000152018 50.1925841SQAASILTK 2 388240808 2xTMT6plex [N-Term; K9] 1.077 2.590495348 19.11 0 1376.851336 2 688.928772 -0.776296365 -0.000534422 45.15233461SIILEGFK 6 388240808 2xTMT6plex [N-Term; K8] 1.555 1.511 1.513 3.799268961 30.63 0 1364.855359 2 682.9320068 1.009690782 0.000689041 77.34143004LKETYEALLAR 4 388240808 2xTMT6plex [N-Term; K2] 0.863 1.064 2.489737749 2.07 1 1765.062391 3 589.0269775 2.259385961 0.001329319 66.79825773SAEELKEMQDK 3 388240808 3xTMT6plex [N-Term; K6; K11] 0.961 2.032 2.049213648 3.25 1 1995.103553 3 665.7042847 -2.632688456 -0.001750829 44.62789281SSYLEYQK 4 388240808 2xTMT6plex [N-Term; K8] 1.077 1.328 3.02929306 15.5 0 1475.814616 2 738.40979 -1.567149322 -0.001156411 37.53571447ELDHNISK 2 388240808 2xTMT6plex [N-Term; K8] 1.142 2.79069519 18.96 0 1413.8102 3 471.9402161 -2.90327276 -0.001368226 36.46234336NMVEDSK 4 388240808 2xTMT6plex [N-Term; K7] 1.386 1.59 2.480756044 27.08 0 1280.692058 2 640.8493652 -0.472042632 -0.000302271 24.86265537QQEVEAITLELEELK 1 388240808 2xTMT6plex [N-Term; K15] 0.392 1.980566978 0 2230.25825 3 744.0861206 -6.475202409 -0.004813791 101.3030042388490152 LARP7 la-related protein 7 isoform 2 51574 NP_001253968.1 15.11035654 1 9 9 42 589 67.612 9.54 1.16 1.18 1.08 1.14 Significant 0.000717 AIEFLNNPPEEAPR 6 388490152 1xTMT6plex [N-Term] 1.736 1.044 0.833 4.950501919 56.73 0 1825.964579 2 913.4871826 1.374563562 0.001254952 58.37354903EENMDTSNTSISK 6 388490152 2xTMT6plex [N-Term; K13] 0.996 0.766 0.716 4.085278988 43.12 0 1913.952642 2 957.4786377 -1.381219847 -0.001321795 30.98760751VMEEESTEK 8 388490152 2xTMT6plex [N-Term; K9] 0.865 1.188 0.731 3.844094515 52.26 0 1539.797645 2 770.4019775 -0.628031792 -0.000483521 29.86761369IISTEPLPGR 6 388490152 1xTMT6plex [N-Term] 1.204 1.62 1.459 3.632205009 32.25 0 1311.783367 2 656.395752 0.655715167 0.000430078 46.45636539KEDNIQAK 2 388490152 3xTMT6plex [N-Term; K1; K8] 1.293 3.153811932 4.84 1 1632.988782 3 545.0009155 -0.360289045 -0.000196116 27.09448533TVYVELLPK 2 388490152 2xTMT6plex [N-Term; K9] 1.082 2.843836546 26.79 0 1519.949988 3 507.321228 -0.563655367 -0.000285576 73.87821249QVLADIAK 4 388490152 2xTMT6plex [N-Term; K8] 1.244 1.153 2.961596489 21.87 0 1315.834958 2 658.4210815 -0.054272811 -3.57E-05 55.35326001EYLALQK 6 388490152 2xTMT6plex [N-Term; K7] 1.029 1.049 0.947 3.061928511 32.49 0 1322.808409 2 661.9071655 -1.02384843 -0.000677178 50.48305571LEILSGDHEQR 2 388490152 1xTMT6plex [N-Term] 1.182 2.127965212 4.29 0 1525.817186 3 509.2771606 -0.168844871 -8.59E-05 40.65193993388490221 FRMD6 FERM domain-containing protein 6 isoform 2 122786 NP_001253975.1 10.93247588 1 5 5 20 622 71.998 7.46 1.1 1.01 1.01 1.04 Significant 0.000831
YFEPEAYFPSWVVSK 6 388490221 2xTMT6plex [N-Term; K15] 1.087 0.937 4.184669018 18.65 0 2307.210178 3 769.7404785 -1.428293424 -0.001098458 100.60925DTGPEDSYSSSAIHR 2 388490221 1xTMT6plex [N-Term] 0.954 3.42362237 16.26 0 1850.8718 3 617.6273193 -2.374925258 -0.001465227 22.48123045QLLYDFPWTNVGK 6 388490221 2xTMT6plex [N-Term; K13] 1.103 1.064 1.216 3.093868971 31.35 0 2039.136619 3 680.3820801 -2.41863423 -0.001643975 93.12997411
ILCHQLLVQVCDLLR 2 388490221 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C11] 1.376 3.391717196 9.35 0 2109.187402 3 703.7344971 0.72816713 0.000511947 99.24415953LYMNLQPVLR 4 388490221 1xTMT6plex [N-Term] 0.845 0.681 4.013021946 32.59 0 1475.860572 2 738.4312134 -3.673417592 -0.002710726 73.85532779389565509 TBC1D2 TBC1 domain family member 2A isoform 1 55357 NP_001254500.1 30.7112069 1 21 21 128 928 105.348 6.58 0.86 0.85 0.83 0.85 Significant 0.000108 ADAEEGIFEIK 8 389565509 2xTMT6plex [N-Term; K11] 1.029 0.803 0.863 3.603045464 56.16 0 1679.925623 2 840.4666138 0.195103318 0.00016388 62.88862031

TAQDANPLDSIDLSSAVFDCK 11 389565509 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C20] 0.92 1.001 0.881 5.782635212 74.03 0 2725.375481 3 909.1289063 -1.216669051 -0.001105293 86.37241559
YDEYGFLTVPDYEVEDLK 12 389565509 2xTMT6plex [N-Term; K18] 0.958 0.749 0.519 4.539778709 53.6 0 2653.332537 2 1327.170776 0.655471695 0.000869592 91.75921483VAALEQQVLMLTK 8 389565509 2xTMT6plex [N-Term; K13] 0.658 0.832 0.804 4.582903862 60.5 0 1902.149826 2 951.5792847 0.77099917 0.000733278 99.77215333QAQGTGHEPPGEDSPQSGEPQR 4 389565509 1xTMT6plex [N-Term] 100 0.656 5.222750187 36.41 0 2518.175587 3 840.0627441 -0.757492105 -0.000635833 15.9430124VTQDFTHPPDQSPLRPDAANR 4 389565509 1xTMT6plex [N-Term] 0.529 100 4.745169163 11.7 0 2591.316378 4 648.5842285 -0.499181617 -0.000323384 42.1040746EQQVQELQQHVQLLMDK 9 389565509 2xTMT6plex [N-Term; K17] 0.518 0.512 0.682 6.448583603 50.94 0 2552.390678 3 851.4680786 -0.389905105 -0.00033173 79.61109901WAALGDLVPSAELK 16 389565509 2xTMT6plex [N-Term; K14] 0.819 0.833 0.768 4.421341896 52.74 0 1928.12572 2 964.5671387 0.664294728 0.000640422 93.04376868VQHLHTPGCYQELLSR 4 389565509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.956 1.069 4.950242519 23.28 0 2167.127973 4 542.5370483 -0.742517583 -0.000402283 44.94368597QAMLYWLQQLQMK 4 389565509 2xTMT6plex [N-Term; K13] 1.006 1.265 2.863098621 27.28 0 2139.185894 3 713.7324219 -1.487339183 -0.001060565 108.7112312VLQDLLSEK 2 389565509 2xTMT6plex [N-Term; K9] 0.859 3.203384638 27.45 0 1502.919416 2 751.9628906 -0.606180205 -0.00045552 83.75372123ALEAAQQEK 6 389565509 2xTMT6plex [N-Term; K9] 0.986 0.921 0.907 3.665677786 24 0 1445.836414 2 723.4209595 -1.225598325 -0.000886007 29.69175907KLMNIAFNDMNPFR 2 389565509 2xTMT6plex [N-Term; K1] 1.199 3.91325593 5.75 1 2169.171307 3 723.7277222 -1.241652093 -0.000897785 86.47185821SHHLLGLEAVDRPLR 2 389565509 1xTMT6plex [N-Term] 0.998 3.97568655 19.58 0 1942.118394 4 486.2862854 2.532148183 0.001229433 38.98474689RVEALEQER 6 389565509 1xTMT6plex [N-Term] 0.734 0.681 0.71 4.609434128 31 1 1358.758943 3 453.5909729 -0.425232769 -0.000192596 21.78459069ESLAHTASLR 5 389565509 1xTMT6plex [N-Term] 0.772 0.674 0.837 3.872701645 22.97 0 1313.73748 3 438.584137 0.287796213 0.00012603 24.27126217ASSAYLAAAEDKDR 2 389565509 2xTMT6plex [N-Term; K12] 0.542 4.69797802 16.32 1 1926.033276 3 642.6820068 -0.939091868 -0.000602907 41.0236871DFLSQQGK 10 389565509 2xTMT6plex [N-Term; K8] 0.545 0.736 0.653 3.421828032 26.15 0 1380.788736 2 690.8977661 -0.347861642 -0.000240162 42.53889044DPQVPPPEEESGDCAR 2 389565509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.575 2.765524387 18.37 0 2011.92285 2 1006.463135 -1.917105693 -0.001928534 25.06221443QIELDLNR 6 389565509 1xTMT6plex [N-Term] 1.039 0.963 1.101 2.633400917 13.94 0 1229.705117 2 615.3535156 -4.360557606 -0.0026811 46.42469188WFFYDER 5 389565509 1xTMT6plex [N-Term] 1.763 1.358 1.351 2.20876646 9.56 0 1291.630889 2 646.3175049 -2.443565264 -0.001578092 65.18630266389886539 TOR1AIP1 torsin-1A-interacting protein 1 isoform 1 26092 NP_001254507.1 39.55479452 1 19 20 173 584 66.279 8.18 1.13 1.2 1.27 1.2 Significant 0.00113 VNFSEEGETEEDDQDSSHSSVTTVK 8 389886539 2xTMT6plex [N-Term; K25] 1.167 1.18 1.086 7.115399361 52.04 0 3214.491175 3 1072.166626 -1.819964652 -0.001950087 41.09614374QVTGQPQNASFVK 12 389886539 2xTMT6plex [N-Term; K13] 1.49 1.251 1.447 5.179159641 69.48 0 1862.053618 2 931.5301514 -0.317641565 -0.000295733 38.45563135ISHLVLPVQPENALKR 6 389886539 2xTMT6plex [N-Term; K15] 2.288 2.892 2.219 5.658521175 21.54 1 2272.390542 4 568.8532104 0.206776461 0.000117469 66.72136638CLSEQIADAYSSFR 5 389886539 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.813 1.029 3.085490465 27.73 0 1875.910829 2 938.4553833 -3.912168065 -0.003669439 66.8099443SQPAILLLTAAR 14 389886539 1xTMT6plex [N-Term] 1.008 1.076 1.213 4.734176159 55.15 0 1482.920529 2 741.963623 -0.377475555 -0.000279883 74.23698157ISHLVLPVQPENALK 14 389886539 2xTMT6plex [N-Term; K15] 1.195 1.123 1.046 5.329356194 42.77 0 2116.289431 3 706.1013794 0.072699694 5.13E-05 74.92992673SSSQYIESFWQSSQSQNFTAHDK 6 389886539 2xTMT6plex [N-Term; K23] 1.112 1.061 1.885 6.584557056 35.38 0 3150.516877 4 788.3826904 -2.521802473 -0.001986245 66.98017092SELGNQSPSTSSR 12 389886539 1xTMT6plex [N-Term] 1.624 1.057 1.547 4.933246136 61.91 0 1578.792094 2 789.8991699 -0.652686477 -0.000515228 17.77240232FESFPAGSTLIFYK 18 389886539 2xTMT6plex [N-Term; K14] 1.33 1.414 1.271 5.475985527 57.5 0 2065.141036 2 1033.073364 -0.766860155 -0.000791837 93.21858905YEATSVQQK 14 389886539 2xTMT6plex [N-Term; K9] 1.097 1.129 1.139 3.959221363 48.31 0 1511.846979 2 756.4264526 -0.893176744 -0.000675173 28.27818094

YCDHENAAFK 12 389886539 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.109 1.297 1.305 4.137793064 25.25 0 1712.846662 3 571.6201782 -0.397164584 -0.000226761 29.8102779
ATQDSDTVK 6 389886539 2xTMT6plex [N-Term; K9] 0.888 1.146 0.987 3.769003391 28.46 0 1422.784044 2 711.8953857 -0.386232631 -0.000274763 20.08492555TPQEWAPQTAR 14 389886539 1xTMT6plex [N-Term] 0.917 1.183 1.26 3.879434586 35.62 0 1513.796057 2 757.4025879 1.216921686 0.000921086 42.56241403DSDESGDK 6 389886539 2xTMT6plex [N-Term; K8] 1.045 0.854 0.803 2.580638647 27.85 0 1310.647611 2 655.8271484 -0.450353699 -0.000295128 98.78716367SQTFLEK 11 389886539 2xTMT6plex [N-Term; K7] 1.011 1.08 1.374 3.415508747 35.83 0 1310.772023 2 655.8880615 -2.423642761 -0.001588422 43.91204219DAEEALR 6 389886539 1xTMT6plex [N-Term] 1.391 1.074 1.109 2.725249529 30.66 0 1032.552305 2 516.7793579 -0.838175154 -0.00043273 21.13685808LEVDQELSNGFK 1 389886539 2xTMT6plex [N-Term; K12] 0.971 1.392572999 3.97 0 1837.01075 2 919.0027466 -6.822576264 -0.006266573 65.49358951YQGQDEK 6 389886539 2xTMT6plex [N-Term; K7] 1.195 1.078 1.172 2.694446325 24.89 0 1325.710151 2 663.3587036 -0.01557915 -1.03E-05 20.58205122DSDESGDKTTR 1 389886539 2xTMT6plex [N-Term; K8] 100 1.840409994 1 1668.844078 3 556.9526367 -0.432265518 -0.000240461 16.11053814FSDEPPEVYGDFEPLVAK 1 389886539 2xTMT6plex [N-Term; K18] 1.543 2.307992935 1.52 0 2497.290278 3 833.0996704 -2.330649978 -0.001940103 84.80101251390608654 CD63 CD63 antigen isoform A 967 NP_001254627.1 7.56302521 1 2 2 25 238 25.619 7.81 1.37 1.4 1.31 1.36 Significant 0.000378 VMSEFNNNFR 8 390608654 1xTMT6plex [N-Term] 1.22 1.225 1.106 4.211081505 36.27 0 1486.731014 2 743.8687134 -0.581007714 -0.000431901 48.9687845QQMENYPK 15 390608654 2xTMT6plex [N-Term; K8] 1.393 1.41 1.484 3.213739872 31.04 0 1495.79792 2 748.4018555 -0.993491487 -0.000743031 27.77102387QQMENYPK 2 390608654 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 1.287 1.674663067 14.73 0 1511.792835 2 748.4018555 -0.993491487 -0.000743031 27.77102387

392513686 OSTC oligosaccharyltransferase complex subunit OSTC isoform 3 58505 NP_001254747.1 7.01754386 1 1 1 24 171 19.158 9.19 1.49 1.22 1.19 1.3 Significant 0.00534
VPFLVLECPNLK 24 392513686 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.488 1.217 1.185 4.643523216 49.26 0 1887.117798 3 629.7108765 0.147327597 9.27E-05 98.04872555

392996949 RAD23A UV excision repair protein RAD23 homolog A isoform 2 5886 NP_001257291.1 49.17127072 1 1 12 88 362 39.514 4.58 1.24 1.19 1.11 1.18 Significant 0.00103
AVEYLLTGIPGSPEPEHGSVQESQVSEQPATEAGENPLEFLR 4 392996949 1xTMT6plex [N-Term] 0.625 1.272 5.973109722 47.22 0 4721.341989 4 1181.091187 0.196444941 0.000231871 96.43611441NENLAANFLLSQNFDDE 6 392996949 1xTMT6plex [N-Term] 1.108 1.418 1.064 3.72122097 70.33 0 2183.045408 2 1092.023926 -2.213704526 -0.002416309 86.31599126EDKSPSEESAPTTSPESVSGSVPSSGSSGR 10 392996949 2xTMT6plex [N-Term; K3] 1.803 1.116 1.642 7.875600338 52.62 1 3380.634151 3 1127.549072 -0.439897682 -0.000495711 40.65383243QVIQQNPALLPALLQQLGQENPQLLQQISR 2 392996949 1xTMT6plex [N-Term] 1.199 4.235341549 3.98 0 3608.048529 4 902.7668457 -0.824896749 -0.000744067 112.4247957SPSEESAPTTSPESVSGSVPSSGSSGR 2 392996949 1xTMT6plex [N-Term] 0.48 6.207616329 45.77 0 2779.30672 3 927.1072998 0.225381408 0.000208801 30.35844717NFVVVMVTK 2 392996949 2xTMT6plex [N-Term; K9] 1.064 3.783596039 40.7 0 1494.911828 2 747.9605713 1.363283163 0.001018994 74.7617609ILSDDVPIR 6 392996949 1xTMT6plex [N-Term] 1.043 1.143 1.187 3.233678102 38.92 0 1256.741168 2 628.8738403 -0.607870544 -0.000381968 54.78347284DAFPVAGQK 18 392996949 2xTMT6plex [N-Term; K9] 0.858 0.911 0.902 3.725124598 44.69 0 1390.809471 2 695.9071655 -1.737804755 -0.001208478 42.01147558DQPQFQNMR 6 392996949 1xTMT6plex [N-Term] 1.068 1.218 1.139 3.152471542 16.47 0 1392.689149 2 696.8482056 -0.010517198 -7.32E-06 28.28042755TLQQQTFK 20 392996949 2xTMT6plex [N-Term; K8] 0.994 0.991 0.943 4.024275303 44.9 0 1451.862235 2 726.4351807 0.585116208 0.000424754 49.73878945MEPDETVK 10 392996949 2xTMT6plex [N-Term; K8] 1.037 1.1 1.075 2.543871164 30.29 0 1406.760138 2 703.8822632 -2.053045672 -0.001444071 31.566674EKIEAEK 2 392996949 3xTMT6plex [N-Term; K2; K7] 2.095 1.567 2.506781578 1 1533.94552 3 511.9866028 -0.172646543 -8.83E-05 29.82479316393715082 PTK7 inactive tyrosine-protein kinase 7 isoform e 5754 NP_001257327.1 7.421150278 1 6 6 26 1078 119.122 6.96 1.54 0.97 0.94 1.15 Significant 0.0276 SEFGEVFLAK 4 393715082 2xTMT6plex [N-Term; K10] 0.985 0.919 4.140306473 35.14 0 1584.903766 2 792.9559326 0.519277191 0.000411502 71.72293448HTEAPLYVVDKPVPEESEGPGSPPPYK 2 393715082 3xTMT6plex [N-Term; K11; K27] 0.969 3.78872323 12.18 0 3606.929875 4 902.4873047 -0.689378526 -0.000621635 59.84537893WMSPEAILEGDFSTK 10 393715082 2xTMT6plex [N-Term; K15] 0.771 1.081 1.514 3.821832657 22.87 0 2169.130213 3 723.7147827 -0.192655778 -0.000139298 95.12326152

LPQPEGCPSK 4 393715082 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.799 0.717 2.92524147 30.92 0 1570.866335 2 785.9367676 -0.048396066 -3.80E-05 37.31948665DDVTGEEAR 4 393715082 1xTMT6plex [N-Term] 1.642 1.65 3.285330534 35.32 0 1220.595626 2 610.7990112 -3.99809647 -0.00244003 16.15095231VFTAGSEER 2 393715082 1xTMT6plex [N-Term] 1.829 2.316918373 17.72 0 1224.642182 2 612.8242188 -0.833990544 -0.00051067 29.07895791393715097 RXRB retinoic acid receptor RXR-beta isoform 1 6257 NP_001257330.1 4.655493482 1 2 2 8 537 57.329 8.27 1.02 0.98 0.97 0.99 Significant 0.000238 IPHFSSLPLDDQVILLR 4 393715097 1xTMT6plex [N-Term] 0.941 0.968 5.200927258 29.57 0 2192.264055 3 731.4251099 -1.49558177 -0.001092903 89.9207266VLTELVSK 4 393715097 2xTMT6plex [N-Term; K8] 1.107 0.975 3.065754414 39.67 0 1346.865924 2 673.9366455 0.067390245 4.54E-05 69.65171393
394025704 ARPC5 actin-related protein 2/3 complex subunit 5 isoform 2 10092 NP_001257368.1 61.03896104 1 7 7 46 154 16.62 6.02 0.93 0.89 0.92 0.91 Significant 0.000173

GFESPSDNSSAMLLQWHEK 6 394025704 2xTMT6plex [N-Term; K19]; 1xOxidation [M12] 0.929 0.831 0.952 6.415955544 55.58 0 2637.301923 3 879.7689819 -3.613601893 -0.00317672 58.0896785ALAAGGVGSIVR 12 394025704 1xTMT6plex [N-Term] 0.974 1.013 1.038 4.778775692 67 0 1299.794601 2 650.4003296 -0.937048294 -0.000608985 48.39058145KVDVDEYDENKFVDEEDGGDGQAGPDEGEVDSCLR 2 394025704 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C33] 0.799 8.14317131 24.58 2 4575.119615 4 1144.535156 -0.179252144 -0.000205025 55.3989028
GFESPSDNSSAMLLQWHEK 4 394025704 2xTMT6plex [N-Term; K19] 0.983 0.993 5.386335373 34.29 0 2621.307008 3 879.7689819 -3.613601893 -0.00317672 58.0896785NTVSSAR 6 394025704 1xTMT6plex [N-Term] 0.743 1.013 0.971 2.718363523 29.04 0 963.5420744 2 482.2745056 -0.352615148 -0.00016988 16.68778179AVQSLDK 6 394025704 2xTMT6plex [N-Term; K7] 0.846 0.818 0.854 2.054804325 44.01 0 1218.745809 2 609.8753052 -2.03062724 -0.001237409 31.46469256AGSIVLK 6 394025704 2xTMT6plex [N-Term; K7] 0.97 0.972 0.914 2.57167244 33.51 0 1145.765816 2 573.3862915 -0.444586651 -0.000254696 47.61519508NPPINTK 4 394025704 2xTMT6plex [N-Term; K7] 1.034 0.911 2.391153812 21.9 0 1241.761793 2 621.3840942 -0.709575252 -0.000440562 29.07374789

394025723 ACADVL very long-chain specific acyl-CoA dehydrogenase, mitochondrial isoform 3 37 NP_001257376.1 53.98230088 1 31 31 325 678 72.881 8.75 1.53 1.58 1.58 1.56 Significant 0.000114
FFEEVNDPAKNDALEMVEETTWQGLK 11 394025723 3xTMT6plex [N-Term; K10; K26] 2.052 2.03 6.445815563 21.51 1 3727.913239 4 932.7328491 -0.98510759 -0.000918099 102.0009589TPVTDPATGAVK 6 394025723 2xTMT6plex [N-Term; K12] 1.778 1.605 1.901 4.799949169 56.87 0 1614.946693 2 807.9768066 -0.22064428 -0.000178164 38.7469606AGLGSGLSLSGLVHPELSR 6 394025723 1xTMT6plex [N-Term] 1.288 1.357 1.59 7.844025135 66.76 0 2079.175968 3 693.7302246 0.073230033 5.08E-05 72.65607971GKELSGLGSALK 2 394025723 3xTMT6plex [N-Term; K2; K12] 1.784 5.030057907 31.1 1 1847.15691 3 616.3883057 -3.543715089 -0.002181933 54.64590288NPFGNAGLLLGEAGK 14 394025723 2xTMT6plex [N-Term; K15] 1.742 1.582 1.403 5.769449234 81.39 0 1916.100568 2 958.5546265 0.735112609 0.000704275 80.86401045EGMAALQSDPWQQELYR 8 394025723 1xTMT6plex [N-Term] 2.095 1.055 100 3.842857599 40.14 0 2251.101483 2 1126.05603 1.466494026 0.001650613 68.22699663ALEQFATVVEAK 24 394025723 2xTMT6plex [N-Term; K12] 1.605 1.638 1.728 6.062113285 74.63 0 1764.030757 2 882.5185547 -0.523893926 -0.000462082 83.10861019GIVNEQFLLQR 12 394025723 1xTMT6plex [N-Term] 1.624 1.762 2.246 4.194211006 64.39 0 1545.895043 2 773.4495239 -2.116261678 -0.001635759 61.46514822GFGGITHGPPEK 10 394025723 2xTMT6plex [N-Term; K12] 1.334 1.39 1.288 5.152646065 48.27 0 1654.931712 2 827.9698486 0.42840174 0.000354488 49.31512635ASNTAEVFFDGVR 14 394025723 1xTMT6plex [N-Term] 1.078 1.227 1.45 4.570210457 45.29 0 1641.843401 3 547.9525757 -0.138398838 -7.57E-05 66.64927908NDALEMVEETTWQGLK 12 394025723 2xTMT6plex [N-Term; K16] 1.265 1.187 1.238 4.604881287 35.7 0 2322.205169 3 774.737793 -2.731396793 -0.002114288 89.24819201ELGAFGLQVPSELGGVGLCNTQYAR 18 394025723 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.882 1.44 1.213 6.446219921 61.21 0 2865.476643 3 955.828186 -2.316701672 -0.002212818 89.90752361VPSENVLGEVGSGFK 23 394025723 2xTMT6plex [N-Term; K15] 1.499 1.577 1.737 4.734503746 70.92 0 1977.105713 2 989.0578003 1.320777094 0.001305658 70.83876944GQLTTDQVFPYPSVLNEEQTQFLK 14 394025723 2xTMT6plex [N-Term; K24] 1.623 1.486 1.673 6.388284206 56.81 0 3240.719265 4 810.9341431 -1.395558827 -0.001130654 91.5134193

LFVALQGCMDK 6 394025723 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 2.529 2.029 1.502 3.681051016 38.67 0 1739.958855 3 585.9879761 -2.502763694 -0.001464912 66.72454252
IHNFGLIQEK 10 394025723 2xTMT6plex [N-Term; K10] 1.69 1.641 1.624 4.56176281 46.6 0 1656.983747 3 552.9996948 0.473132375 0.000261324 53.74992918IFEGTNDILR 12 394025723 1xTMT6plex [N-Term] 1.472 1.485 1.236 4.043707371 47.99 0 1406.784095 2 703.8954468 -0.340084391 -0.000239213 59.80080204SLSEGHPTAQHEK 16 394025723 2xTMT6plex [N-Term; K13] 1.627 1.68 1.616 5.047083855 36.35 0 1879.007396 4 470.5074768 0.362806748 0.000170429 18.06348594ELSGLGSALK 14 394025723 2xTMT6plex [N-Term; K10] 1.486 1.64 1.481 4.388738155 71.04 0 1432.877551 2 716.9417725 -0.89511356 -0.000641294 58.83535137FGMAAALAGTMR 2 394025723 1xTMT6plex [N-Term] 0.973 3.428961277 33.77 0 1425.754392 2 713.3793945 -2.019665881 -0.001439774 74.0630034TSAVPSPCGK 6 394025723 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.622 1.557 1.686 3.500334501 41.2 0 1461.813571 2 731.4107666 0.469165931 0.000342917 30.25160558
IFGSEAAWK 10 394025723 2xTMT6plex [N-Term; K9] 1.504 1.558 1.64 3.970739126 38.15 0 1466.840772 2 733.9209595 -4.17849354 -0.003064592 65.38929098

LFVALQGCMDK 12 394025723 2xTMT6plex [N-Term; K11]; 1xOxidation [M9]; 1xCarbamidomethyl [C8] 1.837 1.779 1.748 2.664009809 40.63 0 1755.95377 3 585.9879761 -2.502763694 -0.001464912 66.72454252
GILLFGTK 18 394025723 2xTMT6plex [N-Term; K8] 1.851 1.692 1.836 3.78784132 46.56 0 1306.84988 2 653.9281006 -0.73088588 -0.000477579 74.82489071SDSHPSDALTR 8 394025723 1xTMT6plex [N-Term] 1.477 1.474 1.382 3.6358428 29.72 0 1414.712387 3 472.2424011 0.186044275 8.77E-05 17.95449431GGVVTSNPLGF 8 394025723 1xTMT6plex [N-Term] 1.559 1.254 1.556 2.738382816 30.18 0 1276.709868 2 638.8565063 -3.23627536 -0.002065892 69.00838746SFAVGMFK 4 394025723 2xTMT6plex [N-Term; K8] 1.515 1.671 3.278765917 42.8 0 1344.775 2 672.8908081 -0.491263641 -0.00033032 69.3871046FFEEVNDPAK 5 394025723 2xTMT6plex [N-Term; K10] 0.864 0.972 1.078 1.999573827 2.63 0 1653.888844 2 827.4480591 -0.001351927 -1.12E-06 58.65493056ELVEPVSR 6 394025723 1xTMT6plex [N-Term] 1.601 1.281 1.676 3.049136162 30.84 0 1157.672754 2 579.340271 0.441629282 0.000255631 32.36677558ITAFVVER 6 394025723 1xTMT6plex [N-Term] 1.437 1.313 1.395 2.612335682 25.67 0 1163.698575 2 582.3526001 -0.559762383 -0.000325697 56.37830916SGELAVR 6 394025723 1xTMT6plex [N-Term] 1.348 1.522 1.634 2.480396509 23.05 0 960.5675609 2 480.7875366 0.245440505 0.000117881 23.5805749LWISNGGLADIFTVFAK 2 394025723 2xTMT6plex [N-Term; K17] 1.77 2.739141464 16.32 0 2310.32621 3 770.7799683 -0.371776436 -0.000286308 112.9002796395394071 TST thiosulfate sulfurtransferase 7263 NP_001257412.1 24.91582492 1 6 6 41 297 33.408 7.25 0.66 0.58 0.56 0.6 Significant 0.00258 GAVNMPFMDFLTEDGFEK 14 395394071 2xTMT6plex [N-Term; K18] 0.336 0.459 0.402 4.322556973 54.66 0 2506.239839 3 836.0843506 -0.535045436 -0.000446984 109.1297738GAVNMPFMDFLTEDGFEKGPEELR 8 395394071 2xTMT6plex [N-Term; K18] 0.999 0.717 6.863072872 24.76 1 3187.584428 4 797.6518555 0.365206013 0.000291031 104.8451787

KVDLSQPLIATCR 6 395394071 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C12] 0.594 0.598 0.638 5.148312569 49.93 1 1959.146138 3 653.7199097 -0.49117627 -0.000320762 54.44262215VLDASWYSPGTR 6 395394071 1xTMT6plex [N-Term] 0.76 0.728 0.777 4.305976391 28.15 0 1580.827023 2 790.9161377 -1.280323113 -0.001011985 57.01275807EGHPVTSEPSRPEPAVFK 2 395394071 2xTMT6plex [N-Term; K18] 0.496 3.360113382 3.9 0 2422.313079 4 606.3338013 0.122089142 7.39E-05 34.663832WLAESLR 8 395394071 1xTMT6plex [N-Term] 0.76 0.67 2.747113228 19.84 0 1103.64106 2 552.3237305 -0.793566433 -0.000437906 52.0386816GAVNMPFMDFLTEDGFEKGPEELR 1 395394071 2xTMT6plex [N-Term; K18]; 1xOxidation [M8] 100 2.103553295 1 3203.579343 4 797.6518555 0.365206013 0.000291031 104.8451787396578105 CSNK1G3 casein kinase I isoform gamma-3 isoform 5 1456 NP_001257501.1 8.018867925 1 2 2 5 424 48.996 9.11 0.58 0.83 0.75 0.72 Significant 0.0103 ATPIEVLCENFPEEMATYLR 4 396578105 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.582 0.753 4.750005245 35.29 0 2612.293777 3 871.4354248 -0.786847159 -0.000685159 107.0501168RLDFFEKPDYDYLR 1 396578105 2xTMT6plex [N-Term; K7] 0.834 4.42388773 1 2335.248688 4 584.567627 -0.00447811 -2.61E-06 64.83999556
401461821 SLC25A10 mitochondrial dicarboxylate carrier isoform 1 1468 NP_001257817.1 37.5 1 9 9 70 296 32.125 9.35 1.22 1.16 1.16 1.18 Significant 0.000287

GALVTVGQLSCYDQAK 8 401461821 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 1.445 1.406 1.522 5.204387188 57.58 0 2168.17856 3 723.3959351 -2.448287385 -0.001769441 63.10585786
GEYQGVFHCAVETAK 4 401461821 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 1.499 1.332 4.206241131 35.97 0 2154.105395 3 718.7059326 -0.9984416 -0.000716916 50.0937508

VLLGSVSGLAGGFVGTPADLVNVR 22 401461821 1xTMT6plex [N-Term] 1.691 1.062 1.277 7.409800053 93.45 0 2527.444538 3 843.1521606 -1.032551404 -0.000869905 105.8539311GSQGPLPFHEK 6 401461821 2xTMT6plex [N-Term; K11] 1.24 1.171 1.29 4.135650635 23.95 0 1654.931712 3 552.3156738 0.457157458 0.000252188 38.55120781LFSGATMASSR 6 401461821 1xTMT6plex [N-Term] 0.968 1.017 0.806 3.556789637 28.88 0 1356.714301 2 678.8599243 -1.274599366 -0.000864634 44.93519003VHLQTQQEVK 6 401461821 2xTMT6plex [N-Term; K10] 1.089 1.134 1.032 3.878728867 14.48 0 1667.984475 3 556.6660767 -0.478871082 -0.00026625 33.20864483LGPLAFYK 8 401461821 2xTMT6plex [N-Term; K8] 1.18 1.173 1.348 3.265809298 32.07 0 1366.84988 2 683.9282227 -0.520186972 -0.000355509 77.62302759FAIYETVR 4 401461821 1xTMT6plex [N-Term] 1.109 0.98 3.116324663 29.35 0 1227.69349 2 614.3500366 -0.564430632 -0.000346474 54.69654311GLVPAGIR 6 401461821 1xTMT6plex [N-Term] 1.186 1.335 2.018 2.33057332 26.22 0 1011.651231 2 506.3286743 -1.145569888 -0.000579459 55.65332231401461775 TRAPPC3 trafficking protein particle complex subunit 3 isoform 2 27095 NP_001257823.1 40.42553191 1 6 6 48 188 21.218 5.06 0.94 1.05 1.08 1.02 Significant 0.00172
GALEMVQMAVEAK 12 401461775 2xTMT6plex [N-Term; K13] 0.981 1.036 1.083 5.125527382 95.89 0 1835.017097 2 918.0120239 -0.177784958 -0.000163119 87.84949451

MSSELFTLTYGALVTQLCK 4 401461775 2xTMT6plex [N-Term; K19]; 1xOxidation [M1]; 1xCarbamidomethyl [C18] 0.79 1.051 4.602997303 29.5 0 2636.407968 3 879.4710083 -3.602013714 -0.003165459 108.0718834
DYENDEDVNK 12 401461775 2xTMT6plex [N-Term; K10] 0.844 1.094 1.146 3.999852419 35.9 0 1698.82228 2 849.914917 0.163133235 0.000138567 24.91005432LIEDFLAR 12 401461775 1xTMT6plex [N-Term] 0.791 1.066 0.92 3.01756525 33.08 0 1205.70914 2 603.3560181 -3.63281412 -0.002190059 79.6898225RIEDNLPAGEE 7 401461775 1xTMT6plex [N-Term] 1.169 1.018 1.23 3.088552237 31.28 1 1471.759003 2 736.3800049 -4.259925955 -0.003134792 40.99463939FVQDTLKGDGVTEIR 1 401461775 2xTMT6plex [N-Term; K7] 1.1 2.566180229 1 2136.206489 3 712.7397461 -0.844585371 -0.000601403 64.53816877401709927 NOSIP nitric oxide synthase-interacting protein 51070 NP_001257889.1 12.95681063 1 3 3 18 301 33.151 8.82 1.24 1.28 1.21 1.25 Significant 0.000266 DTAASGYGTQNIR 4 401709927 1xTMT6plex [N-Term] 1.122 0.953 4.905514717 71.48 0 1582.802264 2 791.9053955 0.789685265 0.000624958 22.59770898VLPSFWIPSLTPEAK 6 401709927 2xTMT6plex [N-Term; K15] 1.039 1.255 3.933535099 29.83 0 2143.256734 3 715.0898438 -0.819309219 -0.00058533 107.4392792EAILEYILHQK 8 401709927 2xTMT6plex [N-Term; K11] 1.34 1.33 1.256 4.059669018 40.67 0 1815.078041 3 605.6975708 0.064835969 3.92E-05 93.36414295401709932 IST1 IST1 homolog isoform c 9798 NP_001257905.1 26.91292876 1 6 6 36 379 41.539 5.57 0.98 0.98 1.03 1 Significant 0.00028 EIADYLAAGKDER 6 401709932 2xTMT6plex [N-Term; K10] 0.914 0.975 1.174 6.133711815 22.66 1 1909.043112 3 637.0186768 -0.856652504 -0.000545129 51.33684135ELDSGLAESVSTLIWAAPR 16 401709932 1xTMT6plex [N-Term] 1.045 0.881 0.968 6.533668518 78.35 0 2244.207328 2 1122.606445 -0.763710633 -0.000856962 101.1118203LPSRPADNYDNFVLPELPSVPDTLPTASAGASTSASEDIDFDDLSR 2 401709932 1xTMT6plex [N-Term] 3.899222612 19.06 0 5092.474853 4 1273.874023 -0.115717803 -0.000147323 96.65868636

IVADQLCAK 4 401709932 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.057 0.99 4.047710419 39.3 0 1475.865606 2 738.4364624 0.028359417 2.09E-05 50.47909707
LSVEAPPK 6 401709932 2xTMT6plex [N-Term; K8] 0.924 1.009 1.171 3.119035959 35.15 0 1298.808409 2 649.9072266 -0.948781199 -0.000616142 45.47590548YLIEIAK 2 401709932 2xTMT6plex [N-Term; K7] 0.914 2.871478319 32.22 0 1307.833895 2 654.4202881 -0.455507482 -0.000297864 66.17176497409971425 BASP1 brain acid soluble protein 1 10409 NP_001258535.1 92.07048458 1 18 18 196 227 22.68 4.63 0.71 0.78 0.75 0.75 Significant 0.000737 AQGPAASAEEPKPVEAPAANSDQTVTVKE 10 409971425 3xTMT6plex [N-Term; K12; K28] 0.787 0.757 0.765 8.137864113 37.91 1 3579.910931 4 895.7330322 -0.176471918 -0.000157938 46.87986575
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ESEPQAAAEPAEAK 22 409971425 2xTMT6plex [N-Term; K14] 0.692 0.738 0.821 5.335913658 68.3 0 1885.990742 2 943.4984741 -0.567785296 -0.000535419 25.95743934AEPPKAPEQEQAAPGPAAGGEAPK 16 409971425 3xTMT6plex [N-Term; K5; K24] 0.794 0.783 0.794 6.296977997 49.9 1 2985.62486 4 747.1610718 -0.804886996 -0.000600773 36.00676843SDGAPASDSKPGSSEAAPSSK 22 409971425 3xTMT6plex [N-Term; K10; K21] 0.685 0.849 0.817 4.894966602 38.46 0 2620.366914 3 874.1270142 -0.162251908 -0.00014172 23.82394881AQGPAASAEEPKPVEAPAANSDQTVTVK 6 409971425 3xTMT6plex [N-Term; K12; K28] 0.512 0.549 0.492 5.427117348 43.5 0 3450.868338 4 863.4718018 -0.857934427 -0.000740155 45.00345501AEGAATEEEGTPK 12 409971425 2xTMT6plex [N-Term; K13] 0.746 0.72 0.88 4.816081524 74.17 0 1747.91143 2 874.4595337 0.206648235 0.000180601 23.21994283ETPAATEAPSSTPK 12 409971425 2xTMT6plex [N-Term; K14] 0.702 0.765 0.731 4.997103214 68.06 0 1845.000579 2 923.0032959 -0.684939148 -0.000631857 29.27348296KTEAPAAPAAQETK 18 409971425 3xTMT6plex [N-Term; K1; K14] 0.674 0.775 0.708 7.108183384 52.34 1 2100.22678 2 1050.61438 -2.521977353 -0.002648362 28.09757322KAEGAATEEEGTPK 10 409971425 3xTMT6plex [N-Term; K1; K14] 0.757 0.83 0.758 7.085914135 35.58 1 2105.169325 3 702.3936768 -1.352621155 -0.000949166 38.56815321AAEAAAAPAESAAPAAGEEPSKEEGEPK 14 409971425 3xTMT6plex [N-Term; K22; K28] 0.657 0.963 0.938 5.569610596 29.09 1 3323.721005 3 1108.577026 -1.34758857 -0.001493003 37.46750315AEPEKTEGAAEAK 20 409971425 3xTMT6plex [N-Term; K5; K13] 0.939 0.858 0.782 3.158529997 13.58 1 2018.137296 4 505.2897644 -0.033908898 -1.71E-05 25.17532991DAAAAKEEAPK 3 409971425 3xTMT6plex [N-Term; K6; K11] 1.96 1.054 3.163434982 8.11 1 1788.047025 3 596.6870728 -0.201190615 -0.000119913 27.13379164AEEKEGEKDAAAAK 4 409971425 4xTMT6plex [N-Term; K4; K8; K14] 0.776 1.182 0.986 3.404305935 10.33 2 2363.358806 3 788.4559326 -2.353010649 -0.001853669 35.5481992EKPDQDAEGK 6 409971425 3xTMT6plex [N-Term; K2; K10] 0.588 0.639 0.556 3.469170332 13.88 0 1804.005554 3 602.0064087 -0.488360903 -0.000293669 22.32807452KGYNVNDEK 7 409971425 3xTMT6plex [N-Term; K1; K9] 0.791 0.804 0.676 3.652795553 11.59 1 1754.00516 3 585.3390503 -1.460851514 -0.000854114 26.55443795TEGAAEAK 4 409971425 2xTMT6plex [N-Term; K8] 1.036 0.631 3.250244379 30.45 0 1234.704338 2 617.8547363 -1.734499252 -0.001070797 102.4813637GYNVNDEK 6 409971425 2xTMT6plex [N-Term; K8] 0.731 0.794 0.782 2.637057066 24.41 0 1396.747265 2 698.8795166 3.215737906 0.002245787 24.78424198EKPDQDAEGKAEEK 4 409971425 4xTMT6plex [N-Term; K2; K10; K14] 0.913 0.649 3.084813833 1.55 1 2490.385749 4 623.3509521 -1.513759968 -0.000942462 26.3752355410442521 MTCH1 mitochondrial carrier homolog 1 PSAP-LL 23787 NP_001258570.1 20.82262211 1 7 7 36 389 41.517 9.32 1.09 1 1.04 1.04 Significant 0.000622 LMSNALSTVTR 6 410442521 1xTMT6plex [N-Term] 1.183 0.866 0.921 3.780900478 47.09 0 1421.798365 2 711.4028931 0.101493163 7.22E-05 55.84636607LLIQVGHEPMPPTLGTNVLGR 4 410442521 1xTMT6plex [N-Term] 1.433 1.257 6.167095661 41.8 0 2471.400565 3 824.4707642 -1.143460745 -0.000941983 81.70264254VLYLPSFFTYAK 6 410442521 2xTMT6plex [N-Term; K12] 1.018 0.991 1.1 3.434444904 29.88 0 1907.108279 3 636.3738403 -0.687556087 -0.000437081 106.0228692MLAHPLHVISMR 4 410442521 1xTMT6plex [N-Term] 1.002 0.954 4.093866348 38.71 0 1633.923189 4 409.2359009 -0.865985858 -0.000353739 49.98799004GGAAAGVEAR 4 410442521 1xTMT6plex [N-Term] 1.278 0.985 3.091133118 36.17 0 1087.605737 2 544.3053589 -2.111111117 -0.001148028 16.3341011YIVQVDGK 6 410442521 2xTMT6plex [N-Term; K8] 1.116 0.989 1.171 3.686546803 31.82 0 1379.829872 2 690.4185791 0.006597281 4.55E-06 48.78504874GSSLLFR 6 410442521 1xTMT6plex [N-Term] 0.938 1.04 0.913 2.657962322 27.57 0 1008.603946 2 504.8056641 0.104228226 5.26E-05 42.92421489414144870 COPZ1 coatomer subunit zeta-1 isoform 4 22818 NP_001258665.1 30.27027027 1 4 4 54 185 21.056 4.88 1.03 1.03 1.11 1.05 Significant 0.000636 GEDVPLTEQTVSQVLQSAK 16 414144870 2xTMT6plex [N-Term; K19] 0.968 0.891 1.039 6.383795261 81.47 0 2487.370654 2 1244.184814 -3.337461483 -0.004150752 81.12373327TDSEIALLEGLTVVYK 12 414144870 2xTMT6plex [N-Term; K16] 1.184 1.286 1.212 4.438921928 34.49 0 2209.273172 3 737.0961304 0.301498832 0.000222031 104.0728736AILILDNDGDR 14 414144870 1xTMT6plex [N-Term] 1.016 1.117 1.076 4.15235424 42.76 0 1443.800474 2 722.4041748 0.415112327 0.00029967 54.13021761YYDDTYPSVK 12 414144870 2xTMT6plex [N-Term; K10] 1.046 1.008 1.102 4.409409046 46.4 0 1708.883424 2 854.9452515 -0.11568976 -9.89E-05 44.5055914414144878 CSNK1A1 casein kinase I isoform alpha isoform 3 1452 NP_001258670.1 44.92307692 1 1 13 117 325 37.543 9.48 0.97 1 1.26 1.08 Significant 0.00723 GFPAEFAMYLNYCR 4 414144878 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.199 1.662 4.156207561 26.71 0 1967.934541 3 656.6506348 1.427774561 0.000936589 89.37572039TVLMLADQMISR 19 414144878 1xTMT6plex [N-Term] 1.044 1.298 1.243 4.52902317 63.04 0 1606.8858 3 536.2994995 -1.154204514 -0.000618225 88.78306038ILQGGVGIPHIR 6 414144878 1xTMT6plex [N-Term] 1.236 1.166 1.508 5.111811638 46.5 0 1488.921198 3 496.9786682 0.170196161 8.45E-05 57.10813709RDDMESLGYVLMYFNR 2 414144878 1xTMT6plex [N-Term] 1.249 6.076100349 26.06 1 2238.088475 3 746.7012939 0.381287848 0.000284452 94.92663545FEEAPDYMYLR 6 414144878 1xTMT6plex [N-Term] 0.445 1.625 1.468 4.34106636 38.73 0 1662.80351 2 831.9021606 -3.888271163 -0.003232715 62.00991834AAQQAASSSGQGQQAQTPTGF 22 414144878 1xTMT6plex [N-Term] 0.974 0.997 1.263 5.945960045 58.18 0 2250.094817 2 1125.548828 -1.972219111 -0.00221884 34.05850239YASINAHLGIEQSR 6 414144878 1xTMT6plex [N-Term] 1.115 1.071 1.207 4.196196556 14.78 0 1787.960162 3 596.6587524 0.862448869 0.000514008 42.51044274KMSTPVEVLCK 2 414144878 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C10] 1.582 4.125395775 13.1 1 1979.163651 3 660.3916016 -1.71792388 -0.001133351 56.47251195
LFLIDFGLAK 18 414144878 2xTMT6plex [N-Term; K10] 1.307 1.383 1.266 4.812710285 50.17 0 1594.997272 2 798.0020142 -0.326276224 -0.000260205 108.8386663TSLPWQGLK 12 414144878 2xTMT6plex [N-Term; K9] 1.377 1.37 1.256 3.786408901 37.76 0 1487.898621 2 744.4526978 -0.337275793 -0.000250916 65.82370185HPQLLYESK 12 414144878 2xTMT6plex [N-Term; K9] 1.142 1.263 1.198 3.400816202 41.98 0 1572.914999 2 786.960022 -1.418820908 -0.001115842 47.68538892
MSTPVEVLCK 2 414144878 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.514 4.290619373 31.71 0 1621.905757 2 811.4555664 -1.171669496 -0.000950169 60.76527388

IEYVHTK 6 414144878 2xTMT6plex [N-Term; K7] 1.407 1.331 1.383 2.937856674 20.96 0 1347.803658 3 449.9395447 0.313861148 0.000141008 32.09198395
419635745 DUS2 tRNA-dihydrouridine(20) synthase [NAD(P)+]-like isoform 1 54920 NP_001258691.1 9.939148073 1 4 4 20 493 55.015 7.11 1.88 2.01 1.9 1.93 Significant 0.000438

KPFVALGSGEESPLEGW 4 419635745 2xTMT6plex [N-Term; K1] 1.535 1.093 4.34321785 22.01 0 2261.221805 3 754.4121094 -0.013291487 -1.00E-05 84.01829977ILPSLEDTLSLVK 12 419635745 2xTMT6plex [N-Term; K13] 1.932 2.24 1.899 3.705421448 33.81 0 1886.161437 3 629.3920288 0.051170478 3.22E-05 107.025057AAMWNPSIFLK 2 419635745 2xTMT6plex [N-Term; K11] 2.462 3.526738167 21.43 0 1735.996954 2 868.4960327 -7.007898419 -0.006082845 91.23896344LILAPMVR 2 419635745 1xTMT6plex [N-Term] 1.734 2.507215261 13.85 0 1141.732852 2 571.3696899 -0.655833969 -0.000374394 69.08830019425876768 SERPINB6 serpin B6 isoform d 5269 NP_001258752.1 48.60759494 1 17 17 208 395 44.793 5.68 1.18 1.2 1.2 1.19 Significant 0.0000312 IAELLSPGSVDPLTR 43 425876768 1xTMT6plex [N-Term] 0.988 1.018 0.982 4.71193552 62.49 0 1797.03193 2 899.0189209 -0.75947628 -0.000682402 85.87733831GNWDEQFDKENTEER 5 425876768 2xTMT6plex [N-Term; K9] 0.603 0.92 0.778 4.213190556 21.23 1 2355.125338 3 785.7119141 -1.761813876 -0.001383097 38.65982362ADFSGMSQTDLSLSK 6 425876768 2xTMT6plex [N-Term; K15] 1.076 1.405 3.823419809 32.11 0 2045.062527 2 1031.032593 0.226474462 0.000233388 51.40408852ADFSGMSQTDLSLSK 4 425876768 2xTMT6plex [N-Term; K15]; 1xOxidation [M6] 1.229 1.073 3.105050564 54.16 0 2061.057442 2 1031.032593 0.226474462 0.000233388 51.40408852FKLEESYDMESVLR 15 425876768 2xTMT6plex [N-Term; K2] 1.324 1.15 1.256 5.284332752 27.3 1 2204.167327 3 735.394165 0.27916537 0.000205109 71.66621824LDMMDEEEVEVSLPR 8 425876768 1xTMT6plex [N-Term] 1.39 1.022 4.851480961 63.4 0 2020.976859 2 1010.987122 -4.894937759 -0.004946278 73.84814808ELNMIIMLPDETTDLR 8 425876768 1xTMT6plex [N-Term] 1.068 1.24 4.910185337 45.22 0 2133.113293 3 711.7094116 0.182190643 0.000129544 92.41263362FCADHPFLFFIQHSK 10 425876768 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 1.629 1.632 1.586 6.191019535 28.21 0 2352.23635 4 588.8146973 0.258992894 0.000152303 82.40268489LEESYDMESVLR 8 425876768 1xTMT6plex [N-Term] 0.749 0.927 1.068 4.60469389 42.97 0 1699.841018 2 850.4232178 -1.093504102 -0.000929392 59.83483867NLGMTDAFELGK 8 425876768 2xTMT6plex [N-Term; K12] 1.3 1.11 1.035 5.125443459 53.17 0 1753.955877 2 877.4812012 -0.42858333 -0.000375858 70.17696529GNTAAQMAQILSFNK 22 425876768 2xTMT6plex [N-Term; K15] 1.232 1.263 1.384 5.981173515 59.39 0 2052.131216 2 1026.568604 -0.626416449 -0.000642744 80.38701908SGGGGDIHQGFQSLLTEVNK 8 425876768 2xTMT6plex [N-Term; K20] 1.163 1.154 5.413965702 43.16 0 2502.335271 3 834.782959 -0.378716987 -0.000315892 69.58667579LVLVNAVYFR 12 425876768 1xTMT6plex [N-Term] 1.081 1.136 1.104 3.853724241 43.29 0 1422.867037 2 711.9381104 1.340169584 0.000953442 84.14261192KHINTWVAEK 12 425876768 3xTMT6plex [N-Term; K1; K10] 1.217 1.221 1.256 4.037727833 20.79 1 1913.157578 3 638.3908081 0.153038312 9.76E-05 50.66886655NEEKPVQMMFK 11 425876768 3xTMT6plex [N-Term; K4; K11] 0.851 0.976 1.036 4.136979103 21.38 0 2068.153815 3 690.0544434 -2.435951252 -0.001679307 60.00611037HINTWVAEK 10 425876768 2xTMT6plex [N-Term; K9] 1.039 1.059 1.025 4.051344395 35.66 0 1555.899683 3 519.3048706 0.241176478 0.000125082 44.09051766GNWDEQFDK 4 425876768 2xTMT6plex [N-Term; K9] 0.766 1.189 3.610251188 53 0 1596.805842 2 798.9065552 -0.005459923 -4.36E-06 45.99091903SCDFLSSFR 14 425876768 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.058 1.067 1.091 3.609941483 26.67 0 1347.656452 2 674.3289795 -4.281518198 -0.002885008 56.29579304426214088 RCN2 reticulocalbin-2 isoform b precursor 5955 NP_001258766.1 28.35820896 1 8 8 63 335 39.115 4.45 0.67 0.67 0.71 0.69 Significant 0.000381 VIDFDENTALDDAEEESFR 8 426214088 1xTMT6plex [N-Term] 0.923 0.746 0.655 3.803732634 34.68 0 2444.130259 2 1222.566284 -2.0324083 -0.002483735 73.0676659LSEEEILENPDLFLTSEATDYGR 20 426214088 1xTMT6plex [N-Term] 0.837 0.578 0.939 5.85309267 64.79 0 2870.414479 3 957.4758911 -0.473541423 -0.000453087 91.7308921WDPTANEDPEWILVEK 12 426214088 2xTMT6plex [N-Term; K16] 0.67 0.673 0.637 3.303268194 38.69 0 2400.248748 3 800.7546997 0.332461831 0.000265997 86.68146673KLSEEEILENPDLFLTSEATDYGR 6 426214088 2xTMT6plex [N-Term; K1] 1.069 0.887 1.058 6.866020679 50.64 1 3227.672374 3 1076.559204 -2.886059746 -0.003105085 85.75943666EALLGVQEDVDEYVK 4 426214088 2xTMT6plex [N-Term; K15] 0.587 0.561 4.011057854 35.49 0 2165.174186 2 1083.08606 -4.315352287 -0.004671745 76.2500104QQFVEYDK 6 426214088 2xTMT6plex [N-Term; K8] 0.466 0.534 0.598 3.524143457 40.42 0 1514.825515 2 757.9152222 -1.549745524 -0.001173797 39.89522151QLHDDYFYHDEL 6 426214088 1xTMT6plex [N-Term] 0.658 0.706 0.801 3.189885616 10.68 0 1823.843795 3 608.619873 0.696880198 0.000423667 48.93276254VIDFDENTALDDAEEESFRK 1 426214088 2xTMT6plex [N-Term; K20] 0.853 3.536919832 1 2801.388154 3 934.4678955 0.349506525 0.000326368 70.59811461
429836839 SEC11A signal peptidase complex catalytic subunit SEC11A isoform 3 23478 NP_001258851.1 24.32432432 1 5 5 34 185 21.44 9.42 1.22 1.16 1.23 1.2 Significant 0.00033 MLSLDFLDDVR 12 429836839 1xTMT6plex [N-Term] 1.138 1.076 1.368 4.908802032 72.47 0 1552.824246 2 776.9155884 -0.222447704 -0.000172711 92.82755271GDNNAVDDR 6 429836839 1xTMT6plex [N-Term] 1.041 1.172 1.465 3.542465687 43.81 0 1204.575559 2 602.7911377 -0.465233891 -0.000280205 14.48593459GDLLFLTNR 6 429836839 1xTMT6plex [N-Term] 1.205 1.16 1.408 3.747757196 42.2 0 1277.741502 2 639.375 0.955615825 0.000610515 64.03662366VGEIVVFR 4 429836839 1xTMT6plex [N-Term] 1.242 1.294 2.749094963 25.5 0 1147.70366 2 574.3553467 -0.212276595 -0.000121815 61.22537769QGQHWLEK 6 429836839 2xTMT6plex [N-Term; K8] 1.32 1.037 1.176 2.763237238 18.71 0 1483.842168 3 495.2855225 -0.104018602 -5.14E-05 35.17559643431822403 HSP90AB1 heat shock protein HSP 90-beta isoform a 3326 NP_001258899.1 66.85082873 1 28 49 1471 724 83.212 5.03 1 1.02 1.04 1.02 Significant 0.000128 GVVDSEDLPLNISR 68 431822403 1xTMT6plex [N-Term] 1.122 1.064 1.139 4.902507305 68.79 0 1742.948594 2 871.9780884 0.17548298 0.000152929 59.39027889EGLELPEDEEEK 22 431822403 2xTMT6plex [N-Term; K12] 0.643 0.667 0.637 4.529517651 50.32 0 1874.963525 2 937.9850464 -0.377861517 -0.000354238 44.88846116TLTIVDTGIGMTK 180 431822403 2xTMT6plex [N-Term; K13]; 1xOxidation [M11] 1.093 1.068 1.105 5.218383789 58.82 0 1824.055257 2 904.5333862 -0.468247128 -0.00042331 73.56961054TLTIVDTGIGMTK 200 431822403 2xTMT6plex [N-Term; K13] 1.097 1.07 1.07 5.968779087 76.55 0 1808.060342 2 904.5333862 -0.468247128 -0.00042331 73.56961054ELISNASDALDKIR 11 431822403 2xTMT6plex [N-Term; K12] 4.877 3.354 7.002 6.429139137 41.64 1 2003.153725 2 1002.081604 1.101242398 0.001102979 65.35007071ELISNASDALDK 37 431822403 2xTMT6plex [N-Term; K12] 0.967 0.957 0.919 5.425048828 71.15 0 1733.968551 2 867.4877319 -0.209515226 -0.000181646 54.66728043DLVVLLFETALLSSGFSLEDPQTHSNR 5 431822403 1xTMT6plex [N-Term] 1.018 0.89 0.905 5.694461346 33.32 0 3217.694223 4 805.1786499 -0.451755364 -0.000363403 113.392319

CLELFSELAEDKENYKK 21 431822403 4xTMT6plex [N-Term; K12; K16; K17]; 1xCarbamidomethyl [C1] 1.236 1.117 1.32 6.110904217 30.04 2 3032.678425 4 758.9229736 -2.756829963 -0.002090145 82.75926939
LGLGIDEDEVAAEEPNAAVPDEIPPLEGDEDASR 36 431822403 1xTMT6plex [N-Term] 0.664 0.722 0.946 8.109116554 74.21 0 3761.807868 3 1254.607178 -0.23613829 -0.000296102 80.68234994HFSVEGQLEFR 46 431822403 1xTMT6plex [N-Term] 0.9 1.016 1.034 5.159992695 48.32 0 1577.827357 2 789.4174805 0.207378519 0.000163604 50.95858245YHTSQSGDEMTSLSEYVSR 18 431822403 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.969 0.963 1.115 7.668105125 79.32 0 2422.102999 3 808.0387573 -0.528601527 -0.000426776 35.11646184YHTSQSGDEMTSLSEYVSR 24 431822403 1xTMT6plex [N-Term] 1.067 1.12 1.047 7.512314796 61.79 0 2406.108084 3 808.0387573 -0.528601527 -0.000426776 35.11646184EQVANSAFVER 19 431822403 1xTMT6plex [N-Term] 1.076 1.215 1.14 4.761785507 77.69 0 1478.780073 2 739.8933105 -0.492356006 -0.000364043 33.45949215GFEVVYMTEPIDEYCVQQLK 6 431822403 2xTMT6plex [N-Term; K20]; 1xOxidation [M7]; 1xCarbamidomethyl [C15] 0.971 1.18 4.022647858 43.81 0 2922.466939 4 727.3742065 1.022532421 0.00074299 88.63055954

GFEVVYMTEPIDEYCVQQLK 36 431822403 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C15] 1.005 1.02 1.058 4.949300289 49.31 0 2906.472024 4 727.3742065 1.022532421 0.00074299 88.63055954
LVSSPCCIVTSTYGWTANMER 30 431822403 1xTMT6plex [N-Term]; 1xOxidation [M19]; 2xCarbamidomethyl [C6; C7] 1.222 1.464 1.135 5.20791769 44.67 0 2677.26216 3 887.7610474 0.50510517 0.000448073 78.32927017
LVSSPCCIVTSTYGWTANMER 32 431822403 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C7] 1.394 1.384 1.043 6.511507988 52.75 0 2661.267245 3 887.7610474 0.50510517 0.000448073 78.32927017

ADLINNLGTIAK 56 431822403 2xTMT6plex [N-Term; K12] 1.102 1.079 1.074 5.387245178 83.94 0 1701.031091 2 851.0186768 -0.596340878 -0.000507197 72.19151721SLTNDWEDHLAVK 88 431822403 2xTMT6plex [N-Term; K13] 1.171 0.73 1.002 4.095060825 30.72 0 1986.069661 3 662.694519 -0.331116832 -0.000219207 0.869564639NPDDITQEEYGEFYK 30 431822403 2xTMT6plex [N-Term; K15] 1.023 1.048 1.021 4.732438087 62.4 0 2306.122879 2 1153.564453 -0.541614678 -0.000624515 56.80363072
VFIMDSCDELIPEYLNFIR 45 431822403 1xTMT6plex [N-Term]; 1xOxidation [M4]; 1xCarbamidomethyl [C7] 1.122 0.884 1.183 5.337875366 51.9 0 2619.303613 3 873.7730713 0.399780759 0.000349049 108.6598432
VFIMDSCDELIPEYLNFIR 12 431822403 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.09 1.054 1.12 5.00753355 49.12 0 2603.308698 3 873.7730713 0.399780759 0.000349049 108.6598432DNSTMGYMMAK 8 431822403 2xTMT6plex [N-Term; K11] 1.047 1.225 0.978 4.580303669 74.07 0 1706.831605 2 853.9188843 -0.652106107 -0.000556518 49.12147594HLEINPDHPIVETLR 40 431822403 1xTMT6plex [N-Term] 0.903 0.909 0.898 6.104214191 60.92 0 2012.11264 2 1006.559814 -0.142916328 -0.000143782 52.3516344KHLEINPDHPIVETLR 26 431822403 2xTMT6plex [N-Term; K1] 1.17 1.134 1.109 6.59910965 40 1 2369.370535 5 474.6799927 0.135925935 6.44E-05 49.69389236HNDDEQYAWESSAGGSFTVR 85 431822403 1xTMT6plex [N-Term] 1.266 1.197 1.121 5.929829597 40.41 0 2485.12176 3 829.0442505 -1.433348343 -0.001187348 53.53478583HSQFIGYPITLYLEK 30 431822403 2xTMT6plex [N-Term; K15] 1.074 1.019 1.069 5.620408058 37.6 0 2267.284011 2 1134.147461 1.602774501 0.001816973 86.35243634SLTNDWEDHLAVKHFSVEGQLEFR 3 431822403 2xTMT6plex [N-Term; K13] 0.811 1.065 4.387253284 13.6 1 3315.716245 5 663.9486084 -0.696630122 -0.000461966 71.66923829EDQTEYLEER 52 431822403 1xTMT6plex [N-Term] 1.092 1.088 1.187 4.46600008 54.13 0 1540.732847 2 770.8692627 -1.03764217 -0.000799365 27.47700001CLELFSELAEDKENYK 7 431822403 3xTMT6plex [N-Term; K12; K16]; 1xCarbamidomethyl [C1] 0.708 0.845 0.734 5.746446133 24.02 1 2675.42053 3 892.4779663 -0.442769353 -0.000394865 85.43732935
IEDVGSDEEDDSGKDKK 4 431822403 4xTMT6plex [N-Term; K14; K16; K17] 0.695 0.876 4.892561436 15.06 2 2782.476414 4 696.374939 0.543450923 0.000378035 35.44919681YESLTDPSKLDSGK 22 431822403 3xTMT6plex [N-Term; K9; K14] 2.68 2.947 2.977 3.516831636 25.74 1 2227.242489 3 743.0854492 -0.312051226 -0.000231671 50.60593069EKYIDQEELNK 8 431822403 3xTMT6plex [N-Term; K2; K11] 1.86 1.335 1.491 4.730717659 27.11 1 2096.184246 3 699.4016113 2.878747126 0.002011461 42.91681934SIYYITGESK 23 431822403 2xTMT6plex [N-Term; K10] 1.009 1.02 1.023 4.424725056 53.38 0 1618.909245 2 809.9577637 -0.614083991 -0.000497073 52.80668248LGIHEDSTNR 22 431822403 1xTMT6plex [N-Term] 0.813 0.787 0.871 3.703027487 59.33 0 1370.722558 2 685.866333 2.065826968 0.001415838 21.20452585YIDQEELNK 52 431822403 2xTMT6plex [N-Term; K9] 1.039 1.101 1.201 4.156142235 50.4 0 1609.883758 2 805.4452515 -0.330502317 -0.000266035 43.09725508IEDVGSDEEDDSGKDK 6 431822403 3xTMT6plex [N-Term; K14; K16] 0.585 0.956 0.704 4.166881561 11.36 1 2425.218519 3 809.0783081 0.763719389 0.000617395 34.70249933APFDLFENKK 6 431822403 3xTMT6plex [N-Term; K9; K10] 1.179 0.917 0.95 4.240199566 11.39 1 1896.119796 3 632.7108765 -0.906928704 -0.000573215 70.55353252APFDLFENK 26 431822403 2xTMT6plex [N-Term; K9] 0.734 0.721 0.767 3.617740631 47.66 0 1538.861901 2 769.9336548 -1.213805921 -0.00093394 79.20192776DNSTMGYMMAK 18 431822403 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 0.988 0.945 1.138 2.551119804 48.04 0 1722.82652 2 853.9188843 -0.652106107 -0.000556518 49.12147594YESLTDPSK 32 431822403 2xTMT6plex [N-Term; K9] 0.952 1.002 0.958 3.43432188 30.84 0 1497.820096 2 749.4140015 0.421125133 0.000315385 38.99808993

DNSTMGYMMAK 15 431822403 2xTMT6plex [N-Term; K11]; 3xOxidation [M5; M8; M9] 0.896 0.94 0.974 2.912183762 29.76 0 1754.81635 2 853.9188843 -0.652106107 -0.000556518 49.12147594
DNSTMGYMMAK 25 431822403 2xTMT6plex [N-Term; K11]; 2xOxidation [M] 1.076 1.043 1.103 2.766626596 43.7 0 1738.821435 2 853.9188843 -0.652106107 -0.000556518 49.12147594EGLELPEDEEEKK 16 431822403 3xTMT6plex [N-Term; K12; K13] 0.911 0.997 0.948 4.874880314 31.07 1 2232.22142 2 1116.612793 -1.39335304 -0.001555136 46.8083069RAPFDLFENKK 6 431822403 3xTMT6plex [N-Term; K10; K11] 1.697 1.506 1.981 3.633235931 4.75 2 2052.220907 4 513.8117676 2.111703709 0.001083421 61.67085224

AKFENLCK 15 431822403 3xTMT6plex [N-Term; K2; K8]; 1xCarbamidomethyl [C7] 1.771 2.255 1.714 3.887708902 13.93 1 1697.002324 3 566.3393555 0.700969135 0.000396515 44.97813613
KFYEAFSK 4 431822403 3xTMT6plex [N-Term; K1; K8] 1.55 1.501 4.102870464 28.87 1 1707.008455 3 569.6741333 -0.356112856 -0.000202629 52.5893252ADHGEPIGR 8 431822403 1xTMT6plex [N-Term] 0.819 1.108 1.443 3.377509832 45.57 0 1180.627201 2 590.8168335 -0.686523072 -0.000405264 15.60395252IDIIPNPQER 21 431822403 1xTMT6plex [N-Term] 0.979 0.942 1.002 3.42278409 30.14 0 1423.810644 2 712.4092407 0.393574324 0.000280188 55.23120458EGLELPEDEEEKKK 6 431822403 4xTMT6plex [N-Term; K12; K13; K14] 1.42 0.912 4.063617706 9.16 2 2589.479315 4 648.1254883 0.312300236 0.000202174 46.92395086AEADKNDK 10 431822403 3xTMT6plex [N-Term; K5; K8] 0.815 0.996 1.057 2.748371124 17.29 1 1577.910197 2 789.4580688 -0.846648111 -0.000667967 18.96485119QKAEADKNDK 4 431822403 4xTMT6plex [N-Term; K2; K7; K10] 1.635 1.515 2.168 3.026632547 4.44 2 2063.226669 3 688.4133911 -0.508582102 -0.000349773 21.04851993EMLQQSK 16 431822403 2xTMT6plex [N-Term; K7] 1.064 0.989 1.04 3.174601555 34.82 0 1321.754993 2 661.3796387 -2.263866046 -0.001496138 29.6953616SLVSVTK 10 431822403 2xTMT6plex [N-Term; K7] 1.024 1.013 0.994 2.774822235 43.69 0 1191.771295 2 596.3890381 -0.415757727 -0.000247744 40.04295874FYEAFSK 17 431822403 2xTMT6plex [N-Term; K7] 1.054 1.035 1.18 2.966897964 30.83 0 1349.75056 2 675.3779297 -1.464585427 -0.000988412 58.66887936ALLFIPR 26 431822403 1xTMT6plex [N-Term] 0.929 1.027 1.059 2.344563484 29.99 0 1058.692367 2 529.8494263 -0.747677949 -0.00039578 70.14692216QKAEADK 4 431822403 3xTMT6plex [N-Term; K2; K7] 1.736 1.727 1.442 1.585295796 1.22 1 1476.898904 3 492.9712524 0.203097326 1.00E-04 18.53385152431822375 DOCK7 dedicator of cytokinesis protein 7 isoform 1 85440 NP_001258928.1 10.00469704 1 16 18 72 2129 241.26 6.83 1.16 1.14 1.25 1.18 Significant 0.000816 FGDLDEQEFVYKEPAITK 2 431822375 3xTMT6plex [N-Term; K12; K18] 1.709 3.903372288 29.53 1 2816.532523 3 939.5137939 -2.021849212 -0.001898201 74.53861803TILTYAEEDLELR 6 431822375 1xTMT6plex [N-Term] 1.583 1.341 1.128 4.779554367 47.96 0 1794.968661 2 897.9886475 0.756170236 0.000678651 84.44206059IMENNLENELK 2 431822375 2xTMT6plex [N-Term; K11] 1.038 4.586240292 45.73 0 1804.987906 2 902.9959717 -1.794499905 -0.001619525 60.35117935

GSWACSIFDLK 4 431822375 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.101 1.151 4.629750729 61.58 0 1741.934748 2 871.4708252 -0.215082325 -0.00018733 88.50109045NSLLASYIHYVFR 6 431822375 1xTMT6plex [N-Term] 1.549 1.562 4.717989445 26.49 0 1812.00057 3 604.6726685 1.59036986 0.000960584 91.95892616IDISPAPENPHYCLTPELLQVK 8 431822375 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C13] 0.973 0.909 1.03 5.072024345 56.26 0 2992.6218 3 998.2099609 -2.16214675 -0.002156829 82.88461499
ESILGGVLK 4 431822375 2xTMT6plex [N-Term; K9] 1.774 1.601 3.36590457 52.58 0 1373.876823 2 687.4421387 0.129606779 8.90E-05 67.65903138DSTEVEISTGER 2 431822375 1xTMT6plex [N-Term] 1.259 3.530135393 40.89 0 1551.769961 2 776.3876343 -1.269076836 -0.000984658 27.45571678LTWLQNMAGK 4 431822375 2xTMT6plex [N-Term; K10] 1.148 1.105 4.370772839 51.54 0 1619.934354 2 810.4707642 -0.063311015 -5.13E-05 80.18867835AKLEEAILGSIGAR 2 431822375 2xTMT6plex [N-Term; K2] 1.539 4.59444952 13.33 1 1886.147518 3 629.3867188 -1.015265233 -0.000638313 79.22365407TLVSAVPEESEMDPHVR 2 431822375 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.961 2.461764097 16.15 0 2141.0746 3 714.3631592 0.151629029 0.000108216 38.11666289IANMFELSVPFR 2 431822375 1xTMT6plex [N-Term] 1.046 3.779448032 17.6 0 1652.903165 2 826.9550171 -0.246257809 -0.00020352 95.93373882SQADQFCQR 2 431822375 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.302 2.925957441 40.08 0 1368.652764 2 684.8294067 -0.896570313 -0.000613547 26.06101367DVYVPNTTYR 6 431822375 1xTMT6plex [N-Term] 1.275 0.936 1.322 3.042331934 29.09 0 1456.76336 2 728.8851318 -0.255942822 -0.000186424 38.55265153LRPITAQLK 6 431822375 2xTMT6plex [N-Term; K9] 1.167 1.167 1.3 3.788056374 13.13 0 1497.988104 3 500.0010986 0.42605708 0.000212743 49.54217602
SSCSEFSK 6 431822375 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.531 0.951 1.56 2.787885904 11.5 0 1389.708437 2 695.3557739 -2.997577281 -0.002082879 27.22416375
DSNPVDK 4 431822375 2xTMT6plex [N-Term; K7] 1.031 1.026 2.396405935 21.45 0 1232.688688 2 616.84729 -1.122839764 -0.000692056 22.39108324TPNEEIDR 4 431822375 1xTMT6plex [N-Term] 0.859 0.973 2.857668161 16.43 0 1202.621447 2 601.81427 -0.152451079 -9.17E-05 20.64556187440918695 USP10 ubiquitin carboxyl-terminal hydrolase 10 isoform 1 9100 NP_001259004.1 20.19950125 1 13 13 58 802 87.479 5.27 1.28 1.28 1.26 1.27 Significant 0.0000274

EGLVPVSEDPVAIK 4 440918695 2xTMT6plex [N-Term; K14] 1.159 1.243 3.344804049 27.35 0 1911.1203 2 956.0623779 -1.476029858 -0.001410435 67.80127357TAGQPEGGPGADFGQSCFPAEAGR 2 440918695 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.206 4.464385986 45.14 0 2593.19388 3 865.069397 -0.093306572 -8.07E-05 48.1558056TVQDALESLVAR 6 440918695 1xTMT6plex [N-Term] 1.826 1.293 1.185 5.052685738 61.65 0 1530.868888 2 765.9376221 -0.600965493 -0.00046 76.90971518NIEYPVDLEISK 6 440918695 2xTMT6plex [N-Term; K12] 1.042 1.397 1.333 4.026777744 55.78 0 1878.062451 2 939.5339966 -0.923481504 -0.000867178 70.75799366LPPVLVLHLK 6 440918695 2xTMT6plex [N-Term; K10] 1.278 1.293 1.258 4.252135277 36.99 0 1587.076191 3 529.6964722 -0.836693349 -0.000442632 88.70282274IEFGVDEVIEPSDTLPR 2 440918695 1xTMT6plex [N-Term] 0.842 4.106823444 37.21 0 2145.127681 2 1073.065186 -2.137954906 -0.002293093 77.32667374IAELLENVTLIHKPVSLQPR 6 440918695 2xTMT6plex [N-Term; K13] 1.41 1.241 1.492 7.008114338 29.03 0 2728.648941 4 682.9176636 -0.04284286 -2.92E-05 100.6836869YSPPAISPLVSEK 8 440918695 2xTMT6plex [N-Term; K13] 1.229 1.111 4.490953922 61.31 0 1846.072622 2 923.536438 -3.803936722 -0.003511172 64.26181103ESVQGYTTK 4 440918695 2xTMT6plex [N-Term; K9] 1.124 1.175 4.250264645 50.59 0 1470.82043 2 735.914978 1.529435301 0.001124762 28.33582717SVVYQQSSK 2 440918695 2xTMT6plex [N-Term; K9] 1.322 3.351264238 36.58 0 1483.852064 2 742.4257813 -5.242112867 -0.00388926 27.20437355IDDQTVK 2 440918695 2xTMT6plex [N-Term; K7] 1.411 3.010061264 26.28 0 1276.751288 2 638.8788452 -0.684550171 -0.000437 39.40891038ELLSPGVK 4 440918695 2xTMT6plex [N-Term; K8] 1.326 1.218 3.562318563 27.57 0 1300.824059 2 650.9158325 0.253354064 0.000164785 50.46624886FIPLYSK 6 440918695 2xTMT6plex [N-Term; K7] 1.169 1.37 1.564 2.443583965 22.53 0 1325.823331 2 663.4160156 1.074057129 0.000712005 69.0791437768299795 CHD1 chromodomain-helicase-DNA-binding protein 1 1105 NP_001261.2 5.087719298 1 3 9 30 1710 196.567 7.14 1.21 1.49 1.11 1.27 Significant 0.00792 FSSWEDFEEEHGK 2 68299795 2xTMT6plex [N-Term; K13] 1.106 3.642782688 22.43 0 2084.996556 3 695.6691895 -1.698314856 -0.001180327 59.8789597GSVEEDILER 4 68299795 1xTMT6plex [N-Term] 1.212 1.057 3.87490201 52.35 0 1375.72664 2 688.3655396 -2.06256705 -0.001418764 43.11882974MVLDHLVIQR 6 68299795 1xTMT6plex [N-Term] 1.068 1.057 1.253 4.091991901 28.98 0 1452.855821 3 484.9568481 0.117440142 5.69E-05 56.21112557ELEEIYMLPR 2 68299795 1xTMT6plex [N-Term] 1.071 3.552355051 18.51 0 1521.818432 2 761.4104614 -3.144723665 -0.002392849 75.79909811VLIFSQMVR 4 68299795 1xTMT6plex [N-Term] 1.475 1.347 3.698573589 38.95 0 1321.786344 2 661.3961182 -1.047356769 -0.000692191 78.34071635NLWIFVSK 2 68299795 2xTMT6plex [N-Term; K8] 1.641 3.245122433 38.22 0 1464.897892 2 732.9519653 -0.845414512 -0.000619223 88.64019837LKNDDSLLYK 3 68299795 3xTMT6plex [N-Term; K2; K10] 1.026 1.337 3.010051012 11.53 1 1896.140925 3 632.7177124 -1.234693549 -0.000780384 51.68191443MDPDLSLTHK 2 68299795 2xTMT6plex [N-Term; K10] 1.689 3.609409332 17.11 0 1614.892549 3 538.9694214 0.719515461 0.000387313 48.26767714FTEFDAR 5 68299795 1xTMT6plex [N-Term] 1.401 1.333 0.989 2.293930292 11.98 0 1114.57304 2 557.7897339 -0.76169666 -0.000424483 42.44620326118421089 CHD2 chromodomain-helicase-DNA-binding protein 2 isoform 1 1106 NP_001262.3 16.19256018 1 20 26 109 1828 211.214 8.1 1.01 1.15 1.08 1.08 Significant 0.0014
ENEVSTSATDELLSQFK 4 118421089 2xTMT6plex [N-Term; K17] 0.667 1.387 4.999931812 32.93 0 2356.228406 3 786.0768433 -5.275271621 -0.004143248 76.67429965GLNVQEQLEHTR 2 118421089 1xTMT6plex [N-Term] 1.14 3.756970406 27.6 0 1652.891748 3 551.6365967 2.110609522 0.00116287 35.35885685GTVEEEIIER 6 118421089 1xTMT6plex [N-Term] 1.198 1.334 0.937 3.8894279 45.8 0 1403.75794 2 702.381897 -1.013568399 -0.000711402 40.84231654KGAVTGGEEAK 4 118421089 3xTMT6plex [N-Term; K1; K11] 1.428 1.244 4.26984024 22.32 1 1734.03646 3 578.6835327 -0.239438719 -0.000138398 23.50391671SIIQHEEEFEMLHK 2 118421089 2xTMT6plex [N-Term; K14] 1.086 4.329227924 7.02 0 2228.17856 4 557.7993164 -1.402129549 -0.000781049 55.92123721MVLDHLVIQR 6 118421089 1xTMT6plex [N-Term] 1.068 1.057 1.253 4.091991901 28.98 0 1452.855821 3 484.9568481 0.117440142 5.69E-05 56.21112557ELEEIYMLPR 2 118421089 1xTMT6plex [N-Term] 1.071 3.552355051 18.51 0 1521.818432 2 761.4104614 -3.144723665 -0.002392849 75.79909811STLGQTDFPAHSR 2 118421089 1xTMT6plex [N-Term] 1.07 2.487411737 12.45 0 1645.849549 3 549.2877808 -0.461764469 -0.000253332 27.27037022VLIFSQMVR 4 118421089 1xTMT6plex [N-Term] 1.475 1.347 3.698573589 38.95 0 1321.786344 2 661.3961182 -1.047356769 -0.000692191 78.34071635SNSNPFNKEELTAILK 6 118421089 3xTMT6plex [N-Term; K8; K16] 1.553 0.975 1.059 4.033780098 8.02 1 2492.43275 3 831.4840088 1.895099151 0.001574469 80.17007312

KPAPSNEPEYLCK 6 118421089 3xTMT6plex [N-Term; K1; K13]; 1xCarbamidomethyl [C12] 1.339 1.494 1.227 4.505112648 20.56 0 2220.230151 3 740.7474365 -1.078572727 -0.000798227 42.14434777
VSPEDVEYFNCQQELASELNK 2 118421089 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C11] 0.543 3.758211613 19.56 0 2957.460274 3 986.4956055 4.054024447 0.003996539 76.04443021

KQPAYLGGENLELR 3 118421089 2xTMT6plex [N-Term; K1] 0.418 4.707379818 10.91 1 2046.174795 3 682.730957 1.721545861 0.001174195 58.27521483MSDHRPAMGYHGQGPSDHYR 12 118421089 1xTMT6plex [N-Term]; 2xOxidation [M1; M8] 1.487 1.249 0.936 4.613512993 47.48 0 2560.140739 6 427.5292664 -0.595360031 -0.000254034 14.68902487NLWIFVSK 2 118421089 2xTMT6plex [N-Term; K8] 1.641 3.245122433 38.22 0 1464.897892 2 732.9519653 -0.845414512 -0.000619223 88.64019837LKNDDSLLYK 3 118421089 3xTMT6plex [N-Term; K2; K10] 1.026 1.337 3.010051012 11.53 1 1896.140925 3 632.7177124 -1.234693549 -0.000780384 51.68191443VEMSALQK 6 118421089 2xTMT6plex [N-Term; K8] 1.2 1.214 1.097 3.73050046 39.66 0 1363.801943 2 682.4041748 -0.638062315 -0.000435095 47.48648703SQEEEEQK 6 118421089 2xTMT6plex [N-Term; K8] 1.505 0.836 0.857 3.476110935 23.48 0 1464.758224 2 732.8824463 -0.414793285 -0.000303786 16.34940584SQPVLPEAK 6 118421089 2xTMT6plex [N-Term; K9] 1.313 0.952 1.089 3.278230667 32.41 0 1426.866986 2 713.9369507 -0.253340231 -0.000180741 40.82674794VLEPFLLR 4 118421089 1xTMT6plex [N-Term] 1.659 1.375 3.01399374 33.48 0 1215.766261 2 608.3873291 0.922030132 0.000560487 78.52499931SIPVDPEEK 4 118421089 2xTMT6plex [N-Term; K9] 1.368 1.244 2.774846077 25.3 0 1471.840831 2 736.4224854 -2.131288118 -0.001568458 43.74901186MWEEYPDVYGVR 6 118421089 1xTMT6plex [N-Term] 1.035 1.463 0.584 2.898713589 25.78 0 1772.851523 2 886.9263306 -3.462425989 -0.003069184 63.58551805KDLVEGFTDAEIR 3 118421089 2xTMT6plex [N-Term; K1] 1.189 0.753 3.431023121 7.09 1 1951.090063 3 651.0349731 0.15560204 0.000101198 59.61948163KVEEEER 1 118421089 2xTMT6plex [N-Term; K1] 0.901 4.74 1 1376.778565 3 459.5978394 0.290305512 0.000133229 16.41155056FTEFDAR 5 118421089 1xTMT6plex [N-Term] 1.401 1.333 0.989 2.293930292 11.98 0 1114.57304 2 557.7897339 -0.76169666 -0.000424483 42.44620326DDVTGGK 2 118421089 2xTMT6plex [N-Term; K7] 1.073 2.131803751 10.89 0 1149.651574 2 575.3280029 -2.474298031 -0.00142229 20.86080318
51599156 CHD4 chromodomain-helicase-DNA-binding protein 4 isoform 1 1108 NP_001264.2 31.22384937 1 45 45 270 1912 217.867 5.86 1.49 1.5 1.51 1.5 Significant 0.0000148

AYHMVCLDPDMEKAPEGK 4 51599156 3xTMT6plex [N-Term; K13; K18]; 1xCarbamidomethyl [C6] 3.032 2.817 5.223088264 25.75 1 2778.42319 4 695.3592529 -2.882131592 -0.002001945 53.42246094GPFLVSAPLSTIINWER 4 51599156 1xTMT6plex [N-Term] 0.888 1.502 4.501912117 29.8 0 2129.195641 3 710.4025879 -1.141632116 -0.000810253 108.8706347HLCEPGADGAETFADGVPR 6 51599156 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.557 2.638 1.535 5.864638329 42.8 0 2228.060346 3 743.3591919 1.201032817 0.000891991 45.87908245FSWAQGTDTILADEMGLGK 16 51599156 2xTMT6plex [N-Term; K19] 1.805 1.809 1.797 6.073904991 75.94 0 2498.300131 2 1249.650024 -2.945711679 -0.003679636 95.70885879SSAQLLEDWGMEDIDHVFSEEDYR 10 51599156 1xTMT6plex [N-Term] 1.172 1.46 1.399 5.347242832 44.07 0 3100.404325 3 1034.138916 -0.687172672 -0.000710171 99.33808998LLEQALVIEEQLR 18 51599156 1xTMT6plex [N-Term] 1.464 1.426 1.731 4.965830803 61.26 0 1783.052665 3 595.0210571 -2.2698731 -0.001349101 98.70986061DLPYDQASWESEDVEIQDYDLFK 4 51599156 2xTMT6plex [N-Term; K23] 1.764 1.639 5.923154354 63.44 0 3263.567241 3 1088.524536 -2.508114881 -0.002728467 88.97808449NQDETEDTELQGMNEYLSSFK 2 51599156 2xTMT6plex [N-Term; K21] 1.526 4.967644215 45.61 0 2936.387168 3 979.4665527 -0.702518693 -0.000687622 79.65518604HHYEQQQEDLAR 10 51599156 1xTMT6plex [N-Term] 1.366 1.458 1.566 6.061888695 53.32 0 1782.872075 3 594.9619141 -0.497165507 -0.000295461 15.30066396GGGNQVSLLNVVMDLK 18 51599156 2xTMT6plex [N-Term; K16] 1.68 1.423 1.519 5.260817051 60.17 0 2102.204381 2 1051.605225 -0.574730631 -0.000604101 106.3588944KNDMDEPPSGDFGGDEEK 4 51599156 3xTMT6plex [N-Term; K1; K18] 1.519 1.845 5.640473843 41.05 1 2654.285887 3 885.4330444 -0.492358124 -0.00043562 38.14433284EEEMGEEEEVER 12 51599156 1xTMT6plex [N-Term] 1.244 1.37 100 4.956038475 59.92 0 1723.75299 2 862.380127 -0.007648283 -6.59E-06 31.94147805VGGNIEVLGFNAR 6 51599156 1xTMT6plex [N-Term] 0.851 0.772 1.326 4.245853424 37.61 0 1574.885206 2 787.9459839 -0.327113722 -0.000257583 70.57684344



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

GSSGASVAAAAAAAVAVVESMVTATEVAPPPPPVEVPIRK 7 51599156 2xTMT6plex [N-Term; K40] 1.102 2.991 5.110154629 12.04 1 4213.330649 5 843.4698486 -2.495120088 -0.002102553 113.4755854
STAPETAIECTQAPAPASEDEK 6 51599156 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C10] 0.823 1.001 1.36 6.131488323 50.48 0 2761.360225 3 921.1234741 -1.577507592 -0.001452022 43.12829792

GSSGASVAAAAAAAVAVVESMVTATEVAPPPPPVEVPIR 20 51599156 1xTMT6plex [N-Term] 1.451 1.181 2.209 8.904967308 55.92 0 3856.072754 4 964.7734375 -0.216370399 -0.000208585 113.5809746
EFEMWAPDMYVVTYVGDKDSR 2 51599156 2xTMT6plex [N-Term; K18]; 2xOxidation [M4; M9] 100 4.18792963 25.38 1 3028.447267 3 1010.154602 0.655894645 0.000662114 74.18262355APEPTPQQVAQQQ 6 51599156 1xTMT6plex [N-Term] 1.52 1.184 1.601 3.517775536 37.33 0 1650.864865 2 825.9363403 0.326691829 0.000269662 31.61073822VVVEPPEGEEK 4 51599156 2xTMT6plex [N-Term; K11] 1.04 1.131 3.130196571 49.81 0 1669.941273 2 835.4751587 1.058446091 0.000883771 44.28418282MMLTHLVVRPGLGSK 6 51599156 2xTMT6plex [N-Term; K15] 1.803 1.842 1.75 4.191305637 11.55 0 2097.244078 4 525.0657349 -1.415227205 -0.000742019 63.20183394TVQTAVFLYSLYK 2 51599156 2xTMT6plex [N-Term; K13] 1.758 3.49255681 20.95 0 1991.161771 3 664.3921509 0.06446323 4.28E-05 95.68743011SAIDLTPIVVEDKEEK 4 51599156 3xTMT6plex [N-Term; K13; K16] 1.237 1.209 4.516222477 22.19 1 2473.436832 3 825.1488037 -2.011014441 -0.001658039 72.00721574VLIFSQMTK 4 51599156 2xTMT6plex [N-Term; K9] 1.331 1.511 3.677508831 48.91 0 1524.922393 2 762.9642944 -0.708483801 -0.000540191 76.98438234EFSTNNPFK 6 51599156 2xTMT6plex [N-Term; K9] 1.354 1.613 1.665 3.379385233 35.58 0 1541.836414 2 771.4227295 1.146700362 0.000884012 51.34717359AFSQFVRPLIAAK 5 51599156 2xTMT6plex [N-Term; K13] 1.51 2.678 1.205 3.191460371 10.68 0 1906.16786 3 636.0605469 -0.405087619 -0.000257388 80.68488315ENEFSFEDNAIR 2 51599156 1xTMT6plex [N-Term] 1.053 3.447131395 13.91 0 1699.812495 2 850.4100952 0.246521125 0.00020952 50.58008792FHNLEGFLEEFADIAK 2 51599156 2xTMT6plex [N-Term; K16] 1.144 3.411849976 10.39 0 2338.248354 3 780.0863037 -1.709030258 -0.001332046 112.2978859DKPLPPLLAR 4 51599156 2xTMT6plex [N-Term; K2] 1.36 1.116 2.897616386 6.88 0 1578.014319 3 526.6774902 2.280279134 0.001199438 56.21537328

WSCPHCEK 4 51599156 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C3; C6] 1.409 1.299 3.429260254 20.37 0 1561.765575 3 521.2597656 -0.532355824 -0.000277138 26.10969842
WSMPELAEVEENKK 5 51599156 3xTMT6plex [N-Term; K13; K14] 0.818 1.053 0.775 4.781661034 10.12 1 2377.304044 3 793.1036987 -3.155203733 -0.002500293 72.5872248QLEELLSDMK 2 51599156 2xTMT6plex [N-Term; K10]; 1xOxidation [M9] 2.349 2.445017338 23.27 0 1679.928994 3 560.647583 -0.475381141 -0.000266202 84.01785336IDGGITGNMR 10 51599156 1xTMT6plex [N-Term] 1.264 1.289 1.229 3.037472486 40.61 0 1262.672436 2 631.840271 0.656442767 0.000414436 36.41363707VELSPMQK 6 51599156 2xTMT6plex [N-Term; K8] 1.481 1.759 1.299 3.501316309 31.63 0 1389.817593 2 695.413147 1.024656271 0.000712043 48.48259195MMMVLGAK 6 51599156 2xTMT6plex [N-Term; K8] 1.479 1.038 1.124 3.574211359 23.57 0 1338.771177 2 669.8890991 -0.190912246 -0.000127794 67.34554514QELDDILK 6 51599156 2xTMT6plex [N-Term; K8] 1.483 1.18 1.319 3.180119991 43.76 0 1431.845916 2 716.4262695 -0.456723375 -0.000326979 60.35858582IGVMSLIR 6 51599156 1xTMT6plex [N-Term] 1.293 0.815 1.121 2.450534344 26.2 0 1117.696467 2 559.3513794 -0.880705063 -0.00049218 70.51726449GAADVEKVEEK 2 51599156 3xTMT6plex [N-Term; K7; K11] 1.781 1.417 5.43 1 1862.083804 3 621.3664551 0.541250814 0.000335951 35.84421935WQDIQNDPR 2 51599156 1xTMT6plex [N-Term] 0.541 2.976204872 50.04 0 1400.711993 2 700.859375 -0.371011316 -0.00025984 33.70406862TEEPMETEPK 6 51599156 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 1.281 1.584 1.177 2.494253874 34.26 0 1664.845324 2 832.9266968 0.476095092 0.000396312 22.1916701FAEMEER 4 51599156 1xTMT6plex [N-Term] 1.09 1.747 2.648274899 29.42 0 1140.555675 2 570.7808228 -1.145575105 -0.000653296 31.47753834GNFLEIK 3 51599156 2xTMT6plex [N-Term; K7] 0.795 0.835 1.928720593 11.6 0 1278.782194 2 639.8951416 0.635380387 0.000406257 60.20834418LKADVFK 6 51599156 3xTMT6plex [N-Term; K2; K7] 2.679 2.863 2.498 2.231337309 4.2 1 1507.981512 3 503.3316956 -0.648661851 -0.000326057 52.81203322GAADVEK 2 51599156 2xTMT6plex [N-Term; K7] 1.033 2.077134132 18.84 0 1147.672309 2 574.3395996 -0.336926531 -0.000193341 21.42602469IEENSLKEEESIEGEKEVK 1 51599156 4xTMT6plex [N-Term; K7; K16; K19] 2.128 2.685168982 2 3135.744256 4 784.6907349 -1.003307865 -0.000786529 49.39549763GEEGRPGK 5 51599156 2xTMT6plex [N-Term; K8] 1.495 1.582 1.538 2.428791761 3.8 0 1287.74212 3 429.9186707 -0.513617672 -0.000220469 15.5246014459352730 POTEJ POTE ankyrin domain family member J 653781 NP_001264012.1 11.2716763 1 1 7 156 1038 117.315 5.97 1.54 1.67 1.24 1.48 Significant 0.00729

LCYVALDFEQEMAMVASSSSLEK 12 459352730 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C2] 1.54 1.67 1.232 4.339885712 40.98 0 3066.523802 3 1022.838013 -7.929810963 -0.008105651 74.96533284
LCYVALDFEQEMAMVASSSSLEK 4 459352730 2xTMT6plex [N-Term; K23]; 1xOxidation [M]; 1xCarbamidomethyl [C2] 1.277 1.973236799 17.59 0 3082.518717 3 1022.838013 -7.929810963 -0.008105651 74.96533284QEYDESGPSIVHR 36 459352730 1xTMT6plex [N-Term] 0.913 0.932 0.903 5.851452351 76.95 0 1745.865593 2 873.4354858 -1.087076989 -0.000948945 22.78665522AGFAGDDAPR 28 459352730 1xTMT6plex [N-Term] 0.941 0.872 0.977 3.466196299 53.15 0 1205.611216 2 603.309082 -0.272913436 -0.000164514 23.12374804IWHHTFYNELR 67 459352730 1xTMT6plex [N-Term] 1 0.993 0.947 4.016258717 36.86 0 1744.91209 3 582.309082 0.345612684 0.000201021 42.78767713CPEALFQPCFLGMESCGIHETTFNSIMKSDVDIR 1 459352730 2xTMT6plex [N-Term; K28]; 3xCarbamidomethyl [C1; C9; C16] 11.59 1 4448.125761 4 1112.782837 -3.65170515 -0.004060811 94.98625197

ELTDYLMK 4 459352730 2xTMT6plex [N-Term; K8] 0.935 1.05 2.742225647 9.68 0 1470.827824 2 735.9157104 -2.501483521 -0.001839626 70.18965557VAPEEHPILLTEAPLNPK 4 459352730 2xTMT6plex [N-Term; K18] 0.948 0.678 3.016637325 7.64 0 2426.405917 3 809.4712524 -2.766703515 -0.002237715 65.44419652469608410 TAGLN2 transgelin-2 isoform a 8407 NP_001264153.1 80.45454545 1 16 17 592 220 24.438 8.25 1.02 1.02 1.04 1.03 Significant 0.0000422 DDGLFSGDPNWFPK 58 469608410 2xTMT6plex [N-Term; K14] 1.074 1.08 1.02 4.024681568 72.41 0 2053.043112 2 1027.024658 -0.522455541 -0.000536312 79.06149104YGINTTDIFQTVDLWEGK 45 469608410 2xTMT6plex [N-Term; K18] 0.934 0.947 0.998 5.132390499 60.01 0 2558.354275 3 853.4539185 -2.764816028 -0.002357793 103.6749221QYDADLEQILIQWITTQCR 6 469608410 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.955 1.189 1.528 6.987790108 67.7 0 2623.338753 3 875.1193237 1.778257345 0.00155499 112.8184204NFSDNQLQEGK 38 469608410 2xTMT6plex [N-Term; K11] 1.022 0.95 0.975 4.525550365 57.67 0 1737.917184 2 869.4610596 -1.347117916 -0.00117059 35.494982
DGTVLCELINALYPEGQAPVK 34 469608410 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C6] 0.897 0.891 1.007 6.583731174 63.72 0 2745.489723 4 687.1273193 -0.828950926 -0.000568969 112.1617964GASQAGMTGYGMPR 16 469608410 1xTMT6plex [N-Term] 0.946 1.017 0.909 5.427824974 80.03 0 1612.777312 2 806.8919067 -0.480713259 -0.000387642 33.50770584TLMNLGGLAVAR 34 469608410 1xTMT6plex [N-Term] 1.092 1.097 1.051 4.885342598 70.79 0 1444.850735 2 722.9273071 -2.351469328 -0.001698761 69.69698419DGTVLCELINALYPEGQAPVKK 34 469608410 3xTMT6plex [N-Term; K21; K22]; 1xCarbamidomethyl [C6] 1.273 1.412 1.203 6.168138027 30.72 1 3102.747618 4 776.4417114 -0.838765248 -0.000650619 109.9999184QMEQISQFLQAAER 28 469608410 1xTMT6plex [N-Term] 1.03 0.965 1.055 6.02842617 72.35 0 1907.984662 3 636.6663208 -0.132620383 -8.43E-05 79.21426781QMEQISQFLQAAER 13 469608410 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.944 1.268 1.153 6.288980007 58.58 0 1923.979577 3 636.6663208 -0.132620383 -8.43E-05 79.21426781NVIGLQMGTNR 18 469608410 1xTMT6plex [N-Term] 0.943 0.978 0.982 4.096672535 52.5 0 1431.793949 2 716.4001465 -0.65107221 -0.000466101 47.12121059GASQAGMTGYGMPR 84 469608410 1xTMT6plex [N-Term]; 1xOxidation [M] 1.066 1.032 1.049 4.592426777 68.14 0 1628.772227 2 806.8919067 -0.480713259 -0.000387642 33.50770584KIQASTMAFK 4 469608410 3xTMT6plex [N-Term; K1; K10] 1.365 1.365 4.363760948 29.36 1 1812.102037 3 604.7054443 -0.142117928 -8.58E-05 50.4865829TLMNLGGLAVAR 8 469608410 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.005 1.05 1.119 2.181477547 30.47 0 1460.84565 2 722.9273071 -2.351469328 -0.001698761 69.69698419GASQAGMTGYGMPR 32 469608410 1xTMT6plex [N-Term]; 2xOxidation [M7; M12] 1.004 1.069 0.937 5.085975647 56.28 0 1644.767142 2 806.8919067 -0.480713259 -0.000387642 33.50770584IQASTMAFK 20 469608410 2xTMT6plex [N-Term; K9] 0.988 1.006 1.019 3.872493505 51.23 0 1454.844142 2 727.9257202 0.014764253 1.07E-05 51.5512816IQASTMAFK 37 469608410 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 1.004 1.02 1.041 3.665941 35.66 0 1470.839057 2 727.9257202 0.014764253 1.07E-05 51.5512816NVIGLQMGTNR 15 469608410 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.047 0.946 1.127 2.532929659 38.13 0 1447.788864 2 716.4001465 -0.65107221 -0.000466101 47.12121059GPAYGLSR 14 469608410 1xTMT6plex [N-Term] 1.024 1.003 1.081 3.107256174 33.67 0 1049.59411 2 525.3004761 -0.413894817 -0.000217211 39.19221364ENFQNWLK 18 469608410 2xTMT6plex [N-Term; K8] 0.97 1.053 1.037 3.24362731 38.8 0 1536.857484 2 768.932251 -0.168419569 -0.000129418 63.32295595

KIQASTMAFK 6 469608410 3xTMT6plex [N-Term; K1; K10]; 1xOxidation [M7] 0.941 1.232 1.24 2.768951893 18.17 1 1828.096952 3 604.7054443 -0.142117928 -8.58E-05 50.4865829DVGRPQPGR 16 469608410 1xTMT6plex [N-Term] 1.246 1.134 1.148 4.319211483 22.61 0 1210.685384 3 404.2340088 1.725169242 0.000696212 15.77548508KDVGRPQPGR 6 469608410 2xTMT6plex [N-Term; K1] 1.031 0.958 0.991 3.947386742 11.53 1 1567.943279 3 523.319458 0.345250651 0.000180444 17.00645463
NMACVQR 8 469608410 1xTMT6plex [N-Term]; 1xOxidation [M2]; 1xCarbamidomethyl [C4] 1.076 1.022 1.058 1.753433824 16.94 0 1123.554965 2 562.2808838 -0.421663283 -0.000236881 16.03544997

475808427 POTEI POTE ankyrin domain family member I 653269 NP_001264335.1 11.90697674 1 1 8 207 1075 121.205 6.21 0.95 0.95 0.84 0.91 Significant 0.00161 AVFPSIVGRPR 63 475808427 1xTMT6plex [N-Term] 1.482 1.57 1.618 5.278653622 59.07 0 1427.868434 3 476.6270752 -1.233891037 -0.000587278 48.01739767LCYVALDFEQEMAMAASSSSLEK 4 475808427 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C2] 100 0.871 4.399869442 24.81 0 3038.492502 3 1013.499817 -2.50263458 -0.002534745 108.7112938QEYDESGPSIVHR 36 475808427 1xTMT6plex [N-Term] 0.913 0.932 0.903 5.851452351 76.95 0 1745.865593 2 873.4354858 -1.087076989 -0.000948945 22.78665522AGFAGDDAPR 28 475808427 1xTMT6plex [N-Term] 0.941 0.872 0.977 3.466196299 53.15 0 1205.611216 2 603.309082 -0.272913436 -0.000164514 23.12374804IWHHTFYNELR 67 475808427 1xTMT6plex [N-Term] 1 0.993 0.947 4.016258717 36.86 0 1744.91209 3 582.309082 0.345612684 0.000201021 42.78767713CPEALFQPCFLGMESCGIHETTFNSIMKSDVDIR 1 475808427 2xTMT6plex [N-Term; K28]; 3xCarbamidomethyl [C1; C9; C16] 11.59 1 4448.125761 4 1112.782837 -3.65170515 -0.004060811 94.98625197
ELTDYLMK 4 475808427 2xTMT6plex [N-Term; K8] 0.935 1.05 2.742225647 9.68 0 1470.827824 2 735.9157104 -2.501483521 -0.001839626 70.18965557VAPEEHPILLTEAPLNPK 4 475808427 2xTMT6plex [N-Term; K18] 0.948 0.678 3.016637325 7.64 0 2426.405917 3 809.4712524 -2.766703515 -0.002237715 65.44419652

480540325 CIB1 calcium and integrin-binding protein 1 isoform a 10519 NP_001264693.1 10.38961039 1 2 2 10 231 26.016 4.86 0.7 0.62 0.57 0.63 Significant 0.00359
AQVPFEQILSLPELK 6 480540325 2xTMT6plex [N-Term; K15] 0.614 0.62 0.592 4.317577839 37.25 0 2170.288762 3 724.1004028 -0.970881821 -0.000702365 106.7035322SPDFASSFK 4 480540325 2xTMT6plex [N-Term; K9] 0.918 0.551 2.957385063 27.67 0 1443.788402 2 722.3956299 -3.060292194 -0.002209207 52.7350211

481026555 YTHDF3 YTH domain-containing family protein 3 isoform b 253943 NP_001264742.1 16.15646259 1 6 9 40 588 64.454 8.24 1.31 1.33 1.44 1.36 Significant 0.000882
GNVGIGGSAVPPPPIK 2 481026555 2xTMT6plex [N-Term; K16] 1.195 4.665311813 30.76 0 1918.152603 3 640.0546265 -1.70851655 -0.001092398 60.10952027VPGISSIEQGMTGLK 4 481026555 2xTMT6plex [N-Term; K15] 1.089 1.286 3.588400364 39.94 0 1975.129819 2 988.0706177 2.095964287 0.002069901 80.17447134HTTSIFDDFAHYEK 6 481026555 2xTMT6plex [N-Term; K14] 1.425 1.289 1.572 4.698833466 21.36 0 2169.10169 4 543.0301514 -1.343533714 -0.000728565 57.79723579SYSEDDIHR 6 481026555 1xTMT6plex [N-Term] 1.221 1.459 1.575 4.482885361 40.13 0 1350.648724 3 450.8876038 -0.345056931 -0.00015535 17.42826134DTQEVPLEK 6 481026555 2xTMT6plex [N-Term; K9] 1.45 1.423 1.387 4.171674728 41.67 0 1516.862295 2 758.9334106 -1.812966772 -0.00137501 39.45955013AINNYNPK 2 481026555 2xTMT6plex [N-Term; K8] 1.256 2.202362061 15.52 0 1391.80472 2 696.40448 -2.182072685 -0.00151851 31.34680842RQEEEEAMR 6 481026555 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.826 1.32 1.368 3.367211819 35.2 1 1422.684458 3 474.8996277 -0.090120728 -4.27E-05 14.55419418DVPNNQLR 2 481026555 1xTMT6plex [N-Term] 1.435 2.671314716 13.46 0 1184.658501 2 592.8323364 -0.932579673 -0.000552394 36.04779917DFDWNLK 6 481026555 2xTMT6plex [N-Term; K7] 1.112 1.136 1.288 3.044685364 19.09 0 1395.767272 2 698.3865356 -1.058608385 -0.000738785 65.40886228

485836756 STIM1 stromal interaction molecule 1 isoform 1 precursor 6786 NP_001264890.1 14.03286979 1 8 8 48 791 88.591 6.64 0.63 0.75 0.68 0.69 Significant 0.00256
SHSPSSPDPDTPSPVGDSR 6 485836756 1xTMT6plex [N-Term] 0.582 1.046 0.51 5.164747715 35.02 0 2151.01517 3 717.6763916 -0.254989049 -0.000182828 20.59523815ATGTSSGANSEESTAAEFCR 4 485836756 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.029 100 4.465729237 66.73 0 2262.014184 2 1131.509521 -1.068804638 -0.001208826 28.74035728ELESHSSWYAPEALQK 6 485836756 2xTMT6plex [N-Term; K16] 0.696 0.885 0.776 4.73776722 10.85 0 2333.217782 3 778.4121704 1.789738832 0.00139195 55.73848073ALDTVLFGPPLLTR 12 485836756 1xTMT6plex [N-Term] 0.775 0.834 0.704 5.082486153 70.51 0 1742.041373 3 581.3486328 -5.756098941 -0.003342454 96.59771824AEQSLHDLQER 4 485836756 1xTMT6plex [N-Term] 0.615 0.793 4.269023895 28.41 0 1554.80735 3 518.9404907 -0.277180341 -0.000143654 26.27399849LIEGVHPGSLVEK 6 485836756 2xTMT6plex [N-Term; K13] 0.622 0.647 0.599 4.489519596 37.38 0 1836.099505 3 612.7041016 -0.955134782 -0.000584574 66.97266819LISVEDLWK 6 485836756 2xTMT6plex [N-Term; K9] 0.475 0.614 0.514 3.518531561 39.81 0 1560.940151 2 780.9731445 -0.72948825 -0.000569344 89.2629216LPDSPALAK 4 485836756 2xTMT6plex [N-Term; K9] 0.776 0.781 3.229270458 42.89 0 1369.845523 2 685.425415 -1.437448123 -0.000984541 52.05704586

503774379 CDK5RAP3 CDK5 regulatory subunit-associated protein 3 isoform c 80279 NP_001265126.1 25.04708098 1 13 13 64 531 59.551 4.92 1.11 1.06 1.05 1.07 Significant 0.000299
KEEECQAGAAEMR 6 503774379 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 1.086 0.836 1.171 5.187832355 45.29 1 1966.972667 3 656.328186 -1.353249375 -0.000887268 20.60484196GPDALTLLEYTETR 12 503774379 1xTMT6plex [N-Term] 1.012 0.956 1.035 4.891289234 41.77 0 1807.96391 3 603.3265381 0.636648666 0.000383679 79.20889538DNTYLVELSSLLVR 6 503774379 1xTMT6plex [N-Term] 1.277 1.397 1.287 5.435862541 69.96 0 1851.042495 3 617.6853638 -0.516779819 -0.00031886 104.8116657QQEALEEQAALEPK 2 503774379 2xTMT6plex [N-Term; K14] 1.059 4.069824219 70.43 0 2042.117006 2 1021.562378 0.231964855 0.00023685 45.28742683GNSTVYEWR 4 503774379 1xTMT6plex [N-Term] 1.209 0.806 3.25819087 30.23 0 1340.67963 2 670.8442383 1.17075136 0.000784801 34.90103439GELLALVK 2 503774379 2xTMT6plex [N-Term; K8] 1.002 2.474410057 47.4 0 1300.860444 2 650.9335938 -0.410105482 -0.000266745 74.48475596VTEFLQQK 8 503774379 2xTMT6plex [N-Term; K8] 1.122 1.14 1.079 3.197389364 41.34 0 1450.866986 2 725.9370117 -0.165013404 -0.000119706 58.47323582LLDWLVDR 2 503774379 1xTMT6plex [N-Term] 0.965 3.201913357 28.69 0 1258.735689 2 629.8710327 -0.714931912 -0.000449955 96.39377584QSQLLALK 2 503774379 2xTMT6plex [N-Term; K8] 0.977 3.009367704 23.99 0 1358.877157 2 679.9418945 -0.474353032 -0.000322294 55.72736558LIEADISK 4 503774379 2xTMT6plex [N-Term; K8] 1.002 1.009 2.952591419 28.34 0 1346.829538 2 673.9182129 -0.288788402 -0.000194474 56.65344395

EQFYHSCK 6 503774379 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.226 1.146 1.156 2.920907974 18.17 0 1556.79317 3 519.6029053 0.637792054 0.00033097 26.34347534
LDLLLEK 8 503774379 2xTMT6plex [N-Term; K7] 1.038 0.965 1.015 2.894571543 35.48 0 1301.84446 2 651.4252319 -0.977607427 -0.000636346 81.73097973MVTMVSVLEDLIGK 2 503774379 2xTMT6plex [N-Term; K14] 0.563 1.271695018 2.15 0 1993.147777 3 665.0540161 -0.141545027 -9.40E-05 113.2401929

503774352 NUP153 nuclear pore complex protein Nup153 isoform 1 9972 NP_001265138.1 13.94422311 1 15 15 59 1506 157.24 8.84 1.12 1.25 1.26 1.21 Significant 0.00139
GGFSFGNVEPASLPSASVFVLGR 4 503774352 1xTMT6plex [N-Term] 1.179 1.127 6.209022999 32.07 0 2524.339739 3 842.1174316 -0.791231899 -0.000665779 96.84027074QLSAQSYGVTSSTAR 2 503774352 1xTMT6plex [N-Term] 1.481 4.683375359 51.52 0 1784.934007 2 892.9714355 0.889474761 0.000793827 31.69373669FGLSSGLSNPVSLTPFQFGVSNLGQEEK 4 503774352 2xTMT6plex [N-Term; K28] 100 0.432 5.239674091 46.04 0 3397.804392 3 1133.274902 1.69587492 0.00192075 105.1752799GFDTSSSSSNSAASSSFK 4 503774352 2xTMT6plex [N-Term; K18] 1.26 1.004 4.267835617 48.99 0 2212.076991 2 1106.542114 -0.017713839 -1.96E-05 37.73878445QQEPVTSTSLVFGK 4 503774352 2xTMT6plex [N-Term; K14] 1.101 1.298 3.735743761 38.91 0 1979.121363 2 990.0649414 0.628300277 0.000621741 59.15148253KPAFNLSAFGTLSPSLGNSSILK 2 503774352 3xTMT6plex [N-Term; K1; K23] 1.706 3.455299377 18.3 0 3036.770068 3 1012.924866 -3.300912419 -0.003341371 96.33531792SVYFKPSLTPSGEFR 5 503774352 2xTMT6plex [N-Term; K5] 1.173 1.347 1.383 4.907048225 11.33 0 2173.205761 3 725.074585 1.583201588 0.001146874 69.61097517EGSVLDILK 2 503774352 2xTMT6plex [N-Term; K9] 1.12 3.387327194 33.61 0 1431.882302 2 716.4470825 3.203125743 0.00229325 79.2404591

SASVAPFTCK 2 503774352 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.142 2.607289314 23.99 0 1525.844871 2 763.4239502 -2.783441132 -0.00212355 46.73386819TTYGGAAAAVR 7 503774352 1xTMT6plex [N-Term] 2.273 1.241 100 4.076680183 36.48 0 1266.700366 2 633.8552856 2.312203534 0.001464435 22.56562108ESEQPAK 6 503774352 2xTMT6plex [N-Term; K7] 1.083 1.316 1.218 2.906664371 32.6 0 1246.704338 2 623.8550415 -1.22823202 -0.000765621 18.10046734ILQSLEK 6 503774352 2xTMT6plex [N-Term; K7] 1.153 1.172 1.259 2.69599247 26.02 0 1288.824059 2 644.9151611 -0.786146385 -0.000506602 57.82702449NTSLPPLWSPEAER 2 503774352 1xTMT6plex [N-Term] 1.331 2.490410566 9.99 0 1825.964579 2 913.4872437 1.44141607 0.001315987 64.25985649KEEMPATK 6 503774352 3xTMT6plex [N-Term; K1; K8]; 1xOxidation [M4] 1.196 1.342 1.345 2.239080191 10.51 1 1636.954705 3 546.322937 -0.273064882 -0.000148998 21.9778633
FGDQGGFK 3 503774352 2xTMT6plex [N-Term; K8] 0.842 1.066 2.21784544 14.22 0 1313.725407 2 657.3691406 4.260532656 0.002798585 41.61609359503777067 POLE3 DNA polymerase epsilon subunit 3 54107 NP_001265184.1 12.92517007 1 2 2 12 147 16.849 4.74 1.38 1.72 1.28 1.46 Significant 0.00822 EALPDGVNISK 6 503777067 2xTMT6plex [N-Term; K11] 1.465 1.872 1.412 3.747968674 49.47 0 1600.931043 2 800.9677734 -1.731914071 -0.001386338 52.75262333TDSEEQDK 6 503777067 2xTMT6plex [N-Term; K8] 1.023 1.353 0.672 2.856096268 26.57 0 1409.716024 2 705.3613281 -0.457361617 -0.000322375 16.72490736506327143 CARHSP1 calcium-regulated heat stable protein 1 23589 NP_001265190.1 47.61904762 1 4 4 39 147 15.882 8.21 0.72 0.73 0.78 0.74 Significant 0.000623 LQAVEVVITHLAPGTK 24 506327143 2xTMT6plex [N-Term; K16] 0.715 0.721 0.763 6.27953577 55.09 0 2134.299996 2 1067.65271 -0.867937089 -0.000926219 98.62529468GHGFITPADGGPDIFLHISDVEGEYVPVEGDEVTYK 2 506327143 2xTMT6plex [N-Term; K36] 0.463 5.886484623 24.98 0 4318.159604 4 1080.293823 -1.422133921 -0.00153525 90.87797742ASQGPVYK 11 506327143 2xTMT6plex [N-Term; K8] 0.731 0.75 0.856 3.201563358 28.06 0 1307.772358 2 654.3890991 -1.098064051 -0.000718009 26.52776885

MCSIPPKNEK 2 506327143 3xTMT6plex [N-Term; K7; K10]; 1xCarbamidomethyl [C2] 1.026 1.044 1.9613024 1 1891.074837 3 631.0302124 0.659639168 0.000415809 36.40594564
507834063 ACO1 cytoplasmic aconitate hydratase 48 NP_001265281.1 47.01912261 1 33 33 273 889 98.337 6.68 0.97 1.1 1.07 1.05 Significant 0.00141 VILQDFTGVPAVVDFAAMR 11 507834063 1xTMT6plex [N-Term] 1.049 1.147 1.38 5.966810226 55.58 0 2278.24669 3 760.0872803 0.262113982 0.000199053 109.8464751VILQDFTGVPAVVDFAAMR 14 507834063 1xTMT6plex [N-Term]; 1xOxidation [M18] 1.07 0.954 0.963 4.384798527 40.8 0 2294.241605 3 760.0872803 0.262113982 0.000199053 109.8464751ANYLASPPLVIAYAIAGTIR 13 507834063 1xTMT6plex [N-Term] 1.912 1.286 1.895 6.91561842 55.17 0 2303.332469 3 768.4475708 -1.871100987 -0.001436589 112.9971635YQQAGLPLIVLAGK 8 507834063 2xTMT6plex [N-Term; K14] 1.22 1.288 1.099 4.630543232 43.4 0 1929.19374 3 643.7354736 -0.970478767 -0.000624081 92.28738818INPVCPADLVIDHSIQVDFNR 12 507834063 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.828 1.11 1.064 6.614661694 56.76 0 2651.381286 3 884.4657593 0.542393521 0.000479364 83.91470565IIPPGSGIIHQVNLEYLAR 16 507834063 1xTMT6plex [N-Term] 1.061 1.14 1.063 6.464733124 26.2 0 2319.338617 3 773.784668 0.359471551 0.000277912 83.22275861SPPFFENLTLDLQPPK 16 507834063 2xTMT6plex [N-Term; K16] 1.083 1.028 1.139 4.321343899 34.17 0 2301.289491 4 576.0776367 -0.336148495 -0.000193394 98.87072461QAPQTIHLPSGEILDVFDAAER 12 507834063 1xTMT6plex [N-Term] 1.101 0.906 0.944 7.048910141 49.6 0 2636.388146 3 879.4664307 -1.292263363 -0.001135636 90.28843837SNLVGMGVIPLEYLPGENADALGLTGQER 4 507834063 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.01 1.486 4.406307697 13.2 0 3258.687758 3 1081.569702 0.527359634 0.000570022 102.8788588SNLVGMGVIPLEYLPGENADALGLTGQER 8 507834063 1xTMT6plex [N-Term] 1.743 0.691 5.712603092 62.19 0 3242.692843 3 1081.569702 0.527359634 0.000570022 102.8788588IETVNESWNALATPSDK 4 507834063 2xTMT6plex [N-Term; K17] 0.815 1.432 5.599358082 42.44 0 2333.238911 3 778.4188232 1.287920644 0.001001676 66.5733799KAVDAGLNVMPYIK 4 507834063 3xTMT6plex [N-Term; K1; K14] 1.67 1.541 5.224829674 8.7 1 2206.323657 3 736.1119995 -1.002529632 -0.000737302 71.45526565FVEFFGPGVAQLSIADR 18 507834063 1xTMT6plex [N-Term] 1.176 1.25 1.275 6.305746555 57.61 0 2082.122142 3 694.7119751 -0.369751138 -0.000256622 100.1060897DFNDPSQDPDFTQVVELDLK 10 507834063 2xTMT6plex [N-Term; K20] 1.072 1.152 1.222 4.641637325 39.08 0 2780.403076 3 927.4702759 -2.446268795 -0.002267204 85.73650216KQDIENILHWNVTQHK 2 507834063 3xTMT6plex [N-Term; K1; K16] 1.258 5.768748283 15.93 1 2690.534529 5 538.9117432 -1.828669966 -0.00098402 66.62213138IDFEKEPLGVNAK 4 507834063 3xTMT6plex [N-Term; K5; K13] 0.675 0.594 0.564 3.910823345 8.61 1 2147.267916 3 716.4278564 0.512123303 0.000366555 61.68818496DIWPTRDEIQAVER 6 507834063 1xTMT6plex [N-Term] 1.22 1.088 1.338 4.1840415 10.62 1 1957.034055 3 653.0129395 -5.002503967 -0.003263357 54.75200567GFQVAPEHHNDHK 6 507834063 2xTMT6plex [N-Term; K13] 0.919 1.055 1.04 3.809948206 28.35 0 1974.034613 4 494.2637634 -0.703953747 -0.000347407 23.11841198AVLAESYER 6 507834063 1xTMT6plex [N-Term] 0.957 1.07 1.228 3.238520145 36.14 0 1266.689132 2 633.8476563 -0.865658331 -0.00054826 32.49185811YTIIIPENLKPQMK 12 507834063 3xTMT6plex [N-Term; K10; K14] 1.118 1.011 1.08 4.554684639 22.89 0 2375.433936 3 792.4818115 -1.28587861 -0.001018173 78.77084878YLQAVGMFR 4 507834063 1xTMT6plex [N-Term] 1.556 0.987 3.462115049 30.82 0 1313.723744 2 657.3656006 0.137549371 9.04E-05 67.06751094GPFLLGIK 17 507834063 2xTMT6plex [N-Term; K8] 0.255 1.104 1.038 3.473972559 39.84 0 1302.854965 2 651.9278564 -5.011178949 -0.00326442 78.77010409

KDFESCLGAK 4 507834063 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C6] 1.21 1.194 3.920384645 15.3 1 1842.039831 3 614.6854248 1.026006078 0.000629981 45.33474396VLLEAAIR 16 507834063 1xTMT6plex [N-Term] 1.134 0.91 1.158 3.072919369 43.12 0 1113.71931 2 557.3624268 -1.556527178 -0.000866767 58.88725993NCDEFLVK 6 507834063 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.302 1.324 1.462 3.2346735 35.52 0 1482.802672 2 741.9033203 -2.230718263 -0.001653857 50.16183932
TVVPCCSGPK 2 507834063 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C5; C6] 1.07 2.464227438 19.09 0 1562.843491 2 781.9244385 -1.209741657 -0.000945318 33.55504981

KYLQAVGMFR 2 507834063 2xTMT6plex [N-Term; K1] 2.111 4.045273304 5.51 1 1670.981639 3 557.6643066 -1.958213094 -0.001090713 61.44727865NIEVPFKPAR 6 507834063 2xTMT6plex [N-Term; K7] 1.595 1.085 4.501899719 22.26 0 1628.988833 2 814.9978027 -0.309272378 -0.000251901 52.16365417QYVIPGMFK 2 507834063 2xTMT6plex [N-Term; K9] 0.994 2.785503387 25.53 0 1540.896178 2 770.9489746 -3.572798303 -0.002752656 72.4068458VAVSDMK 4 507834063 2xTMT6plex [N-Term; K7] 1.097 1.312 2.764576197 22.88 0 1207.712066 2 604.3590698 -0.995760162 -0.000601296 51.42131541LFFWNSK 6 507834063 2xTMT6plex [N-Term; K7] 0.937 1.167 1.012 3.118852615 22.65 0 1399.813829 2 700.4057007 -6.93221671 -0.004851906 81.45351916QVGVVGK 6 507834063 2xTMT6plex [N-Term; K7] 1.175 1.168 1.408 2.536646128 24.63 0 1144.745415 2 572.8773193 1.701130968 0.000973681 31.95633783YLQAVGMFR 6 507834063 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.196 1.102 0.962 2.406198263 21.49 0 1329.718659 2 657.3656006 0.137549371 9.04E-05 67.06751094GTFANIR 2 507834063 1xTMT6plex [N-Term] 1.006 2.13650465 14.01 0 1007.583545 2 504.2949524 -0.910222133 -0.000458562 31.30787036WGSQAFHNMR 1 507834063 1xTMT6plex [N-Term] 0.526 2.040340185 0 1462.721118 3 488.2453613 0.282155204 0.000137571 39.07042779DEIQAVER 3 507834063 1xTMT6plex [N-Term] 0.731 0.766 0.784 2.70966363 0 1188.642182 2 594.8248901 0.270420689 0.000160717 25.70186941508083059 SLC38A1 sodium-coupled neutral amino acid transporter 1 isoform 2 81539 NP_001265319.1 4.771371769 1 3 3 21 503 56.158 7.69 1.62 1.3 1.39 1.43 Significant 0.00437
ETGCMVYEK 5 508083059 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.925 2.084 100 3.671936274 45.61 0 1574.795872 2 787.9013062 -0.340396697 -0.000268028 35.78016904

SSLFELAK 6 508083059 2xTMT6plex [N-Term; K8] 1.434 1.47 1.399 3.320414782 42.21 0 1352.818973 2 676.9128418 -0.418737659 -0.000283238 68.54508908YVTFNSK 10 508083059 2xTMT6plex [N-Term; K7] 1.309 1.083 1.343 3.465028763 28.65 0 1316.761459 2 658.8827515 -2.454734904 -0.00161615 43.2405784510937025 DNM1L dynamin-1-like protein isoform 5 10059 NP_001265393.1 57.67690254 1 1 35 324 749 83.347 7.08 0.97 0.95 0.95 0.96 Significant 0.0000486 DTLQSELVGQLYK 6 510937025 2xTMT6plex [N-Term; K13] 0.988 0.994 1.26 4.906192303 48.58 0 1952.110464 3 651.3742676 -1.134257341 -0.000738065 69.76627893YIETSELCGGAR 10 510937025 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.29 1.143 0.923 4.147090912 42.67 0 1584.788923 2 792.897644 -0.575145402 -0.000455742 39.16996592ALQGASQIIAEIR 16 510937025 1xTMT6plex [N-Term] 0.89 0.991 1.171 5.502370834 55.49 0 1598.942721 2 799.973938 -1.327004032 -0.001060902 71.88513881SSLLDDLLTESEDMAQR 24 510937025 1xTMT6plex [N-Term] 0.924 0.903 0.952 5.733083725 68.84 0 2152.064094 3 718.0269165 0.976825795 0.000700731 101.3009638IFSPNVVNLTLVDLPGMTK 11 510937025 2xTMT6plex [N-Term; K19] 1.04 0.985 1.136 6.865528107 59.12 0 2516.456238 2 1258.731812 0.042999705 5.41E-05 112.1719602TLESVDPLGGLNTIDILTAIR 22 510937025 1xTMT6plex [N-Term] 0.909 0.985 0.996 8.004103661 81.45 0 2440.38602 3 814.1331787 -0.425165191 -0.000345856 112.2885468LHDAIVEVVTCLLR 12 510937025 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.318 1.281 1.263 6.165445328 42.75 0 1867.06727 3 623.0258179 -2.34035848 -0.001456536 110.4498054NVASGGGGVGDGVQEPTTGNWR 10 510937025 1xTMT6plex [N-Term] 1.202 1.898 0.692 6.100029469 57.46 0 2344.147915 3 782.0516968 -3.147586345 -0.002459469 39.9611443VPSALAPASQEPSPAASAEADGK 6 510937025 2xTMT6plex [N-Term; K23] 0.658 0.964 0.575 5.554674625 72.65 0 2609.382281 3 870.4645386 -1.233463325 -0.001072859 52.59936761SKPIPIMPASPQK 3 510937025 3xTMT6plex [N-Term; K2; K13] 0.855 0.735 3.816979885 13.58 0 2081.275979 3 694.4299316 -0.354161645 -0.000245703 59.43646074FISNPNSIILAVTAANTDMATSEALK 12 510937025 2xTMT6plex [N-Term; K26] 0.96 0.794 5.487076759 56.35 0 3150.712071 3 1050.908691 -0.174624414 -0.000183397 111.6634481INVLAAQYQSLLNSYGEPVDDK 12 510937025 2xTMT6plex [N-Term; K22] 0.642 0.745 0.668 6.013674259 57.57 0 2895.550409 3 965.854187 -0.829246431 -0.000800375 98.62078254SATLLQLITK 18 510937025 2xTMT6plex [N-Term; K10] 0.771 0.76 0.806 4.310246944 64.98 0 1545.998 2 773.5029297 0.376724291 0.000291208 89.27020877LYTDFDEIRQEIENETER 16 510937025 1xTMT6plex [N-Term] 0.852 0.946 0.982 5.557505608 33.46 1 2529.230642 3 843.7461548 -2.661218166 -0.002243612 85.85106802LDLMDAGTDAMDVLMGR 13 510937025 1xTMT6plex [N-Term]; 1xOxidation [M] 2.096 1.276 0.709 3.642964363 24.06 0 2068.991464 3 685.0005493 -4.604986203 -0.00315134 105.6892054LDLMDAGTDAMDVLMGR 10 510937025 1xTMT6plex [N-Term] 100 0.886 5.468777657 72.96 0 2052.996549 3 685.0005493 -4.604986203 -0.00315134 105.6892054GHAVNLLDVPVPVAR 10 510937025 1xTMT6plex [N-Term] 0.833 0.832 0.92 5.46537447 32.65 0 1786.053669 3 596.0222778 -0.777302458 -0.000462768 66.32821247AVMHFLVNHVK 4 510937025 2xTMT6plex [N-Term; K11] 1.154 1.205 3.627415895 52.24 0 1753.034737 4 439.0144348 0.668776144 0.000293097 59.0897024SVTDSIRDEYAFLQK 6 510937025 2xTMT6plex [N-Term; K15] 0.949 1.249 1.239 4.127706051 25.37 1 2230.211968 3 744.0752563 -0.337504704 -0.000250902 64.28783727AEELLAEEK 14 510937025 2xTMT6plex [N-Term; K9] 0.866 0.882 0.824 3.968420506 56.26 0 1489.851396 2 745.4290161 -0.429608912 -0.000320027 49.79180802GVSPEPIHLK 13 510937025 2xTMT6plex [N-Term; K10] 0.873 0.969 0.922 4.194663525 38.35 0 1534.935734 3 512.3162842 -0.935010441 -0.000478394 44.41977879SSLLDDLLTESEDMAQR 2 510937025 1xTMT6plex [N-Term]; 1xOxidation [M14] 1.109 3.176389694 29.78 0 2168.059009 3 718.0269165 0.976825795 0.000700731 101.3009638LYTDFDEIR 6 510937025 1xTMT6plex [N-Term] 0.922 0.917 0.857 4.108210087 42.03 0 1400.725912 2 700.866272 -0.460086218 -0.000322227 59.85729781LGIIGVVNR 6 510937025 1xTMT6plex [N-Term] 1.014 0.78 1.066 2.856160641 46.85 0 1169.756759 2 585.3826904 1.150401026 0.000672845 69.61356165FATEYCNTIEGTAK 2 510937025 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.009 2.669043541 19.17 0 2063.051963 2 1032.030151 0.515408431 0.000531657 52.27600126
SQLDINNK 4 510937025 2xTMT6plex [N-Term; K8] 0.94 0.79 3.167186975 27.09 0 1389.8102 2 695.4078979 -1.209043913 -0.000840171 34.6878454KNIQDSVPK 2 510937025 3xTMT6plex [N-Term; K1; K9] 0.88 4.223768234 12.95 1 1716.062281 3 572.6928101 0.930022062 0.000531992 36.28911249VPVGDQPK 10 510937025 2xTMT6plex [N-Term; K8] 1.019 0.98 0.948 2.91245842 30.45 0 1297.788008 2 649.397644 0.002901812 1.88E-06 32.52490632EAADMLK 6 510937025 2xTMT6plex [N-Term; K7] 1.111 0.994 1.027 3.087968588 23.67 0 1235.70698 2 618.3569946 -0.216541779 -0.000133791 38.60777224TLAVITK 6 510937025 2xTMT6plex [N-Term; K7] 0.932 1.02 0.949 3.29092145 39.93 0 1203.807681 2 602.4094238 3.231808795 0.001945238 60.7920323RLEEPSLR 4 510937025 1xTMT6plex [N-Term] 0.808 0.862 4.211010933 30.77 1 1228.721101 3 410.2452698 0.125997813 5.16E-05 28.16363836SYFLIVR 6 510937025 1xTMT6plex [N-Term] 1.318 0.719 1.371 2.445057154 19.69 0 1126.682197 2 563.8432007 -2.726530002 -0.001535966 62.76016372DCEVIER 4 510937025 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.971 1.018 2.442279577 12.83 0 1149.577139 2 575.2921143 -0.163176849 -9.38E-05 21.51145763
DCLPELK 6 510937025 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.022 0.978 0.995 2.809037685 22.22 0 1332.759744 2 666.8835449 0.051685047 3.44E-05 50.07996926DIELQIR 4 510937025 1xTMT6plex [N-Term] 1.07 0.826 2.752996206 20.63 0 1115.662189 2 558.3343506 -0.685600115 -0.000382449 46.0990382GTGIVTR 2 510937025 1xTMT6plex [N-Term] 0.956 2.293207169 16.95 0 932.5726463 2 466.7894592 -1.077045282 -0.000502211 19.31395783EVDPDGR 6 510937025 1xTMT6plex [N-Term] 0.916 1.056 0.828 2.537083626 18.21 0 1016.521005 2 508.7642517 0.218645722 0.000111129 21.31274299514052670 ARPC3 actin-related protein 2/3 complex subunit 3 isoform 1 10094 NP_001265485.1 44.38202247 1 9 9 110 178 20.533 8.59 1.1 1.19 1.19 1.16 Significant 0.000668

PAYHSSLMDPDTK 2 514052670 2xTMT6plex [N-Term; K13] 0.885 1.106 20.05 0 1919.993719 3 640.6696167 0.300744555 0.000192476 38.94182551DTDIVDEAIYYFK 38 514052670 2xTMT6plex [N-Term; K13] 1.105 1.07 1.103 4.960771084 67.73 0 2050.078495 2 1025.542603 -0.276263507 -0.000283181 97.58099098
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

ETKDTDIVDEAIYYFK 13 514052670 3xTMT6plex [N-Term; K3; K16] 2.224 1.981 2.029 5.0681777 25.41 1 2637.426661 3 879.8132935 -0.505825973 -0.000444693 91.25992821LIGNMALLPIR 24 514052670 1xTMT6plex [N-Term] 1.13 0.986 1.02 4.071396828 46.96 0 1439.896957 3 480.6374207 0.521983804 0.000250534 89.09573697VFDPQNDKPSK 7 514052670 3xTMT6plex [N-Term; K8; K11] 0.957 0.989 0.906 3.34557128 4.67 0 1962.126338 3 654.7127075 -1.41088846 -0.00092278 44.25924494LIGNMALLPIR 4 514052670 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.942 1.182 1.908979416 25.62 0 1455.891872 3 480.6374207 0.521983804 0.000250534 89.09573697
WWTCFVK 6 514052670 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.949 1.033 1.172 3.016764641 26.32 0 1484.812449 2 742.9089355 -1.248767985 -0.000927093 87.572259SLSGPGQ 4 514052670 1xTMT6plex [N-Term] 0.981 1.08 2.934635878 48.12 0 874.4831626 2 437.7450867 -0.303996884 -0.00013292 21.93094828AYLQQLR 8 514052670 1xTMT6plex [N-Term] 1.341 1.125 2.722442865 17.64 0 1120.667609 2 560.8370361 -0.725972954 -0.000406787 38.23126378QEDEVMR 4 514052670 1xTMT6plex [N-Term] 0.86 0.811 2.372719288 8.33 0 1135.561489 2 568.2834473 -1.647818077 -0.000935599 18.27193295520975477 RANBP1 ran-specific GTPase-activating protein isoform 1 5902 NP_001265568.1 34.89208633 1 10 10 89 278 31.884 8.75 1.07 1 1 1.02 Significant 0.000519

AWVWNTHADFADECPKPELLAIR 20 520975477 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 1.174 1.15 1.278 7.923247814 29.99 0 3197.660645 4 800.1713867 0.960656974 0.000767964 82.25938745
FASENDLPEWK 15 520975477 2xTMT6plex [N-Term; K11] 1.06 1.089 1.071 4.433588982 47.72 0 1793.947421 2 897.4763794 -1.080885044 -0.000969525 62.48922056TLEEDEEELFK 18 520975477 2xTMT6plex [N-Term; K11] 1.16 1.125 1.116 5.106360435 62.06 0 1839.962796 2 920.484375 -0.719047147 -0.00066151 67.5692334FLNAENAQK 6 520975477 2xTMT6plex [N-Term; K9] 1.231 0.956 1.045 4.20498085 52.28 0 1492.852399 2 746.9298706 0.04409072 3.29E-05 41.81547449LEALSVKEETK 6 520975477 3xTMT6plex [N-Term; K7; K11] 1.028 1.348 0.981 3.809376717 12.72 1 1934.177704 3 645.397644 0.348669569 0.000224796 54.14704859VAEKLEALSVK 3 520975477 3xTMT6plex [N-Term; K4; K11] 1.426 1.541 2.432659149 3.37 1 1874.192961 3 625.4016724 -1.332226835 -0.000832283 68.5657846

ICANHYITPMMELKPNAGSDR 1 520975477 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 0.883 2.987264872 0 2876.462145 4 719.8706665 -0.455084861 -0.000327259 63.17998497
LEALSVK 10 520975477 2xTMT6plex [N-Term; K7] 0.83 0.862 0.863 2.84829855 34.24 0 1217.786945 2 609.3964233 -1.129130443 -0.00068752 53.10032956EETKEDAEEKQ 8 520975477 3xTMT6plex [N-Term; K4; K10] 1.205 1.232 0.863 3.525996685 9.81 2 2023.079841 2 1012.042053 -1.488322224 -0.001505497 21.14726856EETKEDAEEK 2 520975477 3xTMT6plex [N-Term; K4; K10] 0.752 0.564 1.971443534 1 1895.021263 3 632.3446045 -1.057061193 -0.000667718 21.33587413521258690 SNRPD3 small nuclear ribonucleoprotein Sm D3 6634 NP_001265585.1 30.95238095 1 3 3 85 126 13.907 10.32 1.4 1.47 1.44 1.44 Significant 0.000199 LIEAEDNMNCQMSNITVTYR 18 521258690 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.225 0.941 1.641 5.812698841 63.52 0 2631.241423 3 877.7532349 1.416779855 0.00124263 72.57573925VAQLEQVYIR 18 521258690 1xTMT6plex [N-Term] 1.267 1.602 1.529 4.029738426 47.15 0 1447.84703 3 483.2872314 0.076745634 3.70E-05 57.43297667FLILPDMLK 26 521258690 2xTMT6plex [N-Term; K9] 1.524 1.491 1.384 3.665928841 44.88 0 1547.963529 2 774.4871826 2.299430386 0.001779717 107.1684332FLILPDMLK 23 521258690 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.357 1.412 1.429 3.115497828 40.54 0 1563.958444 2 774.4871826 2.299430386 0.001779717 107.1684332

522838254 EOGT EGF domain-specific O-linked N-acetylglucosamine transferase isoform a precursor 285203 NP_001265618.1 13.47248577 1 7 7 44 527 61.971 7.05 0.87 0.94 0.97 0.93 Significant 0.00102
ETSDSSLVCSR 6 522838254 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.851 1.084 0.735 4.283495426 52.64 0 1469.710338 2 735.3584595 -0.473531872 -0.000347977 21.37913011ILNQNELVNALK 6 522838254 2xTMT6plex [N-Term; K12] 0.775 0.99 0.972 4.391313076 54.28 0 1827.110404 2 914.0588989 0.064058287 5.85E-05 77.43254195TVSTFEVQIVDYK 6 522838254 2xTMT6plex [N-Term; K13] 1.332 1.173 3.275727272 40.65 0 1987.115215 3 663.0437012 0.672107795 0.000445185 75.17275343ATNLYLDLR 6 522838254 1xTMT6plex [N-Term] 1.281 0.892 0.887 3.07047224 33.84 0 1307.752067 2 654.3777466 -2.944339401 -0.001925233 55.58615343ELGFLDQLR 6 522838254 1xTMT6plex [N-Term] 0.892 1.038 0.992 3.700344324 42.15 0 1319.752067 2 660.3793335 -0.512700703 -0.000338319 68.02123881EAVFSLLPR 6 522838254 1xTMT6plex [N-Term] 0.01 1.293 1.285 3.769563675 50.03 0 1260.751339 2 630.8786011 -1.120959795 -0.000706626 73.95912081GVHYITWR 8 522838254 1xTMT6plex [N-Term] 0.857 0.88 0.898 3.103256702 17.51 0 1260.705057 3 420.9064941 -0.101663846 -4.27E-05 40.94035626525507092 PBK lymphokine-activated killer T-cell-originated protein kinase isoform 2 55872 NP_001265874.1 14.41441441 1 4 4 13 333 37.188 5.12 0.86 1.16 1.15 1.06 Significant 0.00856

ASQDPFPAAIILK 3 525507092 2xTMT6plex [N-Term; K13] 1.752 0.915 3.04715395 20.9 0 1829.093692 3 610.3689575 -0.750219309 -0.000457407 86.30040464SLNDLIEER 2 525507092 1xTMT6plex [N-Term] 0.621 2.567653418 14.22 0 1317.721161 2 659.3640747 -0.218525699 -0.000143978 59.78071895SVLCSTPTINIPASPFMQK 2 525507092 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C4] 0.681 2.841571093 5.18 0 2549.387173 3 850.4648438 -2.822121362 -0.002398227 87.77313486
GDFETIK 6 525507092 2xTMT6plex [N-Term; K7] 1.086 1.305 1.336 2.157537699 21.74 0 1267.729824 2 634.3692017 1.02749047 0.00065129 41.34050908

526479814 GFM2 ribosome-releasing factor 2, mitochondrial isoform 4 84340 NP_001268231.1 18.37237978 1 10 10 65 811 90.449 6.58 0.88 0.93 0.93 0.91 Significant 0.000333
GIQPLLDAVTMYLPSPEER 14 526479814 1xTMT6plex [N-Term] 1.071 0.91 0.92 5.731632233 56.27 0 2358.257649 3 786.7527466 -5.920656682 -0.004654145 112.0672927

VTLAQTAVPVLCGSALK 6 526479814 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C12] 0.922 1.054 1.091 5.655366421 43.74 0 2186.298281 3 729.4383545 1.019420169 0.000742919 82.21328786DYLSPVLADLAQR 12 526479814 1xTMT6plex [N-Term] 0.797 0.803 1.033 4.78483057 41.89 0 1689.937301 3 563.9840698 0.209967941 0.000118278 80.71442396AKPLLLQLPIGEAK 8 526479814 3xTMT6plex [N-Term; K2; K14] 0.939 0.927 0.878 5.19390583 22.67 0 2178.419272 3 726.8096924 -2.17966836 -0.001582744 85.80503898SLHSIINPPIAK 4 526479814 2xTMT6plex [N-Term; K12] 0.891 0.829 5.151468754 34.16 0 1748.083461 3 583.3649902 -1.741213702 -0.001014596 59.16181438HTATGDTIVSSK 4 526479814 2xTMT6plex [N-Term; K12] 1.004 0.968 4.37801218 32.94 0 1674.94267 3 558.9862671 0.942020022 0.000525943 25.66848266SLGDVDDGDTVTDFMAQER 4 526479814 1xTMT6plex [N-Term] 0.947 0.581 3.452264309 36.99 0 2300.054986 2 1150.528198 -2.550376257 -0.002933003 62.45988587VVIGFVPLAEIMGYSTVLR 7 526479814 1xTMT6plex [N-Term] 0.22 0.903 0.985 4.374800682 26.72 0 2293.319127 3 765.111145 -0.106950404 -8.18E-05 113.0123189QVLEPLMNLEVTVAR 2 526479814 1xTMT6plex [N-Term] 1.026 3.496248484 31.49 0 1941.104049 2 971.0562134 0.56725337 0.000550549 91.64248712GNIQEIQTR 4 526479814 1xTMT6plex [N-Term] 0.984 1.289 3.139540195 28.27 0 1287.721829 2 644.3648071 0.394609923 0.000254074 25.00341549526479851 MAP2K4 dual specificity mitogen-activated protein kinase kinase 4 isoform 2 6416 NP_001268364.1 26.34146341 1 7 7 36 410 45.555 8.03 0.85 0.88 0.9 0.87 Significant 0.000275
LCDFGISGQLVDSIAK 8 526479851 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 0.855 0.957 1.011 4.52483654 40.41 0 2181.198961 3 727.7371826 -0.901677688 -0.000655579 90.53956302

YVYSVLDDVIPEEILGK 4 526479851 2xTMT6plex [N-Term; K17] 0.433 0.332 3.930361748 38.01 0 2410.35215 3 804.1223755 0.1754577 0.000140972 111.1121433FTLNPNPTGVQNPHIER 6 526479851 1xTMT6plex [N-Term] 0.849 0.633 0.909 4.65429163 39.14 0 2163.150816 3 721.722229 0.609093785 0.000439187 60.33703199EFSPSFINFVNLCLTK 6 526479851 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C13] 1.026 0.994 0.738 4.649056435 27.86 0 2374.288111 3 792.1001587 -0.921474429 -0.000729282 108.1351714
DIKPSNILLDR 6 526479851 2xTMT6plex [N-Term; K3] 0.797 0.893 0.816 3.418557167 10.73 0 1742.05764 3 581.3566284 -1.325085944 -0.000769459 54.93515577LNFANPPFK 2 526479851 2xTMT6plex [N-Term; K9] 0.869 3.296977758 30.2 0 1505.888056 2 753.4477539 0.116298485 8.76E-05 69.96301668ISPEQHWDFTAEDLKDLGEIGR 4 526479851 2xTMT6plex [N-Term; K15] 1.067 0.944 5.167619705 16.29 1 3014.562371 4 754.3955078 -0.719563815 -0.000542293 79.75071818

527317388 PPIP5K2 inositol hexakisphosphate and diphosphoinositol-pentakisphosphate kinase 2 isoform 3 23262 NP_001268400.1 6.885758998 1 4 6 19 1278 144.271 7.99 1.28 1.15 1.07 1.17 Significant 0.00274
EVYSILQAEGILLPR 6 527317388 1xTMT6plex [N-Term] 1.373 1.14 1.088 4.559446812 57.82 0 1930.121079 3 644.0409546 -6.615538582 -0.004256263 99.87422282ASSKPATSGPSSAVVPNTSSR 2 527317388 2xTMT6plex [N-Term; K4] 1.555 5.162316799 31.21 0 2446.330186 3 816.1147461 -0.204775608 -0.000166983 32.10820821LTPSGSISLIK 4 527317388 2xTMT6plex [N-Term; K11] 1.23 1.113 4.213397026 31.63 0 1573.992915 2 787.4991455 -1.207466919 -0.000950272 68.96862451GLLALEGELTPILVQMVK 3 527317388 2xTMT6plex [N-Term; K18] 0.746 0.673 4.371742249 34.22 0 2382.444611 3 794.8192139 -0.639095 -0.000507536 113.0596481ALADIVIPQEYGITK 2 527317388 2xTMT6plex [N-Term; K15] 1.257 3.799708366 19.41 0 2089.230913 3 697.0813599 -0.663780221 -0.000462263 82.76450792VQAEELGR 2 527317388 1xTMT6plex [N-Term] 1.266 2.536480665 27.16 0 1130.636703 2 565.8218384 -0.267833325 -0.000151411 25.80365251528281407 PHB prohibitin isoform 1 5245 NP_001268644.1 84.92647059 1 17 17 237 272 29.786 5.76 1.1 1.12 1.1 1.11 Significant 0.0000363 AAIISAEGDSK 10 528281407 2xTMT6plex [N-Term; K11] 1.037 1.079 1.077 4.381305218 71.73 0 1519.873194 2 760.4407959 0.737862132 0.000560728 39.29409854

GVQDIVVGEGTHFLIPWVQKPIIFDCR 18 528281407 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C26] 1.289 1.347 1.267 7.988483906 33.61 0 3581.970686 4 896.2469482 -1.318562228 -0.001180763 107.2234441
AAELIANSLATAGDGLIELR 32 528281407 1xTMT6plex [N-Term] 1.189 1.214 1.183 7.213908672 80.76 0 2227.249527 3 743.0875244 -0.676658719 -0.000502363 105.1157896IFTSIGEDYDER 24 528281407 1xTMT6plex [N-Term] 1.18 1.168 1.131 4.713103294 66.42 0 1673.821997 2 837.4151001 0.553670172 0.000463373 57.12092755KLEAAEDIAYQLSR 28 528281407 2xTMT6plex [N-Term; K1] 0.983 1.156 0.78 6.182640076 52.08 1 2065.169375 3 689.0609131 -0.575973187 -0.000396494 71.13364563NITYLPAGQSVLLQLPQ 4 528281407 1xTMT6plex [N-Term] 0.947 4.547772884 31.65 0 2084.195307 3 695.4030151 -0.390870203 -0.00027155 93.10289403FGLALAVAGGVVNSALYNVDAGHR 3 528281407 1xTMT6plex [N-Term] 1.088 1.786 6.120764732 74 0 2600.414635 3 867.4733887 -3.469632978 -0.003007495 111.9129661AATFGLILDDVSLTHLTFGK 4 528281407 2xTMT6plex [N-Term; K20] 1.252 1.034 5.475776196 62 0 2577.469246 3 859.8266602 -1.481480819 -0.001272824 112.2679829VLPSITTEILK 24 528281407 2xTMT6plex [N-Term; K11] 1.051 1.118 1.081 4.479948997 67.32 0 1672.06608 2 836.5314331 -6.273824455 -0.005245125 89.39723662FDAGELITQR 12 528281407 1xTMT6plex [N-Term] 0.899 0.845 0.993 4.069283485 65.76 0 1378.752795 2 689.8797607 -0.399183688 -0.000275188 113.5029969DLQNVNITLR 10 528281407 1xTMT6plex [N-Term] 1.196 1.013 1.266 3.606584549 44.85 0 1414.821543 2 707.9153442 1.320574013 0.000934188 51.56239586QVAQQEAER 6 528281407 1xTMT6plex [N-Term] 1.26 1.311 1.296 3.959578753 38.04 0 1287.685444 2 644.3459473 -0.64150663 -0.000413029 16.86739605NVPVITGSK 10 528281407 2xTMT6plex [N-Term; K9] 1.094 1.158 1.164 3.148894072 40.24 0 1372.856422 2 686.9315186 -0.481536608 -0.00033054 45.34736482QVSDDLTER 6 528281407 1xTMT6plex [N-Term] 1.122 1.011 3.550761938 35.8 0 1291.669125 2 646.3389282 1.126182615 0.000727328 25.38246249EFTEAVEAK 24 528281407 2xTMT6plex [N-Term; K9] 1.052 1.132 1.165 3.949021101 46.02 0 1481.825181 2 741.4155884 -0.864340952 -0.000640401 44.36137533ILFRPVASQLPR 8 528281407 1xTMT6plex [N-Term] 0.804 1.388 0.861 3.909469604 22.01 0 1626.005262 3 542.6732788 0.013078544 7.09E-06 63.67924799VFESIGK 14 528281407 2xTMT6plex [N-Term; K7] 1.186 1.065 1.033 2.915438652 37.08 0 1237.755645 2 619.3811646 -0.478687728 -0.000296249 53.33405151528881278 ZMYND8 protein kinase C-binding protein 1 isoform i 23613 NP_001268704.1 3.889789303 1 4 4 13 1234 137.081 7.08 1.32 1.18 1.38 1.29 Significant 0.00209 SSQGSSSSTQSAPSETASASK 6 528881278 2xTMT6plex [N-Term; K21] 1.133 1.615 1.379 5.370228291 66.2 0 2430.199625 3 810.737915 -0.178319842 -0.000144451 19.25794227ASPEPEKDFSEK 3 528881278 3xTMT6plex [N-Term; K7; K12] 1.206 0.669 2.821496964 3.18 1 2051.126397 3 684.3793335 -1.438186219 -0.000983301 37.78524047GFPFWPAK 2 528881278 2xTMT6plex [N-Term; K8] 1.408 2.597282648 29.49 0 1407.818914 2 704.4126587 -0.620248228 -0.000436599 81.08656715EIPFSVK 2 528881278 2xTMT6plex [N-Term; K7] 1.178 2.350466728 18.33 0 1277.786945 2 639.395752 -2.126969414 -0.001358907 60.33040384530339581 NCAPG2 condensin-2 complex subunit G2 isoform b 54892 NP_001268862.1 2.422145329 1 2 2 8 1156 132.111 6.77 0.82 1.3 1.51 1.21 Significant 0.0273 GVLSTLIAGPVVEISHQLR 6 530339581 1xTMT6plex [N-Term] 0.428 1.298 1.506 5.97151804 42.1 0 2218.312068 3 740.1092529 0.512871511 0.000379236 101.6870196VAFVDMLLK 2 530339581 2xTMT6plex [N-Term; K9] 1.486 3.527665377 39.21 0 1493.916579 2 747.4620361 0.145018556 0.000108323 100.5154335

530788252 YAP1 transcriptional coactivator YAP1 isoform 9 10413 NP_001269030.1 12.5984252 1 5 5 32 508 54.908 5.24 0.73 0.86 0.78 0.79 Significant 0.00229
GDSETDLEALFNAVMNPK 12 530788252 2xTMT6plex [N-Term; K18] 0.629 0.588 0.719 4.584868908 34.14 0 2409.237197 3 803.7504272 -0.194410795 -0.000156127 110.1408678NINPSTANSPK 4 530788252 2xTMT6plex [N-Term; K11] 0.805 0.677 3.814065456 57.17 0 1600.905891 2 800.958313 2.16036844 0.001729273 30.81814295DESTDSGLSMSSYSVPR 2 530788252 1xTMT6plex [N-Term] 1.338 3.398069143 26.12 0 2046.94873 2 1023.977661 -0.334338797 -0.000342187 43.53996623LQQLQMEK 6 530788252 2xTMT6plex [N-Term; K8] 0.872 0.92 0.91 3.792885303 39.55 0 1475.865606 2 738.4355469 -1.21209546 -0.000894445 50.89283272LDKESFLTWL 8 530788252 2xTMT6plex [N-Term; K3] 0.986 0.921 0.813 2.593393087 24.96 1 1709.98783 2 855.4978638 0.363382155 0.00031069 103.1859994531990816 CAPZB F-actin-capping protein subunit beta isoform 4 832 NP_001269091.1 55.14950166 1 20 20 217 301 33.76 6.43 1.03 1.01 0.97 1 Significant 0.000309 KLEVEANNAFDQYR 10 531990816 2xTMT6plex [N-Term; K1] 1.01 0.969 0.972 5.637294769 38.5 1 2155.154788 3 719.0561523 -0.410294775 -0.00029475 50.42523691LEVEANNAFDQYR 8 531990816 1xTMT6plex [N-Term] 0.814 0.961 1.041 4.982949734 44.24 0 1797.896893 2 899.4537354 1.836041398 0.001650507 52.26132921LTSTVMLWLQTNK 26 531990816 2xTMT6plex [N-Term; K13] 1.177 1.187 1.205 4.621388435 63.42 0 1993.15564 2 997.0797119 -1.752287581 -0.001746291 101.4226835

GCWDSIHVVEVQEK 14 531990816 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 0.983 1.038 0.949 4.035629272 58.25 0 2144.121045 2 1072.562866 -1.207771422 -0.001294804 56.37023747
QMEKDETVSDCSPHIANIGR 8 531990816 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C11] 0.924 0.874 0.527 7.530878544 41.2 1 2745.370019 4 687.0970459 -1.335035432 -0.000916292 38.86757015SGSGTMNLGGSLTR 8 531990816 1xTMT6plex [N-Term] 1.012 0.978 1.423 5.568396568 94.81 0 1566.810721 2 783.9083252 -0.859663109 -0.000673465 36.5006816YDPPLEDGAMPSAR 10 531990816 1xTMT6plex [N-Term] 0.62 0.667 0.666 3.901910543 41.56 0 1747.852251 2 874.428833 -1.065144021 -0.000930857 55.56449417STLNEIYFGK 7 531990816 2xTMT6plex [N-Term; K10] 0.978 0.81 0.935 4.242072105 60.72 0 1629.925229 2 815.465271 -1.20491896 -0.000981964 62.56437244DYLLCDYNR 14 531990816 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.912 1.042 1.196 3.343682766 29.49 0 1460.704131 2 730.8549194 -1.073826506 -0.000784271 47.41893183SPWSNKYDPPLEDGAMPSAR 13 531990816 2xTMT6plex [N-Term; K6] 1.274 1.158 1.157 4.425762177 17.72 1 2676.349207 3 892.7871704 -0.840278812 -0.000749627 59.0327516SGSGTMNLGGSLTR 6 531990816 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.113 1.2 0.998 2.370382786 57.47 0 1582.805636 2 783.9083252 -0.859663109 -0.000673465 36.5006816RLPPQQIEK 12 531990816 2xTMT6plex [N-Term; K9] 0.87 1.132 0.9 3.421347857 21.6 1 1566.973183 3 522.9951172 -1.52158156 -0.000794759 32.2646327NDLVEALKR 5 531990816 2xTMT6plex [N-Term; K8] 1.487 1.211 1.145 3.303783894 13.43 1 1515.925898 3 505.9797058 -0.879896808 -0.000444619 50.89829991NDLVEALK 8 531990816 2xTMT6plex [N-Term; K8] 0.881 0.732 0.736 3.121597052 47.51 0 1359.824787 2 680.4158936 -0.203401664 -0.000138295 55.58879888SVQTFADK 20 531990816 2xTMT6plex [N-Term; K8] 0.985 0.973 0.968 3.549355507 46.42 0 1353.777837 2 677.3927002 0.211903768 0.000143435 36.70702886LVEDMENK 16 531990816 2xTMT6plex [N-Term; K8] 1.092 0.727 0.832 3.622687578 41.04 0 1435.786687 2 718.3969116 -0.097756731 -7.02E-05 47.78073337LPPQQIEK 11 531990816 2xTMT6plex [N-Term; K8] 0.797 0.829 0.908 2.195300817 39 0 1410.872072 2 705.9401245 0.638451533 0.000450387 43.0662106SPWSNKYDPPLEDGAMPSAR 4 531990816 2xTMT6plex [N-Term; K6]; 1xOxidation [M16] 0.871 1.164 2.304902792 7.83 1 2692.344122 3 892.7871704 -0.840278812 -0.000749627 59.0327516

VVGKDYLLCDYNR 1 531990816 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C9] 1.621 2.466014862 1 2073.120317 3 691.7107544 -1.257643555 -0.000869082 54.53861257
SKQEALK 9 531990816 3xTMT6plex [N-Term; K2; K7] 0.978 1.733 0.908 2.659161806 21.26 1 1490.95094 2 745.9793701 0.35139612 0.000261957 27.28722744QEALKNDLVEALKR 1 531990816 3xTMT6plex [N-Term; K5; K13] 1.952 2.389274597 2 2314.406141 4 579.3566895 -0.524193865 -0.000303299 68.52728248KAGDGSK 6 531990816 3xTMT6plex [N-Term; K1; K7] 1.866 1.768 1.725 2.836920977 3.99 1 1349.835576 3 450.6163635 -0.76922245 -0.000346108 17.69412259

532164716 PPP2R5E serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform isoform a 5529 NP_001269108.1 22.26980728 1 8 9 46 467 54.664 6.95 1.02 0.99 1.11 1.04 Significant 0.0012
STLNELVDYITISR 8 532164716 1xTMT6plex [N-Term] 1.028 1.425 0.893 4.910556316 48.34 0 1853.021759 3 618.34729 2.999256301 0.001852562 94.00423249FLESQEFQPSIAK 6 532164716 2xTMT6plex [N-Term; K13] 0.883 0.972 1.04 3.674381018 44.25 0 1982.099899 3 661.3693848 -3.177424674 -0.002099324 69.7368433GCLTEQTYPEVVR 4 532164716 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 3.424 0.761 4.994979382 49.76 0 1780.910101 2 890.9563599 -2.615249044 -0.002328762 44.44826989VLIPLHTVR 6 532164716 1xTMT6plex [N-Term] 1.134 0.963 1.153 3.418136835 45.3 0 1276.830258 3 426.2814636 -0.329096884 -0.000140067 55.91919616CVSSPHFQVAER 2 532164716 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.79 2.963567972 24.45 0 1645.831791 3 549.2826538 0.982685953 0.000539112 31.29033065KLEDLELK 4 532164716 3xTMT6plex [N-Term; K1; K8] 0.945 0.698 3.504106045 14.98 1 1675.060884 3 559.0248413 -0.545236431 -0.000304435 57.56220431SQGKPIELTPLPLLK 2 532164716 3xTMT6plex [N-Term; K4; K15] 1.018 1.192 2.699929953 0 2321.477515 3 774.4967041 -0.842629446 -0.000652048 88.17285992IQEPLFK 12 532164716 2xTMT6plex [N-Term; K7] 1.079 1.02 1.249 2.9850142 29.84 0 1332.829144 2 666.9172974 -1.37012568 -0.000913072 59.95506773DVPSSEQPELFLK 2 532164716 2xTMT6plex [N-Term; K13] 3.518271446 7.2 0 1947.083915 3 649.6972046 -3.520172098 -0.00228469 67.06859884

533112491 PYCR1 pyrroline-5-carboxylate reductase 1, mitochondrial isoform 5 5831 NP_001269210.1 34.39306358 1 7 8 55 346 35.958 7.61 0.88 0.96 1.1 0.98 Significant 0.00428
SLLINAVEASCIR 25 533112491 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.241 1.093 1.159 4.939498901 70.31 0 1674.941007 2 837.9742432 0.121089713 0.000101409 69.4742381VKLDSPAGTALSPSGHTK 2 533112491 3xTMT6plex [N-Term; K2; K18] 1.369 6.545622826 25.87 1 2453.433084 4 614.1132202 -0.8286758 -0.000508275 43.79591325LGAQALLGAAK 6 533112491 2xTMT6plex [N-Term; K11] 0.626 0.987 0.852 4.104668617 67.63 0 1470.94082 2 735.9728394 -1.643695674 -0.00120889 63.4196416EGATVYATGTHAQVEDGR 6 533112491 1xTMT6plex [N-Term] 1.153 0.982 8.215652466 57.39 0 2091.030426 3 697.6816406 -0.027553401 -1.92E-05 24.20095099ELQSMADQEQVSPAAIK 6 533112491 2xTMT6plex [N-Term; K17] 0.943 1.058 0.939 5.318367481 61.26 0 2303.231718 3 768.4154663 0.055602647 4.27E-05 55.46386682GFTAAGVLAAHK 2 533112491 2xTMT6plex [N-Term; K12] 0.848 3.708179235 32.34 0 1600.957533 3 534.3239746 -0.101159382 -5.40E-05 54.15425678IMASSPDMDLATVSALR 4 533112491 1xTMT6plex [N-Term]; 2xOxidation [M2; M8] 0.825 1.238 2.387163162 69.73 0 2039.035043 2 1020.019165 -1.956818686 -0.001995011 58.67586564MLLHSEQHPGQLK 4 533112491 2xTMT6plex [N-Term; K13] 1.008 0.885 4.822601318 21.62 0 1976.115172 4 494.7841492 -0.205038815 -0.000101295 37.27490597

533868883 ABCB8 ATP-binding cassette sub-family B member 8, mitochondrial isoform a 11194 NP_001269220.1 9.523809524 1 5 6 16 735 79.938 8.98 0.27 0.37 0.42 0.35 Significant 0.0152 LEASDEEVYTAAR 2 533868883 1xTMT6plex [N-Term] 1.749 4.395518303 44.22 0 1682.843461 2 841.9249878 -0.452540049 -0.000380777 39.35016503VFEYMALNPCIPLSGGCCVPK 2 533868883 2xTMT6plex [N-Term; K21]; 3xCarbamidomethyl [C10; C17; C18] 0.92 3.7254951 16.8 0 2870.447741 3 957.487915 0.505327851 0.000483506 95.95212153TVLVIAHR 4 533868883 1xTMT6plex [N-Term] 1.088 1.006 3.117777586 30.63 0 1137.730544 2 569.3683472 -0.989789778 -0.000563057 36.62207139ALFSSLLR 2 533868883 1xTMT6plex [N-Term] 1.091 2.912812948 22.03 0 1135.70366 2 568.3549805 -0.859425336 -0.000488026 75.19319528IVALVGQSGGGK 4 533868883 2xTMT6plex [N-Term; K12] 0.191 0.291 0.01 1.882055163 16.39 0 1543.957198 3 515.3239746 0.111672866 5.75E-05 57.23835044VVQEALDR 2 533868883 1xTMT6plex [N-Term] 1.109 2.508093834 14.67 0 1158.668003 2 579.8374023 -0.409964285 -0.000237506 33.90092358538916664 ITGB6 integrin beta-6 isoform a precursor 3694 NP_001269282.1 19.54314721 1 11 11 57 788 85.879 5.55 0.74 0.8 0.82 0.79 Significant 0.000932 LIPGATVGLLQK 8 538916664 2xTMT6plex [N-Term; K12] 0.7 0.797 0.686 4.052903175 45.22 0 1668.082399 3 556.6985474 -0.785213103 -0.0004366 80.78576181
SCIECHLSAAGQAR 6 538916664 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C5] 0.922 0.75 1.947 4.326910973 17.48 0 1788.868253 3 596.9602661 -1.122402476 -0.000669277 36.82466631

GCQLNFIENPVSQVEILK 6 538916664 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C2] 0.77 0.681 1.079 5.451714993 49.75 0 2546.405266 3 849.4732666 -0.007459658 -6.33E-06 90.41094622
TTPEEIANPCSSIPYFCLPTFGFK 6 538916664 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C10; C17] 1.397 0.959 5.142981529 28.93 0 3234.625565 4 809.4098511 -2.470339445 -0.001997656 106.1696986

LGFGSFVEKPVSPFVK 2 538916664 3xTMT6plex [N-Term; K9; K16] 0.769 3.936465502 19.26 0 2425.446215 4 607.1168213 -0.313263492 -0.000189951 87.97481003EAPDHPSCSGR 7 538916664 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.685 0.836 0.705 3.963161945 34.96 0 1441.669142 3 481.2273865 -1.065477596 -0.000512022 14.77497967
LAGIVIPNDGLCHLDSK 4 538916664 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C12] 0.462 0.769 4.728617668 38.23 0 2280.278609 3 760.7664795 2.752565647 0.002092206 74.0435435

LAGATISEEEDFSK 2 538916664 2xTMT6plex [N-Term; K14] 0.74 2.685866117 9.16 0 1955.037358 2 978.0212402 -1.101984697 -0.001077211 56.12558834LRPGGAQTLQVHVR 8 538916664 1xTMT6plex [N-Term] 0.911 0.83 0.7 6.092776299 29.49 0 1761.044501 4 441.0162964 -0.650291985 -0.000286298 35.40384469GDCVCGK 4 538916664 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C3; C5] 0.717 0.836 2.115206957 22.13 0 1253.638249 2 627.3239136 1.835592077 0.001150584 20.09407139
GSTSTFK 4 538916664 2xTMT6plex [N-Term; K7] 1.061 0.836 2.311740875 19.2 0 1185.687959 2 593.348938 2.226569429 0.001320008 24.97053018537544581 NLRX1 NLR family member X1 precursor 79671 NP_001269287.1 6.256410256 1 5 5 18 975 107.548 7.37 0.93 1.07 0.96 0.99 Significant 0.00186 LAGTGLCSDPEEPQEPAAIIVNLLR 6 537544581 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.503 0.663 5.402383804 65.67 0 2892.533824 3 964.8483276 -1.173407141 -0.001131373 111.4108059TEEEFQLLHIFR 4 537544581 1xTMT6plex [N-Term] 0.935 1.049 4.142173767 25.8 0 1790.96385 3 597.6600952 1.050783092 0.000627305 76.07711799TLLPVFLR 4 537544581 1xTMT6plex [N-Term] 0.923 1.109 2.576325893 16.89 0 1187.771346 2 594.3889771 -0.562842705 -0.000334264 84.16590961EVAELVGR 2 537544581 1xTMT6plex [N-Term] 0.959 2.162887335 10.12 0 1101.646539 2 551.3275757 1.212146673 0.000667679 37.4798941NLAEWFSR 2 537544581 1xTMT6plex [N-Term] 0.841 1.49424243 16.25 0 1251.668337 2 626.3378296 0.036039649 2.26E-05 68.10096375540344518 EHD1 EH domain-containing protein 1 isoform 2 10938 NP_001269374.1 66.78832117 1 30 34 267 548 61.888 6.71 0.81 0.83 0.79 0.81 Significant 0.000203 EHQISPGDFPSLR 12 540344518 1xTMT6plex [N-Term] 0.768 0.784 0.784 4.9495821 46.83 0 1711.896499 3 571.303833 0.2608589 0.000148854 45.10617851MQELLQTQDFSK 12 540344518 2xTMT6plex [N-Term; K12] 0.686 0.653 0.645 4.361816406 49.66 0 1926.04067 2 963.5254517 1.535325998 0.00147855 68.06433708LLDTVDDMLANDIAR 30 540344518 1xTMT6plex [N-Term] 0.648 0.572 0.468 4.64257288 62.17 0 1903.999644 3 635.3381958 0.205169337 0.000130214 95.56524232LDISDEFSEVIK 14 540344518 2xTMT6plex [N-Term; K12] 0.857 0.816 0.839 5.00908947 73.31 0 1853.030816 2 927.0178833 -1.255472071 -0.001163214 80.78180034VYGALMWSLGK 20 540344518 2xTMT6plex [N-Term; K11] 0.875 1 0.952 4.701251984 57.01 0 1682.970405 2 841.9865112 -2.768657754 -0.002329785 90.68128355IGPEPTTDSFIAVMHGPTEGVVPGNALVVDPR 10 540344518 1xTMT6plex [N-Term] 0.693 1.034 0.777 6.813417912 36.56 0 3501.82492 4 876.2105103 -1.344643003 -0.001177176 89.57043817LADVDKDGLLDDEEFALANHLIK 8 540344518 3xTMT6plex [N-Term; K6; K23] 0.733 0.938 0.79 6.738013744 46.74 1 3241.792319 4 811.2037964 0.319646286 0.000259057 90.0625357KLFEAEEQDLFK 4 540344518 3xTMT6plex [N-Term; K1; K12] 0.803 0.767 5.879448414 32.61 1 2184.251932 3 728.7549438 -0.757099951 -0.000551232 71.72231178LNAFGNAFLNR 6 540344518 1xTMT6plex [N-Term] 0.788 0.991 0.958 4.178928852 48.28 0 1465.811313 2 733.4083862 -1.239824694 -0.000908675 69.22423222ELVNNLGEIYQK 6 540344518 2xTMT6plex [N-Term; K12] 0.706 0.893 0.611 5.393297195 68.3 0 1878.073684 2 939.5408325 0.374915568 0.00035206 71.49173324QEESLMPSQVVK 7 540344518 2xTMT6plex [N-Term; K12] 0.915 1.046 1.044 5.439768791 65.91 0 1833.019206 2 917.0119629 -1.39482922 -0.001278374 60.210366VYIGSFWSHPLLIPDNR 4 540344518 1xTMT6plex [N-Term] 0.541 0.356 5.321291447 18.95 0 2243.217439 3 748.4094849 -1.577154356 -0.0011793 90.27286551VHAYIISSLK 6 540344518 2xTMT6plex [N-Term; K10] 0.71 0.788 1.078 4.117322922 42.77 0 1588.982685 2 794.9917603 -4.053387271 -0.003220381 55.9716339KKEPELFQTVAEGLR 16 540344518 3xTMT6plex [N-Term; K1; K2] 0.81 0.858 0.906 5.661544323 11.45 2 2432.448006 4 608.8667603 -1.148955442 -0.000698694 63.5169974VKLEGHELPADLPPHLVPPSK 6 540344518 3xTMT6plex [N-Term; K2; K21] 0.905 0.814 0.781 6.387284756 19 1 2960.754024 5 592.9562378 -0.655797523 -0.000388331 67.72470771EPELFQTVAEGLR 2 540344518 1xTMT6plex [N-Term] 0.795 4.697508812 25.79 0 1717.932216 3 573.3150635 -0.919017816 -0.00052627 77.65868581HLIEQDFPGMR 10 540344518 1xTMT6plex [N-Term] 0.83 0.816 0.69 4.208032131 41.75 0 1571.820163 3 524.612793 2.330028801 0.001220795 47.03086057KMQELLQTQDFSK 6 540344518 3xTMT6plex [N-Term; K1; K13] 1.818 1.056 1.242 4.772087097 17.92 1 2283.298565 3 767.1008911 -2.330920434 -0.00178649 48.07812456IILLFDAHK 12 540344518 2xTMT6plex [N-Term; K9] 0.798 0.8 0.856 3.890401125 42.27 0 1527.966306 3 509.9932556 -0.71517565 -0.000364255 86.99339992LFEAEEQDLFK 2 540344518 2xTMT6plex [N-Term; K11] 0.72 3.366098166 28.52 0 1826.994037 3 609.6695557 0.041988198 2.56E-05 81.70548868LLPLEEHYR 10 540344518 1xTMT6plex [N-Term] 0.638 0.534 0.72 3.230460405 35.09 0 1398.794266 3 466.9360046 -0.575848789 -0.000268498 50.45235014FMCAQLPNPVLDSISIIDTPGILSGEK 2 540344518 2xTMT6plex [N-Term; K27]; 1xOxidation [M2]; 1xCarbamidomethyl [C3] 0.318 3.850281477 19.74 0 3389.810071 3 1130.608032 -0.155716781 -0.00017595 112.4764421

KMQELLQTQDFSK 6 540344518 3xTMT6plex [N-Term; K1; K13]; 1xOxidation [M2] 0.898 0.918 0.875 4.576946259 36.35 1 2299.29348 3 767.1008911 -2.330920434 -0.00178649 48.07812456
LPNTVLGK 4 540344518 2xTMT6plex [N-Term; K8] 0.648 0.688 2.94182539 43.92 0 1299.840043 2 650.4230347 -0.962090735 -0.000625282 64.38620148EMPNVFGK 8 540344518 2xTMT6plex [N-Term; K8] 0.815 0.747 0.783 2.972994089 33.85 0 1379.775728 2 690.390625 -1.272003822 -0.00087754 58.86971747SKLPNTVLGK 6 540344518 3xTMT6plex [N-Term; K2; K10] 0.908 0.935 0.887 4.474563122 23.43 1 1744.129967 3 582.0483398 0.286498862 0.000166564 50.85077635FQALKPK 8 540344518 3xTMT6plex [N-Term; K5; K7] 0.904 0.835 0.853 2.776705265 8.48 0 1518.997496 3 507.0038452 -0.338134507 -0.000171208 48.78045283ITGANAK 2 540344518 2xTMT6plex [N-Term; K7] 0.848 2.948078632 17.13 0 1132.709029 2 566.8579102 -0.428598596 -0.000242739 25.87497341ADQIETQQLMR 3 540344518 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.787 1.582 1.554197907 12.09 0 1577.815472 2 789.4089966 -3.014031756 -0.002377793 103.3494359GYDFAAVLEWFAER 2 540344518 1xTMT6plex [N-Term] 0.01 2.790834427 10.05 0 1902.958765 3 634.9908447 -0.412068998 -0.000261383 112.737746IINTPEVVR 6 540344518 1xTMT6plex [N-Term] 0.898 0.837 0.886 3.445797205 28.74 0 1269.772802 2 635.3898315 -0.327620864 -0.000208002 49.04002109DIQSLPR 6 540344518 1xTMT6plex [N-Term] 0.841 0.946 0.877 3.010045052 25.26 0 1057.620325 2 529.3135376 -0.497432467 -0.000263047 34.35238326KLNDLIK 8 540344518 3xTMT6plex [N-Term; K1; K7] 0.981 1.053 1.098 3.347527742 8.61 1 1531.018625 2 766.0126953 -0.333983527 -0.000255667 53.6419501KEPELFQTVAEGLR 2 540344518 2xTMT6plex [N-Term; K1] 0.877 2.401009083 2.7 1 2075.190111 3 692.4023438 1.140642483 0.000789017 69.73150633KLNAFGNAFLNR 1 540344518 2xTMT6plex [N-Term; K1] 1.37 2.477593184 1 1823.069208 3 608.3619385 1.126687719 0.000684677 58.62881304

542133157 ADNP activity-dependent neuroprotector homeobox protein 23394 NP_001269460.1 19.14700544 1 15 15 48 1102 123.485 7.34 1.68 1.52 1.48 1.56 Significant 0.00153
ISNDNPEEHVLK 4 542133157 2xTMT6plex [N-Term; K12] 1.489 1.55 4.243556023 37.34 0 1853.016898 3 618.3449707 1.867856348 0.001153723 38.8926683

YLPTDTLLNHMLIHGLSCPYCR 2 542133157 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C18; C21] 2.216 6.468281269 47.76 0 2903.456777 4 726.6207275 1.482231899 0.001075899 87.68359582SYEALVQHVIEDHER 6 542133157 1xTMT6plex [N-Term] 1.64 1.407 1.26 5.224773407 47.99 0 2054.050433 4 514.2672729 -1.544048322 -0.000792888 65.83640491ICTICNELFPENVYSVHFEK 2 542133157 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C2; C5] 100 4.163899422 20.36 0 2957.494157 3 986.5037231 0.831485529 0.000819705 86.59612741
HQVIQTVHPVEK 2 542133157 2xTMT6plex [N-Term; K12] 1.355 3.16388154 26.59 0 1873.105988 4 469.0315552 -0.852438082 -0.000399177 30.84454371KLDDDSDSPSFFEEKPEEPVVLALDPK 3 542133157 4xTMT6plex [N-Term; K1; K15; K27] 1.566 1.58 4.614144802 2.79 1 3963.129646 4 991.5345459 -3.354057888 -0.003323142 83.90975833IFHAPNASAPSSSLSTFK 2 542133157 2xTMT6plex [N-Term; K18] 2.483 5.344571114 21.51 0 2320.270152 3 774.0943604 -0.700037153 -0.000541425 62.28995341

TLCPLCFSILK 6 542133157 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C3; C6] 2.547 2.563 3.372929335 15.78 0 1810.037105 3 604.0169067 -0.518417635 -0.000312785 91.440668
SSPQAAVPYK 2 542133157 2xTMT6plex [N-Term; K10] 1.384 3.353245497 35.02 0 1505.8728 2 753.4404297 0.519894509 0.000391448 35.84507128SLPSQQMVNR 6 542133157 1xTMT6plex [N-Term] 1.755 1.617 1.787 2.919032335 17.55 0 1388.751749 2 694.8781128 -2.016511636 -0.001400217 44.18341871SDIASHFSNK 4 542133157 2xTMT6plex [N-Term; K10] 1.256 1.493 3.526428223 17.04 0 1563.853127 3 521.9550781 -1.564005569 -0.000815292 34.08369098GHEDDSYEAR 2 542133157 1xTMT6plex [N-Term] 1.448 3.584312201 23.9 0 1407.633802 3 469.8824463 -0.72222819 -0.000338878 14.34656836SPSLSQSQASR 3 542133157 1xTMT6plex [N-Term] 1.448 1 2.792055368 17.18 0 1376.733122 2 688.869873 -0.474243148 -0.000326453 18.4229336SVGQGYSVGQSMR 2 542133157 1xTMT6plex [N-Term] 1.128 3.21228385 32.24 0 1584.800156 2 792.9039917 0.347512862 0.000275369 30.86994335QFEPNDFYLK 2 542133157 2xTMT6plex [N-Term; K10] 1.343 2.766185999 26.87 0 1758.946693 2 879.975769 -1.382375073 -0.001215762 67.45587952

543583768 H6PD GDH/6PGL endoplasmic bifunctional protein isoform 1 precursor 9563 NP_001269516.1 24.43890274 1 15 15 83 802 90.116 7.23 0.98 0.9 0.92 0.93 Significant 0.000663
ESPLVSAWSEELISK 8 543583768 2xTMT6plex [N-Term; K15] 0.959 0.927 1.053 4.221840382 38.79 0 2133.184357 2 1067.094849 -0.907640434 -0.000968082 89.76667385
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

DAHSVLLSHIFHGR 6 543583768 1xTMT6plex [N-Term] 1.204 1.289 0.892 5.178499222 31.69 0 1817.997216 4 455.2546692 -0.203208335 -9.24E-05 47.57963391GSAVVGQYQSYSEQVR 4 543583768 1xTMT6plex [N-Term] 0.959 0.759 3.473088503 29.43 0 1987.008234 2 994.0083008 0.548876689 0.000545311 40.07556844IFYFSVPPFAYEDIAR 10 543583768 1xTMT6plex [N-Term] 0.874 1.188 0.978 4.128405571 28.82 0 2164.131644 3 722.0493164 0.809562004 0.000584 108.816325MSLSLPLINR 6 543583768 1xTMT6plex [N-Term] 0.842 0.919 1.003 4.105379581 47.54 0 1372.818372 2 686.9118652 -1.397556507 -0.000959296 82.9713575LFGSPLSDYYAYSPVR 12 543583768 1xTMT6plex [N-Term] 0.723 0.8 0.856 4.055098057 47.61 0 2064.063958 2 1032.532227 -3.285666112 -0.003390913 88.90489164LFFSQQQPEQLVPGPGPAPMPSDFQVLR 2 543583768 1xTMT6plex [N-Term]; 1xOxidation [M20] 3.128774405 17.6 0 3355.734649 3 1119.246704 -2.708725887 -0.003029922 94.74517975LFFSQQQPEQLVPGPGPAPMPSDFQVLR 2 543583768 1xTMT6plex [N-Term] 3.572124004 12.02 0 3339.739734 3 1119.246704 -2.708725887 -0.003029922 94.74517975TSFYEEYGVIR 6 543583768 1xTMT6plex [N-Term] 1.092 0.955 0.754 4.063615799 30.64 0 1592.815789 2 796.9105835 -1.192208054 -0.000949484 55.9107895TAEDYQALNK 4 543583768 2xTMT6plex [N-Term; K10] 0.777 0.98 3.994146585 45.37 0 1610.879007 2 805.9440308 1.103468001 0.000888777 49.07579318WEGVPFILMSGK 4 543583768 2xTMT6plex [N-Term; K12] 0.97 1.597 3.060069799 17.11 0 1822.033734 3 608.0176392 2.541308859 0.00154345 100.1598202DIEAQLQHAGLR 2 543583768 1xTMT6plex [N-Term] 0.691 3.758191586 15.83 0 1579.87537 3 527.2956543 -1.873723353 -0.00098675 48.52704951ALESLSCPK 6 543583768 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.145 0.966 1.084 3.003975391 16.94 0 1462.833972 2 731.9212036 0.792138127 0.000579383 44.28871173ETVDAEGR 4 543583768 1xTMT6plex [N-Term] 1.202 0.819 2.656818867 37.88 0 1105.568683 2 553.2875366 -0.80169403 -0.000443164 15.92488178NLFRPSLPSSWK 3 543583768 2xTMT6plex [N-Term; K12] 0.534 2.498842716 0.74 0 1890.100174 3 630.7045288 -0.6035258 -0.000380241 66.88764462VDHYLGK 4 543583768 2xTMT6plex [N-Term; K7] 0.828 0.849 2.835418701 16.58 0 1289.761793 3 430.5918579 -0.598947445 -0.0002575 33.50065558
544063423 STIP1 stress-induced-phosphoprotein 1 isoform a 10963 NP_001269581.1 55.08474576 1 42 42 435 590 68.037 7.74 1 1.04 1.04 1.03 Significant 0.000169

DCEECIQLEPTFIK 14 544063423 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C5] 1.328 1.229 1.4 4.110527515 60.18 0 2240.134312 2 1120.56897 -1.629200024 -0.001824813 68.4680144
TYEEGLKHEANNPQLK 9 544063423 3xTMT6plex [N-Term; K7; K16] 1.48 1.665 1.365 4.487932205 18.42 1 2558.418162 3 853.4766235 -1.111974021 -0.000948298 40.47708665KFMNPFNMPNLYQK 6 544063423 3xTMT6plex [N-Term; K1; K14] 1.969 2.303 1.307 5.237891674 31.75 1 2459.35464 3 820.4571533 0.921790986 0.00075567 81.77658808AMADPEVQQIMSDPAMR 14 544063423 1xTMT6plex [N-Term] 0.958 0.995 0.975 4.253974915 47.55 0 2119.018347 2 1060.012329 -0.455492458 -0.000482598 62.40329951ELDPTNMTYITNQAAVYFEK 18 544063423 2xTMT6plex [N-Term; K20] 1.046 1.028 1.062 6.384237766 60.37 0 2806.437353 3 936.1500854 -0.587927731 -0.000549994 93.41110723FMNPFNMPNLYQK 16 544063423 2xTMT6plex [N-Term; K13] 1.531 1.76 1.572 4.278176308 67.61 0 2102.096745 3 701.3701172 -0.450230229 -0.000315476 94.94092871LAYINPDLALEEK 26 544063423 2xTMT6plex [N-Term; K13] 0.963 0.964 1.021 5.140617371 73.4 0 1947.1203 2 974.0637817 -0.006806687 -6.63E-06 79.36188328

ALSVGNIDDALQCYSEAIK 20 544063423 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C13] 1.094 1.076 1.102 6.290541172 84.22 0 2525.33216 3 842.447937 -1.149296275 -0.000967452 91.75918304
KAAALEAMK 6 544063423 3xTMT6plex [N-Term; K1; K9] 1.485 1.652 1.341 4.973976612 34.34 1 1620.01216 3 540.6754761 -0.175774819 -9.49E-05 48.00486413LMDVGLIAIR 6 544063423 1xTMT6plex [N-Term] 0.889 1.222 1.09 3.794828892 58.88 0 1329.812559 2 665.4094238 -0.742791714 -0.000493887 84.92972692KAAALEFLNR 18 544063423 2xTMT6plex [N-Term; K1] 1.607 1.688 1.64 5.205247402 32.5 1 1590.973183 2 795.9888916 -1.681993703 -0.001338003 59.83472508ETKPEPMEEDLPENK 6 544063423 3xTMT6plex [N-Term; K3; K15] 1.008 1.048 0.737 3.73479414 11.21 0 2473.309917 3 830.4398804 0.102809137 8.53E-05 37.55001879DPQALSEHLK 16 544063423 2xTMT6plex [N-Term; K10] 0.692 0.888 0.922 4.270674706 37.08 0 1595.915727 3 532.6428223 -1.136459209 -0.000604564 40.53259764

KETKPEPMEEDLPENKK 3 544063423 5xTMT6plex [N-Term; K1; K4; K16; K17]; 1xOxidation [M8] 1.013 1.159 4.861105442 1.41 2 3203.820622 5 641.569519 -0.665816039 -0.000426631 36.34274464EGLQNMEAR 8 544063423 1xTMT6plex [N-Term] 0.988 1.263 0.905 3.507690668 53.5 0 1276.651701 2 638.8289185 -0.893545151 -0.000570373 25.80727713EKELGNDAYK 4 544063423 3xTMT6plex [N-Term; K2; K10] 0.968 0.791 4.201567173 15.52 1 1854.057589 3 618.6896362 -1.744265449 -0.00107799 33.58098849
ETKPEPMEEDLPENK 2 544063423 3xTMT6plex [N-Term; K3; K15]; 1xOxidation [M7] 0.584 3.162376165 18.37 0 2489.304832 3 830.4398804 0.102809137 8.53E-05 37.55001879

LMDVGLIAIR 14 544063423 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.108 1.052 1.012 2.45265007 34.49 0 1345.807474 2 665.4094238 -0.742791714 -0.000493887 84.92972692AAALEFLNR 6 544063423 1xTMT6plex [N-Term] 0.768 0.719 0.781 3.483485937 37.15 0 1233.715288 2 617.3609009 -0.618045504 -0.000381246 60.46160875TLLSDPTYR 10 544063423 1xTMT6plex [N-Term] 0.98 1.029 0.915 3.331927299 34.02 0 1294.720433 2 647.8637085 -0.225645479 -0.000146074 39.2604878TVDLKPDWGK 10 544063423 3xTMT6plex [N-Term; K5; K10] 0.949 1.08 3.001852274 49.18 0 1846.104146 2 923.5563965 0.742438477 0.000685309 54.70323299LILEQMQK 20 544063423 2xTMT6plex [N-Term; K8] 1.011 0.999 0.995 3.569222689 42.68 0 1460.891093 2 730.9480591 -1.540817073 -0.001125483 70.61035147AAALEAMK 12 544063423 2xTMT6plex [N-Term; K8] 0.866 0.87 0.811 3.94351387 44.69 0 1262.754265 2 631.8811646 0.623804318 0.000393856 49.07822973EAADGYQR 12 544063423 1xTMT6plex [N-Term] 1.06 1.029 1.185 3.034080744 40.01 0 1138.569017 2 569.7880859 -0.107209135 -6.10E-05 16.12106209HEANNPQLK 8 544063423 2xTMT6plex [N-Term; K9] 0.871 0.778 0.709 3.526810884 25.84 0 1508.858547 3 503.6240234 -0.682441374 -0.000343236 31.32149602KDFDTALK 11 544063423 3xTMT6plex [N-Term; K1; K8] 0.99 1.082 1.086 4.309031963 15.57 1 1624.987719 3 542.3339233 -0.309116471 -0.000167437 45.62538842HDSPEDVK 12 544063423 2xTMT6plex [N-Term; K8] 0.956 0.935 0.967 3.697956562 30.71 0 1384.747265 3 462.2533569 -1.261933685 -0.000582486 19.00179044ELGNDAYK 14 544063423 2xTMT6plex [N-Term; K8] 0.957 1.005 1.068 3.783354044 29.71 0 1367.757101 2 684.3824463 0.376176534 0.000257259 30.61847532
NKGNECFQK 3 544063423 3xTMT6plex [N-Term; K2; K9]; 1xCarbamidomethyl [C6] 1.033 1.039 2.695184231 6.05 1 1812.004114 3 604.6715088 -2.285493051 -0.001380441 28.99821389
GDYPQAMK 8 544063423 2xTMT6plex [N-Term; K8] 1.047 0.872 1.048 2.918173552 32.18 0 1367.739343 2 684.3726196 -1.009185116 -0.000690151 33.27393062YKDAIHFYNK 6 544063423 3xTMT6plex [N-Term; K2; K10] 1.219 1.134 1.202 3.530925751 14.55 1 1986.141594 4 497.2906494 -0.415918861 -0.000206518 60.36919061TYEEGLK 12 544063423 2xTMT6plex [N-Term; K7] 0.788 0.805 1.115 3.165848494 37.14 0 1297.740389 2 649.3733521 -0.740747877 -0.000480649 31.66089469DAIHFYNK 4 544063423 2xTMT6plex [N-Term; K8] 0.767 0.81 3.415436983 18.98 0 1465.82037 3 489.2775269 -1.598492995 -0.000781035 40.93172043ETKPEPMEEDLPENKK 4 544063423 4xTMT6plex [N-Term; K3; K15; K16] 1.008 1.016 0.941 4.007671833 0.55 1 2830.567812 4 708.3955078 -2.688693755 -0.001902632 43.32813791AAALEFLNRFEEAK 2 544063423 2xTMT6plex [N-Term; K14] 1.105 2.993546724 9.03 1 2067.163896 3 689.7249146 -1.792711097 -0.001235276 84.39044426NKPSDLGTK 13 544063423 3xTMT6plex [N-Term; K2; K9] 1.184 1.084 1.101 3.72731185 13.6 0 1647.004432 2 824.0060425 0.22865812 0.0001883 29.67685464
ALDLDSSCK 2 544063423 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.231 3.040189266 16.23 0 1466.792501 2 733.8991089 -1.063385967 -0.000779883 41.58363398

KAAALEAMK 2 544063423 3xTMT6plex [N-Term; K1; K9]; 1xOxidation [M8] 1.518 3.181173325 22.24 1 1636.007075 3 540.6754761 -0.175774819 -9.49E-05 48.00486413
NPVIAQK 8 544063423 2xTMT6plex [N-Term; K7] 1.022 0.978 0.965 3.006914616 33.59 0 1227.782528 2 614.394165 -1.201338055 -0.000737491 33.69347224AMDVYQK 5 544063423 2xTMT6plex [N-Term; K7] 1.12 1.106 0.99 2.851282597 27.18 0 1312.733529 2 664.8676758 -0.277985695 -0.000184684 25.78114314ELIEQLR 8 544063423 1xTMT6plex [N-Term] 1.083 1.022 0.958 2.992966413 31.62 0 1129.67784 2 565.3425293 -0.050931556 -2.88E-05 46.26991369GNECFQK 6 544063423 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.873 0.887 0.982 2.509674311 33.62 0 1340.703292 2 670.8548584 -0.635430024 -0.000425962 27.49810007
AYEDGCK 6 544063423 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.118 0.892 2.295429468 34.67 0 1300.660759 2 650.8337402 -0.426499567 -0.000277366 20.54479965

ETKPEPMEEDLPENKK 1 544063423 4xTMT6plex [N-Term; K3; K15; K16]; 1xOxidation [M7] 0.732 3.431563139 1 2846.562727 4 708.3955078 -2.688693755 -0.001902632 43.32813791
GDYPQAMK 9 544063423 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.111 1.044 1.077 2.287927628 29.64 0 1383.734258 2 684.3726196 -1.009185116 -0.000690151 33.27393062HDSPEDVKR 3 544063423 2xTMT6plex [N-Term; K8] 1.218 0.9 3.829670191 5.4 1 1540.848376 3 514.2876587 0.030408066 1.56E-05 16.61604015LILEQMQK 2 544063423 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 0.986 1.574940205 30.53 0 1476.886008 2 730.9480591 -1.540817073 -0.001125483 70.61035147
KCQQAEK 4 544063423 3xTMT6plex [N-Term; K1; K7]; 1xCarbamidomethyl [C2] 1.816 1.045 1.394 2.496155024 8.36 1 1578.924073 3 526.9790649 -0.906779373 -0.000477245 31.70939622
AMDVYQK 6 544063423 2xTMT6plex [N-Term; K7]; 1xOxidation [M2] 0.959 1.095 1.001 1.867115378 27.23 0 1328.728444 2 664.8676758 -0.277985695 -0.000184684 25.78114314

544063395 USP47 ubiquitin carboxyl-terminal hydrolase 47 isoform a 55031 NP_001269588.1 8.560885609 1 8 8 26 1355 154.6 5.06 1.13 1 1.02 1.05 Significant 0.00148 SFSDEQWYSFNDQHVSR 2 544063395 1xTMT6plex [N-Term] 1.24 3.797989368 28.79 0 2361.073354 3 787.6947021 -1.609617372 -0.001266808 53.87720854WEFEESEEDPVTSIPYQLQR 2 544063395 1xTMT6plex [N-Term] 0.915 3.78451395 14.06 0 2711.303807 3 904.4373779 -2.29642319 -0.002075434 78.4389093LDPFQEVVLESSSVDELR 6 544063395 1xTMT6plex [N-Term] 1.132 1.238 1.102 5.798857212 75.67 0 2291.196823 3 764.4044189 0.820892347 0.000626942 93.46374994LFVLLPEQSPVSYSK 6 544063395 2xTMT6plex [N-Term; K15] 1.092 1.161 1.049 4.168549538 40.74 0 2165.262213 3 722.4248657 -1.001879596 -0.000723111 92.17822116LSEISGIPLDDIEFAK 4 544063395 2xTMT6plex [N-Term; K16] 0.91 3.650786638 31.37 0 2205.241872 2 1103.122192 -2.1600825 -0.002381752 95.60191496FLLDAVFAK 2 544063395 2xTMT6plex [N-Term; K9] 0.974 4.110043526 39.53 0 1481.913208 2 741.4598999 -0.462237133 -0.000342498 100.6804995EIENAAEEPR 2 544063395 1xTMT6plex [N-Term] 0.495 3.429290533 43.54 0 1386.706239 2 693.8591919 3.51065635 0.002434125 22.73456397EQCGLELSIDR 2 544063395 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.074 3.522458315 34.37 0 1548.788923 2 774.899231 1.460718132 0.001131172 44.20202717544186032 PDIA6 protein disulfide-isomerase A6 isoform a 10130 NP_001269633.1 53.25203252 1 20 20 372 492 53.867 5.33 0.92 0.91 0.91 0.92 Significant 0.0000133 GESPVDYDGGR 16 544186032 1xTMT6plex [N-Term] 0.841 1.033 1.145 3.355192661 43.44 0 1380.659289 2 690.8324585 -1.19389905 -0.000824184 22.05939853TCEEHQLCVVAVLPHILDTGAAGR 16 544186032 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C8] 1.595 1.341 0.892 7.305158615 43.14 0 2875.475598 4 719.6234131 -1.312936285 -0.000943829 78.65731772
ALDLFSDNAPPPELLEIINEDIAK 11 544186032 2xTMT6plex [N-Term; K24] 0.872 0.983 6.700657368 61.52 0 3095.691653 3 1032.569336 0.581857853 0.000600418 112.6442308LAAVDATVNQVLASR 85 544186032 1xTMT6plex [N-Term] 0.921 0.949 0.895 6.086446285 87.56 0 1757.011863 3 586.3422852 0.249832548 0.00014632 98.05169087TGEAIVDAALSALR 38 544186032 1xTMT6plex [N-Term] 0.872 0.887 0.936 5.520527363 79.85 0 1615.921651 2 808.4649658 0.621125798 0.000501845 94.82738274EVIQSDSLWLVEFYAPWCGHCQR 2 544186032 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C18; C21] 1.102 4.704367638 26.88 0 3109.486162 3 1037.167236 0.319440037 0.000331098 101.3862162GSFSEQGINEFLR 28 544186032 1xTMT6plex [N-Term] 0.947 0.987 0.855 5.60106945 74.44 0 1712.880515 2 856.9422607 -1.909015601 -0.001634958 65.7603705HHSLGGQYGVQGFPTIK 8 544186032 2xTMT6plex [N-Term; K17] 0.794 0.88 0.881 6.192378044 41.02 0 2284.260256 2 1142.633179 -0.514546502 -0.000587679 51.11877539DVIELTDDSFDK 8 544186032 2xTMT6plex [N-Term; K12] 0.864 0.771 0.787 4.759085178 66.27 0 1854.973695 2 927.9891968 -1.390044138 -0.001289248 66.47753869DGELPVEDDIDLSDVELDDLGKDEL 19 544186032 2xTMT6plex [N-Term; K22] 0.788 0.86 0.93 6.271611214 45.58 1 3216.593515 3 1072.867065 -2.136334885 -0.002290574 94.4590807GSTAPVGGGAFPTIVEREPWDGR 12 544186032 1xTMT6plex [N-Term] 1.493 1.305 1.073 4.744441986 37.73 1 2585.330965 3 862.4466553 -2.147736503 -0.00185087 64.86069758NLEPEWAAAASEVK 33 544186032 2xTMT6plex [N-Term; K14] 1.006 0.901 0.951 5.224648952 69.09 0 1973.074413 2 987.0427856 1.967558364 0.00194107 67.68731021GSTAPVGGGAFPTIVER 20 544186032 1xTMT6plex [N-Term] 0.913 0.947 0.965 6.578162193 94.21 0 1845.006778 2 923.0085449 1.645177561 0.001517682 55.07937854KDVIELTDDSFDK 4 544186032 3xTMT6plex [N-Term; K1; K13] 0.868 0.507 3.939464331 27.1 1 2212.23159 3 738.0786743 -4.574878519 -0.003373564 64.69773971NSYLEVLLK 14 544186032 2xTMT6plex [N-Term; K9] 0.79 0.67 0.787 4.338030815 47.64 0 1536.940151 2 768.9727783 -1.217425007 -0.000935555 81.93710853NRPEDYQGGR 15 544186032 1xTMT6plex [N-Term] 1.064 1.089 0.971 4.933696747 36.24 0 1420.713056 3 474.242218 -0.672097199 -0.000318286 15.88477398SGGYSSGK 14 544186032 2xTMT6plex [N-Term; K8] 0.917 1.017 0.864 3.084951401 32.06 0 1200.662473 2 600.8346558 -0.364754102 -0.000218973 18.62652318VGAVDADK 6 544186032 2xTMT6plex [N-Term; K8] 0.724 0.724 0.689 3.296940088 37.91 0 1232.725073 2 616.8657837 -0.634632332 -0.000391164 30.45042848KAATALK 13 544186032 3xTMT6plex [N-Term; K1; K7] 1.228 1.277 1.232 3.931744576 16.67 1 1389.939647 3 463.9843445 -0.83932618 -0.000388871 31.72647251AATALKDVVK 10 544186032 3xTMT6plex [N-Term; K6; K10] 1.1 1.394 1.473 2.030037165 4.77 1 1703.103417 3 568.3729248 0.471882127 0.000267888 51.83292875544224628 TLE4 transducin-like enhancer protein 4 isoform 1 7091 NP_001269677.1 2.236024845 1 2 2 6 805 87.647 7.58 1.14 0.81 1.35 1.1 Significant 0.0198 TPYGASIFQSK 4 544224628 2xTMT6plex [N-Term; K11] 0.807 1.353 2.638713837 49.19 0 1656.936128 2 828.9697266 -2.385019514 -0.001975912 55.86560032HVYTGGK 2 544224628 2xTMT6plex [N-Term; K7] 1.141 2.265111446 14.77 0 1219.719928 3 407.2446594 -0.412536111 -0.000167726 19.7459543

544346213 POLR1B DNA-directed RNA polymerase I subunit RPA2 isoform 3 84172 NP_001269701.1 7.587382779 1 9 9 24 1173 132.154 7.93 1.28 1.72 1.37 1.45 Significant 0.00838
MTIGMLIESMAGK 4 544346213 2xTMT6plex [N-Term; K13] 3.013 1.989 3.211926222 37.66 0 1840.014655 3 614.0090332 -1.145806431 -0.000702767 111.1062849YFVAELAAMNIK 2 544346213 2xTMT6plex [N-Term; K12] 1.327 3.574342489 24.4 0 1828.044299 2 914.5278931 2.303539808 0.002105486 95.98386859QFLGYVPIMVK 2 544346213 2xTMT6plex [N-Term; K11] 1.31 2.320849657 25.62 0 1753.048656 3 585.0205078 -0.961480729 -0.000561841 92.39706159SEFIDLSEK 6 544346213 2xTMT6plex [N-Term; K9] 1.275 1.574 1.422 2.874686003 25.99 0 1525.851396 2 763.4281616 -1.539493177 -0.001174519 58.17338001EANVYPAECR 2 544346213 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.019 4.035920143 26.59 0 1437.69938 2 719.352356 -1.352484368 -0.000972233 25.34881191

SVAHVCVK 2 544346213 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.604 2.737772226 21.33 0 1357.802612 3 453.2743835 4.407971167 0.001995052 39.09363132AALQELTR 2 544346213 1xTMT6plex [N-Term] 1.121 2.758211613 15.34 0 1130.673088 2 565.8401489 -0.059476464 -3.36E-05 41.52115906KLFALAK 2 544346213 3xTMT6plex [N-Term; K1; K7] 1.015 2.5362432 3.73 1 1478.007332 3 493.3410645 0.88474485 0.000435886 62.18944784AAGYNFYGTER 2 544346213 1xTMT6plex [N-Term] 1.328 2.634036541 7.07 0 1477.727309 2 739.3670044 -0.390180877 -0.00028829 37.0360178544711130 RALGAPB ral GTPase-activating protein subunit beta isoform 1 57148 NP_001269846.1 4.6854083 1 5 5 15 1494 166.692 6.79 0.93 0.88 0.84 0.88 Significant 0.000868 ADLSIPDLHEIVTEELEER 6 544711130 1xTMT6plex [N-Term] 1.273 0.87 0.842 5.72968626 34.68 0 2437.265965 3 813.0943604 1.051565453 0.000854315 89.32738859EVPVIFIHPLNTGLFR 4 544711130 1xTMT6plex [N-Term] 0.809 0.873 4.015817642 32.52 0 2081.210897 3 694.4086304 0.211647595 0.000146828 98.44129787LESDSYSPPHVR 2 544711130 1xTMT6plex [N-Term] 1.023 3.217387438 9.85 0 1615.827751 3 539.27948 -2.391516417 -0.001288093 31.69368055FNMVIPLVDGMIVSR 2 544711130 1xTMT6plex [N-Term] 0.01 2.025593042 2.42 0 1920.064827 2 960.5350342 -1.059917663 -0.001017555 111.406037SEVVLEGK 1 544711130 2xTMT6plex [N-Term; K8] 1.964637756 0 1318.798238 2 659.9024658 -0.442045916 -0.000291485 41.98768785545479030 MTSS1 metastasis suppressor protein 1 isoform 1 9788 NP_001269900.1 6.719367589 1 4 4 22 759 82.628 6.81 1.23 1.16 1.3 1.23 Significant 0.00108 GSYPVWEDFINK 10 545479030 2xTMT6plex [N-Term; K12] 1.27 1.27 1.422 4.226647377 66.5 0 1913.02092 2 957.013855 -0.254649104 -0.000243575 83.7882713DTPQGEDMLNAIR 6 545479030 1xTMT6plex [N-Term] 1.101 1.019 1.257 3.950008392 42.22 0 1688.8475 2 844.927002 -0.45758646 -0.000386397 50.52083505YLLLEETEK 4 545479030 2xTMT6plex [N-Term; K9] 0.969 0.915 3.805818081 40.14 0 1595.929646 2 798.4641113 -5.451320346 -0.004349962 65.46655983
ECSALGGLFQTIISDMK 2 545479030 2xTMT6plex [N-Term; K17]; 1xOxidation [M16]; 1xCarbamidomethyl [C2] 1.286 2.381972075 11.03 0 2344.229276 3 782.0820923 1.044307182 0.000816032 101.5520618545478466 Sep-02 septin-2 isoform b 4735 NP_001269901.1 55.05050505 1 17 17 197 396 45.432 6.89 0.9 0.91 0.87 0.89 Non-Significant #N/A STLINSLFLTDLYPER 20 545478466 1xTMT6plex [N-Term] 1.004 0.956 0.897 5.681815624 58.79 0 2111.158587 2 1056.081787 -1.084390942 -0.001144661 100.8030729LYPWGVVEVENPEHNDFLK 22 545478466 2xTMT6plex [N-Term; K19] 0.896 0.837 0.83 7.155069828 56.71 0 2743.449573 3 915.154541 -0.18335789 -0.000167678 86.66646418ASIPFSVVGSNQLIEAK 18 545478466 2xTMT6plex [N-Term; K17] 1.028 0.991 0.966 5.308466434 54.62 0 2218.28474 3 740.0987549 -1.365082448 -0.001009381 81.48904367TVQIEASTVEIEER 16 545478466 1xTMT6plex [N-Term] 1.01 1.007 0.957 5.35125351 57.79 0 1832.980288 2 916.9943237 0.590612428 0.00054129 50.800218QQPTQFINPETPGYVGFANLPNQVHR 2 545478466 1xTMT6plex [N-Term] 0.833 4.896936893 43.94 0 3181.638046 3 1061.217651 0.111537377 0.000118291 72.55535176ILDEIEEHNIK 18 545478466 2xTMT6plex [N-Term; K11] 0.876 0.988 0.861 4.791836739 57.85 0 1811.031485 3 604.3483887 -0.481705803 -0.000290795 61.75957115MQAQMQMQMQGGDGDGGALGHHV 4 545478466 1xTMT6plex [N-Term] 0.383 0.378 4.400288582 41.91 0 2613.162796 3 871.7250366 -0.85686461 -0.000746376 53.74793033TMLITHMQDLQEVTQDLHYENFR 10 545478466 1xTMT6plex [N-Term] 1.069 1.312 0.914 7.427303314 43.31 0 3091.517856 4 773.6348877 -0.043635119 -3.37E-05 83.6520596TIISYIDEQFER 18 545478466 1xTMT6plex [N-Term] 0.994 0.896 0.929 5.261593819 47.4 0 1742.916232 2 871.9616699 -0.096583098 -8.42E-05 84.04376451VNIVPVIAK 16 545478466 2xTMT6plex [N-Term; K9] 0.895 0.911 0.973 3.891173601 40.69 0 1410.944843 2 705.975769 -0.411925431 -0.000290602 71.87493529KVENEDMNKDQILLEK 8 545478466 4xTMT6plex [N-Term; K1; K9; K16] 0.979 1.26 0.845 5.323947906 16.34 2 2862.641646 4 716.4158936 0.03451314 2.47E-05 53.38870579YLHDESGLNR 12 545478466 1xTMT6plex [N-Term] 0.799 0.83 0.849 3.571856499 35.84 0 1432.738208 3 478.250824 -0.201785763 -9.64E-05 22.20522032KVENEDMNK 2 545478466 3xTMT6plex [N-Term; K1; K9] 0.66 2.779875755 0.55 1 1794.003445 3 598.6726074 -0.098313287 -5.88E-05 26.10370261
KVENEDMNKDQILLEK 9 545478466 4xTMT6plex [N-Term; K1; K9; K16]; 1xOxidation [M7] 0.928 0.93 0.849 4.810639381 14.94 2 2878.636561 4 716.4158936 0.03451314 2.47E-05 53.38870579

VIPGAAEK 4 545478466 2xTMT6plex [N-Term; K8] 0.887 0.885 2.493303061 21.39 0 1242.782194 2 621.8939819 -1.212459287 -0.000753411 52.99256625DQILLEK 6 545478466 2xTMT6plex [N-Term; K7] 0.665 0.637 0.651 2.708755732 34.23 0 1316.818973 2 658.9136963 0.867627326 0.000571254 52.09298448MQEMIAR 6 545478466 1xTMT6plex [N-Term] 0.852 0.8 0.975 2.900311947 38.87 0 1107.585202 2 554.2957764 -0.835525451 -0.000462708 34.74814047ADTLTLK 6 545478466 2xTMT6plex [N-Term; K7] 0.861 0.854 0.848 3.321839333 35.22 0 1219.76621 2 610.3864746 -0.440282118 -0.000268521 44.13095607545687487 GMPR2 GMP reductase 2 isoform 4 51292 NP_001269951.1 29.74238876 1 12 12 71 427 46.908 8.51 0.82 0.94 0.87 0.88 Significant 0.00157 LFYGMSSEMAMK 6 545687487 2xTMT6plex [N-Term; K12] 0.914 0.997 0.898 4.488726616 59.59 0 1852.941155 2 926.9735107 -0.76123606 -0.000705263 76.58002819
GHIISDGGCSCPGDVAK 14 545687487 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C9; C11] 0.963 0.9 0.916 5.63175869 58.21 0 2188.089094 3 730.0349731 0.581586736 0.000424188 33.80035965

AFGAGADFVMLGGMLAGHSESGGELIER 6 545687487 1xTMT6plex [N-Term] 0.715 1.317 100 6.777909756 52.96 0 3008.480742 3 1003.498779 0.34655054 0.00034753 96.65488064
STCTYVGAAK 6 545687487 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.914 1.117 0.96 4.438139439 63.3 0 1515.824135 2 758.4163208 0.811157135 0.000614786 29.55697747

FSLFTAVHK 6 545687487 2xTMT6plex [N-Term; K9] 1.344 1.334 1.369 3.877122641 43.6 0 1507.903706 3 503.3065186 0.859666342 0.000432098 69.16353479TVEVPFKGDVEHTIR 4 545687487 2xTMT6plex [N-Term; K7] 1.2 0.997 4.177033424 13.92 1 2185.238124 4 547.0646362 -0.644638271 -0.000352172 53.44206379KYAGGVAEYR 3 545687487 2xTMT6plex [N-Term; K1] 1.014 0.925 2.766627073 2.64 1 1571.894598 3 524.6362915 -0.176003074 -9.22E-05 29.3767284YAGGVAEYR 2 545687487 1xTMT6plex [N-Term] 0.799 2.850806952 16.71 0 1214.636703 2 607.8212891 -1.153805905 -0.000700728 27.26106371VGIGPGSVCTTR 6 545687487 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.682 0.798 0.77 3.615873814 36.13 0 1432.777964 2 716.8931274 0.707599389 0.000506916 36.65662354TVEVPFK 6 545687487 2xTMT6plex [N-Term; K7] 0.634 0.741 0.708 3.309169769 33.48 0 1277.786945 2 639.3967285 -0.598447772 -0.000382344 55.00911238DVLLRPK 6 545687487 2xTMT6plex [N-Term; K7] 0.905 0.961 0.868 3.246222734 18.36 0 1298.856028 3 433.6239624 1.005690395 0.000435416 37.81557319DILGGIR 6 545687487 1xTMT6plex [N-Term] 0.863 0.863 0.627 2.305089712 36.73 0 972.6039464 2 486.8056946 0.170840512 8.31E-05 45.516852694502847 CIRBP cold-inducible RNA-binding protein isoform 1 1153 NP_001271.1 33.13953488 1 4 4 52 172 18.637 9.51 1.52 1.52 1.58 1.54 Significant 0.000169 GFGFVTFENIDDAK 22 4502847 2xTMT6plex [N-Term; K14] 1.498 1.603 1.765 4.439917088 52.13 0 2018.063513 2 1009.533203 -2.172315178 -0.002191935 82.09872489LFVGGLSFDTNEQSLEQVFSK 12 4502847 2xTMT6plex [N-Term; K21] 1.64 1.928 1.454 5.076348305 54.68 0 2803.491831 3 935.1681519 -0.688125277 -0.000643051 106.5075443YGQISEVVVVK 10 4502847 2xTMT6plex [N-Term; K11] 1.502 1.456 1.602 4.567875385 58.6 0 1679.014379 2 840.0089111 -2.282877636 -0.001916492 63.85946222DSYDSYATHNE 8 4502847 1xTMT6plex [N-Term] 0.899 0.967 0.948 3.713510513 47.95 0 1530.654597 2 765.8302002 -0.962613889 -0.000736715 21.319082
545746385 MED6 mediator of RNA polymerase II transcription subunit 6 isoform 4 10001 NP_001271140.1 3.501945525 1 1 1 6 257 29.663 8.69 1.48 1.55 1.04 1.36 Significant 0.0136

VDALLLDLR 6 545746385 1xTMT6plex [N-Term] 1.481 1.552 1.037 3.720883846 43.07 0 1256.777553 2 628.8910522 -2.168743231 -0.001362814 83.95110478545746335 TRIP12 E3 ubiquitin-protein ligase TRIP12 isoform a 9320 NP_001271143.1 9.117647059 1 14 14 50 2040 225.379 8.69 1.36 1.32 1.45 1.38 Significant 0.000779 SIVSESDVSSFEIQHSGFVK 2 545746335 2xTMT6plex [N-Term; K20] 1.61 5.813768864 33.23 0 2640.392117 3 880.7979126 -4.898112271 -0.004310979 66.47814282LVDLPLGLPFYK 8 545746335 2xTMT6plex [N-Term; K12] 2.008 1.345 1.745 3.636645317 35.84 0 1833.129014 3 611.7144775 -0.073689746 -4.50E-05 110.897045SSAVVVDAIPVFLEK 10 545746335 2xTMT6plex [N-Term; K15] 1.331 1.232 1.376 4.548369884 40.53 0 2032.209449 3 678.0732422 -2.104176566 -0.001425376 98.46544507DIPVTIHNLEEYLR 6 545746335 1xTMT6plex [N-Term] 1.471 1.424 1.436 5.11525774 46.71 0 1941.064293 3 647.6928711 -0.119866586 -7.76E-05 86.52526379YIQNLQGLFALPFGR 4 545746335 1xTMT6plex [N-Term] 1.457 1.52 4.798844337 33.4 0 1966.111183 3 656.0415649 -0.529886504 -0.000347272 108.7787132TLFGVLYEVYSSSAGPAVR 2 545746335 1xTMT6plex [N-Term] 1.937 4.644768238 50.16 0 2245.2066 3 749.0735474 -0.227533696 -0.000170287 111.625704SGSGSESTGAEER 4 545746335 1xTMT6plex [N-Term] 2.891943693 65.74 0 1482.68696 2 741.8468628 -0.344613581 -0.000255477 14.45423225GEEVTLSNPK 2 545746335 2xTMT6plex [N-Term; K10] 1.504 3.179501057 50.43 0 1531.873194 2 766.4400024 -0.303848379 -0.000232729 37.73901796SETSKPGPSGLQAK 3 545746335 3xTMT6plex [N-Term; K5; K14] 2.259 1.187 3.311021566 23.06 0 2074.21113 3 692.0756836 0.659393458 0.000455907 33.82160053SVYHLEDIVR 2 545746335 1xTMT6plex [N-Term] 1.148 3.647894144 19.44 0 1459.810644 3 487.2753296 0.541898728 0.00026369 48.05554521SPTTTQSPK 2 545746335 2xTMT6plex [N-Term; K9] 1.578 2.41166997 12.92 0 1404.809865 2 702.9082031 -0.523643817 -0.00036781 21.5624857LVDNFQHEENLLQQVASK 1 545746335 2xTMT6plex [N-Term; K18] 1.193 4.427399158 0 2570.397872 3 857.4692993 -1.76117512 -0.001508974 77.3022071SAQSPSTSK 2 545746335 2xTMT6plex [N-Term; K9] 100 2.074173689 14.91 0 1350.762915 2 675.8850708 -0.037081591 -2.50E-05 29.84381972
HPDCANVK 2 545746335 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 0.998 2.643438816 4.7 0 1398.75639 3 466.9232178 -0.922397707 -0.00043007 25.53951653

546232057 ZFYVE16 zinc finger FYVE domain-containing protein 16 isoform a 9765 NP_001271165.1 3.703703704 1 4 4 16 1539 168.755 4.82 1.04 0.97 1.1 1.04 Significant 0.00131
ISLLPNDEDSLPPLLVASGEK 6 546232057 2xTMT6plex [N-Term; K21] 1.191 0.944 1.238 5.097679615 50.54 0 2665.506419 3 889.175293 1.840823273 0.001635575 100.9169798DHGGFLFITPTFQK 2 546232057 2xTMT6plex [N-Term; K14] 0.951 5.09612751 27.33 0 2066.147518 3 689.3859253 -2.078898557 -0.00143177 79.87500753SILLQSLIEGMEDR 6 546232057 1xTMT6plex [N-Term] 2.546 1.046 2.884 3.941469193 42.55 0 1832.998915 3 611.6715088 0.577107372 0.000352612 107.5359384EGLVLGQK 2 546232057 2xTMT6plex [N-Term; K8] 0.67 2.74420476 6.67 0 1301.819308 2 651.4130249 -0.410683195 -0.000267318 55.40855926

546232153 PITPNB phosphatidylinositol transfer protein beta isoform isoform 3 23760 NP_001271207.1 64.46886447 1 14 17 119 273 31.68 6.65 1 1.09 1.09 1.06 Significant 0.0008
NETGGGEGIEVLK 12 546232153 2xTMT6plex [N-Term; K13] 0.807 0.979 0.953 4.471222878 73.52 0 1760.97945 2 880.9924927 -0.988562608 -0.000870419 48.39129031MIAPEGSLVFHEK 6 546232153 2xTMT6plex [N-Term; K13] 0.98 0.942 0.995 5.645297527 45.51 0 1916.071576 3 639.3615723 -0.737087874 -0.000470771 63.52300172

VVLPCSVQEYQVGQLYSVAEASK 18 546232153 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C5] 1.237 1.152 1.176 6.099817276 72.29 0 3012.611629 3 1004.873779 -1.608109498 -0.00161487 87.22752902TVEIVHIDIADR 4 546232153 1xTMT6plex [N-Term] 1.289 0.963 5.285596848 55.94 0 1609.911087 3 537.3063965 -4.006722438 -0.002150156 56.24921374ADEDPALFQSVK 12 546232153 2xTMT6plex [N-Term; K12] 0.867 0.88 0.923 3.855578661 64.73 0 1777.973636 2 889.4899292 -0.592900559 -0.000527081 55.99298761
ELANSPDCPQMCAYK 12 546232153 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C8; C12] 1.41 1.511 1.386 4.443319798 41.57 0 2242.070666 2 1121.539917 0.843409801 0.000945492 45.57737804

SQVEPADYKADEDPALFQSVK 2 546232153 3xTMT6plex [N-Term; K9; K21] 1.162 3.687538624 17.45 1 3024.613293 3 1008.874634 -1.304111445 -0.001314811 62.79434158AWNAYPYCR 6 546232153 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.204 1.145 1.309 3.627301216 32.65 0 1429.688421 2 715.3476563 -0.269541247 -0.00019268 41.42998824MEDETQKELETMR 6 546232153 2xTMT6plex [N-Term; K7] 0.957 0.973 1.039 3.819752932 13.64 1 2098.056062 3 700.0219727 -2.238653836 -0.001565607 40.23422982TIVTNEYMK 2 546232153 2xTMT6plex [N-Term; K9] 0.804 3.980266333 40.23 0 1556.875836 2 778.9413452 -0.271377012 -0.00021125 56.52942311WIDLTMEDIR 4 546232153 1xTMT6plex [N-Term] 0.911 100 3.486375809 31.58 0 1520.798031 2 760.901062 -2.093267152 -0.001591718 78.2928721SQVEPADYK 6 546232153 2xTMT6plex [N-Term; K9] 0.83 0.901 0.91 3.287027597 28.99 0 1494.82043 2 747.9176025 5.016353787 0.003749274 29.14132139
QLFCWIDK 12 546232153 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.039 1.337 1.26 3.661183357 34.74 0 1567.870692 2 784.4380493 -1.192520019 -0.000934859 81.00439106
SKVPAFVR 9 546232153 2xTMT6plex [N-Term; K2] 1.418 2.158 1.586 3.12316227 3.76 1 1361.866927 3 454.6264343 -1.598549345 -0.00072567 42.21375789VENFIQK 6 546232153 2xTMT6plex [N-Term; K7] 1.105 0.961 0.856 2.872619629 33.85 0 1335.803658 2 668.4055176 0.075442412 5.04E-05 52.30007732WWGLQSK 6 546232153 2xTMT6plex [N-Term; K7] 1.154 1.302 1.234 2.667796373 27.56 0 1362.793427 2 681.8999634 -0.570396196 -0.000388666 60.19157758GPLGPNWK 2 546232153 2xTMT6plex [N-Term; K8] 0.891 2.686338425 13.75 0 1326.793427 2 663.8996582 -1.045892843 -0.000693842 52.00041542

547235570 FKBP9 peptidyl-prolyl cis-trans isomerase FKBP9 isoform 2 precursor 11328 NP_001271270.1 16.37239165 1 9 9 71 623 69.111 5.31 1.06 1.05 0.98 1.03 Significant 0.000596
LAPGFDAELIVK 14 547235570 2xTMT6plex [N-Term; K12] 1.097 1.092 1.071 4.250814915 39.26 0 1731.045679 2 866.0274048 1.071144647 0.0009271 83.55306418GQLITGMDQALVGMCVNER 6 547235570 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.134 100 4.531213284 16.24 0 2321.161323 3 774.3914795 -0.619346628 -0.000479201 77.36112915IITIPPFLAYGEDGDGK 20 547235570 2xTMT6plex [N-Term; K17] 0.882 0.797 0.819 4.869427681 46.74 0 2264.257856 3 755.4234009 -0.974576847 -0.000735564 102.2288279YHYVGTFPDGQK 6 547235570 2xTMT6plex [N-Term; K12] 1.115 1.014 1.028 4.098219872 28.41 0 1869.989955 3 624.001709 0.330998102 0.000206321 43.41503599
GLLGMCVGEK 4 547235570 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.186 1.281 4.538232327 49.42 0 1521.853327 2 761.4302368 -0.08547288 -6.50E-05 68.47671916TIQVSDFVR 4 547235570 1xTMT6plex [N-Term] 0.771 0.734 3.718203545 24.96 0 1293.736417 2 647.3720703 0.345553387 0.000223528 54.99752398DSISIENK 6 547235570 2xTMT6plex [N-Term; K8] 1.305 1.125 1.043 3.475058079 27.28 0 1363.783316 2 682.3951416 -0.226998579 -0.000154788 37.75051908VTAEEFK 8 547235570 2xTMT6plex [N-Term; K7] 0.965 1.135 1.28 3.0396595 35.51 0 1281.745474 2 641.3763428 -0.050909581 -3.26E-05 41.81741661VVPENCER 3 547235570 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.885 0.926 2.25024271 4.82 0 1231.630238 2 616.3164063 -3.817525631 -0.00235089 22.07134269

548923888 NOLC1 nucleolar and coiled-body phosphoprotein 1 isoform 1 9221 NP_001271317.1 31.31170663 1 1 25 153 709 74.702 9.47 1.28 1.35 1.28 1.3 Significant 0.00032 RVVPSDLYPLVLGFLR 7 548923888 1xTMT6plex [N-Term] 1.269 1.855 1.635 5.205897808 26.39 1 2073.242197 3 691.7526855 0.629878471 0.000435297 111.026531ATGATQQDANASSLLDIYSFWLK 8 548923888 2xTMT6plex [N-Term; K23] 1.409 1.41 0.883 6.891845703 67.81 0 2958.561308 3 986.8599854 1.384072954 0.001364955 112.1539157VVPSDLYPLVLGFLR 16 548923888 1xTMT6plex [N-Term] 1.51 1.426 1.345 3.927401543 37.05 0 1917.141087 3 639.7202148 2.610523182 0.001668247 112.9086327DNQLSEVANK 12 548923888 2xTMT6plex [N-Term; K10] 1.25 1.251 1.387 4.259759903 46.74 0 1575.874256 2 788.4407349 -0.04011325 -3.16E-05 35.87893798NKPGPYSSVPPPSAPPPKK 2 548923888 4xTMT6plex [N-Term; K2; K18; K19] 1.928 4.203965187 13.04 1 2861.705901 4 716.1821899 0.359581194 0.000257254 46.51297418NSEEEEEEK 6 548923888 2xTMT6plex [N-Term; K9] 1.517 1.045 1.125 4.236172676 50.09 0 1580.769182 2 790.8878174 -0.52120473 -0.000411952 17.28304216GAAGDWGER 6 548923888 1xTMT6plex [N-Term] 1.202 1.227 1.27 3.683612823 42.27 0 1147.569352 2 574.2888184 0.878734473 0.000504204 22.8632978NSSNKPAVTTK 5 548923888 3xTMT6plex [N-Term; K5; K11] 1.198 1.212 1.264 2.564017296 8.03 0 1834.100123 3 612.0370483 -1.925282281 -0.001177053 26.93066802VADNSFDAK 8 548923888 2xTMT6plex [N-Term; K9] 1.285 1.495 1.219 3.721252203 44.79 0 1424.778565 2 712.892395 -0.738157468 -0.000525855 36.96228067



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SPAVKPAAAPK 2 548923888 3xTMT6plex [N-Term; K5; K11] 1.611 3.766597986 17.09 0 1724.103752 2 862.5550537 -0.534230103 -0.000460534 32.4940464AALSLPAK 10 548923888 2xTMT6plex [N-Term; K8] 1.333 1.357 1.274 3.344992876 48.97 0 1228.80293 2 614.9047241 -0.616785486 -0.000378954 49.32053266EAETPQAK 6 548923888 2xTMT6plex [N-Term; K8] 1.865 1.405 1.355 3.742100954 37.03 0 1331.757101 2 666.3822021 0.019700946 1.31E-05 20.70446552LQTPNTFPK 4 548923888 2xTMT6plex [N-Term; K9] 0.99 0.898 2.833480597 16.97 0 1503.893535 3 501.9693298 -0.065874375 -3.30E-05 51.05052864SLGTQPPK 10 548923888 2xTMT6plex [N-Term; K8] 1.071 1.082 1.77 2.984220505 37.67 0 1285.788008 2 643.3978271 0.287743293 0.000184988 29.89383161KAAVPAK 4 548923888 3xTMT6plex [N-Term; K1; K7] 2.06 2.112 3.16287756 17.61 1 1371.929082 3 457.9810791 -0.290171932 -0.000132698 28.44049531QPVGGGQK 16 548923888 2xTMT6plex [N-Term; K8] 1.127 1.219 1.262 2.272170305 26.45 0 1228.741392 2 614.8726807 -2.691519873 -0.001653591 104.9079987AAVVVSK 6 548923888 2xTMT6plex [N-Term; K7] 1.253 1.264 1.237 2.996377707 42.05 0 1131.750166 2 566.3783569 -0.643669278 -0.000364236 36.70986513SLGTQPPKK 5 548923888 3xTMT6plex [N-Term; K8; K9] 1.488 1.365 1.094 2.783719301 9.49 1 1643.045903 3 548.3531494 -0.613292551 -0.000335889 31.41225483KQNEAAK 4 548923888 3xTMT6plex [N-Term; K1; K7] 1.533 1.605 3.081774712 14.13 1 1475.914889 3 492.6430664 -0.164359918 -8.09E-05 25.36648526MVATTKPK 2 548923888 3xTMT6plex [N-Term; K6; K8] 1.314 1.499 2.67257452 0 1562.990696 3 521.6677856 -1.210727876 -0.000630785 34.37625177NSEEEEEEKKK 1 548923888 4xTMT6plex [N-Term; K9; K10; K11] 0.77 1.733779192 2 2295.284972 4 574.5761108 -1.02753717 -0.000589623 21.0611823ATTKPPPAK 2 548923888 3xTMT6plex [N-Term; K4; K9] 1.938 0.989 2.452510118 0 1598.024439 3 533.3461914 -0.261573753 -0.000139334 26.62819175EEEIEVDSR 2 548923888 1xTMT6plex [N-Term] 0.799 1.654972434 9.55 0 1334.663705 2 667.8357544 0.394682991 0.000263385 24.46934497ITPVTVK 2 548923888 2xTMT6plex [N-Term; K7] 1.327 2.58984375 30.05 0 1215.807681 2 608.40802 0.89064996 0.00054143 44.82141721GVKPQAK 7 548923888 3xTMT6plex [N-Term; K3; K7] 3.325 2.479 1.567 2.104564905 17.57 0 1414.934896 2 707.9720459 1.356526637 0.000959698 26.48121261
548923795 NOLC1 nucleolar and coiled-body phosphoprotein 1 isoform 3 9221 NP_001271318.1 31.85714286 1 1 25 161 700 73.702 9.47 1.47 1.5 1.29 1.42 Significant 0.00213

ATGATQQDANASSLLDIYSFWLNR 16 548923795 1xTMT6plex [N-Term] 1.468 1.495 1.285 7.980608463 83.57 0 2871.447451 3 957.8203125 -0.371613974 -0.00035569 107.5656914RVVPSDLYPLVLGFLR 7 548923795 1xTMT6plex [N-Term] 1.269 1.855 1.635 5.205897808 26.39 1 2073.242197 3 691.7526855 0.629878471 0.000435297 111.026531VVPSDLYPLVLGFLR 16 548923795 1xTMT6plex [N-Term] 1.51 1.426 1.345 3.927401543 37.05 0 1917.141087 3 639.7202148 2.610523182 0.001668247 112.9086327DNQLSEVANK 12 548923795 2xTMT6plex [N-Term; K10] 1.25 1.251 1.387 4.259759903 46.74 0 1575.874256 2 788.4407349 -0.04011325 -3.16E-05 35.87893798NKPGPYSSVPPPSAPPPKK 2 548923795 4xTMT6plex [N-Term; K2; K18; K19] 1.928 4.203965187 13.04 1 2861.705901 4 716.1821899 0.359581194 0.000257254 46.51297418NSEEEEEEK 6 548923795 2xTMT6plex [N-Term; K9] 1.517 1.045 1.125 4.236172676 50.09 0 1580.769182 2 790.8878174 -0.52120473 -0.000411952 17.28304216GAAGDWGER 6 548923795 1xTMT6plex [N-Term] 1.202 1.227 1.27 3.683612823 42.27 0 1147.569352 2 574.2888184 0.878734473 0.000504204 22.8632978NSSNKPAVTTK 5 548923795 3xTMT6plex [N-Term; K5; K11] 1.198 1.212 1.264 2.564017296 8.03 0 1834.100123 3 612.0370483 -1.925282281 -0.001177053 26.93066802VADNSFDAK 8 548923795 2xTMT6plex [N-Term; K9] 1.285 1.495 1.219 3.721252203 44.79 0 1424.778565 2 712.892395 -0.738157468 -0.000525855 36.96228067SPAVKPAAAPK 2 548923795 3xTMT6plex [N-Term; K5; K11] 1.611 3.766597986 17.09 0 1724.103752 2 862.5550537 -0.534230103 -0.000460534 32.4940464AALSLPAK 10 548923795 2xTMT6plex [N-Term; K8] 1.333 1.357 1.274 3.344992876 48.97 0 1228.80293 2 614.9047241 -0.616785486 -0.000378954 49.32053266EAETPQAK 6 548923795 2xTMT6plex [N-Term; K8] 1.865 1.405 1.355 3.742100954 37.03 0 1331.757101 2 666.3822021 0.019700946 1.31E-05 20.70446552LQTPNTFPK 4 548923795 2xTMT6plex [N-Term; K9] 0.99 0.898 2.833480597 16.97 0 1503.893535 3 501.9693298 -0.065874375 -3.30E-05 51.05052864SLGTQPPK 10 548923795 2xTMT6plex [N-Term; K8] 1.071 1.082 1.77 2.984220505 37.67 0 1285.788008 2 643.3978271 0.287743293 0.000184988 29.89383161KAAVPAK 4 548923795 3xTMT6plex [N-Term; K1; K7] 2.06 2.112 3.16287756 17.61 1 1371.929082 3 457.9810791 -0.290171932 -0.000132698 28.44049531QPVGGGQK 16 548923795 2xTMT6plex [N-Term; K8] 1.127 1.219 1.262 2.272170305 26.45 0 1228.741392 2 614.8726807 -2.691519873 -0.001653591 104.9079987AAVVVSK 6 548923795 2xTMT6plex [N-Term; K7] 1.253 1.264 1.237 2.996377707 42.05 0 1131.750166 2 566.3783569 -0.643669278 -0.000364236 36.70986513SLGTQPPKK 5 548923795 3xTMT6plex [N-Term; K8; K9] 1.488 1.365 1.094 2.783719301 9.49 1 1643.045903 3 548.3531494 -0.613292551 -0.000335889 31.41225483KQNEAAK 4 548923795 3xTMT6plex [N-Term; K1; K7] 1.533 1.605 3.081774712 14.13 1 1475.914889 3 492.6430664 -0.164359918 -8.09E-05 25.36648526MVATTKPK 2 548923795 3xTMT6plex [N-Term; K6; K8] 1.314 1.499 2.67257452 0 1562.990696 3 521.6677856 -1.210727876 -0.000630785 34.37625177NSEEEEEEKKK 1 548923795 4xTMT6plex [N-Term; K9; K10; K11] 0.77 1.733779192 2 2295.284972 4 574.5761108 -1.02753717 -0.000589623 21.0611823ATTKPPPAK 2 548923795 3xTMT6plex [N-Term; K4; K9] 1.938 0.989 2.452510118 0 1598.024439 3 533.3461914 -0.261573753 -0.000139334 26.62819175EEEIEVDSR 2 548923795 1xTMT6plex [N-Term] 0.799 1.654972434 9.55 0 1334.663705 2 667.8357544 0.394682991 0.000263385 24.46934497ITPVTVK 2 548923795 2xTMT6plex [N-Term; K7] 1.327 2.58984375 30.05 0 1215.807681 2 608.40802 0.89064996 0.00054143 44.82141721GVKPQAK 7 548923795 3xTMT6plex [N-Term; K3; K7] 3.325 2.479 1.567 2.104564905 17.57 0 1414.934896 2 707.9720459 1.356526637 0.000959698 26.48121261
548923669 TAMM41 phosphatidate cytidylyltransferase, mitochondrial isoform a 132001 NP_001271330.1 18.10089021 1 6 6 28 337 38.055 9.13 1 0.99 1.02 1 Significant 0.0000773

ELYGSILQENPQVVYK 8 548923669 2xTMT6plex [N-Term; K16] 1.077 1.062 0.968 4.545849323 43.34 0 2338.305869 3 780.1063232 -0.62112637 -0.000484128 72.97611007LGLSAIVRPSSIR 4 548923669 1xTMT6plex [N-Term] 0.906 1.278 4.048609257 26.55 0 1597.995091 3 533.3366089 0.114080548 6.08E-05 60.84666955SVIYSSLK 4 548923669 2xTMT6plex [N-Term; K8] 1.098 1.189 3.687882423 39.23 0 1354.834624 2 677.9168701 -6.022798269 -0.004079948 50.88169218GIFTAGLK 6 548923669 2xTMT6plex [N-Term; K8] 0.855 0.896 0.928 2.871800184 43.08 0 1264.80293 2 632.9053345 0.3659031 0.000231398 59.95277809QAGPSSDQK 2 548923669 2xTMT6plex [N-Term; K9] 0.831 2.473306417 11.95 0 1375.758164 2 688.3823242 -0.575844302 -0.000396111 17.59118393MVVGEDK 4 548923669 2xTMT6plex [N-Term; K7] 1.024 0.938 2.741119862 21.16 0 1235.70698 2 618.3566284 -0.809256627 -0.000500002 33.60833061548923663 TMEM40 transmembrane protein 40 isoform a 55287 NP_001271335.1 10.04016064 1 2 2 18 249 26.877 5.6 0.73 0.94 0.71 0.79 Significant 0.00849 ETEDVDYGETDFHK 10 548923663 2xTMT6plex [N-Term; K14] 0.697 1.161 0.754 4.723029613 33.31 0 2143.023165 3 715.0124512 -0.1700422 -0.000121468 41.30944056AGLFSQEQYER 8 548923663 1xTMT6plex [N-Term] 0.85 0.678 0.508 4.282605171 43.51 0 1556.790637 2 778.8981323 -1.059353469 -0.000824596 40.7948663950428925 TBCB tubulin-folding cofactor B isoform 1 1155 NP_001272.2 52.04918033 1 10 10 68 244 27.308 5.15 1.13 1.05 0.89 1.02 Significant 0.00472 YTISQEAYDQR 10 50428925 1xTMT6plex [N-Term] 1.091 1.257 1.004 4.292057991 61.77 0 1602.796116 2 801.9016113 -0.106341504 -8.52E-05 30.22284282LDQEDALLGSYPVDDGCR 12 50428925 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.153 1.155 1.179 5.487329006 61.59 0 2252.070242 2 1126.538452 -0.272950245 -0.000307352 60.49443871GTVMYVGLTDFKPGYWIGVR 6 50428925 2xTMT6plex [N-Term; K12] 1.265 1.16 0.932 4.595396519 25.6 0 2717.488935 3 906.4998169 -1.485885132 -0.001345959 97.03653357AQQEAEAAQR 6 50428925 1xTMT6plex [N-Term] 0.942 1.134 0.915 4.159056187 54.01 0 1330.691258 2 665.8492432 -0.035990223 -2.39E-05 15.43988744AQASSIPVGSR 6 50428925 1xTMT6plex [N-Term] 1.072 1.057 1.044 3.843377113 50.95 0 1301.73748 2 651.3717651 -0.941738701 -0.000612948 26.53535531YGAFVKPAVVTVGDFPEEDYGLDEI 10 50428925 2xTMT6plex [N-Term; K6] 1.206 1.345 1.298 4.021286488 24.45 0 3188.644369 3 1063.550903 -1.948178707 -0.002070683 97.12342243SLTIAEFK 4 50428925 2xTMT6plex [N-Term; K8] 1.413 0.911 3.241793394 19.76 0 1366.834624 2 683.9205322 -0.611395746 -0.000417838 65.76320065IHVIDHSGAR 4 50428925 1xTMT6plex [N-Term] 0.996 0.987 3.702162504 17.5 0 1333.753798 3 445.2568665 1.685292471 0.000749255 20.23654355YFECQAK 6 50428925 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.199 1.229 1.003 2.822736025 30.51 0 1403.739343 2 702.3728638 -0.635681362 -0.000446165 36.7558136
YDEPLGK 4 50428925 2xTMT6plex [N-Term; K7] 0.896 0.68 2.946926832 21.44 0 1279.729824 2 640.3682861 -0.41295777 -0.000264237 37.24634932

550544217 RICTOR rapamycin-insensitive companion of mTOR isoform 2 253260 NP_001272368.1 8.602771363 1 13 13 54 1732 194.888 7.74 1.06 1.09 0.91 1.02 Significant 0.00297
YLIQDSSILQK 8 550544217 2xTMT6plex [N-Term; K11] 0.968 1.145 0.953 4.067525387 48.12 0 1766.046407 3 589.3533936 -0.441418716 -0.000259855 66.7819723AFAHDAGGLPSGTGGLVK 4 550544217 2xTMT6plex [N-Term; K18] 1.132 1.112 5.022383213 48.83 0 2113.180609 3 705.0643921 -0.939754255 -0.000661957 52.67285981HIEDTGSTPSIGENDLK 2 550544217 2xTMT6plex [N-Term; K17] 0.827 4.0186553 20.97 0 2271.186876 3 757.7331543 -0.865727693 -0.00065541 42.1281411

TISSEALDILDEACEDK 2 550544217 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C14] 0.762 3.993050814 21.53 0 2367.200143 3 789.7372437 -1.252624531 -0.000988404 88.25575558
LLCDIGHSEEK 4 550544217 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.324 1.493 3.106494188 23.95 0 1758.946041 3 586.9863281 -0.91543172 -0.000536732 46.11924641
ASAALNCLK 6 550544217 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.798 0.834 0.739 3.854098797 54.18 0 1405.823742 2 703.4156494 0.199639625 0.000140329 46.20164553
DAFGYATLK 4 550544217 2xTMT6plex [N-Term; K9] 1.091 1.071 3.823442459 36.85 0 1443.824787 2 722.4154053 -0.867939889 -0.000626577 56.00664162HSPDTAEGQLKEDR 4 550544217 2xTMT6plex [N-Term; K11] 1.349 1.158 4.109753609 4.5 1 2041.071452 4 511.0225525 -1.505213871 -0.000768062 21.1901869LTVSSLDYSR 6 550544217 1xTMT6plex [N-Term] 1.207 1.059 0.961 3.333388329 35.48 0 1369.752461 2 685.3793945 -0.692407955 -0.000474214 48.74987119LALLNEAK 2 550544217 2xTMT6plex [N-Term; K8] 1.268 3.130877495 24.77 0 1329.850608 2 665.4290771 0.202832464 0.000134868 62.44660396GGLNTILK 5 550544217 2xTMT6plex [N-Term; K8] 0.812 0.758 2.192736387 21.17 0 1273.824393 2 637.4154663 -0.578747602 -0.000368611 54.09901639GLLLLLR 6 550544217 1xTMT6plex [N-Term] 1.215 1.454 1.049 2.068476439 31.15 0 1026.723668 2 513.8660889 1.201408338 0.000616757 86.02251292LLYFYKPSSK 1 550544217 3xTMT6plex [N-Term; K6; K10] 1.034 2.151449203 0 1933.176582 3 645.0638428 0.203121803 0.00013089 70.14610266

554506556 ACADM medium-chain specific acyl-CoA dehydrogenase, mitochondrial isoform d precursor 34 NP_001272972.1 29.95594714 1 11 11 90 454 50.238 7.8 1.32 1.23 1.22 1.26 Significant 0.00064
EEIIPVAAEYDK 10 554506556 2xTMT6plex [N-Term; K12] 1.214 1.216 1.198 4.290032387 52.84 0 1835.020252 2 918.0112305 -2.76151312 -0.002533716 61.04752049ENVLIGDGAGFK 18 554506556 2xTMT6plex [N-Term; K12] 1.301 1.141 1.124 5.055597305 49.68 0 1677.957592 3 559.9902344 -0.85946451 -0.000480715 58.43426432AFTGFIVEADTPGIQIGR 12 554506556 1xTMT6plex [N-Term] 1.083 0.515 1.131 4.909145355 48.01 0 2121.15417 3 707.7164917 -9.074499446 -0.006416137 84.69214312TRPVVAAGAVGLAQR 2 554506556 1xTMT6plex [N-Term] 1.039 5.895133018 35.69 0 1695.022703 3 565.6798096 1.281788695 0.00072422 37.79961365IYQIYEGTSQIQR 6 554506556 1xTMT6plex [N-Term] 1.399 1.405 1.295 3.96576643 44.76 0 1827.980229 2 914.4924316 -1.445370529 -0.001321054 56.21805111MTEEPLMCAYCVTEPGAGSDVAGIK 12 554506556 2xTMT6plex [N-Term; K25]; 2xCarbamidomethyl [C8; C11] 1.64 2.726 1.769 5.149554253 60.22 0 3144.512585 3 1048.840576 -1.720519231 -0.001803398 76.1038105AAWEVDSGR 10 554506556 1xTMT6plex [N-Term] 1.225 1.147 0.957 3.050499678 40.09 0 1219.626867 2 610.3167114 -0.590589185 -0.000360149 28.37838999NTYYASIAK 2 554506556 2xTMT6plex [N-Term; K9] 1.562 3.727304935 30.78 0 1488.846251 2 744.9263306 -0.581831191 -0.000433129 54.26948023GIVFEDVK 6 554506556 2xTMT6plex [N-Term; K8] 1.333 1.092 3.57707119 37.89 0 1364.818973 2 682.9107666 -3.456038469 -0.002358433 58.69266974VAMGAFDK 6 554506556 2xTMT6plex [N-Term; K8] 1.291 1.393 1.319 2.912611961 33.62 0 1296.738615 2 648.8726807 -0.408719127 -0.000265001 51.02759361ALDEATK 6 554506556 2xTMT6plex [N-Term; K7] 1.384 1.369 1.414 3.191817284 40.82 0 1205.714174 2 603.3604736 -0.417523809 -0.000251707 28.66640733554790405 C11orf98 uncharacterized protein C11orf98 102288414 NP_001273015.1 39.83739837 1 5 5 26 123 14.225 11.53 1.15 1.28 1.3 1.24 Significant 0.00143 VVGAVIDQGLITR 12 554790405 1xTMT6plex [N-Term] 1.159 1.147 1.403 4.200370312 65.21 0 1569.952558 3 523.9889526 -0.161106679 -8.43E-05 67.45023972ANITLSGK 6 554790405 2xTMT6plex [N-Term; K8] 1.153 1.36 1.316 3.347284555 37.5 0 1261.788008 2 631.3967285 -1.44817413 -0.000913644 40.97469251APQDVEMKDLEDES 2 554790405 2xTMT6plex [N-Term; K8] 0.929 1.424617052 1.81 1 2064.020722 2 1032.514038 0.037641034 3.88E-05 49.73436824TSEPQLK 4 554790405 2xTMT6plex [N-Term; K7] 1.204 1.195 2.892713547 16.92 0 1260.756373 2 630.8814087 -0.66027601 -0.000416224 28.29486347KLLQQIR 2 554790405 2xTMT6plex [N-Term; K1] 1.197 2.547856808 4.89 1 1356.909126 3 452.9743958 -0.362503377 -0.000163961 39.18554324554790401 RIC8A synembryn-A isoform 2 60626 NP_001273063.1 47.64595104 1 19 19 102 531 59.671 5.33 1.01 1.07 0.96 1.01 Significant 0.000983 YTGYGNAAGLLAAR 4 554790401 1xTMT6plex [N-Term] 0.972 1.21 4.454155922 43.95 0 1626.880121 2 813.944458 0.933366636 0.000759238 52.86607301LAELLVSVLEQGLPPSHR 9 554790401 1xTMT6plex [N-Term] 1.018 1.127 1.26 7.014167786 56.81 0 2187.269869 3 729.762146 0.921723611 0.000672019 113.0300072CLCNLVLSSPVAQMLAAEAR 6 554790401 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C1; C3] 0.873 1.007 0.955 5.057310581 39.95 0 2432.266123 3 811.4263916 -0.617109821 -0.000500325 109.2454818

ESVAPVLSVLTECAR 3 554790401 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.843 1.274 4.084967613 17.71 0 1860.009815 3 620.6738892 -1.451814668 -0.00090013 80.73625233GEVDEEDAALYR 2 554790401 1xTMT6plex [N-Term] 0.818 4.740154743 65.95 0 1595.775047 2 798.3901978 -1.208041316 -0.000963881 47.52807629SFPHDVQFFDLR 10 554790401 1xTMT6plex [N-Term] 0.926 0.928 1.419 4.825485706 38.28 0 1736.895771 3 579.6365356 -0.412976079 -0.000239099 68.44631789SYNQEHSQSFTFDDAQQEDR 6 554790401 1xTMT6plex [N-Term] 0.784 1.438 0.709 6.079306602 45.24 0 2661.165081 3 887.7261353 -0.46182339 -0.000409663 33.07535439
LKESVAPVLSVLTECAR 4 554790401 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C15] 1.097 1.059 4.231554031 18.47 1 2330.351774 3 777.4544067 -1.33307992 -0.001035515 89.16912739

AVAEAVETGEEDVIMEALR 18 554790401 1xTMT6plex [N-Term] 1.005 1.135 1.111 6.702271938 85.2 0 2261.153243 3 754.3892822 0.022125739 1.67E-05 99.77566519LLTDTLELTLGVTPEGNPPPTLLPSQETER 4 554790401 1xTMT6plex [N-Term] 1.61 5.234119415 40.17 0 3460.862411 3 1154.29126 -0.92018773 -0.001061548 109.8433482TEEFHGHAVNLLGNLPLK 4 554790401 2xTMT6plex [N-Term; K18] 0.98 0.936 4.52895689 19.52 0 2447.381099 4 612.5987549 -3.231952209 -0.001977455 69.38307341VEEKPPNPMEGMTEEQK 4 554790401 3xTMT6plex [N-Term; K4; K17] 0.554 0.791 4.590025425 21.3 0 2660.38785 3 887.4639282 -3.991227081 -0.003539404 51.00188443VLFNITLDSIK 2 554790401 2xTMT6plex [N-Term; K11] 1.239 3.235664606 32.45 0 1721.061329 2 861.0350342 0.850015831 0.000731465 98.26932679LMTHLDTDVK 4 554790401 2xTMT6plex [N-Term; K10] 0.758 0.79 4.884513855 38.95 0 1630.923849 3 544.3114014 -2.574147432 -0.001399413 58.94762646ASINPVTGR 4 554790401 1xTMT6plex [N-Term] 1.048 0.869 3.043387413 31.74 0 1143.668337 2 572.3378296 0.03944298 2.26E-05 41.3016449LLFLLTALR 6 554790401 1xTMT6plex [N-Term] 1.178 1.168 1.031 2.982040644 12.86 0 1288.85541 2 644.9310913 -0.391000269 -0.000251971 112.8904122VIWLQSVR 4 554790401 1xTMT6plex [N-Term] 1.129 1.061 2.620529413 23.38 0 1229.756759 2 615.381897 -0.196156423 -0.000120612 66.9021284AQVLPPLR 6 554790401 1xTMT6plex [N-Term] 1.124 1.138 1.133 2.918953419 26.27 0 1122.719645 2 561.862915 -0.972051999 -0.000545671 51.2475386LMTHLDTDVKR 2 554790401 2xTMT6plex [N-Term; K10] 1.491 3.634004354 4.93 1 1787.02496 4 447.5111694 -1.181962016 -0.000528049 42.00560439555290099 C2CD5 C2 domain-containing protein 5 isoform b 9847 NP_001273104.1 1.897533207 1 1 1 8 1054 116.394 6.24 1.72 1.23 1.17 1.37 Significant 0.0157 VPDVLFTTIDLPTDATVIGK 8 555290099 2xTMT6plex [N-Term; K20] 1.72 1.232 1.168 4.557470798 41.29 0 2573.484227 3 858.4996338 0.047059619 4.04E-05 109.2316118555290149 SCAF8 protein SCAF8 isoform a 22828 NP_001273117.1 5.114899926 1 2 5 34 1349 148.768 9.06 1.46 1.48 1.23 1.39 Significant 0.00331 DVGFGSLVIPGGSVASNLATSALPAGNVFNAPTK 6 555290149 2xTMT6plex [N-Term; K34] 1.46 1.479 5.001180172 48.89 0 3687.015781 4 922.5109253 1.651783512 0.001522538 105.2553402VPGLYVIDSIVR 18 555290149 1xTMT6plex [N-Term] 1.438 1.323 3.844232798 35.77 0 1559.935845 2 780.47052 -1.334356758 -0.001040755 95.61965238VLPVYGGPK 2 555290149 2xTMT6plex [N-Term; K9] 1.229 2.94836235 33.13 0 1387.871343 2 694.4384766 -1.201044324 -0.000833447 55.7026133IAWALNK 4 555290149 2xTMT6plex [N-Term; K7] 1.172 1.332 3.010367393 29.41 0 1273.803264 2 637.4058228 0.867471331 0.000552494 67.25644781VLNLWQK 4 555290149 2xTMT6plex [N-Term; K7] 1.375 1.315 2.918674707 38.01 0 1358.856028 2 679.9327393 1.60001176 0.001087093 71.5029597555943918 HMOX2 heme oxygenase 2 isoform a 3163 NP_001273196.1 45.40540541 1 13 13 187 370 41.643 5.44 1.27 1.27 1.28 1.27 Significant 0.00000685 ETLEDGFPVHDGK 8 555943918 2xTMT6plex [N-Term; K13] 1.487 1.139 1.387 4.355184078 38.51 0 1902.000913 3 634.6713867 -0.686831295 -0.000435451 45.85733986YMGDLSGGQVLK 14 555943918 2xTMT6plex [N-Term; K12] 1.263 1.301 1.348 4.815813541 67.42 0 1725.960963 2 863.4838257 -0.340733554 -0.000294046 58.22608028NKDHPAFAPLYFPMELHR 6 555943918 2xTMT6plex [N-Term; K2] 1.346 1.418 1.299 5.126942635 15.67 1 2641.411354 5 532.2858887 -2.232214432 -0.00118638 58.57401189NKDHPAFAPLYFPMELHR 10 555943918 2xTMT6plex [N-Term; K2]; 1xOxidation [M14] 1.379 1.496 1.396 5.464405537 23.52 1 2657.406269 5 532.2858887 -2.232214432 -0.00118638 58.57401189DHPAFAPLYFPMELHR 6 555943918 1xTMT6plex [N-Term] 1.024 1.03 0.997 5.531116486 34.61 0 2170.110531 4 543.2832031 0.207920285 0.000112803 74.25410907DMEYFFGENWEEQVQCPK 28 555943918 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 1.263 1.238 1.264 4.686175346 47.98 0 2794.289309 3 932.1003418 -1.015238245 -0.000945623 82.80845086
LPSTGEGTQFYLFENVDNAQQFK 18 555943918 2xTMT6plex [N-Term; K23] 1.389 1.237 1.241 7.125724316 62.27 0 3091.577686 3 1031.200317 2.81819489 0.002904223 88.1942267IHYIGQNEPELLVAHAYTR 14 555943918 1xTMT6plex [N-Term] 1.441 1.597 1.351 7.019331932 61.61 0 2453.313859 4 614.0836182 -0.495608723 -0.000303971 60.52267514AFEYNMQIFNELDQAGSTLAR 15 555943918 1xTMT6plex [N-Term] 0.793 1.311 1.481 6.523526192 68.69 0 2647.302367 3 883.1051636 -0.540046865 -0.000476556 96.8195099AFEYNMQIFNELDQAGSTLAR 18 555943918 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.083 1.304 0.959 6.605694771 62.44 0 2663.297282 3 883.1051636 -0.540046865 -0.000476556 96.8195099GALEGSSCPFR 8 555943918 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.703 0.93 0.01 3.875715256 34.3 0 1409.704465 2 705.3552856 -0.830309449 -0.000585245 48.58071267MADLSELLK 12 555943918 2xTMT6plex [N-Term; K9] 1.294 1.119 3.371265888 51.9 0 1477.870023 2 739.4381104 -0.729832027 -0.000539298 83.74060033MNALDLNMK 12 555943918 2xTMT6plex [N-Term; K9] 1.277 1.327 1.215 3.961197138 51.52 0 1507.837677 2 754.4222412 -0.312313542 -0.000235459 63.21661074AENTQFVK 6 555943918 2xTMT6plex [N-Term; K8] 1.194 1.293 0.833 3.529728651 37.62 0 1394.804386 2 697.9053345 -0.712404332 -0.000496832 34.95746412IVEEANK 12 555943918 2xTMT6plex [N-Term; K7] 1.216 1.244 1.489 3.274904013 25.48 0 1260.756373 2 630.8810425 -1.241214477 -0.000782435 32.98664062555943903 TPT1 translationally-controlled tumor protein isoform 1 7178 NP_001273201.1 66.49746193 1 8 8 130 197 22.559 5.24 0.86 0.85 0.9 0.87 Significant 0.000308 NYQFFIGENMNPDGMVALLDYR 5 555943903 1xTMT6plex [N-Term] 0.216 0.714 1.567 4.776973248 37.54 0 2836.363587 3 946.1244507 -1.688207126 -0.001596123 106.5038882VKPFMTGAAEQIK 12 555943903 3xTMT6plex [N-Term; K2; K13] 0.665 0.748 0.69 6.943075657 45.33 0 2107.255243 3 703.0900269 0.134770767 9.47E-05 60.60479972DLISHDEMFSDIYK 35 555943903 2xTMT6plex [N-Term; K14] 0.942 0.906 1 5.087042809 52.33 0 2171.109477 2 1086.059204 0.761939065 0.000827127 66.39028016DLISHDEMFSDIYK 10 555943903 2xTMT6plex [N-Term; K14]; 1xOxidation [M8] 0.974 0.87 0.978 4.437773228 51.99 0 2187.104392 2 1086.059204 0.761939065 0.000827127 66.39028016

EIADGLCLEVEGK 32 555943903 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.025 1.025 1.074 5.38004303 80.77 0 1891.024685 2 946.015686 -0.312015857 -0.000295015 66.20345119
TEGNIDDSLIGGNASAEGPEGEGTESTVITGVDIVMNHHLQETSFTK 2 555943903 2xTMT6plex [N-Term; K47]; 1xOxidation [M36] 4.986782074 44.5 0 5331.585098 4 1333.647827 -2.92957647 -0.003904822 77.32721217
TEGNIDDSLIGGNASAEGPEGEGTESTVITGVDIVMNHHLQETSFTK 8 555943903 2xTMT6plex [N-Term; K47] 0.708 0.78 9.971213341 36.62 0 5315.590183 4 1333.647827 -2.92957647 -0.003904822 77.32721217

HILANFK 8 555943903 2xTMT6plex [N-Term; K7] 0.673 0.657 2.789229155 25.25 0 1300.814163 3 434.2765198 0.648168044 0.000281049 44.24824141LEEQRPER 12 555943903 1xTMT6plex [N-Term] 0.907 0.963 0.845 3.44762969 15.79 0 1285.706179 2 643.3570557 0.509663977 0.000327639 17.364543DGLEMEK 6 555943903 2xTMT6plex [N-Term; K7] 0.695 0.881 0.703 2.663044691 13.5 0 1279.696809 2 640.3514404 -0.941770438 -0.00060259 35.71232162556695502 SUMO3 small ubiquitin-related modifier 3 isoform 2 6612 NP_001273345.1 14.89361702 1 1 2 34 141 15.758 6.92 0.91 0.87 1.19 0.99 Significant 0.0102 VAGQDGSVVQFK 28 556695502 2xTMT6plex [N-Term; K12] 0.998 0.987 1.042 4.758269787 64.61 0 1692.968491 2 846.9874268 -0.539971287 -0.000457077 50.98141365TENDHINLK 6 556695502 2xTMT6plex [N-Term; K9] 0.911 0.87 1.194 2.862828493 11.62 0 1541.868777 3 514.6276245 -0.296247547 -0.000152258 44.92350285557440901 RNF40 E3 ubiquitin-protein ligase BRE1B isoform 1 9810 NP_001273501.1 10.08991009 1 6 8 28 1001 113.609 6.29 1.27 1.15 1.2 1.21 Significant 0.000831 GDSEPLSEAAQAHTR 4 557440901 1xTMT6plex [N-Term] 1.455 1.241 5.922520161 52 0 1797.89287 3 599.9711304 3.319215166 0.001989198 22.56357195TEVIQLEDTLAQVR 4 557440901 1xTMT6plex [N-Term] 1.375 5.469 4.188579082 45.53 0 1844.032658 3 615.3499756 1.472478158 0.000905099 78.27207439SQVDAQLLTVQK 2 557440901 2xTMT6plex [N-Term; K12] 1.115 3.377500057 20.84 0 1788.06312 2 894.5344849 -0.797809329 -0.000713267 55.40425384KEELVPSEEDFQGITPGAQGPSSR 2 557440901 2xTMT6plex [N-Term; K1] 1.526 4.496376038 18.6 1 3016.562764 3 1006.190125 -2.30199581 -0.002314705 57.81850445VQLEHVQTR 4 557440901 1xTMT6plex [N-Term] 1.232 1.2 3.762564898 25.57 0 1338.769114 3 446.9277344 -0.346710269 -0.000154722 25.11796016AAGDGGSGPPEKK 2 557440901 3xTMT6plex [N-Term; K12; K13] 1.244 2.876346588 7.6 1 1858.063737 3 620.0258789 -0.351947695 -0.00021798 24.44642693GLLLATK 6 557440901 2xTMT6plex [N-Term; K7] 1.084 1.012 1.098 2.421106815 34.99 0 1173.797116 2 587.4013672 -1.412633391 -0.000829072 55.32458422AQEDISR 4 557440901 1xTMT6plex [N-Term] 1.181 1.516 2.317489862 14.73 0 1047.563204 2 524.28479 -0.859358053 -0.000450116 99.76951137557636683 REPS1 ralBP1-associated Eps domain-containing protein 1 isoform c 85021 NP_001273540.1 8.668341709 1 5 5 24 796 86.609 5.69 1.01 1.03 0.83 0.96 Significant 0.00439
AAQLPNDVVLQIMELCGATR 6 557636683 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.573 1.455 1.221 5.033024788 48.41 0 2428.288966 3 810.1005859 -0.725431579 -0.000587186 105.5270418TAASAPANVSK 6 557636683 2xTMT6plex [N-Term; K11] 0.877 0.936 0.743 4.244778156 36.92 0 1474.862963 2 737.9348145 -0.414373244 -0.000305572 28.30786214LNSELQQQLK 2 557636683 2xTMT6plex [N-Term; K10] 0.998 3.301753998 42.82 0 1658.984141 2 829.9951172 -0.713300972 -0.000591678 52.17516013TGVLAAVLASQPSIPR 4 557636683 1xTMT6plex [N-Term] 0.64 0.929 4.529001236 36.32 0 1809.079549 3 603.6981201 0.142725378 8.61E-05 86.4277202LVAVAQSGFPLR 6 557636683 1xTMT6plex [N-Term] 1.009 1.038 0.904 3.566665888 34.28 0 1486.894315 2 743.9466553 -5.569052921 -0.004140297 76.31327174557636673 MICAL1 protein-methionine sulfoxide oxidase MICAL1 isoform 3 64780 NP_001273542.1 7.918968692 1 6 6 28 1086 119.746 6.38 1.1 1 1.19 1.09 Significant 0.00249 TVEETQVPEISGVAR 6 557636673 1xTMT6plex [N-Term] 1.912 0.987 2.142 4.518198013 49.23 0 1843.996273 2 922.5003662 -1.527599685 -0.001408444 48.62794137AQLQPNPPAQLANYEFDVLISAAGGK 6 557636673 2xTMT6plex [N-Term; K26] 1.092 0.848 100 3.320285559 31.78 0 3170.725019 3 1057.584229 4.135696661 0.004371052 111.5563181LLGSANVVPEALQR 6 557636673 1xTMT6plex [N-Term] 1.132 0.838 0.977 4.308358669 47.36 0 1695.995485 2 848.4992676 -2.492007666 -0.002113217 67.39293096AKENAEDAGGK 2 557636673 3xTMT6plex [N-Term; K2; K11] 1.143 2.120382547 0.67 1 1777.005888 3 593.0059204 -1.508278363 -0.000893407 20.57535984DLYDVLAK 6 557636673 2xTMT6plex [N-Term; K8] 0.891 1.035 1.059 3.631212711 39.34 0 1394.829538 2 697.9188232 0.596312562 0.000415877 68.05264251LSELALGTGAQG 2 557636673 1xTMT6plex [N-Term] 1.113 2.292614937 28.81 0 1345.752461 2 673.3803101 0.65586147 0.000441314 59.31857714557636651 RBM26 RNA-binding protein 26 isoform 2 64062 NP_001273561.1 16.07324517 1 13 14 65 983 110.956 9.07 1.15 1.18 1.13 1.15 Significant 0.000159

ALCIDQLDVFLQK 2 557636651 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.402 4.005358696 48.91 0 2021.150555 2 1011.079529 0.606732232 0.000613149 98.95097536
TLEPICDADPSALAK 2 557636651 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.113 4.384814262 44.01 0 2059.114563 3 687.0430298 -0.013080638 -8.98E-06 62.67920893

EGSTQQLQTTSPK 10 557636651 2xTMT6plex [N-Term; K13] 0.833 0.935 1.06 3.839068651 40.21 0 1863.022377 2 932.0123901 -2.615801411 -0.002436648 26.10648296VMQPLVQQPILPVVK 2 557636651 2xTMT6plex [N-Term; K15] 1.015 4.492715359 21.37 0 2147.339024 3 716.4508057 -0.540253681 -0.000386703 90.59815526AISSTEAVLNNR 6 557636651 1xTMT6plex [N-Term] 1.348 1.231 1.006 4.902540684 54.74 0 1503.832836 2 752.4196167 -0.584899825 -0.000439796 49.84228166MIIENFEALK 8 557636651 2xTMT6plex [N-Term; K10] 1.039 1.232 1.121 3.74372673 32.78 0 1665.964986 2 833.4850464 -1.302240192 -0.001084743 81.794655TIGSGEPGVPTKK 4 557636651 3xTMT6plex [N-Term; K12; K13] 1.418 1.731 2.984126806 18.72 1 1958.188938 3 653.4008179 -0.529839945 -0.000345842 39.14406785AEAEAAAVHGAR 8 557636651 1xTMT6plex [N-Term] 1.202 1.084 1.36 5.315709114 37.76 0 1381.738542 3 461.2506409 -0.84878039 -0.000390931 18.34157073KYTELQLEAAK 3 557636651 3xTMT6plex [N-Term; K1; K11] 1.211 1.165 3.724179506 4.14 1 1981.193689 3 661.0687256 -1.042508968 -0.000688471 51.81748133VEFFPHQEK 6 557636651 2xTMT6plex [N-Term; K9] 1.105 1.084 1.121 4.108192444 23.79 0 1618.899349 3 540.3041992 -0.805821406 -0.000434848 57.98815074ETQIFVEK 4 557636651 2xTMT6plex [N-Term; K8] 1.285 1.135 3.523397684 34.12 0 1451.851002 2 726.4291382 -0.001413928 -1.03E-06 49.91487379IVVDSESR 4 557636651 1xTMT6plex [N-Term] 1.131 0.994 2.928506851 21.43 0 1133.636369 2 567.3214722 -0.618252979 -0.000350437 25.19056997SEDKAEIMK 4 557636651 3xTMT6plex [N-Term; K4; K9] 1.18 1.801 1.393 2.70496583 0.16 1 1738.002383 3 580.0059204 0.474792484 0.000275063 37.2791321KEEITKEEER 2 557636651 3xTMT6plex [N-Term; K1; K6] 1.259 1.088 2.902655363 2 1978.142382 4 495.291748 1.405731724 0.000695184 25.46257385557786153 TMEM68 transmembrane protein 68 isoform 1 137695 NP_001273586.1 17.90123457 1 4 4 15 324 37.401 7.85 1.56 1.39 1.13 1.36 Significant 0.00835 TYLGDPIPYDPQITAEELAEK 6 557786153 2xTMT6plex [N-Term; K21] 1.231 1.113 1.047 5.223064423 57.5 0 2821.491163 3 941.1673584 -1.290376073 -0.001213595 87.39544793EALISDETYNIVWGHR 2 557786153 1xTMT6plex [N-Term] 1.072 4.046885967 17.16 0 2132.097384 3 711.3699341 -1.001199065 -0.000711551 70.00359134IPGNIMSALLER 4 557786153 1xTMT6plex [N-Term] 1.191 1.354 1.227 3.565920115 36.57 0 1542.887515 2 771.9476929 0.385369758 0.000297291 94.59170675VVADHFVFK 3 557786153 2xTMT6plex [N-Term; K9] 1.784 1.598 2.338677406 0.67 0 1519.903706 3 507.3058167 -0.532546124 -0.000269806 56.8093948
557948093 MRPS27 28S ribosomal protein S27, mitochondrial isoform 1 23107 NP_001273677.1 40.65420561 1 15 15 114 428 49.119 6.33 0.95 0.93 0.96 0.94 Significant 0.0000868

IESEGLLSLTTQLVK 18 557948093 2xTMT6plex [N-Term; K15] 1.039 0.961 0.916 4.857663631 58.35 0 2089.252042 2 1045.131226 1.499149845 0.001566051 98.72713789EALDVLGAVLK 18 557948093 2xTMT6plex [N-Term; K11] 0.871 1.009 0.943 5.256736279 76.64 0 1585.992915 2 793.4996948 -0.50562115 -0.000400956 94.529135ALTSADGASEEQSQNDEDNQGSEK 6 557948093 2xTMT6plex [N-Term; K24] 1.3 1.073 0.941 6.042896748 78.93 0 2968.365581 3 990.1265869 -0.125694697 -0.000124369 41.55090093
EKEHYCLADLASLMDK 7 557948093 3xTMT6plex [N-Term; K2; K16]; 1xCarbamidomethyl [C6] 0.965 0.968 0.915 4.70578289 15.4 1 2610.387456 4 653.3505859 -2.659455777 -0.001735552 81.31119708

LVEQLDIEETEQSK 8 557948093 2xTMT6plex [N-Term; K14] 0.966 0.922 0.872 4.309706688 39.53 0 2119.153451 3 707.0568848 1.250733813 0.000883499 59.21067672EEIDHAEYYLYK 6 557948093 2xTMT6plex [N-Term; K12] 0.855 0.972 3.998241663 32.97 0 2031.047529 3 677.6860962 -1.867876417 -0.001264582 52.78782916NFGASLLLPGLK 6 557948093 2xTMT6plex [N-Term; K12] 0.77 1.18 1.052 3.471633673 25.25 0 1688.051099 3 563.3549194 -0.529290387 -0.000297823 91.00891157KLPVSSLTISR 12 557948093 2xTMT6plex [N-Term; K1] 0.911 0.976 0.993 4.305775642 25.82 1 1659.056912 3 553.6901245 -0.658123802 -0.000363955 55.66059947ALYTLVNK 4 557948093 2xTMT6plex [N-Term; K8] 0.915 0.957 3.345116615 42.07 0 1379.866258 2 690.4362183 -0.795799271 -0.000549048 63.46215626NWTIHTWIR 4 557948093 1xTMT6plex [N-Term] 2.321 1.436 3.739959955 32.27 0 1455.805834 3 485.9386597 -3.027997272 -0.001469392 57.60500944LIDNISSR 4 557948093 1xTMT6plex [N-Term] 0.812 0.906 2.725770235 25.89 0 1146.668003 2 573.8370361 -1.052993867 -0.000603717 36.84919578VELQQGLR 6 557948093 1xTMT6plex [N-Term] 1.111 0.958 1.003 3.279297829 30.54 0 1171.699638 2 586.3532104 -0.421005134 -0.000246646 45.99749708QEYQAQK 6 557948093 2xTMT6plex [N-Term; K7] 1.101 1.085 1.259 3.061988831 31.09 0 1352.757436 2 676.881897 -0.678972197 -0.000459242 20.63746025VAASPEDIK 7 557948093 2xTMT6plex [N-Term; K9] 0.878 0.916 0.931 3.793204784 43.57 0 1387.819702 2 694.4072876 -8.937115299 -0.006201552 40.24910622KTDFSWEEER 2 557948093 2xTMT6plex [N-Term; K1] 0.874 2.671922684 5.37 1 1784.921935 3 595.6445923 -1.5189037 -0.000903708 40.25631698
557948106 ANAPC4 anaphase-promoting complex subunit 4 isoform 1 29945 NP_001273685.1 3.213844252 1 2 2 8 809 92.157 5.53 0.89 0.77 1.04 0.9 Significant 0.00745 DLIALANTAGEVLLHR 6 557948106 1xTMT6plex [N-Term] 0.845 0.77 1.037 5.150068283 49.67 0 1935.122476 3 645.7102051 -3.314671657 -0.002138099 103.4941077LLAFALADTK 2 557948106 2xTMT6plex [N-Term; K10] 1.082 3.36747098 36.69 0 1520.945237 2 760.9750366 -1.604204908 -0.001219954 89.4761999
557948039 NTMT1 N-terminal Xaa-Pro-Lys N-methyltransferase 1 isoform a 28989 NP_001273727.1 29.14798206 1 5 5 38 223 25.371 5.52 1.1 1.16 1.17 1.15 Significant 0.000365

DNMAQEGVILDDVDSSVCR 2 557948039 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.043 4.937252998 46.03 0 2352.100891 3 784.704834 -0.400415169 -0.000313939 62.11877708EVDMVDITEDFLVQAK 12 557948039 2xTMT6plex [N-Term; K16] 1.066 1.278 1.302 4.276704311 46.08 0 2310.230321 2 1155.61792 -0.760710408 -0.000878708 102.8054292
TGTSCALDCGAGIGR 6 557948039 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C9] 1.363 0.821 1.78 5.312005997 47.99 0 1724.825719 2 862.9154663 -1.196296408 -0.001031701 31.1352235

TYLGEEGK 6 557948039 2xTMT6plex [N-Term; K8] 1.204 0.972 1.083 3.31853056 41.49 0 1354.761852 2 677.8838501 -1.054720197 -0.000714447 33.32640668LLLPLFR 12 557948039 1xTMT6plex [N-Term] 1.051 1.263 1.17 2.689870596 28.96 0 1100.739318 2 550.8737183 0.765161582 0.000421122 94.5417285
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558472822 TNFAIP8 tumor necrosis factor alpha-induced protein 8 isoform c 25816 NP_001273743.1 13.80952381 1 2 2 12 210 24.37 8.78 0.75 1.01 0.99 0.92 Significant 0.0082
SIATTLIDDTSSEVLDELYR 10 558472822 1xTMT6plex [N-Term] 1.648 1.012 0.985 5.879807949 61.93 0 2470.276195 3 824.0955811 -1.62137171 -0.001335079 111.5609758EMLHQIIQR 2 558472822 1xTMT6plex [N-Term] 0.732 2.997486591 13.79 0 1396.79322 3 466.2688293 -0.920345884 -0.000428511 41.59745309558757349 GLIPR2 Golgi-associated plant pathogenesis-related protein 1 isoform e 152007 NP_001273942.1 15.38461538 1 2 2 10 169 18.918 9.61 1.22 0.75 1.22 1.06 Significant 0.021 ASASDGSSFVVAR 4 558757349 1xTMT6plex [N-Term] 0.955 0.753 4.35518837 45.94 0 1482.774987 2 741.890625 -0.683704546 -0.00050689 31.75211904EAQQYSEALASTR 6 558757349 1xTMT6plex [N-Term] 1.395 0.736 1.223 4.395764828 61.3 0 1682.854694 2 841.9302979 -0.816967074 -0.000687418 35.952170764557471 AP1S1 AP-1 complex subunit sigma-1A 1174 NP_001274.1 32.27848101 1 4 5 28 158 18.721 5.73 1.01 1.06 0.85 0.97 Significant 0.00421 AIEQADLLQEEDESPR 8 4557471 1xTMT6plex [N-Term] 1.349 0.953 0.875 4.901889801 69.18 0 2072.034509 2 1036.519409 -1.431824911 -0.001483395 49.71606718ELMQVVLAR 4 4557471 1xTMT6plex [N-Term] 1.121 1.003 2.960095644 36.6 0 1287.765609 2 644.3867798 0.523635907 0.00033716 65.05739395WYLATSDKER 4 4557471 2xTMT6plex [N-Term; K8] 1.21 1.026 3.097640276 3.4 1 1726.952841 3 576.3231201 1.13848596 0.000655371 42.59725667SVLEEMGLA 6 4557471 1xTMT6plex [N-Term] 1.055 1.193 2.718427181 47.58 0 1177.633591 2 589.3203125 -0.206371491 -0.000121515 74.66807127YVELLDK 6 4557471 2xTMT6plex [N-Term; K7] 0.879 1.062 0.436 2.768149376 13.27 0 1337.808074 2 669.4086914 1.518732424 0.001015886 68.92111349560575997 TPD52 tumor protein D52 isoform 4 7163 NP_001274069.1 33.60323887 1 5 5 50 247 26.925 5.11 0.99 1.07 1.14 1.06 Significant 0.00165 ASAAFSSVGSVITK 2 560575997 2xTMT6plex [N-Term; K14] 1.198 5.130896091 82.05 0 1783.036571 2 892.0229492 1.150434901 0.001025634 62.69527571VEEEIQTLSQVLAAK 24 560575997 2xTMT6plex [N-Term; K15] 0.99 1.071 1.111 5.020156384 49.55 0 2116.226556 2 1058.616577 -0.320515364 -0.000339142 104.7729639GWQDVTATSAYK 8 560575997 2xTMT6plex [N-Term; K12] 0.927 1.079 1.209 4.880954266 63.56 0 1784.95832 2 892.9836426 0.945840713 0.000844143 58.9357851TSETLSQAGQK 10 560575997 2xTMT6plex [N-Term; K11] 1.071 1.104 1.372 4.547429562 62.17 0 1607.900471 2 804.4540405 0.207347839 0.000166697 27.25811431TDPVPEEGEDVAATISATETLSEEEQEELRR 6 560575997 1xTMT6plex [N-Term] 1.126 1.177 1.278 5.258388519 44.73 1 3659.760918 3 1220.591797 -0.022051987 -2.69E-05 84.08619491565324201 PHPT1 14 kDa phosphohistidine phosphatase isoform 4 29085 NP_001274271.1 55.90551181 1 6 6 50 127 14.01 5.77 0.73 0.85 0.97 0.85 Significant 0.00658

QGCDCECLGGGR 6 565324201 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C3; C5; C7] 1.017 1.314 1.198 4.763251305 44.06 0 1597.671862 2 799.3391724 -0.496718667 -0.000396797 17.25181041
IHVYGYSMAYGPAQHAISTEK 6 565324201 2xTMT6plex [N-Term; K21]; 1xOxidation [M8] 0.149 0.145 0.375 4.477954865 44.72 0 2797.438357 4 700.1143188 -1.040623243 -0.00072777 50.0724204IHVYGYSMAYGPAQHAISTEK 2 565324201 2xTMT6plex [N-Term; K21] 1.976 4.131333828 15.23 0 2781.443442 4 700.1143188 -1.040623243 -0.00072777 50.0724204YPDYEVTWANDGY 11 565324201 1xTMT6plex [N-Term] 0.798 1.035 0.697 3.389350891 33.77 0 1821.816911 2 911.4107056 -1.524257004 -0.001388459 66.05274026SGAPAAESK 12 565324201 2xTMT6plex [N-Term; K9] 0.869 0.861 0.868 3.202821732 43.09 0 1275.730887 2 638.3691406 0.092425449 5.90E-05 18.28063437ISHQSQDKK 7 565324201 3xTMT6plex [N-Term; K8; K9] 1.124 1.15 3.74583149 6.95 1 1758.047693 4 440.2674561 0.171126615 7.52E-05 18.47569743VSGDMQK 6 565324201 2xTMT6plex [N-Term; K7] 0.849 0.903 0.834 2.809340715 30.47 0 1222.686579 2 611.8462524 -1.104835213 -0.000675434 26.27140785565671772 CCBL1 kynurenine--oxoglutarate transaminase 1 isoform c 883 NP_001274319.1 5.426356589 1 2 2 18 516 57.631 7.43 0.79 0.87 0.88 0.84 Significant 0.00113 ALVLNTPNNPLGK 12 565671772 2xTMT6plex [N-Term; K13] 0.804 0.866 0.84 4.108203411 49 0 1809.09984 3 603.7047729 -0.040866923 -2.46E-05 67.16643544RLDGIDYNPWVEFVK 6 565671772 2xTMT6plex [N-Term; K15] 0.746 0.869 0.973 5.237653255 17.19 1 2309.269424 3 770.4235229 -5.806274576 -0.004469417 85.74633661566006139 UPP1 uridine phosphorylase 1 isoform a 7378 NP_001274355.1 57.09677419 1 17 17 144 310 33.912 7.88 1.07 1.06 1.07 1.07 Significant 0.00000977

IGTSGGIGLEPGTVVITEQAVDTCFK 10 566006139 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C24] 1.189 0.965 0.978 6.630173206 71.09 0 3107.669872 3 1036.557251 -4.077859243 -0.004224213 88.825101
LDGALCSYTEKDK 5 566006139 3xTMT6plex [N-Term; K11; K13]; 1xCarbamidomethyl [C6] 1.277 1.301 1.438 4.941126823 12.27 1 2187.193431 3 729.7350464 -1.300845094 -0.0009484 52.32431522
CVGAELGLDCPGR 6 566006139 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C1; C10] 1.136 1.171 1.976 3.898441076 57.19 0 1632.803527 2 816.9041138 -1.577998145 -0.00128828 46.2161217

LDGALCSYTEK 8 566006139 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 0.928 1.034 1.014 4.403789043 49.48 0 1714.908593 2 857.9570313 -1.053887074 -0.00090366 55.95195428
DKQAYLEAAYAAGVR 6 566006139 2xTMT6plex [N-Term; K2] 2.404 1.431 1.336 5.793972015 31.48 1 2084.15406 3 695.390686 1.652975437 0.001148352 57.98175797AEFEQIVLGK 12 566006139 2xTMT6plex [N-Term; K10] 1.142 1.093 1.121 4.313903332 62.12 0 1591.945965 2 796.475769 -1.069944646 -0.000851647 75.70461295HNFPALFGDVK 14 566006139 2xTMT6plex [N-Term; K11] 1.022 0.996 1.07 5.086674213 52.65 0 1702.968097 2 851.9797363 -9.337317461 -0.007950577 62.47549163MKEDILYHFNLTTSR 12 566006139 2xTMT6plex [N-Term; K2] 1.074 1.057 0.948 5.326455593 29.29 1 2326.262958 4 582.3218384 1.10279692 0.000641349 68.50796152DYPNICAGTDR 6 566006139 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.317 1.059 0.989 3.311075687 37.15 0 1510.715758 2 755.8617554 0.315130219 0.000238036 32.49270685AESHNDCPVR 6 566006139 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.035 0.873 0.918 4.838979244 57.17 0 1413.674228 3 471.8961487 -0.236861557 -0.000111615 15.00160559LEGDQISSPR 6 566006139 1xTMT6plex [N-Term] 1.338 1.261 1.389 4.039622784 61.36 0 1330.71641 2 665.8619995 0.234973759 0.000156342 29.9638713FVCVGGSPSR 12 566006139 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.021 1.079 1.088 4.253727913 30.58 0 1294.677522 2 647.8431396 1.143502416 0.000740233 49.20282526NVLSEYQQRPQR 8 566006139 1xTMT6plex [N-Term] 0.821 1.107 1.088 3.858120441 21.49 0 1746.944846 3 582.9860229 -0.761765517 -0.000443587 30.45676641QAYLEAAYAAGVR 3 566006139 1xTMT6plex [N-Term] 0.659 1.352 3.81887269 29.72 0 1611.869222 2 806.4365234 -2.141386505 -0.001725817 56.73434317LLNPNIAK 10 566006139 2xTMT6plex [N-Term; K8] 1.047 1.138 1.042 3.437403202 35.88 0 1340.866592 2 670.9365234 -0.613122144 -0.000411057 64.33440947LVSYFIK 18 566006139 2xTMT6plex [N-Term; K7] 1.003 1.043 1.049 3.583130836 34.88 0 1327.838981 2 664.4231567 0.042306758 2.81E-05 80.40049561CSNVTIIR 2 566006139 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.925 1.572739959 10.78 0 1191.671709 2 596.3405762 1.818574474 0.001083572 31.11496421566006098 ARFIP1 arfaptin-1 isoform 1 27236 NP_001274361.1 46.64879357 1 13 14 86 373 41.713 6.7 0.89 0.89 0.89 0.89 Non-Significant 1 LAQTLSTQLFQMVHTQR 4 566006098 1xTMT6plex [N-Term] 0.892 0.772 7.116905689 51.74 0 2231.216787 3 744.4116211 1.578856555 0.001174257 90.12469356LAQTLSTQLFQMVHTQR 6 566006098 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.125 0.97 0.941 5.069410324 48.89 0 2247.211702 3 744.4116211 1.578856555 0.001174257 90.12469356QLGDAFADLSLK 10 566006098 2xTMT6plex [N-Term; K12] 0.783 0.924 0.921 3.997351885 73.59 0 1735.999457 2 868.5039063 0.621590056 0.00053954 79.65822095VLHNQLVLFHNAIAAYFAGNQK 4 566006098 2xTMT6plex [N-Term; K22] 0.793 0.92 6.296741486 17.76 0 2926.645587 4 732.4174805 0.855838169 0.000626184 98.11581001EGVIEAGAFQGSPAPPLPSVMSPSR 4 566006098 1xTMT6plex [N-Term] 1.127 0.495 6.659295082 68.21 0 2710.407167 3 904.1400146 -0.618296287 -0.000558612 76.2860667LAQQGSDLIVPAGGQR 12 566006098 1xTMT6plex [N-Term] 0.797 0.757 0.703 5.239132881 59.18 0 1839.028576 2 920.0184937 0.617045707 0.000567382 49.00782361HSLPSGLGLSETQITSHGFDNTK 2 566006098 2xTMT6plex [N-Term; K23] 0.867 6.193524361 23.33 0 2884.520506 4 721.8851318 -0.626896653 -0.000452074 55.47098775TPGVDAPSWLEEQ 6 566006098 1xTMT6plex [N-Term] 0.891 0.644 0.838 3.738386631 51.6 0 1657.827082 2 829.4173584 0.215913275 0.000178973 62.93965322KWSLNTYK 5 566006098 3xTMT6plex [N-Term; K1; K8] 0.916 0.956 1.076 3.163770676 15.23 1 1727.045903 3 576.3538208 0.582782625 0.000335497 52.3660128TIEDTLMTVK 4 566006098 2xTMT6plex [N-Term; K10]; 1xOxidation [M7] 1.061 0.764 2.284322977 41.84 0 1624.923181 2 812.9638672 -1.67576845 -0.001361497 56.24190607QLEQTLK 6 566006098 2xTMT6plex [N-Term; K7] 0.964 0.95 0.912 3.203330755 34.07 0 1317.814222 2 659.4103394 -0.622492191 -0.000410165 39.555108KYENILK 5 566006098 3xTMT6plex [N-Term; K1; K7] 1.022 0.919 0.979 2.539682388 5.24 1 1595.01354 3 532.342041 -1.235188966 -0.000656714 45.03479346DANTLPK 6 566006098 2xTMT6plex [N-Term; K7] 0.889 0.879 0.936 2.573622942 19.56 0 1216.730158 2 608.8685913 -0.20751751 -0.000126246 30.06162339WSLNTYK 4 566006098 2xTMT6plex [N-Term; K7] 1.033 0.821 2.544832945 8.13 0 1369.788008 2 685.3982544 0.893911361 0.000612235 56.68797295IEYDAYR 16 566006098 1xTMT6plex [N-Term] 0.522 0.858 0.955 2.451028585 15.98 0 1158.599255 2 579.8034668 0.347086146 0.000201067 32.43098279566081305 TMEM168 transmembrane protein 168 64418 NP_001274426.1 2.295552367 1 1 1 6 697 79.702 8.03 1.13 1.66 1.27 1.36 Significant 0.0135 MSWFLPTVLDTGQGFK 6 566081305 2xTMT6plex [N-Term; K16] 1.133 1.662 1.271 3.885043859 36.48 0 2285.240432 3 762.4171753 -1.513766799 -0.001153107 111.1924834568215736 TBCE tubulin-specific chaperone E isoform b 6905 NP_001274730.1 26.12456747 1 12 12 62 578 64.811 7.27 1.09 1.15 1.19 1.14 Significant 0.000645

LEQLILSDTGISSLHFPDAGIGCK 4 568215736 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C23] 1.655 3.801055431 27.38 0 3029.638178 4 758.1647949 -0.273475726 -0.000207133 102.9717273
FAGVVPPVAGPWLGVEWDNPER 12 568215736 1xTMT6plex [N-Term] 1.302 1.037 1.31 5.212407112 50.9 0 2621.371373 3 874.4595337 -2.794596697 -0.002441892 104.5220908HLEVLNVSENK 4 568215736 2xTMT6plex [N-Term; K11] 1.248 1.149 4.329218864 40.1 0 1740.005605 3 580.6731567 -0.395306288 -0.000229278 44.43689121FPSGSVLTGTLSVLK 6 568215736 2xTMT6plex [N-Term; K15] 1.203 1.286 1.255 4.173426628 31.92 0 1964.183235 3 655.3995972 0.510916644 0.000334511 93.3486635VNFGTDFLTAIK 10 568215736 2xTMT6plex [N-Term; K12] 1.046 1.186 0.97 4.38603735 31.33 0 1784.035842 3 595.3496094 -0.878595016 -0.000522482 92.58881849EIELENDLK 6 568215736 2xTMT6plex [N-Term; K9] 0.991 1.105 1.079 3.586366653 46.45 0 1560.888509 2 780.947998 0.134579599 0.000105032 55.51632139YGAPEDWELK 6 568215736 2xTMT6plex [N-Term; K10] 1.16 1.161 1.191 3.801300049 35.09 0 1665.888844 2 833.4464111 -1.979804587 -0.001649067 58.67859643EQIVTIGNKPVETIGFDSIMK 2 568215736 3xTMT6plex [N-Term; K9; K21] 1.021 4.111683369 16.67 0 3006.715255 3 1002.91272 2.777336388 0.002783553 85.09151387LKFPSGSVLTGTLSVLK 2 568215736 3xTMT6plex [N-Term; K2; K17] 2.071 3.662693024 25.54 1 2434.525194 3 812.1785889 -1.634921852 -0.001326753 96.20092556QAGGHKDPEK 4 568215736 3xTMT6plex [N-Term; K6; K10] 1.041 1.313 2.930090189 6.14 1 1754.016393 4 439.2594604 -0.217474093 -9.54E-05 18.09200683TQQPLMLK 2 568215736 2xTMT6plex [N-Term; K8] 1.036 1.704478621 0.99 0 1416.864878 2 708.9359741 -0.145509862 -0.000103084 50.46353684LQEVSLR 4 568215736 1xTMT6plex [N-Term] 0.713 0.814 2.683197737 23.62 0 1073.651625 2 537.3300171 1.055062612 0.000566385 39.86862085568214566 AFAP1L2 actin filament-associated protein 1-like 2 isoform 3 84632 NP_001274753.1 4.936854191 1 3 3 9 871 96.978 5.35 0.98 0.64 0.7 0.77 Significant 0.0179

DHSPQLDVNLLGSSVIHK 4 568214566 2xTMT6plex [N-Term; K18] 0.637 0.7 5.806643009 48.5 0 2417.355279 4 605.0924072 -3.094118525 -0.001869896 63.81110942SAPYQWPSPEAGIELMR 2 568214566 1xTMT6plex [N-Term] 0.738 3.571189165 20.33 0 2161.094941 3 721.0355835 -1.269542428 -0.000914534 79.11907457DQAEQWLR 3 568214566 1xTMT6plex [N-Term] 1.294 2.268042088 13.01 0 1274.669066 2 637.8425293 6.838083692 0.004358147 41.359393114502861 AP3S1 AP-3 complex subunit sigma-1 isoform 1 1176 NP_001275.1 25.38860104 1 5 5 34 193 21.718 5.39 0.94 0.86 0.93 0.91 Significant 0.000764 SEAGLAGAPAR 4 4502861 1xTMT6plex [N-Term] 0.807 0.978 4.45011425 62.61 0 1228.684716 2 614.845459 -0.874423875 -0.000537196 21.94939767NINIGDISIK 6 4502861 2xTMT6plex [N-Term; K10] 0.886 0.891 0.799 3.803687572 37.1 0 1544.941214 2 772.9741821 -0.081616172 -6.30E-05 69.28426507AILIFNNHGKPR 2 4502861 2xTMT6plex [N-Term; K10] 1.126 2.547084808 2.92 0 1838.116493 4 460.2844849 -0.208434491 -9.58E-05 50.73461999ETFHLVSK 10 4502861 2xTMT6plex [N-Term; K8] 0.938 0.89 0.971 3.372421741 24.08 0 1418.840772 3 473.6182556 -0.393218399 -0.000185971 52.769988VPNLPSFK 12 4502861 2xTMT6plex [N-Term; K8] 0.898 0.813 0.925 2.918885231 27.67 0 1359.840043 2 680.4227295 -1.368481267 -0.000930458 65.45670502568815719 CLTC clathrin heavy chain 1 isoform 2 1213 NP_001275582.1 61.94163192 1 66 86 1302 1679 191.936 5.69 0.99 0.99 1.02 1 Significant 0.0001 LHIIEVGTPPTGNQPFPK 30 568815719 2xTMT6plex [N-Term; K18] 0.935 0.914 0.898 5.719452858 42.67 0 2403.380037 3 801.7984619 0.331043021 0.000265207 66.76559157VVGAMQLYSVDR 10 568815719 1xTMT6plex [N-Term] 0.995 1.084 1.089 4.067714691 51.33 0 1566.851129 2 783.9282837 -1.173217515 -0.000919129 58.65265268KGQVLSVCVEEENIIPYITNVLQNPDLALR 2 568815719 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 1.011 5.266192436 19.07 1 3883.14033 4 971.5396729 -0.893200723 -0.000867106 112.3446011
KVSQPIEGHAASFAQFK 8 568815719 3xTMT6plex [N-Term; K1; K17] 1.087 1.039 1.103 7.270493507 43.72 1 2532.454154 3 844.8212891 -1.911178725 -0.001613324 51.23596878HNIMDFAMPYFIQVMK 6 568815719 2xTMT6plex [N-Term; K16] 1.079 1.149 1.104 4.938154697 20.4 0 2443.274057 3 825.7565308 -3.574574368 -0.002949338 81.30125622HNIMDFAMPYFIQVMK 22 568815719 2xTMT6plex [N-Term; K16]; 1xOxidation [M] 1.101 1.089 1.281 5.400938034 30.66 0 2459.268972 3 825.7565308 -3.574574368 -0.002949338 81.30125622
HNIMDFAMPYFIQVMK 6 568815719 2xTMT6plex [N-Term; K16]; 2xOxidation [M8; M] 1.215 4.308150768 45.89 0 2475.263887 3 825.7565308 -3.574574368 -0.002949338 81.30125622TSIDAYDNFDNISLAQR 26 568815719 1xTMT6plex [N-Term] 1.046 0.958 0.93 6.114965916 67.48 0 2172.077042 2 1086.544312 1.981687017 0.002152188 62.78812466EDKLECSEELGDLVK 8 568815719 3xTMT6plex [N-Term; K3; K15]; 1xCarbamidomethyl [C6] 1.414 0.909 0.959 4.948456287 21.29 1 2451.325567 3 817.7731323 -8.454033042 -0.006907862 60.57409739

GQFSTDELVAEVEK 28 568815719 2xTMT6plex [N-Term; K14] 0.812 0.756 0.79 4.79336071 71.61 0 2010.079557 2 1005.540161 -3.239560519 -0.003255887 67.18234499FDVNTSAVQVLIEHIGNLDR 16 568815719 1xTMT6plex [N-Term] 0.784 0.876 1.067 7.494287014 49.37 0 2469.329903 3 823.7813721 -0.137534908 -0.000113206 110.468559NLQNLLILTAIK 24 568815719 2xTMT6plex [N-Term; K12] 1.075 1.064 1.063 6.13168335 69.47 0 1812.172276 2 906.5887451 -1.138184074 -0.001031293 106.6386968TLQIFNIEMK 24 568815719 2xTMT6plex [N-Term; K10] 0.896 1.003 0.96 5.040922642 62.74 0 1694.991535 2 847.9988403 -0.667074681 -0.000565343 85.49443471LTDQLPLIIVCDR 20 568815719 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.887 0.922 1.016 4.487786293 50.73 0 1785.014172 2 893.0093994 -1.484347809 -0.001324791 87.98540138
LPVVIGGLLDVDCSEDVIK 35 568815719 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C13] 1.013 0.947 1.081 6.111634731 81.49 0 2499.414433 3 833.8093262 -0.40328421 -0.000335991 108.9118593

AHMGMFTELAILYSK 14 568815719 2xTMT6plex [N-Term; K15] 1.012 1.027 1.057 5.348144531 31.01 0 2170.180474 3 724.0628662 -2.962388273 -0.002142972 93.94655541AFMTADLPNELIELLEK 4 568815719 2xTMT6plex [N-Term; K17] 0.756 0.751 3.939011812 51.39 0 2405.340205 2 1203.172852 -0.739573136 -0.000889462 113.0065651AAEQAHLWAELVFLYDK 2 568815719 2xTMT6plex [N-Term; K17] 0.652 4.748063564 17.84 0 2462.348402 3 821.4534302 -1.082341822 -0.000888368 104.4414715SVDPTLALSVYLR 16 568815719 1xTMT6plex [N-Term] 0.924 0.915 0.949 4.641200542 52.69 0 1662.962788 2 831.9816284 -4.09369597 -0.003403832 83.17470202MEGNAEESTLFCFAVR 10 568815719 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.02 1.495 1.158 5.018862247 38.26 0 2089.988427 3 697.335083 1.085457416 0.000756198 76.81720437SVNESLNNLFITEEDYQALR 18 568815719 1xTMT6plex [N-Term] 0.828 1.118 0.976 6.732495308 62.93 0 2584.309227 3 862.1075439 -0.444228597 -0.000382675 81.20659329WLLLTGISAQQNR 14 568815719 1xTMT6plex [N-Term] 1.142 0.999 0.976 4.965199947 58.31 0 1728.995819 3 577.0030518 -0.704059864 -0.000405772 82.25279691KDPELWGSVLLESNPYR 6 568815719 2xTMT6plex [N-Term; K1] 0.919 0.867 1.109 6.267969131 39.1 1 2461.349131 3 821.1204224 -0.981888399 -0.00080559 78.71532718HSSLAGCQIINYR 12 568815719 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.006 0.969 1.109 6.046814919 56.69 0 1747.911104 2 874.4595337 0.393053635 0.000343511 37.50293464KAVDVFFPPEAQNDFPVAMQISEK 2 568815719 3xTMT6plex [N-Term; K1; K24] 2.327 4.898385048 29.83 1 3394.83241 4 849.4666748 3.670045306 0.003114797 95.16538507EKVGEQAQVVIIDMNDPSNPIR 6 568815719 2xTMT6plex [N-Term; K2] 1.966 2.082 1.947 7.496991634 40.33 1 2910.575912 3 970.8613892 -2.163808717 -0.00209931 67.57146088LASTLVHLGEYQAAVDGAR 36 568815719 1xTMT6plex [N-Term] 0.902 0.945 0.971 5.546692371 52.63 0 2200.192347 3 734.0687256 -0.328654078 -0.000241034 72.86545278KFNALFAQGNYSEAAK 10 568815719 3xTMT6plex [N-Term; K1; K16] 0.976 1.078 1.044 6.978587151 40.13 1 2446.369756 3 816.1278687 -0.28732491 -0.000234301 63.78219661
VIQCFAETGQVQK 30 568815719 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.165 1.242 1.232 5.36626339 68.16 0 1966.083203 2 983.5440674 -1.192871375 -0.001172642 57.03450881

YESLELCRPVLQQGR 13 568815719 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.025 0.883 1.2 4.715689659 33.57 0 2077.106175 3 693.0403442 0.146797909 0.000101638 50.61948793LAELEEFINGPNNAHIQQVGDR 2 568815719 1xTMT6plex [N-Term] 0.732 7.758495808 79.31 0 2693.384457 3 898.4664917 0.172506994 0.000154876 86.44496611RPLIDQVVQTALSETQDPEEVSVTVK 22 568815719 2xTMT6plex [N-Term; K26] 0.934 0.886 1.253 6.595173359 48.52 0 3339.841171 3 1113.952026 0.106274983 0.000118314 95.43556163ISGETIFVTAPHEATAGIIGVNR 23 568815719 1xTMT6plex [N-Term] 1.16 0.846 0.906 9.086429596 66.3 0 2582.413967 3 861.4760742 -0.115048847 -9.90E-05 77.83668685VGEQAQVVIIDMNDPSNPIR 20 568815719 1xTMT6plex [N-Term] 0.818 0.812 0.77 6.687224388 55.73 0 2424.275424 3 808.7649536 2.014375015 0.0016278 77.52531188FNALFAQGNYSEAAK 12 568815719 2xTMT6plex [N-Term; K15] 0.78 0.755 0.821 5.075614452 44.15 0 2089.111861 3 697.0389404 -4.591717236 -0.003197537 69.57142766ADDPSSYMEVVQAANTSGNWEELVK 12 568815719 2xTMT6plex [N-Term; K25]; 1xOxidation [M8] 0.921 0.933 0.86 6.266657829 50.24 0 3214.561444 3 1066.859497 -0.810087594 -0.000863706 93.10818356ADDPSSYMEVVQAANTSGNWEELVK 36 568815719 2xTMT6plex [N-Term; K25] 0.894 0.975 1.011 7.03179884 65.66 0 3198.566529 3 1066.859497 -0.810087594 -0.000863706 93.10818356
LLEMNLMHAPQVADAILGNQMFTHYDR 4 568815719 1xTMT6plex [N-Term]; 3xOxidation [M4; M7; M21] 2.104 2.319 5.132092953 16.22 0 3405.659118 4 840.1738281 -0.265225242 -0.000222635 104.5413345
LLEMNLMHAPQVADAILGNQMFTHYDR 5 568815719 1xTMT6plex [N-Term]; 2xOxidation [M21; M] 0.652 100 4.885454655 10.83 0 3389.664203 4 840.1738281 -0.265225242 -0.000222635 104.5413345LLEMNLMHAPQVADAILGNQMFTHYDR 18 568815719 1xTMT6plex [N-Term]; 1xOxidation [M] 0.747 0.815 100 8.16112709 49.8 0 3373.669288 4 840.1738281 -0.265225242 -0.000222635 104.5413345LLEMNLMHAPQVADAILGNQMFTHYDR 17 568815719 1xTMT6plex [N-Term] 0.84 0.731 0.608 9.160769463 54.52 0 3357.674373 4 840.1738281 -0.265225242 -0.000222635 104.5413345

LECSEELGDLVK 8 568815719 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.853 0.973 0.884 3.668558836 72.5 0 1849.998136 2 925.5047607 2.220799197 0.002054237 64.38916574
AIQFYLEFKPLLLNDLLMVLSPR 6 568815719 2xTMT6plex [N-Term; K9] 0.487 1.078 5.768546581 31.08 0 3191.867056 4 798.7219849 -0.296452471 -0.000236559 116.3391784DAMQYASESK 20 568815719 2xTMT6plex [N-Term; K10] 0.958 0.873 0.939 4.826013088 56.07 0 1587.808879 2 794.4046631 -4.30111471 -0.003414674 33.46942797VSQPIEGHAASFAQFK 22 568815719 2xTMT6plex [N-Term; K16] 0.979 0.985 0.977 6.341771603 74.94 0 2175.196259 2 1088.100952 -0.749942962 -0.000815637 63.92608998IVLDNSVFSEHR 26 568815719 1xTMT6plex [N-Term] 0.913 0.98 0.887 4.722221851 54.64 0 1644.890686 3 548.9679565 -0.832396405 -0.0004564 55.85475952GQFSTDELVAEVEKR 13 568815719 2xTMT6plex [N-Term; K14] 1.657 1.218 1.459 6.372214317 37.29 1 2166.180668 3 722.7315674 -0.239814513 -0.000173161 70.41784155FQEHLQLQNLGINPANIGFSTLTMESDK 6 568815719 2xTMT6plex [N-Term; K28]; 1xOxidation [M24] 0.806 1.064 6.103394508 42.81 0 3619.883053 3 1207.297363 -1.523876923 -0.001838752 93.26278278KFDVNTSAVQVLIEHIGNLDR 9 568815719 2xTMT6plex [N-Term; K1] 0.851 0.918 1.141 6.949185848 43.31 1 2826.587798 4 707.4033203 1.292664606 0.000913458 105.6802297AHTMTDDVTFWK 7 568815719 2xTMT6plex [N-Term; K12]; 1xOxidation [M4] 0.972 0.962 0.977 4.796288013 27.56 0 1925.983155 2 955.4962158 -1.615266162 -0.00154257 57.51099063

IHEGCEEPATHNALAK 18 568815719 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 0.934 0.912 0.829 6.295654774 49.69 0 2235.159222 4 559.545105 -0.282627796 -0.00015793 27.82948012
ESYVETELIFALAK 58 568815719 2xTMT6plex [N-Term; K14] 0.934 0.98 0.917 4.792490005 73.1 0 2071.17273 2 1036.090942 0.907020259 0.000939298 102.4419641YHEQLSTQSLIELFESFK 8 568815719 2xTMT6plex [N-Term; K18] 1.447 1.449 1.161 6.583041191 40.27 0 2657.422689 3 886.4720459 -7.941877208 -0.007034975 112.2956897NNLAGAEELFAR 8 568815719 1xTMT6plex [N-Term] 1.031 0.878 0.842 5.354557037 73.87 0 1533.822272 2 767.4144897 -0.370862924 -0.000284419 60.34679502AVDVFFPPEAQNDFPVAMQISEK 24 568815719 2xTMT6plex [N-Term; K23] 0.853 0.915 0.887 4.898437023 43.66 0 3037.574515 3 1013.195313 -1.030736854 -0.001043647 100.6557773AVDVFFPPEAQNDFPVAMQISEK 10 568815719 2xTMT6plex [N-Term; K23]; 1xOxidation [M18] 0.718 0.8 0.826 3.568676472 36.4 0 3053.56943 3 1013.195313 -1.030736854 -0.001043647 100.6557773

HNIMDFAMPYFIQVMK 6 568815719 2xTMT6plex [N-Term; K16]; 3xOxidation [M4; M8; M15] 0.903 1.042 1.082 4.293192387 24.74 0 2491.258802 3 825.7565308 -3.574574368 -0.002949338 81.30125622
EVCFACVDGK 12 568815719 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C3; C6] 1.972 1.808 2.197 4.114480972 51.82 0 1642.83332 2 821.9197998 -0.606988313 -0.00049859 50.65944459LLYNNVSNFGR 6 568815719 1xTMT6plex [N-Term] 0.929 1.068 3.985055447 33.63 0 1525.832443 2 763.4196167 -0.31833873 -0.000242866 57.40054592CNEPAVWSQLAK 8 568815719 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C1] 1.157 1.15 0.916 3.311158419 27.31 0 1861.004225 3 621.0049438 -2.120686766 -0.001315536 61.41902267
AHIAQLCEK 9 568815719 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.933 1.117 0.902 4.195811272 46.69 0 1527.871754 3 509.9613037 -1.568487133 -0.000798816 32.34350303

VDKLDASESLR 14 568815719 2xTMT6plex [N-Term; K3] 1.108 1.184 1.178 3.880501747 27.42 1 1690.97397 2 845.9910278 0.478265235 0.000404367 38.63689041ALEHFTDLYDIK 12 568815719 2xTMT6plex [N-Term; K12] 0.937 0.913 0.931 4.724550724 34.99 0 1923.062785 3 641.6920166 -0.670136889 -0.000429572 71.76326692KVGYTPDWIFLLR 24 568815719 2xTMT6plex [N-Term; K1] 1.172 1.336 1.239 5.53778553 39.26 1 2066.220289 3 689.4121094 0.719136777 0.000495298 94.79572055AHTMTDDVTFWK 8 568815719 2xTMT6plex [N-Term; K12] 1.097 1.049 0.98 4.573463917 28.72 0 1909.98824 2 955.4962158 -1.615266162 -0.00154257 57.51099063DPELWGSVLLESNPYR 2 568815719 1xTMT6plex [N-Term] 0.885 4.703702927 28.53 0 2104.091236 3 702.0345459 -1.022391354 -0.000717068 88.18230013RPISADSAIMNPASK 26 568815719 2xTMT6plex [N-Term; K15]; 1xOxidation [M10] 0.939 0.856 0.977 5.30213213 35.23 0 2032.126131 3 678.0466919 -0.299423543 -0.000202822 33.35522907IYIDSNNNPER 18 568815719 1xTMT6plex [N-Term] 0.809 0.871 1.071 4.344193935 38.04 0 1563.796451 2 782.401062 -1.025355034 -0.000801723 34.62939891NNRPSEGPLQTR 6 568815719 1xTMT6plex [N-Term] 1.132 1.082 0.895 5.237820625 29.5 0 1597.860782 3 533.291687 -0.171882836 -9.15E-05 18.05849312RPISADSAIMNPASK 4 568815719 2xTMT6plex [N-Term; K15] 0.873 4.968065262 29.44 0 2016.131216 3 678.0466919 -0.299423543 -0.000202822 33.35522907EHLELFWSR 14 568815719 1xTMT6plex [N-Term] 0.93 0.961 0.912 3.506976843 32.59 0 1445.773865 2 723.3902588 -0.431680147 -0.000312056 57.73432174VGYTPDWIFLLR 12 568815719 1xTMT6plex [N-Term] 0.714 0.638 0.768 4.961946487 55.47 0 1708.962394 2 854.9807129 -4.824482258 -0.004122429 105.2644344VANVELYYR 8 568815719 1xTMT6plex [N-Term] 0.7 0.849 0.856 3.063744783 24.81 0 1355.752067 2 678.3789673 -1.039319594 -0.00070453 50.74992343LLLPWLEAR 28 568815719 1xTMT6plex [N-Term] 0.918 0.866 0.995 3.729241133 49.51 0 1339.829923 2 670.418335 -0.39568315 -0.000265074 97.69154115HDVVFLITK 16 568815719 2xTMT6plex [N-Term; K9] 1.204 1.07 1.119 3.729301691 50.52 0 1529.945571 2 765.4768677 0.580302711 0.000443916 60.25071293RDPHLACVAYER 12 568815719 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.206 1.15 1.116 4.763923645 27.3 1 1715.884889 4 429.7267761 0.224719146 9.64E-05 25.44767534DAMQYASESK 20 568815719 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 0.866 0.915 0.924 3.099327087 44.3 0 1603.803794 2 794.4046631 -4.30111471 -0.003414674 33.46942797ESNCYDPER 15 568815719 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.013 0.996 1.011 3.334956408 40.86 0 1398.61571 2 699.8115234 0.043303532 3.03E-05 17.5558231TLQIFNIEMK 8 568815719 2xTMT6plex [N-Term; K10]; 1xOxidation [M9] 1.079 0.984 3.200878143 35.52 0 1710.98645 2 847.9988403 -0.667074681 -0.000565343 85.49443471VVGAMQLYSVDR 6 568815719 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.225 0.896 0.969 2.453728914 28.03 0 1582.846044 2 783.9282837 -1.173217515 -0.000919129 58.65265268ENPYYDSR 15 568815719 1xTMT6plex [N-Term] 0.871 0.989 0.988 3.251227617 50.04 0 1272.605797 2 636.8058472 -1.083590902 -0.000689492 19.52826948EAIDSYIK 6 568815719 2xTMT6plex [N-Term; K8] 0.922 0.926 0.964 3.711067915 42.27 0 1396.808803 2 698.9061279 -2.737246943 -0.001911705 50.67021463QLPLVKPYLR 11 568815719 2xTMT6plex [N-Term; K6] 0.996 1.113 1.177 3.449684381 12.03 0 1685.087818 3 562.3679199 0.823758625 0.000462702 66.11028701YIEIYVQK 2 568815719 2xTMT6plex [N-Term; K8] 1.055 2.374211073 17.02 0 1513.903037 2 757.4553223 0.218330528 0.000165266 63.66276063AMLSANIR 8 568815719 1xTMT6plex [N-Term] 1.474 1.175 1.017 2.925635338 31.51 0 1104.63968 2 552.8233032 -0.316931117 -0.000175047 39.36789625LDASESLR 6 568815719 1xTMT6plex [N-Term] 0.496 0.677 0.743 3.403109074 32.85 0 1119.620719 2 560.3140259 0.050559812 2.83E-05 29.99393639VVGAMQLYSVDRK 2 568815719 2xTMT6plex [N-Term; K13] 0.894 3.345056534 1.82 1 1924.109024 3 642.0404053 -1.227274368 -0.000787137 59.64341505IAAYLFK 12 568815719 2xTMT6plex [N-Term; K7] 0.953 1 0.979 3.26705718 35.5 0 1283.812766 2 642.4098511 -0.265172283 -0.000170216 78.87610545LEKHELIEFR 11 568815719 2xTMT6plex [N-Term; K3] 1.472 1.431 1.441 4.126906395 21.88 1 1772.047076 4 443.7677307 1.138373574 0.000504313 57.82364632SVQNHNNK 4 568815719 2xTMT6plex [N-Term; K8] 0.976 0.946 2.103691578 11.41 0 1398.785382 3 466.933136 -0.37687055 -0.00017572 15.38841945
YIQAACK 8 568815719 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.913 1.181 1.013 2.906282663 31.04 0 1311.749514 2 656.3779907 -0.616904888 -0.000404612 33.92486294HELIEFR 6 568815719 1xTMT6plex [N-Term] 0.798 1.163 1.015 2.784619808 29.24 0 1172.662524 2 586.8347168 -0.312831904 -0.000183423 38.48311971AVNYFSK 12 568815719 2xTMT6plex [N-Term; K7] 0.933 0.957 1.082 2.899448633 35.09 0 1286.750894 2 643.8787842 -0.468008709 -0.000301105 43.50695863AYEFAER 12 568815719 1xTMT6plex [N-Term] 0.9 0.897 0.979 2.83079195 29.42 0 1114.57304 2 557.7904663 0.552567813 0.000307939 29.94175897VAANAPK 6 568815719 2xTMT6plex [N-Term; K7] 0.891 0.987 0.905 2.468452215 32.75 0 1128.714115 2 564.8601685 -0.93405046 -0.000527138 24.16648482

FQEHLQLQNLGINPANIGFSTLTMESDKFICIR 1 568815719 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C31] 0.791 3.026509762 1 4293.256439 4 1074.067383 -2.035196388 -0.002184405 108.2677751VMEYINR 12 568815719 1xTMT6plex [N-Term] 0.847 0.955 0.908 2.986780167 23.8 0 1153.623695 2 577.3146973 -1.367498567 -0.000788789 41.92050439YGYIHLYDLETGTCIYMNR 1 568815719 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.173 3.686373711 0 2611.252246 3 871.086853 -2.389810474 -0.002080133 79.09316283
QSVELCKK 1 568815719 3xTMT6plex [N-Term; K7; K8]; 1xCarbamidomethyl [C6] 2.11 2.12544322 1 1679.012888 3 560.3425903 0.196232022 0.000109825 36.17812851

568815653 DCAKD dephospho-CoA kinase domain-containing protein 79877 NP_001275583.1 9.956709957 1 2 2 10 231 26.533 9.58 0.98 0.47 0.77 0.74 Significant 0.0377 VLGDLIFNQPDR 6 568815653 1xTMT6plex [N-Term] 0.946 0.474 0.66 4.163208961 36.19 0 1615.900522 2 808.4534302 -0.580653589 -0.000469139 75.23728194QVILLHTELER 4 568815653 1xTMT6plex [N-Term] 1.006 0.823 4.852956772 22.99 0 1579.936908 3 527.3164063 -1.419062995 -0.000747343 49.98713971570359564 ELP4 elongator complex protein 4 isoform 3 26610 NP_001275655.1 5.23364486 1 2 2 10 535 58.795 8.51 1.12 0.83 1.87 1.27 Non-Significant 0.0544 EDPANILQELPAPLLDDK 8 570359564 2xTMT6plex [N-Term; K18] 1.164 0.825 1.866 5.23498106 49.19 0 2449.359027 3 817.123291 -1.513348221 -0.001235578 102.5528056ASVTNDSGPR 2 570359564 1xTMT6plex [N-Term] 0.684 2.094936371 45.46 0 1232.643245 2 616.8250122 -0.403219617 -0.000248513 27.14049845572874682 TRIP10 cdc42-interacting protein 4 isoform 1 9322 NP_001275891.1 28.28618968 1 15 15 91 601 68.31 5.73 0.72 0.73 0.79 0.75 Significant 0.000856 HARPPDPPASAPPDSSSNSASQDTK 8 572874682 2xTMT6plex [N-Term; K25] 0.767 0.646 0.77 5.318820477 28.63 0 2975.485911 4 744.6264038 -0.714409575 -0.000531429 24.36702284TPQMGDPASLEPQIAETLSNIER 10 572874682 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.423 0.665 1.166 5.734267712 64.72 0 2742.38174 3 914.7982178 -0.597969153 -0.00054662 82.63905753YEAWLAEAESR 6 572874682 1xTMT6plex [N-Term] 0.679 0.881 0.786 4.847663879 46.72 0 1553.779738 2 777.3934326 -0.096265655 -7.48E-05 68.8822852SHMAEESKNEYAAQLQR 4 572874682 2xTMT6plex [N-Term; K8] 0.773 1.083 4.146435261 12.04 1 2450.249827 4 613.3174438 -0.767974495 -0.000470432 46.54470192HTQWGLDLLDR 4 572874682 1xTMT6plex [N-Term] 0.955 0.71 4.023189068 35.4 0 1582.853906 3 528.2891235 -0.687899576 -0.000362948 57.58188155APSDSSLGTPSDGRPELR 10 572874682 1xTMT6plex [N-Term] 0.52 0.772 0.558 5.64581871 20.7 0 2071.061726 3 691.0246582 -1.112956024 -0.000768334 45.23607038TEVEQAYAK 6 572874682 2xTMT6plex [N-Term; K9] 0.816 0.729 0.807 3.813503504 40.37 0 1496.83608 2 748.9205322 -1.531321235 -0.001146068 31.60026634SHMAEESK 4 572874682 2xTMT6plex [N-Term; K8] 0.628 0.535 3.468302011 26.44 0 1376.724421 3 459.5795288 -0.281780589 -0.000129311 16.93307501LDQDINATK 8 572874682 2xTMT6plex [N-Term; K9] 0.659 0.761 0.811 3.751804829 47.84 0 1475.846979 2 738.4275513 0.573852896 0.00042346 38.90739377DPLAILSEISK 2 572874682 2xTMT6plex [N-Term; K11] 0.342 2.724743366 30.86 0 1643.998394 3 548.6714478 0.849034722 0.000465271 99.37068375LQQQLEER 4 572874682 1xTMT6plex [N-Term] 0.626 0.703 3.305918932 39 0 1272.71093 2 636.8591309 0.042930998 2.73E-05 29.18767364AAQTAER 6 572874682 1xTMT6plex [N-Term] 0.825 0.596 1.078 2.533755302 39.47 0 975.5420744 2 488.2742615 -0.848800685 -0.00041402 14.05486615LQDMDER 12 572874682 1xTMT6plex [N-Term] 0.627 0.675 0.722 2.739717007 21.09 0 1135.561489 2 568.2839355 -0.787836025 -0.000447318 27.49985564LKLEVQK 5 572874682 3xTMT6plex [N-Term; K2; K7] 1.159 1.109 1.024 2.229489803 2.63 1 1545.034275 3 515.6831665 0.434205072 0.000223621 50.62395977
VCLELTK 2 572874682 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.355 1.979921341 5.36 0 1320.79613 2 660.9025879 1.339571801 0.000884651 57.26515597

572872742 ACSF2 acyl-CoA synthetase family member 2, mitochondrial isoform 1 80221 NP_001275897.1 17.34375 1 7 7 42 640 70.577 7.84 0.56 0.54 0.61 0.57 Significant 0.00133
IMNMEAGTLAK 4 572872742 2xTMT6plex [N-Term; K11] 0.655 0.494 4.276966572 59.33 0 1636.916655 2 818.9593506 -3.195457819 -0.002615349 60.7067791TVGQCLETTAQR 4 572872742 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.532 1.236 4.287025452 41.23 0 1592.826371 2 796.9165649 -0.325087026 -0.000258904 29.00171288GATLSHYNIVNNSNILGER 2 572872742 1xTMT6plex [N-Term] 0.543 5.13466835 30.6 0 2301.214873 3 767.7418823 -1.642253137 -0.001259726 53.17708392DLVVAYGTTENSPVTFAHFPEDTVEQK 12 572872742 2xTMT6plex [N-Term; K27] 0.397 0.48 0.496 5.016901493 40.52 0 3452.762586 3 1151.592651 0.235930372 0.000271537 77.63691025GGENIYPAELEDFFHTHPK 6 572872742 2xTMT6plex [N-Term; K19] 0.508 0.481 0.483 4.46851778 25.39 0 2659.355672 4 665.5946655 0.436105402 0.00028994 77.90899623EALVVLHEDVR 6 572872742 1xTMT6plex [N-Term] 0.606 0.636 0.544 4.453172207 45.16 0 1508.863408 3 503.6255798 -0.809886462 -0.000407336 51.74892298LTFAQLKEEVDK 8 572872742 3xTMT6plex [N-Term; K7; K12] 0.955 0.974 0.742 3.726999044 20.6 1 2108.257017 3 703.4226074 -1.777949436 -0.001249458 77.31090395574275033 HELLS lymphoid-specific helicase isoform 2 3070 NP_001275996.1 1.470588235 1 1 1 5 884 102.65 7.65 1.28 1.51 1.2 1.33 Significant 0.00485



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

VISDKDLELLLDR 5 574275033 2xTMT6plex [N-Term; K5] 1.277 1.506 1.198 3.109615088 7.56 1 1987.183963 3 663.0654297 -1.12075054 -0.000742379 82.19934871574280091 PRKCSH glucosidase 2 subunit beta isoform 3 precursor 5589 NP_001276032.1 44.11214953 1 24 24 302 535 60.154 4.41 1 1.01 1.01 1.01 Significant 0.000011 YEQGTGCWQGPNR 16 574280091 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.121 1.367 1.074 4.908699512 60.11 0 1781.822683 2 891.4144287 -0.618376978 -0.000550919 28.44123304
CEYLMELMTPAACPEPPPEAPTEDDHDEL 18 574280091 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C1; C13] 2.037 5.958639622 33.24 0 3586.557139 3 1196.190918 0.295940148 0.000353802 97.18874391

LGGSPTSLGTWGSWIGPDHDKFSAMK 6 574280091 3xTMT6plex [N-Term; K21; K26] 1.566 1.251 1.159 8.459596634 26.71 1 3419.802507 4 855.7042236 -2.176251036 -0.001860587 84.92945263ESLQQMAEVTR 6 574280091 1xTMT6plex [N-Term] 0.981 0.853 1.084 4.907244682 58.29 0 1520.794008 2 768.8971558 -1.228624526 -0.000944068 23.78293368LGGSPTSLGTWGSWIGPDHDK 6 574280091 2xTMT6plex [N-Term; K21] 0.823 0.749 0.696 8.239122391 50.05 0 2626.366571 3 876.1265259 -0.589069819 -0.000515704 75.12729268AQQEQELAADAFK 16 574280091 2xTMT6plex [N-Term; K13] 0.821 0.838 0.92 4.889243126 53.89 0 1907.027462 2 954.0167236 -0.677339158 -0.000645852 51.67304365MPPYDEQTQAFIDAAQEAR 12 574280091 1xTMT6plex [N-Term] 0.742 0.666 0.637 6.312471867 52.9 0 2410.15464 3 804.0551147 -1.597151342 -0.001283127 70.04213164ETMVTSTTEPSR 20 574280091 1xTMT6plex [N-Term] 0.914 1.181 1.03 4.111637592 70.5 0 1567.783503 2 784.3955688 0.228478812 0.000179103 23.87455002VNDGVCDCCDGTDEYNSGVICENTCK 8 574280091 2xTMT6plex [N-Term; K26]; 5xCarbamidomethyl [C6; C8; C9; C21; C25] 1.034 0.96 1.29 5.000197887 64.19 0 3499.458061 3 1167.158081 0.465556105 0.000543065 46.0009118
SEALPTDLPAPSAPDLTEPK 4 574280091 2xTMT6plex [N-Term; K20] 0.862 1.091 4.29167223 45.46 0 2507.364506 3 836.458374 -1.570162487 -0.001312323 69.27838307SLEDQVEMLR 16 574280091 1xTMT6plex [N-Term] 1.079 1.05 0.914 4.280459404 48.94 0 1448.761645 2 724.8842163 -0.337752462 -0.000244661 51.36187858LWEEQLAAAK 16 574280091 2xTMT6plex [N-Term; K10] 1.064 1.007 1.073 5.046480179 52.52 0 1616.941214 2 808.9705811 -4.53216268 -0.00366412 64.424832KLIELQAGK 12 574280091 3xTMT6plex [N-Term; K1; K9] 1.212 1.183 0.989 5.107715607 45.03 1 1687.108503 2 844.0576782 -0.250769104 -0.000211537 52.82771796ESLQQMAEVTR 24 574280091 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.863 1.019 1.105 3.139250517 59.13 0 1536.788923 2 768.8971558 -1.228624526 -0.000944068 23.78293368ETMVTSTTEPSR 14 574280091 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.295 1.36 0.977 2.495743036 40.72 0 1583.778418 2 784.3955688 0.228478812 0.000179103 23.87455002KSLEDQVEMLR 4 574280091 2xTMT6plex [N-Term; K1] 1.259 1.702 3.292802334 16.73 1 1806.01954 3 602.6778564 -0.290248278 -0.000174731 49.94126419LIELQAGK 20 574280091 2xTMT6plex [N-Term; K8] 0.997 0.993 0.86 3.334391356 37.09 0 1329.850608 2 665.4278564 -1.633017545 -0.001085835 55.82542223KILIEDWK 6 574280091 3xTMT6plex [N-Term; K1; K8] 1.519 0.883 1.439 4.256378651 17.93 1 1732.097604 3 578.0378418 0.789950071 0.00045609 67.65748148ILIEDWKK 4 574280091 3xTMT6plex [N-Term; K7; K8] 2.145 1.665 3.671334743 7.35 1 1732.097604 3 578.0366821 -1.218599504 -0.000703578 69.81606487TVKEEAEKPER 10 574280091 3xTMT6plex [N-Term; K3; K8] 1.244 1.264 1.224 4.529308319 6.39 1 2003.174016 4 501.549469 1.013409992 0.000507509 25.32001102SLEDQVEMLR 10 574280091 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.809 1.022 0.937 2.557929754 25.66 0 1464.75656 2 724.8842163 -0.337752462 -0.000244661 51.36187858KLIELQAGKK 2 574280091 4xTMT6plex [N-Term; K1; K9; K10] 1.729 1.638388753 0.12 2 2044.366398 4 511.8468933 -0.320147021 -0.000163624 54.14088872ILIEDWK 18 574280091 2xTMT6plex [N-Term; K7] 0.942 0.908 0.918 2.740948915 33.38 0 1374.839709 2 687.9228516 -0.932766919 -0.000641202 72.84001824EEAEKPER 10 574280091 2xTMT6plex [N-Term; K5] 1.064 0.761 0.836 3.402560234 6.85 0 1445.800029 3 482.6043396 -1.081249924 -0.00052109 16.60424865DMEESIR 10 574280091 1xTMT6plex [N-Term] 0.631 0.868 0.899 2.957047701 27.67 0 1108.55059 2 554.7786865 -0.445314025 -0.000246827 23.10914667LVSQKPK 8 574280091 3xTMT6plex [N-Term; K5; K7] 0.972 1.143 1.222 2.301491022 15.43 0 1486.992411 2 743.9995117 -0.446406112 -0.000331901 34.25172627SLKDMEESIR 2 574280091 2xTMT6plex [N-Term; K3] 0.865 0.904 2.349521875 3 1 1665.924577 3 561.3112793 -0.123477596 -6.92E-05 29.57670704SLKDMEESIR 4 574280091 2xTMT6plex [N-Term; K3]; 1xOxidation [M5] 1.845 1.433 1.871464372 6.01 1 1681.919492 3 561.3112793 -0.123477596 -6.92E-05 29.57670704577019448 GPI glucose-6-phosphate isomerase isoform 3 2821 NP_001276718.1 43.55108878 1 24 24 370 597 67.243 8.97 1.06 1.09 1.06 1.07 Significant 0.0000873 SNTPILVDGKDVMPEVNK 8 577019448 3xTMT6plex [N-Term; K10; K18] 2.066 1.854 1.166 5.957549572 23.8 1 2643.499449 4 661.6293335 -1.492300529 -0.000986224 65.55437186TITDVINIGIGGSDLGPLMVTEALKPYSSGGPR 2 577019448 2xTMT6plex [N-Term; K25]; 1xOxidation [M19] 1.503 5.9810853 41.34 0 3803.066496 4 951.5202026 -1.976229743 -0.001878933 105.1192269TITDVINIGIGGSDLGPLMVTEALKPYSSGGPR 8 577019448 2xTMT6plex [N-Term; K25] 1.047 1.298 7.603303909 38.36 0 3787.071581 4 951.5202026 -1.976229743 -0.001878933 105.1192269

MIPCDFLIPVQTQHPIR 27 577019448 1xTMT6plex [N-Term]; 1xOxidation [M1]; 1xCarbamidomethyl [C4] 1.071 1.031 1.178 5.090348721 35.91 0 2310.229995 4 574.3145142 0.499748537 0.000286635 80.00369544
MIPCDFLIPVQTQHPIR 17 577019448 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.985 1.007 0.98 4.886095524 39.56 0 2294.23508 4 574.3145142 0.499748537 0.000286635 80.00369544TFTTQETITNAETAK 24 577019448 2xTMT6plex [N-Term; K15] 1.115 1.214 1.124 5.976657867 81.42 0 2114.138135 2 1057.572876 0.161045827 0.000170237 48.54108573TLAQLNPESSLFIIASK 48 577019448 2xTMT6plex [N-Term; K17] 1.196 1.135 1.284 5.569359303 73.68 0 2290.342254 2 1145.673096 -1.458119957 -0.001669797 98.6456905KIEPELDGSAQVTSHDASTNGLINFIK 4 577019448 3xTMT6plex [N-Term; K1; K27] 1.191 8.859296799 44.59 1 3571.957487 4 893.7416992 -3.505110306 -0.003130026 74.31289676VWYVSNIDGTHIAK 23 577019448 2xTMT6plex [N-Term; K14] 1.051 1.108 1.161 6.247617245 60.64 0 2061.153332 3 687.7218628 -1.114153449 -0.00076548 62.67265143TFTTQETITNAETAKEWFLQAAK 2 577019448 3xTMT6plex [N-Term; K15; K23] 0.886 3.649075508 3.4 1 3316.803218 4 829.9559937 -0.323727564 -0.000268435 100.6695603HFVALSTNTTK 18 577019448 2xTMT6plex [N-Term; K11] 1.041 1.141 1.045 5.076785564 41.35 0 1676.973576 3 559.6621704 -0.965113317 -0.00053949 40.75916379SNTPILVDGK 28 577019448 2xTMT6plex [N-Term; K10] 0.905 0.923 0.862 4.088787079 55.41 0 1501.899015 2 751.4525757 -0.758927732 -0.000569916 47.76792245NLVTEDVMR 10 577019448 1xTMT6plex [N-Term] 1.174 1.17 0.981 3.77560401 50.53 0 1305.703402 2 653.3532104 -3.261055731 -0.002128986 43.19571054MIPCDFLIPVQTQHPIRK 4 577019448 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C4] 1.862 1.841 3.665430069 5.92 1 2651.492975 4 663.6277466 -1.440219495 -0.000954683 83.60603238
FAAYFQQGDMESNGK 2 577019448 2xTMT6plex [N-Term; K15]; 1xOxidation [M10] 1.067 2.283546686 11.25 0 2167.053025 3 723.0228271 0.416558941 0.000300902 51.11496991EWFLQAAK 24 577019448 2xTMT6plex [N-Term; K8] 1.092 1.099 1.179 4.00057745 46 0 1450.845857 2 725.9259644 -0.83042527 -0.00060241 68.16755948KELQAAGK 12 577019448 3xTMT6plex [N-Term; K1; K8] 1.211 1.23 1.315 4.284312248 35.66 1 1531.977489 2 766.4914551 -1.211018937 -0.000927627 30.88323378VFEGNRPTNSIVFTK 6 577019448 2xTMT6plex [N-Term; K15] 1.301 1.074 1.376 3.647471666 8.61 0 2167.227559 3 723.0801392 -0.782031183 -0.000564947 58.74995669DVMPEVNK 22 577019448 2xTMT6plex [N-Term; K8] 0.867 0.85 0.843 3.403403521 32 0 1389.781208 2 695.3931274 -1.604178539 -0.001114729 41.98506046AVLHVALR 10 577019448 1xTMT6plex [N-Term] 1.148 1.266 1.016 3.060229063 37.53 0 1107.719979 2 554.3621826 -2.609464196 -0.001445278 38.87143762SNTPILVDGKDVMPEVNK 6 577019448 3xTMT6plex [N-Term; K10; K18]; 1xOxidation [M13] 100 2.049 2.292 2.846573353 13.16 1 2659.494364 4 661.6293335 -1.492300529 -0.000986224 65.55437186

MLVDLAK 18 577019448 2xTMT6plex [N-Term; K7] 0.998 1.045 1.061 3.332871914 36.99 0 1247.779751 2 624.3909912 -4.043548647 -0.002522729 64.69399922ELQAAGK 14 577019448 2xTMT6plex [N-Term; K7] 1.045 1.082 1.031 2.960251808 37.51 0 1174.719594 2 587.8634644 0.049595612 2.91E-05 28.21831007LTPFMLGALVAMYEHK 2 577019448 2xTMT6plex [N-Term; K16]; 1xOxidation [M5] 100 2.438958883 7.64 0 2295.264539 3 765.7579346 -2.303947529 -0.001762723 111.5905037SPEDLER 9 577019448 1xTMT6plex [N-Term] 0.901 1.022 1.014 2.559540033 33.43 0 1074.562869 2 537.7850952 0.041402591 2.22E-05 21.23428313INYTEGR 12 577019448 1xTMT6plex [N-Term] 1.057 1.177 0.872 3.060782909 35.55 0 1081.583939 2 541.2954102 -0.365628118 -0.000197729 22.78567244DPSAVAK 10 577019448 2xTMT6plex [N-Term; K7] 1.07 1.107 1.049 2.704039097 27.74 0 1145.693045 2 573.3502808 0.209622847 0.000120082 26.2053484614149607 CLCN7 H(+)/Cl(-) exchange transporter 7 isoform a 1186 NP_001278.1 8.074534161 1 5 5 12 805 88.622 8.43 0.99 0.9 1.14 1.01 Significant 0.00477 ECTMDLSEFMNPSPYTVPQEASLPR 2 14149607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 100 3.991900921 24.77 0 3128.457624 3 1043.491211 0.465399463 0.000485327 83.75875752FPPIQSIHVSQDER 2 14149607 1xTMT6plex [N-Term] 0.994 4.821443081 22.12 0 1882.002027 3 628.0050659 -0.734497665 -0.000460775 56.81254444SQLIVLLK 4 14149607 2xTMT6plex [N-Term; K8] 0.899 0.903 2.826816797 18.21 0 1371.933944 2 686.4707031 0.135567752 9.30E-05 79.89627043EVMSTPVTCLR 2 14149607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.722 3.083848 20.55 0 1521.796651 2 761.3981934 -4.955222661 -0.003770421 48.5563194EIPHNEK 2 14149607 2xTMT6plex [N-Term; K7] 1.21 2.464570999 5.49 0 1324.762521 3 442.259491 1.055615907 0.000466147 20.48082998600971691 EPHX1 epoxide hydrolase 1 2052 NP_001278092.1 27.91208791 1 10 10 83 455 52.915 7.25 0.73 0.71 0.73 0.72 Significant 0.0000849 ESGYMHIQCTKPDTVGSALNDSPVGLAAYILEK 6 600971691 3xTMT6plex [N-Term; K11; K33]; 1xCarbamidomethyl [C9] 0.615 0.649 0.787 7.189336777 28.3 0 4252.223691 4 1063.809814 -1.47287583 -0.001565749 102.8903439
VYVPTGFSAFPFELLHTPEK 26 600971691 2xTMT6plex [N-Term; K20] 0.774 0.75 0.817 6.131319046 52.5 0 2737.500546 3 913.1708984 -0.878081103 -0.000801249 107.577035ENLGQGWMTQK 4 600971691 2xTMT6plex [N-Term; K11] 1.089 0.669 4.378387928 39.4 0 1749.935811 2 875.4674683 -4.65778031 -0.004075408 52.57368651GGHFAAFEEPELLAQDIR 6 600971691 1xTMT6plex [N-Term] 0.637 0.692 0.659 5.849608421 44.73 0 2229.150147 3 743.7214966 -0.094638715 -7.03E-05 73.2380329FSTWTNTEFR 6 600971691 1xTMT6plex [N-Term] 1.054 1.083 0.822 3.97514534 38.13 0 1517.758609 2 759.3823853 -0.734624189 -0.000557491 57.53053134YLEDGGLER 6 600971691 1xTMT6plex [N-Term] 0.737 0.785 0.632 3.59266901 54.61 0 1280.668397 2 640.8374023 -0.678452363 -0.000434436 35.57975129IIPLLTDPK 10 600971691 2xTMT6plex [N-Term; K9] 0.658 0.644 3.036595106 42.47 0 1467.955073 3 489.9901733 0.608880713 0.000297937 87.04675119DVELLYPVK 5 600971691 2xTMT6plex [N-Term; K9] 0.673 3.115567207 35.92 0 1533.929252 2 767.4671021 -1.515466528 -0.001162309 69.95914225KFLSVLER 4 600971691 2xTMT6plex [N-Term; K1] 0.971 0.758 2.876320839 17.35 1 1449.919356 3 483.9778137 -0.322961335 -0.000156089 58.18788891FLSVLER 10 600971691 1xTMT6plex [N-Term] 1.005 0.727 0.838 2.64437747 27.43 0 1092.661461 2 546.8343506 -0.033558542 -1.83E-05 63.82014866612149787 BAX apoptosis regulator BAX isoform 1 581 NP_001278357.1 38.00904977 1 6 6 50 221 24.319 5.64 0.86 0.92 0.95 0.91 Significant 0.000844 IGDELDSNMELQR 6 612149787 1xTMT6plex [N-Term] 0.628 0.768 0.772 5.366183281 68.67 0 1748.868629 2 874.937439 -0.587860229 -0.000514045 51.27925294TGALLLQGFIQDR 10 612149787 1xTMT6plex [N-Term] 0.763 0.934 1.018 4.701494694 64.85 0 1660.958371 2 830.9825439 -0.337124268 -0.000279975 83.12772083GGGPTSSEQIMK 12 612149787 2xTMT6plex [N-Term; K12] 1.003 1.013 0.988 4.359777451 61.98 0 1649.893277 2 825.4510498 0.936902645 0.000772895 47.74833149MGGEAPELALDPVPQDASTK 2 612149787 2xTMT6plex [N-Term; K20] 0.837 3.922024727 26.08 0 2484.305611 3 828.772644 -0.898384274 -0.000743954 66.59083216MGGEAPELALDPVPQDASTK 4 612149787 2xTMT6plex [N-Term; K20]; 1xOxidation [M1] 0.883 0.65 3.964816332 19.17 0 2500.300526 3 828.772644 -0.898384274 -0.000743954 66.59083216MIAAVDTDSPR 8 612149787 1xTMT6plex [N-Term] 0.77 0.95 0.989 4.61184597 53.59 0 1404.735431 2 702.8710327 -0.45687629 -0.000320895 38.76130608VAADMFSDGNFNWGR 4 612149787 1xTMT6plex [N-Term] 1.067 1.333 3.355081081 24.89 0 1915.895847 2 958.4499512 -1.681462098 -0.001610753 78.80069726GGGPTSSEQIMK 2 612149787 2xTMT6plex [N-Term; K12]; 1xOxidation [M11] 1.041 2.333477736 48.05 0 1665.888192 2 825.4510498 0.936902645 0.000772895 47.74833149MIAAVDTDSPR 2 612149787 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.939 2.496406317 19.18 0 1420.730346 2 702.8710327 -0.45687629 -0.000320895 38.76130608614458211 CDKN1A cyclin-dependent kinase inhibitor 1 isoform 2 1026 NP_001278478.1 17.17171717 1 3 3 16 198 21.941 8.5 1.29 1.12 1.3 1.24 Significant 0.00222

DCDALMAGCIQEAR 6 614458211 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C9] 2.215 100 3.202 4.60939455 60.44 0 1838.839655 2 919.9232788 -0.203325402 -0.000186941 44.50003272LFGPVDSEQLSR 4 614458211 1xTMT6plex [N-Term] 1.176 1.339 3.781145811 43.93 0 1576.853237 2 788.9304199 0.20659104 0.000162882 55.88143004LYLPTGPR 6 614458211 1xTMT6plex [N-Term] 1.208 0.995 1.049 2.495359421 19.45 0 1145.68801 2 573.3474121 -0.403871949 -0.000231356 49.81563472618468591 DICER1 endoribonuclease Dicer isoform 1 23405 NP_001278557.1 1.144640999 1 2 2 8 1922 218.542 5.68 1.08 0.89 1 0.99 Significant 0.00308 LPSDPFTHLAPK 6 618468591 2xTMT6plex [N-Term; K12] 1.098 0.893 1.003 3.710445404 14.68 0 1781.036177 3 594.3505249 0.474312112 0.000281589 66.65387137AVCLPSILYR 2 618468591 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.002 2.953499794 13 0 1420.818373 2 710.9122314 -0.83506759 -0.00059324 71.39227898
629266065 HSPG2 basement membrane-specific heparan sulfate proteoglycan core protein isoform a precursor 3339 NP_001278789.1 3.278688525 1 10 10 32 4392 468.604 6.51 0.79 0.91 0.8 0.83 Significant 0.00212

AELLVTEAPSKPITVTVEEQR 2 629266065 2xTMT6plex [N-Term; K11] 0.965 3.673735142 16.1 0 2768.580981 3 923.5316162 -0.247569853 -0.000228472 68.05610242LDVEFKPLAPDGVLLFSGGK 2 629266065 3xTMT6plex [N-Term; K6; K20] 1.253 4.5278368 3.71 0 2789.642014 3 930.5534058 1.308381197 0.001216638 103.2154716EVSEAVVDTLESEYLK 2 629266065 2xTMT6plex [N-Term; K16] 0.548 3.393776178 14.84 0 2269.22153 3 757.0814819 3.68518484 0.0027875 104.6323332AFAHLQVPER 4 629266065 1xTMT6plex [N-Term] 0.782 0.857 3.475215912 34.43 0 1396.789849 3 466.268158 0.050921728 2.37E-05 42.54481426SPAYTLVWTR 5 629266065 1xTMT6plex [N-Term] 0.861 0.908 0.708 3.352601051 24.02 0 1422.794266 2 711.8999634 -1.135808757 -0.000808011 59.20098785LPAVEPTDQAQYLCR 4 629266065 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.637 1.264 2.935229063 29.26 0 1990.026527 2 995.5179443 1.047610093 0.001042386 56.54614678VTVTSEGGR 6 629266065 1xTMT6plex [N-Term] 0.705 0.812 0.713 2.84366107 18.34 0 1134.631618 2 567.8199463 0.879931521 0.000499199 19.82805741LLSGPYFWSLPSR 4 629266065 1xTMT6plex [N-Term] 0.936 0.729 3.685550451 13.33 0 1751.968208 2 876.4881592 0.47608705 0.000417045 91.00289254GPSCQDCDTGYTR 2 629266065 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C7] 0.01 3.114104033 25.38 0 1745.742049 2 873.3748779 0.246261683 0.000214955 17.60734182GMVFGIPDGVLELVPQR 1 629266065 1xTMT6plex [N-Term] 1.006 1.90623939 0 2056.146248 3 686.0509644 -3.846211621 -0.002636125 104.2694528631226390 IGF2BP2 insulin-like growth factor 2 mRNA-binding protein 2 isoform c 10644 NP_001278798.1 43.96694215 1 20 23 184 605 66.745 8.46 1 1 1.06 1.02 Significant 0.000384
ENSGAAEKPVTIHATPEGTSEACR 6 631226390 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C23] 0.882 0.878 0.93 6.215968609 25.11 0 2970.499119 4 743.3789063 -1.792126436 -0.001330877 31.33496495ISYIPDEEVSSPSPPQR 12 631226390 1xTMT6plex [N-Term] 1.187 0.918 0.939 5.311592102 46.67 0 2130.09163 2 1065.549316 -0.128312555 -0.000136659 52.70975687LLVPTQFVGAIIGK 48 631226390 2xTMT6plex [N-Term; K14] 1.023 1.107 1.226 5.207443237 66.37 0 1914.219226 2 957.6126099 -0.670390005 -0.000641637 111.7690546ITISSLQDLSIYNPER 14 631226390 1xTMT6plex [N-Term] 0.923 1.062 0.889 5.867773056 61.24 0 2078.1331 3 693.3833618 1.1701701 0.00081059 82.98455983TVNELQNLTSAEVIVPR 12 631226390 1xTMT6plex [N-Term] 0.925 0.923 0.864 6.200924397 82.32 0 2112.186199 3 704.7340088 0.603406645 0.000424836 73.33836942KLPLAGQVLLK 6 631226390 3xTMT6plex [N-Term; K1; K11] 1.122 1.123 1.021 6.367405415 35.03 1 1867.271151 3 623.0944824 -1.208975126 -0.000752495 80.89033429LKEENFFNPK 6 631226390 3xTMT6plex [N-Term; K2; K10] 1.086 0.982 1.042 4.860439777 12.45 1 1953.141259 3 651.7185669 -0.057367282 -3.73E-05 56.35122757MVIITGPPEAQFK 8 631226390 2xTMT6plex [N-Term; K13] 1.062 0.98 1.167 4.816123486 42.71 0 1889.097062 3 630.3707275 0.30015249 0.000189006 74.21250455IMEVDYSVSK 4 631226390 2xTMT6plex [N-Term; K10] 1.056 0.753 4.173532963 45.48 0 1628.896966 2 814.9523315 0.258356389 0.000210418 57.15406857DQTPDENEEVIVR 6 631226390 1xTMT6plex [N-Term] 1.262 0.815 0.859 4.707771778 50.2 0 1772.886388 2 886.946228 -0.681637199 -0.000604233 29.09093104EQGHAPGGTSQAR 4 631226390 1xTMT6plex [N-Term] 1.061 0.745 2.938252211 27.44 0 1524.771633 3 508.9285889 -0.275286101 -0.000139916 14.03610815LSGHQFENYSFK 6 631226390 2xTMT6plex [N-Term; K12] 0.939 1.005 0.998 3.677103281 30.39 0 1915.011418 3 639.0081787 -0.749628526 -0.000478516 51.16186411IIGHFFASQTAQR 8 631226390 1xTMT6plex [N-Term] 0.982 0.952 1.032 4.08981657 27.74 0 1704.938304 3 568.9845581 0.478941909 0.000272189 51.57638723KIEHETGTK 4 631226390 3xTMT6plex [N-Term; K1; K9] 1.104 1.033 3.547115564 20.79 1 1730.041545 3 577.3513184 -1.239081154 -0.000714554 19.38026191IAPAEGPDVSER 2 631226390 1xTMT6plex [N-Term] 0.947 3.621609688 27.39 0 1469.779738 2 735.3942871 1.060981254 0.000779704 31.95632136MVIITGPPEAQFK 2 631226390 2xTMT6plex [N-Term; K13]; 1xOxidation [M1] 1.043 4.307668686 26.86 0 1905.091977 3 630.3707275 0.30015249 0.000189006 74.21250455YPQGVASQR 4 631226390 1xTMT6plex [N-Term] 0.899 1.012 3.383825541 17.18 0 1234.674151 2 617.8410645 0.567928185 0.000350603 20.50780459AIETLSGK 10 631226390 2xTMT6plex [N-Term; K8] 1.061 0.98 1.102 3.712032795 36.33 0 1276.787673 2 638.8969727 -0.786847744 -0.000502319 51.48260252MILEIMQK 4 631226390 2xTMT6plex [N-Term; K8] 0.835 1.032 3.657893419 33.5 0 1463.873 2 732.4397583 -0.518937393 -0.000379829 83.65746414LAEEIPLK 18 631226390 2xTMT6plex [N-Term; K8] 0.994 0.973 0.978 3.041209221 35.39 0 1370.865924 2 685.93573 -1.269481597 -0.000870145 64.04785895EIVQQVK 8 631226390 2xTMT6plex [N-Term; K7] 1.081 1.095 1.105 3.215376616 37.2 0 1301.819308 2 651.4122314 -1.629680373 -0.001060775 36.11737265QIDFPLR 6 631226390 1xTMT6plex [N-Term] 0.874 0.888 0.987 2.619585037 23.63 0 1117.65671 2 559.3308105 -2.116675208 -0.001182858 54.24481445VPSSTAGR 6 631226390 1xTMT6plex [N-Term] 1.059 1.115 1.022 2.488677502 20.39 0 1003.573374 2 502.2901001 -0.449309138 -0.000225457 17.57491395FAGASIK 4 631226390 2xTMT6plex [N-Term; K7] 1.277 1.013 1.062 2.304488897 19.72 0 1151.718866 2 576.3632202 0.258925764 0.000149105 44.31327202634743290 MLLT4 afadin isoform 4 4301 NP_001278893.1 14.71083661 1 2 22 108 1781 201.68 6.51 1.04 1.05 0.98 1.02 Significant 0.000456 VSSTATTQDVIETLAEK 12 634743290 2xTMT6plex [N-Term; K17] 1.008 1.066 1.075 5.151175976 84.57 0 2251.243328 2 1126.122314 -2.654454841 -0.002987912 78.50593298LAAGDQLLSVDGR 6 634743290 1xTMT6plex [N-Term] 0.998 1.043 1.249 5.151196003 52.95 0 1543.864136 2 772.4355469 -0.20685758 -0.00015968 54.96343525EVQLEEDPDLQLPFLLPEDGYSCDVVR 12 634743290 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 0.902 2.266 4.778740406 29.93 0 3404.676918 3 1135.565063 1.092226892 0.00123956 107.8844355EIILDDDECPLQIFR 6 634743290 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.076 0.933 1.09 4.646568775 34.78 0 2105.078622 2 1053.038452 -4.272844268 -0.004497337 90.77482353KLTELENELNTK 2 634743290 3xTMT6plex [N-Term; K1; K12] 0.97 5.721786022 19.06 1 2119.257746 3 707.0897827 -1.392339122 -0.000983575 70.54401737LVTDPDSGLCSHYWGAIIR 6 634743290 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.936 1.608 1.549 6.104787827 35.45 0 2389.217181 3 797.0794678 2.79114028 0.00222288 73.79255368KEPEIITVTLK 6 634743290 3xTMT6plex [N-Term; K1; K11] 1.176 1.08 0.744 3.65561676 18.04 1 1958.250476 3 653.4227905 1.707034965 0.001114267 65.39365575VSSASSTAER 2 634743290 1xTMT6plex [N-Term] 0.955 3.324254513 35.66 0 1223.64291 2 612.3247681 -0.531966624 -0.000325469 15.93364942RLDIDEKPLVVQLNWNK 2 634743290 3xTMT6plex [N-Term; K7; K17] 1.096 4.693959713 10.57 1 2767.643745 4 692.666748 0.51193276 0.000354212 79.327476SAYASGTTAK 6 634743290 2xTMT6plex [N-Term; K10] 0.848 0.942 1.19 3.822156906 40.67 0 1414.794215 2 707.899353 -1.969018026 -0.001392878 21.85467233EPEIITVTLK 2 634743290 2xTMT6plex [N-Term; K10] 0.936 3.198265314 26.53 0 1600.992581 2 800.9995728 -0.4445256 -0.000355841 71.2376698GGAADVDGR 6 634743290 1xTMT6plex [N-Term] 1.219 0.945 0.922 2.887380838 32.19 0 1046.542803 2 523.7747192 -0.612247713 -0.000320372 99.31083999TQVLSPDSLFTAK 8 634743290 2xTMT6plex [N-Term; K13] 1.073 1.065 1.093 3.799422026 44.91 0 1865.078435 2 933.0437622 0.971789726 0.000906232 72.51149304DLQYITVSK 2 634743290 2xTMT6plex [N-Term; K9] 0.934 1.235213757 3.53 0 1524.903766 2 762.9561157 0.779862533 0.000594608 57.6471307SVTPASTLTK 6 634743290 2xTMT6plex [N-Term; K10] 1.027 0.99 1.088 3.357897043 45.62 0 1462.888116 2 731.9476318 -0.087838655 -6.42E-05 41.31246796SSDGRPDSGGTLR 4 634743290 1xTMT6plex [N-Term] 1.224 1.085 4.34636116 12.02 0 1533.781863 3 511.9317322 -0.795489128 -0.000406702 15.31443051AAGNFATK 6 634743290 2xTMT6plex [N-Term; K8] 1.005 0.886 0.875 3.372687101 21.61 0 1237.730493 2 619.3687744 -0.178271341 -0.000110326 31.22263788EIQELQSKPDR 2 634743290 2xTMT6plex [N-Term; K8] 0.892 1.618 3.136432409 0 1801.021983 3 601.0120239 -0.257943912 -0.000154854 32.90079093YVLSNQYRPDISPTER 1 634743290 1xTMT6plex [N-Term] 1.121 3.895123243 0 2167.134497 3 723.0499878 0.421168556 0.000304243 45.87802364VIAVVNK 6 634743290 2xTMT6plex [N-Term; K7] 1.057 1.172 1.041 2.9943223 39.01 0 1200.808015 2 600.9065552 -1.816442271 -0.001090599 60.37269692LAAEVYK 4 634743290 2xTMT6plex [N-Term; K7] 0.96 1.143 2.937801361 24.56 0 1251.771295 2 626.3892212 -0.103275405 -6.46E-05 46.00888603GILVFQLK 1 634743290 2xTMT6plex [N-Term; K8] 0.612 2.535058975 0 1375.907729 2 688.4562378 -1.838752708 -0.001264977 84.96659933

634743231 PTPRK receptor-type tyrosine-protein phosphatase kappa isoform c precursor 5796 NP_001278910.1 3.214774282 1 4 4 10 1462 164.508 5.83 0.56 1.1 0.81 0.82 Significant 0.0341
VADLLQHINLMK 4 634743231 2xTMT6plex [N-Term; K12] 0.564 0.836 3.36070013 22.77 0 1853.108296 3 618.3740234 -0.420206149 -0.000259562 90.14481589VTCVEMEPLAEYVVR 2 634743231 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.603 2.874264002 12.56 0 2024.0394 2 1012.521362 -1.95261546 -0.001976085 78.54699907YWPDDTEVYGDFK 2 634743231 2xTMT6plex [N-Term; K13] 0.815 2.971247911 26 0 2093.026794 2 1047.015137 -1.814020017 -0.001898396 70.0569492LILQVEK 2 634743231 2xTMT6plex [N-Term; K7] 1.095 2.595035553 5.46 0 1300.860444 2 650.932312 -2.380706229 -0.001548483 63.7376545414251209 CLIC1 chloride intracellular channel protein 1 1192 NP_001279.2 78.00829876 1 15 15 342 241 26.906 5.17 1.19 1.17 1.21 1.19 Significant 0.0000941 LAALNPESNTAGLDIFAK 64 14251209 2xTMT6plex [N-Term; K18] 1.13 1.085 1.185 5.706683636 80.26 0 2303.301118 3 768.4385986 0.054191107 4.16E-05 87.07399498

KFLDGNELTLADCNLLPK 34 14251209 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C13] 1.444 1.447 1.556 6.243786335 29.86 1 2748.557299 5 550.5205078 5.870000421 0.003226807 82.74500664
NSNPALNDNLEK 12 14251209 2xTMT6plex [N-Term; K12] 1.092 1.088 1.099 5.441576481 65.44 0 1786.969948 2 893.9880981 -0.575186471 -0.00051392 36.84685494

FLDGNELTLADCNLLPK 53 14251209 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C12] 1.26 1.219 1.293 5.418439388 57.65 0 2391.299404 4 598.5806274 0.533737274 0.000319081 92.0711211
EEFASTCPDDEEIELAYEQVAK 28 14251209 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C7] 1.099 1.044 1.051 5.958818913 56.89 0 3031.449434 3 1011.153992 -0.663759165 -0.000670717 75.73889779

LCPGGQLPFLLYGTEVHTDTNK 10 14251209 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C2] 1.35 1.224 0.901 6.650109768 66.85 0 2918.548635 3 973.5206299 -0.444999116 -0.000432917 86.84834617
VLDNYLTSPLPEEVDETSAEDEGVSQR 32 14251209 1xTMT6plex [N-Term] 1.149 1.148 1.375 7.037514687 89.14 0 3221.553492 3 1074.521362 -1.228635796 -0.001319372 72.56842203GVTFNVTTVDTK 24 14251209 2xTMT6plex [N-Term; K12] 1.097 1.069 1.08 4.96828413 78.82 0 1739.994371 2 870.5009155 0.10519269 9.15E-05 66.85032081GFTIPEAFR 25 14251209 1xTMT6plex [N-Term] 1.244 1.247 1.365 3.777848005 42.9 0 1266.704389 2 633.8547363 -1.730919834 -0.001096282 66.4188033LHIVQVVCK 8 14251209 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.504 1.509 1.47 4.4993577 42.85 0 1553.960175 3 518.6580811 -0.312437825 -0.000161839 54.30427637

IGNCPFSQR 7 14251209 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.878 0.969 0.915 2.762450457 29.59 0 1307.672771 2 654.3394165 -0.92897261 -0.000607396 32.57184312YLSNAYAR 23 14251209 1xTMT6plex [N-Term] 1.196 1.158 0.902 3.212297916 42.25 0 1186.641788 2 593.8242188 -0.528786367 -0.00031374 30.06204218LFMVLWLK 6 14251209 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 1.122 1.324 1.025 1.728149295 22.48 0 1523.9424 2 754.4736938 -4.890213193 -0.003687092 112.8969861RTETVQK 10 14251209 2xTMT6plex [N-Term; K7] 1.242 1.174 1.07 3.872458696 13.55 1 1319.80472 3 440.605957 -1.062669521 -0.000467505 30.86860883LFMVLWLK 2 14251209 2xTMT6plex [N-Term; K8] 1.137 2.463500738 25.16 0 1507.947485 2 754.4736938 -4.890213193 -0.003687092 112.8969861AGSDGAK 4 14251209 2xTMT6plex [N-Term; K7] 0.842 1.086 2.233302832 20.74 0 1063.614794 2 532.3104858 -1.033626383 -0.00054969 16.45708099651167283 CLIC1 WASH complex subunit 7 isoform 1 23325 NP_001280569.1 8.00681431 1 8 8 49 1174 136.415 7.44 1.01 0.96 0.96 0.98 Significant 0.000291 AVFPIYLDDVYENAVDAAR 8 651167283 1xTMT6plex [N-Term] 0.95 1.049 5.049622059 69.34 0 2370.217893 3 790.7440186 -0.164616063 -0.000130059 100.7224261LLPYEQSSLLELIK 9 651167283 2xTMT6plex [N-Term; K14] 0.997 0.807 1.588 4.440042496 72.55 0 2104.266964 2 1052.635742 -1.309969242 -0.001378262 106.6637868
TFKDEELFPLQVVMK 8 651167283 3xTMT6plex [N-Term; K3; K15]; 1xOxidation [M14] 1.065 0.915 1.054 4.761550903 23.22 1 2527.444895 3 837.8204346 -1.285830532 -0.001076433 93.39944266
TFKDEELFPLQVVMK 4 651167283 3xTMT6plex [N-Term; K3; K15] 1.138 1.015 5.041779995 25.15 1 2511.44998 3 837.8204346 -1.285830532 -0.001076433 93.39944266TAAEENQEK 2 651167283 2xTMT6plex [N-Term; K9] 0.831 2.737199545 36.38 0 1477.789858 2 739.3977661 -1.084331056 -0.000801207 29.68210476DLALFFSLNPIR 4 651167283 1xTMT6plex [N-Term] 1.387 1.182 3.644752264 25.63 0 1634.946744 2 817.9759521 -1.29440493 -0.001058142 107.2294538SIFANVEAK 2 651167283 2xTMT6plex [N-Term; K9] 1.087 3.575853109 33.17 0 1436.851336 2 718.9291992 -0.1491821 -0.000107176 56.08655702KLDLISELR 6 651167283 2xTMT6plex [N-Term; K1] 0.875 1.11 0.855 3.503217697 20.31 1 1544.977599 3 515.6652222 2.274469163 0.001171335 60.90657654MESILSK 6 651167283 2xTMT6plex [N-Term; K7] 0.749 1.239 0.838 2.838837385 19.08 0 1265.75393 2 633.3796997 -1.428086371 -0.000903803 53.32706974659667952 SSB lupus La protein 6741 NP_001281074.1 59.06862745 1 29 29 309 408 46.808 7.12 1.08 1.11 1.1 1.1 Significant 0.0000647 FSGDLDDQTCR 16 659667952 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.955 1.051 1.053 4.388423443 50.02 0 1542.705587 2 771.855896 -0.69480387 -0.000535939 33.82568668ICHQIEYYFGDFNLPR 14 659667952 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.233 1.123 1.282 4.538276672 46.49 0 2301.132389 2 1151.068726 -0.96244707 -0.001107359 82.45880259SKAELMEISEDK 6 659667952 3xTMT6plex [N-Term; K2; K12] 1.175 1.107 1.015 4.834735394 28.94 1 2067.161068 3 689.7238159 -2.018989308 -0.001391192 56.07014765EVTWEVLEGEVEK 14 659667952 2xTMT6plex [N-Term; K13] 1.018 0.96 1.036 4.951958179 47.71 0 2005.089394 2 1003.051025 2.68332737 0.002690156 78.53355116KIIEDQQESLNK 8 659667952 3xTMT6plex [N-Term; K1; K12] 1.276 0.986 1.061 4.133660316 26.02 1 2132.252995 3 711.4217529 -1.073536275 -0.000763017 41.52437107IIEDQQESLNK 14 659667952 2xTMT6plex [N-Term; K11] 0.979 1.103 1.167 5.583411694 57.15 0 1774.9951 2 888.0009766 -0.23838094 -0.000211563 43.33173927LTTDFNVIVEALSK 16 659667952 2xTMT6plex [N-Term; K14] 1.135 1.144 1.155 5.044532299 41.15 0 2008.173064 2 1004.589294 -0.872271839 -0.000875836 112.4732555GFPTDATLDDIKEWLEDK 9 659667952 3xTMT6plex [N-Term; K12; K18] 1.027 0.869 1.144 5.312060833 33.24 1 2780.496138 4 695.8805542 1.528233331 0.001062312 110.4549454LDEGWVPLEIMIK 24 659667952 2xTMT6plex [N-Term; K13] 1.127 1.174 1.097 4.227285862 50.01 0 2001.149492 2 1001.078918 0.533945149 0.000534252 107.8903927GSIFVVFDSIESAK 48 659667952 2xTMT6plex [N-Term; K14] 1.067 1.144 1.202 5.262764931 70.25 0 1957.10465 2 979.0546875 -1.303798445 -0.001275835 100.4988712SKAELMEISEDKTK 8 659667952 4xTMT6plex [N-Term; K2; K12; K14] 2.125 1.541 1.992 4.114058018 13.1 2 2525.466641 4 632.1213989 -1.138651696 -0.000718907 63.90868452YKETDLLILFK 6 659667952 3xTMT6plex [N-Term; K2; K11] 1.264 1.445 1.515 4.779033184 16.35 1 2070.281776 3 690.7654419 -0.001553608 -1.07E-06 94.27348003EDLHILFSNHGEIK 12 659667952 2xTMT6plex [N-Term; K14] 0.887 0.921 0.952 4.670212269 37.62 0 2110.16971 4 528.2981567 0.515225444 0.000271803 58.26479388

FSGDLDDQTCREDLHILFSNHGEIK 6 659667952 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C10] 1.565 1.73 1.445 4.299405575 13.24 1 3404.694524 5 681.7454224 1.022557643 0.000696299 67.10719929
SPSKPLPEVTDEYK 6 659667952 3xTMT6plex [N-Term; K4; K14] 0.728 0.905 0.793 4.774980068 43.92 0 2277.294525 3 759.7689209 -1.016800709 -0.000771852 49.53663681AELMEISEDK 6 659667952 2xTMT6plex [N-Term; K10] 0.747 0.944 3.838144064 26.52 0 1622.871145 2 811.93927 0.073110587 5.93E-05 55.9596666QKLEEDAEMK 10 659667952 3xTMT6plex [N-Term; K2; K10] 1.096 1.261 1.162 4.56003952 41.69 1 1908.071525 2 954.5391846 -0.226600193 -0.000216185 39.91616575LDEGWVPLEIMIK 10 659667952 2xTMT6plex [N-Term; K13]; 1xOxidation [M11] 1.109 1.054 3.295578718 25.25 0 2017.144407 2 1001.078918 0.533945149 0.000534252 107.8903927GQVLNIQMR 4 659667952 1xTMT6plex [N-Term] 0.948 1.06 3.502915621 41.95 0 1287.740457 2 644.3735352 -0.51471358 -0.000331409 48.72247429EETDKEEPASK 6 659667952 3xTMT6plex [N-Term; K5; K11] 0.914 0.773 0.844 3.153511047 5.86 1 1950.063463 3 650.692688 0.024709372 1.61E-05 22.14616143KFVETPGQK 4 659667952 3xTMT6plex [N-Term; K1; K9] 0.925 1.297 4.198311329 18.3 1 1721.056467 2 861.0309448 -1.077414715 -0.000927146 35.71850625AAQPGSGK 10 659667952 2xTMT6plex [N-Term; K8] 1.096 1.126 1.102 2.743370056 30.58 0 1173.699193 2 587.3530273 -0.353303898 -0.000207336 18.98053701LEEDAEMK 6 659667952 2xTMT6plex [N-Term; K8] 0.903 0.908 1.054 3.61461854 29.07 0 1422.755052 2 711.8806763 -0.686394285 -0.000488285 37.97128798FVETPGQK 8 659667952 2xTMT6plex [N-Term; K8] 1.153 1.04 1.015 3.357330322 27.16 0 1363.798572 3 455.2709045 -0.302087831 -0.000137329 40.30977446EGIILFK 12 659667952 2xTMT6plex [N-Term; K7] 0.979 0.995 0.993 3.302751064 38.3 0 1277.823331 2 639.4152832 -0.031955709 -2.04E-05 69.73084689SPSKPLPEVTDEYKNDVK 3 659667952 4xTMT6plex [N-Term; K4; K14; K18] 1.263 1.115 1.156 3.543959379 1 2962.690704 4 741.4281616 0.037953464 2.81E-05 55.33388211AKQEQEAK 6 659667952 3xTMT6plex [N-Term; K2; K8] 1.579 1.531 1.346 2.718747377 10.63 1 1618.973132 3 540.3289185 -0.57412868 -0.000309833 19.99159471EVTWEVLEGEVEKEALKK 1 659667952 4xTMT6plex [N-Term; K13; K17; K18] 1.089 3.3115592 2 3032.768954 4 758.9471436 -0.728746991 -0.00055253 90.2891871GQVLNIQMR 8 659667952 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.118 0.902 0.977 2.498450756 32.11 0 1303.735372 2 644.3735352 -0.51471358 -0.000331409 48.72247429MAALEAK 6 659667952 2xTMT6plex [N-Term; K7] 1.154 1.214 1.183 3.012661457 35.61 0 1191.717151 2 596.361084 -1.896147293 -0.001129836 44.53427139GFPTDATLDDIK 2 659667952 2xTMT6plex [N-Term; K12] 0.853 2.663322926 20 0 1750.962737 2 875.9834595 -1.767361819 -0.001547292 63.45474707

661567300 ZC3H18 zinc finger CCCH domain-containing protein 18 isoform 1 124245 NP_001281269.1 15.96724667 1 11 11 54 977 108.875 8.44 1.31 1.26 1.21 1.26 Significant 0.000524
SSQQPSTPQQAPPGQPQQGTFVAHK 6 661567300 2xTMT6plex [N-Term; K25] 1.2 1.19 1.21 5.666904926 18.83 0 3089.616866 4 773.1599121 0.3084096 0.000238217 48.43980888ELDEHELDYDEEVPEEPAPAVQEDEAEK 2 661567300 2xTMT6plex [N-Term; K28] 100 3.840918064 12.7 0 3712.727776 3 1238.248291 0.685112679 0.000847879 55.52262962VQYTETEPYHNYR 4 661567300 1xTMT6plex [N-Term] 1.181 1.356 4.033936977 31.92 0 1928.934007 3 643.6490479 -0.734351361 -0.000472172 32.06530641ASDPGAASTK 6 661567300 2xTMT6plex [N-Term; K10] 1.134 1.142 1.297 3.582004786 43.89 0 1362.762915 2 681.8848877 -0.305481878 -0.00020815 19.0419228
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AGAEDDEEKGEGTPR 6 661567300 2xTMT6plex [N-Term; K9] 1.594 1.103 1.205 4.769433022 27.04 1 2019.003098 3 673.671936 -0.912873553 -0.000614365 17.56000238DTVLEPYADPYYDYEIER 6 661567300 1xTMT6plex [N-Term] 1.94 1.473 100 3.325140476 32.15 0 2480.170668 2 1240.587769 -0.970514109 -0.00120352 74.16213203TKGEPAPPPGK 6 661567300 3xTMT6plex [N-Term; K2; K11] 1.497 1.453 1.252 4.776738644 14.9 1 1766.077931 3 589.3637085 -0.769372458 -0.000452924 29.02574602EQEPDFEEK 4 661567300 2xTMT6plex [N-Term; K9] 0.866 1.159 3.393717051 34.98 0 1608.815738 2 804.9108276 -0.845166124 -0.000679858 34.77135417AGVQSVGEK 2 661567300 2xTMT6plex [N-Term; K9] 0.942 3.208506823 32.19 0 1332.788736 2 666.897644 -0.543570067 -0.000362232 28.7276369EAATTGPQVK 6 661567300 2xTMT6plex [N-Term; K10] 1.343 1.353 1.108 4.381952286 44.31 0 1459.852064 2 730.4308472 1.612023571 0.001176658 24.99533063AVEDAIAR 6 661567300 1xTMT6plex [N-Term] 1.231 1.06 1.06 2.466597319 42.14 0 1073.615239 2 537.3123169 1.972679769 0.00105895 27.76954262662033888 UPF1 regulator of nonsense transcripts 1 isoform 1 5976 NP_001284478.1 32.59521701 1 31 31 183 1129 124.267 6.61 1.18 1.16 1.13 1.16 Significant 0.000158 DETGELSSADEK 4 662033888 2xTMT6plex [N-Term; K12] 0.594 0.566 5.148308277 58.85 0 1738.87471 2 869.9414063 0.475140616 0.000413105 28.50752497VLVEGPLNNLR 6 662033888 1xTMT6plex [N-Term] 1.208 1.166 1.142 3.967698097 32.8 0 1452.873579 2 726.9400024 -0.585596159 -0.000425399 64.73998604SILIDESTQATEPECMVPVVLGAK 4 662033888 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 1.145 5.005414486 42.08 0 3045.62523 3 1021.208435 -3.068125298 -0.003131145 77.5045931
SILIDESTQATEPECMVPVVLGAK 4 662033888 2xTMT6plex [N-Term; K24]; 1xOxidation [M16]; 1xCarbamidomethyl [C15] 1.225 0.75 5.646361351 54.63 0 3061.620145 3 1021.208435 -3.068125298 -0.003131145 77.5045931

LQQLKDETGELSSADEK 4 662033888 3xTMT6plex [N-Term; K5; K17] 0.884 1.163 4.394907951 14.75 1 2578.417887 3 860.1422729 -2.180318548 -0.001873924 58.85961335LYQEVEIASVDAFQGR 14 662033888 1xTMT6plex [N-Term] 1.267 1.202 1.052 5.120765209 49.63 0 2054.075586 3 685.3630371 -0.500230801 -0.000342504 80.73646438YEDAYQYQNIFGPLVK 12 662033888 2xTMT6plex [N-Term; K16] 1.352 1.306 0.96 4.062308788 41.2 0 2406.274569 3 802.7628174 -0.278372872 -0.000223281 85.65002995ESQTQDNITVR 6 662033888 1xTMT6plex [N-Term] 0.825 0.833 0.94 4.092323303 48.54 0 1519.791365 2 760.3986206 -0.921744322 -0.00070043 22.16293723TFAVDETSVSGYIYHK 6 662033888 2xTMT6plex [N-Term; K16] 1.38 1.128 1.311 6.050152302 61.48 0 2275.201069 3 759.0718994 0.033193632 2.52E-05 63.69890211EAIDSPVSFLALHNQIR 6 662033888 1xTMT6plex [N-Term] 1 0.859 0.876 7.289083481 62.95 0 2139.175968 3 713.7312012 1.440716272 0.001027315 74.89111261
QLILVGDHCQLGPVVMCK 2 662033888 2xTMT6plex [N-Term; K18]; 1xOxidation [M16]; 2xCarbamidomethyl [C9; C17] 1.136 3.861795187 22.98 0 2541.375563 3 847.7961426 -0.664366829 -0.000562802 63.71587807

YGVIIVGNPK 4 662033888 2xTMT6plex [N-Term; K10] 1.167 1.13 4.094301224 52.29 0 1517.945571 2 759.472168 -5.607304151 -0.004255791 59.78990425AGLSQSLFER 6 662033888 1xTMT6plex [N-Term] 0.862 1.005 0.907 4.014894485 37.32 0 1336.742231 2 668.8738403 -1.366408494 -0.000913268 50.92609681AGAKPDQIGIITPYEGQR 4 662033888 2xTMT6plex [N-Term; K4] 0.878 1.067 4.220282555 33.3 0 2372.333815 3 791.4484253 -1.303480595 -0.001030764 56.03166936NVFLLGFIPAK 12 662033888 2xTMT6plex [N-Term; K11] 1.629 1.768 1.637 3.846086502 41.13 0 1677.05037 3 559.6876831 -1.117571438 -0.000624741 103.4451064ANEHQGIGFLNDPR 6 662033888 1xTMT6plex [N-Term] 0.979 1.04 1.323 4.852082729 35.13 0 1796.924111 3 599.6460571 -0.274225983 -0.000164254 40.06852105ADSVVVLLCR 6 662033888 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.541 1.288 1.924 3.851112366 43.04 0 1360.781987 2 680.8948975 0.390269624 0.000265536 65.47368625FTAQGLPDLNHSQVYAVK 4 662033888 2xTMT6plex [N-Term; K18] 0.906 1.074 5.274763107 31.27 0 2446.349465 3 816.1217041 0.447227472 0.000364692 66.9579951LLGHEVEDVIIK 2 662033888 2xTMT6plex [N-Term; K12] 0.925 3.782917023 26.81 0 1823.104256 2 912.0562134 0.490343769 0.000446974 69.37925728KLVNTINPGAR 6 662033888 2xTMT6plex [N-Term; K1] 1.189 1.04 1.107 4.97314024 24.27 1 1641.021195 3 547.6786499 0.122537742 6.70E-05 38.74594406LKESQTQDNITVR 6 662033888 2xTMT6plex [N-Term; K2] 1.486 1.314 0.531 3.576063395 20.33 1 1990.133324 3 664.0496826 0.588031741 0.000390087 35.59630268LVVLGIRPIR 4 662033888 1xTMT6plex [N-Term] 3.177 2.081 3.454217672 37.57 0 1364.930306 3 455.6478882 -0.875414088 -0.000398293 68.47888797QITAQQINK 6 662033888 2xTMT6plex [N-Term; K9] 0.973 0.939 1.096 4.387722969 40.04 0 1501.910248 2 751.4590454 0.377000099 0.00028311 37.07797313
EKDFIILSCVR 6 662033888 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C9] 1.277 1.445 1.527 3.883306503 13.52 1 1838.061012 3 613.357666 -1.396424335 -0.000855571 65.9584118AYQHGGVTGLSQY 6 662033888 1xTMT6plex [N-Term] 0.836 1.009 0.924 3.3881917 39.82 0 1609.817186 2 805.4126587 0.530776302 0.000427226 46.62197331TVLQRPLSLIQGPPGTGK 2 662033888 2xTMT6plex [N-Term; K18] 0.88 3.11090827 0.88 0 2320.411671 3 774.1437378 2.149949928 0.001662923 69.81186979IPSEQEQLR 10 662033888 1xTMT6plex [N-Term] 1.101 1.169 1.075 3.131560087 23.84 0 1328.737145 2 664.8711548 -1.58965202 -0.001056115 31.25664861IAYFTLPK 6 662033888 2xTMT6plex [N-Term; K8] 1.259 1.214 1.12 3.607488394 30.17 0 1410.876094 2 705.9390259 -3.770205058 -0.002659646 77.00464825GDLAPLWK 4 662033888 2xTMT6plex [N-Term; K8] 0.742 0.837 2.675431252 35.31 0 1357.824393 2 679.414856 -1.441958141 -0.000978963 68.12533572YKGDLAPLWK 5 662033888 3xTMT6plex [N-Term; K2; K10] 1.436 1.152 1.223 3.685076952 8.29 1 1878.145617 3 626.7193604 -1.112184963 -0.000696282 66.77398169EAIIPGSVYDR 4 662033888 1xTMT6plex [N-Term] 0.95 0.748 3.632960081 18.48 0 1448.79466 2 724.9013672 0.550619782 0.000398868 47.34925627LNVAITR 12 662033888 1xTMT6plex [N-Term] 0.909 1.053 1.036 2.412419081 23.48 0 1015.646146 2 508.3269348 0.440585442 0.000223739 44.48009101662033833 RPA2 replication protein A 32 kDa subunit isoform 3 6118 NP_001284487.1 26.25899281 1 5 5 26 278 30.137 6.96 0.97 0.99 1.03 1 Significant 0.000313 QWVDTDDTSSENTVVPPETYVK 4 662033833 2xTMT6plex [N-Term; K22] 1.122 1.007 5.8887887 71.08 0 2968.482783 3 990.1645508 -1.240925591 -0.001227889 61.88633917QAVDFLSNEGHIYSTVDDDHFK 4 662033833 2xTMT6plex [N-Term; K22] 1.054 6.920876503 36.82 0 2995.483786 4 749.6263428 -0.081675037 -6.12E-05 65.50201478IDDMTAAPMDVR 8 662033833 1xTMT6plex [N-Term] 0.812 0.851 1.1 4.259455681 36.25 0 1563.77083 2 782.3893433 0.370983667 0.000290067 49.1148817HMSVSSIK 6 662033833 2xTMT6plex [N-Term; K8] 0.948 1.018 1.014 3.073328972 9.8 0 1346.786627 3 449.5995483 -1.882793025 -0.00084524 34.24939053ANSQPSAGR 4 662033833 1xTMT6plex [N-Term] 1.995 0.851 2.625250101 32.77 0 1116.595901 2 558.8010254 -1.008976255 -0.000563309 13.95980848662033922 PEA15 astrocytic phosphoprotein PEA-15 isoform a 8682 NP_001284505.1 49.66887417 1 7 7 56 151 17.296 4.89 0.88 0.81 0.88 0.86 Significant 0.000741 RPDLLTMVVDYR 12 662033922 1xTMT6plex [N-Term] 0.935 0.724 0.848 6.300867558 39.44 0 1706.946092 3 569.6530151 -0.937240989 -0.000533273 72.02329115SEEITTGSAWFSFLESHNK 8 662033922 2xTMT6plex [N-Term; K19] 0.684 0.828 0.903 7.234305859 56.14 0 2628.334603 3 876.7817383 -1.499446169 -0.001313682 87.03579874DNLSYIEHIFEISR 6 662033922 1xTMT6plex [N-Term] 1.177 0.562 1.382 5.025485516 19.12 0 1965.027907 3 655.6803589 -0.704198571 -0.000461257 87.33040348ISEEDELDTK 12 662033922 2xTMT6plex [N-Term; K10] 0.866 0.744 0.907 4.003844738 49.99 0 1636.868168 2 818.9370117 -0.868116644 -0.000710496 39.63029165QPSEEEIIK 6 662033922 2xTMT6plex [N-Term; K9] 0.822 0.707 0.794 3.396909952 37.69 0 1530.877945 2 765.9414063 -1.573521918 -0.001204435 39.77133432
SACKEDIPSEK 8 662033922 3xTMT6plex [N-Term; K4; K11]; 1xCarbamidomethyl [C3] 0.992 1.133 1.03 3.506063223 9.15 1 1951.077339 3 651.0306396 0.013769476 8.96E-06 32.51916299

EDIPSEK 4 662033922 2xTMT6plex [N-Term; K7] 0.764 0.658 2.526053667 17.7 0 1275.719653 2 638.3636475 0.28609881 0.000182491 29.27437934
662236821 CD3EAP DNA-directed RNA polymerase I subunit RPA34 isoform 1 10849 NP_001284519.1 16.796875 1 5 5 14 512 55.137 8.37 1.12 1.26 1.15 1.18 Significant 0.00131

GHTVTEPIQPLEPELPGEGQPEAR 6 662236821 1xTMT6plex [N-Term] 1.076 0.973 1.275 6.57841444 42.61 0 2810.452202 3 937.4884644 -0.484809382 -0.000454178 63.10585169HVPLSGSQIVK 4 662236821 2xTMT6plex [N-Term; K11] 1.124 1.301 4.40979147 26.21 0 1622.999397 3 541.6704712 -1.563146472 -0.000845662 45.23081915EPEAAGPVGTEPTVETLEPLGVLFPSTTK 2 662236821 2xTMT6plex [N-Term; K29] 3.042470932 21.24 0 3424.850339 4 856.970459 2.822738673 0.002416864 101.8605344SALAPNLLTSGK 1 662236821 2xTMT6plex [N-Term; K12] 1.139 1.824631214 0 1629.993978 2 815.499939 -0.844316195 -0.000688115 59.9983927GKETFEPEDK 1 662236821 3xTMT6plex [N-Term; K2; K10] 1.126 2.425287008 1 1867.041605 3 623.0183105 -0.656969492 -0.000408863 35.34618664662236737 HSPBP1 hsp70-binding protein 1 isoform 1 23640 NP_001284529.1 36.2962963 1 10 10 75 405 44.445 6.47 1.18 1.25 1.31 1.25 Significant 0.000907 NLQGLLQMAITAGSEEPDPPPEPMSEER 8 662236737 1xTMT6plex [N-Term] 1.159 1.32 5.599654198 39.69 0 3265.591808 3 1089.204102 1.819889885 0.001981006 101.1705468SAFLLQNLLVGHPEHK 9 662236737 2xTMT6plex [N-Term; K16] 1.269 1.415 1.525 5.756185055 40.02 0 2261.317043 3 754.4431763 -0.914162573 -0.00068907 79.39114326VLSQPMPPTAGEAEQAADQQER 8 662236737 1xTMT6plex [N-Term] 1.18 1.258 1.205 5.421438694 46.49 0 2582.271795 3 861.4283447 -0.508978301 -0.000438107 57.57011937EPELGLEELLR 6 662236737 1xTMT6plex [N-Term] 1.32 0.915 1.147 4.28255558 45.92 0 1526.86274 2 763.9349365 -0.093717085 -7.15E-05 78.3669241AAQLIGTCSQNVAAIQEQVLGLGALR 12 662236737 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.586 1.451 1.612 9.260951996 97.33 0 2910.603241 3 970.8724365 -0.166439617 -0.00016148 98.42043089ALFAISCLVR 4 662236737 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 2.065 2.532 4.070548058 44.7 0 1378.807808 2 689.9057007 -2.671396833 -0.001841671 87.50216627YLEAGAAGLR 4 662236737 1xTMT6plex [N-Term] 1.204 1.039 3.380820513 38.35 0 1249.710202 2 625.3591309 0.626440233 0.000391434 40.93742906LDGFSVLMR 6 662236737 1xTMT6plex [N-Term] 0.568 1.079 1.402 3.566490173 38.21 0 1266.707759 2 633.8569336 -0.922748354 -0.000584426 74.69040983AMQQQVQK 12 662236737 2xTMT6plex [N-Term; K8] 1.371 1.291 1.161 3.563182592 40.54 0 1418.81899 2 709.9140015 1.223623097 0.00086805 23.87767933EEVEQMK 6 662236737 2xTMT6plex [N-Term; K7] 0.939 1.024 1.124 3.002605915 31.85 0 1350.733923 2 675.869751 -1.256973595 -0.000848918 30.33324117
663071131 CAMSAP2 calmodulin-regulated spectrin-associated protein 2 isoform 1 23271 NP_001284636.1 7.387508395 1 10 11 43 1489 167.984 6.8 1.01 0.91 1.05 0.99 Significant 0.00176

QLPCIPLVENLLK 10 663071131 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.603 1.416 1.522 3.462571859 33.52 0 1995.207676 3 665.7399902 -1.131825475 -0.000752742 110.3840004SDANNFLILFR 6 663071131 1xTMT6plex [N-Term] 1.179 0.965 1.012 3.702437162 36.31 0 1538.852844 2 769.9298096 -0.325618773 -0.00025054 85.3939534EALSPCPSTVSTK 4 663071131 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 1.24 1.116 3.59914875 47.87 0 1834.998471 2 918.001709 -1.269434982 -0.001164706 39.25711575
LNQSSPDNVTDTK 6 663071131 2xTMT6plex [N-Term; K13] 0.585 0.951 0.542 4.604124069 48.75 0 1877.001641 2 939.0040283 -0.458960374 -0.000430735 32.62654555GLYVTDQEK 2 663071131 2xTMT6plex [N-Term; K9] 1.29 2.864398003 21.94 0 1510.85173 2 755.9291382 -0.483358359 -0.000365141 41.16209868DTTQLLASEMVHLR 2 663071131 1xTMT6plex [N-Term] 0.919 3.54090929 22.48 0 1842.994499 3 615.0048218 2.937318606 0.001804487 65.28152042DHIESPK 4 663071131 2xTMT6plex [N-Term; K7] 1.008 0.918 2.32646656 5.23 0 1283.735972 3 428.5839233 0.969552586 0.000414883 20.91737676ADVPVEK 2 663071131 2xTMT6plex [N-Term; K7] 1.011 2.175792456 7 0 1215.73491 2 608.3704834 -1.002967929 -0.000609672 33.57179126LYKEPSAK 2 663071131 3xTMT6plex [N-Term; K3; K8] 0.753 0.905 2.409782887 1 1623.008455 3 541.6744385 0.189549036 0.000102547 35.21347533FLQDYDIR 4 663071131 1xTMT6plex [N-Term] 0.967 0.885 2.458242893 8.08 0 1298.694218 2 649.850647 -0.154366351 -0.000100237 52.64379674LEDICLK 1 663071131 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.229 2.514638901 0 1348.791044 2 674.8994751 0.46642904 0.000314558 59.51820365

663071141 COX18 mitochondrial inner membrane protein COX18 isoform 1 285521 NP_001284661.1 7.784431138 1 2 2 10 334 37.11 9.83 1.23 1.25 1.4 1.29 Significant 0.00172
GAVTLPLAAYQHYILAK 4 663071141 2xTMT6plex [N-Term; K17] 1.332 1.273 6.397500515 38.59 0 2287.357845 3 763.1242065 0.096805538 7.38E-05 88.6397997VENLQPEIK 6 663071141 2xTMT6plex [N-Term; K9] 0.981 1.19 1.404 2.889692783 24.89 0 1527.914665 2 764.4610596 0.116420523 8.89E-05 50.11512613663856631 PEX5 peroxisomal biogenesis factor 5 isoform e 5830 NP_001287718.1 3.333333333 1 2 2 9 660 73.137 4.61 0.75 1.15 0.59 0.83 Significant 0.038 EAVEHFLEALNMQR 6 663856631 1xTMT6plex [N-Term] 0.752 1.15 0.922 3.213521481 15.75 0 1915.989748 3 639.3336792 -1.703162737 -0.001087747 83.77023171LANSEFLK 3 663856631 2xTMT6plex [N-Term; K8] 0.383 2.741189957 24.53 0 1379.829872 2 690.4177856 -1.143482228 -0.000788905 64.34002535663853723 KIF3A kinesin-like protein KIF3A isoform 1 11127 NP_001287720.1 11.29476584 1 5 7 31 726 82.743 6.44 1.33 1.26 1.29 1.29 Significant 0.000246 SVGATNMNEHSSR 6 663853723 1xTMT6plex [N-Term] 1.344 2.048 1.483 4.66765213 44.02 0 1618.780483 3 540.2646484 -0.674036728 -0.000363706 17.05828131LQMLIIDNFIPR 7 663853723 1xTMT6plex [N-Term] 1.181 2.741 3.048094749 33.6 0 1701.992314 3 568.001709 -1.022464591 -0.000580076 110.6593694IHLVDLAGSER 8 663853723 1xTMT6plex [N-Term] 1.392 1.373 3.700381517 48.42 0 1438.821543 3 480.2782593 -0.91665153 -0.000439633 59.37218274AQQEHQSLLEK 6 663853723 2xTMT6plex [N-Term; K11] 1.413 1.293 1.218 3.620656729 26.17 0 1768.995768 3 590.3366089 -0.279797076 -0.000164987 45.4469601YTSLQEEAQGK 2 663853723 2xTMT6plex [N-Term; K11] 1.079 3.204446077 20 0 1711.926686 3 571.3146362 1.559460127 0.000889894 38.08486031SAKPETVIDSLLQ 4 663853723 2xTMT6plex [N-Term; K3] 1.27 0.906 3.535602093 15.35 0 1859.089 3 620.362793 -8.162241695 -0.005058111 77.51543019VIVGGVDLLAK 2 663853723 2xTMT6plex [N-Term; K11] 0.965 3.695885181 29.92 0 1542.003086 2 771.5043945 -1.020294651 -0.000786649 81.95280752664806049 SEC24B protein transport protein Sec24B isoform c 10427 NP_001287742.1 15.6394453 1 13 15 113 1298 140.333 6.57 1.02 1.03 1 1.02 Significant 0.0000752

GCDNNFIEDVLGYTNFASIPQK 6 664806049 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C2] 1.125 1.623 1.269 4.452321053 71.94 0 2960.486429 3 987.4978027 -2.558301501 -0.002524606 107.4577058
VSVFQTQLPSLGAGLLQSR 18 664806049 1xTMT6plex [N-Term] 1.015 1.169 1.085 5.327796936 53.58 0 2230.275682 3 744.0966797 -0.088104579 -6.55E-05 92.48010055NILPMTPVWAPVPNLNADLK 6 664806049 2xTMT6plex [N-Term; K20] 0.845 1.083 0.901 5.303621292 41.85 0 2661.520235 3 887.8443604 -0.641597719 -0.000569208 105.7608636VVQHLGPATDFYK 6 664806049 2xTMT6plex [N-Term; K13] 1.079 0.942 1.041 4.595837116 42.27 0 1933.094754 3 645.0357666 -1.038529181 -0.000669192 55.52819495TYINPFVSFIDQR 48 664806049 1xTMT6plex [N-Term] 1.292 1.113 1.319 4.084084988 40.9 0 1828.979501 3 610.3311768 -0.286234243 -0.000174506 92.91854265ETHSALGPALQAAFK 6 664806049 2xTMT6plex [N-Term; K15] 0.914 0.984 0.936 6.86526823 45.28 0 1999.137682 3 667.0507813 0.054518506 3.63E-05 59.84981124LFPLYVLALLK 7 664806049 2xTMT6plex [N-Term; K11] 0.84 1.406 0.759 3.944990158 64.04 0 1748.149022 2 874.5779419 -0.237114189 -0.000207255 113.4466826AEFFQHLIEDR 6 664806049 1xTMT6plex [N-Term] 1.133 1.017 0.982 4.092542648 40.04 0 1633.853572 3 545.2900391 1.2192693 0.000664036 76.56140119DLTQLPVITSNTIVR 4 664806049 1xTMT6plex [N-Term] 0.915 1.339 3.287636518 10.18 0 1899.111243 2 950.0569458 -2.43687591 -0.002313949 74.46559365SVSSSLSDAR 6 664806049 1xTMT6plex [N-Term] 0.882 0.865 0.813 3.734696865 38.42 0 1237.658561 2 619.3323364 -0.940710528 -0.000582139 21.81550747SQPLVHLMK 6 664806049 2xTMT6plex [N-Term; K9] 0.983 1.117 1.008 2.946144104 19.43 0 1510.917976 3 504.3099976 -1.678810007 -0.000845515 49.87367235DSRPLSPILHIVK 4 664806049 2xTMT6plex [N-Term; K13] 1.15 0.962 4.212023735 12.84 0 1933.199888 4 484.0553894 -0.08284338 -4.00E-05 61.27827968IVPQPPLQK 6 664806049 2xTMT6plex [N-Term; K9] 0.952 1.075 2.837201595 9.74 0 1477.950656 3 493.3218994 0.33065528 0.000162897 56.07716153KIGFEAVMR 6 664806049 2xTMT6plex [N-Term; K1] 1.129 1.197 1.108 3.003996849 9.07 1 1508.902326 3 503.6364746 -4.940897596 -0.002485111 52.7344646MTHLPELDTLSSER 2 664806049 1xTMT6plex [N-Term] 1.017 2.936228514 2.24 0 1857.957779 3 619.9904175 -0.581035051 -0.000359846 55.67951467664805999 EIF4B eukaryotic translation initiation factor 4B isoform 1 1975 NP_001287750.1 28.24675325 1 17 17 141 616 69.657 5.67 1.07 1.06 1.04 1.05 Significant 0.0000697

SQSSDTEQQSPTSGGGK 10 664805999 2xTMT6plex [N-Term; K17] 1.19 1.112 1.003 5.419045448 65.97 0 2139.05659 3 713.6901855 -0.274232752 -0.000195533 17.90778046TGSESSQTGTSTTSSR 14 664805999 1xTMT6plex [N-Term] 2.2 1.003 0.975 5.478367329 65.34 0 1802.856544 2 901.9307251 -1.314949154 -0.001185332 89.15461698SPPYTAFLGNLPYDVTEESIK 20 664805999 2xTMT6plex [N-Term; K21] 1.134 1.142 0.986 6.382260323 49.26 0 2799.485683 3 933.8343506 1.005555352 0.000938346 100.8690702VDVADQAQDK 4 664805999 2xTMT6plex [N-Term; K10] 0.647 0.817 4.304525375 62.03 0 1546.847707 2 773.927002 -0.633510167 -0.000489972 33.14972124AASIFGGAKPVDTAAR 2 664805999 2xTMT6plex [N-Term; K9] 1.008 3.911170006 14.78 0 1990.148581 3 664.0533447 -1.557476835 -0.001033203 51.69302336VDVADQAQDKDR 6 664805999 2xTMT6plex [N-Term; K10] 1.085 0.792 0.829 4.200155735 16.54 1 1817.975761 3 606.6626587 -1.286219449 -0.000779439 26.6780421DENKVDGMNAPK 6 664805999 3xTMT6plex [N-Term; K4; K12] 1.101 1.014 1.039 3.4938972 8.73 1 2005.099137 3 669.0380249 0.191949128 0.000128292 46.84037234VDVADQAQDKDRDDR 14 664805999 2xTMT6plex [N-Term; K10] 1.138 1.09 1.367 6.218699932 27.15 2 2204.130758 4 551.7883301 0.332299932 0.000183108 25.8861277STPKEDDSSASTSQSTR 2 664805999 2xTMT6plex [N-Term; K4] 2.579 4.174677849 17.51 1 2242.119918 3 748.0449219 0.131087993 9.80E-05 15.86632259KPEENPASK 13 664805999 3xTMT6plex [N-Term; K1; K9] 1.047 1.101 1 5.060142994 20.23 0 1686.999346 3 563.0042725 -0.641498285 -0.000360736 22.2657887VAPAQPSEEGPGR 8 664805999 1xTMT6plex [N-Term] 0.959 1.082 0.96 3.819717884 53.31 0 1523.801536 2 762.4040527 -0.464234504 -0.000353701 22.97113192EDDSSASTSQSTR 11 664805999 1xTMT6plex [N-Term] 1.361 1.381 1.591 3.047003984 32.87 0 1599.729553 2 800.3677979 -0.771284667 -0.000616923 14.28441726SILPTAPR 11 664805999 1xTMT6plex [N-Term] 1.054 1.112 1.034 3.34141326 25.54 0 1083.67236 2 542.3392334 -1.079729601 -0.000585037 41.01303271SEETQER 4 664805999 1xTMT6plex [N-Term] 0.613 100 2.688726902 37.36 0 1107.547947 2 554.2774048 -0.374285997 -0.00020727 13.17147003EPSNPER 4 664805999 1xTMT6plex [N-Term] 1.133 1.111 2.618792057 21.02 0 1057.547554 2 529.2770996 -0.596693026 -0.000315516 15.29318119RGDDSFGDK 6 664805999 2xTMT6plex [N-Term; K9] 1.013 0.906 1.2 3.201410294 11.51 1 1454.763978 3 485.5924072 -0.899967509 -0.000436413 21.40633366AFGSGYR 6 664805999 1xTMT6plex [N-Term] 1.113 1.105 0.738 2.088221312 20.28 0 986.5256961 2 493.7666016 0.233572223 0.000115213 24.18660193664806097 DDX46 probable ATP-dependent RNA helicase DDX46 isoform 1 9879 NP_001287789.1 37.69379845 1 39 39 222 1032 117.389 9.29 1.24 1.23 1.25 1.24 Significant 0.0000217 SLEEGEGPIAVIMTPTR 6 664806097 1xTMT6plex [N-Term] 1.375 1.494 0.766 5.781197548 82.93 0 2029.083707 2 1015.044861 -0.622143043 -0.00063119 72.50815872NLGIESQVDVMQQATNAILR 4 664806097 1xTMT6plex [N-Term] 1.071 0.82 6.664208889 43.71 0 2429.301973 3 810.4371948 -2.03435283 -0.001647352 89.71697453KNFYVEVPELAK 6 664806097 3xTMT6plex [N-Term; K1; K12] 1.131 1.459 1.357 4.835524082 21.61 1 2124.267188 3 708.7610474 0.659356719 0.000466883 70.47211268GGTILAPTVSAK 6 664806097 2xTMT6plex [N-Term; K12] 1.045 1.245 1.14 4.704813957 54.08 0 1572.972514 2 786.9892578 -0.810468707 -0.000637423 51.00067677VKDMAAPGTSSVPAPTAGNAEK 8 664806097 3xTMT6plex [N-Term; K2; K22] 1.148 0.93 1.541 6.457190037 40.12 1 2786.53254 4 697.3884277 -0.236456058 -0.000164723 47.20860379
SVVCSDVEQQVIVIEEEKK 8 664806097 3xTMT6plex [N-Term; K18; K19]; 1xCarbamidomethyl [C4] 1.478 1.184 2.711 7.829066277 49.58 1 2905.615935 3 969.2109985 0.862779364 0.000835635 81.20636388RYEEELEINDFPQTAR 4 664806097 1xTMT6plex [N-Term] 1.52 1.65 5.755683422 30.29 1 2239.119241 3 747.0438232 -1.038231191 -0.000774908 50.81835233FDETEQALANER 6 664806097 1xTMT6plex [N-Term] 1.296 1.063 1.299 4.914717674 54.06 0 1651.812495 2 826.4102173 0.401486437 0.00033159 43.06501808HGYEKPTPIQTQAIPAIMSGR 2 664806097 2xTMT6plex [N-Term; K5] 1.007 6.331990242 13.62 0 2753.517275 4 689.1356812 1.314500333 0.000904875 60.50321055
VVCVYGGTGISEQIAELKR 4 664806097 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C3] 1.107 1.48 4.543847084 10.69 1 2537.416165 3 846.4759521 -1.127676542 -0.000953795 74.80757417
VVCVYGGTGISEQIAELK 10 664806097 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C3] 1.235 1.322 1.304 5.93821907 60.83 0 2381.315054 3 794.4415894 -2.031987992 -0.001612935 80.04486679

GFKFDETEQALANER 3 664806097 2xTMT6plex [N-Term; K3] 1.603 0.444 3.834994793 22.36 1 2213.160267 3 738.3922119 0.820185603 0.000605067 55.90231374VTYVVLDEADR 8 664806097 1xTMT6plex [N-Term] 1.229 1.024 1.067 4.314024448 53.79 0 1508.815789 2 754.9107056 -1.096772183 -0.000827414 63.64923037MSQEEVNVFR 6 664806097 1xTMT6plex [N-Term] 1.344 1.22 100 4.330337048 59.65 0 1467.74633 2 734.3751831 -2.207492533 -0.00162002 45.52793177LQNSYQPTNK 8 664806097 2xTMT6plex [N-Term; K10] 1.172 1.284 4.038945675 37.49 0 1650.921541 2 825.9633179 -1.321533312 -0.001090874 31.71400881QDGGQNESFK 6 664806097 2xTMT6plex [N-Term; K10] 1.345 1.317 1.335 3.731083393 44.62 0 1567.811656 2 784.4102173 0.95794052 0.000750935 23.0298569DMAAPGTSSVPAPTAGNAEK 7 664806097 2xTMT6plex [N-Term; K20]; 1xOxidation [M2] 0.628 1.074 1.147 4.524583817 33.22 0 2346.201146 3 782.7375488 -1.301203706 -0.001017629 34.05331917NFYVEVPELAK 8 664806097 2xTMT6plex [N-Term; K11] 1.355 1.442 1.601 4.736336231 41.49 0 1767.009293 2 884.006897 -1.570962133 -0.001387952 77.41460784MFDMGFEPQVMR 6 664806097 1xTMT6plex [N-Term] 0.992 1.542 0.629 4.104077339 16.8 0 1716.81092 2 858.9069824 -2.465184837 -0.002116128 76.8317566GAEIIVCTPGR 6 664806097 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.322 1.343 1.511 4.141781807 46.37 0 1401.772151 2 701.3895874 -0.180211393 -0.000126308 40.80979029
SWVQCGISMK 4 664806097 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.515 1.555 3.968050957 30.07 0 1653.88569 2 827.4478149 1.610421342 0.001331726 69.00664883
AMENIGELKK 5 664806097 3xTMT6plex [N-Term; K9; K10] 1.565 1.311 1.464 3.543346643 15.66 1 1820.091866 3 607.3676147 -1.964462226 -0.001191834 51.91808222LEMEGITVK 4 664806097 2xTMT6plex [N-Term; K9] 0.999 1.285 3.644627333 32.87 0 1477.870023 2 739.4386597 0.013557307 1.00E-05 61.55089322LLEPVDHGK 6 664806097 2xTMT6plex [N-Term; K9] 1.155 1.152 1.208 3.529461145 33.67 0 1465.877885 3 489.2973022 -0.362766724 -0.000177257 42.13458891KLLEPVDHGK 5 664806097 3xTMT6plex [N-Term; K1; K10] 1.314 1.339 1.252 4.059134007 25.45 1 1823.13578 4 456.5391846 -0.478197378 -0.000217955 36.60936773QEHADGLLK 2 664806097 2xTMT6plex [N-Term; K9] 1.216 3.594681501 29.22 0 1468.852399 3 490.2892151 0.471962787 0.000231081 30.32380832ELALQITK 9 664806097 2xTMT6plex [N-Term; K8] 1.297 1.331 1.349 3.223967552 42.87 0 1373.876823 2 687.4420166 -0.048095196 -3.30E-05 60.53345185LNYVPLEK 12 664806097 2xTMT6plex [N-Term; K8] 1.136 1.141 1.165 3.098320723 30.85 0 1433.876823 2 717.4417114 -0.47174794 -0.000338214 62.09246294LEMEGITVK 6 664806097 2xTMT6plex [N-Term; K9]; 1xOxidation [M3] 1.756 1.163 1.346 2.162640333 27.22 0 1493.864938 2 739.4386597 0.013557307 1.00E-05 61.55089322TIAFLLPMFR 8 664806097 1xTMT6plex [N-Term] 1.851 1.492 1.09 3.587726593 39.54 0 1437.848944 2 719.4274292 -0.947631925 -0.000681276 109.1126864IVDNVRPDR 5 664806097 1xTMT6plex [N-Term] 0.99 1.287 1.409 3.500164986 25.52 0 1312.753464 3 438.2561035 0.223436375 9.78E-05 24.11395312DLIGIAK 6 664806097 2xTMT6plex [N-Term; K7] 1.321 1.108 1.23 2.90963912 40.17 0 1187.77638 2 594.3917236 -0.176627839 -0.000104897 55.550188AMEALAR 6 664806097 1xTMT6plex [N-Term] 1.2 1.161 1.798 2.829916477 27.95 0 990.560367 2 495.7849426 2.262975565 0.001120807 30.49146953IEYEPFR 2 664806097 1xTMT6plex [N-Term] 1.182 2.955030203 20.38 0 1182.63564 2 591.8209839 -0.802619615 -0.000474603 58.19615931TDGGESSK 4 664806097 2xTMT6plex [N-Term; K8] 0.785 1.014 1.295 2.240337133 4.67 0 1238.662867 2 619.8349609 -0.178785532 -0.000110727 16.13146418YAGDIIK 4 664806097 2xTMT6plex [N-Term; K7] 1.401 1.18 2.372004747 19.07 0 1237.755645 2 619.3826294 1.888247549 0.001168595 42.27070519AVVDSDKK 1 664806097 3xTMT6plex [N-Term; K7; K8] 1.261 2.02680707 1 1548.956419 3 516.9902954 -0.055508038 -2.87E-05 28.7453944LIKEELIR 4 664806097 2xTMT6plex [N-Term; K3] 1.503 1.411 2.362546682 6.35 1 1471.961221 3 491.3250427 -0.438894831 -0.000215345 52.71596423LWSDFKDQQK 1 664806097 3xTMT6plex [N-Term; K6; K10] 1.276 2.22145462 1 1982.131423 3 661.3837891 2.719742716 0.001796963 66.26008695SSGFSGK 6 664806097 2xTMT6plex [N-Term; K7] 1.134 1.371 1.193 2.296513319 12.37 0 1127.646095 2 564.3267822 0.171395197 9.66E-05 23.7235405

665505985 MRPS34 28S ribosomal protein S34, mitochondrial isoform 1 65993 NP_001287829.1 55.11111111 1 11 11 68 225 26.316 9.89 0.85 0.94 0.95 0.91 Significant 0.00121
HEEEAFTAFTPAPEDSLASVPYPPLLR 11 665505985 1xTMT6plex [N-Term] 0.911 2.549 0.672 7.25681591 56.25 0 3213.63056 3 1071.87793 -3.523954383 -0.003774896 90.9218246DSQLYAVDYETLTRPFSGR 4 665505985 1xTMT6plex [N-Term] 1.204 1.375 5.146515369 31.41 0 2447.240419 3 816.4175415 -0.959292051 -0.000782539 67.3349999VRPDYTAQNLDHGK 10 665505985 2xTMT6plex [N-Term; K14] 0.815 0.905 0.883 6.146451473 25.74 0 2072.128908 4 518.7877197 0.068213058 3.53E-05 31.82032864

KSWLWQHDEPCYWR 4 665505985 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C11] 1.209 1.285 3.949743986 13.36 1 2449.227576 4 613.0623779 0.043155953 2.64E-05 60.65084696EIEHVMYHDWR 2 665505985 1xTMT6plex [N-Term] 1.036 3.987544775 33.62 0 1743.847441 4 436.7169495 -0.844465177 -0.000368155 40.51817494SWLWQHDEPCYWR 2 665505985 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.958 3.568802357 9.35 0 2091.969681 3 697.9956055 1.234232156 0.000860659 64.53976013LPLFGLGR 10 665505985 1xTMT6plex [N-Term] 0.852 0.936 0.866 2.756351709 31.68 0 1101.698181 2 551.3531494 0.763456035 0.000420549 79.49458299AWGILTFK 4 665505985 2xTMT6plex [N-Term; K8] 0.883 0.959 3.364460707 27.91 0 1393.860779 2 697.4338989 -0.184744733 -0.000128754 86.32420998LIAELAR 8 665505985 1xTMT6plex [N-Term] 0.806 0.831 0.909 2.543754816 38.28 0 1014.650897 2 507.8291626 0.149820311 7.60E-05 55.86620727LLQLLGR 8 665505985 1xTMT6plex [N-Term] 0.932 1.107 2.505213022 29.34 0 1041.698181 2 521.3522949 -0.833145594 -0.000433943 77.44112579MEPWDYPAK 5 665505985 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 0.742 1.083 0.869 1.960058212 12.6 0 1610.828887 2 805.9187012 0.769289501 0.000619597 46.88256659
665505989 CD55 complement decay-accelerating factor isoform 5 precursor 1604 NP_001287831.1 5.630630631 1 3 3 14 444 49.307 8.82 1.11 1.21 1.05 1.12 Significant 0.00172

LTCLQNLK 6 665505989 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.29 1.144 1.138 3.172683477 34.19 0 1447.870692 2 724.4384766 -0.701184854 -0.000507613 60.30344139
SCPNPGEIR 2 665505989 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.107 2.845554352 14.58 0 1258.641137 2 629.8243408 0.213190732 0.000134165 29.66420729REPSLSPK 6 665505989 2xTMT6plex [N-Term; K8] 0.991 1.228 0.917 4.204409122 26.25 1 1371.83602 3 457.9502563 0.142373408 6.51E-05 28.3272915

665821222 NR2C2AP nuclear receptor 2C2-associated protein isoform 1 126382 NP_001287874.1 21.55688623 1 2 2 8 167 19.179 7.47 1.02 1.26 1.06 1.11 Significant 0.00442 VTFEDATDFFGR 6 665821222 1xTMT6plex [N-Term] 1.02 0.992 1.06 3.512537241 29.34 0 1633.805953 2 817.4067383 0.151200637 0.000123516 73.22675911IVDFYPEDNNSLQTFPIPAAEVDR 2 665821222 1xTMT6plex [N-Term] 1.574 4.09517622 11 0 2979.493733 3 993.8366699 0.578539772 0.000574585 91.22912249665821193 GATAD2A transcriptional repressor p66-alpha isoform 1 54815 NP_001287875.1 11.829653 1 5 6 28 634 68.092 9.94 1.23 1.3 1.18 1.24 Significant 0.000791 EATAQKPTGSVGSTVTTPPPLVR 6 665821193 2xTMT6plex [N-Term; K6] 1.474 1.234 1.353 5.190190315 28.02 0 2752.560914 3 918.1908569 -1.052303404 -0.00096551 50.58741124ALQQEQEIEQR 6 665821193 1xTMT6plex [N-Term] 1.639 1.656 1.356 4.29398632 42.47 0 1600.849215 2 800.9279175 -0.409981812 -0.00032816 41.87759726GEGLVGDGPVDMR 6 665821193 1xTMT6plex [N-Term] 0.963 0.799 3.635053873 42.8 0 1530.778358 2 765.8916626 -1.508647333 -0.001154702 44.2158426GSATSNWK 4 665821193 2xTMT6plex [N-Term; K8] 1.193 1.329 2.874389887 25.02 0 1308.731221 2 654.8687744 -0.725039534 -0.000474441 28.60858153AEPTAAPHPVLK 4 665821193 2xTMT6plex [N-Term; K12] 1.223 1.244 3.317010164 11.84 0 1689.009962 3 563.6744995 -0.601941295 -0.000338895 37.9726421GGQQASSK 2 665821193 2xTMT6plex [N-Term; K8] 100 1.368346572 8.93 0 1220.699921 2 610.8540039 0.663736014 0.000405111 18.66941145
665821177 CPSF6 cleavage and polyadenylation specificity factor subunit 6 isoform 2 11052 NP_001287876.1 27.04081633 1 13 13 115 588 63.432 7.71 1.39 1.33 1.26 1.33 Significant 0.000801

TPLSEAEFEEIMNR 12 665821177 1xTMT6plex [N-Term] 1.069 1.178 1.132 5.328757286 58.43 0 1894.941794 3 632.3189087 0.199755064 0.000126175 70.81726147AVSDASAGDYGSAIETLVTAISLIK 14 665821177 2xTMT6plex [N-Term; K25] 1.435 1.518 1.328 7.062493801 92.46 0 2910.607589 4 728.4071655 -0.260134904 -0.000189288 113.2395376
VLISSLQDCLHGIESK 8 665821177 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 1.077 1.253 1.459 5.395426273 26.2 0 2257.262624 3 753.09375 1.804207431 0.001357523 83.22422
ELHGQNPVVTPCNK 6 665821177 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 1.168 1.427 1.03 5.393089771 34.67 0 2051.110815 3 684.3735962 -2.232836835 -0.001526599 34.90284643
GFALVGVGSEASSK 10 665821177 2xTMT6plex [N-Term; K14] 1.271 1.645 1.233 4.943984985 72.5 0 1767.00527 2 884.0059204 -0.39967605 -0.000353115 59.72315053KTTQSGQMSGEGK 10 665821177 3xTMT6plex [N-Term; K1; K13] 1.639 1.358 1.251 5.40935421 44.84 1 2026.1206 3 676.0450439 -0.010702257 -7.23E-06 36.06172641GAAPNVVYTYTGK 12 665821177 2xTMT6plex [N-Term; K13] 1.384 1.235 1.478 5.426485062 68.7 0 1799.010356 2 900.00354 -5.865653769 -0.005276186 52.77615806TPLSEAEFEEIMNR 4 665821177 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.535 1.372 3.051315308 41.97 0 1910.936709 3 632.3189087 0.199755064 0.000126175 70.81726147AISSSAISR 6 665821177 1xTMT6plex [N-Term] 1.254 1.011 0.887 3.313818932 35.84 0 1120.652353 2 560.8294067 -0.728293155 -0.000408082 25.08958455KTTQSGQMSGEGK 6 665821177 3xTMT6plex [N-Term; K1; K13]; 1xOxidation [M8] 2.043 1.047 2.571046352 11.45 1 2042.115515 3 676.0450439 -0.010702257 -7.23E-06 36.06172641GPPPTDPYGRPPPYDR 5 665821177 1xTMT6plex [N-Term] 1.427 1.324 1.67 3.758315325 7.85 0 2011.023491 3 671.0124512 -0.343235361 -0.000230085 33.09999449KLMDLLPK 6 665821177 3xTMT6plex [N-Term; K1; K8] 1.881 1.836 1.173 3.347377777 15.24 1 1645.068946 3 549.0278931 0.109180359 5.99E-05 71.9777738GDYGPPGR 6 665821177 1xTMT6plex [N-Term] 1.407 1.473 1.201 2.663391113 25.3 0 1047.542074 2 524.2747803 0.200046261 0.000104778 18.94789284LMDLLPK 6 665821177 2xTMT6plex [N-Term; K7] 1.134 1.031 1.26 2.482440233 27.77 0 1287.811051 2 644.4075317 -2.53493976 -0.001632262 80.33028678AGPPGGSSR 4 665821177 1xTMT6plex [N-Term] 1.254 1.226 2.81189394 24.58 0 1014.552973 2 507.7797852 -0.669957625 -0.000339854 15.4195089665821274 PPIA peptidyl-prolyl cis-trans isomerase A isoform 2 5478 NP_001287910.1 78.0952381 1 2 10 386 105 11.411 7.9 0.78 1.08 1.05 0.97 Significant 0.00953 VKEGMNIVEAMER 16 665821274 2xTMT6plex [N-Term; K2] 1.81 1.687 2.218 4.466240406 35.86 1 1964.070924 2 982.5377808 -1.3436259 -0.001319488 62.32478921

HTGPGILSMANAGPNTNGSQFFICTAK 2 665821274 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C24] 1.37 4.854409218 23.34 0 3249.654908 4 817.1674194 -0.604751192 -0.000493726 60.41241283
SIYGEKFEDENFILK 31 665821274 3xTMT6plex [N-Term; K6; K15] 1.516 1.662 1.672 5.644438744 20.42 1 2519.400053 2 1260.200073 -2.850978596 -0.003591378 75.53236787EGMNIVEAMER 38 665821274 1xTMT6plex [N-Term] 0.832 0.776 0.804 4.402379513 53.6 0 1507.744615 2 754.3757324 -0.283089222 -0.000213413 57.79386725HTGPGILSMANAGPNTNGSQFFICTAK 12 665821274 2xTMT6plex [N-Term; K27]; 1xOxidation [M9]; 1xCarbamidomethyl [C24] 1.107 1.064 1.134 4.050566196 34.62 0 3265.649823 4 817.1674194 -0.604751192 -0.000493726 60.41241283

EGMNIVEAMER 65 665821274 1xTMT6plex [N-Term]; 1xOxidation [M] 0.796 0.847 0.82 3.108251095 42.5 0 1523.73953 2 754.3757324 -0.283089222 -0.000213413 57.79386725
KITIADCGQLE 72 665821274 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.078 1.112 1.082 4.811211109 40.44 1 1705.955878 2 853.4813232 -0.297713224 -0.000253943 51.48756613

FEDENFILK 68 665821274 2xTMT6plex [N-Term; K9] 0.809 0.816 0.729 3.753773212 46.88 0 1612.89868 2 806.9526367 -0.423704544 -0.000341696 87.50963558
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

ITIADCGQLE 20 665821274 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.882 0.983 0.834 3.286006212 66.16 0 1348.697983 2 674.8521729 -0.677473301 -0.000456853 63.5237556MCQGGDFTR 6 665821274 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.795 1.081 1.052 3.311252594 13.02 0 1300.597557 2 650.8023071 -0.168916346 -0.000109846 23.97643529EGMNIVEAMER 7 665821274 1xTMT6plex [N-Term]; 2xOxidation [M3; M9] 0.755 0.763 2.654473782 27.86 0 1539.734445 2 754.3757324 -0.283089222 -0.000213413 57.79386725VKEGMNIVEAMER 21 665821274 2xTMT6plex [N-Term; K2]; 1xOxidation [M] 1.726 1.373 1.259 2.403863907 21.11 1 1980.065839 2 982.5377808 -1.3436259 -0.001319488 62.32478921TEWLDGK 27 665821274 2xTMT6plex [N-Term; K7] 1.172 1.146 1.097 3.039204836 34.97 0 1306.740723 2 653.874939 1.437285648 0.00093908 49.30286309CQGGDFTR 1 665821274 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.74 35.33 0 1169.557073 2 585.2821655 -0.015668592 -9.16E-06 29.30029205666335594 TJP1 tight junction protein ZO-1 isoform d 7082 NP_001287955.1 15.66193853 1 19 19 97 1692 189.56 6.71 1.1 1.18 1.1 1.13 Significant 0.00056 EAGFLRPVTIFGPIADVAR 9 666335594 1xTMT6plex [N-Term] 0.676 1.3 1.102 5.864743233 51.93 0 2258.285853 3 753.4333496 -0.158320026 -0.000119177 91.54945793AIPVSPSAVEEDEDEDGHTVVATAR 6 666335594 1xTMT6plex [N-Term] 1.201 1.475 1.27 5.968827724 76.66 0 2823.384576 3 941.7995605 -0.158607289 -0.00014927 51.96569732EGLEEGDQILR 6 666335594 1xTMT6plex [N-Term] 0.894 1.58 0.901 3.794563532 45.32 0 1487.790303 2 744.3991699 0.511075888 0.000380187 41.45296347LAGGNDVGIFVAGVLEDSPAAK 6 666335594 2xTMT6plex [N-Term; K22] 1.118 1.217 0.865 6.199783802 77.58 0 2558.423024 3 853.4788818 -0.364084508 -0.000310494 102.6762625DNPHFQSGETSIVISDVLK 2 666335594 2xTMT6plex [N-Term; K19] 1.063 6.42325449 48.63 0 2544.370988 3 848.7946167 -0.664727098 -0.000563771 72.45317168ADGATSDDLDLHDDR 2 666335594 1xTMT6plex [N-Term] 1.194 4.619691849 61.18 0 1844.84598 3 615.619812 -0.59451838 -0.000365598 25.01388354IVESDVGDSFYIR 4 666335594 1xTMT6plex [N-Term] 0.971 0.906 4.269158363 53.24 0 1728.900581 2 864.9536133 -0.365294284 -0.000315779 69.41288373DGNIQEGDVVLK 2 666335594 2xTMT6plex [N-Term; K12] 0.945 4.494437218 54.71 0 1744.984535 2 872.9952393 -0.76394624 -0.000666537 48.33986358HEEQPAPGYDTHGR 6 666335594 1xTMT6plex [N-Term] 1.579 1.292 1.234 4.433984756 39.17 0 1822.86699 4 456.4720459 -0.349014082 -0.000159052 15.36663699AEQLASVQYTLPK 12 666335594 2xTMT6plex [N-Term; K13] 1.166 1.175 1.19 4.678575039 62.21 0 1906.104984 2 953.5551758 -1.001769323 -0.000954739 69.20480659EEPDIYQIAK 8 666335594 2xTMT6plex [N-Term; K10] 0.983 1.354 1.009 4.099001884 43.4 0 1663.930709 2 832.4683228 -0.805124985 -0.000669836 53.57683748ESPYGLSFNK 6 666335594 2xTMT6plex [N-Term; K10] 1.213 1.173 0.89 4.178726196 37.09 0 1599.878279 2 800.4414063 -1.714655443 -0.00137162 54.50967691GEEVTILAQK 6 666335594 2xTMT6plex [N-Term; K10] 1.157 1.47 0.848 3.894961119 61.92 0 1545.925229 2 773.4644165 -2.375866645 -0.001836456 52.4704659TVEEVTVER 6 666335594 1xTMT6plex [N-Term] 1.071 0.996 0.941 3.541400433 41.45 0 1290.710262 2 645.8600464 1.979091291 0.001277217 28.22075792LRPEAQPHPSAGPKPAESK 4 666335594 3xTMT6plex [N-Term; K14; K19] 1.378 1.301 5.941910267 10.42 0 2684.545094 5 537.7156982 1.598271136 0.000858126 27.54487638EEAVLFLLDLPK 2 666335594 2xTMT6plex [N-Term; K12] 1.46 3.632138252 26.87 0 1845.113758 2 923.0585327 -2.151325518 -0.00198472 112.1450822KDPYPEEMMR 4 666335594 2xTMT6plex [N-Term; K1] 1.279 1.229 3.143605709 16.58 1 1753.901733 3 585.3045044 -1.581323716 -0.000924495 37.730937IDSPGFKPASQQVYR 2 666335594 2xTMT6plex [N-Term; K7] 0.991 1.061 3.367386341 0 2151.196259 3 717.7332153 -5.190695112 -0.003722068 46.07121937SASLETK 4 666335594 2xTMT6plex [N-Term; K7] 0.826 0.873 2.11399889 14.67 0 1193.714174 2 597.3620605 2.237062949 0.001335207 27.705581666637993 AP2S1 AP-2 complex subunit sigma isoform 3 1175 NP_001288005.1 39.87341772 1 7 7 68 158 18.917 7.81 1.06 1.04 0.99 1.03 Significant 0.000408 LIEEVHAVVTVR 12 666637993 1xTMT6plex [N-Term] 0.924 1.097 0.964 5.056589603 57.83 0 1593.952558 3 531.9887085 -0.618181334 -0.000328451 62.44580258VYTVVDEMFLAGEIR 8 666637993 1xTMT6plex [N-Term] 2.124 2.158 5.065547466 54.17 0 1971.045865 3 657.6868896 0.126955601 8.34E-05 102.9422969WYMQFDDDEK 8 666637993 2xTMT6plex [N-Term; K10] 0.832 0.805 0.749 3.922402143 25.59 0 1834.872207 2 917.9395752 -0.181810686 -0.0001668 65.41409481WYMQFDDDEKQK 6 666637993 3xTMT6plex [N-Term; K10; K12] 1.748 1.414 1.305 4.285227776 11.12 1 2320.18868 3 774.0675049 -0.309617734 -0.000239457 60.51582159QLLMLQSLE 22 666637993 1xTMT6plex [N-Term] 1.112 1.001 0.964 2.959893703 47.22 0 1303.74929 2 652.3782959 0.019441526 1.27E-05 82.96489991HTNFVEFR 8 666637993 1xTMT6plex [N-Term] 0.936 0.898 0.906 3.967131138 45.16 0 1278.679236 3 426.8978577 -0.169496733 -7.22E-05 34.75932406FILIQNR 4 666637993 1xTMT6plex [N-Term] 0.971 1.219 2.538000107 19.08 0 1132.703995 2 566.8555298 -0.186977082 -0.000105895 57.44743429669033286 HMGB3 high mobility group protein B3 isoform b 3149 NP_001288160.1 43.63636364 1 6 7 42 220 25.485 9.06 0.98 0.92 0.99 0.96 Significant 0.000514 STNPGISIGDVAK 12 669033286 2xTMT6plex [N-Term; K13] 0.898 0.9 0.903 5.877252102 66.23 0 1716.98962 2 858.9997559 1.522856469 0.001307364 51.86755158KNPEVPVNFAEFSK 6 669033286 3xTMT6plex [N-Term; K1; K14] 0.898 0.888 0.955 6.239723682 33.27 1 2293.315929 3 765.1098633 -0.389220795 -0.000297535 68.34562588KKVEEEDEEEEEEEEEEEEEEDE 4 669033286 3xTMT6plex [N-Term; K1; K2] 2.99621582 11.56 2 3614.585537 3 1205.532959 -0.335713974 -0.000404489 34.18892627
RPPSGFFLFCSEFRPK 6 669033286 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 1.458 1.889 1.429 6.250477791 12.1 0 2430.315663 4 608.3359985 2.675121888 0.001625348 76.64365773
KLGEMWNNLNDSEK 3 669033286 3xTMT6plex [N-Term; K1; K14]; 1xOxidation [M5] 1.03 0.977 2.961169243 18.1 1 2381.273807 3 794.4291382 -0.397014075 -0.000315133 47.7916512

SKFDEMAK 7 669033286 3xTMT6plex [N-Term; K2; K8] 1.251 100 3.078257799 22.06 1 1642.94414 2 821.9758911 0.222701767 0.000182943 39.76300929KKDPNAPK 4 669033286 4xTMT6plex [N-Term; K1; K2; K8] 1.458 1.406 2.800977945 3.68 2 1814.16697 4 454.2973633 0.360146012 0.000163341 22.5429474669033311 ARHGDIA rho GDP-dissociation inhibitor 1 isoform e 396 NP_001288172.1 34.93975904 1 9 9 135 249 27.501 5.01 0.97 1.06 1.02 1.02 Significant 0.000655 AEEYEFLTPVEEAPK 36 669033311 2xTMT6plex [N-Term; K15] 0.963 1.02 4.477141857 61.08 0 2210.163287 2 1105.585083 -0.179889141 -0.000198792 70.33082689FTDDDKTDHLSWEWNLTIK 12 669033311 3xTMT6plex [N-Term; K6; K19] 0.918 0.979 0.889 5.50156641 11.11 1 3051.603062 4 763.6556396 -0.764695212 -0.000583387 81.92556296TDYMVGSYGPR 8 669033311 1xTMT6plex [N-Term] 0.783 0.828 1.022 4.313554764 54.86 0 1474.719781 2 737.8638916 0.492326159 0.000363022 38.19382174SIQEIQELDKDDESLR 14 669033311 2xTMT6plex [N-Term; K10] 0.961 0.828 0.807 5.327047825 32.52 1 2376.265854 3 792.7600098 -0.159221715 -0.000126118 56.36298657SIQEIQELDKDDESLRK 20 669033311 3xTMT6plex [N-Term; K10; K17] 1.091 1.166 1.102 6.647281647 18.6 2 2733.523749 4 684.1359253 -0.687050231 -0.000469517 57.14656454IDKTDYMVGSYGPR 6 669033311 2xTMT6plex [N-Term; K3] 1.222 1.106 0.785 3.071101427 46.05 1 2060.088682 2 1030.546021 -1.901852288 -0.001958992 49.81831539TDYMVGSYGPR 8 669033311 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.757 1.538 1.057 1.945520759 36.71 0 1490.714696 2 737.8638916 0.492326159 0.000363022 38.19382174YKEALLGR 6 669033311 2xTMT6plex [N-Term; K2] 2.984 2.852 2.373 3.034100294 7.27 1 1407.872406 3 469.9624634 0.306055234 0.000143629 38.96544721YIQHTYR 10 669033311 1xTMT6plex [N-Term] 0.883 0.952 0.864 3.045789242 21.98 0 1209.657773 3 403.8906555 -0.297180966 -0.000119829 20.24230199IDKTDYMVGSYGPR 7 669033311 2xTMT6plex [N-Term; K3]; 1xOxidation [M7] 0.888 1.098 1.151 2.471637011 15.59 1 2076.083597 2 1030.546021 -1.901852288 -0.001958992 49.81831539EIVSGMK 8 669033311 2xTMT6plex [N-Term; K7] 1.044 1.024 0.924 2.892729521 29.57 0 1221.727716 2 611.3656006 -3.1030876 -0.001895564 39.98521422669633301 TPM1 tropomyosin alpha-1 chain isoform Tpm1.8cy 7168 NP_001288218.1 35.48387097 1 2 10 127 248 28.591 4.79 0.62 0.59 0.7 0.64 Significant 0.00265 ETAEADVASLNR 10 669633301 1xTMT6plex [N-Term] 0.603 0.568 0.712 4.649405956 58.2 0 1504.780466 2 752.8930054 -1.151196371 -0.000866149 31.37500631IQLVEEELDR 24 669633301 1xTMT6plex [N-Term] 0.657 0.65 0.736 4.455230236 72.11 0 1472.815789 2 736.9118652 0.451182527 0.000332254 71.66235835SLQEQADAAEER 6 669633301 1xTMT6plex [N-Term] 0.788 0.626 0.661 4.706887722 75.86 0 1575.781195 2 788.3935547 -0.864266565 -0.000680948 22.39677568MEIQEIQLK 56 669633301 2xTMT6plex [N-Term; K9] 0.784 0.778 0.727 4.095114708 49.17 0 1589.933686 2 795.4705811 0.125772148 1.00E-04 65.29258897MEIQEIQLK 22 669633301 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 0.556 0.627 0.462 2.734004259 44.3 0 1605.928601 2 795.4705811 0.125772148 1.00E-04 65.29258897EDRYEEEIK 6 669633301 2xTMT6plex [N-Term; K9] 0.489 0.564 0.482 3.105176926 14.37 1 1668.884487 3 556.9662476 -0.17807357 -9.91E-05 29.59122671SIDDLEEK 6 669633301 2xTMT6plex [N-Term; K8] 0.544 0.558 0.794 3.335713387 35.13 0 1406.777896 2 703.8918457 -1.053189529 -0.000740802 41.56314903LATALQK 16 669633301 2xTMT6plex [N-Term; K7] 0.762 0.76 0.77 3.358190298 35.89 0 1202.787279 2 601.8977661 0.811562093 0.000488068 46.81429532AADESER 8 669633301 1xTMT6plex [N-Term] 0.884 0.686 0.689 2.860127926 34.03 0 1006.500269 2 503.75354 -0.462614755 -0.000232811 13.39992872KYEEVAR 9 669633301 2xTMT6plex [N-Term; K1] 0.897 0.949 0.888 2.552756071 15.19 1 1352.793821 2 676.9000244 -0.775522373 -0.000524561 21.98605755LKEAETR 3 669633301 2xTMT6plex [N-Term; K2] 1.182 1.201 2.090013981 10.25 1 1304.793821 2 652.8997192 -1.271828093 -0.000829737 22.99596968
671744006 CHCHD10 coiled-coil-helix-coiled-coil-helix domain-containing protein 10, mitochondrial isoform a 400916 NP_001288268.1 6.040268456 1 1 1 6 149 14.922 7.84 1.17 0.94 0.99 1.03 Significant 0.00454

YYHGLSSLP 6 671744006 1xTMT6plex [N-Term] 1.169 0.939 0.985 2.082491875 15.4 0 1265.672754 2 633.338623 -2.200123406 -0.001392318 49.64912533686661112 MEMO1 protein MEMO1 isoform 1 51072 NP_001288762.1 46.8013468 1 8 8 58 297 33.711 7.14 1.06 0.98 0.9 0.98 Significant 0.00221 YLADPSNLFVVSSDFCHWGQR 4 686661112 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.968 0.883 5.679148674 30.81 0 2727.318686 3 909.777771 0.026945249 2.45E-05 90.87966547EASHAGSWYTASGPQLNAQLEGWLSQVQSTK 8 686661112 2xTMT6plex [N-Term; K31] 100 0.842 6.913504601 52.13 0 3789.923672 4 948.2324219 -4.172640763 -0.003953498 94.11134813HPIGVLLNAITELQK 12 686661112 2xTMT6plex [N-Term; K15] 1.091 0.982 0.995 6.274118423 68.46 0 2104.289431 3 702.1016846 0.508190994 0.00035646 97.74869839
AMESHKDEFTIIPVLVGALSESK 14 686661112 3xTMT6plex [N-Term; K6; K23]; 1xOxidation [M2] 0.989 0.921 0.889 5.905245781 30.43 1 3204.779312 3 1068.929565 -1.613006836 -0.00172311 103.0703737IFILGPSHHVPLSR 6 686661112 1xTMT6plex [N-Term] 0.99 0.8 0.895 4.238057137 51.76 0 1802.063839 4 451.2710266 -0.867219381 -0.000390696 57.87208052MSLQTDEDEHSIEMHLPYTAK 3 686661112 2xTMT6plex [N-Term; K21] 1.898 0.912 3.637060404 14.75 0 2933.442515 4 734.1159058 -0.245978273 -0.000180391 60.63605697AMESHKDEFTIIPVLVGALSESK 1 686661112 3xTMT6plex [N-Term; K6; K23] 0.823 4.64010334 1 3188.784397 3 1068.929565 -1.613006836 -0.00172311 103.0703737SIEHLDK 4 686661112 2xTMT6plex [N-Term; K7] 0.999 1.101 3.01610136 25.68 0 1299.767272 3 433.9276733 0.919033397 0.000398177 31.10837502IYGELWK 6 686661112 2xTMT6plex [N-Term; K7] 0.894 1.044 0.884 2.704690933 13.94 0 1366.813494 2 683.9103394 -0.067382319 -4.60E-05 69.16445176686661120 SAP30BP SAP30-binding protein isoform 1 29115 NP_001288784.1 21.6374269 1 6 6 18 342 37.614 5 1.11 1.07 1.33 1.17 Significant 0.00474 GGLVSDAYGEDDFSR 4 686661120 1xTMT6plex [N-Term] 1.258 1.077 4.117277145 31.89 0 1816.855088 2 908.928894 -2.518810715 -0.002288157 46.02058336DMFDPHGWSEDSYYEALAK 4 686661120 2xTMT6plex [N-Term; K19] 1.186 1.035 1.566 2.761269093 6.4 0 2719.275039 3 907.0960693 -0.508993084 -0.000461364 74.32835716TTVISAVGTIVK 2 686661120 2xTMT6plex [N-Term; K12] 1.201 3.638763428 38.73 0 1647.045679 2 824.0233154 -3.839912096 -0.003162255 77.95989178TKIEFVTGTK 2 686661120 3xTMT6plex [N-Term; K2; K10] 1.205 3.609758615 14.63 1 1811.124547 3 604.3793335 -0.607126506 -0.000366527 54.45500865EGMDMNYIIQR 2 686661120 1xTMT6plex [N-Term] 0.941 2.976706743 8.73 0 1598.786814 2 799.8969727 -0.091011196 -7.28E-05 61.47148351NPSIYEK 4 686661120 2xTMT6plex [N-Term; K7] 1.061 1.079 2.799353361 24.27 0 1308.756373 2 654.8812866 -0.822603683 -0.000538294 33.00815877687170345 LPIN3 phosphatidate phosphatase LPIN3 64900 NP_001288789.1 2.9342723 1 2 2 9 852 93.643 5.52 1.14 0.88 0.75 0.92 Significant 0.0151 GPILLSPSSLFSALHR 3 687170345 1xTMT6plex [N-Term] 100 1.299 3.986885786 33.44 0 1924.121748 3 642.0446777 -1.178769939 -0.000756032 97.585573GELIQELIK 6 687170345 2xTMT6plex [N-Term; K9] 1.028 0.777 0.745 2.699919224 22.15 0 1500.940151 2 750.9741211 0.542618238 0.000407219 78.51798081

700584700 AAMP angio-associated migratory cell protein isoform 1 14 NP_001289474.1 19.31034483 1 7 7 31 435 46.792 4.42 1.1 1.2 1.3 1.2 Significant 0.00231 AVVGYEDGTIR 6 700584700 1xTMT6plex [N-Term] 1.401 1.103 1.459 3.776162386 57.25 0 1408.76336 2 704.8861084 1.12174757 0.000790138 34.94687744APVLLAGTADGNTWMWK 6 700584700 2xTMT6plex [N-Term; K17] 1.063 1.045 1.226 4.931413174 35.73 0 2289.24658 3 763.7529907 -0.943992687 -0.000720344 90.73878095GHTAEILDFALSK 4 700584700 2xTMT6plex [N-Term; K13] 1.357 1.401 5.324436188 35.15 0 1860.06312 3 620.6918945 -1.06947782 -0.000663099 74.39091127TNTLAVTGGEDDK 2 700584700 2xTMT6plex [N-Term; K13] 0.715 2.555014133 23.01 0 1778.953629 2 889.9777222 -3.069778759 -0.002730497 36.51252385LVSATTGK 6 700584700 2xTMT6plex [N-Term; K8] 1.43 1.272 1.188 3.037277699 19.89 0 1234.777109 2 617.8917236 -0.759671011 -0.000469012 34.52516233
TFQGPNCPATCGR 5 700584700 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C11] 1.714 1.049 1.082 2.88414526 7.7 0 1694.794025 2 847.9024048 2.069590912 0.001753765 26.7906167

VFCVQRPDR 2 700584700 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.991 2.877604008 5.34 0 1405.757169 3 469.2574158 0.373168613 0.000174861 45.89589846701165620 ACYP1 acylphosphatase-1 isoform c precursor 97 NP_001289546.1 14.72868217 1 2 2 7 129 14.116 9.7 0.9 1.08 0.6 0.86 Significant 0.0255 LGLVGWVQNTDR 3 701165620 1xTMT6plex [N-Term] 0.95 0.601 4.140319347 27.95 0 1586.885206 2 793.9451294 -1.401582754 -0.001112075 70.09767128VQGVFFR 4 701165620 1xTMT6plex [N-Term] 0.898 1.113 2.148134947 37.78 0 1081.635581 2 541.3206177 -1.499708836 -0.000811069 51.82486884701461513 CAPNS1 calpain small subunit 1 isoform 1 826 NP_001289561.1 80.59701493 1 10 10 285 268 28.298 5.2 1.08 1.05 1.06 1.06 Significant 0.0000688
YSDESGNMDFDNFISCLVR 10 701461513 1xTMT6plex [N-Term]; 1xOxidation [M8]; 1xCarbamidomethyl [C16] 1.132 1.176 0.971 4.870460033 37.4 0 2514.111456 3 833.3764038 -0.753529384 -0.000627468 94.57169215
YSDESGNMDFDNFISCLVR 34 701461513 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.196 1.266 1.296 6.876430511 69.78 0 2498.116541 3 833.3764038 -0.753529384 -0.000627468 94.57169215SLDKDGTGQIQVNIQEWLQLTMYS 20 701461513 2xTMT6plex [N-Term; K4]; 1xOxidation [M22] 1.625 1.604 1.237 4.503180504 32.66 1 3241.6815 3 1081.232056 0.035189203 3.80E-05 105.4393678

SGTICSSELPGAFEAAGFHLNEHLYNMIIR 4 701461513 1xTMT6plex [N-Term]; 1xOxidation [M27]; 1xCarbamidomethyl [C5] 2.045 0.81 5.591283798 20.12 0 3579.756189 4 891.692749 -3.397493636 -0.003026964 94.62197983
SGTICSSELPGAFEAAGFHLNEHLYNMIIR 18 701461513 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.916 1.231 1.044 7.902751446 40.54 0 3563.761274 4 891.692749 -3.397493636 -0.003026964 94.62197983

GGGGGGGGGGGLGGGLGNVLGGLISGAGGGGGGGGGGGGGGGGGGGGTAMR 25 701461513 1xTMT6plex [N-Term] 0.758 0.964 1.107 14.7123394 131.92 0 3810.823584 4 953.4609985 -0.37260958 -0.000354987 84.75871068
GGGGGGGGGGGLGGGLGNVLGGLISGAGGGGGGGGGGGGGGGGGGGGTAMR 6 701461513 1xTMT6plex [N-Term]; 1xOxidation [M50] 1.042 0.935 9.145561218 68.53 0 3826.818499 4 953.4609985 -0.37260958 -0.000354987 84.75871068

SMVAVMDSDTTGK 26 701461513 2xTMT6plex [N-Term; K13] 1.06 1.014 1.095 5.387561798 67.23 0 1799.928342 2 900.4672852 -0.582416241 -0.000524154 51.71888198
LFAQLAGDDMEVSATELMNILNK 8 701461513 2xTMT6plex [N-Term; K23]; 2xOxidation [M10; M18] 1.06 0.966 6.646697521 64.91 0 3013.562631 3 994.5285645 -0.55692104 -0.0005535 112.845472
LFAQLAGDDMEVSATELMNILNK 16 701461513 2xTMT6plex [N-Term; K23]; 1xOxidation [M] 1.064 0.96 0.815 6.065788269 46.9 0 2997.567716 3 994.5285645 -0.55692104 -0.0005535 112.845472LFAQLAGDDMEVSATELMNILNK 10 701461513 2xTMT6plex [N-Term; K23] 0.91 1.134 0.993 6.470717907 67.36 0 2981.572801 3 994.5285645 -0.55692104 -0.0005535 112.845472ILGGVISAISEAAAQYNPEPPPPR 37 701461513 1xTMT6plex [N-Term] 1.114 1.067 1.098 8.348553658 82 0 2676.455831 4 669.8694458 0.045595045 3.05E-05 112.2527692THYSNIEANESEEVR 22 701461513 1xTMT6plex [N-Term] 1.031 1.167 1.042 5.669488907 77.71 0 2006.961678 3 669.6585693 -0.260713592 -0.000174414 23.18710419SMVAVMDSDTTGK 22 701461513 2xTMT6plex [N-Term; K13]; 1xOxidation [M] 1.203 0.973 1.117 3.836696148 59.44 0 1815.923257 2 900.4672852 -0.582416241 -0.000524154 51.71888198TDGFGIDTCR 21 701461513 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.235 1.176 1.112 4.127102852 62.24 0 1370.657181 2 685.8310547 -1.712941086 -0.001173928 35.93246276LGFEEFK 6 701461513 2xTMT6plex [N-Term; K7] 0.787 0.822 0.87 2.961172581 18.42 0 1327.76621 2 664.3856201 -1.691582154 -0.001123013 63.18487998732663005 PKP3 plakophilin-3 isoform PKP3b 11187 NP_001289958.1 45.68965517 1 31 31 255 812 88.601 9.42 1.11 1.16 1.13 1.14 Significant 0.000164 AGGLDWPEATEVSPSR 6 732663005 1xTMT6plex [N-Term] 0.91 1.252 1.015 4.2087183 52.99 0 1900.960222 2 950.9819946 -1.845857766 -0.001754451 53.58267731LSSGFDDIDLPSAVK 12 732663005 2xTMT6plex [N-Term; K15] 1.477 1.507 1.341 4.446902275 64.51 0 2022.115943 2 1011.561951 0.337175121 0.000340904 74.16856775GLEWLWSPQIVGLYNR 14 732663005 1xTMT6plex [N-Term] 1.235 1.102 1.077 4.323515892 34.61 0 2160.180325 3 720.7310791 -0.759860319 -0.000547145 105.2467098NVTGILWNLSSSDHLK 6 732663005 2xTMT6plex [N-Term; K16] 0.972 0.988 0.971 4.871558666 48.41 0 2242.259587 3 748.0910034 -0.504141492 -0.000376805 83.65114653YSLVSEQLEPAATSTYR 12 732663005 1xTMT6plex [N-Term] 1.046 1.138 1.014 4.739465714 63.65 0 2144.10728 2 1072.557251 -0.025295784 -2.71E-05 57.61356639GVGGAVPGAVLEPVAR 12 732663005 1xTMT6plex [N-Term] 1.056 1.199 0.996 4.411499977 81.33 0 1677.98492 2 839.4963379 0.285372797 0.000239426 57.44816084ELPLAADALTFAEVSKDPK 14 732663005 3xTMT6plex [N-Term; K16; K19] 1.539 1.707 1.608 6.042141438 35.82 1 2702.558344 4 676.3947754 -0.396797169 -0.000268092 96.95384935ELPLAADALTFAEVSK 18 732663005 2xTMT6plex [N-Term; K16] 1.045 0.998 1.014 5.224383354 80.26 0 2133.220742 2 1067.112549 -1.36942872 -0.001460647 100.2544191DLAGAPPGEVVGCFTPQSR 8 732663005 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.27 1.128 0.909 4.69449234 41.72 0 2187.106568 3 729.706665 -0.51508364 -0.000375514 65.71720102

ECHGLVDALVTSINHALDAGK 7 732663005 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C2] 0.9 1.043 7.336691856 44.24 0 2678.433605 4 670.3644409 0.869284895 0.00058208 95.84350357
AASSLLANLWQYNK 14 732663005 2xTMT6plex [N-Term; K14] 1.071 1.257 1.388 5.159827232 55.72 0 2037.153332 2 1019.081116 0.796825299 0.000811628 92.07133087YLMASDPNLQVLGAAYIQHK 2 732663005 2xTMT6plex [N-Term; K20]; 1xOxidation [M3] 0.971 5.045938015 36.7 0 2706.468928 3 897.4981689 2.207828772 0.001980035 81.69247369YLMASDPNLQVLGAAYIQHK 12 732663005 2xTMT6plex [N-Term; K20] 1.184 1.159 1.196 6.185878277 50.48 0 2690.474013 3 897.4981689 2.207828772 0.001980035 81.69247369SVENAVCVLR 4 732663005 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.39 1.212 4.169752598 56.06 0 1375.756501 2 688.3814087 -0.69778132 -0.000479989 47.21304897NLSSASQATR 6 732663005 1xTMT6plex [N-Term] 1.132 1.3 0.957 3.880429506 37.55 0 1263.685444 2 632.3460083 -0.557091514 -0.000351994 19.95203292NLIYDNADNK 6 732663005 2xTMT6plex [N-Term; K10] 1.042 1.117 3.848654985 37.55 0 1637.889906 2 819.4471436 -1.76806183 -0.001447945 42.05763086GQYHTLQAGFSSR 9 732663005 1xTMT6plex [N-Term] 1.02 1.037 1.058 4.663264275 22.63 0 1680.865533 3 560.9597778 -0.448110745 -0.000251071 30.63476452LLQLGQQPR 12 732663005 1xTMT6plex [N-Term] 0.996 1.01 1.076 3.848674774 54.44 0 1281.784036 2 641.3955688 -0.136368282 -8.74E-05 48.33317292LYDEMPPSALQR 6 732663005 1xTMT6plex [N-Term] 1.222 0.928 0.755 3.864766836 37.37 0 1648.856608 2 824.9320679 0.15213099 0.000125421 53.78372427ADYDTLSLR 12 732663005 1xTMT6plex [N-Term] 1.323 1.186 1.119 4.274887562 45.03 0 1282.684047 2 641.8452148 -0.696923379 -0.000446966 39.35315735DLLYFDGLR 6 732663005 1xTMT6plex [N-Term] 1.359 1.113 1.996 3.372843742 45.77 0 1340.741168 2 670.8745117 0.43172949 0.000289419 72.23525943SAVDLSCSR 4 732663005 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.204 1.154 3.081951141 30.26 0 1223.625152 2 612.3153687 -1.382429341 -0.000845788 22.1114935LFNHANQEVQR 3 732663005 1xTMT6plex [N-Term] 0.783 1.297 2.811849594 23.91 0 1584.844404 3 528.9527588 -0.429709573 -0.000227008 42.9320499HTTEAAAGALQNITAGDR 2 732663005 1xTMT6plex [N-Term] 3.502964258 35.69 0 2026.051496 2 1013.525696 -3.643090243 -0.003690544 41.38123527SQGLSGDK 10 732663005 2xTMT6plex [N-Term; K8] 0.979 1.379 1.408 2.986614466 20.32 0 1249.715237 2 625.3610229 -0.373990449 -0.000233691 22.95876154LPGSVGEK 6 732663005 2xTMT6plex [N-Term; K8] 1.113 1.219 1.125 3.056149483 32.58 0 1244.761459 2 622.883606 -1.223781414 -0.000761658 40.75783393GAEGPEAER 8 732663005 1xTMT6plex [N-Term] 0.992 0.912 3.041145325 36.9 0 1144.579582 2 572.7932129 -0.378146489 -0.000216409 15.33248712ILNPLLDR 6 732663005 1xTMT6plex [N-Term] 0.921 0.997 0.96 3.010975361 31.44 0 1182.740774 2 591.8736572 -0.622525993 -0.000368143 64.25708934VVSHLIEK 4 732663005 2xTMT6plex [N-Term; K8] 0.938 1.117 2.801162004 17.48 0 1382.877157 3 461.631134 1.223405565 0.00056394 45.87405828LALEQER 6 732663005 1xTMT6plex [N-Term] 1.207 1.255 1.138 2.767963886 23.09 0 1087.630889 2 544.3192139 0.240692295 0.000130892 44.82798939SLQAVPR 6 732663005 1xTMT6plex [N-Term] 0.986 1.063 1.278 2.599681854 31.06 0 999.6148454 2 500.3105774 -0.967617526 -0.000483622 41.34922977DSPDSEK 2 732663005 2xTMT6plex [N-Term; K7] 0.98 2.565877914 24.91 0 1235.651968 2 618.3294678 -0.249870621 -0.000154377 17.19876345740087210 MYL12A myosin regulatory light chain 12A isoform 2 10627 NP_001289978.1 48.02259887 1 4 8 203 177 20.444 4.75 0.88 0.89 0.87 0.88 Significant 0.000043 ATSNVFAMFDQSQIQEFK 12 740087210 2xTMT6plex [N-Term; K18]; 1xOxidation [M8] 0.995 0.879 5.848778725 49.31 0 2565.305946 3 850.4408569 -1.181871958 -0.00100432 92.95313174ATSNVFAMFDQSQIQEFK 14 740087210 2xTMT6plex [N-Term; K18] 0.97 0.739 0.958 5.439290047 51 0 2549.311031 3 850.4408569 -1.181871958 -0.00100432 92.95313174NAFACFDEEATGTIQEDYLR 64 740087210 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.878 0.69 0.69 5.846124649 58.84 0 2579.192148 3 860.3998413 -2.782892396 -0.002392538 79.73338307FTDEEVDELYR 26 740087210 1xTMT6plex [N-Term] 0.922 0.939 0.848 4.954782963 50.41 0 1644.795448 2 822.9002075 -1.404017102 -0.00115466 55.73319302GNFNYIEFTR 18 740087210 1xTMT6plex [N-Term] 0.633 0.853 0.992 4.475296021 47.88 0 1489.763694 2 745.3852539 -0.310839566 -0.000231539 56.9638484EAFNMIDQNR 18 740087210 1xTMT6plex [N-Term] 0.821 0.808 0.875 4.33365202 57.2 0 1466.725929 2 733.866333 -0.367583585 -0.000269572 54.46829376ELLTTMGDR 10 740087210 1xTMT6plex [N-Term] 0.903 0.839 0.883 3.428478956 42.93 0 1264.676853 2 632.8416138 -0.713416186 -0.00045112 113.4505884EAFNMIDQNR 20 740087210 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.941 0.859 0.801 2.693897009 37.06 0 1482.720844 2 733.866333 -0.367583585 -0.000269572 54.46829376ELLTTMGDR 12 740087210 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.893 0.904 0.836 2.495062351 27.32 0 1280.671768 2 632.8416138 -0.713416186 -0.00045112 113.4505884KGNFNYIEFTR 1 740087210 2xTMT6plex [N-Term; K1] 0.876 2.632093191 1 1847.021589 3 616.3456421 0.424353205 0.000261263 52.95774571EAPIDKK 8 740087210 3xTMT6plex [N-Term; K6; K7] 1.067 1.17 1.252 2.191648722 15.25 1 1487.940041 2 744.4732056 -0.609001144 -0.000453079 30.6965033721361120 CNN1 calponin-1 isoform 1 1264 NP_001290.2 6.060606061 1 1 2 8 297 33.15 9.07 0.73 0.95 0.93 0.87 Significant 0.00645 DGIILCEFINK 6 21361120 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 0.73 0.951 0.929 4.221080303 41.32 0 1780.007913 2 890.5076904 0.107251981 9.55E-05 85.41111288

LQPGSVK 2 21361120 2xTMT6plex [N-Term; K7] 0.935 2.239381552 24.94 0 1186.755979 2 593.8807983 -1.398173122 -0.000829645 35.09380139733605926 TUBA1C tubulin alpha-1C chain isoform a 84790 NP_001290043.1 70.13487476 1 4 28 1175 519 57.693 5.07 0.96 0.98 0.96 0.96 Significant 0.0000476 DYEEVGADSADGEDEGEEY 16 733605926 1xTMT6plex [N-Term] 0.594 0.553 0.547 4.286242962 67.8 0 2307.909821 2 1154.457153 -1.209262749 -0.001395435 39.97978671QLFHPEQLITGK 28 733605926 2xTMT6plex [N-Term; K12] 0.859 0.886 0.921 5.056301594 51.96 0 1869.09984 2 935.0458374 -8.261380685 -0.007720673 61.18837634AVCMLSNTTAVAEAWAR 35 733605926 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.86 0.864 0.961 6.4212327 62.81 0 2080.051696 2 1040.527222 -2.177551949 -0.00226471 77.31487564
AVCMLSNTTAVAEAWAR 9 733605926 1xTMT6plex [N-Term]; 1xOxidation [M4]; 1xCarbamidomethyl [C3] 0.815 0.734 0.81 5.659020424 49.41 0 2096.046611 2 1040.527222 -2.177551949 -0.00226471 77.31487564AVFVDLEPTVIDEVR 95 733605926 1xTMT6plex [N-Term] 0.996 1.008 0.984 5.328077793 73.59 0 1931.068709 2 966.0366211 -1.42086736 -0.001371896 84.49140338LISQIVSSITASLR 85 733605926 1xTMT6plex [N-Term] 1.304 1.239 1.231 5.55582571 80.9 0 1717.042101 2 859.0236206 -1.244109892 -0.001068095 112.933101IHFPLATYAPVISAEK 46 733605926 2xTMT6plex [N-Term; K16] 0.971 0.988 0.982 6.033469677 55.94 0 2215.289097 2 1108.144043 -3.740998189 -0.004143696 82.96855732QLFHPEQLITGKEDAANNYAR 4 733605926 2xTMT6plex [N-Term; K12] 2.765 3.363 5.403579712 21.38 1 2873.531011 4 719.1375122 -0.971620583 -0.000697995 60.57541756TIGGGDDSFNTFFSETGAGK 90 733605926 2xTMT6plex [N-Term; K20] 1.035 1.1 1.065 5.925550938 77.04 0 2466.218904 3 822.7434692 -1.236611702 -0.001016585 70.05100194

AYHEQLTVAEITNACFEPANQMVK 10 733605926 2xTMT6plex [N-Term; K24]; 1xOxidation [M22]; 1xCarbamidomethyl [C15] 0.916 0.914 1.127 6.22033453 46.25 0 3238.62769 3 1080.209106 -4.608199981 -0.004974748 65.86169871
TIQFVDWCPTGFK 63 733605926 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 1.016 0.965 0.813 4.526865959 54.29 0 2057.09304 2 1029.051147 0.961765869 0.000989221 86.17859749

AFVHWYVGEGMEEGEFSEAR 49 733605926 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.913 0.887 0.866 4.205388546 51.94 0 2575.176104 3 853.7315674 -0.40659941 -0.000346854 81.92283236AFVHWYVGEGMEEGEFSEAR 129 733605926 1xTMT6plex [N-Term] 0.927 0.948 1.013 5.744476795 61.37 0 2559.181189 3 853.7315674 -0.40659941 -0.000346854 81.92283236
ECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDK 2 733605926 2xTMT6plex [N-Term; K38]; 3xCarbamidomethyl [C2; C18; C23] 100 4.448308945 9.98 0 4755.282807 4 1189.565918 -8.614594897 -0.010241209 90.53360859

FDGALNVDLTEFQTNLVPYPR 84 733605926 1xTMT6plex [N-Term] 1.347 1.119 1.324 6.664286613 86.71 0 2638.371433 4 660.3492432 1.406089455 0.000927447 98.34174359EDMAALEKDYEEVGADSADGEDEGEEY 11 733605926 2xTMT6plex [N-Term; K8] 1.086 1.018 0.989 4.930704117 32.34 1 3424.478621 3 1142.164429 0.032724051 3.74E-05 67.10453553VGINYQPPTVVPGGDLAK 70 733605926 2xTMT6plex [N-Term; K18] 0.893 0.904 0.886 7.132490158 55.66 0 2283.311289 2 1142.158691 -0.517860839 -0.000591219 70.4321201NLDIERPTYTNLNR 23 733605926 1xTMT6plex [N-Term] 0.938 1.021 1.164 5.181642532 31.16 0 1948.044954 2 974.526123 0.00783542 7.63E-06 43.39412056EDMAALEKDYEEVGADSADGEDEGEEY 10 733605926 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 0.997 0.905 1.431 4.492875099 17.01 1 3440.473536 3 1142.164429 0.032724051 3.74E-05 67.10453553DVNAAIATIK 52 733605926 2xTMT6plex [N-Term; K10] 1.044 1.028 1.015 5.246838093 55.56 0 1473.9041 2 737.4555664 -0.165402552 -0.000121894 55.86554805EIIDLVLDR 26 733605926 1xTMT6plex [N-Term] 0.498 0.477 0.428 3.739567518 50.44 0 1314.783033 2 657.8947144 -0.66982083 -0.000440335 85.42054926EDAANNYAR 22 733605926 1xTMT6plex [N-Term] 0.789 1.006 0.962 3.810293674 45.79 0 1252.611945 2 626.8093262 -0.454231857 -0.000284488 16.49294944YMACCLLYR 24 733605926 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C5] 1.944 1.81 1.986 3.628438473 43.97 0 1478.715564 2 739.8612061 -0.289975054 -0.000214395 56.14515817
LDHKFDLMYAK 6 733605926 3xTMT6plex [N-Term; K4; K11] 2.437 2.404 2.214 3.626457453 15.06 1 2068.186829 4 517.8022461 0.157164235 8.13E-05 69.06124495

YMACCLLYR 43 733605926 1xTMT6plex [N-Term]; 1xOxidation [M2]; 2xCarbamidomethyl [C4; C5] 1.859 1.859 2.002 2.973421335 29.16 0 1494.710479 2 739.8612061 -0.289975054 -0.000214395 56.14515817
EDMAALEK 20 733605926 2xTMT6plex [N-Term; K8] 0.603 0.609 0.645 3.242698669 41.16 0 1364.749573 2 682.8773193 -1.620207962 -0.001105589 41.49648803

LDHKFDLMYAK 4 733605926 3xTMT6plex [N-Term; K4; K11]; 1xOxidation [M8] 2.02 2.936 2.894080639 7.87 1 2084.181744 4 517.8022461 0.157164235 8.13E-05 69.06124495
FDLMYAK 34 733605926 2xTMT6plex [N-Term; K7] 0.992 0.99 0.969 3.336573124 36.36 0 1345.759016 2 673.3831177 -0.042406134 -2.85E-05 66.2750531NLDIERPTYTNLNRLISQIVSSITASLR 1 733605926 1xTMT6plex [N-Term] 4.236339092 1 3416.906282 4 854.9829102 1.032821713 0.000882264 113.2072482GHYTIGK 15 733605926 2xTMT6plex [N-Term; K7] 0.439 0.438 0.44 3.182681084 30.88 0 1233.735578 2 617.3708496 -0.93671713 -0.000577831 25.36830161LSVDYGK 36 733605926 2xTMT6plex [N-Term; K7] 0.949 0.958 1.026 3.29078269 33.17 0 1239.73491 2 620.3713989 0.493421261 0.000305856 42.57771939LSVDYGKK 10 733605926 3xTMT6plex [N-Term; K7; K8] 4.107 2.975 2.55 2.457724094 5.61 1 1596.992804 3 533.0022583 -0.364953214 -0.000194276 43.32928696

LADQCTGLQGFLVFHSFGGGTGSGFTSLLMER 1 733605926 1xTMT6plex [N-Term]; 1xOxidation [M30]; 1xCarbamidomethyl [C5] 2.253649235 0 3635.782404 3 1212.598389 -0.492610442 -0.000597008 104.6940922
FDLMYAK 22 733605926 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 1.012 0.953 1.001 2.302348614 15.9 0 1361.753931 2 673.3831177 -0.042406134 -2.85E-05 66.2750531747019247 RASA2 ras GTPase-activating protein 2 isoform 1 5922 NP_001290175.1 6.565064478 1 4 4 11 853 97.083 7.09 0.86 0.82 1.31 1 Significant 0.024 SPDVQPISASAAYILSEICR 6 747019247 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.643 0.816 1.313 5.793776512 56.44 0 2406.253626 3 802.7555542 -0.630478985 -0.000505697 101.0117835LVPFATAVAELDLK 2 747019247 2xTMT6plex [N-Term; K14] 0.779 4.167068481 33.19 0 1945.177421 3 649.0635986 -0.605827288 -0.000392814 110.9579162

VTLKPILDEICDSSK 1 747019247 3xTMT6plex [N-Term; K4; K15]; 1xCarbamidomethyl [C11] 0.516 2.820615768 0 2405.392859 3 802.4676514 -1.853434636 -0.001486079 82.08836091VPVNVLR 2 747019247 1xTMT6plex [N-Term] 1.103 2.068104982 14.11 0 1025.666881 2 513.336792 -0.559270886 -0.000286813 59.11872109735997384 WDR61 WD repeat-containing protein 61 isoform a 80349 NP_001290176.1 55.73770492 1 12 12 63 305 33.56 5.47 1.22 1.17 1.1 1.16 Significant 0.000894 KENSETVVTGSLDDLVK 2 735997384 3xTMT6plex [N-Term; K1; K17] 1.295 4.475719929 31.12 1 2521.432809 3 841.1496582 0.639382247 0.000537386 65.80094937YLASGAIDGIINIFDIATGK 2 735997384 2xTMT6plex [N-Term; K20] 1.309 4.732357502 32.06 0 2510.427047 3 837.4799194 -0.733536241 -0.00061383 113.1455255ENSETVVTGSLDDLVK 6 735997384 2xTMT6plex [N-Term; K16] 1.189 1.079 1.104 4.897465229 34.68 0 2164.174914 3 722.0632324 0.106172391 7.66E-05 67.23408276
TCVHTFFDHQDQVWGVK 8 735997384 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C2] 1.268 1.294 1.295 6.238603592 29.18 0 2562.296384 4 641.3303833 1.295499282 0.000829863 59.12930337

SLTFSPDSQLLVTASDDGYIK 6 735997384 2xTMT6plex [N-Term; K21] 0.917 1.005 1.036 4.947443008 51.29 0 2715.449298 3 905.8206787 -0.668422419 -0.000605022 91.81828326LLHTLEGHAMPIR 6 735997384 1xTMT6plex [N-Term] 1.108 1.053 5.313159943 49.33 0 1716.978061 4 429.9997864 -0.434025457 -0.000186303 53.86203292SIDAGPVDAWTLAFSPDSQYLATGTHVGK 12 735997384 2xTMT6plex [N-Term; K29] 1.197 1.159 1.338 8.164797783 58.56 0 3462.794555 3 1154.934814 -1.347175107 -0.001554997 96.3145396FILSIAYSPDGK 3 735997384 2xTMT6plex [N-Term; K12] 1.515 3.303919792 33.24 0 1769.024943 3 590.3461914 -0.521372665 -0.00030744 84.69687715IVSVGDDQEIHIYDCPI 4 735997384 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.803 0.767 3.437236309 36.55 0 2202.095001 2 1101.54834 -2.541930524 -0.002798786 73.51898909VNIFGVESGK 6 735997384 2xTMT6plex [N-Term; K10] 1.101 0.781 0.941 3.746568441 45.18 0 1507.88845 2 754.4515991 4.955076211 0.003735851 65.11352422VWDVGTR 2 735997384 1xTMT6plex [N-Term] 1.11 2.383021593 16.08 0 1061.59411 2 531.3007813 0.165722472 8.80E-05 39.25148922EYSLDTR 6 735997384 1xTMT6plex [N-Term] 1.436 1.449 0.904 2.930011749 26.05 0 1112.578519 2 556.7935181 1.114647453 0.000620066 24.59060817735997436 ACAT2 acetyl-CoA acetyltransferase, cytosolic isoform 2 39 NP_001290182.1 46.00938967 1 13 13 89 426 44.614 8.46 0.73 0.7 0.71 0.71 Significant 0.000153
QASVGAGIPYSVPAWSCQMICGSGLK 4 735997436 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C17; C21] 0.915 1.501 4.571156979 49.93 0 3182.620103 3 1061.542236 -2.496938173 -0.002648935 86.70725125

IGEMPLTDSILCDGLTDAFHNCHMGITAENVAK 4 735997436 2xTMT6plex [N-Term; K33]; 1xOxidation [M]; 2xCarbamidomethyl [C12; C22] 0.686 5.415734291 43.38 0 4104.990314 4 1027.000854 -2.125581447 -0.002181373 91.75925807
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

IGEMPLTDSILCDGLTDAFHNCHMGITAENVAK 4 735997436 2xTMT6plex [N-Term; K33]; 2xOxidation [M4; M24]; 2xCarbamidomethyl [C12; C22] 0.861 0.558 5.913031578 26.35 0 4120.985229 4 1027.000854 -2.125581447 -0.002181373 91.75925807
IVSWSQVGVEPSIMGIGPIPAIK 4 735997436 2xTMT6plex [N-Term; K23]; 1xOxidation [M14] 0.705 0.458 3.759548903 53.48 0 2852.635994 3 951.5488892 -1.359973561 -0.00129317 102.6747836ATVAPEDVSEVIFGHVLAAGCGQNPVR 14 735997436 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 0.677 0.666 0.672 7.30398798 76.47 0 3022.56177 4 756.3967285 1.096534249 0.000828586 94.39973981VNIEGGAIALGHPLGASGCR 8 735997436 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.773 0.838 0.644 7.595528603 60.81 0 2178.165086 3 726.7246094 -2.668064527 -0.001937162 58.15331304

IGEMPLTDSILCDGLTDAFHNCHMGITAENVAK 2 735997436 2xTMT6plex [N-Term; K33]; 2xCarbamidomethyl [C12; C22] 0.45 3.968789816 31.52 0 4088.995399 4 1027.000854 -2.125581447 -0.002181373 91.75925807
AGHFDKEIVPVLVSTR 7 735997436 2xTMT6plex [N-Term; K6] 0.719 0.683 0.676 5.474234104 14.59 1 2226.301058 4 557.329895 -1.485936443 -0.000827035 61.95627001EIVPVLVSTR 4 735997436 1xTMT6plex [N-Term] 0.541 0.481 3.440180779 32.86 0 1341.830317 2 671.4194946 1.039869047 0.000697664 62.05792658ILVTLLHTLER 14 735997436 1xTMT6plex [N-Term] 0.817 0.696 0.667 5.293769836 55.85 0 1536.967479 3 512.9936523 -0.699844833 -0.000358546 107.4463852HGSNIEAMSK 2 735997436 2xTMT6plex [N-Term; K10] 0.674 3.214052439 8.06 0 1531.830283 3 511.2808838 -1.426387007 -0.000728328 25.94181924ELGLNPEK 6 735997436 2xTMT6plex [N-Term; K8] 0.697 0.718 0.761 3.336029768 33.06 0 1357.809137 2 679.4071655 -1.533783546 -0.001041293 44.10030158VAVLSQNR 6 735997436 1xTMT6plex [N-Term] 0.737 0.72 0.69 2.884198666 28.27 0 1115.673423 2 558.3399048 -0.797634567 -0.00044495 40.02424678KGLIEVK 6 735997436 3xTMT6plex [N-Term; K1; K7] 0.749 0.816 0.835 3.528428555 15.99 1 1473.997162 3 492.0045776 1.369073299 0.00067267 45.87156911GLTPLAR 4 735997436 1xTMT6plex [N-Term] 0.679 0.655 0.717 2.579169273 18.97 0 956.6090318 2 478.8078613 -0.612312586 -0.000292872 32.40520157737676317 ICT1 peptidyl-tRNA hydrolase ICT1, mitochondrial isoform 2 precursor 3396 NP_001290194.1 32.31441048 1 7 7 50 229 25.602 9.79 1 1.01 1.1 1.04 Significant 0.00094 FHLATAEWIAEPVR 6 737676317 1xTMT6plex [N-Term] 1.067 1.209 1.212 5.202814102 64.29 0 1869.022034 3 623.6779785 -1.418797144 -0.000883921 69.51580543SSGPGGQNVNK 6 737676317 2xTMT6plex [N-Term; K11] 1.158 1.17 0.958 4.934234619 59.76 0 1502.832726 2 751.9195557 -0.593014685 -0.000445601 26.61457934DMITEASQTPK 10 737676317 2xTMT6plex [N-Term; K11] 0.92 0.865 0.92 3.867425203 40.17 0 1678.908593 2 839.9570313 -1.076300406 -0.000903505 40.93712624QADSDIPLDR 6 737676317 1xTMT6plex [N-Term] 1.185 1.123 1.38 3.688574791 38.21 0 1358.711324 2 679.8586426 -0.96840567 -0.000657892 30.26838145LYPESQGSDTAWR 10 737676317 1xTMT6plex [N-Term] 1.175 0.921 1.083 3.813872576 55.56 0 1738.859779 2 869.9330444 -0.55615342 -0.000483536 45.80553612NLADCLQK 6 737676317 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.335 1.007 1.136 4.296284199 42.56 0 1419.803006 2 710.4047852 -0.501757988 -0.000356199 43.66199757

SIYSLDK 6 737676317 2xTMT6plex [N-Term; K7] 0.743 1.127 1.03 2.759960175 15.61 0 1283.761124 2 642.3839722 -0.355614494 -0.000228262 48.25992941740086846 ACLY ATP-citrate synthase isoform 3 47 NP_001290203.1 48.31168831 1 49 49 478 1155 126.138 8.18 0.99 1.02 1.01 1 Significant 0.0000767 SMGFIGHYLDQK 16 740086846 2xTMT6plex [N-Term; K12] 0.993 0.947 0.996 4.296735764 25.66 0 1853.998411 3 624.0025635 -0.100952399 -6.29E-05 52.39542537KHPEVDVLINFASLR 15 740086846 2xTMT6plex [N-Term; K1] 1 1.06 1.106 5.554636478 23.06 1 2196.290494 4 549.8280029 -0.14198543 -7.80E-05 75.0161911AVQGMLDFDYVCSR 12 740086846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.032 1.032 0.913 4.757351875 54.83 0 1889.90872 2 945.4567261 -1.346568506 -0.001272446 67.9782718DEPSVAAMVYPFTGDHK 8 740086846 2xTMT6plex [N-Term; K17] 1.047 1.094 5.674798489 39.02 0 2322.184039 3 774.7331543 0.374837054 0.000290147 71.04658762AKPAMPQDSVPSPR 6 740086846 2xTMT6plex [N-Term; K2] 1.073 1.165 1.012 4.414158821 38.01 0 1939.083537 3 647.0320435 -1.010977025 -0.000653456 37.40499744EAYPEEAYIADLDAK 32 740086846 2xTMT6plex [N-Term; K15] 1.041 1.1 1.095 5.095747471 65.1 0 2156.116337 2 1078.560059 -1.621541677 -0.001748116 70.02245501TIAIIAEGIPEALTR 20 740086846 1xTMT6plex [N-Term] 1.001 1.218 1.064 5.360486031 57.48 0 1797.068315 2 899.0373535 -0.492518143 -0.000442544 92.7369715GQELIYAGMPITEVFK 14 740086846 2xTMT6plex [N-Term; K16] 0.664 0.745 0.646 4.047594547 53.97 0 2254.255748 2 1127.630859 -0.579131273 -0.000652755 95.2352175LLQDHPWLLSQNLVVKPDQLIK 8 740086846 3xTMT6plex [N-Term; K16; K22] 1.312 1.234 0.637 6.657504559 24.71 0 3284.970165 4 821.9952393 -3.360030136 -0.0027594 95.66251765TTDGVYEGVAIGGDRYPGSTFMDHVLR 2 740086846 1xTMT6plex [N-Term] 1.29 5.966140747 29.23 1 3142.546513 4 786.3896484 -3.102407541 -0.002437365 68.62122293YPGSTFMDHVLR 6 740086846 1xTMT6plex [N-Term] 0.849 0.872 0.886 5.231823444 51.24 0 1651.846378 3 551.2871704 0.35111647 0.00019333 58.93433348AFDSGIIPMEFVNK 14 740086846 2xTMT6plex [N-Term; K14] 0.966 0.995 1.063 4.409293175 52.24 0 2026.108355 2 1013.555786 -2.003641298 -0.002029797 89.321731
GVTIIGPATVGGIKPGCFK 6 740086846 3xTMT6plex [N-Term; K14; K19]; 1xCarbamidomethyl [C17] 0.995 1.074 1.131 5.410458088 28.89 0 2559.529962 4 640.6376953 -0.39473654 -0.000252585 76.32370965DLVSSLTSGLLTIGDR 2 740086846 1xTMT6plex [N-Term] 100 4.780376434 38.68 0 1876.058873 3 626.0240479 -0.683680737 -0.000427542 99.61134957LGLVGVNLTLDGVK 6 740086846 2xTMT6plex [N-Term; K14] 1.222 0.932 3.687867641 38.69 0 1856.162105 3 619.3920288 -0.308283537 -0.000190741 91.02839447FICTTSAIQNR 14 740086846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.022 1.18 1.305 4.277063847 52.78 0 1539.815078 2 770.4108276 -0.454292579 -0.000349763 44.40570443

KPASFMTSICDER 12 740086846 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C10] 1.364 1.803 1.414 6.104076862 35.62 0 2000.034539 3 667.3497314 0.051207085 3.41E-05 49.20843826TTDGVYEGVAIGGDR 14 740086846 1xTMT6plex [N-Term] 0.795 0.989 0.961 5.250743389 59.68 0 1738.880909 2 869.9435425 -0.632762748 -0.00055015 41.22318833QHFPATPLLDYALEVEK 12 740086846 2xTMT6plex [N-Term; K17] 1.147 1.071 1.065 6.959837437 58.08 0 2429.348068 3 810.4515381 -3.295946881 -0.002669001 89.76411385SAYDSTMETMNYAQIR 4 740086846 1xTMT6plex [N-Term] 1.038 1.288 4.754356861 58.34 0 2109.978256 2 1055.493896 1.071233196 0.001130139 52.88653145SAYDSTMETMNYAQIR 2 740086846 1xTMT6plex [N-Term]; 2xOxidation [M7; M10] 1.255 4.220151424 39.65 0 2141.968086 2 1055.493896 1.071233196 0.001130139 52.88653145SGGMSNELNNIISR 6 740086846 1xTMT6plex [N-Term] 1.189 1.097 1.379 5.435082436 75.25 0 1720.884948 2 860.9450684 -1.213388061 -0.001044051 63.68898094IGNTGGMLDNILASK 6 740086846 2xTMT6plex [N-Term; K15]; 1xOxidation [M7] 0.839 0.856 1.015 3.549122572 54.36 0 1978.104333 2 989.5574951 1.709098109 0.001690387 68.91799971IGNTGGMLDNILASK 6 740086846 2xTMT6plex [N-Term; K15] 1.008 1.058 0.897 4.079331398 34.87 0 1962.109418 2 989.5574951 1.709098109 0.001690387 68.91799971DGVYVLDLAAK 6 740086846 2xTMT6plex [N-Term; K11] 0.954 0.983 0.941 4.776683331 61.25 0 1621.956529 2 811.4821777 0.338744436 0.000274714 74.17468161SMGFIGHYLDQK 6 740086846 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.117 1.642 0.969 4.186877728 36.07 0 1869.993326 3 624.0025635 -0.100952399 -6.29E-05 52.39542537HPWDDISYVLPEHMSM 11 740086846 1xTMT6plex [N-Term] 0.836 0.944 1.05 3.677892447 8.55 0 2186.024812 3 729.3458252 -0.864607781 -0.000630018 78.61736105FGGALDAAAK 12 740086846 2xTMT6plex [N-Term; K10] 0.9 0.895 0.986 4.428149223 54.37 0 1378.809471 2 689.9078369 -0.779064764 -0.000537091 50.79132539LYRPGSVAYVSR 20 740086846 1xTMT6plex [N-Term] 1.041 1.216 1.281 5.815453053 37.24 0 1596.905942 3 532.9734497 -0.091369756 -4.86E-05 47.139414VDATADYICK 4 740086846 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.232 1.261 4.331448555 45.37 0 1613.860915 2 807.4329224 -1.454080346 -0.001173342 47.1681534
LGQEATVGK 6 740086846 2xTMT6plex [N-Term; K9] 0.904 0.936 0.938 3.694092274 39.65 0 1360.820036 2 680.9129639 -1.017721365 -0.000692468 33.9728961AIVWGMQTR 8 740086846 1xTMT6plex [N-Term] 1.386 0.963 1.017 3.546251297 32.86 0 1290.718993 2 645.8629761 -0.245825439 -0.000158646 51.53403709WGDIEFPPPFGR 6 740086846 1xTMT6plex [N-Term] 0.951 0.941 0.882 3.358864069 25.19 0 1646.852844 2 823.9291992 -1.045498696 -0.000860891 89.10864896HLLVHAPEDK 6 740086846 2xTMT6plex [N-Term; K10] 0.416 0.434 0.489 3.801506281 29.11 0 1616.952447 4 404.9936829 0.281044327 0.000113609 42.61051017EHEVTIFVR 10 740086846 1xTMT6plex [N-Term] 0.764 0.759 0.73 4.000619888 45.29 0 1358.762966 3 453.5921936 -0.690686659 -0.000312826 36.91335242NFLIEPFVPHSQAEEFYVCIYATR 2 740086846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 100 3.349292755 11.16 0 3159.581108 3 1053.863892 -1.261805023 -0.001328925 96.96758986ADEVAPAK 10 740086846 2xTMT6plex [N-Term; K8] 0.983 0.854 0.924 2.915436745 37.57 0 1258.740723 2 629.8742676 0.425334813 0.000267693 27.96351712EILIPVFK 16 740086846 2xTMT6plex [N-Term; K8] 1.058 1.05 1.07 3.58695507 33.87 0 1416.923045 2 708.963562 -2.256443337 -0.001598603 90.63452388SINNPDMR 8 740086846 1xTMT6plex [N-Term] 1.045 1.032 1.04 2.680127382 51.55 0 1175.604023 2 588.305603 -0.079274408 -4.66E-05 21.7176811YQDTPGVK 14 740086846 2xTMT6plex [N-Term; K8] 1.099 1.125 1.074 3.842321873 40.54 0 1365.777837 2 683.3920288 -0.773114619 -0.000527951 29.51991077TILSLMTR 10 740086846 1xTMT6plex [N-Term] 1.622 1.056 0.855 3.164218664 31.25 0 1163.701946 2 582.3545532 -0.099651537 -5.80E-05 67.2877106AISEQTGK 8 740086846 2xTMT6plex [N-Term; K8] 0.934 0.955 0.873 2.854632616 28.46 0 1291.762187 2 646.3849487 0.33597588 0.000217 25.48748474EAGVFVPR 10 740086846 1xTMT6plex [N-Term] 1.085 0.82 0.975 2.851264715 39.84 0 1103.64106 2 552.3244629 0.533716324 0.000294516 37.0141571ADEVAPAKK 4 740086846 3xTMT6plex [N-Term; K8; K9] 1.21 1.301 1.528 2.284853458 0.9 1 1615.998618 3 539.3375854 -0.256814789 -0.000138337 28.57390978AKPAMPQDSVPSPR 6 740086846 2xTMT6plex [N-Term; K2]; 1xOxidation [M5] 1.013 0.949 1.038 3.000125885 10.5 0 1955.078452 3 647.0320435 -1.010977025 -0.000653456 37.40499744VMGEVGK 6 740086846 2xTMT6plex [N-Term; K7] 1.042 0.827 1.401 3.028605938 28.22 0 1177.701501 2 589.3532104 -2.001085641 -0.001178341 50.63068966VTPDTDWAR 6 740086846 1xTMT6plex [N-Term] 0.985 0.856 1.052 3.367060184 37.23 0 1289.668731 2 645.3375244 -0.743680801 -0.000479551 37.82943295LNPEDIKK 13 740086846 3xTMT6plex [N-Term; K7; K8] 1.083 1.216 1.087 3.744012117 10.16 1 1644.029918 2 822.5166016 -2.428012383 -0.001995862 47.95948232LTLLNPK 9 740086846 2xTMT6plex [N-Term; K7] 0.978 1.056 1.078 2.607960224 23.03 0 1256.83423 2 628.9206543 -0.157281084 -9.88E-05 59.58701121AFDSGIIPMEFVNK 1 740086846 2xTMT6plex [N-Term; K14]; 1xOxidation [M9] 1.034 1.694523692 0 2042.10327 2 1013.555786 -2.003641298 -0.002029797 89.321731NMADAMR 4 740086846 1xTMT6plex [N-Term] 1.288 1.158 2.287811279 20.1 0 1037.506951 2 519.2568359 -0.535875928 -0.000277987 22.6378061LNPEDIK 6 740086846 2xTMT6plex [N-Term; K7] 0.807 0.75 0.693 2.639313698 24.15 0 1286.772023 2 643.8899536 0.471984587 0.000303668 48.14502777STTLFSR 6 740086846 1xTMT6plex [N-Term] 1.073 1.051 1.021 2.383184433 18.14 0 1040.593776 2 520.8001099 -0.799998479 -0.000416237 31.80160715TASFSESR 1 740086846 1xTMT6plex [N-Term] 1.313 0.819038868 9.92 0 1113.573768 2 557.289917 -1.087476788 -0.000605493 19.54897106742670570 FUBP1 far upstream element-binding protein 1 isoform 1 8880 NP_001290362.1 46.01503759 1 21 27 226 665 69.821 7.36 1.22 1.25 1.25 1.24 Significant 0.000065

IGGDAGTSLNSNDYGYGGQK 6 742670570 2xTMT6plex [N-Term; K20] 0.729 0.763 100 2.373618364 56.06 0 2432.209402 2 1216.60437 -3.263923582 -0.003969273 45.91191497
SCMLTGTPESVQSAK 4 742670570 2xTMT6plex [N-Term; K15]; 1xOxidation [M3]; 1xCarbamidomethyl [C2] 1.101 3.761186838 61.76 0 2070.061148 2 1035.53418 -0.031349315 -3.24E-05 36.60877646

CQHAAEIITDLLR 8 742670570 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.409 1.086 1.145 5.39811945 43.52 0 1768.95772 3 590.324707 1.044849026 0.000616098 74.59018017QQAAYYAQTSPQGMPQHPPAPQGQ 4 742670570 1xTMT6plex [N-Term] 100 1.345 5.940048218 49.89 0 2810.351777 3 937.4553833 -0.064133486 -6.01E-05 41.38934436MVMIQDGPQNTGADKPLR 8 742670570 2xTMT6plex [N-Term; K15] 1.28 0.992 1.093 5.694212437 24.59 0 2429.304505 4 608.0824585 1.440204127 0.000874674 51.1208545IGGNEGIDVPIPR 8 742670570 1xTMT6plex [N-Term] 1.395 1.362 1.278 4.949248791 71.41 0 1565.884872 2 783.4456787 -0.505240289 -0.000395574 61.47026247VAPQNDSFGTQLPPMHQQQSR 6 742670570 1xTMT6plex [N-Term] 0.774 1.226 0.897 5.27352953 35 0 2595.293534 3 865.7666626 -3.120755678 -0.002699759 56.07531881MGQAVPAPTGAPPGGQPDYSAAWAEYYR 2 742670570 1xTMT6plex [N-Term] 1.724 4.062373638 25.45 0 3137.498835 3 1046.502808 -1.582572201 -0.001655106 69.24269724SVMTEEYKVPDGMVGFIIGR 5 742670570 2xTMT6plex [N-Term; K8] 1 100 1.347 4.443714142 21.54 1 2686.434851 3 896.1473999 -2.681741181 -0.002401441 87.63619292IAQITGPPDR 8 742670570 1xTMT6plex [N-Term] 1.334 1.326 1.31 3.463521957 39.73 0 1296.747316 2 648.8766479 -0.999964717 -0.000648351 40.16339206VPDGMVGFIIGR 6 742670570 1xTMT6plex [N-Term] 1.209 1.242 4.004624367 41.97 0 1489.839836 2 753.4228516 2.440755865 0.001837688 61.55518115SISQQSGAR 8 742670570 1xTMT6plex [N-Term] 0.909 1.209 1.176 3.264425039 33.41 0 1162.637766 2 581.8223267 -0.33446332 -0.00019443 15.69337221IQIAPDSGGLPER 14 742670570 1xTMT6plex [N-Term] 1.312 1.399 1.337 4.866697788 51.87 0 1581.879787 2 791.4420166 -1.915421703 -0.001514983 50.33162853GTPQQIDYAR 4 742670570 1xTMT6plex [N-Term] 1.157 1.501 3.810518265 30.88 0 1377.732394 2 689.3704224 0.852093315 0.000586978 26.70467103EMVLELIR 48 742670570 1xTMT6plex [N-Term] 1.192 1.284 1.401 3.5367167 45.37 0 1231.728161 2 616.3686523 1.516209144 0.000933779 75.19912201LLDQIVEK 12 742670570 2xTMT6plex [N-Term; K8] 1.229 1.264 1.343 3.439350367 45.87 0 1415.887387 2 708.4470215 -0.438573897 -0.000310486 67.76381084KIQNDAGVR 6 742670570 2xTMT6plex [N-Term; K1] 1.599 1.513 1.711 2.981290817 22.34 1 1458.879282 3 486.9655762 1.983053472 0.000964345 21.1873683
IQQESGCK 10 742670570 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.234 1.971 1.462 3.1552701 29.95 0 1407.766621 2 704.3872681 0.453869841 0.000319471 23.85795856IQNDAGVR 4 742670570 1xTMT6plex [N-Term] 1.235 1.02 2.805648565 38.27 0 1101.621387 2 551.3139648 -0.666474443 -0.000367101 19.95101111VPDGMVGFIIGR 8 742670570 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.156 1.41 1.193 2.62995863 48.11 0 1505.834751 2 753.4228516 2.440755865 0.001837688 61.55518115SVMTEEYK 6 742670570 2xTMT6plex [N-Term; K8] 1.301 1.223 1.015 3.590841293 12.46 0 1444.775788 2 730.8887939 -0.268132003 -0.00019584 28.89137986NPPPNADPNMK 9 742670570 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 1.269 1.194 1.213 3.371599674 33.79 0 1668.877962 2 834.9425049 -0.137076755 -0.000114382 21.95401434IQFKPDDGTTPER 9 742670570 2xTMT6plex [N-Term; K4] 1.364 1.232 1.212 3.527591944 14.54 0 1962.069661 2 981.5370483 -1.448185234 -0.00142072 43.17306908AWEEYYK 20 742670570 2xTMT6plex [N-Term; K7] 1.431 1.59 1.353 3.385728598 38.56 0 1446.766938 2 723.8858032 -1.80267092 -0.001304022 49.78867221AGLVIGK 8 742670570 2xTMT6plex [N-Term; K7] 1.1 1.034 1.075 3.032511711 41.1 0 1115.755251 2 558.3810425 -0.396842463 -0.00022139 48.75782775GGEQISR 3 742670570 1xTMT6plex [N-Term] 1.05 1.188 2.263135195 23.11 0 975.5420744 2 488.2747192 0.089679948 4.37E-05 15.72447311TGLIIGK 7 742670570 2xTMT6plex [N-Term; K7] 1.147 1.103 1.219 2.928049564 28.51 0 1159.781466 2 580.3942261 -0.250315746 -0.000145156 53.3442935ITGDPYK 6 742670570 2xTMT6plex [N-Term; K7] 1.258 1.294 1.424 2.66699481 27.87 0 1251.73491 2 626.3706055 -0.779080692 -0.000487601 35.7157292SVMTEEYK 3 742670570 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 1.226 1.351 1.481831908 15.05 0 1460.770703 2 730.8887939 -0.268132003 -0.00019584 28.89137986

742799254 SRRM1 serine/arginine repetitive matrix protein 1 isoform 1 10250 NP_001290377.1 11.5720524 1 7 7 60 916 103.734 11.84 1.25 1.1 1.17 1.18 Significant 0.00136
AVAAAAAAAVTPAAIAAATTTLAQEEPVAAPEPK 21 742799254 2xTMT6plex [N-Term; K34] 1.269 1.242 1.227 7.890162945 50.42 0 3572.993983 4 894.0043945 0.494029659 0.000441291 105.5768663MAAADSVQQR 10 742799254 1xTMT6plex [N-Term] 1.071 0.971 1.037 3.996934652 46.12 0 1305.67825 2 653.3425293 -0.35855407 -0.000234078 20.5756388VNLEVIKPWITK 13 742799254 3xTMT6plex [N-Term; K7; K12] 1.664 0.997 1.43 4.348409653 28.97 0 2127.350858 3 709.7879639 -0.714460631 -0.000506636 90.29896812VTEILGFEDDVVIEFIFNQLEVK 3 742799254 2xTMT6plex [N-Term; K23] 100 2.115247965 3.17 0 3154.73279 3 1052.249023 -0.086472459 -9.09E-05 116.36359GTSAEQDNR 4 742799254 1xTMT6plex [N-Term] 100 2.091480494 41.77 0 1206.591209 2 603.798645 -0.991073802 -0.00059791 13.45742186VPKPEPIPEPK 5 742799254 3xTMT6plex [N-Term; K3; K11] 1.212 1.043 1.098 3.665174961 6.47 0 1918.198046 3 640.0714111 0.851871599 0.000544686 51.74576966

FAECLEK 4 742799254 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.49 1.379 2.611688137 32.95 0 1354.744094 2 677.8760376 0.519873322 0.000352148 45.32976075
742800211 POLR3C DNA-directed RNA polymerase III subunit RPC3 isoform 2 10623 NP_001290385.1 7.861060329 1 3 3 14 547 62.117 7.12 1.26 1.17 1.05 1.16 Significant 0.00274 ALASLATATLESVVQER 8 742800211 1xTMT6plex [N-Term] 1.191 1.173 1.082 6.432979107 60.15 0 1988.122536 3 663.3788452 -0.278340725 -0.000184458 105.1432165LCSLLLQEHFGEIVEK 2 742800211 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 0.894 3.556560516 14.79 0 2373.325224 3 791.7800903 0.207862828 0.000164442 88.58213418

SLPVGYNISK 4 742800211 2xTMT6plex [N-Term; K10] 1.338 1.163 3.756490469 41.11 0 1535.91975 2 768.4626465 -1.128764214 -0.000866846 55.8080415745399093 SAMD9L sterile alpha motif domain-containing protein 9-like 219285 NP_001290427.1 3.598484848 1 4 5 24 1584 184.415 8.02 0.61 0.58 0.48 0.56 Significant 0.00495 SITVNDLTHLLEAAEK 6 745399093 2xTMT6plex [N-Term; K16] 0.923 0.753 0.532 5.235039711 45.46 0 2212.258919 3 738.0925903 1.943292468 0.001433022 99.75348028MGTYSTILIK 8 745399093 2xTMT6plex [N-Term; K10] 0.873 0.642 3.553787947 53.03 0 1584.943522 2 792.9741821 -1.53589838 -0.001217156 68.15915989FAGLLEYLNPNYK 4 745399093 2xTMT6plex [N-Term; K13] 0.596 0.453 3.768933296 34.58 0 2000.12572 3 667.3800049 -0.129232658 -8.62E-05 102.344208DKPHGEIVGVK 4 745399093 3xTMT6plex [N-Term; K2; K11] 0.497 0.468 3.986112595 12.06 0 1866.141594 4 467.2904663 -0.835143287 -0.000389624 33.27283618AFLQNLK 6 745399093 2xTMT6plex [N-Term; K7] 0.75 0.674 0.648 2.700386524 11.09 0 1291.813829 2 646.4088135 -2.692514043 -0.001739113 59.95622902746576376 CNN2 calponin-2 isoform d 1265 NP_001290430.1 50.3030303 1 10 11 158 330 35.92 7.3 0.93 0.92 0.96 0.93 Significant 0.000165 SMQNWHQLENLSNFIK 8 746576376 2xTMT6plex [N-Term; K16] 0.905 0.616 1.004 5.683006763 37.86 0 2447.29057 3 816.4336548 -1.699358704 -0.001386275 82.08765358GPSYGLSAEVK 14 746576376 2xTMT6plex [N-Term; K11] 0.978 0.864 0.976 3.763009548 65.39 0 1565.893929 2 783.4500122 -0.754448252 -0.000590693 45.91830594
AGQCVIGLQMGTNK 24 746576376 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 0.779 0.856 0.892 5.174314976 80.41 0 1935.055608 2 968.0287476 -2.78545112 -0.002695001 55.01425016

TWIEGLTGLSIGPDFQK 38 746576376 2xTMT6plex [N-Term; K17] 0.999 0.996 0.936 6.205524921 70.49 0 2320.295304 2 1160.649536 -1.512115449 -0.001754277 100.3225438
DGTILCTLMNK 14 746576376 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 0.87 0.787 0.857 4.827158451 56.3 0 1723.948684 2 862.475708 -2.636107685 -0.002272257 77.90576034

YCPQGTVADGAPSGTGDCPDPGEVPEYPPYYQEEAGY 2 746576376 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C18] 100 4.808182716 18.2 0 4222.800751 4 1056.455933 0.272165043 0.000287325 65.02488189
GLQSGVDIGVK 16 746576376 2xTMT6plex [N-Term; K11] 0.974 1 0.951 4.47998476 74.11 0 1530.925564 2 765.9656372 -1.022829571 -0.000782938 52.25416414NHILPPMDHSTISLQMGTNK 4 746576376 2xTMT6plex [N-Term; K20] 0.933 0.977 4.392566681 15.95 0 2692.431497 4 673.8623047 -1.525702698 -0.001026962 58.8289564CASQVGMTAPGTR 2 746576376 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.42 3.46159029 22.69 0 1564.777312 2 782.8945923 2.936839815 0.00229775 23.84312264NFDDATMK 12 746576376 2xTMT6plex [N-Term; K8] 1.03 0.968 1.165 3.392176151 39.89 0 1399.729172 2 700.3669434 -1.830383549 -0.001281021 37.98692882LQPGSVPK 12 746576376 2xTMT6plex [N-Term; K8] 0.925 0.9 1.025 2.830504894 37.19 0 1283.808743 2 642.4067383 -1.980994064 -0.001271609 40.86332909SMQNWHQLENLSNFIK 6 746576376 2xTMT6plex [N-Term; K16]; 1xOxidation [M2] 1.023 1.074 0.977 4.02093029 6.56 0 2463.285485 3 816.4336548 -1.699358704 -0.001386275 82.08765358

AGQCVIGLQMGTNK 1 746576376 2xTMT6plex [N-Term; K14]; 1xOxidation [M10]; 1xCarbamidomethyl [C4] 0.93 3.202080011 0 1951.050523 2 968.0287476 -2.78545112 -0.002695001 55.01425016
NFDDATMK 5 746576376 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.951 0.792 0.831 1.814009905 25.21 0 1415.724087 2 700.3669434 -1.830383549 -0.001281021 37.98692882

746816144 PPP4C serine/threonine-protein phosphatase 4 catalytic subunit isoform 1 5531 NP_001290432.1 33.2247557 1 5 6 38 307 35.057 5.06 1.16 1.31 1.5 1.32 Significant 0.00548
KQEVPHDGPMCDLLWSDPEDTTGWGVSPR 6 746816144 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C11] 1.404 1.13 2.469 7.940299511 43.35 1 3767.819801 4 942.7091064 -1.381339614 -0.00130116 71.72307279EILVEESNVQR 12 746816144 1xTMT6plex [N-Term] 1.102 1.351 1.06 4.539016247 52.13 0 1544.848152 2 772.9293823 2.159415107 0.001667984 39.64324738IFCVHGGLSPSIQTLDQIR 4 746816144 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.221 1.35 6.309289455 52.87 0 2370.280116 3 790.7647705 -0.150938516 -0.000119256 78.67293749AHQLVMEGYK 6 746816144 2xTMT6plex [N-Term; K10] 1.462 1.712 3.457204819 23.85 0 1633.913619 2 817.4606323 0.225977942 0.000184614 38.58882295QITQVYGFYDECLR 2 746816144 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.784 3.729007244 10.53 0 2020.999978 3 674.3378296 -0.5159181 -0.000347557 65.28167845VGGDVPETNYLFMGDFVDR 8 746816144 1xTMT6plex [N-Term] 1.177 0.792 0.827 3.076821327 33.96 0 2360.143013 2 1180.575317 0.146192677 0.000172518 85.26541848746815975 TUBB6 tubulin beta-6 chain isoform 1 84617 NP_001290453.1 75.33632287 1 13 25 923 446 49.825 4.88 1.02 1.02 0.99 1.01 Significant 0.000098

EIVHIQAGQCGNQIGTK 12 746815975 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 0.986 0.95 1.064 6.804120541 64.85 0 2311.25927 3 771.0909424 -0.431029775 -0.000332074 44.42499244
SGPFGQLFRPDNFIFGQTGAGNNWAK 12 746815975 2xTMT6plex [N-Term; K26] 1.683 1.102 1.002 7.779119015 41.49 0 3284.700536 3 1095.564453 -6.615408243 -0.007243212 96.39884563IMNTFSVMPSPK 28 746815975 2xTMT6plex [N-Term; K12] 0.965 0.906 4.420163155 49.89 0 1810.000719 2 905.5032959 -0.775692026 -0.000702002 75.98580738GHYTEGAELVDAVLDVVR 28 746815975 1xTMT6plex [N-Term] 1.091 0.971 1.05 6.890054226 64.36 0 2172.149813 3 724.7210693 -0.53326533 -0.000386111 96.78111928

KECEHCDCLQGFQLTHSLGGGTGSGMGTLLISK 4 746815975 3xTMT6plex [N-Term; K1; K33]; 3xCarbamidomethyl [C3; C6; C8] 2.203 2.51 4.279192448 5.14 1 4266.138264 5 854.0335693 0.111576245 9.52E-05 72.06928569
LHFFMPGFAPLTSR 44 746815975 1xTMT6plex [N-Term] 1.054 1.178 1.135 4.9588871 48.96 0 1849.998462 3 622.6690674 -0.390157635 -0.000242677 75.16878847ISEQFSAMFR 20 746815975 1xTMT6plex [N-Term] 0.948 0.909 0.829 3.979062796 49.72 0 1444.745601 2 722.8707275 -7.906542068 -0.005711471 68.60311821MASTFIGNSTAIQELFK 45 746815975 2xTMT6plex [N-Term; K17]; 1xOxidation [M1] 1.071 1.083 1.052 6.21315527 62.49 0 2332.26229 3 778.0936279 1.732497704 0.00134688 90.85765259MASTFIGNSTAIQELFK 70 746815975 2xTMT6plex [N-Term; K17] 0.991 1.024 0.974 6.147986412 54.4 0 2316.267375 3 778.0936279 1.732497704 0.00134688 90.85765259EVDEQMLAIQSK 28 746815975 2xTMT6plex [N-Term; K12] 1.038 1.053 1.169 5.457063198 71.48 0 1849.014121 2 925.0093384 -1.471255496 -0.001360186 62.85330843INVYYNESSSQK 24 746815975 2xTMT6plex [N-Term; K12] 0.978 0.939 0.913 5.197741508 66.86 0 1890.000913 2 945.5026855 -1.491420576 -0.001409393 44.37920272AALVDLEPGTMDSVR 26 746815975 1xTMT6plex [N-Term] 0.822 0.986 0.919 5.093018532 65.71 0 1802.951965 2 901.9797974 0.195793659 0.000176503 70.14540715ALTVPELTQQMFDAR 36 746815975 1xTMT6plex [N-Term] 0.985 0.92 0.939 4.886782646 61.76 0 1949.036363 3 650.3486328 -2.574714661 -0.001672737 84.21871354LTTPTYGDLNHLVSATMSGVTTSLR 28 746815975 1xTMT6plex [N-Term] 0.951 0.889 1.004 7.713853836 56.69 0 2864.502523 4 716.8800659 -1.427667838 -0.00102239 96.2674734

ECEHCDCLQGFQLTHSLGGGTGSGMGTLLISK 4 746815975 2xTMT6plex [N-Term; K32]; 3xCarbamidomethyl [C2; C5; C7] 2.618 2.929 5.099454403 9.39 0 3908.880369 4 977.9785767 3.097447218 0.003026888 77.32694266
VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR 66 746815975 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C27; C37] 0.986 100 100 7.93846035 41.86 0 4822.270146 4 1206.323242 0.205826295 0.000248137 98.11378059

NSSYFVEWIPNNVK 2 746815975 2xTMT6plex [N-Term; K14] 1.01 3.213885307 22.8 0 2155.158811 3 719.0574341 -0.492694042 -0.000353945 79.69365973LHFFMPGFAPLTSR 62 746815975 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.995 0.963 0.941 5.029230118 49.74 0 1865.993377 3 622.6690674 -0.390157635 -0.000242677 75.16878847KLAVNMVPFPR 20 746815975 2xTMT6plex [N-Term; K1] 1.606 1.641 1.533 5.371455193 29.48 1 1730.055138 2 873.5266113 -2.352191303 -0.002053522 56.2067732FPGQLNADLR 32 746815975 1xTMT6plex [N-Term] 0.957 1.083 1.03 3.621227264 44.18 0 1359.758215 2 680.3844604 2.521969274 0.001714634 54.04032922LAVNMVPFPR 42 746815975 1xTMT6plex [N-Term] 0.891 0.95 0.954 3.903916836 53.24 0 1372.797243 2 686.8991699 -4.501681716 -0.003089948 73.67476694AALVDLEPGTMDSVR 6 746815975 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.065 1.013 3.375121117 56.45 0 1818.94688 2 901.9797974 0.195793659 0.000176503 70.14540715EVDEQMLAIQSK 22 746815975 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 1.206 1.008 1.005 4.477400303 50.49 0 1865.009036 2 925.0093384 -1.471255496 -0.001360186 62.85330843IMNTFSVMPSPK 6 746815975 2xTMT6plex [N-Term; K12]; 1xOxidation [M] 1.47 0.98 0.982 3.665145636 23.99 0 1825.995634 2 905.5032959 -0.775692026 -0.000702002 75.98580738LTTPTYGDLNHLVSATMSGVTTSLR 2 746815975 1xTMT6plex [N-Term]; 1xOxidation [M17] 1.243 4.469222069 49.38 0 2880.497438 4 716.8800659 -1.427667838 -0.00102239 96.2674734VAVCDIPPR 49 746815975 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.034 1.032 1.015 3.289164782 34.33 0 1255.703009 2 628.3547974 -0.549965583 -0.000345297 40.45359279MASTFIGNSTAIQELFKR 2 746815975 2xTMT6plex [N-Term; K17] 1.091 4.098967552 8.88 1 2472.368486 3 824.7938843 -0.560708477 -0.000462093 90.65773382YLTVATVFR 8 746815975 1xTMT6plex [N-Term] 1.008 0.913 1.097 3.643082619 33.11 0 1298.766989 2 649.8897095 3.967982985 0.002576743 75.97473221KLAVNMVPFPR 30 746815975 2xTMT6plex [N-Term; K1]; 1xOxidation [M6] 1.571 1.599 1.552 3.647482634 33.06 1 1746.050053 2 873.5266113 -2.352191303 -0.002053522 56.2067732NMMAACDPR 34 746815975 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.96 1.056 1.017 2.722177267 68.52 0 1294.590363 2 647.7985229 -0.458995818 -0.000297106 24.88771145LAVNMVPFPR 50 746815975 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.966 1.01 1.006 2.887725115 34.73 0 1388.792158 2 686.8991699 -4.501681716 -0.003089948 73.67476694ALTVPELTQQMFDAR 2 746815975 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.147 2.414377451 5.79 0 1965.031278 3 650.3486328 -2.574714661 -0.001672737 84.21871354
NMMAACDPR 49 746815975 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C6] 0.992 1.092 1.063 1.973519325 51.28 0 1310.585278 2 647.7985229 -0.458995818 -0.000297106 24.88771145
ISEQFSAMFR 8 746815975 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.947 1.106 0.492 2.109544039 29.18 0 1460.740516 2 722.8707275 -7.906542068 -0.005711471 68.60311821

NMMAACDPR 14 746815975 1xTMT6plex [N-Term]; 2xOxidation [M2; M3]; 1xCarbamidomethyl [C6] 1.998 2.417 1.012312055 39.83 0 1326.580193 2 647.7985229 -0.458995818 -0.000297106 24.88771145IREEFPDR 6 746815975 1xTMT6plex [N-Term] 0.896 1.085 0.821 4.30875349 20.22 1 1290.700366 3 430.9050293 0.130813184 5.63E-05 29.76193311FPGQLNADLRK 2 746815975 2xTMT6plex [N-Term; K11] 3.02 3.818161011 12.72 1 1717.01611 3 573.0090942 -1.968825532 -0.001126835 52.71199377746816135 VBP1 prefoldin subunit 3 isoform 2 7411 NP_001290472.1 48.49785408 1 12 12 99 233 26.519 9.01 1.05 1.08 1.09 1.07 Significant 0.000125 NLDSLEEDLDFLR 25 746816135 1xTMT6plex [N-Term] 1.063 1.038 1.062 4.954760551 63.17 0 1807.927524 2 904.4689941 1.762908749 0.001593606 92.00496272QPGNETADTVLK 8 746816135 2xTMT6plex [N-Term; K12] 0.948 1.045 0.992 3.791481018 45.67 0 1730.968885 2 865.9882813 0.231644834 0.000200485 35.97545761LHLGIPEAVFVEDVDSFMK 6 746816135 2xTMT6plex [N-Term; K19] 0.888 100 0.803 6.085815907 49.26 0 2604.414767 3 868.80896 -0.937126919 -0.000813556 111.5525988DQFTTTEVNMAR 2 746816135 1xTMT6plex [N-Term] 0.827 4.251521587 32.25 0 1641.810386 2 821.4086914 -0.170627194 -0.000140069 39.35368475ESTNSMETR 6 746816135 1xTMT6plex [N-Term] 2.797 0.697 0.988 3.454104185 62.94 0 1283.609896 2 642.3086548 0.1068863 6.86E-05 15.71934703FMELNLAQK 8 746816135 2xTMT6plex [N-Term; K9] 0.942 1.116 1.463 3.874771595 54.28 0 1551.896906 2 776.4517212 -0.477078848 -0.000370189 71.04595879FMELNLAQK 2 746816135 2xTMT6plex [N-Term; K9]; 1xOxidation [M2] 0.897 2.270935297 28.66 0 1567.891821 2 776.4517212 -0.477078848 -0.000370189 71.04595879KLDEQYQK 9 746816135 3xTMT6plex [N-Term; K1; K8] 1.085 1.052 1.145 4.189200401 21.43 1 1739.030646 3 580.3488159 0.717666425 0.000416015 30.89100397LKGQIPEIK 6 746816135 3xTMT6plex [N-Term; K2; K9] 1.177 1.352 1.439 3.897314548 12.16 1 1713.124153 3 571.7128906 -0.02004233 -1.14E-05 54.08876227QTIELLK 12 746816135 2xTMT6plex [N-Term; K7] 1.197 0.951 0.888 3.411764145 39.69 0 1302.839709 2 651.9232788 -0.328446247 -0.000213956 56.07185274ASVPPTDK 12 746816135 2xTMT6plex [N-Term; K8] 1.133 1.187 1.185 3.14229846 33.04 0 1272.756373 2 636.8814087 -0.654050693 -0.000416224 27.91638866GQIPEIK 5 746816135 2xTMT6plex [N-Term; K7] 0.95 0.88 0.944 2.411556959 30.72 0 1242.782194 2 621.8951416 0.653785618 0.000406257 44.25968081NLSTATK 4 746816135 2xTMT6plex [N-Term; K7] 0.768 0.972 2.354408741 16.55 0 1192.730158 2 596.8684082 -0.518729023 -0.000309352 25.67198048747165389 RPSA 40S ribosomal protein SA isoform 2 3921 NP_001291217.1 56 1 13 13 190 300 33.293 4.87 1.06 0.96 1.13 1.05 Significant 0.0022 AIVAIENPADVSVISSR 27 747165389 1xTMT6plex [N-Term] 1.109 0.64 5.754153728 78.49 0 1970.111971 2 985.5592651 -0.36417045 -0.000358728 70.13810018FLAAGTHLGGTNLDFQMEQYIYK 6 747165389 2xTMT6plex [N-Term; K23]; 1xOxidation [M17] 1.28 1.053 1.194 5.81863308 42.74 0 3091.596314 3 1031.20459 0.938877834 0.000967544 76.15287685FLAAGTHLGGTNLDFQMEQYIYK 6 747165389 2xTMT6plex [N-Term; K23] 1.14 1.309 6.357370377 34.85 0 3075.601399 3 1031.20459 0.938877834 0.000967544 76.15287685GAHSVGLMWWMLAR 6 747165389 1xTMT6plex [N-Term] 0.937 1.059 4.947291374 26.61 0 1843.966116 3 615.3264771 -0.671415622 -0.000412689 86.781717ADHQPLTEASYVNLPTIALCNTDSPLR 20 747165389 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 0.939 1.049 0.961 8.792966843 71.41 0 3225.641142 3 1075.884155 -1.001245813 -0.001076553 78.1819345EHPWEVMPDLYFYRDPEEIEKEEQAAAEK 6 747165389 3xTMT6plex [N-Term; K21; K29] 1.27 1.204 1.203 6.787522793 5.5 2 4266.130836 5 854.027832 -4.871499386 -0.004156491 79.69117212FAAATGATPIAGR 19 747165389 1xTMT6plex [N-Term] 1.008 1.029 1.06 5.509637356 58.22 0 1432.810979 3 478.2753906 0.446538315 0.000213268 42.1856021FTPGTFTNQIQAAFR 32 747165389 1xTMT6plex [N-Term] 1.093 1.15 1.179 5.746295452 70.61 0 1928.022762 3 643.3465576 1.222657537 0.000785771 83.2749142GAHSVGLMWWMLAR 4 747165389 1xTMT6plex [N-Term]; 2xOxidation [M8; M11] 0.904 3.565439939 21.64 0 1875.955946 3 615.3264771 -0.671415622 -0.000412689 86.781717DPEEIEKEEQAAAEK 6 747165389 3xTMT6plex [N-Term; K7; K15] 0.832 0.978 0.648 4.511414051 21.93 1 2403.285811 3 801.7669067 0.148257374 0.000118768 57.60240905KSDGIYIINLK 12 747165389 3xTMT6plex [N-Term; K1; K11] 1.228 1.202 1.351 5.643755436 23.46 1 1951.21951 2 976.1129761 -0.427553926 -0.000417126 68.07260442GAHSVGLMWWMLAR 8 747165389 1xTMT6plex [N-Term]; 1xOxidation [M] 0.852 0.832 1.02 3.553103685 11.88 0 1859.961031 3 615.3264771 -0.671415622 -0.000412689 86.781717
YVDIAIPCNNK 16 747165389 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.061 0.917 1.027 4.219296455 41.84 0 1764.971862 2 882.9893188 -0.283916531 -0.000250552 59.55057251

SDGIYIINLK 2 747165389 2xTMT6plex [N-Term; K10] 1.014 3.219349384 28.73 0 1593.961615 2 797.4833374 -1.390645353 -0.001108318 75.16639527LLVVTDPR 18 747165389 1xTMT6plex [N-Term] 1.059 1.01 0.915 2.389904499 56.54 0 1141.714225 2 571.3604736 -0.485571926 -0.000277192 49.77493352EEQAAAEK 2 747165389 2xTMT6plex [N-Term; K8] 0.89 2.095624447 10.69 0 1333.736366 2 667.3737183 2.844582733 0.001896962 18.15754003
749502283 SLMAP sarcolemmal membrane-associated protein isoform a 7871 NP_001291349.1 13.52657005 1 7 7 23 828 95.14 5.47 0.86 0.95 1.1 0.97 Significant 0.00517

VSLLKDDLQGAQSEIEAK 2 749502283 3xTMT6plex [N-Term; K5; K18] 1.501 4.813616276 26.21 1 2631.517207 3 877.8435669 -0.402834685 -0.000353355 76.09981093ELIALQEDKHNYETTAK 4 749502283 3xTMT6plex [N-Term; K9; K17] 1.49 1.241 5.077021122 25.32 1 2690.496806 4 673.376709 -4.385938118 -0.002950088 50.27840975LLAITQEASDTSWQALIDEDR 4 749502283 1xTMT6plex [N-Term] 0.874 0.693 5.473252773 55.75 0 2604.335441 3 868.7835693 0.273938526 0.000237809 97.89887016SDVIHAPLPSPVDK 4 749502283 2xTMT6plex [N-Term; K14] 1.154 0.909 4.443808079 37.14 0 1933.115883 3 645.0428467 -0.981141872 -0.00063222 55.70113105SSDDTTDAQMDEQDLNEPLAK 2 749502283 2xTMT6plex [N-Term; K21] 1.298 3.226678848 33.26 0 2781.313669 3 927.7736816 -2.580391491 -0.002392293 46.89435732



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

DEILLLHQAAAK 1 749502283 2xTMT6plex [N-Term; K12] 1.632 3.6 0 1780.07329 3 594.0267944 -4.191057334 -0.002486796 57.0616172LHIDTENLR 6 749502283 1xTMT6plex [N-Term] 0.806 0.886 0.748 2.732187986 17.24 0 1339.75313 3 447.2563477 1.015193561 0.00045337 38.40436301751247051 FGD4 FYVE, RhoGEF and PH domain-containing protein 4 isoform 1 121512 NP_001291409.1 4.44191344 1 3 3 9 878 98.633 6.73 0.85 0.93 0.84 0.87 Significant 0.00106
IVETQNEEYPHTFQVSGK 2 751247051 2xTMT6plex [N-Term; K18] 1.114 4.767317772 64.87 0 2564.339688 3 855.4523315 1.073702879 0.00091778 51.75562219ALQETIDAFHQR 2 751247051 1xTMT6plex [N-Term] 1.006 4.106543541 20.51 0 1657.885935 3 553.2990112 -2.083441642 -0.00115137 49.59205873AQLEYDGGK 5 751247051 2xTMT6plex [N-Term; K9] 0.849 0.835 0.839 3.186094761 28.64 0 1438.794215 2 719.901001 0.354562953 0.000255072 48.01153702

751247012 TIMM9 mitochondrial import inner membrane translocase subunit Tim9 isoform a 26520 NP_001291414.1 65.16853933 1 5 5 28 89 10.371 7.21 0.87 0.82 0.82 0.83 Significant 0.000397
FQEYHIQQNEALAAK 6 751247012 2xTMT6plex [N-Term; K15] 0.809 0.681 0.859 4.984631538 27.96 0 2248.212637 3 750.0753174 -0.550811583 -0.000412781 51.31645572

LTETCFLDCVK 6 751247012 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C5; C9] 1.616 1.093 1.212 3.83906579 61.86 0 1843.969814 2 922.4870605 -1.610149054 -0.001484533 70.46104577
EVKPEETTCSEHCLQK 4 751247012 3xTMT6plex [N-Term; K3; K16]; 2xCarbamidomethyl [C9; C13] 0.991 0.897 4.513091087 12.63 0 2662.378348 4 666.3492432 -1.203966278 -0.000801353 30.48010272

EFLGTYNK 6 751247012 2xTMT6plex [N-Term; K8] 0.775 0.713 0.904 3.411735773 32.2 0 1429.809137 2 715.4099121 2.385338478 0.001705289 48.76429718AGLLGQPR 6 751247012 1xTMT6plex [N-Term] 0.665 0.92 0.692 2.668417692 28.12 0 1040.641394 2 520.8242188 -0.224496163 -0.00011681 31.98933771751368099 HDHD3 haloacid dehalogenase-like hydrolase domain-containing protein 3 81932 NP_001291438.1 37.84860558 1 6 6 28 251 27.982 6.71 1.3 1 0.88 1.06 Significant 0.0136 AHGLEVEPSALEQGFR 6 751368099 1xTMT6plex [N-Term] 1.7 1.199 1.021 4.858467102 43.24 0 1969.034055 3 657.0159912 -0.322390152 -0.000211599 54.18153348AVGMHSFLVVGPQALDPVVR 2 751368099 1xTMT6plex [N-Term] 0.598 4.96338129 23.54 0 2321.300123 3 774.4364624 -2.278465812 -0.001763001 83.55526425EHILPSLAHLLPALDCLEGSTPGL 8 751368099 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.799 1.023 100 5.555043221 20.44 0 2782.501067 3 928.1697998 -2.235771267 -0.002073679 110.6681139DFSHPCTWQVLDGAEDTLR 4 751368099 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.979 0.861 4.567838192 15.91 0 2476.176439 3 826.0617676 -2.297597027 -0.001896419 67.54901425LAVISNFDR 6 751368099 1xTMT6plex [N-Term] 0.848 0.756 0.881 3.381655216 36.31 0 1263.725852 2 632.366272 -0.462888914 -0.000292482 60.6720075LLTWDVK 2 751368099 2xTMT6plex [N-Term; K7] 1.049 3.072088242 20.94 0 1332.829144 2 666.9179688 -0.362664639 -0.000241685 72.72415907
754168962 SLK STE20-like serine/threonine-protein kinase isoform 2 9748 NP_001291672.1 31.47840532 1 31 32 169 1204 138.91 5.1 1.01 1 0.98 1 Significant 0.0000783

EANIQAVDSEVGLTK 6 754168962 2xTMT6plex [N-Term; K15] 0.861 0.891 0.914 5.069813728 52.12 0 2032.132656 3 678.0487061 -0.536719852 -0.000363562 56.0660079
SEEELEDYMVEIDILASCDHPNIVK 4 754168962 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C18] 1.035 0.01 6.283308983 25 0 3406.679844 4 852.4296875 5.012396462 0.004268908 103.8339974

SEEIKDTILQTVDLVSQETGEK 14 754168962 3xTMT6plex [N-Term; K5; K22] 1.06 0.791 1.006 6.266380787 41.76 1 3149.739615 3 1050.58374 -0.93584462 -0.000982556 109.0999717LENLPDTEDQETVDINSVSEGK 6 754168962 2xTMT6plex [N-Term; K22] 0.802 0.784 0.846 4.79841423 76.69 0 2890.456962 3 964.1559448 -1.27338943 -0.001226892 61.52627291MTGESECLNPSTQSR 8 754168962 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.821 1.117 0.482 4.22761488 46.58 0 1925.889441 2 963.4478149 -0.565015397 -0.000544079 29.13340667DLQLQCEANVR 6 754168962 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.286 0.773 0.99 3.896393776 56.66 0 1574.815806 2 787.9118042 0.333606277 0.000262684 39.93592765LINKPMVGPEAGGTK 6 754168962 3xTMT6plex [N-Term; K4; K15] 1.129 1.085 1.146 5.184141636 36.58 0 2199.313821 3 733.7757568 -0.501748399 -0.000367834 56.04589588QYDQEIENLEK 6 754168962 2xTMT6plex [N-Term; K11] 1.017 1.004 1.251 4.568441868 51.27 0 1866.984929 2 933.9956665 -0.46730007 -0.000436221 50.74950288DSGSISLQETR 6 754168962 1xTMT6plex [N-Term] 0.965 1.129 0.67 4.341900826 58 0 1421.743353 2 711.3740845 -1.730512531 -0.001230172 26.8298141ALGSEVQDASK 7 754168962 2xTMT6plex [N-Term; K11] 1.082 1.031 1.017 4.399056435 62.33 0 1562.879007 2 781.9419556 -1.518247527 -0.001186419 34.41478257QTLDALNYLHDNK 7 754168962 2xTMT6plex [N-Term; K13] 1.018 0.736 0.827 4.817001343 34.81 0 2003.096211 3 668.369873 -0.571464999 -0.000381566 58.80301154WTTSQLLQHPFVTVDSNKPIR 4 754168962 2xTMT6plex [N-Term; K18] 0.943 0.823 6.212389946 28.36 0 2925.635082 4 732.163147 -1.477996829 -0.00108102 78.61976728AEVTEEVEDGKEEDEEEETENSLPIPASK 4 754168962 3xTMT6plex [N-Term; K11; K29] 0.897 6.477895737 24.26 1 3919.927488 4 980.7347412 -2.641012183 -0.002588144 60.80167629SEPPTLAQPSR 6 754168962 1xTMT6plex [N-Term] 1.064 0.999 0.964 3.250993252 33.27 0 1411.774259 2 706.3907471 -0.029331442 -2.07E-05 27.98882022LADFGVSAK 8 754168962 2xTMT6plex [N-Term; K9] 0.947 1.073 1.016 3.236467123 29 0 1365.814222 2 683.4104004 -0.511239917 -0.000349129 57.11499032ETSVLAAAK 2 754168962 2xTMT6plex [N-Term; K9] 1.009 2.955595493 17.98 0 1347.824787 2 674.4160767 0.066492554 4.48E-05 41.94206541AQQQLNSK 6 754168962 2xTMT6plex [N-Term; K8] 1.042 1.049 0.939 3.85687542 39 0 1374.810534 2 687.9085693 -0.488749619 -0.000335969 22.87910062QFAAQEEK 6 754168962 2xTMT6plex [N-Term; K8] 0.786 0.565 0.726 3.080052614 37.37 0 1408.783651 2 704.8944092 -1.496887492 -0.001054395 29.58497167EVVEVGQK 4 754168962 2xTMT6plex [N-Term; K8] 0.783 0.534 3.331756115 24.1 0 1345.809137 2 673.4074097 -1.184643512 -0.000797152 34.87266446LEQEHTNR 2 754168962 1xTMT6plex [N-Term] 1.202 3.400143862 23.26 0 1255.659229 3 419.2243652 -0.546961197 -0.000228932 23.19332814TLEEEFAR 6 754168962 1xTMT6plex [N-Term] 1.477 0.992 0.857 3.118085146 23.62 0 1223.646933 2 612.326355 -1.225769478 -0.000749955 51.06089237INSTATPDQDRDK 7 754168962 2xTMT6plex [N-Term; K13] 0.948 0.828 1.255 4.55500412 17.96 1 1919.02344 3 640.3459473 -0.078687483 -5.03E-05 22.22624161QQMFENK 2 754168962 2xTMT6plex [N-Term; K7] 0.951 2.757079363 28.11 0 1382.750242 2 691.8789063 0.212554655 0.000146955 34.5217407DQYFMQR 6 754168962 1xTMT6plex [N-Term] 0.98 0.863 0.947 2.613877535 31.98 0 1216.598209 2 608.8025513 -0.314878762 -0.00019154 31.41138441EIPVSIK 4 754168962 2xTMT6plex [N-Term; K7] 0.941 1.03 2.462623596 23.56 0 1243.802595 2 622.4042358 -1.125661192 -0.00070005 56.05414561SEEEKDQEK 3 754168962 3xTMT6plex [N-Term; K5; K9] 1.105 1.173 0.975 2.21370554 1 1808.984484 3 603.6661377 -0.345035609 -0.000208055 18.88150294VTTQIDK 6 754168962 2xTMT6plex [N-Term; K7] 1.001 0.925 1.015 2.804775 36.49 0 1262.772023 2 631.8889771 -1.065741411 -0.000672894 32.28641987ELIAEAK 4 754168962 2xTMT6plex [N-Term; K7] 1.011 2.732884169 31.13 0 1231.76621 2 616.3859863 -1.228807657 -0.000756802 42.63560569AELANIER 6 754168962 1xTMT6plex [N-Term] 0.896 0.528 0.794 2.925673962 26.17 0 1144.652353 2 572.8296509 -0.286446961 -0.000163941 34.65237494ETEQMQR 2 754168962 1xTMT6plex [N-Term] 1.159 2.120683193 9.67 0 1150.572388 2 575.7893677 -0.807779195 -0.000464704 15.64927291DRPYDYK 3 754168962 2xTMT6plex [N-Term; K7] 1.096 1.339 3.130224466 8.42 0 1414.773086 3 472.2625122 -0.072449008 -3.42E-05 32.39838902KKEEQEFVQK 4 754168962 4xTMT6plex [N-Term; K1; K2; K10] 1.328 1.157 1.161 2.728611469 2 2209.33622 4 553.0906982 2.14691576 0.001185815 35.26987509756140883 CIC protein capicua homolog isoform CIC-L 23152 NP_001291744.1 1.946762018 1 2 2 8 2517 257.875 8.1 0.98 1.08 0.76 0.94 Significant 0.00996 VLAATAPTPGIPILQSVPSAPPPK 6 756140883 2xTMT6plex [N-Term; K24] 0.98 1.067 0.764 5.808716774 51.56 0 2780.669008 4 695.9226685 -0.059011653 -4.10E-05 94.69826451ALVMQLFQDHGFFPSAQATAAFQAR 2 756140883 1xTMT6plex [N-Term] 1.531 3.573313951 20.1 0 2981.529347 3 994.5117798 -2.87141716 -0.002853738 103.6203564756761764 SDSL serine dehydratase-like 113675 NP_001291922.1 20.06079027 1 4 4 12 329 34.652 6.89 0.31 0.51 0.89 0.57 Non-Significant 0.0787 IHSEVVEDTEAVSAVQQLLDDER 4 756761764 1xTMT6plex [N-Term] 0.89 0.888 6.369256973 36.06 0 2811.420962 3 937.8076782 -4.439143835 -0.004160101 85.16388801LVTLPDITSVAK 4 756761764 2xTMT6plex [N-Term; K12] 0.254 0.28 3.837153435 58.02 0 1715.071893 2 858.0402222 0.742969401 0.000637123 84.0651051LGIPATIVLPESTSLQVVQR 2 756761764 1xTMT6plex [N-Term] 0.374 3.407089233 10.27 0 2350.390712 3 784.1349487 -0.178288908 -0.000139683 92.60819785
GIGHFCQEMAK 2 756761764 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 0.663 2.086105585 2.74 0 1735.902402 3 579.3068848 2.130636417 0.001232859 43.44881353

756761773 KIAA1715 protein lunapark isoform 1 precursor 80856 NP_001291937.1 8.299595142 1 4 4 22 494 54.783 5.07 1.02 1.24 1.08 1.11 Significant 0.00346 IVEYLVGDGPQNR 6 756761773 1xTMT6plex [N-Term] 0.991 0.983 1.272 3.940007925 36.51 0 1688.9169 2 844.961731 -0.423351757 -0.000357503 66.12128024DSSAPGGPPER 6 756761773 1xTMT6plex [N-Term] 0.679 1.014 0.978 3.764518738 43.61 0 1298.653809 2 649.8302002 -0.528015527 -0.000342855 16.87972544NNEALDDLK 2 756761773 2xTMT6plex [N-Term; K9] 1.103 2.764966965 10.44 0 1489.826244 2 745.4161377 -0.835513121 -0.000622385 42.17935999LPEFSFEK 8 756761773 2xTMT6plex [N-Term; K8] 1.122 1.418 1.035 2.630594015 37.81 0 1454.829538 2 727.9171143 -1.77767519 -0.001293107 72.56182246779176942 CALM2 calmodulin isoform 1 805 NP_001292553.1 37.56345178 1 7 9 331 197 22.173 4.63 1.07 1.1 1.06 1.08 Significant 0.000125 VFDKDGNGYISAAELR 6 779176942 2xTMT6plex [N-Term; K4] 1.04 0.747 1.029 5.179639816 19.57 1 2213.196653 3 738.4067383 4.070484988 0.003002928 59.33257523
EADIDGDGQVNYEEFVQMMTAK 2 779176942 2xTMT6plex [N-Term; K22]; 2xOxidation [M18; M19] 2.325 4.178150654 28.03 0 2980.395625 3 983.4725952 -0.869095249 -0.000854148 98.07399393
EADIDGDGQVNYEEFVQMMTAK 38 779176942 2xTMT6plex [N-Term; K22]; 1xOxidation [M] 1.095 1.128 1.154 5.738921165 53.51 0 2964.40071 3 983.4725952 -0.869095249 -0.000854148 98.07399393EADIDGDGQVNYEEFVQMMTAK 161 779176942 2xTMT6plex [N-Term; K22] 1.089 1.148 1.231 6.08323431 73.61 0 2948.405795 3 983.4725952 -0.869095249 -0.000854148 98.07399393EAFSLFDKDGDGTITTK 50 779176942 3xTMT6plex [N-Term; K8; K17] 1.233 1.225 1.128 5.394028664 46.2 1 2532.380045 2 1266.691406 -1.780739825 -0.002254755 69.94478234DTDSEEEIR 12 779176942 1xTMT6plex [N-Term] 0.929 1.081 1.308 4.127227783 46.78 0 1322.62732 2 661.8168945 -0.61047998 -0.000403719 18.270971MKDTDSEEEIR 24 779176942 2xTMT6plex [N-Term; K2] 1.153 1.167 1.226 4.021566391 55.05 1 1810.925699 2 905.9664917 0.004068879 3.68E-06 33.44847461DGDGTITTK 12 779176942 2xTMT6plex [N-Term; K9] 0.862 0.784 0.739 3.068962812 31.28 0 1365.762581 2 683.387085 3.157651217 0.002156301 25.13186674EAFSLFDK 6 779176942 2xTMT6plex [N-Term; K8] 0.765 0.773 0.724 3.646104336 47.06 0 1414.798238 2 707.9028931 0.191916278 0.000135761 69.97926088MKDTDSEEEIR 13 779176942 2xTMT6plex [N-Term; K2]; 1xOxidation [M1] 1.061 1.209 1.144 3.42475152 17.03 1 1826.920614 2 905.9664917 0.004068879 3.68E-06 33.44847461ELGTVMR 6 779176942 1xTMT6plex [N-Term] 1.185 1.234 1.132 2.812101126 35.26 0 1034.586582 2 517.796814 -0.222726949 -0.000115215 46.47553178KMKDTDSEEEIR 1 779176942 3xTMT6plex [N-Term; K1; K3] 0.01 3.092532396 2 2168.183594 4 542.8016968 0.628571943 0.000340715 33.86919717807201138 MTMR1 myotubularin-related protein 1 isoform 1 8776 NP_001293073.1 14.11589896 1 6 6 20 673 75.67 7.39 0.85 0.82 0.87 0.85 Significant 0.000294 NVERDPHFILDVPLGVISR 4 807201138 1xTMT6plex [N-Term] 0.952 0.664 5.345752716 14.95 1 2405.350244 4 602.0933228 0.505936974 0.000304239 76.63282344GGGYESESAYPNAELVFLEIHNIHVMR 2 807201138 1xTMT6plex [N-Term] 0.902 5.305136204 22.07 0 3261.620013 4 816.1582642 -2.693704154 -0.00219646 87.94099958GSSPSHSATSVHTSV 4 807201138 1xTMT6plex [N-Term] 0.912 0.83 4.157817364 3.91 0 1669.834293 3 557.2814941 -2.613228237 -0.001454553 17.82561166VPVLSWIHPESQATITR 2 807201138 1xTMT6plex [N-Term] 0.899 3.275339603 5.68 0 2163.212354 3 721.7418823 -0.582521333 -0.000420039 79.79145214LIIFDAR 4 807201138 1xTMT6plex [N-Term] 0.725 0.906 2.908910275 36.83 0 1076.666547 2 538.8365479 -0.675730919 -0.000363768 74.43145989AAGGATAGSR 4 807201138 1xTMT6plex [N-Term] 1.249 0.705 2.443586111 14.24 0 1047.574437 2 524.2904053 -0.862146968 -0.000451582 14.06107356807066321 Sep-11 septin-11 isoform 1 55752 NP_001293076.1 35.30751708 1 9 13 120 439 50.791 7.01 0.85 0.93 0.91 0.89 Non-Significant #N/A AAAQLLQSQAQQSGAQQTK 12 807066321 2xTMT6plex [N-Term; K19] 0.768 0.858 0.739 6.582338333 83.18 0 2415.335606 3 805.782959 -0.530794508 -0.000427349 46.67497241STLMDTLFNTK 4 807066321 2xTMT6plex [N-Term; K11] 0.777 0.828 4.455695629 58.04 0 1728.960628 2 864.9821167 -2.123640933 -0.001835846 80.15857979FESDPATHNEPGVR 6 807066321 1xTMT6plex [N-Term] 0.718 0.71 0.942 4.15240097 25.94 0 1784.876492 3 595.630188 -0.269634991 -0.000160422 26.00122802QYPWGVVQVENENHCDFVK 4 807066321 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C15] 0.871 0.97 6.787034035 44.44 0 2806.402305 3 936.1394653 0.547817428 0.000512465 66.06590904

KAAAQLLQSQAQQSGAQQTK 2 807066321 3xTMT6plex [N-Term; K1; K20] 1.172 5.955349922 45.59 1 2772.593501 3 924.8687744 -0.624223425 -0.000576906 44.78971649NLSLSGHVGFDSLPDQLVNK 2 807066321 2xTMT6plex [N-Term; K20] 0.667 4.32336235 32.42 0 2598.429172 3 866.8155518 1.127713416 0.000976761 76.38958728DTDPDSKPFSLQETYEAK 8 807066321 3xTMT6plex [N-Term; K7; K18] 0.734 0.797 0.753 4.967861176 14.86 0 2758.439017 3 920.147522 -3.989220702 -0.003668007 55.63595202SYELQESNVR 12 807066321 1xTMT6plex [N-Term] 0.839 1.165 1.009 4.271836281 50.91 0 1453.748438 2 727.3786011 1.023188331 0.000743729 27.77946477RNEFLGELQK 2 807066321 2xTMT6plex [N-Term; K10] 1.001 3.130825996 6.51 1 1691.984475 3 564.6663818 0.069018253 3.89E-05 48.1611636VNIIPIIAK 80 807066321 2xTMT6plex [N-Term; K9] 0.897 0.963 0.86 4.071352482 45.82 0 1438.976143 2 719.9916382 -0.099405965 -7.15E-05 87.32373433SLDLVTMK 12 807066321 2xTMT6plex [N-Term; K8] 0.906 1.086 0.884 3.231194735 38.69 0 1364.822344 2 690.9127808 0.742772753 0.000512817 52.04425261SLDLVTMK 8 807066321 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.809 0.893 1.077 2.150865555 38.87 0 1380.817259 2 690.9127808 0.742772753 0.000512817 52.04425261EAEKELHEK 4 807066321 3xTMT6plex [N-Term; K4; K9] 0.942 0.985 0.967 2.233723164 5.04 1 1800.047025 4 450.7673645 0.335201139 0.000150844 21.95092702VNMEDLR 4 807066321 1xTMT6plex [N-Term] 0.69 0.763 2.522167921 22.2 0 1105.58731 2 553.2972412 -0.094219718 -5.21E-05 37.5135087822202611 CPD carboxypeptidase D isoform 1 precursor 1362 NP_001295.2 16.30434783 1 17 17 64 1380 152.835 6.05 1.31 1.4 1.46 1.39 Significant 0.000982 EGDCGFGDGGPSGASGR 4 22202611 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.8 100 3.246211767 58.64 0 1811.781606 2 906.3937988 -0.708994807 -0.000642272 22.97844682LTAGLGSLIPEGDAGPDAAGPDAAGPLLPGRPQVK 2 22202611 2xTMT6plex [N-Term; K35] 1.216 7.021131039 34.55 0 3737.063794 4 935.0187988 -2.790556457 -0.002607122 88.55947436ELPNFWEQNR 4 22202611 1xTMT6plex [N-Term] 1.66 1.444 3.467505455 27.66 0 1561.796057 2 781.4002075 -1.868727306 -0.001459285 59.88449753SPDDAVFQQIALSYSK 2 22202611 2xTMT6plex [N-Term; K16] 1.753 4.430467129 24.78 0 2227.201069 3 743.0705566 -1.774782789 -0.001317599 79.14763419YYHEEELESALR 6 22202611 1xTMT6plex [N-Term] 1.247 1.38 0.709 3.678477764 9.93 0 1767.875095 3 589.9621582 -1.795178083 -0.001057884 42.14846235NFPDQFVQITDPTQPETIAVMSWMK 4 22202611 2xTMT6plex [N-Term; K25] 0.88 1.377 3.214467525 18.64 0 3381.726341 3 1127.91272 -0.808782272 -0.000911693 108.737495ESLITLIEK 6 22202611 2xTMT6plex [N-Term; K9] 1.302 1.161 1.747 3.951919794 45.08 0 1503.939817 2 752.4732666 -0.372472933 -0.000280088 81.71831889GFVLDATDGR 2 22202611 1xTMT6plex [N-Term] 1.541 3.273044348 45.43 0 1279.684381 2 640.34552 -0.48289324 -0.000308975 45.22842924TSDDEVFK 4 22202611 2xTMT6plex [N-Term; K8] 1.662 1.17 3.146022081 41.02 0 1398.751682 2 699.8793945 -0.120984662 -8.46E-05 36.67905972KNPAVTQLVDR 4 22202611 2xTMT6plex [N-Term; K1] 1.795 1.94 3.774801254 11.81 1 1699.026675 3 567.0131226 -1.094864634 -0.000620068 38.94425285AYASNHPIMK 4 22202611 2xTMT6plex [N-Term; K10] 1.326 1.148 2.804143906 12.58 0 1589.887404 3 530.6330566 -1.753211025 -0.000929136 45.51532349IVIVPSLNPDGR 2 22202611 1xTMT6plex [N-Term] 1.438 3.5267272 34.11 0 1508.899794 2 754.9526367 -1.190909103 -0.000898481 67.7611898ATGIYSK 6 22202611 2xTMT6plex [N-Term; K7] 1.418 1.283 1.114 2.598283291 28.57 0 1197.724345 2 599.3670044 1.99320409 0.001193655 32.14616474SFPDQFSTGEPPALDEVPEVR 2 22202611 1xTMT6plex [N-Term] 0.741 3.744205713 33.3 0 2546.261214 2 1273.637573 2.614042243 0.003328017 71.59795032ALIEWIR 4 22202611 1xTMT6plex [N-Term] 1.502 2.012 2.630883455 20.63 0 1129.693096 2 565.3477173 -4.370885957 -0.00246888 72.43678771DLSEFLR 2 22202611 1xTMT6plex [N-Term] 1.513 2.734817505 22.59 0 1108.61999 2 554.8132935 -0.613380548 -0.000340003 67.14028418LLVPGTYK 6 22202611 2xTMT6plex [N-Term; K8] 0.98 1.373 1.434 2.341858387 15.36 0 1348.860444 2 674.934021 0.237980281 0.000160501 60.37797987
815890885 PLEKHG3 pleckstrin homology domain-containing family G member 3 26030 NP_001295076.1 3.609515997 1 3 3 16 1219 134.329 6.55 0.94 0.86 1.3 1.03 Significant 0.0167 ELSSSTQGELVAPLHPR 4 815890885 1xTMT6plex [N-Term] 0.606 0.604 5.908783913 44.76 0 2050.113034 3 684.0427856 0.375576166 0.000256658 48.55656034EEGSRDPADPSQQGR 6 815890885 1xTMT6plex [N-Term] 0.968 0.791 1.198 3.998700619 14.42 1 1857.888847 3 619.9675293 -0.437501617 -0.000270943 15.5082719LQEIQSLLINWK 6 815890885 2xTMT6plex [N-Term; K12] 1.003 1.173 1.49 4.060830116 35.27 0 1943.173004 3 648.3960571 0.315827112 0.000204569 110.568018
815659687 ARHGEF10 rho guanine nucleotide exchange factor 10 isoform 3 9639 NP_001295082.1 3.070175439 1 3 3 12 1368 151.388 5.68 0.99 0.91 0.92 0.94 Significant 0.000716

LPLQMALTELETLAEK 8 815659687 2xTMT6plex [N-Term; K16] 0.969 0.911 0.88 5.948884487 51.59 0 2258.308177 3 753.44104 0.172601415 0.000129929 113.3391355APDGSWDSEPQK 2 815659687 2xTMT6plex [N-Term; K12] 1.324 3.431895971 42.32 0 1774.901199 2 887.954834 0.671631047 0.000596039 35.93145805EPGAPPDPETPAVR 2 815659687 1xTMT6plex [N-Term] 1.054 2.892269611 25.63 0 1661.869616 2 831.4389648 0.624187054 0.000518659 32.9814416815891066 SSR3 translocon-associated protein subunit gamma isoform 1 6747 NP_001295126.1 14.14141414 1 3 3 33 198 22.596 9.63 1.1 1.23 1.23 1.19 Significant 0.00133 QQSEEDLLLQDFSR 21 815891066 1xTMT6plex [N-Term] 1.06 1.297 1.349 4.916107655 39.6 0 1936.981351 2 968.9917603 -2.636562394 -0.002553486 67.14620713LSEADNR 6 815891066 1xTMT6plex [N-Term] 1.188 1.03 0.958 2.512053251 34.83 0 1033.547554 2 517.2776489 0.452423849 0.000233801 18.0180066REDAVSK 6 815891066 2xTMT6plex [N-Term; K7] 1.107 1.295 1.114 2.799525261 17.01 1 1262.746871 3 421.5871277 -0.032740813 -1.38E-05 19.21362467
815891074 EARS2 probable glutamate--tRNA ligase, mitochondrial isoform 2 124454 NP_001295140.1 24.15730337 1 10 10 48 534 59.951 8.07 1.05 1.1 1.16 1.1 Significant 0.00083

LQVLVEEAFGCQLQNR 4 815891074 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.111 0.815 4.694794655 36.69 0 2133.132389 3 711.7145996 -1.473744382 -0.001047897 101.3672162HEVASVEGDPVIMK 2 815891074 2xTMT6plex [N-Term; K14]; 1xOxidation [M13] 1.128 3.359660864 28.33 0 1985.077784 3 662.3635254 -0.887032306 -0.000586943 38.30611226HLLLYQALGWQPPHFAHLPLLLNR 4 815891074 1xTMT6plex [N-Term] 1.641 1.482 6.397534847 47.15 0 3076.756251 5 616.1569824 -0.144844306 -8.91E-05 99.87252727LELYAQATEALLK 8 815891074 2xTMT6plex [N-Term; K13] 1.014 1.263 1.227 4.065222263 50.8 0 1921.141036 2 961.0741577 0.001686335 1.62E-06 95.71807425GSEWLVSTAK 6 815891074 2xTMT6plex [N-Term; K10] 1.288 0.977 1.073 4.081199169 53.81 0 1535.883365 2 768.4450073 -0.407903085 -0.000313246 54.56795386DVLNPVYVER 4 815891074 1xTMT6plex [N-Term] 1.082 1.222 3.58127141 31.6 0 1432.799745 2 716.9030151 -0.692187841 -0.000495883 51.21169371TALYNYIFAK 6 815891074 2xTMT6plex [N-Term; K10] 1.124 1.364 0.928 4.18244791 22.73 0 1661.9667 2 831.4858398 -1.382189246 -0.001148576 82.96810554AQLDAISEK 4 815891074 2xTMT6plex [N-Term; K9] 1 0.978 3.877668619 45.43 0 1432.841165 2 716.9239502 -0.377989821 -0.0002708 44.74554739FAPSPTGFLHLGGLR 4 815891074 1xTMT6plex [N-Term] 0.96 0.939 4.588415623 18.81 0 1799.016555 3 600.3428345 -1.447808818 -0.000868211 79.9290397LEDTDQTR 6 815891074 1xTMT6plex [N-Term] 1.134 1.128 1.238 2.852178574 30.86 0 1206.616361 2 603.8115234 -0.489886445 -0.000295553 18.99148876815891093 RPS15 40S ribosomal protein S15 isoform 1 6209 NP_001295155.1 42.76315789 1 4 4 15 152 17.712 10.39 0.93 1.02 0.98 0.97 Significant 0.00071 TFNQVEIKPEMIGHYLGEFSITYKPVK 2 815891093 4xTMT6plex [N-Term; K8; K24; K27] 0.951 3.885269403 0.38 0 4085.295547 5 817.8620605 -3.512719083 -0.002870099 98.72107109DMIILPEMVGSMVGVYNGK 5 815891093 2xTMT6plex [N-Term; K19]; 1xOxidation [M] 1.051 2.654064417 18.87 0 2527.337445 3 843.1192627 2.290721387 0.001929809 84.22065602
EAPPMEKPEVVK 2 815891093 3xTMT6plex [N-Term; K7; K12]; 1xOxidation [M5] 0.862 2.268904448 8.64 0 2057.191975 3 686.4016724 -0.734447818 -0.000503633 51.42683468

KQHSLLK 6 815891093 3xTMT6plex [N-Term; K1; K7] 1.102 0.99 0.993 2.858983755 7.81 1 1541.014209 3 514.3439941 2.089852162 0.001073497 28.82144276815891001 C19orf70 MICOS complex subunit MIC13 isoform 1 125988 NP_001295169.1 57.85714286 1 4 4 42 140 15.426 9.03 1.08 1.11 1.19 1.13 Significant 0.000848 GSVAGGAVYLVYDQELLGPSDK 8 815891001 2xTMT6plex [N-Term; K22] 1.099 1.028 4.920794964 40.12 0 2696.454718 3 899.4908447 1.210185236 0.001087737 83.40418DSWNAGIMTVMSALSVAPSK 6 815891001 2xTMT6plex [N-Term; K20] 1.481 1.373 4.643215179 49.22 0 2523.335137 3 841.7817383 -1.773524327 -0.001491732 110.766421DSWNAGIMTVMSALSVAPSK 4 815891001 2xTMT6plex [N-Term; K20]; 1xOxidation [M8] 0.816 1.797 4.228811264 32.17 0 2539.330052 3 841.7817383 -1.773524327 -0.001491732 110.766421
AGEVVPPAMYQFSQYVCQQTGLQIPQLPAPPK 12 815891001 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C17] 0.916 1.135 1.272 4.247506142 19.69 0 4001.106921 3 1334.374756 0.698041362 0.000930979 111.0228483

SQAALQK 12 815891001 2xTMT6plex [N-Term; K7] 1.184 1.202 1.027 3.119242668 37.14 0 1203.746143 2 602.3764648 -0.406940037 -0.000244926 24.02796349
815891110 RNMT mRNA cap guanine-N7 methyltransferase isoform 1 8731 NP_001295192.1 21.03174603 1 10 10 50 504 57.688 7.69 1.04 1.07 1.07 1.06 Significant 0.000089 LSPGGYFIGTTPNSFELIR 10 815891110 1xTMT6plex [N-Term] 0.881 0.875 1.279 4.41598177 46.08 0 2298.233149 3 766.7476196 -2.107337667 -0.001614384 89.63891064LVCTDIADVSVK 4 815891110 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.841 0.839 3.85513711 61.37 0 1778.013393 2 889.5111084 0.87040226 0.000773793 65.3087873

DITVLDLGCGK 2 815891110 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.213 4.037212372 27.11 0 1648.934414 2 824.9715576 0.863924219 0.000712277 68.4984985
SVLIGEFLEK 12 815891110 2xTMT6plex [N-Term; K10] 1.095 1.065 1.056 3.495529413 32.34 0 1592.966366 3 531.6604004 0.17707334 9.40E-05 87.04959743KIALEDVPEK 4 815891110 3xTMT6plex [N-Term; K1; K10] 0.853 1.185 3.741262913 28.05 1 1829.135111 3 610.3829346 -0.470724692 -0.000287006 54.90186396TFLEFYEEK 6 815891110 2xTMT6plex [N-Term; K9] 1.244 0.919 4.048536777 44.75 0 1663.898346 2 832.4500732 -3.291051787 -0.002737988 75.67867138RLEASETESFGNEIYTVK 2 815891110 2xTMT6plex [N-Term; K18] 1.043 4.008337975 6.1 1 2531.339354 3 844.4497681 -1.818294641 -0.00153424 57.85812027IALEDVPEK 2 815891110 2xTMT6plex [N-Term; K9] 0.954 2.675133705 9.77 0 1471.877217 2 736.4428711 0.848608489 0.000624524 56.39683452EFEDDLVK 6 815891110 2xTMT6plex [N-Term; K8] 0.842 0.785 1.174 2.621667862 25.72 0 1452.798632 2 726.9013672 -2.184814145 -0.001587047 52.07271882ETEDVPKDK 2 815891110 3xTMT6plex [N-Term; K7; K9] 1.222 1.259 1.834308863 1 1748.004491 3 583.3394775 -0.350035035 -0.000203954 26.08672702817475550 PIGBOS1 protein PIGBOS1 precursor 101928527 NP_001295350.1 18.51851852 1 1 1 6 54 6.309 8.5 1.12 1.12 1.42 1.22 Significant 0.00665 MQLVQESEEK 6 817475550 2xTMT6plex [N-Term; K10] 1.12 1.116 1.419 3.802990437 52.57 0 1678.908593 2 839.958374 0.523278562 0.000439268 45.87887292821174304 POLD1 DNA polymerase delta catalytic subunit 2 5424 NP_001295561.1 17.65225066 1 15 16 55 1133 126.308 7.21 1.32 1.34 1.16 1.27 Significant 0.002 VAGLGTPSFAPYEANVDFEIR 2 821174304 1xTMT6plex [N-Term] 0.964 4.662498474 28.42 0 2482.281555 3 828.098999 0.357892645 0.00029613 84.8524101VVYGDTDSVMCR 2 821174304 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.652 4.018592358 38.7 0 1630.776644 2 815.8919678 0.00933106 7.61E-06 39.65079614LQEQEEEELQSVLEGVADGQVPPSAIDPR 4 821174304 1xTMT6plex [N-Term] 0.628 100 3.915096521 28.22 0 3391.706638 3 1131.238159 -1.979543532 -0.00223801 102.5778685VQMDMLQVLLR 2 821174304 1xTMT6plex [N-Term] 1.657 3.929366112 47.14 0 1574.895971 2 787.9519043 0.356349728 0.000280607 103.8965922VQSYEKEEDLLQAWSTFIR 2 821174304 2xTMT6plex [N-Term; K6] 3.3 4.713204384 2.26 1 2800.492166 3 934.1714478 2.722439938 0.002541391 103.6336425DLEDQEQLLR 2 821174304 1xTMT6plex [N-Term] 1.12 3.861497641 29.32 0 1487.790303 2 744.3997192 1.249508455 0.000929503 44.75382633EAADWVSGHFPSPIR 6 821174304 1xTMT6plex [N-Term] 1.135 1.31 4.331111431 10.59 0 1897.975812 3 633.3309937 1.37809819 0.000871866 61.71812503IFEPILGEGR 6 821174304 1xTMT6plex [N-Term] 1.475 1.163 3.388853312 26.52 0 1359.783367 2 680.3929443 -3.496937998 -0.002377539 69.57655391VTGVPLSYLLSR 6 821174304 1xTMT6plex [N-Term] 1.79 1.321 1.527 3.677709341 41.03 0 1533.920195 2 767.4641724 0.569284221 0.000436618 86.95933152AASDYAGK 6 821174304 2xTMT6plex [N-Term; K8] 1.084 1.562 1.436 3.314902782 32.15 0 1240.693773 2 620.8492432 -2.065990763 -0.001281631 23.08875439DPGSAPSLGDR 2 821174304 1xTMT6plex [N-Term] 1.35 2.40984869 19.3 0 1300.66946 2 650.8384399 0.110499106 7.19E-05 31.66487475TPTGDEFVK 2 821174304 2xTMT6plex [N-Term; K9] 1.061 3.310465336 31.61 0 1451.814616 2 726.4100342 -1.256731131 -0.00091227 42.96065027QAHVELAER 2 821174304 1xTMT6plex [N-Term] 1.348 2.949737787 4.38 0 1281.711265 3 427.9083252 -0.657319699 -0.000280831 20.31694667ITVALPR 2 821174304 1xTMT6plex [N-Term] 0.898 2.295293093 29.49 0 998.655982 2 499.8314819 -0.295109445 -0.000147356 52.47618042LLEQGLR 16 821174304 1xTMT6plex [N-Term] 1.192 1.397 1.111 2.784785748 26.39 0 1057.65671 2 529.3330078 1.918216923 0.001014408 40.07019482IDISQLVITK 1 821174304 2xTMT6plex [N-Term; K10] 0.707 1.796410322 0 1588.008565 2 794.5053101 -3.288082273 -0.002610751 82.46292218822606583 EPHB2 ephrin type-B receptor 2 isoform 4 precursor 2048 NP_001296122.1 4.454976303 1 2 4 20 1055 117.417 6.55 1.68 0.61 0.01 0.77 Non-Significant 0.257 AMAPLSSGINLPLLDR 6 822606583 1xTMT6plex [N-Term] 0.825 0.61 0.01 4.777287006 51.08 0 1897.077834 3 633.0304565 -0.536583726 -0.000339314 91.50513425ANQGDEACTHCPINSR 2 822606583 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C8; C11] 1.801 3.591860056 14.94 0 2058.928287 3 686.9812012 0.37079758 0.000254482 17.00351413VSDFGLSR 6 822606583 1xTMT6plex [N-Term] 0.864 1.093 0.876 3.401028872 35.37 0 1109.615239 2 555.310791 -0.841605916 -0.000466929 39.94862013GIAAGMK 6 822606583 2xTMT6plex [N-Term; K7] 0.833 0.708 0.875 1.741798639 16.34 0 1105.680372 2 553.3435669 -0.465298065 -0.000257235 35.24073207

878298212 MGME1 mitochondrial genome maintenance exonuclease 1 isoform 1 precursor 92667 NP_001297267.1 20.33426184 1 6 6 22 359 41.198 7.68 0.62 0.66 0.72 0.67 Significant 0.00189 RVPQNWFPIFNPER 6 878298212 1xTMT6plex [N-Term] 0.527 0.936 0.747 5.238215923 30.1 1 2029.09693 3 677.0359497 -1.791155884 -0.001211476 77.73767197KVNPYEEVDQEK 2 878298212 3xTMT6plex [N-Term; K1; K12] 0.674 3.629353762 22.42 1 2165.20571 3 722.4063721 -0.529778329 -0.00038236 42.62004816
GVAQTPGSVEEDALLCGPVSK 2 878298212 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C16] 0.678 4.784647942 49.55 0 2572.369274 3 858.1239624 -4.641609232 -0.003979978 65.15384257YSNLVQSVLSSR 2 878298212 1xTMT6plex [N-Term] 0.652 4.281764507 37.82 0 1581.879787 2 791.4417725 -2.224093231 -0.001759124 69.49455284LCVIDWK 2 878298212 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.823 2.949458361 20.28 0 1391.812114 2 696.4086914 -1.44279352 -0.001004049 71.52086171

LEEYTEK 8 878298212 2xTMT6plex [N-Term; K7] 0.633 0.595 0.661 2.737044811 12.13 0 1369.761518 2 685.383728 -0.977298088 -0.000669333 39.91851206909618061 AP2M1 AP-2 complex subunit mu isoform c 1173 NP_001298127.1 41.52173913 1 19 19 110 460 52.27 9.5 1.04 1.04 1.09 1.06 Significant 0.000249 ESQISAEIELLPTNDK 4 909618061 2xTMT6plex [N-Term; K16] 0.817 1.011 4.05317831 21.02 0 2245.232763 3 749.0814209 -1.360217407 -0.001018002 69.68075828
QSIAIDDCTFHQCVR 6 909618061 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C8; C13] 1.326 1.944 1.054 6.366210461 55.49 0 2078.99491 3 693.6690063 -1.175600296 -0.000814689 39.34935196

IPTPLNTSGVQVICMK 12 909618061 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 1.241 1.108 1.106 5.765426636 48.1 0 2216.254702 3 739.4232178 0.17956434 0.000132653 85.67598165
SISFIPPDGEFELMR 20 909618061 1xTMT6plex [N-Term]; 1xOxidation [M14] 0.891 0.963 1.02 3.797892332 25.54 0 1983.00948 2 984.0111694 0.252619984 0.000248454 85.48191629TFITQQGIK 8 909618061 2xTMT6plex [N-Term; K9] 1.034 1.134 1.146 3.995967865 58.61 0 1493.909185 2 747.456665 -2.096460686 -0.001565961 52.04940029MIGGLFIYNHK 6 909618061 2xTMT6plex [N-Term; K11] 1.048 1.034 1.088 3.830535173 41.94 0 1751.007854 3 584.338623 -3.733643662 -0.002179213 70.89876087ASENAIVWK 4 909618061 2xTMT6plex [N-Term; K9] 0.975 1.473 3.414102316 29.35 0 1475.862235 2 738.4332275 -2.071156645 -0.001528371 51.48397097LNYSDHDVIK 4 909618061 2xTMT6plex [N-Term; K10] 1.039 0.803 3.397306919 24.43 0 1661.926292 3 554.6464844 -0.837597315 -0.000464008 41.07649906

SYLSGMPECK 2 909618061 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.235 3.984246492 37.29 0 1629.838071 2 815.4226074 -0.081398424 -6.63E-05 46.40765005
MCDVMAAYFGK 2 909618061 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.333 2.816488981 5.4 0 1750.873076 2 875.9376221 -2.91778967 -0.00255434 79.20741518SISFIPPDGEFELMR 5 909618061 1xTMT6plex [N-Term] 1.616 1.108 1.406 3.756276608 28.24 0 1967.014565 2 984.0111694 0.252619984 0.000248454 85.48191629GTADETSK 2 909618061 2xTMT6plex [N-Term; K8] 0.933 2.267995358 26.81 0 1266.694167 2 633.850647 -0.118027454 -7.48E-05 99.96861053TSFFHVK 6 909618061 2xTMT6plex [N-Term; K7] 1.102 1.171 1.183 2.573794842 27.78 0 1323.782528 3 441.932373 0.028290617 1.25E-05 48.41330186NAVDAFR 4 909618061 1xTMT6plex [N-Term] 1.006 0.883 2.302495956 25.52 0 1021.56281 2 511.2852173 0.340772304 0.00017406 29.01692032SNFKPSLLAQK 3 909618061 3xTMT6plex [N-Term; K4; K11] 1.123 1.778 1.098 2.748461723 0 1920.188544 3 640.7332153 -1.7973672 -0.001150428 57.70660022ISEENIK 6 909618061 2xTMT6plex [N-Term; K7] 0.804 0.763 0.921 2.87852335 23.99 0 1290.766938 2 645.8874512 0.532903137 0.000343927 37.38625361GEVLISR 4 909618061 1xTMT6plex [N-Term] 0.883 0.979 2.246144533 23.57 0 1002.614511 2 501.8110352 0.281915429 0.000141326 29.50300458SGIYETR 2 909618061 1xTMT6plex [N-Term] 1.151 2.308163881 21.05 0 1054.57304 2 527.7901001 -0.110513623 -5.83E-05 22.06625147DIILPFR 6 909618061 1xTMT6plex [N-Term] 1.082 1.056 1.151 2.599241972 21.3 0 1102.682197 2 551.8432617 -2.675170152 -0.001474931 70.46173849SPVTNIAR 4 909618061 1xTMT6plex [N-Term] 1.051 2.657605171 26.92 0 1086.646874 2 543.8266602 -0.763879711 -0.000415034 35.57048652909618063 CLNS1A methylosome subunit pICln isoform a 1207 NP_001298128.1 32.06751055 1 4 4 36 237 26.199 4.11 1.08 1.05 1.16 1.09 Significant 0.000895 LEGMLSQSVSSQYNMAGVR 9 909618063 1xTMT6plex [N-Term] 0.885 0.994 1.116 4.890716076 41.31 0 2286.141967 3 762.718811 -0.038236703 -2.91E-05 68.10318921TEDSIRDYEDGMEVDTTPTVAGQFEDADVDH 7 909618063 1xTMT6plex [N-Term] 100 100 4.343061447 30.8 1 3686.612539 3 1229.540771 -1.296075143 -0.001592709 61.40742916GLGTGTLYIAESR 10 909618063 1xTMT6plex [N-Term] 1.059 0.708 1.391 4.424527168 69.81 0 1566.868888 2 783.937561 -0.66506502 -0.000521035 51.37767237SFPPPGPAEGLLR 10 909618063 1xTMT6plex [N-Term] 1.144 1.199 0.862 3.433781862 35.08 0 1566.884144 2 783.9440308 -2.143627897 -0.001679408 64.65761102

912758878 VKORC1 vitamin K epoxide reductase complex subunit 1 isoform 3 precursor 79001 NP_001298240.1 9.42408377 1 2 2 7 191 21.464 9.45 0.97 0.92 0.87 0.92 Significant 0.000983
GSTWGSPGWVR 3 912758878 1xTMT6plex [N-Term] 1.294 0.92 0.705 44.35 0 1418.737814 2 709.8722534 -0.411424899 -0.000291852 50.1744547VQEPQGK 4 912758878 2xTMT6plex [N-Term; K7] 0.947 0.894 2.967473745 24.05 0 1243.741058 2 622.3742676 0.161622268 0.000100508 37.25728882916413046 PCYT1A choline-phosphate cytidylyltransferase A 5130 NP_001299602.1 27.79291553 1 9 9 77 367 41.705 7.25 1.3 1.05 1.14 1.16 Significant 0.00393 VYADGIFDLFHSGHAR 16 916413046 1xTMT6plex [N-Term] 1.225 1.074 1.182 5.136425018 52.93 0 2034.039475 4 509.2652893 -0.072566653 -3.69E-05 75.34003131
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TEGISTSDIITR 10 916413046 1xTMT6plex [N-Term] 1.1 1.352 1.248 4.258308411 51.07 0 1521.832168 2 761.4188232 -1.181316615 -0.000898883 41.58121039IDFVAHDDIPYSSAGSDDVYK 10 916413046 2xTMT6plex [N-Term; K21] 1.372 1.041 1.199 5.754039764 65.31 0 2772.376861 3 924.7960205 -1.209433901 -0.001117669 65.34466615EAGMFAPTQR 6 916413046 1xTMT6plex [N-Term] 1.029 0.85 1.291 3.636673212 32.18 0 1336.688087 2 668.8464355 -1.864373802 -0.001246043 42.66980774ELNVSFINEK 2 916413046 2xTMT6plex [N-Term; K10] 1.084 2.642784834 24.27 0 1650.946693 3 550.9867554 -0.59367557 -0.000326709 64.73735019AAAYDISEDEED 17 916413046 1xTMT6plex [N-Term] 0.923 0.281 0.909 1.947843432 17.67 0 1556.680143 2 778.8418579 -2.379409607 -0.00185199 70.24324375SIDLIQK 6 916413046 2xTMT6plex [N-Term; K7] 1.21 1.016 1.027 3.036424637 21.56 0 1274.808409 2 637.906189 -2.594492074 -0.00165374 54.31334625VKDVEEK 4 916413046 3xTMT6plex [N-Term; K2; K7] 1.611 1.955101132 10.26 1 1533.94552 2 767.4755859 -1.059147785 -0.000812337 28.1163948DYDVYAR 6 916413046 1xTMT6plex [N-Term] 1.115 1.082 1.162 2.376521587 25.46 0 1130.567955 2 565.7867432 -1.543482519 -0.000872506 40.70206271918410276 COX20 cytochrome c oxidase protein 20 homolog isoform 2 116228 NP_001299801.1 20.76923077 1 3 3 21 130 14.659 8.81 1.08 1.25 1.26 1.19 Significant 0.00237
LLGFLDVENTPCAR 12 918410276 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.177 1.355 1.092 5.083974838 61.24 0 1833.973035 3 611.9954224 -0.720512315 -0.000440467 85.20944426ILYEGTHLDPER 6 918410276 1xTMT6plex [N-Term] 1.208 0.958 1.183 4.474306107 37.08 0 1671.890351 3 557.9680176 -0.509438687 -0.000283909 45.75303449ILYEGTHLDPERK 3 918410276 2xTMT6plex [N-Term; K13] 1.017 1.659 4.190240383 16.77 1 2029.148246 4 508.0424805 -0.075980156 -3.85E-05 47.79708596937500801 SLC22A18 solute carrier family 22 member 18 isoform a 5002 NP_001302430.1 5.10805501 1 3 3 13 509 53.582 9.35 0.63 0.72 0.75 0.7 Significant 0.00264 TDAQAPLPGGPR 2 937500801 1xTMT6plex [N-Term] 0.609 3.762572527 35.26 0 1408.774593 2 704.8905029 -0.613341999 -0.00043203 30.29158201ASVFDLK 6 937500801 2xTMT6plex [N-Term; K7] 0.728 0.779 0.748 2.494433165 31.74 0 1237.755645 2 619.3823853 1.493758336 0.000924454 57.95619421AIASLLR 5 937500801 1xTMT6plex [N-Term] 0.474 0.49 2.245921135 39.84 0 972.6403319 2 486.8234558 -0.716502168 -0.000348449 58.79752791937827788 LDHB L-lactate dehydrogenase B chain isoform LDHBx 3945 NP_001302466.1 68.32844575 1 19 21 684 341 37.381 6.25 0.91 0.92 0.92 0.92 Significant 0.0000132

YSPDCIIIVVSNPVDILTYVTWK 6 937827788 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C5] 1.757 1.63 4.347051144 39.28 0 3153.731016 3 1051.911865 -3.162491292 -0.003324549 113.0673362
GEMMDLQHGSLFLQTPK 20 937827788 2xTMT6plex [N-Term; K17] 0.786 0.822 0.856 4.745732307 54.49 0 2390.261244 2 1195.632935 -1.1091421 -0.00132557 71.21544505

ITVVGVGQVGMACAISILGK 66 937827788 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C13] 0.764 0.833 0.784 6.216506481 76.74 0 2431.418079 3 811.144104 -0.131683763 -0.000106726 109.6401857
GMYGIENEVFLSLPCILNAR 16 937827788 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.942 0.677 1.011 5.831981182 50.98 0 2525.309367 3 847.7711792 -2.084702088 -0.001765954 106.1846675
GMYGIENEVFLSLPCILNAR 15 937827788 1xTMT6plex [N-Term]; 1xOxidation [M2]; 1xCarbamidomethyl [C15] 0.934 1.493 2.07 6.176756859 53.96 0 2541.304282 3 847.7711792 -2.084702088 -0.001765954 106.1846675

IVADKDYSVTANSK 13 937827788 3xTMT6plex [N-Term; K5; K14] 1.046 0.938 0.978 4.660422802 49.56 1 2198.263559 2 1099.635986 0.517129188 0.000568393 45.5930932GYTNWAIGLSVADLIESMLK 9 937827788 2xTMT6plex [N-Term; K20]; 1xOxidation [M18] 1.058 0.907 1.079 5.974238873 48.95 0 2655.446796 3 885.821228 0.879242633 0.000778261 112.9124408GYTNWAIGLSVADLIESMLK 4 937827788 2xTMT6plex [N-Term; K20] 0.683 0.898 6.202229977 46.41 0 2639.451881 3 885.821228 0.879242633 0.000778261 112.9124408LIAPVAEEEATVPNNK 46 937827788 2xTMT6plex [N-Term; K16] 0.846 0.917 0.939 5.000411034 57.34 0 2153.221805 2 1077.11377 -0.716362567 -0.000771244 59.52725938SLADELALVDVLEDKLK 2 937827788 3xTMT6plex [N-Term; K15; K17] 1.602 5.502031803 25.16 1 2558.525981 4 640.3867188 -0.365917722 -0.000234052 112.6068108SLADELALVDVLEDK 72 937827788 2xTMT6plex [N-Term; K15] 0.93 0.929 0.938 5.57011795 78.73 0 2088.184022 2 1044.594971 -0.650160012 -0.000678827 108.8808447MVVESAYEVIK 33 937827788 2xTMT6plex [N-Term; K11] 0.971 1.016 0.933 5.283072472 76.92 0 1725.986115 2 863.4976196 1.070505606 0.000923839 69.25450556LKGEMMDLQHGSLFLQTPK 12 937827788 3xTMT6plex [N-Term; K2; K19] 1.065 0.964 0.951 6.563323975 19.47 1 2860.603203 4 715.9052734 -1.376870443 -0.00098467 77.06151695VIGSGCNLDSAR 73 937827788 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.925 0.957 0.903 4.484689236 80.5 0 1477.763043 2 739.3848267 -0.450613304 -0.00033295 30.86698037GLTSVINQK 30 937827788 2xTMT6plex [N-Term; K9] 0.86 0.921 0.945 4.019603729 61.31 0 1417.877885 2 709.4420166 -0.796032498 -0.000564338 50.99471327SADTLWDIQK 26 937827788 2xTMT6plex [N-Term; K10] 0.866 0.866 0.842 4.23029089 63.71 0 1634.915393 2 817.9614868 0.186029695 0.000152071 63.52984238KSADTLWDIQK 4 937827788 3xTMT6plex [N-Term; K1; K11] 1.262 1.337 3.963565588 9.96 1 1992.173288 3 664.7294312 0.227077149 0.000150792 56.90818882MVVESAYEVIK 25 937827788 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 0.927 0.96 0.923 3.571088552 53.51 0 1741.98103 2 863.4976196 1.070505606 0.000923839 69.25450556LKDDEVAQLK 35 937827788 3xTMT6plex [N-Term; K2; K10] 0.816 0.791 0.866 5.537756443 42.19 1 1846.125275 2 923.5650635 -1.313408634 -0.001212358 48.40488131DYSVTANSK 8 937827788 2xTMT6plex [N-Term; K9] 0.721 0.947 0.69 4.294200897 51.96 0 1442.78913 2 721.8981323 -0.098255219 -7.09E-05 28.90389257
GEMMDLQHGSLFLQTPK 4 937827788 2xTMT6plex [N-Term; K17]; 2xOxidation [M3; M4] 0.812 0.75 3.701276064 35.29 0 2422.251074 2 1195.632935 -1.1091421 -0.00132557 71.21544505
GEMMDLQHGSLFLQTPK 25 937827788 2xTMT6plex [N-Term; K17]; 1xOxidation [M] 0.838 0.802 0.898 4.288671017 33.05 0 2406.256159 2 1195.632935 -1.1091421 -0.00132557 71.21544505IHPVSTMVK 14 937827788 2xTMT6plex [N-Term; K9] 0.955 0.866 0.964 3.774433851 40.96 0 1469.891427 2 735.4493408 -0.014871421 -1.09E-05 38.40874447IVVVTAGVR 62 937827788 1xTMT6plex [N-Term] 0.95 0.937 0.923 3.273895264 43.61 0 1142.74586 2 571.8764038 -0.287485454 -0.000164261 61.83544203IHPVSTMVK 28 937827788 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 0.921 0.887 0.891 2.785588741 34.05 0 1485.886342 2 735.4493408 -0.014871421 -1.09E-05 38.40874447FIIPQIVK 32 937827788 2xTMT6plex [N-Term; K8] 1.037 1.037 1.032 3.152837753 41.44 0 1415.939029 2 708.4669189 -8.805301019 -0.006233885 88.18159787QQEGESR 4 937827788 1xTMT6plex [N-Term] 1.113 100 2.505971193 27.85 0 1062.537717 2 531.7717896 -1.331452441 -0.000707359 12.570315024503049 CRIP2 cysteine-rich protein 2 isoform 1 1397 NP_001303.1 46.15384615 1 8 8 54 208 22.478 8.72 1.03 1.07 0.98 1.03 Significant 0.000642 GVNTGAVGSYIYDRDPEGK 6 4503049 2xTMT6plex [N-Term; K19] 0.826 0.913 0.973 6.302091599 42.6 1 2456.282173 3 819.4338379 1.948970655 0.001595741 50.86112749GVNIGGAGSYIYEKPLAEGPQVTGPIEVPAAR 6 4503049 2xTMT6plex [N-Term; K14] 0.867 9.90528965 48.87 0 3669.005216 4 918.0050049 -1.915186361 -0.001756707 77.63645607ASSVTTFTGEPNTCPR 10 4503049 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.956 0.998 100 5.179683208 52.92 0 1953.953756 2 977.4801025 -0.423644558 -0.000413891 37.4765333GVNTGAVGSYIYDR 6 4503049 1xTMT6plex [N-Term] 1.544 0.652 0.537 3.443547249 20.89 0 1700.880515 2 850.9430542 -0.989488414 -0.000841501 49.05197959KASGPPK 6 4503049 3xTMT6plex [N-Term; K1; K7] 1.471 1.575 1.071 3.193273306 10.5 1 1371.892697 3 457.9691467 0.138717516 6.34E-05 20.55621189TVYFAEK 12 4503049 2xTMT6plex [N-Term; K7] 0.874 0.918 0.895 3.222031116 34.14 0 1315.76621 2 658.387085 0.519592212 0.000341831 47.41020602KVYFAEK 2 4503049 3xTMT6plex [N-Term; K1; K7] 0.906 2.924990654 3.36 1 1571.976426 3 524.6644897 1.583864898 0.000829933 45.31801753DWHRPCLR 6 4503049 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.192 1.034 1.205 2.696672916 4.13 0 1368.715639 3 456.9101563 0.201963061 9.21E-05 25.3090837

937834198 PLCB3 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase beta-3 isoform 1 5331 NP_001303243.1 28.93030794 1 28 28 153 1234 138.713 5.9 1.05 1.01 0.94 1 Significant 0.00103
RPPGPTTSPASTSLSSPGQR 6 937834198 1xTMT6plex [N-Term] 1.313 1.249 1.099 6.95536375 43.33 0 2210.172674 3 737.3953857 -0.484022561 -0.000356591 27.66570249LVAGQQQVLQQLAEEEPK 8 937834198 2xTMT6plex [N-Term; K18] 1.321 0.989 1.351 5.252206802 45.41 0 2466.396809 3 822.8032837 -0.61271397 -0.000503732 77.81768005TSQGNSFNPVWDEEPFDFPK 8 937834198 2xTMT6plex [N-Term; K20] 0.994 1.239 1.043 4.368771076 29.67 0 2799.366631 3 933.7938232 0.101982555 9.52E-05 86.39513748LLAQLAQECQEQR 10 937834198 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.139 1.034 1.213 4.090535164 58.94 0 1815.958448 2 908.4810181 -2.031030606 -0.001844134 59.60749588LLDGLAQAQAEGR 4 937834198 1xTMT6plex [N-Term] 1.023 1.067 3.962548494 58.19 0 1570.875036 2 785.9404297 -0.924812583 -0.000726382 56.41535659DDLIASILSEVAPTPLDELR 3 937834198 1xTMT6plex [N-Term] 100 4.781793594 44.64 0 2396.312187 2 1198.658447 -1.072021736 -0.001284449 112.8157643TSPYPVILSFENHVDSAK 4 937834198 2xTMT6plex [N-Term; K18] 1.284 1.241 6.457641125 47.49 0 2462.333146 3 821.4473877 -2.248413896 -0.001845448 79.78461536GKPYLTLEQLMDFINQK 4 937834198 3xTMT6plex [N-Term; K2; K17] 1.104 1.469 5.262799263 25.74 0 2725.55657 4 686.1442871 1.398324095 0.000958394 98.75774255
GKPYLTLEQLMDFINQK 10 937834198 3xTMT6plex [N-Term; K2; K17]; 1xOxidation [M11] 1.345 1.234 1.157 5.872381687 30.57 0 2741.551485 4 686.1442871 1.398324095 0.000958394 98.75774255DQMSMEGFSR 6 937834198 1xTMT6plex [N-Term] 1.797 1.032 1.117 3.609848976 30.37 0 1416.644901 2 708.8254395 -0.916795556 -0.000649387 34.96002302VISGQFLSDR 4 937834198 1xTMT6plex [N-Term] 1.128 1.327 4.249547005 36.23 0 1350.757881 2 675.8798218 -4.081934588 -0.002756853 52.46010743GPYVLGPADREDEEEDEEEEEQTDPK 4 937834198 2xTMT6plex [N-Term; K26] 1.043 1.305 2.726186752 13.11 1 3463.591283 3 1155.201416 -0.458481673 -0.000529331 44.77034959EAQVDAEAQR 8 937834198 1xTMT6plex [N-Term] 1.351 1.209 1.644 4.058286667 51.72 0 1345.690923 2 673.3482056 -1.329218438 -0.000894359 23.36547767VVLPTLASLR 6 937834198 1xTMT6plex [N-Term] 1.379 1.476 1.423 3.591440678 30.74 0 1297.840488 2 649.4231567 -1.118206321 -0.000725627 77.82117414QVQSLLELR 6 937834198 1xTMT6plex [N-Term] 1.283 1.202 1.262 3.630548477 56.81 0 1314.794266 2 657.9002075 -0.857731865 -0.00056387 60.08504435VETALESCGLK 2 937834198 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.391 4.028367043 35.72 0 1664.929329 2 832.9696655 1.637171405 0.001362887 53.81614929

SPMEFVEYNK 2 937834198 2xTMT6plex [N-Term; K10] 1.875 3.592373848 42.68 0 1701.892215 2 851.449707 -0.045336302 -3.86E-05 61.99884529EAELTEINR 6 937834198 1xTMT6plex [N-Term] 1.066 1.185 1.331 3.615923166 39.1 0 1303.705511 2 652.355957 -0.669819597 -0.000436624 32.26601304HITESVNSIR 2 937834198 1xTMT6plex [N-Term] 0.613 3.335680962 11.46 0 1384.774593 3 462.2643433 2.804236282 0.001294412 25.72265333VWSEELFK 6 937834198 2xTMT6plex [N-Term; K8] 1.169 1.258 1.272 3.045958042 18.35 0 1495.856087 2 748.4314575 -0.300016119 -0.00022439 73.30144757WDEETSSR 2 937834198 1xTMT6plex [N-Term] 1.298 3.046296835 16.08 0 1238.585061 2 619.7949219 -2.013676798 -0.001247055 22.28242178ILPVSAIR 4 937834198 1xTMT6plex [N-Term] 1.377 1.502 2.693249941 36.77 0 1097.724396 2 549.3652344 -1.096541176 -0.00060185 58.18453925LAMNILAQNASR 2 937834198 1xTMT6plex [N-Term] 1.268 2.563612461 6.84 0 1530.862362 2 765.9329834 -2.398806852 -0.001836122 62.33294421SGYHYVCLR 6 937834198 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.311 1.544 1.109 2.898249865 12.6 0 1383.704071 3 461.9060669 -0.306327353 -0.000141289 30.4541506QALLWGCR 4 937834198 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.811 1.934 2.936061621 16.41 0 1232.677128 2 616.8394775 -4.421183577 -0.002724946 46.92330585ILLEIGAK 14 937834198 2xTMT6plex [N-Term; K8] 0.149 0.089 0.127 3.59600091 25.04 0 1314.876094 2 657.9413452 -0.51763076 -0.00034031 77.83777148LRPGALGGAADVEDTKEGEDEAKR 4 937834198 3xTMT6plex [N-Term; K16; K23] 1.22 1.817 2.078 7.583058834 2 3171.72128 5 635.149353 -1.141687104 -0.000724223 43.5523594SGYLLKPEFMR 3 937834198 2xTMT6plex [N-Term; K6] 1.089 1.021 1.046 2.865846872 0 1799.028983 3 600.3468628 -1.638506729 -0.000982574 61.91038001KAVTLTR 5 937834198 2xTMT6plex [N-Term; K1] 2.133 1.369 2.334 2.816543818 10.86 1 1246.824728 3 416.2797546 -0.013573667 -5.64E-06 27.45669466
938148809 PLOD1 procollagen-lysine,2-oxoglutarate 5-dioxygenase 1 isoform 1 precursor 5351 NP_001303249.1 33.8501292 1 22 23 270 774 88.217 7.11 1.19 1.16 1.16 1.17 Significant 0.000073

VGVDYEGGGCR 8 938148809 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.173 1.308 1.044 3.860248804 54.11 0 1397.66808 2 699.3372192 -0.656653358 -0.000458892 25.35755704SQVVFSAEELIYPDR 22 938148809 1xTMT6plex [N-Term] 1.227 1.233 1.078 6.478619576 65.27 0 1982.043223 2 991.5241089 -1.15119415 -0.001140858 78.51383512IQALGLGEDWNVEK 12 938148809 2xTMT6plex [N-Term; K14] 1.709 1.914 1.826 4.720614433 73.59 0 2030.132262 3 677.381897 -0.55369399 -0.000374691 77.28182978FLGSGGFIGYAPNLSK 22 938148809 2xTMT6plex [N-Term; K16] 1.299 1.036 1.223 5.283709049 57.02 0 2086.173733 3 696.0618896 -1.254432767 -0.000872322 84.55454779AQVEEFLAQHGSEYQSVK 10 938148809 2xTMT6plex [N-Term; K18] 0.835 1.528 1.247 6.173531532 70.2 0 2508.313473 3 836.7755127 -0.593420272 -0.000496161 61.54571091LQLNYLGNYIPR 10 938148809 1xTMT6plex [N-Term] 0.987 1.164 1.102 4.814145088 50.6 0 1692.963457 3 564.9924927 -0.314148929 -0.000177281 80.60840977IFQNLDGALDEVVLK 48 938148809 2xTMT6plex [N-Term; K15] 1.142 1.151 1.107 6.293102264 73.97 0 2132.236727 3 711.4159546 -1.602186298 -0.001138747 100.2369127HTLGHLLSLDSYR 14 938148809 1xTMT6plex [N-Term] 1.292 1.03 1.341 3.993053198 36.15 0 1740.959434 4 435.9949341 -0.877316177 -0.000381843 47.78442858FLLEYIAPMTEK 26 938148809 2xTMT6plex [N-Term; K12] 1.283 1.223 1.217 4.341810226 38.25 0 1913.085829 2 957.0473022 0.783510162 0.000749461 102.7238426FLLEYIAPMTEK 12 938148809 2xTMT6plex [N-Term; K12]; 1xOxidation [M9] 1.172 1.194 1.225 3.611207247 33.31 0 1929.080744 2 957.0473022 0.783510162 0.000749461 102.7238426SEDYVDIVQGR 6 938148809 1xTMT6plex [N-Term] 1.091 0.948 1.264 4.09588623 49.95 0 1509.774653 2 755.3914795 0.681939105 0.000514787 45.03564716QQDVFMFLTNR 10 938148809 1xTMT6plex [N-Term] 1.143 1.414 1.202 4.047976017 40.13 0 1627.846378 3 543.2868652 -0.206123182 -0.000111846 76.23766324VGVWNVPYISNIYLIK 8 938148809 2xTMT6plex [N-Term; K16] 0.821 0.929 0.965 4.543972015 29.87 0 2336.378246 3 779.4651489 1.133158703 0.000882496 109.2961762GTSAGGGQK 6 938148809 2xTMT6plex [N-Term; K9] 0.725 1.267 1.253 3.468141794 57.99 0 1220.699921 2 610.8527832 -1.336269235 -0.000815592 16.11086905LVAEWEGQDSDSDQLFYTK 2 938148809 2xTMT6plex [N-Term; K19] 1.067 2.72439909 21.23 0 2689.339748 3 897.1159058 -2.447996706 -0.002194498 77.27581955LDPDMAFCANIR 6 938148809 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.402 1.582 4.111112118 29.96 0 1651.813364 3 551.2764282 0.828070531 0.000455939 65.51611799NVIAPLMTR 6 938148809 1xTMT6plex [N-Term] 1.116 1.17 1.227 3.229400396 39.93 0 1243.739394 2 622.3735352 0.321435907 0.000199891 53.00552123YIAVSFVDP 12 938148809 1xTMT6plex [N-Term] 0.924 1.046 0.807 3.211008549 54.04 0 1239.682256 2 620.3439941 -1.245890826 -0.000772254 79.10993311SAQFFNYK 6 938148809 2xTMT6plex [N-Term; K8] 1.332 0.842 3.403831005 25.74 0 1462.809471 2 731.9084473 0.100164275 7.33E-05 50.79699234LYPGYYTR 4 938148809 1xTMT6plex [N-Term] 1.583 1.286 2.972552538 23.99 0 1261.67784 2 631.3424072 -0.239107691 -0.000150838 41.64598596YPVVSDGK 6 938148809 2xTMT6plex [N-Term; K8] 0.95 0.794 0.883 2.845032215 32.92 0 1322.772023 2 661.890564 1.381976376 0.00091402 38.84766811IFLDPEKR 6 938148809 2xTMT6plex [N-Term; K7] 1.238 1.194 1.181 2.7191329 16.63 1 1475.898621 3 492.6378174 0.188480722 9.27E-05 53.41300401LLIQQNK 8 938148809 2xTMT6plex [N-Term; K7] 1.112 1.115 2.915569544 24.96 0 1314.850942 2 657.9296265 0.786400689 0.000517 46.83850971YPVVSDGKR 4 938148809 2xTMT6plex [N-Term; K8] 0.317 1.167 2.876046419 2.88 1 1478.873134 3 493.6297913 1.140259606 0.0005621 29.34156596938403365 PRKCD protein kinase C delta type 5580 NP_001303256.1 9.763313609 1 5 5 20 676 77.455 7.75 0.83 0.89 0.88 0.87 Significant 0.000458
ATFYAAEIMCGLQFLHSK 8 938403365 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 0.834 1.155 0.726 5.451732159 33.48 0 2545.334743 3 849.1160278 -0.476555749 -0.000404331 111.317499

ASTFCGTPDYIAPEILQGLK 2 938403365 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C5] 0.927 5.041584015 27.54 0 2639.415496 3 880.4758301 -0.96947814 -0.000852952 94.88917632
TINWTLLEK 4 938403365 2xTMT6plex [N-Term; K9] 0.684 0.777 4.190811157 33.66 0 1575.95105 2 788.4777222 -1.829018777 -0.001441222 80.12562388STFDAHIYEGR 2 938403365 1xTMT6plex [N-Term] 1.006 2.576882601 10.21 0 1524.764422 3 508.926239 -0.169671446 -8.62E-05 32.62145076DFVWGLNK 4 938403365 2xTMT6plex [N-Term; K8] 1.284 0.828 3.095978498 23.34 0 1436.830207 2 718.9193726 0.878076743 0.000630824 70.3056873

938318566 ABHD14A-ACY1 ABHD14A-ACY1 readthrough (NMD candidate) 100526760 NP_001303260.1 43.37349398 1 15 15 101 498 55.959 7.03 0.9 0.95 0.93 0.92 Significant 0.000246 AVGVPALGFSPMNR 8 938318566 1xTMT6plex [N-Term] 1.032 1.008 4.389842033 50.69 0 1644.909313 3 548.9744263 -0.356883751 -0.00019568 70.24483401WMHPQVTPTDDSNPWWAAFSR 2 938318566 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.874 4.048108578 27.41 0 2774.298285 3 925.4382935 0.735995515 0.000680624 77.79825639EGSVTSVNLTK 6 938318566 2xTMT6plex [N-Term; K11] 0.855 0.758 0.831 4.065580845 54.12 0 1592.925958 2 796.9673462 0.915442934 0.000729116 43.72304615LLPALASVPALPSDS 20 938318566 1xTMT6plex [N-Term] 0.869 0.853 0.84 3.917809248 52.56 0 1679.978104 2 840.4922485 -0.525673332 -0.00044156 98.99020671TVQPKPDYGAAVAFFEETAR 8 938318566 2xTMT6plex [N-Term; K5] 0.911 0.938 1.223 5.323876381 37.14 0 2655.418273 3 885.8096313 -1.48071476 -0.001310639 80.2984906LEGGVAYNVIPATMSASFDFR 2 938318566 1xTMT6plex [N-Term] 1.202 3.798380375 11.08 0 2474.258712 3 825.4281006 4.460721007 0.003678993 93.92279745AGFALDEGIANPTDAFTVFYSER 8 938318566 1xTMT6plex [N-Term] 0.876 0.924 0.873 6.22845602 78.24 0 2720.340527 3 907.4498901 -1.988563487 -0.00180319 96.35764923
AFEEQLQSWCQAAGEGVTLEFAQK 4 938318566 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C10] 0.85 0.94 5.203910828 53.72 0 3185.59777 3 1062.536011 -1.347013574 -0.001430348 97.21260944GPEEEHPSVTLFR 11 938318566 1xTMT6plex [N-Term] 1 1.007 0.906 4.784712315 38.68 0 1726.896165 3 576.3027954 -1.350318322 -0.000777287 41.2244534EHWSHDPFEAFK 6 938318566 2xTMT6plex [N-Term; K12] 0.883 0.88 0.986 4.70792532 24.39 0 1988.006667 4 497.7574768 0.709226275 0.000352487 52.9242657DSEGYIYAR 6 938318566 1xTMT6plex [N-Term] 0.897 1.175 1.187 3.595115185 41.95 0 1302.652747 2 651.8290405 -1.491145908 -0.000971223 26.796677FMEDTAAEK 6 938318566 2xTMT6plex [N-Term; K9] 0.871 0.858 0.913 4.167196751 53.79 0 1499.781602 2 750.3947754 0.448452794 0.000336291 41.5100941VVNSILAFR 6 938318566 1xTMT6plex [N-Term] 1.02 1.151 0.929 3.540993452 26.72 0 1247.767323 2 624.3867188 -0.93152784 -0.000581165 72.84191437LHEAVFLR 6 938318566 1xTMT6plex [N-Term] 0.875 0.978 0.896 3.568824291 38.62 0 1213.725458 3 405.2467346 0.158336814 6.41E-05 45.12979999GVDIYTR 2 938318566 1xTMT6plex [N-Term] 0.857 2.526316404 19.13 0 1052.593776 2 526.800293 -0.442965283 -0.000233131 38.60458804

940373634 PTPRE receptor-type tyrosine-protein phosphatase epsilon isoform 3 precursor 5791 NP_001303605.1 3.23488045 1 2 2 18 711 81.843 7.14 1.02 1.18 1.19 1.13 Significant 0.00237
AEGLLDVFQAVK 12 940373634 2xTMT6plex [N-Term; K12] 0.988 1.075 1.212 4.899018288 84.14 0 1748.035842 2 874.519104 -2.809400167 -0.002455466 92.16816346VIQIIPYDFNR 6 940373634 1xTMT6plex [N-Term] 1.109 1.649 1.122 3.329067469 21.92 0 1606.915444 2 803.9632568 2.360554745 0.001896606 80.92563634948284416 LZIC protein LZIC isoform b 84328 NP_001303903.1 34.5971564 1 6 6 35 211 23.91 5.11 0.88 0.92 1.12 0.97 Significant 0.00577 LTADDEAFLSANAGAILSQFEK 8 948284416 2xTMT6plex [N-Term; K22] 0.882 0.995 5.533959866 37.8 0 2769.471096 3 923.8303223 1.920055018 0.001772512 109.7180107ETLEQLSEFNDSLKK 3 948284416 3xTMT6plex [N-Term; K14; K15] 0.723 0.928 3.64821887 8.7 1 2468.385131 3 823.4658813 -0.826450057 -0.000679999 68.92240459VSTDLGSGDK 6 948284416 2xTMT6plex [N-Term; K10] 0.853 0.804 0.917 4.107998371 47.61 0 1436.799694 2 718.9036865 0.279772383 0.000200988 33.51888085VEILTALR 6 948284416 1xTMT6plex [N-Term] 0.683 0.728 0.792 3.704353333 36.5 0 1143.729875 2 572.3684082 -0.293166907 -0.000167652 66.30340107DLYTQQK 6 948284416 2xTMT6plex [N-Term; K7] 0.961 0.771 0.911 3.094838858 29.56 0 1353.777837 2 677.3912964 -1.862009034 -0.001260373 30.10901102ILALASFEVEK 6 948284416 2xTMT6plex [N-Term; K11] 1.734 1.91 2.059 1.97661674 15.57 0 1678.01913 2 839.5125732 -0.750763566 -0.000629898 76.87636975948549834 S100A16 protein S100-A16 140576 NP_001303936.1 67.96116505 1 7 7 112 103 11.794 6.79 0.93 0.99 1.02 0.98 Significant 0.000728 LIQNLDANHDGR 13 948549834 1xTMT6plex [N-Term] 0.801 1.012 1.005 5.324965 46.21 0 1594.849883 3 532.2887573 1.15078082 0.000611774 35.40991674ISFDEYWTLIGGITGPIAK 6 948549834 2xTMT6plex [N-Term; K19] 0.938 0.817 0.78 4.400871277 39.75 0 2539.421233 3 847.1447144 -0.647034676 -0.000547698 112.4886149AVIVLVENFYK 36 948549834 2xTMT6plex [N-Term; K11] 0.998 1.086 1.043 4.889510155 74.17 0 1753.066414 2 877.0372314 0.440405805 0.00038603 100.9396838ELNHMLSDTGNR 28 948549834 1xTMT6plex [N-Term] 0.83 0.876 0.894 4.2647686 55.11 0 1615.80597 3 539.274292 1.45627421 0.000784352 30.64342766ELNHMLSDTGNR 8 948549834 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.924 0.821 3.369368076 17.14 0 1631.800885 3 539.274292 1.45627421 0.000784352 30.64342766AADKLIQNLDANHDGR 2 948549834 2xTMT6plex [N-Term; K4] 0.595 2.902244806 2.15 1 2209.208949 4 553.057373 -0.58233627 -0.000321626 48.54832469ELNHMLSDTGNRK 7 948549834 2xTMT6plex [N-Term; K13] 1.031 1.085 1.176 4.052524567 8.19 1 1973.063865 4 494.0214539 0.061285238 3.02E-05 32.76176029LIHEQEQQSSS 12 948549834 1xTMT6plex [N-Term] 0.937 0.953 0.958 3.249116421 60.23 0 1514.764816 2 757.8851318 -1.207651581 -0.000914654 20.81368445948549898 CLIC6 chloride intracellular channel protein 6 isoform 1 54102 NP_001303938.1 3.693181818 1 2 3 36 704 72.968 4.37 1.3 1.32 1.31 1.31 Significant 0.0000194

FLDGDELTLADCNLLPK 26 948549898 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C12] 1.271 1.224 1.263 5.020797253 46.2 0 2392.283419 3 798.0992432 -0.101529698 -8.10E-05 90.65039612
KFLDGDELTLADCNLLPK 8 948549898 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C13] 1.488 1.66 1.58 5.823946476 43.02 1 2749.541314 3 917.1831665 -2.315960211 -0.002122609 82.18700416

LFMILWLK 2 948549898 2xTMT6plex [N-Term; K8] 0.514 2.750453949 8.88 0 1521.963135 2 761.4854736 0.351733634 0.000267663 113.105694
950426340 DPM1 dolichol-phosphate mannosyltransferase subunit 1 isoform 1 8813 NP_001303963.1 36.27118644 1 9 9 69 295 33.329 9.14 0.98 1.06 1.03 1.02 Significant 0.000519

GANFLTQILLRPGASDLTGSFR 8 950426340 1xTMT6plex [N-Term] 2.141 100 1.307 5.313646317 24.19 0 2563.419386 3 855.1442261 -0.492040963 -0.000420436 98.71931052EGNFDIVSGTR 6 950426340 1xTMT6plex [N-Term] 0.871 1.002 1.009 3.600954533 49 0 1423.737873 2 712.3718872 -0.966200284 -0.000687808 38.6490721LGGNEIVSFLK 9 950426340 2xTMT6plex [N-Term; K11] 0.936 1.006 0.646 4.50658226 42.7 0 1634.988164 2 817.996582 -1.392344942 -0.001138234 82.67643602QLNYTIGEVPISFVDR 4 950426340 1xTMT6plex [N-Term] 1.168 1.324 4.37160778 29.13 0 2080.127621 2 1040.566895 -0.533009364 -0.000554364 80.4035529ENLPLIVWLLVK 12 950426340 2xTMT6plex [N-Term; K12] 1.233 1.148 0.891 3.478376389 27.57 0 1895.213413 2 948.1095581 -0.830069612 -0.00078658 113.3782455YSVLLPTYNER 6 950426340 1xTMT6plex [N-Term] 1.098 1.104 0.867 3.699587822 25.53 0 1583.863074 2 792.4342041 -1.226309841 -0.000971153 58.91805205DVAEQLEK 4 950426340 2xTMT6plex [N-Term; K8] 1.086 1.016 3.631338358 50.92 0 1389.798966 2 695.4025269 -0.85561228 -0.000594565 38.36731683GLLTLFATT 8 950426340 1xTMT6plex [N-Term] 1.03 1.18 1.079 2.640206337 40.11 0 1165.702992 2 583.3548584 -0.473064862 -0.000275727 102.2742624FIPEFIR 12 950426340 1xTMT6plex [N-Term] 0.818 1.082 1.01 2.778945923 19.97 0 1150.682197 2 575.8446045 -0.22970341 -0.000132158 74.85797331950426350 GLB1 beta-galactosidase isoform d precursor 2720 NP_001303969.1 20.27586207 1 12 12 130 725 81.736 7.94 1.03 1.09 1.04 1.05 Significant 0.00031
TVGAALDILCPSGPIK 16 950426350 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 1.125 1.194 1.061 5.436950207 67.9 0 2070.203319 3 690.7380981 -1.72800728 -0.001192442 82.94925357

SSDPDYLAAVDK 6 950426350 2xTMT6plex [N-Term; K12] 0.917 1.001 1.024 3.658551931 43.57 0 1738.926351 2 869.9660645 -0.86208582 -0.000749552 50.61631159SLYPLTFIQVK 13 950426350 2xTMT6plex [N-Term; K11] 1.153 1.138 1.205 4.285370827 42.77 0 1767.082064 2 884.0443115 -0.40623078 -0.000358922 94.19321915HHLGDDVVLFTTDGAHK 8 950426350 2xTMT6plex [N-Term; K17] 1.005 1.084 6.144188404 32.64 0 2320.245 4 580.8171997 0.848612162 0.000492247 47.09716422TEAVASSLYDILAR 18 950426350 1xTMT6plex [N-Term] 0.927 1.069 1.031 5.386255264 62.39 0 1737.958431 3 579.9906006 -0.680224663 -0.000394067 86.42930588AYVAVDGIPQGVLER 20 950426350 1xTMT6plex [N-Term] 0.971 1.133 0.933 4.738911629 53.57 0 1816.016614 2 908.510498 -1.594047228 -0.001447408 65.49485352VNYGAYINDFK 8 950426350 2xTMT6plex [N-Term; K11] 1.142 1.086 1.02 3.976082087 45.72 0 1761.957592 2 881.4816895 -0.845499209 -0.000744867 68.22039801AGATLDLLVENMGR 16 950426350 1xTMT6plex [N-Term] 1.145 1.404 1.372 5.330845356 64.38 0 1688.920271 2 844.9627075 -1.262759986 -0.00106635 86.88365601VPEGPIPPSTPK 11 950426350 2xTMT6plex [N-Term; K12] 1.229 1.073 1.053 3.637483597 54.77 0 1676.998729 2 839.0030518 0.058631902 4.92E-05 49.09270383QHYGFVLYR 2 950426350 1xTMT6plex [N-Term] 0.995 3.453789949 26.43 0 1411.768386 3 471.2605286 -0.958632205 -0.000451122 44.67476087MFEIDYSR 6 950426350 1xTMT6plex [N-Term] 0.883 0.814 0.876 3.227761269 26.4 0 1289.639739 2 645.3232422 -0.412250789 -0.000265827 51.81789165WLGVLLPK 6 950426350 2xTMT6plex [N-Term; K8] 0.976 1.046 1.136 2.806896687 30.63 0 1383.912814 2 692.4598999 -0.210371137 -0.000145568 93.33574209951233290 WDR77 methylosome protein 50 isoform 1 79084 NP_001303991.1 40.6779661 1 10 10 56 354 37.994 5.12 0.97 0.98 1.04 1 Significant 0.000481 DSVFLSCSEDNR 6 951233290 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.863 1.036 1.157 4.288006783 58.03 0 1657.768916 2 829.387146 -1.146328535 -0.000950174 37.07017131SDGALLLGASSLSGR 10 951233290 1xTMT6plex [N-Term] 1.059 0.862 1.032 4.629096031 71.15 0 1632.911815 2 816.9608154 1.555098905 0.00126967 56.66291679DPCAAPNEGFCSAGVQTEAGVADLTWVGER 2 951233290 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C11] 4.748447418 49.07 0 3393.56772 3 1131.856567 -3.70424951 -0.004190207 73.89101993
AHAAQVTCVAASPHK 6 951233290 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 1.064 1.076 4.517652988 30.13 0 2006.100585 4 502.2817383 2.262306803 0.001134604 24.69854934

YEHDDIVSTVSVLSSGTQAVSGSK 10 951233290 2xTMT6plex [N-Term; K24] 1.154 1.003 0.964 6.191905022 52.32 0 2924.525316 3 975.5127563 -0.547263866 -0.000533496 68.18111861VWDLAQQVVLSSYR 4 951233290 1xTMT6plex [N-Term] 0.882 0.769 3.577941179 28.49 0 1893.043163 2 947.024353 -0.915956564 -0.000866973 93.32209214KETPPPLVPPAAR 6 951233290 2xTMT6plex [N-Term; K1] 0.98 0.926 1.065 5.759351254 26.66 1 1831.120575 3 611.0443726 -1.097996629 -0.000670188 45.19083157ETPPPLVPPAAR 6 951233290 1xTMT6plex [N-Term] 1.039 1.264 0.823 3.73198247 28.6 0 1473.86268 2 737.4338989 -1.464721556 -0.001079399 44.72493623EWNLPPNAPACMER 2 951233290 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.323 2.922180176 5.2 0 1913.919954 2 957.4621582 -1.522547348 -0.001457017 54.93896364ILLWDTR 4 951233290 1xTMT6plex [N-Term] 0.918 0.881 2.673581123 30.19 0 1145.68801 2 573.3473511 -0.510419553 -0.000292391 66.9669766952977834 MOB1A MOB kinase activator 1A isoform 3 55233 NP_001304040.1 12.40310078 1 3 3 24 258 29.856 8.24 1.11 1.11 1.04 1.09 Significant 0.000461 ELAPLQELIEK 16 952977834 2xTMT6plex [N-Term; K11] 1.103 1.059 1.009 4.38984108 54.4 0 1741.051158 2 871.0296631 0.512071039 0.000445771 87.74060389KNIPEGSHQYELLK 6 952977834 3xTMT6plex [N-Term; K1; K14] 1.111 1.224 1.172 5.165166378 16.7 1 2343.363942 4 586.5964966 0.091521475 5.36E-05 48.28982107IGVPFPK 2 952977834 2xTMT6plex [N-Term; K7] 0.989 1.836758852 6.98 0 1215.786551 2 608.3961182 -1.309055338 -0.000795766 64.16658358953768340 CHCHD3 MICOS complex subunit MIC19 isoform 1 54927 NP_001304106.1 48.27586207 1 14 14 105 232 26.737 7.75 1 0.94 0.98 0.97 Significant 0.000328
YESHPVCADLQAK 12 953768340 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.926 1.045 0.975 5.690896988 41.16 0 1976.031168 3 659.348938 0.553060529 0.000364288 45.4968277

YSGAYGASVSDEELK 12 953768340 2xTMT6plex [N-Term; K15] 0.954 1.13 0.991 5.530815601 79.82 0 2034.043172 2 1017.524414 -0.796637467 -0.000810198 47.25058036VAEELALEQAK 20 953768340 2xTMT6plex [N-Term; K11] 1.042 1.033 0.887 5.012825012 66.37 0 1658.972908 2 829.9893799 -0.858702615 -0.000712282 58.60521251AAANEQLTR 2 953768340 1xTMT6plex [N-Term] 1.164 3.136929035 43.95 0 1202.669066 2 601.838562 0.649990475 0.000390862 31.35299611YSGAYGASVSDEELKR 5 953768340 2xTMT6plex [N-Term; K15] 1.1 0.991 1.048 4.089758396 11.34 1 2190.144283 3 730.7195435 -0.093938517 -6.86E-05 40.13986678AAEEVEAK 12 953768340 2xTMT6plex [N-Term; K8] 1.017 0.879 0.934 3.861894369 47.9 0 1304.746202 2 652.8768921 0.233876663 0.000152575 25.86634526ENTHQTLK 4 953768340 2xTMT6plex [N-Term; K8] 1.006 0.942 3.83054018 30.66 0 1428.821099 3 476.9450684 -0.312720659 -0.000148941 18.59469434VTTEQYQK 3 953768340 2xTMT6plex [N-Term; K8] 0.929 1.023 3.382893801 45.63 0 1454.825515 2 727.9158936 -0.690681195 -0.00050241 27.77092379LSENVIDR 6 953768340 1xTMT6plex [N-Term] 1.007 0.95 1.023 3.141839266 31.81 0 1174.662918 2 587.8352051 0.183760164 0.000107928 34.1697695ESSPSGSK 6 953768340 2xTMT6plex [N-Term; K8] 0.909 0.86 0.896 2.454639673 27.19 0 1236.683602 2 618.8447266 -1.152813054 -0.000712832 16.28756244ICSEEER 6 953768340 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.872 0.877 1.059 2.863556862 34.04 0 1151.556404 2 576.2816162 -0.389228112 -0.000224109 17.98069461MKESSPSGSK 4 953768340 3xTMT6plex [N-Term; K2; K10] 1.038 1.426 1.284 3.161794424 2.3 1 1724.981982 3 575.6651001 -0.715750683 -0.000411552 24.4963897KQDAFYK 10 953768340 3xTMT6plex [N-Term; K1; K7] 1.131 1.004 2.731090307 25.1 1 1586.95094 2 793.9786987 -0.515995197 -0.00040943 34.69437181KESEDQK 3 953768340 3xTMT6plex [N-Term; K1; K7] 0.845 0.795 2.125260353 1.21 1 1550.899298 3 517.6375732 -0.729578922 -0.000377168 17.77763066954170035 MTCH2 mitochondrial carrier homolog 2 isoform 2 23788 NP_001304161.1 40.81632653 1 10 10 87 294 32.235 8.27 0.96 0.66 1 0.87 Significant 0.0148 SAATLITHPFHVITLR 12 954170035 1xTMT6plex [N-Term] 1.138 1.099 1.207 7.05899334 49.72 0 2006.174846 4 502.2996216 0.902323209 0.000452555 67.95151058VLIQVGYEPLPPTIGR 24 954170035 1xTMT6plex [N-Term] 1.069 1.081 1.155 5.626582146 68.61 0 1981.168364 2 991.0857544 -2.085481988 -0.002065845 81.09417512QVCQLPGLFSYAQHIASIDGR 6 954170035 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.831 0.958 0.892 7.236312866 71.33 0 2589.344507 3 863.7860718 -0.326348219 -0.000281676 88.99166792
LCSGVLGTVVHGK 13 954170035 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 0.881 1 0.893 4.682836056 49.95 0 1785.045696 3 595.6867676 0.030063306 1.79E-05 59.121803
VLQELGPGNVQK 4 954170035 2xTMT6plex [N-Term; K12] 0.672 0.701 3.965094805 35.92 0 1740.04199 2 870.5210571 -4.11063769 -0.003576341 56.93307884EVSSSFDHVIK 10 954170035 2xTMT6plex [N-Term; K11] 0.971 0.458 0.977 3.952559233 55.03 0 1705.952507 2 853.4802246 0.390385282 0.000332989 46.30835424GLFTGLTPR 10 954170035 1xTMT6plex [N-Term] 0.987 0.831 0.901 3.29842186 37.95 0 1190.709474 2 595.8585815 0.346403507 0.000206233 59.7582288SMVQFIGR 2 954170035 1xTMT6plex [N-Term] 0.876 2.614167929 13.58 0 1166.65533 2 583.8308105 -0.844727851 -0.000492753 51.26249638GNSLFFR 2 954170035 1xTMT6plex [N-Term] 1.016 2.38555932 27.4 0 1069.599195 2 535.3024902 -1.39444874 -0.000745751 48.7315657TYCCDLK 4 954170035 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C3; C4] 1.158 1.069 2.654488564 20.72 0 1417.721979 2 709.3640137 -0.866316717 -0.000614098 33.5557438

959092920 HSPA4L heat shock 70 kDa protein 4L isoform 2 22824 NP_001304310.1 34.48275862 1 21 25 200 870 97.597 5.95 0.73 0.72 0.76 0.73 Significant 0.000266
KPVADCVISIPSFFTDAER 6 959092920 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C6] 0.869 0.816 0.769 4.98752737 31.31 0 2610.40018 3 870.8044434 -0.53758879 -0.000467774 87.28582974

LSAVLEDTENWLYEDGEDQPK 9 959092920 2xTMT6plex [N-Term; K21] 0.643 0.542 0.727 5.210319996 41.95 0 2909.445669 3 970.4852905 -1.495363194 -0.001450226 101.0177636
NFDEALVDYFCDEFK 7 959092920 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 1.072 0.656 4.054567814 40.34 0 2370.136421 3 790.7176514 0.835505309 0.000660087 104.0624114DISTTLNADEAVAR 14 959092920 1xTMT6plex [N-Term] 1.132 0.971 0.975 4.589543819 72.41 0 1704.896559 2 852.9522095 0.342323005 0.000291813 44.79985899EPFELEAFYTNLHEVPYPDAR 6 959092920 1xTMT6plex [N-Term] 0.644 0.647 0.511 7.123178005 43.32 0 2766.361262 3 922.7930298 1.183473581 0.001091305 86.86334347SGGIETIANEYSDR 6 959092920 1xTMT6plex [N-Term] 0.87 0.791 0.698 4.571532249 55.84 0 1740.860173 2 870.9342041 0.550534236 0.000479202 45.65968571AQFEQLCASLLAR 6 959092920 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.781 0.894 0.746 5.119898796 52.77 0 1735.936256 2 868.4713135 -0.521636017 -0.000452763 73.46565707NAVEEYVYDFR 12 959092920 1xTMT6plex [N-Term] 0.489 0.768 0.547 4.032049656 38.63 0 1633.805953 2 817.4065552 -0.072945283 -5.96E-05 65.07854056LMNETTAVALAYGIYK 34 959092920 2xTMT6plex [N-Term; K16] 0.959 0.996 1.118 5.374046803 45.94 0 2216.240098 3 739.4172363 -1.327403844 -0.000980615 92.82460314
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

GCALQCAILSPAFK 18 959092920 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C6] 1.334 1.291 1.544 5.311228275 42.38 0 1994.096745 2 997.5529785 0.970389854 0.000967526 73.6750139
KEPFELEAFYTNLHEVPYPDAR 6 959092920 2xTMT6plex [N-Term; K1] 0.642 0.783 0.749 7.253810883 38.61 1 3123.619157 4 781.6591797 -1.366453394 -0.00106707 80.98655105LSLTQDPVVK 8 959092920 2xTMT6plex [N-Term; K10] 0.673 0.669 0.698 4.153064728 49.39 0 1557.961615 2 779.4842529 -0.247490452 -0.00019279 58.71309727SIDLPIQSSLCR 4 959092920 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.783 0.669 3.734417439 38.25 0 1617.883158 2 809.4448242 -0.485735015 -0.000392931 60.04258623MQVDQEEGHQK 6 959092920 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 0.643 0.626 0.634 3.995999336 33.07 0 1802.910718 3 601.6411743 -0.969981909 -0.00058293 16.2840673VLATTFDPYLGGR 4 959092920 1xTMT6plex [N-Term] 0.641 0.664 3.795850992 27.47 0 1638.905273 2 819.9594727 3.902393021 0.003197826 69.26940861QNLEGDHSDAPMETETSFK 2 959092920 2xTMT6plex [N-Term; K19] 0.417 3.925295115 25.64 0 2594.244467 3 865.4186401 -1.194875766 -0.001033267 42.61979502SFDDPIVQTER 6 959092920 1xTMT6plex [N-Term] 0.886 1.041 0.936 3.16065979 25.63 0 1535.790303 2 768.3983765 -0.538185657 -0.00041327 43.34150285QDLPPLDEKPR 5 959092920 2xTMT6plex [N-Term; K9] 0.927 0.966 0.93 4.234108925 23.67 0 1766.021255 3 589.3469849 2.914166423 0.001715493 42.65359636SQIVTNVR 6 959092920 1xTMT6plex [N-Term] 0.7 0.871 0.858 3.375902653 27.69 0 1145.683988 2 573.3460083 0.656788059 0.000376236 40.18242561FITPEDLSK 6 959092920 2xTMT6plex [N-Term; K9] 0.698 0.699 0.668 3.449451923 45.6 0 1507.877217 2 754.4414673 -1.033618434 -0.000779285 63.13562207VSEIVAK 6 959092920 2xTMT6plex [N-Term; K7] 0.75 0.764 0.749 2.942162514 34.79 0 1203.771295 2 602.3889771 -0.513019741 -0.000308779 44.95070046AIGNAAK 4 959092920 2xTMT6plex [N-Term; K7] 0.674 0.872 2.635629654 27.27 0 1102.698465 2 551.8529053 0.06295182 3.47E-05 32.90879055

LYQECEK 9 959092920 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.123 1.049 1.156 2.900829077 26.95 0 1427.760473 2 714.3830566 -1.145786553 -0.000817954 31.07564647
LGTVYEK 2 959092920 2xTMT6plex [N-Term; K7] 0.841 2.619791031 20.55 0 1267.76621 2 634.3839111 -4.467696277 -0.002831997 43.65529795AEVPEDKPK 8 959092920 3xTMT6plex [N-Term; K7; K9] 0.699 0.738 0.794 2.677425385 6.22 0 1700.019747 3 567.3449097 0.251952312 0.000142775 32.22881448960513905 TSTA3 GDP-L-fucose synthase isoform 1 7264 NP_001304712.1 29.35779817 1 7 7 44 327 36.557 6.6 1.11 1 1.02 1.04 Significant 0.00105 ILVTGGSGLVGK 16 960513905 2xTMT6plex [N-Term; K12] 1.086 0.957 1.062 4.52230835 55.52 0 1558.993249 2 780.0005493 0.367354261 0.000286351 64.87548848DADLTDTAQTR 6 960513905 1xTMT6plex [N-Term] 1.377 1.339 0.227 3.99598217 38.31 0 1435.722617 2 718.3639526 -1.385056235 -0.000994278 100.4225899SSGSALTVWGTGNPR 6 960513905 1xTMT6plex [N-Term] 1.082 100 1.458 5.149476051 76 0 1718.902313 2 859.9551392 0.40075594 0.00034443 44.17107822VQPTHVIHLAAMVGGLFR 4 960513905 1xTMT6plex [N-Term] 0.735 1.314 6.564604759 41.9 0 2175.242214 4 544.5661621 0.277806994 0.000151074 88.00170298VVADGAGLPGEDWVFVSSK 6 960513905 2xTMT6plex [N-Term; K19] 1.147 1.195 4.513271809 56.46 0 2391.296032 3 797.7685547 -2.058138111 -0.001640539 86.07333016ETCAWFTDNYEQAR 2 960513905 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.028 3.605417013 13.83 0 2019.906806 2 1010.457703 0.654779435 0.000661297 51.36309081YNLDFWR 4 960513905 1xTMT6plex [N-Term] 1.094 1.098 2.287685871 5.39 0 1242.646874 2 621.8252563 -2.927367995 -0.001818842 65.06674383961525469 TATDN1 putative deoxyribonuclease TATDN1 isoform c 83940 NP_001304818.1 17.11711712 1 6 6 35 333 37.626 7.83 0.8 1.08 1.18 1.02 Significant 0.0122

VVAIGECGLDFDR 6 961525469 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.089 1.319 1.156 4.597067833 61.9 0 1679.862422 2 840.4343872 -0.550298599 -0.000462213 63.65320441HQDDLQDVIGR 8 961525469 1xTMT6plex [N-Term] 1.064 1.023 1.167 4.324652672 42.14 0 1524.796785 3 508.9373169 0.40150504 0.000204071 32.74403719TEANLEVLK 4 961525469 2xTMT6plex [N-Term; K9] 0.874 0.983 3.551353455 32.89 0 1474.888116 2 737.9474487 -0.335421418 -0.000247355 52.41767744QFELSEQTK 6 961525469 2xTMT6plex [N-Term; K9] 0.95 1.296 1.339 3.683228254 47.72 0 1567.873194 2 784.4388428 -1.776159664 -0.001392397 43.85648923LPMFLHCR 4 961525469 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.5 0.819 3.43614769 22.46 0 1302.701235 3 434.905304 0.095175495 4.13E-05 55.78508683AVEIGVK 14 961525469 2xTMT6plex [N-Term; K7] 1.171 1.451 3.263948679 26.45 0 1173.76073 2 587.3843384 0.570608468 0.000334879 44.57891638961658095 BCL2L1 bcl-2-like protein 1 Bcl-X(L) 598 NP_001304849.1 8.154506438 1 2 2 18 233 26.033 4.93 0.94 0.97 0.89 0.94 Significant 0.000624 ELVVDFLSYK 12 961658095 2xTMT6plex [N-Term; K10] 0.917 0.979 0.917 4.509779453 43.03 0 1670.976931 2 835.9916992 -0.483963893 -0.000404346 92.2810033EVIPMAAVK 6 961658095 2xTMT6plex [N-Term; K9] 0.96 0.963 0.88 3.69788909 47.44 0 1415.869629 2 708.4379883 -0.656047337 -0.000464439 59.40223736
962305318 SMARCB1 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily B member 1 isoform c 6598 NP_001304875.1 14.46700508 1 4 4 10 394 45.022 5.76 1.27 0.99 1.13 1.13 Significant 0.00508

NTGDADQWCPLLETLTDAEMEK 4 962305318 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C9] 1.267 0.946 4.827309608 50.09 0 2995.442909 3 999.1524048 -0.082723837 -8.26E-05 101.246597AVSISTEPPTYLR 2 962305318 1xTMT6plex [N-Term] 0.998 2.89515543 15.74 0 1662.926402 2 831.9656372 -1.445984581 -0.001202283 53.87597908ASEVEEILDGNDEK 2 962305318 2xTMT6plex [N-Term; K14] 1.009 2.555541039 2.53 0 2006.033001 3 669.3515015 3.464571384 0.002316682 64.16660362LANTAPAW 2 962305318 1xTMT6plex [N-Term] 1.126 2.133834124 12.84 0 1072.598861 2 536.8031006 0.059269012 3.18E-05 54.63175056966209812 RPL26L1 60S ribosomal protein L26-like 1 51121 NP_001304909.1 35.86206897 1 2 9 102 145 17.246 10.55 1.06 0.94 1.1 1.03 Significant 0.00216 KIMSSPLSK 4 966209812 3xTMT6plex [N-Term; K1; K9] 1.503 1.496 4.376926422 38.4 1 1678.054025 3 560.0241699 2.343193704 0.001310669 46.209234KDDEVQVVR 14 966209812 2xTMT6plex [N-Term; K1] 1.156 1.057 1.104 3.632603168 24.29 1 1545.900077 2 773.4512939 -3.082934949 -0.002382955 25.42918965DDEVQVVR 16 966209812 1xTMT6plex [N-Term] 0.99 1.094 0.877 3.337491751 49.99 0 1188.642182 2 594.8239136 -1.372735704 -0.000815846 24.09064401KYVIYIER 6 966209812 2xTMT6plex [N-Term; K1] 1.33 1.156 1.184 4.108516693 18.48 1 1541.945571 3 514.6531982 -0.343347682 -0.000176474 52.28362379IMSSPLSK 20 966209812 2xTMT6plex [N-Term; K8] 0.928 0.92 0.906 3.368632793 38.09 0 1320.79613 2 660.9007568 -1.43284651 -0.000946249 50.37505162HFNAPSHVR 4 966209812 1xTMT6plex [N-Term] 1.18 0.887 3.24141264 22.75 0 1293.701369 3 431.9054871 0.416650746 0.000179674 18.85039009YKEELIEK 6 966209812 3xTMT6plex [N-Term; K2; K8] 1.044 0.957 1.099 3.031596661 10.84 1 1739.055799 3 580.3557739 -1.742355052 -0.001010018 47.76967149YVIYIER 16 966209812 1xTMT6plex [N-Term] 1.101 1.057 1.408 2.784825563 32.82 0 1184.687676 2 592.8479614 0.819027312 0.000485146 52.69715453FNPFVTSDR 12 966209812 1xTMT6plex [N-Term] 1.076 1.067 0.978 3.184108019 31.4 0 1311.689467 2 656.3485107 0.212012357 0.000139047 53.7538252KIMSSPLSK 4 966209812 3xTMT6plex [N-Term; K1; K9]; 1xOxidation [M3] 1.102 1.246 1.047 1.86210227 12.58 1 1694.04894 3 560.0241699 2.343193704 0.001310669 46.209234
968121920 SEC24D protein transport protein Sec24D isoform 2 9871 NP_001304995.1 19.16747338 1 15 17 89 1033 113.007 7.25 1.02 1.21 0.87 1.03 Significant 0.00894

GLYGGSSYVDFLCCVHK 6 968121920 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C13; C14] 1.627 1.862 1.792 5.99297142 68.32 0 2420.214294 3 807.4119873 2.939642196 0.002371521 75.07308518
LFIFHSSLPTAEAPGK 4 968121920 2xTMT6plex [N-Term; K16] 1.124 1.352 5.214161873 29.77 0 2173.242147 3 725.0854492 -0.162026929 -0.000117375 75.50600491

IHNLGLNCSSQLADLYK 2 968121920 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C8] 1.604 4.147744656 18.41 0 2404.305886 3 802.1069336 0.150397357 0.000120534 65.57438765
VLPVYMNCLLK 8 968121920 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.369 1.66 3.880870581 47.18 0 1808.05784 2 904.5328979 0.375435134 0.000339404 91.26234926EEQEETSAIR 2 968121920 1xTMT6plex [N-Term] 1.42 3.863365173 34.86 0 1420.711718 2 710.859436 -0.08638606 -6.14E-05 18.83931587AYMCPFMQFIEGGR 6 968121920 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.532 2 1.517 3.731976271 34.39 0 1935.911697 2 968.4598389 0.363515741 0.000351867 97.01925881ILFQPQTNVYDSLAK 8 968121920 2xTMT6plex [N-Term; K15] 1.362 1.895 1.151 3.40809536 42.18 0 2195.247626 2 1098.125488 -1.788339253 -0.001962924 80.89550093NCVLLSRPEISTDER 4 968121920 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.081 1.419 0.913 2.633576393 3.44 0 2018.053805 3 673.3575439 2.117875117 0.001424662 44.88217509STMLPAAVR 6 968121920 1xTMT6plex [N-Term] 0.415 0.28 0.662 3.155993223 39.73 0 1174.681545 2 587.8439941 -0.70916135 -0.000416519 38.76857714GGQVYATNTR 6 968121920 1xTMT6plex [N-Term] 0.755 1.54 1.614 2.568002462 27.91 0 1295.690529 2 648.3491821 0.430865087 0.000279134 99.29135667VLHFFNVK 10 968121920 2xTMT6plex [N-Term; K8] 1.385 1.297 1.345 3.048699856 26.42 0 1461.898227 3 487.9672241 -7.5981669 -0.003702582 68.90230269EQPEMVFR 6 968121920 1xTMT6plex [N-Term] 1.004 1.031 1.191 2.757892847 29.26 0 1264.655724 2 632.8309326 -0.897655863 -0.000567613 40.28640181AVLHQPLK 4 968121920 2xTMT6plex [N-Term; K8] 1.173 1.362 2.147420168 27.68 0 1363.882577 3 455.2980652 -2.151573317 -0.000978164 36.28136234VGFITYNK 5 968121920 2xTMT6plex [N-Term; K8] 0.89 1.071 0.859 3.343307734 13.87 0 1399.834958 2 700.4208984 -0.31262614 -0.000218813 57.12377101KLDPDSIPSPIQVIENDR 2 968121920 2xTMT6plex [N-Term; K1] 1.048 3.62587595 9.8 1 2494.391724 3 832.1292114 -7.473803124 -0.006214198 77.50677112AVTVEFK 6 968121920 2xTMT6plex [N-Term; K7] 0.349 0.412 0.238 2.744867325 24.05 0 1251.771295 2 626.388916 -0.590865722 -0.000369814 50.97205294

LICEELK 8 968121920 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.253 2.835955143 15.54 0 1362.806695 2 681.9072876 0.443243576 0.000302028 56.65680673
970259874 SEC31A protein transport protein Sec31A isoform 1 22872 NP_001305049.1 31.14754098 1 30 30 212 1220 132.931 6.89 0.97 0.98 0.98 0.98 Significant 0.0000116 MADAIILAIAGGQELLAR 16 970259874 1xTMT6plex [N-Term] 0.98 1.165 1.109 5.846657753 59.61 0 2055.183362 3 685.732605 -0.048778418 -3.34E-05 112.9590538IIAGDKEVVIAQNDK 6 970259874 3xTMT6plex [N-Term; K6; K15] 1.008 0.985 1.157 4.45585537 11.48 1 2300.379258 3 767.4669189 3.019465557 0.002315305 58.95501005ISVYSIMGGSTDGLR 6 970259874 1xTMT6plex [N-Term] 1.296 0.988 1.502 4.165876865 30.07 0 1784.9414 2 892.9732666 -1.201079696 -0.001071928 71.16146947EQTLSPTITSGLHNIAR 6 970259874 1xTMT6plex [N-Term] 1.058 1.026 6.611176491 65.3 0 2067.139583 3 689.71698 -1.546150352 -0.00106537 54.58202141RPVGASFSFGGK 12 970259874 2xTMT6plex [N-Term; K12] 1.083 1.136 1.043 5.52701807 32.78 0 1667.963346 3 556.6593018 0.003515328 1.95E-06 45.6197705MPSHQGAEQQQQQHHVFISQVVTEK 8 970259874 2xTMT6plex [N-Term; K25] 1.009 0.994 0.977 7.758198261 33.01 0 3359.731912 5 672.7509766 -1.826284853 -0.001227165 43.24775461NPAVLSAASFDGR 12 970259874 1xTMT6plex [N-Term] 1.067 0.974 0.962 4.577996731 61.68 0 1533.822272 2 767.4143677 -0.530034315 -0.000406489 48.58193091KIDASQTEFEK 6 970259874 3xTMT6plex [N-Term; K1; K11] 1.081 1.002 1.153 4.464398861 22.96 1 1983.136568 3 661.7165527 -0.737713629 -0.000487662 41.75127716

SDQLQQAVQSQGFINYCQK 6 970259874 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C17] 1.422 1.005 0.789 5.131449223 37.86 0 2700.38157 3 900.798645 -0.069649937 -6.27E-05 60.43048136
LENEGDSLLQTQACLCYICAGNVEK 4 970259874 2xTMT6plex [N-Term; K25]; 3xCarbamidomethyl [C14; C16; C19] 100 100 5.541231632 55.17 0 3343.637269 3 1115.212524 -4.261487316 -0.004749623 78.38510402

AVQLTQAMDTSTVGVLLAAK 4 970259874 2xTMT6plex [N-Term; K20]; 1xOxidation [M8] 0.987 0.686 4.356424809 35.79 0 2491.420581 3 825.8120728 -1.616416254 -0.001333773 94.99488832AVQLTQAMDTSTVGVLLAAK 6 970259874 2xTMT6plex [N-Term; K20] 0.753 0.902 0.812 5.565675735 52.19 0 2475.425666 3 825.8120728 -1.616416254 -0.001333773 94.99488832LSSSFGNLDPFGTGQPLPPLQIPQQTAQHSIVLPLK 15 970259874 2xTMT6plex [N-Term; K36] 0.764 0.645 0.994 5.846758366 23.68 0 4284.379649 4 1071.849609 -0.709771367 -0.000760233 110.4359187TQPPEDISCIAWNR 6 970259874 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.018 1.111 3.627761364 41.44 0 1915.953362 2 958.4771118 -3.348394232 -0.003207684 54.4627285AQDGSHPLSLQDLIEK 4 970259874 2xTMT6plex [N-Term; K16] 1.007 0.998 4.519803047 21.99 0 2209.222868 3 737.0789185 -0.301195916 -0.000221803 70.96495255IDASQTEFEK 6 970259874 2xTMT6plex [N-Term; K10] 0.82 1.031 1.042 5.160229206 47.12 0 1625.878673 2 813.4436646 0.848465255 0.000689751 44.54421251QVQHILASASPSGR 2 970259874 1xTMT6plex [N-Term] 1.227 3.899739742 23.4 0 1679.939033 3 560.6500244 -2.090991247 -0.001170913 34.0480826VDGANVALK 2 970259874 2xTMT6plex [N-Term; K9] 0.829 3.882023335 45.41 0 1344.825121 2 672.9165649 0.544169499 0.000365906 41.78514987
EIVESCDLK 10 970259874 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 0.641 0.574 0.455 3.626981497 30.46 0 1550.850016 2 775.9280396 -0.782331254 -0.000606639 42.80393551
SCATFSSSHR 6 970259874 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.975 1.053 0.97 3.506251574 19.05 0 1368.652764 3 456.8884277 -1.486130689 -0.000677999 16.75518796VVLTQANK 8 970259874 2xTMT6plex [N-Term; K8] 0.947 0.922 1.043 3.177065849 46.56 0 1330.845857 2 665.9265137 -0.079788542 -5.31E-05 38.90002933RLEFLYDK 8 970259874 2xTMT6plex [N-Term; K8] 0.857 0.943 1.02 3.964768171 20.36 1 1541.909185 3 514.6415405 0.572635561 0.000294317 55.53310749VNFEDDSR 6 970259874 1xTMT6plex [N-Term] 1.083 1.034 1.216 3.097046137 42.09 0 1210.590147 2 605.798584 -0.210881652 -0.000127646 27.25680215LVTFENVR 6 970259874 1xTMT6plex [N-Term] 1.063 0.983 1.003 3.356530428 40.52 0 1206.704389 2 603.855957 0.20621662 0.000124421 53.36287186YLELLGYR 12 970259874 1xTMT6plex [N-Term] 1.001 1.008 0.952 3.286862135 29.35 0 1255.72479 2 628.3662109 0.283155197 0.000177783 69.78119561KNEPIIK 6 970259874 3xTMT6plex [N-Term; K1; K7] 0.926 0.903 0.989 3.683202028 14.54 1 1529.002975 3 510.3395386 0.711046789 0.000362398 37.56796252NVWSFLK 6 970259874 2xTMT6plex [N-Term; K7] 1.066 1.027 1.1 2.559428453 25.17 0 1351.813829 2 676.4102783 -0.405780266 -0.00027427 80.30270877FASSPLR 6 970259874 1xTMT6plex [N-Term] 0.98 1.136 1.241 2.503909588 23.03 0 1006.588296 2 503.7975464 -0.477023788 -0.000240083 34.17356717IALALNK 6 970259874 2xTMT6plex [N-Term; K7] 0.957 0.784 0.841 2.276123285 18.51 0 1200.808015 2 600.9078369 0.318350744 0.000191139 60.01820859ATVWDLR 2 970259874 1xTMT6plex [N-Term] 0.908 2.42499876 20.23 0 1089.62541 2 545.3165283 0.339520923 0.000184975 52.27556491LIWGPYK 3 970259874 2xTMT6plex [N-Term; K7] 1.042 1.034 2.628185749 25.07 0 1334.823665 2 667.9155884 0.176163952 0.000117574 70.58485028970259878 AK1 adenylate kinase isoenzyme 1 isoform 2 203 NP_001305051.1 69.04761905 1 13 13 134 210 23.396 8.6 0.77 0.75 0.78 0.77 Significant 0.000132 IGQPTLLLYVDAGPETMTQR 8 970259878 1xTMT6plex [N-Term] 0.962 0.693 0.466 5.406097412 38.3 0 2432.305662 3 811.43927 -0.988733219 -0.000801634 88.09360607

VNAEGSVDSVFSQVCTHLDALK 6 970259878 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C15] 0.809 0.626 6.523276329 59.74 0 2834.475864 3 945.4953613 -1.528810204 -0.001444459 91.72205142
IIFVVGGPGSGK 18 970259878 2xTMT6plex [N-Term; K12] 0.867 0.734 0.733 4.330114841 50.67 0 1588.982685 2 794.9941406 -1.05729283 -0.00084001 74.86488975GQLVPLETVLDMLR 12 970259878 1xTMT6plex [N-Term] 0.759 0.666 0.677 4.945589542 71.34 0 1813.045472 2 907.0257568 -0.680925075 -0.000617274 112.7628829ATEPVIAFYEK 22 970259878 2xTMT6plex [N-Term; K11] 0.727 0.823 0.808 4.407278538 40.82 0 1725.982744 2 863.4911499 -4.473367615 -0.003860478 66.39614235EVQQGEEFER 12 970259878 1xTMT6plex [N-Term] 0.698 0.695 0.723 4.42422533 55.25 0 1479.727703 2 740.3677979 0.416612546 0.000308237 24.10303647VDDNEETIK 10 970259878 2xTMT6plex [N-Term; K9] 0.664 0.675 0.68 4.218190193 58.38 0 1520.820824 2 760.913208 -1.107542946 -0.000842187 29.23597139VDDNEETIKK 7 970259878 3xTMT6plex [N-Term; K9; K10] 0.826 0.893 3.055746555 9.79 1 1878.078719 3 626.6974487 -0.49294451 -0.000308596 35.33814144GFLIDGYPR 12 970259878 1xTMT6plex [N-Term] 0.958 0.948 0.962 2.929157495 43.23 0 1266.704389 2 633.8562622 0.678290902 0.000429597 58.25543763GQLVPLETVLDMLR 7 970259878 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.918 0.887 2.799266338 30.32 0 1829.040387 2 907.0257568 -0.680925075 -0.000617274 112.7628829YGYTHLSTGDLLR 6 970259878 1xTMT6plex [N-Term] 0.793 0.815 0.949 4.075269699 27.92 0 1724.9169 3 575.6424561 -2.368453771 -0.001361795 49.33937063RLETYYK 6 970259878 2xTMT6plex [N-Term; K7] 0.741 0.877 0.785 3.502514839 18.88 1 1430.840772 3 477.6184387 -0.006008978 -2.87E-06 47.14568508SEVSSGSAR 6 970259878 1xTMT6plex [N-Term] 0.838 100 100 2.080703259 27.54 0 1108.579582 2 554.7931519 -0.500540576 -0.000277445 14.75324111KLSEIMEK 2 970259878 3xTMT6plex [N-Term; K1; K8] 0.743 3.380257607 13.95 1 1665.02239 3 555.6791992 0.39301949 0.000218129 52.25700035970414565 PUS7 pseudouridylate synthase 7 homolog isoform a 54517 NP_001305092.1 9.595202399 1 4 4 14 667 75.616 6.47 1.47 1.14 1.33 1.31 Significant 0.00526 ISHLNDLSIPVDEEDPSEDIFTVLTAEEK 5 970414565 2xTMT6plex [N-Term; K29] 0.01 4.690406322 33.26 0 3713.904953 3 1238.641357 1.229510632 0.001522095 101.7890634IPLFNTDVDNLEGK 2 970414565 2xTMT6plex [N-Term; K14] 1.077 3.38922143 10.82 0 2033.131927 3 678.3831177 1.41279929 0.000957469 84.69123624YSDFVVHEIGK 3 970414565 2xTMT6plex [N-Term; K11] 1.579 1.332 3.105201244 28.16 0 1751.973242 3 584.6629639 0.625735335 0.000365424 55.50460702TPPVFASEGK 4 970414565 2xTMT6plex [N-Term; K10] 1.304 1.274 2.861627817 48.48 0 1490.861901 2 745.9369507 3.168581332 0.002361959 55.61388727

970949444 HNRNPK heterogeneous nuclear ribonucleoprotein K isoform d 3190 NP_001305116.1 62.72727273 1 1 25 649 440 48.532 5.54 1.22 1.21 1.21 1.21 Significant 0.00000755
LFQECCPHSTDR 16 970949444 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C6] 1.713 1.687 1.688 5.481788635 53.73 0 1778.815155 3 593.6098633 -0.066418509 -3.94E-05 30.04140546IDEPLEGSEDR 25 970949444 1xTMT6plex [N-Term] 1.173 1.193 1.213 4.117146492 59.94 0 1488.737933 2 744.8724976 -0.144016491 -0.000107201 33.24625522RPAEDMEEEQAFK 26 970949444 2xTMT6plex [N-Term; K13] 0.986 0.99 1.048 6.034767151 34.54 0 2038.031561 2 1019.519714 0.289834048 0.000295345 36.4952909IILDLISESPIK 34 970949444 2xTMT6plex [N-Term; K12] 1.306 1.234 1.161 4.910815716 70.62 0 1799.129408 2 900.0686646 0.358046264 0.000322086 112.9979277IITITGTQDQIQNAQYLLQNSVK 27 970949444 2xTMT6plex [N-Term; K23] 1.232 1.203 1.232 7.973670483 90.88 0 3047.71412 4 762.6847534 1.005239256 0.00076592 95.33498544GSYGDLGGPIITTQVTIPK 40 970949444 2xTMT6plex [N-Term; K19] 1.311 1.28 1.347 5.076508999 64.75 0 2375.358633 2 1188.182129 -0.695253962 -0.000825739 76.40739702LLIHQSLAGGIIGVK 24 970949444 2xTMT6plex [N-Term; K15] 1.001 1.022 0.893 5.997686386 58.36 0 1977.262488 3 659.7589722 -0.063156053 -4.16E-05 80.85478838TDYNASVSVPDSSGPER 36 970949444 1xTMT6plex [N-Term] 1.367 1.285 1.313 5.379096031 68.19 0 2009.961344 2 1005.485046 0.732612815 0.000736262 43.86017143IILDLISESPIKGR 4 970949444 2xTMT6plex [N-Term; K12] 0.874 1.617 5.026468277 24.51 1 2012.251983 3 671.4216309 -0.816812153 -0.000547877 100.1690618AQPYDPNFYDETYDYGGFTMMFDDR 15 970949444 1xTMT6plex [N-Term] 1.399 0.939 1.69 5.270693779 51.34 0 3287.381147 3 1101.795166 -1.549094935 -0.001705748 86.61284845AQPYDPNFYDETYDYGGFTMMFDDR 35 970949444 1xTMT6plex [N-Term]; 1xOxidation [M] 1.233 1.413 1.151 5.058928013 72.31 0 3303.376062 3 1101.795166 -1.549094935 -0.001705748 86.61284845AQPYDPNFYDETYDYGGFTMMFDDR 11 970949444 1xTMT6plex [N-Term]; 2xOxidation [M20; M21] 1.281 1.012 1.175 4.439307213 45.75 0 3319.370977 3 1101.795166 -1.549094935 -0.001705748 86.61284845NLPLPPPPPPR 61 970949444 1xTMT6plex [N-Term] 1.335 1.206 1.271 4.284414291 48.36 0 1423.862286 2 712.4319458 -3.982961339 -0.002835594 55.43307039RPAEDMEEEQAFKR 3 970949444 2xTMT6plex [N-Term; K13] 1.891 4.284672737 11.09 1 2194.132672 4 549.2885742 -0.093597348 -5.13E-05 31.01016748ILSISADIETIGEILK 5 970949444 2xTMT6plex [N-Term; K16] 1.206 1.528 3.253854275 20.2 0 2173.309557 3 725.1077881 -0.343385131 -0.000248761 112.8881799RPAEDMEEEQAFK 22 970949444 2xTMT6plex [N-Term; K13]; 1xOxidation [M6] 0.717 0.843 0.715 3.614583492 19.53 0 2054.026476 2 1019.519714 0.289834048 0.000295345 36.4952909NTDEMVELR 12 970949444 1xTMT6plex [N-Term] 1.269 1.103 1.172 3.623580933 51.36 0 1335.677581 2 668.3415527 -1.312099023 -0.000876271 36.14261649DLAGSIIGK 20 970949444 2xTMT6plex [N-Term; K9] 1.306 1.356 1.316 4.121760845 48.95 0 1331.829872 2 666.4188232 0.373459392 0.000248692 113.8608841HESGASIK 20 970949444 2xTMT6plex [N-Term; K8] 1.08 1.221 1.317 4.16098547 37.28 0 1286.746871 2 643.87677 -0.472300303 -0.000303865 32.07293172GGDLMAYDR 16 970949444 1xTMT6plex [N-Term] 1.239 1.163 1.211 3.647502661 48 0 1226.603688 2 613.8036499 -2.987986542 -0.001832538 31.66809594VVLIGGKPDR 20 970949444 2xTMT6plex [N-Term; K7] 1.352 1.319 1.259 4.117408752 18.03 0 1511.967369 3 504.6596985 -1.869584671 -0.00094225 45.86746376RDYDDMSPR 6 970949444 1xTMT6plex [N-Term] 1.354 1.491 1.352 4.419185638 32.15 1 1383.652429 3 461.8895264 1.153889177 0.000532194 17.83826878GSDFDCELR 16 970949444 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.125 1.234 1.311 2.855176687 36.07 0 1327.614981 2 664.3114624 0.502197321 0.000333362 31.59262626ENTQTTIK 17 970949444 2xTMT6plex [N-Term; K8] 1.3 1.297 1.274 3.57627821 39.83 0 1392.809865 2 696.9074097 -1.667516953 -0.001161267 23.30192687IIPTLEEYQHYK 6 970949444 2xTMT6plex [N-Term; K12] 1.118 1.024 1.135 4.431999683 15.08 0 1992.120634 3 664.7116089 -0.181248985 -0.000120357 69.78325436NAGAVIGK 6 970949444 2xTMT6plex [N-Term; K8] 1.34 1.494 1.268 3.551100492 44.14 0 1187.751228 2 594.3787231 -0.891306961 -0.000529325 32.91990029NTDEMVELR 37 970949444 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.287 1.151 1.244 2.849191427 40.9 0 1351.672496 2 668.3415527 -1.312099023 -0.000876271 36.14261649DYDDMSPR 28 970949444 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.384 1.107 1.159 2.369870186 22.68 0 1243.546233 2 614.2791138 -0.29928764 -0.000183695 21.91802739DYDDMSPR 18 970949444 1xTMT6plex [N-Term] 1.201 1.215 1.411 3.017118692 28.76 0 1227.551318 2 614.2791138 -0.29928764 -0.000183695 21.91802739GGDLMAYDR 37 970949444 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.133 1.158 1.142 2.305989742 44.29 0 1242.598603 2 613.8036499 -2.987986542 -0.001832538 31.66809594QYADVEGF 6 970949444 1xTMT6plex [N-Term] 1.307 1.209 1.205 2.778287172 40.77 0 1157.56762 2 579.2870483 -0.69135513 -0.000400145 51.21775536970598234 BTBD16 BTB/POZ domain-containing protein 16 isoform a 118663 NP_001305118.1 7.495069034 1 2 2 5 507 58.572 9.2 0.92 0.98 0.99 0.96 Significant 0.000514

IQAIPTYETVMTFFKSFPENCCFLDR 2 970598234 2xTMT6plex [N-Term; K15]; 1xOxidation [M11]; 2xCarbamidomethyl [C21; C22] 2.663 1.406296253 0.91 1 3688.825404 4 922.9609375 -0.944452398 -0.00087098 84.56958064
ELEELLRAQSPK 3 970598234 2xTMT6plex [N-Term; K12] 0.921 0.983 0.764 1.655934215 6.11 1 1871.100233 2 936.0480957 -6.049170188 -0.005659302 81.79846062

1005261204 FHOD1 FH1/FH2 domain-containing protein 1 isoform 1 29109 NP_001305131.1 14.28571429 1 10 10 39 1190 129.233 6.37 1.12 1.12 1.06 1.1 Significant 0.00033
FGPCATLWASLDPVSVDTAR 2 1005261204 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.269 5.091459751 29.07 0 2392.216847 3 798.0775757 0.554607239 0.000442247 95.39941181SGLGDDLVQALGLSK 6 1005261204 2xTMT6plex [N-Term; K15] 1.119 1.031 1.014 4.328188419 36.41 0 1931.121363 3 644.3778076 -1.291015928 -0.000831036 88.9145941LSIGDLDFSDLGEDEDQDMLNVESVEAGK 2 1005261204 2xTMT6plex [N-Term; K29] 0.932 3.227417946 45.72 0 3598.735839 3 1200.244751 -4.484585987 -0.005379613 97.93298231AETLAGAMPNEAGGHPDAR 4 1005261204 1xTMT6plex [N-Term] 1.015 1.26 4.860013485 31.89 0 2094.023567 3 698.6800537 0.974732494 0.000680371 34.11031147VQYLEDTDPFACANFPEPR 4 1005261204 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.047 0.994 4.850244045 34.37 0 2498.185941 3 833.3982544 -2.294011152 -0.001910289 79.45830325TLAALPDQDSFYDVTDALEQQGMEALVQR 4 1005261204 1xTMT6plex [N-Term] 0.01 100 3.166698933 50.45 0 3453.70453 3 1151.905151 -1.050764015 -0.001209676 108.5218955AALLNFDEFAVSK 6 1005261204 2xTMT6plex [N-Term; K13] 1.083 1.168 3.626632452 31.16 0 1883.067871 3 628.3592529 -2.477409875 -0.001555044 86.15377025EIAEPLFDLK 6 1005261204 2xTMT6plex [N-Term; K10] 1.187 1.164 2.959844351 14.39 0 1632.96128 3 544.9915771 -0.675003566 -0.000367418 82.17117044TMTTVLDPK 3 1005261204 2xTMT6plex [N-Term; K9] 1.124 1.068 2.088908911 1.92 0 1463.854373 2 732.4291992 -2.22071441 -0.001625401 51.01411324MITETEK 2 1005261204 2xTMT6plex [N-Term; K7] 1.492 1.830949306 7.26 0 1309.74376 2 655.3753662 -0.231952336 -0.000151899 35.21576561

970598264 VTI1A vesicle transport through interaction with t-SNAREs homolog 1A isoform a 143187 NP_001305132.1 11.16071429 1 3 3 14 224 26.084 6.42 0.95 0.71 0.99 0.88 Significant 0.00966
ETDANLGK 6 970598264 2xTMT6plex [N-Term; K8] 0.946 0.01 0.365 2.852920294 17.93 0 1305.741451 2 653.3741455 -0.334663784 -0.000218492 25.16481237AHLLDNTER 4 970598264 1xTMT6plex [N-Term] 0.997 1.205 2.811465979 16.48 0 1297.706179 3 433.2401733 -0.163874128 -7.09E-05 21.67733034IAYSDEVR 4 970598264 1xTMT6plex [N-Term] 0.942 0.928 2.897860289 24.8 0 1181.636369 2 591.3208618 -1.626200106 -0.000960789 28.75418869970919379 C7orf50 uncharacterized protein C7orf50 84310 NP_001305181.1 40.20618557 1 6 6 40 194 22.07 9.64 1.36 1.18 1.5 1.35 Significant 0.0047 KASAEGPLLGPEAAPSGEGAGSK 4 970919379 3xTMT6plex [N-Term; K1; K23] 2.204 2.112 6.434553146 53.85 1 2768.539734 3 923.5187378 0.695796012 0.000642113 46.01960207GEAVLRPGLDAEPELSPEEQR 16 970919379 1xTMT6plex [N-Term] 1.133 1.563 1.524 5.675732136 40.56 0 2521.309561 3 841.1071167 -1.096308199 -0.000921377 51.35216827SGAELALDYLCR 2 970919379 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.218 3.525395632 51.13 0 1596.825308 2 798.9147339 -1.952196365 -0.001558658 67.89721411ASAEGPLLGPEAAPSGEGAGSK 2 970919379 2xTMT6plex [N-Term; K22] 1.705 5.233929634 56.58 0 2411.281839 3 804.4325562 0.529335481 0.000425459 46.75472501ELDEEGSDPPLPGR 12 970919379 1xTMT6plex [N-Term] 1.332 1.379 1.473 3.228354216 31.96 0 1739.864924 2 870.4359741 -0.145176679 -0.000126294 38.80735745KVPEVTEK 4 970919379 3xTMT6plex [N-Term; K1; K8] 1.321 0.633 3.395100355 23.81 1 1617.019019 3 539.6784058 1.017202109 0.000548278 49.10342258971059218 FNBP4 formin-binding protein 4 isoform 1 23360 NP_001305268.1 3.631010795 1 4 4 14 1019 110.383 4.75 1.46 1.44 1.58 1.49 Significant 0.000856 SDISQPASQDGMR 2 971059218 1xTMT6plex [N-Term] 1.424 4.332944393 46.71 0 1620.7849 2 810.895874 -0.264324479 -0.000214207 21.47032543VEEEQDLK 6 971059218 2xTMT6plex [N-Term; K8] 1.615 1.654 1.575 3.157257318 39.71 0 1447.804445 2 724.4054565 -0.558786834 -0.000404507 31.74232949FEFLGINR 4 971059218 1xTMT6plex [N-Term] 1.386 0.928 2.809490442 25.09 0 1224.693824 2 612.8500977 -0.739162297 -0.000452624 68.10767471TISVSSSK 2 971059218 2xTMT6plex [N-Term; K8] 1.387 1.764560103 3.15 0 1266.766938 2 633.8864746 -0.998819287 -0.000632636 45.69043782

972781500 MRPL48 39S ribosomal protein L48, mitochondrial isoform 2 51642 NP_001305428.1 21.34387352 1 6 6 36 253 28.19 8.75 1.13 1.14 0.98 1.08 Significant 0.00227 MLLDSVLTTHER 4 972781500 1xTMT6plex [N-Term] 1.36 0.807 4.509244919 48.61 0 1643.898807 3 548.637207 -1.058207623 -0.000579862 61.59080068MLLDSVLTTHER 6 972781500 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.005 1.344 1.017 4.545539379 40.04 0 1659.893722 3 548.637207 -1.058207623 -0.000579862 61.59080068TIEVLQLQDQGSK 6 972781500 2xTMT6plex [N-Term; K13] 1.238 1.006 1.293 4.100240707 66.49 0 1917.105713 2 959.055481 -1.057508683 -0.001013678 59.73778283VEESYAMPTK 6 972781500 2xTMT6plex [N-Term; K10] 1.098 1.461 0.984 4.442438602 52.87 0 1612.865666 2 806.9361572 -0.389168725 -0.000313838 45.0775389EHTEEDFK 2 972781500 2xTMT6plex [N-Term; K8] 0.819 3.822779179 21.24 0 1492.768394 3 498.2609558 -0.053691088 -2.67E-05 22.16478485TKPTHGIGK 6 972781500 3xTMT6plex [N-Term; K2; K9] 0.998 1.031 1.046 3.723120689 14.48 0 1626.030587 4 407.2631226 0.045130993 1.83E-05 21.96696125EHTEEDFKGR 6 972781500 2xTMT6plex [N-Term; K8] 1.92 1.93 2.043 3.07602644 8.61 1 1705.890969 4 427.2282715 0.168285961 7.18E-05 19.18590498972781703 ACSL4 long-chain-fatty-acid--CoA ligase 4 isoform 2 2182 NP_001305438.1 37.13080169 1 18 20 149 711 79.137 8.38 1.27 1.44 1.39 1.37 Significant 0.00136 LQAGEYVSLGK 18 972781703 2xTMT6plex [N-Term; K11] 1.515 1.597 1.634 4.795201778 59.59 0 1622.951778 2 811.9788208 -0.870887513 -0.000706704 58.58990068
GDCTVLKPTLMAAVPEIMDR 6 972781703 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.529 1.122 1.283 5.606127262 19.16 0 2675.433471 3 892.4816284 -1.173221509 -0.001046292 88.36182375

YNFPLVTLYATLGK 6 972781703 2xTMT6plex [N-Term; K14] 2.152 1.943 2.175 3.725119352 35.99 0 2058.20397 3 686.7401123 0.881100264 0.000604495 109.8533117EAVVHGLNESEASYLITSVELLESK 12 972781703 2xTMT6plex [N-Term; K25] 1.542 1.565 1.649 7.119933128 58.94 0 3175.713845 4 794.684082 0.205627784 0.000163254 107.0050215
GVEGTWVDICNNPAMEAEILK 4 972781703 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C10] 1.754 1.639 5.227105141 56.1 0 2804.436308 3 935.4849854 1.460277303 0.001365085 86.83565601
SVTHFDSLAVIDIPGADTLDK 8 972781703 2xTMT6plex [N-Term; K21] 1.242 1.251 1.306 5.777091026 37.45 0 2672.454718 3 891.489502 -0.286295075 -0.000255037 82.86778325MMLSGGAPLSPQTHR 6 972781703 1xTMT6plex [N-Term] 1.725 1.659 1.166 4.428960323 32.15 0 1811.945774 3 604.6533813 -0.101314859 -6.12E-05 44.64340059WFCTGDIGEFHPDGCLQIIDR 4 972781703 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C15] 1.255 1.062 5.765452385 41.88 0 2765.301322 3 922.4372559 -1.485404806 -0.001369197 83.32556409

IGYSSPLTLSDQSSK 4 972781703 2xTMT6plex [N-Term; K15] 0.944 1.921 3.729258537 44.23 0 2041.121757 2 1021.064453 -0.062191292 -6.35E-05 58.52484414
GYDAPLCNLLLFK 22 972781703 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.425 1.626 1.563 4.364654541 61.09 0 1982.118526 2 991.5620117 -0.897793183 -0.000889766 102.5423385

TALLDISCVK 2 972781703 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.561 4.343999386 60.09 0 1577.933686 2 789.4681396 -2.96790237 -0.002341577 66.46976415
LSPEPWTPETGLVTDAFK 24 972781703 2xTMT6plex [N-Term; K18] 1.541 1.396 1.142 4.862445354 34.3 0 2446.326998 3 816.1137085 -0.174114793 -0.000141981 88.23202641VQEMNYIQK 4 972781703 2xTMT6plex [N-Term; K9] 1.318 1.136 4.324100018 47.97 0 1610.897634 2 805.9516602 -0.987447908 -0.000795339 49.22693011

KGYDAPLCNLLLFK 2 972781703 3xTMT6plex [N-Term; K1; K14]; 1xCarbamidomethyl [C8] 1.062 3.717260361 5.92 1 2339.376421 3 780.4625854 -1.375671018 -0.001072737 91.61283268
LILGNYK 6 972781703 2xTMT6plex [N-Term; K7] 1.101 1.373 1.463 2.785183907 30.23 0 1278.81858 2 639.9120483 -1.375902994 -0.000879765 58.7075379EAANAMK 4 972781703 2xTMT6plex [N-Term; K7] 1.78 1.191 2.905992746 31.08 0 1192.676014 2 596.8410645 -0.97443374 -0.000581092 22.05039868

AEWMIAAQTCFK 1 972781703 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 0.57 2.393334866 0 1914.001782 3 638.6721802 0.107203319 6.84E-05 74.93976763ALLGGNVR 6 972781703 1xTMT6plex [N-Term] 1.182 1.469 1.138 2.77034235 38.73 0 1028.641394 2 514.824585 0.484913282 0.000249401 34.90228758LFDHAVSK 6 972781703 2xTMT6plex [N-Term; K8] 1.284 1.259 1.293 2.737019777 11.08 0 1374.814557 3 458.942749 -0.627698974 -0.000287657 42.7096657LTLLAQQK 4 972781703 2xTMT6plex [N-Term; K8] 1.121 1.324 2.534920931 22.78 0 1372.892807 3 458.3021851 -0.586472749 -0.000268388 58.9717261
972781980 TRAPPC2L trafficking protein particle complex subunit 2-like protein isoform 1 51693 NP_001305453.1 15.06849315 1 2 2 12 146 16.665 6.77 1.15 1.16 0.95 1.09 Significant 0.00394 FVMVVDSSNTALR 4 972781980 1xTMT6plex [N-Term] 1.141 1.312 4.096415997 33.85 0 1667.898807 2 834.4521484 -1.071512847 -0.000893587 63.80970099STPTENELK 8 972781980 2xTMT6plex [N-Term; K9] 1.148 1.114 0.948 3.299648046 28.38 0 1476.830995 2 738.9204712 1.808732903 0.001335596 29.43642657
974005260 MRPL14 39S ribosomal protein L14, mitochondrial isoform c 64928 NP_001305699.1 16.66666667 1 3 3 12 198 22.13 9.61 1.2 1.16 1.06 1.14 Significant 0.00133 VVDNSALGNSPYHR 6 974005260 1xTMT6plex [N-Term] 1.198 1.141 0.967 5.708545685 51.91 0 1757.913212 3 586.6427612 0.29499261 0.000172857 40.28965635
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

IKTPIPTSLR 2 974005260 2xTMT6plex [N-Term; K2] 1.184 3.174253702 4.86 1 1584.024884 3 528.6793823 -0.814429973 -0.000430026 53.87473054VLAIAQNFV 4 974005260 1xTMT6plex [N-Term] 1.171 1.102 2.511891127 42.74 0 1203.729875 2 602.3673706 -2.002524912 -0.00120525 92.17270766974005362 OCRL inositol polyphosphate 5-phosphatase OCRL-1 isoform c 4952 NP_001305713.1 8.758314856 1 6 6 22 902 104.275 6.58 0.98 1.08 1.15 1.07 Significant 0.00212
DSVTILNSGEDKIEDILVLHLDR 6 974005362 2xTMT6plex [N-Term; K12] 0.84 1.268 1.381 7.060811043 38.33 1 3052.69305 4 763.927063 -2.171265426 -0.001657052 98.69359589MENDFLPSLELSR 4 974005362 1xTMT6plex [N-Term] 0.531 1.219 3.659590483 30.93 0 1779.914851 2 890.4624023 1.503845815 0.001338359 75.29000203EQEWSMAVER 4 974005362 1xTMT6plex [N-Term] 1.126 1.259 3.447822571 17.38 0 1493.725594 2 747.364502 -2.588751083 -0.001933442 43.52452166DIATETVGTGIMGK 2 974005362 2xTMT6plex [N-Term; K14] 1.042 2.97454977 6.19 0 1851.029771 3 617.6813965 -0.072590337 -4.48E-05 57.03909301FDQLNIQR 4 974005362 1xTMT6plex [N-Term] 1.005 0.779 2.905497789 18.95 0 1262.705451 2 631.8560791 -0.451108273 -0.000284808 46.03274505LFVPNTQSGQR 2 974005362 1xTMT6plex [N-Term] 0.907 2.564700365 8.28 0 1475.816792 2 738.4121704 0.184135534 0.000135875 42.0888748974005299 TLR2 toll-like receptor 2 precursor 7097 NP_001305718.1 19.77040816 1 12 12 55 784 89.78 6.61 0.47 0.44 0.48 0.46 Significant 0.000672 VLIDWPANYLCDSPSHVR 6 974005299 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.385 0.246 0.326 5.089708328 31.22 0 2371.206617 3 791.0721436 -1.998710658 -0.001579785 78.53817794TLGETSLFSHLTK 4 974005299 2xTMT6plex [N-Term; K13] 0.525 0.547 4.27851963 29.29 0 1892.089334 3 631.3685303 0.900174364 0.000567737 63.91491722DTDLDTFHFSELSTGETNSLIK 4 974005299 2xTMT6plex [N-Term; K22] 0.468 0.547 5.734809399 32.74 0 2928.487868 3 976.8336792 -0.472534771 -0.000461271 80.68412513GSSGSLNSIPSGLTEAVK 6 974005299 2xTMT6plex [N-Term; K18] 0.339 0.351 0.474 4.492920399 26.94 0 2162.206883 3 721.40625 -1.242411178 -0.00089545 63.24282385ITDESLFQVMK 4 974005299 2xTMT6plex [N-Term; K11] 0.404 0.41 4.142100811 34.51 0 1768.991929 2 884.9998779 0.311278625 0.000275325 80.29457835

IHSVTGCIPK 6 974005299 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.464 0.501 0.437 3.857249737 30.89 0 1569.918705 3 523.9784546 1.341476807 0.000702003 40.55334386
LMTLPDASLLPMLLVLK 9 974005299 2xTMT6plex [N-Term; K17] 0.57 0.333 0.53 3.953926086 16.08 0 2326.42579 3 776.1463623 -0.539968196 -0.000418732 113.412147VGNMDTFTK 4 974005299 2xTMT6plex [N-Term; K9] 0.46 0.327 3.131513596 28.45 0 1470.802671 2 735.9052734 0.40715523 0.000299423 47.56802039LSVSECHR 6 974005299 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.581 0.501 0.534 3.388800859 32.39 0 1216.630572 3 406.2145691 -1.165517818 -0.000472668 33.79330727GQQVQDVR 2 974005299 1xTMT6plex [N-Term] 0.922 2.267508507 35.12 0 1158.642851 2 579.8251953 0.227028545 0.000131523 18.10891146EGFWVNLR 2 974005299 1xTMT6plex [N-Term] 1.242 2.19268465 10.18 0 1249.689073 2 625.3465576 -2.588080263 -0.001617148 63.91141915VIDPGKVETLTIR 2 974005299 2xTMT6plex [N-Term; K6] 0.609 0.59 2.525742054 1 1899.167919 3 633.7272339 -0.405767092 -0.000256873 63.2191612

974005364 HEXA beta-hexosaminidase subunit alpha isoform 1 precursor 3073 NP_001305754.1 25.74074074 1 11 12 69 540 61.96 5.21 0.83 0.79 0.82 0.81 Significant 0.000218 LTSDLTFAYER 8 974005364 1xTMT6plex [N-Term] 0.844 1.121 0.743 4.787306309 51.71 0 1544.815789 2 772.9085693 -3.836889916 -0.002963644 61.02010613ALLSAPWYLNR 8 974005364 1xTMT6plex [N-Term] 0.742 0.51 0.864 3.807264328 41.72 0 1532.878664 2 766.9422607 -0.926097843 -0.000709798 75.90869355GSYNPVTHIYTAQDVK 6 974005364 2xTMT6plex [N-Term; K16] 0.821 0.822 0.873 5.73848772 40.37 0 2251.212303 3 751.074585 -1.377585394 -0.001033746 51.89742268SNPEIQDFMR 6 974005364 1xTMT6plex [N-Term] 0.631 0.882 0.938 4.004148006 35.5 0 1465.73068 2 733.368103 -1.194036078 -0.000875068 48.69458311GLETFSQLVWK 2 974005364 2xTMT6plex [N-Term; K11] 0.991 2.745890141 24.51 0 1766.025278 2 883.5153809 -1.015025817 -0.000896281 89.80195048IQPDTIIQVWR 4 974005364 1xTMT6plex [N-Term] 0.806 0.697 3.513921261 35.38 0 1597.926343 2 799.4661255 -0.856430863 -0.000684257 78.12949883GILIDTSR 24 974005364 1xTMT6plex [N-Term] 0.796 0.836 0.852 3.028654099 37.03 0 1103.662189 2 552.3348389 0.191783661 0.000105832 44.27509728TEIEDFPR 8 974005364 1xTMT6plex [N-Term] 0.83 0.887 0.659 3.194801569 25.53 0 1235.646933 2 618.3272095 0.169203117 0.000104538 39.73611234EVIEYAR 6 974005364 1xTMT6plex [N-Term] 0.909 0.91 0.905 2.724370241 29.98 0 1108.61999 2 554.8127441 -1.604371891 -0.000889319 32.1470469ISYGPDWK 6 974005364 2xTMT6plex [N-Term; K8] 0.86 0.761 0.893 3.019852161 23.83 0 1423.798572 2 712.4030151 0.127330818 9.06E-05 53.47066176AGAVAER 2 974005364 1xTMT6plex [N-Term] 0.972 2.301706314 22.43 0 902.5256961 2 451.7663879 -0.218078105 -9.84E-05 20.13527133YVLYPNNFQFQYDVSSAAQPGCSVLDEAFQR 1 974005364 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 1.92932117 0 3842.83219 3 1281.614502 -0.842511581 -0.00107921 95.85326887974005396 CNPY3 protein canopy homolog 3 isoform 3 precursor 10695 NP_001305771.1 23.1511254 1 6 6 39 311 34.107 5.25 0.89 0.97 0.89 0.92 Significant 0.000845
NHQEEDLTEFLCANHVLK 2 974005396 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C12] 0.745 5.669542313 34.61 0 2655.360106 4 664.5948486 -0.957139013 -0.000635387 70.55837643
ELGGLEGDPSPEEDEGIQK 8 974005396 2xTMT6plex [N-Term; K19] 0.942 1.101 1.084 4.850800037 44.31 0 2457.239699 3 819.7506714 -0.910883804 -0.000746087 52.44920753LLDYSLHK 6 974005396 2xTMT6plex [N-Term; K8] 0.883 0.759 0.859 3.716189861 31.17 0 1446.872072 3 482.961792 -0.863174749 -0.000416301 51.61133281SAFEETGK 6 974005396 2xTMT6plex [N-Term; K8] 1.009 0.944 0.936 3.718492746 36.52 0 1326.730552 2 663.8683472 -0.855210623 -0.000567317 29.84102868YVAVELK 6 974005396 2xTMT6plex [N-Term; K7] 0.878 0.926 0.823 2.847798109 29.04 0 1279.802595 2 640.4035034 -2.238582789 -0.001432472 55.41631452ASPLTHSPPDEL 11 974005396 1xTMT6plex [N-Term] 0.786 0.943 0.928 2.631184816 22.42 0 1492.784489 2 746.8961792 0.396948415 0.000296279 43.14512799974141098 FARS2 phenylalanine--tRNA ligase, mitochondrial 10667 NP_001305801.1 18.84700665 1 8 8 39 451 52.324 7.46 1.05 0.91 0.97 0.97 Significant 0.00172 APGSVVELLGK 6 974141098 2xTMT6plex [N-Term; K11] 1.109 1.154 3.459845543 42.65 0 1527.95105 2 764.4787598 -0.528321081 -0.000403624 74.45698477LAMILYDIPDIR 10 974141098 1xTMT6plex [N-Term] 0.826 1.275 1.156 4.792294979 57.4 0 1661.94978 2 831.4786377 0.131388221 0.00010918 106.5995955DGESLQLFEQSSR 2 974141098 1xTMT6plex [N-Term] 0.555 3.558207035 55.59 0 1724.865259 2 862.9321899 -4.728089424 -0.004077659 51.17934881LMAHLFGDELEIR 3 974141098 1xTMT6plex [N-Term] 0.995 0.151 3.534459114 20.92 0 1772.956657 3 591.6575928 0.884641092 0.00052281 79.05491371SYPQDDHSNLTR 6 974141098 1xTMT6plex [N-Term] 0.773 1.022 0.929 4.810167789 42.5 0 1661.808078 3 554.6071777 -0.660820518 -0.000366052 18.82775257TIGGDLVEK 6 974141098 2xTMT6plex [N-Term; K9] 1.142 0.948 0.857 3.429196835 39.12 0 1389.835352 2 695.4208374 -0.686092285 -0.000476778 48.46043686HELFAGIK 2 974141098 2xTMT6plex [N-Term; K8] 1.011 2.913080931 16.33 0 1372.835292 3 458.2827454 -1.172330013 -0.000536472 47.5011084LVEFDLK 4 974141098 2xTMT6plex [N-Term; K7] 1.262 0.924 2.92432642 17.27 0 1321.81316 2 661.4101563 -0.093765143 -6.20E-05 71.08282113

974141128 HMGN3 high mobility group nucleosome-binding domain-containing protein 3 isoform g 9324 NP_001305815.1 20.3125 1 4 4 22 128 13.693 9.82 1.59 1.03 1.21 1.28 Significant 0.0163
KSPENTEGK 6 974141128 3xTMT6plex [N-Term; K1; K9] 1.828 1.283 1.74 2.980007172 20.43 1 1676.978611 3 559.6641846 -0.363999313 -0.000203473 21.34559685TESVDNEGE 6 974141128 1xTMT6plex [N-Term] 1.213 0.99 1.124 3.494355202 77.38 0 1208.548007 2 604.7770386 -0.99826532 -0.000603226 16.51403581SPENTEGK 6 974141128 2xTMT6plex [N-Term; K8] 1.532 1.644 1.159 2.247691393 23.34 0 1319.720716 2 660.3643799 0.581354536 0.000383613 100.3497616GQIETAQK 4 974141128 2xTMT6plex [N-Term; K8] 0.89 1.133 2.368913174 22.27 0 1332.788736 2 666.8980713 0.097560942 6.50E-05 33.13704302974576755 RPE ribulose-phosphate 3-epimerase isoform 6 6120 NP_001305855.1 12.19512195 1 2 2 19 246 26.877 5.57 1.06 0.87 0.95 0.96 Significant 0.00328 TQFPSLDIEVDGGVGPDTVHK 13 974576755 2xTMT6plex [N-Term; K21] 1.125 0.865 0.952 5.682377338 40 0 2669.418667 3 890.4702759 -8.38841189 -0.007464061 71.30591981
NVCSEAAQK 6 974576755 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.925 0.905 0.948 4.213200092 45.9 0 1464.788084 2 732.897522 -0.216368969 -0.000158467 31.17801241

981220813 DNPEP aspartyl aminopeptidase isoform a 23549 NP_001306045.1 38.53955375 1 13 13 74 493 54.468 7.74 0.93 0.96 0.93 0.94 Significant 0.000113 VLDLGSPQLAMHSIR 4 981220813 1xTMT6plex [N-Term] 1.16 1.052 5.556955338 45.8 0 1866.046869 3 622.6875 0.577788274 0.000359393 65.41346653MVTLYDNEEVGSESAQGAQSLLTELVLR 3 981220813 1xTMT6plex [N-Term] 0.617 5.981592178 90.93 0 3281.677253 3 1094.561523 -2.20481691 -0.002411832 107.5381805YASNAVSEALIR 6 981220813 1xTMT6plex [N-Term] 1.138 0.952 0.837 4.733920097 73.16 0 1522.842673 2 761.9244385 -0.704253232 -0.000536233 51.4427354LDNLHSCFCALQALIDSCAGPGSLATEPHVR 4 981220813 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C7; C9; C18] 7.540590763 40.76 0 3638.771522 4 910.4464111 -2.118046902 -0.001926772 99.14934405
EMACTTGVLQTLTLFK 14 981220813 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C4] 1.176 1.283 1.245 4.870400906 47.78 0 2271.249282 3 757.7526855 -2.544392383 -0.001926316 103.4612371

NINENFGPNTEMHLVPILATAIQEELEK 6 981220813 2xTMT6plex [N-Term; K28]; 1xOxidation [M12] 0.815 5.575907707 41.44 0 3638.914019 3 1213.644165 1.078142316 0.001307756 109.8835817GTPEPGPLNAVDER 6 981220813 1xTMT6plex [N-Term] 0.986 0.97 0.914 4.520229816 41.14 0 1680.875429 2 840.9413452 -0.009263216 -7.79E-06 39.58696549IPHLAIHLQR 2 981220813 1xTMT6plex [N-Term] 1.094 4.401284218 52.87 0 1426.884419 3 476.2991028 -1.165827007 -0.0005545 52.60422478LLQAGFSELK 12 981220813 2xTMT6plex [N-Term; K10] 0.827 0.835 0.633 4.466322422 50.89 0 1563.95105 3 521.9887695 0.450898863 0.000235061 72.98306935VLDLGSPQLAMHSIR 2 981220813 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.873 2.962300777 22.4 0 1882.041784 3 622.6875 0.577788274 0.000359393 65.41346653VKVPLQDLMVR 4 981220813 2xTMT6plex [N-Term; K2] 0.948 0.848 4.006923199 6.89 1 1756.091917 3 586.0333252 -3.698624199 -0.002165041 71.42417937VPLQDLMVR 3 981220813 1xTMT6plex [N-Term] 0.741 2.817884684 12.33 0 1299.765609 2 650.3873291 1.364056037 0.000886477 69.20846973DLTLAGR 6 981220813 1xTMT6plex [N-Term] 0.92 0.798 0.883 2.921383619 28.68 0 974.5832109 2 487.7944641 -1.599983794 -0.000779659 32.32416074EAVQTAAK 2 981220813 2xTMT6plex [N-Term; K8] 0.536 1.348609447 9.99 0 1275.767272 2 638.3866577 -0.966814512 -0.000616715 34.26262401
983173860 DYNLRB1 dynein light chain roadblock-type 1 isoform d 83658 NP_001306086.1 40.49586777 1 3 3 18 121 13.354 10.08 1.09 0.88 1.27 1.08 Significant 0.0107

GVQGIIVVNTEGIPIK 6 983173860 2xTMT6plex [N-Term; K16] 1.214 0.775 1.063 4.140722752 70.5 0 2095.289097 2 1048.149658 1.404615838 0.001471538 81.52455397DIDPQNDLTFLR 6 983173860 1xTMT6plex [N-Term] 0.876 0.84 1.31 4.150214672 37.3 0 1675.885266 2 838.4440918 -2.600915671 -0.002179418 65.87615831STMDNPTTTQYASLMHSFILK 6 983173860 2xTMT6plex [N-Term; K21]; 1xOxidation [M3] 1.291 1.148 1.354 6.377570629 56.27 0 2860.462522 3 954.1583862 -0.67014288 -0.000638973 82.64510858984880777 RPL34 60S ribosomal protein L34 6164 NP_001306161.1 41.88034188 1 6 6 121 117 13.284 11.47 1.04 1.04 1.03 1.04 Significant 0.0000103 LSYNTASNK 30 984880777 2xTMT6plex [N-Term; K9] 0.948 0.969 1.036 4.311328411 56.63 0 1455.820764 2 728.4140625 0.0577681 4.21E-05 33.33519593
AYGGSMCAK 18 984880777 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.085 1.137 1.059 3.980269194 54.65 0 1402.722313 2 701.8641968 -0.852660075 -0.000598023 28.50738071

AFLIEEQK 19 984880777 2xTMT6plex [N-Term; K8] 1.054 1.038 1.104 3.938784122 45.19 0 1435.856087 2 718.4310303 -0.907662778 -0.000651637 54.64593398
SACGVCPGR 6 984880777 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 1.174 1.125 0.873 3.438025951 26.27 0 1192.576428 2 596.7924805 1.05317988 0.000627999 17.57371142

IVYLYTK 18 984880777 2xTMT6plex [N-Term; K7] 1.048 1.067 1.011 3.008688211 30.34 0 1357.849545 2 679.4282837 -0.187485564 -0.000127289 66.30284711AQAQSQK 14 984880777 2xTMT6plex [N-Term; K7] 1.15 1.059 0.977 3.492171049 32.59 0 1218.720656 2 609.8634033 -0.924255586 -0.000563205 16.17827604
AYGGSMCAK 16 984880777 2xTMT6plex [N-Term; K9]; 1xOxidation [M6]; 1xCarbamidomethyl [C7] 1.039 1.054 0.993 2.320429087 32.85 0 1418.717228 2 701.8641968 -0.852660075 -0.000598023 28.50738071

984880681 ZC3H11A zinc finger CCCH domain-containing protein 11A 9877 NP_001306168.1 26.04938272 1 17 17 83 810 89.076 8.37 1.21 1.32 1.39 1.3 Significant 0.0016
VEVETSGIGDSLLNVK 4 984880681 2xTMT6plex [N-Term; K16] 1.155 1.155 4.961091518 35.44 0 2118.20582 3 706.7388306 -1.832707069 -0.001294017 75.10266298EASGETTGVDITK 9 984880681 2xTMT6plex [N-Term; K13] 0.954 1.663 1.752 4.751155376 68.97 0 1765.95838 2 883.4816895 -1.289641804 -0.001138727 36.95970976

GDVASCNTQVAEKPVLTAVPGITR 2 984880681 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 0.866 5.173644543 32.86 0 2941.618112 3 981.2012329 -9.847008834 -0.00965538 61.55038013
VQQSSESSTSSPSQHEATPGAR 4 984880681 1xTMT6plex [N-Term] 100 100 7.707190514 77.06 0 2487.190902 3 829.7338257 -1.599619561 -0.001326186 16.47846495ASQLSVQQNK 4 984880681 2xTMT6plex [N-Term; K10] 1.354 1.56 3.757768631 21.79 0 1560.910976 2 780.9586792 -0.573018946 -0.000447216 29.50441678SVTVPEAENPR 6 984880681 1xTMT6plex [N-Term] 1.772 1.501 3.403 4.348929882 38.64 0 1427.769174 2 714.3880005 -0.314598078 -0.000224587 30.59556897AAVAVVPLVSEDK 6 984880681 2xTMT6plex [N-Term; K13] 1.308 1.407 4.185058594 50.55 0 1756.062057 2 878.531189 -3.960982065 -0.003477865 68.11590309TVLPTVPESPEEEVK 8 984880681 2xTMT6plex [N-Term; K15] 1.847 1.459 2.252 4.369415283 33.8 0 2112.184022 2 1056.595459 -0.180425212 -0.000190546 60.30483627LSVQSNPSPQLR 6 984880681 1xTMT6plex [N-Term] 1.221 2.38 1.382 4.30217886 37.68 0 1554.880121 2 777.9439697 0.348524055 0.000270957 38.80756015TLEEILLER 6 984880681 1xTMT6plex [N-Term] 0.829 1.195 0.811 3.039501667 21.12 0 1344.793597 2 672.8994751 -1.430587334 -0.000961922 72.81829367GQSEEPAGK 6 984880681 2xTMT6plex [N-Term; K9] 0.805 1.277 0.968 2.901742935 30.24 0 1360.747265 2 680.8768311 -0.646351198 -0.00043976 19.20353067YVDGLFLPPSK 2 984880681 2xTMT6plex [N-Term; K11] 1.246 3.040644407 32.25 0 1693.992915 2 847.498291 -2.130781491 -0.001804764 74.98100002TFSEVLAEK 2 984880681 2xTMT6plex [N-Term; K9] 0.805 3.760416031 26.17 0 1481.861566 2 741.4342041 -0.2934666 -0.000217438 60.01492772SMQEVHIK 6 984880681 2xTMT6plex [N-Term; K8] 1.245 1.399 1.431 2.878748655 23.84 0 1429.823741 3 477.2798767 0.934126994 0.000445212 36.02982929VGEIHVK 4 984880681 2xTMT6plex [N-Term; K7] 1.244 2.799898386 15.47 0 1239.782528 3 413.9323425 -0.043638387 -1.80E-05 35.61862124NLQEGNEVDSQSSIR 2 984880681 1xTMT6plex [N-Term] 0.96 2.188878775 19.41 0 1904.951113 2 952.9782104 -1.033654643 -0.000984531 27.51064287TVTLSTK 6 984880681 2xTMT6plex [N-Term; K7] 1.229 1.501 1.458 2.773469448 23.9 0 1207.76621 2 604.3872681 0.869268244 0.000524936 36.90974212

985801665 EDEM3 ER degradation-enhancing alpha-mannosidase-like protein 3 isoform 1 precursor 80267 NP_001306889.1 4.324894515 1 3 3 16 948 106.297 4.98 1.15 1.38 1.24 1.25 Significant 0.00282
ATGDPYYLEVGK 6 985801665 2xTMT6plex [N-Term; K12] 1.278 1.454 1.323 3.903734684 54.35 0 1770.967822 2 885.9859009 -1.861791132 -0.001648586 54.76224786VQLVQHAIQAASSIDAEDGLR 4 985801665 1xTMT6plex [N-Term] 1.059 1.479 4.743779659 35.03 0 2450.320066 3 817.4447021 -0.209341912 -0.000170985 83.2613871ALDFLWEK 6 985801665 2xTMT6plex [N-Term; K8] 1.046 1.49 1.201 3.142802715 36.57 0 1479.861173 2 740.4337158 -0.687618132 -0.00050879 87.46027462987437933 RACGAP1 rac GTPase-activating protein 1 isoform c 29127 NP_001306935.1 19.8757764 1 10 10 48 644 72.289 8.81 1.14 1.21 1.07 1.14 Significant 0.00125 TTVTVPNDGGPIEAVSTIETVPYWTR 6 987437933 1xTMT6plex [N-Term] 1.158 1.558 0.949 5.354494572 40.52 0 3032.577797 3 1011.530945 0.159775837 0.000161511 88.42774251SIGSAVDQGNESIVAK 6 987437933 2xTMT6plex [N-Term; K16] 1.191 0.895 0.972 4.195064545 84.95 0 2033.127905 2 1017.064575 -2.966266589 -0.0030154 48.78535831VFGPTIVAHAVPNPDPVTMLQDIK 2 987437933 2xTMT6plex [N-Term; K24] 5.247760773 33.66 0 3017.68982 4 755.1790161 1.462981085 0.001103706 100.0289793QFVDGPPGPVK 4 987437933 2xTMT6plex [N-Term; K11] 1.296 1.018 3.616404295 45.49 0 1598.930649 2 799.9676514 -1.640443647 -0.001311478 48.00660798GLTETGLYR 6 987437933 1xTMT6plex [N-Term] 1.045 1.014 1.221 3.001224279 37.59 0 1238.694218 2 619.850647 -0.161843564 -0.000100237 37.69430555VDDIHAICSLLK 6 987437933 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.146 1.318 1.064 2.98680234 12.96 0 1842.055926 3 614.6895142 -1.05147705 -0.000645627 74.50553691

MDVANLAK 6 987437933 2xTMT6plex [N-Term; K8] 1.106 1.055 1.09 3.188817739 27.55 0 1319.775728 2 660.3916626 0.242552811 0.000160058 52.30643783
AEADCEK 4 987437933 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.269 1.347 3.271149397 30.54 0 1280.655673 2 640.8305664 -1.418794714 -0.000908494 18.18759306SALAFLNR 2 987437933 1xTMT6plex [N-Term] 0.966 2.074161768 19.23 0 1120.667609 2 560.8366089 -1.488457906 -0.000834033 54.70393288LHDFVSK 6 987437933 2xTMT6plex [N-Term; K7] 1.14 1.187 1.095 2.953365088 28.99 0 1303.777443 3 435.2637329 -0.611729813 -0.000265853 41.93812229029559 CSE1L exportin-2 isoform 1 1434 NP_001307.2 51.49330587 1 42 42 441 971 110.346 5.77 1.38 1.33 1.26 1.32 Significant 0.000691 SQICDNAALYAQK 12 29029559 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.975 2.221 1.916 5.132106781 73.91 0 1940.031168 2 970.5194702 0.255645216 0.00024798 45.51733901

SANVNEFPVLK 12 29029559 2xTMT6plex [N-Term; K11] 1.194 1.636 1.448 4.0750947 50.19 0 1675.978327 2 838.4916382 -1.38888002 -0.001163866 61.53631642EHLLVSIPLLINHLQAESIVVHTYAAHALER 12 29029559 1xTMT6plex [N-Term] 1.422 1.237 1.482 5.329780579 26.17 0 3716.084915 6 620.1880493 1.883175061 0.00116634 111.6609805ANDHQGFYLLNSIIEHMPPESVDQYR 6 29029559 1xTMT6plex [N-Term]; 1xOxidation [M17] 1.657 1.4 1.349 5.220723152 28.77 0 3318.605091 4 830.4058838 -1.020276187 -0.000846473 76.75306946FLESVEGNQNYPLLLLTLLEK 4 29029559 2xTMT6plex [N-Term; K21] 1.411 1.4 5.821816444 43.86 0 2891.653417 3 964.5552368 -0.781653419 -0.000753424 113.1437108SFSLLQEAIIPYIPTLITQLTQK 6 29029559 2xTMT6plex [N-Term; K23] 1.294 1.344 100 5.347257137 54.1 0 3075.810981 3 1025.941406 -0.427584793 -0.00043839 113.3821773LVLDAFALPLTNLFK 8 29029559 2xTMT6plex [N-Term; K15] 1.189 1.471 1.262 3.845921516 43.08 0 2133.30877 3 711.774292 -0.209460273 -0.000148948 113.1707157LLQTDDEEEAGLLELLK 18 29029559 2xTMT6plex [N-Term; K17] 1.763 1.556 1.542 5.510121822 55.26 0 2387.332143 3 796.4480591 -1.055183676 -0.000839691 111.8692411HKDAAIYLVTSLASK 8 29029559 3xTMT6plex [N-Term; K2; K15] 1.92 2.031 5.131800652 27.88 1 2304.389428 3 768.8014526 0.163249385 0.000125397 74.57463727ATIELCSTHANDASALR 8 29029559 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.461 1.061 1.519 5.384219646 50.27 0 2059.043968 3 687.0186768 -1.209855934 -0.000830382 41.34194596ALTLPGSSENEYIMK 24 29029559 2xTMT6plex [N-Term; K15] 1.522 1.441 1.471 5.417829037 66.73 0 2111.145863 3 704.3873291 0.744242601 0.000523735 74.60502333GSNTIASAAADK 10 29029559 2xTMT6plex [N-Term; K12] 0.545 0.604 0.492 5.018113136 76.23 0 1563.874256 2 782.4396362 -1.445435305 -0.00113024 46.14694348GSNTIASAAADKIPGLLGVFQK 3 29029559 3xTMT6plex [N-Term; K12; K22] 0.933 1.002 3.385413408 7.79 1 2845.675439 3 949.2285767 -1.497960545 -0.001420903 100.2092881
NLFEDQNTLTSICEK 6 29029559 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 1.617 1.44 4.701451302 34.61 0 2270.173869 2 1135.589478 -0.96479477 -0.001095126 66.12134353QLSDAISIIGR 4 29029559 1xTMT6plex [N-Term] 1.041 1.095 4.506640434 49.12 0 1401.826295 2 701.4161987 -0.837242865 -0.000586835 64.89317663YGALALQEIFDGIQPK 14 29029559 2xTMT6plex [N-Term; K16] 1.947 1.997 2.698 4.265223026 39.63 0 2221.263276 3 741.0935669 1.292770481 0.000957195 105.5203806AADEEAFEDNSEEYIR 22 29029559 1xTMT6plex [N-Term] 1.462 1.486 1.294 5.243611813 68.42 0 2116.950838 2 1058.978882 -0.165997301 -0.000175704 47.76763682EDFPQKWPDLLTEMVNR 12 29029559 2xTMT6plex [N-Term; K6] 1.847 2.216 1.793 4.723955631 18.44 1 2576.358315 3 859.4528198 -5.592714825 -0.004802946 94.52804975DAAIYLVTSLASK 22 29029559 2xTMT6plex [N-Term; K13] 1.214 1.264 1.368 4.489337444 64.89 0 1810.072622 2 905.5380859 -2.058726791 -0.001863222 94.84089474EHDPVGQMVNNPK 4 29029559 2xTMT6plex [N-Term; K13] 1.603 1.568 4.516438961 22.7 0 1923.015852 3 647.0078125 -0.97090745 -0.000627533 22.90443258EHDPVGQMVNNPK 9 29029559 2xTMT6plex [N-Term; K13]; 1xOxidation [M8] 1.356 1.372 1.33 4.651245117 35.42 0 1939.010767 3 647.0078125 -0.97090745 -0.000627533 22.90443258IPGLLGVFQK 12 29029559 2xTMT6plex [N-Term; K10] 0.49 0.522 0.534 3.33728385 37.96 0 1529.981956 2 765.4962769 2.170398758 0.001660335 94.53788932

LLTECPPMMDTEYTK 6 29029559 2xTMT6plex [N-Term; K15]; 1xOxidation [M]; 1xCarbamidomethyl [C5] 1.902 1.718 3.341212749 26.68 0 2303.137349 3 773.7163696 0.988144038 0.000763879 50.32768759
LLTECPPMMDTEYTK 6 29029559 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 1.494 1.464 3.061 4.091308117 19.6 0 2287.142434 3 773.7163696 0.988144038 0.000763879 50.32768759
LLTECPPMMDTEYTK 14 29029559 2xTMT6plex [N-Term; K15]; 2xOxidation [M8; M9]; 1xCarbamidomethyl [C5] 1.936 1.569 1.486 3.647193193 40.72 0 2319.132264 3 773.7163696 0.988144038 0.000763879 50.32768759

WPDLLTEMVNR 20 29029559 1xTMT6plex [N-Term] 0.787 0.815 0.76 3.780523539 31.71 0 1602.851129 2 801.9285889 -0.766075902 -0.000613953 90.77418503DLEGSDIDTR 20 29029559 1xTMT6plex [N-Term] 1.627 1.473 1.501 3.738368988 57.28 0 1349.674604 2 675.3375244 -5.062125236 -0.003416111 106.0058437IHLAQSLHK 6 29029559 2xTMT6plex [N-Term; K9] 1.36 1.107 1.271 5.364086628 31.17 0 1504.936403 3 502.3170471 0.122860622 6.16E-05 49.6037692VPSMVSTSLNAEALQYLQGYLQAASVTLL 2 29029559 1xTMT6plex [N-Term] 1.033 4.70283699 17.8 0 3296.764945 3 1099.588257 -4.467462022 -0.004909391 113.2944587SNELWTEIK 8 29029559 2xTMT6plex [N-Term; K9] 1.15 1.163 1.119 3.682037592 48.15 0 1577.893929 2 789.4505005 -0.129808116 -0.000102412 60.92537942TGNIPALVR 6 29029559 1xTMT6plex [N-Term] 1.168 1.072 0.997 3.450052738 36.22 0 1169.720373 2 585.3629761 -1.45120287 -0.000848751 43.84722818IVEDEPNKICEADR 6 29029559 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C10] 1.987 1.945 2.04 4.067932606 15.69 1 2146.121439 3 716.0449219 -0.571680138 -0.000408965 39.41426774
ICAVGITK 10 29029559 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.539 1.373 1.249 3.673654556 38.56 0 1319.812114 2 660.4094849 -0.319123785 -0.000210592 50.5209696
VCASVTFK 4 29029559 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.732 3.537962437 40.96 0 1369.791379 2 685.3984375 -1.299796471 -0.000890225 47.83224387LLQAFLER 12 29029559 1xTMT6plex [N-Term] 1.234 1.09 1.158 3.27523613 38.82 0 1218.740774 2 609.8692627 -7.815730447 -0.004762675 81.43367383IIIPEIQK 20 29029559 2xTMT6plex [N-Term; K8] 1.284 1.492 1.599 3.093615055 37.14 0 1411.928858 2 706.4682007 0.188753977 0.000133254 78.86871114IVEDEPNK 4 29029559 2xTMT6plex [N-Term; K8] 0.962 1.401 3.01889205 24.69 0 1401.798966 2 701.4025269 -0.848287872 -0.000594565 32.69617055TAHSLFK 6 29029559 2xTMT6plex [N-Term; K7] 1.241 1.367 1.199 2.981244564 20.26 0 1261.766878 3 421.2600098 -1.111404293 -0.000467444 33.49647007VIVPNMEFR 6 29029559 1xTMT6plex [N-Term] 1.339 1.383 1.338 3.511608124 31.99 0 1333.749959 2 667.3775635 -1.580683742 -0.001054118 62.70022953NPSVNWK 6 29029559 2xTMT6plex [N-Term; K7] 1.59 1.467 1.346 2.919157505 32.82 0 1302.757042 2 651.8815918 -0.871210988 -0.000567488 39.36643908VSGNVEK 5 29029559 2xTMT6plex [N-Term; K7] 1.147 1.565 1.278 2.217735767 16.81 0 1190.714508 2 595.8598633 -1.72878342 -0.001029244 112.2335233LSTACPGR 10 29029559 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.341 1.186 1.375 2.926875114 21.54 0 1090.587645 2 545.7973022 -0.29046525 -0.000158389 21.67471396YDEEFQR 6 29029559 1xTMT6plex [N-Term] 1.7 1.778 1.911 3.060439825 29.1 0 1215.584333 2 608.2956543 -0.247647359 -0.000150518 23.61034439SQDNVIK 12 29029559 2xTMT6plex [N-Term; K7] 1.612 1.639 1.747 3.037022591 22.68 0 1261.751622 2 631.3783569 -1.731666339 -0.001092466 25.99782577AACDLVR 10 29029559 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.341 1.564 1.44 2.407638073 19.88 0 1033.566181 2 517.2867432 0.027814498 1.44E-05 23.20308496992319630 RPL6 60S ribosomal protein L6 isoform 1 6128 NP_001307066.1 53.47222222 1 20 20 290 288 32.708 10.58 0.98 1 1.01 1 Significant 0.0000783 HQEGEIFDTEK 25 992319630 2xTMT6plex [N-Term; K11] 0.856 0.879 0.91 4.292678833 60.1 0 1790.932499 2 895.9700928 0.228672424 0.000204768 34.96681501VLATVTKPVGGDK 20 992319630 3xTMT6plex [N-Term; K7; K13] 0.695 0.652 0.602 4.738963127 36.55 0 1972.240973 2 986.6240845 -0.041143394 -4.06E-05 53.3587021QLASGLLLVTGPLVLNR 30 992319630 1xTMT6plex [N-Term] 0.876 0.858 0.926 7.466742516 73.76 0 1993.237112 3 665.0838013 -0.131214397 -8.72E-05 103.0214543ASITPGTILIILTGR 19 992319630 1xTMT6plex [N-Term] 1.331 1.384 1.305 5.880286217 63.98 0 1755.094136 3 585.7020874 -1.383061409 -0.000809134 112.6317635ASITPGTILIILTGRHR 2 992319630 1xTMT6plex [N-Term] 0.29 5.664926052 29.68 1 2048.254159 4 512.8192749 0.542217561 0.00027765 97.70811131HQEGEIFDTEKEK 9 992319630 3xTMT6plex [N-Term; K11; K13] 1.421 1.231 1.639 4.413986206 21.95 1 2277.232987 4 570.0634155 -0.507251841 -0.000288783 33.47793862AIPQLQGYLR 18 992319630 1xTMT6plex [N-Term] 0.893 1.021 0.981 3.344835997 34.76 0 1387.825901 2 694.4155884 -1.441472008 -0.001000256 63.10376287YYPTEDVPR 20 992319630 1xTMT6plex [N-Term] 1.094 0.948 1.032 3.308652401 46.68 0 1368.699697 2 684.852356 -1.652492466 -0.001130883 34.94142211AVDSQILPK 32 992319630 2xTMT6plex [N-Term; K9] 1.012 1.015 1.087 3.243944883 44.56 0 1428.882636 2 714.9453735 0.583785044 0.00041708 47.45609653HLTDAYFK 12 992319630 2xTMT6plex [N-Term; K8] 0.939 1.032 1.028 4.018258095 29.93 0 1452.825121 3 484.9465027 -0.114702972 -5.55E-05 44.58340227EKYEITEQR 28 992319630 2xTMT6plex [N-Term; K2] 0.994 1.071 1.047 3.954012632 24.07 1 1653.921206 2 827.4645386 0.359163686 0.000297014 26.81570011HQEGEIFDTEKEKYEITEQR 2 992319630 3xTMT6plex [N-Term; K11; K13] 1.28 3.227 5.357457638 2 3196.672933 5 640.1400146 -0.614969956 -0.000393172 49.49764306KLLSHGK 4 992319630 3xTMT6plex [N-Term; K1; K7] 1.577 1.263 3.552134752 14.74 1 1469.977095 3 490.6638489 -0.069082124 -3.38E-05 29.32212608KPFSQHVR 2 992319630 2xTMT6plex [N-Term; K1] 0.954 2.766466856 6.83 0 1456.878888 3 486.2984314 1.27160155 0.000617523 24.73481225FVIATSTK 10 992319630 2xTMT6plex [N-Term; K8] 1.12 1.105 1.135 2.656743288 38.61 0 1324.824059 2 662.9154053 -0.396221009 -0.000262462 53.12948413YEITEQR 12 992319630 1xTMT6plex [N-Term] 0.879 0.807 0.365 2.894901276 27.24 0 1167.620719 2 584.3153687 2.348497799 0.001371077 26.08428174IDISNVK 18 992319630 2xTMT6plex [N-Term; K7] 1.08 1.095 1.092 3.241301537 32.37 0 1246.777109 2 623.8930054 1.303723157 0.000812726 48.94293952VEKPDTK 16 992319630 3xTMT6plex [N-Term; K3; K7] 1.245 1.054 0.929 2.784925699 17.93 0 1503.934955 2 752.4714355 0.425020875 0.000319602 27.44019588
GKPHCSR 2 992319630 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C5] 1.34 2.09972477 4.15 0 1299.735595 3 433.9164124 -0.701311448 -0.00030384 14.49467608
KVDAGGK 9 992319630 3xTMT6plex [N-Term; K1; K7] 0.755 1.242 1.123 2.885396957 8.51 1 1361.871961 3 454.6288757 0.082810476 3.76E-05 24.10000622

998613712 RNF167 E3 ubiquitin-protein ligase RNF167 isoform a precursor 26001 NP_001307288.1 6.571428571 1 1 1 6 350 38.274 5.63 2.36 2 1.19 1.85 Significant 0.0332
GPGDEDQEEETQGQEEGDEGEPR 6 998613712 1xTMT6plex [N-Term] 2.358 2.002 1.185 4.89508152 62.7 0 2746.139714 3 916.0510864 -0.367047114 -0.000335988 18.141400211002341757 ADD3 gamma-adducin isoform a 120 NP_001307520.1 7.932011331 1 4 4 12 706 79.105 6.32 0.98 0.95 1.04 0.99 Significant 0.000713 IEDPNQFVPLNTNPNEVLEK 2 1002341757 2xTMT6plex [N-Term; K20] 0.919 5.022535801 41.17 0 2768.48708 3 923.5004272 -0.127127817 -0.000117317 78.97608919VNIIGEVVDQGSTNLK 6 1002341757 2xTMT6plex [N-Term; K16] 1.009 1.007 1.036 4.311515808 46.84 0 2144.232704 3 715.4155273 -0.314881285 -0.00022506 80.54201624WLNSPNTYMK 2 1002341757 2xTMT6plex [N-Term; K10] 0.881 3.522219419 28.98 0 1711.924183 2 856.4646606 -1.2493491 -0.001069395 61.40051621INENDPEYIR 2 1002341757 1xTMT6plex [N-Term] 0.848 3.679172516 23.66 0 1491.764088 2 746.3851318 -0.738104727 -0.000550539 34.029373171002095800 DDX5 probable ATP-dependent RNA helicase DDX5 isoform b 1655 NP_001307526.1 58.14332248 1 26 35 436 614 69.044 8.85 1.47 1.49 1.47 1.48 Significant 0.0000204

GHNCPKPVLNFYEANFPANVMDVIAR 8 1002095800 2xTMT6plex [N-Term; K6]; 1xCarbamidomethyl [C4] 3.76 1.151 2.379 6.536515236 43.35 0 3431.775692 4 858.6984863 -1.042069127 -0.000894037 95.97032088
ELAQQVQQVAAEYCR 4 1002095800 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.45 1.096 4.829417229 23.85 0 2022.02759 3 674.6815796 1.28368156 0.000865213 65.75027352TGTAYTFFTPNNIK 4 1002095800 2xTMT6plex [N-Term; K14] 1.387 2.079 3.370259762 50.4 0 2033.110798 2 1017.059387 0.344174092 0.000349872 67.85912437QNFTEPTAIQAQGWPVALSGLDMVGVAQTGSGK 22 1002095800 2xTMT6plex [N-Term; K33] 1.711 1.5 1.586 7.337678909 69.28 0 3816.999479 4 955.0032959 -2.128736536 -0.002031347 101.039411QTLMWSATWPK 14 1002095800 2xTMT6plex [N-Term; K11] 1.624 1.475 1.423 4.057516575 57.99 0 1806.997683 2 904.0006104 -2.068982662 -0.001869323 74.95913881APILIATDVASR 18 1002095800 1xTMT6plex [N-Term] 1.445 1.489 1.498 4.285868645 57.24 0 1455.873245 2 728.43927 -1.360881481 -0.000990635 62.7675806MLDMGFEPQIR 32 1002095800 1xTMT6plex [N-Term] 1.285 1.295 1.252 4.310919762 38.95 0 1565.801736 2 783.4041748 -0.4234512 -0.00033152 69.84879376FVINYDYPNSSEDYIHR 9 1002095800 1xTMT6plex [N-Term] 1.858 1.499 1.11 4.430973053 56.36 0 2361.134891 3 787.7161255 -0.452343981 -0.000356015 59.06281115TTYLVLDEADR 10 1002095800 1xTMT6plex [N-Term] 1.585 1.382 1.846 4.87163496 48.02 0 1524.810704 2 762.9099731 1.289162686 0.000982865 52.41870225TLSYLLPAIVHINHQPFLER 18 1002095800 1xTMT6plex [N-Term] 1.55 1.356 1.486 6.769889355 42.21 0 2590.470694 3 864.1621094 0.417393257 0.000360415 93.31986308GDGPICLVLAPTR 22 1002095800 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 2.017 1.907 1.818 4.206720352 66.73 0 1597.893328 2 799.4500122 -0.363407198 -0.000290343 69.48459196NFYQEHPDLAR 9 1002095800 1xTMT6plex [N-Term] 1.505 1.92 1.002 4.482669353 49.54 0 1618.817521 3 540.2773438 -0.026364923 -1.42E-05 32.12102734STCIYGGAPK 8 1002095800 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.499 1.562 1.434 4.162293911 41.17 0 1511.829221 2 756.4180298 -0.289622453 -0.00021893 36.79637526

DGWPAMGIHGDK 8 1002095800 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 1.371 1.373 1.226 3.737894773 30.07 0 1757.904511 3 586.6378784 -3.0883339 -0.001809665 36.33868566QVSDLISVLR 10 1002095800 1xTMT6plex [N-Term] 1.321 1.457 3.953252792 46.67 0 1358.820481 2 679.9135132 -0.538064316 -0.000365566 75.12074788GVEICIATPGR 6 1002095800 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.428 1.721 1.497 4.063078403 47.35 0 1401.772151 2 701.3886719 -1.486454128 -0.001041835 50.54945722LMEEIMSEK 32 1002095800 2xTMT6plex [N-Term; K9] 1.404 1.423 1.49 4.267609119 51.98 0 1567.847573 2 784.4271851 -0.305605482 -0.000239571 72.18339388LMEEIMSEKENK 2 1002095800 3xTMT6plex [N-Term; K9; K12] 1.478 3.201257706 10.16 1 2168.190988 3 723.4013672 -0.663999393 -0.000479892 70.28444861
LIDFLECGK 31 1002095800 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.753 1.657 1.647 3.604005814 50.42 0 1552.880922 2 776.9440918 -0.009689249 -7.52E-06 84.43038409TAQEVETYR 6 1002095800 1xTMT6plex [N-Term] 1.372 1.448 1.827 4.164824486 37.38 0 1325.689861 2 663.3491821 0.925561739 0.000613504 24.05988674KWNLDELPK 6 1002095800 3xTMT6plex [N-Term; K1; K9] 1.977 1.504 1.732 3.859093666 14.98 1 1830.109231 3 610.7075195 -0.669788573 -0.000408595 65.14867371EANQAINPK 14 1002095800 2xTMT6plex [N-Term; K9] 1.551 1.823 1.582 3.671365023 39.92 0 1442.836749 2 721.9213257 -0.952264914 -0.000686981 25.49215679MLDMGFEPQIR 2 1002095800 1xTMT6plex [N-Term]; 2xOxidation [M1; M4] 1.222 2.503322363 2.17 0 1597.791566 2 783.4041748 -0.4234512 -0.00033152 69.84879376GLDVEDVK 21 1002095800 2xTMT6plex [N-Term; K8] 1.549 1.453 1.37 3.281695127 48.56 0 1332.777503 2 666.892334 -0.083420713 -5.56E-05 47.76195022TIVFVETK 6 1002095800 2xTMT6plex [N-Term; K8] 1.664 1.87 1.581 3.61597681 44.07 0 1394.865924 2 697.9365234 -0.109956805 -7.67E-05 60.3196259LLQLVEDR 12 1002095800 1xTMT6plex [N-Term] 1.359 1.246 1.203 3.616642714 49.57 0 1214.730603 2 607.8669434 -3.287330737 -0.001996611 67.84879596
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

WNLDELPK 22 1002095800 2xTMT6plex [N-Term; K8] 1.328 1.543 1.396 3.367915154 31.59 0 1472.851336 2 736.9292603 -0.062655466 -4.61E-05 68.38754076DWVLNEFK 12 1002095800 2xTMT6plex [N-Term; K8] 1.529 1.509 1.7 3.534261703 33.42 0 1508.851336 2 754.9284058 -1.193799892 -0.000900633 73.95401058QLAEDFLK 12 1002095800 2xTMT6plex [N-Term; K8] 1.304 1.291 1.414 3.408297777 40.77 0 1421.840437 2 711.4179077 -8.368259899 -0.005949165 61.94475468IVDQIRPDR 13 1002095800 1xTMT6plex [N-Term] 1.268 1.191 1.155 3.602089643 22.9 0 1340.784764 3 447.6003723 1.34219407 0.000599864 31.6112743KIVDQIRPDR 12 1002095800 2xTMT6plex [N-Term; K1] 1.689 1.687 1.64 3.755111217 18.21 1 1698.042659 2 849.5245972 -0.436587419 -0.000370672 31.27715998GYSSLLK 10 1002095800 2xTMT6plex [N-Term; K7] 1.235 1.303 1.276 2.62623167 29.57 0 1225.755645 2 613.3806763 -1.280076452 -0.00078453 47.46307532KFGNPGEK 6 1002095800 3xTMT6plex [N-Term; K1; K8] 1.53 1.526 1.34 2.695327044 13.56 1 1563.946189 3 521.9863892 -1.006709529 -0.000524813 32.55631156FGNPGEK 6 1002095800 2xTMT6plex [N-Term; K7] 1.017 1.053 1.355 3.036169529 20.85 0 1206.688294 2 603.8477173 -0.112506012 -6.79E-05 29.95583932AGPLSGK 6 1002095800 2xTMT6plex [N-Term; K7] 1.156 1.276 1.294 2.711427212 23.83 0 1087.687565 2 544.3475342 0.20801872 0.00011313 31.54749803TLSYLLPAIVHINHQPFLERGDGPICLVLAPTR 2 1002095800 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C26] 1.032 1.371 4.179004192 1 3940.183249 5 788.8399048 -3.256547579 -0.002566279 105.5638425LMEEIMSEK 1 1002095800 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 1.398 1.223569274 2.5 0 1583.842488 2 784.4271851 -0.305605482 -0.000239571 72.183393881002095820 CHCHD6 MICOS complex subunit MIC25 isoform 1 84303 NP_001307539.1 44.49152542 1 8 8 36 236 26.569 8.85 1.01 1.09 1.04 1.05 Significant 0.000497 ASLPTGEGSISHEEQK 4 1002095820 2xTMT6plex [N-Term; K16] 1.025 1.125 5.632759094 38.65 0 2128.128633 3 710.0479126 0.259262039 0.000183914 34.26307845MKEPSSPPPAPTSSTFGLQDGNLR 6 1002095820 2xTMT6plex [N-Term; K2] 1.234 1.105 6.639697552 43.83 1 2972.555177 3 991.5179443 -5.34790483 -0.005298981 55.74104997VSFGVDEEER 6 1002095820 1xTMT6plex [N-Term] 0.941 1.058 0.865 3.706038713 40.34 0 1395.69534 2 698.3513794 0.101941347 7.11E-05 38.81004263LSSEQFHEAASK 4 1002095820 2xTMT6plex [N-Term; K12] 0.953 1.115 4.64131546 33.95 0 1791.964134 3 597.9920654 -1.390006022 -0.00083028 36.09016024
DRPHEVLLCSDLVK 4 1002095820 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.066 1.003 4.601760864 15.55 0 2139.19963 4 535.5543823 -1.837445683 -0.000982666 49.82199953

SGSSGGQQPSGMK 6 1002095820 2xTMT6plex [N-Term; K13] 100 1.045 1.065 2.506437302 27.37 0 1665.86304 2 833.4343262 -0.998855374 -0.000831978 33.60174816LSENVVNR 2 1002095820 1xTMT6plex [N-Term] 0.971 2.665472984 27.55 0 1159.663252 2 580.3357544 0.845175581 0.00049006 27.55465502MESTIKPR 4 1002095820 2xTMT6plex [N-Term; K6] 0.848 0.977 1.235 3.928522348 1.49 0 1419.839391 3 473.9508972 -0.882423475 -0.000417633 37.917159911002341831 PCID2 PCI domain-containing protein 2 isoform 2 55795 NP_001307585.1 8.167770419 1 3 3 16 453 52.066 8.47 1.2 1.29 1.41 1.3 Significant 0.00218 MLLGHMPTVELLK 4 1002341831 2xTMT6plex [N-Term; K13] 1.243 1.17 4.489515305 53 0 1940.147718 3 647.3881226 1.080693889 0.000698902 86.39245147AVSEGNLLLLHEALAK 6 1002341831 2xTMT6plex [N-Term; K16] 1.38 1.799 1.749 5.540657043 52.58 0 2136.27926 3 712.7634277 -1.652558699 -0.001176776 79.5070626AIDSSNLK 6 1002341831 2xTMT6plex [N-Term; K8] 0.929 1.034 1.09 2.728807449 36.58 0 1305.777837 2 653.3953247 4.239537467 0.002767947 33.845215691002623478 ANXA4 annexin A4 isoform a 307 NP_001307627.1 63.86292835 1 22 23 267 321 36.062 6.13 0.97 0.96 0.97 0.97 Significant 0.0000119 DEGNYLDDALVR 6 1002623478 1xTMT6plex [N-Term] 0.851 0.709 0.809 4.004378796 53.16 0 1608.806681 2 804.9058838 -1.36137045 -0.001095091 50.471094GLGTDDNTLIR 14 1002623478 1xTMT6plex [N-Term] 1.108 0.969 0.881 4.028446674 50.3 0 1403.769174 2 702.3886108 0.549612929 0.000385765 37.5119229AASGFNAMEDAQTLR 10 1002623478 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.896 0.878 0.915 3.633490324 71.61 0 1826.890428 2 913.9491577 0.334420542 0.000305475 33.89679197AASGFNAMEDAQTLR 4 1002623478 1xTMT6plex [N-Term] 0.68 0.944 4.299070358 45.88 0 1810.895513 2 913.9491577 0.334420542 0.000305475 33.89679197GLGTDEDAIISVLAYR 20 1002623478 1xTMT6plex [N-Term] 1.03 0.826 0.772 4.664030552 47.92 0 1922.043223 3 641.352356 -0.368487502 -0.000236083 91.6292878GAGTDEGCLIEILASR 26 1002623478 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.721 0.962 0.91 6.443401337 88.26 0 1890.979243 2 945.9927368 -0.553002996 -0.000522859 78.99003324QDAQDLYEAGEK 22 1002623478 2xTMT6plex [N-Term; K12] 0.977 0.928 0.915 5.06915617 54 0 1824.937979 2 912.9730835 0.49959078 0.000455861 37.15517323SETSGSFEDALLAIVK 24 1002623478 2xTMT6plex [N-Term; K16] 0.927 0.961 1.011 5.352300167 78.28 0 2125.179271 2 1063.092041 -1.160372108 -0.001232999 100.5570384ISQTYQQQYGR 8 1002623478 1xTMT6plex [N-Term] 1.152 0.92 0.802 4.505580902 45.74 0 1600.828085 2 800.9170532 -0.784290767 -0.000627757 28.64717268VLVSLSAGGR 6 1002623478 1xTMT6plex [N-Term] 0.988 0.915 3.757068634 36.08 0 1187.730938 2 594.3688354 -0.457520761 -0.000271706 48.92119732QDAQDLYEAGEKK 6 1002623478 3xTMT6plex [N-Term; K12; K13] 1.757 2.262 1.335 4.364898682 12.13 1 2182.195874 3 728.0706787 0.737455712 0.000536424 42.68061417VLLVLCGGDD 12 1002623478 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.102 1.105 1.07 3.099609852 47.89 0 1289.697255 2 645.3519287 -0.522415724 -0.000336879 79.8545288NHLLHVFDEYKR 10 1002623478 2xTMT6plex [N-Term; K11] 1.174 1.136 1.226 5.104586601 17.04 1 2029.13835 4 508.0400391 -0.011768542 -5.97E-06 45.15162062VLVSLSAGGRDEGNYLDDALVR 5 1002623478 1xTMT6plex [N-Term] 1.153 1.349 4.73477459 8.16 1 2548.356846 3 850.1221313 -1.963907464 -0.001668246 73.231416AEIDMLDIR 6 1002623478 1xTMT6plex [N-Term] 1.115 0.885 0.786 3.439851522 27.89 0 1304.708153 2 660.8536377 -2.324147985 -0.001534755 46.76472417KVLLVLCGGDD 4 1002623478 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.081 1.412 2.301020145 36.55 1 1646.95515 2 823.979187 -2.460368495 -0.002026058 69.52301141GDTSGDYR 6 1002623478 1xTMT6plex [N-Term] 1.014 0.911 0.937 2.810584784 37.68 0 1099.521733 2 550.2644043 -0.182621447 -0.000100398 15.41785569AEIDMLDIR 6 1002623478 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.94 0.892 1.082 2.458363771 32.14 0 1320.703068 2 660.8536377 -2.324147985 -0.001534755 46.76472417FLTVLCSR 8 1002623478 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.914 0.943 0.978 3.024487019 30.5 0 1224.697195 2 612.8521118 -0.20254573 -0.000124029 66.93094615KWGTDEVK 6 1002623478 3xTMT6plex [N-Term; K1; K8] 1.26 1.357 1.326 2.921999693 14.73 1 1649.982968 3 550.6659546 0.207559434 0.000114157 38.05613884SAYFAEK 10 1002623478 2xTMT6plex [N-Term; K7] 0.995 0.982 0.971 3.36507082 35 0 1273.719259 2 637.3620605 -1.896011411 -0.001207493 40.11475323SDTSFMFQR 2 1002623478 1xTMT6plex [N-Term] 1.17 2.014753342 6.51 0 1347.656452 2 674.3310547 -1.201578487 -0.000809658 45.36172501DIEQSIK 16 1002623478 2xTMT6plex [N-Term; K7] 0.92 0.909 0.93 3.436383247 34.95 0 1290.766938 2 645.887207 0.154615442 9.98E-05 49.70128005DLLDDLK 38 1002623478 2xTMT6plex [N-Term; K7] 0.939 0.979 0.937 3.209394932 32.32 0 1289.771689 2 645.3876953 -2.771726989 -0.001787447 68.59873635WGTDEVK 11 1002623478 2xTMT6plex [N-Term; K7] 0.86 0.852 0.877 2.619499207 27.11 0 1292.725073 2 646.8651123 -1.64389217 -0.00106255 38.060962861002819314 DOPEY2 protein dopey-2 9980 NP_001307643.1 0.609225413 1 1 1 6 2298 258.068 6.29 1.28 1.4 1.43 1.37 Significant 0.00112 DLLVEGLAEILHQK 6 1002819314 2xTMT6plex [N-Term; K14] 1.275 1.404 1.429 4.746428013 43.83 0 2036.215597 3 679.4083252 -2.541530508 -0.001725035 110.4966872
1003088831 SCAMP2 secretory carrier-associated membrane protein 2 isoform 1 10066 NP_001307707.1 14.24731183 1 4 4 28 372 41.523 6.98 1.17 1.12 1 1.1 Significant 0.00211

TGASFQQAQEEFSQGIFSSR 4 1003088831 1xTMT6plex [N-Term] 1.257 1.44 6.898393631 54.31 0 2434.183632 3 812.0638428 -2.734879817 -0.002219067 73.78130552ELQNTVANLHVR 10 1003088831 1xTMT6plex [N-Term] 1.032 1.047 0.998 5.165873528 55.7 0 1622.917569 3 541.644043 0.004076763 2.21E-06 42.22242642AASSAAQGAFQGN 8 1003088831 1xTMT6plex [N-Term] 1.336 1.653 1.355 3.662293673 73.06 0 1408.701822 2 704.8538818 -0.947828777 -0.000667604 25.54985577QQEELDRK 6 1003088831 2xTMT6plex [N-Term; K8] 1.105 1.119 0.929 2.761755943 13.02 1 1503.853127 3 501.9559631 0.139078939 6.97E-05 20.27222474
1002924686 LPGAT1 acyl-CoA:lysophosphatidylglycerol acyltransferase 1 9926 NP_001307737.1 5.405405405 1 2 2 6 370 43.061 8.92 1.18 1.29 0.82 1.1 Significant 0.0163

DQQLLLLK 4 1002924686 2xTMT6plex [N-Term; K8] 1.182 1.29 3.11013031 39.18 0 1428.919022 2 714.9628296 -0.447366368 -0.000319625 67.62213134WIVLFPEGGFLR 2 1002924686 1xTMT6plex [N-Term] 0.816 3.417175531 15.32 0 1662.956915 2 831.9807129 -1.663060976 -0.001382799 109.86869641003701528 ARHGEF7 rho guanine nucleotide exchange factor 7 isoform e 8874 NP_001307781.1 20.2988792 1 13 13 65 803 90.404 7.23 1.02 0.98 1.07 1.02 Significant 0.000647
SYYNVVLQNILETENEYSK 6 1003701528 2xTMT6plex [N-Term; K19] 1.006 0.929 1.095 5.236892223 26.56 0 2764.444547 3 922.1526489 -0.417224016 -0.000384464 100.8557577SLVDTVYALKDEVQELR 8 1003701528 2xTMT6plex [N-Term; K10] 1.002 1.209 1.414 4.816270828 25.87 1 2436.375011 3 812.7938232 -3.322347094 -0.002698161 103.299367ELQTVLSTYLRPLQTSEK 6 1003701528 2xTMT6plex [N-Term; K18] 1.18 1.407 1.304 4.641407013 16.87 0 2564.469974 3 855.4934082 -1.677758238 -0.001434187 93.00703195

ILVSCNNQQDLQEWVEHLQK 6 1003701528 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C5] 0.763 0.982 0.957 5.380756378 66.12 0 2939.544947 3 980.5186157 -1.242642007 -0.001217601 87.59664283
VGGCFLNLMPQMK 6 1003701528 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 0.959 0.769 0.968 3.938114882 41.23 0 1953.052437 3 651.6884155 -0.893026698 -0.000581376 87.74999978
KSTAALEEDAQILK 4 1003701528 3xTMT6plex [N-Term; K1; K14] 1.109 1.161 4.975823402 22.82 1 2204.310509 3 735.4407959 -1.213524445 -0.000891662 61.88540335LPTTGMTITK 4 1003701528 2xTMT6plex [N-Term; K10] 1.005 3.481178045 28.13 0 1520.912222 2 760.9598999 0.19814075 0.000150677 58.15000692GFDTTAINK 4 1003701528 2xTMT6plex [N-Term; K9] 1.013 1.015 3.21710372 57.51 0 1424.814951 2 712.9110107 -0.14442972 -0.000102893 43.07778979NWEGDDIK 4 1003701528 2xTMT6plex [N-Term; K8] 0.931 0.981 3.05222249 29.05 0 1434.762915 2 717.8845825 -0.715554414 -0.000513325 40.88246862LDKYPTLLK 6 1003701528 3xTMT6plex [N-Term; K3; K9] 1.017 1.05 1.002 4.015519619 6.34 1 1778.139469 3 593.385376 1.184400732 0.00070201 62.59753818

VIEAYCTSAK 2 1003701528 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 100 1.789128423 15.65 0 1599.88165 2 800.4447632 0.374713459 0.000299749 56.17730263
IIVEETK 6 1003701528 2xTMT6plex [N-Term; K7] 1.121 0.953 0.963 2.621449947 23.85 0 1289.808074 2 645.4078979 0.344902816 0.000222429 44.13811551ASEKPVSPK 3 1003701528 3xTMT6plex [N-Term; K4; K9] 1.051 0.885 2.650489092 2.42 0 1630.014268 3 544.010376 1.415024232 0.000768837 36.686774331003701414 SLC25A35 solute carrier family 25 member 35 isoform a 399512 NP_001307799.1 6.333333333 1 2 2 6 300 32.417 9.11 1.01 1.1 0.59 0.9 Significant 0.0292 GILDALLQTAR 4 1003701414 1xTMT6plex [N-Term] 1.006 1.099 3.498377562 52.17 0 1399.84703 2 700.427063 -0.129023696 -9.03E-05 92.03343815SLYYTDTK 2 1003701414 2xTMT6plex [N-Term; K8] 0.592 3.38871932 18.45 0 1448.803717 2 724.9038086 -2.330669407 -0.001688341 23.76797591

1003701573 DYNC1I2 cytoplasmic dynein 1 intermediate chain 2 isoform 5 1781 NP_001307811.1 37.5 1 15 15 139 632 70.601 5.24 1.02 1.02 1.05 1.03 Significant 0.0000942
SVSTPSEAGSQDSGDGAVGSR 22 1003701573 1xTMT6plex [N-Term] 1.239 1.127 1.291 6.216954231 47.23 0 2180.026463 3 727.3469238 -0.112244337 -8.16E-05 20.1806711EIAVGDSEGQIVIYDVGEQIAVPR 5 1003701573 1xTMT6plex [N-Term] 1.014 0.604 6.893270493 70.21 0 2786.477354 3 929.4942017 -3.338530463 -0.003100913 86.19071973EAVAPVQEESDLEKK 6 1003701573 3xTMT6plex [N-Term; K14; K15] 1.485 1.309 1.555 4.724638462 25.98 1 2359.332367 3 787.1152954 -0.438259376 -0.000344667 44.01775427LDLWNLNNDTEVPTASISVEGNPALNR 8 1003701573 1xTMT6plex [N-Term] 0.865 0.726 1.166 6.555641651 69.67 0 3181.632686 3 1061.214966 -0.735939467 -0.000780496 88.89730913AVAVTSMSFPVGDVNNFVVGSEEGSVYTACR 12 1003701573 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C30] 1.62 1.48 1.019 5.737444401 37.91 0 3478.682021 3 1160.234985 2.409574844 0.002794048 90.90916138EAVAPVQEESDLEK 10 1003701573 2xTMT6plex [N-Term; K14] 1.001 0.964 1.151 4.606235981 63.06 0 2002.074472 2 1001.539001 -1.870914576 -0.001872855 44.49392668EAEALLQSMGLTPESPIVPPPMSPSSK 21 1003701573 2xTMT6plex [N-Term; K27] 1.079 1.031 0.999 7.418934822 53.1 0 3251.730758 3 1084.575684 -5.615513741 -0.006086713 100.8070227DLEDKEGEIQAGAK 8 1003701573 3xTMT6plex [N-Term; K5; K14] 1.21 1.195 1.071 5.052962303 16.66 1 2190.222088 3 730.7443848 -1.592205258 -0.001162428 42.04868166APPHELTEEEK 6 1003701573 2xTMT6plex [N-Term; K11] 0.847 0.861 0.824 4.125622272 40.56 0 1737.942336 3 579.9860229 0.678835904 0.000393259 29.9573225ADAEEEAATR 10 1003701573 1xTMT6plex [N-Term] 0.878 1.214 1.097 4.435517788 60.16 0 1291.63274 2 646.317627 -3.687088136 -0.002381182 16.07549532ETQTPVMAQPK 6 1003701573 2xTMT6plex [N-Term; K11] 0.74 0.709 0.998 4.142427921 30.08 0 1687.945313 2 844.4750977 -1.418344233 -0.001197044 35.62395538TLAEINANR 6 1003701573 1xTMT6plex [N-Term] 0.982 1.534 0.982 3.498613596 27 0 1230.700366 2 615.8536987 -0.199040375 -0.00012248 31.93356654ETQTPVMAQPKEDEEEDDDVVAPKPPIEPEEEK 2 1003701573 4xTMT6plex [N-Term; K11; K24; K33] 1.047 5.807105541 6.43 1 4665.378679 4 1167.098755 -1.176665203 -0.001372397 66.35425192KDEENDSK 6 1003701573 3xTMT6plex [N-Term; K1; K8] 0.994 0.99 0.923 3.358869553 13.09 1 1651.910591 3 551.3081665 -0.390219837 -0.000214869 16.9373157EIVTYTK 10 1003701573 2xTMT6plex [N-Term; K7] 1.232 1.164 1.152 2.737660408 33.91 0 1311.792424 2 656.3994141 -0.665391097 -0.000436427 38.36844377

AVAVTSMSFPVGDVNNFVVGSEEGSVYTACR 1 1003701573 1xTMT6plex [N-Term]; 1xOxidation [M7]; 1xCarbamidomethyl [C30] 1.180375695 0 3494.676936 3 1160.234985 2.409574844 0.002794048 90.90916138
1004007314 JAK1 tyrosine-protein kinase JAK1 isoform 2 3716 NP_001307852.1 3.986135182 1 4 4 12 1154 133.191 7.55 1.27 1.08 0.98 1.11 Significant 0.00582 SFPSLGDLMSHLK 6 1004007314 2xTMT6plex [N-Term; K13] 1.28 1.083 0.976 4.997311115 31.14 0 1890.055926 3 630.6903687 0.331687027 0.000208969 93.71878576LIMEFLPSGSLK 2 1004007314 2xTMT6plex [N-Term; K12] 1.084 2.953331947 36.47 0 1793.0647 3 598.3598022 0.085807434 5.13E-05 99.22225913MQLPELPK 2 1004007314 2xTMT6plex [N-Term; K8] 1.241 2.065306902 17.23 0 1413.853979 2 707.4317017 1.519209441 0.00107397 68.39984821LSDPGIPITVLSR 2 1004007314 1xTMT6plex [N-Term] 1.059 3.037841797 18 0 1596.952223 2 798.9750366 -5.902867772 -0.004713299 75.4878327723503295 CSNK2B casein kinase II subunit beta isoform 1 1460 NP_001311.3 41.86046512 1 7 7 70 215 24.926 5.55 0.96 0.87 0.94 0.92 Significant 0.000872 FNLTGLNEQVPHYR 12 23503295 1xTMT6plex [N-Term] 1 0.903 0.962 6.082839012 43.17 0 1917.018011 3 639.6777344 0.333129369 0.000212872 59.07302934IHPMAYQLQLQAASNFK 4 23503295 2xTMT6plex [N-Term; K17] 0.958 0.93 5.6470294 28.16 0 2418.336792 3 806.7852173 1.780862568 0.001435575 70.52258229YQQGDFGYCPR 10 23503295 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.977 0.793 1.316 4.832467556 41.36 0 1619.747393 2 810.3775024 0.207268624 0.000167861 37.55509505

VYCENQPMLPIGLSDIPGEAMVK 6 23503295 2xTMT6plex [N-Term; K23]; 1xOxidation [M]; 1xCarbamidomethyl [C3] 0.587 0.825 4.596960068 55.97 0 3035.565607 3 1007.194275 -0.801777211 -0.000807008 96.19414016
VYCENQPMLPIGLSDIPGEAMVK 12 23503295 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C3] 0.746 0.967 0.894 5.814210892 63.49 0 3019.570692 3 1007.194275 -0.801777211 -0.000807008 96.19414016
VYCENQPMLPIGLSDIPGEAMVK 2 23503295 2xTMT6plex [N-Term; K23]; 2xOxidation [M8; M21]; 1xCarbamidomethyl [C3] 0.931 2.791904211 7.43 0 3051.560522 3 1007.194275 -0.801777211 -0.000807008 96.19414016

GIAQMLEK 14 23503295 2xTMT6plex [N-Term; K8] 0.967 0.87 0.918 3.318642855 49.66 0 1347.807029 2 674.4071655 0.019182781 1.29E-05 59.31390911RPANQFVPR 6 23503295 1xTMT6plex [N-Term] 0.976 0.724 0.85 4.366542339 34.52 0 1313.763969 3 438.592865 0.055238768 2.42E-05 23.81360556CMDVYTPK 4 23503295 2xTMT6plex [N-Term; K8]; 1xOxidation [M2]; 1xCarbamidomethyl [C1] 0.913 0.937 1.770413756 19.29 0 1487.763844 2 744.3864136 1.147183704 0.000853369 30.83404834
4503101 CSRP2 cysteine and glycine-rich protein 2 1466 NP_001312.1 19.68911917 1 3 3 14 193 20.94 8.62 0.64 0.71 0.57 0.64 Significant 0.00396 TVYHAEEVQCDGR 6 4503101 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.556 0.691 0.497 4.705005169 49.53 0 1792.848563 3 598.2875366 -0.282442549 -0.000168792 21.0236737SLESTTLTEK 6 4503101 2xTMT6plex [N-Term; K10] 0.874 0.78 0.891 3.746592999 54.6 0 1566.899074 2 783.9529419 -0.297977671 -0.00023345 42.75532033GYGYGQGAGTLNMDR 2 4503101 1xTMT6plex [N-Term]; 1xOxidation [M13] 0.643 1.164219499 15.69 0 1804.848563 2 902.9273682 -0.611337648 -0.000551686 29.06488233
4557493 CSTF2 cleavage stimulation factor subunit 2 isoform 2 1478 NP_001316.1 30.50259965 1 6 13 83 577 60.92 6.83 1.05 1 1.06 1.03 Significant 0.00032

AALIMQVLQLTADQIAMLPPEQR 6 4557493 1xTMT6plex [N-Term] 100 1.688 0.816 4.422242165 27.49 0 2779.541158 3 932.5158081 -1.14523065 -0.001067178 113.3997221GGTLLSVTGEVEPR 6 4557493 1xTMT6plex [N-Term] 0.919 0.957 0.991 4.997858524 73.12 0 1643.916566 2 822.4603271 -1.939425145 -0.001594127 55.29274784SLGTGAPVIESPYGETISPEDAPESISK 4 4557493 2xTMT6plex [N-Term; K28] 1.028 0.775 5.31815052 53.67 0 3289.709154 3 1097.240356 -0.801774242 -0.000879201 70.81031096GSLPANVPTPR 6 4557493 1xTMT6plex [N-Term] 1.105 1.127 0.881 4.131198406 48.97 0 1337.773865 2 669.3902588 -0.466530175 -0.000312056 40.73395447AVASLPPEQMFELMK 19 4557493 2xTMT6plex [N-Term; K15] 1.107 1.022 1.147 4.453698635 43.29 0 2149.18014 3 717.0646973 -0.279819785 -0.000200461 94.90547542SVFVGNIPYEATEEQLK 2 4557493 2xTMT6plex [N-Term; K17] 0.861 4.078895569 50.06 0 2382.295698 3 794.7686157 -1.848696631 -0.001468047 75.36051851AALIMQVLQLTADQIAMLPPEQR 2 4557493 1xTMT6plex [N-Term]; 1xOxidation [M17] 0.738 2.715563297 29.93 0 2795.536073 3 932.5158081 -1.14523065 -0.001067178 113.3997221DIFSEVGPVVSFR 6 4557493 1xTMT6plex [N-Term] 0.904 0.971 0.748 4.081865788 44.79 0 1680.915838 2 840.9572144 -5.167188546 -0.004342805 81.5212705GLLGDAPNDPR 8 4557493 1xTMT6plex [N-Term] 0.608 0.935 0.865 3.048538208 48.02 0 1353.732394 2 677.3699341 0.145814685 9.87E-05 37.08555798LCVQNSPQEAR 4 4557493 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.698 1.607 3.526280642 37.24 0 1530.789592 2 765.8991089 0.881547304 0.000674732 26.96766601IVDPEIALK 6 4557493 2xTMT6plex [N-Term; K9] 1.125 0.911 1.005 3.436787605 36.67 0 1455.918687 2 728.4621582 -1.131693524 -0.000823827 80.7366043VDNAASEK 4 4557493 2xTMT6plex [N-Term; K8] 1.232 1.029 3.273684263 47.99 0 1291.725801 2 646.3664551 -0.12989115 -8.39E-05 20.42502748GQVPMQDPR 4 4557493 1xTMT6plex [N-Term] 1.198 0.891 2.692941666 36.02 0 1256.661872 2 628.8349609 0.61545195 0.000386708 103.321596QSILILK 6 4557493 2xTMT6plex [N-Term; K7] 0.972 1.102 1.149 3.344504833 35.72 0 1272.86553 2 636.9353638 -1.633205463 -0.001039425 63.77968392
4557495 CSTF3 cleavage stimulation factor subunit 3 isoform 1 1479 NP_001317.1 22.0362622 1 15 15 82 717 82.869 8.12 1.34 1.25 1.25 1.28 Significant 0.000549

KLEENPYDLDAWSILIR 8 4557495 2xTMT6plex [N-Term; K1] 1.294 1.292 1.453 6.441562176 34.12 1 2533.406645 3 845.138916 -1.75678592 -0.001483551 93.1940101GVEAVGSYAENQR 8 4557495 1xTMT6plex [N-Term] 1.356 1.001 1.661 4.714753628 81.48 0 1608.817915 2 804.9110107 -1.970189166 -0.001584838 31.51197169LAAIIPDPVVAPSIVPVLK 8 4557495 2xTMT6plex [N-Term; K19] 1.01 1.386 1.245 5.057999611 35.16 0 2370.514011 3 790.8425903 -0.334709646 -0.000264478 112.4588521LAAIIPDPVVAPSIVPVLKDEVDR 10 4557495 2xTMT6plex [N-Term; K19] 1.412 1.073 5.691977024 24.84 1 2984.780015 4 746.9504395 -0.029143689 -2.17E-05 110.1710146VLTSGSLPPEK 2 4557495 2xTMT6plex [N-Term; K11] 1.306 3.356725693 37.5 0 1585.956529 2 793.4816895 -0.269322483 -0.000213567 52.18469655MAQAYDFALDK 5 4557495 2xTMT6plex [N-Term; K11] 1.234 0.733 3.544972658 20.42 0 1730.918764 2 865.9625244 -0.572806706 -0.000495741 65.92776574DYNKYEEGINIHLAK 4 4557495 3xTMT6plex [N-Term; K4; K15] 1.479 1.349 4.064126492 13.66 1 2494.390885 4 624.352417 -1.221477062 -0.00076171 58.23858338GAVVPPVHDIYR 6 4557495 1xTMT6plex [N-Term] 0.984 0.819 0.723 3.784986973 32.89 0 1551.884478 3 517.9655762 -1.483889044 -0.000767608 45.05002604TEDQTLITK 3 4557495 2xTMT6plex [N-Term; K9] 1.449 1.363 3.784480572 46.93 0 1506.877945 2 753.9421387 -0.626478245 -0.000472013 49.13979159EAQNQPIDK 4 4557495 2xTMT6plex [N-Term; K9] 1.884 1.117 3.434526443 41.68 0 1500.842228 2 750.9243774 -0.499524316 -0.000374854 25.91929216VLHIDLWK 6 4557495 2xTMT6plex [N-Term; K8] 1.554 2.331 2.037 3.173092127 29.46 0 1481.924442 3 494.6460876 -0.49387845 -0.000243964 73.49897079ETALLVDR 4 4557495 1xTMT6plex [N-Term] 1.343 1.234 3.110955715 29.75 0 1145.672754 2 573.3396606 -0.619235235 -0.00035472 38.63656015EYETVMK 2 4557495 2xTMT6plex [N-Term; K7] 1.302 2.026575565 25.07 0 1357.74376 2 679.3748169 -1.032912821 -0.000701215 51.62439723IFELGLK 6 4557495 2xTMT6plex [N-Term; K7] 1.352 1.316 1.263 2.726754427 33.49 0 1277.823331 2 639.4154663 0.254633939 0.000162689 78.46801625AISTLLK 6 4557495 2xTMT6plex [N-Term; K7] 1.348 1.43 1.369 2.554798126 23.45 0 1203.807681 2 602.4072266 -0.418717215 -0.000252027 60.679744454557497 CTBP1 C-terminal-binding protein 1 isoform 1 1487 NP_001319.1 34.54545455 1 7 10 48 440 47.505 6.77 1.05 0.87 1.36 1.09 Significant 0.0167 GAALDVHESEPFSFSQGPLK 2 4557497 2xTMT6plex [N-Term; K20] 1.172 4.153404236 19.07 0 2574.360423 3 858.7921143 0.530626335 0.000455341 68.59926119VLNEAVGALMYHTITLTR 6 4557497 1xTMT6plex [N-Term] 0.74 0.839 7.663503647 52.83 0 2231.241939 3 744.4173584 -1.979809813 -0.001472478 102.1471366IGSGFDNIDIK 6 4557497 2xTMT6plex [N-Term; K11] 0.769 0.732 1.433 2.774121046 35.96 0 1636.931043 2 818.9698486 0.841645487 0.000688858 64.30539699
DVATVAFCDAQSTQEIHEK 6 4557497 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C8] 1.312 1.114 1.458 5.998826027 63.82 0 2607.312487 3 869.7739258 -2.018625031 -0.001754395 53.89460701

VSTLQDLLFHSDCVTLHCGLNEHNHHLINDFTVK 2 4557497 2xTMT6plex [N-Term; K34]; 2xCarbamidomethyl [C13; C18] 1.508 5.580017567 16.29 0 4472.264378 6 746.2172241 0.577661861 0.000430576 83.20272762ATWLHQALR 6 4557497 1xTMT6plex [N-Term] 1.266 1.1 1.161 3.640490532 36.47 0 1324.76872 3 442.2608948 -0.444684283 -0.000196368 41.42594037VQSVEQIR 6 4557497 1xTMT6plex [N-Term] 1.074 1.54 1.026 3.203557014 35.33 0 1187.694552 2 594.3509521 0.063574321 3.78E-05 31.00108172AFGFNVLFYDPYLSDGVER 2 4557497 1xTMT6plex [N-Term] 1.46855998 7.84 0 2438.222978 2 1219.614746 -0.31269597 -0.000381211 107.2765094GGLVDEK 6 4557497 2xTMT6plex [N-Term; K7] 1.103 1.055 1.195 3.028192282 32.65 0 1175.703609 2 588.3555908 0.251441454 0.00014781 31.22397769ALAQALK 6 4557497 2xTMT6plex [N-Term; K7] 1.368 1.249 1.285 2.953939676 37.25 0 1172.776715 2 586.8917236 -0.463996572 -0.000272082 55.2115521122538442 CTSZ cathepsin Z preproprotein 1522 NP_001327.2 23.76237624 1 7 7 60 303 33.846 7.11 1.61 1.7 1.52 1.61 Significant 0.00104 NVDGVNYASITR 10 22538442 1xTMT6plex [N-Term] 1.936 1.59 1.845 4.51715374 61.34 0 1537.817186 2 769.4107666 -1.905120388 -0.001464863 41.7683078YNLAIEEHCTFGDPIV 16 22538442 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 3.332 1.536 100 3.941331148 29.31 0 2107.036758 2 1054.021484 -0.505658003 -0.00053272 78.37007965
DQECDKFNQCGTCNEFK 10 22538442 3xTMT6plex [N-Term; K6; K17]; 3xCarbamidomethyl [C4; C10; C13] 1.58 2.33 1.305 5.123066425 22.62 1 2867.33656 3 956.4498901 -0.503188173 -0.000480937 42.03337815

NSWGEPWGER 6 22538442 1xTMT6plex [N-Term] 1.622 2.016 2.048 3.806351662 25.74 0 1446.696343 2 723.8511963 -0.848168229 -0.000613521 54.65067707VGDYGSLSGR 6 22538442 1xTMT6plex [N-Term] 1.389 1.356 1.316 3.168017387 54.33 0 1239.653081 2 620.3297119 -0.753470377 -0.000467021 29.98834464IVTSTYK 10 22538442 2xTMT6plex [N-Term; K7] 1.582 1.861 1.384 2.974502802 31.58 0 1269.78186 2 635.3942871 -0.442675445 -0.000281051 37.98466241
FNQCGTCNEFK 2 22538442 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C4; C7] 1.308 1.891735911 10.7 0 1862.89296 2 931.9510498 0.999939027 0.00093139 42.89700287

4503253 DAD1 dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit DAD1 1603 NP_001335.1 26.54867257 1 3 3 34 113 12.489 7.08 1.15 1.12 1.21 1.16 Significant 0.00052
FLEEYLSSTPQR 18 4503253 1xTMT6plex [N-Term] 1.24 1.322 1.475 4.635924816 36.72 0 1698.890017 2 849.9452515 -3.997039387 -0.003395265 67.66346313ADFQGISPER 12 4503253 1xTMT6plex [N-Term] 0.962 0.91 1.059 3.496711254 40.18 0 1348.705845 2 674.8561401 -0.623862175 -0.000420703 36.07830433IQINPQNK 4 4503253 2xTMT6plex [N-Term; K8] 1.087 0.929 2.699409962 13.66 0 1412.86257 2 706.9324951 -3.436962469 -0.002427978 42.001434964557511 DAPK3 death-associated protein kinase 3 1613 NP_001339.1 24.66960352 1 8 8 44 454 52.503 6.89 0.98 1 1.05 1.01 Significant 0.000425 VLEEAAAAEEGLR 8 4557511 1xTMT6plex [N-Term] 1.002 1.099 0.818 4.509580612 57.54 0 1586.858717 2 793.9317627 -1.555242032 -0.001233975 60.68036901LCHEDVEALAAIYEEK 4 4557511 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 1.067 0.804 4.50259304 40.24 0 2348.220819 3 783.4121704 0.485086607 0.000379697 76.23838881

ESLTEDEATQFLK 3 4557511 2xTMT6plex [N-Term; K13] 0.989 0.918 3.128731966 33.94 0 1969.053008 3 657.0217896 -1.113696608 -0.000730976 61.9700082IAHFDLKPENIMLLDK 7 4557511 3xTMT6plex [N-Term; K7; K16] 1.191 1.003 1.121 5.943815708 23.59 0 2584.513977 4 646.8834839 -0.724044498 -0.000467826 85.24443364GALLGTSGLK 6 4557511 2xTMT6plex [N-Term; K10] 0.842 0.793 0.962 3.53328824 27.47 0 1374.872072 2 687.9393311 -0.499057795 -0.00034307 62.61401136IIDFGLAHK 12 4557511 2xTMT6plex [N-Term; K9] 0.96 1.102 1.263 3.194732666 41.89 0 1471.903706 3 491.3060913 0.009889085 4.85E-06 65.23771646
IAHFDLKPENIMLLDK 2 4557511 3xTMT6plex [N-Term; K7; K16]; 1xOxidation [M12] 0.999 4.362498283 13.79 0 2600.508892 4 646.8834839 -0.724044498 -0.000467826 85.24443364

QETLTNISAVNYDFDEEYFSNTSELAK 2 4557511 2xTMT6plex [N-Term; K27] 2.25499773 3.51 0 3586.747724 3 1196.256714 2.192641403 0.002621484 89.08585065IEAGNEFK 6 4557511 2xTMT6plex [N-Term; K8] 1.01 0.925 0.864 3.596042633 28.79 0 1365.777837 2 683.3928223 0.388797677 0.000265506 42.0909194345439306 DARS aspartate--tRNA ligase, cytoplasmic isoform 1 1615 NP_001340.2 67.66467066 1 31 31 276 501 57.1 6.55 1.01 1 1.01 1.01 Significant 0.000011 EAGVEMGDEDDLSTPNEK 10 45439306 2xTMT6plex [N-Term; K18] 1.021 0.945 0.969 5.172094345 65.12 0 2394.138271 2 1197.57373 0.799334576 0.000956859 43.91564147FGAPPHAGGGIGLER 12 45439306 1xTMT6plex [N-Term] 0.963 0.864 0.874 4.977167606 52.85 0 1664.907004 3 555.6402588 -0.469253124 -0.000260421 39.33847048EIMDAAEDYAK 14 45439306 2xTMT6plex [N-Term; K11] 0.967 1.086 0.924 3.803212881 41.69 0 1713.876958 2 857.4412231 -1.043675235 -0.000894365 53.81212194YGISSMIQSQEKPDR 8 45439306 2xTMT6plex [N-Term; K12] 1.222 0.997 1.281 3.821250916 8.71 0 2197.168724 3 733.0618896 1.088758131 0.000797395 49.40449236ESIVDVEGVVR 7 45439306 1xTMT6plex [N-Term] 0.896 1.237 0.97 4.035171509 70.19 0 1430.805225 2 715.9055176 -1.024698348 -0.000733072 53.56842378VTMLFLGLHNVR 10 45439306 1xTMT6plex [N-Term] 1.05 1.068 1.197 5.502319813 50.01 0 1628.950784 3 543.6552124 0.184435917 0.000100146 82.82370454QQQFNVQALVAVGDHASK 4 45439306 2xTMT6plex [N-Term; K18] 1.131 0.954 6.450442791 49 0 2398.324313 3 800.1126709 -0.3558379 -0.000284472 67.83457859IISAASEGGANVFTVSYFK 18 45439306 2xTMT6plex [N-Term; K19] 1.071 1.198 1.177 6.698195457 87.36 0 2419.327333 3 807.1118164 -2.660483831 -0.002145527 88.71825935LEYCEALAMLR 4 45439306 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.001 1.149 4.060815811 56.83 0 1597.827951 2 799.4178467 0.291445255 0.00023284 79.93037098LPLQLDDAVRPEAEGEEEGR 6 45439306 1xTMT6plex [N-Term] 1.223 1.014 1.073 6.534741402 18.03 0 2452.251712 3 818.0894775 0.883921164 0.000722532 60.21441601LQSGICHLFR 12 45439306 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.744 0.973 1.02 5.247955322 49.05 0 1459.80412 3 487.2727661 -0.256589327 -0.000124857 52.86990359GEEILSGAQR 2 45439306 1xTMT6plex [N-Term] 0.853 3.644939661 66.82 0 1288.705845 2 644.8565674 0.010154082 6.54E-06 28.85317844IYVISLAEPR 14 45439306 1xTMT6plex [N-Term] 0.998 1.026 0.907 4.162619114 51.14 0 1389.830317 2 695.418457 -0.489173025 -0.000339934 70.21045106QMCICADFEK 6 45439306 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C3; C5] 1.383 1.268 1.017 3.236529827 42.84 0 1759.858155 2 880.4316406 -1.221717781 -0.001075025 55.71095877
EKYDTDFYILDK 9 45439306 3xTMT6plex [N-Term; K2; K12] 0.86 0.877 0.952 5.116856098 23.08 1 2237.230862 3 746.4142456 -1.197280817 -0.000892865 65.91421131NNAYLAQSPQLYK 4 45439306 2xTMT6plex [N-Term; K13] 1.195 1.162 3.880444527 23.31 0 1968.095482 3 656.7026367 -1.07995459 -0.000708485 52.31230794FQTEIQTVNK 24 45439306 2xTMT6plex [N-Term; K10] 1.057 1.003 0.98 4.692075253 55.57 0 1665.957592 2 833.4830933 0.791066618 0.000658942 50.36146289VTMLFLGLHNVR 2 45439306 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.293 3.457075119 17.5 0 1644.945699 3 543.6552124 0.184435917 0.000100146 82.82370454VFSIGPVFR 12 45439306 1xTMT6plex [N-Term] 1.104 1.033 1.139 3.220501661 38.63 0 1250.74586 2 625.8764038 -0.262661523 -0.000164261 75.57577883GFVEIQTPK 24 45439306 2xTMT6plex [N-Term; K9] 0.99 1.063 1.059 3.477065563 42.48 0 1476.882636 2 738.9442749 -0.922961161 -0.000681553 55.69313264TSTSQAVFR 6 45439306 1xTMT6plex [N-Term] 1.063 0.82 0.949 3.330211639 35.22 0 1225.673817 2 613.340332 -0.350229803 -0.000214634 26.93261092EKYDTDFYILDKYPLAVRPFYTMPDPR 2 45439306 3xTMT6plex [N-Term; K2; K12]; 1xOxidation [M23] 1.239 3.82514143 1.78 2 4057.138823 5 812.2335815 -0.005275924 -4.28E-06 87.63442501IHDPQLLTER 10 45439306 1xTMT6plex [N-Term] 1.048 0.99 0.944 4.158159256 43.97 0 1450.821543 3 484.2785645 -0.278029112 -0.000134457 46.64504324ATVNQDTR 6 45439306 1xTMT6plex [N-Term] 1.02 1.115 0.936 2.958374262 43.21 0 1133.611216 2 567.309021 -0.397929913 -0.000225549 15.93472785LEYCEALAMLR 8 45439306 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C4] 1.119 1.029 1.088 2.736894369 46.96 0 1613.822866 2 799.4178467 0.291445255 0.00023284 79.93037098

ALHHGIDLEK 4 45439306 2xTMT6plex [N-Term; K10] 0.913 1.008 4.261050224 19.31 0 1590.936797 3 530.9849854 2.266422333 0.001201912 33.66137028LLGHLVK 8 45439306 2xTMT6plex [N-Term; K7] 0.962 1.107 1.002 3.215380192 28.69 0 1237.839649 3 413.2849426 0.50508227 0.000208404 52.1569934YPLAVRPFYTMPDPR 4 45439306 1xTMT6plex [N-Term] 1.042 1.316 1.165 2.759456873 17.69 0 2052.093819 3 684.7012939 -2.188089073 -0.001496721 70.0528579QFPCEPFK 6 45439306 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.015 1.137 1.158 3.178169489 32.45 0 1510.812843 2 755.9076538 -3.184724591 -0.002405761 54.89801785ADEVVWVR 6 45439306 1xTMT6plex [N-Term] 1.04 1.012 1.078 3.448078156 32.04 0 1202.673088 2 601.8401489 -0.055915808 -3.36E-05 48.82264794FAANINK 6 45439306 2xTMT6plex [N-Term; K7] 1.151 0.888 1.055 3.045191288 33.76 0 1235.751228 2 618.3789673 -0.461557047 -0.000285185 41.38524305AYIDSFR 6 45439306 1xTMT6plex [N-Term] 0.891 0.854 1.007 2.606445789 21.06 0 1100.593776 2 550.8008423 0.574571951 0.000316185 39.4221464FLEPTLR 2 45439306 1xTMT6plex [N-Term] 1.163 2.917200327 20.81 0 1104.661461 2 552.8318481 -4.563887774 -0.002520775 53.085639765453543 AKR1C1 aldo-keto reductase family 1 member C1 1645 NP_001344.2 66.87306502 1 1 19 217 323 36.765 7.88 1.21 1.23 1.26 1.23 Significant 0.000139 HIDSAHLYNNEEQVGLAIR 14 5453543 1xTMT6plex [N-Term] 1.424 1.079 1.091 6.449313164 58.45 0 2408.251987 2 1204.628296 -1.109299666 -0.001335737 45.75604246DIVLVAYSALGSHR 6 5453543 1xTMT6plex [N-Term] 1.078 1 1.001 5.396420002 49.91 0 1729.979835 3 577.3310547 -0.707579057 -0.000408032 77.27155666LNDGHFMPVLGFGTYAPAEVPK 16 5453543 2xTMT6plex [N-Term; K22]; 1xOxidation [M7] 1.213 1.492 1.349 5.138510227 36.35 0 2834.495143 3 940.1693726 -2.364297917 -0.002221258 87.59921048LNDGHFMPVLGFGTYAPAEVPK 16 5453543 2xTMT6plex [N-Term; K22] 1.117 1.165 1.086 6.413331985 46.81 0 2818.500228 3 940.1693726 -2.364297917 -0.002221258 87.59921048
YKPVCNQVECHPYFNQR 14 5453543 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C5; C10] 1.671 1.433 1.513 6.184231281 39.18 0 2697.343017 4 675.0905151 -1.032899082 -0.000696521 39.50553733

EEPWVDPNSPVLLEDPVLCALAK 30 5453543 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C19] 1.171 1.31 1.27 5.899991035 67.41 0 3049.63203 3 1017.214966 -0.552895905 -0.000562043 109.4730251



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

NLQLDYVDLYLIHFPVSVKPGEEVIPK 15 5453543 3xTMT6plex [N-Term; K19; K27] 1.052 1.123 1.23 7.080513954 34.19 0 3813.180945 5 763.4423828 0.488422272 0.000372488 109.4955532
SKDIVLVAYSALGSHREEPWVDPNSPVLLEDPVLCALAK 2 5453543 3xTMT6plex [N-Term; K2; K39]; 1xCarbamidomethyl [C35] 100 4.387050629 18.21 2 4975.721015 5 995.9508667 0.846455434 0.000842345 111.6492388

QLEMILNKPGLK 4 5453543 3xTMT6plex [N-Term; K8; K12] 0.742 0.974 2.660285473 10.22 0 2071.291629 3 691.1021729 0.162441968 0.000112155 75.03562859LWCNSHRPELVRPALER 6 5453543 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.708 1.641 1.665 5.135854721 8.96 0 2362.276368 5 473.2614136 0.674451608 0.000318648 45.10106369REDIFYTSK 16 5453543 2xTMT6plex [N-Term; K9] 1.238 1.291 1.288 4.551433086 26.21 1 1616.904828 2 808.9555054 -0.676655665 -0.000547044 38.64939545SLGVSNFNR 12 5453543 1xTMT6plex [N-Term] 1.27 0.939 0.99 3.111576796 38.27 0 1222.674151 2 611.8406372 -0.12536941 -7.66E-05 35.15755587RTPALIALR 4 5453543 1xTMT6plex [N-Term] 1.188 1.189 5.389442921 50.76 1 1239.809857 3 413.9406738 -1.926501561 -0.000796165 47.6265805LAIEAGFR 2 5453543 1xTMT6plex [N-Term] 1.169 2.971933126 28.65 0 1105.65671 2 553.3323364 0.620483335 0.000343021 61.39833164EDIFYTSK 16 5453543 2xTMT6plex [N-Term; K8] 1.216 1.193 1.189 3.718595505 36.74 0 1460.803717 2 730.9060059 0.696773111 0.000508924 50.90656062GVVVLAK 14 5453543 2xTMT6plex [N-Term; K7] 1.294 1.352 1.174 2.978906631 44.21 0 1143.786551 2 572.3966064 -0.53766096 -0.000307485 51.82308871TPALIALR 8 5453543 1xTMT6plex [N-Term] 1.14 1.232 1.167 2.903087616 27.72 0 1083.708746 2 542.3580933 0.151455304 8.21E-05 54.78772659KLLDFCK 8 5453543 3xTMT6plex [N-Term; K1; K7]; 1xCarbamidomethyl [C6] 0.995 1.764 2.077 2.864648819 13.31 1 1610.990696 3 537.6688232 0.757376542 0.000406709 56.55672331AIDGLNR 10 5453543 1xTMT6plex [N-Term] 1.276 1.322 1.565 3.02422142 27.37 0 987.5784599 2 494.292511 -0.723524634 -0.000357269 25.12547152IADGSVK 8 5453543 2xTMT6plex [N-Term; K7] 1.288 1.076 1.1 2.47227478 21.88 0 1147.708695 2 574.357605 -0.663460219 -0.00038073 32.14397232
QLEMILNKPGLK 2 5453543 3xTMT6plex [N-Term; K8; K12]; 1xOxidation [M4] 0.772 1.71254909 4.74 0 2087.286544 3 691.1021729 0.162441968 0.000112155 75.03562859

4503291 DDT D-dopachrome decarboxylase 1652 NP_001346.1 62.71186441 1 7 7 86 118 12.704 7.3 0.9 0.93 0.94 0.92 Significant 0.000169 PFLELDTNLPANR 8 4503291 1xTMT6plex [N-Term] 1.022 1.085 0.755 50.96 0 1728.9482 3 576.9876709 0.149816699 8.63E-05 72.3429677FFPLESWQIGK 48 4503291 2xTMT6plex [N-Term; K11] 0.91 0.928 0.946 4.562395573 62.53 0 1810.030363 2 905.519104 0.313987999 0.000284164 95.89223642
LCAAAASILGKPADR 2 4503291 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.695 4.280149937 7.67 0 1972.141387 3 658.052063 0.126109033 8.29E-05 64.55338447

SHSAHFFEFLTK 6 4503291 2xTMT6plex [N-Term; K12] 0.872 0.79 3.834457874 17.4 0 1909.037239 4 478.0145874 -0.376923305 -0.00017989 61.40776238ELALGQDR 4 4503291 1xTMT6plex [N-Term] 1.066 0.947 2.566938162 27.07 0 1130.636703 2 565.8220215 0.056064649 3.17E-05 30.7651745IGTVMTFL 12 4503291 1xTMT6plex [N-Term] 0.882 0.844 0.814 2.533299446 50.6 0 1110.643034 2 555.8251343 -0.037856729 -2.10E-05 98.85894279VPAGLEK 6 4503291 2xTMT6plex [N-Term; K7] 0.879 0.931 0.934 2.474179268 34.53 0 1171.74508 2 586.3759766 -0.344627007 -0.000201908 53.96795226
87196351 DDX3X ATP-dependent RNA helicase DDX3X isoform 1 1654 NP_001347.3 59.06344411 1 32 33 269 662 73.198 7.18 1.2 1.27 1.26 1.24 Significant 0.000309

QEVPSWLENMAYEHHYK 6 87196351 2xTMT6plex [N-Term; K17] 1.26 1.314 1.271 5.998217106 47.19 0 2619.306614 4 655.5821533 0.064731349 4.24E-05 66.26367765LEQELFSGGNTGINFEK 18 87196351 2xTMT6plex [N-Term; K17] 1.189 1.124 1.059 5.350903511 67.74 0 2341.243997 3 781.0858765 -0.393254812 -0.000306902 79.72696622VGNLGLATSFFNER 9 87196351 1xTMT6plex [N-Term] 1.287 1.204 0.938 4.946054935 45.54 0 1753.943449 3 585.3182373 -1.876187022 -0.001096909 77.84845906ELAVQIYEEAR 10 87196351 1xTMT6plex [N-Term] 1.113 1.212 1.248 4.444451332 53.27 0 1549.842338 2 775.4231567 -2.130264063 -0.001650787 59.28076812SFLLDLLNATGK 22 87196351 2xTMT6plex [N-Term; K12] 1.322 1.567 1.385 5.243837833 73 0 1750.051492 2 875.5270386 -2.68097915 -0.002345926 109.1421423HVINFDLPSDIEEYVHR 6 87196351 1xTMT6plex [N-Term] 1.162 1.043 1.238 5.925270081 50.19 0 2312.187261 4 578.8025513 0.481789751 0.000278497 76.63076812VGSTSENITQK 6 87196351 2xTMT6plex [N-Term; K11] 1.44 1.436 1.108 4.758188248 59.86 0 1621.916121 2 811.461853 0.190105199 0.000154167 32.30884541MLDMGFEPQIR 32 87196351 1xTMT6plex [N-Term] 1.285 1.295 1.252 4.310919762 38.95 0 1565.801736 2 783.4041748 -0.4234512 -0.00033152 69.84879376QSSGASSSSFSSSR 6 87196351 1xTMT6plex [N-Term] 1.458 1.367 1.321 5.553003311 68.13 0 1590.755708 2 795.8810425 -0.565655089 -0.00044991 16.60297173TAAFLLPILSQIYSDGPGEALR 4 87196351 1xTMT6plex [N-Term] 1.348 1.132 5.440558434 58.51 0 2561.417655 3 854.4771118 -0.340725683 -0.000290914 112.8156591SPILVATAVAAR 5 87196351 1xTMT6plex [N-Term] 0.87 1.286 1.309 4.152781487 57.42 0 1397.867765 3 466.6274109 -0.061532275 -2.87E-05 60.06644681QYPISLVLAPTR 18 87196351 1xTMT6plex [N-Term] 1.366 1.433 1.48 4.664530277 49.89 0 1586.946744 2 793.9771729 0.204873369 0.000162562 74.76745809DREEALHQFR 6 87196351 1xTMT6plex [N-Term] 1.044 1.072 1.241 6.378863335 32.7 1 1529.802205 3 510.6046143 -1.905780076 -0.000971822 20.80228591DLMACAQTGSGK 12 87196351 2xTMT6plex [N-Term; K12]; 1xOxidation [M3]; 1xCarbamidomethyl [C5] 1.219 1.323 1.31 4.021054745 52.76 0 1712.871162 2 856.9391479 -0.083463115 -7.15E-05 28.61138266
GCHLLVATPGR 8 87196351 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.31 1.298 1.442 4.02295351 48.2 0 1409.78847 2 705.3974609 -0.584729566 -0.000412172 31.67566291DLLDLLVEAK 2 87196351 2xTMT6plex [N-Term; K10] 0.95 2.335039139 28.95 0 1586.976931 2 793.9914551 -0.81726062 -0.000648487 106.6897775VVWVEESDKR 8 87196351 2xTMT6plex [N-Term; K9] 1.3 1.238 4.766775131 37.17 1 1704.968491 3 568.9939575 -0.687251062 -0.00039058 48.99821685DSSGWSSSK 6 87196351 2xTMT6plex [N-Term; K9] 1.182 1.195 1.172 3.974817038 40.99 0 1398.72653 2 699.8666382 -0.378775123 -0.000264901 26.58269501DKDAYSSFGSR 6 87196351 2xTMT6plex [N-Term; K2] 1.185 1.03 1.444 2.492066145 13.96 1 1690.88007 3 564.2977905 -0.740216879 -0.000417206 28.06796325DSLTLVFVETK 4 87196351 2xTMT6plex [N-Term; K11] 0.806 1.391 3.468161821 25.55 0 1710.008959 3 570.6737671 -1.292882389 -0.000736947 80.96386467YLVLDEADR 8 87196351 1xTMT6plex [N-Term] 1.076 1.107 1.213 3.50116396 39.9 0 1322.715347 2 661.8601074 -1.821175097 -0.001204448 50.38686328GFGGGGYGGFYNSDGYGGNYNSQGVDWWGN 4 87196351 1xTMT6plex [N-Term] 0.815 1.012 2.231364965 1.42 0 3338.403748 3 1113.472534 -0.209423722 -0.000233047 85.57966265SDYDGIGSR 6 87196351 1xTMT6plex [N-Term] 1.198 1.316 1.176 2.94481349 45.52 0 1198.590147 2 599.7989502 0.398076545 0.000238565 20.49476032MLDMGFEPQIR 2 87196351 1xTMT6plex [N-Term]; 2xOxidation [M1; M4] 1.222 2.503322363 2.17 0 1597.791566 2 783.4041748 -0.4234512 -0.00033152 69.84879376GLDISNVK 6 87196351 2xTMT6plex [N-Term; K8] 1.353 1.238 1.144 3.154192448 36.55 0 1303.798572 2 652.4024048 -0.797216464 -0.000519705 58.03065014

WCDKSDEDDWSKPLPPSER 3 87196351 3xTMT6plex [N-Term; K4; K12]; 1xCarbamidomethyl [C2] 1.11 1.836 1.888 4.247559071 1 3034.518347 4 759.385437 0.517876874 0.000392877 49.9758798
IVEQDTMPPK 9 87196351 2xTMT6plex [N-Term; K10] 1.122 1.31 1.061 3.452389956 34.29 0 1615.91295 3 539.3098755 1.31390422 0.000707718 45.4679106FSGGFGAR 6 87196351 1xTMT6plex [N-Term] 1.27 1.387 1.167 2.644785166 28.64 0 1027.552245 2 514.2803345 1.116396094 0.000573578 47.34220438HAIPIIK 6 87196351 2xTMT6plex [N-Term; K7] 1.309 1.278 1.291 2.674681187 21.38 0 1249.839649 3 417.2852478 1.2327487 0.000513579 44.88883581LVDMMER 6 87196351 1xTMT6plex [N-Term] 1.293 1.057 2.14 2.930585861 31.15 0 1122.584867 2 561.7958984 -0.309023407 -0.000173452 49.41647835IGLDFCK 4 87196351 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.066 1.051 2.474572897 16.18 0 1310.754265 2 655.874939 -8.898517917 -0.005831885 60.47746652EIQMLAR 4 87196351 1xTMT6plex [N-Term] 1.243 1.309 1.316 2.831282377 35.74 0 1089.628781 2 545.3170776 -1.74576571 -0.000951118 40.13189702YTRPTPVQK 5 87196351 2xTMT6plex [N-Term; K9] 1.363 1.328 3.040696144 5.22 0 1547.930983 3 516.649231 1.392943947 0.000718727 26.61411282SSFFSDR 6 87196351 1xTMT6plex [N-Term] 1.393 1.168 1.188 2.2330966 14.81 0 1074.54174 2 537.7739868 -0.97063441 -0.000521494 32.22121722100913206 DHX9 ATP-dependent RNA helicase A 1660 NP_001348.2 47.79527559 1 48 48 583 1270 140.869 6.84 1.39 1.37 1.38 1.38 Significant 0.0000175

DKDDDGGEDDDANCNLICGDEYGPETR 10 100913206 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C14; C18] 1.12 1.29 1.361 7.728525639 55.17 1 3503.485121 3 1168.497925 -1.683867844 -0.001966469 39.66231338
FSDHVALLSVFQAWDDAR 29 100913206 1xTMT6plex [N-Term] 1.546 1.519 1.489 5.567986488 54.62 0 2306.176697 3 769.395752 -1.731845019 -0.001331314 98.39824444TPLHEIALSIK 14 100913206 2xTMT6plex [N-Term; K11] 1.187 1.401 1.385 4.19192934 66.16 0 1680.046013 2 840.526123 -0.621200992 -0.000521823 63.78223112

KLAAQSCALSLVR 6 100913206 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 2.033 2.182 1.447 5.309050083 49.7 1 1875.125009 3 625.7128906 -0.474685685 -0.000296698 55.43120686
LQISHEAAACITGLR 11 100913206 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.093 1.326 1.833 5.560751915 53.34 0 1869.021382 2 935.0164795 2.300655528 0.002149987 56.42737792KFESEILEAISQNSVVIIR 16 100913206 2xTMT6plex [N-Term; K1] 1.318 1.506 1.436 6.859321594 49.09 1 2633.527823 3 878.5079346 -7.052391435 -0.00619089 104.5910194FESEILEAISQNSVVIIR 18 100913206 1xTMT6plex [N-Term] 1.026 1.45 1.122 6.358365059 80.77 0 2276.269928 3 759.4212036 -9.16876329 -0.00695686 112.0359095KVQSDGQIVLVDDWIK 12 100913206 3xTMT6plex [N-Term; K1; K16] 1.895 1.741 1.782 5.133808136 38.1 1 2530.484785 3 844.164978 -1.740558961 -0.001468153 78.45450393SEEVPAFGVASPPPLTDTPDTTANAEGDLPTTMGGPLPPHLALK 12 100913206 2xTMT6plex [N-Term; K44] 1.49 1.447 1.35 7.270530224 36.82 0 4867.511586 6 812.0910034 -0.400359024 -0.000324792 93.03301107AIEPPPLDAVIEAEHTLR 38 100913206 1xTMT6plex [N-Term] 1.38 1.368 1.298 6.585208416 59.63 0 2200.217499 3 734.0772705 -0.109287633 -8.02E-05 86.85038662VQSDGQIVLVDDWIK 14 100913206 2xTMT6plex [N-Term; K15] 1.232 0.948 1.01 4.863091469 61.16 0 2173.22689 2 1087.117432 0.320413507 0.000348166 84.59802105QLYHLGVVEAYSGLTK 8 100913206 2xTMT6plex [N-Term; K16] 1.325 1.381 1.514 5.212807178 39.16 0 2236.274175 3 746.0960083 -0.31446397 -0.000234409 67.60578358TTQVPQFILDDFIQNDR 20 100913206 1xTMT6plex [N-Term] 1.349 1.034 1.411 4.777567863 40.96 0 2279.186927 3 760.4000854 -0.53692057 -0.000407914 95.89815801AAECNIVVTQPR 18 100913206 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.001 1.553 1.4 4.189274311 64.5 0 1586.852192 2 793.9269409 -3.520626616 -0.002793357 108.6780793AENNSEVGASGYGVPGPTWDR 12 100913206 1xTMT6plex [N-Term] 1.723 1.013 0.83 7.918819427 95.64 0 2392.136682 2 1196.571899 -0.06683643 -7.99E-05 48.24161195AAMEALVVEVTK 30 100913206 2xTMT6plex [N-Term; K12] 1.444 1.529 1.603 5.472681999 71.04 0 1719.012664 2 860.0113525 1.608137149 0.001382204 88.84560913KEEQEVQATLESEEVDLNAGLHGNWTLENAK 4 100913206 3xTMT6plex [N-Term; K1; K31] 1.895 1.062 7.751329422 29.14 1 4169.160556 4 1043.045776 0.172542827 0.00017984 83.98105342ETPFELIEALLK 12 100913206 2xTMT6plex [N-Term; K12] 0.722 0.671 0.643 4.947692394 58.99 0 1861.108673 2 931.0577393 -0.253050443 -0.000235477 113.2100794GISHVIVDEIHER 14 100913206 1xTMT6plex [N-Term] 1.242 1.342 1.288 4.852657795 47.4 0 1732.954348 4 433.9943848 0.785226975 0.000340191 45.03362283LAAQSCALSLVR 18 100913206 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.641 1.652 1.508 4.837202549 59.05 0 1517.867114 2 759.4371948 -0.000481967 -3.66E-07 58.57398587NELMYQLEQDHDLQAILQER 12 100913206 1xTMT6plex [N-Term] 1.372 1.235 1.313 7.21736002 65.3 0 2715.360945 3 905.7914429 -0.43059348 -0.000389739 85.18918462NELMYQLEQDHDLQAILQER 9 100913206 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.197 1.274 2.087 5.672237873 46.56 0 2731.35586 3 905.7914429 -0.43059348 -0.000389739 85.18918462

TYPVQEYFLEDCIQMTHFVPPPK 12 100913206 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C12] 1.301 1.524 1.554 6.118572712 35.55 0 3297.672849 4 825.1740723 0.488193515 0.000402476 95.15630686
TYPVQEYFLEDCIQMTHFVPPPK 12 100913206 2xTMT6plex [N-Term; K23]; 1xOxidation [M15]; 1xCarbamidomethyl [C12] 1.557 1.687 1.666 5.418970108 30.17 0 3313.667764 4 825.1740723 0.488193515 0.000402476 95.15630686QPAIISQLDPVNER 12 100913206 1xTMT6plex [N-Term] 1.331 1.388 1.446 5.265881062 53.94 0 1809.006778 2 905.0065308 -0.548895988 -0.000496478 60.40349519ELDALDANDELTPLGR 14 100913206 1xTMT6plex [N-Term] 1.387 1.477 1.547 5.718847752 67.59 0 1971.023216 2 986.0155029 0.260575 0.0002568 63.8525377LGGIGQFLAK 22 100913206 2xTMT6plex [N-Term; K10] 1.36 1.21 1.352 4.097772121 52.28 0 1461.919356 2 731.4628296 -0.665987702 -0.00048681 81.74407013LSMSQLNEK 12 100913206 2xTMT6plex [N-Term; K9] 1.08 0.957 1.03 3.895689487 45.53 0 1507.855435 2 754.4314575 0.134760308 0.0001016 49.50412442YTQVGPDHNR 6 100913206 1xTMT6plex [N-Term] 1.668 1.556 1.535 5.144725323 57.35 0 1415.722892 3 472.5789185 -0.487361552 -0.00022999 17.5365135YQILPLHSQIPR 6 100913206 1xTMT6plex [N-Term] 1.079 1.056 0.956 4.711995125 27.86 0 1693.995091 3 565.3356934 -1.513748114 -0.000854761 58.11365017KVFDPVPVGVTK 8 100913206 3xTMT6plex [N-Term; K1; K12] 1.754 1.718 1.747 4.263152122 33.57 1 1973.240245 2 987.1209106 -2.88893912 -0.002850285 70.28582328HLEMNPHFGSHR 4 100913206 1xTMT6plex [N-Term] 1.327 1.655 3.932389736 35.17 0 1690.843358 4 423.4662781 -0.044874241 -1.90E-05 27.68685075ISAVSVAER 6 100913206 1xTMT6plex [N-Term] 1.262 1.183 1.156 3.329692841 31.79 0 1160.683653 2 580.8446655 -1.377382466 -0.000799353 35.92275852LAQFEPSQR 18 100913206 1xTMT6plex [N-Term] 1.304 1.389 1.31 3.34843111 34.69 0 1304.716016 2 652.8617554 0.167287122 0.000109131 39.24330366GMTLVTPLQLLLFASK 2 100913206 2xTMT6plex [N-Term; K16] 1.374 3.90670085 20.07 0 2190.333604 3 730.7822876 -0.591022769 -0.000431512 113.3749389EGETVEPYK 12 100913206 2xTMT6plex [N-Term; K9] 1.237 1.099 1.157 3.595926046 51.5 0 1509.820096 2 755.413208 -0.633283646 -0.000478072 32.57056095

NFLYAWCGK 16 100913206 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 2.199 1.83 1.681 4.016586781 37.44 0 1616.865941 2 808.935791 -1.011394148 -0.000817644 73.18451835
YPSPFFVFGEK 16 100913206 2xTMT6plex [N-Term; K11] 1.375 1.541 1.607 3.718779087 59.79 0 1775.977265 2 888.4923096 0.043717128 3.88E-05 89.9203238

VRPGFCFHLCSR 8 100913206 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C10] 2.104 2.287 2.08 4.800168991 38.83 0 1764.898765 4 441.97995 -0.450674751 -0.000198849 46.71840798MGGEEAEIR 6 100913206 1xTMT6plex [N-Term] 0.902 1.046 0.01 2.776504517 30.89 0 1220.614253 2 610.8103638 -0.657047004 -0.000401 24.52340743LETHMTPEMFR 2 100913206 1xTMT6plex [N-Term] 1.367 3.046752214 11.46 0 1620.80755 3 540.9404907 -0.389152945 -0.000210247 50.56044605KKEGETVEPYK 4 100913206 4xTMT6plex [N-Term; K1; K2; K11] 2.581 2.446 2.583 3.650262117 3.77 2 2224.335885 4 556.8387451 -1.229522604 -0.000683718 32.38968629LNQYFQK 12 100913206 2xTMT6plex [N-Term; K7] 1.077 1.214 1.299 3.544199705 33.08 0 1398.814557 2 699.9129028 2.839728857 0.001986127 62.07853581
GATGCGK 6 100913206 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.375 1.713 1.513 2.357522011 35.23 0 1108.6185 2 554.8110962 -3.233012247 -0.001792089 17.37149024
SCGYSVR 6 100913206 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.316 1.805 1.246 2.642560482 24.04 0 1057.529795 2 529.2684937 -0.08014461 -4.24E-05 19.03196397ILTTEGR 6 100913206 1xTMT6plex [N-Term] 1.18 1.177 1.079 2.754485846 25.27 0 1018.609426 2 509.8077087 -1.261307326 -0.00064239 28.54466714DAQSNAAR 5 100913206 1xTMT6plex [N-Term] 100 1.143 2.592247248 18.05 0 1061.553702 2 531.2799072 -1.09631465 -0.000581898 13.60401606ELLPVKK 5 100913206 3xTMT6plex [N-Term; K6; K7] 1.937 0.947 1.771 2.292934418 1.49 1 1514.028462 3 505.3474426 -0.453848232 -0.000229046 64.22086724MGGEEAEIR 2 100913206 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.225 1.79491365 22.09 0 1236.609168 2 610.8103638 -0.657047004 -0.000401 24.52340743KLEAGIR 2 100913206 2xTMT6plex [N-Term; K1] 0.961 2.260299683 5.43 1 1244.809078 2 622.9077759 -0.644590566 -0.000401196 30.02722554MTPSYEIR 4 100913206 1xTMT6plex [N-Term] 1.217 1.065 3.166180134 18.17 0 1225.644825 2 613.3243408 -2.790196071 -0.001709895 36.5763270368509926 DHX15 pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 1665 NP_001349.2 48.42767296 1 33 34 381 795 90.875 7.46 1.25 1.27 1.28 1.27 Significant 0.0000485

VADEMDVMLGQEVGYSIR 8 68509926 1xTMT6plex [N-Term] 1.216 2.612 1.542 5.31988287 53.01 0 2241.10927 3 747.7078857 -0.074161238 -5.54E-05 82.66779587ALVTGYFMQVAHLER 4 68509926 1xTMT6plex [N-Term] 1.369 1.416 5.808018208 49.2 0 1964.062519 3 655.3586426 -0.582540329 -0.000381382 82.08619753QNHESVQWCYDNFINYR 6 68509926 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.115 0.999 1.016 5.198348522 21.52 0 2502.145807 3 834.7203979 0.333009233 0.000277746 60.81362913THPVEIFYTPEPERDYLEAAIR 18 68509926 1xTMT6plex [N-Term] 1.461 1.434 1.525 5.986876965 28.8 1 2875.482774 4 719.6259766 -0.242696637 -0.000174468 70.9028169FQIYFDNCPLLTIPGR 12 68509926 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.862 1.611 1.636 5.193350792 43.33 0 2183.152062 3 728.3883667 -0.694080073 -0.000505094 98.6251056VESLLVTAISK 16 68509926 2xTMT6plex [N-Term; K11] 1.212 1.227 1.215 5.030712128 62.36 0 1618.01913 2 809.5119629 -1.533046615 -0.001240249 88.52208537KLGIDDLVHFDFMDPPAPETLMR 12 68509926 2xTMT6plex [N-Term; K1] 1.316 1.444 1.343 6.997127056 27.81 1 3115.63607 4 779.6640015 -0.607776577 -0.000473403 98.87892498DNQVVQLHPSTVLDHKPEWVLYNEFVLTTK 6 68509926 3xTMT6plex [N-Term; K16; K30] 1.65 1.542 1.406 6.262555122 21.09 0 4237.32644 5 848.2698364 -1.501959121 -0.001272858 93.00117499LDLGEDYPSGK 12 68509926 2xTMT6plex [N-Term; K11] 1.118 1.167 1.271 3.999333858 50.68 0 1651.894323 2 826.4509888 0.228754986 0.00018894 51.77631239THPVEIFYTPEPER 6 68509926 1xTMT6plex [N-Term] 1.088 1.142 1.081 4.829167366 46.18 0 1944.006443 3 648.6733398 -0.502677732 -0.000325736 48.5645651TTQIPQWCVEYMR 12 68509926 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.503 1.727 1.866 4.074048996 29.36 0 1940.956005 2 970.9813232 -0.327212788 -0.000317553 62.48008089HQSFVLVGETGSGK 6 68509926 2xTMT6plex [N-Term; K14] 1.464 1.467 1.661 5.780295849 44.8 0 1904.064182 3 635.359375 -0.320624696 -0.000203497 57.41344534IIPLYSTLPPQQQQR 30 68509926 1xTMT6plex [N-Term] 1.253 1.235 1.337 3.635326862 35.19 0 2011.153776 2 1006.081787 1.253608143 0.001260599 71.37515943SNLGSVVLQLK 16 68509926 2xTMT6plex [N-Term; K11] 1.355 1.16 1.315 4.790755749 56.21 0 1616.014713 2 808.5082397 -3.409701513 -0.002755064 75.20901748LGIDDLVHFDFMDPPAPETLMR 4 68509926 1xTMT6plex [N-Term] 0.652 1.073 3.80627346 18.64 0 2758.378175 3 925.463562 1.096880289 0.001014385 99.81588081LGIDDLVHFDFMDPPAPETLMR 5 68509926 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.709 0.979 3.230551481 18.94 0 2774.37309 3 925.463562 1.096880289 0.001014385 99.81588081KALVTGYFMQVAHLER 4 68509926 2xTMT6plex [N-Term; K1] 1.693 2.171 6.200838089 41.43 1 2321.320414 4 581.0837402 -3.13723709 -0.001820633 79.85308875ASTNAMLISAGLPPLK 16 68509926 2xTMT6plex [N-Term; K16] 1.072 1.138 1.199 5.443524837 73.35 0 2042.208404 2 1021.60614 -1.6648382 -0.001699973 83.14045TLATDILMGVLK 26 68509926 2xTMT6plex [N-Term; K12]; 1xOxidation [M8] 1.291 1.337 1.33 3.860266447 56.55 0 1749.059615 2 867.0355225 -0.537387972 -0.000465664 107.6631589TLATDILMGVLK 24 68509926 2xTMT6plex [N-Term; K12] 1.316 1.35 1.436 5.674971581 86.19 0 1733.0647 2 867.0355225 -0.537387972 -0.000465664 107.6631589YGVIILDEAHER 8 68509926 1xTMT6plex [N-Term] 1.128 1.143 1.114 4.32430172 50.72 0 1643.895437 3 548.6370239 0.658142434 0.000360639 53.37352582EVDDLGPEVGDIK 22 68509926 2xTMT6plex [N-Term; K13] 1.22 1.348 1.283 5.028919697 58.18 0 1844.00533 2 922.5037842 -2.732194177 -0.00251909 57.99189203EAMNDPLLER 11 68509926 1xTMT6plex [N-Term] 1.211 1.163 0.866 3.672543287 53.39 0 1416.735431 2 708.8710938 -0.36684337 -0.00025986 43.92256614LQLPVWEYK 10 68509926 2xTMT6plex [N-Term; K9] 1.244 1.18 1.213 3.947738886 44.8 0 1633.971786 2 817.4894409 -0.110408309 -9.02E-05 83.60189196SLMSADNVR 6 68509926 1xTMT6plex [N-Term] 1.299 1.289 1.294 3.370147943 50.59 0 1221.645887 2 611.3261108 -0.771377633 -0.000471175 31.5962582VAAMSVAQR 6 68509926 1xTMT6plex [N-Term] 1.22 1.126 1.113 3.381212234 37.1 0 1161.661144 2 581.3336182 -1.019145627 -0.000591951 30.55157598IAPQYYDMSNFPQCEAK 4 68509926 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C14] 1.45 3.320801735 18.93 0 2520.230338 3 840.7458496 -2.91327811 -0.002447377 64.56400527
ASTNAMLISAGLPPLK 2 68509926 2xTMT6plex [N-Term; K16]; 1xOxidation [M6] 1.411 3.60038805 8.06 0 2058.203319 2 1021.60614 -1.6648382 -0.001699973 83.14045

FEDCSSAK 12 68509926 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 0.963 1.047 1.055 3.452656746 29.61 0 1401.708437 2 701.3580322 0.250296792 0.000175422 28.63058749
TGHYLTVK 8 68509926 2xTMT6plex [N-Term; K8] 1.16 1.19 1.25 3.097244024 23.7 0 1376.830207 3 459.6148682 -0.113018883 -5.19E-05 34.04643366GVACTQPR 6 68509926 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.055 1.137 1.118 2.45413518 17.16 0 1117.598544 2 559.3031616 0.450020439 0.000251471 100.1954934YMTDGMLLR 8 68509926 1xTMT6plex [N-Term] 0.964 1.04 1.093 3.134672165 22.27 0 1328.690395 2 664.8479004 -1.407866541 -0.000935309 55.4676242FTDILVR 6 68509926 1xTMT6plex [N-Term] 1.218 1.419 1.381 2.763128281 31.85 0 1092.661461 2 546.8344727 0.189878116 0.000103736 60.5028958DYYINIR 15 68509926 1xTMT6plex [N-Term] 1.426 1.425 1.165 2.765722513 36.59 0 1185.646539 2 593.3254395 -2.477216989 -0.001468552 47.3098099DYLEAAIR 4 68509926 1xTMT6plex [N-Term] 1.083 1.015 2.926696539 29.27 0 1179.657104 2 590.3323364 0.247683468 0.000146091 46.23759217STDFTSR 6 68509926 1xTMT6plex [N-Term] 1.415 1.176 1.175 2.743059397 20.29 0 1042.536655 2 521.7723389 0.716055759 0.000373257 19.25569833KAADEAK 4 68509926 3xTMT6plex [N-Term; K1; K7] 1.971 1.907 2.649008512 11.51 1 1419.87744 3 473.963562 -0.920956138 -0.000435882 18.7366348

4503301 DECR1 2,4-dienoyl-CoA reductase, mitochondrial precursor 1666 NP_001350.1 48.35820896 1 13 13 162 335 36.045 9.28 0.91 0.92 0.9 0.91 Significant 0.0000403
DPDMVQNTVSELIK 10 4503301 2xTMT6plex [N-Term; K14] 0.77 0.766 0.684 4.576140881 38.42 0 2047.114563 3 683.0427246 -0.460234074 -0.000314051 81.08806182VAGHPNIVINNAAGNFISPTER 6 4503301 1xTMT6plex [N-Term] 0.885 0.81 0.825 5.85880518 44.4 0 2520.352035 3 840.7879639 -1.069953086 -0.000898886 56.74199874GMTTLLSSLGAQCVIASR 22 4503301 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.016 0.892 1.079 6.797891617 66.91 0 2094.124861 3 698.713562 0.607282393 0.000423908 84.59138344VAFITGGGTGLGK 24 4503301 2xTMT6plex [N-Term; K13] 1.017 0.993 0.97 4.506006718 60.29 0 1635.983413 2 818.4940796 -1.546666239 -0.00126516 63.64981682ATAEQISSQTGNK 18 4503301 2xTMT6plex [N-Term; K13] 0.878 0.932 0.945 5.040575504 88.43 0 1792.980512 2 896.9949951 1.227812773 0.001100722 37.21964037EQWDTIEELIR 14 4503301 1xTMT6plex [N-Term] 1.116 0.918 1.009 4.645765781 60.96 0 1660.874367 2 830.9402466 -0.692548431 -0.000575118 80.55146651FNVIQPGPIK 20 4503301 2xTMT6plex [N-Term; K10] 0.887 0.935 0.941 4.125867367 37.05 0 1570.97212 3 524.3287964 -0.180830608 -9.47E-05 65.42423425LDPTGTFEK 6 4503301 2xTMT6plex [N-Term; K9] 0.818 0.994 0.838 3.158890009 28.13 0 1465.830266 2 733.418335 -0.595592918 -0.000436519 51.21955054AMLPPNSFQGK 10 4503301 2xTMT6plex [N-Term; K11] 1.004 0.965 0.895 3.668589115 55.79 0 1647.929269 2 824.4676514 -0.754125586 -0.000621373 52.85298962VHAIQCDVR 10 4503301 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.766 0.849 0.841 3.478450537 38.76 0 1326.71497 3 442.9096069 -0.529713793 -0.00023426 23.19644214AGVEAMSK 6 4503301 2xTMT6plex [N-Term; K8] 0.961 0.976 0.889 3.088107824 27.14 0 1250.717879 2 625.8619385 -1.022546248 -0.000639458 33.13708616AMLPPNSFQGK 6 4503301 2xTMT6plex [N-Term; K11]; 1xOxidation [M2] 0.995 0.603 1.09 2.597616434 38.16 0 1663.924184 2 824.4676514 -0.754125586 -0.000621373 52.85298962FDGGEEVLISGEFNDLR 2 4503301 1xTMT6plex [N-Term] 100 3.251656771 22.05 0 2126.060329 2 1063.534546 0.698845115 0.000742893 78.27942754FFSPLQK 8 4503301 2xTMT6plex [N-Term; K7] 0.903 0.923 1.033 2.720047951 23.1 0 1324.80293 2 662.9044189 -1.032802196 -0.00068413 68.12787785

4503337 DKC1 H/ACA ribonucleoprotein complex subunit 4 isoform 1 1736 NP_001354.1 46.10894942 1 20 20 134 514 57.638 9.42 1.2 1.24 1.22 1.22 Significant 0.0000896
DSAVNAICYGAK 10 4503337 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.237 1.648 1.412 5.228545189 59.27 0 1726.919827 2 863.9642334 0.789600567 0.000681788 44.40610986

TGFINLDKPSNPSSHEVVAWIR 6 4503337 2xTMT6plex [N-Term; K8] 0.971 0.698 1.005 7.576772213 34.94 0 2925.598697 4 732.1559448 1.111856824 0.000813212 68.19532255ALETLTGALFQRPPLIAAVK 14 4503337 2xTMT6plex [N-Term; K20] 1.345 1.33 1.224 7.775203228 27.07 0 2567.5689 4 642.6472168 -0.725543334 -0.000465721 107.0852378LDTSQWPLLLK 18 4503337 2xTMT6plex [N-Term; K11] 1.152 1.241 1.281 5.029388428 59.13 0 1772.072228 2 886.5383911 -1.536186502 -0.001361117 92.81972812SLPEEDVAEIQHAEEFLIKPESK 6 4503337 3xTMT6plex [N-Term; K19; K23] 1.011 1.307 1.567 8.554690361 43.69 0 3325.813449 4 832.2089844 0.198104918 0.000164715 86.87989119AGLESGAEPGDGDSDTTK 4 4503337 2xTMT6plex [N-Term; K18] 1.079 1.921 3.833624601 65.1 0 2165.061007 2 1083.032837 -1.205250968 -0.001304721 29.45340416QEYVDYSESAK 10 4503337 2xTMT6plex [N-Term; K11] 1.21 1.208 1.284 4.670431137 56.32 0 1776.905616 2 888.9549561 -1.67732073 -0.00149022 35.49230861APQVVAEAAK 4 4503337 2xTMT6plex [N-Term; K10] 1.702 1.318 3.271006584 66.06 0 1441.877885 2 721.4419556 -0.867443214 -0.000625374 112.6049212TGHSGTLDPK 4 4503337 2xTMT6plex [N-Term; K10] 1.217 1.22 4.798576355 23.87 0 1470.831663 3 490.9486389 -0.203838386 -9.99E-05 21.95423593AGLESGAEPGDGDSDTTKK 2 4503337 3xTMT6plex [N-Term; K18; K19] 100 3.561272144 18.91 1 2522.318902 3 841.4436646 -0.975771801 -0.000820403 31.67033328EVVAEVVK 6 4503337 2xTMT6plex [N-Term; K8] 1.311 1.348 1.218 3.786507845 51.07 0 1330.834624 2 665.9200439 -1.36173146 -0.00090612 58.62402538HGKPTDSTPATWK 12 4503337 3xTMT6plex [N-Term; K3; K13] 1.123 1.082 1.111 3.839342594 10.7 0 2113.2009 3 705.0724487 0.895996877 0.00063114 34.16603785IMLPGVLR 6 4503337 1xTMT6plex [N-Term] 1.353 1.223 1.161 2.902219057 34.13 0 1127.717202 2 564.3616333 -1.074745012 -0.000606004 72.25608926KWGLGPK 4 4503337 3xTMT6plex [N-Term; K1; K7] 2.161 1.691 2.097365141 9.27 1 1472.955631 3 491.6564941 -0.476639018 -0.000234023 47.10629435SQQSAGK 8 4503337 2xTMT6plex [N-Term; K7] 0.37 1.548 1.41 2.923573971 30.62 0 1163.678457 2 582.3426514 -0.370519556 -0.000215583 15.97634842EYVGIVR 4 4503337 1xTMT6plex [N-Term] 1.191 1.4 2.507889748 22.53 0 1064.630161 2 532.8190918 0.700594232 0.000372937 35.35670432VVYPLEK 4 4503337 2xTMT6plex [N-Term; K7] 1.027 1.148 2.41779685 15.68 0 1305.818245 2 653.4121704 -0.904428845 -0.00059051 55.28339424EIGDYIR 6 4503337 1xTMT6plex [N-Term] 1.084 1.076 1.21 2.426531792 23.18 0 1094.60434 2 547.8050537 -1.378980577 -0.000754719 37.92243897MIEYDPERR 4 4503337 1xTMT6plex [N-Term] 1.401 1.33 2.833301783 9.09 1 1437.735765 3 479.9164429 -0.688309175 -0.000329869 30.58093095GEAICMAIALMTTAVISTCDHGIVAK 2 4503337 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C5; C19] 100 1.491 1.984852195 0 3191.670089 3 1064.561768 0.206886789 0.000220105 113.1952876
4503349 DNASE2 deoxyribonuclease-2-alpha precursor 1777 NP_001366.1 11.66666667 1 4 4 23 360 39.556 8.05 1.06 1.15 1.14 1.12 Significant 0.00065 YLDESSGGWR 5 4503349 1xTMT6plex [N-Term] 1.003 0.91 0.01 3.820878983 44.78 0 1398.68511 2 699.84552 -0.962461764 -0.00067309 38.87914816GGGTLCAQLPALWK 6 4503349 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.102 1.091 3.201052904 17.38 0 1930.09846 2 965.5517578 -1.150524207 -0.001110312 80.70368464

GPWTCVGDMNR 2 4503349 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C5] 1.454 2.197014093 30.64 0 1537.708899 2 769.3579102 -0.231049908 -0.000177644 35.19574265
AFQPLVK 10 4503349 2xTMT6plex [N-Term; K7] 1.067 1.187 1.303 3.09218049 24.55 0 1260.808015 2 630.9026489 -7.926423626 -0.004996849 55.4081771533350932 DYNC1H1 cytoplasmic dynein 1 heavy chain 1 1778 NP_001367.2 49.97847611 1 199 199 1752 4646 532.072 6.4 1.12 1.1 1.1 1.1 Significant 0.0000363 FTQDTQPHYIYSPR 6 33350932 1xTMT6plex [N-Term] 0.968 1.093 0.996 5.176373482 32.84 0 1981.996941 3 661.3357544 -2.134966163 -0.001410499 40.58384247SPLVMDVLNIQGVQR 28 33350932 1xTMT6plex [N-Term] 0.989 1.067 1.183 5.360557556 67.52 0 1898.073083 3 633.3615112 -1.634736102 -0.001034283 85.14329381SPLVMDVLNIQGVQR 21 33350932 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.943 1.376 1.119 5.098078251 55.8 0 1914.067998 3 633.3615112 -1.634736102 -0.001034283 85.14329381KLVPLLLEDGGEAPAALEAALEEK 12 33350932 3xTMT6plex [N-Term; K1; K24] 1.334 1.292 1.317 8.011404991 69.55 1 3163.843292 3 1055.288086 2.026694089 0.002137381 109.7551869MQMLEDEDDLAYAETEK 4 33350932 2xTMT6plex [N-Term; K17] 0.956 0.881 5.079554081 44.81 0 2489.182778 3 830.4000244 1.101575269 0.000914007 70.08364868DLPPVSGSIIWAK 30 33350932 2xTMT6plex [N-Term; K13] 1.062 1.141 1.227 4.659514427 62.15 0 1841.093692 2 921.0496216 -0.936935445 -0.000862493 79.81726093LNTQEIFDDWAR 8 33350932 1xTMT6plex [N-Term] 0.775 1.013 3.859178543 36.82 0 1736.880515 2 868.9436646 -0.266165941 -0.000231149 80.48728161KGKEDEGEEAASPMLQIQR 4 33350932 3xTMT6plex [N-Term; K1; K3] 1.056 1.135 6.591330528 22.24 2 2803.522704 4 701.6360474 -0.12268382 -8.60E-05 41.67568926VFYEEELDVPLVLFNEVLDHVLR 4 33350932 1xTMT6plex [N-Term] 100 4.876291752 43.87 0 3016.62329 3 1006.211853 -0.757329553 -0.000761526 113.6330303WTDENIDTVALK 8 33350932 2xTMT6plex [N-Term; K12] 1.214 1.108 4.598675728 40.38 0 1863.0264 2 932.0166626 -0.188496893 -0.000175587 66.96879154LGGSPFGPAGTGK 10 33350932 2xTMT6plex [N-Term; K13] 1.143 0.927 1.081 4.895050049 78.93 0 1603.920813 2 802.4637451 -0.37347581 -0.000299513 49.70787615NLHVVFTMNPSSEGLKDR 4 33350932 2xTMT6plex [N-Term; K16]; 1xOxidation [M8] 1.4 1.802 5.235106468 25.75 1 2518.348813 4 630.3417969 -1.372240407 -0.000863945 49.12949259EWTDGLFTHVLR 16 33350932 1xTMT6plex [N-Term] 1.305 1.105 1.22 5.752624989 59.14 0 1702.911421 3 568.3079224 -1.296133274 -0.000735733 73.30690089LEHLITELVHQR 8 33350932 1xTMT6plex [N-Term] 1.041 1.062 5.111083984 53.76 0 1716.995819 4 430.0036926 -1.676598251 -0.000719678 74.15086821FGNPLLVQDVESYDPVLNPVLNR 12 33350932 1xTMT6plex [N-Term] 0.927 1.147 1.074 5.845888615 49 0 2827.51916 3 943.1777344 -0.180329459 -0.000169962 102.5508298IAFIMDESNVLDSGFLER 20 33350932 1xTMT6plex [N-Term] 1.122 1.101 1.093 5.361615658 40.85 0 2285.1685 3 762.3932495 -1.445983018 -0.001101438 105.041052MLSAVSQQVQCIQEALR 14 33350932 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.158 1.267 1.102 5.948531628 57.58 0 2190.157224 2 1095.579956 -2.094959474 -0.002294145 95.23592916TYAEPLTAAMVEFYTMSQER 2 33350932 1xTMT6plex [N-Term]; 1xOxidation [M16] 0.844 3.871237755 19.18 0 2583.230842 3 856.4170532 0.26460286 0.000226433 109.2231501TYAEPLTAAMVEFYTMSQER 25 33350932 1xTMT6plex [N-Term] 0.968 0.887 1.033 5.756136894 56.72 0 2567.235927 3 856.4170532 0.26460286 0.000226433 109.2231501

AEVDMDTDAPQVSHKPGGEPK 2 33350932 3xTMT6plex [N-Term; K15; K21]; 1xOxidation [M5] 0.93 4.240296364 8.58 0 2911.507448 4 728.6314087 -1.251184976 -0.000910709 29.88916825
VQADEQFGIWLDSSSPEQTVPYLWSEETPATPIGQAIHR 7 33350932 1xTMT6plex [N-Term] 1.085 3.41 0.997 5.926248074 11.27 0 4612.283352 4 1153.826782 0.422182702 0.000486807 100.6260667

VAEVLFDAADANAIEEVNLAYENVK 10 33350932 2xTMT6plex [N-Term; K25] 1.174 1.14 1.183 7.008008003 88.95 0 3165.67198 3 1055.894775 -0.697333185 -0.000735843 111.8358086ALPDMEVVGLNFSSATTPELLLK 8 33350932 2xTMT6plex [N-Term; K23] 0.904 1.1 1.133 5.344162941 68.58 0 2903.620403 4 726.6606445 0.118980773 8.64E-05 110.5081709FQSISTEFLALMK 6 33350932 2xTMT6plex [N-Term; K13] 1.143 1.328 1.247 4.320007801 42.98 0 1973.118192 3 658.3770142 -0.862816804 -0.00056748 110.0080376YPLIIDPSGQATEFIMNEYKDR 12 33350932 2xTMT6plex [N-Term; K20] 1.33 1.589 1.442 4.514971256 22.82 1 3058.595979 3 1020.204529 0.998594061 0.001018099 92.3131406YKEEYAVLISEAQAIK 12 33350932 3xTMT6plex [N-Term; K2; K16] 1.112 1.104 1.176 4.755020618 25.34 1 2542.473552 3 848.163147 0.525385197 0.000445259 85.40817425MDLEKPNYIVPDYMPVVYDK 6 33350932 3xTMT6plex [N-Term; K5; K20] 1.319 1.282 1.018 5.80874157 24.49 0 3116.665528 3 1039.561279 1.205368555 0.001252244 87.3952897VAAPDVVVPTLDTVR 6 33350932 1xTMT6plex [N-Term] 1.107 0.912 1.163 4.337552071 46.64 0 1781.037015 2 891.0219116 -0.263193751 -0.000234379 69.87846118QLQNISLAAASGGAK 12 33350932 2xTMT6plex [N-Term; K15] 1.2 1.019 1.111 5.531971931 79.65 0 1887.106381 2 944.0578003 1.029393974 0.000971288 55.04784881KNYMSNPSYNYEIVNR 4 33350932 2xTMT6plex [N-Term; K1] 1.392 1.126 5.086391926 34.98 1 2450.25385 3 817.4217529 -1.283336801 -0.001048167 46.84711689QALVAIFTHLR 10 33350932 1xTMT6plex [N-Term] 0.878 1.065 0.913 4.41492033 52.2 0 1497.910299 3 499.9754944 1.088819737 0.000543651 85.48078714HEALLYTWLAEHKPLVLCGPPGSGK 10 33350932 3xTMT6plex [N-Term; K13; K25]; 1xCarbamidomethyl [C18] 1.58 1.519 1.375 7.433873177 55.72 0 3460.938213 4 865.9862061 -4.39725309 -0.003804655 90.97787282
KLEHLITELVHQR 22 33350932 2xTMT6plex [N-Term; K1] 1.064 1.046 1.019 5.50575304 34.25 1 2074.253714 4 519.3187256 -0.309429963 -0.000160459 76.05799539AVDDLNLHSYSNLPIWVNK 12 33350932 2xTMT6plex [N-Term; K19] 1.129 1.064 1.181 6.617373943 57.12 0 2656.449907 3 886.1480713 -7.62166934 -0.006748861 81.4434804SLLQALNEVK 16 33350932 2xTMT6plex [N-Term; K10] 1.103 1.182 1.102 4.726227283 68.91 0 1572.972514 2 786.9899902 0.120789619 9.50E-05 79.1335765HYLDFINHYANLFHEK 8 33350932 2xTMT6plex [N-Term; K16] 1.151 1.103 1.033 6.132091522 39.31 0 2519.323585 5 504.6696472 -1.768354031 -0.000891011 78.36271735
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QTDVLQQLSIQMANAK 10 33350932 2xTMT6plex [N-Term; K16] 1.129 1.136 1.178 5.362421513 47.55 0 2246.257873 3 749.423645 -0.66378461 -0.00049701 80.26556317EVWNTYELDLVNYQNK 12 33350932 2xTMT6plex [N-Term; K16] 1.102 1.058 1.112 5.301468372 58.8 0 2486.296761 3 829.4370117 -0.112116041 -9.29E-05 78.88134933QPQGHLLLIGVSGAGK 6 33350932 2xTMT6plex [N-Term; K16] 1.223 1.288 1.33 4.656723499 21.49 0 2033.227165 3 678.4133911 -0.759934838 -0.00051504 57.98542791LEGVEGVAHIIDPK 16 33350932 2xTMT6plex [N-Term; K14] 1.135 1.229 1.128 4.623891354 45.57 0 1935.131534 3 645.7148438 -0.803826496 -0.000518503 69.28736823VNFLPEIITLSK 43 33350932 2xTMT6plex [N-Term; K12] 1.145 1.143 1.155 3.731049061 37.82 0 1832.129743 2 916.5662842 -2.429380694 -0.00222547 106.8973438
GEAVDEGEIAENLPEQEILIQSVCETMVPK 8 33350932 2xTMT6plex [N-Term; K30]; 1xCarbamidomethyl [C24] 1.086 1.114 1.006 5.719685078 53.88 0 3785.922928 3 1262.646606 0.617552439 0.000779335 98.25704096LSLSNAISTALPLTQLR 34 33350932 1xTMT6plex [N-Term] 1.098 1.202 1.126 6.189873695 50.88 0 2027.206206 3 676.4069214 0.002501056 1.69E-06 99.95411824AHQANQLYPFAISLIESVR 20 33350932 1xTMT6plex [N-Term] 1.517 1.74 0.908 6.614672661 39.43 0 2386.308045 3 796.1074219 -0.139401533 -0.000110885 98.87778336VSPDMAIFITMNPGYAGR 10 33350932 1xTMT6plex [N-Term] 0.728 1.062 0.619 5.506280899 41.46 0 2169.103397 3 723.7061157 0.182959452 0.000132286 89.83415482KDSAIQQQVANLQMK 4 33350932 3xTMT6plex [N-Term; K1; K15] 1.017 0.807 5.039112568 13.65 1 2389.384025 3 797.133606 0.937129013 0.000746387 54.23974333VLRPQVTAVAQQNQGEVPEPQDMK 12 33350932 2xTMT6plex [N-Term; K24] 1.072 1.176 1.245 6.363819122 31.04 0 3120.687588 3 1040.899658 -1.014654795 -0.001055474 56.17435388

SACDTVDTWLDDTAK 8 33350932 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 1.055 1.049 1.203 4.333885193 35.47 0 2156.05817 3 719.3570557 -0.721941474 -0.000518849 64.08330006
TPVIDADKPVSSQLR 14 33350932 2xTMT6plex [N-Term; K8] 1.153 1.086 1.089 5.265612125 24.05 0 2084.211575 3 695.4086304 -0.113604934 -7.89E-05 45.82748178VMSQEIQEQLHK 8 33350932 2xTMT6plex [N-Term; K12] 1 1.069 1.031 5.076960087 53.49 0 1928.067553 3 643.3606567 -0.070586301 -4.54E-05 52.18027373NVHLAPGWLMQLEK 4 33350932 2xTMT6plex [N-Term; K14] 1.298 1.263 6.540358067 52.22 0 2094.193422 3 698.7360229 0.04456019 3.11E-05 81.81167608NTISLLVAGLK 16 33350932 2xTMT6plex [N-Term; K11] 0.947 0.882 0.968 5.572834492 60.34 0 1587.024549 2 794.0177002 2.252227684 0.00178717 90.97973332QELEQHSVDTASTSDAVTFITYVQSLK 8 33350932 2xTMT6plex [N-Term; K27] 1.123 1.23 1.463 6.987473011 39 0 3455.794615 3 1152.605957 2.518452258 0.002901085 95.03364707VFEEDALSWEDK 16 33350932 2xTMT6plex [N-Term; K12] 1.099 1.027 1.124 5.664841175 67.04 0 1925.98968 2 963.4937744 -4.884580625 -0.004703826 72.93288787DFPLNDLLSATELDK 18 33350932 2xTMT6plex [N-Term; K15] 0.675 0.734 0.683 5.019254684 63.09 0 2149.179271 2 1075.092773 -0.465831312 -0.000500577 99.23209243DVLLVAQGEMALEEFLK 4 33350932 2xTMT6plex [N-Term; K17] 1.348 1.305 5.867638111 55.75 0 2363.329641 3 788.4490967 1.310024217 0.001032006 112.821449SWSHYTVPAGMTVIQWVSDFSER 4 33350932 1xTMT6plex [N-Term] 1.184 1.173 4.578296185 22.76 0 2912.423879 3 971.4805908 1.146818278 0.00111334 107.485679EGLMLDSHEELYK 6 33350932 2xTMT6plex [N-Term; K13] 1.129 0.864 0.848 4.083152771 29.95 0 2022.061799 3 674.6921997 0.122128361 8.23E-05 54.50448215FLSDPQVHTVLVER 6 33350932 1xTMT6plex [N-Term] 1.072 1.026 1.293 5.011621475 29.26 0 1869.043163 3 623.6858521 -0.085860861 -5.35E-05 57.8480995ILDDDTIITTLENLK 28 33350932 2xTMT6plex [N-Term; K15] 0.882 0.947 0.847 4.818135738 64.5 0 2175.252436 2 1088.129028 -0.761423983 -0.000828145 112.04322SIPLDEGEDEAQR 14 33350932 1xTMT6plex [N-Term] 0.975 0.992 1.077 5.398099899 45.9 0 1687.833624 2 844.4198608 -0.698546525 -0.000589515 34.59328098VTDFGDKVEDPTFLNQLQSGVNR 6 33350932 2xTMT6plex [N-Term; K7] 1.449 1.449 5.875957489 19.07 1 3037.599484 3 1013.20459 -0.088230443 -8.93E-05 75.09990457QNLFTTWSHHLQQANIQFR 2 33350932 1xTMT6plex [N-Term] 1.198 5.954494476 32.59 0 2598.352704 4 650.3411865 -3.766823586 -0.002446884 73.03636465LLAESVTEVEIFGK 2 33350932 2xTMT6plex [N-Term; K14] 1.091 4.482607841 24.04 0 1993.162165 3 665.0581055 -1.204986625 -0.000800578 95.52708395

VCQEMYLTYGDGEEVGGMWVEK 2 33350932 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C2] 1.911 3.120497227 14.44 0 3038.434987 3 1013.481628 -1.531981469 -0.001551609 80.41917609
QDLADVVQVCEGK 16 33350932 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.094 1.326 1.129 5.121463776 85.97 0 1919.030833 2 960.0177002 -1.412019717 -0.001354855 64.15265283

MQMLEDEDDLAYAETEKK 6 33350932 3xTMT6plex [N-Term; K17; K18] 1.472 1.393 1.07 5.912890911 32.57 1 2846.440673 3 949.4837036 -1.445784623 -0.00137178 67.38921798LVPLLLEDGGEAPAALEAALEEK 2 33350932 2xTMT6plex [N-Term; K23] 1.067 5.438856602 52.89 0 2806.585397 3 936.1990967 -0.94800997 -0.00088689 112.5437781DYIPVDQEELR 10 33350932 1xTMT6plex [N-Term] 1.092 1.165 1.103 4.146408558 43.78 0 1605.832168 2 803.4185791 -1.423590162 -0.001143023 48.23599306LCDEQLSSQSHYDFGLR 12 33350932 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.247 1.385 1.177 6.107966423 51.21 0 2284.086561 3 762.0323486 -1.78125104 -0.001356177 61.90828061IQFVGACNPPTDPGR 16 33350932 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.197 1.16 1.193 4.561614513 37.81 0 1857.947883 3 619.9865723 -1.463751028 -0.000906524 58.96703107ASVVTLPVYLNFTR 16 33350932 1xTMT6plex [N-Term] 1.26 1.093 1.212 4.480417728 50.17 0 1809.047186 2 905.0282593 1.136374277 0.001027877 90.47244096YQVGVHYELTEEEK 6 33350932 2xTMT6plex [N-Term; K14] 1.02 1.25 1.186 4.546535969 44.86 0 2182.14322 3 728.0528564 0.364699223 0.000265275 49.96133756ATSIDPNTYITWIDK 12 33350932 2xTMT6plex [N-Term; K15] 1.008 0.924 0.87 4.562478542 64.35 0 2196.195256 2 1098.598267 -2.731659154 -0.002999628 84.60456195DFPLNDLLSATELDKIR 10 33350932 2xTMT6plex [N-Term; K15] 1.496 1.464 1.391 6.132620335 26.8 1 2418.364446 3 806.7929077 -0.114294381 -9.21E-05 99.60904677GNEIVLSAGSTPR 12 33350932 1xTMT6plex [N-Term] 1.151 1.172 1.114 5.097017288 64.05 0 1529.848486 2 765.4269409 -1.229673448 -0.000940607 39.96555733NVAQYNANHPDFPMQIEQLER 4 33350932 1xTMT6plex [N-Term]; 1xOxidation [M14] 1.555 1.326 4.596984863 49.26 0 2759.340878 3 920.4502563 -1.689703171 -0.001554156 59.02144478NVAQYNANHPDFPMQIEQLER 4 33350932 1xTMT6plex [N-Term] 0.88 0.818 4.544429302 35.33 0 2743.345963 3 920.4502563 -1.689703171 -0.001554156 59.02144478DSAIQQQVANLQMK 8 33350932 2xTMT6plex [N-Term; K14] 1.086 1.242 1.199 4.899650097 54.33 0 2032.12613 2 1016.564819 -1.854436134 -0.001884224 58.85975931VLLTTQGVDMISK 12 33350932 2xTMT6plex [N-Term; K13] 1.067 1.061 1.103 5.571653366 85.65 0 1863.102542 2 932.0536499 -1.351737361 -0.001259213 74.10176802ALEHAFQLEHIMDLTR 6 33350932 1xTMT6plex [N-Term] 1.16 1.035 1.66 6.106800079 69.45 0 2153.137474 4 539.0396118 -0.398011917 -0.000214244 75.62201052EGTEAWEAAMK 6 33350932 2xTMT6plex [N-Term; K11] 1.369 0.95 0.83 4.475097656 51.05 0 1680.866728 2 840.9362183 -0.932974956 -0.000784103 54.58983632VQVALEELQDLK 18 33350932 2xTMT6plex [N-Term; K12] 1.099 1.095 1.056 5.271634579 61.69 0 1843.094085 2 922.0504761 -0.222376907 -0.000204931 92.43321968KASVVTLPVYLNFTR 8 33350932 2xTMT6plex [N-Term; K1] 1.353 1.693 1.256 5.007661343 24.15 1 2166.305081 3 722.7717896 -1.969130615 -0.001421913 83.85827119ILDDDTIITTLENLKR 16 33350932 2xTMT6plex [N-Term; K15] 1.257 1.28 1.566 5.557542801 26.09 1 2331.353547 3 777.7883301 -1.33411152 -0.001036762 106.5430497GIFEALRPLETLPVEGLIR 24 33350932 1xTMT6plex [N-Term] 1.462 1.448 1.988 5.80339098 39.47 0 2352.385233 3 784.7999268 -0.002425862 -1.90E-06 111.2944288EFGPVVIDYGK 16 33350932 2xTMT6plex [N-Term; K11] 1.087 1.16 1.119 4.069717407 70.39 0 1681.956529 2 841.4812622 -0.761985173 -0.000640813 70.49231373ITNQVIYLNPPIEECR 8 33350932 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.979 0.963 1.236 6.15541935 37.68 0 2188.163355 3 730.0596313 0.450502458 0.000328591 71.29011301GTVGEPTYDAEFQHFLR 8 33350932 1xTMT6plex [N-Term] 0.972 1.011 1.082 5.573283672 61.17 0 2196.092298 3 732.7009277 -1.852516344 -0.001356099 62.60134953EDLDKVEPAVIEAQNAVK 8 33350932 3xTMT6plex [N-Term; K5; K18] 1.209 1.164 6.042755127 26.91 1 2655.517207 4 664.6343384 -0.634100344 -0.000420966 66.86014069VPQIEVETHK 14 33350932 2xTMT6plex [N-Term; K10] 0.942 1.009 1.042 4.911162376 39.35 0 1637.962677 3 546.6592407 0.300066647 0.000163833 44.38637386INEWLTLVEK 17 33350932 2xTMT6plex [N-Term; K10] 1.052 1.077 0.918 4.91212368 58.43 0 1703.014379 2 852.0031738 -8.988528777 -0.007653797 100.0943798LDRDPASGTALQEISFWLNLER 3 33350932 1xTMT6plex [N-Term] 1.331 0.554 5.994445324 12.87 1 2760.451808 3 920.8213501 -0.837343736 -0.000770482 108.5726539QYASYEFVQR 6 33350932 1xTMT6plex [N-Term] 1.121 1.019 100 4.135118961 38.98 0 1519.774259 2 760.3909302 0.213716979 0.000162401 40.94026571WQASSLPADDLCTENAIMLK 6 33350932 2xTMT6plex [N-Term; K20]; 1xOxidation [M18]; 1xCarbamidomethyl [C12] 1.077 1.026 0.989 4.837605 40.46 0 2737.394109 3 913.1334839 -2.999345187 -0.002736797 72.99823154
QNLDALLNQLK 6 33350932 2xTMT6plex [N-Term; K11] 1.18 1.09 1.263 3.841661453 35.72 0 1728.04199 3 576.6860962 1.009815866 0.000581668 84.12608572

WQASSLPADDLCTENAIMLK 4 33350932 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C12] 1.282 1.279 4.5701828 32.59 0 2721.399194 3 913.1334839 -2.999345187 -0.002736797 72.99823154
VQYPQSQACK 10 33350932 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.177 1.136 1.055 4.039121151 42.58 0 1666.898697 2 833.9537354 0.897956863 0.000748402 29.62354178YTGEDFDEDLR 6 33350932 1xTMT6plex [N-Term] 1.322 0.975 1.042 4.703831673 45.35 0 1588.732847 2 794.8693237 -0.929457123 -0.00073833 42.23573826WAIAQLNYADMLK 1 33350932 2xTMT6plex [N-Term; K13] 1.05 0.491708845 47.01 0 1995.113775 2 998.0505371 -10.01316892 -0.009988706 93.95162847TPVSITEHPK 10 33350932 2xTMT6plex [N-Term; K10] 1.117 1.123 1.135 4.754972458 43.72 0 1566.925564 3 522.9783325 -3.267137588 -0.001706454 33.09785497TTDLLTDWEK 8 33350932 2xTMT6plex [N-Term; K10] 1.213 1.147 1.151 3.87739253 49.15 0 1679.925623 2 840.4658813 -0.67686609 -0.000568542 67.39235898LFLTMEINPK 18 33350932 2xTMT6plex [N-Term; K10] 1.467 1.381 1.372 4.108747959 44.12 0 1663.985721 2 832.496582 0.099966302 8.32E-05 86.17724126

SSLQSQCLNEVLK 10 33350932 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.237 1.196 1.25 3.931425571 42.33 0 1964.088683 3 655.3679199 0.266701616 0.000174609 55.88144185
KFLSDPQVHTVLVER 4 33350932 2xTMT6plex [N-Term; K1] 0.939 0.99 3.84895134 21.61 1 2226.301058 4 557.3304443 -0.498978449 -0.000277719 54.4930587DHLYGTLDPNTR 8 33350932 1xTMT6plex [N-Term] 0.955 1.045 0.957 4.746926308 35.36 0 1630.83865 3 544.2834473 -1.754589962 -0.000953818 34.78297362NLHVVFTMNPSSEGLKDR 2 33350932 2xTMT6plex [N-Term; K16] 1.441 5.638494492 21.17 1 2502.353898 4 630.3417969 -1.372240407 -0.000863945 49.12949259

LQGATCNNNK 4 33350932 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.892 1.041 4.008341312 51.77 0 1577.846996 2 789.4265747 -0.711904222 -0.000561638 22.83782686
YPLIIDPSGQATEFIMNEYK 2 33350932 2xTMT6plex [N-Term; K20] 0.868 5.308241367 43.32 0 2787.467925 3 929.8264771 -1.09313102 -0.001015689 97.97189823EVQALIAEGIALVWESYK 2 33350932 2xTMT6plex [N-Term; K18] 0.947 2.534765005 6.71 0 2477.405583 3 826.4733276 -0.061834786 -5.11E-05 113.5145945VDDLLIIEEK 22 33350932 2xTMT6plex [N-Term; K10] 1.147 1.279 1.178 4.479763031 65.99 0 1644.98241 2 822.992981 -2.264143322 -0.001862238 79.03887219ETVDQVEELR 6 33350932 1xTMT6plex [N-Term] 1.018 1.251 0.914 4.461624622 57.62 0 1446.763754 2 723.8840332 -2.048692292 -0.001481987 37.79681874SVLVSAGNVK 7 33350932 2xTMT6plex [N-Term; K10] 1.202 1.148 1.325 3.877117872 44.14 0 1431.893535 2 716.4504395 0.046767618 3.35E-05 45.49539743LYQEMFAWK 18 33350932 2xTMT6plex [N-Term; K9] 1.353 1.374 1.328 4.06911087 47.48 0 1673.912556 2 837.4592896 -0.748974869 -0.000626859 85.89412282ETVDQVEELRR 6 33350932 1xTMT6plex [N-Term] 1.155 0.903 0.939 4.21322155 33.94 1 1602.864865 3 534.960022 0.404243666 0.000215983 32.01901956VTFVNFTVTR 6 33350932 1xTMT6plex [N-Term] 1.311 1.351 1.273 3.862621069 44.09 0 1412.809916 2 706.9083252 -0.383950713 -0.000271225 73.53492459SLETCMYDHK 6 33350932 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.844 1.027 1.032 3.95456624 48.07 0 1741.865348 3 581.2935181 0.374735751 0.00021758 38.06111837EQPWVSVQPR 8 33350932 1xTMT6plex [N-Term] 0.996 0.997 1.159 3.76969099 40.81 0 1454.795329 2 727.9000244 -1.757327525 -0.001278276 52.50628701CYLTMTQALEAR 2 33350932 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.083 3.929684639 6.75 0 1685.855228 2 843.4312744 0.025997562 2.19E-05 67.6725817TEYLSNADER 6 33350932 1xTMT6plex [N-Term] 1.058 1.16 1.099 3.816659212 59.95 0 1426.701154 2 713.8544312 0.302911851 0.000216082 27.03077819ADLAAVEAK 6 33350932 2xTMT6plex [N-Term; K9] 1.147 1.084 1.028 4.329921246 48.16 0 1345.809137 2 673.407959 -0.368307241 -0.000247836 46.20808883GKEDEGEEAASPMLQIQR 4 33350932 2xTMT6plex [N-Term; K2] 1.067 3.702597618 15.46 1 2446.264809 3 816.0924072 -0.874856354 -0.000713377 42.80688301VWEQIDQMK 6 33350932 2xTMT6plex [N-Term; K9] 1.1 0.999 4.012934208 41.38 0 1634.897634 2 817.9519653 -0.599625271 -0.000490163 64.9906157EYQTQLIQR 12 33350932 1xTMT6plex [N-Term] 1.156 1.167 1.038 3.241780281 38.2 0 1407.779344 2 704.3935547 0.346947128 0.000244213 31.91898339QMVEHGGFYR 6 33350932 1xTMT6plex [N-Term] 1.207 1.05 1.181 3.727033615 37.45 0 1452.725535 3 484.9131775 -0.382356669 -0.000185153 27.51842744LMHVAYEEFEK 2 33350932 2xTMT6plex [N-Term; K11] 1.044 3.910360098 25.57 0 1853.987178 3 618.6672363 -0.011772263 -7.28E-06 69.08569974NVHLAPGWLMQLEK 2 33350932 2xTMT6plex [N-Term; K14]; 1xOxidation [M10] 1.3 4.583846092 28.17 0 2110.188337 3 698.7360229 0.04456019 3.11E-05 81.81167608KYTGEDFDEDLR 6 33350932 2xTMT6plex [N-Term; K1] 1.247 1.872 1.233 3.995156288 15.37 1 1945.990742 3 649.3337402 -2.094052549 -0.001358336 42.99650246

FGQMLGSNMTEFHSQISK 2 33350932 2xTMT6plex [N-Term; K18]; 2xOxidation [M4; M9] 2.433 2.448925734 18.22 0 2532.262701 3 844.7576294 -1.724144341 -0.001455329 51.37144276
GTFDNAETKK 5 33350932 3xTMT6plex [N-Term; K9; K10] 1.601 1.499 1.479 2.240107059 6.04 1 1798.031375 3 600.0151367 -0.287972589 -0.000172595 28.59676464TMTLFSALR 6 33350932 1xTMT6plex [N-Term] 1.004 1.145 0.963 3.67509222 39.58 0 1268.723409 2 634.8634644 -2.961550985 -0.001878695 72.0848348EVDGLDVSK 10 33350932 2xTMT6plex [N-Term; K9] 1.061 0.902 0.983 3.564301014 51.26 0 1419.809531 2 710.4080811 -0.454561412 -0.000322695 43.19754782TSFLDDAFR 6 33350932 1xTMT6plex [N-Term] 1.299 1.205 1.228 3.829151869 41.42 0 1300.673482 2 650.8394165 -1.480734568 -0.000962976 61.04013591GTFDNAETK 6 33350932 2xTMT6plex [N-Term; K9] 1.12 0.635 0.936 4.048864365 47.55 0 1440.77348 2 720.8910522 0.935707248 0.000674071 28.2366936IMFEVQDLK 12 33350932 2xTMT6plex [N-Term; K9] 1.265 1.14 1.154 3.945239782 49.86 0 1580.912222 2 790.9593506 -0.504315239 -0.000398639 78.93613858FNYGFEYLGVQDK 4 33350932 2xTMT6plex [N-Term; K13] 0.794 0.908 2.488796949 18.61 0 2038.068599 3 680.0274658 -0.370296202 -0.000251563 79.22922332SFEWLSQMR 6 33350932 1xTMT6plex [N-Term] 0.986 0.883 1.276 3.564643145 27.05 0 1412.719387 2 706.8634033 0.101464329 7.17E-05 67.60409765EGTEAWEAAMK 2 33350932 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 1.157 2.341089964 27.39 0 1696.861643 2 840.9362183 -0.932974956 -0.000784103 54.58983632IKETVDQVEELRR 5 33350932 2xTMT6plex [N-Term; K2] 1.038 1.219 1.323 3.459653139 10.96 2 2073.206824 4 519.0569458 -0.419778126 -0.000217572 50.87347422IFVFEPPPGVK 2 33350932 2xTMT6plex [N-Term; K11] 1.101 3.257941961 21.57 0 1688.018736 3 563.3445435 0.202202195 0.000113774 86.82557015QNISPDKIPWSALK 6 33350932 3xTMT6plex [N-Term; K7; K14] 1.059 1.081 0.388 3.856853962 14.01 1 2284.363214 3 762.1253052 -0.810498368 -0.000617158 71.56023298LFLTMEINPK 6 33350932 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 1.213 1.155 1.16 3.194240332 30.77 0 1679.980636 2 832.496582 0.099966302 8.32E-05 86.17724126NYMSNPSYNYEIVNR 5 33350932 1xTMT6plex [N-Term] 2.238 1.062 2.954037666 13.97 0 2092.995955 2 1047.001831 0.205642717 0.000215205 47.83108849FVAWMNGLSVYQIK 2 33350932 2xTMT6plex [N-Term; K14] 1.061 3.23552227 22.72 0 2114.187274 2 1057.5896 -7.261268402 -0.007675841 97.72322383VPLAIVNK 8 33350932 2xTMT6plex [N-Term; K8] 1.182 1.117 2.887849092 43.42 0 1311.876429 2 656.4417114 -0.215392572 -0.000141284 66.99304954YATLATVSR 4 33350932 1xTMT6plex [N-Term] 0.568 0.695 3.141790628 15.11 0 1210.699303 2 605.8528442 -0.736221979 -0.000445672 34.42467482LLLIQAFRPDR 6 33350932 1xTMT6plex [N-Term] 1.16 0.767 0.947 4.224928379 13.4 0 1570.963063 3 524.3255615 -0.592909986 -0.00031048 76.72538594EGEEVMFK 10 33350932 2xTMT6plex [N-Term; K8] 1.269 1.135 1.139 2.76569581 32.33 0 1426.765223 2 713.8856812 -0.79733182 -0.000568803 44.52226658KEFGPVVIDYGK 2 33350932 3xTMT6plex [N-Term; K1; K12] 0.319 2.920237064 2.35 1 2039.214424 3 680.4086304 -1.513581251 -0.001028839 63.52809531SMANPPAAVK 2 33350932 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.184 2.410305738 31.96 0 1459.834306 2 730.4204102 -0.52239319 -0.000381304 27.73378752TAEVLANK 10 33350932 2xTMT6plex [N-Term; K8] 1.08 1.178 1.154 3.572162628 48.53 0 1303.798572 2 652.4025269 -0.609963133 -0.000397635 36.79305242TLINELVK 10 33350932 2xTMT6plex [N-Term; K8] 1.227 1.282 0.967 3.599143744 43.61 0 1387.892473 2 694.4492798 -0.857249182 -0.000594885 68.34558262LLNTFLER 20 33350932 1xTMT6plex [N-Term] 1.082 0.997 0.872 3.347514629 37.19 0 1234.735689 2 617.8709106 -0.926555333 -0.000572025 71.25492127QQEVIADK 6 33350932 2xTMT6plex [N-Term; K8] 1.098 1.016 1.141 3.363582611 46.14 0 1388.814951 2 694.9105225 -0.851335971 -0.000591174 29.85952004MVVLSLPR 10 33350932 1xTMT6plex [N-Term] 1.404 1.405 1.362 3.02601099 32.14 0 1143.712117 2 572.3590698 -1.096046413 -0.000626781 67.60254721HLLPVETQR 6 33350932 1xTMT6plex [N-Term] 1.046 1.136 1.109 3.063599348 24.78 0 1321.77895 3 441.264679 0.403354308 0.000177715 32.26736555LVQTPLTDR 6 33350932 1xTMT6plex [N-Term] 0.907 1.249 0.991 3.273681641 33.57 0 1271.752067 2 636.3787842 -1.395925095 -0.000887635 43.02106534EHSNPNYDK 4 33350932 2xTMT6plex [N-Term; K9] 1.111 1.075 4.236313343 29.58 0 1561.801091 3 521.2717896 -0.176730352 -9.20E-05 17.8975395GVWSELSK 4 33350932 2xTMT6plex [N-Term; K8] 1.08 1.095 3.201087236 40.07 0 1363.798572 2 682.4021606 -1.120173439 -0.000763845 56.11857823ALGEYLER 6 33350932 1xTMT6plex [N-Term] 0.969 1.032 0.986 3.417037964 43.75 0 1179.657104 2 590.3334351 2.110314242 0.001244724 43.77206018LSCLPAFK 12 33350932 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.191 1.216 1.133 3.416408539 31.1 0 1393.827764 2 697.4154663 -2.947532627 -0.002054176 66.25862504

GWDDLFNK 10 33350932 2xTMT6plex [N-Term; K8] 1.085 0.99 1.074 2.866869211 33.36 0 1452.788736 2 726.8969116 -1.506969154 -0.001094654 67.88813022KYEFGESDLR 9 33350932 2xTMT6plex [N-Term; K1] 0.981 1.128 0.987 3.17560482 22.93 1 1701.921206 3 567.9786377 0.090095791 5.11E-05 41.66556508YAPLGWSK 14 33350932 2xTMT6plex [N-Term; K8] 1.16 1.25 1.3 3.255712509 31.61 0 1379.808743 2 690.4082642 0.368558552 0.00025427 66.65277642
MDLEKPNYIVPDYMPVVYDK 4 33350932 3xTMT6plex [N-Term; K5; K20]; 1xOxidation [M1] 1.209 0.937 2.234675646 11.57 0 3132.660443 3 1039.561279 1.205368555 0.001252244 87.3952897IFTIESTR 4 33350932 1xTMT6plex [N-Term] 1.162 1.325 3.317495108 33.57 0 1195.688404 2 598.3483887 0.917089893 0.000548277 51.25541702DLSSQLLK 14 33350932 2xTMT6plex [N-Term; K8] 1.123 1.085 1.039 3.171411753 17.26 0 1361.840437 2 681.4233398 -0.759319867 -0.000517036 54.07525102WFTSQVIR 11 33350932 1xTMT6plex [N-Term] 1.071 1.155 1.025 3.553922415 33.97 0 1265.720373 2 633.3641968 0.587732254 0.000371952 62.00694194TSDQTWVK 4 33350932 2xTMT6plex [N-Term; K8] 1.303 1.207 3.177898169 42.26 0 1422.799301 2 711.9041748 1.245712852 0.0008862 37.40432591GEMTALREELK 3 33350932 2xTMT6plex [N-Term; K11] 1.579 1.225 2.190510273 7.16 1 1734.982427 3 578.9981689 -1.425342427 -0.000824315 59.3857662ESPEVLLTLDILK 1 33350932 2xTMT6plex [N-Term; K13] 0.908 2.601046562 0 1928.172001 3 643.3942871 -1.915411007 -0.001231081 105.2040675IWAHEALR 6 33350932 1xTMT6plex [N-Term] 1.075 1.062 1.12 3.685710192 30.84 0 1224.705057 3 408.9060974 -1.076466259 -0.000439451 38.48904874IAFIMDESNVLDSGFLER 2 33350932 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.278 2.068471193 8.38 0 2301.163415 3 762.3932495 -1.445983018 -0.001101438 105.041052LEDDAKDNQQK 5 33350932 3xTMT6plex [N-Term; K6; K11] 1.498 1.657 0.904 2.354128122 3.92 1 1991.101245 3 664.371582 -0.528439351 -0.000350725 26.7246254AINTAVK 6 33350932 2xTMT6plex [N-Term; K7] 1.051 1.002 0.975 3.130097151 38.04 0 1174.755979 2 587.881897 0.457946435 0.000268988 33.18369144LQGEFQLR 6 33350932 1xTMT6plex [N-Term] 1.218 1.039 1.605 2.725454092 32.9 0 1219.699638 2 610.3529053 -0.904848285 -0.000551822 49.79886491LVEAISR 8 33350932 1xTMT6plex [N-Term] 1.056 1.153 1.135 3.251948595 25.72 0 1016.630161 2 508.8181763 -1.067429414 -0.00054259 37.96241948NAAANDK 6 33350932 2xTMT6plex [N-Term; K7] 1.107 0.683 0.928 2.569161177 24.18 0 1161.662807 2 581.3340454 -1.715661098 -0.00099651 16.67598647TDSTSDGRPAWMR 1 33350932 1xTMT6plex [N-Term] 0.962 2.451270342 0 1708.827433 3 570.2805786 -0.146749842 -8.36E-05 27.81793897DQQEAEK 6 33350932 2xTMT6plex [N-Term; K7] 1.02 1.055 0.938 3.128235817 31.02 0 1305.705066 2 653.355957 -0.328112 -0.000214209 18.05163532LVEDEER 4 33350932 1xTMT6plex [N-Term] 1.108 1.001 2.672734261 35.05 0 1118.589084 2 559.7978516 -0.587825332 -0.000328767 22.27988184VPVNLLR 18 33350932 1xTMT6plex [N-Term] 1.19 1.178 1.23 2.548525095 18.22 0 1039.682531 2 520.3448486 -0.106190468 -5.52E-05 57.09160021NANEMFR 8 33350932 1xTMT6plex [N-Term] 0.925 1.028 0.997 2.805633783 23.43 0 1110.556344 2 555.7821045 0.529594359 0.000294072 26.95419329DLFQVAFNR 2 33350932 1xTMT6plex [N-Term] 1.184 2.674835443 5.47 0 1338.736751 2 669.8685913 -5.113270257 -0.003422661 67.61481509IPWSALK 6 33350932 2xTMT6plex [N-Term; K7] 0.83 0.91 0.785 2.698281527 25.79 0 1272.808015 2 636.9071045 -0.850533319 -0.000541283 72.8734176AERPDVDEK 12 33350932 2xTMT6plex [N-Term; K9] 1.322 1.313 1.146 3.553942442 17.61 0 1516.837143 3 506.2816772 -4.393406208 -0.002221361 20.28262697LDPYVQR 4 33350932 1xTMT6plex [N-Term] 0.956 0.98 2.668094397 33.34 0 1119.635975 2 560.3220215 0.707032257 0.000395809 34.25318867LDMEIER 6 33350932 1xTMT6plex [N-Term] 0.792 0.856 2.790471077 21.7 0 1134.602626 2 567.8052368 0.503570853 0.000285676 41.3551307SFDSEFK 7 33350932 2xTMT6plex [N-Term; K7] 1.063 1.128 1.007 2.507398844 25.6 0 1317.709089 2 659.3579712 -0.32093365 -0.000211449 44.53943275GVAVLCTE 6 33350932 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.128 1.133 1.149 2.376104593 36.61 0 1077.581162 2 539.2946167 0.737298002 0.000397249 45.63303819SALEQMR 6 33350932 1xTMT6plex [N-Term] 1.019 1.072 1.526 2.38145113 12.25 0 1063.576745 2 532.2919922 -0.035310099 -1.88E-05 25.13835044VKDDIESLHDKFK 1 33350932 4xTMT6plex [N-Term; K2; K11; K13] 1.659 3.465040684 2 2490.473776 5 498.8996887 -1.78227393 -0.000887741 57.80208422SQELEVK 8 33350932 2xTMT6plex [N-Term; K7] 1.045 1.07 1.274 2.660977602 32.17 0 1290.766938 2 645.8876343 0.816618908 0.000527032 30.5318425NLESALR 4 33350932 1xTMT6plex [N-Term] 0.893 0.692 2.390634537 18.07 0 1031.604675 2 516.3060303 0.105967797 5.47E-05 47.82429195RVEDVLGK 6 33350932 2xTMT6plex [N-Term; K8] 1.119 1.128 1.097 4.117969513 18.05 1 1373.851671 3 458.6216125 -1.008946996 -0.000462048 39.98575279SIPLDEGEDEAQRR 5 33350932 1xTMT6plex [N-Term] 1.303 1.14 1.513 3.642828226 11.67 1 1843.934735 3 615.315979 -0.732828693 -0.000450429 45.39681295KIIDSVR 6 33350932 2xTMT6plex [N-Term; K1] 1.506 1.434 2.770087004 9.34 1 1288.835292 3 430.2835083 0.527144429 0.000226467 32.88861991GEMTALR 2 33350932 1xTMT6plex [N-Term] 1.4 1.79259634 9.59 0 1006.555282 2 503.78125 -0.057860707 -2.91E-05 24.48267293LVEDEERR 2 33350932 1xTMT6plex [N-Term] 1.583 3.349075317 16.48 1 1274.690195 3 425.5684509 0.474258926 0.000201511 32.58666139AELGEYIR 4 33350932 1xTMT6plex [N-Term] 1.019 0.95 2.670986176 31.43 0 1179.657104 2 590.3325195 0.55812193 0.000329196 44.42564081TVENIKDPLFR 2 33350932 2xTMT6plex [N-Term; K6] 1.13 0.953 2.88891983 1 1790.05764 3 597.3582153 1.369992808 0.000817455 56.65818329LGEDLNK 4 33350932 2xTMT6plex [N-Term; K7] 0.904 1.161 2.140121698 13.55 0 1246.740723 2 623.873291 -1.137156045 -0.000708869 39.29890714DQLGTAK 5 33350932 2xTMT6plex [N-Term; K7] 0.788 0.861 1.039 2.517032623 13.54 0 1190.714508 2 595.861084 0.321587372 0.000191459 25.92585626SNLPDNLKK 5 33350932 3xTMT6plex [N-Term; K8; K9] 1.353 1.215 1.177 2.975729465 6.46 1 1716.062281 3 572.6918945 -0.670492128 -0.000383535 40.31367996TFSSIPVSR 6 33350932 1xTMT6plex [N-Term] 0.937 0.911 0.972 2.287580967 19.7 0 1222.699303 2 611.8486328 -7.617731502 -0.004657097 40.03429348QLTAYMK 2 33350932 2xTMT6plex [N-Term; K7] 0.878 2.691013336 17.49 0 1312.769915 2 656.8848267 -5.742156034 -0.003769065 46.87294961

KLMHVAYEEFEK 1 33350932 3xTMT6plex [N-Term; K1; K12]; 1xOxidation [M3] 0.915 1.907936573 1 2227.239988 3 743.0831909 -2.230570626 -0.001656005 46.19694757
REEFVQWVELLPDTQTPSWLGLPNNAER 1 33350932 1xTMT6plex [N-Term] 0.34 2.717973709 1 3553.827697 3 1185.279663 -0.917605598 -0.001087004 104.6979026LKQDGDSFR 2 33350932 2xTMT6plex [N-Term; K2] 1.225 3.196641445 7.48 1 1523.858212 3 508.6245117 0.504972342 0.000256502 43.77321042

42794009 DPAGT1 UDP-N-acetylglucosamine--dolichyl-phosphate N-acetylglucosaminephosphotransferase 1798 NP_001373.2 3.676470588 1 2 2 8 408 46.059 8 1.47 1.25 1.28 1.33 Significant 0.00266
LCGQDLNK 6 42794009 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.473 1.12 1.277 2.975684166 31.25 0 1405.787356 2 703.3966675 -0.923104805 -0.000648845 38.07164756
LEMSYSK 2 42794009 2xTMT6plex [N-Term; K7] 1.375 3.047741413 28.91 0 1315.733195 2 658.369873 -0.551377933 -0.000362733 45.9986069321536476 DPH2 diphthamide biosynthesis protein 2 isoform a 1802 NP_001375.2 8.384458078 1 2 2 8 489 52.05 5.53 0.99 1.03 1.05 1.02 Significant 0.000297 VALQFPDQLLGDAVAVAAR 6 21536476 1xTMT6plex [N-Term] 0.991 1.085 1.046 5.113715172 43.46 0 2183.238569 3 728.4180908 0.527038572 0.00038355 106.521206ETGVPGLLTPLPDLDGVYELER 2 21536476 1xTMT6plex [N-Term] 0.935 4.278205872 26.1 0 2612.402064 3 871.4674683 -5.440523508 -0.004737612 100.0263606

4557537 DRG2 developmentally-regulated GTP-binding protein 2 1819 NP_001379.1 29.94505495 1 8 9 74 364 40.72 8.88 1.1 1.08 1.05 1.07 Significant 0.000182
GANIQLLDLPGIIEGAAQGK 18 4557537 2xTMT6plex [N-Term; K20] 0.952 1.017 0.985 6.693696022 73.61 0 2436.42263 3 812.8118286 -0.696632077 -0.000565763 107.1072685TADVIIMMLDATK 10 4557537 2xTMT6plex [N-Term; K13] 1.116 1.103 3.933137178 33.41 0 1880.063713 3 627.3586426 -1.243998067 -0.000779599 112.01261LVQLILHEYK 16 4557537 2xTMT6plex [N-Term; K10] 1.2 1.248 1.176 4.74469614 40.52 0 1714.066749 3 572.0267334 -0.642702327 -0.000367212 83.52491097IDQISMEEVDR 4 4557537 1xTMT6plex [N-Term] 1.339 1.354 4.337910652 24.65 0 1563.788588 2 782.3979492 0.021452708 1.68E-05 47.39948095VALIGFPSVGK 8 4557537 2xTMT6plex [N-Term; K11] 1.013 0.904 3.870212793 46.4 0 1545.976871 2 773.4903564 -2.221733998 -0.001717375 79.29653352EDCSPDEFIDVIVGNR 2 4557537 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.101 4.281643867 23.75 0 2094.0011 3 698.6712646 -0.888053348 -0.000619862 80.8892841GEGFDVMK 6 4557537 2xTMT6plex [N-Term; K8] 0.963 1.065 0.949 3.167169571 35.97 0 1340.728444 2 670.8678589 -0.002056018 -1.38E-06 47.98512533GQRPDFTDAIILR 6 4557537 1xTMT6plex [N-Term] 1.272 1.138 1.109 4.93068409 27.62 0 1730.975084 3 577.663208 -0.00757178 -4.37E-06 55.81769782QVIAVAR 4 4557537 1xTMT6plex [N-Term] 1.113 1.159 2.692063093 20.12 0 985.6355809 2 493.3209229 -1.026532417 -0.000505893 30.8719618370995211 ECH1 delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial precursor 1891 NP_001389.2 55.48780488 1 15 15 196 328 35.793 8 0.95 0.97 0.96 0.96 Significant 0.0000362 EVDVGLAADVGTLQR 24 70995211 1xTMT6plex [N-Term] 1.036 1 0.885 4.618906498 57.51 0 1771.975143 2 886.489624 -1.790060733 -0.001585972 59.80340206YCAQDAFFQVK 12 70995211 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 0.959 0.958 1.025 5.186510086 58.17 0 1834.956212 2 917.980957 -0.858155355 -0.000787339 64.80829442MMADEALGSGLVSR 12 70995211 1xTMT6plex [N-Term] 0.976 1.216 0.935 4.59122467 73.57 0 1665.850143 2 833.428833 0.148107935 0.000123363 57.27566603KMMADEALGSGLVSR 6 70995211 2xTMT6plex [N-Term; K1] 1.303 1.692 1.587 5.262861729 24.76 1 2023.108038 3 675.0402222 -0.951197889 -0.000641459 53.50307453DHSVAESLNYVASWNMSMLQTQDLVK 14 70995211 2xTMT6plex [N-Term; K26] 1.059 1.01 1.005 7.591462135 54.06 0 3424.728132 3 1142.246948 -0.537375046 -0.000613454 95.22630303MFTAGIDLMDMASDILQPK 6 70995211 2xTMT6plex [N-Term; K19] 0.933 1.07 0.896 3.644750357 23.96 0 2555.33236 3 852.4483643 -0.712269993 -0.000606696 112.9124371VIGNQSLVNELAFTAR 23 70995211 1xTMT6plex [N-Term] 1.132 0.997 0.962 5.946015358 83.86 0 1961.101741 2 981.0524902 -2.058522088 -0.002018486 78.78381729VFPDKEVMLDAALALAAEISSK 16 70995211 3xTMT6plex [N-Term; K5; K22] 0.754 0.944 0.887 7.625779152 39.7 1 3005.720006 3 1002.578003 -0.183237606 -0.000183587 113.0209876

VFPDKEVMLDAALALAAEISSK 10 70995211 3xTMT6plex [N-Term; K5; K22]; 1xOxidation [M8] 0.951 0.987 1.005 6.656461239 30.55 1 3021.714921 3 1002.578003 -0.183237606 -0.000183587 113.0209876
HVLHVQLNRPNK 10 70995211 2xTMT6plex [N-Term; K12] 0.789 0.726 0.843 5.140022755 13.69 0 1913.159754 4 479.0452881 -0.22579727 -0.000107997 31.5489977YQETFNVIER 13 70995211 1xTMT6plex [N-Term] 0.962 1.025 1.484 3.894069672 49.16 0 1527.800474 2 764.4033813 -0.64640292 -0.000493787 50.55809921SVQATTENK 18 70995211 2xTMT6plex [N-Term; K9] 0.92 0.931 0.93 4.470149994 50.35 0 1435.815679 2 718.4116211 0.199668735 0.000143344 22.25419597AVVISGAGK 10 70995211 2xTMT6plex [N-Term; K9] 0.903 0.925 0.88 2.999996424 44.2 0 1259.808743 2 630.4081421 0.209872879 0.0001322 38.71963803SPVAVQSTK 10 70995211 2xTMT6plex [N-Term; K9] 0.993 0.959 1.049 3.586639643 52.69 0 1374.835686 2 687.9214478 -0.048894707 -3.36E-05 31.36227979

EMVECFNK 6 70995211 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 0.82 0.788 0.912 3.281870365 30.15 0 1514.774742 2 757.8895264 -1.95824867 -0.001483153 46.08671178
HVLHVQLNRPNKR 4 70995211 2xTMT6plex [N-Term; K12] 1.217 1.11 1.173 4.310650826 1.54 1 2069.260865 5 414.6577148 -0.675459181 -0.00027954 25.89059112MFTAGIDLMDMASDILQPK 2 70995211 2xTMT6plex [N-Term; K19]; 1xOxidation [M] 1.148 1.847508669 0 2571.327275 3 852.4483643 -0.712269993 -0.000606696 112.91243714503471 EEF1A1 elongation factor 1-alpha 1 1915 NP_001393.1 71.64502165 1 15 27 926 462 50.109 9.01 0.99 1.01 1.01 1 Significant 0.0000441 EHALLAYTLGVK 65 4503471 2xTMT6plex [N-Term; K12] 1.059 1.085 1.118 5.282406807 73.01 0 1773.067477 2 887.0365601 -0.921179162 -0.000816656 64.4005123

IGYNPDTVAFVPISGWNGDNMLEPSANMPWFK 12 4503471 2xTMT6plex [N-Term; K32]; 2xOxidation [M21; M28] 0.543 0.703 0.88 4.816799641 37.56 0 4057.986866 4 1011.251038 -2.382681483 -0.002407695 104.2248514
IGYNPDTVAFVPISGWNGDNMLEPSANMPWFK 25 4503471 2xTMT6plex [N-Term; K32]; 1xOxidation [M] 1.237 0.91 0.738 4.858952522 41.11 0 4041.991951 4 1011.251038 -2.382681483 -0.002407695 104.2248514

DGNASGTTLLEALDCILPPTRPTDKPLR 42 4503471 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C15] 0.844 0.908 0.855 8.792102814 34.6 0 3479.893224 4 870.727417 -1.547596694 -0.001346368 96.79385485
SGDAAIVDMVPGKPMCVESFSDYPPLGR 56 4503471 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C16] 0.947 0.909 1 6.302029133 43.36 0 3453.725689 4 864.1868286 -0.059288691 -5.12E-05 83.98531867
SGDAAIVDMVPGKPMCVESFSDYPPLGR 69 4503471 2xTMT6plex [N-Term; K13]; 1xOxidation [M]; 1xCarbamidomethyl [C16] 0.907 1.038 0.919 6.460000038 43.11 0 3469.720604 4 864.1868286 -0.059288691 -5.12E-05 83.98531867

KDGNASGTTLLEALDCILPPTRPTDKPLR 40 4503471 3xTMT6plex [N-Term; K1; K26]; 1xCarbamidomethyl [C16] 1.012 1.08 1.121 10.5008688 32.94 1 3837.151119 5 768.232605 -4.482525479 -0.003440026 92.64484691
VETGVLKPGMVVTFAPVNVTTEVK 64 4503471 3xTMT6plex [N-Term; K7; K24]; 1xOxidation [M10] 0.954 0.989 0.981 6.051530838 34.46 0 3218.867733 3 1068.294067 -1.614042098 -0.001723191 90.31045363
VETGVLKPGMVVTFAPVNVTTEVK 65 4503471 3xTMT6plex [N-Term; K7; K24] 1.013 0.941 0.918 7.550444126 37.22 0 3202.872818 3 1068.294067 -1.614042098 -0.001723191 90.31045363

NMITGTSQADCAVLIVAAGVGEFEAGISK 8 4503471 2xTMT6plex [N-Term; K29]; 1xOxidation [M2]; 1xCarbamidomethyl [C11] 1.686 1.126 5.737187862 26.84 0 3383.759098 3 1123.258423 -1.02976192 -0.001155998 112.6314015
NMITGTSQADCAVLIVAAGVGEFEAGISK 6 4503471 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C11] 1.878 0.924 7.165366173 59.46 0 3367.764183 3 1123.258423 -1.02976192 -0.001155998 112.6314015YYVTIIDAPGHR 32 4503471 1xTMT6plex [N-Term] 1.03 1.115 1.101 4.964949131 49.12 0 1633.889957 3 545.3029175 2.596161013 0.001413947 52.04071046THINIVVIGHVDSGK 76 4503471 2xTMT6plex [N-Term; K15] 0.752 0.768 0.791 6.444166183 65.93 0 2047.20643 4 512.5569458 -0.232720486 -0.000119107 52.70929702
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EHALLAYTLGVKQLIVGVNK 2 4503471 3xTMT6plex [N-Term; K12; K20] 0.508 6.679744244 29.65 1 2853.753296 4 714.1953735 2.231580646 0.001592095 99.64874632
NDPPMEAAGFTAQVIILNHPGQISAGYAPVLDCHTAHIACK 14 4503471 2xTMT6plex [N-Term; K41]; 2xCarbamidomethyl [C33; C40] 1.153 1.601 1.109 10.79497433 48.18 0 4843.452255 5 969.4955444 -0.751414867 -0.000727888 87.24264408
NDPPMEAAGFTAQVIILNHPGQISAGYAPVLDCHTAHIACK 15 4503471 2xTMT6plex [N-Term; K41]; 1xOxidation [M5]; 2xCarbamidomethyl [C33; C40] 1.206 1.165 1.17 11.28908062 45.43 0 4859.44717 5 969.4955444 -0.751414867 -0.000727888 87.24264408

IGGIGTVPVGR 22 4503471 1xTMT6plex [N-Term] 0.882 0.938 0.858 4.061787128 51.36 0 1254.773137 2 627.8897705 -0.695300488 -0.000436222 50.4062004KDGNASGTTLLEALDCILPPTRPTDKPLRLPLQDVYK 2 4503471 4xTMT6plex [N-Term; K1; K26; K37]; 1xCarbamidomethyl [C16] 2.303 5.518589973 5.5 2 5022.847168 6 837.9851685 5.466963511 0.00457662 104.1301455
MDSTEPPYSQK 20 4503471 2xTMT6plex [N-Term; K11] 1.224 1.19 1.308 4.235562325 51.87 0 1740.887857 2 870.9468384 -0.837097106 -0.000728646 34.90639615STTTGHLIYK 47 4503471 2xTMT6plex [N-Term; K10] 0.985 0.986 1.04 4.347809792 62.93 0 1578.925564 2 789.9664307 0.01332433 1.05E-05 35.28083843QTVAVGVIK 21 4503471 2xTMT6plex [N-Term; K9] 0.952 1.017 1 4.330137253 62.49 0 1372.892807 2 686.9498901 -0.22101985 -0.000151718 50.25810349RGNVAGDSK 4 4503471 2xTMT6plex [N-Term; K9] 1.077 1.169 3.720527172 21.92 1 1361.790133 3 454.6011658 -0.872994684 -0.000396279 20.85638575QLIVGVNK 42 4503471 2xTMT6plex [N-Term; K8] 1.038 1.033 0.961 3.41386795 37.69 0 1328.866592 3 443.6266479 -0.904358911 -0.000400591 51.45341783GNVAGDSK 12 4503471 2xTMT6plex [N-Term; K8] 0.796 0.811 0.81 3.322347403 42.45 0 1205.689022 2 603.3482666 0.194613305 0.000117322 18.81440777LPLQDVYK 49 4503471 2xTMT6plex [N-Term; K8] 0.925 0.916 0.867 3.1162467 39.66 0 1433.876823 2 717.4420776 0.039050382 2.80E-05 63.27890956YAWVLDK 6 4503471 2xTMT6plex [N-Term; K7] 1.045 1.421 1.477 3.129637241 32.25 0 1352.797844 2 676.9003906 -3.20779636 -0.00216975 66.30232364RYEEIVK 7 4503471 2xTMT6plex [N-Term; K7] 1.477 1.44 1.349 3.302638292 13.8 1 1394.840772 3 465.6181335 -0.662530988 -0.000308042 33.5151267EVSTYIK 39 4503471 2xTMT6plex [N-Term; K7] 1.048 1.049 1.084 3.233366251 37.03 0 1297.776774 2 649.392395 0.569527115 0.00036956 39.02260331KLEDGPK 33 4503471 3xTMT6plex [N-Term; K1; K7] 1.184 1.187 1.168 3.863963604 13.66 1 1473.924391 3 491.9792175 -0.876077577 -0.000430424 27.18504544EAAEMGK 22 4503471 2xTMT6plex [N-Term; K7] 0.894 1.028 0.923 3.099050999 34.4 0 1193.66003 2 597.3337402 0.145609927 8.69E-05 22.0229341MDSTEPPYSQK 2 4503471 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 1.376 2.095957279 18.74 0 1756.882772 2 870.9468384 -0.837097106 -0.000728646 34.90639615TIEKFEK 6 4503471 3xTMT6plex [N-Term; K4; K7] 1.992 2.134 3.185178995 28.52 1 1581.981905 2 791.4937134 -1.109565275 -0.000877656 43.13468075KIGYNPDTVAFVPISGWNGDNMLEPSANMPWFK 1 4503471 3xTMT6plex [N-Term; K1; K33] 1.68012929 1 4383.254931 4 1096.567627 -1.426637875 -0.001563329 110.08288514503481 EEF1G elongation factor 1-gamma 1937 NP_001395.1 76.88787185 1 27 27 426 437 50.087 6.67 0.86 0.93 0.92 0.91 Significant 0.000585 KLDPGSEETQTLVR 20 4503481 2xTMT6plex [N-Term; K1] 0.987 1.047 1.06 4.295968533 45.32 1 2031.14864 3 677.72052 -0.804087586 -0.000544407 40.9201098ALIAAQYSGAQVR 25 4503481 1xTMT6plex [N-Term] 0.897 1.007 0.971 4.355482101 62.05 0 1576.900856 2 788.9534302 -0.807056723 -0.000636324 45.37568837VTLADITVVCTLLWLYKQVLEPSFR 4 4503481 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 0.452 6.107872963 29.7 1 3422.952577 4 856.4952393 1.913739996 0.00163766 113.8699519

VPAFEGDDGFCVFESNAIAYYVSNEELR 23 4503481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.927 0.76 1.113 6.974693298 75.29 0 3427.599003 3 1143.204102 -0.365017174 -0.000417044 108.0152448GQELAFPLSPDWQVDYESYTWR 24 4503481 1xTMT6plex [N-Term] 0.985 0.971 0.945 5.313366413 67.6 0 2916.40419 3 972.7973022 -9.201770391 -0.008945361 96.68975898KYSNEDTLSVALPYFWEHFDK 12 4503481 3xTMT6plex [N-Term; K1; K21] 0.367 0.35 0.389 7.572075367 39.17 1 3276.718426 4 819.9358521 0.961942015 0.000788003 96.21451941EYFSWEGAFQHVGK 38 4503481 2xTMT6plex [N-Term; K14] 0.99 1.031 0.963 4.744459152 55.73 0 2143.101296 3 715.0384521 -0.229944655 -0.000164265 72.15287364VLSAPPHFHFGQTNR 14 4503481 1xTMT6plex [N-Term] 1.06 0.888 0.899 5.199326038 34.43 0 1937.03433 3 646.3495483 -0.123018196 -7.94E-05 47.70554449WFLTCINQPQFR 26 4503481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.153 0.912 1.102 4.935657978 48.34 0 1838.957326 3 613.6566162 -1.104053454 -0.000676769 81.633683
FPEELTQTFMSCNLITGMFQR 8 4503481 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C12] 1.018 0.982 1.021 5.528085232 52.19 0 2795.34041 3 932.4502563 -1.500288486 -0.001397939 107.4969762

KAAAPAPEEEMDECEQALAAEPK 22 4503481 3xTMT6plex [N-Term; K1; K23]; 1xCarbamidomethyl [C14] 1.227 1.07 1.196 6.648164272 45.93 1 3172.610926 3 1058.204834 -3.460114439 -0.003659199 53.78749438
AAAPAPEEEMDECEQALAAEPK 18 4503481 2xTMT6plex [N-Term; K22]; 1xOxidation [M10]; 1xCarbamidomethyl [C13] 0.743 0.779 0.819 5.196126461 77.19 0 2831.347946 3 944.453064 -1.168240545 -0.001102565 45.88518784
AAAPAPEEEMDECEQALAAEPK 14 4503481 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C13] 0.793 0.833 0.854 5.69064045 63.51 0 2815.353031 3 944.453064 -1.168240545 -0.001102565 45.88518784

GSTPEAAAQVVQWVSFADSDIVPPASTWVFPTLGIMHHNK 2 4503481 2xTMT6plex [N-Term; K40]; 1xOxidation [M36] 0.927 3.81967473 7.24 0 4765.448867 4 1192.116577 -0.920917709 -0.001097147 112.3866025
AKDPFAHLPK 27 4503481 3xTMT6plex [N-Term; K2; K10] 0.967 1.012 0.958 4.549917221 23.16 1 1811.114651 2 906.0606079 -0.392962249 -0.00035585 51.14425488ILGLLDAYLK 16 4503481 2xTMT6plex [N-Term; K10] 0.904 0.98 0.895 4.732925892 53.97 0 1577.007837 2 789.0070801 -0.604457205 -0.000476617 112.3195005DGWSLWYSEYR 3 4503481 1xTMT6plex [N-Term] 0.535 1.266 4.743271828 31.19 0 1690.806287 2 845.9053955 -1.639977563 -0.001386442 75.72015978STFVLDEFK 17 4503481 2xTMT6plex [N-Term; K9] 0.621 0.835 0.71 4.545911789 56.72 0 1543.877217 2 772.4376831 -5.911693602 -0.004563465 71.53310806QATENAKEEVR 8 4503481 2xTMT6plex [N-Term; K7] 1.162 1.199 1.194 4.545218945 25.74 1 1732.959383 3 578.3220825 -4.436654132 -0.002562847 20.85926815KFAETQPK 12 4503481 3xTMT6plex [N-Term; K1; K8] 1.056 1.093 1.036 4.096721172 23.89 1 1636.003704 3 546.0064087 0.592489013 0.000323105 31.18858584QVLEPSFR 18 4503481 1xTMT6plex [N-Term] 1.216 1.378 1.448 3.245401859 35.89 0 1204.688739 2 602.8486938 1.139327752 0.000686268 43.05817194DPFAHLPK 12 4503481 2xTMT6plex [N-Term; K8] 0.643 0.698 0.65 2.552229166 24.85 0 1382.819642 3 461.6113586 -0.086426503 -3.98E-05 50.71225188QATENAK 9 4503481 2xTMT6plex [N-Term; K7] 0.835 0.797 0.834 3.108996391 36.56 0 1219.704672 2 610.3557739 -0.328578259 -0.000200384 18.19747852AVLGEVK 14 4503481 2xTMT6plex [N-Term; K7] 0.978 0.983 0.936 3.160205364 36.74 0 1173.76073 2 587.3840332 0.050611891 2.97E-05 45.55354083MAQFDAK 18 4503481 2xTMT6plex [N-Term; K7] 0.855 0.938 0.972 2.946376085 24.75 0 1268.707315 2 634.8566895 -0.955542493 -0.000606152 40.64341238TFLVGER 10 4503481 1xTMT6plex [N-Term] 1.043 1.021 1.02 2.780514717 35.49 0 1050.614511 2 525.8104248 -0.892859003 -0.000469025 52.05198081QAFPNTNR 5 4503481 1xTMT6plex [N-Term] 0.987 1.035 100 2.792805195 37.42 0 1176.632286 2 588.8195801 -0.34230214 -0.000201382 20.95402549FAETQPK 7 4503481 2xTMT6plex [N-Term; K7] 0.805 0.814 0.794 2.261699438 28.79 0 1278.745809 2 639.8757324 -1.267121455 -0.000810163 29.33870175

4503499 EIF1AX eukaryotic translation initiation factor 1A, X-chromosomal 1964 NP_001403.1 67.36111111 1 8 8 61 144 16.45 5.24 1.04 1.02 1.07 1.04 Significant 0.000194 VWINTSDIILVGLR 8 4503499 1xTMT6plex [N-Term] 0.66 0.858 0.939 4.742648602 44.85 0 1828.089385 2 914.5467529 -1.726442181 -0.001578045 102.8669633INETDTFGPGDDDEIQFDDIGDDDEDIDDI 14 4503499 1xTMT6plex [N-Term] 1.052 0.649 1.449 4.167160511 23.25 0 3587.503032 3 1196.505981 0.100193905 0.000119815 87.32047008ELVFKEDGQEYAQVIK 3 4503499 3xTMT6plex [N-Term; K5; K16] 1.153 1.567 3.986370564 4.99 1 2583.463715 3 861.8242798 -2.101579557 -0.001809785 66.22985846
LEAMCFDGVK 6 4503499 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.093 1.09 1.127 4.394112587 44.22 0 1627.858806 2 814.4329224 -0.146353871 -0.000119122 64.78278074
AYGELPEHAK 10 4503499 2xTMT6plex [N-Term; K10] 1.025 1.018 1.01 3.839771271 42.25 0 1572.878613 2 786.9421387 -1.025359641 -0.000806383 41.77167082GKNENESEK 8 4503499 3xTMT6plex [N-Term; K2; K9] 1.03 0.968 0.876 3.28646493 6.9 1 1721.963689 3 574.6589355 -0.833733826 -0.000478553 17.55147317
LEAMCFDGVK 2 4503499 2xTMT6plex [N-Term; K10]; 1xOxidation [M4]; 1xCarbamidomethyl [C5] 0.989 1.889231563 25.36 0 1643.853721 2 814.4329224 -0.146353871 -0.000119122 64.78278074YNADEAR 6 4503499 1xTMT6plex [N-Term] 1.509 1.057 1.022 2.66181016 30.37 0 1067.531904 2 534.269165 -0.796333929 -0.000425056 15.80166615NENESEKR 4 4503499 2xTMT6plex [N-Term; K7] 1.298 1.212 3.00596714 19.1 1 1463.785441 3 488.5990295 -1.985254718 -0.000968662 14.50165174503503 EIF2B1 translation initiation factor eIF-2B subunit alpha 1967 NP_001405.1 31.80327869 1 8 8 44 305 33.691 7.33 0.73 0.89 1.02 0.88 Significant 0.00896 FISLASLEYSDYSK 8 4503503 2xTMT6plex [N-Term; K14] 1.168 1.079 0.655 4.847139835 40.97 0 2081.120694 3 694.3781128 -0.436707538 -0.000302947 85.55173847DGATILTHAYSR 8 4503503 1xTMT6plex [N-Term] 1.145 1.242 1.139 4.638013363 41.96 0 1533.822272 3 511.9450378 -1.115797209 -0.000570478 35.62269442AQNKPFYVVAESFK 9 4503503 3xTMT6plex [N-Term; K4; K14] 0.674 1.107 4.289024353 15.03 0 2315.336665 3 772.4502563 -0.193866852 -0.000149622 74.36941751VLEAAVAAK 6 4503503 2xTMT6plex [N-Term; K9] 1.099 1.098 1.075 3.937065363 49.84 0 1329.850608 2 665.4281616 -1.174055043 -0.000780659 54.62076174SQMKEDPDMASAVAAIR 5 4503503 2xTMT6plex [N-Term; K4] 0.375 0.402 0.712 3.776386976 2.74 1 2278.193558 3 760.0681152 -1.652873989 -0.001255189 52.89182743
IADLCHTFIK 4 4503503 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.089 2.878348351 20.02 0 1675.960569 3 559.3203735 -8.354572767 -0.004667312 61.088805

LFPLNQQDVPDKFK 2 4503503 3xTMT6plex [N-Term; K12; K14] 1.092 3.374730349 8.75 1 2376.389428 3 792.8016968 0.466511094 0.000369537 77.81682431TLLEFLK 2 4503503 2xTMT6plex [N-Term; K7] 1.048 2.634196043 19.39 0 1321.849545 2 661.4235229 -7.395744544 -0.004888031 89.23693146
4503507 EIF2S3 eukaryotic translation initiation factor 2 subunit 3 1968 NP_001406.1 43.6440678 1 18 18 171 472 51.077 8.4 1.09 1.12 1.08 1.1 Significant 0.00012

SCGSSTPDEFPTDIPGTK 8 4503507 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C2] 1.11 0.916 0.985 4.454340935 41.05 0 2354.158613 2 1177.58313 0.15743868 0.000185318 53.27941725
SFDVNKPGCEVDDLK 6 4503507 3xTMT6plex [N-Term; K6; K15]; 1xCarbamidomethyl [C9] 0.831 0.702 0.846 4.138447285 13.04 0 2410.289122 3 804.1010742 -0.187900176 -0.000150965 53.41505173

VGQEIEVRPGIVSK 9 4503507 2xTMT6plex [N-Term; K14] 1.14 1.279 1.118 4.410461426 25.14 0 1969.184632 3 657.0656738 -1.09865555 -0.000721152 50.28222901NEVLMVNIGSLSTGGR 12 4503507 1xTMT6plex [N-Term] 1.164 1.002 1.128 4.569989204 58.98 0 1876.015962 2 938.5109253 -0.740049173 -0.000694172 71.03503891IVLTNPVCTEVGEK 18 4503507 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 1.186 1.092 1.074 4.638462543 41.31 0 2017.140384 2 1009.07196 -1.853922311 -0.001869811 64.2617821
IVSLFAEHNDLQYAAPGGLIGVGTK 22 4503507 2xTMT6plex [N-Term; K25] 1.114 1.186 0.99 7.180734634 61.29 0 3028.687177 3 1010.233154 -0.748680614 -0.00075584 94.32234031GGVAGGSILK 8 4503507 2xTMT6plex [N-Term; K10] 0.969 0.927 0.934 4.095532417 79.79 0 1316.830207 2 658.9155273 -4.882013236 -0.003214391 43.44237461LTPLSHEVISR 12 4503507 1xTMT6plex [N-Term] 1.016 1.239 1.105 4.789005756 55.48 0 1480.868494 3 494.2946777 0.666023438 0.000328764 43.94668728QDLTTLDVTK 2 4503507 2xTMT6plex [N-Term; K10] 1.04 4.179524899 51.05 0 1591.930709 2 796.468811 -0.228093902 -0.000181555 51.4002927

YNIEVVCEYIVK 2 4503507 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.538 4.089462757 6.87 0 1987.097457 3 663.0371094 -0.343035515 -0.000227215 80.86047084
HILILQNK 6 4503507 2xTMT6plex [N-Term; K8] 1.185 1.128 1.178 2.840167046 24.82 0 1436.935341 3 479.6497498 -0.448588328 -0.000214864 49.81711489LIGWGQIR 14 4503507 1xTMT6plex [N-Term] 1.097 1.028 1.075 3.300718069 49.47 0 1171.714894 2 586.3616943 1.039742587 0.000609141 65.07898889GVTIKPTVDDD 14 4503507 2xTMT6plex [N-Term; K5] 0.818 1.194 0.974 2.477793932 28.35 0 1617.909973 2 809.4594727 1.048014122 0.000847796 40.57816946

LDDPSCPRPECYR 7 4503507 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C11] 1.217 1.106 1.254 3.780753613 15.48 0 1893.878483 3 631.9639893 -0.564284653 -0.000356229 28.86080957
LGYANAK 6 4503507 2xTMT6plex [N-Term; K7] 1.135 1.227 1.12 2.246577978 17.71 0 1194.724679 2 597.8657227 -0.427326487 -0.000255269 34.39799936

SFDVNKPGCEVDDLKGGVAGGSILK 1 4503507 4xTMT6plex [N-Term; K6; K15; K25]; 1xCarbamidomethyl [C9] 100 3.048328638 1 3478.938556 4 870.4902344 0.158602974 0.000137943 69.18970414
KIPVPPR 18 4503507 2xTMT6plex [N-Term; K1] 1.152 1.216 1.204 3.127321243 9.98 1 1264.850548 3 422.2882385 -0.305272294 -0.000128708 36.12888768DFTSEPR 6 4503507 1xTMT6plex [N-Term] 0.851 1.267 2.532405853 20.96 0 1080.552305 2 540.7804565 1.232523342 0.000665903 111.98026474503529 EIF4A1 eukaryotic initiation factor 4A-I isoform 1 1973 NP_001407.1 66.74876847 1 14 25 530 406 46.125 5.48 1.2 1.2 1.2 1.2 Non-Significant 1 GVAINMVTEEDKR 6 4503529 2xTMT6plex [N-Term; K12] 1.101 1.064 1.095 5.235603333 26.53 1 1920.062468 3 640.6921387 -0.315038904 -0.000201631 47.73535534GIYAYGFEKPSAIQQR 22 4503529 2xTMT6plex [N-Term; K9] 1.465 1.304 1.295 4.802929878 25.59 0 2286.264673 3 762.7593384 -0.529655772 -0.000403644 54.74279179GYDVIAQAQSGTGK 32 4503529 2xTMT6plex [N-Term; K14] 1.218 1.228 1.237 4.909811974 71.5 0 1853.016898 2 927.0108032 -1.385775106 -0.001283932 42.71230156

LNSNTQVVLLSATMPSDVLEVTKK 2 4503529 3xTMT6plex [N-Term; K23; K24]; 1xOxidation [M14] 100 4.748633385 27.05 1 3290.88484 3 1097.635132 1.823906975 0.002000756 86.25066648
LNSNTQVVLLSATMPSDVLEVTKK 2 4503529 3xTMT6plex [N-Term; K23; K24] 1.321 5.501851559 10.86 1 3274.889925 3 1097.635132 1.823906975 0.002000756 86.25066648GIDVQQVSLVINYDLPTNR 17 4503529 1xTMT6plex [N-Term] 1.163 1.063 1.052 6.289566517 71.36 0 2373.29754 2 1187.150269 -1.803132794 -0.002139685 84.51781271
VVMALGDYMGASCHACIGGTNVR 8 4503529 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C13; C16] 1.963 1.465 8.379566193 75.26 0 2668.266533 3 890.0923462 -1.517024529 -0.001349275 81.40480391

DFTVSAMHGDMDQK 50 4503529 2xTMT6plex [N-Term; K14]; 1xOxidation [M] 1.097 1.006 0.98 4.241975307 39.44 0 2055.987982 3 680.6694336 0.333379197 0.000226697 47.02770516DFTVSAMHGDMDQK 23 4503529 2xTMT6plex [N-Term; K14] 1.143 1.339 1.254 6.001252651 52.46 0 2039.993067 3 680.6694336 0.333379197 0.000226697 47.02770516TATFAISILQQIELDLK 4 4503529 2xTMT6plex [N-Term; K17] 1.217 0.886 5.290875912 28.01 0 2362.399769 3 788.1380615 -0.058372714 -4.60E-05 113.3000255LQMEAPHIIVGTPGR 26 4503529 1xTMT6plex [N-Term] 1.148 1.169 1.284 6.33275032 77.29 0 1848.036304 3 616.6835938 -0.041076033 -2.53E-05 66.62177438LNSNTQVVLLSATMPSDVLEVTK 12 4503529 2xTMT6plex [N-Term; K23]; 1xOxidation [M14] 0.933 1.058 0.908 6.077639103 52.02 0 2933.626945 3 973.2139893 -1.581935801 -0.001538502 98.1812743LNSNTQVVLLSATMPSDVLEVTK 22 4503529 2xTMT6plex [N-Term; K23] 1.236 1.233 1.057 6.695721149 62.54 0 2917.63203 3 973.2139893 -1.581935801 -0.001538502 98.1812743MFVLDEADEMLSR 14 4503529 1xTMT6plex [N-Term]; 1xOxidation [M] 1.108 1.113 3.328191757 44.13 0 1800.870938 2 892.940918 -0.820058357 -0.000731851 90.51535338MFVLDEADEMLSR 41 4503529 1xTMT6plex [N-Term] 1.268 1.01 1.015 4.965386391 81.19 0 1784.876023 2 892.940918 -0.820058357 -0.000731851 90.51535338ATQALVLAPTR 22 4503529 1xTMT6plex [N-Term] 1.457 1.251 1.307 4.50045681 57.53 0 1369.836465 2 685.4213867 -0.707013227 -0.000484246 45.3690681VLITTDLLAR 18 4503529 1xTMT6plex [N-Term] 1.131 1.2 1.259 3.671693563 36.61 0 1343.845967 2 672.423645 -4.430530791 -0.002976975 75.60277122GFKDQIYDIFQK 28 4503529 3xTMT6plex [N-Term; K3; K12] 1.609 1.59 1.605 4.418940067 25.81 1 2189.257352 3 730.4223633 -2.199451904 -0.001605055 79.68914897LQMEAPHIIVGTPGR 8 4503529 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.049 1.032 0.437 4.69416666 31.1 0 1864.031219 3 616.6835938 -0.041076033 -2.53E-05 66.62177438KEELTLEGIR 18 4503529 2xTMT6plex [N-Term; K1] 1.365 1.414 1.385 3.535976887 31.39 1 1645.988892 3 549.3352051 1.318261858 0.000723281 48.26703966DIETFYNTSIEEMPLNVADLI 4 4503529 1xTMT6plex [N-Term] 0.829 100 3.027760267 18.14 0 2656.326516 2 1336.664917 0.421436719 0.000563107 107.7809594DIETFYNTSIEEMPLNVADLI 15 4503529 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.006 0.964 1.247 3.211403131 21.86 0 2672.321431 2 1336.664917 0.421436719 0.000563107 107.7809594DQIYDIFQK 18 4503529 2xTMT6plex [N-Term; K9] 0.964 0.907 0.901 4.38949728 52.97 0 1627.909579 2 814.4585571 0.158729831 0.000129199 72.77484438EELTLEGIR 6 4503529 1xTMT6plex [N-Term] 0.815 0.862 0.997 3.587187767 32.84 0 1288.730997 2 644.8690186 -0.183661777 -0.000118345 49.7104623DFTVSAMHGDMDQK 6 4503529 2xTMT6plex [N-Term; K14]; 2xOxidation [M7; M11] 1.233 1.161 100 2.861158371 20 0 2071.982897 3 680.6694336 0.333379197 0.000226697 47.02770516
ELAQQIQK 26 4503529 2xTMT6plex [N-Term; K8] 1.029 1.128 1.107 3.71945858 43.56 0 1415.862235 2 708.4337769 -1.382979935 -0.000979055 38.16581748KGVAINMVTEEDKR 6 4503529 3xTMT6plex [N-Term; K1; K13] 0.895 1.201 0.856 5.20141077 11.68 2 2277.320363 4 570.0856323 0.147891742 8.42E-05 46.78582927KVDWLTEK 16 4503529 3xTMT6plex [N-Term; K1; K8] 1.209 1.228 1.255 4.109572411 31.93 1 1706.045568 2 853.5254517 -1.138064377 -0.000970795 55.61471637QFYINVER 12 4503529 1xTMT6plex [N-Term] 1.197 1.227 1.235 3.3660326 32.23 0 1297.710202 2 649.3577271 -1.56024699 -0.001012374 46.52037339VFDMLNR 24 4503529 1xTMT6plex [N-Term] 1.165 1.157 1.107 2.973945856 32.37 0 1123.613131 2 562.3099365 -0.475611321 -0.000267202 55.074921VDWLTEK 10 4503529 2xTMT6plex [N-Term; K7] 1.11 1.153 1.096 3.111206293 31.19 0 1348.787673 2 674.8967896 -1.016355995 -0.000685424 62.16263965

AIIPCIK 24 4503529 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.48 1.555 1.397 2.653404474 32.73 0 1272.811386 2 636.9085693 -1.197355823 -0.000762004 62.5598281938201714 ELAVL1 ELAV-like protein 1 1994 NP_001410.2 33.12883436 1 9 9 109 326 36.069 9.17 1.31 1.35 1.36 1.34 Significant 0.00013 VLVDQTTGLSR 20 38201714 1xTMT6plex [N-Term] 1.293 1.34 1.403 4.07912159 52.11 0 1417.821209 2 709.413147 -1.545882283 -0.001095892 41.39978488DANLYISGLPR 6 38201714 1xTMT6plex [N-Term] 1.08 1.039 1.317 3.964635372 45.98 0 1447.810644 2 724.4077148 -1.720793054 -0.001245691 56.71595003NVALLSQLYHSPAR 6 38201714 1xTMT6plex [N-Term] 1.398 1.497 1.435 6.187774658 75.15 0 1798.017283 3 600.0050659 -9.253818776 -0.005546175 60.77576869TNLIVNYLPQNMTQDELR 27 38201714 1xTMT6plex [N-Term] 1.361 1.095 1.339 4.442485332 42.13 0 2391.25396 2 1196.130981 0.303510475 0.000362885 79.32059775SLFSSIGEVESAK 16 38201714 2xTMT6plex [N-Term; K13] 1.346 1.397 1.392 5.541881084 77.03 0 1812.015501 2 906.5095825 -1.99352651 -0.00180615 70.43902128VAGHSLGYGFVNYVTAK 6 38201714 2xTMT6plex [N-Term; K17] 1.179 1.243 1.221 6.236920834 41.03 0 2241.243209 3 747.7497559 -3.790218679 -0.002831601 68.65030204FAANPNQNK 8 38201714 2xTMT6plex [N-Term; K9] 1.178 1.392 1.322 3.761587143 35.92 0 1461.821433 2 731.4140015 -0.483445034 -0.000353355 30.2617949DVEDMFSR 10 38201714 1xTMT6plex [N-Term] 1.375 1.112 1.339 3.115169048 29.87 0 1227.587704 2 614.2967529 -1.201209999 -0.000737295 44.4473086ILQVSFK 10 38201714 2xTMT6plex [N-Term; K7] 1.379 1.435 1.356 2.808773279 28.33 0 1292.83423 2 646.9208374 0.130360632 8.43E-05 67.339616734503571 ENO1 alpha-enolase isoform 1 2023 NP_001419.1 71.19815668 1 27 31 1594 434 47.139 7.39 1.03 1.04 1.03 1.03 Significant 0.0000104 LMIEMDGTENK 37 4503571 2xTMT6plex [N-Term; K11] 0.97 1.025 0.976 4.872553349 51.23 0 1738.911964 2 869.9593506 -0.310054871 -0.000269579 56.44203194GNPTVEVDLFTSK 78 4503571 2xTMT6plex [N-Term; K13] 0.973 1.013 1.024 5.325907707 81.6 0 1865.04205 2 933.0206909 -4.259739915 -0.003972297 68.33143955VVIGMDVAASEFFR 24 4503571 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.02 1.035 1.115 4.559566498 60.42 0 1785.940673 2 885.4766846 0.189220841 0.000167455 95.92442614VVIGMDVAASEFFR 40 4503571 1xTMT6plex [N-Term] 0.99 0.998 1.006 4.921230316 61.14 0 1769.945758 2 885.4766846 0.189220841 0.000167455 95.92442614LAMQEFMILPVGAANFR 20 4503571 1xTMT6plex [N-Term]; 2xOxidation [M3; M7] 1.889 1.291 1.27 5.290764332 33.65 0 2169.139783 2 1069.078491 -0.115844995 -0.000123789 105.5578917LAMQEFMILPVGAANFR 137 4503571 1xTMT6plex [N-Term]; 1xOxidation [M] 1.05 1.123 1.036 5.813878059 54.21 0 2153.144868 2 1069.078491 -0.115844995 -0.000123789 105.5578917LAMQEFMILPVGAANFR 40 4503571 1xTMT6plex [N-Term] 1.166 1.239 1.18 6.163484573 64.81 0 2137.149953 2 1069.078491 -0.115844995 -0.000123789 105.5578917FGANAILGVSLAVCK 23 4503571 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 1.091 1.134 1.159 4.979896069 59.67 0 1978.155974 2 989.5804443 -1.194252706 -0.001181209 92.56723585
SFIKDYPVVSIEDPFDQDDWGAWQK 12 4503571 3xTMT6plex [N-Term; K4; K25] 2.697 2.599 2.859 6.310536861 24.03 1 3672.882925 3 1224.957031 -7.183656691 -0.00879491 99.02970825LAQANGWGVMVSHR 6 4503571 1xTMT6plex [N-Term] 0.643 0.529 0.571 4.771844864 49.88 0 1754.932173 3 585.6491089 0.341979118 0.00020005 51.73478308AAVPSGASTGIYEALELR 149 4503571 1xTMT6plex [N-Term] 1.01 1.038 1.038 6.192587376 98.31 0 2034.106886 2 1017.55603 -1.033270739 -0.001050892 75.12595252DYPVVSIEDPFDQDDWGAWQK 76 4503571 2xTMT6plex [N-Term; K21] 1.066 0.996 1.056 5.990582943 67.41 0 2968.440524 3 990.1494141 -2.302617298 -0.002278394 97.06330177FTASAGIQVVGDDLTVTNPK 257 4503571 2xTMT6plex [N-Term; K20] 1.009 1.019 1.025 6.28922987 72.92 0 2491.380825 2 1246.193359 -0.554897102 -0.00069123 80.77375273YGKDATNVGDEGGFAPNILENK 4 4503571 3xTMT6plex [N-Term; K3; K22] 2.009 3.701 4.639318466 40.12 1 2996.593226 3 999.5268555 -9.081203787 -0.009070891 62.69137477DATNVGDEGGFAPNILENKEGLELLK 4 4503571 3xTMT6plex [N-Term; K19; K26] 1.798 2.16 5.969469547 32.27 1 3430.867275 4 858.4671021 -6.032540817 -0.005174212 87.50606489

VNQIGSVTESLQACK 120 4503571 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 1.143 1.136 1.16 6.067126751 75.65 0 2092.14726 2 1046.573608 -3.498775284 -0.003659977 59.53306693
SGETEDTFIADLVVGLCTGQIK 41 4503571 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C17] 0.997 1.062 0.962 6.626865387 73.45 0 2811.485032 2 1406.248047 1.34638099 0.001892665 112.0913055

YISPDQLADLYK 80 4503571 2xTMT6plex [N-Term; K12] 1.054 0.974 0.993 5.272194386 82.57 0 1884.051886 2 942.53125 1.771256951 0.00166857 77.42007955DATNVGDEGGFAPNILENK 38 4503571 2xTMT6plex [N-Term; K19] 1.102 1.125 1.193 6.027860165 69.55 0 2419.250539 3 807.0877075 -0.814054342 -0.000656467 65.39307162IGAEVYHNLK 34 4503571 2xTMT6plex [N-Term; K10] 0.889 0.904 0.903 4.421887398 45.53 0 1601.941548 2 801.4743652 -0.058835636 -4.71E-05 49.7587729LMIEMDGTENK 76 4503571 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 0.907 0.942 1 3.698361635 48.29 0 1754.906879 2 869.9593506 -0.310054871 -0.000269579 56.44203194EIFDSRGNPTVEVDLFTSK 2 4503571 2xTMT6plex [N-Term; K19] 2.115 5.368402958 8.87 1 2612.397203 3 871.4708862 0.345491645 0.000300854 75.55248194KLNVTEQEK 42 4503571 3xTMT6plex [N-Term; K1; K9] 1.097 1.127 1.065 5.464612484 40.05 1 1776.08341 3 592.701355 3.435323685 0.002033807 35.42485072TIAPALVSK 32 4503571 2xTMT6plex [N-Term; K9] 0.975 1.052 1.015 3.729285717 55.64 0 1357.881908 2 679.4440918 -0.737241025 -0.000500543 54.71564688
LMIEMDGTENK 46 4503571 2xTMT6plex [N-Term; K11]; 2xOxidation [M2; M5] 0.919 0.955 0.916 3.605455399 36.34 0 1770.901794 2 869.9593506 -0.310054871 -0.000269579 56.44203194

SCNCLLLK 11 4503571 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C2; C4] 1.447 1.521 1.364 2.931869507 36.76 0 1465.827113 2 733.4162598 -1.275572497 -0.000934884 50.74863334
LNVTEQEK 15 4503571 2xTMT6plex [N-Term; K8] 0.91 1.024 0.961 3.288861036 43.39 0 1418.825515 2 709.9155884 -1.138386764 -0.000807586 35.47801682AAVPSGASTGIYEALELRDNDK 6 4503571 2xTMT6plex [N-Term; K22] 3.836 2.763 3.022 3.832710266 10.75 1 2735.461594 3 912.4881592 -4.266066452 -0.003889887 67.71713983IEEELGSK 35 4503571 2xTMT6plex [N-Term; K8] 1.03 1.039 1.1 3.680081367 36.85 0 1362.788067 2 681.8972168 -0.667907411 -0.000455108 43.15579359SGKYDLDFK 18 4503571 3xTMT6plex [N-Term; K3; K9] 1.393 1.432 1.355 3.175668955 26.85 1 1760.019747 2 880.5124512 -1.205501389 -0.001060853 50.36524295

IDKLMIEMDGTENK 5 4503571 3xTMT6plex [N-Term; K3; K14]; 1xOxidation [M] 1.023 0.837 0.95 3.634082794 15.22 1 2340.275781 3 780.7636719 0.291343869 0.000227275 62.48924396
LAQANGWGVMVSHR 4 4503571 1xTMT6plex [N-Term]; 1xOxidation [M10] 1.067 1.286 2.121924877 25.48 0 1770.927088 3 585.6491089 0.341979118 0.00020005 51.73478308TIAPALVSKK 4 4503571 3xTMT6plex [N-Term; K9; K10] 1.925 1.71 3.348525047 8.93 1 1715.139803 3 572.3848267 0.072128504 4.12E-05 50.21976532SPDDPSR 11 4503571 1xTMT6plex [N-Term] 1.063 0.965 0.998 2.466022968 21.42 0 1002.505354 2 501.7562561 -0.118595844 -5.94E-05 14.76890538AVEHINK 98 4503571 2xTMT6plex [N-Term; K7] 0.817 0.917 1.035 2.567666054 23.83 0 1268.772692 3 423.5957642 0.037217438 1.57E-05 119.4849288EGLELLK 24 4503571 2xTMT6plex [N-Term; K7] 0.894 0.957 0.965 3.06846571 32.64 0 1259.79751 2 630.4032593 1.374962781 0.000866087 58.39106463
IDKLMIEMDGTENK 2 4503571 3xTMT6plex [N-Term; K3; K14]; 2xOxidation [M5; M8] 0.681 1.996241093 6.96 1 2356.270696 3 780.7636719 0.291343869 0.000227275 62.48924396

LAMQEFMILPVGAANFREAMRIGAEVYHNLK 3 4503571 2xTMT6plex [N-Term; K31]; 2xOxidation [M7; M20] 1.105 3.556 1.929795861 9.91 2 4010.12186 3 1337.366943 -8.873456497 -0.011861214 105.8342278
4503579 EPB41L2 band 4.1-like protein 2 isoform a 2037 NP_001422.1 27.36318408 1 20 23 127 1005 112.519 5.44 1.23 1.22 1.12 1.19 Significant 0.00087 VEMQPTELVSK 6 4503579 2xTMT6plex [N-Term; K11] 1.174 1.207 1.005 3.884338379 49.05 0 1718.976279 2 859.991333 -0.517246448 -0.000444567 58.20885808EVAENQQNQSSDPEEEK 6 4503579 2xTMT6plex [N-Term; K17] 0.503 0.602 0.535 4.184735775 47.22 0 2419.162511 3 807.05896 -0.076405445 -6.16E-05 23.41879755IVITGDGDIDHDQALAQAIR 2 4503579 1xTMT6plex [N-Term] 0.942 6.349981785 38.68 0 2350.256403 3 784.0900879 -0.294813844 -0.000230963 61.54312156

VTLLDGTEYSCDLEK 4 4503579 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 1.325 1.401 5.146424294 60.7 0 2201.141172 3 734.3853149 0.099927357 7.33E-05 69.21749834
VRPAELEQFESTIGFK 6 4503579 2xTMT6plex [N-Term; K16] 0.863 1.636 1.239 5.755661488 33.7 0 2309.290553 3 770.4348755 -0.207836626 -0.000159985 79.4114962VTEGTIREEQEYEEEVEEEPRPAAK 2 4503579 2xTMT6plex [N-Term; K25] 1.214 4.411113262 3.46 1 3405.706193 4 852.180542 -1.719291365 -0.00146385 50.23614605FYPPDPSQLTEDITR 4 4503579 1xTMT6plex [N-Term] 1.981 1.74 3.039187193 50.99 0 2008.022487 2 1004.513916 -0.962139997 -0.000965999 75.95204296NLPWLFTFNVK 10 4503579 2xTMT6plex [N-Term; K11] 2.091 2.064 2.149 3.808493376 31.92 0 1837.077648 2 919.0426025 0.152877656 0.000140424 107.1113145EVPIVQTETK 12 4503579 2xTMT6plex [N-Term; K10] 1.351 1.319 1.077 3.900506258 48.92 0 1601.951444 2 801.479126 -0.29257246 -0.000234343 45.83661298GLSPAQADSQFLENAK 2 4503579 2xTMT6plex [N-Term; K16] 2.008 3.647939444 43.46 0 2134.154454 2 1067.57959 -1.195130229 -0.001275296 60.05572513LSMYGVDLHHAK 6 4503579 2xTMT6plex [N-Term; K12] 1.185 1.191 1.109 3.471304893 38.22 0 1829.014395 4 458.0088196 -0.51773769 -0.000236737 46.10993101GDAEEMAQK 6 4503579 2xTMT6plex [N-Term; K9] 1.12 1.206 1.473 3.819974899 51.71 0 1436.74555 2 718.8758545 -0.778193205 -0.000559033 26.07167929

VCEHLNLLEK 6 4503579 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.427 1.415 1.206 4.114034176 25.98 0 1712.976948 3 571.6613159 -4.409327343 -0.002517692 54.77777104EQHPDMSVTR 6 4503579 1xTMT6plex [N-Term] 0.82 0.869 0.666 3.46054697 22.13 0 1428.710278 3 476.9067993 -3.103344917 -0.001477927 20.02014505VKETQEDKLEGGAAK 5 4503579 4xTMT6plex [N-Term; K2; K8; K15] 2.161 0.575 1.456 4.665901184 10.4 2 2519.485069 4 630.6259766 -1.187671258 -0.00074808 37.2820524LVSPEQPPK 10 4503579 2xTMT6plex [N-Term; K9] 1.243 1.36 1.356 3.281844378 41.72 0 1452.882636 2 726.9438477 -1.526343178 -0.001108799 41.5550835EISPGSGPGEIR 6 4503579 1xTMT6plex [N-Term] 1.085 0.897 0.881 4.237072468 39.91 0 1427.769174 2 714.3893433 1.56634103 0.001118187 32.70673519SYTLVVAK 2 4503579 2xTMT6plex [N-Term; K8] 1.077 2.95160985 23.69 0 1338.839709 2 669.9239502 0.683323492 0.00045743 51.44454828ETELAEEGED 16 4503579 1xTMT6plex [N-Term] 100 2.018 1.215 2.238790274 48 0 1350.611001 2 675.8085327 -0.897571774 -0.000606135 53.52522874VEGDNIYVR 4 4503579 1xTMT6plex [N-Term] 0.78 1.122 3.031285048 18.8 0 1293.700031 2 647.3536987 0.069112573 4.47E-05 34.8197615EEQEYEEEVEEEPRPAAK 1 4503579 2xTMT6plex [N-Term; K18] 0.878 1.721841693 0 2649.293191 3 883.7677612 -1.683757996 -0.001486923 39.92356791GGISETR 2 4503579 1xTMT6plex [N-Term] 0.759 2.015341997 15.78 0 948.5311753 2 474.7693481 0.25758675 0.000122165 24.85767391EKETSESR 3 4503579 2xTMT6plex [N-Term; K2] 1.176 1.313 2.150267839 5.9 1 1423.779293 3 475.2645264 -0.187886169 -8.92E-05 14.81220346
12056465 FBL rRNA 2'-O-methyltransferase fibrillarin 2091 NP_001427.2 63.55140187 1 16 16 154 321 33.763 10.18 1.08 1.12 1.07 1.09 Significant 0.000196

NLVPGESVYGEK 12 12056465 2xTMT6plex [N-Term; K12] 1.117 1.19 1.087 3.736122608 52.45 0 1749.978721 2 875.4924316 -0.648395741 -0.000567339 49.57667589KMQQENMKPQEQLTLEPYER 2 12056465 3xTMT6plex [N-Term; K1; K8] 1.563 5.329890728 13.78 1 3207.710915 4 802.6830444 -0.176763318 -0.000141751 50.66042317TNIIPVIEDAR 20 12056465 1xTMT6plex [N-Term] 1.074 1.024 1.074 4.369623184 44.72 0 1469.852509 2 735.4295044 -0.528665926 -0.00038853 63.75681213MLIAMVDVIFADVAQPDQTR 8 12056465 1xTMT6plex [N-Term] 1.078 1.176 0.947 5.65366745 52.59 0 2462.298468 3 821.4371948 -0.583457839 -0.000478882 113.4299833IVALNAHTFLR 6 12056465 1xTMT6plex [N-Term] 1.3 1.13 1.37 5.020751476 59.53 0 1483.894649 3 495.3031311 0.128830269 6.37E-05 62.29687259VLYLGAASGTTVSHVSDIVGPDGLVYAVEFSHR 4 12056465 1xTMT6plex [N-Term] 100 0.604 7.142420769 41.15 0 3645.911427 4 912.2307739 -2.786890762 -0.002540189 95.73211068LAAAILGGVDQIHIKPGAK 14 12056465 3xTMT6plex [N-Term; K15; K19] 1.013 1.173 6.965722084 39.83 0 2559.595339 4 640.6539917 -0.469567633 -0.000300476 85.84049317
ANCIDSTASAEAVFASEVK 10 12056465 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C3] 1.113 1.15 1.039 5.932677269 53.64 0 2428.243011 3 810.0859985 0.177719226 0.000143848 76.70414298

VSISEGDDKIEYR 14 12056465 2xTMT6plex [N-Term; K9] 1.034 1.102 1.218 5.767943382 36.84 1 1969.064242 2 985.0370483 1.309418775 0.001289165 43.27516702DHAVVVGVYRPPPK 8 12056465 2xTMT6plex [N-Term; K14] 1.076 1.089 1.095 5.947155476 33.45 0 1992.179487 4 498.8007507 0.84643462 0.000421562 41.79168698MQQENMKPQEQLTLEPYER 6 12056465 2xTMT6plex [N-Term; K7] 0.975 1.156 1.166 5.669795036 26.83 0 2850.45302 3 950.8210449 -1.557080346 -0.001479461 61.6640759VSISEGDDK 6 12056465 2xTMT6plex [N-Term; K9] 0.698 0.653 0.988 3.032927036 52.74 0 1407.773145 2 704.3890381 -1.666325383 -0.001172904 31.6317735MQQENMKPQEQLTLEPYER 2 12056465 2xTMT6plex [N-Term; K7]; 1xOxidation [M6] 1.679 2.442840099 10.82 0 2866.447935 3 950.8210449 -1.557080346 -0.001479461 61.6640759NVMVEPHR 14 12056465 1xTMT6plex [N-Term] 0.946 0.953 1.078 3.57708478 33.83 0 1210.656393 3 404.2238464 0.490210637 0.000197826 21.19307257HEGVFICR 2 12056465 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.055 4.005320072 31.31 0 1246.656393 3 416.2237244 0.18205153 7.57E-05 25.12268977GKEDALVTK 14 12056465 3xTMT6plex [N-Term; K2; K9] 1.219 1.399 0.889 3.496224165 33.3 1 1648.024833 2 824.515564 -0.595573739 -0.00049076 35.95184731
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

DLINLAK 12 12056465 2xTMT6plex [N-Term; K7] 1.219 1.122 1.016 2.967016935 39.71 0 1244.797844 2 622.9022827 -0.446112849 -0.00027766 57.468875884557581 FABP5 fatty acid-binding protein, epidermal 2171 NP_001435.1 65.18518519 1 9 9 145 135 15.155 7.01 1.11 1.07 1.04 1.07 Significant 0.000357
MGAMAKPDCIITCDGK 6 4557581 3xTMT6plex [N-Term; K6; K16]; 2xCarbamidomethyl [C9; C13] 1.17 1.063 1.216 5.154182911 21.79 0 2455.27844 3 819.097229 -0.532061154 -0.000435453 57.43109936

TTQFSCTLGEK 18 4557581 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.027 1.118 1.105 5.277685642 76.92 0 1729.919492 2 865.461792 -1.841048465 -0.001592433 43.3882057
KTQTVCNFTDGALVQHQEWDGK 6 4557581 3xTMT6plex [N-Term; K1; K22]; 1xCarbamidomethyl [C6] 1.051 1.537 1.001 7.488508224 42.93 1 3249.692957 4 813.1785889 -0.132720616 -0.000107825 63.80532548

LVVECVMNNVTCTR 20 4557581 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C12] 1.389 1.414 1.387 5.143623829 61.83 0 1923.96519 2 962.4852905 -0.979900948 -0.000942648 73.62093055
TQTVCNFTDGALVQHQEWDGK 28 4557581 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C5] 1.067 0.965 1.015 7.138510227 84.48 0 2892.435062 3 964.8143921 -2.226121012 -0.002146303 60.39753855

LVVECVMNNVTCTR 5 4557581 1xTMT6plex [N-Term]; 1xOxidation [M7]; 2xCarbamidomethyl [C5; C12] 1.244 3.764899731 56.97 0 1939.960105 2 962.4852905 -0.979900948 -0.000942648 73.62093055
FEETTADGR 14 4557581 1xTMT6plex [N-Term] 0.876 0.944 0.842 3.978843212 48.35 0 1254.616361 2 627.8109131 -1.444113261 -0.000905904 21.79398972ELGVGIALR 30 4557581 1xTMT6plex [N-Term] 1.007 0.95 1.02 3.034145355 47.64 0 1156.725124 2 578.866272 0.123854241 7.16E-05 55.63147074FEETTADGRK 6 4557581 2xTMT6plex [N-Term; K10] 1.504 1.688 1.306 2.917460203 7.91 1 1611.874256 3 537.9627686 -0.312621121 -0.000167969 23.85165257GFDEYMK 12 4557581 2xTMT6plex [N-Term; K7] 0.917 0.944 0.942 2.791552782 35.52 0 1347.701895 2 674.354126 -0.682262805 -0.000459743 45.8160687813787217 FAT2 protocadherin Fat 2 precursor 2196 NP_001438.1 12.14072201 1 41 41 199 4349 479.018 5.16 1.35 1.25 1.28 1.29 Significant 0.000524 DVIEINPVTGVVK 10 13787217 2xTMT6plex [N-Term; K13] 1.415 1.348 1.35 4.932014942 64.47 0 1841.114821 2 921.0594482 -1.738612708 -0.001600493 71.31796768VVVGILDVNDNPPIFSHK 8 13787217 2xTMT6plex [N-Term; K18] 1.166 0.928 1.165 5.276540756 45.47 0 2421.390602 3 807.8018188 0.124623829 0.000100588 85.05961501DVSYQIVEDGSDVSK 6 13787217 2xTMT6plex [N-Term; K15] 1.326 1.485 1.317 4.115056992 52.17 0 2099.09085 3 700.3684082 -0.085251491 -5.97E-05 52.87330126IISGDVANVFK 6 13787217 2xTMT6plex [N-Term; K11] 1.661 1.57 1.576 3.895947218 46.83 0 1620.972514 2 810.9885864 -1.614844431 -0.001308809 71.30680333ASDGLYQDTALVK 6 13787217 2xTMT6plex [N-Term; K13] 1.366 1.504 1.419 5.086843491 77.35 0 1839.0264 2 920.015686 -1.252999787 -0.00115215 55.4353879STFVGQISEAAPLYSMIMDK 6 13787217 2xTMT6plex [N-Term; K20] 1.453 1.068 1.567 6.049118042 73.3 0 2646.392317 3 882.800415 -2.125683624 -0.001875131 106.8787557ATDSGQPPLSASVR 4 13787217 1xTMT6plex [N-Term] 1.341 1.553 4.023264408 44.32 0 1614.864865 2 807.9352417 -1.02667511 -0.000828971 31.64006658AVAAQDPVIYSLVR 8 13787217 1xTMT6plex [N-Term] 1.405 1.527 1.55 4.750365734 35.5 0 1731.000236 3 577.6723022 1.223274404 0.000705829 69.03526154FTQLHYEASVPDTIAPGTELLQVR 2 13787217 1xTMT6plex [N-Term] 1.3 5.48460722 42.46 0 2914.551188 3 972.19104 2.531695864 0.002459586 80.6807976TLDADISEQNR 7 13787217 1xTMT6plex [N-Term] 1.193 1.519 1.578 4.528931618 38.09 0 1490.764816 2 745.8866577 0.820015119 0.000611225 30.7529504VIDLLAIDKDSGPYGTIDYTIINK 6 13787217 3xTMT6plex [N-Term; K9; K24] 2.025 1.205 4.895297527 28.73 1 3324.890971 4 831.9776611 -0.648496077 -0.000539045 102.945394ASDEDSEVNYSIK 4 13787217 2xTMT6plex [N-Term; K13] 1.488 1.649 3.263153791 44.53 0 1914.969673 2 957.9884644 -0.010725529 -1.03E-05 38.86212448LKVPEDLPPGTVLTFLDASDPDLGPAGEVR 17 13787217 2xTMT6plex [N-Term; K2] 1.604 1.75 1.184 6.363209248 43.21 1 3576.956535 4 894.9926147 -2.210218533 -0.001976464 105.9931191FSEPLYTFSAPEDLPEGSEIGIVK 4 13787217 2xTMT6plex [N-Term; K24] 1.54 5.015928268 47.61 0 3083.622905 3 1028.539307 -6.336182707 -0.006512799 94.05133992VTPDGWLVTAEGLSR 4 13787217 1xTMT6plex [N-Term] 0.745 1.071 4.294647694 37.11 0 1829.995879 3 610.6699219 -0.36418388 -0.000222152 76.60702008LDPHTGELTTLTALDR 4 13787217 1xTMT6plex [N-Term] 1.239 1.348 4.197499752 27.08 0 1982.075586 3 661.3625488 -1.257447316 -0.000830785 60.51488624IDPYLGDISLK 7 13787217 2xTMT6plex [N-Term; K11] 1.438 1.353 1.25 4.146879196 50.93 0 1691.998394 2 846.4953003 -8.906766173 -0.007535117 77.22283339SIMTMSAIDVDELQNLK 3 13787217 2xTMT6plex [N-Term; K17] 1.097 1.443 4.604230404 19.21 0 2366.27114 3 789.4284058 -0.200968027 -0.000158515 91.83960635SNEFSLVSVK 2 13787217 2xTMT6plex [N-Term; K10] 1.209 4.165582657 41.39 0 1567.909579 2 784.4577026 -0.925172332 -0.000725293 60.27247461VQLSEFSPPGSR 6 13787217 1xTMT6plex [N-Term] 1.664 1.268 1.364 4.54558754 42.09 0 1532.827023 2 766.916748 -0.524042333 -0.000401633 51.83645749ISEGNGFGSLAALVVHVEPALR 2 13787217 1xTMT6plex [N-Term] 100 4.45149374 7.86 0 2465.371373 3 822.4624023 0.519305636 0.00042676 103.4877999ISLTQVLDK 6 13787217 2xTMT6plex [N-Term; K9] 1.394 1.277 2.117 3.483266354 48.99 0 1474.924501 2 737.9658813 -0.01016641 -7.50E-06 75.28374548LPPAAVPSHSDNEPVIK 4 13787217 2xTMT6plex [N-Term; K17] 0.928 1.064 4.11444664 31.24 0 2229.264338 3 743.7582397 -1.87167652 -0.001390821 51.50463684KDVFNLVAK 6 13787217 3xTMT6plex [N-Term; K1; K9] 1.516 1.502 1.483 4.345648289 18.19 1 1721.092853 3 574.3699341 1.392229414 0.000798719 65.82925431VPQDTVPGVELLR 2 13787217 1xTMT6plex [N-Term] 1.437 3.06100297 17.33 0 1651.958037 2 826.4801025 -3.092325447 -0.002554196 64.99470882DVFNLVAK 4 13787217 2xTMT6plex [N-Term; K8] 1.114 1.153 2.62121582 18.97 0 1363.834958 2 682.4205933 -0.768404239 -0.000523988 69.06469741VPEDLPPGTVLTFLDASDPDLGPAGEVR 4 13787217 1xTMT6plex [N-Term] 0.789 0.791 3.304376841 29.22 0 3106.614576 3 1036.205566 -4.001172642 -0.004143367 105.4733988LSPVSPGPVYR 6 13787217 1xTMT6plex [N-Term] 1.218 2.191 1.468 3.194168568 29.21 0 1400.809916 2 700.9093018 1.00704286 0.000705338 48.48368472TLELEALTR 2 13787217 1xTMT6plex [N-Term] 1.376 2.729807615 20.97 0 1274.751733 2 637.8788452 -1.034578168 -0.000659415 59.73362069VAFCTVK 3 13787217 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.463 1.202 2.309090853 25.38 0 1282.75935 2 641.8825073 -1.257017976 -0.000806226 48.14572316
VQAIDQDK 3 13787217 2xTMT6plex [N-Term; K8] 1.16 1.012 2.28175354 5.68 0 1374.799301 2 687.901001 -3.327945303 -0.002287628 34.01231812VGPTYSTAR 4 13787217 1xTMT6plex [N-Term] 1.016 0.864 2.213312864 19.82 0 1180.652353 2 590.8292847 -0.898066276 -0.000530152 21.66790666ILEPEALK 6 13787217 2xTMT6plex [N-Term; K8] 1.482 1.378 1.403 3.125836611 28.58 0 1370.865924 2 685.9363403 -0.379020244 -0.000259793 60.656362VTISEDMPLK 2 13787217 2xTMT6plex [N-Term; K10]; 1xOxidation [M7] 1.194 2.157448053 15.25 0 1606.912616 2 803.960083 0.170081199 0.000136653 47.73852323LEKPLQVRPQAPLELTVR 5 13787217 2xTMT6plex [N-Term; K3] 1.598 1.672 0.854 4.561396599 4.52 0 2545.559398 4 637.1453247 0.02782026 1.77E-05 63.1175226EQASSYSLK 2 13787217 2xTMT6plex [N-Term; K9] 0.343 1.974263906 4.42 0 1470.82043 2 735.9140625 0.284514677 0.000209235 33.41618213LSILTPR 6 13787217 1xTMT6plex [N-Term] 1.084 1.382 1.199 2.622865677 28.81 0 1028.666547 2 514.8363647 -1.063267602 -0.000546874 62.83835035VGASDGVFR 2 13787217 1xTMT6plex [N-Term] 0.91 2.627701759 16.05 0 1136.626138 2 568.8158569 -1.496580762 -0.000850526 31.97104919FSGQSYVR 2 13787217 1xTMT6plex [N-Term] 0.824 2.770722628 19.6 0 1172.626138 2 586.8162231 -0.826035602 -0.000484315 30.78347923GKHELQVLAVDR 2 13787217 2xTMT6plex [N-Term; K2] 1.123 2.260831118 5.59 1 1823.090337 3 608.3684692 0.283581583 0.000172332 40.67003467DQEIPIKR 6 13787217 2xTMT6plex [N-Term; K7] 1.204 1.199 1.113 3.169271231 7.3 1 1456.888784 3 486.3014526 0.700376149 0.000340123 47.24578929

87159832 FHL2 four and a half LIM domains protein 2 isoform a 2274 NP_001441.4 40.50179211 1 10 10 61 279 32.171 7.55 1.11 1.2 1.12 1.14 Significant 0.00062
DDFAYCLNCFCDLYAK 6 87159832 2xTMT6plex [N-Term; K16]; 3xCarbamidomethyl [C6; C9; C11] 2.218 2.058 2.917 3.525378466 29.57 0 2533.16021 3 845.0560303 -2.633986457 -0.002224103 86.33251426

FDCHHCNESLFGK 8 87159832 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C3; C6] 1 1.126 2.422 3.990432978 23.8 0 2109.004636 3 703.6734619 0.567406144 0.000398887 42.42373048
QHAMQCVQCK 2 87159832 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C6; C9] 1.106 4.264062405 32.72 0 1747.880621 3 583.2976685 -1.241136768 -0.00072312 21.88505663

DNQNFCVPCYEK 20 87159832 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C6; C9] 1.133 1.243 0.929 4.094175339 43.15 0 2031.966853 2 1016.486694 -0.364813099 -0.000370644 47.97064247
KPITTGGVTYR 5 87159832 2xTMT6plex [N-Term; K1] 1.011 1.333 1.013 3.481343031 25.17 0 1650.994312 3 551.0024414 -0.933341344 -0.000513647 35.04689669
QWHNDCFNCK 6 87159832 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C6; C9] 1.024 1.079 1.257 3.447604656 14.41 0 1866.877979 3 622.9638062 -0.596548345 -0.000371228 30.78008596
NSLVDKPFAAK 5 87159832 3xTMT6plex [N-Term; K6; K11] 0.892 1.139 0.981 3.01428175 7.47 0 1877.146345 3 626.3876953 1.165496503 0.000729269 55.61489568

ECFVCTACR 6 87159832 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C5; C8] 1.447 1.542 100 3.570417643 30.83 0 1431.638043 2 716.3222656 -0.55034162 -0.000393945 29.6515804
DDILCPDCGKDI 2 87159832 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C5; C8] 0.703 2.77427268 19.53 1 1878.934156 2 939.9696045 -1.183588907 -0.001111943 54.13827778

KCSLSLVGR 1 87159832 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 1.519 1.798982859 1 1477.89249 3 493.3022156 -0.268159888 -0.000132104 38.90467854
4503841 XRCC6 X-ray repair cross-complementing protein 6 isoform 1 2547 NP_001460.1 61.74055829 1 35 35 527 609 69.799 6.64 1.28 1.3 1.24 1.27 Significant 0.000192

IQVTPPGFQLVFLPFADDKR 30 4503841 2xTMT6plex [N-Term; K19] 1.424 1.448 1.452 7.635223389 39.39 1 2746.569628 4 687.3978882 0.034382662 2.36E-05 111.5284119TFNTSTGGLLLPSDTK 31 4503841 2xTMT6plex [N-Term; K16] 1.148 1.167 1.116 4.247517586 65.92 0 2110.179606 2 1055.591919 -1.442772628 -0.001522255 66.40886757DSLIFLVDASK 14 4503841 2xTMT6plex [N-Term; K11] 1.307 1.26 1.338 5.074070454 59.96 0 1665.982744 2 833.4938965 -1.337223484 -0.001113896 84.52305087DIISIAEDEDLR 22 4503841 1xTMT6plex [N-Term] 1.359 1.276 1.376 4.819448471 71.92 0 1617.853297 2 809.4292603 -1.269003927 -0.001026531 62.8863066KPGGFDISLFYR 10 4503841 2xTMT6plex [N-Term; K1] 1.42 1.717 1.369 4.104088306 29.17 0 1858.062726 3 620.0253906 -0.595865244 -0.000369052 73.26922589DTGIFLDLMHLK 26 4503841 2xTMT6plex [N-Term; K12] 1.237 1.264 1.256 4.628726482 41.19 0 1861.065762 3 621.0284424 2.692902389 0.001670556 95.81519862NLEALALDLMEPEQAVDLTLPK 12 4503841 2xTMT6plex [N-Term; K22]; 1xOxidation [M10] 1.384 1.206 1.193 5.377775669 60.85 0 2897.594582 4 721.1572876 2.655886143 0.0019133 112.5623597NLEALALDLMEPEQAVDLTLPK 14 4503841 2xTMT6plex [N-Term; K22] 1.34 1.28 1.486 5.567560196 63.31 0 2881.599667 4 721.1572876 2.655886143 0.0019133 112.5623597NIPPYFVALVPQEEELDDQK 20 4503841 2xTMT6plex [N-Term; K20] 1.217 1.175 1.323 6.601870537 55.14 0 2802.496582 3 934.8376465 0.643605825 0.000601234 94.58850501IISSDRDLLAVVFYGTEK 18 4503841 2xTMT6plex [N-Term; K18] 1.941 1.72 3.013 5.938016891 31.25 1 2484.411396 3 828.809021 0.448097398 0.000371086 100.2325449NIYVLQELDNPGAK 16 4503841 2xTMT6plex [N-Term; K14] 1.411 1.412 0.849 4.942711353 64.19 0 2032.147912 2 1016.575867 -1.700182129 -0.001727511 72.17515129
AMFESQSEDELTPFDMSIQCIQSVYISK 4 4503841 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C20] 1.89 4.700733662 42.6 0 3741.810207 3 1247.932739 -7.093383977 -0.008847366 112.046518

TEGDEEAEEEQEENLEASGDYK 26 4503841 2xTMT6plex [N-Term; K22] 1.632 1.475 1.267 5.704297066 68.04 0 2959.32165 3 987.1121826 0.116408962 0.000114831 53.50303705ELVYPPDYNPEGK 26 4503841 2xTMT6plex [N-Term; K13] 1.263 1.322 1.186 4.588588238 44.91 0 1979.052614 2 990.0302734 0.331363095 0.000327893 55.9670234SDSFENPVLQQHFR 24 4503841 1xTMT6plex [N-Term] 1.266 1.247 1.251 5.319933891 52.64 0 1932.97654 2 966.9880371 -4.005605391 -0.003871371 58.80387763DLLAVVFYGTEK 10 4503841 2xTMT6plex [N-Term; K12] 0.989 1.252 1.034 4.038413525 36.74 0 1813.051158 2 907.0288086 -0.450865656 -0.000408721 99.66293227DIVISVGIYNLVQK 2 4503841 2xTMT6plex [N-Term; K14] 0.823 3.566963434 20.83 0 2019.225434 3 673.7456665 -1.479581344 -0.000995869 96.25918271DTGIFLDLMHLK 23 4503841 2xTMT6plex [N-Term; K12]; 1xOxidation [M9] 1.285 1.137 1.228 4.033309937 36.72 0 1877.060677 3 621.0284424 2.692902389 0.001670556 95.81519862KQELLEALTK 12 4503841 3xTMT6plex [N-Term; K1; K10] 1.277 1.252 1.348 5.38201952 50.73 1 1860.177311 2 930.5906982 -1.715301873 -0.001595383 70.33624014TFNTSTGGLLLPSDTKR 4 4503841 2xTMT6plex [N-Term; K16] 1.425 0.983 5.552284718 22.9 1 2266.280717 3 756.0979614 -0.611447931 -0.000461904 59.21515177KHDNEGSGSK 12 4503841 3xTMT6plex [N-Term; K1; K10] 1.208 1.142 1.241 5.618760109 17.69 1 1745.974922 4 437.2500305 1.93000499 0.000842435 15.14414878IMATPEQVGK 11 4503841 2xTMT6plex [N-Term; K10] 1.207 1.364 1.257 4.14949894 47.99 0 1531.891821 2 766.4475708 -2.582270095 -0.001977879 48.51941218QELLEALTK 12 4503841 2xTMT6plex [N-Term; K9] 1.207 1.354 1.255 4.100060463 55.03 0 1502.919416 2 751.9625244 -1.093512971 -0.000821731 71.98066043VEYSEEELK 16 4503841 2xTMT6plex [N-Term; K9] 1.182 1.278 1.155 3.834963083 50.13 0 1583.856875 2 792.4326172 0.683669729 0.000541417 42.93384242LGSLVDEFK 8 4503841 2xTMT6plex [N-Term; K9] 1.129 1.017 1.11 4.151983261 46.97 0 1465.866652 2 733.4363403 -0.851247919 -0.000623908 78.49291559QIILEKEETEELK 11 4503841 3xTMT6plex [N-Term; K6; K13] 1.137 1.336 1.422 4.659919739 17.74 1 2289.35204 4 573.0925903 -1.532482473 -0.000877098 58.84818314VHFEESSKLEDLLR 4 4503841 2xTMT6plex [N-Term; K8] 2.634 2.317 4.423708916 13.04 1 2160.206489 4 540.8068237 -0.474120474 -0.00025605 67.04924319ILELDQFK 20 4503841 2xTMT6plex [N-Term; K8] 1.246 1.268 3.581971645 35.09 0 1463.887387 2 732.4472656 -0.090642218 -6.63E-05 77.63537362ALKPPPIK 12 4503841 3xTMT6plex [N-Term; K3; K8] 1.33 1.555 1.093 2.765427828 9.46 0 1551.060096 3 517.6917725 0.43059119 0.000222624 50.20835765EETEELKR 6 4503841 2xTMT6plex [N-Term; K7] 1.155 1.177 1.24 3.22138381 16.84 1 1491.841894 3 497.9526367 0.980872207 0.000487769 21.7017331ETNEPVK 16 4503841 2xTMT6plex [N-Term; K7] 1.224 1.226 1.395 3.01015687 34.07 0 1274.735638 2 637.871582 0.195877869 0.000124846 22.68263352
AMFESQSEDELTPFDMSIQCIQSVYISK 2 4503841 2xTMT6plex [N-Term; K28]; 1xOxidation [M16]; 1xCarbamidomethyl [C20] 2.463088036 7.25 0 3757.805122 3 1247.932739 -7.093383977 -0.008847366 112.046518

IMATPEQVGK 14 4503841 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.277 1.501 1.354 2.883997917 45.58 0 1547.886736 2 766.4475708 -2.582270095 -0.001977879 48.51941218KMPFTEK 10 4503841 3xTMT6plex [N-Term; K1; K7] 1.378 1.536 1.27 3.158602476 18.6 1 1567.948497 3 523.3203735 -1.230610913 -0.000643178 55.52877453QIILEKEETEELKR 4 4503841 3xTMT6plex [N-Term; K6; K13] 1.487 1.156 3.216318607 2 2445.453151 4 612.1182251 -0.850676438 -0.000520072 50.23910391EETEELK 6 4503841 2xTMT6plex [N-Term; K7] 0.962 0.932 0.89 2.727790594 22.96 0 1335.740783 2 668.3735962 -0.64898609 -0.000433439 27.74648064FTVPMLK 4 4503841 2xTMT6plex [N-Term; K7]; 1xOxidation [M5] 1.154 2.47355938 23.93 0 1309.795402 2 647.4049072 1.585339584 0.001025557 73.69428367SQIYGSR 5 4503841 1xTMT6plex [N-Term] 1.314 1.459 2.4081738 22.52 0 1039.573374 2 520.2904053 0.153367601 7.97E-05 18.1224409FTVPMLK 7 4503841 2xTMT6plex [N-Term; K7] 1.223 1.226 1.099 2.8064363 32.46 0 1293.800487 2 647.4049072 1.585339584 0.001025557 73.69428367EVAALCR 3 4503841 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.912 2.382 2.20395422 22.27 0 1047.581831 2 524.295166 1.168778623 0.000612196 27.41227114503937 GBAS protein NipSnap homolog 2 isoform 1 2631 NP_001474.1 28.67132867 1 6 8 54 286 33.721 9.36 1.02 1.03 0.87 0.97 Significant 0.00281 KNQLLLEFSFWNEPVPR 6 4503937 2xTMT6plex [N-Term; K1] 1.095 1.048 1.033 6.134196281 37.49 1 2575.4437 3 859.1522827 -0.545465416 -0.000468272 96.00091603
LQFHNVKPECLEAYNK 8 4503937 3xTMT6plex [N-Term; K7; K16]; 1xCarbamidomethyl [C10] 1.09 1.094 1.039 5.391561508 15.49 0 2677.473903 4 670.1231689 -1.141907955 -0.000764357 55.03117502

YEGGYPALTEVMNK 4 4503937 2xTMT6plex [N-Term; K14] 1.202 0.924 3.092215776 54.55 0 2030.066884 2 1015.532654 -4.361099076 -0.004426661 71.53687443KDAHSNLLAK 4 4503937 3xTMT6plex [N-Term; K1; K10] 0.826 4.202224255 9.49 1 1784.099729 4 446.7806702 0.628728341 0.000280429 31.72943095
ICQEVLPK 16 4503937 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.02 1.02 0.897 3.247792721 29.36 0 1444.859793 2 722.9330444 -0.678579899 -0.000490226 51.11897825
KETSNLYK 6 4503937 3xTMT6plex [N-Term; K1; K8] 1.21 0.948 0.828 2.649004698 20.19 1 1670.009183 2 835.5083008 0.085132765 7.11E-05 32.54810242SGPNIYELR 6 4503937 1xTMT6plex [N-Term] 0.667 0.94 0.997 3.056432962 33.19 0 1277.705117 2 639.3562622 0.102499443 6.55E-05 41.8166199ETSNLYK 2 4503937 2xTMT6plex [N-Term; K7] 0.697 2.912757158 28.91 0 1312.751288 2 656.8792725 -0.014860488 -9.75E-06 30.78622875YEGGYPALTEVMNK 2 4503937 2xTMT6plex [N-Term; K14]; 1xOxidation [M12] 0.721 2.138918161 21.24 0 2046.061799 2 1015.532654 -4.361099076 -0.004426661 71.53687443

315113895 BLOC1S1 biogenesis of lysosome-related organelles complex 1 subunit 1 2647 NP_001478.2 5.22875817 1 1 1 11 153 17.252 9.33 1.01 0.79 1.35 1.05 Significant 0.0232 GQLQSAPS 11 315113895 1xTMT6plex [N-Term] 1.009 0.791 1.353 1.445087433 13.46 0 1016.55739 2 508.7825928 0.510415723 0.000259433 53.965241274503971 GDI1 rab GDP dissociation inhibitor alpha 2664 NP_001484.1 62.63982103 1 15 22 289 447 50.55 5.14 0.98 0.97 0.96 0.97 Significant 0.0000354 FDLGQDVIDFTGHALALYR 17 4503971 1xTMT6plex [N-Term] 0.898 0.955 0.796 7.128952503 62.31 0 2380.249861 3 794.0914917 4.226614113 0.003353466 110.3598535YIAIASTTVETTDPEKEVEPALELLEPIDQK 16 4503971 3xTMT6plex [N-Term; K16; K31] 0.692 0.89 0.766 6.273889065 22.83 1 4130.261499 3 1377.424316 -0.751311086 -0.00103437 103.8745837FLVFVANFDENDPK 13 4503971 2xTMT6plex [N-Term; K14] 0.913 0.889 0.92 3.829081535 44.53 0 2113.137013 3 705.0496216 -1.27832407 -0.000900425 98.32431313IYKVPSTETEALASNLMGMFEK 12 4503971 3xTMT6plex [N-Term; K3; K22] 1.662 1.668 2.379 4.859397888 33.99 1 3146.708455 4 787.4313354 -1.570966359 -0.001235843 108.1055448
KSDIYVCMISYAHNVAAQGK 10 4503971 3xTMT6plex [N-Term; K1; K20]; 1xCarbamidomethyl [C7] 1.439 1.228 1.434 6.959934711 44.26 1 2942.58353 4 736.4007568 -0.792683105 -0.000583134 75.50179254
VPSTETEALASNLMGMFEK 20 4503971 2xTMT6plex [N-Term; K19]; 1xOxidation [M] 1.019 0.97 4.631277084 33.22 0 2529.298083 3 838.4389648 -0.328909286 -0.00027555 112.4432565VPSTETEALASNLMGMFEK 17 4503971 2xTMT6plex [N-Term; K19] 0.821 0.864 0.941 6.674264908 60.3 0 2513.303168 3 838.4389648 -0.328909286 -0.00027555 112.4432565NTNDANSCQIIIPQNQVNR 8 4503971 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 100 1.019 0.586 4.200069904 21.52 0 2428.220035 3 810.0755005 -3.330276927 -0.002695548 100.1849476KFDLGQDVIDFTGHALALYR 8 4503971 2xTMT6plex [N-Term; K1] 0.927 0.895 0.98 6.646950722 63.29 1 2737.507756 4 685.1306763 -2.513677581 -0.001720303 101.5913185EVEPALELLEPIDQK 4 4503971 2xTMT6plex [N-Term; K15] 0.535 0.613 4.632833958 28.67 0 2181.241872 3 727.7521362 -0.007430901 -5.40E-06 88.80937467TDDYLDQPCLETVNR 14 4503971 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.926 0.992 0.7 4.392451286 59.5 0 2067.98545 2 1034.495728 -0.61497622 -0.000635881 49.00688378MAGTAFDFENMK 18 4503971 2xTMT6plex [N-Term; K12] 0.869 0.877 0.856 4.976418018 60.27 0 1819.912298 2 910.4539795 -6.382568895 -0.005807858 69.78920659SPYLYPLYGLGELPQGFAR 33 4503971 1xTMT6plex [N-Term] 0.987 0.919 1.048 6.442318439 60.34 0 2370.269534 2 1185.637329 -0.908220286 -0.001076363 98.61341738

IICILSHPIK 18 4503971 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.155 1.203 1.143 3.861023664 35.62 0 1652.03334 3 551.348877 -0.764343306 -0.000420907 74.68395879FQLLEGPPESMGR 8 4503971 1xTMT6plex [N-Term] 0.844 0.788 0.808 4.960194111 52.63 0 1689.883157 2 845.4437866 -1.692867226 -0.001430374 67.56518186DWNVDLIPK 18 4503971 2xTMT6plex [N-Term; K9] 0.69 0.685 0.72 3.559623718 50.75 0 1557.9041 2 779.4527588 -3.760836033 -0.002929511 74.6087675TFEGVDPQTTSMR 14 4503971 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.895 0.872 1.128 3.215843439 43.46 0 1713.831516 2 857.4193726 -0.027746492 -2.38E-05 30.80359516VVEGSFVYK 12 4503971 2xTMT6plex [N-Term; K9] 0.946 0.943 0.938 4.259991646 41.9 0 1485.871737 2 743.4389648 -0.729667624 -0.000542096 56.782735MLLYTEVTR 10 4503971 1xTMT6plex [N-Term] 0.969 1.133 0.996 3.700202703 39.19 0 1354.760189 2 677.8845825 1.254509157 0.00084978 56.08748591KQNDVFGEAEQ 4 4503971 2xTMT6plex [N-Term; K1] 0.868 0.889 2.510182858 36.98 1 1722.906285 2 861.9567871 0.007504036 6.46E-06 35.69763485MLLYTEVTR 6 4503971 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.925 1.003 0.876 2.766153336 27.98 0 1370.755104 2 677.8845825 1.254509157 0.00084978 56.08748591LYSESLAR 2 4503971 1xTMT6plex [N-Term] 0.915 3.229574919 26.4 0 1167.657104 2 584.3321533 -0.063399927 -3.70E-05 35.77422449NPYYGGESSSITPLEELYK 1 4503971 2xTMT6plex [N-Term; K19] 0.998 2.044115305 0 2605.34377 3 869.1188965 -0.627221211 -0.000544709 76.50324165SEGEVAR 6 4503971 1xTMT6plex [N-Term] 0.837 0.792 1.251 2.488695145 40.55 0 976.5260899 2 488.7661133 -1.167400965 -0.000569999 15.045481986598323 GDI2 rab GDP dissociation inhibitor beta isoform 1 2665 NP_001485.2 67.86516854 1 23 30 420 445 50.631 6.47 0.9 0.93 0.92 0.92 Significant 0.0000925 YIAIVSTTVETK 6 6598323 2xTMT6plex [N-Term; K12] 0.832 0.874 0.877 4.420593739 50.95 0 1783.061723 2 892.0338135 -0.769651918 -0.000686168 67.26090479MTGSEFDFEEMK 12 6598323 2xTMT6plex [N-Term; K12] 0.665 0.638 0.63 5.378081322 64.42 0 1908.912358 2 954.9596558 -0.169031627 -0.000161333 67.2550245TDDYLDQPCYETINR 22 6598323 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.974 0.941 0.835 4.232954025 47.2 0 2131.980365 2 1066.492188 -1.532115424 -0.00163322 44.29630991FDLGQDVIDFTGHALALYR 17 6598323 1xTMT6plex [N-Term] 0.898 0.955 0.796 7.128952503 62.31 0 2380.249861 3 794.0914917 4.226614113 0.003353466 110.3598535EIRPALELLEPIEQK 24 6598323 2xTMT6plex [N-Term; K15] 0.756 0.841 0.801 5.45247364 24.96 0 2236.33169 3 746.1151733 -0.323275153 -0.000240983 79.96904523NTNDANSCQIIIPQNQVNR 8 6598323 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 100 1.019 0.586 4.200069904 21.52 0 2428.220035 3 810.0755005 -3.330276927 -0.002695548 100.1849476MTGSEFDFEEMKR 12 6598323 2xTMT6plex [N-Term; K12] 1.167 1.552 0.906 5.559170723 30.45 1 2065.013469 3 689.0087891 -0.801250222 -0.000551531 58.02762565
TYDATTHFETTCDDIK 12 6598323 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 0.973 0.962 0.922 6.000636101 40.83 0 2376.142962 3 792.7178955 -1.611509334 -0.001276392 40.94304728

VPSTEAEALASSLMGLFEK 24 6598323 2xTMT6plex [N-Term; K19] 0.795 0.783 1.069 6.519678593 39.51 0 2438.325284 3 813.446228 -0.472770379 -0.000384256 112.8529207VPSTEAEALASSLMGLFEK 6 6598323 2xTMT6plex [N-Term; K19]; 1xOxidation [M14] 1.096 0.746 5.579039574 36.06 0 2454.320199 3 813.446228 -0.472770379 -0.000384256 112.8529207KFDLGQDVIDFTGHALALYR 8 6598323 2xTMT6plex [N-Term; K1] 0.927 0.895 0.98 6.646950722 63.29 1 2737.507756 4 685.1306763 -2.513677581 -0.001720303 101.5913185
SDIYVCMISFAHNVAAQGK 6 6598323 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C6] 1.288 1.344 1.219 6.661677837 67.17 0 2569.33072 3 857.1140137 -1.258177606 -0.001077558 90.76219683DLGTESQIFISR 22 6598323 1xTMT6plex [N-Term] 0.898 0.951 0.929 4.781498909 48.31 0 1594.863802 2 797.9351196 -0.526366067 -0.000419741 54.54440388FVSISDLLVPK 29 6598323 2xTMT6plex [N-Term; K11] 0.901 0.955 0.943 4.228775024 69.95 0 1676.039865 2 838.5233154 -0.304814125 -0.00025544 96.22644145SPYLYPLYGLGELPQGFAR 33 6598323 1xTMT6plex [N-Term] 0.987 0.919 1.048 6.442318439 60.34 0 2370.269534 2 1185.637329 -0.908220286 -0.001076363 98.61341738

VICILSHPIK 20 6598323 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.259 1.23 1.249 4.110152245 35.32 0 1638.01769 3 546.6773071 -0.196660441 -0.000107378 64.50310746
QLICDPSYVK 14 6598323 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.141 1.154 1.183 4.977465153 55.5 0 1680.939499 2 840.9746704 1.525777884 0.00128237 51.51714842
VTEGSFVYK 14 6598323 2xTMT6plex [N-Term; K9] 1.065 1.014 1.164 4.436216354 41.26 0 1487.851002 2 744.428772 -0.493648011 -0.000367237 59.30880603DWNVDLIPK 18 6598323 2xTMT6plex [N-Term; K9] 0.69 0.685 0.72 3.559623718 50.75 0 1557.9041 2 779.4527588 -3.760836033 -0.002929511 74.6087675YIAIVSTTVETKEPEKEIRPALELLEPIEQK 2 6598323 4xTMT6plex [N-Term; K12; K16; K31] 2.064 5.585689545 7.06 2 4483.608484 5 897.5256348 -2.100219479 -0.001883312 97.36068363

KSDIYVCMISFAHNVAAQGK 2 6598323 3xTMT6plex [N-Term; K1; K20]; 1xCarbamidomethyl [C7] 1.467 3.259798288 8.54 1 2926.588615 4 732.3989868 -4.953895569 -0.003624504 88.86261978
EPEKEIRPALELLEPIEQK 10 6598323 3xTMT6plex [N-Term; K4; K19] 1.028 1.462 1.22 5.462633133 8.42 1 2948.727535 4 737.9369507 -0.529603229 -0.000390414 80.15605151FLVYVANFDEKDPR 11 6598323 2xTMT6plex [N-Term; K11] 1.036 1.021 1.042 3.386710405 30.38 1 2171.190111 3 724.4013062 -0.343471981 -0.000248581 80.36387523FKIPGSPPESMGR 18 6598323 2xTMT6plex [N-Term; K2] 1.06 1.092 1.136 4.785336494 18.41 1 1861.04061 3 621.017395 -1.600341975 -0.000992767 62.00591416MLLYTEVTR 10 6598323 1xTMT6plex [N-Term] 0.969 1.133 0.996 3.700202703 39.19 0 1354.760189 2 677.8845825 1.254509157 0.00084978 56.08748591IYKVPSTEAEALASSLMGLFEK 2 6598323 3xTMT6plex [N-Term; K3; K22] 1.131 2.223778725 0.04 1 3071.730571 4 768.6882324 0.172165979 0.000132212 112.7147533IPGSPPESMGR 8 6598323 1xTMT6plex [N-Term] 0.661 0.845 0.651 3.128705978 29.21 0 1356.714301 2 678.8606567 -0.194899868 -0.000132212 36.5097853TFEGIDPK 18 6598323 2xTMT6plex [N-Term; K8] 0.912 0.956 0.873 2.609665632 41.63 0 1364.782588 2 682.8948364 -0.140460788 -9.58E-05 48.71918427MLLYTEVTR 6 6598323 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.925 1.003 0.876 2.766153336 27.98 0 1370.755104 2 677.8845825 1.254509157 0.00084978 56.08748591LYSESLAR 2 6598323 1xTMT6plex [N-Term] 0.915 3.229574919 26.4 0 1167.657104 2 584.3321533 -0.063399927 -3.70E-05 35.77422449NDIYGED 18 6598323 1xTMT6plex [N-Term] 0.694 0.521 0.669 2.200842142 37.05 0 1054.489036 2 527.7476807 -0.901831923 -0.000475486 56.42394022SEGEIAR 6 6598323 1xTMT6plex [N-Term] 0.664 0.987 0.94 2.487125158 27.92 0 990.54174 2 495.7745361 0.056176962 2.78E-05 17.1068493913929462 B4GALT1 beta-1,4-galactosyltransferase 1 2683 NP_001488.2 36.93467337 1 10 10 62 398 43.892 8.65 1.11 1.21 1.21 1.18 Significant 0.000802 QQLDYGIYVINQAGDTIFNR 12 13929462 1xTMT6plex [N-Term] 0.626 1.109 1.125 6.614414692 51.43 0 2557.324817 3 853.1135864 0.543086015 0.000462949 97.64257351FGFSLPYVQYFGGVSALSK 8 13929462 2xTMT6plex [N-Term; K19] 0.953 1.45 1.139 4.944321156 56.52 0 2525.384454 3 842.4672241 1.055515835 0.000888528 110.9577491ETMLSDGLNSLTYQVLDVQR 12 13929462 1xTMT6plex [N-Term] 1.889 1.675 6.842349529 86.11 0 2511.296219 3 837.7698364 -0.502972388 -0.000421038 91.28522484LLNVGFQEALK 6 13929462 2xTMT6plex [N-Term; K11] 1.068 1.114 1.011 5.157401562 69.55 0 1690.030363 2 845.5189819 0.191823292 0.000162094 85.77709954LPQLVGVSTPLQGGSNSAAAIGQSSGELR 2 13929462 1xTMT6plex [N-Term] 1.166 3.117697001 12.2 0 3023.632292 3 1008.553162 4.18032752 0.004213258 77.03583255YWLYYLHPVLQR 2 13929462 1xTMT6plex [N-Term] 1.293 3.938649416 15.15 0 1880.042041 3 627.350647 -2.475275514 -0.001551207 85.66686012VAIIIPFR 16 13929462 1xTMT6plex [N-Term] 1.391 1.16 1.191 2.662123919 20.17 0 1157.760781 2 579.3834839 -0.941642332 -0.000545098 83.16586809DCVSPHK 8 13929462 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.187 1.161 2.74724412 21.49 0 1300.708377 3 434.2413635 0.891688092 0.000386609 18.69911652GMSISRPNAVVGR 2 13929462 1xTMT6plex [N-Term] 1.568 1.638 3.056110382 4.63 0 1572.88416 3 524.9663696 0.251230656 0.000131719 33.38944077HISVAMDK 2 13929462 2xTMT6plex [N-Term; K8] 1.161 2.359097481 4.6 0 1358.786627 3 453.6009216 1.165858234 0.000528051 37.33010095

4557625 GCLC glutamate--cysteine ligase catalytic subunit isoform a 2729 NP_001489.1 26.68759812 1 14 15 65 637 72.719 6.09 0.75 0.65 0.84 0.75 Significant 0.00536
LGCPGFTLPEVKPNPVEGGASK 6 4557625 3xTMT6plex [N-Term; K12; K22]; 1xCarbamidomethyl [C3] 0.797 1.224 0.56 6.396748543 37.25 0 2941.642425 3 981.2175903 -1.43025674 -0.001402435 74.68286127

EATSILEENQALCTITSFPR 6 4557625 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.6 0.832 0.799 6.676885128 81.7 0 2509.280569 3 837.0983276 -0.055685221 -4.66E-05 83.26751699GLLSQGSPLSWEETKR 3 4557625 2xTMT6plex [N-Term; K15] 1.074 0.786 0.874 25.02 1 2246.254502 3 749.4229736 -0.059820275 -4.48E-05 62.25161524HGILQFLHIYHAVK 4 4557625 2xTMT6plex [N-Term; K14] 0.6 5.621527672 50.91 0 2134.26897 4 534.3228149 0.215242611 0.000114846 71.85857936DKNTPSPFIETFTEDDEASR 6 4557625 2xTMT6plex [N-Term; K2] 0.768 0.689 0.815 6.251565456 45.93 1 2757.361939 3 919.791687 -0.519215422 -0.000477222 67.93544095GLLSQGSPLSWEETK 4 4557625 2xTMT6plex [N-Term; K15] 0.928 0.699 0.768 53.55 0 2090.153391 2 1045.579956 -0.361490515 -0.000377785 71.87162605SLFFPDEAINK 4 4557625 2xTMT6plex [N-Term; K11] 0.686 0.875 3.195720911 21.44 0 1738.977993 2 869.9938354 1.380792884 0.001200584 73.08692651
GGNAVVDGCGK 2 4557625 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 0.388 3.57650733 43.84 0 1491.798983 2 746.4024658 -0.890380936 -0.000664135 23.81836316

LDFLIPLSK 4 4557625 2xTMT6plex [N-Term; K9] 0.516 0.42 3.569898844 30.87 0 1503.955073 2 752.4799194 -1.669406791 -0.001255356 98.63082087VVINVPIFK 10 4557625 2xTMT6plex [N-Term; K9] 0.769 0.7 0.795 3.652450562 40.87 0 1486.976143 2 743.991394 -0.42456906 -0.000315662 86.48072331DAVLQGMFYFR 3 4557625 1xTMT6plex [N-Term] 0.652 1.085 3.599880934 37.21 0 1575.819101 2 788.413147 -0.052889756 -4.17E-05 83.06593101VLETLQEK 6 4557625 2xTMT6plex [N-Term; K8] 0.873 0.826 0.747 3.636672497 40.07 0 1417.866652 2 709.4360962 -1.224443205 -0.000868049 55.03980074DPLTLFEEK 4 4557625 2xTMT6plex [N-Term; K9] 0.643 0.554 3.628315687 24.54 0 1549.887781 2 775.4472046 -0.418495016 -0.00032431 90.54510092LVLSGEK 2 4557625 2xTMT6plex [N-Term; K7] 0.943 2.613767147 20.48 0 1203.771295 2 602.3887329 -0.918646002 -0.00055292 45.09009816SLFFPDEAINKHPR 1 4557625 2xTMT6plex [N-Term; K11] 1.136 3.156246901 1 2129.19078 4 533.0529785 -0.326653443 -0.000173877 57.204881264504031 GMDS GDP-mannose 4,6 dehydratase isoform 1 2762 NP_001491.1 23.38709677 1 7 7 38 372 41.923 7.31 1.02 1.04 1.08 1.04 Significant 0.000284 ISFDLAEYTADVDGVGTLR 8 4504031 1xTMT6plex [N-Term] 1.076 1.019 0.824 6.140686512 53.9 0 2271.170608 3 757.7278442 -0.717064209 -0.000542858 91.18245968FYQASTSELYGK 8 4504031 2xTMT6plex [N-Term; K12] 1.066 1.044 1.137 5.299773693 76.53 0 1851.989286 2 926.4978638 -0.450910242 -0.00041754 55.75174432IINEVKPTEIYNLGAQSHVK 4 4504031 3xTMT6plex [N-Term; K6; K20] 0.963 1.065 6.234182835 31.95 0 2940.712553 4 735.932312 -1.746183291 -0.001283756 67.18775058
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LHYGDLTDSTCLVK 4 4504031 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 1.031 1.066 5.131446362 40.3 0 2080.114897 3 694.0424805 -0.965934022 -0.000669751 57.75375847VAFDELVR 2 4504031 1xTMT6plex [N-Term] 1.008 3.128536224 23.4 0 1177.67784 2 589.3421021 -0.77442948 -0.000456014 59.65645396VQEIPQK 10 4504031 2xTMT6plex [N-Term; K7] 1.052 1.065 1.106 2.933169127 32.32 0 1299.803658 2 650.4051514 -0.485954645 -0.000315823 36.969355TIVWEGK 2 4504031 2xTMT6plex [N-Term; K7] 1.019 2.268527746 9.68 0 1290.782194 2 645.8939819 -1.167371861 -0.000753411 51.532303074504193 GTF2B transcription initiation factor IIB 2959 NP_001505.1 9.493670886 1 2 2 10 316 34.811 8.35 1.1 0.84 1 0.98 Significant 0.00592 SPISVAAAAIYMASQASAEK 6 4504193 2xTMT6plex [N-Term; K20] 1.057 0.868 1.004 6.963991642 61.25 0 2424.320867 3 808.7784424 -0.038378403 -3.10E-05 112.1314673APDLFPTDFK 4 4504193 2xTMT6plex [N-Term; K10] 1.156 0.817 3.527796745 31.18 0 1608.903766 2 804.9552612 -0.323057894 -0.000259885 75.14797513
19923732 GTF2H3 general transcription factor IIH subunit 3 isoform a 2967 NP_001507.2 9.090909091 1 3 3 14 308 34.356 7.02 1.28 1.27 1.52 1.36 Significant 0.00361 LAVIASHIQESR 4 19923732 1xTMT6plex [N-Term] 1.367 1.294 4.710501194 44.23 0 1552.900856 3 518.3043823 -1.457052029 -0.000754219 50.74100211ESQFTLSK 6 19923732 2xTMT6plex [N-Term; K8] 1.357 1.607 1.613 3.464648724 40.15 0 1397.804052 2 699.4059448 0.401636007 0.000280704 43.38523983ISLPPVLK 4 19923732 2xTMT6plex [N-Term; K8] 1.251 1.184 2.622630596 30.31 0 1324.89683 2 662.9509888 -1.606895639 -0.001064485 81.15317914504201 GTF2H4 general transcription factor IIH subunit 4 2968 NP_001508.1 15.15151515 1 5 5 16 462 52.153 9.04 1.42 1.32 0.76 1.16 Significant 0.0296 ESVQQAIASGITAQQIIHFLR 6 4504201 1xTMT6plex [N-Term] 1.48 1.67 0.878 7.879092693 69.42 0 2539.419386 3 847.1467285 2.459624003 0.002082006 99.65862846AWSDDTSQLGPDK 2 4504201 2xTMT6plex [N-Term; K13] 1.363 4.057826996 76.46 0 1877.964528 2 939.4863892 0.518625511 0.00048698 44.98075124AQEESTGLLSGLR 4 4504201 1xTMT6plex [N-Term] 1.355 0.927 4.281562328 48.93 0 1589.869616 2 795.4399414 1.880935688 0.001495221 53.31581282NLQEFLGGLSPGVLDR 2 4504201 1xTMT6plex [N-Term] 0.619 5.486977577 20.05 0 1944.075192 3 648.6954346 -1.770131668 -0.00114709 93.53897611AHPVMLK 2 4504201 2xTMT6plex [N-Term; K7] 1.202 1.321112156 5.56 0 1253.78042 3 418.5979004 -1.014594027 -0.000424026 35.09674453

101943240 GTF3C1 general transcription factor 3C polypeptide 1 isoform 1 2975 NP_001511.2 9.672830725 1 13 13 46 2109 238.725 7.3 1.38 1.68 1.32 1.46 Significant 0.00577 YHDEADQSALQR 4 101943240 1xTMT6plex [N-Term] 1.131 1.598 5.110284805 41.74 0 1661.808078 3 554.6082153 1.212315742 0.000671545 18.4641708LVAMGSAWPWLLHSVR 6 101943240 1xTMT6plex [N-Term] 0.841 1.241 1.209 4.779260635 29.6 0 2052.141438 3 684.7178345 -1.212149409 -0.000829167 98.99700809LCYMGLLQFGPTEK 4 101943240 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.551 1.991 4.143922806 31.45 0 2115.138275 3 705.7175903 -0.027286115 -1.92E-05 92.41554503
RDPVALEDVYPIHMILENK 2 101943240 2xTMT6plex [N-Term; K19] 1.278 4.453147888 26.05 1 2710.500228 4 682.3787842 -0.67352449 -0.00045909 73.33003151EVVDEGLIPGDGLGAAGLDSSFYGHLK 2 101943240 2xTMT6plex [N-Term; K27] 1.558 3.784068584 30.11 0 3174.672315 3 1058.900391 4.505600447 0.004767935 86.24195199

LRPAAAPLEELTMGTSCLPDTFTK 2 101943240 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C17] 1.638 4.454114437 28.19 0 3077.641549 3 1026.550049 -1.935223947 -0.001985309 88.83986735LPTGAQQHSILLLLNR 2 101943240 1xTMT6plex [N-Term] 1.943 5.390090942 27.88 0 2003.19631 3 668.4034424 -0.267583142 -0.000178674 75.51434811RDPVALEDVYPIHMILENK 2 101943240 2xTMT6plex [N-Term; K19]; 1xOxidation [M14] 1.109 4.656252384 32.13 1 2726.495143 4 682.3787842 -0.67352449 -0.00045909 73.33003151DMLTQTYDLIER 2 101943240 1xTMT6plex [N-Term] 1.191 3.455714226 31.86 0 1726.888302 2 863.9468384 -1.101473781 -0.000951061 70.48417093VVDGHLNLPVCK 6 101943240 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.435 1.688 1.616 4.586257935 17.12 0 1809.045696 3 603.6853027 -2.399534122 -0.001446956 59.95291703
LIESLFTIQK 8 101943240 2xTMT6plex [N-Term; K10] 1.756 1.841 3.351546049 25.88 0 1650.024215 3 550.6795654 -0.043648412 -2.40E-05 93.6722068VPPFPLPLEPCTQEFLWR 2 101943240 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.116 3.916592836 4.63 0 2455.30454 3 819.1046753 -2.063817751 -0.0016891 112.0858781EGPSGSGDSQLSASSR 2 101943240 1xTMT6plex [N-Term] 100 3.217559099 62.86 0 1750.8405 2 875.9232178 -0.76614239 -0.000670697 18.64083109GFMEDEGR 2 101943240 1xTMT6plex [N-Term] 100 2.107026577 14.31 0 1169.545839 2 585.2764282 -0.221645598 -0.000129612 26.87340268293336691 HDAC2 histone deacetylase 2 3066 NP_001518.3 39.54918033 1 10 14 99 488 55.329 5.91 1.41 1.36 1.16 1.31 Significant 0.00338 VMEMYQPSAVVLQCGADSLSGDR 6 293336691 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.283 1.574 1.245 5.657373905 60.21 0 2742.309837 3 914.7733154 -1.620634137 -0.001481427 75.51819782

FNVGEDCPVFDGLFEFCQLSTGGSVAGAVK 7 293336691 2xTMT6plex [N-Term; K30]; 2xCarbamidomethyl [C7; C17] 1.808 0.684 4.93488884 39.34 0 3665.802026 3 1222.602661 -2.344764257 -0.002865147 111.965402TFNLPLLMLGGGGYTIR 22 293336691 1xTMT6plex [N-Term] 1.745 1.618 1.541 5.776400089 56.08 0 2052.151334 3 684.722168 0.300692371 0.000205689 110.0250588YGEYFPGTGDLR 7 293336691 1xTMT6plex [N-Term] 0.944 1.235 0.299 4.536196709 35.13 0 1603.795388 2 802.401123 -0.261115759 -0.000209388 53.86321538MTHNLLLNYGLYR 8 293336691 1xTMT6plex [N-Term] 1.625 1.477 1.41 4.676882267 53.56 0 1836.99919 3 613.0037842 -1.301508977 -0.000796957 70.8246745DGIDDESYGQIFKPIISK 6 293336691 3xTMT6plex [N-Term; K13; K18] 1.423 1.411 1.182 5.655865669 30.87 0 2712.506308 4 678.8809204 -1.643022677 -0.001114177 79.3246685QQTDMAVNWAGGLHHAK 6 293336691 2xTMT6plex [N-Term; K17]; 1xOxidation [M5] 1.299 1.073 1.117 5.126256943 24.79 0 2338.212654 4 585.3060913 -4.327684056 -0.002529761 35.59169651SIRPDNMSEYSK 6 293336691 2xTMT6plex [N-Term; K12] 1.173 1.106 1.444 3.074023008 17.81 0 1884.988968 3 629.0003052 -1.382561224 -0.000868704 35.03850458VMTVSFHK 6 293336691 2xTMT6plex [N-Term; K8] 1.474 1.427 1.455 3.007255554 27.96 0 1406.823013 3 469.6131592 1.35857819 0.000637093 49.10981173YYAVNFPMR 6 293336691 1xTMT6plex [N-Term] 1.078 1.653 1.131 3.39539361 25.02 0 1389.718658 2 695.3620605 -1.305283079 -0.000906988 58.54297464ATAEEMTK 6 293336691 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 1.571 1.328 1.512 2.076399326 28 0 1354.728838 2 669.8693848 -1.815341128 -0.001215129 26.42558212YHSDEYIK 2 293336691 2xTMT6plex [N-Term; K8] 1.092 3.143503666 25.83 0 1512.809865 2 756.9095459 1.288943786 0.000974963 43.24144829ATAEEMTK 2 293336691 2xTMT6plex [N-Term; K8] 0.955 2.822742462 29.19 0 1338.733923 2 669.8693848 -1.815341128 -0.001215129 26.42558212IEEDKKETEDK 5 293336691 4xTMT6plex [N-Term; K5; K6; K11] 1.34 1.666 1.022 2.567466736 0.03 2 2280.310458 4 570.8323975 -1.183389849 -0.000674624 31.48764693SIRPDNMSEYSK 2 293336691 2xTMT6plex [N-Term; K12]; 1xOxidation [M7] 1.172 1.859592438 9.02 0 1900.983883 3 629.0003052 -1.382561224 -0.000868704 35.03850458SEQLSNP 2 293336691 1xTMT6plex [N-Term] 1.312 2.332074642 21.34 0 1003.525756 2 502.2663269 -0.377052013 -0.000189191 22.1087908152632383 HNRNPL heterogeneous nuclear ribonucleoprotein L isoform a 3191 NP_001524.2 60.10186757 1 21 22 243 589 64.092 8.22 1.28 1.38 1.3 1.32 Significant 0.000535
TDNAGDQHGGGGGGGGGAGAAGGGGGGENYDDPHK 14 52632383 2xTMT6plex [N-Term; K35] 0.893 0.948 0.998 12.10059261 96.19 0 3439.528397 4 860.6365356 -1.187549979 -0.001021153 20.50086857

IQHPSNVLHFFNAPLEVTEENFFEICDELGVK 12 52632383 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C26] 1.623 1.601 1.294 9.031576157 51.92 0 4231.157436 4 1058.544678 -0.131267273 -0.000138853 112.0478766
SKPGAAMVEMADGYAVDR 16 52632383 2xTMT6plex [N-Term; K2]; 1xOxidation [M] 1.105 1.359 1.172 3.794793606 20.94 0 2342.188473 3 776.0682983 -1.382623753 -0.001072083 55.63095445SKPGAAMVEMADGYAVDR 20 52632383 2xTMT6plex [N-Term; K2] 1.397 1.296 1.336 5.911260605 35.26 0 2326.193558 3 776.0682983 -1.382623753 -0.001072083 55.63095445

SVNSVLLFTILNPIYSITTDVLYTICNPCGPVQR 2 52632383 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C26; C29] 4.112913132 21.18 0 4097.165275 4 1025.045898 -0.85702181 -0.00087784 114.0729484
TDNAGDQHGGGGGGGGGAGAAGGGGGGENYDDPHKTPASPVVHIR 6 52632383 2xTMT6plex [N-Term; K35] 0.982 1.041 1.774 8.524662971 25.68 1 4497.13166 6 750.3619385 0.797806167 0.000597973 31.25191583

SDALETLGFLNHYQMK 12 52632383 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 1.686 0.997 1.148 5.08485651 35.03 0 2341.226239 3 775.7479248 -0.90424807 -0.000700862 79.069966SDALETLGFLNHYQMK 17 52632383 2xTMT6plex [N-Term; K16] 1.257 1.35 1.287 6.984048843 58.3 0 2325.231324 3 775.7479248 -0.90424807 -0.000700862 79.069966MAAAGGGGGGGR 6 52632383 1xTMT6plex [N-Term] 1.134 1.108 1.223 4.06802845 56.49 0 1147.583956 2 574.2936401 -3.443980323 -0.001976128 16.07855577NDQDTWDYTNPNLSGQGDPGSNPNK 2 52632383 2xTMT6plex [N-Term; K25] 0.696 2.935546637 39.25 0 3192.487033 3 1064.835449 1.491390944 0.001587082 47.94996615
LKTDNAGDQHGGGGGGGGGAGAAGGGGGGENYDDPHK 2 52632383 3xTMT6plex [N-Term; K2; K37] 0.978 9.253353119 50.95 1 3909.870356 5 782.7791138 -0.995905744 -0.000778772 25.69940487

VFNVFCLYGNVEK 26 52632383 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 2.005 2.096 2.255 4.82282877 45.03 0 2047.10869 3 683.0410767 -0.006443005 -4.40E-06 94.39330885
AITHLNNNFMFGQK 8 52632383 2xTMT6plex [N-Term; K14] 1.261 1.359 1.451 5.179242611 41.51 0 2093.136636 2 1047.072266 0.295709315 0.00030948 61.73939518SSSGLLEWESK 16 52632383 2xTMT6plex [N-Term; K11] 1.258 1.308 1.297 4.108139992 36.77 0 1680.920872 2 840.9630737 -1.190590881 -0.001000645 56.27191595TPASPVVHIR 18 52632383 1xTMT6plex [N-Term] 1.164 1.06 1.054 4.507038116 40.77 0 1305.784036 3 435.9328003 -0.144159439 -6.27E-05 33.45442593QALVEFEDVLGACNAVNYAADNQIYIAGHPAFVNYSTSQK 3 52632383 2xTMT6plex [N-Term; K40]; 1xCarbamidomethyl [C13] 100 3.048867226 7.98 0 4846.418689 4 1212.36145 1.089819429 0.00132043 102.6644187YYGGGSEGGR 4 52632383 1xTMT6plex [N-Term] 1.347 1.199 3.477552891 42.05 0 1231.590481 2 616.2985229 -0.577896284 -0.000355866 17.32530077QPAIMPGQSYGLEDGSCSYKDFSESR 6 52632383 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C17] 100 2.995 100 3.175122976 11.68 1 3367.597512 3 1123.202881 -1.016324505 -0.001140857 58.47465552

FSTPEQAAK 8 52632383 2xTMT6plex [N-Term; K9] 1.318 1.366 1.361 3.717615604 45.35 0 1436.814951 2 718.9107666 -0.483059335 -0.000347033 38.0842299
SKPGAAMVEMADGYAVDR 4 52632383 2xTMT6plex [N-Term; K2]; 2xOxidation [M7; M10] 1.224 2.512860537 6.23 0 2358.183388 3 776.0682983 -1.382623753 -0.001072083 55.63095445

MAAAGGGGGGGR 5 52632383 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.115 1.097 0.85 2.338465691 52.54 0 1163.578871 2 574.2936401 -3.443980323 -0.001976128 16.07855577IEYAKPTR 15 52632383 2xTMT6plex [N-Term; K5] 1.712 1.46 1.342 3.230059862 11.89 0 1435.867321 3 479.2940063 0.101118653 4.84E-05 32.3363123LCFSTAQHAS 8 52632383 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.478 1.185 1.261 3.178914785 36.52 0 1350.667351 2 675.836731 -0.863362793 -0.000583058 36.49890361
LNVCVSK 8 52632383 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.487 1.475 1.368 2.784655571 26.07 0 1277.765164 2 639.3865356 0.493485877 0.00031528 44.78943971

NPNGPYPYTLK 2 52632383 2xTMT6plex [N-Term; K11] 1.14 2.696171045 5.29 0 1721.962677 2 861.480835 -4.810858118 -0.004142059 50.70370941ISRPGDSDDSR 3 52632383 1xTMT6plex [N-Term] 1.512 1.774 1.418 3.927597046 16 0 1433.718201 3 478.5762939 -2.700645121 -0.001290655 15.876068024504511 DNAJA1 dnaJ homolog subfamily A member 1 isoform 1 3301 NP_001530.1 30.73047859 1 12 12 85 397 44.839 7.08 1.02 0.99 0.93 0.98 Significant 0.000728 ETTYYDVLGVKPNATQEELK 2 4504511 3xTMT6plex [N-Term; K11; K20] 1.255 4.922794819 42.08 0 2985.638779 3 995.8828735 -1.578116068 -0.001570562 66.22925122TIVITSHPGQIVK 6 4504511 2xTMT6plex [N-Term; K13] 0.996 0.887 1.047 5.153539181 40.75 0 1851.14679 3 617.7197876 -1.069697467 -0.000660056 50.95177394QISQAYEVLSDAK 10 4504511 2xTMT6plex [N-Term; K13] 1.035 1.091 5.622874737 81.14 0 1910.063513 2 955.5350952 -0.313963545 -0.000299845 65.52941728KEVEETDEMDQVELVDFDPNQER 6 4504511 2xTMT6plex [N-Term; K1] 1.758 1.157 0.565 6.051876545 64.61 1 3252.561838 3 1084.856567 -2.056422567 -0.002229547 64.37537039EVEETDEMDQVELVDFDPNQER 12 4504511 1xTMT6plex [N-Term] 1.247 2.782 1.619 6.266478062 48.81 0 2895.303943 3 965.7718506 -1.016843912 -0.000981357 68.09418379
IHQIGPGMVQQIQSVCMECQGHGER 10 4504511 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C16; C19] 0.744 0.548 0.825 5.651496887 34.31 0 3108.479714 3 1036.831299 -0.119143652 -0.000123452 57.17130925

GAVECCPNCR 4 4504511 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C5; C6; C9] 2.389 1.714 4.179974556 40.91 0 1451.639105 2 726.3237915 0.827525112 0.000600634 16.71394248
ILEVHIDK 16 4504511 2xTMT6plex [N-Term; K8] 0.912 0.947 0.889 3.555459738 42.91 0 1424.887722 3 475.6338806 -0.444311708 -0.000211031 57.16842421ETTYYDVLGVKPNATQEELKK 2 4504511 4xTMT6plex [N-Term; K11; K20; K21] 0.976 6.275961399 6.8 1 3342.896674 4 836.4781494 -1.766798177 -0.001476556 64.0016543KILEVHIDK 4 4504511 3xTMT6plex [N-Term; K1; K9] 1.385 1.454 3.146510601 13.32 1 1782.145617 4 446.2918091 -0.117948765 -5.26E-05 53.25509077GGEQAIK 12 4504511 2xTMT6plex [N-Term; K7] 0.949 1.025 0.939 2.880095005 27.9 0 1160.703944 2 580.8551636 -0.769568818 -0.000446621 22.01386273

KGAVECCPNCR 1 4504511 2xTMT6plex [N-Term; K1]; 3xCarbamidomethyl [C6; C7; C10] 0.797 2.724761009 1 1808.897 3 603.637085 -0.164988492 -9.95E-05 19.61427882
4557663 IGBP1 immunoglobulin-binding protein 1 3476 NP_001542.1 15.92920354 1 4 4 20 339 39.198 5.38 0.86 0.91 0.96 0.91 Significant 0.001 AAEMLSQLDLFSR 6 4557663 1xTMT6plex [N-Term] 0.608 0.881 1.387 4.231817245 50.6 0 1709.909372 3 570.6407471 -0.984922996 -0.000561376 88.76901973SAVESGQADDER 4 4557663 1xTMT6plex [N-Term] 1.036 0.804 4.019489288 67.11 0 1492.707695 2 746.8574219 -0.085917692 -6.41E-05 15.59532411AAQQQEEQEEKEEEDDEQTLHR 6 4557663 2xTMT6plex [N-Term; K11] 1.11 0.911 5.71917963 31.08 1 3157.492178 4 790.1277466 -0.956962584 -0.0007554 25.94664797GLDLLEK 4 4557663 2xTMT6plex [N-Term; K7] 0.983 0.869 2.691579819 31.38 0 1245.78186 2 623.3936768 -1.431072672 -0.000891402 61.60038854
4504619 IGFBP7 insulin-like growth factor-binding protein 7 isoform 1 precursor 3490 NP_001544.1 31.91489362 1 7 7 32 282 29.111 7.9 1.14 1.13 1.29 1.18 Significant 0.0019

ITVVDALHEIPVK 6 4504619 2xTMT6plex [N-Term; K13] 1.169 1.195 1.182 3.434863091 34.15 0 1892.162105 3 631.390686 -2.43136913 -0.001533515 80.96858872
EDAGEYECHASNSQGQASASAK 6 4504619 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C8] 0.991 1.095 1.081 6.853356838 58.86 0 2755.262971 3 919.0941162 1.751057109 0.001608208 20.62432283

GEGEPCGGGGAGR 6 4504619 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.354 1.301 4.630561352 67.26 0 1389.637842 2 695.3215332 -1.476883896 -0.001026167 14.61550975ITVVDALHEIPVKK 4 4504619 3xTMT6plex [N-Term; K13; K14] 1.48 4.296630383 23.02 1 2249.42 4 563.1099243 -0.948233044 -0.000533244 77.78403361TELLPGDRDNLAIQTR 6 4504619 1xTMT6plex [N-Term] 1.109 1.061 1.257 4.606234074 18.73 1 2041.123933 3 681.0443726 -2.630077543 -0.001789438 49.74522963GYCAPGMECVK 2 4504619 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C3; C9] 0.939 3.07565999 28.36 0 1729.84759 2 865.4259644 -1.698374515 -0.001468965 42.27894407
GTCEQGPSIVTPPK 2 4504619 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 1.79 2.937149048 54.23 0 1929.051569 2 965.029541 0.122584204 0.000118236 44.53410184

41352712 IKBKB inhibitor of nuclear factor kappa-B kinase subunit beta isoform 1 3551 NP_001547.1 7.936507937 1 3 4 10 756 86.509 5.78 1.09 1.09 0.98 1.05 Significant 0.00121
WHNQETGEQIAIK 2 41352712 2xTMT6plex [N-Term; K13] 1.045 3.646542311 19.28 0 2012.096545 3 671.3701782 -0.280077033 -0.000187847 43.0532442DVPEGMQNLAPNDLPLLAMEYCQGGDLR 2 41352712 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 100 5.079244137 54.76 0 3345.611498 3 1115.873047 -2.065683658 -0.002303658 98.68609821LLLQAIQSFEK 2 41352712 2xTMT6plex [N-Term; K11] 1.133 2.894918442 28.49 0 1748.072228 3 583.3618774 -0.657161508 -0.000382922 104.8003653IIDLGYAK 4 41352712 2xTMT6plex [N-Term; K8] 1.023 0.976 3.061182737 34.76 0 1350.839709 2 675.9234009 -0.136042927 -9.19E-05 65.117829124504653 IL18 interleukin-18 isoform 1 precursor 3606 NP_001553.1 60.10362694 1 12 12 60 193 22.312 4.67 0.63 0.55 0.58 0.59 Significant 0.00158

MQFESSSYEGYFLACEK 4 4504653 2xTMT6plex [N-Term; K17]; 1xOxidation [M1]; 1xCarbamidomethyl [C15] 0.907 100 3.666133881 29.62 0 2550.193284 2 1275.597046 -2.536542295 -0.003234337 66.40066484
NLNDQVLFIDQGNRPLFEDMTDSDCR 6 4504653 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C25] 0.425 0.701 0.662 4.268393517 28.43 0 3341.572805 3 1114.527222 -1.703635165 -0.001897607 79.31571495TIFIISMYK 8 4504653 2xTMT6plex [N-Term; K9] 0.518 0.591 0.638 3.943681479 47.02 0 1573.942794 2 787.4748535 -0.230827163 -0.000181654 89.39837181

ISTLSCENK 6 4504653 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 0.643 0.59 0.587 4.059114456 39.58 0 1509.8347 2 755.4206543 -0.442496288 -0.000334048 37.75273366
SVPGHDNK 6 4504653 2xTMT6plex [N-Term; K8] 0.581 0.51 0.492 3.657723188 29.82 0 1311.74212 3 437.9186401 -0.574015145 -0.000250987 17.90262363GMAVTISVK 4 4504653 2xTMT6plex [N-Term; K9]; 1xOxidation [M2] 0.566 0.638 1.870458841 46.96 0 1379.833244 2 690.4193115 -1.37500175 -0.000948637 42.91529092SDIIFFQR 6 4504653 1xTMT6plex [N-Term] 0.595 0.569 0.608 3.267977238 30.49 0 1254.704389 2 627.8549805 -1.358313971 -0.000852141 62.81861926KEDELGDR 6 4504653 2xTMT6plex [N-Term; K1] 0.674 0.651 0.629 2.544629812 14.2 1 1419.784379 3 473.9327087 -0.56754343 -0.000268596 19.5665047EMNPPDNIKDTK 2 4504653 3xTMT6plex [N-Term; K9; K12] 0.816 2.967543125 5.75 1 2089.156651 3 697.057312 0.350076743 0.000243788 40.83020392EDELGDR 6 4504653 1xTMT6plex [N-Term] 0.556 0.582 0.618 3.035665035 44.97 0 1062.526484 2 531.7667236 -0.294726183 -0.000156577 17.50947696EMNPPDNIK 4 4504653 2xTMT6plex [N-Term; K9] 0.431 0.675 3.027290821 32.21 0 1515.824135 2 758.4139404 -2.329333953 -0.00176543 39.4822679SIMFTVQNED 2 4504653 1xTMT6plex [N-Term] 0.731 2.269629002 14.36 0 1412.692897 2 706.8500366 -0.071110864 -5.02E-05 60.543920134503521 EIF3E eukaryotic translation initiation factor 3 subunit E 3646 NP_001559.1 48.31460674 1 18 18 190 445 52.187 6.04 1.16 1.14 1.15 1.15 Significant 0.0000252

LASEILMQNWDAAMEDLTR 8 4503521 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.795 1.055 1.908 4.987690926 59.77 0 2452.204962 3 812.741394 -0.171533277 -0.000139297 112.5122067LASEILMQNWDAAMEDLTR 6 4503521 1xTMT6plex [N-Term] 1.149 1.182 0.929 5.267117023 61.38 0 2436.210047 3 812.741394 -0.171533277 -0.000139297 112.5122067LDLLSDTNMVDFAMDVYK 14 4503521 2xTMT6plex [N-Term; K18] 1.176 1.04 1.002 5.693166733 71.68 0 2548.307919 3 850.1069336 -0.655897483 -0.000557143 110.3567589FQYECGNYSGAAEYLYFFR 8 4503521 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.689 3.102 5.684851646 43.64 0 2614.191026 3 872.067749 -0.892199409 -0.00077746 92.73432468LKETIDNNSVSSPLQSLQQR 10 4503521 2xTMT6plex [N-Term; K2] 1.068 0.954 1.588 6.750738621 46.14 1 2715.504127 3 905.838501 -1.170239544 -0.001059263 59.91354346QLQAETEPIVK 10 4503521 2xTMT6plex [N-Term; K11] 1.156 1.082 1.242 4.584585667 56.06 0 1714.015107 2 857.5102539 -1.094312117 -0.000937834 47.21199161VIQQESYTYK 4 4503521 2xTMT6plex [N-Term; K10] 0.894 0.863 3.247143269 23.64 0 1716.957258 2 858.9827271 0.535733524 0.000459916 43.91318684SEAPNWATQDSGFY 6 4503521 1xTMT6plex [N-Term] 1.273 1.037 1.08 3.131082296 51.99 0 1801.823059 2 901.4153442 0.195594435 0.000176213 58.73461932YLTTAVITNK 22 4503521 2xTMT6plex [N-Term; K10] 1.092 1.151 0.953 4.991771221 43.78 0 1581.961615 2 791.4833984 -1.32403023 -0.001047282 59.48809855NLYSDDIPHALR 10 4503521 1xTMT6plex [N-Term] 1.106 0.978 1.193 4.846234322 45.04 0 1642.875036 3 548.2963867 -0.260892485 -0.000142871 56.64812959LFIFETFCR 10 4503521 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.686 1.908 2.647 4.097686291 25.38 0 1461.776174 2 731.3920288 0.415519967 0.000303699 94.59110192MLFDYLADK 18 4503521 2xTMT6plex [N-Term; K9] 1.195 1.171 1.195 4.794549942 52.3 0 1573.870023 2 787.4382935 -0.452633272 -0.000356193 88.46875037QEYLDTLYR 4 4503521 1xTMT6plex [N-Term] 1.122 1.013 3.047547579 26.66 0 1429.752461 2 715.3795166 -0.492593574 -0.000352143 50.25097812TTVVAQLK 9 4503521 2xTMT6plex [N-Term; K8] 1.035 1.217 3.261983633 29.21 0 1317.850608 2 659.4286499 -0.443718969 -0.000292378 47.71942129HLVFPLLEFLSVK 4 4503521 2xTMT6plex [N-Term; K13] 1.449 1.135 3.166280746 20.13 0 2000.234876 3 667.4181519 2.512643123 0.001675292 112.7514224MLFDYLADK 6 4503521 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 1.671 1.042 1.331 2.272271633 30.02 0 1589.864938 2 787.4382935 -0.452633272 -0.000356193 88.46875037MFEDPETTR 6 4503521 1xTMT6plex [N-Term] 1.003 1.126 1.019 3.20671916 19.81 0 1354.651032 2 677.8283081 -1.249553591 -0.000846355 34.11656719VLVPATDR 6 4503521 1xTMT6plex [N-Term] 1.295 1.301 1.06 2.775057316 21.68 0 1099.667275 2 550.3371582 -0.213758975 -0.000117532 32.96858807WIVNLIR 18 4503521 1xTMT6plex [N-Term] 1.123 1.109 1.223 2.759269714 29.45 0 1142.72473 2 571.866272 0.470039108 0.000268563 87.26560802LNMTPEEAER 6 4503521 1xTMT6plex [N-Term] 1.238 1.281 0.909 3.570496321 31.44 0 1418.714695 2 717.8582153 -0.317901221 -0.000228048 22.59416803LNMTPEEAER 5 4503521 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.125 1.232 0.956 2.803328514 34.37 0 1434.70961 2 717.8582153 -0.317901221 -0.000228048 22.59416803109148542 AARS alanine--tRNA ligase, cytoplasmic 16 NP_001596.2 47.2107438 1 35 35 295 968 106.743 5.53 0.77 0.8 0.83 0.8 Significant 0.000468 TITVALADGGRPDNTGR 6 109148542 1xTMT6plex [N-Term] 0.211 0.141 0.327 3.857681751 31.35 0 1943.050768 3 648.3549194 -0.289642056 -0.000187596 41.33216209AVFDETYPDPVR 6 109148542 1xTMT6plex [N-Term] 0.938 1.064 0.771 4.484842777 33.6 0 1637.837253 2 819.4223022 0.045695741 3.74E-05 51.35190078DNFWEMGDTGPCGPCSEIHYDR 6 109148542 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C15] 0.711 0.832 0.805 7.047494888 81.9 0 2872.196264 3 958.0673828 -3.018325247 -0.002889741 58.10015314
QFIDSNPNQPLVILEMESGASAK 6 109148542 2xTMT6plex [N-Term; K23] 0.94 0.843 0.784 5.766764164 70.58 0 2946.564679 3 982.8577271 -2.053529556 -0.002016953 92.28067657
LYVTYFGGDEAAGLEADLECK 2 109148542 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C20] 0.891 4.650261402 30.95 0 2779.390069 3 927.1375732 2.913458119 0.002699212 100.0126016

KAEEIANEMIEAAK 2 109148542 3xTMT6plex [N-Term; K1; K14] 0.916 4.284801006 16.81 1 2234.26693 3 745.4265747 -0.787371859 -0.0005864 76.5276486ASEWVQQVSGLMDGK 20 109148542 2xTMT6plex [N-Term; K15] 0.766 0.74 0.848 5.259216785 53 0 2093.110146 3 698.3746948 -0.293748203 -0.000204949 99.64623439
AVYTQDCPLAAAK 14 109148542 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.99 0.855 0.857 5.576466084 73.36 0 1866.019541 2 933.5133057 -0.110332111 -0.000102941 48.33815978

IVAVTGAEAQK 14 109148542 2xTMT6plex [N-Term; K11] 0.765 0.82 0.78 3.754044533 56 0 1544.941214 2 772.9729004 -1.740887437 -0.001344784 47.337416MSNYDTDLFVPYFEAIQK 4 109148542 2xTMT6plex [N-Term; K18]; 1xOxidation [M1] 1.024 0.781 4.178399086 34.02 0 2655.341662 2 1320.174438 -1.950087415 -0.002573478 101.3482926MSNYDTDLFVPYFEAIQK 14 109148542 2xTMT6plex [N-Term; K18] 0.828 0.942 0.814 4.993374825 50.45 0 2639.346747 2 1320.174438 -1.950087415 -0.002573478 101.3482926EIADLGEALATAVIPQWQK 20 109148542 2xTMT6plex [N-Term; K19] 0.78 0.82 0.751 6.375775814 51.84 0 2511.422296 3 837.8117676 -0.615597635 -0.000515342 111.5846753GFFATLVDVVVQSLGDAFPELK 14 109148542 2xTMT6plex [N-Term; K22] 1.049 0.966 0.829 6.172821045 46.93 0 2810.574439 3 937.5296021 -0.06619204 -6.20E-05 115.291477DIINEEEVQFLK 14 109148542 2xTMT6plex [N-Term; K12] 0.637 0.663 0.709 4.76277113 52.39 0 1935.083915 2 968.0463867 0.817653172 0.000791114 76.07063542VVSIGVPVSELLDDPSGPAGSLTSVEFCGGTHLR 8 109148542 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C28] 1.069 0.765 7.526197433 56.36 0 3681.899542 3 1227.968384 -2.429015977 -0.002981131 101.6475688MALELLTQEFGIPIER 8 109148542 1xTMT6plex [N-Term] 1.006 1.025 5.355261326 49.67 0 2089.156478 3 697.0566406 -0.53124551 -0.000369952 112.2928549MALELLTQEFGIPIER 4 109148542 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.383 1.257 4.792347908 31.77 0 2105.151393 3 697.0566406 -0.53124551 -0.000369952 112.2928549VGAEDADGIDMAYR 12 109148542 1xTMT6plex [N-Term] 0.861 0.742 0.754 5.314382553 80.57 0 1711.815866 2 856.4095459 -2.366150008 -0.002025207 44.37544439VGDQVWLFIDEPR 6 109148542 1xTMT6plex [N-Term] 0.861 0.434 0.801 3.881050825 56.38 0 1802.96385 2 901.9849243 -0.709091969 -0.000639234 84.25547393ITCLCQVPQNAANR 4 109148542 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C5] 0.668 1.32 3.556274652 12.1 0 1873.957402 3 625.3245239 0.862494175 0.000538759 45.53586036
GGYVLHIGTIYGDLK 14 109148542 2xTMT6plex [N-Term; K15] 0.444 0.468 0.953 4.1612854 24.65 0 2064.189383 3 688.7340088 -0.925110277 -0.000636534 73.2041302GLEVTDDSPK 6 109148542 2xTMT6plex [N-Term; K10] 0.801 0.992 0.872 3.668900728 57.27 0 1518.841559 2 759.9237061 -0.937385876 -0.00071187 36.84826941SIDTGMGLER 4 109148542 1xTMT6plex [N-Term] 0.942 0.816 3.068442583 42.34 0 1307.682667 2 654.3453979 0.651907729 0.000426244 38.74660728DVSAQATGK 6 109148542 2xTMT6plex [N-Term; K9] 0.801 0.85 0.862 4.289027691 38.71 0 1334.768 2 667.887207 -0.64657491 -0.000431514 22.06974636SVLGEADQK 6 109148542 2xTMT6plex [N-Term; K9] 0.806 0.826 0.917 3.894606829 55.19 0 1404.809865 2 702.9083252 -0.349854729 -0.00024574 35.35084027EADGILKPLPK 6 109148542 3xTMT6plex [N-Term; K7; K11] 0.884 0.863 0.835 3.197670698 14.3 0 1868.182396 3 623.3988037 -0.288059233 -0.000179382 58.7827175GAMSTQQIK 4 109148542 2xTMT6plex [N-Term; K9] 1.032 0.938 3.821983099 43.77 0 1421.818656 2 711.4136353 0.941081907 0.000669024 32.10380418VDDSSEDKTEFTVK 8 109148542 3xTMT6plex [N-Term; K8; K14] 0.985 1.011 0.908 4.488193035 9.92 1 2287.227233 3 763.0794067 -1.559204571 -0.001188752 45.127979GLVVDMDGFEEER 2 109148542 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.862 2.607684135 45.04 0 1740.831182 2 870.9188232 -0.466337939 -0.000405908 45.24922577

CLSVMEAK 4 109148542 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 1.189 0.832 3.262379169 43.01 0 1395.774014 2 698.3904419 -0.291609482 -0.00020351 47.79746664
SIDTGMGLER 4 109148542 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.875 0.777 2.56751132 36.99 0 1323.677582 2 654.3453979 0.651907729 0.000426244 38.74660728IQSLGDSK 6 109148542 2xTMT6plex [N-Term; K8] 0.805 0.789 0.7 3.412616491 33.75 0 1305.777837 2 653.3933716 1.248025519 0.000814822 38.76355813GAMSTQQIK 11 109148542 2xTMT6plex [N-Term; K9]; 1xOxidation [M3] 0.889 1.04 0.843 2.558968306 35.38 0 1437.813571 2 711.4136353 0.941081907 0.000669024 32.10380418KIQSLGDSK 2 109148542 3xTMT6plex [N-Term; K1; K9] 1.062 2.955554485 16.39 1 1663.035732 3 555.0169678 0.371736037 0.00020607 35.29127069AQTAPNK 6 109148542 2xTMT6plex [N-Term; K7] 0.824 0.734 0.948 2.750807762 31.91 0 1187.714843 2 594.361145 0.143653221 8.53E-05 18.77639313GSLVAPDR 6 109148542 1xTMT6plex [N-Term] 0.869 0.924 0.914 2.410154581 25.42 0 1043.604675 2 522.3057861 -0.363130201 -0.000189482 23.8266538VMDDLDR 6 109148542 1xTMT6plex [N-Term] 0.707 0.843 0.872 3.125109911 30.9 0 1092.555675 2 546.78125 -0.413800422 -0.00022605 32.74690285ALNEALK 8 109148542 2xTMT6plex [N-Term; K7] 0.528 0.762 0.473 2.704105616 25.79 0 1216.766544 2 608.8864136 -0.816493162 -0.000496741 43.65010047KSIDTGMGLER 2 109148542 2xTMT6plex [N-Term; K1] 1.301 2.900875568 13.32 1 1664.940562 3 555.6515503 -0.278761359 -0.000154707 47.20221068

4501853 ACAA1 3-ketoacyl-CoA thiolase, peroxisomal isoform a 30 NP_001598.1 42.9245283 1 11 11 110 424 44.264 8.44 0.78 0.84 0.75 0.79 Significant 0.00112 IAQFLSDIPETVPLSTVNR 12 4501853 1xTMT6plex [N-Term] 0.685 0.784 0.714 5.564139366 48.37 0 2329.296477 2 1165.150879 -0.856940076 -0.000998034 100.5925662SITVTQDEGIRPSTTMEGLAK 8 4501853 2xTMT6plex [N-Term; K21] 0.873 1.02 1.542 5.38147068 20.31 0 2692.459151 4 673.8691406 -1.641072251 -0.00110463 57.7274672DVNLRPEQLGDICVGNVLQPGAGAIMAR 7 4501853 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.902 1.125 1.996 7.073004723 58 0 3192.681902 3 1064.897827 -0.931343861 -0.000991162 80.57856569AEELGLPILGVLR 16 4501853 1xTMT6plex [N-Term] 0.744 0.696 0.766 4.889448643 59.63 0 1608.988609 2 804.9980469 0.129516144 0.000104195 99.81025207GCFQAEIVPVTTTVHDDK 6 4501853 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C2] 0.523 0.682 0.749 4.387064934 32.57 0 2475.295381 3 825.7696533 -0.393508213 -0.000324683 59.28386647
SKAEELGLPILGVLR 6 4501853 2xTMT6plex [N-Term; K2] 0.934 0.894 0.917 6.273474693 39.14 1 2053.278532 3 685.09729 -0.591825606 -0.000405061 92.99831946SYAVVGVPPDIMGIGPAYAIPVALQK 24 4501853 2xTMT6plex [N-Term; K26] 0.966 0.881 0.643 5.210666656 48.5 0 3084.757171 3 1028.922363 -1.502363393 -0.001544809 110.9091213SYAVVGVPPDIMGIGPAYAIPVALQK 4 4501853 2xTMT6plex [N-Term; K26]; 1xOxidation [M12] 3.272135735 18.26 0 3100.752086 3 1028.922363 -1.502363393 -0.001544809 110.9091213DTTPDELLSAVMTAVLK 14 4501853 2xTMT6plex [N-Term; K17] 0.702 0.642 0.608 5.891423702 47.62 0 2262.266706 3 754.7594604 -1.272202935 -0.000959354 113.213015EKQDTFALASQQK 2 4501853 3xTMT6plex [N-Term; K2; K13] 0.903 3.277765989 6.66 1 2181.248244 4 546.0669556 -1.032057851 -0.000562794 43.58046161DCLIPMGITSENVAER 5 4501853 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 100 1.117 0.655 3.219364882 25.29 0 2034.019727 2 1017.513 -0.49308442 -0.000501472 64.25081605GNPGNITSR 6 4501853 1xTMT6plex [N-Term] 0.813 0.732 0.809 3.091419458 32.85 0 1144.627201 2 572.8167725 -0.814761456 -0.000466299 18.68205816

4501859 ACADSB short/branched chain specific acyl-CoA dehydrogenase, mitochondrial precursor 36 NP_001600.1 11.11111111 1 3 3 17 432 47.455 6.99 1.11 1.2 1 1.1 Significant 0.00274
YYASEIAGQTTSK 4 4501859 2xTMT6plex [N-Term; K13] 1.058 1.021 4.061605453 62.57 0 1877.005664 2 939.0037842 -2.862298568 -0.002686275 42.93111681LFDFQGLQHQVAHVATQLEAAR 8 4501859 1xTMT6plex [N-Term] 1.134 0.959 1.019 7.444002151 69.31 0 2708.446998 4 677.8674927 0.421958829 0.000285713 94.38085417
ASSTCPLTFENVK 5 4501859 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.118 1.238 0.955 4.230871677 58.53 0 1912.02502 2 956.5141602 -2.07955307 -0.001988079 53.49833972

4557010 ACP2 lysosomal acid phosphatase isoform 1 precursor 53 NP_001601.1 9.456264775 1 4 4 26 423 48.313 6.74 0.95 0.91 0.83 0.9 Significant 0.00154
EGMLQHWELGQALR 2 4557010 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.962 3.539871454 13.88 0 1912.990082 3 638.3335571 -2.072265464 -0.001321408 51.52583732FLFGIYQQAEK 7 4557010 2xTMT6plex [N-Term; K11] 1.05 1.046 3.780714273 22.87 0 1802.025278 3 601.3460083 -1.002209946 -0.000602003 82.72812595LTEPVVPK 12 4557010 2xTMT6plex [N-Term; K8] 0.879 0.837 0.845 3.106595516 26.88 0 1340.855359 2 670.9310913 -0.33782377 -0.000226486 60.27691039FVTLLYR 5 4557010 1xTMT6plex [N-Term] 1.166 0.545 0.738 2.513555288 8.48 0 1140.697847 2 570.8530884 0.923467872 0.000526699 67.939707424501883 ACTA2 actin, aortic smooth muscle 59 NP_001604.1 50.39787798 1 3 20 1900 377 41.982 5.39 0.97 0.94 0.86 0.92 Significant 0.00126 AVFPSIVGRPR 63 4501883 1xTMT6plex [N-Term] 1.482 1.57 1.618 5.278653622 59.07 0 1427.868434 3 476.6270752 -1.233891037 -0.000587278 48.01739767VAPEEHPTLLTEAPLNPK 19 4501883 2xTMT6plex [N-Term; K18] 0.753 0.856 0.808 5.220671177 36.17 0 2414.369532 3 805.4591064 -2.802228066 -0.002255205 61.1769984DSYVGDEAQSKR 6 4501883 2xTMT6plex [N-Term; K11] 1.174 1.503 0.882 4.968203068 34.85 1 1812.949212 3 604.9876709 -0.415127287 -0.000250868 23.45766257DSYVGDEAQSK 313 4501883 2xTMT6plex [N-Term; K11] 1.063 1.053 1.054 4.971460819 71.77 0 1656.848101 2 828.9271851 -0.608138315 -0.000503796 32.89390114HQGVMVGMGQK 150 4501883 2xTMT6plex [N-Term; K11] 0.99 0.909 0.967 5.56597662 65.72 0 1629.896923 3 543.972168 3.084708106 0.001675919 45.82684838
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LCYVALDFENEMATAASSSSLEK 16 4501883 2xTMT6plex [N-Term; K23]; 1xOxidation [M12]; 1xCarbamidomethyl [C2] 1.178 1.638 1.05 6.292061329 50.43 0 3010.47896 3 998.8329468 0.080692376 8.05E-05 104.7482282
LCYVALDFENEMATAASSSSLEK 26 4501883 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C2] 0.863 0.985 0.921 5.893323898 67.98 0 2994.484045 3 998.8329468 0.080692376 8.05E-05 104.7482282
KDLYANNVLSGGTTMYPGIADR 2 4501883 2xTMT6plex [N-Term; K1] 0.817 5.638934612 46.44 1 2814.486035 3 938.8320923 -1.531716441 -0.001436998 65.51113312SYELPDGQVITIGNER 140 4501883 1xTMT6plex [N-Term] 1.012 1.015 1.017 5.515651703 61.72 0 2020.05485 3 674.0231934 0.087471944 5.89E-05 58.28889049EITALAPSTMK 123 4501883 2xTMT6plex [N-Term; K11] 1.009 0.941 0.985 4.912250996 63.6 0 1619.94425 2 810.4754028 -0.44516096 -0.000360568 58.04510562DLTDYLMKILTER 5 4501883 2xTMT6plex [N-Term; K8] 0.242 0.191 0.357 3.631059885 5.46 1 2069.171684 3 690.3952637 -0.215518305 -0.000148648 110.2485349AGFAGDDAPR 28 4501883 1xTMT6plex [N-Term] 0.941 0.872 0.977 3.466196299 53.15 0 1205.611216 2 603.309082 -0.272913436 -0.000164514 23.12374804YPIEHGIITNWDDMEK 93 4501883 2xTMT6plex [N-Term; K16] 0.879 0.928 0.879 4.092429161 21.62 0 2419.236803 2 1210.12207 0.025212497 3.05E-05 68.99710634

HQGVMVGMGQK 122 4501883 2xTMT6plex [N-Term; K11]; 2xOxidation [M5; M8] 0.856 0.866 0.872 5.371788025 44.74 0 1661.886753 3 543.972168 3.084708106 0.001675919 45.82684838
HQGVMVGMGQK 257 4501883 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 0.939 0.917 0.921 5.263613701 61.05 0 1645.891838 3 543.972168 3.084708106 0.001675919 45.82684838YPIEHGIITNWDDMEK 91 4501883 2xTMT6plex [N-Term; K16]; 1xOxidation [M14] 0.926 0.966 0.911 2.961181879 15.01 0 2435.231718 2 1210.12207 0.025212497 3.05E-05 68.99710634DLYANNVLSGGTTMYPGIADR 2 4501883 1xTMT6plex [N-Term] 1.368 3.808556795 12.93 0 2457.22814 3 819.7460938 -1.79537257 -0.001470547 68.93939481EITALAPSTMK 189 4501883 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 1.007 0.968 0.956 3.777248144 49.18 0 1635.939165 2 810.4754028 -0.44516096 -0.000360568 58.04510562DLTDYLMK 136 4501883 2xTMT6plex [N-Term; K8] 1.009 1.006 0.976 3.964448929 44.08 0 1456.812173 2 728.9095459 -0.245943253 -0.000179147 64.92784365LDLAGRDLTDYLMK 2 4501883 2xTMT6plex [N-Term; K14] 2.042 3.213769436 3.38 1 2082.166933 3 694.7287598 2.302104985 0.001597789 81.19913681IWHHSFYNELR 7 4501883 1xTMT6plex [N-Term] 0.88 0.969 0.658 3.463840961 15.56 0 1730.89644 4 433.4794617 -0.244336 -0.00010573 44.14157743DLTDYLMK 85 4501883 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.99 1.048 1.008 2.832172871 41.46 0 1472.807088 2 728.9095459 -0.245943253 -0.000179147 64.92784365

EKLCYVALDFENEMATAASSSSLEK 2 4501883 3xTMT6plex [N-Term; K2; K25]; 1xOxidation [M14]; 1xCarbamidomethyl [C4] 3.415988445 14.26 1 3496.779448 3 1166.273926 7.943215796 0.009258558 102.4249974
IIAPPER 18 4501883 1xTMT6plex [N-Term] 1 1.024 1.032 2.31810832 19.76 0 1024.635246 2 512.8209229 -0.66112978 -0.000338708 33.60429587IIAPPERK 4 4501883 2xTMT6plex [N-Term; K8] 1.723 1.349 2.181384563 7.01 1 1381.893141 3 461.3026123 0.102905252 4.74E-05 37.93386939

EKLCYVALDFENEMATAASSSSLEKSYELPDGQVITIGNER 1 4501883 3xTMT6plex [N-Term; K2; K25]; 1xOxidation [M14]; 1xCarbamidomethyl [C4] 2.40789485 2 5268.653525 5 1054.54187 5.071281649 0.005343765 108.7959145
156523968 PARP1 poly [ADP-ribose] polymerase 1 142 NP_001609.2 46.35108481 1 45 45 394 1014 113.012 8.88 1.37 1.42 1.39 1.39 Significant 0.000109 FYPLEIDYGQDEEAVK 6 156523968 2xTMT6plex [N-Term; K16] 0.893 1.074 0.996 4.190360546 54.81 0 2374.221864 3 792.0769653 -2.325677305 -0.001840558 77.39000853VVSEDFLQDVSASTK 24 156523968 2xTMT6plex [N-Term; K15] 1.36 1.411 1.811 4.665696144 47.97 0 2083.132321 3 695.0491333 0.252227061 0.000175141 75.01821511QIQAAYSILSEVQQAVSQGSSDSQILDLSNR 4 156523968 1xTMT6plex [N-Term] 0.676 7.313733578 53.86 0 3564.834298 4 891.9630737 -1.075317337 -0.000958332 112.3423604VFSATLGLVDIVK 12 156523968 2xTMT6plex [N-Term; K13] 1.653 1.711 1.567 5.320201397 75.65 0 1820.129743 2 910.5680542 -0.500459688 -0.000455451 102.7897292

SDAYYCTGDVTAWTK 6 156523968 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.086 1.405 1.148 3.703192711 34.88 0 2196.068341 3 732.6948853 0.802079646 0.000587141 57.46610258TTNFAGILSQGLR 12 156523968 1xTMT6plex [N-Term] 1.517 1.631 1.777 4.835682869 57.87 0 1606.911421 3 536.3088379 0.335663726 0.000179794 71.43958474GGSDDSSKDPIDVNYEK 11 156523968 3xTMT6plex [N-Term; K8; K17] 1.291 1.47 1.643 4.546382427 30 1 2513.297438 3 838.43573 -1.910330437 -0.00160041 40.46870058MAIMVQSPMFDGK 12 156523968 2xTMT6plex [N-Term; K13] 1.281 1.57 1.599 4.528622627 55.05 0 1913.009904 2 957.0076904 -0.940607062 -0.000899695 78.91622398
VADGMVFGALLPCEECSGQLVFK 17 156523968 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C13; C16] 1.636 2.128 1.782 4.889508247 66.34 0 2985.528828 3 995.8468628 -0.935472827 -0.00093096 101.908352
VADGMVFGALLPCEECSGQLVFK 2 156523968 2xTMT6plex [N-Term; K23]; 1xOxidation [M5]; 2xCarbamidomethyl [C13; C16] 1.612 4.687387943 34.05 0 3001.523743 3 995.8468628 -0.935472827 -0.00093096 101.908352

KFYPLEIDYGQDEEAVK 10 156523968 3xTMT6plex [N-Term; K1; K17] 1.376 1.477 1.23 6.342986107 38.91 1 2731.479759 3 911.1644897 -0.308767332 -0.000281131 70.35649648GGAAVDPDSGLEHSAHVLEK 14 156523968 2xTMT6plex [N-Term; K20] 1.324 1.382 1.224 6.034291267 45.62 0 2447.293072 4 612.5787354 0.016057027 9.82E-06 42.03531623FYPLEIDYGQDEEAVKK 4 156523968 3xTMT6plex [N-Term; K16; K17] 2.506 1.643 4.893253326 26.03 1 2731.479759 3 911.1647949 0.026408991 2.40E-05 75.11459562SLQELFLAHILSPWGAEVK 5 156523968 2xTMT6plex [N-Term; K19] 1.946 1.15 1.683 6.211383343 46.07 0 2596.490316 3 866.1679077 -0.441220775 -0.000381875 112.4267686TLGDFAAEYAK 12 156523968 2xTMT6plex [N-Term; K11] 1.396 1.339 1.904 4.558444977 55.48 0 1643.904494 2 822.4553223 -0.684911291 -0.000562964 71.61557921AQNDLIWNIKDELKK 4 156523968 4xTMT6plex [N-Term; K10; K14; K15] 2.103 1.304 4.958108425 12.79 2 2744.648052 4 686.9176636 0.281550443 0.000193189 81.67903812KPPLLNNADSVQAK 10 156523968 3xTMT6plex [N-Term; K1; K14] 1.272 1.244 1.391 5.231043339 36.16 0 2182.316264 3 728.1102295 -0.05881065 -4.28E-05 50.74613867VVDRDSEEAEIIR 6 156523968 1xTMT6plex [N-Term] 100 1.618 1.366 6.311043262 40.48 1 1759.938758 3 587.317749 -0.03638177 -2.13E-05 35.02359623KGDEVDGVDEVAK 6 156523968 3xTMT6plex [N-Term; K1; K13] 1.264 1.241 1.172 5.262712955 50.62 1 2048.147861 3 683.387207 -0.387172364 -0.000264329 38.79926769KTAEAGGVTGK 4 156523968 3xTMT6plex [N-Term; K1; K11] 1.957 1.913 4.666022778 39.61 1 1706.041545 3 569.3525391 0.890041338 0.000506149 25.85147067LQLLEDDKENR 16 156523968 2xTMT6plex [N-Term; K8] 1.258 1.454 1.527 4.977022171 19.57 1 1831.032548 3 611.0153809 -0.523432462 -0.000319474 48.93591832GIYFADMVSK 4 156523968 2xTMT6plex [N-Term; K10] 1.248 1.241 3.165292263 46.53 0 1588.880922 2 794.9437866 -0.393413883 -0.000312544 72.98294174GFSLLATEDKEALKK 4 156523968 4xTMT6plex [N-Term; K10; K14; K15] 1.798 1.44 4.058893681 4.01 2 2566.562591 4 642.3963013 0.305637637 0.00019611 68.63563953FYTLIPHDFGMK 12 156523968 2xTMT6plex [N-Term; K12] 1.39 1.563 1.518 3.96877861 39.52 0 1927.055198 3 643.022522 -1.133803554 -0.000728301 84.90422354IAPPEAPVTGYMFGK 6 156523968 2xTMT6plex [N-Term; K15] 1.539 1.485 1.686 4.141622543 56.65 0 2036.129091 2 1018.56842 0.23254926 0.00023675 76.72479655AQNDLIWNIK 6 156523968 2xTMT6plex [N-Term; K10] 0.957 1.166 1.111 3.387218714 51.91 0 1672.978662 2 836.9914551 -1.81013292 -0.001514157 69.26528389HPDVEVDGFSELR 13 156523968 1xTMT6plex [N-Term] 1.484 1.414 1.389 4.363572598 55.47 0 1728.875429 3 576.9630127 -0.546334366 -0.000314848 48.39025182AEPVEVVAPR 10 156523968 1xTMT6plex [N-Term] 1.419 1.437 1.428 4.035733223 50.14 0 1295.752067 2 648.3794556 -0.33378082 -0.000216249 38.43547135AQNDLIWNIKDELK 6 156523968 3xTMT6plex [N-Term; K10; K14] 0.852 0.902 1.263 4.552367687 15.1 1 2387.390157 3 796.4699707 2.179015173 0.001734053 84.59048911QQVPSGESAILDR 12 156523968 1xTMT6plex [N-Term] 1.448 1.479 1.338 4.328392029 44.92 0 1628.880515 2 814.9432373 -0.80840222 -0.000658395 37.70004954TAEAGGVTGK 12 156523968 2xTMT6plex [N-Term; K10] 1.25 1.375 1.274 4.636988163 59.71 0 1348.783651 2 674.8950195 -0.658435843 -0.000444044 22.53826226LEQMPSKEDAIEHFMK 8 156523968 3xTMT6plex [N-Term; K7; K16] 1.415 1.374 1.35 4.705769062 15.29 1 2620.408191 4 655.8572388 -0.406819013 -0.000266508 70.29787462MIFDVESMK 14 156523968 2xTMT6plex [N-Term; K9] 1.183 1.244 1.297 4.282998562 39.03 0 1557.842093 2 779.4245605 -0.159776303 -0.000124453 75.38923114GIYFADMVSK 14 156523968 2xTMT6plex [N-Term; K10]; 1xOxidation [M7] 1.232 1.27 1.467 2.336891413 35.35 0 1604.875837 2 794.9437866 -0.393413883 -0.000312544 72.98294174KLTVNPGTK 7 156523968 3xTMT6plex [N-Term; K1; K9] 1.267 1.486 1.301 4.596151352 28.28 1 1645.061553 3 549.0247803 -1.072999174 -0.000588383 38.13077111GFSLLATEDKEALK 3 156523968 3xTMT6plex [N-Term; K10; K14] 1.148 1.68 4.03252697 13.34 1 2209.304696 3 737.1051636 -1.701135815 -0.001252776 68.42494151FYTLIPHDFGMK 8 156523968 2xTMT6plex [N-Term; K12]; 1xOxidation [M11] 1.501 1.55 1.63 3.143457413 31.1 0 1943.050113 3 643.022522 -1.133803554 -0.000728301 84.90422354LTVNPGTK 6 156523968 2xTMT6plex [N-Term; K8] 1.426 1.146 1.245 3.171396017 37.89 0 1287.803658 2 644.4051514 -0.490482863 -0.000315823 39.12006942
VCSTNDLK 10 156523968 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.481 1.75 1.342 2.858928919 26.24 0 1394.771372 2 697.8881836 -1.635416776 -0.001140516 31.01427692

HASHISK 4 156523968 2xTMT6plex [N-Term; K7] 1.525 1.38 3.054649353 27.11 0 1237.741726 3 413.2503357 -4.259717363 -0.001757477 15.62877798MIFDVESMKK 4 156523968 3xTMT6plex [N-Term; K9; K10] 1.803 1.933 1.795 3.184500694 2.37 1 1915.099988 3 639.0344238 -5.884865382 -0.003756702 71.22767477ELLIFNK 6 156523968 2xTMT6plex [N-Term; K7] 1.356 1.186 1.592 3.190226793 27.52 0 1334.844794 2 667.9260254 -0.015094451 -1.01E-05 84.99481812
WYHPGCFVK 6 156523968 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.55 1.456 1.477 3.261859417 25.61 0 1651.881925 3 551.2993774 1.001248451 0.000551315 53.10541552
VGTVIGSNK 2 156523968 2xTMT6plex [N-Term; K9] 1.07 2.035315275 12.03 0 1332.825121 3 444.9467163 0.355804954 0.000158075 39.01550698GQDGIGSK 2 156523968 2xTMT6plex [N-Term; K8] 1.209 2.12861681 7.28 0 1219.704672 2 610.3565063 0.872404064 0.000532038 22.69997917
KCSESIPK 4 156523968 3xTMT6plex [N-Term; K1; K8]; 1xCarbamidomethyl [C2] 1.621 1.607 3.330291748 11.36 1 1635.970689 3 545.9955444 0.850217422 0.000463644 30.29174762
LTGTANK 10 156523968 2xTMT6plex [N-Term; K7] 1.119 1.028 1.226 2.575498343 21.48 0 1162.719594 2 581.8626099 -1.41970897 -0.000825362 27.31343479

CSESIPK 4 156523968 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 1.3 1.36 2.053671598 8.5 0 1278.712794 2 639.8609619 1.449151157 0.000926524 28.59573026
148539876 ADRBK1 beta-adrenergic receptor kinase 1 156 NP_001610.2 6.966618287 1 4 4 14 689 79.522 7.28 1.13 0.89 0.94 0.99 Significant 0.00545 WQQEVAETVFDTINAETDR 2 148539876 1xTMT6plex [N-Term] 0.723 3.137847424 8.5 0 2481.209513 3 827.7407227 -0.764909711 -0.000632634 106.6814569EIFDSYIMK 2 148539876 2xTMT6plex [N-Term; K9] 0.855 3.887188435 38.14 0 1603.880587 2 802.4460449 2.634787018 0.002112942 71.86701339SLLEGLLQR 6 148539876 1xTMT6plex [N-Term] 1.344 0.886 0.846 3.613139391 39.15 0 1257.772802 2 629.3916016 2.483783235 0.001562018 75.91728087SLDWQMVFLQK 4 148539876 2xTMT6plex [N-Term; K11] 1.002 1.107 3.201135874 20.56 0 1853.039548 3 618.3510742 -0.473872104 -0.000292701 94.45553033
61743954 AHNAK neuroblast differentiation-associated protein AHNAK isoform 1 79026 NP_001611.1 78.45500849 1 308 311 4224 5890 628.699 6.15 0.87 0.89 0.89 0.88 Significant 0.000057

VSAPGVQGDVK 16 61743954 2xTMT6plex [N-Term; K11] 1.177 0.955 0.988 4.202043056 55.87 0 1514.894264 2 757.9503784 -0.517088276 -0.000391667 37.57357829VSAPEVSVGHK 20 61743954 2xTMT6plex [N-Term; K11] 0.918 0.949 0.883 5.327661514 77.27 0 1567.920813 2 784.4616089 -3.106972318 -0.002435743 36.17934471GEVDVSLANVEGDLK 6 61743954 2xTMT6plex [N-Term; K15] 0.755 0.63 0.567 5.578863621 73.25 0 2003.106107 2 1002.04834 -8.338770695 -0.008351721 68.7425375VDVEVPDVSLEGPEGK 30 61743954 2xTMT6plex [N-Term; K16] 0.84 0.916 0.825 4.501612663 50.16 0 2127.158536 2 1064.074097 -8.282979537 -0.008809605 68.79506103VDTNAPDLSLEGPEGK 12 61743954 2xTMT6plex [N-Term; K16] 0.829 0.867 0.881 4.993124008 82.18 0 2100.122485 2 1050.565918 0.987807861 0.001037259 53.80644178VTAPDVDLHLK 16 61743954 2xTMT6plex [N-Term; K11] 0.837 0.901 0.833 4.515111923 49.17 0 1665.993978 2 833.5004883 -0.166625752 -0.000138799 55.76614183GEGPEVDVTLPK 24 61743954 2xTMT6plex [N-Term; K12] 0.791 0.738 0.821 4.034506321 56.67 0 1698.967822 2 849.9864502 -1.294044152 -0.00109927 54.83259475AEGPDVAVDLPK 16 61743954 2xTMT6plex [N-Term; K12] 0.846 0.943 0.863 4.191813469 55.85 0 1668.957258 2 834.9819336 -0.39970017 -0.000333541 54.87006949GGQIGLQAPGLSVSGPQGHLESGSGK 18 61743954 2xTMT6plex [N-Term; K26] 1.012 0.89 0.911 8.977170944 89.98 0 2876.563039 3 959.5256348 -0.23925536 -0.000229411 55.54040572GEGPEVDMNLPK 20 61743954 2xTMT6plex [N-Term; K12] 0.891 0.83 0.812 3.933510542 61.65 0 1743.935142 2 872.47229 1.239425752 0.001080739 52.19078957VDINAPDVDVR 8 61743954 1xTMT6plex [N-Term] 0.858 0.787 1.025 4.061564445 74.8 0 1441.784824 2 721.3955688 -0.667585531 -0.000481257 48.6382693LNVGAPDVTLR 12 61743954 1xTMT6plex [N-Term] 0.941 0.895 0.816 4.590667725 58.27 0 1383.81573 2 692.411499 -0.006086883 -4.21E-06 53.13271049GEGPDVDVTLPK 16 61743954 2xTMT6plex [N-Term; K12] 0.898 0.894 0.875 3.418143034 47.87 0 1684.952172 2 842.9802246 0.593695635 0.000500174 53.21757906AEGPEVDVNLPK 36 61743954 2xTMT6plex [N-Term; K12] 0.897 0.919 0.942 3.962926388 49.68 0 1725.978721 2 863.4940796 1.252170528 0.00108061 51.79555852VDIDAPDVEVHDPDWHLK 16 61743954 2xTMT6plex [N-Term; K18] 0.827 0.885 0.798 6.166185856 44.32 0 2558.329123 4 640.3366699 -1.67045454 -0.001068393 62.61787445IDVDAPDIDIHGPDAK 10 61743954 2xTMT6plex [N-Term; K16] 0.911 0.845 0.893 4.440904617 57.67 0 2149.154119 3 717.0548706 -1.889452021 -0.001353575 57.92933152ISAPNVDFNLEGPK 12 61743954 2xTMT6plex [N-Term; K14] 0.918 0.889 0.889 4.709366322 69.46 0 1959.095148 2 980.0498657 -1.374698258 -0.001346582 70.24497156ISMPDIDLNLK 176 61743954 2xTMT6plex [N-Term; K11] 0.831 0.839 0.621 4.122123718 56.84 0 1716.997014 2 859.001709 -0.508236906 -0.000436321 87.01883683APDVEGQGLDWSLK 8 61743954 2xTMT6plex [N-Term; K14] 0.778 0.894 3.493754625 34.02 0 1973.074413 2 987.0401611 -0.692768791 -0.000683442 68.32757823ISMPEIDLNLK 34 61743954 2xTMT6plex [N-Term; K11] 0.819 0.772 0.737 4.082912445 38.85 0 1731.012664 2 866.0105591 0.680234228 0.000588747 94.9718023VDINAPDVGVQGPDWHLK 18 61743954 2xTMT6plex [N-Term; K18] 0.843 0.836 0.919 6.012812614 62.69 0 2418.318165 3 806.7774048 -0.208307798 -0.000167918 70.39936536ISMPEVDLNLK 34 61743954 2xTMT6plex [N-Term; K11] 0.874 0.862 0.816 3.974284172 56.55 0 1716.997014 2 859.0011597 -1.148094054 -0.000985637 79.43348258ISMPDIDFNLK 16 61743954 2xTMT6plex [N-Term; K11] 0.916 0.987 0.946 4.07839489 48.31 0 1750.981364 2 875.9938354 -0.553776061 -0.000484826 87.16910637ADIDISGPNVDVDVPDVNIEGPDAK 2 61743954 2xTMT6plex [N-Term; K25] 1.035 4.8478899 47.53 0 3022.562096 3 1008.191956 -0.258790641 -0.000260737 78.41578937VEAPSLDVHMDSPDINIEGPDVK 20 61743954 2xTMT6plex [N-Term; K23]; 1xOxidation [M10] 0.868 0.91 0.93 5.989079475 57.42 0 2951.507224 3 984.506897 -0.367995722 -0.000362047 60.98122961VEAPSLDVHMDSPDINIEGPDVK 16 61743954 2xTMT6plex [N-Term; K23] 0.717 0.715 0.895 6.379559994 52.17 0 2935.512309 3 984.506897 -0.367995722 -0.000362047 60.98122961GDVPSVGLEGPDVDLQGPEAK 6 61743954 2xTMT6plex [N-Term; K21] 0.709 0.66 5.548466206 75.77 0 2537.349918 3 846.4539795 -0.998326411 -0.000844368 66.12709656VDIEGPDVNIEGPEGK 28 61743954 2xTMT6plex [N-Term; K16] 0.885 0.891 0.857 5.550575733 76.03 0 2126.138135 2 1063.570923 -1.677114397 -0.001782888 60.77759934MDAEVPDVNIEGPDAK 14 61743954 2xTMT6plex [N-Term; K16] 0.908 1.009 0.961 3.869910717 43.92 0 2158.110206 2 1079.556274 -2.285959198 -0.002466676 60.60505192GGVQVPAVDISSSLGGR 20 61743954 1xTMT6plex [N-Term] 0.967 0.899 0.931 5.350831509 55.81 0 1828.012591 3 610.008728 -0.525520433 -0.000320219 61.14540322VDIDAPDVSIEGPDAK 14 61743954 2xTMT6plex [N-Term; K16] 0.833 0.836 0.868 4.730574131 66.9 0 2099.127236 2 1050.067383 0.120609649 0.000126588 62.86765366VDVSAPDVEAHGPEWNLK 16 61743954 2xTMT6plex [N-Term; K18] 0.908 1.133 1.041 6.248367786 51.83 0 2421.281445 4 606.0756836 -0.223218578 -0.000135119 62.97167367GPQVSSALNLDTSK 16 61743954 2xTMT6plex [N-Term; K14] 0.982 0.94 0.961 5.306625366 76.48 0 1875.058762 2 938.0317383 -1.366638503 -0.001281264 51.5910271LPTGQISGPEIK 12 61743954 2xTMT6plex [N-Term; K12] 0.875 0.911 0.945 4.38228035 67.27 0 1698.020192 2 849.5125122 -1.439597685 -0.001222233 59.5926595ASLGSLEGEAEAEASSPK 10 61743954 2xTMT6plex [N-Term; K18] 0.673 0.871 0.948 5.44680357 110.43 0 2191.149428 2 1096.076416 -1.767263657 -0.001936169 57.49118619MDVNVGDIDIEGPEGK 8 61743954 2xTMT6plex [N-Term; K16] 0.772 0.986 0.895 4.677298546 66.83 0 2146.110206 2 1073.556274 -2.298741165 -0.002466676 66.67652429MDVNVGDIDIEGPEGK 12 61743954 2xTMT6plex [N-Term; K16]; 1xOxidation [M1] 0.978 0.81 0.752 4.848675728 51.9 0 2162.105121 2 1073.556274 -2.298741165 -0.002466676 66.67652429VESDLKGPEVDIEGPEGK 16 61743954 3xTMT6plex [N-Term; K6; K18] 0.87 0.995 0.97 5.845767021 29.27 1 2585.427724 3 862.479187 -1.824075297 -0.001572005 55.51871057AVEVQGPSLESGDHGK 14 61743954 2xTMT6plex [N-Term; K16] 0.957 0.989 0.957 6.373638153 60.33 0 2068.107503 3 690.0397339 -1.380522936 -0.00095169 35.47509272
GPFVEAEVPDVDLECPDAK 16 61743954 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C15] 0.969 0.729 0.883 5.364510059 57.13 0 2545.289627 3 849.0998535 -1.814851668 -0.001539774 75.38684534

VDIDVPDVNIEGPEGK 24 61743954 2xTMT6plex [N-Term; K16] 0.848 0.92 0.901 4.397747993 62.82 0 2154.169435 2 1077.58728 -0.998553359 -0.001075527 68.82411884VDIDVPDVNIEGPDAK 15 61743954 2xTMT6plex [N-Term; K16] 4.056773186 61.05 0 2154.169435 2 1077.58728 -0.998553359 -0.001075527 68.82411884VDVDIPDVNIEGPDAK 12 61743954 2xTMT6plex [N-Term; K16] 0.963 0.916 1.092 4.862755775 85.22 0 2154.169435 2 1077.588013 -0.318549397 -0.000343105 69.94256506LPSGSGAASPTGSAVDIR 18 61743954 1xTMT6plex [N-Term] 0.931 0.993 0.856 6.813887596 85.64 0 1872.002421 2 936.5042725 -0.615591151 -0.000576194 44.4261394IDVTAPDVSIEEPEGK 14 61743954 2xTMT6plex [N-Term; K16] 0.993 1.058 1.02 5.041492462 69.67 0 2157.169101 2 1079.087646 -0.502631551 -0.000542131 60.01144084ISMPDVDLHMK 10 61743954 2xTMT6plex [N-Term; K11] 0.926 0.925 0.872 3.771943092 37.36 0 1743.953769 2 872.4807129 0.217988147 0.000190081 66.22929721LPQFGISTPGSDLHVNAK 18 61743954 2xTMT6plex [N-Term; K18] 0.924 1.049 0.935 6.31178093 49.87 0 2339.312351 3 780.4423828 0.104285988 8.13E-05 69.84784035IKGDVPSVGLEGPDVDLQGPEAK 16 61743954 3xTMT6plex [N-Term; K2; K23] 1.036 1.041 0.918 7.371623993 56.91 1 3007.691877 3 1003.233093 -2.377465889 -0.002383562 66.15255472VSGPDLDLNLK 26 61743954 2xTMT6plex [N-Term; K11] 0.837 0.842 0.855 4.260185242 59.96 0 1628.962343 2 814.9839478 -1.058442017 -0.000862081 67.20660508VDIDVPDVDVQGPDWHLK 20 61743954 2xTMT6plex [N-Term; K18] 0.953 0.897 0.827 5.489249706 61.77 0 2505.33896 4 627.0897217 -0.759566382 -0.000475743 79.01782281GPAFNMASPESDFGINLK 14 61743954 2xTMT6plex [N-Term; K18] 0.9 0.927 1.045 5.730912685 60.46 0 2353.226238 3 785.0802002 -0.081171143 -6.37E-05 82.87516523VGGSGVNVNAK 10 61743954 2xTMT6plex [N-Term; K11] 0.818 0.893 0.875 4.660902023 66.99 0 1459.863298 2 730.4349365 -0.480437536 -0.000350687 31.70262278GPGVDLPSVNLSMPK 12 61743954 2xTMT6plex [N-Term; K15] 0.85 0.865 0.842 4.402314663 78.13 0 1969.119254 2 985.0602417 -3.071165725 -0.003023746 76.3297731GGKPGLTIQAPQLEVSVPSANIEGLEGK 18 61743954 3xTMT6plex [N-Term; K3; K28] 0.918 1.217 0.891 6.455815792 51.47 0 3476.993144 3 1159.668213 -0.879773988 -0.001019656 83.57142116ISMPDVDLNLK 20 61743954 2xTMT6plex [N-Term; K11] 0.933 0.854 0.891 4.143633366 53.58 0 1702.981364 2 851.9937744 -0.641065075 -0.000545861 78.03232483VDISAPDVDVHGPDWHLK 18 61743954 2xTMT6plex [N-Term; K18] 0.881 0.868 0.853 6.254086971 48.1 0 2458.313079 4 615.3328247 -1.468694897 -0.000902628 63.9390874VNVEAPDVNLEGLGGK 12 61743954 2xTMT6plex [N-Term; K16] 0.924 0.903 0.89 4.988438129 86.08 0 2069.16429 2 1035.085938 0.148992519 0.000154145 68.59103326EVFSSCSSEVVLSGDDEEYQR 10 61743954 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 2.353 1.712 1.02 5.954133987 76.87 0 2651.198021 3 884.4031982 -1.123995044 -0.000993311 53.80547178VDVEGPDVNIEGPEGK 10 61743954 2xTMT6plex [N-Term; K16] 1.018 0.896 0.906 4.636819363 69.24 0 2112.122485 2 1056.563477 -1.329608022 -0.001404148 55.03862279
VDVECPDVNIEGPEGK 12 61743954 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 0.959 0.847 1.091 4.303976059 66.24 0 2215.13167 2 1108.069336 -0.123832368 -0.000137153 55.14944419

LQGSGVSLASK 4 61743954 2xTMT6plex [N-Term; K11] 0.553 0.761 4.487529755 64.18 0 1504.909914 2 752.9586182 0.030631817 2.30E-05 46.36751321IKGGADVSGGVSAPDISLGEGHLSVK 5 61743954 3xTMT6plex [N-Term; K2; K26] 1.469 1.853 1.455 8.16884613 49.21 1 3137.777338 4 785.1985474 -1.586647597 -0.001244637 62.48529458GPSLQGDLAVSGDIK 22 61743954 2xTMT6plex [N-Term; K15] 0.77 0.928 0.851 4.618585587 79.9 0 1915.090063 2 958.0487671 0.101807059 9.75E-05 60.00812521TPSFGISAPQVSIPDVNVNLK 14 61743954 2xTMT6plex [N-Term; K21] 0.434 0.387 0.849 4.433121204 44.88 0 2641.496523 2 1321.251465 -0.329336985 -0.000434971 89.89888748IEGEMQVPDVDIR 15 61743954 1xTMT6plex [N-Term] 0.967 1.339 0.894 4.470884323 56.32 0 1729.899201 2 865.453186 -0.061182575 -5.29E-05 60.63265828LEGDLTGPSVGVEVPDVELECPDAK 18 61743954 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C21] 0.884 0.995 0.813 7.040830135 68.74 0 3083.585868 3 1028.532959 -0.500773107 -0.000514726 78.93688991
GPQITGPSLEGDLGLK 6 61743954 2xTMT6plex [N-Term; K16] 0.809 0.923 0.778 4.851672173 46.94 0 2040.174127 2 1020.591125 0.415570687 0.000423918 70.55789953GPSLDIDTPDVNIEGPEGK 22 61743954 2xTMT6plex [N-Term; K19] 0.889 0.945 0.907 5.298033237 70.47 0 2411.270605 2 1206.136841 -1.741990039 -0.002100205 64.87841707ISMPDFDLNLK 25 61743954 2xTMT6plex [N-Term; K11] 0.915 0.899 0.88 4.03879261 45.08 0 1750.981364 3 584.3313599 -1.049463001 -0.00061253 88.00595018LEGELQAPDLELSLPAIHVEGLDIK 6 61743954 2xTMT6plex [N-Term; K25] 0.902 0.891 5.896821499 43.63 0 3157.776052 3 1053.264526 0.941878561 0.000991414 111.9621748GHYEVTGSDDETGK 6 61743954 2xTMT6plex [N-Term; K14] 0.832 0.86 0.743 5.356444836 53.52 0 1952.960171 3 651.6583252 0.12891504 8.39E-05 23.06108316VDVDVPDVNIEGPDAK 22 61743954 2xTMT6plex [N-Term; K16] 0.874 0.87 0.951 4.557041645 60.32 0 2140.153785 2 1070.579102 -1.335611964 -0.001429208 64.47911152SEDGVEGDLGETQSR 16 61743954 1xTMT6plex [N-Term] 0.752 0.69 0.792 5.279393196 80.5 0 1807.850731 2 904.4285889 -0.458829709 -0.000414748 24.43172664VDINAPDVEVHGPDWHLK 12 61743954 2xTMT6plex [N-Term; K18] 0.879 0.921 0.913 6.839900494 50.96 0 2499.339629 4 625.5895996 -1.224320402 -0.000764998 62.32683841VDINAPDVDVHGPDWHLK 20 61743954 2xTMT6plex [N-Term; K18] 0.848 0.779 0.87 5.893157959 46.95 0 2485.323978 4 622.0853271 -1.810539104 -0.001124944 62.40287747VDINTPDVDVHGPDWHLK 10 61743954 2xTMT6plex [N-Term; K18] 0.865 0.942 0.862 6.367229939 54.03 0 2515.334543 3 839.1152954 -1.276239592 -0.001070057 62.2553966MDIDVPDVEVQGPDWHLK 21 61743954 2xTMT6plex [N-Term; K18] 0.997 0.953 0.993 4.978745937 47.85 0 2551.326681 3 851.1121826 -1.836679118 -0.001561989 79.04780938KQGFDLNVPGGEIDASLK 3 61743954 3xTMT6plex [N-Term; K1; K18] 0.823 0.881 4.60020256 26.39 1 2575.469863 3 859.161438 -0.039893752 -3.42E-05 70.13122618APEVNLNAPDVDVHGPDWNLK 8 61743954 2xTMT6plex [N-Term; K21] 1.136 0.832 0.681 6.884325981 63.05 0 2758.456449 3 920.1573486 0.378323333 0.000347863 70.49613315VDINAPDVDVQGPDWHLK 24 61743954 2xTMT6plex [N-Term; K18] 0.883 0.936 0.879 5.568920612 49 0 2476.323644 3 826.1129761 0.295136162 0.000243618 69.2137802VDIDTPDIDIHGPEGK 16 61743954 2xTMT6plex [N-Term; K16] 0.852 0.837 0.903 5.230429173 53.88 0 2179.164684 3 727.0599976 0.346681362 0.000251825 56.91360483GSEVGFHGAAPDISVK 18 61743954 2xTMT6plex [N-Term; K16] 0.851 0.861 0.823 5.261147976 83.63 0 2029.111861 2 1015.061096 1.505640409 0.001527556 50.05616875GPEVDIEGPEGK 8 61743954 2xTMT6plex [N-Term; K12] 0.647 0.621 0.632 3.931545973 59.1 0 1684.915787 2 842.9608154 -0.850185295 -0.000716245 44.26913701VDIEAPDVSLEGPEGK 28 61743954 2xTMT6plex [N-Term; K16] 0.807 0.894 0.894 5.268562317 65.82 0 2113.142886 2 1057.073486 -1.509530553 -0.001594927 63.8479093VDIDTPDINIEGSEGK 6 61743954 2xTMT6plex [N-Term; K16] 0.86 0.917 0.876 3.982393742 62.55 0 2160.143614 2 1080.574463 -0.909642645 -0.000982479 61.11011981HELTEISNVDVETQSGK 20 61743954 2xTMT6plex [N-Term; K17] 1.013 1.098 0.994 7.345134735 76.6 0 2344.23964 3 782.0838013 -1.189776574 -0.000929707 44.05779553ISMPDVDLHLK 28 61743954 2xTMT6plex [N-Term; K11] 0.863 0.88 0.875 4.0109272 36.62 0 1725.997348 2 863.4953003 -8.125385636 -0.007012197 70.79437273GEGPDVDVNLPK 30 61743954 2xTMT6plex [N-Term; K12] 0.854 0.874 0.844 3.815616131 55.12 0 1697.947421 2 849.4764404 -1.070104175 -0.00090849 50.47955005VHAPGLNLSGVGGK 8 61743954 2xTMT6plex [N-Term; K14] 0.854 0.78 0.875 5.187190533 27.97 0 1764.053224 3 588.6883545 -1.538215175 -0.000904498 50.81657378GEGPEVDVNLPK 28 61743954 2xTMT6plex [N-Term; K12] 0.884 0.874 0.82 4.242770672 66.84 0 1711.963071 2 856.4854126 0.278800005 0.000238648 51.71966732ISIPDVDLDLK 29 61743954 2xTMT6plex [N-Term; K11] 0.811 0.884 0.797 4.371202946 66.62 0 1686.008959 2 843.5079956 -0.14488005 -0.000122135 86.5877567SPSLDVTVPEAELNLETPEISVGGK 12 61743954 2xTMT6plex [N-Term; K25] 0.742 0.741 0.764 5.831678391 45.53 0 3039.650182 3 1013.888367 0.119901184 0.000121486 89.66108636ISMPDIDLNLKGPK 32 61743954 3xTMT6plex [N-Term; K11; K14] 0.777 1.266 2.075 5.40321207 36.63 1 2228.329136 3 743.447998 0.136622827 0.00010148 80.20645883ISMPDVNLNLK 18 61743954 2xTMT6plex [N-Term; K11] 0.811 0.734 0.891 4.071189404 54.6 0 1701.997348 2 851.5050049 3.163803769 0.002692393 76.17760208VSMPDVDLNLK 23 61743954 2xTMT6plex [N-Term; K11] 0.826 0.864 0.822 4.79720068 56.48 0 1688.965714 2 844.9829712 -4.173031536 -0.003524054 72.98279354ADIDVSGPSVDTDAPDLDIEGPEGK 22 61743954 2xTMT6plex [N-Term; K25] 0.952 1.001 1.112 6.315066814 78.45 0 2970.483177 3 990.8327026 0.127265544 0.000126013 73.11906574

GEETGIDVTLPTGEVTVPGVSGDVSLPEIATGGLEGK 8 61743954 2xTMT6plex [N-Term; K37] 1.149 1.458 6.352728844 39.25 0 4039.137472 4 1010.53894 -0.876380483 -0.000884955 100.8419646
VSMPDVELNLK 26 61743954 2xTMT6plex [N-Term; K11] 0.793 0.88 0.783 4.783773899 54.47 0 1702.981364 2 851.9898071 -5.300288294 -0.004513146 73.98364918ISIPDVGLHLK 14 61743954 2xTMT6plex [N-Term; K11] 0.913 0.878 0.922 4.387251377 43.23 0 1650.035448 3 550.6827393 -1.081150447 -0.000594646 74.80031887AEASIQAGAGDGEWEESEVK 12 61743954 2xTMT6plex [N-Term; K20] 0.841 1.031 1.104 6.473261833 85.27 0 2521.245847 3 841.0863037 -0.590694949 -0.000496429 50.2070441GDLDIAGPNLEGDFK 5 61743954 2xTMT6plex [N-Term; K15] 0.721 0.69 100 4.028069496 35.92 0 2019.079892 2 1010.043762 0.176319949 0.000178002 68.91971859ISMSEVDLNVAAPK 2 61743954 2xTMT6plex [N-Term; K14]; 1xOxidation [M3] 0.989 3.615024328 32.93 0 1948.082535 2 966.5469971 -0.466986779 -0.00045113 69.30141022ISMSEVDLNVAAPK 12 61743954 2xTMT6plex [N-Term; K14] 1.02 1.027 1.148 4.230618954 65.95 0 1932.08762 2 966.5469971 -0.466986779 -0.00045113 69.30141022GEGPEFDVNLSK 12 61743954 2xTMT6plex [N-Term; K12] 0.92 0.949 1.043 4.774542332 52.04 0 1749.942336 2 875.4741821 -0.713270467 -0.000624091 66.20219128VDIETPNLEGTLTGPR 12 61743954 1xTMT6plex [N-Term] 1.052 1.063 0.895 4.595610619 51.8 0 1941.049036 2 971.0252686 -2.975715974 -0.002888005 64.32075679EFSGPSTPTGTLEFEGGEVSLEGGK 6 61743954 2xTMT6plex [N-Term; K25] 0.475 0.605 5.367750645 64.8 0 2970.498433 3 990.8374634 -0.200617269 -0.000198644 71.19118188VDINAPDVEVQGK 8 61743954 2xTMT6plex [N-Term; K13] 0.722 0.757 0.77 5.152646065 80.17 0 1842.037299 2 921.5229492 0.718246857 0.000661519 55.2837087VGIDTPDIDIHGPEGK 8 61743954 2xTMT6plex [N-Term; K16] 0.756 0.709 0.728 5.371636868 50.67 0 2121.159205 3 707.723938 -0.916468293 -0.000647992 58.15218494VGVEVPDVNIEGPEGK 10 61743954 2xTMT6plex [N-Term; K16] 0.659 0.739 0.963 5.085167885 66.7 0 2096.163956 2 1048.584717 -0.858113338 -0.000899373 66.53609246APDVDVNIAGPDAALK 14 61743954 2xTMT6plex [N-Term; K16] 0.757 0.786 0.773 5.648193359 62.25 0 2024.142826 3 675.3852539 -0.799316742 -0.00053931 64.56165209VDIDAPDVDVHGPDWHLK 28 61743954 2xTMT6plex [N-Term; K18] 0.88 0.907 0.895 6.742979527 45.23 0 2486.307994 3 829.4381714 -3.230955241 -0.002677717 64.52978608

GAKPQGHIGVDASAPQIGGSITGPSVEVQAPDIDVQGPGSK 4 61743954 3xTMT6plex [N-Term; K3; K41] 1.059 1.559 7.609602451 41.62 0 4609.482893 4 1153.124878 -1.130580452 -0.001302848 67.00408983
LSSSSSNDSGNK 4 61743954 2xTMT6plex [N-Term; K12] 0.813 0.695 4.228798866 59.31 0 1640.849164 2 820.9266968 -1.856816202 -0.001523378 20.73985455SKGHYEVTGSDDETGK 2 61743954 3xTMT6plex [N-Term; K2; K16] 2.27 4.677721024 24.07 1 2397.250094 4 600.0673828 -0.998022695 -0.000598127 25.45157331GPTVGGGLPGIGVQGLEGNLQMPGIK 10 61743954 2xTMT6plex [N-Term; K26]; 1xOxidation [M22] 0.855 0.735 0.805 5.07540369 50.54 0 2920.633034 3 974.2145386 -1.359659806 -0.001323689 83.13474238MDIDAPDVEVQGPDWHLK 14 61743954 2xTMT6plex [N-Term; K18] 0.877 0.941 0.879 5.848656178 43.49 0 2523.29538 3 841.7689819 -1.184125823 -0.000995966 71.75906903VDVSAPDVEMQGPDWNLK 24 61743954 2xTMT6plex [N-Term; K18] 0.924 0.959 1.061 4.978483677 47.98 0 2458.268831 3 820.0946045 0.174458772 0.000142956 73.32580771IKGDVDVSVPEVEGK 12 61743954 3xTMT6plex [N-Term; K2; K15] 0.981 0.962 1.059 5.235613346 30.74 1 2258.321074 3 753.4452515 0.056260614 4.24E-05 58.23335193GDINIEGPSMNIEGPDLNVEGPEGGLK 6 61743954 2xTMT6plex [N-Term; K27]; 1xOxidation [M10] 0.75 0.936 0.835 4.898174286 55.59 0 3225.634943 3 1075.882324 -0.782464164 -0.000841315 67.60042131GDINIEGPSMNIEGPDLNVEGPEGGLK 2 61743954 2xTMT6plex [N-Term; K27] 0.94 3.826020956 22.03 0 3209.640028 3 1075.882324 -0.782464164 -0.000841315 67.60042131GGVTGSPEASISGSK 15 61743954 2xTMT6plex [N-Term; K15] 0.778 1.023 0.764 6.191078663 94.46 0 1791.985263 2 896.4954834 -0.877810302 -0.000786512 35.65820785GKGGVTGSPEASISGSK 7 61743954 3xTMT6plex [N-Term; K2; K17] 2.662 1.117 1.298 6.100784302 25.94 1 2206.264622 3 736.0915527 -2.047305128 -0.001505632 33.39929524LKSEDGVEGDLGETQSR 14 61743954 2xTMT6plex [N-Term; K2] 1.085 1.051 1.121 5.872797966 43.4 1 2278.192689 3 760.0682983 -1.030523221 -0.000782577 38.47933649MKGEVDVSLANVEGDLK 4 61743954 3xTMT6plex [N-Term; K2; K17] 1.095 0.886 5.209240913 33 1 2491.404486 3 831.1405029 0.991207601 0.000823166 73.16667339VDIDVPDVNLEAPEGK 12 61743954 2xTMT6plex [N-Term; K16] 0.897 0.911 0.878 4.325321198 56.97 0 2168.185085 2 1084.595093 -1.003656533 -0.001088057 74.55080104VKGDLDIAGPNLEGDFK 11 61743954 3xTMT6plex [N-Term; K2; K17] 0.962 1 0.914 5.98694706 39.64 1 2475.406201 3 825.8070679 0.181684639 0.000149914 71.15177914AGAISASGPELQGAGHSK 14 61743954 2xTMT6plex [N-Term; K18] 0.942 0.933 0.918 8.246593475 78.99 0 2096.150037 3 699.3883057 0.15587729 0.000108914 36.3894963DDGVFVQEVTQNSPAAR 24 61743954 1xTMT6plex [N-Term] 0.849 0.88 0.794 5.337028027 75.4 0 2062.040263 2 1031.521118 -2.571706271 -0.002651481 53.09204445ISMPDVGLNLK 12 61743954 2xTMT6plex [N-Term; K11] 0.938 0.912 0.782 3.211261511 47.72 0 1644.975885 3 548.9970093 0.358614395 0.000196637 78.76827157LKGPQITGPSLEGDLGLK 20 61743954 3xTMT6plex [N-Term; K2; K18] 1.284 1.147 1.306 6.283717155 47.66 1 2510.516085 3 837.5088501 -1.628496648 -0.001362789 74.73287507
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SPQISMSDIDLNLK 12 61743954 2xTMT6plex [N-Term; K14]; 1xOxidation [M6] 0.656 0.923 0.773 3.806604862 36.84 0 2035.114563 2 1010.065002 1.525483057 0.001540066 76.60883858SPQISMSDIDLNLK 12 61743954 2xTMT6plex [N-Term; K14] 1.038 1.036 0.944 4.834093571 49.48 0 2019.119648 2 1010.065002 1.525483057 0.001540066 76.60883858ISMPDVDLHVK 22 61743954 2xTMT6plex [N-Term; K11] 0.975 0.962 0.931 4.180153847 38.19 0 1711.981698 3 571.3322754 0.335647207 0.000191541 65.69778116ISMQDVDLSLGSPK 24 61743954 2xTMT6plex [N-Term; K14] 0.956 0.903 0.909 5.257479191 92.97 0 1948.082534 2 974.5441895 -0.735129916 -0.000716047 72.5802865GGADVSGGVSAPDISLGEGHLSVK 13 61743954 2xTMT6plex [N-Term; K24] 0.905 0.857 0.908 8.250609398 72.9 0 2667.435379 3 889.8157959 -0.954019245 -0.000848262 61.92327756LKGEIDASVPELEGDLR 10 61743954 2xTMT6plex [N-Term; K2] 0.896 0.847 0.989 5.897938728 43.71 1 2299.290947 2 1150.148438 -0.586550389 -0.000674325 69.38069086MEGGGAEVHAQLPSLEGDLR 6 61743954 1xTMT6plex [N-Term] 1.895 2.641 2.265 5.785754681 25.18 0 2295.16006 3 765.7240601 -1.060150122 -0.000811071 56.73573681IKGDVDVSAPK 10 61743954 3xTMT6plex [N-Term; K2; K11] 0.987 0.919 5.313182354 24.05 1 1816.11471 3 606.043335 0.408147574 0.000247081 44.19270523ISMQDVDLSLGSPK 6 61743954 2xTMT6plex [N-Term; K14]; 1xOxidation [M3] 0.995 0.879 1.038 3.393290997 24.42 0 1964.077449 2 974.5441895 -0.735129916 -0.000716047 72.5802865VKGDMDVSLPK 8 61743954 3xTMT6plex [N-Term; K2; K11] 0.948 0.993 0.968 4.781439781 16.87 1 1876.118081 2 938.5626221 -0.060598198 -5.68E-05 54.35759373VKGDVDVTLPK 12 61743954 3xTMT6plex [N-Term; K2; K11] 1.109 0.983 1.064 4.948990822 23.37 1 1858.161661 3 620.0596313 1.442405699 0.000893408 54.46150663GEGPDVDVSLPK 8 61743954 2xTMT6plex [N-Term; K12] 0.836 0.892 0.868 3.359298944 24.3 0 1670.936522 3 557.6500244 -0.599782098 -0.000334066 52.06746663
LKGDVDVSLPEVEGEMK 12 61743954 3xTMT6plex [N-Term; K2; K17]; 1xOxidation [M16] 0.955 0.914 0.929 4.711880207 25.34 1 2548.414717 3 850.1418457 -1.464781458 -0.00124429 60.54217427

FSMPGFKGEGPDVDVNLPK 12 61743954 3xTMT6plex [N-Term; K7; K19] 0.67 2.487 1.465 5.644203663 18.69 1 2721.488884 3 907.8339844 -0.545460615 -0.000494822 80.50183583MPFLSISSPK 15 61743954 2xTMT6plex [N-Term; K10] 0.675 0.696 0.863 3.815145016 37.44 0 1564.917307 2 782.9614868 -1.02894714 -0.000805109 76.36983334LKTDVDVSLPK 12 61743954 3xTMT6plex [N-Term; K2; K11] 1.168 1.038 1.187 4.882411003 19.44 1 1902.187875 3 634.7340088 -0.211426441 -0.000134058 59.29470064IKGDMDISVPK 13 61743954 3xTMT6plex [N-Term; K2; K11] 1.033 1.113 1.12 4.161464691 14.32 1 1890.133731 3 630.7156372 -0.726350143 -0.000457633 55.94186594GPEVDVSGPK 8 61743954 2xTMT6plex [N-Term; K10] 0.775 0.844 0.777 3.89678812 64.32 0 1442.825515 2 721.9158325 -0.781030641 -0.000563445 36.8106612VEGDMQVPDLDIK 16 61743954 2xTMT6plex [N-Term; K13] 0.91 0.924 0.842 4.040350914 52.92 0 1917.040335 2 959.0230103 -0.830103654 -0.000795671 70.00150422VKGDVDVSVPK 18 61743954 3xTMT6plex [N-Term; K2; K11] 1.045 0.933 0.99 4.822343826 36.13 1 1830.13036 2 915.5679321 -0.968680825 -0.000886406 49.31113116VKGEYDVTVPK 14 61743954 3xTMT6plex [N-Term; K2; K11] 1.108 1.067 1.002 5.014584064 25.7 1 1922.156575 2 961.5817261 -0.207913116 -0.000199821 48.3564625VEGDLKGPEADIK 4 61743954 3xTMT6plex [N-Term; K6; K13] 0.922 1.189 1.019 3.918856621 12.49 1 2058.204982 3 686.7398682 0.03373434 2.31E-05 49.95222014MDIDVPDVEVQGPDWHLK 10 61743954 2xTMT6plex [N-Term; K18]; 1xOxidation [M1] 1.061 1.123 1.275 4.368206978 32.75 0 2567.321596 3 851.1121826 -1.836679118 -0.001561989 79.04780938VKGDVDVSLPK 36 61743954 3xTMT6plex [N-Term; K2; K11] 0.786 0.899 0.973 4.630096912 37.15 1 1844.146011 2 922.5758667 -0.842520903 -0.000776866 54.18195274FGTFGGLGSK 6 61743954 2xTMT6plex [N-Term; K10] 1.339 1.024 1.024 3.263289452 35.51 0 1428.825121 2 714.9152832 -1.281936972 -0.000915832 62.98599669VKGEYDMTVPK 10 61743954 3xTMT6plex [N-Term; K2; K11] 0.932 0.95 0.952 4.864239693 32.41 1 1954.128646 2 977.5674438 -0.529542766 -0.000517397 48.29661318VGIQLPEVELSVSTK 10 61743954 2xTMT6plex [N-Term; K15] 0.867 0.677 0.799 4.071620464 63.48 0 2057.225828 2 1029.115234 -1.281142772 -0.0013178 85.25342562MYFPDVEFDIK 22 61743954 2xTMT6plex [N-Term; K11] 0.848 0.931 0.838 3.825796366 35.64 0 1861.98103 2 931.4937134 -0.47230459 -0.000439711 90.32142064ISMPDVDLHLK 30 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 0.846 0.813 0.816 3.394380331 33.51 0 1741.992263 2 863.4953003 -8.125385636 -0.007012197 70.79437273
SSGCDVNLPGVNVK 5 61743954 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 0.922 1.082 3.345682383 23.56 0 1904.031168 2 952.5189819 -0.252413312 -0.000240301 52.33501219

GSLGATGEIK 12 61743954 2xTMT6plex [N-Term; K10] 0.881 0.992 0.936 3.80791378 63.96 0 1390.830601 2 695.9187622 -0.253744732 -0.000176458 37.51421207APNISMPDVDLNLK 24 61743954 2xTMT6plex [N-Term; K14] 0.801 0.917 0.894 5.089304447 54.82 0 1985.114169 2 993.062561 1.852074994 0.00183829 77.09537906ELLLPNWQGSGSHGLTIAQR 2 61743954 1xTMT6plex [N-Term] 0.604 3.643803835 27.94 0 2406.309108 3 802.7739258 -0.782749084 -0.000627845 74.04048335MPDVDISVPK 6 61743954 2xTMT6plex [N-Term; K10] 0.857 0.826 0.813 3.71677494 39.91 0 1558.891486 2 779.9493408 -0.052184116 -4.07E-05 66.86932012IKGDVDVTGPK 9 61743954 3xTMT6plex [N-Term; K2; K11] 1.076 0.934 4.947333336 55.13 1 1816.11471 2 908.5609741 -0.021346566 -1.94E-05 44.09128068GDLDASVPSMK 14 61743954 2xTMT6plex [N-Term; K11] 0.805 0.814 0.82 4.76663065 45.49 0 1577.860914 2 789.43396 -0.171864404 -0.000135589 48.27698174FKAEAPLPSPK 6 61743954 3xTMT6plex [N-Term; K2; K11] 0.909 1.027 1.021 5.193422318 21.16 1 1872.156181 3 624.7221069 -2.357580667 -0.001471253 54.98349007ISMPDFDLHLK 33 61743954 2xTMT6plex [N-Term; K11] 0.85 0.882 0.846 4.099467278 51.64 0 1773.997348 2 887.5009766 -1.506121191 -0.001335927 77.03994176VKGDADVSVPK 18 61743954 3xTMT6plex [N-Term; K2; K11] 0.84 0.851 0.871 4.886961937 39.09 1 1802.09906 2 901.552002 -1.294625696 -0.001166522 38.86983268DIDISSPEFK 16 61743954 2xTMT6plex [N-Term; K10] 1.021 0.951 0.951 4.284340382 49.25 0 1608.888509 2 804.947998 0.130564516 0.000105032 58.35477801MDIDAPDVDVHGPDWHLK 8 61743954 2xTMT6plex [N-Term; K18] 0.854 0.888 0.865 5.034047604 30.99 0 2518.280065 4 630.3252563 -0.345175815 -0.000217312 70.95965764MDIDAPDVDVHGPDWHLK 2 61743954 2xTMT6plex [N-Term; K18]; 1xOxidation [M1] 0.875 4.385511875 25.22 0 2534.27498 4 630.3252563 -0.345175815 -0.000217312 70.95965764FAGGLHFSGPK 6 61743954 2xTMT6plex [N-Term; K11] 0.959 0.923 0.943 3.890143394 31.88 0 1575.904769 3 525.9733887 0.535594309 0.000281349 53.01770075LEGPDVSLKGPGVDLPSVNLSMPK 4 61743954 3xTMT6plex [N-Term; K9; K24] 1.128 1.944 4.307934761 23.41 1 3136.789483 3 1046.267212 -0.765202072 -0.000800093 89.05063475VKGDMDISLPK 7 61743954 3xTMT6plex [N-Term; K2; K11] 1.059 1.091 0.847 4.125372887 16.33 1 1890.133731 3 630.7157593 -0.532601451 -0.000335563 59.53637052VDVSAPDVEMQGPDWNLK 10 61743954 2xTMT6plex [N-Term; K18]; 1xOxidation [M10] 0.868 0.92 0.798 4.452478886 37.17 0 2474.263746 3 820.0946045 0.174458772 0.000142956 73.32580771MEGDLKAPEVDIK 2 61743954 3xTMT6plex [N-Term; K6; K13] 1.684 2.904228926 6.48 1 2132.224003 3 711.4124146 -0.615454875 -0.000437429 58.16272141AKGEVDVDVPK 6 61743954 3xTMT6plex [N-Term; K2; K11] 0.8 0.841 0.804 4.221069336 21.82 1 1844.109625 3 615.3746948 -0.050846947 -3.13E-05 43.47015643MPFLSISSPK 3 61743954 2xTMT6plex [N-Term; K10]; 1xOxidation [M1] 0.715 3.554633379 25.75 0 1580.912222 2 782.9614868 -1.02894714 -0.000805109 76.36983334APNISMPDVDLNLK 2 61743954 2xTMT6plex [N-Term; K14]; 1xOxidation [M6] 0.937 3.962709904 41.73 0 2001.109084 2 993.062561 1.852074994 0.00183829 77.09537906VEGDLKGPEVDLK 50 61743954 3xTMT6plex [N-Term; K6; K13] 1.247 1.329 1.156 3.526157618 23.89 1 2086.236282 2 1043.621216 -0.540163827 -0.000563455 55.31954502MPSMNIQTHK 4 61743954 2xTMT6plex [N-Term; K10] 0.901 0.819 4.852651596 36.17 0 1644.896589 3 548.9696655 -1.304153698 -0.000715066 43.5962399ADVVVSGPK 16 61743954 2xTMT6plex [N-Term; K9] 0.896 0.864 0.824 3.972569227 59.46 0 1329.814222 2 665.4107666 0.025690149 1.71E-05 37.84182366VEGDLKGPEVDIR 4 61743954 2xTMT6plex [N-Term; K6] 0.566 1.235 0.01 3.084753752 22.69 1 1885.079498 3 629.0305786 -1.228245365 -0.00077178 48.0004916ISMPGFKGEGPEVDVNLPK 3 61743954 3xTMT6plex [N-Term; K7; K19] 1.193 1.654 4.166152477 7.31 1 2701.520184 3 901.175415 -3.143634781 -0.002830864 76.58273874GDVDVSVPEVEGK 2 61743954 2xTMT6plex [N-Term; K13] 1.123 2.031717777 18.01 0 1787.979115 2 894.4926147 -0.650079077 -0.000581164 114.794854MPSLEISAPK 3 61743954 2xTMT6plex [N-Term; K10] 0.937 2.813256025 24.11 0 1530.896572 3 510.9697876 -1.15110783 -0.000587409 64.44122624LEGPDVSLK 18 61743954 2xTMT6plex [N-Term; K9] 0.835 0.864 0.966 3.724958658 43.12 0 1415.851002 2 708.4296265 0.688285481 0.000487255 53.53569756GEGPEVDMNLPK 8 61743954 2xTMT6plex [N-Term; K12]; 1xOxidation [M8] 0.939 0.877 0.85 2.607568741 32.95 0 1759.930057 2 872.47229 1.239425752 0.001080739 52.19078957MKGDVVVSLPK 12 61743954 3xTMT6plex [N-Term; K2; K11] 1.039 1.18 1.235 5.164997578 24.94 1 1860.159552 3 620.7243652 -0.542790469 -0.000336559 59.94301922GPQVSGELK 12 61743954 2xTMT6plex [N-Term; K9] 0.916 0.883 0.922 3.314909458 34.62 0 1372.820036 2 686.9130859 -0.830986561 -0.000570397 36.34920205ISMPEVDLNLKGPK 9 61743954 3xTMT6plex [N-Term; K11; K14] 0.95 1.554 1.74 4.563246727 26.71 1 2228.329136 4 557.8376465 -0.170707502 -9.51E-05 77.07238679GEVDVDVPK 4 61743954 2xTMT6plex [N-Term; K9] 0.62 0.665 2.502194405 35.37 0 1415.814616 2 708.4107056 -0.340275614 -0.000240884 42.84697468MEGDLKGPEVDIK 6 61743954 3xTMT6plex [N-Term; K6; K13] 1.35 1.098 1.248 2.39864254 2.11 1 2118.208353 3 706.7404785 -0.69413999 -0.000490111 55.02194412MPTFSTPGAK 8 61743954 2xTMT6plex [N-Term; K10] 0.999 0.895 0.965 3.67139554 53.03 0 1494.839057 2 747.9251099 2.599729078 0.001943088 52.75476093ADVDVSGPK 20 61743954 2xTMT6plex [N-Term; K9] 0.893 0.859 0.856 3.490901947 54.68 0 1345.772751 2 673.3897095 -0.452657915 -0.000304587 33.03937609GEGPEVDVK 12 61743954 2xTMT6plex [N-Term; K9] 0.835 0.825 0.902 3.543465376 46.97 0 1387.783316 2 694.3952637 -0.047151633 -3.27E-05 33.38610344ADIEISGPK 16 61743954 2xTMT6plex [N-Term; K9] 0.89 0.944 0.837 3.837741613 56.96 0 1387.819702 2 694.4133911 -0.141281636 -9.80E-05 45.85137883MSLPDVDLDLK 22 61743954 2xTMT6plex [N-Term; K11] 0.82 0.85 0.711 3.751015186 42.71 0 1703.965379 2 860.4830322 -0.875989335 -0.000753333 69.61442448
MKGEVDVSLANVEGDLK 4 61743954 3xTMT6plex [N-Term; K2; K17]; 1xOxidation [M1] 0.932 0.74 4.154823303 16.74 1 2507.399401 3 831.1405029 0.991207601 0.000823166 73.16667339

ANVDISAPK 19 61743954 2xTMT6plex [N-Term; K9] 0.91 0.957 0.965 3.871991873 53.43 0 1372.820036 2 686.9135742 -0.119631485 -8.21E-05 39.54825872GDISISGPK 8 61743954 2xTMT6plex [N-Term; K9] 0.986 1.041 1.103 3.72190094 50.27 0 1331.793487 2 666.4002075 -0.261707946 -0.00017427 41.71759066VPGIDATTK 14 61743954 2xTMT6plex [N-Term; K9] 0.963 0.908 0.938 3.395510912 39.89 0 1359.824787 2 680.4153442 -1.011323996 -0.000687612 45.75215196MPEMSIKPQK 6 61743954 3xTMT6plex [N-Term; K7; K10] 0.849 0.772 0.947 2.61051178 7 0 1876.100323 3 626.0377197 -0.915079163 -0.00057226 52.51303478GEVDVDVPKLEGDLK 4 61743954 3xTMT6plex [N-Term; K9; K15] 1.002 1.051 2.850081205 5.08 1 2300.331639 3 767.4474487 -1.671849628 -0.001281936 67.10655843LQVTMPGIK 8 61743954 2xTMT6plex [N-Term; K9] 0.837 0.904 0.977 3.927788258 45.38 0 1444.896178 2 722.9515381 -0.261858347 -0.000189179 66.77608642GDMDVSVPK 18 61743954 2xTMT6plex [N-Term; K9] 0.712 0.722 0.775 3.328359604 39.13 0 1405.776122 2 703.3909302 -1.094476149 -0.000769294 44.11058145LDFEGPDAK 6 61743954 2xTMT6plex [N-Term; K9] 0.92 0.902 0.927 3.181665421 40.95 0 1449.798966 2 725.4025879 -0.736004629 -0.000533529 50.91708841VEGEMKVPDVDIK 4 61743954 3xTMT6plex [N-Term; K6; K13] 0.77 0.858 2.975021362 8.31 1 2146.239653 3 716.0849609 0.315348055 0.000225604 61.48160392LEGELKGPELDVK 8 61743954 3xTMT6plex [N-Term; K6; K13] 1.19 1.494 1.267 3.771611214 13.44 1 2114.267582 3 705.4264526 -1.313641597 -0.000925797 62.90107326ISIPDVDLDLKGPK 8 61743954 3xTMT6plex [N-Term; K11; K14] 1.856 1.879 4.237459183 29.26 1 2197.341081 4 550.0906372 -0.164913803 -9.06E-05 83.89843135ADVDISGPK 17 61743954 2xTMT6plex [N-Term; K9] 0.852 0.77 0.819 4.364913464 48.21 0 1359.788402 2 680.3982544 0.610836996 0.000415305 47.92497681ADLDVSGPK 58 61743954 2xTMT6plex [N-Term; K9] 0.911 0.853 0.822 4.035986423 54.25 0 1359.788402 2 680.3974609 -0.556193154 -0.000378152 36.95727597MKGDYDVTVPK 10 61743954 3xTMT6plex [N-Term; K2; K11] 0.978 0.963 1.076 3.847803831 26.13 1 1940.112996 2 970.5597534 -0.39461313 -0.000382797 49.00250569VEGDMQVPDLDIK 2 61743954 2xTMT6plex [N-Term; K13]; 1xOxidation [M5] 0.991 3.548303127 21.66 0 1933.03525 2 959.0230103 -0.830103654 -0.000795671 70.00150422ISMPDIDLNLK 58 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 0.871 0.973 0.843 3.396193027 37.05 0 1732.991929 2 859.001709 -0.508236906 -0.000436321 87.01883683KPDIDITGPK 8 61743954 3xTMT6plex [N-Term; K1; K10] 0.666 0.672 0.674 4.966787815 38.55 0 1771.093247 2 886.0493164 -1.067424035 -0.000945254 50.26170691APNISMPDVDLNLKGPK 2 61743954 3xTMT6plex [N-Term; K14; K17] 1.87 4.429941177 23.27 1 2496.446291 4 624.8658447 -1.899621781 -0.001185576 77.59388437TDVDVSLPK 6 61743954 2xTMT6plex [N-Term; K9] 0.708 0.685 0.737 3.238674402 40.49 0 1431.845916 2 716.4268188 0.310560869 0.000222338 50.94917367VKGDMDVSVPK 16 61743954 3xTMT6plex [N-Term; K2; K11] 0.954 0.96 1.027 4.195735455 26.53 1 1862.102431 2 931.5534668 -1.489808618 -0.001387088 48.8160221ADLGVSGPK 8 61743954 2xTMT6plex [N-Term; K9] 0.901 0.821 3.646159887 46.17 0 1301.782922 2 651.394043 -1.623145045 -0.001056491 36.02147083LEGGEVDLK 10 61743954 2xTMT6plex [N-Term; K9] 0.956 0.813 0.886 3.561052084 39.58 0 1417.830266 2 709.4187012 -0.099177069 -7.03E-05 48.35127686EMGVDVHFPK 14 61743954 2xTMT6plex [N-Term; K10] 0.984 0.967 0.951 3.042714357 26.05 0 1616.88707 3 539.633667 -0.384679579 -0.000207328 54.73469814MQVGGDGVK 13 61743954 2xTMT6plex [N-Term; K9] 0.866 1.045 0.825 3.654110909 30.3 0 1348.765892 2 674.8867188 0.199330367 0.000134425 32.96640793LEGDLKGPEVDIK 9 61743954 3xTMT6plex [N-Term; K6; K13] 0.916 0.741 1.135 2.846693993 13.22 1 2100.251932 3 700.7555542 0.084445896 5.91E-05 60.84018706GPGVDVNLK 4 61743954 2xTMT6plex [N-Term; K9] 0.901 1.008 3.504577637 38.56 0 1356.825121 2 678.9154053 -1.17002781 -0.000793762 45.68733316GNVDISAPK 6 61743954 2xTMT6plex [N-Term; K9] 0.98 1.005 0.944 3.635920286 38.03 0 1358.804386 2 679.9019775 -5.672289518 -0.003853766 112.1326253GEGPDGDVK 14 61743954 2xTMT6plex [N-Term; K9] 0.955 0.865 0.886 3.553088903 39.25 0 1331.720716 2 666.3638306 -0.248856373 -0.000165704 29.52605995GDFDVSVPK 12 61743954 2xTMT6plex [N-Term; K9] 0.89 0.766 0.811 3.159577608 32.83 0 1421.804052 2 711.4055176 -0.206135121 -0.000146542 52.20312109GDVDVTGPK 6 61743954 2xTMT6plex [N-Term; K9] 0.703 0.605 0.706 3.512637615 44.06 0 1345.772751 2 673.3894653 -0.815483845 -0.000548728 32.24157347GGVDVTLPR 8 61743954 1xTMT6plex [N-Term] 0.903 0.918 0.975 3.046419621 36.42 0 1142.673088 2 571.8401489 -0.058851861 -3.36E-05 43.84906074IEGEMQVPDVDIR 9 61743954 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.114 1.04 1.088 2.976596355 52.02 0 1745.894116 2 865.453186 -0.061182575 -5.29E-05 60.63265828AKGEVDVDVPKLEGDLK 2 61743954 4xTMT6plex [N-Term; K2; K11; K17] 1.473 4.839449883 12.05 2 2728.626647 4 682.9122314 0.164346871 0.00011211 62.51671974GEYDVTVPK 6 61743954 2xTMT6plex [N-Term; K9] 0.776 0.822 0.823 3.323044538 33.98 0 1465.830266 2 733.4189453 0.237179575 0.000173833 43.2476506ISMPDVNLNLK 11 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 0.942 0.86 0.997 3.514003515 41.6 0 1717.992263 2 851.5050049 3.163803769 0.002692393 76.17760208GEYDMTVPK 4 61743954 2xTMT6plex [N-Term; K9] 0.826 0.851 2.853498936 23.07 0 1497.802337 2 749.4036255 -1.577433403 -0.001181342 54.78701947GDYDVTVPK 4 61743954 2xTMT6plex [N-Term; K9] 0.596 0.746 3.071352482 28.11 0 1451.814616 2 726.4098511 -1.508974726 -0.001095376 52.22316289GDVDVTLPK 8 61743954 2xTMT6plex [N-Term; K9] 0.695 0.698 0.678 3.33912611 40.81 0 1401.835352 2 701.4204712 -1.202692731 -0.000842989 52.12057307GDMDISLPK 14 61743954 2xTMT6plex [N-Term; K9] 0.662 0.729 0.662 2.704133272 26.4 0 1433.807422 3 478.6062317 -2.288049001 -0.001093541 57.49906431GDVDVSLPK 12 61743954 2xTMT6plex [N-Term; K9] 0.636 0.61 0.805 3.132249355 45.36 0 1387.819702 2 694.4122314 -1.812490032 -0.001257705 50.41967485VSMPDVDLNLKGPK 5 61743954 3xTMT6plex [N-Term; K11; K14] 1.48 2.308 4.463569641 28.95 1 2200.297836 4 550.8301392 0.404686407 0.000222608 69.07136371GDVVVSLPK 10 61743954 2xTMT6plex [N-Term; K9] 0.667 0.677 0.636 3.253671885 41.07 0 1371.861173 2 686.4337769 -0.652769449 -0.000447755 56.3319289GDVDVSVPK 14 61743954 2xTMT6plex [N-Term; K9] 0.687 0.718 0.763 3.129605293 35.28 0 1373.804052 2 687.4060059 0.497508178 0.000341739 41.95553099GEYDVTMPK 14 61743954 2xTMT6plex [N-Term; K9] 0.916 0.968 0.973 3.142983675 30.55 0 1497.802337 2 749.4041748 -0.843936876 -0.000632025 43.52642741GEIDASVPELEGDLR 2 61743954 1xTMT6plex [N-Term] 0.761 3.166529894 16.32 0 1828.948988 2 914.9793091 1.286752161 0.001176702 61.01016877GDVDVSAPK 7 61743954 2xTMT6plex [N-Term; K9] 0.569 0.7 0.623 3.36972785 43.94 0 1345.772751 2 673.3894653 -0.815483845 -0.000548728 32.24157347FKIPEMHLK 7 61743954 3xTMT6plex [N-Term; K2; K9] 1.007 0.996 0.96 3.838100672 15.12 1 1830.127858 4 458.2877197 0.650706586 0.000297719 62.49413318GDMDISVPK 2 61743954 2xTMT6plex [N-Term; K9] 0.657 2.634527683 26.85 0 1419.791772 2 710.3994141 -0.155568587 -0.000110437 49.99231595ISMPGFKGEGPDVDVNLPK 5 61743954 3xTMT6plex [N-Term; K7; K19] 1.27 1.372 1.779 4.128203392 5.11 1 2687.504534 3 896.5067139 0.392167362 0.000351317 76.154322IPMPDFDLHLK 10 61743954 2xTMT6plex [N-Term; K11] 0.787 0.832 0.853 3.956454039 28.31 0 1784.018084 3 600.6752319 -1.03125323 -0.000618756 73.05769462ISMPDFDLHLK 32 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 0.785 0.806 0.882 3.800499201 32.9 0 1789.992263 2 887.5009766 -1.506121191 -0.001335927 77.03994176FSMPGFKGEGPEVDMNLPK 2 61743954 3xTMT6plex [N-Term; K7; K19] 0.01 4.491370201 19.11 1 2767.476605 4 692.6228638 -2.522117752 -0.001744975 80.12271588IPEMHLK 6 61743954 2xTMT6plex [N-Term; K7] 0.593 0.584 0.676 3.20207572 26.03 0 1325.801549 3 442.6051941 -0.392437774 -0.000173432 50.71916643GDMDVSLPK 10 61743954 2xTMT6plex [N-Term; K9] 0.764 0.695 0.833 2.473664761 30.03 0 1419.791772 3 473.934967 -1.003321037 -0.000474836 50.87300451FKMPEMHFK 10 61743954 3xTMT6plex [N-Term; K2; K9] 1.438 1.873 0.01 3.417730093 11.37 1 1882.068629 4 471.272583 -0.067255119 -3.16E-05 59.2928196GKKPDIDITGPK 10 61743954 4xTMT6plex [N-Term; K2; K3; K12] 0.944 0.933 0.84 4.417761326 15.4 1 2185.372605 4 547.0984497 -0.29120978 -0.0001591 44.21345349FSMPGFKGEGPDVDVTLPK 6 61743954 3xTMT6plex [N-Term; K7; K19] 2.378 1.752 4.327951431 21.34 1 2708.493635 4 677.8783569 -0.752268936 -0.000509379 81.17859466IPMPDFDLHLK 14 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 0.802 0.984 0.816 4.060063362 28.72 0 1800.012999 3 600.6752319 -1.03125323 -0.000618756 73.05769462MYFPDVEFDIK 6 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 0.787 0.792 0.696 2.75737524 19.17 0 1877.975945 2 931.4937134 -0.47230459 -0.000439711 90.32142064
ISMPDIDLNLKGPK 8 61743954 3xTMT6plex [N-Term; K11; K14]; 1xOxidation [M3] 1.894 1.307 4.01943922 20.82 1 2244.324051 3 743.447998 0.136622827 0.00010148 80.20645883

FSMPGFKGEGPEVDVNLPK 8 61743954 3xTMT6plex [N-Term; K7; K19] 1.348 1.642 2.035 4.46973896 13.93 1 2735.504534 3 912.506958 0.653032527 0.000595458 80.98520748MPTFSTPGAK 12 61743954 2xTMT6plex [N-Term; K10]; 1xOxidation [M1] 0.94 1.027 1.054 3.283582449 43.97 0 1510.833972 2 747.9251099 2.599729078 0.001943088 52.75476093SPQISMSDIDLNLKGPK 2 61743954 3xTMT6plex [N-Term; K14; K17] 2.198 3.493629932 28.19 1 2530.451771 3 844.1518555 -4.251190983 -0.003585811 73.6627284MPDMHVNMPK 12 61743954 2xTMT6plex [N-Term; K10] 0.731 0.678 0.682 3.463144779 26.25 0 1657.862846 3 553.2922363 -0.416117429 -0.000229955 53.51995755EVDVNLPK 12 61743954 2xTMT6plex [N-Term; K8] 0.93 0.915 0.896 3.244272709 31.63 0 1371.824787 2 686.4138184 -3.227074836 -0.002213491 51.67849918
FSMPGFKGEGPDVDVNLPK 9 61743954 3xTMT6plex [N-Term; K7; K19]; 1xOxidation [M3] 1.171 0.329 1.738 3.607005119 12.63 1 2737.483799 3 907.8339844 -0.545460615 -0.000494822 80.50183583

ISMPDFDLNLKGPK 2 61743954 3xTMT6plex [N-Term; K11; K14] 1.073 2.444675207 0.19 1 2262.313486 3 754.776001 -0.01622689 -1.22E-05 87.98821445VEGTLKGPEVDLK 4 61743954 3xTMT6plex [N-Term; K6; K13] 1.628 0.659 1.598 2.527952194 9.19 1 2072.257017 3 691.4232788 -0.836872166 -0.000578071 56.1865469ISMPDLDLHLK 8 61743954 2xTMT6plex [N-Term; K11] 0.712 0.842 3.428194284 28.66 0 1740.012998 3 580.675354 -0.856119053 -0.000496553 79.63908697MSLPDVDLDLK 8 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 0.725 0.814 3.23866725 50.4 0 1719.960294 2 860.4830322 -0.875989335 -0.000753333 69.61442448GEGPDVHMTLPK 6 61743954 2xTMT6plex [N-Term; K12] 1.031 0.986 0.996 3.168615341 25.56 0 1738.956212 3 580.3225708 -1.755454011 -0.001017553 48.77192859MPDLHLK 16 61743954 2xTMT6plex [N-Term; K7] 0.788 0.788 0.824 2.617523909 30.22 0 1311.785899 2 656.3964233 -0.250955825 -0.0001646 51.30530931MPEMHFK 15 61743954 2xTMT6plex [N-Term; K7] 0.9 0.753 1.034 3.951610088 23.49 0 1377.74232 3 459.9190369 0.172344059 7.91E-05 49.24202265MDAEVPDVNIEGPDAK 4 61743954 2xTMT6plex [N-Term; K16]; 1xOxidation [M1] 0.566 0.901 2.453868389 16.55 0 2174.105121 2 1079.556274 -2.285959198 -0.002466676 60.60505192IHMSGPK 6 61743954 2xTMT6plex [N-Term; K7] 0.875 0.718 0.753 3.202937841 22.41 0 1227.728384 3 409.9136353 -1.655014502 -0.000677303 29.4986481EMGVDVHFPK 8 61743954 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.927 0.858 2.509317636 13.35 0 1632.881985 3 539.633667 -0.384679579 -0.000207328 54.73469814TPEMIIQKPK 5 61743954 3xTMT6plex [N-Term; K8; K10] 1.017 0.98 0.889 3.299824953 10.05 0 1872.159552 3 624.7251587 0.732146049 0.000456898 56.38319058MPDMHFK 4 61743954 2xTMT6plex [N-Term; K7] 0.845 0.81 2.749334812 29.29 0 1363.72667 3 455.2467957 -0.613119277 -0.000278709 49.23676418ISMPDIDFNLK 6 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 0.7 0.643 0.838 3.729364395 31.73 0 1766.976279 2 875.9938354 -0.553776061 -0.000484826 87.16910637ISMPDVDLNLKGPK 2 61743954 3xTMT6plex [N-Term; K11; K14] 1.263 3.728499889 17.94 1 2214.313486 3 738.7750244 -1.339646726 -0.000988799 76.59424235LKMPDMHVNMPK 4 61743954 3xTMT6plex [N-Term; K2; K12] 2.256 2.067 3.435003519 9.35 1 2128.204804 4 532.8069458 0.539813237 0.000287208 60.84149837
ISMPDVDLHLKGPK 2 61743954 3xTMT6plex [N-Term; K11; K14]; 1xOxidation [M3] 0.833 3.641004562 9.08 1 2253.324386 4 564.0870972 0.96434046 0.000543243 53.53239895

FSMPGFKGEGPEVDVK 5 61743954 3xTMT6plex [N-Term; K7; K16] 1.803 2.014 1.102 3.81739831 5.19 1 2411.324779 3 804.4465942 0.186696063 0.000150062 72.43667142GPEVDIK 34 61743954 2xTMT6plex [N-Term; K7] 0.69 0.688 0.689 2.601959705 32.23 0 1215.73491 2 608.3708496 -0.400515973 -0.000243461 39.88830972MPDVHFK 12 61743954 2xTMT6plex [N-Term; K7] 0.874 0.824 0.863 3.036854982 22.87 0 1331.754599 3 444.5900269 0.696957538 0.000309392 48.49323528GPDWHLK 16 61743954 2xTMT6plex [N-Term; K7] 0.894 0.838 0.872 3.163684368 26.51 0 1310.762127 2 655.8839111 -1.206705887 -0.000790852 52.85660171ISMPEIDLNLK 4 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 0.866 0.599 3.182630539 26.42 0 1747.007579 2 866.0105591 0.680234228 0.000588747 94.9718023GEYDVTMPK 4 61743954 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.037 1.241 1.992517948 24.45 0 1513.797252 2 749.4041748 -0.843936876 -0.000632025 43.52642741MPDVDISVPK 11 61743954 2xTMT6plex [N-Term; K10]; 1xOxidation [M1] 0.838 0.842 0.92 2.768730402 27.77 0 1574.886401 2 779.9493408 -0.052184116 -4.07E-05 66.86932012ISMPDVDLHVK 6 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 1.076 0.937 3.792230844 29.9 0 1727.976613 3 571.3322754 0.335647207 0.000191541 65.69778116FSMPGFKGEGPDGDVK 2 61743954 3xTMT6plex [N-Term; K7; K16] 1.591 3.786123276 2.98 1 2355.262179 3 791.0900879 -0.583495619 -0.000461206 50.67367989APSLDIK 14 61743954 2xTMT6plex [N-Term; K7] 0.763 0.838 0.838 2.425307512 21.25 0 1201.755645 2 601.3823853 1.538505619 0.000924454 56.25890936FSMPGFK 13 61743954 2xTMT6plex [N-Term; K7] 0.791 0.824 0.82 2.604174614 24.17 0 1271.722236 3 424.5788269 -0.24294386 -0.000102986 64.58307386
TPEMIIQKPK 5 61743954 3xTMT6plex [N-Term; K8; K10]; 1xOxidation [M4] 0.985 0.955 2.15509057 2.57 0 1888.154467 3 624.7251587 0.732146049 0.000456898 56.38319058

IGFSGPK 10 61743954 2xTMT6plex [N-Term; K7] 0.787 0.97 1.027 2.519286633 33.28 0 1163.718866 2 582.3630371 -0.058434431 -3.40E-05 44.94604271FKMPDMHFK 2 61743954 3xTMT6plex [N-Term; K2; K9] 1.083 2.316808462 2.28 1 1868.052979 4 467.76828 -0.903846321 -0.000422108 60.55304548IKFPTMK 6 61743954 3xTMT6plex [N-Term; K2; K7] 1.101 1.018 1.112 2.907539368 8.57 1 1551.989968 3 518.0007324 -1.497299869 -0.000774598 59.59762094APEVDIK 8 61743954 2xTMT6plex [N-Term; K7] 0.814 0.714 0.796 2.900661469 44.29 0 1229.75056 2 615.3786011 -0.515593636 -0.000317026 53.55552549ISMPDVGLNLK 2 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 0.929 3.49763155 30.57 0 1660.9708 3 548.9970093 0.358614395 0.000196637 78.76827157ISMPEVDLNLK 1 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 1.02 0 1732.991929 2 859.0011597 -1.148094054 -0.000985637 79.43348258FSVSGLK 6 61743954 2xTMT6plex [N-Term; K7] 0.818 0.838 0.801 2.671274662 39.08 0 1195.74508 2 598.3762817 0.172726249 0.000103268 56.9262541GPQVALK 12 61743954 2xTMT6plex [N-Term; K7] 0.887 0.91 0.892 2.880255699 27.11 0 1170.761065 2 585.8840332 -0.23485898 -0.000137482 38.82039244GPGVDLPSVNLSMPK 3 61743954 2xTMT6plex [N-Term; K15]; 1xOxidation [M13] 0.694 0.869 2.908216715 5.72 0 1985.114169 2 985.0602417 -3.071165725 -0.003023746 76.3297731LQVTMPGIK 2 61743954 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 0.927 1.667326093 11.99 0 1460.891093 2 722.9515381 -0.261858347 -0.000189179 66.77608642LPDMSVK 10 61743954 2xTMT6plex [N-Term; K7] 0.943 1.022 0.97 2.474474907 18.71 0 1247.743366 2 624.3754883 0.267845544 0.000167101 52.42017385VPDVELK 32 61743954 2xTMT6plex [N-Term; K7] 0.846 0.785 0.793 2.682145834 32.79 0 1257.78186 2 629.3942261 -0.54395089 -0.000342086 52.02165119VPDVDIK 12 61743954 2xTMT6plex [N-Term; K7] 0.839 0.867 0.881 2.562646627 33.46 0 1243.76621 2 622.3862305 -0.824369156 -0.000512661 50.90130188
ISMPEVDLNLKGPK 2 61743954 3xTMT6plex [N-Term; K11; K14]; 1xOxidation [M3] 2.845525503 12.75 1 2244.324051 4 557.8376465 -0.170707502 -9.51E-05 77.07238679

VESEIKVPDVELK 3 61743954 3xTMT6plex [N-Term; K6; K13] 1.574 1.771 1.74 3.189957857 1 2172.309447 3 724.7763672 2.348414268 0.001700494 67.60236787APDVDIK 10 61743954 2xTMT6plex [N-Term; K7] 0.966 0.854 0.964 2.911123991 32.75 0 1215.73491 2 608.3705444 -0.90255927 -0.000548636 39.35561189IGIPGVK 11 61743954 2xTMT6plex [N-Term; K7] 0.75 0.737 0.771 2.580199003 19.76 0 1141.770901 2 571.3893433 0.445556492 0.000254362 58.00101713LEVPDMNIR 4 61743954 1xTMT6plex [N-Term] 0.928 1.033 3.02060461 29.64 0 1315.724138 2 658.3650513 -0.997010619 -0.000655895 59.56126825VKGDVDISLPK 1 61743954 3xTMT6plex [N-Term; K2; K11] 20.86 1 1858.161661 2 929.5838623 -0.652570038 -0.00060629 54.77307976MPEINIK 2 61743954 2xTMT6plex [N-Term; K7] 1.029 2.131401539 26 0 1302.785565 2 651.8963623 -0.089731287 -5.85E-05 113.7793277VEGEIKAPDVDIK 1 61743954 3xTMT6plex [N-Term; K6; K13] 1.131 2.879407167 1 2100.251932 3 700.7548218 -0.961745559 -0.000673303 58.77297165APDVDIKGPK 3 61743954 3xTMT6plex [N-Term; K7; K10] 1.094 1.245 2.407925606 4.22 1 1727.067032 3 576.3602905 -0.413213822 -0.000237883 44.98764773MPEMSIK 6 61743954 2xTMT6plex [N-Term; K7] 0.839 0.978 0.891 2.643937588 29.86 0 1293.731086 2 647.3691406 -0.063282084 -4.09E-05 52.74165389GPEIDIK 10 61743954 2xTMT6plex [N-Term; K7] 0.628 0.684 0.696 2.640350342 26.27 0 1229.75056 2 615.3781128 -1.309707932 -0.000805307 46.85682847LEGGEVDLKGPK 1 61743954 3xTMT6plex [N-Term; K9; K12] 1.665 2.462293386 1 1929.162389 3 643.7246704 -1.519218677 -0.00097694 51.18307123GPQVDVK 6 61743954 2xTMT6plex [N-Term; K7] 0.757 0.781 0.772 2.581897974 33.04 0 1200.735244 2 600.8717041 0.739291305 0.000443847 32.24309125VPDVDIR 8 61743954 1xTMT6plex [N-Term] 0.885 0.831 0.843 2.508631468 27.95 0 1042.609426 2 521.8085327 0.348327647 0.000181585 43.14158376VEGDLKGPEVDIRDPK 2 61743954 3xTMT6plex [N-Term; K6; K16] 1.276 1.36 2.900533676 2 2454.4171 4 614.3586426 -1.776070375 -0.001089804 51.56780967GPALDIK 6 61743954 2xTMT6plex [N-Term; K7] 0.911 0.77 0.867 2.08010006 26.97 0 1171.74508 2 586.3708496 -9.095597182 -0.005328861 47.19319526GPEADIK 4 61743954 2xTMT6plex [N-Term; K7] 0.722 0.71 2.386536598 31.2 0 1187.703609 2 594.3555908 0.248901008 0.00014781 29.56559546GPEIDVK 18 61743954 2xTMT6plex [N-Term; K7] 0.827 0.712 0.704 2.857578278 29.69 0 1215.73491 2 608.3713989 0.503161962 0.000305856 39.5200225MPEMNIK 14 61743954 2xTMT6plex [N-Term; K7] 0.859 0.794 0.867 2.84457612 23.17 0 1320.741986 2 660.8746948 0.096535462 6.37E-05 51.88095833VPDVDIKGPK 4 61743954 3xTMT6plex [N-Term; K7; K10] 0.01 0.01 0.01 2.894973278 7.72 1 1755.098332 3 585.7059326 2.798989363 0.001637501 52.83081099GSGGEWK 6 61743954 2xTMT6plex [N-Term; K7] 1.06 0.957 1.104 2.096503973 17.85 0 1178.656994 2 589.8322754 0.238043173 0.000140286 27.10837725GPEVDIRDPK 8 61743954 2xTMT6plex [N-Term; K10] 0.746 0.833 0.813 3.2370193 24.74 1 1583.915727 2 792.4615479 0.057984856 4.59E-05 36.23438349VQTPEVDVK 8 61743954 2xTMT6plex [N-Term; K9] 0.772 0.936 0.915 3.868911266 31.58 0 1472.872465 2 736.9391479 -0.981898702 -0.000723106 55.27494608VPEVDVR 4 61743954 1xTMT6plex [N-Term] 0.717 0.771 2.380996943 24.54 0 1042.609426 2 521.8076782 -1.290813851 -0.000672907 35.20990869GLDLGGR 6 61743954 1xTMT6plex [N-Term] 0.772 1.044 1.212 2.391428947 25.86 0 916.5413461 2 458.7743835 0.157472267 7.22E-05 30.48913243ISMPDVDLHMK 6 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 0.766 0.819 0.75 2.815406084 24.29 0 1759.948684 2 872.4807129 0.217988147 0.000190081 66.22929721MQVGGDGVK 6 61743954 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 0.871 0.833 1.065 2.201946259 23.54 0 1364.760807 2 674.8867188 0.199330367 0.000134425 32.96640793
ISMPDVDLNLKGPK 2 61743954 3xTMT6plex [N-Term; K11; K14]; 1xOxidation [M3] 1.157 2.604868889 3.49 1 2230.308401 3 738.7750244 -1.339646726 -0.000988799 76.59424235

MPEMHFK 5 61743954 2xTMT6plex [N-Term; K7]; 1xOxidation [M] 0.639 0.71 0.69 2.575629234 18.39 0 1393.737235 3 459.9190369 0.172344059 7.91E-05 49.24202265FGVSTGR 6 61743954 1xTMT6plex [N-Term] 0.856 0.812 1.025 2.776426554 18.03 0 952.5413461 2 476.7741089 -0.425164287 -0.000202493 27.63353869
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MPDMHFK 4 61743954 2xTMT6plex [N-Term; K7]; 1xOxidation [M1] 0.771 0.829 2.492231846 9.87 0 1379.721585 3 455.2467957 -0.613119277 -0.000278709 49.23676418FNFSGSK 6 61743954 2xTMT6plex [N-Term; K7] 0.801 0.862 0.793 2.926151276 29.38 0 1244.703944 2 622.8551025 -0.815705518 -0.000507656 57.44753049LSGPSLK 6 61743954 2xTMT6plex [N-Term; K7] 0.84 0.83 0.873 2.640693665 21.47 0 1159.74508 2 580.3756714 -0.874473692 -0.000507083 42.4174873
VKGDMDVSVPK 9 61743954 3xTMT6plex [N-Term; K2; K11]; 1xOxidation [M5] 0.902 0.952 0.961 2.607312202 13.62 1 1878.097346 2 931.5534668 -1.489808618 -0.001387088 48.8160221

VDVNAPDVQAPDWHLK 2 61743954 2xTMT6plex [N-Term; K16] 100 1.283337951 3.81 0 2262.228287 3 754.7477417 0.169986229 0.000128183 3.202780577FKMPDVHFK 4 61743954 3xTMT6plex [N-Term; K2; K9] 2.553 1.88 2.097 2.590420485 7.96 1 1836.080908 4 459.7756042 -0.174751456 -8.02E-05 60.96600421VKVPEVDVR 11 61743954 2xTMT6plex [N-Term; K2] 1.112 1.051 1.041 3.55058527 13.54 1 1498.935734 3 500.3170776 0.63057417 0.000315063 46.10053211LKMPEMHFK 4 61743954 3xTMT6plex [N-Term; K2; K9] 1.707 1.636 3.346049786 4.8 1 1848.084279 4 462.7754517 -2.327831812 -0.001075507 57.74494682FNFSKPK 4 61743954 3xTMT6plex [N-Term; K5; K7] 0.848 0.957 0.663 2.685425758 2.34 0 1554.96111 3 518.9915771 -0.599567848 -0.000310768 50.75804707FSVPGFK 6 61743954 2xTMT6plex [N-Term; K7] 1.024 1.086 1.025 2.664684772 21.32 0 1239.750166 2 620.3789063 0.298576286 0.00018508 65.01449654FKMPEMSIK 5 61743954 3xTMT6plex [N-Term; K2; K9] 1.085 1.133 1.158 2.444060802 1.33 1 1798.057395 3 600.0234985 -0.808080173 -0.000484325 65.01011344GPEVDIR 10 61743954 1xTMT6plex [N-Term] 1.484 1.542 1.306 2.626111507 14.61 0 1014.578126 2 507.792511 -0.374704849 -0.000190084 41.60062576FKMPDLHLK 1 61743954 3xTMT6plex [N-Term; K2; K9] 1.634 2.669368029 3.73 1 1816.112208 4 454.782959 -1.212498044 -0.000550508 61.96812942MPDMNIK 6 61743954 2xTMT6plex [N-Term; K7] 0.893 0.877 0.904 2.460546732 22.33 0 1306.726335 2 653.866394 -0.630586558 -0.000412002 51.87071352VEGDMKVPDVDIK 1 61743954 3xTMT6plex [N-Term; K6; K13] 1.156 2.528078556 1 2132.224003 3 711.4105835 -3.191715181 -0.002268484 60.96222579GDLDASVPSMK 4 61743954 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 1.248 1.16 1.720531702 5.19 0 1593.855829 2 789.43396 -0.171864404 -0.000135589 48.27698174FKMPEMNIK 3 61743954 3xTMT6plex [N-Term; K2; K9] 1.123 2.034241915 2.24 1 1825.068294 3 609.0268555 -1.249927883 -0.000760401 65.13852772
FSMPGFKGEGPDGDVK 2 61743954 3xTMT6plex [N-Term; K7; K16]; 1xOxidation [M3] 1.12 2.027 1.796717763 3.82 1 2371.257094 3 791.0900879 -0.583495619 -0.000461206 50.67367989

LKGDVDVSGPK 6 61743954 3xTMT6plex [N-Term; K2; K11] 0.852 2.166455269 1.85 1 1802.09906 3 601.3727417 2.558970124 0.001537173 1.38069944FSMPSLKGEGPEVDVNLPK 1 61743954 3xTMT6plex [N-Term; K7; K19] 1.403 2.183979034 1 2731.530749 3 911.1827393 1.067314889 0.000971801 80.4988996728798446 AIM1 absent in melanoma 1 protein 202 NP_001615.2 29.83168891 1 39 39 207 1723 188.558 5.86 0.83 0.83 0.82 0.83 Significant 0.0000163 TLPIQAQSQGSR 6 728798446 1xTMT6plex [N-Term] 0.699 0.743 0.916 3.802883387 47.12 0 1514.848821 2 757.9272461 -1.059665148 -0.000802616 34.21382233SFVLPVESTQDVSSQVIPESSEVR 6 728798446 1xTMT6plex [N-Term] 0.671 0.981 6.765584469 60.59 0 2848.477748 3 950.1624146 -1.77565988 -0.001685976 76.86386176VVIYSEPDVSEK 8 728798446 2xTMT6plex [N-Term; K12] 0.831 0.806 0.988 4.311552048 51.35 0 1823.020252 2 912.0139771 0.233530901 0.000212866 53.72701701ISSVQPICLDSFTGPR 12 728798446 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.927 0.767 0.908 4.57543993 57.27 0 2006.057827 2 1003.531677 -0.872122323 -0.000874764 72.62698697GSSIDVLGIVANLK 6 728798446 2xTMT6plex [N-Term; K14] 0.837 0.874 0.9 4.359974861 43.33 0 1844.12572 3 615.3792725 -1.331659312 -0.000818582 101.1071315SLVLENVTDTAQDIPTTVDTK 6 728798446 2xTMT6plex [N-Term; K21] 0.787 1.022 0.78 5.097317219 60.49 0 2718.481326 3 906.8319702 0.011438199 1.04E-05 75.2089269SALFSSLLSSLPQDK 16 728798446 2xTMT6plex [N-Term; K15] 0.8 0.851 0.803 4.913949966 36.3 0 2051.178878 2 1026.092529 -0.534120287 -0.000547788 99.98751341HEEAESDKPVVIGSIR 2 728798446 2xTMT6plex [N-Term; K8] 1.277 6.226966381 16.79 0 2224.233767 4 556.8131104 -1.418481185 -0.000788758 41.23648616NLDSLGNEHNPFSQPVHK 4 728798446 2xTMT6plex [N-Term; K18] 0.855 0.894 6.044411659 27.62 0 2491.309391 4 623.5825195 -0.458708583 -0.000285696 48.75615733AALDGGVASAASPESKPSPGTK 4 728798446 3xTMT6plex [N-Term; K16; K22] 0.663 0.701 6.661792278 48.12 0 2685.50262 3 895.84021 1.28713068 0.001152198 42.18206261GTAAESGEEAAR 10 728798446 1xTMT6plex [N-Term] 0.731 0.713 5.084486008 93.05 0 1377.680752 2 689.3442993 0.413435995 0.000284791 15.25108698ALEAVPAPPASGPR 4 728798446 1xTMT6plex [N-Term] 0.693 0.708 3.962455511 37.36 0 1561.889957 2 781.4489136 0.379782478 0.000296589 53.54569546IAEDCCLTIVGSLVTSGSK 4 728798446 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C5; C6] 1.053 1.081 4.878429413 34.14 0 2468.314068 3 823.4415283 -1.635071126 -0.00134529 85.78843199
ESQPEMSPALHLMQNLDTK 4 728798446 2xTMT6plex [N-Term; K19] 1.286 0.923 4.797943115 26.1 0 2627.357329 3 876.4573975 0.118150207 0.000103474 72.22626814VTVSEEEILPATR 6 728798446 1xTMT6plex [N-Term] 0.609 0.767 0.783 5.284236908 59.38 0 1672.931882 2 836.9690552 -0.626378425 -0.000523944 54.53310335STDSPGADAELPESAAR 6 728798446 1xTMT6plex [N-Term] 0.851 0.76 0.66 4.216002941 86.42 0 1902.92423 2 951.9647827 -1.020046034 -0.000970535 30.63357069LGLALDQNADSQFWSLK 6 728798446 2xTMT6plex [N-Term; K17] 0.824 0.801 0.783 5.659508705 56.06 0 2364.296367 3 788.7703857 0.100315919 7.91E-05 92.16685297LLEKEDSEAADSK 6 728798446 3xTMT6plex [N-Term; K4; K13] 0.87 0.915 1.014 3.626878738 11.59 1 2122.18464 3 708.065918 -0.678335769 -0.000479851 40.38568341QFLLSPAEVPNWYEFSGCR 6 728798446 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.022 1.018 1.216 4.914317131 32.46 0 2529.243396 3 843.751709 -1.115925371 -0.000940816 93.97404485KIELNAETVNLR 2 728798446 2xTMT6plex [N-Term; K1] 0.773 4.482846737 22.69 1 1858.116218 3 620.0435791 -0.018171798 -1.13E-05 55.6728984SSSLLPEIKPEHK 4 728798446 3xTMT6plex [N-Term; K9; K13] 0.754 0.768 3.504040241 6.13 0 2152.294466 4 538.8292236 0.278373271 0.000149785 52.17096002SGPQVIPPASEK 6 728798446 2xTMT6plex [N-Term; K12] 0.493 0.972 0.759 3.11658597 41.1 0 1667.973242 2 834.4892578 -1.200903557 -0.001001537 40.14711875

SNLPNCANSDTDFMGLFK 3 728798446 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C6] 0.856 0.86 2.73088479 11.88 0 2489.220501 3 830.4083862 -3.975476897 -0.003298613 82.47788749
EQSNLLPDNSLK 8 728798446 2xTMT6plex [N-Term; K12] 0.669 0.644 0.998 3.918228865 43.78 0 1816.021649 2 908.5130005 -1.610313093 -0.001462182 50.38462369LKPNLVLDIK 6 728798446 3xTMT6plex [N-Term; K2; K10] 0.837 0.903 0.822 5.158083439 26.31 0 1840.223867 3 614.0787354 -1.203193455 -0.000738048 75.54867844SPEAVGSECPSR 4 728798446 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.62 0.515 3.802963734 40.94 0 1504.726323 2 752.8665771 -0.295756855 -0.000222517 19.15482312KVEFPTDPK 6 728798446 3xTMT6plex [N-Term; K1; K9] 0.908 0.826 0.773 3.791641235 16.54 1 1748.056133 3 583.3568115 -0.143948288 -8.39E-05 49.03104002ANHIESVIK 6 728798446 2xTMT6plex [N-Term; K9] 0.846 0.803 0.906 3.849361181 24.1 0 1468.888784 3 490.3009644 -0.302591727 -0.000148158 36.79578673MPLLELGGETTPPLSTER 2 728798446 1xTMT6plex [N-Term] 0.731 3.170875549 1.65 0 2170.162686 2 1085.584839 -0.131260033 -0.000142428 82.5314435VVVYEKPFFEGK 4 728798446 3xTMT6plex [N-Term; K6; K12] 1.017 0.998 0.989 3.138795376 5.2 0 2129.261375 3 710.4247437 -0.796920937 -0.000565618 82.59372444QIGSLRPFVQK 2 728798446 2xTMT6plex [N-Term; K11] 1.083 2.725550652 4.32 0 1731.068146 3 577.6936035 -1.090802306 -0.000629418 54.34276569SPSHMEK 6 728798446 2xTMT6plex [N-Term; K7] 0.902 0.856 0.805 2.649458647 17.68 0 1273.697478 3 425.2375488 0.482904603 0.000205025 19.57161136HVELNLK 4 728798446 2xTMT6plex [N-Term; K7] 0.687 0.683 3.320288658 33.3 0 1310.819642 3 437.6109009 -1.138831944 -0.000497601 41.24686669ETGYGVK 6 728798446 2xTMT6plex [N-Term; K7] 0.851 0.943 0.945 2.874164104 30.92 0 1211.703609 2 606.355835 0.646941933 0.000391951 26.53417112IELNAETVNLR 2 728798446 1xTMT6plex [N-Term] 1.095 3.095536947 5.42 0 1500.858323 2 750.9328613 0.082070538 6.16E-05 58.3484259EMEQPEKK 2 728798446 3xTMT6plex [N-Term; K7; K8] 1.099 2.375636101 2.65 1 1705.976168 3 569.3306274 0.680551253 0.000387001 40.86876314ETAIETK 6 728798446 2xTMT6plex [N-Term; K7] 0.843 0.852 0.752 2.713626385 27.7 0 1249.740389 2 625.3725586 -2.038993476 -0.001274106 26.95951608TKEDLDSR 4 728798446 2xTMT6plex [N-Term; K2] 0.785 0.866 2.525053501 6.69 1 1421.800029 3 474.6043701 -1.035109303 -0.000490573 20.13496176SNLHLPETK 2 728798446 2xTMT6plex [N-Term; K9] 1.244 2.414379835 12.15 0 1496.883699 3 499.6335449 1.591723944 0.000794209 38.245994094502013 AK2 adenylate kinase 2, mitochondrial isoform a 204 NP_001616.1 73.22175732 1 16 16 159 239 26.461 7.81 0.95 0.97 0.93 0.95 Significant 0.000148 LDSVIEFSIPDSLLIR 2 4502013 1xTMT6plex [N-Term] 1.161 4.387904167 20.5 0 2046.168423 3 682.7278442 0.271783514 0.000185372 109.7071475EKLDSVIEFSIPDSLLIR 23 4502013 2xTMT6plex [N-Term; K2] 0.986 0.971 0.958 7.347365856 41.08 1 2532.468911 3 844.8228149 -5.930870746 -0.005006582 101.5379298AMVASGSELGKK 6 4502013 3xTMT6plex [N-Term; K11; K12] 1.918 1.921 1.18 3.562883615 17.1 1 1865.11333 3 622.3754883 -0.76058984 -0.000472862 39.97774757AMVASGSELGK 14 4502013 2xTMT6plex [N-Term; K11] 0.893 0.815 0.765 4.35973835 70.08 0 1507.855435 2 754.430481 -1.160539596 -0.000874963 41.06707144QAEMLDDLMEK 6 4502013 2xTMT6plex [N-Term; K11] 0.955 1.14 0.827 4.270635605 52.98 0 1780.922528 2 890.9630737 -2.053727214 -0.001828765 69.53382627

LAENFCVCHLATGDMLR 12 4502013 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C8] 1.266 0.971 1.076 5.015350342 51.52 0 2236.08743 3 746.0331421 -1.143510953 -0.00085233 76.70029185
LAENFCVCHLATGDMLR 10 4502013 1xTMT6plex [N-Term]; 1xOxidation [M15]; 2xCarbamidomethyl [C6; C8] 0.979 1.174 1.364 3.677218914 32.06 0 2252.082345 3 746.0331421 -1.143510953 -0.00085233 76.70029185
LQAYHTQTTPLIEYYR 6 4502013 1xTMT6plex [N-Term] 0.976 0.833 0.948 5.359469414 27.91 0 2226.175634 3 742.729126 -1.261926628 -0.000936423 56.55517139GIHSAIDASQTPDVVFASILAAFSK 8 4502013 2xTMT6plex [N-Term; K25] 1.186 2.637 1.013 8.139732361 54.43 0 3003.655543 3 1001.890076 0.043657064 4.37E-05 112.7564135AVLLGPPGAGK 18 4502013 2xTMT6plex [N-Term; K11] 0.955 0.914 0.92 3.958893776 54.93 0 1437.919356 2 719.4628296 -0.677103558 -0.00048681 57.3528846LVSDEMVVELIEK 14 4502013 2xTMT6plex [N-Term; K13] 0.882 1.026 3.354069948 31.22 0 1962.123337 3 654.7128906 0.398580959 0.000260688 102.7935913LVSDEMVVELIEK 8 4502013 2xTMT6plex [N-Term; K13]; 1xOxidation [M6] 1.376 0.947 0.786 3.794675827 29.32 0 1978.118252 3 654.7128906 0.398580959 0.000260688 102.7935913APSVPAAEPEYPK 6 4502013 2xTMT6plex [N-Term; K13] 1.094 1.069 1.157 37.69 0 1814.010021 2 907.508728 0.087085896 7.90E-05 46.53425477SYHEEFNPPKEPMKDDITGEPLIR 4 4502013 3xTMT6plex [N-Term; K10; K14] 0.89 0.887 7.435517311 12.31 2 3529.860416 5 706.7793579 2.058818176 0.001453468 58.79696926SYHEEFNPPK 4 4502013 2xTMT6plex [N-Term; K10] 0.63 0.608 4.112059593 25.34 0 1705.894992 3 569.3024902 -1.215975711 -0.000691442 44.30484404

NLETPLCK 7 4502013 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 0.915 0.902 0.993 3.697733402 30.16 0 1432.823407 2 716.9151611 -0.252323052 -0.000180767 49.64026921
AMVASGSELGK 3 4502013 2xTMT6plex [N-Term; K11]; 1xOxidation [M2] 0.646 2.300028086 27.12 0 1523.85035 2 754.430481 -1.160539596 -0.000874963 41.06707144ATMDAGK 6 4502013 2xTMT6plex [N-Term; K7] 0.885 1.145 1.01 2.918473959 34.21 0 1151.649465 2 576.3283081 -0.10922513 -6.29E-05 112.4431884EPMKDDITGEPLIR 2 4502013 2xTMT6plex [N-Term; K4] 0.814 3.505927086 4.57 1 2072.146197 3 691.3868408 -0.11003522 -7.60E-05 55.98804418

4502023 AKT2 RAC-beta serine/threonine-protein kinase isoform 1 208 NP_001617.1 7.692307692 1 2 3 20 481 55.733 6.37 1.03 0.78 0.98 0.93 Significant 0.00668 FYGAEIVSALEYLHSR 8 4502023 1xTMT6plex [N-Term] 1.211 0.639 1.456 5.243443966 39.55 0 2084.101406 3 695.3708496 -1.636615121 -0.001136957 102.1936934LENLMLDKDGHIK 6 4502023 3xTMT6plex [N-Term; K8; K13] 1.022 1.126 0.974 4.43367672 20.76 1 2213.293085 4 554.0790405 0.56338195 0.000311732 61.60543584SLLAGLLK 6 4502023 2xTMT6plex [N-Term; K8] 0.954 0.808 0.886 3.383513927 42.79 0 1272.86553 2 636.9364624 0.093030006 5.92E-05 84.1324796268163411 ALCAM CD166 antigen isoform 1 precursor 214 NP_001618.2 35.33447684 1 14 14 84 583 65.061 6.25 1.14 1.12 1.11 1.12 Significant 0.0000616 SVQYDDVPEYK 6 68163411 2xTMT6plex [N-Term; K11] 0.957 0.853 0.639 4.528561592 67.38 0 1800.942001 2 900.9750366 0.441531258 0.000397586 42.38030902
FVCMLVTEDNVFEAPTIVK 8 68163411 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C3] 1.098 1.193 1.246 5.324185848 56.2 0 2670.428703 3 890.8140259 -0.441391032 -0.000392901 104.355257

ADIQMPFTCSVTYYGPSGQK 6 68163411 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9] 2.078 1.757 1.572 5.101739883 43.77 0 2708.34643 3 903.4536133 -0.052946052 -4.78E-05 74.3053089
SSPSFSSLHYQDAGNYVCETALQEVEGLK 8 68163411 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C18] 1.342 0.914 1.085 5.670506477 41.43 0 3674.804862 3 1225.608887 1.971521352 0.002414985 85.20331466SSNTYTLTDVR 6 68163411 1xTMT6plex [N-Term] 0.715 1.386 1.156 4.355918884 67.79 0 1485.774653 2 743.3909302 -0.046479752 -3.45E-05 35.03758449EMDPVTQLYTMTSTLEYK 14 68163411 2xTMT6plex [N-Term; K18] 1.222 1.203 5.924024105 60.2 0 2608.329048 3 870.1138916 -0.738681845 -0.000642242 98.44460033ESLTLIVEGKPQIK 8 68163411 3xTMT6plex [N-Term; K10; K14] 1.105 1.163 0.917 4.099786282 9.8 0 2242.398931 3 748.1369019 -1.238947074 -0.000926071 71.40905382LDVPQNLMFGK 9 68163411 2xTMT6plex [N-Term; K11] 1.084 1.048 100 3.766998053 31.45 0 1719.986784 3 574.0007324 0.500187346 0.000286772 77.82208283SVQYDDVPEYKDR 6 68163411 2xTMT6plex [N-Term; K11] 1.704 1.416 1.42 4.103103638 14.98 1 2072.070055 3 691.3638306 3.321841943 0.002294363 36.32306293WKYEKPDGSPVFIAFR 6 68163411 3xTMT6plex [N-Term; K2; K5] 1.935 1.5 1.854 3.739920855 6.34 1 2627.49529 4 657.6293335 0.08131104 5.34E-05 72.39271209KTDPSGLSK 2 68163411 3xTMT6plex [N-Term; K1; K9] 1.044 2.570027351 10.99 1 1619.993533 3 540.6687622 -1.110707463 -0.00059978 30.93403763TIHSEQAVFDIYYPTEQVTIQVLPPK 1 68163411 2xTMT6plex [N-Term; K26] 1.560624957 0 3474.892478 3 1158.968994 -0.014126516 -1.64E-05 99.97453896ALFLETEQLKK 1 68163411 3xTMT6plex [N-Term; K10; K11] 1.262 1.879998088 1 2007.245724 3 669.7529297 -0.74165683 -0.000496229 69.47642021EMDPVTQLYTMTSTLEYK 1 68163411 2xTMT6plex [N-Term; K18]; 1xOxidation [M11] 0.8 1.809536099 0 2624.323963 3 870.1138916 -0.738681845 -0.000642242 98.44460033DLGNMEENK 2 68163411 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 1.129 1.654855251 9.94 0 1523.777579 2 762.390686 -2.286245535 -0.001741865 22.447549544502049 AKR1B1 aldose reductase 231 NP_001619.1 68.67088608 1 16 17 167 316 35.83 6.98 1.06 1.03 1.03 1.04 Significant 0.0000924 HIDCAHVYQNENEVGVAIQEK 10 4502049 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C4] 0.96 1.032 0.989 7.060482979 50.07 0 2911.477261 3 971.1641235 0.191062962 0.000185425 44.95452982

VFDFELSSQDMTTLLSYNR 15 4502049 1xTMT6plex [N-Term] 1.06 0.674 0.896 5.182382584 65.96 0 2495.232556 3 832.4140625 -1.972581669 -0.001640683 101.4243307
YKPAVNQIECHPYLTQEK 4 4502049 3xTMT6plex [N-Term; K2; K18]; 1xCarbamidomethyl [C10] 1.155 1.27 4.976217747 30.92 0 2905.58491 4 727.1514893 -0.269501245 -0.000195765 51.24584119

AIGISNFNHLQVEMILNKPGLK 6 4502049 3xTMT6plex [N-Term; K18; K22] 1.127 0.784 5.735312939 25.92 0 3123.831957 5 625.5721436 -0.110613044 -6.91E-05 90.33492837LDYLDLYLIHWPTGFKPGK 4 4502049 3xTMT6plex [N-Term; K16; K19] 1.026 0.983 4.756213665 26.85 0 2963.700198 4 741.6801147 -0.529269332 -0.000392149 108.6105801
VCALLSCTSHK 8 4502049 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C2; C7] 1.095 1.038 1.112 5.397070885 54.24 0 1733.944268 3 578.6524658 -0.820873594 -0.00047445 60.06632244
MPILGLGTWK 54 4502049 2xTMT6plex [N-Term; K10] 0.895 0.999 0.914 4.237482071 49.02 0 1573.954027 2 787.4802856 -0.465357263 -0.000366225 92.19751952GIVVTAYSPLGSPDRPWAKPEDPSLLEDPR 14 4502049 2xTMT6plex [N-Term; K19] 0.922 0.967 100 4.268152714 20.81 0 3721.000131 4 931.0040894 -1.505922582 -0.001400885 76.72173899REELFIVSK 14 4502049 2xTMT6plex [N-Term; K9] 1.104 1.19 1.167 4.809814453 24.92 1 1578.961949 3 526.9925537 0.733832005 0.000386231 54.21334681

LWCTYHEK 6 4502049 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.311 1.24 1.296 3.369738817 29.17 0 1594.845205 3 532.2863159 -0.508347827 -0.000270245 46.57550737
SPPGQVTEAVK 14 4502049 2xTMT6plex [N-Term; K11] 0.974 0.948 1.071 3.839500189 53.63 0 1570.920478 2 785.9632568 -0.790121551 -0.000620609 49.00749637EELFIVSK 6 4502049 2xTMT6plex [N-Term; K8] 1.094 1.123 1.137 3.755040169 40.59 0 1422.860838 2 711.9317017 -3.311307445 -0.002355765 64.91906157

LIQYCQSK 8 4502049 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.284 1.153 3.271635532 29.03 0 1497.849956 2 749.4282227 -0.525805336 -0.000393789 40.21308467TTAQVLIR 6 4502049 1xTMT6plex [N-Term] 1.043 1.111 1.125 2.673808813 18.1 0 1130.709474 2 565.8582764 -0.175010141 -9.89E-05 36.76105545VAIDVGYR 6 4502049 1xTMT6plex [N-Term] 1.092 0.934 1.011 2.199692726 19.52 0 1121.651625 2 561.3293457 -0.187227251 -0.000105002 43.55430019NLVVIPK 10 4502049 2xTMT6plex [N-Term; K7] 0.987 0.954 0.928 2.79934454 27.17 0 1240.839315 2 620.9224243 -1.40472434 -0.000871519 58.9904904MPILGLGTWK 4 4502049 2xTMT6plex [N-Term; K10]; 1xOxidation [M1] 1.176 2.083962917 13.16 0 1589.948942 2 787.4802856 -0.465357263 -0.000366225 92.19751952DYPFHEEF 7 4502049 1xTMT6plex [N-Term] 0.932 0.903 0.938 2.481251001 33.07 0 1312.604734 2 656.8052368 -1.171020603 -0.000768544 53.02584998156071462 SLC25A6 ADP/ATP translocase 3 293 NP_001627.2 61.74496644 1 1 20 426 298 32.845 9.74 1.02 1.03 1.06 1.04 Significant 0.000134 YFPTQALNFAFK 80 156071462 2xTMT6plex [N-Term; K12] 1.066 1.045 1.074 4.603917599 67.8 0 1905.067477 2 953.0367432 -0.665121782 -0.000633551 95.00176701AAYFGVYDTAK 12 156071462 2xTMT6plex [N-Term; K11] 0.77 0.77 0.832 4.534658432 58.92 0 1663.909579 2 832.4593506 1.109021727 0.000922656 56.64972288
KGADIMYTGTVDCWR 6 156071462 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C13] 1.084 1.014 0.987 5.677231789 47.2 1 2231.135315 3 744.3829956 -0.395177104 -0.000293898 56.18055778

DFLAGGIAAAISK 18 156071462 2xTMT6plex [N-Term; K13] 1.074 1.082 1.138 5.649170399 88.36 0 1692.009628 2 846.5084839 0.03756092 3.18E-05 82.27848236GADIMYTGTVDCWR 6 156071462 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.157 0.907 1.005 4.999915123 52.88 0 1873.87742 2 937.4417114 -0.679910235 -0.000637034 57.76276854LLLQVQHASK 34 156071462 2xTMT6plex [N-Term; K10] 1.112 1.113 1.186 4.617786884 56.4 0 1595.004483 2 798.005188 -0.867303793 -0.000691677 50.02536672YFAGNLASGGAAGATSLCFVYPLDFAR 44 156071462 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.24 1.01 0.734 8.634692192 86.97 0 3025.507943 3 1009.173401 -0.758234096 -0.000764681 104.0820935GMGGAFVLVLYDEIKK 4 156071462 3xTMT6plex [N-Term; K15; K16] 0.891 3.976313829 10.78 1 2427.42885 3 809.8137817 -0.848006382 -0.000686158 109.9946331GMGGAFVLVLYDEIK 94 156071462 2xTMT6plex [N-Term; K15]; 1xOxidation [M2] 1.078 1.001 1.003 4.397531509 56.25 0 2086.16587 2 1043.586426 -0.141665389 -0.000147769 100.67834AFFKGAWSNVLR 4 156071462 2xTMT6plex [N-Term; K4] 0.01 0.954 3.444610357 7.1 1 1854.079045 3 618.697998 0.213750663 0.000132104 75.41946389GMGGAFVLVLYDEIK 16 156071462 2xTMT6plex [N-Term; K15] 0.873 0.905 3.789060593 26.47 0 2070.170955 2 1043.586426 -0.141665389 -0.000147769 100.67834EQGVLSFWR 20 156071462 1xTMT6plex [N-Term] 1.085 1.25 1.264 3.750448942 46.05 0 1350.736751 2 675.871582 -0.639560224 -0.000431939 68.09613357QIFLGGVDK 26 156071462 2xTMT6plex [N-Term; K9] 0.937 0.979 0.862 3.721011639 45.93 0 1434.872072 2 717.9397583 0.117328622 8.42E-05 61.5591744
GMGGAFVLVLYDEIKK 4 156071462 3xTMT6plex [N-Term; K15; K16]; 1xOxidation [M2] 1.21 3.244151354 5.73 1 2443.423765 3 809.8137817 -0.848006382 -0.000686158 109.9946331

GLGDCLVK 24 156071462 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.21 1.172 1.258 3.566852808 45.65 0 1319.775729 2 660.3915405 0.057331474 3.78E-05 48.37348092TAVAPIER 6 156071462 1xTMT6plex [N-Term] 1.091 1.292 1.145 3.239257097 58.12 0 1085.651625 2 543.3296509 0.368762689 0.000200174 26.08538074GADIMYTGTVDCWR 4 156071462 1xTMT6plex [N-Term]; 1xOxidation [M5]; 1xCarbamidomethyl [C12] 1.179 1.201 2.414115429 18.92 0 1889.872335 2 937.4417114 -0.679910235 -0.000637034 57.76276854GAWSNVLR 22 156071462 1xTMT6plex [N-Term] 0.807 0.969 1.03 3.070936203 42.49 0 1131.647208 2 566.3273926 0.265459277 0.000150203 46.77312533GNLANVIR 8 156071462 1xTMT6plex [N-Term] 1.385 1.074 0.954 2.603879929 38.81 0 1085.662858 2 543.3348999 -0.308572141 -0.000167503 39.81868095LAADVGK 30 156071462 2xTMT6plex [N-Term; K7] 0.75 0.911 1.115 3.096413136 28.36 0 1131.71378 2 566.3605957 0.118922516 6.73E-05 37.98940085DEGGKAFFKGAWSNVLR 2 156071462 3xTMT6plex [N-Term; K5; K9] 0.291 0.847 3.584572077 2 2569.449403 4 643.1166992 -1.726395155 -0.001108971 70.90262032MMMQSGR 6 156071462 1xTMT6plex [N-Term] 1.036 1.136 2.436966896 33.49 0 1069.515407 2 535.2610474 -0.551037819 -0.000294672 23.07197364GMLPDPK 9 156071462 2xTMT6plex [N-Term; K7] 0.94 0.937 0.952 2.371750593 22 0 1215.717151 2 608.3620605 -0.252152608 -0.000153273 52.86507329MMMQSGR 6 156071462 1xTMT6plex [N-Term]; 1xOxidation [M] 1.339 0.999 0.915 1.370088458 14.38 0 1085.510322 2 535.2610474 -0.551037819 -0.000294672 23.0719736423510451 APEH acylamino-acid-releasing enzyme 327 NP_001631.3 40.71038251 1 20 20 203 732 81.173 5.48 1.11 1.13 1.14 1.12 Significant 0.0000613 QPALSAACLGPEVTTQYGGQYR 6 23510451 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.972 0.841 6.641313076 56.55 0 2596.302702 3 866.1052856 -0.538510554 -0.000466045 60.54914918GSTGFGQDSILSLPGNVGHQDVK 8 23510451 2xTMT6plex [N-Term; K23] 1.306 1.185 1.178 8.041910172 66.6 0 2771.472827 3 924.4915771 -4.564055098 -0.004216385 65.00519421QDLFAVDTQVGTVTSLTAGGSGGSWK 2 23510451 2xTMT6plex [N-Term; K26] 0.751 6.762699127 80.02 0 3040.59915 3 1014.202271 -2.266542291 -0.002297216 85.73018617LLTIDQDLMVAQFSTPSLPPTLK 28 23510451 2xTMT6plex [N-Term; K23] 1.052 1.216 1.155 7.014404774 68.15 0 2986.693902 3 996.2356567 -0.497230451 -0.000495025 112.0636971EQSVLWVSLEEAEPIPDIHWGIR 4 23510451 1xTMT6plex [N-Term] 0.561 4.985462666 23.64 0 2932.540623 3 978.1825562 -2.560320191 -0.002502748 103.5883504TPLLLMLGQEDR 18 23510451 1xTMT6plex [N-Term] 1.155 1.122 1.052 4.322544098 41.44 0 1614.908644 3 538.9747314 0.617512292 0.000332409 90.16869024QVLLSEPEEAAALYR 16 23510451 1xTMT6plex [N-Term] 0.979 1.031 1.057 4.669800282 57.67 0 1918.048308 2 959.5292358 1.505066205 0.001443395 65.60462867QLGENFSGIYCSLLPLGCWSADSQR 6 23510451 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C18] 1.315 1.026 5.701973915 50.66 0 3087.486556 3 1029.834351 0.629057901 0.000647403 99.20001401
VLQPPPEQENVQYAGLDFEAILLQPGSPPDK 8 23510451 2xTMT6plex [N-Term; K31] 1.027 1.098 1.001 6.539125443 40.07 0 3848.052226 5 770.4178467 2.053178588 0.001580148 104.2019791ALDVSASDDEIAR 16 23510451 1xTMT6plex [N-Term] 0.996 1.052 0.998 5.597587585 83.76 0 1590.817246 2 795.9117432 -0.65129535 -0.000518046 38.96110802SALYYVDLIGGK 22 23510451 2xTMT6plex [N-Term; K12] 1.243 1.213 1.291 4.274742126 38.52 0 1757.024943 3 586.3462524 -0.420720141 -0.000246405 86.09965246VTSVVVDVVPR 12 23510451 1xTMT6plex [N-Term] 1.214 1.118 1.035 3.997269392 49.56 0 1398.851781 2 699.928833 -0.994819032 -0.000695802 60.35124014KAGGTGPGEEK 10 23510451 3xTMT6plex [N-Term; K1; K11] 1.75 1.305 1.3 4.126710892 32.36 1 1718.00516 3 573.3397217 -0.319079913 -0.000182727 21.91454087SFNLSALEK 14 23510451 2xTMT6plex [N-Term; K9] 1.159 1.132 1.163 4.030945778 50.72 0 1466.861901 2 733.9343262 -0.357979336 -0.000262553 67.0957968VGFLPSAGK 6 23510451 2xTMT6plex [N-Term; K9] 0.927 0.888 1.056 3.433604717 32.09 0 1333.824393 2 667.4139404 -2.840689257 -0.00189449 57.29743029AGGTGPGEEK 6 23510451 2xTMT6plex [N-Term; K10] 1.035 0.889 1.189 3.491845131 44.43 0 1360.747265 2 680.876709 -0.825767781 -0.000561831 18.70527842ESPSGTMK 4 23510451 2xTMT6plex [N-Term; K8] 1.13 1.17 3.016732931 34.56 0 1294.707708 2 647.8574829 -0.014867979 -9.62E-06 21.76945976AESFFQTK 2 23510451 2xTMT6plex [N-Term; K8] 1.151 2.705762148 8.56 0 1415.793487 2 708.3996582 -1.022164435 -0.000723587 113.7337364TVHTEWTQR 9 23510451 1xTMT6plex [N-Term] 1.613 1.111 1.144 3.334444523 20.4 0 1386.732729 3 462.9163208 1.211936741 0.000560211 23.20921808VVFDSAQR 6 23510451 1xTMT6plex [N-Term] 1.014 1.09 1.177 3.045130014 23.21 0 1150.641788 2 575.8233032 -2.136663828 -0.001229267 32.0158668518375501 APEX1 DNA-(apurinic or apyrimidinic site) lyase 328 NP_001632.2 52.51572327 1 16 16 191 318 35.532 8.12 1.12 1.14 1 1.09 Significant 0.00161

EEAPDILCLQETK 12 18375501 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 0.788 0.745 0.789 5.06353426 53.64 0 2004.072364 2 1002.541504 1.680229996 0.001683651 62.09694207
LDYFLLSHSLLPALCDSK 36 18375501 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C15] 1.481 1.336 1.378 6.248422146 42.83 0 2550.404203 3 850.8111572 5.769861762 0.00490516 108.992776

LPAELQELPGLSHQYWSAPSDK 16 18375501 2xTMT6plex [N-Term; K22] 0.885 0.863 0.765 6.706776142 63.25 0 2924.555829 3 975.5239258 0.477136985 0.000465138 85.81419565GAVAEDGDELR 10 18375501 1xTMT6plex [N-Term] 0.91 1.064 0.957 4.121119976 60.59 0 1360.690589 2 680.8487549 -0.261421941 -0.000177857 25.47660729LPAELQELPGLSHQYWSAPSDKEGYSGVGLLSR 6 18375501 2xTMT6plex [N-Term; K22] 1.598 1.61 1.303 8.759860992 29.46 1 4043.127851 4 1011.53595 -1.454733091 -0.001470418 90.56127174QGFGELLQAVPLADSFR 22 18375501 1xTMT6plex [N-Term] 0.87 1.104 0.956 6.054219723 65.91 0 2077.127956 2 1039.06665 -0.929831378 -0.000965689 100.5250812GLDWVKEEAPDILCLQETK 14 18375501 3xTMT6plex [N-Term; K6; K19]; 1xCarbamidomethyl [C14] 1.353 1.455 1.643 6.758078098 33.64 1 2931.610456 3 977.8711548 -3.938137315 -0.003848362 90.65333107
KGAVAEDGDELRTEPEAK 2 18375501 3xTMT6plex [N-Term; K1; K18] 1.211 3.716125011 1.66 2 2602.429121 4 651.3619385 -1.22836919 -0.000799186 47.89289524EGYSGVGLLSR 4 18375501 1xTMT6plex [N-Term] 0.998 0.855 3.680966854 65.44 0 1366.752795 2 683.8795166 -0.759944943 -0.000519328 44.52483657EAAGEGPALYEDPPDQK 8 18375501 2xTMT6plex [N-Term; K17] 0.795 0.803 0.779 5.67568779 45.11 0 2245.138863 3 749.0512695 0.174712467 0.000130751 45.39709716GAVAEDGDELRTEPEAK 10 18375501 2xTMT6plex [N-Term; K17] 1.577 1.348 2.711 4.539523125 26.65 1 2245.171226 3 749.0605469 -1.843260306 -0.001379478 33.03395041VSYGIGDEEHDQEGR 20 18375501 1xTMT6plex [N-Term] 1.235 1.108 1.18 6.290903091 68.03 0 1919.893264 2 960.4497681 -0.523267208 -0.000502309 26.28419636ICSWNVDGLR 14 18375501 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.124 1.098 1.116 3.959589243 51.59 0 1448.75175 2 724.8800659 0.76307479 0.000552753 57.16247336KGAVAEDGDELR 8 18375501 2xTMT6plex [N-Term; K1] 0.751 1.031 1.037 4.635015965 39.94 1 1717.948484 2 859.4772339 -0.752447803 -0.000646333 26.57647369TSPSGKPATLK 5 18375501 3xTMT6plex [N-Term; K6; K11] 1.5 2.203 1.371 2.443141937 2.54 0 1774.104146 3 592.0392456 -0.542337718 -0.000320721 32.18769504NAGFTPQER 4 18375501 1xTMT6plex [N-Term] 1.089 1.061 3.13081646 31.82 0 1248.653416 2 624.829895 -0.722539118 -0.0004511 21.437359824502147 APLP2 amyloid-like protein 2 isoform 1 precursor 334 NP_001633.1 11.00917431 1 6 7 23 763 86.9 4.79 1.3 1.28 1.38 1.32 Significant 0.000535 MALENYLAALQSDPPRPHR 6 4502147 1xTMT6plex [N-Term] 1.228 1.128 2.081 4.759410381 24.06 0 2408.270614 4 602.8231812 0.116705894 7.03E-05 74.88736688NKVDENMVIDETLDVK 4 4502147 3xTMT6plex [N-Term; K2; K16] 1.318 1.421 4.35508728 9.89 1 2549.409965 3 850.4767456 2.242976408 0.001906089 73.25726272QQLVETHLAR 2 4502147 1xTMT6plex [N-Term] 1.449 3.975846291 35.57 0 1423.821878 3 475.2789001 0.189166537 8.98E-05 31.17545979FIYGGCGGNR 3 4502147 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.6 1.028 2.725286961 30.19 0 1329.657121 2 665.3323975 0.298709997 0.000198591 36.2202327VSIDNWCR 4 4502147 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.516 1.367 2.877350569 22.86 0 1278.646222 2 639.8253784 -2.144357067 -0.001370937 43.95722073VEAMLNDR 3 4502147 1xTMT6plex [N-Term] 1.07 0.965 2.805511475 23.63 0 1176.624424 2 588.815918 0.115242806 6.78E-05 38.9931496AVCSQEAMTGPCR 1 4502147 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C12] 1.032 1.224023581 0 1695.781412 2 848.395874 1.804251924 0.001529808 24.75537113

11863154 ARCN1 coatomer subunit delta isoform 1 372 NP_001646.2 55.96868885 1 28 28 243 511 57.174 6.21 1.08 1.16 1.09 1.11 Significant 0.000514 KAPGFGGFGSSAVSGGSTAAMITETIIETDKPK 6 11863154 4xTMT6plex [N-Term; K1; K31; K33] 1.067 1.076 0.979 9.698967934 26.75 1 4129.266097 5 826.6589966 -0.053404125 -4.41E-05 94.23099644
KAPGFGGFGSSAVSGGSTAAMITETIIETDKPK 2 11863154 4xTMT6plex [N-Term; K1; K31; K33]; 1xOxidation [M21] 0.942 7.865279198 17.38 1 4145.261012 5 826.6589966 -0.053404125 -4.41E-05 94.23099644

SFPVNSDVGVLK 12 11863154 2xTMT6plex [N-Term; K12] 1.118 1.152 1.092 4.923098564 70.29 0 1720.004542 2 860.5053711 -0.625947475 -0.000538316 64.34020503NSNILEDLETLR 18 11863154 1xTMT6plex [N-Term] 1.823 1.177 1.228 4.909169197 57.26 0 1645.89583 2 823.4512329 -0.38961742 -0.000320635 83.2510456NTLEWCLPVIDAK 10 11863154 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 1.278 1.378 1.412 4.485453606 51.19 0 2017.119255 2 1009.062622 -0.638068063 -0.00064353 86.81758449DGGLQNMELHGMIMLR 4 11863154 1xTMT6plex [N-Term] 0.824 1.474 5.117965698 34.11 0 2044.033937 3 682.0148315 -1.954943614 -0.00133199 67.0966945VTQVDGNSPVR 14 11863154 1xTMT6plex [N-Term] 1.135 1.204 1.446 4.573804855 49.79 0 1400.769508 2 700.8879395 -0.64651161 -0.000452807 25.6699699SEGETIMSSSMGK 18 11863154 2xTMT6plex [N-Term; K13] 0.915 0.982 0.86 5.811853409 70.27 0 1801.907607 2 901.4570313 -0.455439556 -0.00041033 42.5865755IEGLLAAFPK 36 11863154 2xTMT6plex [N-Term; K10] 1.157 1.145 1.129 3.823108912 58.89 0 1516.950322 2 758.9796143 1.074501651 0.000814983 93.22047348GVQLQTHPNVDK 2 11863154 2xTMT6plex [N-Term; K12] 0.892 4.211366653 35.33 0 1794.027403 3 598.6799927 -1.102593334 -0.000659361 35.93587573
VLLAAAVCTK 6 11863154 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.178 1.229 1.27 50.11 0 1503.933292 2 752.4681396 -2.852050119 -0.002144647 64.58593173

MHAPPINMESVHMK 6 11863154 2xTMT6plex [N-Term; K14] 1.137 1.119 1.049 4.761312485 31.11 0 2080.090613 4 520.7778931 -0.418786744 -0.000217779 54.19999145FSTETTFLVDKYEIL 24 11863154 2xTMT6plex [N-Term; K11] 1.095 1.18 1.282 4.398313999 46.34 1 2264.246623 2 1132.625 -1.722118059 -0.00194965 98.43885227GVQLQTHPNVDKK 4 11863154 3xTMT6plex [N-Term; K12; K13] 1.247 4.188838482 21.24 1 2151.285298 4 538.5761108 -1.247784581 -0.000671085 36.47850272FSTETTFLVDK 2 11863154 2xTMT6plex [N-Term; K11] 1.066 3.37549305 24.56 0 1745.972573 2 873.4859009 -4.609581107 -0.004024101 70.47974001QHTFVETESVR 6 11863154 1xTMT6plex [N-Term] 1.253 1.185 1.087 4.459918022 40.24 0 1561.817186 3 521.2767944 -0.868385385 -0.000452086 26.3895177TFTEMDSHEEK 8 11863154 2xTMT6plex [N-Term; K11]; 1xOxidation [M5] 1.148 1.069 1.106 3.364980698 34.77 0 1827.883501 3 609.9656372 -0.624924349 -0.000380763 24.32703242LYMVLITTK 10 11863154 2xTMT6plex [N-Term; K9] 1.303 1.143 1.137 3.846307516 40.95 0 1539.958444 2 770.4815674 -1.679028668 -0.001292817 88.55899886
NYCNIQVTK 2 11863154 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.157 3.331994295 32.27 0 1597.877234 2 799.4422607 0.007055845 5.64E-06 41.79466055

KNYCNIQVTK 3 11863154 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C4] 1.006 1.32 4.249372959 12.72 1 1955.135129 3 652.383606 0.581070371 0.00037869 39.00620636
GKEVDNFVDK 6 11863154 3xTMT6plex [N-Term; K2; K10] 1.173 1.352 1.255 3.298104286 17.04 1 1838.062675 3 613.3587036 -0.607824843 -0.000372407 41.68967361
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

EVDNFVDK 6 11863154 2xTMT6plex [N-Term; K8] 0.863 0.979 0.964 3.404649734 41.62 0 1423.783316 2 712.3952026 -0.131695996 -9.38E-05 41.29976783VAPAPARPSGPSK 11 11863154 2xTMT6plex [N-Term; K13] 1.203 1.331 0.966 3.640153408 17.98 0 1693.01611 3 565.010376 0.274486276 0.000154903 27.93300313YVYQPMEK 6 11863154 2xTMT6plex [N-Term; K8] 1.063 1.185 1.25 3.394859552 26.01 0 1515.828158 2 758.4176636 -0.070833598 -5.37E-05 43.93078624LFTAESLIGLK 6 11863154 2xTMT6plex [N-Term; K11] 0.743 100 2.300566912 29.92 0 1650.024215 3 550.6798706 0.511208501 0.000281169 95.83842296LHVENEDKK 7 11863154 3xTMT6plex [N-Term; K8; K9] 1.179 1.044 4.01169014 5.6 1 1799.063009 4 450.5212097 -0.000107174 -4.82E-08 27.32067367VIPEYCR 4 11863154 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.591 0.582 2.642952919 13.1 0 1165.623696 2 583.3154297 -0.096982414 -5.65E-05 36.1666142ITLTCGR 2 11863154 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.288 2.419471502 7.8 0 1049.597481 2 525.3010864 -2.462704498 -0.001292424 41.53347396ISDDKYGR 2 11863154 2xTMT6plex [N-Term; K5] 1.248 1.098 2.436670303 1 1411.79455 3 471.2697449 0.093362834 4.39E-05 22.231790734502203 ARF3 ADP-ribosylation factor 3 377 NP_001650.1 54.6961326 1 4 9 217 181 20.588 7.43 1.08 1.05 1.13 1.08 Significant 0.000461 ILMVGLDAAGK 37 4502203 2xTMT6plex [N-Term; K11] 1.125 1.161 1.218 4.932910442 67.82 0 1545.943856 2 773.4754639 -0.132738084 -0.000102603 81.82537626LGEIVTTIPTIGFNVETVEYK 37 4502203 2xTMT6plex [N-Term; K21] 1.035 1.133 1.107 6.630281448 50.22 0 2781.569019 3 927.8606567 -0.576007694 -0.000534068 105.0055698HYFQNTQGLIFVVDSNDR 6 4502203 1xTMT6plex [N-Term] 0.724 0.855 0.865 6.595530987 41.57 0 2382.203974 3 794.737793 -2.161113745 -0.001716071 68.31605166MLAEDELRDAVLLVFANK 5 4502203 2xTMT6plex [N-Term; K18] 4.879 1.482 4.647771835 26.41 1 2505.415102 3 835.8076782 -2.642377316 -0.002206751 112.4630138QDLPNAMNAAEITDK 18 4502203 2xTMT6plex [N-Term; K15] 1.189 1.104 1.043 5.763807774 75.35 0 2089.099975 2 1045.052856 -0.736680577 -0.0007695 56.79107705DAVLLVFANK 40 4502203 2xTMT6plex [N-Term; K10] 0.941 0.983 0.982 4.454999924 60.74 0 1547.956136 2 774.4829102 1.555685232 0.001204066 85.12442995QDLPNAMNAAEITDK 6 4502203 2xTMT6plex [N-Term; K15]; 1xOxidation [M7] 0.772 1.056 0.967 3.977577448 34.84 0 2105.09489 2 1045.052856 -0.736680577 -0.0007695 56.79107705ILMVGLDAAGK 28 4502203 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 1.258 1.412 1.221 3.954637051 47.02 0 1561.938771 2 773.4754639 -0.132738084 -0.000102603 81.82537626NISFTVWDVGGQDK 2 4502203 2xTMT6plex [N-Term; K14] 1.24 3.595084429 30.65 0 2024.085312 3 675.3647461 -2.779788341 -0.00187551 75.97601788MLAEDELR 12 4502203 1xTMT6plex [N-Term] 1.049 1.155 1.127 3.236333132 34.96 0 1205.639739 2 603.3240356 0.875268978 0.00052763 40.38445747MLAEDELRDAVLLVFANK 5 4502203 2xTMT6plex [N-Term; K18]; 1xOxidation [M1] 1.368 2.258 2.968509197 16.32 1 2521.410017 3 835.8076782 -2.642377316 -0.002206751 112.4630138MLAEDELR 20 4502203 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.879 0.913 0.931 2.745558739 23.19 0 1221.634654 2 603.3240356 0.875268978 0.00052763 40.38445747LKLGEIVTTIPTIGFNVETVEYK 1 4502203 3xTMT6plex [N-Term; K2; K23] 100 3.335945606 1 3251.910978 4 813.7315674 -2.010635837 -0.001634602 107.6909914502205 ARF4 ADP-ribosylation factor 4 378 NP_001651.1 64.44444444 1 6 10 213 180 20.498 7.14 1.07 1.1 1.07 1.08 Significant 0.0000857 ILMVGLDAAGK 37 4502205 2xTMT6plex [N-Term; K11] 1.125 1.161 1.218 4.932910442 67.82 0 1545.943856 2 773.4754639 -0.132738084 -0.000102603 81.82537626NICFTVWDVGGQDR 14 4502205 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.939 1.526 1.195 4.547879696 35.12 0 1895.927148 2 948.4655151 -1.790156635 -0.001697003 73.49266384LGEIVTTIPTIGFNVETVEYK 37 4502205 2xTMT6plex [N-Term; K21] 1.035 1.133 1.107 6.630281448 50.22 0 2781.569019 3 927.8606567 -0.576007694 -0.000534068 105.0055698HYFQNTQGLIFVVDSNDR 6 4502205 1xTMT6plex [N-Term] 0.724 0.855 0.865 6.595530987 41.57 0 2382.203974 3 794.737793 -2.161113745 -0.001716071 68.31605166QDLPNAMAISEMTDK 20 4502205 2xTMT6plex [N-Term; K15] 1.08 1.104 1.041 4.573060989 67.06 0 2122.092447 2 1061.549072 -0.74414701 -0.000789574 67.94884216DAVLLLFANK 32 4502205 2xTMT6plex [N-Term; K10] 0.974 0.96 0.986 4.131589413 59.44 0 1561.971786 2 781.4886475 -1.1314661 -0.000883659 94.79997438IQEVADELQK 20 4502205 2xTMT6plex [N-Term; K10] 1.01 1.025 1.015 4.435549259 53.87 0 1630.941608 2 815.9733276 -1.366656263 -0.001114468 61.53954525ILMVGLDAAGK 28 4502205 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 1.258 1.412 1.221 3.954637051 47.02 0 1561.938771 2 773.4754639 -0.132738084 -0.000102603 81.82537626MLLVDELR 10 4502205 1xTMT6plex [N-Term] 0.996 0.964 0.967 3.272125244 46.07 0 1217.71251 2 609.3600464 0.2510473 0.000152852 75.42363815LKLGEIVTTIPTIGFNVETVEYK 1 4502205 3xTMT6plex [N-Term; K2; K23] 100 3.335945606 1 3251.910978 4 813.7315674 -2.010635837 -0.001634602 107.690991LGLQSLR 6 4502205 1xTMT6plex [N-Term] 0.853 0.98 0.904 2.75915575 20.97 0 1015.646146 2 508.3270569 0.680965053 0.00034581 46.40760938MLLVDELR 2 4502205 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.284 2.023506641 27.95 0 1233.707425 2 609.3600464 0.2510473 0.000152852 75.423638154502209 ARF5 ADP-ribosylation factor 5 381 NP_001653.1 52.77777778 1 4 9 203 180 20.517 6.79 1.1 1.14 1.07 1.1 Significant 0.000338 ILMVGLDAAGK 37 4502209 2xTMT6plex [N-Term; K11] 1.125 1.161 1.218 4.932910442 67.82 0 1545.943856 2 773.4754639 -0.132738084 -0.000102603 81.82537626LGEIVTTIPTIGFNVETVEYK 37 4502209 2xTMT6plex [N-Term; K21] 1.035 1.133 1.107 6.630281448 50.22 0 2781.569019 3 927.8606567 -0.576007694 -0.000534068 105.0055698HYFQNTQGLIFVVDSNDR 6 4502209 1xTMT6plex [N-Term] 0.724 0.855 0.865 6.595530987 41.57 0 2382.203974 3 794.737793 -2.161113745 -0.001716071 68.31605166QDMPNAMPVSELTDK 4 4502209 2xTMT6plex [N-Term; K15] 0.889 0.92 3.503863335 22.3 0 2134.092447 3 712.0357056 0.05453804 3.88E-05 61.4728338DAVLLVFANK 40 4502209 2xTMT6plex [N-Term; K10] 0.941 0.983 0.982 4.454999924 60.74 0 1547.956136 2 774.4829102 1.555685232 0.001204066 85.12442995MLQEDELRDAVLLVFANK 12 4502209 2xTMT6plex [N-Term; K18] 2.36 2.076 2.231 4.120216846 14.84 1 2562.436565 4 641.3640137 -0.913408953 -0.000585138 111.7736225ILMVGLDAAGK 28 4502209 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 1.258 1.412 1.221 3.954637051 47.02 0 1561.938771 2 773.4754639 -0.132738084 -0.000102603 81.82537626VQESADELQK 14 4502209 2xTMT6plex [N-Term; K10] 1.008 1.112 1.097 4.353246212 51.03 0 1604.889572 2 802.947998 -0.531211782 -0.000426268 35.37694758MLQEDELRDAVLLVFANK 18 4502209 2xTMT6plex [N-Term; K18]; 1xOxidation [M1] 2.572 2.347 2.023 3.487093925 11.57 1 2578.43148 4 641.3640137 -0.913408953 -0.000585138 111.7736225MLQEDELR 6 4502209 1xTMT6plex [N-Term] 1.426 1.37 1.295 3.058160782 27.33 0 1262.661203 2 631.8322144 -3.208310394 -0.002025505 38.31035463LKLGEIVTTIPTIGFNVETVEYK 1 4502209 3xTMT6plex [N-Term; K2; K23] 100 3.335945606 1 3251.910978 4 813.7315674 -2.010635837 -0.001634602 107.6909914502211 ARF6 ADP-ribosylation factor 6 382 NP_001654.1 65.71428571 1 8 8 66 175 20.069 8.95 0.97 0.98 1.02 0.99 Significant 0.000238 FNVWDVGGQDK 10 4502211 2xTMT6plex [N-Term; K11] 0.943 0.905 3.864559174 63.92 0 1722.921541 2 861.9630127 -1.620560953 -0.00139605 67.48573606HYYTGTQGLIFVVDCADRDR 4 4502211 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.153 1.144 6.267072678 27.59 1 2615.287386 4 654.5772095 -0.14458043 -9.45E-05 59.84057268HYYTGTQGLIFVVDCADR 4 4502211 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.753 1.2 4.539566517 16.31 0 2344.159332 3 782.0565186 -1.84706128 -0.001443269 64.70281719LGQSVTTIPTVGFNVETVTYK 6 4502211 2xTMT6plex [N-Term; K21] 0.954 0.935 6.160102367 50.27 0 2712.522403 3 904.8457642 0.123822191 0.000111957 85.656008
NWYVQPSCATSGDGLYEGLTWLTSNYK 8 4502211 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C8] 0.783 1.178 1.459 3.673715591 41.37 0 3568.745891 3 1190.246826 -5.594509945 -0.006655128 103.1281683

ILMLGLDAAGK 10 4502211 2xTMT6plex [N-Term; K11] 1.005 1.088 1 4.564398289 63.14 0 1559.959506 2 780.4828491 -0.695375622 -0.000542379 87.19933037DAIILIFANK 36 4502211 2xTMT6plex [N-Term; K10] 1.03 0.97 0.984 3.443660736 30.68 0 1575.987436 3 526.0020752 2.688254895 0.001412219 97.94061127QDLPDAMKPHEIQEK 6 4502211 3xTMT6plex [N-Term; K8; K15] 0.973 0.908 1.007 5.617032051 32.3 0 2466.362956 4 617.3466797 0.783842458 0.00048331 46.2045907
10835049 RHOA transforming protein RhoA isoform 1 precursor 387 NP_001655.1 71.50259067 1 3 10 170 193 21.754 6.1 0.93 0.92 1.09 0.98 Significant 0.00314

IGAFGYMECSAK 12 10835049 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 0.945 0.933 0.996 5.026351929 53.37 0 1791.917384 2 896.4611206 -1.350061719 -0.0012096 61.6035095
DQFPEVYVPTVFENYVADIEVDGK 8 10835049 2xTMT6plex [N-Term; K24] 1.265 1.668 3.013 5.798724174 60.65 0 3231.650182 3 1077.884521 -3.456805732 -0.003723729 112.2653262

HFCPNVPIILVGNKK 14 10835049 3xTMT6plex [N-Term; K14; K15]; 1xCarbamidomethyl [C3] 1.67 1.578 1.728 5.928996563 21.3 1 2423.456403 4 606.6184082 -1.898122654 -0.001150004 71.2950293
LVIVGDGACGK 26 10835049 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.047 1.058 1.259 3.83623004 58.11 0 1546.90272 2 773.9553223 0.418792495 0.000323916 54.13966624

QVELALWDTAGQEDYDR 18 10835049 1xTMT6plex [N-Term] 0.886 0.695 0.981 5.435295105 43.33 0 2238.087607 3 746.7003174 -0.539662325 -0.000402604 75.4158815
HFCPNVPIILVGNK 34 10835049 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 0.83 0.834 0.849 5.205572605 56.75 0 2066.198508 2 1033.601318 -1.523518306 -0.001573946 81.29531006

LRPLSYPDTDVILMCFSIDSPDSLENIPEK 5 10835049 2xTMT6plex [N-Term; K30]; 1xOxidation [M14]; 1xCarbamidomethyl [C15] 2.376 1.851 3.894891977 15.3 0 3939.017163 4 985.5081787 -1.593861106 -0.001569562 98.96925256
TCLLIVFSK 22 10835049 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.72 1.764 1.732 3.944938183 56.78 0 1538.938043 2 769.972168 -0.639195648 -0.000491841 87.17310077

MKQEPVKPEEGR 5 10835049 3xTMT6plex [N-Term; K2; K7] 0.164 0.616 1.18 4.364589691 19.53 1 2115.21992 4 529.5623779 3.669329451 0.00194036 27.53422059
IGAFGYMECSAK 2 10835049 2xTMT6plex [N-Term; K12]; 1xOxidation [M7]; 1xCarbamidomethyl [C9] 1.316 2.030124426 29.03 0 1807.912299 2 896.4611206 -1.350061719 -0.0012096 61.6035095EVFEMATR 18 10835049 1xTMT6plex [N-Term] 0.936 0.938 0.887 3.72497201 46.8 0 1211.629175 2 606.3182983 0.119929175 7.27E-05 45.0003398EVFEMATR 6 10835049 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.149 1.039 0.993 2.189712763 18.52 0 1227.62409 2 606.3182983 0.119929175 7.27E-05 45.000339846249393 RHOG rho-related GTP-binding protein RhoG precursor 391 NP_001656.2 53.92670157 1 8 9 70 191 21.295 8.12 0.92 1.01 1 0.98 Significant 0.000849 TVNLNLWDTAGQEEYDR 12 46249393 1xTMT6plex [N-Term] 0.984 1.097 1.006 5.094732761 41.14 0 2253.098506 2 1127.052368 -0.464263712 -0.000523016 66.85075681
CVVVGDGAVGK 18 46249393 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.324 1.363 1.255 4.275764465 65.96 0 1518.87142 2 759.9396362 0.379150552 0.00028794 40.53725829

LKEQGQAPITPQQGQALAK 6 46249393 3xTMT6plex [N-Term; K2; K19] 1.049 1.186 1.23 6.470976353 42.62 1 2693.59171 3 898.5340576 -1.518522062 -0.001363426 49.57014329EYIPTVFDNYSAQSAVDGR 12 46249393 1xTMT6plex [N-Term] 0.99 0.998 0.934 5.355652809 42.84 0 2361.156021 3 787.7233887 -0.172718097 -0.000135938 68.21157711EQGQAPITPQQGQALAK 4 46249393 2xTMT6plex [N-Term; K17] 0.82 100 4.492110729 43.53 0 2223.249751 3 741.7548218 0.072457911 5.37E-05 44.91212209
WHPEVCHHCPDVPILLVGTK 4 46249393 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C6; C9] 0.967 1.134 4.975060463 16.77 0 2852.510416 4 713.8828735 -0.263669282 -0.00018803 66.71743398

AVLNPTPIK 4 46249393 2xTMT6plex [N-Term; K9] 0.88 0.814 3.383263111 26.8 0 1410.908457 2 705.9572754 -0.838458898 -0.000591494 51.37261369AQPDTLR 4 46249393 1xTMT6plex [N-Term] 0.791 1.27 2.530635118 21.17 0 1029.589025 2 515.2977295 -0.817982326 -0.000421093 31.49840143AVLNPTPIKR 6 46249393 2xTMT6plex [N-Term; K9] 1.131 0.88 0.887 3.252792597 7.94 1 1567.009568 3 523.0078125 -0.436410864 -0.000227953 38.99666224148612885 ARL2 ADP-ribosylation factor-like protein 2 isoform 1 402 NP_001658.2 44.02173913 1 7 7 43 184 20.865 6.34 1.05 1.07 1.09 1.07 Significant 0.000116 LAGATLLIFANK 10 148612885 2xTMT6plex [N-Term; K12] 1.241 1.109 1.236 5.178160667 61.97 0 1690.066749 2 845.5357056 -1.546724228 -0.001307034 97.06465253LNIWDVGGQK 12 148612885 2xTMT6plex [N-Term; K10] 1.025 1.225 1.084 4.310649872 40.85 0 1587.925898 2 794.4664917 -0.120447411 -9.56E-05 75.50267526QDLPGALSSNAIR 2 148612885 1xTMT6plex [N-Term] 0.911 3.176599503 21.05 0 1570.875036 2 785.9404907 -0.847104103 -0.000665347 57.37611492ELQSLLVEER 6 148612885 1xTMT6plex [N-Term] 1.198 0.976 1.273 4.378395557 47.91 0 1444.820875 2 722.9137573 -0.440685467 -0.000318356 59.07733017LLMLGLDNAGK 4 148612885 2xTMT6plex [N-Term; K11] 1.029 0.903 3.325287104 27.84 0 1602.96532 3 534.9935303 0.447645563 0.000239187 79.02488998NYFESTDGLIWVVDSADR 5 148612885 1xTMT6plex [N-Term] 0.896 1.313 1.73 3.422594547 25.56 0 2316.134557 2 1158.569702 -1.048822107 -0.001214607 90.18413026GLLTILK 4 148612885 2xTMT6plex [N-Term; K7] 1.023 1.035 0.948 39.51 0 1215.844066 2 608.425415 -0.421618108 -0.000256311 80.40534846
168229250 ASNS asparagine synthetase [glutamine-hydrolyzing] isoform a 440 NP_001664.3 13.90374332 1 6 6 37 561 64.329 6.86 0.79 0.69 0.71 0.73 Significant 0.00175

EAQVQYPLQTFAIGMEDSPDLLAAR 5 168229250 1xTMT6plex [N-Term] 1.077 1.271 5.644623756 65.57 0 2992.528738 3 998.1800537 -1.046000711 -0.001043396 97.50233787LAVVDPLFGMQPIR 8 168229250 1xTMT6plex [N-Term] 0.866 0.5 0.344 4.002397537 30.89 0 1785.029428 2 893.0178223 -0.593698195 -0.000529884 96.16570758LFPGFEIETVK 10 168229250 2xTMT6plex [N-Term; K11] 0.784 0.767 3.66501689 32.23 0 1738.01913 3 580.0109863 -0.416523393 -0.000241309 88.67205159ELYLFDVLR 6 168229250 1xTMT6plex [N-Term] 0.673 0.852 0.809 3.545883894 25.88 0 1396.803768 2 698.9052124 -0.44389579 -0.000310018 91.62237652ETFEDSNLIPK 6 168229250 2xTMT6plex [N-Term; K11] 0.818 0.631 2.720500231 16.1 0 1750.962737 3 584.3237305 -3.483085974 -0.002032918 58.72769574ILFNNAVK 2 168229250 2xTMT6plex [N-Term; K8] 0.751 2.614988565 5.12 0 1376.866592 2 688.9371948 0.378147339 0.000260329 59.73800569
4502277 ATP1B1 sodium/potassium-transporting ATPase subunit beta-1 481 NP_001668.1 42.24422442 1 12 12 133 303 35.039 8.53 0.93 0.9 0.89 0.9 Significant 0.000176

VGNVEYFGLGNSPGFPLQYYPYYGK 16 4502277 2xTMT6plex [N-Term; K25] 0.733 0.701 0.578 5.279900074 50.42 0 3287.681757 3 1096.561279 -3.793782457 -0.004157583 100.8848466AYGENIGYSEK 21 4502277 2xTMT6plex [N-Term; K11] 0.871 0.823 0.899 4.546262264 61.43 0 1688.889572 2 844.9480591 -0.432512551 -0.000365233 36.42945344SYEAYVLNIVR 16 4502277 1xTMT6plex [N-Term] 0.87 1.069 0.985 4.435209751 64.28 0 1555.868159 2 778.4376831 -0.044797538 -3.48E-05 75.93448212YNPNVLPVQCTGK 12 4502277 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 0.788 0.857 0.809 4.413975716 54.73 0 1948.072639 2 974.5388794 -1.10704339 -0.0010783 52.72469275
VAPPGLTQIPQIQK 25 4502277 2xTMT6plex [N-Term; K14] 0.821 0.839 0.846 4.273555279 45.97 0 1948.199554 2 974.6029663 -0.46069347 -0.000448761 70.0540925

DDMIFEDCGDVPSEPK 7 4502277 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C8] 0.837 0.723 0.824 3.817886114 27.64 0 2312.08267 3 771.3644409 -1.687191442 -0.001300309 67.83426949
AYGENIGYSEKDR 4 4502277 2xTMT6plex [N-Term; K11] 1.314 1.581 3.980320692 11.15 1 1960.017626 3 654.0102539 -0.72318291 -0.000472484 30.47948095KFIWNSEK 4 4502277 3xTMT6plex [N-Term; K1; K8] 1.035 1.066 3.318949938 14.1 1 1739.045903 3 580.3536987 0.368179704 0.000213427 54.19906973AKEEGSWK 13 4502277 3xTMT6plex [N-Term; K2; K8] 1.607 1.802 1.694 3.195925713 22.38 1 1621.951668 2 811.4788208 -0.803321371 -0.000651474 31.70960887

EGKPCIIIK 6 4502277 3xTMT6plex [N-Term; K3; K9]; 1xCarbamidomethyl [C5] 0.813 0.753 0.627 2.759691 8.01 0 1745.096224 3 582.369812 -0.768544923 -0.000447062 51.03280749
TEISFRPNDPK 3 4502277 2xTMT6plex [N-Term; K11] 0.885 0.941 0.858 2.696015835 0 1761.989955 3 588.0005493 -1.623187904 -0.000953347 42.14250912FIWNSEK 6 4502277 2xTMT6plex [N-Term; K7] 0.893 1.246 0.906 2.845870256 21.08 0 1381.788008 2 691.3970337 -0.880697459 -0.000608469 59.48715648

4502281 ATP1B3 sodium/potassium-transporting ATPase subunit beta-3 483 NP_001670.1 45.16129032 1 8 8 54 279 31.492 8.35 1.36 1.42 1.4 1.39 Significant 0.00016
SDPTSYAGYIEDLKK 6 4502281 3xTMT6plex [N-Term; K14; K15] 1.515 1.713 1.554 5.903564453 31.02 1 2374.310903 3 792.1079712 -0.649858356 -0.000514322 66.90724917DQIPSPGLMVFPKPVTALEYTFSR 4 4502281 2xTMT6plex [N-Term; K13] 5.378 3.284 4.275929928 14.33 0 3151.726599 3 1051.244629 -2.305295533 -0.002421887 106.3018702SLNQSLAEWK 6 4502281 2xTMT6plex [N-Term; K10] 0.989 1.237 1.099 4.399610996 61.6 0 1633.931377 2 817.4695435 0.265001375 0.000216497 60.7808683

GPVYVACQFPISLLQACSGMNDPDFGYSQGNPCILVK 4 4502281 2xTMT6plex [N-Term; K37]; 3xCarbamidomethyl [C7; C17; C33] 100 100 3.386139631 15.99 0 4561.24284 4 1141.066162 -0.004624288 -5.27E-06 111.4819216LFIYNPTTGEFLGR 6 4502281 1xTMT6plex [N-Term] 1.375 1.403 1.252 4.123247623 42.22 0 1857.010801 2 929.0078735 -1.25481752 -0.001165105 83.7678123IDGSANLK 8 4502281 2xTMT6plex [N-Term; K8] 1.169 1.431 1.543 2.821966887 25.48 0 1275.767272 2 638.3874512 0.277075418 0.000176742 38.56644802IIGLKPEGVPR 14 4502281 2xTMT6plex [N-Term; K5] 1.322 1.238 1.443 3.737178802 10.87 0 1637.051433 3 546.3553467 0.032924477 1.80E-05 56.53931691YFPYYGK 6 4502281 2xTMT6plex [N-Term; K7] 1.484 1.46 1.351 2.858108044 25.35 0 1395.771295 2 698.3889771 -0.44244959 -0.000308779 65.0511668
48255945 ATP2B1 plasma membrane calcium-transporting ATPase 1 isoform 1b 490 NP_001673.2 23.44262295 1 10 23 129 1220 134.6 5.91 1.02 0.96 1.07 1.02 Significant 0.000977

KADVGFAMGIAGTDVAK 6 48255945 3xTMT6plex [N-Term; K1; K17] 0.845 1.021 0.926 6.969270706 36.74 1 2338.340764 3 780.118103 -0.431022708 -0.000335959 65.2837638EEIPEEELAEDVEEIDHAER 4 48255945 1xTMT6plex [N-Term] 1.057 0.79 4.775343418 31.08 0 2610.225616 3 870.746521 -0.232275599 -0.000202097 74.19758644GGQVIQIPVADITVGDIAQVK 14 48255945 2xTMT6plex [N-Term; K21] 1.029 0.999 1.114 5.371722698 48.14 0 2579.517258 3 860.5046387 -6.937617617 -0.005965235 98.3376985TSPNEGLSGNPADLER 5 48255945 1xTMT6plex [N-Term] 1.052 0.947 4.547789097 83.89 0 1885.9453 2 943.473877 -2.557032672 -0.002411212 36.15311078HLDACETMGNATAICSDK 4 48255945 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C5; C15] 0.856 100 6.283657551 52.95 0 2452.167086 3 818.06073 0.224654922 0.00018363 42.36204633
IDESSLTGESDHVK 2 48255945 2xTMT6plex [N-Term; K14] 0.727 5.16983223 56.04 0 1975.038421 3 659.0166626 -1.512034905 -0.000995442 40.84200885GIIDSTVSDQR 6 48255945 1xTMT6plex [N-Term] 1.185 1.29 1.014 4.510243416 53.78 0 1419.764088 2 710.3850708 -0.861515267 -0.000611574 31.8866859MVTGDNINTAR 8 48255945 1xTMT6plex [N-Term] 0.981 0.923 1.031 3.946007013 50.42 0 1420.741579 2 710.873291 -1.600001566 -0.001136594 28.64275177SLDKDPLLLSGTHVMEGSGR 6 48255945 2xTMT6plex [N-Term; K4] 0.963 0.903 1.07 6.926212311 46.42 1 2570.401242 4 643.3560791 0.484004687 0.000311022 67.02059828EASDIILTDDNFTSIVK 12 48255945 2xTMT6plex [N-Term; K17] 1.041 0.986 0.946 4.842560291 51.84 0 2339.274628 3 780.4295044 -0.285685314 -0.000222765 81.98243347IDESSLTGESDHVKK 6 48255945 3xTMT6plex [N-Term; K14; K15] 1.236 1.213 1.327 5.097887993 25.2 1 2332.296316 4 583.8302612 1.243071841 0.000724803 41.35326575YGDLLPADGILIQGNDLK 14 48255945 2xTMT6plex [N-Term; K18] 0.783 0.7 0.785 5.163167953 50.95 0 2373.342983 3 791.7861938 0.440594965 0.000348561 86.84907001QVVAVTGDGTNDGPALK 4 48255945 2xTMT6plex [N-Term; K17] 0.995 0.66 3.226033926 46.46 0 2100.170104 2 1050.58606 -2.505130116 -0.0026306 49.49257591MTVVQAYINEK 2 48255945 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 0.879 2.939011097 22.24 0 1769.987178 3 590.668457 2.056446394 0.001213295 51.7861863GASEIILK 8 48255945 2xTMT6plex [N-Term; K8] 0.981 0.885 2.651297808 43.47 0 1288.824059 2 644.9155884 -0.12314496 -7.94E-05 54.26231941VYTFNSVR 6 48255945 1xTMT6plex [N-Term] 0.849 0.953 1.14 3.448723793 36.65 0 1214.673088 2 607.8395996 -0.9598313 -0.000582941 52.40550582RGQILWFR 2 48255945 1xTMT6plex [N-Term] 1.351 4.090342999 26.31 1 1304.778891 3 435.5977173 -0.224079753 -9.75E-05 51.69928345NVYDSISK 6 48255945 2xTMT6plex [N-Term; K8] 0.561 0.467 0.658 3.774831057 35.46 0 1383.788402 2 692.397644 -0.281902972 -0.000195047 37.23932639SEEGGDGDEK 4 48255945 2xTMT6plex [N-Term; K10] 0.69 1.311 2.901857376 28.2 0 1480.716753 2 740.8621216 0.144480072 0.000106967 16.24142981SATSSSPGSPLHSLETSL 8 48255945 1xTMT6plex [N-Term] 0.93 1.145 2.468511343 28.36 0 1987.01813 2 994.0110474 -1.66688637 -0.001656067 59.68613982GQILWFR 4 48255945 1xTMT6plex [N-Term] 0.651 0.786 2.635300398 18.76 0 1148.67778 2 574.8424683 -0.104569414 -6.01E-05 73.28797279GEIEQER 3 48255945 1xTMT6plex [N-Term] 1.92 1.078 1.863504291 11.06 0 1089.573768 2 545.2902832 -0.439221064 -0.000239282 17.12667515IDKIWPK 6 48255945 3xTMT6plex [N-Term; K3; K7] 1.246 1.413 2.44011879 2.1 1 1587.023711 3 529.6791382 -0.535240408 -0.000283146 57.79236694

48255957 ATP2B4 plasma membrane calcium-transporting ATPase 4 isoform 4b 493 NP_001675.3 35.18672199 1 20 34 199 1205 133.846 6.42 0.86 0.92 0.9 0.89 Significant 0.00039
KADVGFAMGIAGTDVAK 6 48255957 3xTMT6plex [N-Term; K1; K17] 0.845 1.021 0.926 6.969270706 36.74 1 2338.340764 3 780.118103 -0.431022708 -0.000335959 65.2837638DALTQINVHYGGVQNLCSR 6 48255957 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.77 1.153 0.928 5.392911911 31.4 0 2374.213493 3 792.0753174 -0.882019064 -0.000698034 51.83206531TPLLDEEEEENPDK 6 48255957 2xTMT6plex [N-Term; K14] 0.782 0.782 0.772 3.680360794 39.64 0 2116.06978 2 1058.539063 0.504661996 0.00053395 48.31128227DAEGLDEIDHAEMELR 6 48255957 1xTMT6plex [N-Term] 0.852 0.743 0.844 6.270014286 54.64 0 2071.980365 3 691.3309937 -0.934759326 -0.000645601 57.26304973SIHSFMTHPEFAIEEELPR 4 48255957 1xTMT6plex [N-Term] 0.921 1.102 7.753640652 51 0 2499.25396 4 625.5679932 -1.527545344 -0.000954431 69.42785275VLLLDGEVTPYANTNNNAVDCNQVQLPQSDSSLQSLETSV 5 48255957 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 100 0.274 4.102587223 45.04 0 4562.24056 4 1141.316895 1.137111235 0.001296944 97.90773506

HLDACETMGNATAICSDK 4 48255957 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C5; C15] 0.856 100 6.283657551 52.95 0 2452.167086 3 818.06073 0.224654922 0.00018363 42.36204633
IDESSLTGESDHVK 2 48255957 2xTMT6plex [N-Term; K14] 0.727 5.16983223 56.04 0 1975.038421 3 659.0166626 -1.512034905 -0.000995442 40.84200885SLDKDPMLLSGTHVMEGSGR 6 48255957 2xTMT6plex [N-Term; K4] 0.721 0.659 0.854 5.477374554 32.61 1 2588.357663 4 647.8446045 -0.415317893 -0.000268748 66.34091627MVTGDNINTAR 8 48255957 1xTMT6plex [N-Term] 0.981 0.923 1.031 3.946007013 50.42 0 1420.741579 2 710.873291 -1.600001566 -0.001136594 28.64275177TSPVEGLSGNPADLEK 10 48255957 2xTMT6plex [N-Term; K16] 0.832 0.922 0.826 6.161830902 57.18 0 2072.12757 2 1036.563477 -3.809463816 -0.003946848 54.92639499TVIEPMACDGLR 6 48255957 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.864 0.963 0.802 4.347016335 49.94 0 1590.818115 2 795.9130859 0.490706633 0.000390313 58.46071251TQDGVALEIQPLNSQEGIDNEEK 4 48255957 2xTMT6plex [N-Term; K23] 0.722 0.773 4.384810448 42.09 0 2985.541695 3 995.8505859 -1.503917198 -0.001496669 63.22812671EASDIILTDDNFTSIVK 12 48255957 2xTMT6plex [N-Term; K17] 1.041 0.986 0.946 4.842560291 51.84 0 2339.274628 3 780.4295044 -0.285685314 -0.000222765 81.98243347IDESSLTGESDHVKK 6 48255957 3xTMT6plex [N-Term; K14; K15] 1.236 1.213 1.327 5.097887993 25.2 1 2332.296316 4 583.8302612 1.243071841 0.000724803 41.35326575YGDLLPADGILIQGNDLK 14 48255957 2xTMT6plex [N-Term; K18] 0.783 0.7 0.785 5.163167953 50.95 0 2373.342983 3 791.7861938 0.440594965 0.000348561 86.84907001GIIDSTVGEHR 8 48255957 1xTMT6plex [N-Term] 0.839 0.933 0.823 4.213537216 45.28 0 1412.769508 3 471.5943298 -0.758544151 -0.000357216 28.8908302AFHSSLHESIQKPYNQK 6 48255957 3xTMT6plex [N-Term; K12; K17] 1.038 0.872 4.242647648 14.37 0 2701.502895 5 541.1057129 -1.272246231 -0.000687395 38.0632433QVFGHNVIPPK 6 48255957 2xTMT6plex [N-Term; K11] 0.849 0.824 0.849 4.079256058 26.55 0 1694.015382 3 565.343689 0.668178426 0.000377302 49.40452435DAEGLDEIDHAEMELR 2 48255957 1xTMT6plex [N-Term]; 1xOxidation [M13] 0.96 3.317542553 7.91 0 2087.97528 3 691.3309937 -0.934759326 -0.000645601 57.26304973NEKGEVEQEK 6 48255957 3xTMT6plex [N-Term; K3; K10] 1.097 1.147 0.95 3.085508585 15.77 1 1877.058318 3 626.3573608 -0.420003183 -0.00026279 22.01293713QVVAVTGDGTNDGPALK 4 48255957 2xTMT6plex [N-Term; K17] 0.995 0.66 3.226033926 46.46 0 2100.170104 2 1050.58606 -2.505130116 -0.0026306 49.49257591
TECALLGFVTDLK 4 48255957 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.9 1.81 2.772192001 5.9 0 1925.081806 3 642.3652344 -0.341068622 -0.000218862 98.75536413

QIPSPDVFLPK 8 48255957 2xTMT6plex [N-Term; K11] 0.751 0.777 3.963580847 40.15 0 1699.019464 2 850.0127563 -0.722743155 -0.000613977 79.52843409VYTFNSVR 6 48255957 1xTMT6plex [N-Term] 0.849 0.953 1.14 3.448723793 36.65 0 1214.673088 2 607.8395996 -0.9598313 -0.000582941 52.40550582RGQILWFR 2 48255957 1xTMT6plex [N-Term] 1.351 4.090342999 26.31 1 1304.778891 3 435.5977173 -0.224079753 -9.75E-05 51.69928345NVYDSISK 6 48255957 2xTMT6plex [N-Term; K8] 0.561 0.467 0.658 3.774831057 35.46 0 1383.788402 2 692.397644 -0.281902972 -0.000195047 37.23932639GEVEQEKLDK 4 48255957 3xTMT6plex [N-Term; K7; K10] 0.798 0.486 0.628 2.063297987 1.78 1 1862.083804 3 621.3644409 -2.703759134 -0.001678209 34.34490976GEVEQEK 8 48255957 2xTMT6plex [N-Term; K7] 0.823 0.721 1.004 3.021405458 34.59 0 1276.714902 2 638.8602905 -1.25153651 -0.000798928 19.52103283NEVPEEK 6 48255957 2xTMT6plex [N-Term; K7] 0.878 1.011 0.831 2.876369715 24.45 0 1302.730552 2 651.8692017 0.440881893 0.000287175 31.80849467GQILWFR 4 48255957 1xTMT6plex [N-Term] 0.651 0.786 2.635300398 18.76 0 1148.67778 2 574.8424683 -0.104569414 -6.01E-05 73.28797279TLCIAYR 18 48255957 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.072 0.604 1.016 3.00191021 20.09 0 1125.628781 2 563.3168335 -2.123993143 -0.001195414 41.88007256QAGITVR 2 48255957 1xTMT6plex [N-Term] 0.856 2.596402884 30.4 0 973.5991953 2 487.3031006 -0.278141278 -0.000135399 21.41494247QDYQAVR 3 48255957 1xTMT6plex [N-Term] 1.04 0.969 2.059192419 20.42 0 1108.594838 2 554.8010864 0.052364994 2.90E-05 17.61765061IDKIWPK 6 48255957 3xTMT6plex [N-Term; K3; K7] 1.246 1.413 2.44011879 2.1 1 1587.023711 3 529.6791382 -0.535240408 -0.000283146 57.79236694
32189394 ATP5B ATP synthase subunit beta, mitochondrial precursor 506 NP_001677.2 75.61436673 1 28 28 944 529 56.525 5.4 0.84 0.86 0.89 0.86 Significant 0.000283 AHGGYSVFAGVGER 18 32189394 1xTMT6plex [N-Term] 0.964 1.107 1.25 4.460833073 36.2 0 1635.84407 3 545.9532471 0.683555944 0.00037273 38.41541006AIAELGIYPAVDPLDSTSR 44 32189394 1xTMT6plex [N-Term] 0.961 0.873 0.864 4.556988239 64.31 0 2217.196429 2 1109.100586 -1.142724644 -0.001266822 81.29739467QFAPIHAEAPEFMEMSVEQEILVTGIK 10 32189394 2xTMT6plex [N-Term; K27] 0.929 0.973 0.93 6.009746552 42.73 0 3502.83662 3 1168.286255 2.1673116 0.002530579 104.2496705IPSAVGYQPTLATDMGTMQER 18 32189394 1xTMT6plex [N-Term] 0.841 0.957 0.745 6.018854618 58.82 0 2495.247161 3 837.7512207 -1.181351911 -0.000988887 57.34043187IPSAVGYQPTLATDMGTMQER 34 32189394 1xTMT6plex [N-Term]; 1xOxidation [M] 0.869 0.873 0.818 5.221553326 69.98 0 2511.242076 3 837.7512207 -1.181351911 -0.000988887 57.34043187IPSAVGYQPTLATDMGTMQER 22 32189394 1xTMT6plex [N-Term]; 2xOxidation [M15; M18] 0.917 0.852 0.905 4.779089928 44.51 0 2527.236991 3 837.7512207 -1.181351911 -0.000988887 57.34043187IMDPNIVGSEHYDVAR 24 32189394 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.946 0.899 0.757 5.545815945 66.58 0 2061.027256 3 682.3480225 -1.382113686 -0.000942156 52.48427071IMDPNIVGSEHYDVAR 30 32189394 1xTMT6plex [N-Term] 0.914 0.826 0.831 5.491531372 74.3 0 2045.032341 3 682.3480225 -1.382113686 -0.000942156 52.48427071GFQQILAGEYDHLPEQAFYMVGPIEEAVAK 20 32189394 2xTMT6plex [N-Term; K30] 0.925 0.892 0.645 8.267684937 64.78 0 3808.966054 3 1270.326538 -0.26064086 -0.000330924 112.0056636GFQQILAGEYDHLPEQAFYMVGPIEEAVAK 27 32189394 2xTMT6plex [N-Term; K30]; 1xOxidation [M20] 0.866 0.841 0.797 7.633544445 63.45 0 3824.960969 3 1270.326538 -0.26064086 -0.000330924 112.0056636

KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR 30 32189394 2xTMT6plex [N-Term; K1] 0.895 0.803 0.858 8.617311478 43.74 1 4301.306937 4 1076.081299 -0.830344719 -0.000892892 89.64069691
TVLIMELINNVAK 24 32189394 2xTMT6plex [N-Term; K13]; 1xOxidation [M5] 0.901 0.865 0.988 4.162544727 39.95 0 1932.160391 2 958.5855103 -0.904061893 -0.000866166 112.5687977TVLIMELINNVAK 27 32189394 2xTMT6plex [N-Term; K13] 0.914 0.928 0.984 6.447948456 75.04 0 1916.165476 2 958.5855103 -0.904061893 -0.000866166 112.5687977IGLFGGAGVGK 24 32189394 2xTMT6plex [N-Term; K11] 0.783 0.814 0.784 4.157672882 57.17 0 1433.888056 2 717.4470825 -0.814318058 -0.00058382 64.19735771FLSQPFQVAEVFTGHMGK 6 32189394 2xTMT6plex [N-Term; K18] 0.888 0.935 1.004 7.714720249 57.26 0 2481.336458 3 833.116333 1.230619001 0.001024421 91.77548439FLSQPFQVAEVFTGHMGK 8 32189394 2xTMT6plex [N-Term; K18]; 1xOxidation [M16] 0.757 0.909 1.005 5.801064014 59.07 0 2497.331373 3 833.116333 1.230619001 0.001024421 91.77548439VLDSGAPIKIPVGPETLGR 22 32189394 2xTMT6plex [N-Term; K9] 1.569 1.484 1.504 5.71432972 38.69 1 2377.421902 3 793.1449585 -0.664338003 -0.000526471 76.36861219EGNDLYHEMIESGVINLK 24 32189394 2xTMT6plex [N-Term; K18] 0.763 0.774 0.732 5.262538433 50 0 2519.321595 2 1260.163086 -1.071683347 -0.001349958 77.73916976FTQAGSEVSALLGR 58 32189394 1xTMT6plex [N-Term] 0.892 0.917 0.942 7.022579193 77.18 0 1664.9169 3 555.6420288 -3.223658921 -0.001789041 73.40911674LVLEVAQHLGESTVR 48 32189394 1xTMT6plex [N-Term] 0.895 0.89 0.85 6.784389973 76.21 0 1880.080277 2 940.5437622 -0.015603556 -1.47E-05 76.45880448DQEGQDVLLFIDNIFR 10 32189394 1xTMT6plex [N-Term] 0.934 0.985 5.908687592 52.46 0 2151.128349 3 717.715271 1.352935673 0.000970113 112.7778834SLQDIIAILGMDELSEEDK 4 32189394 2xTMT6plex [N-Term; K19] 0.443 0.708 4.644220352 44.6 0 2577.373356 3 859.7955933 -0.438172778 -0.000376445 112.6792232TIAMDGTEGLVR 22 32189394 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.837 0.929 0.893 3.212973833 49.77 0 1507.798759 2 746.4054565 -0.139431242 -0.000104002 59.02964918TIAMDGTEGLVR 32 32189394 1xTMT6plex [N-Term] 0.887 1.028 0.927 4.529401779 81.29 0 1491.803844 2 746.4054565 -0.139431242 -0.000104002 59.02964918VALVYGQMNEPPGAR 42 32189394 1xTMT6plex [N-Term] 0.849 0.862 0.859 5.185509682 65.26 0 1830.973369 2 915.9898682 -0.496780505 -0.000454796 54.27546755VALVYGQMNEPPGAR 42 32189394 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.875 0.918 0.973 3.808572531 50.03 0 1846.968284 2 915.9898682 -0.496780505 -0.000454796 54.27546755VALTGLTVAEYFR 46 32189394 1xTMT6plex [N-Term] 0.891 0.939 0.825 5.082580566 63.74 0 1668.952223 2 834.9796143 -0.162571685 -0.000135662 89.76243491SLQDIIAILGMDELSEEDKLTVSR 10 32189394 2xTMT6plex [N-Term; K19] 0.835 0.884 7.001142979 58.32 1 3133.706651 3 1050.572876 0.796357888 0.000836097 111.1593636SLQDIIAILGMDELSEEDKLTVSR 24 32189394 2xTMT6plex [N-Term; K19]; 1xOxidation [M11] 0.883 0.882 0.867 7.867219925 59.14 1 3149.701566 3 1050.572876 0.796357888 0.000836097 111.1593636IMNVIGEPIDER 20 32189394 1xTMT6plex [N-Term] 0.8 0.808 0.778 4.221246243 70.13 0 1614.872258 2 807.9335938 -7.646090851 -0.00617373 62.21542109VVDLLAPYAK 45 32189394 2xTMT6plex [N-Term; K10] 0.951 0.936 0.926 4.380456448 50.54 0 1546.960887 2 773.9846802 0.77386673 0.000598571 80.05895827GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR 2 32189394 1xTMT6plex [N-Term] 3.307677031 16.18 0 3944.049042 3 1315.351074 -2.629945429 -0.003457545 93.6462805VLDSGAPIK 32 32189394 2xTMT6plex [N-Term; K9] 0.798 0.76 0.823 4.02023983 53.78 0 1357.845523 2 679.4257813 -0.910751613 -0.00061833 56.09197325IMNVIGEPIDER 34 32189394 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.844 0.887 0.947 3.499630451 51.45 0 1630.867173 2 807.9335938 -7.646090851 -0.00617373 62.21542109EGNDLYHEMIESGVINLK 2 32189394 2xTMT6plex [N-Term; K18]; 1xOxidation [M9] 0.956 3.103833914 15.76 0 2535.31651 2 1260.163086 -1.071683347 -0.001349958 77.73916976LVPLKETIK 14 32189394 3xTMT6plex [N-Term; K5; K9] 0.297 0.428 1.361 2.936418295 21.6 1 1728.160204 2 864.581604 -2.472410936 -0.002136361 62.77229273ADKLAEEHSS 20 32189394 2xTMT6plex [N-Term; K3] 1.346 1.347 1.447 3.276596069 28.1 1 1544.832057 2 772.9202271 0.725199582 0.000560156 21.92059492



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AGAATGR 9 32189394 1xTMT6plex [N-Term] 0.695 0.857 0.936 2.841993332 39.88 0 832.4838313 2 416.7455139 -0.096203633 -4.00E-05 14.18832639IPVGPETLGR 16 32189394 1xTMT6plex [N-Term] 0.738 0.745 0.743 2.858349085 30.77 0 1267.757152 2 634.3814697 -1.1749702 -0.000744788 48.734887474502297 ATP5D ATP synthase subunit delta, mitochondrial precursor 513 NP_001678.1 13.69047619 1 2 2 45 168 17.479 5.49 0.82 0.81 0.84 0.82 Significant 0.000115 AQAELVGTADEATR 33 4502297 1xTMT6plex [N-Term] 0.823 0.778 0.866 5.513957977 75.04 0 1660.870344 2 830.9384155 -0.475380463 -0.000394773 35.40057635IEANEALVK 12 4502297 2xTMT6plex [N-Term; K9] 0.816 0.84 0.802 3.889479399 49.62 0 1444.877551 2 722.940918 -2.070467839 -0.001495786 48.95061879
21361565 ATP5F1 ATP synthase F(0) complex subunit B1, mitochondrial precursor 515 NP_001679.2 39.84375 1 11 11 174 256 28.89 9.36 0.91 0.92 0.91 0.91 Significant 0.0000133

HVVQSISTQQEK 26 21361565 2xTMT6plex [N-Term; K12] 0.933 0.99 0.942 5.107429981 64.01 0 1842.048532 2 921.5274048 -0.542455679 -0.000499615 26.48588084YGPFVADFADK 6 21361565 2xTMT6plex [N-Term; K11] 0.401 0.54 0.401 4.371509552 44.5 0 1687.909579 2 844.458313 -0.136194166 -0.000114942 73.70353288QASIQHIQNAIDTEK 16 21361565 2xTMT6plex [N-Term; K15] 1.009 1.053 0.931 5.191022873 46.67 0 2154.191902 2 1077.601196 1.492057473 0.001607089 48.94714023YGLIPEEFFQFLYPK 10 21361565 2xTMT6plex [N-Term; K15] 0.858 0.782 0.773 3.898428679 35.24 0 2349.293513 3 783.7686157 -0.94473169 -0.000739817 112.9133049LDYHISVQNMMR 10 21361565 1xTMT6plex [N-Term] 0.885 0.828 0.886 4.172767162 34.72 0 1735.882112 2 868.4417725 -3.366143407 -0.002921614 59.50034706HVVQSISTQQEKETIAK 2 21361565 3xTMT6plex [N-Term; K12; K17] 0.955 3.536147833 14.26 1 2613.517876 3 871.8446045 0.5295493 0.000461329 40.50904366LAQLEEAK 20 21361565 2xTMT6plex [N-Term; K8] 0.926 0.953 0.911 3.294099808 40.61 0 1359.824787 2 680.4155273 -0.742016552 -0.000504506 48.73904764SQQALVQK 10 21361565 2xTMT6plex [N-Term; K8] 1.075 1.038 1.094 3.610992193 44.78 0 1359.83602 2 680.4207153 -1.372544858 -0.000933218 29.91925985HYLFDVQR 24 21361565 1xTMT6plex [N-Term] 0.975 0.978 1.015 3.184413671 33.17 0 1306.710537 3 436.2415771 -0.274280093 -0.000119468 51.82673768AQAQPVM 30 21361565 1xTMT6plex [N-Term] 0.813 0.822 0.74 1.987677455 29.12 0 973.5338179 2 487.2705994 0.107012686 5.21E-05 70.55635139AQAQPVM 16 21361565 1xTMT6plex [N-Term]; 1xOxidation [M7] 6.311 1.282 1.516489387 9.28 0 989.5287329 2 487.2705994 0.107012686 5.21E-05 70.55635139KAQAQPVM 4 21361565 2xTMT6plex [N-Term; K1]; 1xOxidation [M8] 1.042 1.005 1.053 2.274199486 25.24 1 1346.786628 2 673.8979492 1.480507349 0.000996964 28.2477611419913424 ATP6V1A V-type proton ATPase catalytic subunit A 523 NP_001681.2 52.8363047 1 27 27 239 617 68.26 5.52 0.95 0.93 0.96 0.94 Significant 0.0000868 VGHSELVGEIIR 10 19913424 1xTMT6plex [N-Term] 0.863 0.794 0.915 5.428340435 51.68 0 1537.889957 3 513.3017578 0.496028664 0.000254279 50.72598406TALVANTSNMPVAAR 4 19913424 1xTMT6plex [N-Term] 0.994 4.711833477 42.92 0 1744.957719 2 880.9796753 -0.318165322 -0.000280137 32.06480357TALVANTSNMPVAAR 12 19913424 1xTMT6plex [N-Term]; 1xOxidation [M10] 1.042 0.958 0.996 4.424921989 47.11 0 1760.952634 2 880.9796753 -0.318165322 -0.000280137 32.06480357TVGMLSNMIAFYDMAR 14 19913424 1xTMT6plex [N-Term] 1.116 1.302 1.313 5.240492344 57.02 0 2049.01689 3 683.6759644 -1.732783956 -0.001183501 103.0291573LEGDMATIQVYEETSGVSVGDPVLR 4 19913424 1xTMT6plex [N-Term] 1.247 1.384 6.136182308 48.25 0 2894.465469 3 965.4927368 -0.62598459 -0.000603964 82.52021508AVETTAQSDNK 12 19913424 2xTMT6plex [N-Term; K11] 0.877 0.867 0.852 4.934177399 70.98 0 1621.879736 2 811.4434204 -0.105667322 -8.57E-05 22.96801097EILQEEEDLAEIVQLVGK 6 19913424 2xTMT6plex [N-Term; K18] 0.756 0.911 0.872 6.034549236 52.86 0 2513.411456 3 838.4749756 -0.430674486 -0.000360821 112.6451789SDYAQLLEDMQNAFR 32 19913424 1xTMT6plex [N-Term] 0.946 0.87 0.946 4.629402161 59.61 0 2029.985056 2 1015.494995 -1.15391767 -0.001171218 101.3509095DFPELTMEVDGK 22 19913424 2xTMT6plex [N-Term; K12] 1.003 0.952 0.982 4.909585476 79.72 0 1838.961022 2 919.9837036 -0.484906111 -0.000445862 76.82635709VGSHITGGDIYGIVSENSLIK 8 19913424 2xTMT6plex [N-Term; K21] 0.814 0.809 0.819 6.475349903 54.74 0 2617.460137 3 873.1586914 0.528557715 0.00046116 76.33269958ALDEYYDKHFTEFVPLR 6 19913424 2xTMT6plex [N-Term; K8] 1.122 1.964 1.15 6.529321194 39.61 1 2601.375345 4 651.0991821 -0.171714695 -0.000111674 72.54824895LAEMPADSGYPAYLGAR 12 19913424 1xTMT6plex [N-Term] 1.021 1.255 0.906 5.101801872 44.2 0 2011.015628 2 1006.009094 -2.345125205 -0.002358042 61.72156337TVISQSLSK 12 19913424 2xTMT6plex [N-Term; K9] 1.12 1.079 0.978 4.052816391 54.66 0 1420.877551 2 710.9431763 1.073300836 0.000762515 41.69872583ASLAETDKITLEVAK 8 19913424 3xTMT6plex [N-Term; K8; K15] 1.224 1.032 1.878 4.040636063 19.58 1 2276.368024 3 759.4619141 1.390226653 0.001054889 65.5142046HFTEFVPLR 6 19913424 1xTMT6plex [N-Term] 0.857 0.838 0.947 4.444667339 41.59 0 1374.773137 3 458.9291382 -0.200425227 -9.18E-05 55.73814543GNEMSEVLR 5 19913424 1xTMT6plex [N-Term] 0.903 0.905 1.022 3.346656084 35.24 0 1263.656452 2 632.3327637 1.423372426 0.000899327 36.76403963GVNVSALSR 12 19913424 1xTMT6plex [N-Term] 0.876 0.961 1.005 3.500472069 42.57 0 1131.668337 2 566.3374634 -0.607344188 -0.000343656 35.63938723EHMGDILYK 6 19913424 2xTMT6plex [N-Term; K9] 0.907 0.987 0.924 3.405275106 21.25 0 1563.860521 3 521.958313 -0.086264187 -4.50E-05 43.58899318HFPSVNWLISYSK 2 19913424 2xTMT6plex [N-Term; K13] 1.07 3.125644207 4.14 0 2036.136953 3 679.3843994 0.830844008 0.000563904 81.65256322ALDEYYDK 6 19913424 2xTMT6plex [N-Term; K8] 0.706 0.86 0.849 3.530780077 32.23 0 1474.782982 2 737.8946533 -0.645362326 -0.000475885 44.21071714ITLEVAK 6 19913424 2xTMT6plex [N-Term; K7] 0.752 0.655 0.777 2.845746756 33.22 0 1231.802595 2 616.4044189 -0.839330408 -0.000516945 55.99530888LASFYER 8 19913424 1xTMT6plex [N-Term] 1.09 1.068 0.921 2.661557674 24.29 0 1114.609426 2 557.8086548 0.544863787 0.000303655 55.90435519WDFTPCK 10 19913424 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.984 0.95 1.054 2.168450117 17.89 0 1411.744429 2 706.3757324 -0.170304373 -0.000120213 56.71590644LPANHPLLTGQR 6 19913424 1xTMT6plex [N-Term] 0.928 1.128 0.961 3.331817865 20.06 0 1545.906276 3 515.9732056 -0.784459446 -0.000404234 37.82472708FKDPLKDGEAK 4 19913424 4xTMT6plex [N-Term; K2; K6; K11] 1.138 1.224 2.53895402 7.19 2 2164.314756 4 541.8337402 -0.750853126 -0.000406271 44.78170324
ILDEDKESTFGYVHGVSGPVVTACDMAGAAMYELVR 1 19913424 2xTMT6plex [N-Term; K6]; 1xCarbamidomethyl [C24] 3.577421188 1 4346.154736 4 1087.293579 -0.517472084 -0.000562253 102.8692187

IKSDYAQLLEDMQNAFR 1 19913424 2xTMT6plex [N-Term; K2] 1.635 1.559334755 1 2500.327015 3 834.1132813 -0.689685785 -0.000574813 103.4821559QVRPVTEK 4 19913424 2xTMT6plex [N-Term; K8] 0.959 1.077 2.473929405 8.99 0 1414.87822 3 472.2986145 2.17024039 0.001023542 22.2325816119913428 ATP6V1B2 V-type proton ATPase subunit B, brain isoform 526 NP_001684.2 48.72798434 1 18 18 198 511 56.465 5.81 1.07 1.06 1.1 1.07 Significant 0.000125 AVVGEEALTSDDLLYLEFLQK 6 19913428 2xTMT6plex [N-Term; K21] 1.162 1.1 1.405 5.980093479 52.04 0 2811.543198 3 937.8508911 -1.806203852 -0.00169274 109.6585108IPIFSAAGLPHNEIAAQICR 12 19913428 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.141 1.032 1.146 7.469900608 53.31 0 2407.311751 3 803.1077271 -1.297143029 -0.001040876 82.06261548GFPGYMYTDLATIYER 26 19913428 1xTMT6plex [N-Term] 0.999 1.008 1.067 4.906682968 56.54 0 2126.046594 2 1063.526123 -0.763960797 -0.000812108 87.4635897IYPEEMIQTGISAIDGMNSIAR 17 19913428 1xTMT6plex [N-Term] 1.06 1.006 1.035 6.223001003 71.17 0 2638.341789 3 880.117981 -0.909468559 -0.00079983 109.4333411HVLVILTDMSSYAEALR 14 19913428 1xTMT6plex [N-Term] 1.264 1.178 1.242 6.163839817 53.01 0 2147.173191 3 716.3955078 -0.568632519 -0.000406984 96.54126571HVLVILTDMSSYAEALR 2 19913428 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.133 5.519608021 39.47 0 2163.168106 3 716.3955078 -0.568632519 -0.000406984 96.54126571GPVVLAEDFLDIMGQPINPQCR 12 19913428 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 0.965 0.967 0.868 5.594748974 52.58 0 2698.389408 3 900.1348877 0.259968386 0.000233832 112.8807055IPQSTLSEFYPR 6 19913428 1xTMT6plex [N-Term] 0.856 0.847 4.028501034 46.58 0 1666.900188 2 833.9533691 -0.435526227 -0.000362989 67.82270742KDHADVSNQLYACYAIGK 2 19913428 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C13] 1.106 4.333176613 19.19 1 2740.469546 4 685.8706055 -3.267383508 -0.002238541 51.27624898
AVVQVFEGTSGIDAK 12 19913428 2xTMT6plex [N-Term; K15] 1.005 1.003 1.079 5.693740845 77.66 0 1979.121363 2 990.0640259 -0.296885375 -0.000293786 74.53286797

LALTTAEFLAYQCEK 20 19913428 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 1.343 1.269 1.333 5.528766632 69 0 2216.203712 2 1108.606567 0.968221294 0.001072888 86.09043551TPVSEDMLGR 8 19913428 1xTMT6plex [N-Term] 0.9 1.115 0.951 3.349298477 37.74 0 1333.698317 2 667.3529053 0.162763102 0.000108538 37.84403073QIYPPINVLPSLSR 18 19913428 1xTMT6plex [N-Term] 1.109 1.022 1.011 4.562652588 42.23 0 1826.073735 2 913.5404663 -0.043411616 -3.96E-05 82.51204842IYPEEMIQTGISAIDGMNSIAR 2 19913428 1xTMT6plex [N-Term]; 1xOxidation [M17] 1.853 3.440168142 26.14 0 2654.336704 3 880.117981 -0.909468559 -0.00079983 109.4333411NFIAQGPYENR 8 19913428 1xTMT6plex [N-Term] 1.018 1.119 1.279 4.190143108 36.42 0 1537.796057 2 769.40271 1.356689573 0.001043156 41.0846041TSCEFTGDILR 4 19913428 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.222 0.9 3.899588585 34.58 0 1527.767459 2 764.3879395 0.74816769 0.000571513 48.31196302
KTSCEFTGDILR 9 19913428 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 1.19 0.893 1.299 2.921267271 11.13 1 1885.025354 3 629.0133667 0.102188364 6.42E-05 50.23639256EQALAVSR 8 19913428 1xTMT6plex [N-Term] 1.566 1.295 1.196 2.831886053 36.83 0 1102.641788 2 551.8234253 -2.008262416 -0.001107197 112.9163591SAIGEGMTR 6 19913428 1xTMT6plex [N-Term] 1.066 1 0.97 2.747520685 32.5 0 1150.608774 2 575.8075562 -0.815199166 -0.000468988 21.92699326NYLSQPR 6 19913428 1xTMT6plex [N-Term] 1.016 1.041 1.004 2.688096046 24.38 0 1106.615574 2 553.8112183 -0.373875601 -0.000206868 24.922691244502315 ATP6V1C1 V-type proton ATPase subunit C 1 528 NP_001686.1 51.04712042 1 17 17 84 382 43.914 7.46 1.12 1.19 1.28 1.2 Significant 0.00149 VAQYMADVLEDSK 2 4502315 2xTMT6plex [N-Term; K13] 0.806 3.266991854 26.1 0 1927.024685 3 643.012085 -1.548261011 -0.000994512 84.72016405LDAFVEGVVK 12 4502315 2xTMT6plex [N-Term; K10] 1.105 1.07 1.012 3.908152819 66.03 0 1534.924501 2 767.9653931 -0.645997368 -0.000495779 80.74866574VGTLDVLVGLSDELAK 8 4502315 2xTMT6plex [N-Term; K16] 0.984 1.002 1.026 4.60391283 49.81 0 2087.236392 3 696.4165649 -0.599268864 -0.000416939 108.5413281SSNVLSEDQDSYLCNVTLFR 8 4502315 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 100 0.995 100 4.24517107 51.97 0 2576.249997 2 1288.626343 -1.781105533 -0.002294287 75.34780243HLDSSAAAIIDAPMDIPGLNLSQQEYYPYVYYK 2 4502315 2xTMT6plex [N-Term; K33] 1.697 5.850865364 22.05 0 4204.135304 4 1051.790649 1.299683729 0.001366012 101.4631539GVTQIDNDLK 4 4502315 2xTMT6plex [N-Term; K10] 1.105 1.12 3.790081024 66.82 0 1560.899743 2 780.953125 -0.492940052 -0.000384715 46.75602282DFQYNEEEMK 6 4502315 2xTMT6plex [N-Term; K10] 0.94 1.029 0.997 4.132710457 36.6 0 1790.867122 2 895.9368896 -0.345806295 -0.000309647 44.3142886VAQYMADVLEDSKDK 2 4502315 3xTMT6plex [N-Term; K13; K15] 0.899 4.31136179 4.42 1 2399.309523 3 800.4370728 -5.359070248 -0.004286023 82.83423815

IDCNLLEFK 2 4502315 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.619 3.902675152 39.73 0 1609.902386 2 805.4545898 -0.299796127 -0.000241321 75.03198291
ASAYNNLK 6 4502315 2xTMT6plex [N-Term; K8] 1.123 1.382 100 2.900868177 46.79 0 1338.778171 2 669.8925171 -0.309020808 -0.000206855 31.04057182GNLQNLER 4 4502315 1xTMT6plex [N-Term] 1.014 1.07 3.185275555 48.71 0 1172.658501 2 586.8328857 -0.00524929 -3.08E-06 28.7518605YGLPVNFQAMLLQPNKK 2 4502315 3xTMT6plex [N-Term; K16; K17] 1.45 3.674205065 9.68 1 2648.55651 4 662.8936768 -1.371818474 -0.000908335 92.99860807EVLHELYK 6 4502315 2xTMT6plex [N-Term; K8] 1.171 1.392 1.421 3.289834261 24.88 0 1488.882636 3 496.9655457 -0.371135438 -0.000184192 46.50874817NISEIIAK 6 4502315 2xTMT6plex [N-Term; K8] 1.096 1.1 3.096801281 37.83 0 1345.845523 2 673.4249878 -2.097992686 -0.001411787 59.15393594KQFGPLVR 4 4502315 2xTMT6plex [N-Term; K1] 1.446 1.34 3.014172077 9.04 1 1402.893476 3 468.3032837 1.298740247 0.000607331 42.49831762LNHNDWIK 4 4502315 2xTMT6plex [N-Term; K8] 1.229 1.194 2.559653044 10.76 0 1497.857819 3 499.95755 0.185836387 9.28E-05 44.80242806FNIPDLK 6 4502315 2xTMT6plex [N-Term; K7] 1.173 1.345 1.128 2.655681133 31.66 0 1304.797844 2 652.9020996 -0.706263621 -0.000460766 72.079671694502317 ATP6V1E1 V-type proton ATPase subunit E 1 isoform a 529 NP_001687.1 38.49557522 1 11 11 82 226 26.129 8 0.89 1 1 0.96 Significant 0.00145 LDLIAQQMMPEVR 6 4502317 1xTMT6plex [N-Term] 1.022 0.861 1.115 4.74974823 54.46 0 1772.960027 2 886.9845581 1.02209351 0.000906065 82.93383734HMMAFIEQEANEKAEEIDAK 6 4502317 3xTMT6plex [N-Term; K13; K20] 1.332 1.638 1.539 6.671294689 30.61 1 3021.562854 4 756.1447754 -1.847400756 -0.001395509 79.90023398IQMSNLMNQAR 6 4502317 1xTMT6plex [N-Term] 0.791 1.155 0.812 4.425952435 44.42 0 1534.803133 2 767.9036865 -1.978477278 -0.001518287 53.22825246GALFGANANR 2 4502317 1xTMT6plex [N-Term] 0.974 3.668893099 64.94 0 1219.674485 2 610.3410645 0.3007657 0.000183418 34.22911038LDLIAQQMMPEVR 8 4502317 1xTMT6plex [N-Term]; 2xOxidation [M8; M9] 0.906 1.018 1.002 3.371739864 45.93 0 1804.949857 2 886.9845581 1.02209351 0.000906065 82.93383734LDLIAQQMMPEVR 19 4502317 1xTMT6plex [N-Term]; 1xOxidation [M] 0.866 0.77 0.996 3.724454403 41.45 0 1788.954942 2 886.9845581 1.02209351 0.000906065 82.93383734KIQMSNLMNQAR 5 4502317 2xTMT6plex [N-Term; K1] 1.209 1.338 1.196 3.287300587 1.54 1 1892.061028 3 631.3580933 -0.687834496 -0.000433808 51.48715399HMMAFIEQEANEK 2 4502317 2xTMT6plex [N-Term; K13] 0.666 3.885446548 14.28 0 2036.034538 3 679.3498535 0.230318723 0.000156312 60.25386821AEEEFNIEK 6 4502317 2xTMT6plex [N-Term; K9] 0.832 0.919 0.821 4.469158649 41.65 0 1566.841559 2 783.9227295 -2.15520555 -0.001688433 47.58499811KQDFPLVK 6 4502317 3xTMT6plex [N-Term; K1; K8] 0.986 0.978 1.007 4.298781872 27.36 1 1662.055739 3 554.6901245 0.048852246 2.71E-05 56.43661448IMEYYEK 2 4502317 2xTMT6plex [N-Term; K7] 1.248 3.470502853 28.01 0 1433.77506 2 717.390686 -0.67253903 -0.000482135 64.65978077VSNTLESR 6 4502317 1xTMT6plex [N-Term] 0.886 0.987 0.979 3.332671881 23.62 0 1134.631618 2 567.8187256 -1.271785576 -0.000721504 21.50953694AEEIDAK 8 4502317 2xTMT6plex [N-Term; K7] 0.783 0.984 0.89 2.610104799 27.02 0 1233.709089 2 617.3579102 -0.44173096 -0.000272484 28.537721874502303 ATP5O ATP synthase subunit O, mitochondrial precursor 539 NP_001688.1 69.95305164 1 12 12 180 213 23.263 9.96 1 0.99 0.99 0.99 Significant 0.0000113 FSPLTTNLINLLAENGR 16 4502303 1xTMT6plex [N-Term] 1.653 2.228 1.368 5.950714588 48.16 0 2102.180719 3 701.3988647 0.628698698 0.000440546 109.4864057LSNTQGVVSAFSTMMSVHR 12 4502303 1xTMT6plex [N-Term] 1.413 1.064 1.061 5.487564564 57.75 0 2281.163037 3 761.0581055 -1.435208136 -0.001091315 82.18001881YATALYSAASK 12 4502303 2xTMT6plex [N-Term; K11] 0.917 0.921 1.05 4.973570824 70.8 0 1603.909579 2 802.4578247 -0.752190743 -0.000603223 51.97080409TDPSILGGMIVR 18 4502303 1xTMT6plex [N-Term] 1.028 0.959 0.99 4.599695206 55.6 0 1487.845315 2 744.425415 -1.184217107 -0.000880966 64.91332188SFLSQGQVLK 18 4502303 2xTMT6plex [N-Term; K10] 0.957 0.96 0.961 4.212509632 61.99 0 1564.946299 2 782.975647 -1.458072196 -0.001140902 65.64431046VAASVLNPYVK 16 4502303 2xTMT6plex [N-Term; K11] 0.962 0.964 0.956 5.505393982 51.8 0 1618.993249 2 809.9998169 -0.551046731 -0.00044607 69.7854724LVRPPVQVYGIEGR 31 4502303 1xTMT6plex [N-Term] 0.93 0.976 0.964 5.776281834 46.77 0 1812.069319 3 604.6923828 -3.710356128 -0.002241141 58.58546197GEVPCTVTSASPLEEATLSELK 17 4502303 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C5] 0.921 1.018 0.999 6.784881115 71.5 0 2776.469047 3 926.1616211 0.454772313 0.000420887 80.15969095
VAQILKEPK 5 4502303 3xTMT6plex [N-Term; K6; K9] 1.118 1.614 1.417 2.678869963 9.49 1 1713.124153 3 571.7122192 -1.195765732 -0.000682832 55.49662072TDPSILGGMIVR 5 4502303 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.844 2.985756159 34.82 0 1503.84023 2 744.425415 -1.184217107 -0.000880966 64.91332188SLNDITAK 6 4502303 2xTMT6plex [N-Term; K8] 0.84 0.904 0.865 4.030295849 49.37 0 1319.793487 2 660.3997803 -0.911531339 -0.000601517 51.56562462QNKLEQVEK 7 4502303 3xTMT6plex [N-Term; K3; K9] 1.32 1.396 2.223 3.097373247 10.25 1 1803.094309 2 902.0512085 0.460914431 0.000415536 36.60079249YVDMSVK 12 4502303 2xTMT6plex [N-Term; K7] 1.022 0.973 0.91 3.391777515 34.9 0 1299.73828 2 650.3721924 -0.901869548 -0.000586097 56.05731101YVDMSVK 5 4502303 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 0.983 1.012 1.780655503 16.43 0 1315.733195 2 650.3721924 -0.901869548 -0.000586097 56.05731101

19923195 CEACAM1 carcinoembryonic antigen-related cell adhesion molecule 1 isoform 1 precursor 634 NP_001703.2 4.942965779 1 2 2 10 526 57.525 5.97 0.97 1.12 1.04 1.04 Significant 0.00172
TIIVTELSPVVAKPQIK 4 19923195 3xTMT6plex [N-Term; K13; K17] 0.967 1.03 4.839262962 35.09 0 2523.609258 3 841.8736572 -1.125019772 -0.00094637 83.03873269TLTLLSVTR 6 19923195 1xTMT6plex [N-Term] 0.985 1.117 1.047 3.695919514 34.71 0 1232.777553 2 616.892395 -0.032512709 -2.00E-05 61.6553098338372919 BSG basigin isoform 1 precursor 682 NP_001719.2 38.44155844 1 13 13 135 385 42.174 5.66 0.8 0.72 0.78 0.77 Significant 0.000982 SELHIENLNMEADPGQYR 6 38372919 1xTMT6plex [N-Term] 0.66 0.667 0.802 4.817636013 22.28 0 2345.139325 3 782.3832397 -1.773323945 -0.001386231 52.29472019KPEDVLDDDDAGSAPLK 4 38372919 3xTMT6plex [N-Term; K1; K17] 0.427 0.475 5.743148804 56.8 0 2472.34366 3 824.7860107 -0.073166785 -6.03E-05 53.03645389VDSDDQWGEYSCVFLPEPMGTANIQLHGPPR 10 38372919 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.952 1.252 7.369599342 50.6 0 3744.762396 3 1248.921387 -3.41523771 -0.004263085 84.74164968
SSEHINEGETAMLVCK 10 38372919 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 0.766 0.771 0.783 6.944449425 61.37 0 2263.146274 3 755.0531006 -0.673960939 -0.000508424 48.4087628
SSEHINEGETAMLVCK 22 38372919 2xTMT6plex [N-Term; K16]; 1xOxidation [M12]; 1xCarbamidomethyl [C15] 0.72 0.788 0.799 5.336257935 44.17 0 2279.141189 3 755.0531006 -0.673960939 -0.000508424 48.4087628

RKPEDVLDDDDAGSAPLK 6 38372919 3xTMT6plex [N-Term; K2; K18] 0.763 0.749 0.902 5.5423522 44.4 1 2628.444771 3 876.8198853 0.126189343 0.000110561 44.92192251GGVVLKEDALPGQK 12 38372919 3xTMT6plex [N-Term; K6; K14] 1.226 1.113 1.137 5.710959435 28.45 1 2098.283901 3 700.0986938 -1.13071307 -0.000790852 54.37329483GSDQAIITLR 6 38372919 1xTMT6plex [N-Term] 1.272 1.013 1.098 3.991248369 54.58 0 1302.757881 2 651.8806763 -2.920512701 -0.00190236 42.9958468SESVPPVTDWAWYK 16 38372919 2xTMT6plex [N-Term; K14] 0.737 0.75 0.723 4.099264622 34.79 0 2123.121363 2 1062.063843 -0.449236272 -0.000476892 80.55625404FFVSSSQGR 17 38372919 1xTMT6plex [N-Term] 0.763 0.785 0.808 3.484079599 29.87 0 1243.663252 2 622.3345947 -1.076832392 -0.000669608 38.43704255SSGQHQNDK 6 38372919 2xTMT6plex [N-Term; K9] 0.6 0.568 0.605 4.51218605 22.24 0 1458.770126 3 486.9280396 -0.384068501 -0.000186756 14.26009906EDALPGQK 12 38372919 2xTMT6plex [N-Term; K8] 0.702 0.681 0.686 2.987850666 22.08 0 1315.762187 2 658.3855591 1.257601168 0.000827352 30.14894271SELHIENLNMEADPGQYR 1 38372919 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.507 2.892558336 0 2361.13424 3 782.3832397 -1.773323945 -0.001386231 52.29472019ITDSEDK 6 38372919 2xTMT6plex [N-Term; K7] 0.851 0.891 2.751497269 19.26 0 1265.698918 2 633.3529053 -0.303336852 -0.000191967 22.90262588SSGQHQNDKGK 1 38372919 3xTMT6plex [N-Term; K9; K11] 1.702 2.381061077 1 1873.049484 4 469.0175781 -0.534796335 -0.000250425 15.5429272810716563 CANX calnexin precursor 821 NP_001737.1 49.15540541 1 30 30 409 592 67.526 4.6 1.12 1.12 1.11 1.12 Significant 0.00000891 IPNPDFFEDLEPFR 26 10716563 1xTMT6plex [N-Term] 0.834 0.899 0.859 4.631947041 72 0 1964.995544 2 982.9935303 -8.020645731 -0.007880267 100.1775072GTLSGWILSK 30 10716563 2xTMT6plex [N-Term; K10] 1.149 1.109 1.304 3.907263041 65.66 0 1519.924835 2 760.4653931 -0.872363657 -0.000662964 74.99321542
CESAPGCGVWQRPVIDNPNYK 6 10716563 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C1; C7] 2.058 1.866 1.437 3.973939657 15.38 0 2905.448938 3 969.1532593 -1.278166661 -0.001237883 52.60425949APVPTGEVYFADSFDR 33 10716563 1xTMT6plex [N-Term] 1.212 1.225 1.111 5.239049435 60.17 0 1999.996273 2 1000.500793 -0.981199797 -0.000981198 68.6343948IVDDWANDGWGLK 34 10716563 2xTMT6plex [N-Term; K13] 1.095 1.086 1.072 5.306005478 73.42 0 1947.037633 2 974.0206299 -1.874645006 -0.001825002 80.14724838SDAEEDGGTVSQEEEDR 14 10716563 1xTMT6plex [N-Term] 0.899 0.986 1.046 5.420834541 74.67 0 2081.894446 3 694.6356812 -0.939290161 -0.000651834 17.16665099KIPNPDFFEDLEPFR 32 10716563 2xTMT6plex [N-Term; K1] 1.072 1.222 1.193 6.740901947 41.06 1 2322.253439 3 774.7577515 2.265783933 0.001753908 91.45635724SDAEEDGGTVSQEEEDRKPK 6 10716563 3xTMT6plex [N-Term; K18; K20] 1.773 2.049 1.167 5.328219891 14.79 1 2893.462999 4 724.121521 0.433620328 0.000313666 24.27338526

THLYTLILNPDNSFEILVDQSVVNSGNLLNDMTPPVNPSR 2 10716563 1xTMT6plex [N-Term]; 1xOxidation [M32] 1.843 3.575943947 22.65 0 4682.397336 4 1171.359131 3.706972359 0.004339379 109.3411541
WKPPMIDNPSYQGIWKPR 10 10716563 3xTMT6plex [N-Term; K2; K16] 0.908 1.041 1.144 7.21989584 16.63 0 2900.621236 4 729.9096069 0.153233868 0.000111731 65.53185711IPDPEAVKPDDWDEDAPAK 8 10716563 3xTMT6plex [N-Term; K8; K19] 0.86 0.844 0.79 4.600729465 17.08 0 2795.470651 3 932.494751 -0.340372134 -0.000317167 62.67702742KDDTDDEIAK 12 10716563 3xTMT6plex [N-Term; K1; K10] 1.235 0.928 1.057 4.958592415 43.89 1 1837.015784 2 919.0117188 0.205093502 0.00018838 27.19392462TPYTIMFGPDK 12 10716563 2xTMT6plex [N-Term; K11] 1.222 1.23 1.185 4.636725903 55.86 0 1727.94425 2 864.4745483 -1.406364998 -0.00121506 76.28521213AEEDEILNR 6 10716563 1xTMT6plex [N-Term] 1.158 1.267 1.472 4.094238758 42.71 0 1317.684775 2 659.3464355 0.621729692 0.000409622 30.33046988WKPPMIDNPSYQGIWKPR 10 10716563 3xTMT6plex [N-Term; K2; K16]; 1xOxidation [M5] 1.263 1.383 1.236 5.851494312 20.15 0 2916.616151 4 729.9096069 0.153233868 0.000111731 65.53185711

AKKDDTDDEIAK 6 10716563 4xTMT6plex [N-Term; K2; K3; K12] 1.877 1.992 4.13422966 5.32 2 2265.310793 4 567.0834351 0.493320554 0.000279381 27.89469634EIEDPEDRKPEDWDERPK 10 10716563 3xTMT6plex [N-Term; K9; K18] 1.512 1.643 1.48 4.733953476 7.44 1 2970.54119 5 594.9151611 1.854511926 0.001101781 37.95282649DDTDDEIAK 17 10716563 2xTMT6plex [N-Term; K9] 0.869 0.903 1.001 3.478878975 38.07 0 1479.757889 2 740.3823853 -0.2671195 -0.000197636 105.1089931KTDAPQPDVK 2 10716563 3xTMT6plex [N-Term; K1; K10] 0.752 4.07171154 22.12 1 1786.06776 3 596.0275879 0.252068754 0.000150071 29.47755412YDGKWEVEEMK 11 10716563 3xTMT6plex [N-Term; K4; K11] 1.553 1.462 1.361 3.753055811 10.67 1 2101.124289 3 701.0460205 -0.37143284 -0.000260142 52.93784792QTSGMEYK 12 10716563 2xTMT6plex [N-Term; K8] 0.867 0.838 0.955 2.756866455 42.92 0 1401.744822 2 701.3748169 -1.758544707 -0.001232515 27.00986371EIEDPEDR 6 10716563 1xTMT6plex [N-Term] 1.024 1.005 1.181 3.165287018 40.97 0 1231.600377 2 616.3063354 4.073844513 0.002508674 22.47361852WEVEEMKESK 4 10716563 3xTMT6plex [N-Term; K7; K10] 2.38 2.181 2.809827328 7.21 1 1982.087175 3 661.367981 1.117342931 0.000738224 50.27618298HHAISAK 16 10716563 2xTMT6plex [N-Term; K7] 1.206 1.224 1.165 2.662705421 33.73 0 1221.746812 3 407.9210815 1.538550286 0.000626573 16.14927684KPEDWDERPK 11 10716563 3xTMT6plex [N-Term; K1; K10] 1.003 0.935 1.045 4.00270319 38.76 0 1987.121587 2 994.0646362 0.205936537 0.00020461 30.84256014RPDADLK 20 10716563 2xTMT6plex [N-Term; K7] 1.217 1.157 1.161 4.154487133 21.75 0 1272.767607 3 424.9278259 1.035478273 0.000439308 38.32125783WEVEEMK 18 10716563 2xTMT6plex [N-Term; K7] 0.767 0.852 0.85 3.156277895 37.86 0 1408.754659 2 704.8810425 0.106271831 7.49E-05 52.75654972TGIYEEK 12 10716563 2xTMT6plex [N-Term; K7] 1.053 1.018 1.051 3.064766407 32.25 0 1297.740389 2 649.3742065 0.576144462 0.000373843 32.23683403GLVLMSR 10 10716563 1xTMT6plex [N-Term] 1.057 1.119 1.104 2.138535261 26.88 0 1004.612403 2 502.8101501 0.618221482 0.000310536 44.65713788THLYTLILNPDNSFEILVDQSVVNSGNLLNDMTPPVNPSR 1 10716563 1xTMT6plex [N-Term] 0.01 2.618420839 0 4666.402421 4 1171.359131 3.706972359 0.004339379 109.3411541
TYFTDKK 8 10716563 3xTMT6plex [N-Term; K6; K7] 1.849 2.321 2.684 2.281177044 11.81 1 1589.950605 2 795.4783936 -0.688600401 -0.00054742 39.14387533QTSGMEYK 3 10716563 2xTMT6plex [N-Term; K8]; 1xOxidation [M5] 0.991 1.317 1.443065882 16.73 0 1417.739737 2 701.3748169 -1.758544707 -0.001232515 27.00986371QKSDAEEDGGTVSQEEEDRKPK 1 10716563 4xTMT6plex [N-Term; K2; K20; K22] 1.729 4.640522957 2 3378.779472 5 676.5600586 -2.452181718 -0.001657076 26.2032372363252913 CAPG macrophage-capping protein isoform 1 822 NP_001738.2 47.4137931 1 11 11 198 348 38.474 6.19 0.88 0.91 0.85 0.88 Significant 0.000387 EGNPEEDLTADK 24 63252913 2xTMT6plex [N-Term; K12] 0.755 0.789 0.755 4.034937382 55.5 0 1775.906344 2 888.4558105 -1.126008844 -0.000999843 37.56275001YQEGGVESAFHK 18 63252913 2xTMT6plex [N-Term; K12] 0.908 0.879 0.834 4.856242657 67.44 0 1809.953569 2 905.4785156 -2.107562351 -0.001907295 39.93245464EVQGNESDLFMSYFPR 14 63252913 1xTMT6plex [N-Term] 0.913 0.847 0.946 4.848545074 45.82 0 2148.026921 2 1074.515869 -1.14485006 -0.001229584 77.45263561VSDATGQMNLTK 12 63252913 2xTMT6plex [N-Term; K12] 0.848 0.911 0.84 4.634122849 62.65 0 1722.946041 2 861.9758301 -0.961999802 -0.000828737 42.72676536AQVEIVTDGEEPAEMIQVLGPKPALK 16 63252913 3xTMT6plex [N-Term; K22; K26] 1.263 1.208 1.134 7.345406055 51.38 0 3449.953253 4 863.2439575 0.216448766 0.000186685 89.35882857DEQGACAVLAVHLNTLLGERPVQHR 4 63252913 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.49 1.215 6.129583836 21.19 0 3012.599887 5 603.324585 -2.014341612 -0.001213681 69.50865454ANAQAAALYK 10 63252913 2xTMT6plex [N-Term; K10] 0.804 0.777 0.824 4.395323277 67.23 0 1478.873134 2 739.9396973 -0.687225108 -0.000508159 39.85562266QAALQVAEGFISR 28 63252913 1xTMT6plex [N-Term] 0.826 0.842 0.892 5.281720161 63.13 0 1618.911421 2 809.9605103 1.43482082 0.001161424 71.9069577MQYAPNTQVEILPQGHESPIFK 10 63252913 2xTMT6plex [N-Term; K22] 0.87 0.892 0.823 5.923794746 31.78 0 2985.590834 3 1001.200378 0.277524607 0.000277671 67.23386114MQYAPNTQVEILPQGHESPIFK 12 63252913 2xTMT6plex [N-Term; K22]; 1xOxidation [M1] 0.979 0.966 1.11 5.864412785 44.71 0 3001.585749 3 1001.200378 0.277524607 0.000277671 67.23386114TSTGAPAAIK 14 63252913 2xTMT6plex [N-Term; K10] 0.869 0.894 0.86 3.841502666 47.87 0 1374.835686 2 687.9213867 -0.137683726 -9.46E-05 30.95976034VSDATGQMNLTK 22 63252913 2xTMT6plex [N-Term; K12]; 1xOxidation [M8] 0.928 0.955 0.947 3.807923079 54.09 0 1738.940956 2 861.9758301 -0.961999802 -0.000828737 42.72676536EVQGNESDLFMSYFPR 2 63252913 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.119 3.194165707 29.45 0 2164.021836 2 1074.515869 -1.14485006 -0.001229584 77.45263561DLALAIR 12 63252913 1xTMT6plex [N-Term] 0.993 0.968 0.867 2.61267519 36.3 0 1000.635246 2 500.8215332 0.542941349 0.000271643 49.17330397157389005 CAPN2 calpain-2 catalytic subunit isoform 1 824 NP_001739.2 57.28571429 1 29 30 453 700 79.959 4.98 1.14 1.18 1.16 1.16 Significant 0.0000991 FADDQLIIDFDNFVR 32 157389005 1xTMT6plex [N-Term] 1.443 1.52 1.518 5.315500259 68.96 0 2057.054122 2 1029.02124 -9.196671613 -0.009459026 108.0467416LEICNLTPDTLTSDTYKK 16 157389005 3xTMT6plex [N-Term; K17; K18]; 1xCarbamidomethyl [C4] 1.834 1.528 1.722 5.625502586 24.26 1 2799.541708 3 933.8491821 -3.112942828 -0.002904938 73.16154072

LEICNLTPDTLTSDTYK 12 157389005 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C4] 0.846 0.899 0.981 5.309485435 62.4 0 2442.283813 2 1221.647827 1.869023924 0.002282343 73.67517228
NECLEAGTLFQDPSFPAIPSALGFK 32 157389005 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C3] 1.048 1.11 1.143 7.222680092 80.21 0 3167.648743 3 1056.552979 -1.376637209 -0.001453568 105.1714025

LFAQLAGEDAEISAFELQTILR 4 157389005 1xTMT6plex [N-Term] 0.991 0.859 5.512522221 47.76 0 2664.444598 3 888.8186035 -1.253767156 -0.001113531 112.8753829RPTEICADPQFIIGGATR 15 157389005 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.073 1.262 1.253 5.929295063 32.96 0 2231.180402 3 744.3972778 -1.399171445 -0.001040601 57.87959726
GSLLGCSIDITSAADSEAITFQK 34 157389005 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C6] 1.211 1.3 1.303 7.539047718 70.16 0 2842.490845 3 948.171875 3.597661543 0.003408773 88.94237289

KMGEDMHTIGFGIYEVPEELSGQTNIHLSK 4 157389005 3xTMT6plex [N-Term; K1; K30] 1.092 1.156 8.478787422 32.07 1 4048.112684 5 810.4229126 -6.725914975 -0.005445452 81.1706566
LEEEDEDEEDGESGCTFLVGLIQK 32 157389005 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 1.306 1.234 1.246 5.688456059 68.54 0 3199.524055 3 1067.178711 -0.773801809 -0.000825266 89.28033917

IMVDMLDSDGSGK 18 157389005 2xTMT6plex [N-Term; K13] 1.156 1.088 1.022 4.946296692 63.75 0 1825.943992 2 913.4747925 -0.922108821 -0.00084186 68.48545416DGELLFVHSAEGSEFWSALLEK 10 157389005 2xTMT6plex [N-Term; K22] 1.043 1.092 0.658 5.20043993 47.78 0 2922.528945 3 974.847229 -0.619825608 -0.000603819 106.883881NYPNTFWMNPQYLIK 24 157389005 2xTMT6plex [N-Term; K15] 1.163 1.252 1.254 5.359747887 49.14 0 2387.26223 2 1194.136963 1.851137757 0.002209576 95.15096889MPCQLHQVIVAR 14 157389005 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.96 1.096 0.978 4.837580681 49.11 0 1680.923917 3 560.9780884 -2.501745164 -0.001401748 48.73466125FKLPPGEYILVPSTFEPNK 6 157389005 3xTMT6plex [N-Term; K2; K19] 1.044 0.993 1.33 4.261930466 22.74 1 2863.657664 3 955.2244873 0.434578504 0.000414828 93.85311433HEDGEFWMSFSDFLR 2 157389005 1xTMT6plex [N-Term] 0.523 3.64341259 7.58 0 2131.974491 3 716.6620483 1.017416507 0.00072846 88.06698756HEDGEFWMSFSDFLR 4 157389005 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.978 1.185 3.261405468 16.19 0 2147.969406 3 716.6620483 1.017416507 0.00072846 88.06698756LPPGEYILVPSTFEPNK 14 157389005 2xTMT6plex [N-Term; K17] 0.631 0.699 0.663 4.387933731 37.12 0 2359.331355 3 787.1152344 -0.087090353 -6.85E-05 87.6513013
LPPGEYILVPSTFEPNKDGDFCIR 30 157389005 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C22] 0.912 0.985 0.891 5.06432724 16.2 1 3222.690942 4 806.4275513 -0.796524371 -0.000641738 93.94780839

SDGFSIETCK 14 157389005 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.535 1.507 1.743 3.569248438 61.77 0 1601.824529 2 801.4155884 -0.392759741 -0.000314566 45.44548742SGTMNSYEMR 6 157389005 1xTMT6plex [N-Term] 1.236 100 3.639965773 30.48 0 1404.644901 2 702.8265991 0.726562412 0.000510281 24.60337NPWGEVEWTGR 19 157389005 1xTMT6plex [N-Term] 1.116 1.016 1.236 3.983358145 36.1 0 1559.780407 2 780.3929443 -1.150724882 -0.000897439 58.10390367YLNQDYEALR 20 157389005 1xTMT6plex [N-Term] 1.05 0.967 1.106 4.417615891 51.97 0 1513.784824 2 757.395752 -0.393915794 -0.000298152 46.53161476KPPPNLFK 8 157389005 3xTMT6plex [N-Term; K1; K8] 1.171 1.205 0.864 3.240776062 23.28 0 1628.05026 3 543.3552856 0.641167917 0.000347951 51.99519858WNDNCPSWNTIDPEER 18 157389005 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.057 0.985 1.05 3.748323441 36.67 0 2262.008311 2 1131.505249 -2.24997101 -0.002544727 57.50743634IMVDMLDSDGSGK 3 157389005 2xTMT6plex [N-Term; K13]; 1xOxidation [M] 1.114 2.675170422 27.41 0 1841.938907 2 913.4747925 -0.922108821 -0.00084186 68.48545416
IMVDMLDSDGSGK 2 157389005 2xTMT6plex [N-Term; K13]; 2xOxidation [M2; M5] 1.361 1.74499929 17.73 0 1857.933822 2 913.4747925 -0.922108821 -0.00084186 68.48545416

GSTAGGCR 4 157389005 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.059 0.369 2.11092639 37.22 0 994.4937443 2 497.7504578 -0.105966133 -5.27E-05 12.77638229
MPCQLHQVIVAR 6 157389005 1xTMT6plex [N-Term]; 1xOxidation [M1]; 1xCarbamidomethyl [C3] 1.736 1.528 1.641 3.379593611 27.38 0 1696.918832 3 560.9780884 -2.501745164 -0.001401748 48.73466125

EFYILWTK 9 157389005 2xTMT6plex [N-Term; K8] 1.139 0.954 0.714 4.079603195 27.47 0 1557.908123 2 779.4570313 -0.858137897 -0.00066845 88.80435847ALEEAGFK 11 157389005 2xTMT6plex [N-Term; K8] 0.975 1.022 1.053 3.102015257 41.53 0 1322.772023 2 661.8891602 -0.740549001 -0.000489789 47.14800372SDTFINLR 12 157389005 1xTMT6plex [N-Term] 1.126 1.228 1.032 3.030252218 30.72 0 1194.668003 2 597.8377075 0.113285919 6.77E-05 48.55835115ELGPYSSK 8 157389005 2xTMT6plex [N-Term; K8] 1.063 1.076 1.068 2.781146049 38.79 0 1338.766938 2 669.8875122 0.60497764 0.000404962 35.32623651NFFLTNR 8 157389005 1xTMT6plex [N-Term] 1.33 1.222 1.368 2.887099743 21.01 0 1140.636309 2 570.8210449 -1.311440148 -0.000747938 46.92774247EAAEGLGSHER 2 157389005 1xTMT6plex [N-Term] 0.917 2.320494175 1.11 0 1384.701822 3 462.2383423 -0.97396747 -0.000449552 16.867299494557014 CAT catalase 847 NP_001743.1 30.17077799 1 13 13 72 527 59.719 7.39 1.42 1.45 1.33 1.4 Significant 0.000663 ADVLTTGAGNPVGDK 6 4557014 2xTMT6plex [N-Term; K15] 1.665 1.337 1.506 5.168701649 77.3 0 1873.043112 2 937.0252075 0.013885992 1.30E-05 48.33117801NPVNYFAEVEQIAFDPSNMPPGIEASPDK 6 4557014 2xTMT6plex [N-Term; K29] 100 0.529 100 4.082391262 27.84 0 3634.81397 3 1212.266724 -7.80017679 -0.009450731 110.0890788GPLLVQDVVFTDEMAHFDR 6 4557014 1xTMT6plex [N-Term] 1.651 1.073 1.535 5.102003574 44.83 0 2418.232497 3 806.7474365 -1.960311795 -0.001580163 91.06425267FSTVAGESGSADTVR 8 4557014 1xTMT6plex [N-Term] 1.283 1.026 1.395 4.877521515 73.8 0 1712.865259 2 856.93573 -0.627742934 -0.00053762 36.60911022
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ADVLTTGAGNPVGDKLNVITVGPR 4 4557014 2xTMT6plex [N-Term; K15] 1.121 1.634 4.748755932 24.23 1 2822.614012 3 941.5426025 -0.268507422 -0.000252631 74.33554306FNTANDDNVTQVR 6 4557014 1xTMT6plex [N-Term] 1.025 1.287 1.527 4.456424713 59.68 0 1722.860842 2 861.9328613 -1.39064264 -0.001197942 34.07974533DPILFPSFIHSQK 6 4557014 2xTMT6plex [N-Term; K13] 1.269 1.38 1.299 5.376113892 41.4 0 1987.141704 3 663.0501709 -2.891019133 -0.001914955 79.08338729
LCENIAGHLK 6 4557014 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.402 1.551 1.354 4.077621937 46.48 0 1612.924518 3 538.3123779 -1.201296723 -0.000645867 57.66858919

FSTVAGESGSADTVRDPR 6 4557014 1xTMT6plex [N-Term] 3.486 1.023 4.101052284 34.49 1 2081.046076 3 694.3517456 -2.591357133 -0.001797578 46.49230266DPASDQMQHWK 2 4557014 2xTMT6plex [N-Term; K11] 1.267 3.726898432 17.24 0 1800.910324 3 600.9750366 0.129036565 7.75E-05 35.24996869VWPHKDYPLIPVGK 4 4557014 3xTMT6plex [N-Term; K5; K14] 1.62 1.645 1.172 4.27701807 1.86 1 2336.40977 4 584.8577271 -0.296072583 -0.000172937 67.08222166DAQIFIQK 6 4557014 2xTMT6plex [N-Term; K8] 1.304 1.308 1.25 4.091192245 44.14 0 1420.856422 2 710.9318848 0.050210035 3.57E-05 54.11689519LNVITVGPR 6 4557014 1xTMT6plex [N-Term] 1.296 1.338 1.395 3.2989223 41.65 0 1197.751673 2 599.3795166 0.069658116 4.17E-05 53.6188243515451856 CAV1 caveolin-1 isoform alpha 857 NP_001744.2 62.35955056 1 11 11 211 178 20.458 6.02 1.05 1.08 1.07 1.07 Significant 0.0000684 VYSIYVHTVCDPLFEAVGK 18 15451856 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C10] 2.045 1.758 2.025 6.117515564 47.47 0 2655.425667 3 885.8132324 -0.196813785 -0.000174208 89.92902784
IDFEDVIAEPEGTHSFDGIWK 44 15451856 2xTMT6plex [N-Term; K21] 1.097 1.132 1.08 6.485560894 70.78 0 2863.455446 4 716.6190796 -0.334375946 -0.000239368 90.20814683HLNDDVVKIDFEDVIAEPEGTHSFDGIWK 10 15451856 3xTMT6plex [N-Term; K8; K29] 4.899 2.339 2.778 6.651377678 21.54 1 4013.089958 5 803.4226685 -1.42580777 -0.001144379 90.791142YVDSEGHLYTVPIR 16 15451856 1xTMT6plex [N-Term] 0.999 0.909 1.052 5.814996719 51.54 0 1877.995879 2 939.5014038 -0.185214897 -0.000173916 49.38838083AMADELSEK 10 15451856 2xTMT6plex [N-Term; K9] 1.108 1.228 1.217 4.049157619 55.06 0 1451.781602 2 726.3936157 -1.134299185 -0.000823377 38.21072553EQGNIYKPNNK 12 15451856 3xTMT6plex [N-Term; K7; K11] 0.99 1.07 1.054 3.771106958 37.1 0 1992.148136 2 996.5769653 -0.743752892 -0.000740833 31.26220108SFLIEIQCISR 8 15451856 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.073 1.945 1.243 3.789577007 26.14 0 1594.882429 2 797.9436646 -1.490372202 -0.001188484 77.44310232EIDLVNRDPK 32 15451856 2xTMT6plex [N-Term; K10] 1.145 1.073 1.131 3.923621416 34.97 1 1656.968491 2 828.9882202 0.406018395 0.00033638 42.55007181HLNDDVVK 20 15451856 2xTMT6plex [N-Term; K8] 0.974 0.968 1.013 4.264184952 51.83 0 1397.815285 2 699.4107056 -0.823075266 -0.000575254 28.89852174QVYDAHTK 20 15451856 2xTMT6plex [N-Term; K8] 0.972 1.07 1.032 3.61766386 27.01 0 1419.799635 3 473.9382629 0.423023323 0.000200203 21.06218736AMADELSEK 16 15451856 2xTMT6plex [N-Term; K9]; 1xOxidation [M2] 1.074 1.084 1.109 2.453211069 34.32 0 1467.776517 2 726.3936157 -1.134299185 -0.000823377 38.21072553EIDLVNR 5 15451856 1xTMT6plex [N-Term] 0.762 0.827 0.789 2.633064985 21.31 0 1087.630889 2 544.3178101 -2.340713966 -0.001272916 35.558001313124873 CBFB core-binding factor subunit beta isoform 2 865 NP_001746.1 18.68131868 1 4 4 20 182 21.495 6.6 1.1 1.13 1.31 1.18 Significant 0.00307 VSQLLAVTGK 8 13124873 2xTMT6plex [N-Term; K10] 1.031 1.057 4.133225918 49.78 0 1473.940485 2 737.4736938 -0.254029719 -0.000187212 72.43069861SKFENEEFFR 6 13124873 2xTMT6plex [N-Term; K2] 1.349 1.08 1.385 2.943474293 16.76 1 1790.947756 3 597.6531982 -1.515462095 -0.000904704 52.37906046EYVDLER 2 13124873 1xTMT6plex [N-Term] 1.39 2.159516335 27.69 0 1152.609819 2 576.8076172 -1.61524305 -0.000930872 32.34205275GWIDLQR 4 13124873 1xTMT6plex [N-Term] 1.084 1.263 2.587551117 13.8 0 1116.636309 2 558.8209229 -1.55826643 -0.000870008 59.51509444502599 CBR1 carbonyl reductase [NADPH] 1 isoform 1 873 NP_001748.1 70.75812274 1 13 15 188 277 30.356 8.32 0.94 0.95 0.95 0.95 Significant 0.0000124 EGWPSSAYGVTK 10 4502599 2xTMT6plex [N-Term; K12] 0.867 0.777 0.784 3.974373817 58.58 0 1739.936857 2 870.4707642 -1.497100126 -0.00130243 48.48898223VADPTPFHIQAEVTMK 8 4502599 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 0.924 0.872 1.004 4.098910332 37.53 0 2258.225511 3 748.0810547 -0.885148701 -0.000661569 63.56973757VADPTPFHIQAEVTMK 4 4502599 2xTMT6plex [N-Term; K16] 0.961 1.008 4.563359261 44.03 0 2242.230596 3 748.0810547 -0.885148701 -0.000661569 63.56973757

DVCTELLPLIKPQGR 9 4502599 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 0.926 1.381 0.819 4.896365166 23.08 0 2197.27788 3 733.097168 -0.423125249 -0.000309908 75.12956841VVNVSSIMSVR 12 4502599 1xTMT6plex [N-Term] 0.935 0.841 0.93 4.037041664 41.54 0 1419.819101 2 718.4094849 -1.617593513 -0.001161282 49.27864002SETITEEELVGLMNK 4 4502599 2xTMT6plex [N-Term; K15]; 1xOxidation [M13] 0.771 0.796 4.454677105 35.58 0 2167.156822 2 1076.078491 -5.671803729 -0.006100484 82.98056915SETITEEELVGLMNK 30 4502599 2xTMT6plex [N-Term; K15] 0.886 0.918 0.883 5.168272495 73.35 0 2151.161907 2 1076.078491 -5.671803729 -0.006100484 82.98056915KEYGGLDVLVNNAGIAFK 12 4502599 3xTMT6plex [N-Term; K1; K18] 0.906 0.915 0.919 6.432661057 35.79 1 2595.511334 3 865.8416748 -0.3325803 -0.000287739 86.87076867SPEEGAETPVYLALLPPDAEGPHGQFVSEK 16 4502599 2xTMT6plex [N-Term; K30] 0.95 0.745 0.81 7.694192886 44.21 0 3622.868114 5 725.3786011 -1.163442547 -0.000843 81.90258427GQAAVQQLQAEGLSPR 12 4502599 1xTMT6plex [N-Term] 0.826 0.846 0.863 6.227437496 80.54 0 1882.03439 3 628.0162964 -0.02850099 -1.79E-05 47.79997638ILLNACCPGWVR 15 4502599 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C7] 1.335 1.309 1.355 4.579524994 45.89 0 1687.897368 2 844.4512939 -1.218723018 -0.00102854 69.11065958FHQLDIDDLQSIR 6 4502599 1xTMT6plex [N-Term] 0.756 1.027 0.805 4.486591339 20.54 0 1828.975478 3 610.3302002 0.311428964 0.000189865 63.70736478SCSPELQQK 22 4502599 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.926 0.924 0.899 3.874049425 43.21 0 1534.829949 2 767.9176636 -1.236952383 -0.000949256 26.46217092
VVNVSSIMSVR 8 4502599 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.96 0.704 0.945 2.795837641 42.99 0 1435.814016 2 718.4094849 -1.617593513 -0.001161282 49.27864002GIGLAIVR 6 4502599 1xTMT6plex [N-Term] 0.982 1.103 1.028 2.70958662 41.94 0 1027.682531 2 514.3450928 0.367698062 0.000188938 54.33727763TDMAGPK 6 4502599 2xTMT6plex [N-Term; K7] 1.143 1.124 1.078 2.484060287 27.7 0 1177.665115 2 589.3361816 -0.024437125 -1.44E-05 26.67909499TNFFGTR 4 4502599 1xTMT6plex [N-Term] 0.78 1.029 2.73030591 23.2 0 1071.57846 2 536.2926025 -0.495933704 -0.000265716 38.76547715FVEDTKK 4 4502599 3xTMT6plex [N-Term; K6; K7] 0.844 0.925 0.911 2.744753122 2.23 1 1553.950605 3 518.6550903 0.072342128 3.75E-05 37.037241234502643 CCT6A T-complex protein 1 subunit zeta isoform a 908 NP_001753.1 60.07532957 1 28 28 372 531 57.988 6.68 1.12 1.14 1.13 1.13 Significant 0.0000261 VLAQNSGFDLQETLVK 42 4502643 2xTMT6plex [N-Term; K16] 1.158 1.205 1.142 5.24497366 73.36 0 2220.264004 3 740.7575684 -2.635836038 -0.001950751 77.3673277

LTLACGGVALNSFDDLSPDCLGHAGLVYEYTLGEEK 8 4502643 2xTMT6plex [N-Term; K36]; 2xCarbamidomethyl [C5; C20] 1.288 1.727 3.214 6.52529192 29.03 0 4343.161595 4 1086.546753 0.825785242 0.00089663 107.4624679
VHAELADVLTEAVVDSILAIK 16 4502643 2xTMT6plex [N-Term; K21] 1.194 1.126 1.228 6.438030243 37.72 0 2664.558789 4 666.8937378 -2.127026864 -0.001416897 113.1307001DGNVLLHEMQIQHPTASLIAK 4 4502643 2xTMT6plex [N-Term; K21]; 1xOxidation [M9] 0.988 1.142 5.657135963 21.95 0 2789.538405 3 925.1868286 0.880692822 0.000814213 74.95373731DGNVLLHEMQIQHPTASLIAK 12 4502643 2xTMT6plex [N-Term; K21] 0.93 0.955 0.9 7.628506184 52.48 0 2773.54349 3 925.1868286 0.880692822 0.000814213 74.95373731QADLYISEGLHPR 20 4502643 1xTMT6plex [N-Term] 1.107 1.179 1.113 5.345580101 54.31 0 1727.927799 3 576.6470337 -0.724281293 -0.000417169 47.24541843GIDPFSLDALSK 26 4502643 2xTMT6plex [N-Term; K12] 1.117 1.171 1.1 4.43856144 61.95 0 1720.988558 2 860.9976196 -0.345808335 -0.000297566 82.69542966

NAIDDGCVVPGAGAVEVAMAEALIK 26 4502643 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C7] 1.35 1.198 1.229 6.247175694 62.51 0 2928.557485 4 732.8947754 -0.072919006 -5.34E-05 109.6124254
VATAQDDITGDGTTSNVLIIGELLK 52 4502643 2xTMT6plex [N-Term; K25] 1.129 1.159 1.162 6.660629272 84.69 0 3002.666167 3 1001.560608 0.367560164 0.000367887 103.0963229AQAALAVNISAAR 4 4502643 1xTMT6plex [N-Term] 0.964 3.98857522 57.62 0 1484.874642 2 742.94104 0.108964165 8.09E-05 50.04515344TEVNSGFFYK 4 4502643 2xTMT6plex [N-Term; K10] 1.3 1.248 3.597124338 56.3 0 1649.893929 2 825.4497681 -1.011984563 -0.000834834 58.07210502MLVSGAGDIK 8 4502643 2xTMT6plex [N-Term; K10] 1.087 1.074 1.128 3.766144037 43.55 0 1448.854707 2 724.930542 -0.620921905 -0.000449813 53.03001691IITEGFEAAK 12 4502643 2xTMT6plex [N-Term; K10] 1.015 1.122 1.132 4.48333168 53.33 0 1536.903766 2 768.9549561 -0.735322959 -0.00056506 61.7818693HKSETDTSLIR 10 4502643 2xTMT6plex [N-Term; K2] 1.37 1.315 1.129 3.875479937 30.38 1 1744.995768 4 437.0045471 0.338239538 0.000147557 24.90482639ALQFLEEVK 23 4502643 2xTMT6plex [N-Term; K9] 1.139 1.125 1.038 4.592315674 57.99 0 1534.924501 2 767.9657593 -0.168826097 -0.000129568 81.76182335SETDTSLIR 13 4502643 1xTMT6plex [N-Term] 0.925 1.017 1.136 3.668852568 31.92 0 1250.678962 2 625.8430786 -0.064759574 -4.05E-05 28.06688131AQLGVQAFADALLIIPK 4 4502643 2xTMT6plex [N-Term; K17] 1.889 1.046 2.035 3.906911373 20.92 0 2226.362596 3 742.7924805 0.1312348 9.74E-05 112.8777279EMDRETLIDVAR 6 4502643 1xTMT6plex [N-Term] 1.135 1.075 1.195 4.215123177 24.46 1 1676.883886 3 559.6311646 -2.949040001 -0.001648399 44.05866484GLVLDHGAR 4 4502643 1xTMT6plex [N-Term] 1.188 1.183 3.285452366 36.73 0 1166.684322 2 583.8458252 0.044477005 2.59E-05 24.45319247GFVVINQK 10 4502643 2xTMT6plex [N-Term; K8] 0.986 1.033 1.017 4.020060062 47.85 0 1362.850942 2 681.9254761 -5.332044273 -0.003633391 52.80704713MLVSGAGDIK 6 4502643 2xTMT6plex [N-Term; K10]; 1xOxidation [M1] 1.175 1.185 2.303491592 29 0 1464.849622 2 724.930542 -0.620921905 -0.000449813 53.03001691GPNKHTLTQIK 2 4502643 3xTMT6plex [N-Term; K4; K11] 1.927 3.09116292 12.28 1 1924.194692 4 481.8041382 0.016019364 7.71E-06 38.35356971HTLTQIK 12 4502643 2xTMT6plex [N-Term; K7] 1.075 1.114 1.105 3.585227251 28.08 0 1298.819642 2 649.9138184 0.552739369 0.000358954 30.7273435ETLIDVAR 6 4502643 1xTMT6plex [N-Term] 1.152 0.854 0.997 2.820416451 19.76 0 1145.672754 2 573.3400269 0.020058902 1.15E-05 41.63008121KVCGDSDK 10 4502643 3xTMT6plex [N-Term; K1; K8]; 1xCarbamidomethyl [C3] 1.362 1.507 1.066 3.022762537 7.55 1 1595.903003 3 532.6389771 -0.391989773 -0.000208526 20.33381908

NAIDDGCVVPGAGAVEVAMAEALIK 2 4502643 2xTMT6plex [N-Term; K25]; 1xOxidation [M19]; 1xCarbamidomethyl [C7] 1.227 1.479 2.481910229 0 2944.5524 4 732.8947754 -0.072919006 -5.34E-05 109.6124254GLQDVLR 12 4502643 1xTMT6plex [N-Term] 1.157 1.121 1.115 2.410620213 28.91 0 1029.62541 2 515.3164673 0.240748053 0.00012394 44.08658269EGIVALR 9 4502643 1xTMT6plex [N-Term] 1.008 1.104 1.092 2.609766006 33.49 0 986.6195964 2 493.8127136 -1.465421842 -0.000722907 38.98466761AGMSSLKG 2 4502643 2xTMT6plex [N-Term; K7] 0.99 2.754159689 18.61 1 1208.707315 2 604.8581543 1.42084335 0.000858692 34.56960808
VCGDSDK 4 4502643 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.057 0.941 2.257065296 24.38 0 1238.645109 2 619.8258057 -0.624724443 -0.000386906 19.05891762
AGMSSLK 3 4502643 2xTMT6plex [N-Term; K7] 0.73 0.724 0.765 2.54521966 19.15 0 1151.685851 2 576.3467407 0.307310637 0.000176963 34.74350901

4502673 CD47 leukocyte surface antigen CD47 isoform 1 precursor 961 NP_001768.1 8.66873065 1 3 3 24 323 35.191 7.21 0.95 0.95 1.03 0.97 Significant 0.000745
STVPTDFSSAK 12 4502673 2xTMT6plex [N-Term; K11] 1.054 0.942 1.064 4.109447479 60.34 0 1597.883758 2 799.4439087 -2.01367413 -0.001608809 41.41889413EGETIIELK 6 4502673 2xTMT6plex [N-Term; K9] 1.273 0.986 1.004 3.682292461 50.57 0 1489.887781 2 745.4470825 -0.599213544 -0.00044638 57.07527372IEVSQLLK 6 4502673 2xTMT6plex [N-Term; K8] 0.824 0.943 0.967 3.62394309 41.17 0 1387.892473 2 694.4481812 -2.440416227 -0.001693518 69.32024955

4502677 CD58 lymphocyte function-associated antigen 3 isoform 1 965 NP_001770.1 13.2 1 3 3 19 250 28.129 6.76 1.24 1.16 1.35 1.25 Significant 0.00194
GLIMYSWDCPMEQCK 6 4502677 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C9; C14] 1.22 1.009 1.326 5.030855179 34.46 0 2376.126073 3 792.7142334 0.872918881 0.000691388 76.67370408VAELENSEFR 5 4502677 1xTMT6plex [N-Term] 0.945 0.979 1.292 3.677255869 28.6 0 1422.742624 2 711.8764038 2.0429255 0.001453279 45.88858106MENDLPQK 8 4502677 2xTMT6plex [N-Term; K8] 1.289 1.203 1.402 3.238616943 14.11 0 1432.787021 2 716.8971558 0.009459492 6.78E-06 39.0652025511386157 CDA cytidine deaminase 978 NP_001776.1 70.54794521 1 5 5 43 146 16.174 6.92 1.14 1.18 1.4 1.24 Significant 0.00422

RPACTLKPECVQQLLVCSQEAK 11 11386157 3xTMT6plex [N-Term; K7; K22]; 3xCarbamidomethyl [C4; C10; C17] 1.55 1.217 1.67 6.449449539 14.17 0 3302.799019 4 826.453186 -2.453985037 -0.002026255 66.66929914
GCNIENACYPLGICAER 10 11386157 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C8; C14] 1.827 1.524 1.863 5.901161194 48.46 0 2226.030309 2 1113.5177 -0.981823727 -0.001092785 54.69455321

AIAIASDMQDDFISPCGACR 14 11386157 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C16; C19] 0.999 1.281 1.186 5.786264896 57.21 0 2427.130417 2 1214.066284 -2.111604959 -0.00256257 71.74349869
EFGTNWPVYMTKPDGTYIVMTVQELLPSSFGPEDLQK 2 11386157 3xTMT6plex [N-Term; K12; K37]; 2xOxidation [M10; M20] 100 4.703210354 10.62 0 4937.523621 4 1235.129517 -5.546218277 -0.006846146 112.3310303

AVSEGYK 6 11386157 2xTMT6plex [N-Term; K7] 0.827 0.82 0.979 2.552616358 41.05 0 1211.703609 2 606.3548584 -0.964941522 -0.000584612 27.413647344502709 CDK1 cyclin-dependent kinase 1 isoform 1 983 NP_001777.1 56.56565657 1 11 13 99 297 34.074 8.4 1.43 1.48 1.45 1.45 Significant 0.0000999 YSTPVDIWSIGTIFAELATK 5 4502709 2xTMT6plex [N-Term; K20] 1.412 1.753 0.961 4.86218977 25.52 0 2670.479476 3 890.8327637 1.595887803 0.001420595 113.2257542ALGTPNNEVWPEVESLQDYK 14 4502709 2xTMT6plex [N-Term; K20] 0.752 0.938 0.922 5.742031097 67.66 0 2747.429231 3 916.4771729 -4.464510013 -0.004088642 80.26031422KPLFHGDSEIDQLFR 12 4502709 2xTMT6plex [N-Term; K1] 1.578 1.8 1.481 5.908605576 40.47 0 2260.249023 4 565.8185425 1.467662121 0.00082932 65.76489518LESEEEGVPSTAIR 6 4502709 1xTMT6plex [N-Term] 1.352 1.779 1.216 4.349471569 60.68 0 1745.911874 2 873.4576416 -2.215350575 -0.001933903 41.83168131IGEGTYGVVYK 6 4502709 2xTMT6plex [N-Term; K11] 1.376 1.33 1.4 4.554754734 48.91 0 1643.940879 2 822.4726563 -1.729672907 -0.00142174 53.24359879MALNHPYFNDLDNQIK 6 4502709 2xTMT6plex [N-Term; K16] 1.286 1.458 2.087 4.628689289 28.69 0 2391.253122 3 797.7541504 -2.184581832 -0.001741296 62.46905745DLKPQNLLIDDK 8 4502709 3xTMT6plex [N-Term; K3; K12] 1.676 1.379 1.365 4.507965565 24.75 0 2099.267916 3 700.4265747 -1.307860176 -0.000915183 64.4008366HPNIVSLQDVLMQDSR 2 4502709 1xTMT6plex [N-Term] 0.891 5.172633648 31.69 0 2081.101089 3 694.3733521 2.121022553 0.001471354 68.64534491SPEVLLGSAR 6 4502709 1xTMT6plex [N-Term] 1.51 1.34 1.895 3.322713614 30.52 0 1257.736417 2 629.3711548 -1.100389294 -0.000692 44.11072005WKPGSLASHVK 10 4502709 3xTMT6plex [N-Term; K2; K11] 1.52 1.543 1.486 4.420013905 17.87 0 1897.162664 4 475.0455017 -1.310759541 -0.000621681 45.25369948IADFGLAR 24 4502709 1xTMT6plex [N-Term] 1.222 1.313 1.184 3.270000696 43.46 0 1091.64106 2 546.3245239 0.651406024 0.000355551 54.48660453MLIYDPAK 6 4502709 2xTMT6plex [N-Term; K8] 1.608 1.31 1.587 2.865085363 29.91 0 1408.82743 2 704.9161377 -1.725477034 -0.00121545 61.50394073AFGIPIR 6 4502709 1xTMT6plex [N-Term] 1.799 1.959 1.607 2.255876064 26.97 0 1002.629767 2 501.8193054 1.56286986 0.00078349 55.61907424606215166 CDK11B cyclin-dependent kinase 11B isoform 1 984 NP_001778.2 17.98742138 1 13 13 64 795 92.563 5.54 1.16 1.18 1.29 1.21 Significant 0.00111 FGALLSDQGFDLMNK 12 606215166 2xTMT6plex [N-Term; K15] 0.865 0.964 1.071 5.042515755 50.54 0 2114.135633 3 705.3833008 -0.134081393 -9.45E-05 95.26606979TSNLLLSHAGILK 6 606215166 2xTMT6plex [N-Term; K13] 1.341 1.318 1.455 4.510874271 35.74 0 1825.13114 3 609.0482178 -0.569591776 -0.000346527 66.29114751SVEEFQCLNR 6 606215166 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.805 0.69 1.093 3.534658432 34.17 0 1510.752144 2 755.8793335 -0.498558162 -0.000376599 40.19380436IYIVMNYVEHDLK 2 606215166 2xTMT6plex [N-Term; K13] 0.882 2.886566401 12.51 0 2095.166204 3 699.0598145 -0.627320459 -0.000438114 105.690654TLDEILQEK 8 606215166 2xTMT6plex [N-Term; K9] 1.163 1.46 1.398 3.96058774 50.61 0 1546.909245 2 773.9581299 -0.16919181 -0.000130862 66.79666689AQHPNIVTVR 6 606215166 1xTMT6plex [N-Term] 1.514 1.577 1.529 3.793894529 32.33 0 1363.800749 3 455.2713623 -0.890794303 -0.000404955 24.58841641IEEGTYGVVYR 2 606215166 1xTMT6plex [N-Term] 1.025 2.883080244 17.42 0 1514.805225 2 757.9068604 0.804990044 0.000609702 41.87707043DSLEEGELR 2 606215166 1xTMT6plex [N-Term] 0.976 3.477569103 43.5 0 1276.658226 2 638.8318481 -1.414999646 -0.000903235 29.97897901ETPLPIDPSMFPTWPAK 2 606215166 2xTMT6plex [N-Term; K17] 1.189 2.582788467 5.1 0 2385.292861 3 795.7702637 1.415497308 0.001125459 100.31225IWPGYSELPAVK 4 606215166 2xTMT6plex [N-Term; K12] 1.365 1.412 3.086536884 18.82 0 1818.056578 2 909.5300293 -2.087837252 -0.001897903 76.85652012APELLLGAK 4 606215166 2xTMT6plex [N-Term; K9] 1.286 1.327 3.051048517 24.09 0 1369.881908 3 457.2993164 1.086158406 0.00049597 65.5170097EINTILK 6 606215166 2xTMT6plex [N-Term; K7] 0.81 1.064 1.209 3.020218372 29.88 0 1288.824059 2 644.9133301 -3.627581063 -0.002337657 53.89594081VGDFGLAR 4 606215166 1xTMT6plex [N-Term] 1.023 1.279 2.623643637 15.83 0 1063.60976 2 532.3086548 0.256616969 0.00013647 41.33912158148352331 Sep-07 septin-7 isoform 1 989 NP_001779.3 45.30892449 1 18 19 222 437 50.648 8.63 0.89 0.91 0.92 0.91 Non-Significant #N/A ADTLTPEECQQFK 18 148352331 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 0.967 0.818 0.849 4.366366863 46.75 0 2025.036313 2 1013.020569 -1.210676901 -0.001225832 44.19065869
IYEFPETDDEEENK 16 148352331 2xTMT6plex [N-Term; K14] 0.713 0.698 0.723 3.972440481 47.64 0 2216.064695 2 1108.5354 -0.528377512 -0.000585459 54.44127625STLINSLFLTDLYSPEYPGPSHR 18 148352331 1xTMT6plex [N-Term] 1.097 1.045 1.03 6.203176498 43.72 0 2836.471875 4 709.8737793 0.49783589 0.000353024 96.17006878KMEMEMEQVFEMK 2 148352331 3xTMT6plex [N-Term; K1; K13] 0.884 4.149424076 18.04 1 2377.224279 3 793.0785522 -1.335688747 -0.001058411 80.67173963

VQCCLYFIAPSGHGLKPLDIEFMK 3 148352331 3xTMT6plex [N-Term; K16; K24]; 2xCarbamidomethyl [C3; C4] 0.954 5.015686989 13.57 0 3510.891857 4 878.4771118 -1.492311523 -0.001309836 97.27978582
NLEGYVGFANLPNQVYR 8 148352331 1xTMT6plex [N-Term] 1.077 0.972 1.021 6.055952072 69.62 0 2183.144668 3 728.3858643 -0.746023196 -0.000542892 74.73386181IYEFPETDDEEENKLVK 16 148352331 3xTMT6plex [N-Term; K14; K17] 1.651 1.474 1.624 4.229075909 18.89 1 2785.475068 3 929.1612549 -2.102492903 -0.001952147 64.34240914MEMEMEQVFEMK 16 148352331 2xTMT6plex [N-Term; K12] 0.805 0.804 0.828 3.130471468 43.63 0 2019.966384 3 673.9940186 0.553798356 0.000372885 86.78889125DVTNNVHYENYR 8 148352331 1xTMT6plex [N-Term] 0.71 0.906 0.818 5.257084846 49.64 0 1752.850277 3 584.9553223 0.64825096 0.000378762 26.41822396FEDYLNAESR 12 148352331 1xTMT6plex [N-Term] 0.725 0.866 0.842 4.764157772 62.45 0 1472.721889 2 736.8636475 -1.270218185 -0.000935339 59.53987362KTVQVEQSK 6 148352331 3xTMT6plex [N-Term; K1; K9] 0.944 1.444 1.079 4.490102768 32.12 1 1734.072846 3 578.696106 0.529972599 0.000306337 29.78295815ILEQQNSSR 6 148352331 1xTMT6plex [N-Term] 0.971 0.798 0.781 3.537172794 33.33 0 1303.716744 2 652.3623657 0.545160838 0.000355368 23.77360705LKDSEAELQR 16 148352331 2xTMT6plex [N-Term; K2] 1.067 1.014 1.07 3.630605459 23.41 1 1646.947756 2 823.9758911 -1.9733373 -0.001624992 30.99003367VNIIPIIAK 80 148352331 2xTMT6plex [N-Term; K9] 0.897 0.963 0.86 4.071352482 45.82 0 1438.976143 2 719.9916382 -0.099405965 -7.15E-05 87.32373433SPLAQMEEER 4 148352331 1xTMT6plex [N-Term] 0.834 0.943 3.738276958 18.14 0 1418.714695 2 709.8599854 -1.410471663 -0.001000528 38.31458325ANWEAQQR 6 148352331 1xTMT6plex [N-Term] 0.861 0.772 0.916 3.144414663 34.09 0 1231.6381 2 616.3228149 0.205687704 0.000126666 20.94154535THMQDLK 16 148352331 2xTMT6plex [N-Term; K7] 0.9 0.868 1.014 2.796791553 19.22 0 1330.755327 3 444.2565918 -0.079074923 -3.51E-05 24.7141023DSEAELQR 4 148352331 1xTMT6plex [N-Term] 0.724 0.962 2.657254457 31.13 0 1176.605797 2 588.8062744 -0.445766863 -0.000262246 17.74359193NLEAQHK 7 148352331 2xTMT6plex [N-Term; K7] 0.808 0.88 0.939 2.849928856 25.35 0 1297.762856 3 433.2590332 -0.238272057 -0.000103074 20.57501798

4757952 CDC42 cell division control protein 42 homolog isoform 1 precursor 998 NP_001782.1 48.16753927 1 7 8 189 191 21.245 6.55 0.84 0.91 0.9 0.89 Significant 0.000612
CVVVGDGAVGK 18 4757952 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.324 1.363 1.255 4.275764465 65.96 0 1518.87142 2 759.9396362 0.379150552 0.00028794 40.53725829

NVFDEAILAALEPPEPK 64 4757952 2xTMT6plex [N-Term; K17] 0.907 0.924 0.929 5.217154026 74.69 0 2311.29497 2 1156.147461 -3.169035149 -0.003662287 106.9619182TPFLLVGTQIDLR 35 4757952 1xTMT6plex [N-Term] 0.913 1.009 1.029 4.381429195 49.26 0 1702.010072 2 851.5079956 -0.797785562 -0.00067892 90.30705394YVECSALTQK 10 4757952 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 0.845 0.805 0.796 3.645913839 55.47 0 1656.903114 2 828.954834 -0.436109537 -0.000361296 42.78164724
QKPITPETAEK 14 4757952 3xTMT6plex [N-Term; K2; K11] 0.699 0.887 0.94 4.866770744 29.41 0 1929.162389 3 643.7255859 -0.095501292 -6.14E-05 35.99832001
TCLLISYTTNK 10 4757952 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.299 1.387 1.311 3.740690231 54.96 0 1772.002828 2 886.5050049 -0.053489968 -4.74E-05 62.40490247
WVPEITHHCPK 22 4757952 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 0.883 0.903 0.855 4.416038036 49.68 0 1862.01473 2 931.5096436 -1.460558062 -0.00135979 44.0218183

DDPSTIEK 16 4757952 2xTMT6plex [N-Term; K8] 0.854 0.882 0.892 3.193051815 34.96 0 1362.751682 2 681.878418 -1.557402224 -0.001061176 29.0941586314589891 CDH3 cadherin-3 isoform 1 preproprotein 1001 NP_001784.2 30.03618818 1 14 17 115 829 91.362 4.75 1.01 1 1.01 1.01 Significant 0.000011 IFYSITGPGADSPPEGVFAVEK 6 14589891 2xTMT6plex [N-Term; K22] 1.155 1.277 1.443 5.109147072 40.41 0 2739.464554 4 685.6207886 -1.178965108 -0.000807433 90.3659127LTVTDLDAPNSPAWR 5 14589891 1xTMT6plex [N-Term] 1.048 0.97 5.289542675 51.28 0 1885.001692 2 943.003479 -1.066880839 -0.001005536 65.91418022ETGWLLLNKPLDR 6 14589891 2xTMT6plex [N-Term; K9] 1.161 0.672 1.02 5.508485317 23.67 0 2013.189717 3 671.7340088 -1.114635542 -0.000747991 71.93814198NQHTLYVEVTNEAPFVLK 10 14589891 2xTMT6plex [N-Term; K18] 1.108 1.133 1.193 5.518722534 22.55 0 2560.417544 4 640.8597412 -0.159941198 -0.000102379 73.86510015DNVFYYGEEGGGEEDQDYDITQLHR 6 14589891 1xTMT6plex [N-Term] 1.365 0.748 1.158 5.059944153 74.67 0 3178.407496 3 1060.13855 -2.013645495 -0.002133395 57.42853154ETGWLLLNKPLDREEIAK 2 14589891 3xTMT6plex [N-Term; K9; K18] 1.603 3.34403801 5.92 1 2812.653976 3 938.2216187 -1.305899339 -0.001224348 74.06906448STGTISVISSGLDR 12 14589891 1xTMT6plex [N-Term] 0.872 1.189 1.09 4.744592667 57.33 0 1621.89583 2 811.4509277 -0.771702613 -0.000625811 52.18847952ATYLIMGGDDGDHFTITTHPESNQGILTTR 4 14589891 1xTMT6plex [N-Term] 1.027 1.702 7.351558685 41.44 0 3490.711012 4 873.4352417 2.327510598 0.002031167 66.37437683YEAHVPENAVGHEVQR 6 14589891 1xTMT6plex [N-Term] 1.142 1.177 0.826 4.901806355 32.86 0 2064.046017 4 516.7674561 0.958083654 0.000494382 36.64885721DPAGWLAMDPDSGQVTAVGTLDREDEQFVR 14 14589891 1xTMT6plex [N-Term] 0.972 1.324 1.25 6.216857433 29.01 1 3504.690277 4 876.9273071 -0.821229309 -0.000719539 81.34802475IKEPLLLPEDDTR 6 14589891 2xTMT6plex [N-Term; K2] 1.098 1.209 1.043 5.33844614 29.92 1 1997.168313 3 666.394165 -0.185774434 -0.000123674 61.7945404LADMYGGGEDD 10 14589891 1xTMT6plex [N-Term] 0.836 0.901 0.9 2.943082333 58.95 0 1371.593577 2 686.3008423 0.605864832 0.0004155 43.86574437QITICNQSPVR 6 14589891 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.157 1.12 1.199 4.117674828 33.76 0 1544.841627 2 772.9230957 -1.755832897 -0.001356242 37.94163349GLEARPEVVLR 9 14589891 1xTMT6plex [N-Term] 1.039 0.89 1.07 4.83869791 17.29 0 1467.884478 3 489.966217 -0.259023757 -0.000126739 41.11203982KLADMYGGGEDD 3 14589891 2xTMT6plex [N-Term; K1]; 1xOxidation [M5] 0.964 0.927 1.629358292 40.98 1 1744.846387 2 872.9262695 -0.644450714 -0.000562234 28.90307521GLDFEAK 6 14589891 2xTMT6plex [N-Term; K7] 0.895 0.92 0.877 3.122663498 23.41 0 1237.719259 2 619.362854 -0.669030704 -0.000414036 46.84946479EQLTVIR 4 14589891 1xTMT6plex [N-Term] 0.698 0.631 2.178092241 22.05 0 1087.667275 2 544.336853 -0.777273834 -0.000422708 35.7096215416936528 CDK2 cyclin-dependent kinase 2 isoform 1 1017 NP_001789.2 27.51677852 1 5 7 47 298 33.908 8.68 1.22 1.16 1.64 1.34 Significant 0.0125 DLKPQNLLINTEGAIK 4 16936528 3xTMT6plex [N-Term; K3; K16] 1.661 1.428 5.237588406 26.58 0 2454.489871 3 818.8341064 -0.857450702 -0.000701535 73.76938727ALFPGDSEIDQLFR 11 16936528 1xTMT6plex [N-Term] 1.145 1.494 1.528 5.120234013 50.65 0 1836.96933 2 918.9890747 0.839999905 0.000771527 89.44058907IGEGTYGVVYK 6 16936528 2xTMT6plex [N-Term; K11] 1.376 1.33 1.4 4.554754734 48.91 0 1643.940879 2 822.4726563 -1.729672907 -0.00142174 53.24359879LDTETEGVPSTAIR 6 16936528 1xTMT6plex [N-Term] 1.04 1.483 1.564 4.470761776 40.83 0 1717.91696 2 859.461853 -0.308719993 -0.000265178 44.53878539IADFGLAR 24 16936528 1xTMT6plex [N-Term] 1.222 1.313 1.184 3.270000696 43.46 0 1091.64106 2 546.3245239 0.651406024 0.000355551 54.48660453ELNHPNIVK 6 16936528 2xTMT6plex [N-Term; K9] 1.225 1.295 2.343 2.028076649 13.21 0 1521.915333 3 507.9767151 0.169939593 8.62E-05 36.80714921LLDVIHTENK 2 16936528 2xTMT6plex [N-Term; K10] 0.998 2.790483236 22.11 0 1639.978327 3 547.3291016 -3.400070846 -0.001858681 57.273151584502743 CDK7 cyclin-dependent kinase 7 1022 NP_001790.1 26.87861272 1 7 7 36 346 39.014 8.47 1.38 1.32 1.37 1.36 Significant 0.000187 LDFLGEGQFATVYK 4 4502743 2xTMT6plex [N-Term; K14] 1.099 4.266111851 56.21 0 2046.131199 2 1023.570313 1.050392077 0.00107462 86.86004769
IFETLGTPTEEQWPDMCSLPDYVTFK 8 4502743 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C17] 100 100 4.103411198 43.67 0 3562.752616 3 1188.253174 -2.146457094 -0.002549099 108.1091761VPFLPGDSDLDQLTR 8 4502743 1xTMT6plex [N-Term] 1.492 1.679 1.643 4.400062084 60.04 0 1902.017008 2 951.5111084 -1.087252699 -0.001033987 80.68429254EQSNPALAIK 4 4502743 2xTMT6plex [N-Term; K10] 1.172 1.07 3.276730776 36.82 0 1528.909914 2 764.9580078 -0.768263054 -0.000587302 44.57147658APELLFGAR 6 4502743 1xTMT6plex [N-Term] 1.523 1.151 1.609 2.899314165 29.14 0 1202.709474 2 601.8580322 -0.57051756 -0.000343083 60.56210626LADFGLAK 8 4502743 2xTMT6plex [N-Term; K8] 1.806 1.173 2.964916706 35.04 0 1292.797844 2 646.902771 0.325837632 0.000210621 65.36485455DKNTNQIVAIK 2 4502743 3xTMT6plex [N-Term; K2; K11] 1.268 1.880306005 3.28 1 1931.189272 3 644.4036255 3.651094662 0.002350318 45.49616047189083844 CTSC dipeptidyl peptidase 1 isoform a preproprotein 1075 NP_001805.3 43.19654428 1 15 15 236 463 51.808 6.99 0.96 1.01 0.95 0.97 Significant 0.000363

YAQDFGLVEEACFPYTGTDSPCK 38 189083844 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C12; C22] 1.2 1.105 1.269 6.904259682 75.24 0 3113.463645 3 1038.492065 -0.642895234 -0.00066721 79.15579779
GTDECAIESIAVAATPIPK 36 189083844 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C5] 0.787 0.825 0.819 4.974506855 56.41 0 2401.304883 2 1201.157837 1.463532661 0.001757194 76.99399232

RGTDECAIESIAVAATPIPK 12 189083844 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C6] 0.966 0.896 0.87 5.596356869 38.86 1 2557.405994 3 853.1395264 -0.76950177 -0.000655976 68.34581677
LELVHHGPMAVAFEVYDDFLHYK 6 189083844 2xTMT6plex [N-Term; K23]; 1xOxidation [M9] 1.192 1.054 6.350414276 25.33 0 3204.659248 4 797.9203491 -1.494875323 -0.001191664 111.9063204LELVHHGPMAVAFEVYDDFLHYK 38 189083844 2xTMT6plex [N-Term; K23] 0.874 0.866 0.888 8.781237602 48.38 0 3188.664333 4 797.9203491 -1.494875323 -0.001191664 111.9063204DPFNPFELTNHAVLLVGYGTDSASGMDYWIVK 2 189083844 2xTMT6plex [N-Term; K32]; 1xOxidation [M26] 0.753 5.236606121 28.65 0 4031.030111 4 1008.51355 0.56026839 0.000564615 111.3856403

YYSSEYHYVGGFYGGCNEALMK 4 189083844 2xTMT6plex [N-Term; K22]; 1xOxidation [M21]; 1xCarbamidomethyl [C16] 2.004 0.533 3.36823082 40.54 0 3069.416301 3 1023.808716 -1.533356378 -0.001568836 58.74549347
YYSSEYHYVGGFYGGCNEALMK 8 189083844 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C16] 1.029 1.324 0.794 4.069447041 17.61 0 3053.421386 3 1023.808716 -1.533356378 -0.001568836 58.74549347NVHGINFVSPVR 28 189083844 1xTMT6plex [N-Term] 0.816 0.867 0.791 5.145865917 55.68 0 1567.890626 3 523.3012085 -0.991045991 -0.000517951 48.43867125NQASCGSCYSFASMGMLEAR 2 189083844 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 0.623 3.404670477 35.01 0 2456.066436 2 1228.536011 -0.688729588 -0.000845783 62.25058266ILHLPTSWDWR 16 189083844 1xTMT6plex [N-Term] 0.89 0.905 0.8 3.795292854 44.28 0 1652.911027 3 551.6426392 1.413899738 0.000779017 79.38141245KVVVYLQK 14 189083844 3xTMT6plex [N-Term; K1; K8] 1.119 1.097 1.095 5.025114536 39.2 1 1664.107775 2 832.5542603 -3.924494727 -0.003265391 56.26151991

NWACFTGK 6 189083844 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.064 1.132 1.021 3.741984129 30.95 0 1441.766227 2 721.3861084 -0.892331296 -0.000643267 62.71332203
VVVYLQK 6 189083844 2xTMT6plex [N-Term; K7] 0.931 1.042 0.802 2.808618069 30.61 0 1306.84988 2 653.9290161 0.670235026 0.000437948 59.07476475AINAIQK 2 189083844 2xTMT6plex [N-Term; K7] 0.926 2.230593204 12.06 0 1215.782528 2 608.3944702 -0.711171852 -0.000432315 39.06479197YDHNFVK 5 189083844 2xTMT6plex [N-Term; K7] 1.116 1.218 1.229 2.380734921 9.93 0 1380.767607 3 460.9274292 0.092512061 4.26E-05 31.2616426YKEEGSK 13 189083844 3xTMT6plex [N-Term; K2; K7] 3.646 3.269 2.479 2.190979719 14.88 1 1527.89857 2 764.4528809 -0.05540371 -4.23E-05 20.9606988321536286 CKB creatine kinase B-type 1152 NP_001814.2 49.08136483 1 12 12 126 381 42.617 5.59 0.55 0.56 0.56 0.56 Significant 0.0000359 GTGGVDTAAVGGVFDVSNADR 8 21536286 1xTMT6plex [N-Term] 0.558 0.925 0.933 4.67129755 75.66 0 2194.093755 2 1097.549438 -0.981898276 -0.001077188 55.14357227LEQGQAIDDLMPAQK 12 21536286 2xTMT6plex [N-Term; K15] 0.646 0.759 0.753 4.224709511 43.69 0 2115.152011 2 1058.077393 -2.128600558 -0.002251157 64.91418955TDLNPDNLQGGDDLDPNYVLSSR 16 21536286 1xTMT6plex [N-Term] 0.677 0.465 0.562 5.032999516 77.22 0 2747.332147 3 916.4484863 -0.451720272 -0.000413675 64.79835824SMTEAEQQQLIDDHFLFDKPVSPLLLASGMAR 2 21536286 2xTMT6plex [N-Term; K19]; 1xOxidation [M30] 0.337 4.443026543 6.49 0 4062.108044 4 1012.282227 -1.495805927 -0.00151305 100.7861722SMTEAEQQQLIDDHFLFDKPVSPLLLASGMAR 6 21536286 2xTMT6plex [N-Term; K19] 0.926 0.415 0.38 8.580814362 33.41 0 4046.113129 4 1012.282227 -1.495805927 -0.00151305 100.7861722FPAEDEFPDLSAHNNHMAK 6 21536286 2xTMT6plex [N-Term; K19] 0.401 0.492 4.994109631 29.56 0 2628.291692 4 657.8283081 -0.110139269 -7.24E-05 57.72672788

FCTGLTQIETLFK 16 21536286 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 0.587 0.581 0.602 4.034286499 37.81 0 2016.124006 2 1008.563354 -2.268335486 -0.002286623 102.7346711LAVEALSSLDGDLAGR 24 21536286 1xTMT6plex [N-Term] 0.517 0.577 0.582 5.70738554 61.74 0 1816.001358 2 908.5028687 -1.595486314 -0.001448703 86.01221088DLFDPIIEDR 6 21536286 1xTMT6plex [N-Term] 0.397 0.701 0.456 3.793438435 38.15 0 1461.778676 2 731.3922729 -0.962055054 -0.000703156 69.70666034VLTPELYAELR 18 21536286 1xTMT6plex [N-Term] 0.536 0.605 0.611 3.853150368 41.14 0 1532.88856 3 511.6342163 -0.303155905 -0.000154901 70.20804734GIWHNDNK 4 21536286 2xTMT6plex [N-Term; K8] 0.537 0.509 3.228265047 21.51 0 1441.795218 3 481.2701721 0.516583363 0.000248269 28.80783103LLIEMEQR 4 21536286 1xTMT6plex [N-Term] 0.502 0.458 3.585662127 31.6 0 1260.718324 2 630.8620605 -1.173621595 -0.000739803 65.6456584HGGYKPSDEHK 4 21536286 3xTMT6plex [N-Term; K5; K11] 0.5 0.504 3.339815617 2.74 0 1942.074971 4 486.2741394 -0.125161395 -6.08E-05 17.3298674502901 CLTB clathrin light chain B isoform a 1212 NP_001825.1 36.96682464 1 10 10 71 211 23.167 4.69 0.73 0.76 0.72 0.74 Significant 0.000266 ESKEETPGTEWEK 8 4502901 3xTMT6plex [N-Term; K3; K13] 0.862 0.794 0.818 4.959342003 19.21 1 2237.190454 3 746.4005737 -1.468761226 -0.0010953 36.5238118
VAQLCDFNPK 12 4502901 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.734 0.844 0.714 3.002883196 38.68 0 1649.908534 2 825.4577637 -0.171516326 -0.000141493 58.88795972
LQELDAASK 8 4502901 2xTMT6plex [N-Term; K9] 0.737 0.967 0.72 3.687459946 39.09 0 1432.841165 2 716.9234619 -1.059546523 -0.000759081 46.92865645
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LTQEPESIR 8 4502901 1xTMT6plex [N-Term] 0.777 0.648 0.864 3.413336277 28.43 0 1301.726246 2 651.3668213 0.092037881 5.99E-05 30.41145409ASEEAFVK 6 4502901 2xTMT6plex [N-Term; K8] 0.823 0.711 0.693 3.617076874 37.94 0 1338.766938 2 669.8885498 2.155057235 0.00144256 36.95473218DLEEWNQR 6 4502901 1xTMT6plex [N-Term] 0.732 0.647 0.765 3.508927107 43.08 0 1318.658895 2 659.8328247 -0.395921902 -0.000261043 34.76538558EETPGTEWEK 6 4502901 2xTMT6plex [N-Term; K10] 0.579 0.663 0.605 4.020978928 24 0 1663.857938 2 832.4320679 -0.648130942 -0.000539199 39.16971173QSEQVEK 6 4502901 2xTMT6plex [N-Term; K7] 0.67 0.745 0.656 2.848123074 33.51 0 1305.741451 2 653.3746338 0.413235043 0.000269789 20.2527881SVLMSLK 5 4502901 2xTMT6plex [N-Term; K7] 0.855 0.674 3.606126547 35 0 1235.779751 2 618.3932495 -0.427953737 -0.000264428 59.40191739VTEQEWR 6 4502901 1xTMT6plex [N-Term] 0.647 0.647 0.793 2.690196991 34.32 0 1176.621053 2 588.8139648 -0.339814164 -0.000199916 28.60041364502923 CNN3 calponin-3 isoform 1 1266 NP_001830.1 47.41641337 1 9 11 81 329 36.391 6.05 0.95 1.03 0.92 0.96 Significant 0.00115 GPSYGLSAEVK 14 4502923 2xTMT6plex [N-Term; K11] 0.978 0.864 0.976 3.763009548 65.39 0 1565.893929 2 783.4500122 -0.754448252 -0.000590693 45.91830594LTLQPVDNSTISLQMGTNK 12 4502923 2xTMT6plex [N-Term; K19] 0.92 0.995 1.012 5.811481953 61.36 0 2518.395094 3 840.1343384 -2.633642869 -0.002210851 73.77422132
DGIILCELINK 14 4502923 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 0.912 1.054 1.019 5.004715443 54.75 0 1746.023563 2 873.5134888 -2.212152813 -0.001931235 87.62477508

NWIEEVTGMSIGPNFQLGLK 10 4502923 2xTMT6plex [N-Term; K20] 0.934 1.119 1.087 4.507551193 43.51 0 2691.458029 3 897.8224487 -1.945454299 -0.00174537 110.6893945AGQSVIGLQMGTNK 4 4502923 2xTMT6plex [N-Term; K14] 0.829 4.159658432 56.67 0 1862.056988 2 931.5302734 -1.996794418 -0.001859072 54.79068826GASQAGMLAPGTR 6 4502923 1xTMT6plex [N-Term] 0.658 1.137 0.796 4.866798878 55.6 0 1445.773213 2 723.3894653 -1.078347505 -0.000779523 27.35726469MQTDKPFDQTTISLQMGTNK 5 4502923 3xTMT6plex [N-Term; K5; K20] 0.857 0.666 4.094423771 6.29 0 2971.583589 3 991.1968994 -2.505124823 -0.002481396 65.58980007KVNESSLNWPQLENIGNFIK 5 4502923 3xTMT6plex [N-Term; K1; K20] 0.837 1.04 3.018892527 14.05 1 3017.702717 4 755.1776733 -4.590671092 -0.00346332 93.33265657GASQAGMLAPGTR 2 4502923 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.871 2.648342848 43.19 0 1461.768128 2 723.3894653 -1.078347505 -0.000779523 27.35726469YDHQAEEDLR 6 4502923 1xTMT6plex [N-Term] 1.047 1.085 0.778 3.796074152 22.59 0 1504.722952 3 502.245697 -0.274977893 -0.000137922 20.13294358LQPGSVK 2 4502923 2xTMT6plex [N-Term; K7] 0.935 2.239381552 24.94 0 1186.755979 2 593.8807983 -1.398173122 -0.000829645 35.09380139GFHTTIDIGVK 1 4502923 2xTMT6plex [N-Term; K11] 1.067 2.454454899 0 1645.967763 3 549.328064 1.139648402 0.000625275 55.0445945517738302 COL8A1 collagen alpha-1(VIII) chain precursor 1295 NP_001841.2 5.64516129 1 2 2 7 744 73.317 9.61 0.6 1.25 1.14 1 Significant 0.0383 GFLDQASGSAVLLLRPGDR 6 17738302 1xTMT6plex [N-Term] 0.601 1.25 1.074 6.077300072 42.23 0 2201.223981 3 734.4123535 -0.66953801 -0.000491268 74.31595522GEPGPRGPPGPPGLPGHGIPGIK 1 17738302 2xTMT6plex [N-Term; K23] 1.506 1.171887279 1.5 1 2599.487296 3 867.1641235 -3.646286153 -0.003159492 109.7130906
4502981 COX4I1 cytochrome c oxidase subunit 4 isoform 1, mitochondrial isoform 1 precursor 1327 NP_001852.1 40.23668639 1 7 7 109 169 19.564 9.51 1.07 1.1 1.11 1.09 Significant 0.000121

ASWSSLSMDEK 14 4502981 2xTMT6plex [N-Term; K11] 1.154 1.342 1.294 4.572839737 65.75 0 1698.877293 2 849.9416504 -0.746733596 -0.000634304 54.90014614SEDFSLPAYMDR 8 4502981 1xTMT6plex [N-Term] 0.908 0.934 1.149 4.414968014 30.95 0 1659.788588 2 838.3949585 -0.514922011 -0.000431449 46.85930656VNPIQGLASK 24 4502981 2xTMT6plex [N-Term; K10] 1.235 1.248 1.326 4.456097126 53.95 0 1484.920084 2 742.9626465 -1.392708787 -0.001034031 57.00938991DHPLPEVAHVK 6 4502981 2xTMT6plex [N-Term; K11] 0.955 1.056 1.009 4.629810333 44.71 0 1699.989561 4 425.7523499 -1.171387156 -0.000497836 44.61517825SEDFSLPAYMDR 22 4502981 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.938 0.843 0.868 2.642107725 42.45 0 1675.783503 2 838.3949585 -0.514922011 -0.000431449 46.85930656AHESVVK 16 4502981 2xTMT6plex [N-Term; K7] 0.978 1.058 1.061 3.8583076 28.99 0 1227.746143 3 409.9200745 -0.385080687 -0.000157594 20.20867206ASWSSLSMDEK 2 4502981 2xTMT6plex [N-Term; K11]; 1xOxidation [M8] 1.093 2.802283525 32.01 0 1714.872208 2 849.9416504 -0.746733596 -0.000634304 54.90014614HLSASQK 12 4502981 2xTMT6plex [N-Term; K7] 1.171 1.232 1.199 3.274176359 30.9 0 1228.741392 2 614.8737793 -0.90329524 -0.000554958 18.99927827FKESFAEMNR 5 4502981 2xTMT6plex [N-Term; K2] 1.242 1.657 1.166 2.670331717 4.09 1 1716.914347 3 572.9771118 1.418340538 0.000811723 44.62146239
17017988 COX5B cytochrome c oxidase subunit 5B, mitochondrial precursor 1329 NP_001853.2 46.51162791 1 6 6 48 129 13.687 8.81 0.96 0.9 0.89 0.92 Significant 0.000568

KGLDPYNVLAPK 6 17017988 3xTMT6plex [N-Term; K1; K12] 0.939 0.892 0.926 5.350690842 33.33 1 2002.230409 3 668.081665 0.016510182 1.10E-05 61.37443838SMASGGGVPTDEEQATGLER 4 17017988 1xTMT6plex [N-Term] 0.01 3.174945354 27.98 0 2221.060406 2 1111.035889 1.843751633 0.002047542 37.81572549EDPNLVPSISNK 18 17017988 2xTMT6plex [N-Term; K12] 0.86 0.893 0.919 4.267334938 47.97 0 1771.000185 2 886.0032349 -0.560092227 -0.000495962 53.3787936LVPQQLAH 10 17017988 1xTMT6plex [N-Term] 1.048 0.864 0.891 3.235640049 52.51 0 1134.683259 2 567.8450317 -0.416348292 -0.000236212 44.11414638EDPNLVPSISNKR 4 17017988 2xTMT6plex [N-Term; K12] 1.577 1.126 3.349384069 8.06 1 1927.101296 3 643.0380249 -0.920830146 -0.000591511 46.46876091EIMLAAK 6 17017988 2xTMT6plex [N-Term; K7] 0.976 0.902 0.731 3.061223269 26.44 0 1233.764101 2 617.3852539 -0.705165193 -0.000435004 52.637849484502985 COX6B1 cytochrome c oxidase subunit 6B1 1340 NP_001854.1 56.97674419 1 4 4 32 86 10.186 7.05 0.77 0.81 0.84 0.81 Significant 0.000631 GGDISVCEWYQR 4 4502985 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.909 0.91 3.967680454 46.18 0 1698.810721 2 849.9077759 -1.439755564 -0.001222936 50.30157407VYQSLCPTSWVTDWDEQR 20 4502985 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.445 1.081 0.77 5.028056622 55.1 0 2499.18119 3 833.7318726 -0.050154114 -4.18E-05 85.21275546NCWQNYLDFHR 4 4502985 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.685 0.738 2.639529228 9.17 0 1781.837939 3 594.616333 -1.960372762 -0.001164356 68.55166404AEGTFPGK 4 4502985 2xTMT6plex [N-Term; K8] 0.695 3.093975782 29.22 0 1264.730158 2 632.8681641 -0.875273664 -0.000553492 34.16908489
262118227 COX7A2 cytochrome c oxidase subunit 7A2, mitochondrial precursor 1347 NP_001856.2 20 1 2 2 24 115 12.836 9.13 0.79 0.85 0.74 0.8 Significant 0.0016

LFQEDDEIPLYLK 20 262118227 2xTMT6plex [N-Term; K13] 0.792 0.845 0.743 3.974187613 36.65 0 2081.157079 2 1041.081787 -0.375700257 -0.000390946 90.7264641GGVADALLYR 4 262118227 1xTMT6plex [N-Term] 0.797 0.852 3.590040445 48.13 0 1263.725852 2 632.366272 -0.462888914 -0.000292482 50.950489254502991 COX7B cytochrome c oxidase subunit 7B, mitochondrial precursor 1349 NP_001857.1 8.75 1 1 1 10 80 9.155 10.27 1.11 1.21 1.17 1.16 Significant 0.000623
TPDFHDK 10 4502991 2xTMT6plex [N-Term; K7] 1.108 1.212 1.166 2.828112602 17.61 0 1317.720322 3 439.9111633 -1.051300297 -0.000461773 27.64999262

4502993 COX7C cytochrome c oxidase subunit 7C, mitochondrial precursor 1350 NP_001858.1 28.57142857 1 2 2 20 63 7.241 10.27 0.87 0.86 0.97 0.9 Significant 0.00152
SHYEEGPGK 14 4502993 2xTMT6plex [N-Term; K9] 0.743 0.783 0.835 4.551915169 36.49 0 1461.773814 3 487.9292297 -0.463916516 -0.000226047 17.97849459NLPFSVENK 6 4502993 2xTMT6plex [N-Term; K9] 1.142 1.165 1.157 3.730822802 34.07 0 1505.8728 2 753.4403687 0.438831678 0.000330412 57.8356903568303572 CSNK1A1 casein kinase I isoform alpha isoform 2 1452 NP_001883.4 43.32344214 1 1 13 107 337 38.89 9.57 1.21 1.32 1.3 1.28 Significant 0.000701 GFPAEFAMYLNYCR 4 68303572 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.199 1.662 4.156207561 26.71 0 1967.934541 3 656.6506348 1.427774561 0.000936589 89.37572039TVLMLADQMISR 19 68303572 1xTMT6plex [N-Term] 1.044 1.298 1.243 4.52902317 63.04 0 1606.8858 3 536.2994995 -1.154204514 -0.000618225 88.78306038ILQGGVGIPHIR 6 68303572 1xTMT6plex [N-Term] 1.236 1.166 1.508 5.111811638 46.5 0 1488.921198 3 496.9786682 0.170196161 8.45E-05 57.10813709RDDMESLGYVLMYFNR 2 68303572 1xTMT6plex [N-Term] 1.249 6.076100349 26.06 1 2238.088475 3 746.7012939 0.381287848 0.000284452 94.92663545FEEAPDYMYLR 6 68303572 1xTMT6plex [N-Term] 0.445 1.625 1.468 4.34106636 38.73 0 1662.80351 2 831.9021606 -3.888271163 -0.003232715 62.00991834AAQQAASSSGQGQQAQTPTGK 12 68303572 2xTMT6plex [N-Term; K21] 1.357 1.392 1.494 7.429718494 84.85 0 2460.284298 3 820.7667847 0.610642399 0.000500785 21.14676166YASINAHLGIEQSR 6 68303572 1xTMT6plex [N-Term] 1.115 1.071 1.207 4.196196556 14.78 0 1787.960162 3 596.6587524 0.862448869 0.000514008 42.51044274KMSTPVEVLCK 2 68303572 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C10] 1.582 4.125395775 13.1 1 1979.163651 3 660.3916016 -1.71792388 -0.001133351 56.47251195
LFLIDFGLAK 18 68303572 2xTMT6plex [N-Term; K10] 1.307 1.383 1.266 4.812710285 50.17 0 1594.997272 2 798.0020142 -0.326276224 -0.000260205 108.8386663TSLPWQGLK 12 68303572 2xTMT6plex [N-Term; K9] 1.377 1.37 1.256 3.786408901 37.76 0 1487.898621 2 744.4526978 -0.337275793 -0.000250916 65.82370185HPQLLYESK 12 68303572 2xTMT6plex [N-Term; K9] 1.142 1.263 1.198 3.400816202 41.98 0 1572.914999 2 786.960022 -1.418820908 -0.001115842 47.68538892
MSTPVEVLCK 2 68303572 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.514 4.290619373 31.71 0 1621.905757 2 811.4555664 -1.171669496 -0.000950169 60.76527388

IEYVHTK 6 68303572 2xTMT6plex [N-Term; K7] 1.407 1.331 1.383 2.937856674 20.96 0 1347.803658 3 449.9395447 0.313861148 0.000141008 32.0919839520149530 CSNK1D casein kinase I isoform delta isoform 1 1453 NP_001884.2 21.20481928 1 3 8 49 415 47.3 9.74 1.4 1.66 1.73 1.59 Significant 0.00393 GYPSEFATYLNFCR 4 20149530 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.543 1.769 4.382210732 33.09 0 1953.93665 3 651.9832153 -0.796839502 -0.000518991 77.96132576GAPVNISSSDLTGR 6 20149530 1xTMT6plex [N-Term] 1.22 1.656 1.514 4.183018208 64.58 0 1602.864865 2 801.9348755 -1.491306903 -0.001195182 43.01576827DVKPDNFLMGLGK 6 20149530 3xTMT6plex [N-Term; K3; K13] 1.675 1.745 1.617 4.321238518 22.76 0 2121.234508 3 707.7484131 -1.801711302 -0.001273951 74.57707433TVLLLADQMISR 12 20149530 1xTMT6plex [N-Term] 1.563 1.621 1.393 4.502993584 47.08 0 1588.929379 3 530.3145142 -0.245504637 -0.00013003 89.87720381MSTPIEVLCK 6 20149530 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.581 1.662 1.485 4.048029423 44.91 0 1635.921407 2 818.4637451 -0.729237737 -0.000596488 68.84767989
IEYIHSK 9 20149530 2xTMT6plex [N-Term; K7] 1.642 1.609 1.526 3.192080021 32.24 0 1347.803658 3 449.9393005 -0.229557673 -0.000103133 37.13106069FDDKPDYSYLR 4 20149530 2xTMT6plex [N-Term; K4] 1.93 1.304 1.412 3.205491304 1.41 0 1876.984535 3 626.3334351 0.64835685 0.000405652 47.46800442AADDAER 2 20149530 1xTMT6plex [N-Term] 1.886 1.738355756 7.77 0 976.4897044 2 488.7485962 0.216431173 0.000105671 13.756060094503093 CSNK1E casein kinase I isoform epsilon 1454 NP_001885.1 29.08653846 1 5 10 64 416 47.285 9.66 1.53 1.49 1.36 1.46 Significant 0.00123 GAPANVSSSDLTGR 6 4503093 1xTMT6plex [N-Term] 0.994 1.339 0.871 4.768003464 77.4 0 1560.817915 2 780.9106445 -2.500033773 -0.001951049 30.17710255GYPSEFSTYLNFCR 5 4503093 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.863 2.229 1.58 3.536795139 28.87 0 1969.931564 2 985.4691772 -0.246936402 -0.000243224 78.60304639SAAEPVASTPASR 6 4503093 1xTMT6plex [N-Term] 1.452 1.324 1.396 3.926282406 37.66 0 1472.790637 2 736.8985596 -0.539587471 -0.00039735 19.93054738DVKPDNFLMGLGK 6 4503093 3xTMT6plex [N-Term; K3; K13] 1.675 1.745 1.617 4.321238518 22.76 0 2121.234508 3 707.7484131 -1.801711302 -0.001273951 74.57707433IPASQTSVPFDHLGK 8 4503093 2xTMT6plex [N-Term; K15] 1.158 1.051 1.059 5.016178131 34.88 0 2055.163896 3 685.7258301 -0.466748967 -0.000319749 59.44527462TVLLLADQMISR 12 4503093 1xTMT6plex [N-Term] 1.563 1.621 1.393 4.502993584 47.08 0 1588.929379 3 530.3145142 -0.245504637 -0.00013003 89.87720381MSTPIEVLCK 6 4503093 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.581 1.662 1.485 4.048029423 44.91 0 1635.921407 2 818.4637451 -0.729237737 -0.000596488 68.84767989
IEYIHSK 9 4503093 2xTMT6plex [N-Term; K7] 1.642 1.609 1.526 3.192080021 32.24 0 1347.803658 3 449.9393005 -0.229557673 -0.000103133 37.13106069MMQGGVGIPSIK 2 4503093 2xTMT6plex [N-Term; K12] 1.724 1.639 2.219774008 0 1675.96394 3 559.3259277 -0.423545434 -0.000236616 65.4177943FDDKPDYSYLR 4 4503093 2xTMT6plex [N-Term; K4] 1.93 1.304 1.412 3.205491304 1.41 0 1876.984535 3 626.3334351 0.64835685 0.000405652 47.468004424503095 CSNK2A1 casein kinase II subunit alpha isoform a 1457 NP_001886.1 41.17647059 1 12 13 111 391 45.115 7.74 0.83 0.81 0.76 0.8 Significant 0.000676 FVHSENQHLVSPEALDFLDK 6 4503095 2xTMT6plex [N-Term; K20] 0.771 0.769 0.729 7.569285393 27.51 0 2783.47685 4 696.6237793 -1.279997173 -0.000890711 74.94559023EYWDYESHVVEWGNQDDYQLVR 7 4503095 1xTMT6plex [N-Term] 0.671 0.844 0.565 5.957103729 37.08 0 3059.400895 3 1020.472046 0.225353047 0.000229815 69.91297347GGPNIITLADIVK 28 4503095 2xTMT6plex [N-Term; K13] 0.688 0.691 0.673 4.494957447 64.41 0 1769.093692 2 885.0498047 -0.768062769 -0.000679388 91.47825357GGPNIITLADIVKDPVSR 10 4503095 2xTMT6plex [N-Term; K13] 0.95 1.121 0.876 5.036781788 35 1 2323.374951 3 775.1303711 0.692338208 0.000536187 90.28137364YSEVFEAINITNNEK 8 4503095 2xTMT6plex [N-Term; K15] 1.018 0.805 0.749 4.672044277 36.85 0 2229.180334 3 743.7319336 0.409801413 0.000304507 77.46695081QLYQTLTDYDIR 4 4503095 1xTMT6plex [N-Term] 0.876 0.966 4.939330578 51.65 0 1757.927131 2 879.4667969 -0.462738179 -0.00040673 64.45666847VLGTEDLYDYIDKYNIELDPR 6 4503095 2xTMT6plex [N-Term; K13] 1.149 1.202 4.468429089 32.74 1 3002.576289 4 751.4005127 1.3094226 0.00098291 92.79804763EAMEHPYFYTVVK 8 4503095 2xTMT6plex [N-Term; K13]; 1xOxidation [M3] 0.919 0.796 0.895 4.041120529 46.45 0 2088.08762 3 696.7011719 0.642786724 0.000447398 50.40728497VYTDVNTHRPR 6 4503095 1xTMT6plex [N-Term] 1.034 0.893 0.77 4.466614246 20.69 0 1586.860054 3 529.6238403 -1.945006995 -0.001028818 19.85864973DVKPHNVMIDHEHR 8 4503095 2xTMT6plex [N-Term; K3] 0.868 0.79 0.872 5.039126396 32.24 0 2185.170061 5 437.8395691 -0.605006008 -0.000264408 24.30963227FYMYELLK 24 4503095 2xTMT6plex [N-Term; K8] 1.045 1.134 0.946 3.612880468 37.31 0 1564.884945 2 782.9437256 -3.048120657 -0.002384979 86.62366899YNIELDPR 2 4503095 1xTMT6plex [N-Term] 0.677 2.246621847 22.66 0 1248.678568 2 624.8426514 -0.433759047 -0.000270813 43.66910601FNDILGR 6 4503095 1xTMT6plex [N-Term] 0.949 0.823 0.884 2.600559235 15.22 0 1063.60976 2 532.3083496 -0.317232187 -0.000168706 51.198727134503097 CSNK2A2 casein kinase II subunit alpha' 1459 NP_001887.1 46.85714286 1 12 13 74 350 41.187 8.56 1.14 1.08 1.1 1.11 Significant 0.000254 LIDWGLAEFYHPAQEYNVR 6 4503097 1xTMT6plex [N-Term] 1.128 1.147 1.199 4.505323887 46.42 0 2550.297874 3 850.7709961 0.219896372 0.000186934 92.61827099EPFFHGQDNYDQLVR 6 4503097 1xTMT6plex [N-Term] 0.993 1.092 0.92 4.88532114 34.17 0 2094.024219 3 698.6795654 -0.036155712 -2.52E-05 54.6566739HLVSPEALDLLDK 10 4503097 2xTMT6plex [N-Term; K13] 1.144 1.039 1.3 5.360517979 47.73 0 1908.120634 3 636.7113037 -0.669033794 -0.000425532 76.08983282TPALVFEYINNTDFK 6 4503097 2xTMT6plex [N-Term; K15] 0.936 0.742 0.952 4.330361843 38.82 0 2230.215991 3 744.0762329 -0.8276416 -0.000615273 98.52181601REPFFHGQDNYDQLVR 2 4503097 1xTMT6plex [N-Term] 1.461 3.905166626 22.01 1 2250.12533 4 563.2866821 -0.19157794 -0.000107769 44.50672618QLYQILTDFDIR 12 4503097 1xTMT6plex [N-Term] 1.291 0.926 0.941 3.709000826 41.79 0 1753.968602 3 585.3274536 -0.452642171 -0.00026464 100.7512994EYWDYEAHVPSWGNQDDYQLVR 2 4503097 1xTMT6plex [N-Term] 0.831 3.35038805 5.02 0 2999.379766 3 1000.467834 3.062129069 0.003061496 70.54949871EAMEHPYFYPVVK 4 4503097 2xTMT6plex [N-Term; K13]; 1xOxidation [M3] 1.143 1.204 3.685437202 20.07 0 2084.092706 3 695.3684082 -0.976070124 -0.000678074 56.10042546EQSQPCADNAVLSSGLTAAR 4 4503097 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.673 0.867 3.109738827 14.38 0 2304.145139 2 1152.57605 -0.13698383 -0.000157815 46.76688613WENFIHSENR 2 4503097 1xTMT6plex [N-Term] 1.019 3.44792366 19.13 0 1560.775656 3 520.9300537 -0.030764951 -1.60E-05 48.87766138FYMYELLK 24 4503097 2xTMT6plex [N-Term; K8] 1.045 1.134 0.946 3.612880468 37.31 0 1564.884945 2 782.9437256 -3.048120657 -0.002384979 86.62366899VYAEVNSLR 2 4503097 1xTMT6plex [N-Term] 1.205 3.117912531 17.12 0 1279.720767 2 640.3685913 7.141485412 0.004569554 45.00313604GGTNIIK 6 4503097 2xTMT6plex [N-Term; K7] 1.242 1.553 1.079 2.012954473 19.19 0 1160.740329 2 580.8734741 -0.566593402 -0.000328834 33.3162583155770844 CTNNA1 catenin alpha-1 isoform 1 1495 NP_001894.2 66.44591611 1 51 51 536 906 100.009 6.29 0.97 0.98 0.99 0.98 Significant 0.0000347 WDDSGNDIIVLAK 24 55770844 2xTMT6plex [N-Term; K13] 0.916 0.903 0.944 5.244639397 69.67 0 1904.052949 2 952.5303345 0.232916481 0.000221743 75.37672904QIIVDPLSFSEER 12 55770844 1xTMT6plex [N-Term] 0.922 0.958 4.262656212 45.24 0 1761.958431 2 881.4827271 -0.14371987 -0.000126614 76.70663311MSASQLEALCPQVINAALALAAKPQSK 17 55770844 3xTMT6plex [N-Term; K23; K27]; 1xCarbamidomethyl [C10] 0.931 1.018 0.855 9.118211746 39.24 0 3497.979091 4 875.2504883 0.29498604 0.000257964 111.9677004

LIEVANLACSISNNEEGVK 18 55770844 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C9] 0.958 0.941 7.133393764 58 0 2518.358709 3 840.1241455 -0.327974152 -0.000275319 88.4660438EELVAAVEDVR 6 55770844 1xTMT6plex [N-Term] 0.791 1.02 1.094 4.451762199 62.45 0 1458.800139 2 729.9033203 -0.531447029 -0.000387637 60.76854674ESQFLKEELVAAVEDVR 26 55770844 2xTMT6plex [N-Term; K6] 0.886 1.019 1.08 5.15238905 35.79 1 2420.343711 4 605.8409424 -0.731792242 -0.000442797 95.50556879QMCMIMMEMTDFTR 2 55770844 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.544 3.012096167 18.5 0 2053.890904 2 1027.447266 -1.776603613 -0.001824475 96.45255291AHVLAASVEQATENFLEK 18 55770844 2xTMT6plex [N-Term; K18] 0.928 0.865 0.869 7.098078728 62.71 0 2415.328395 3 805.777832 -3.913466289 -0.003150769 84.72544466KAHVLAASVEQATENFLEK 8 55770844 3xTMT6plex [N-Term; K1; K19] 1.077 0.901 1.366 6.521094322 48.83 1 2772.58629 3 924.8677368 0.853747718 0.00078903 81.74330488NLMNAVVQTVK 14 55770844 2xTMT6plex [N-Term; K11] 0.942 0.947 1.004 4.992537498 59.66 0 1674.997683 2 838.0012817 -1.43037418 -0.001197937 71.58057842IAEQVASFQEEK 18 55770844 2xTMT6plex [N-Term; K12] 0.927 0.907 0.891 4.854660034 64.49 0 1837.01075 2 919.0095825 0.619881545 0.000569365 55.84272599
AAAGEFADDPCSSVK 12 55770844 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 1.106 1.09 1.179 4.424111843 65.66 0 1982.989363 2 991.9985962 0.27897417 0.000276601 42.65785396TSVQTEDDQLIAGQSAR 6 55770844 1xTMT6plex [N-Term] 1.094 1.119 1.14 5.276185513 75.28 0 2048.045742 2 1024.526733 0.218865656 0.000224123 35.67964153NAGNEQDLGIQYK 10 55770844 2xTMT6plex [N-Term; K13] 0.88 0.943 0.709 4.577100277 54.22 0 1908.022711 2 954.515686 0.725426539 0.000692065 42.55803249FTEQVEAAVEALSSDPAQPMDENEFIDASR 14 55770844 1xTMT6plex [N-Term]; 1xOxidation [M20] 0.893 0.921 5.753776073 35.1 0 3541.647803 3 1175.88855 -0.508273501 -0.000597332 105.0446465FTEQVEAAVEALSSDPAQPMDENEFIDASR 28 55770844 1xTMT6plex [N-Term] 0.699 1.554 0.849 6.86417675 65.72 0 3525.652888 3 1175.88855 -0.508273501 -0.000597332 105.0446465KHVNPVQALSEFK 2 55770844 3xTMT6plex [N-Term; K1; K13] 0.823 5.14953661 33.83 1 2184.310784 4 546.8325195 -1.161036707 -0.000634016 64.61576019VIHVVTSEMDNYEPGVYTEK 2 55770844 2xTMT6plex [N-Term; K20] 0.826 5.992010593 42.05 0 2768.421703 3 923.4761353 -2.835734264 -0.002616836 69.4705707QALQDLLSEYMGNAGR 12 55770844 1xTMT6plex [N-Term] 0.916 0.888 0.847 5.511440754 63.91 0 1995.016691 2 998.0092773 -2.7129961 -0.002706236 95.01133248ESQFLKEELVAAVEDVRK 8 55770844 3xTMT6plex [N-Term; K6; K18] 1.08 1.614 1.409 4.972067356 19.49 2 2777.601606 4 695.1558228 -0.052082478 -3.62E-05 93.27341095QLQQAVTGISNAAQATASDDASQHQGGGGGELAYALNNFDK 2 55770844 2xTMT6plex [N-Term; K41] 1.021 6.260704517 32.47 0 4562.254795 5 913.257019 0.261724717 0.000238811 80.8521224

LLEPLVTQVTTLVNTNSK 26 55770844 2xTMT6plex [N-Term; K18] 0.785 0.866 0.85 7.035003662 60.58 0 2428.442697 4 607.8659058 -0.372021595 -0.000225858 110.0109493AEVQNLGGELVVSGVDSAMSLIQAAK 6 55770844 2xTMT6plex [N-Term; K26] 0.791 0.975 6.628038883 75.5 0 3044.670206 3 1015.561584 -0.002040297 -2.07E-06 112.7003004AEVQNLGGELVVSGVDSAMSLIQAAK 4 55770844 2xTMT6plex [N-Term; K26]; 1xOxidation [M19] 0.54 0.573 5.967140675 63.52 0 3060.665121 3 1015.561584 -0.002040297 -2.07E-06 112.7003004SQGMASLNLPAVSWK 10 55770844 2xTMT6plex [N-Term; K15]; 1xOxidation [M4] 1.081 0.992 0.95 4.982525826 56.37 0 2063.135967 2 1024.074585 0.410803093 0.000420486 79.56396872SQGMASLNLPAVSWK 12 55770844 2xTMT6plex [N-Term; K15] 0.933 0.936 1.091 4.642896652 70.87 0 2047.141052 2 1024.074585 0.410803093 0.000420486 79.56396872
LESIISGAALMADSSCTR 6 55770844 1xTMT6plex [N-Term]; 1xOxidation [M11]; 1xCarbamidomethyl [C16] 0.59 1.041 1.258 5.469626904 45.8 0 2127.062321 3 704.359436 -1.729387949 -0.001216952 89.49990819
LESIISGAALMADSSCTR 16 55770844 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.088 0.939 0.877 6.042478561 49.58 0 2111.067406 3 704.359436 -1.729387949 -0.001216952 89.49990819

IALYCHQLNICSK 10 55770844 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C5; C11] 1.28 1.47 1.008 4.130422115 31.28 0 2078.129108 3 693.3782959 -4.221891052 -0.002924545 59.73301219
AIMAQLPQEQK 22 55770844 2xTMT6plex [N-Term; K11] 0.917 0.959 0.921 4.588164806 50.48 0 1714.992597 2 857.9997559 -0.211214468 -0.000181116 53.17348963
TIADHCPDSACK 8 55770844 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C6; C11] 1.008 1.155 1.287 3.66598773 31.15 0 1832.903525 3 611.6393433 -0.026370643 -1.61E-05 22.71675689
LAQENMDLFK 14 55770844 2xTMT6plex [N-Term; K10] 0.902 0.834 0.736 4.191548824 56.34 0 1666.923849 2 833.965271 -0.350176652 -0.000291859 66.17838551LAQENMDLFKEQWEK 4 55770844 3xTMT6plex [N-Term; K10; K15] 0.693 0.97 4.329887867 17.37 1 2596.40482 3 866.1400757 0.328681712 0.000284464 75.90133649HVNPVQALSEFK 4 55770844 2xTMT6plex [N-Term; K12] 0.79 0.842 4.369953632 17.67 0 1827.052889 3 609.68927 0.20112094 0.000122486 69.96489963SDALNSAIDK 8 55770844 2xTMT6plex [N-Term; K10] 0.836 0.886 0.915 4.043558598 57.48 0 1491.841894 2 746.4248657 0.376196241 0.000280613 40.58201232NTSDVISAAK 6 55770844 2xTMT6plex [N-Term; K10] 0.932 1.071 0.94 4.304606915 53 0 1463.846979 2 732.4269409 -0.255343672 -0.000186892 36.85865851LLSNTVMPR 4 55770844 1xTMT6plex [N-Term] 0.733 0.676 3.249447823 24.01 0 1259.734309 2 630.3704834 -0.490844078 -0.000309167 51.31507139IVAECNAVR 8 55770844 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.962 0.846 0.867 3.638712645 38.43 0 1260.693172 2 630.8497314 -0.78210892 -0.000493 30.24288014

MSASQLEALCPQVINAALALAAKPQSK 2 55770844 3xTMT6plex [N-Term; K23; K27]; 1xOxidation [M1]; 1xCarbamidomethyl [C10] 1.112 3.78353405 5.11 0 3513.974006 4 875.2504883 0.29498604 0.000257964 111.9677004
SKLDAEVSK 11 55770844 3xTMT6plex [N-Term; K2; K9] 1.236 1.335 1.09 3.916455984 20.89 1 1664.019747 2 832.5128174 -0.834896567 -0.000694642 46.07448157ASYVASTK 8 55770844 2xTMT6plex [N-Term; K8] 0.962 0.919 1.301 3.445704222 45.32 0 1284.756373 2 642.8814087 -0.647941668 -0.000416224 27.60452376ALKPEVDKLNIMAAK 6 55770844 4xTMT6plex [N-Term; K3; K8; K15] 1.247 1.289 1.224 4.738464832 13.12 1 2557.592117 4 640.152771 -1.119297172 -0.000715676 69.48660143
CVIALQEK 6 55770844 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 0.867 1.056 1.089 3.317811966 46.91 0 1418.844143 2 709.9251099 -0.845430024 -0.000599767 50.51769369

EKQDETQTK 10 55770844 3xTMT6plex [N-Term; K2; K9] 1.128 0.937 1.082 4.202343941 19.54 1 1794.021204 3 598.6790161 0.719723848 0.0004304 18.68474175VVEDGILK 8 55770844 2xTMT6plex [N-Term; K8] 0.85 0.862 1.069 3.155106544 47.42 0 1330.834624 2 665.9215088 0.839659643 0.000558724 52.12325343QDLLAYLQR 6 55770844 1xTMT6plex [N-Term] 0.975 0.908 1.002 3.721663475 33.1 0 1348.778616 2 674.8922729 -0.998549018 -0.000673411 69.05434031ALLSAVTR 6 55770844 1xTMT6plex [N-Term] 1.224 1.058 1.146 3.114900827 38.05 0 1059.67236 2 530.338623 -2.256146654 -0.001195388 58.23132349FRPSLEER 6 55770844 1xTMT6plex [N-Term] 1.105 1.051 1.008 3.597279549 27.64 0 1262.705451 3 421.5736694 0.794999959 0.000334617 30.41943266QDETQTK 6 55770844 2xTMT6plex [N-Term; K7] 0.945 1.12 0.993 3.252078056 36.81 0 1307.720716 2 654.3638916 -0.160077662 -0.000104668 16.73694277LAQENMDLFK 4 55770844 2xTMT6plex [N-Term; K10]; 1xOxidation [M6] 0.913 2.477498055 31.74 0 1682.918764 2 833.965271 -0.350176652 -0.000291859 66.17838551KAVLMIR 6 55770844 2xTMT6plex [N-Term; K1] 1.799 1.364 1.528 3.331352472 11.89 1 1288.853919 3 430.2897644 0.636761761 0.000273564 45.43130439KIAEAGSR 2 55770844 2xTMT6plex [N-Term; K1] 1.103 2.578745842 10.95 1 1289.794156 3 430.6028442 -0.136638203 -5.87E-05 26.61052368EELVAAVEDVRK 2 55770844 2xTMT6plex [N-Term; K12] 0.802 2.966650248 14.53 1 1816.058034 3 606.0230103 -1.958488228 -0.001185576 61.9744832DQMAAAR 2 55770844 1xTMT6plex [N-Term] 0.986 2.597891331 27.02 0 991.5192305 2 496.2629089 -0.695114008 -0.000344609 16.08347253EYAQVFR 6 55770844 1xTMT6plex [N-Term] 0.862 1.113 0.838 2.449430466 29.8 0 1141.620325 2 571.3139038 0.18073188 0.000103164 39.16397581DVDGLDR 6 55770844 1xTMT6plex [N-Term] 0.893 0.884 0.826 2.820016384 32.29 0 1018.536655 2 509.7713623 -1.184651156 -0.000603305 22.22780469LVYDGIR 6 55770844 1xTMT6plex [N-Term] 1.053 1.001 0.897 2.564542055 24.7 0 1064.630161 2 532.8197632 1.961852354 0.001044324 41.114205884503131 CTNNB1 catenin beta-1 1499 NP_001895.1 59.66709347 1 26 32 279 781 85.442 5.86 0.73 0.75 0.73 0.74 Significant 0.0000819 EAAEAIEAEGATAPLTELLHSR 4 4503131 1xTMT6plex [N-Term] 0.554 0.474 7.355601788 66.04 0 2508.314312 3 836.7756958 -0.708785836 -0.000592619 82.69249665HQEAEMAQNAVR 12 4503131 1xTMT6plex [N-Term] 0.717 0.734 0.66 5.61792469 58.8 0 1612.806304 2 806.9070435 0.313896381 0.000253127 19.4025804AAVSHWQQQSYLDSGIHSGATTTAPSLSGK 2 4503131 2xTMT6plex [N-Term; K30] 0.749 7.593276501 48.16 0 3543.823229 4 886.7078247 -3.882936869 -0.00344011 53.35453354
FLAITTDCLQILAYGNQESK 36 4503131 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C8] 1.406 1.059 1.275 5.873768806 66.64 0 2743.474073 3 915.1624756 -0.437318581 -0.000399924 101.4026652
GLNTIPLFVQLLYSPIENIQR 10 4503131 1xTMT6plex [N-Term] 0.751 0.826 0.803 6.526229382 51.42 0 2657.522789 3 886.5119629 -0.546854436 -0.000484426 113.0592972NEGVATYAAAVLFR 10 4503131 1xTMT6plex [N-Term] 0.915 0.88 0.571 5.812180996 64.3 0 1710.937636 2 855.9719849 -0.550957217 -0.000471327 81.32179164AAMFPETLDEGMQIPSTQFDAAHPTNVQR 10 4503131 1xTMT6plex [N-Term] 0.886 0.507 0.556 6.481828213 44.1 0 3431.65614 3 1144.555176 -1.505368265 -0.001721969 76.35327278LLNDEDQVVVNK 14 4503131 2xTMT6plex [N-Term; K12] 0.732 0.691 0.676 4.842276096 55.11 0 1844.052949 2 922.5291138 -1.083440114 -0.00099896 56.31560119TEPMAWNETADLGLDIGAQGEPLGYR 4 4503131 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.651 6.039313316 41.44 0 3049.477431 3 1017.163391 -0.593882131 -0.000603677 78.38743483

MEEIVEGCTGALHILAR 2 4503131 1xTMT6plex [N-Term]; 1xOxidation [M1]; 1xCarbamidomethyl [C8] 0.959 4.565148354 30.06 0 2144.104126 3 715.3729858 0.12978359 9.28E-05 56.7043203
VLSVCSSNKPAIVEAGGMQALGLHLTDPSQR 2 4503131 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 100 7.256734371 38.31 0 3693.982055 4 924.2497559 -1.316119685 -0.001215431 81.10666291TMQNTNDVETAR 10 4503131 1xTMT6plex [N-Term] 0.759 0.792 0.663 4.543445587 51.83 0 1608.7849 2 804.8944702 -2.011474817 -0.001618015 33.1899885HAVVNLINYQDDAELATR 4 4503131 1xTMT6plex [N-Term] 0.896 0.249 4.97598362 38.76 0 2271.193075 3 757.7357788 -0.128418945 -9.72E-05 56.75372798

VAAGVLCELAQDK 18 4503131 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.705 0.665 0.768 5.497438431 84.51 0 1832.035191 2 916.5200195 -1.325415315 -0.001214104 78.88901119
AGDREDITEPAICALR 12 4503131 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.526 0.725 0.581 5.910560131 30.58 1 2016.038155 2 1008.520447 -2.250753688 -0.002268803 55.81484185LVQNCLWTLR 7 4503131 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.144 1.087 3.76879859 33.68 0 1531.861634 2 766.4334717 -1.284555067 -0.00098388 70.07725357HQEAEMAQNAVR 8 4503131 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.17 1.035 1.096 3.919340372 35.5 0 1628.801219 2 806.9070435 0.313896381 0.000253127 19.4025804MLGSPVDSVLFYAITTLHNLLLHQEGAK 2 4503131 2xTMT6plex [N-Term; K28] 1.255 5.594157219 21.52 0 3525.954367 4 882.2429199 -1.281134703 -0.001129306 113.8185391LHYGLPVVVK 10 4503131 2xTMT6plex [N-Term; K10] 0.733 0.723 0.807 4.459116459 29.61 0 1583.008506 3 528.3409424 -0.146311003 -7.72E-05 63.21287108SPQMVSAIVR 6 4503131 1xTMT6plex [N-Term] 0.582 0.684 0.675 3.565625906 34.98 0 1316.755772 2 658.8813477 -0.26846854 -0.000176754 48.17455944MEEIVEGCTGALHILAR 2 4503131 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.239 3.794586658 23.84 0 2128.109211 3 715.3729858 0.12978359 9.28E-05 56.7043203NLALCPANHAPLR 6 4503131 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.73 0.703 0.664 5.690146446 49.08 0 1675.92636 3 559.3134766 -0.288498654 -0.000161167 38.57869816TSMGGTQQQFVEGVR 6 4503131 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.413 0.729 0.803 3.106110811 54.8 0 1869.932627 2 935.4705811 0.67300787 0.00062924 31.20066616LAEPSQMLK 10 4503131 2xTMT6plex [N-Term; K9] 0.686 0.863 0.823 3.587189198 49.18 0 1474.870357 2 737.9381104 -0.958027848 -0.000706483 62.97694283LLHPPSHWPLIK 20 4503131 2xTMT6plex [N-Term; K12] 0.673 0.681 0.707 4.311228275 35.21 0 1896.16238 4 474.7957153 -0.711348294 -0.000337208 70.50614682AAVMVHQLSK 6 4503131 2xTMT6plex [N-Term; K10] 0.729 0.821 0.83 3.599513769 28 0 1541.92379 3 519.9776001 -0.29369763 -0.000152519 34.53374879AAVMVHQLSK 4 4503131 2xTMT6plex [N-Term; K10]; 1xOxidation [M4] 0.824 0.822 3.700804472 31.36 0 1557.918705 3 519.9776001 -0.29369763 -0.000152519 34.53374879SGGIPALVK 8 4503131 2xTMT6plex [N-Term; K9] 0.718 0.658 0.41 2.831173897 27.74 0 1299.840043 2 650.4232788 -0.586443552 -0.000381141 55.43465825NLSDAATK 6 4503131 2xTMT6plex [N-Term; K8] 0.916 0.866 0.788 2.759275675 30.77 0 1277.746537 2 639.3763428 -0.882689244 -0.000563927 27.667258LVQLLVR 10 4503131 1xTMT6plex [N-Term] 0.68 0.702 0.842 2.990857124 43.15 0 1069.729481 2 535.3686523 0.511192325 0.000273419 71.06789536ALPELTK 20 4503131 2xTMT6plex [N-Term; K7] 0.711 0.898 0.865 2.731379271 37.56 0 1229.786945 2 615.397644 0.867114374 0.000533183 53.90694664LLWTTSR 16 4503131 1xTMT6plex [N-Term] 1.065 0.965 0.916 2.608160496 26.74 0 1105.65671 2 553.3321533 0.289267566 0.000159915 52.28895814MSEDKPQDYKK 2 4503131 4xTMT6plex [N-Term; K5; K10; K11] 1.066 0.979 2.917521477 1 2285.29812 4 572.0813599 2.40224375 0.001372461 33.98687527ATVGLIR 6 4503131 1xTMT6plex [N-Term] 0.716 0.698 0.723 2.093487501 24.12 0 958.6246818 2 479.8154602 -1.082853241 -0.000519025 35.73916279MSEDKPQDYK 2 4503131 3xTMT6plex [N-Term; K5; K10] 0.799 0.936 1.96794498 0 1928.040225 3 643.3515015 -0.141918963 -9.12E-05 33.34897248148491070 CTPS1 CTP synthase 1 isoform a 1503 NP_001896.2 42.1319797 1 18 20 167 591 66.648 6.46 1.17 1.19 1.16 1.17 Significant 0.0000565 KLYGDADYLEER 6 148491070 2xTMT6plex [N-Term; K1] 1.171 0.994 1.109 4.357596397 16.65 1 1930.032213 3 644.0152588 -0.513080976 -0.000330088 44.56790414GIIASSVGTILK 12 148491070 2xTMT6plex [N-Term; K12] 1.154 1.219 1.246 5.277806282 98.33 0 1617.035114 2 809.0206299 -0.699393826 -0.000565472 75.42335196

LLETCSIALVGK 12 148491070 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.258 1.31 1.247 4.890890598 61.2 0 1762.054864 2 881.5291138 -2.220470553 -0.001956295 73.84825239YIDSADLEPITSQEEPVR 26 148491070 1xTMT6plex [N-Term] 1.148 1.213 1.297 5.121115208 68.26 0 2291.160437 3 764.3917847 0.158659298 0.000121171 60.17780308ISMFCHVEPEQVICVHDVSSIYR 6 148491070 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C14] 1.642 0.923 1.175 6.92050457 39.66 0 3034.478634 4 759.3727417 -3.129800625 -0.002374328 73.90624067
NVLGWQDANSTEFDPTTSHPVVVDMPEHNPGQMGGTMR 6 148491070 1xTMT6plex [N-Term] 0.925 0.582 0.936 5.320812702 39.98 0 4381.027354 4 1096.010986 -1.195682446 -0.001309579 67.99559988LYGDADYLEER 6 148491070 1xTMT6plex [N-Term] 1.002 0.902 1.076 4.249339104 47.15 0 1572.774318 2 786.8899536 -1.073144073 -0.000843907 47.8618434ALEHSALAINHK 10 148491070 2xTMT6plex [N-Term; K12] 1.087 1.006 1.641 5.278338909 30.25 0 1762.037574 4 441.2648315 -0.043908329 -1.93E-05 34.94733653

ENFCNIHVSLVPQPSSTGEQK 4 148491070 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C4] 0.764 1.008 4.928794861 33.5 0 2829.460548 3 943.8231201 -2.029121219 -0.001913773 60.49632974
GLGLSPDLVVCR 8 148491070 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.399 1.467 0.01 4.324347019 35.71 0 1514.856215 2 757.9313965 -0.461021477 -0.000349191 64.2825104
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LCSAHGVLVPGGFGVR 4 148491070 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.161 1.142 5.310511112 44.66 0 1855.020989 3 619.0119629 0.18700159 0.000115631 59.31198569FVGQDVEGER 6 148491070 1xTMT6plex [N-Term] 1.189 1.2 1.056 3.507950068 38.45 0 1364.70076 2 682.8532104 -1.183689209 -0.000807691 31.95442212RLDLPIER 6 148491070 1xTMT6plex [N-Term] 1.26 1.086 1.123 4.699272633 41.99 1 1240.757487 3 414.2571106 -0.570814924 -0.000236081 44.88529829IYQYVINK 12 148491070 2xTMT6plex [N-Term; K8] 1.154 1.226 1.195 3.816582918 30.47 0 1498.903372 2 749.9555054 0.241758204 0.000181186 64.88255141FEVNPVWK 10 148491070 2xTMT6plex [N-Term; K8] 0.978 1.029 1.027 3.595368385 36.51 0 1476.861507 2 738.9331665 -1.65931753 -0.001225291 67.71133805
CLEEQGLK 4 148491070 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 1.008 1.178 3.677726507 38.77 0 1434.802672 2 717.9039917 -1.369485575 -0.000982471 38.85591079IQAIAWAR 2 148491070 1xTMT6plex [N-Term] 0.835 2.753878593 16.72 0 1157.699244 2 579.3535156 0.441323602 0.00025546 53.24758323YHEAWQK 6 148491070 2xTMT6plex [N-Term; K7] 1.137 1.122 1.197 3.643307924 21.11 0 1419.778506 3 473.930603 -0.880283765 -0.000416603 44.83695029TKPTQNSVR 10 148491070 2xTMT6plex [N-Term; K2] 1.539 1.354 1.184 2.870239496 9.69 0 1488.889847 3 496.9681396 0.012630426 6.27E-06 17.89668691LSHYLQK 11 148491070 2xTMT6plex [N-Term; K7] 1.124 1.201 1.103 3.758158684 33.02 0 1346.819642 3 449.6110535 -0.76850647 -0.000345013 51.695490334503139 CTSB cathepsin B isoform 1 preproprotein 1508 NP_001899.1 35.39823009 1 13 13 159 339 37.797 6.3 0.77 0.85 0.83 0.82 Significant 0.000865

ICEPGYSPTYK 25 4503139 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 0.958 0.963 0.94 4.357944965 45.79 0 1772.929329 2 886.9666748 -1.836322843 -0.001627835 43.69638161
HYGYNSYSVSNSEK 14 4503139 2xTMT6plex [N-Term; K14] 0.61 0.666 0.711 4.984936237 43.51 0 2093.034004 3 698.3491211 -0.57054914 -0.00039806 30.7293333

DQGSCGSCWAFGAVEAISDR 15 4503139 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 0.982 1.164 1.047 6.551436901 73.52 0 2402.070259 2 1201.536987 -1.48266297 -0.00178073 73.55344972
GQDHCGIESEVVAGIPR 28 4503139 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.9 0.958 1.037 5.836157799 78.22 0 2053.033404 2 1027.020996 0.639082393 0.000656029 46.84128566QDKHYGYNSYSVSNSEK 2 4503139 3xTMT6plex [N-Term; K3; K17] 1.077 4.293181419 0.19 1 2693.37742 4 674.0994263 -0.573392301 -0.00038609 29.26540802

EQWPQCPTIK 27 4503139 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.763 0.914 0.858 4.156196117 42.73 0 1744.945647 2 872.975647 -0.934203704 -0.000815067 49.99256366
DIMAEIYK 10 4503139 2xTMT6plex [N-Term; K8] 0.713 0.731 0.673 3.314366579 39.08 0 1440.817259 2 720.9059448 -8.776853195 -0.006322921 62.14957156VMFTEDLK 6 4503139 2xTMT6plex [N-Term; K8] 0.756 0.722 0.688 3.285163164 41.69 0 1440.817259 2 720.9110718 -1.660124001 -0.001195968 62.57562857DIMAEIYK 14 4503139 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 0.602 0.689 0.647 2.372384548 34.53 0 1456.812174 2 720.9059448 -8.776853195 -0.006322921 62.14957156VMFTEDLKLPASFDAR 4 4503139 2xTMT6plex [N-Term; K8] 1.697 1.399 2.042 3.873436213 10.88 1 2298.25681 3 766.7574463 0.424398694 0.000325126 83.5634301LPASFDAR 5 4503139 1xTMT6plex [N-Term] 0.824 0.738 2.647777557 25.27 0 1105.620325 2 553.3141479 0.628252233 0.000347304 46.21691323TDQYWEK 6 4503139 2xTMT6plex [N-Term; K7] 0.968 0.932 0.951 3.111260414 32.54 0 1427.757101 2 714.3826294 0.616861973 0.000440365 38.92567408

LCGTFLGGPKPPQR 1 4503139 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.453 2.768346786 0 1986.135908 3 662.7173462 0.794293187 0.000525858 54.7205735
ICEPGYSPTYKQDK 2 4503139 3xTMT6plex [N-Term; K11; K14]; 1xCarbamidomethyl [C2] 0.893 1.188 3.042201519 1 2373.272744 3 791.7615967 -1.056440286 -0.00083574 42.20993594

4503143 CTSD cathepsin D preproprotein 1509 NP_001900.1 45.14563107 1 15 15 415 412 44.524 6.54 0.76 0.76 0.77 0.76 Significant 0.0000191 DPDAQPGGELMLGGTDSK 26 4503143 2xTMT6plex [N-Term; K18] 0.781 0.747 0.719 4.311438084 56.97 0 2246.137483 2 1123.569824 -2.275489608 -0.002555531 51.79964086DPDAQPGGELMLGGTDSK 14 4503143 2xTMT6plex [N-Term; K18]; 1xOxidation [M11] 0.805 0.698 0.71 4.151678085 51.67 0 2262.132398 2 1123.569824 -2.275489608 -0.002555531 51.79964086ISVNNVLPVFDNLMQQK 20 4503143 2xTMT6plex [N-Term; K17]; 1xOxidation [M14] 0.804 0.9 1.186 4.268066406 44.7 0 2433.357587 3 806.458374 -0.870125824 -0.000701137 106.2509305ISVNNVLPVFDNLMQQK 44 4503143 2xTMT6plex [N-Term; K17] 0.769 0.751 0.729 5.189108849 51.75 0 2417.362672 3 806.458374 -0.870125824 -0.000701137 106.2509305
AYWQVHLDQVEVASGLTLCK 4 4503143 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C19] 0.582 0.857 5.655632019 40.05 0 2775.490392 3 925.8334961 -1.60585991 -0.001485683 82.72521308

EGCEAIVDTGTSLMVGPVDEVR 26 4503143 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.64 0.559 0.668 7.838878155 84.24 0 2563.258119 3 855.0893555 -1.797007377 -0.001535398 71.58479537FDGILGMAYPR 30 4503143 1xTMT6plex [N-Term] 0.737 0.743 0.75 4.383739948 65.85 0 1468.781987 2 734.8948364 0.278674144 0.000204656 76.98709308LVDQNIFSFYLSR 32 4503143 1xTMT6plex [N-Term] 0.904 0.902 0.947 4.63465786 62.34 0 1830.995151 2 916.0001831 -1.125622349 -0.001030505 96.16208832AIGAVPLIQGEYMIPCEK 42 4503143 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 0.727 0.707 0.708 5.091146946 55.23 0 2447.344245 3 821.7850342 0.563864321 0.000462996 79.90752702
AIGAVPLIQGEYMIPCEK 36 4503143 2xTMT6plex [N-Term; K18]; 1xOxidation [M13]; 1xCarbamidomethyl [C16] 0.794 0.91 0.799 4.909058571 63.22 0 2463.33916 3 821.7850342 0.563864321 0.000462996 79.90752702

LLDIACWIHHK 28 4503143 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 0.693 0.687 0.702 4.879475594 45.04 0 1864.066766 3 622.0271606 0.087461242 5.43E-05 80.00136221
QPGITFIAAK 22 4503143 2xTMT6plex [N-Term; K10] 0.772 0.806 0.807 4.287235737 50.32 0 1503.929921 2 752.468811 0.282333842 0.000212305 60.33136995VSTLPAITLK 30 4503143 2xTMT6plex [N-Term; K10] 0.746 0.773 0.744 4.231387138 52.24 0 1500.976537 2 750.991333 -0.764338647 -0.000573627 72.69962629LSPEDYTLK 20 4503143 2xTMT6plex [N-Term; K9] 0.773 0.754 0.742 3.731719017 51.78 0 1523.872131 2 762.4393311 -0.489299994 -0.000372815 56.12104785QVFGEATK 14 4503143 2xTMT6plex [N-Term; K8] 0.782 0.801 0.831 3.159960508 41.18 0 1337.782922 2 669.3946533 -0.666983679 -0.00044614 37.78255465FDGILGMAYPR 6 4503143 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.535 0.948 0.902 2.619711876 32.85 0 1484.776902 2 734.8948364 0.278674144 0.000204656 76.98709308VGFAEAAR 6 4503143 1xTMT6plex [N-Term] 0.736 0.719 0.646 3.116527319 35.39 0 1049.59411 2 525.3007202 0.051314777 2.69E-05 32.51781311YYTVFDRDNNR 3 4503143 1xTMT6plex [N-Term] 0.947 3.243275881 0.91 1 1691.833899 3 564.6157227 -0.75908826 -0.000428084 37.58454826YYTVFDR 12 4503143 1xTMT6plex [N-Term] 0.789 0.754 0.741 3.068916559 37.67 0 1192.61999 2 596.8133545 -0.467823472 -0.000278968 50.1363998421359867 CYC1 cytochrome c1, heme protein, mitochondrial precursor 1537 NP_001907.2 21.23076923 1 5 5 61 325 35.367 9 1.35 1.34 1.31 1.33 Significant 0.0000812 GLLSSLDHTSIR 18 21359867 1xTMT6plex [N-Term] 1.212 1.189 1.246 5.457624435 56.72 0 1527.869222 3 509.9613647 0.208851829 0.000106366 53.4569946LFDYFPKPYPNSEAAR 12 21359867 2xTMT6plex [N-Term; K7] 1.406 1.445 1.427 3.921547413 10.59 0 2373.264338 3 791.7601929 0.710798732 0.000562304 72.89942962HGGEDYVFSLLTGYCEPPTGVSLR 13 21359867 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.346 1.433 1.568 6.487542152 57.96 0 2883.41846 3 961.8128052 1.873660525 0.001800849 86.89566699WASEPEHDHR 6 21359867 1xTMT6plex [N-Term] 1.626 1.775 1.204 4.758219242 40 0 1492.713056 3 498.2426758 0.280317606 0.000139478 17.62574719DVCTFLR 12 21359867 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.571 1.82 1.345 2.944890499 37.37 0 1139.608046 2 570.3070679 -1.04125082 -0.000593309 44.6743692

392494079 DBT lipoamide acyltransferase component of branched-chain alpha-keto acid dehydrogenase complex, mitochondrial precursor 1629 NP_001909.3 30.70539419 1 12 12 68 482 53.453 8.51 0.83 0.84 0.78 0.82 Significant 0.000516
AASLGLLQFPILNASVDENCQNITYK 6 392494079 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C20] 0.724 0.782 1.102 5.033913136 34.71 0 3337.786633 3 1113.266357 -0.633451028 -0.000704775 105.3707066

DMTVPILVSKPPVFTGK 6 392494079 3xTMT6plex [N-Term; K10; K17] 0.888 1.286 3.855129957 16.02 0 2516.512914 4 629.8832397 -0.709420411 -0.000446316 91.11784923
IPHFGYCDEIDLTELVK 2 392494079 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C7] 1.022 4.506780624 21.76 0 2507.325618 3 836.4456177 -1.323522813 -0.001106168 93.09667771

SYLENPAFMLLDLK 14 392494079 2xTMT6plex [N-Term; K14] 0.878 0.806 0.788 4.282409668 54.41 0 2112.18152 2 1056.595947 1.466621699 0.001548886 111.6008867SYLENPAFMLLDLK 12 392494079 2xTMT6plex [N-Term; K14]; 1xOxidation [M9] 0.731 0.832 0.761 3.876309872 51.54 0 2128.176435 2 1056.595947 1.466621699 0.001548886 111.6008867AQIMNVSWSADHR 4 392494079 1xTMT6plex [N-Term] 0.911 0.78 3.989255428 27.2 0 1743.879803 3 581.9647217 -0.10982462 -6.38E-05 56.05907775ILKEDILNYLEK 6 392494079 3xTMT6plex [N-Term; K3; K12] 0.942 1.099 1.079 3.471276045 13.84 1 2178.335268 3 726.78302 -0.349294903 -0.000253627 96.49359921EDILNYLEK 6 392494079 2xTMT6plex [N-Term; K9] 0.588 0.592 0.587 3.84013629 51.98 0 1594.909245 2 797.9550171 -4.067510633 -0.003243655 75.8800349
VEIMPPPPKPK 6 392494079 3xTMT6plex [N-Term; K9; K11]; 1xOxidation [M4] 0.773 0.9 0.873 3.884001017 26.88 0 1936.190853 3 646.0678711 -0.925848166 -0.00059754 48.75487386

LAMENNIK 2 392494079 2xTMT6plex [N-Term; K8] 0.993 2.759915352 7.11 0 1390.812842 2 695.9091187 -1.35282423 -0.000940763 44.76912166LREELKPIAFAR 1 392494079 2xTMT6plex [N-Term; K6] 0.01 2.156944275 1 1901.173673 4 476.0496826 1.697592806 0.000806855 53.34120018QTGAILPPSPK 1 392494079 2xTMT6plex [N-Term; K11] 0.968 1.908139348 0 1566.961949 3 522.9922485 0.155182753 8.11E-05 47.89698293DKTEPIK 2 392494079 3xTMT6plex [N-Term; K2; K7] 0.932 2.188723803 3.08 1 1517.950605 3 506.6549683 -0.16719572 -8.46E-05 28.72560763
62530384 ECI1 enoyl-CoA delta isomerase 1, mitochondrial isoform 1 precursor 1632 NP_001910.2 35.43046358 1 8 8 71 302 32.795 8.54 0.66 0.7 0.73 0.7 Significant 0.000846

YCIGLNETQLGIIAPFWLK 6 62530384 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C2] 0.893 1.113 0.88 6.459484577 39 0 2694.509337 3 898.8408813 -0.462391061 -0.000415306 112.5047231
DADVQNFVSFISK 12 62530384 2xTMT6plex [N-Term; K13] 0.714 0.714 0.733 4.860810757 35.76 0 1928.052949 2 964.5302124 0.103391708 9.97E-05 85.43219823VLVEPDAGAGVAVMK 14 62530384 2xTMT6plex [N-Term; K15] 0.618 0.634 0.585 5.345346451 67.44 0 1914.113441 2 957.559082 -1.333879929 -0.001276599 67.01812904GVILTSDRPGVFSAGLDLTEMCGR 12 62530384 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 0.86 0.698 0.62 5.688900471 30.26 0 2780.42725 3 927.4796753 -0.999015922 -0.000925897 80.34893DTLENTIGHR 6 62530384 1xTMT6plex [N-Term] 0.681 0.655 0.679 3.870384932 48.33 0 1384.738208 3 462.2507019 -0.4732426 -0.000218439 27.68550284SLQMYLER 12 62530384 1xTMT6plex [N-Term] 0.405 0.382 0.851 3.12662077 50.17 0 1268.687024 2 634.8467407 -0.645655447 -0.000409567 53.52072286AVQELWLR 8 62530384 1xTMT6plex [N-Term] 1.057 1.098 0.884 3.651259184 22.2 0 1243.736023 2 622.3693848 -3.642395706 -0.002265089 60.8618521SPAHYAGYWK 1 62530384 2xTMT6plex [N-Term; K10] 0.978 2.479716778 0 1637.884033 3 546.6307983 -3.780176339 -0.00206383 41.29220499148529014 DDB1 DNA damage-binding protein 1 1642 NP_001914.3 43.42105263 1 45 45 340 1140 126.887 5.26 1.21 1.25 1.23 1.23 Significant 0.0000881 DPNTYFIVGTAMVYPEEAEPK 4 148529014 2xTMT6plex [N-Term; K21] 1.195 1.07 5.867943287 40.75 0 2829.442104 3 943.8178711 -1.075858292 -0.001014693 84.55160508KTEPATGFIDGDLIESFLDISRPK 10 148529014 3xTMT6plex [N-Term; K1; K24] 1.345 1.303 1.192 8.836176872 37.05 1 3336.865819 4 834.9716797 -0.278656695 -0.00023246 106.9447477MQEVVANLQYDDGSGMK 14 148529014 2xTMT6plex [N-Term; K17] 1.136 1.127 1.038 5.328836918 64.03 0 2343.172488 2 1172.090454 0.487967971 0.000571697 65.59944162

QGQGQLVTCSGAFK 10 148529014 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.28 1.367 1.298 4.410553932 65.05 0 1939.047152 2 970.026001 -1.251618287 -0.001213473 43.75459084
SLSTTNVFACSDRPTVIYSSNHK 6 148529014 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C10] 1.185 1.194 1.196 7.562070847 29.51 0 3042.57189 4 761.3972168 -1.594822629 -0.001213091 55.58548128

KICYQEVSQCFGVLSSR 6 148529014 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C3; C10] 1.693 1.703 1.851 5.80650425 44.5 1 2519.315071 3 840.4428101 -0.47384475 -0.000397921 61.58313274ALYYLQIHPQELR 18 148529014 1xTMT6plex [N-Term] 1.381 1.329 1.281 5.361633301 41.38 0 1873.053334 3 625.022583 -0.073893551 -4.61E-05 62.9130204LGKDPNTYFIVGTAMVYPEEAEPK 2 148529014 3xTMT6plex [N-Term; K3; K24] 1.331 3.838257074 14.57 1 3356.805527 3 1119.605347 -1.203495676 -0.001346634 85.18639784IGRPSETGIIGIIDPECR 6 148529014 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.22 1.134 1.221 5.233490467 30.19 0 2212.195718 3 738.0683594 -2.347380459 -0.001730955 67.35497303
EVNYMCPLNSDGYPDSLALANNSTLTIGTIDEIQK 2 148529014 2xTMT6plex [N-Term; K35]; 1xCarbamidomethyl [C6] 1.438 3.539823771 22.77 0 4315.151424 4 1079.540039 -3.035314109 -0.00327446 95.7402201

LFMLLLEKEEQMDGTVTLK 5 148529014 3xTMT6plex [N-Term; K8; K19]; 1xOxidation [M12] 1.43 1.332 4.404877663 22.22 1 2941.659715 4 736.1699219 -0.631296676 -0.000464265 110.7234099ETDDTLVLSFVGQTR 4 148529014 1xTMT6plex [N-Term] 1.286 1.717 4.500359535 42.44 0 1910.006837 2 955.5082397 1.238488859 0.001182761 75.43372159TECNHYNNIMALYLK 4 148529014 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 1.372 1.316 4.848845005 32.29 0 2342.203729 3 781.40625 0.199649584 0.000155873 68.91048046GDFILVGDLMR 6 148529014 1xTMT6plex [N-Term] 0.688 0.936 0.929 4.084754467 55.68 0 1464.808202 2 732.9072266 -0.699842477 -0.000512567 86.71620129ICYQEVSQCFGVLSSR 12 148529014 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C9] 0.858 1.209 1.489 4.893337727 37.3 0 2162.057176 3 721.3554688 -2.461882165 -0.001774243 71.91809187
FLYGCQAPTICFVYQDPQGR 8 148529014 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C11] 2.427 3.349 1.119 5.786698818 40.74 0 2649.27913 3 883.7643433 -0.246657604 -0.000217822 80.98218778

TKGDFILVGDLMR 8 148529014 2xTMT6plex [N-Term; K2] 1.556 1.974 1.326 4.018282413 22.29 1 1923.113775 3 641.7096558 0.332286714 0.000213008 77.28899612SDPNRETDDTLVLSFVGQTR 2 148529014 1xTMT6plex [N-Term] 1.329 4.228937149 15.48 1 2479.262611 3 827.0919189 -0.56759379 -0.000469071 66.20983433LEELHVIDVK 14 148529014 2xTMT6plex [N-Term; K10] 1.258 1.292 1.341 3.598114729 39.23 0 1652.998729 3 551.6712036 0.199044221 0.000109673 62.83805845ALVSEWKEPQAK 5 148529014 3xTMT6plex [N-Term; K7; K12] 1.549 1.673 4.637412548 19.6 1 2073.231137 3 691.7476196 -1.365695908 -0.000943801 52.44076775QSGESIDIITR 4 148529014 1xTMT6plex [N-Term] 1.3 0.629 3.485359907 40.81 0 1447.795388 2 724.4011841 -0.204936374 -0.000148353 40.02125125DSAATTDEER 6 148529014 1xTMT6plex [N-Term] 1.346 1.376 1.314 3.765000105 54.8 0 1323.622569 2 662.3150635 0.212661171 0.000140742 14.56262452LLASINSTVR 8 148529014 1xTMT6plex [N-Term] 1.072 1.275 1.24 3.360008001 36.76 0 1302.794266 2 651.8999023 -1.334126612 -0.000869046 57.53019817YLAIAPPIIK 22 148529014 2xTMT6plex [N-Term; K10] 1.155 1.217 1.1 3.709684134 44.69 0 1557.018008 2 779.0123291 -0.402042155 -0.000312993 86.63492236IVVFQYSDGK 8 148529014 2xTMT6plex [N-Term; K10] 1.196 1.291 1.304 4.368476391 41.68 0 1613.930315 2 807.4685669 -0.283488657 -0.000228765 65.26413803DLLFILTAK 8 148529014 2xTMT6plex [N-Term; K9] 1.527 1.668 1.339 4.323688507 49.84 0 1491.955073 2 746.4813843 0.28082259 0.000209487 105.4264027LVFSNVNLK 10 148529014 2xTMT6plex [N-Term; K9] 1.279 1.311 1.394 4.188749313 40.59 0 1491.929921 2 746.468689 0.120963917 9.02E-05 69.35841805EATADDLIK 7 148529014 2xTMT6plex [N-Term; K9] 1.357 1.246 1.408 3.495173931 39.54 0 1433.825181 2 717.4157104 -0.723004154 -0.000518331 43.19265222LPSFELLHK 20 148529014 2xTMT6plex [N-Term; K9] 1.17 1.196 1.119 3.632809639 31.08 0 1541.945571 3 514.6528931 -0.937095841 -0.00048165 71.20849663
YNACILEYK 6 148529014 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.488 1.442 1.684 4.319363117 36.63 0 1631.886736 2 816.4464111 -0.729219957 -0.000595002 58.28069722TVPLYESPR 2 148529014 1xTMT6plex [N-Term] 1.3 3.394476175 26.47 0 1290.725518 2 645.8665161 0.18414958 0.000118843 38.31633971VTLGTQPTVLR 6 148529014 1xTMT6plex [N-Term] 1.168 1.249 1.489 3.479620695 32.4 0 1413.86268 2 707.4343262 -0.92251268 -0.000652153 50.35407366YLLGDMEGR 4 148529014 1xTMT6plex [N-Term] 1.085 1.115 3.269364357 23.36 0 1282.666288 2 641.8346558 -3.316214514 -0.002126798 50.96589724LYEWTTEK 10 148529014 2xTMT6plex [N-Term; K8] 1.315 1.223 1.261 3.692384005 41.62 0 1527.845916 2 764.4282837 2.208575339 0.001687181 57.34589245LGDSQLVK 6 148529014 2xTMT6plex [N-Term; K8] 1.139 1.06 1.141 3.406935692 23.63 0 1317.814222 2 659.4110107 0.396447668 0.000261222 45.43031709IAVMELFRPK 2 148529014 2xTMT6plex [N-Term; K10] 0.851 3.600870848 9.24 0 1662.01769 3 554.677002 -0.744487037 -0.00041245 82.2148091KVTLGTQPTVLR 2 148529014 2xTMT6plex [N-Term; K1] 1.125 3.500730991 7.17 1 1771.120575 3 591.0447998 -0.411505545 -0.000242942 47.93924459YLLGDMEGR 5 148529014 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.017 1.315 1.16 2.122948408 22.85 0 1298.661203 2 641.8346558 -3.316214514 -0.002126798 50.96589724ALVSEWK 6 148529014 2xTMT6plex [N-Term; K7] 1.002 0.904 1.002 3.052534819 42.43 0 1290.782194 2 645.8942261 -0.789088637 -0.000509271 52.82601992LQTVAEK 4 148529014 2xTMT6plex [N-Term; K7] 1.214 1.211 3.40957427 37.79 0 1246.777109 2 623.8919678 -0.360724561 -0.000224872 37.88384845VVEELTR 6 148529014 1xTMT6plex [N-Term] 1.311 0.959 1.33 2.490841627 34.88 0 1074.63564 2 537.8216553 0.366232852 0.000196783 34.37038199LYDGLFK 10 148529014 2xTMT6plex [N-Term; K7] 1.317 1.233 1.184 2.829381704 25.87 0 1313.786945 2 657.3972168 0.16126949 0.000105937 68.28420146EVGMYGK 8 148529014 2xTMT6plex [N-Term; K7] 1.197 1.304 1.169 2.688919544 21.89 0 1241.696416 2 621.3519897 0.231386822 0.000143656 33.77244237LVSQEPK 12 148529014 2xTMT6plex [N-Term; K7] 1.113 1.14 1.504 2.95477581 23.62 0 1258.777109 2 629.8918457 -0.551236391 -0.000346942 31.40132546TYEVSLR 4 148529014 1xTMT6plex [N-Term] 1.181 1.087 2.90111351 22.72 0 1096.61999 2 548.8128052 -1.510613022 -0.000828284 34.56845432IEHSFWR 8 148529014 1xTMT6plex [N-Term] 1.216 1.211 1.115 2.991547108 27.64 0 1203.647208 3 401.8868408 -1.029304147 -0.000412973 40.466080314503325 DHPS deoxyhypusine synthase isoform a 1725 NP_001921.1 16.53116531 1 4 4 15 369 40.945 5.36 1.25 1.16 1.11 1.17 Significant 0.00122 EAPAGALAAVLK 6 4503325 2xTMT6plex [N-Term; K12] 1.189 1.116 1.03 4.577859402 59.91 0 1568.977599 2 784.9923096 -0.163628451 -0.000128365 74.44565986LINTQAIFAK 6 4503325 2xTMT6plex [N-Term; K10] 1.468 1.188 1.149 4.312903404 46.1 0 1576.982685 2 788.9949341 -0.059040558 -4.66E-05 74.57787289NHIPVFSPALTDGSLGDMIFFHSYK 2 4503325 2xTMT6plex [N-Term; K25] 1.141 3.123465538 13.37 0 3251.696362 4 813.6795654 0.021597573 1.76E-05 100.3117706EINNPESVYYWAQK 1 4503325 2xTMT6plex [N-Term; K14] 1.154 2.652639389 0 2199.14864 3 733.7202148 -1.15897066 -0.000849583 66.45529497

31711992 DLAT dihydrolipoyllysine-residue acetyltransferase component of pyruvate dehydrogenase complex, mitochondrial precursor 1737 NP_001922.2 41.42194745 1 20 20 274 647 68.953 7.84 0.93 0.9 0.92 0.92 Significant 0.0000925
NFSAIINPPQACILAIGASEDK 8 31711992 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C12] 1.135 0.736 1.251 4.505296707 47.88 0 2787.511521 3 929.8397827 -2.413086158 -0.002242168 91.49573747VPEANSSWMDTVIR 12 31711992 1xTMT6plex [N-Term] 0.773 0.941 4.992590427 57.77 0 1833.936649 2 917.4714966 -0.508668572 -0.000466433 70.20752446LQPHEFQGGTFTISNLGMFGIK 12 31711992 2xTMT6plex [N-Term; K22] 1.043 0.987 1.084 7.309509754 43.55 0 2880.548241 3 960.8504028 -4.022058628 -0.003861911 95.02950485
DVPIGAIICITVGKPEDIEAFK 14 31711992 3xTMT6plex [N-Term; K14; K22]; 1xCarbamidomethyl [C9] 0.963 1.352 1.179 6.423336983 27.48 0 3072.762206 4 768.9456177 -0.509293193 -0.000391234 105.7284918

DVPLGTPLCIIVEK 23 31711992 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.018 0.928 0.887 4.953259945 58.06 0 2012.186606 2 1006.594666 -2.261925062 -0.002275708 93.9592124
GFDVASMMSVTLSCDHR 6 31711992 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.46 1.19 0.945 4.677511692 17.53 0 2141.997946 3 714.6705322 -0.42136843 -0.000300857 74.87584317VPLPSLSPTMQAGTIAR 26 31711992 1xTMT6plex [N-Term] 0.952 0.848 0.818 4.883606434 70.21 0 1968.114948 3 656.7088623 -1.480810834 -0.000971469 73.21718488VVDGAVGAQWLAEFR 13 31711992 1xTMT6plex [N-Term] 1.048 1.093 0.882 4.438883305 61.51 0 1847.001299 2 924.0029297 -1.470407737 -0.001357922 87.22818025GVETIANDVVSLATK 34 31711992 2xTMT6plex [N-Term; K15] 0.935 0.852 0.905 6.069429874 74.56 0 1975.147577 2 988.0758057 -1.641761817 -0.001621361 94.35350291VAPAPAAVVPPTGPGMAPVPTGVFTDIPISNIR 20 31711992 1xTMT6plex [N-Term]; 1xOxidation [M16] 0.933 0.875 0.971 6.032485485 39.18 0 3454.896963 4 860.4800415 -1.079389387 -0.000927979 105.0708135VAPAPAAVVPPTGPGMAPVPTGVFTDIPISNIR 24 31711992 1xTMT6plex [N-Term] 0.814 0.804 0.871 6.285072803 43.29 0 3438.902048 4 860.4800415 -1.079389387 -0.000927979 105.0708135ISVNDFIIK 10 31711992 2xTMT6plex [N-Term; K9] 0.892 0.982 0.893 3.650975227 46.64 0 1506.929586 2 753.9660034 -3.222615115 -0.002428127 80.88544389DIDSFVPSK 22 31711992 2xTMT6plex [N-Term; K9] 0.852 0.847 0.921 3.532889128 40.79 0 1465.830266 2 733.4182739 -0.678870167 -0.000497554 54.07380459

ASALACLK 12 31711992 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 0.939 1.028 1.124 3.232651472 55.23 0 1291.780814 2 646.3925171 -2.366198877 -0.001528305 47.7101607
GIDLTQVK 4 31711992 2xTMT6plex [N-Term; K8] 0.883 0.991 3.325090647 36.08 0 1331.829872 2 666.4185791 0.006835051 4.55E-06 51.55296956VFVSPLAK 6 31711992 2xTMT6plex [N-Term; K8] 0.959 0.952 0.943 3.136343241 38.85 0 1318.84988 2 659.928833 0.386462199 0.000254843 64.16695185ILVAEGTR 6 31711992 1xTMT6plex [N-Term] 0.828 0.983 0.822 3.061718225 35.15 0 1087.667275 2 544.3374023 0.232807869 0.000126609 37.59335698LVPADNEK 6 31711992 2xTMT6plex [N-Term; K8] 0.795 0.812 0.897 2.091792583 30.42 0 1343.793487 2 672.3999634 -0.622731242 -0.000418411 35.14516441ILVPEGTR 4 31711992 1xTMT6plex [N-Term] 0.979 0.937 2.891977549 27.12 0 1113.682925 2 557.3446655 -0.781618621 -0.000435238 42.08502663KYLEKPITMLL 5 31711992 3xTMT6plex [N-Term; K1; K5]; 1xOxidation [M9] 1.001 0.929 2.063105822 10.12 1 2052.274582 3 684.7631836 0.20237119 0.00013844 74.47590236

YLEKPITMLL 7 31711992 2xTMT6plex [N-Term; K4] 0.994 0.816 0.865 3.009366035 18.15 0 1679.021772 2 840.013855 -0.797434009 -0.000669455 96.78730022
19923748 DLST dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarate dehydrogenase complex, mitochondrial isoform 1 precursor 1743 NP_001924.2 30.24282561 1 12 12 178 453 48.724 8.95 0.91 0.89 0.89 0.9 Significant 0.0000553

ASAFALQEQPVVNAVIDDTTK 36 19923748 2xTMT6plex [N-Term; K21] 0.939 0.911 0.761 6.587144375 63.7 0 2675.465617 3 892.4915771 -2.032750731 -0.001812852 95.5696064
LKEAQNTCAMLTTFNEIDMSNIQEMR 8 19923748 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C8] 1.145 100 1.061 4.884526253 25.4 1 3546.746501 4 887.4446411 2.885326911 0.002558381 85.83982992NVEAMNFADIER 6 19923748 1xTMT6plex [N-Term] 1.072 1.281 1.116 4.447989464 58.66 0 1637.815472 2 819.411438 0.077924873 6.38E-05 58.63241685TPAFAESVTEGDVR 16 19923748 1xTMT6plex [N-Term] 0.937 0.86 0.81 5.062779427 73.07 0 1707.875095 2 854.4411011 -0.099235338 -8.47E-05 46.05922499AKPAEAPAAAAPK 22 19923748 3xTMT6plex [N-Term; K2; K13] 0.887 0.874 0.894 7.141836643 45.09 0 1880.157244 2 940.5831909 0.989973548 0.000930653 33.22855689

EAQNTCAMLTTFNEIDMSNIQEMR 4 19923748 1xTMT6plex [N-Term]; 1xOxidation [M23]; 1xCarbamidomethyl [C6] 0.959 0.712 4.086652756 25.56 0 3092.399457 3 1026.139526 -0.167828525 -0.000172103 82.3286307
EAQNTCAMLTTFNEIDMSNIQEMR 4 19923748 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.708 7.58171463 67.44 0 3076.404542 3 1026.139526 -0.167828525 -0.000172103 82.3286307LGFMSAFVK 12 19923748 2xTMT6plex [N-Term; K9] 0.874 0.869 0.905 3.721604586 41.09 0 1457.859064 2 729.4332886 0.162133942 0.000118184 87.90279327NVEAMNFADIER 14 19923748 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.957 0.771 0.872 2.859612942 46.21 0 1653.810387 2 819.411438 0.077924873 6.38E-05 58.63241685KTGAAPAK 6 19923748 3xTMT6plex [N-Term; K1; K8] 1.102 1.079 0.983 3.317113161 19.8 1 1430.92981 3 477.6479187 -0.424567634 -0.000202509 20.94832452TITELGEK 11 19923748 2xTMT6plex [N-Term; K8] 0.9 0.847 0.833 3.312329054 34.34 0 1348.808803 2 674.9072876 -1.115113339 -0.000752037 44.06932975GLVVPVIR 18 19923748 1xTMT6plex [N-Term] 0.804 0.883 0.895 2.866052389 49.89 0 1081.729481 2 541.3684082 0.054132065 2.93E-05 60.63239808VEGGTPLFTLR 9 19923748 1xTMT6plex [N-Term] 0.995 0.787 0.866 3.698406458 39.26 0 1418.820481 2 709.9154053 2.151820414 0.001526523 63.76328192DDLVTVK 12 19923748 2xTMT6plex [N-Term; K7] 0.926 0.871 0.938 3.227530241 32.88 0 1247.761124 2 624.3828125 -2.224672612 -0.00138793 53.830247484503381 DR1 protein Dr1 1810 NP_001929.1 25 1 3 3 8 176 19.432 4.75 1.03 1 1.66 1.23 Significant 0.0293 ELVVNCCTEFIHLISSEANEICNK 2 4503381 2xTMT6plex [N-Term; K24]; 3xCarbamidomethyl [C6; C7; C22] 1.663 3.075837851 10.38 0 3337.66309 3 1113.223877 -1.801293439 -0.002004037 100.5277433LENLGIPEEELLR 2 4503381 1xTMT6plex [N-Term] 0.992 4.732205391 40.58 0 1753.989731 2 877.4976196 -1.008097229 -0.000884096 79.30670251EVLQECK 4 4503381 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.046 0.995 2.918936491 30.92 0 1363.765558 2 682.3864136 -0.005456629 -3.72E-06 31.40527146

148539846 DSC3 desmocollin-3 isoform Dsc3a preproprotein 1825 NP_001932.2 13.72767857 1 9 9 33 896 99.906 6.1 1.14 1.16 1.26 1.19 Significant 0.000977 ISTDKETNEGVLSVVKPLNYEENR 4 148539846 3xTMT6plex [N-Term; K5; K16] 0.924 1.179 6.459833145 13.51 1 3421.878174 4 856.2241211 -1.028588635 -0.000879926 72.21148105DLDEGPECTPAAQYVR 4 148539846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.465 4.717685223 54.25 0 2049.974886 2 1025.490479 -0.587884641 -0.000602574 43.50297872GWITIDEISGSIITSK 4 148539846 2xTMT6plex [N-Term; K16] 0.724 0.856 3.99560523 21.26 0 2178.242206 3 726.75177 -0.665312334 -0.00048307 94.27971777YTYSEWHSFTQPR 2 148539846 1xTMT6plex [N-Term] 0.85 3.639384747 18.31 0 1930.928528 3 644.3135986 -1.183322702 -0.000761637 50.69696582EVTVLLEHQK 6 148539846 2xTMT6plex [N-Term; K10] 1.145 1.295 3.66262269 27.6 0 1653.993978 3 552.0026245 -0.397374387 -0.000219085 50.90750265IKENLAVGSK 6 148539846 3xTMT6plex [N-Term; K2; K10] 1.373 1.256 1.38 4.407093048 22.29 1 1746.109231 3 582.7078857 -0.07282101 -4.24E-05 47.42388642GGNQTLESCR 2 148539846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.023 3.460166693 23.09 0 1350.663329 2 675.8353271 0.036327983 2.45E-05 16.90424558YSILQQTPR 2 148539846 1xTMT6plex [N-Term] 1.152 3.204785347 21.26 0 1334.762966 2 667.8851929 0.107196702 7.15E-05 43.00056986IPIEDKDLINTANWR 3 148539846 2xTMT6plex [N-Term; K6] 1.293 1.173 1.238 3.35855484 1 2256.275237 3 752.7642822 1.354422385 0.00101865 73.84833705116534898 DSG2 desmoglein-2 preproprotein 1829 NP_001934.2 36.2254025 1 27 27 220 1118 122.218 5.24 1.06 1.07 1.06 1.06 Significant 0.00000983 VIQPHGGGSNPLEGTQHLQDVPYVMVR 5 116534898 1xTMT6plex [N-Term] 0.104 0.161 0.879 8.187639236 34.66 0 3157.641417 4 790.1659546 0.181046325 0.00014292 63.20342398ILDVNDNIPVVENK 8 116534898 2xTMT6plex [N-Term; K14] 1.215 1.101 3.985285521 40.25 0 2040.174127 3 680.7295532 -0.009853096 -6.70E-06 72.85136854GQIIGNFQAFDEDTGLPAHAR 4 116534898 1xTMT6plex [N-Term] 1.922 1.643 5.933188915 47.19 0 2486.262551 3 829.4255371 -0.19838286 -0.000164411 67.55747508VVPSFLPVDQGGSLVGR 22 116534898 1xTMT6plex [N-Term] 0.97 1.006 0.878 4.40238142 64.24 0 1956.111577 2 978.5570679 -2.411993195 -0.002359064 79.34890169VLDINDNEPVFTQDVFVGSVEELSAAHTLVMK 4 116534898 2xTMT6plex [N-Term; K32] 1.577 6.249112129 39.5 0 3975.08254 3 1325.696655 -1.793006715 -0.002375783 112.2978976LEDRDNWISVDSVTSEIK 6 116534898 2xTMT6plex [N-Term; K18] 1.305 0.95 0.999 5.701979637 26.43 1 2564.360817 3 855.4572754 -1.382191656 -0.001181479 71.59207639VYAPASTLVDQPYANEGTVVVTER 14 116534898 1xTMT6plex [N-Term] 1.349 0.872 1.077 6.618443966 67.39 0 2808.461704 3 936.8253174 -0.108782527 -0.000101837 66.77086875IVSLEPAYPPVFYLNK 14 116534898 2xTMT6plex [N-Term; K16] 1.653 1.382 1.321 5.086682796 36.13 0 2308.335713 3 770.116272 -0.628094095 -0.000483284 100.2241628GITEPPFGIFVFNK 18 116534898 2xTMT6plex [N-Term; K14] 1.232 1.285 1.359 4.230923176 43.81 0 2024.162105 2 1012.583374 -1.301265901 -0.001316987 103.4489124DMAGAQAAAVALNEEFLR 14 116534898 1xTMT6plex [N-Term] 1.183 1.048 0.998 6.245821953 83.96 0 2106.085104 2 1053.547241 0.997771586 0.001050696 80.04877101GFTPIPGTIEMLHPWNNEGAPPEDK 12 116534898 2xTMT6plex [N-Term; K25] 0.749 0.805 0.896 6.491262913 49.35 0 3205.639241 3 1069.219482 1.451624863 0.001551129 90.14063248VLAPASTLQSSYQIPTENSMTAR 3 116534898 1xTMT6plex [N-Term] 0.808 0.01 5.611611366 34.59 0 2694.396996 3 898.803894 0.049416959 4.44E-05 71.92228462AASYTEEDENHTAK 12 116534898 2xTMT6plex [N-Term; K14] 0.973 0.919 0.964 5.177402973 60.17 0 2023.997284 3 675.3374023 0.182540388 0.000123154 21.61214449QESTSVLLQQSEK 6 116534898 2xTMT6plex [N-Term; K13] 1.285 1.694 0.938 5.195791721 80.42 0 1935.079892 2 968.0444946 0.940967771 0.000910424 44.21874319
TLAEVCLGQK 12 116534898 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.177 1.292 1.246 4.104037285 33.12 0 1576.913285 2 788.9592285 -1.334460665 -0.001052164 55.12974301IVAISEDYPR 4 116534898 1xTMT6plex [N-Term] 0.911 0.995 3.241759539 52.46 0 1391.773196 2 696.3904419 0.295191101 0.00020542 51.00658592NLDFSVIVANK 4 116534898 2xTMT6plex [N-Term; K11] 1.137 3.18776679 23.07 0 1677.993978 3 560.0027466 -0.173447527 -9.70E-05 76.89509201GSSSASIVK 8 116534898 2xTMT6plex [N-Term; K9] 1 1.077 0.907 3.0391047 39.94 0 1293.777837 2 647.3919678 -0.910491037 -0.000588987 28.4569803SLQEANAEK 12 116534898 2xTMT6plex [N-Term; K9] 0.979 0.978 0.689 4.058835983 54.4 0 1447.815679 2 724.4120483 0.788207853 0.00057059 25.38210632AWITAPVALR 6 116534898 1xTMT6plex [N-Term] 1.153 1.465 0.965 3.533894062 42.55 0 1326.809522 2 663.9087524 0.532030258 0.000352951 68.93786214VTQEIVTER 2 116534898 1xTMT6plex [N-Term] 0.881 2.94707036 20.35 0 1303.741896 2 652.3738403 -1.14452557 -0.000746083 33.12405864EVDYEEMK 12 116534898 2xTMT6plex [N-Term; K8] 1.727 1.25 1.279 3.702262402 37.9 0 1500.765617 2 750.8845215 -2.565891173 -0.001925401 41.0895172IHSDLAEER 6 116534898 1xTMT6plex [N-Term] 1.165 1.18 1.519 3.47607851 41.33 0 1298.690195 3 433.5681152 -0.309963744 -0.000134182 23.14947216FLDDLGLK 2 116534898 2xTMT6plex [N-Term; K8] 1.146 2.494927406 40.67 0 1378.834624 2 689.9207764 -0.251948725 -0.000173698 78.45472921ATQFTGATGAIMTTETTK 1 116534898 2xTMT6plex [N-Term; K18]; 1xOxidation [M12] 0.888 2.210129499 0 2304.215734 3 768.7454224 2.595355876 0.00199342 49.51171241GNNVEKPLELR 3 116534898 2xTMT6plex [N-Term; K6] 0.952 0.89 0.948 2.623512745 0 1727.021589 3 576.3462524 1.51407732 0.000871615 40.33641116EGEDLSK 6 116534898 2xTMT6plex [N-Term; K7] 1.26 1.362 1.309 2.693600178 21.42 0 1235.688353 2 618.3469238 -1.442243706 -0.000891082 23.56756362119964718 DSG3 desmoglein-3 preproprotein 1830 NP_001935.2 36.13613614 1 25 25 159 999 107.465 5 0.92 0.9 0.94 0.92 Significant 0.000157
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

ALDYEQLQSVK 12 119964718 2xTMT6plex [N-Term; K11] 0.986 0.97 1.088 4.488648415 54.38 0 1751.994371 2 876.4993896 -1.637404304 -0.001434362 54.99510886
GSHTMLCTEDPCSR 6 119964718 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C12] 0.947 0.87 0.842 4.977602959 26.31 0 1879.829818 3 627.2809448 -0.817748143 -0.000512409 22.77195993

TITAEVLAIDEYTGK 2 119964718 2xTMT6plex [N-Term; K15] 0.816 3.929444075 26.81 0 2082.173458 3 694.7285767 -1.095513692 -0.00076035 85.65127117
SLTLEVCQCDNR 8 119964718 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C9] 0.796 0.703 0.904 3.837916851 41.37 0 1723.83047 2 862.4182739 -0.695659149 -0.000599599 44.39739166
LAEISLGVDGEGK 10 119964718 2xTMT6plex [N-Term; K13] 0.901 0.865 0.917 4.96230793 57.54 0 1746.004936 2 873.5029297 -3.638766918 -0.003176652 63.2304737LVDYILGTYQAIDEDTNK 4 119964718 2xTMT6plex [N-Term; K18] 0.624 0.715 5.737421513 44.43 0 2529.348856 3 843.7872314 -0.677899396 -0.000571548 106.7386589AQEQIPPGVYHISLVLTDSQNNR 2 119964718 1xTMT6plex [N-Term] 0.881 4.772815228 40.42 0 2808.484171 3 936.8306885 -2.371040713 -0.002219677 73.41845302DYADGAISMNFLDSYFSQK 6 119964718 2xTMT6plex [N-Term; K19] 0.886 0.891 6.223736286 72.64 0 2630.284875 3 877.4327393 -0.460313852 -0.000403586 98.0945721IEENILSSELLR 6 119964718 1xTMT6plex [N-Term] 0.904 0.904 0.846 5.140741825 58.14 0 1644.936967 2 822.9695435 -3.134907927 -0.002578363 76.19355525VICPISSVPGNLAGPTQLR 12 119964718 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.733 0.75 0.778 5.291693211 47.82 0 2208.237189 3 736.7451782 -7.339448006 -0.005402414 71.2262302IVSQEPAGTPMFLLSR 10 119964718 1xTMT6plex [N-Term] 0.838 1.105 1.142 5.169378757 46.74 0 1975.088399 2 988.045166 -2.705483336 -0.002671784 78.3088534KLVDYILGTYQAIDEDTNK 6 119964718 3xTMT6plex [N-Term; K1; K19] 0.81 1.366 0.862 5.77155447 34.41 1 2886.606751 4 722.4064331 -0.986676874 -0.000712037 104.9517934

LVVSGADKDGEGLSTQCECNIK 5 119964718 3xTMT6plex [N-Term; K8; K22]; 2xCarbamidomethyl [C17; C19] 1.101 1.025 5.735511303 25.24 1 3067.600696 4 767.6550293 -0.785308369 -0.000602253 53.06670978
ISGVGIDQPPFGIFVVDK 8 119964718 2xTMT6plex [N-Term; K18] 0.761 0.788 4.748319626 38.27 0 2346.34734 3 782.7862549 -1.333298574 -0.001042794 103.1753498GTAVEGTSGMEMTTK 4 119964718 2xTMT6plex [N-Term; K15] 0.76 0.674 4.766861439 66.63 0 1957.997484 2 979.5031738 0.810489422 0.000793468 40.69425316

DSGYGIESCGHPIEVQQTGFVK 6 119964718 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C9] 0.942 0.701 1.035 6.989379406 55.35 0 2866.444564 3 956.1507568 -2.388580011 -0.002282244 55.71689056
YTGPYTFALEDQPVK 4 119964718 2xTMT6plex [N-Term; K15] 0.943 0.857 3.779834986 42.87 0 2187.173792 2 1094.090332 -0.185036736 -0.000202354 71.00967032ALNAQGLDVEKPLILTVK 14 119964718 3xTMT6plex [N-Term; K11; K18] 0.955 0.909 0.99 5.965096474 39.68 0 2609.620885 4 653.1610107 0.508996827 0.000332072 86.02824127ITSDYQATQK 6 119964718 2xTMT6plex [N-Term; K10] 0.94 0.919 1.024 4.336133957 49.92 0 1612.894657 2 806.9506226 -0.427128213 -0.000344456 35.09868934DAVCSSSPSVVVSAR 10 119964718 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.013 1.012 0.715 5.118386269 60.38 0 1749.900264 2 875.4525757 -1.365479428 -0.001194726 34.63382881
VPDFNDNCPTAVLEK 2 119964718 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 0.808 3.906391144 31.56 0 2177.131276 2 1089.070068 0.727746079 0.000792199 67.62714411VQSTPVTIQVINVR 4 119964718 1xTMT6plex [N-Term] 0.83 0.972 3.649002314 28.1 0 1783.063899 2 892.0338135 -1.990117616 -0.001774253 60.37578675AEFHQSVISR 2 119964718 1xTMT6plex [N-Term] 0.898 2.51821661 13.37 0 1402.764029 2 701.8845825 -1.525717008 -0.00107011 25.99887361TNEGILK 4 119964718 2xTMT6plex [N-Term; K7] 1.137 1.177 2.467296124 23.69 0 1232.761459 2 616.8832397 -1.829825062 -0.001127869 37.13845095EVQPPSK 6 119964718 2xTMT6plex [N-Term; K7] 0.84 0.845 0.839 2.945754766 15.11 0 1242.745809 2 621.8761597 -0.616243529 -0.000382917 28.34628974503433 E2F3 transcription factor E2F3 isoform 1 1871 NP_001940.1 3.225806452 1 1 1 6 465 49.131 5.44 1.06 1.35 1.02 1.14 Significant 0.00817 IYDITNVLEGIHLIK 6 4503433 2xTMT6plex [N-Term; K15] 1.056 1.349 1.017 3.868266821 14.71 0 2199.315311 3 733.7764893 -0.180468239 -0.000132302 110.13992724503475 EEF1A2 elongation factor 1-alpha 2 1917 NP_001949.1 35.85313175 1 3 15 395 463 50.438 9.03 0.9 0.97 0.91 0.92 Significant 0.000556 EHALLAYTLGVK 65 4503475 2xTMT6plex [N-Term; K12] 1.059 1.085 1.118 5.282406807 73.01 0 1773.067477 2 887.0365601 -0.921179162 -0.000816656 64.4005123VETGILRPGMVVTFAPVNITTEVK 6 4503475 2xTMT6plex [N-Term; K24] 1.757 1.107 1.011 5.514564037 25.58 0 3029.747335 3 1010.583679 -3.581236699 -0.003616747 94.40656779

NMITGTSQADCAVLIVAAGVGEFEAGISK 8 4503475 2xTMT6plex [N-Term; K29]; 1xOxidation [M2]; 1xCarbamidomethyl [C11] 1.686 1.126 5.737187862 26.84 0 3383.759098 3 1123.258423 -1.02976192 -0.001155998 112.6314015
NMITGTSQADCAVLIVAAGVGEFEAGISK 6 4503475 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C11] 1.878 0.924 7.165366173 59.46 0 3367.764183 3 1123.258423 -1.02976192 -0.001155998 112.6314015

THINIVVIGHVDSGK 76 4503475 2xTMT6plex [N-Term; K15] 0.752 0.768 0.791 6.444166183 65.93 0 2047.20643 4 512.5569458 -0.232720486 -0.000119107 52.70929702EHALLAYTLGVKQLIVGVNK 2 4503475 3xTMT6plex [N-Term; K12; K20] 0.508 6.679744244 29.65 1 2853.753296 4 714.1953735 2.231580646 0.001592095 99.64874632IGGIGTVPVGR 22 4503475 1xTMT6plex [N-Term] 0.882 0.938 0.858 4.061787128 51.36 0 1254.773137 2 627.8897705 -0.695300488 -0.000436222 50.4062004YYITIIDAPGHR 6 4503475 1xTMT6plex [N-Term] 0.757 0.963 0.866 4.475769043 19.58 0 1647.905607 3 549.9729614 -0.774548403 -0.000425461 58.34140827STTTGHLIYK 47 4503475 2xTMT6plex [N-Term; K10] 0.985 0.986 1.04 4.347809792 62.93 0 1578.925564 2 789.9664307 0.01332433 1.05E-05 35.28083843QTVAVGVIK 21 4503475 2xTMT6plex [N-Term; K9] 0.952 1.017 1 4.330137253 62.49 0 1372.892807 2 686.9498901 -0.22101985 -0.000151718 50.25810349QLIVGVNK 42 4503475 2xTMT6plex [N-Term; K8] 1.038 1.033 0.961 3.41386795 37.69 0 1328.866592 3 443.6266479 -0.904358911 -0.000400591 51.45341783LPLQDVYK 49 4503475 2xTMT6plex [N-Term; K8] 0.925 0.916 0.867 3.1162467 39.66 0 1433.876823 2 717.4420776 0.039050382 2.80E-05 63.27890956YAWVLDK 6 4503475 2xTMT6plex [N-Term; K7] 1.045 1.421 1.477 3.129637241 32.25 0 1352.797844 2 676.9003906 -3.20779636 -0.00216975 66.30232364VETGILRPGMVVTFAPVNITTEVK 5 4503475 2xTMT6plex [N-Term; K24]; 1xOxidation [M10] 0.081 0.01 1.444438219 4.39 0 3045.74225 3 1010.583679 -3.581236699 -0.003616747 94.40656779EVSAYIK 6 4503475 2xTMT6plex [N-Term; K7] 1.159 1.028 0.959 2.820105076 26.18 0 1267.76621 2 634.3866577 -0.134749066 -8.54E-05 40.59336537EAAEMGK 22 4503475 2xTMT6plex [N-Term; K7] 0.894 1.028 0.923 3.099050999 34.4 0 1193.66003 2 597.3337402 0.145609927 8.69E-05 22.0229341TIEKFEK 6 4503475 3xTMT6plex [N-Term; K4; K7] 1.992 2.134 3.185178995 28.52 1 1581.981905 2 791.4937134 -1.109565275 -0.000877656 43.134680754503477 EEF1B2 elongation factor 1-beta 1933 NP_001950.1 53.33333333 1 7 9 158 225 24.748 4.67 0.75 0.75 0.76 0.76 Significant 0.0000196 SIQADGLVWGSSK 26 4503477 2xTMT6plex [N-Term; K13] 0.785 0.764 0.766 6.372732639 78.66 0 1806.016169 2 903.5113525 -0.410296368 -0.000370501 62.10537546SPAGLQVLNDYLADK 32 4503477 2xTMT6plex [N-Term; K15] 0.735 0.714 0.731 5.784695148 74.5 0 2062.158476 2 1031.582886 0.008924811 9.20E-06 85.05836744SYIEGYVPSQADVAVFEAVSSPPPADLCHALR 44 4503477 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C28] 1.009 0.94 0.579 6.423258781 39.28 0 3674.836213 3 1225.616577 -0.281602942 -0.000344948 90.93474818SSILLDVKPWDDETDMAK 22 4503477 3xTMT6plex [N-Term; K8; K18] 0.74 0.736 0.82 6.017762661 41.07 0 2750.488944 3 917.5006714 -0.53914772 -0.000494307 84.53263767
KLQIQCVVEDDK 6 4503477 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C6] 0.677 0.648 0.673 5.041536808 27.32 1 2162.245801 3 721.4193115 -1.119086316 -0.00080658 56.91917608

SSILLDVKPWDDETDMAK 4 4503477 3xTMT6plex [N-Term; K8; K18]; 1xOxidation [M16] 0.85 3.38662076 13.62 0 2766.483859 3 917.5006714 -0.53914772 -0.000494307 84.53263767
LVPVGYGIK 8 4503477 2xTMT6plex [N-Term; K9] 0.733 0.838 0.822 2.939024448 43.22 0 1403.902644 2 702.4544067 -0.788276482 -0.000553332 67.86047156KPALVAK 6 4503477 3xTMT6plex [N-Term; K1; K7] 1.073 1.156 0.992 3.425830841 16.24 0 1413.976032 3 471.9963379 -1.111693614 -0.000523969 40.37569172ASLPGVK 8 4503477 2xTMT6plex [N-Term; K7] 0.766 0.832 0.752 2.619276047 28.16 0 1129.734516 2 565.3707886 -0.190426653 -0.000107566 113.1674203LAQYESK 2 4503477 2xTMT6plex [N-Term; K7] 0.795 3.086125374 28.14 0 1296.756373 2 648.881897 0.111135226 7.21E-05 35.123544064503483 EEF2 elongation factor 2 1938 NP_001952.1 67.71561772 1 47 48 1061 858 95.277 6.83 1.13 1.13 1.14 1.13 Significant 0.00000865 STAISLFYELSENDLNFIK 10 4503483 2xTMT6plex [N-Term; K19] 1.228 1.142 1.151 5.5 49.02 0 2662.438005 3 888.151001 0.166997198 0.000148207 112.5653831DSVVAGFQWATK 42 4503483 2xTMT6plex [N-Term; K12] 0.939 0.946 0.943 5.091516018 76.04 0 1766.984141 2 883.9949951 -0.807871215 -0.000713748 71.79148297VFSGLVSTGLK 49 4503483 2xTMT6plex [N-Term; K11] 1.111 1.126 1.219 5.307322502 69.66 0 1565.9667 2 783.4866333 -0.453546322 -0.000355119 76.5460667

TFCQLILDPIFK 38 4503483 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 1.465 1.556 1.543 4.07945776 53.02 0 1953.128363 2 977.064209 -3.697366434 -0.003610716 104.9341226
SDPMVQCIIEESGEHIIAGAGELHLEICLK 4 4503483 2xTMT6plex [N-Term; K30]; 1xOxidation [M4]; 2xCarbamidomethyl [C7; C28] 0.872 0.664 5.86725235 19.58 0 3822.948038 4 952.491272 -2.591355621 -0.002466292 112.0517569
SDPMVQCIIEESGEHIIAGAGELHLEICLK 2 4503483 2xTMT6plex [N-Term; K30]; 2xCarbamidomethyl [C7; C28] 1.285 7.357494354 49.14 0 3806.953123 4 952.491272 -2.591355621 -0.002466292 112.0517569

GVQYLNEIKDSVVAGFQWATK 5 4503483 3xTMT6plex [N-Term; K9; K21] 2.39 1.469 1.884 7.060749054 35.13 1 3040.707468 3 1014.23999 -0.674295997 -0.000683446 112.252281WLPAGDALLQMITIHLPSPVTAQK 16 4503483 2xTMT6plex [N-Term; K24] 1.113 1.118 1.287 7.718751431 80.96 0 3058.752754 4 765.4417114 -2.529964824 -0.001934634 112.8213287
DLEEDHACIPIKK 16 4503483 3xTMT6plex [N-Term; K12; K13]; 1xCarbamidomethyl [C8] 1.529 1.694 1.551 5.377585888 18.77 1 2255.267265 3 752.427063 -0.278918231 -0.000209678 48.42711159

SNTGGQAFPQCVFDHWQILPGDPFDNSSRPSQVVAETR 31 4503483 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 100 100 1.497 7.865116596 31.42 0 4474.14721 4 1119.291626 -0.566777004 -0.000633961 89.65520996ALLELQLEPEELYQTFQR 29 4503483 1xTMT6plex [N-Term] 1.33 1.188 1.054 5.530504227 54.83 0 2449.317607 3 817.1104126 -0.376446496 -0.000307346 103.4866943IWCFGPDGTGPNILTDITK 36 4503483 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C3] 1.035 1.071 1.094 5.841754436 65.95 0 2563.363066 3 855.1247559 -1.307685173 -0.001117357 103.4374869
YVEPIEDVPCGNIVGLVGVDQFLVK 37 4503483 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C10] 1.338 1.246 1.242 5.689621449 63.51 0 3217.758293 3 1073.256592 -0.954477961 -0.00102376 111.4470857

ETVSEESNVLCLSK 30 4503483 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 1.117 1.125 1.113 5.469495773 72 0 2053.088742 2 1027.048096 0.0840715 8.63E-05 63.91434062
VTDGALVVVDCVSGVCVQTETVLR 16 4503483 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C16] 1.606 1.394 5.447747707 44.12 0 2805.468781 3 935.8280029 0.240422944 0.000224833 91.02041538AYLPVNESFGFTADLR 57 4503483 1xTMT6plex [N-Term] 0.961 1.045 1.023 5.226510525 61.74 0 2029.059207 2 1015.033875 0.623492618 0.000632552 82.4524722TGTITTFEHAHNMR 12 4503483 1xTMT6plex [N-Term] 1.015 1.162 1.077 4.81567955 34.13 0 1844.927482 4 461.9875488 0.478995792 0.000220928 34.43485663EGIPALDNFLDK 10 4503483 2xTMT6plex [N-Term; K12] 0.613 0.541 0.571 4.157824516 60.8 0 1790.010021 2 895.5099487 1.452159992 0.00129969 84.45108357EGIPALDNFLDKL 45 4503483 2xTMT6plex [N-Term; K12] 0.992 0.977 0.96 5.259332657 50.46 1 1903.094085 2 952.0500488 -0.664367442 -0.000632177 109.1479707NMSVIAHVDHGK 18 4503483 2xTMT6plex [N-Term; K12] 1.139 1.136 1.081 4.939867496 47.64 0 1765.978344 4 442.2501831 0.316143104 0.000139575 37.20041394ARPFPDGLAEDIDKGEVSAR 9 4503483 2xTMT6plex [N-Term; K14] 1.243 1.173 0.994 7.070518494 25.6 1 2601.403685 4 651.1048584 -2.33779028 -0.001520384 63.67312706

CELLYEGPPDDEAAMGIK 8 4503483 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C1] 1.178 1.323 0.987 4.320368767 52.32 0 2466.229669 3 822.7477417 -0.404310416 -0.000332374 69.9549115
GHVFEESQVAGTPMFVVK 30 4503483 2xTMT6plex [N-Term; K18] 1.048 1.049 1.019 7.439013481 62.79 0 2420.304823 2 1210.651367 -3.869456819 -0.004682633 67.89079014GHVFEESQVAGTPMFVVK 16 4503483 2xTMT6plex [N-Term; K18]; 1xOxidation [M14] 1.019 1.001 1.133 6.081048012 59.24 0 2436.299738 2 1210.651367 -3.869456819 -0.004682633 67.89079014

DLEEDHACIPIK 8 4503483 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.089 1.13 1.08 3.80518508 32.76 0 1898.00937 3 633.3414307 0.194389023 0.000122984 49.02458974GEGQLGPAER 6 4503483 1xTMT6plex [N-Term] 1.138 1.082 1.29 3.910614729 48.52 0 1242.66398 2 621.8347168 -1.467256055 -0.000911653 19.43241466CELLYEGPPDDEAAMGIK 6 4503483 2xTMT6plex [N-Term; K18]; 1xOxidation [M15]; 1xCarbamidomethyl [C1] 1.584 2.711119652 48.44 0 2482.224584 3 822.7477417 -0.404310416 -0.000332374 69.9549115
IMGPNYTPGK 16 4503483 2xTMT6plex [N-Term; K10] 0.975 0.988 1.032 3.262178183 38.61 0 1535.865606 2 768.4356689 -1.00578421 -0.000772375 45.21069738VFDAIMNFK 31 4503483 2xTMT6plex [N-Term; K9] 1.334 1.354 1.367 4.015775204 62.95 0 1542.875442 2 771.9412231 -0.176800362 -0.00013639 89.72485121EGALCEENMR 15 4503483 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.877 0.905 1.028 4.185380459 47.61 0 1437.666365 2 727.3340454 -0.320473341 -0.00023293 20.10614749IKPVLMMNK 18 4503483 3xTMT6plex [N-Term; K2; K9] 1.108 1.012 1.111 4.95415163 22.79 0 1761.109765 3 587.7086792 0.976127491 0.000573023 63.59635241
STLTDSLVCK 29 4503483 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.154 1.119 1.143 4.69472599 61.57 0 1581.892215 2 791.4488525 -1.129313273 -0.000893226 50.26001334
QFAEMYVAK 17 4503483 2xTMT6plex [N-Term; K9] 1.294 1.239 1.227 4.148756981 47.36 0 1544.854707 2 772.9295044 -1.925631533 -0.00148741 56.61916472LMEPIYLVEIQCPEQVVGGIYGVLNR 2 4503483 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 3.332681894 8.14 0 3218.715493 3 1078.905396 -2.712758008 -0.002924996 112.2657072

LMEPIYLVEIQCPEQVVGGIYGVLNR 4 4503483 1xTMT6plex [N-Term]; 1xOxidation [M2]; 1xCarbamidomethyl [C12] 100 4.789009094 16.16 0 3234.710408 3 1078.905396 -2.712758008 -0.002924996 112.2657072YEWDVAEAR 23 4503483 1xTMT6plex [N-Term] 1.144 1.079 1.143 3.732504368 40.39 0 1367.679296 2 684.3430786 -0.303699441 -0.000207682 44.17775686NMSVIAHVDHGK 8 4503483 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.225 1.157 1.099 4.204748631 29.46 0 1781.973259 4 442.2501831 0.316143104 0.000139575 37.20041394KEDLYLKPIQR 14 4503483 3xTMT6plex [N-Term; K1; K7] 1.172 1.39 1.094 3.619038105 7.65 1 2090.294072 3 697.4354248 -1.124476201 -0.000783495 45.96089706GPLMMYISK 18 4503483 2xTMT6plex [N-Term; K9] 1.265 1.171 1.284 4.088397503 45.48 0 1497.85735 2 749.4313965 -1.22390243 -0.000916616 74.31394548VNFTVDQIR 7 4503483 1xTMT6plex [N-Term] 1.023 1.073 0.959 43.75 0 1320.747316 2 660.8766479 -0.981793827 -0.000648351 49.01612703GVQYLNEIK 14 4503483 2xTMT6plex [N-Term; K9] 0.974 0.902 0.934 4.137521744 55.46 0 1521.9041 2 761.4545288 -1.523737805 -0.001159491 64.12460979EDLYLKPIQR 19 4503483 2xTMT6plex [N-Term; K6] 1.097 1.304 1.003 3.093642712 10.11 0 1733.036177 2 867.0206299 -1.265723361 -0.001096772 49.86516777GGGQIIPTAR 16 4503483 1xTMT6plex [N-Term] 1.143 1.227 1.219 3.508578777 31.02 0 1198.710537 2 599.8591919 0.475985691 0.000285285 31.1530865EGALCEENMR 24 4503483 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C5] 1.008 0.982 0.91 2.895916224 52.15 0 1453.66128 2 727.3340454 -0.320473341 -0.00023293 20.10614749
KSDPVVSYR 7 4503483 2xTMT6plex [N-Term; K1] 1.484 1.454 1.451 2.991764307 16.25 1 1508.883699 3 503.6323242 -0.84796711 -0.000426495 27.54833637AGIIASAR 12 4503483 1xTMT6plex [N-Term] 1.04 1.147 1.012 3.143639803 39.55 0 987.6148454 2 494.3108826 -0.361368891 -0.000178447 29.02877936QFAEMYVAK 8 4503483 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 1.141 1.175 1.185 2.500304699 30.27 0 1560.849622 2 772.9295044 -1.925631533 -0.00148741 56.61916472SDPVVSYR 6 4503483 1xTMT6plex [N-Term] 1.161 1.109 1.027 3.442148447 36.19 0 1151.625804 2 576.3164673 -0.126759653 -7.30E-05 27.14389538FSVSPVVR 18 4503483 1xTMT6plex [N-Term] 1.136 1.134 1.192 3.171781778 34.76 0 1119.67236 2 560.3395996 -0.390874389 -0.000218826 48.86289906VFDAIMNFK 14 4503483 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 1.333 1.275 1.397 2.537985563 33.4 0 1558.870357 2 771.9412231 -0.176800362 -0.00013639 89.72485121GPLMMYISK 12 4503483 2xTMT6plex [N-Term; K9]; 1xOxidation [M] 1.493 1.086 1.176 2.588309765 34.44 0 1513.852265 2 749.4313965 -1.22390243 -0.000916616 74.31394548LDSEDKDK 9 4503483 3xTMT6plex [N-Term; K6; K8] 0.869 0.852 0.813 2.793975592 25.37 1 1636.936077 2 818.9714966 -0.22042152 -0.000180408 27.52473356IMGPNYTPGK 15 4503483 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.93 0.952 1.017 2.730104208 25.27 0 1551.860521 2 768.4356689 -1.00578421 -0.000772375 45.21069738IKPVLMMNK 25 4503483 3xTMT6plex [N-Term; K2; K9]; 1xOxidation [M] 1.05 1.09 1.074 3.045317888 16.23 0 1777.10468 3 587.7086792 0.976127491 0.000573023 63.59635241KVEDMMK 22 4503483 3xTMT6plex [N-Term; K1; K7] 1.233 1.09 1.156 3.19560647 23.69 1 1567.915482 2 784.4603271 -1.342236332 -0.001052257 41.4871469SATSPEGK 10 4503483 2xTMT6plex [N-Term; K8] 1.169 1.06 1.136 3.236628294 31.7 0 1234.704338 2 617.8568115 1.626945669 0.001004398 18.36216442NPADLPK 15 4503483 2xTMT6plex [N-Term; K7] 1.081 1.035 1.048 2.182169914 25.79 0 1212.735244 2 606.8708496 -0.677222217 -0.000410646 36.8032872TILMMGR 16 4503483 1xTMT6plex [N-Term] 1.123 1.076 1.061 2.72875762 27.4 0 1050.600123 2 525.8039551 0.485604598 0.000255088 47.28258235GPLMMYISK 5 4503483 2xTMT6plex [N-Term; K9]; 2xOxidation [M4; M5] 1.105 1.136 1.173 1.216437697 27.87 0 1529.84718 2 749.4313965 -1.22390243 -0.000916616 74.31394548

IMGPNYTPGKK 6 4503483 3xTMT6plex [N-Term; K10; K11] 1.367 1.428 1.618 3.848736763 8.32 1 1893.123501 3 631.7123413 -0.544235079 -0.000343435 45.4798717768989263 EHHADH peroxisomal bifunctional enzyme isoform 1 1962 NP_001957.2 11.34163209 1 5 5 30 723 79.445 9.14 0.87 0.99 0.94 0.93 Significant 0.00139 LLEVIPSQYSSPTTIATVMNLSK 6 68989263 2xTMT6plex [N-Term; K23] 0.829 1.072 0.953 4.334086895 36.12 0 2950.657517 3 984.2197266 -4.3685458 -0.004296694 106.1344516IAHAEAQVGLPEVTLGLLPGAR 2 68989263 1xTMT6plex [N-Term] 0.942 5.366629124 54.49 0 2441.407759 3 814.4732056 -1.10410511 -0.000898524 86.80479586LTGVPAALDLITSGR 12 68989263 1xTMT6plex [N-Term] 0.897 0.865 4.278770447 53.07 0 1713.010801 3 571.675354 0.413366757 0.000236034 90.23693352VVNSDPVEEAIR 6 68989263 1xTMT6plex [N-Term] 0.849 1.042 0.912 4.046993732 39.82 0 1556.848152 2 778.9277344 0.025737899 2.00E-05 46.83602003ALQYAFFAER 4 68989263 1xTMT6plex [N-Term] 1.03 1.088 2.629707098 3.99 0 1444.778616 2 722.8928833 -0.087292569 -6.31E-05 66.1927987483700235 EIF4A2 eukaryotic initiation factor 4A-II 1974 NP_001958.2 39.31203931 1 5 16 272 407 46.373 5.48 0.92 0.85 0.94 0.9 Significant 0.000911 GIYAYGFEKPSAIQQR 22 83700235 2xTMT6plex [N-Term; K9] 1.465 1.304 1.295 4.802929878 25.59 0 2286.264673 3 762.7593384 -0.529655772 -0.000403644 54.74279179GVAINFVTEEDKR 6 83700235 2xTMT6plex [N-Term; K12] 0.827 0.799 0.869 5.830235958 33.17 1 1936.090397 3 646.0351563 0.267828404 0.000172847 51.27195295GYDVIAQAQSGTGK 32 83700235 2xTMT6plex [N-Term; K14] 1.218 1.228 1.237 4.909811974 71.5 0 1853.016898 2 927.0108032 -1.385775106 -0.001283932 42.71230156KGVAINFVTEEDKR 4 83700235 3xTMT6plex [N-Term; K1; K13] 0.59 0.812 5.032889366 28.26 2 2293.348292 3 765.1209106 -0.049376018 -3.77E-05 50.99508275GIDVQQVSLVINYDLPTNR 17 83700235 1xTMT6plex [N-Term] 1.163 1.063 1.052 6.289566517 71.36 0 2373.29754 2 1187.150269 -1.803132794 -0.002139685 84.51781271KEELTLEGIK 8 83700235 3xTMT6plex [N-Term; K1; K10] 0.96 0.93 1.081 5.299222469 53.17 1 1847.145676 2 924.0754395 -1.122734269 -0.001036927 57.69913561MFVLDEADEMLSR 14 83700235 1xTMT6plex [N-Term]; 1xOxidation [M] 1.108 1.113 3.328191757 44.13 0 1800.870938 2 892.940918 -0.820058357 -0.000731851 90.51535338MFVLDEADEMLSR 41 83700235 1xTMT6plex [N-Term] 1.268 1.01 1.015 4.965386391 81.19 0 1784.876023 2 892.940918 -0.820058357 -0.000731851 90.51535338ETQALVLAPTR 6 83700235 1xTMT6plex [N-Term] 0.889 0.904 0.01 4.379067421 52.83 0 1427.841945 2 714.4223022 -3.233339537 -0.002308349 44.43727791VLITTDLLAR 18 83700235 1xTMT6plex [N-Term] 1.131 1.2 1.259 3.671693563 36.61 0 1343.845967 2 672.423645 -4.430530791 -0.002976975 75.60277122LQAEAPHIVVGTPGR 4 83700235 1xTMT6plex [N-Term] 0.587 0.653 5.512130737 50.77 0 1774.017283 3 592.0106812 0.116784111 6.91E-05 48.27596309ELAQQIQK 26 83700235 2xTMT6plex [N-Term; K8] 1.029 1.128 1.107 3.71945858 43.56 0 1415.862235 2 708.4337769 -1.382979935 -0.000979055 38.16581748KVDWLTEK 16 83700235 3xTMT6plex [N-Term; K1; K8] 1.209 1.228 1.255 4.109572411 31.93 1 1706.045568 2 853.5254517 -1.138064377 -0.000970795 55.61471637QFYINVER 12 83700235 1xTMT6plex [N-Term] 1.197 1.227 1.235 3.3660326 32.23 0 1297.710202 2 649.3577271 -1.56024699 -0.001012374 46.52037339VFDMLNR 24 83700235 1xTMT6plex [N-Term] 1.165 1.157 1.107 2.973945856 32.37 0 1123.613131 2 562.3099365 -0.475611321 -0.000267202 55.074921VDWLTEK 10 83700235 2xTMT6plex [N-Term; K7] 1.11 1.153 1.096 3.111206293 31.19 0 1348.787673 2 674.8967896 -1.016355995 -0.000685424 62.16263965
AIIPCIK 24 83700235 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.48 1.555 1.397 2.653404474 32.73 0 1272.811386 2 636.9085693 -1.197355823 -0.000762004 62.55982819

21361337 EIF5 eukaryotic translation initiation factor 5 1983 NP_001960.2 39.44315545 1 14 14 82 431 49.192 5.58 1.22 1.05 1.17 1.15 Significant 0.00193 TVIVNMVDVAK 6 21361337 2xTMT6plex [N-Term; K11] 0.93 1.031 1.049 4.80751276 50.42 0 1646.991535 2 823.9987183 -0.83475023 -0.000687413 70.48966026
FVLCPECENPETDLHVNPK 8 21361337 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C4; C7] 1.323 1.201 1.344 5.363935947 49.44 0 2756.378793 3 919.4612427 -3.489448794 -0.003206081 63.89044628

YLLHGLECVVAMHQAQLISK 6 21361337 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C8] 1.662 1.083 1.241 7.102948189 33.41 0 2768.535568 4 692.8895874 0.343697725 0.000237885 90.34827642
YFGCELGAQTQFDVK 4 21361337 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 1.147 1.267 4.890542507 39.11 0 2221.136361 3 741.0504761 0.231355744 0.000171291 74.85592885
AMGPLVLTEVLFNEK 12 21361337 2xTMT6plex [N-Term; K15] 1.448 1.302 1.4 5.839566231 71.01 0 2119.223719 2 1060.114502 -0.939968599 -0.000996002 112.5917378LQDMLDGFIK 8 21361337 2xTMT6plex [N-Term; K10] 1.268 1.233 3.873301983 45.65 0 1637.933686 2 819.4705811 0.122086368 1.00E-04 91.44250642VNILFDFVK 4 21361337 2xTMT6plex [N-Term; K9] 1.227 3.524805069 39.35 0 1552.950322 2 776.9786987 -0.129488406 -0.000100545 106.1634703AMGPLVLTEVLFNEK 2 21361337 2xTMT6plex [N-Term; K15]; 1xOxidation [M2] 1.727 3.491376638 18.66 0 2135.218634 2 1060.114502 -0.939968599 -0.000996002 112.5917378VLTLSDDLER 6 21361337 1xTMT6plex [N-Term] 0.99 0.01 0.956 4.062269688 26.3 0 1389.778676 2 695.3933105 0.481287965 0.000334442 57.29409288EEGVIDSSDKEIVAEAER 3 21361337 2xTMT6plex [N-Term; K10] 0.832 1.244 3.782124758 19.16 1 2434.271334 3 812.0932007 -2.581823617 -0.002094953 49.60498967ALNRPPTYPTK 4 21361337 2xTMT6plex [N-Term; K11] 1.097 0.758 3.368265867 7.17 0 1716.020861 3 572.678833 0.632144668 0.000361591 34.60836427SVSDQFYR 4 21361337 1xTMT6plex [N-Term] 1.218 1.135 2.758199215 15.45 0 1230.631618 2 615.8204346 1.604834946 0.00098748 30.78132344MDEISDHAK 4 21361337 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 1.225 1.237 2.284783602 6.44 0 1519.782665 3 507.2652893 -0.888225738 -0.00044997 20.25777609

LCTFILK 8 21361337 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.353 1.307 1.232 2.961829185 25.11 0 1352.837601 2 676.9209595 -2.186851316 -0.001479227 76.40847831
LQDMLDGFIK 2 21361337 2xTMT6plex [N-Term; K10]; 1xOxidation [M4] 1.05 1.623078823 21.16 0 1653.928601 2 819.4705811 0.122086368 1.00E-04 91.44250642VKAEPFIK 1 21361337 3xTMT6plex [N-Term; K2; K8] 1.091 1.526533008 1 1619.049925 3 540.3548584 0.059593785 3.22E-05 52.452255475803011 ENO2 gamma-enolase 2026 NP_001966.1 53.4562212 1 10 13 285 434 47.239 5.03 1.18 1.08 1.31 1.19 Significant 0.00312 GNPTVEVDLYTAK 8 5803011 2xTMT6plex [N-Term; K13] 1.262 1.173 1.373 4.014456749 59.55 0 1865.04205 2 933.0232544 -1.510765367 -0.00140882 58.28062062DYPVVSIEDPFDQDDWAAWSK 6 5803011 2xTMT6plex [N-Term; K21] 1.549 0.933 1.252 5.045137882 48.18 0 2941.429625 3 981.1461182 -1.979937838 -0.001941283 97.96193527

FGANAILGVSLAVCK 23 5803011 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 1.091 1.134 1.159 4.979896069 59.67 0 1978.155974 2 989.5804443 -1.194252706 -0.001181209 92.56723585
FTANVGIQIVGDDLTVTNPK 2 5803011 2xTMT6plex [N-Term; K20] 1.341 4.311821938 30.64 0 2560.438674 3 854.1500244 -1.231745108 -0.001051269 86.81273334AAVPSGASTGIYEALELR 149 5803011 1xTMT6plex [N-Term] 1.01 1.038 1.038 6.192587376 98.31 0 2034.106886 2 1017.55603 -1.033270739 -0.001050892 75.12595252SGETEDTFIADLVVGLCTGQIK 41 5803011 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C17] 0.997 1.062 0.962 6.626865387 73.45 0 2811.485032 2 1406.248047 1.34638099 0.001892665 112.0913055

AVDHINSTIAPALISSGLSVVEQEK 8 5803011 2xTMT6plex [N-Term; K25] 0.891 1.277 1.182 8.42467308 65.64 0 3036.698136 3 1012.902832 -1.380722108 -0.001397612 96.87381123YITGDQLGALYQDFVR 28 5803011 1xTMT6plex [N-Term] 1.172 1.133 1.416 5.391860962 62.69 0 2088.096321 2 1044.552368 0.545309196 0.000569329 93.06645369DATNVGDEGGFAPNILENSEALELVK 6 5803011 2xTMT6plex [N-Term; K26] 1.405 1.495 1.277 5.956895828 68.43 0 3160.641409 3 1054.217041 -1.530943406 -0.001612921 90.31123946LAMQEFMILPVGAESFR 4 5803011 1xTMT6plex [N-Term] 1.144 4.600897789 36.78 0 2168.144534 3 723.388916 3.533522215 0.002553729 105.4529021LAMQEFMILPVGAESFR 4 5803011 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.841 0.84 4.313220024 25.75 0 2184.139449 3 723.388916 3.533522215 0.002553729 105.4529021
VNQIGSVTEAIQACK 2 5803011 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 1.305 4.350573063 26.87 0 2076.152346 3 692.7211304 -1.689503531 -0.001169222 70.47383944
LDNLMLELDGTENK 2 5803011 2xTMT6plex [N-Term; K14] 1.117 3.172308207 20.58 0 2063.109477 2 1032.057373 -0.97321847 -0.001003928 83.46926702IEEELGDEAR 2 5803011 1xTMT6plex [N-Term] 0.7 2.672544003 12.42 0 1389.705905 2 695.3557129 -1.263136858 -0.000877694 37.0626544927597073 EPHX2 bifunctional epoxide hydrolase 2 isoform a 2053 NP_001970.2 8.828828829 1 3 3 8 555 62.575 6.28 0.84 0.86 1.04 0.91 Significant 0.00481 DLGMVTILVQDTDTALK 2 27597073 2xTMT6plex [N-Term; K17] 0.752 3.769637108 23.54 0 2291.293255 3 764.4360962 0.209521072 0.000160025 106.2146646ILIPALMVTAEK 4 27597073 2xTMT6plex [N-Term; K12] 0.843 0.907 3.532933235 34.99 0 1757.101085 3 586.3716431 -0.403619796 -0.0002364 102.8460083ASPSEVVFLDDIGANLKPAR 2 27597073 2xTMT6plex [N-Term; K17] 1.037 4.869294167 15.51 0 2557.439008 3 853.1497192 -1.721919914 -0.001467902 86.38973775

4503593 EPS15 epidermal growth factor receptor substrate 15 isoform A 2060 NP_001972.1 12.16517857 1 11 11 42 896 98.595 4.64 1.06 1.11 1.29 1.16 Significant 0.00365
LNQQEQEDLELAIALSK 6 4503593 2xTMT6plex [N-Term; K17] 1.088 1.105 1.018 5.741667747 48.7 0 2400.338625 3 800.7824707 -2.402402963 -0.001922194 95.76018718NIIGSSPVADFSAIK 4 4503593 2xTMT6plex [N-Term; K15] 1.008 1.177 4.523307323 40.16 0 1977.142098 3 659.7198486 1.46397087 0.000964826 76.48951246QQVQELLDELDEQK 4 4503593 2xTMT6plex [N-Term; K14] 1.249 1.053 4.539298534 42.28 0 2173.175249 3 725.0621338 -1.56475775 -0.001133498 86.53641226GSDPFASDCFFR 4 4503593 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.92 1.204 3.129537344 23.56 0 1634.747058 2 817.8765869 -0.710178293 -0.000580481 63.6806769IDPFGGDPFK 6 4503593 2xTMT6plex [N-Term; K10] 1.002 0.992 1.41 2.768316507 26.26 0 1550.861901 2 775.9343872 -0.259878676 -0.000201518 76.26149769AQLEEQLK 2 4503593 2xTMT6plex [N-Term; K8] 0.959 2.689865112 24.47 0 1416.846251 2 708.9252319 -2.162212598 -0.001531761 43.64585607LPVDILGR 4 4503593 1xTMT6plex [N-Term] 1.346 1.306 2.400947094 20.28 0 1111.70366 2 556.3553467 -0.219150691 -0.000121815 69.3976635AKYDEIFLK 4 4503593 3xTMT6plex [N-Term; K2; K9] 1.371 1.268 3.003952503 9.2 1 1814.103083 3 605.3721924 -0.583887196 -0.000353077 62.52507245ENTNLQK 4 4503593 2xTMT6plex [N-Term; K7] 1.1 1.125 2.649786711 17.01 0 1304.757436 2 652.8826904 0.512301641 0.000334215 23.3090798YDEIFLK 2 4503593 2xTMT6plex [N-Term; K7] 0.669 2.202570438 13.72 0 1385.808074 2 693.4067993 -1.264538156 -0.000876204 66.90036419ESEREEEQR 2 4503593 1xTMT6plex [N-Term] 100 2.149999142 12.41 1 1420.686566 3 474.2340698 0.767349169 0.000363388 13.0161088633413400 ESD S-formylglutathione hydrolase 2098 NP_001975.1 85.10638298 1 16 16 197 282 31.442 7.02 1 1 0.94 0.98 Significant 0.000416 SYPGSQLDILIDQGK 8 33413400 2xTMT6plex [N-Term; K15] 0.689 0.637 0.599 4.904737473 42.65 0 2092.169041 3 698.0608521 -0.496239852 -0.000346073 75.27917367LQEGYDHSYYFIATFITDHIR 6 33413400 1xTMT6plex [N-Term] 1.082 1.185 1.138 6.729955196 38.14 0 2818.403796 4 705.3546753 -2.456858075 -0.001731105 101.9647099GEDESWDFGTGAGFYVDATEDPWK 4 33413400 2xTMT6plex [N-Term; K24] 0.772 3.234189749 23.29 0 3137.441646 3 1046.48645 1.004361608 0.001050375 92.23927051SGYHQSASEHGLVVIAPDTSPR 6 33413400 1xTMT6plex [N-Term] 0.825 0.718 0.961 7.964825153 55.12 0 2537.29458 4 635.0786743 -0.674842562 -0.000428069 37.20251431

CPALYWLSGLTCTEQNFISK 12 33413400 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C1; C12] 1.154 1.307 1.12 6.159626961 84.65 0 2846.462129 3 949.492981 0.794284621 0.000753634 111.934805
MYSYVTEELPQLINANFPVDPQR 4 33413400 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.726 4.395488739 32.21 0 2969.491625 3 985.1702271 -0.196992824 -0.000193939 105.2762368MYSYVTEELPQLINANFPVDPQR 27 33413400 1xTMT6plex [N-Term] 1.018 1.448 1.184 5.465528011 52.03 0 2953.49671 3 985.1702271 -0.196992824 -0.000193939 105.2762368

SVSAFAPICNPVLCPWGK 18 33413400 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C9; C14] 0.985 1.105 1.148 5.353434086 55.04 0 2461.313614 2 1231.158569 -1.524461614 -0.001876089 90.66761508
DDQFLLDGQLLPDNFIAACTEK 4 33413400 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C19] 0.732 0.758 5.505867958 35.2 0 2981.533045 3 994.5136108 -2.269071101 -0.002255103 99.27518604

AFSGYLGTDQSK 16 33413400 2xTMT6plex [N-Term; K12] 0.935 0.948 0.762 4.397918224 59.46 0 1731.931771 2 866.4702148 0.797899503 0.000690954 49.9259638
VFEHDSVELNCK 14 33413400 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.052 0.975 1.054 4.538257122 34.71 0 1935.004619 2 968.0046997 -1.289901798 -0.001247983 45.84978711

KAFSGYLGTDQSK 6 33413400 3xTMT6plex [N-Term; K1; K13] 1.529 1.484 1.383 4.407743931 24.6 1 2089.189666 3 697.0673218 -1.078905379 -0.000751346 57.34821525
MSIFGHSMGGHGALICALK 6 33413400 2xTMT6plex [N-Term; K19]; 2xOxidation [M1; M8]; 1xCarbamidomethyl [C16] 1.178 1.141 3.605344296 12.33 0 2477.286748 4 620.0757446 -2.260289157 -0.001399846 56.09271513

AYDATHLVK 12 33413400 2xTMT6plex [N-Term; K9] 0.911 0.954 0.883 3.326396704 50.41 0 1475.862235 2 738.4345093 -0.334221786 -0.000246633 35.06047018FAVYLPPK 40 33413400 2xTMT6plex [N-Term; K8] 1.003 1.049 0.965 3.143286228 38.54 0 1392.86553 2 696.9359741 -0.616102412 -0.000429074 70.92769819
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

KIPVVFR 8 33413400 2xTMT6plex [N-Term; K1] 0.959 0.986 1.058 3.231724262 11.37 1 1316.881849 3 439.6318665 -0.609359728 -0.000267485 54.70008776
CFGGLQK 6 33413400 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 0.942 1.029 0.755 2.334055901 8.57 0 1267.723299 2 634.3652344 -0.084561039 -5.36E-05 43.71098772

40807491 ACSL1 long-chain-fatty-acid--CoA ligase 1 isoform a 2180 NP_001986.2 9.598853868 1 4 4 10 698 77.893 7.15 0.95 1.11 0.96 1.01 Significant 0.00263 LMVTGAAPVSATVLTFLR 2 40807491 1xTMT6plex [N-Term] 0.487 4.842074394 38.97 0 2076.208848 3 692.7417603 0.905054287 0.000626361 109.5982779VLQPTVFPVVPR 4 40807491 1xTMT6plex [N-Term] 1.325 0.957 4.923400879 48.5 0 1580.972565 3 527.6623535 -0.036384645 -1.92E-05 73.92676641DSGLKPFEQVK 3 40807491 3xTMT6plex [N-Term; K5; K11] 0.757 1.107 2.780823469 0.23 0 1935.151824 3 645.7208252 -2.016278007 -0.001300601 60.974689ATENTVNPCPDDTLISFLPLAHMFER 1 40807491 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 2.18132472 0 3217.585936 3 1073.199341 -0.766537122 -0.000822133 112.3282776
4503659 FAU ubiquitin-like protein fubi and ribosomal protein S30 precursor 2197 NP_001988.1 7.518796992 1 1 1 20 133 14.381 10.17 0.95 0.94 0.98 0.96 Significant 0.000158

FVNVVPTFGK 20 4503659 2xTMT6plex [N-Term; K10] 0.954 0.939 0.979 4.219874382 40.2 0 1565.945571 2 783.4767456 0.411055754 0.000321845 76.142417684503727 FKBP3 peptidyl-prolyl cis-trans isomerase FKBP3 2287 NP_002004.1 55.80357143 1 11 11 90 224 25.161 9.28 1.06 0.98 1.02 1.02 Significant 0.000512 FLQEHGSDSFLAEHK 10 4503727 2xTMT6plex [N-Term; K15] 0.878 0.846 0.914 5.200000763 30 0 2203.154788 3 735.0559692 -0.650687443 -0.000477855 47.7117004GWDEALLTMSK 14 4503727 2xTMT6plex [N-Term; K11] 0.946 0.915 1.022 4.311695576 55.59 0 1708.934414 2 854.968689 -2.523467418 -0.00215622 76.81950852
KGDVVHCWYTGTLQDGTVFDTNIQTSAK 6 4503727 3xTMT6plex [N-Term; K1; K28]; 1xCarbamidomethyl [C7] 0.912 0.764 0.889 6.338898659 41.63 1 3828.983385 4 958.0013428 0.040923069 3.92E-05 68.9361368

LEIEPEWAYGK 26 4503727 2xTMT6plex [N-Term; K11] 0.95 0.944 0.982 4.208050728 50.74 0 1792.988558 2 896.9969482 -1.080824312 -0.000968953 69.94208626SEETLDEGPPK 11 4503727 2xTMT6plex [N-Term; K11] 1.009 0.916 1.007 4.539360046 61.76 0 1659.884152 2 830.446167 0.545293702 0.000452562 32.96379434TANKDHLVTAYNHLFETK 2 4503727 3xTMT6plex [N-Term; K4; K18] 2.075 4.643118382 10.69 1 2789.555324 4 698.1448364 0.785595864 0.000547866 59.89047809FKGTESISK 6 4503727 3xTMT6plex [N-Term; K2; K9] 1.991 1.785 1.742 3.793835163 11.94 1 1684.024833 3 562.0132446 0.206533011 0.000115936 49.75826797AWTVEQLR 6 4503727 1xTMT6plex [N-Term] 1.027 0.933 0.899 3.385137081 31.33 0 1231.699638 2 616.3530273 -0.697818262 -0.000429751 45.27190321GTESISK 4 4503727 2xTMT6plex [N-Term; K7] 0.836 0.777 2.743512869 38.94 0 1179.698524 2 590.3533325 0.732745735 0.00043221 24.0859372LNEDKPK 2 4503727 3xTMT6plex [N-Term; K5; K7] 1.241 0.937 2.131379366 0 1530.945854 3 510.9866028 -0.391392281 -0.000199733 43.01374019KGQPDAK 3 4503727 3xTMT6plex [N-Term; K1; K7] 1.107 0.961 3.049482822 7.87 1 1430.893425 3 477.6354065 -1.229041624 -0.000586209 33.831651294503729 FKBP4 peptidyl-prolyl cis-trans isomerase FKBP4 2288 NP_002005.1 64.70588235 1 28 28 241 459 51.772 5.43 1.09 1.05 1.05 1.06 Significant 0.000157
LQAFSAAIESCNK 2 4503729 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 0.71 4.740860939 45.25 0 1897.025354 2 949.0177612 1.524292193 0.00144581 66.28016472

LASHLNLAMCHLK 18 4503729 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.197 1.089 1.15 6.700966358 42.46 0 1966.113064 4 492.2837524 0.059017779 2.90E-05 57.9048759
AEASSGDHPTDTEMK 4 4503729 2xTMT6plex [N-Term; K15] 0.954 0.642 4.691707134 32.99 0 2033.985005 3 678.6661987 -0.473031311 -0.000320713 21.03456748

VGEVCHITCKPEYAYGSAGSPPK 4 4503729 3xTMT6plex [N-Term; K10; K23]; 2xCarbamidomethyl [C5; C9] 1.208 1.337 6.983998299 19.49 0 3194.658152 4 799.4192505 -0.932680974 -0.000744899 49.11527071
ATESGAQSAPLPMEGVDISPK 6 4503729 2xTMT6plex [N-Term; K21] 0.947 0.969 1.029 6.049328327 66.97 0 2543.342724 3 848.4525757 0.176661516 0.00014977 63.34692799GEDLTEEEDGGIIR 8 4503729 1xTMT6plex [N-Term] 0.831 0.906 0.787 5.249681473 69.89 0 1761.870403 2 881.4393921 0.626657719 0.000552045 49.95510428EGTGTEMPMIGDR 12 4503729 1xTMT6plex [N-Term] 0.852 1.037 0.729 5.041998386 60.46 0 1622.771558 2 811.890564 1.413205498 0.001146655 41.8270626GEHSIVYLKPSYAFGSVGK 12 4503729 3xTMT6plex [N-Term; K9; K19] 1.088 1.086 1.152 7.562774658 56.38 0 2726.548448 4 682.3905029 -3.031778605 -0.002066573 72.40733271IVSWLEYESSFSNEEAQK 18 4503729 2xTMT6plex [N-Term; K18] 1.342 1.005 1.007 5.423374176 43.69 0 2604.323369 3 868.7783203 -1.137167732 -0.000987184 95.72331725FEIGEGENLDLPYGLER 16 4503729 1xTMT6plex [N-Term] 1.121 1.04 0.984 6.318091869 59.07 0 2180.10728 2 1090.556641 -0.584806084 -0.00063747 80.28948074ESWEMNSEEKLEQSTIVK 7 4503729 3xTMT6plex [N-Term; K10; K18] 1.231 1.147 1.083 5.613223076 14.51 1 2854.511136 3 952.1743164 -0.959807519 -0.00091326 63.17886178AWDIAIATMK 16 4503729 2xTMT6plex [N-Term; K10] 1.074 1.071 4.459149361 62.92 0 1577.912556 2 789.4595337 -0.485094807 -0.000382719 78.26842455KIVSWLEYESSFSNEEAQK 2 4503729 3xTMT6plex [N-Term; K1; K19] 1.142 4.567770004 32.38 1 2961.581264 4 741.1518555 1.461312256 0.001081949 84.32607519SNTAGSQSQVETEA 8 4503729 1xTMT6plex [N-Term] 0.81 1.099 0.795 3.813812256 69.17 0 1637.781589 2 819.394043 -0.475760935 -0.000389596 18.77368112ALELDSNNEK 12 4503729 2xTMT6plex [N-Term; K10] 0.969 0.979 0.919 4.620178699 60.79 0 1590.873922 2 795.940918 0.400639857 0.000318684 49.44974052AEASSGDHPTDTEMKEEQK 11 4503729 3xTMT6plex [N-Term; K15; K19] 1.21 1.314 1.102 5.314061642 23.06 1 2777.386663 4 695.102478 0.510814498 0.000354682 39.49482405TQLAVCQQR 6 4503729 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.325 1.278 1.233 3.776974678 38.11 0 1332.725535 2 666.8651733 -1.849540845 -0.001232465 24.07794151LEQSTIVK 10 4503729 2xTMT6plex [N-Term; K8] 0.86 0.912 0.906 3.461108685 39.38 0 1375.856087 2 688.4315186 -0.237459883 -0.000163355 40.32336912LYANMFER 6 4503729 1xTMT6plex [N-Term] 1.076 0.908 0.937 3.408884525 31.09 0 1272.660809 2 636.8341064 0.099814989 6.35E-05 55.25465243DKFSFDLGK 7 4503729 3xTMT6plex [N-Term; K2; K9] 1.272 1.297 1.12 3.211313248 6.74 1 1744.024833 3 582.0128174 -0.535503592 -0.000311311 58.61258641VLQLYPNNK 12 4503729 2xTMT6plex [N-Term; K9] 1.046 1.044 1.061 3.70366025 35.63 0 1546.935734 2 773.9718628 0.461878229 0.000357248 58.78948337FQIPPNAELK 6 4503729 2xTMT6plex [N-Term; K10] 0.956 1.026 3.264612436 36.83 0 1614.961949 2 807.9838257 -0.97491016 -0.000787221 63.83938889QALLQYK 4 4503729 2xTMT6plex [N-Term; K7] 1.2 1.106 3.148519754 29.62 0 1321.824393 2 661.4157104 -0.188331796 -0.000124471 51.56129103
AEASSGDHPTDTEMKEEQK 2 4503729 3xTMT6plex [N-Term; K15; K19]; 1xOxidation [M14] 0.79 3.921882868 7.64 1 2793.381578 4 695.102478 0.510814498 0.000354682 39.49482405

LAEEENK 12 4503729 2xTMT6plex [N-Term; K7] 0.925 0.899 1.067 2.99501133 32.42 0 1290.730552 2 645.8676758 -1.919383945 -0.001238704 24.48920868QDEGVLK 10 4503729 2xTMT6plex [N-Term; K7] 1.175 1.171 1.099 2.76318717 30.92 0 1246.740723 2 623.8735962 -0.647598312 -0.000403694 29.94505425KLYANMFER 2 4503729 2xTMT6plex [N-Term; K1] 1.255 1.146 3.569303036 1 1629.918704 3 543.9775391 -0.392818672 -0.000213421 51.05377039FSFDLGK 6 4503729 2xTMT6plex [N-Term; K7] 0.991 1.067 0.981 2.735577822 23.96 0 1271.739995 2 636.3734131 -0.350203758 -0.000222684 75.08530165FDSSLDR 2 4503729 1xTMT6plex [N-Term] 0.787 3.100547314 28.34 0 1068.552305 2 534.7800903 0.560930953 0.000299692 28.928233574503743 FLII protein flightless-1 homolog isoform 1 2314 NP_002009.1 38.21907013 1 1 43 312 1269 144.659 6.05 1 1 1.05 1.02 Significant 0.000269 GAQATLSSTTK 6 4503743 2xTMT6plex [N-Term; K11] 0.97 1.239 0.984 4.338772774 58.53 0 1522.884093 2 761.9455566 -0.168160368 -0.000128044 27.79583572LAEDILNTMFDTSYSK 26 4503743 2xTMT6plex [N-Term; K16] 1.004 1.106 1.022 5.074644089 54.54 0 2306.199021 3 769.4039307 -0.772603664 -0.000593926 111.5851785LAEDILNTMFDTSYSK 2 4503743 2xTMT6plex [N-Term; K16]; 1xOxidation [M9] 0.916 3.132992983 33.58 0 2322.193936 3 769.4039307 -0.772603664 -0.000593926 111.5851785TQSNLPTSLEGLSNLADVDLSCNDLTR 10 4503743 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 0.934 1.254 1.259 8.093169212 74.29 0 3162.578601 3 1054.862427 -1.857489505 -0.001958152 90.58903236VGLGLGYLELPQINYK 20 4503743 2xTMT6plex [N-Term; K16] 0.827 0.968 0.936 4.54640913 65.02 0 2235.315311 2 1118.160278 -0.908779788 -0.001015705 99.81517492KAVQGAQQPSLYQIR 6 4503743 2xTMT6plex [N-Term; K1] 1.502 1.115 1.268 5.755697727 37.82 1 2145.254443 3 715.7561646 -0.234064382 -0.000167376 43.79516301LAGASPATVAAAAAAGSGPK 4 4503743 2xTMT6plex [N-Term; K20] 0.877 1.039 5.200436592 52.17 0 2097.206824 3 699.7401733 -0.408562694 -0.000285613 60.82193602
NSGVPDDIFKLDDLSVLDLSHNQLTECPR 2 4503743 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C27] 1.699 7.352667332 37.84 1 3755.931459 4 939.7369385 -1.473768574 -0.001383843 93.11730834

ACSAIHAVNLR 6 4503743 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.965 0.935 1.162 5.38726759 58.03 0 1440.794283 3 480.9362488 -0.062564178 -3.00E-05 34.21437785VPECLYTLPSLR 10 4503743 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.031 1.059 1.094 4.413468838 67.16 0 1676.924294 2 838.9608154 -5.927513042 -0.004969995 73.8982954
LPEEEFGHFYTQDCYVFLCR 6 4503743 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C14; C19] 2.037 3.76 100 5.258791924 31.25 0 2839.305739 3 947.1044312 -2.464818379 -0.002332791 79.91481618

LDFDGLPSGIGK 10 4503743 2xTMT6plex [N-Term; K12] 0.818 0.886 0.93 4.314705372 62.25 0 1676.962343 2 838.9835815 -1.464901149 -0.001228292 74.96237379QLPAMTALQTLHLR 10 4503743 1xTMT6plex [N-Term] 1.17 0.931 1.113 5.544697762 55.81 0 1822.057039 3 608.0238037 -0.099605656 -6.05E-05 77.08485259TGLCYLPEELAALQK 18 4503743 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 1.134 0.936 0.99 4.938289642 46.21 0 2164.208798 2 1082.608765 0.672258091 0.000727453 95.04876517
NAEAVLQSPGLSGK 10 4503743 2xTMT6plex [N-Term; K14] 0.927 1.008 4.467879295 57.95 0 1829.053283 2 915.0285034 -1.942531743 -0.001776497 51.19814668LDDLSVLDLSHNQLTECPR 2 4503743 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.656 5.845808029 40.88 0 2454.249604 3 818.7539063 -0.993436037 -0.000812713 73.15612494

LTNLEEFMAANNNLELVPESLCR 2 4503743 1xTMT6plex [N-Term]; 1xOxidation [M8]; 1xCarbamidomethyl [C22] 0.677 5.337349892 25.71 0 2922.453859 3 969.4904175 -0.772454948 -0.00074837 102.8201093
LTNLEEFMAANNNLELVPESLCR 8 4503743 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 0.895 0.971 7.312436581 70.67 0 2906.458944 3 969.4904175 -0.772454948 -0.00074837 102.8201093VPFESEDNQGIVYAWVGR 12 4503743 1xTMT6plex [N-Term] 1.234 1.147 1.264 4.557891369 32.17 0 2295.160712 3 765.7244263 -0.865543487 -0.000662187 80.456137KDSAQDDQAK 6 4503743 3xTMT6plex [N-Term; K1; K10] 0.775 1.087 0.743 4.593509674 22.79 1 1793.000803 3 598.3380127 -0.735060498 -0.000439321 19.09994913ADLTALFLPR 16 4503743 1xTMT6plex [N-Term] 1.03 1.181 1.155 4.014689922 39.52 0 1345.804103 2 673.4049683 -1.071988531 -0.000721343 83.88594069LLQSLLDTR 10 4503743 1xTMT6plex [N-Term] 1.006 1.029 1.122 3.504225254 70.28 0 1287.783367 2 644.3952637 -0.090392727 -5.82E-05 81.4215992GVDLSGNDFK 6 4503743 2xTMT6plex [N-Term; K10] 0.824 0.845 0.91 3.508109093 50.95 0 1509.831329 2 755.418457 -1.120322163 -0.000845749 49.13932828QPEEDFQCIVYFWQGR 3 4503743 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.81 0.928 3.816125154 12.5 0 2331.106568 3 777.7054443 -2.054239927 -0.001596217 94.21217801EGEEATAEAEEK 2 4503743 2xTMT6plex [N-Term; K12] 0.871 3.211385012 7.94 0 1750.87471 3 584.2962646 -0.267851654 -0.000156325 23.45289429DSAQDDQAK 6 4503743 2xTMT6plex [N-Term; K9] 0.946 0.849 1.19 3.417299509 38.94 0 1435.742908 2 718.3753662 0.381657379 0.000273981 15.94599333LYLNSNKLDFDGLPSGIGK 2 4503743 3xTMT6plex [N-Term; K7; K19] 1.437 3.973643541 4.78 1 2738.569577 3 913.5269165 -1.234654876 -0.001127063 84.12203875HVPEDFWPPQPK 8 4503743 2xTMT6plex [N-Term; K12] 0.96 0.972 4.114845753 21.29 0 1935.052889 3 645.6904907 2.082407148 0.001343189 61.17663223LGQELCGMLHRPR 4 4503743 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.238 0.88 3.530300617 19.04 0 1795.962093 4 449.7458496 -0.292279276 -0.000131231 51.96785918

NQLTSLPSAICK 6 4503743 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.078 1.099 4.173510551 25.62 0 1790.024626 3 597.3465576 0.275756856 0.000164537 59.08002157
MTQQQENPK 4 4503743 2xTMT6plex [N-Term; K9] 1.088 0.978 2.523480654 25.26 0 1561.840848 2 781.4241333 0.091060214 7.11E-05 22.22810286KFESLFPGK 6 4503743 3xTMT6plex [N-Term; K1; K9] 1.085 1.026 1.102 4.582032204 19.56 1 1740.066304 3 580.6931152 -0.868528327 -0.000503766 63.64748751GMSDVAQEK 8 4503743 2xTMT6plex [N-Term; K9] 0.884 0.995 100 3.511499643 43.73 0 1422.766286 2 711.8861084 -0.945842714 -0.000672857 28.65665578GYFAVTEK 6 4503743 2xTMT6plex [N-Term; K8] 0.661 0.568 1.451 3.18935585 30.96 0 1372.787673 2 686.8968506 -0.909665893 -0.000624389 49.13124035ACQVYIQHMR 6 4503743 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.046 0.97 0.983 3.865572453 27.7 0 1534.782004 3 512.265625 0.207039175 0.00010592 30.96882568ASDPDEAK 6 4503743 2xTMT6plex [N-Term; K8] 1.015 0.974 0.974 3.280245066 28.01 0 1290.694167 2 645.8504028 -0.494141799 -0.000318893 18.75118458GLDIYVWR 6 4503743 1xTMT6plex [N-Term] 1.135 0.999 1.224 2.99564147 28.31 0 1250.709474 2 625.8567505 -2.598240043 -0.001624822 69.10030577GGYFPENVK 6 4503743 2xTMT6plex [N-Term; K9] 0.956 1.125 1.153 2.992315292 41.25 0 1468.820036 2 734.9134521 -0.278028019 -0.000204187 48.02942865KQEESADAR 4 4503743 2xTMT6plex [N-Term; K1] 0.96 1.148 2.82973814 27.73 1 1491.816741 3 497.9435425 -0.447299306 -0.00022243 15.20877141FVFLLDR 6 4503743 1xTMT6plex [N-Term] 1.127 0.848 1.11 2.601521015 21.34 0 1138.682197 2 569.845459 1.268719889 0.000722334 80.71933437LYLNSNK 2 4503743 2xTMT6plex [N-Term; K7] 1.108 2.921310186 17.84 0 1309.788008 2 655.3972778 -0.556315933 -0.000364328 42.31593659QEESADAR 4 4503743 1xTMT6plex [N-Term] 2.04867363 35.2 0 1134.558847 2 567.7824097 -1.149172708 -0.000651902 13.86805202LEPVPLK 4 4503743 2xTMT6plex [N-Term; K7] 0.951 1.083 2.233505249 15.43 0 1253.823331 2 627.4143677 -1.492944334 -0.000935944 59.89018022NYLGAECR 4 4503743 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.7 1.456778526 3.93 0 1211.604023 2 606.3047485 -1.487688761 -0.000901245 23.68181587

EGEEATAEAEEKQPEEDFQCIVYFWQGR 1 4503743 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C20] 2.178822279 1 3833.800505 3 1278.600708 -3.373677516 -0.004311336 91.83926379
4503765 FMR1 fragile X mental retardation protein 1 isoform ISO1 2332 NP_002015.1 19.14556962 1 9 11 71 632 71.131 7.42 0.96 0.84 0.92 0.91 Significant 0.00151

DSIANATVLLDYHLNYLK 6 4503765 2xTMT6plex [N-Term; K18] 0.832 1.157 1.307 6.85769701 54.59 0 2521.406645 3 841.1400757 -0.385359982 -0.000323883 89.36032484EDLMGLAIGTHGANIQQAR 6 4503765 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.457 0.835 0.964 5.690121651 55.22 0 2240.16548 3 747.3934326 0.117978589 8.81E-05 47.43045643EDLMGLAIGTHGANIQQAR 4 4503765 1xTMT6plex [N-Term] 1.197 0.714 5.191815376 40.58 0 2224.170565 3 747.3934326 0.117978589 8.81E-05 47.43045643SFLEFAEDVIQVPR 14 4503765 1xTMT6plex [N-Term] 0.867 1.223 0.947 5.014149666 66.93 0 1879.01628 2 940.0108032 -1.037827457 -0.000975047 106.1338266FHEQFIVR 4 4503765 1xTMT6plex [N-Term] 0.954 1.302 4.22361517 38.18 0 1304.731272 3 435.581604 -0.776633704 -0.000337766 42.35975519VGPNAPEEK 4 4503765 2xTMT6plex [N-Term; K9] 0.969 0.829 3.52188611 32.27 0 1398.799301 2 699.9033813 0.132603235 9.27E-05 27.40626247LQIDEQLR 12 4503765 1xTMT6plex [N-Term] 1.031 1.118 1.143 3.189187765 39.81 0 1243.720767 2 622.3638916 -0.209296879 -0.000130153 44.14665204SYVTDDGQGMGR 6 4503765 1xTMT6plex [N-Term] 0.727 1.191 0.865 3.814605951 19.54 0 1514.710672 2 757.8583984 -0.760597401 -0.000576043 24.34574669LIQEIVDK 4 4503765 2xTMT6plex [N-Term; K8] 0.949 0.744 3.75134325 44.71 0 1415.887387 2 708.4463501 -1.386935645 -0.000981872 77.11200843TTDGSLQIR 3 4503765 1xTMT6plex [N-Term] 0.775 0.942 2.79314971 12.4 0 1219.684381 2 610.3457642 -0.106314133 -6.48E-05 29.16029482IEAENEK 6 4503765 2xTMT6plex [N-Term; K7] 1.074 0.861 0.594 2.865420103 31.22 0 1290.730552 2 645.8688354 -0.12246674 -7.90E-05 25.6808479FPPPVGYNK 2 4503765 2xTMT6plex [N-Term; K9] 0.935 1.875289202 17.52 0 1476.861507 2 738.9344482 0.076442086 5.64E-05 55.57658151
4503771 FNTA protein farnesyltransferase/geranylgeranyltransferase type-1 subunit alpha 2339 NP_002018.1 26.64907652 1 7 7 47 379 44.381 5.08 1.03 1.02 1.01 1.02 Significant 0.000032

LVPHNESAWNYLK 6 4503771 2xTMT6plex [N-Term; K13] 1.045 0.802 1.13 4.662895679 39.22 0 2029.127117 3 677.0479126 1.019006129 0.000689231 60.52607946DLHEEMNYITAIIEEQPK 12 4503771 2xTMT6plex [N-Term; K18] 1.018 0.98 0.98 5.826134205 18.5 0 2631.374025 4 658.5999146 1.445523551 0.000950928 95.47783144LWDNELQYVDQLLK 13 4503771 2xTMT6plex [N-Term; K14] 1.195 1.008 0.963 4.018742085 62.88 0 2235.24254 2 1118.126221 1.174099098 0.001312198 109.5743606AEWADIDPVPQNDGPNPVVQIIYSDK 4 4503771 2xTMT6plex [N-Term; K26] 0.861 0.762 3.382274151 20.9 0 3338.730892 4 835.4367065 -1.765930923 -0.001473992 98.58937555EVQYTLEMIK 4 4503771 2xTMT6plex [N-Term; K10] 1.196 1.066 4.098456383 62.59 0 1711.970465 2 856.4877319 -1.330427632 -0.001138826 69.68610375HSTENDSPTNVQQ 2 4503771 1xTMT6plex [N-Term] 1.229 3.081357956 34.79 0 1685.792822 2 843.3998413 -0.246716445 -0.000207956 15.52785425VLVEWLR 6 4503771 1xTMT6plex [N-Term] 0.898 1.189 1.218 2.632125854 20.84 0 1143.708746 2 572.3569946 -1.777666032 -0.001016566 77.3014627110835059 FNTB protein farnesyltransferase subunit beta 2342 NP_002019.1 5.720823799 1 2 2 8 437 48.742 5.82 1.16 1.2 1.07 1.14 Significant 0.00113
LQDDSVETVTSIEQAK 2 10835059 2xTMT6plex [N-Term; K16] 1.195 4.446661472 41.24 0 2221.196378 3 741.069458 -1.151251905 -0.000852386 58.66845311LLQYLYSLK 6 10835059 2xTMT6plex [N-Term; K9] 1.156 1.216 1.069 4.26171875 47.06 0 1598.992187 2 799.9993896 -0.427790161 -0.000342017 103.7005953

4503817 KDSR 3-ketodihydrosphingosine reductase precursor 2531 NP_002026.1 24.69879518 1 7 7 47 332 36.164 7.12 1.03 1.13 0.96 1.04 Significant 0.00224
LISETTSVCKPEQVAK 14 4503817 3xTMT6plex [N-Term; K10; K16]; 1xCarbamidomethyl [C9] 0.909 0.962 0.939 5.878964901 21.37 0 2477.425222 3 826.480896 1.175788579 0.000970976 54.49736914

LGPVDMLVNCAGMAVSGK 8 4503817 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 0.841 1.019 0.963 4.894090176 46.11 0 2277.216936 3 759.7422485 -2.083255423 -0.001581342 95.47846454LMSINYLGSVYPSR 8 4503817 1xTMT6plex [N-Term] 1.131 1.094 0.815 4.835725307 43.98 0 1828.982871 2 914.9927368 -2.555708564 -0.002337174 77.38678033FEDLEVSTFER 6 4503817 1xTMT6plex [N-Term] 1.421 1.229 0.878 3.533931971 38.61 0 1600.805619 2 800.9000244 -8.024916783 -0.006423166 62.35497481CIAIECYK 6 4503817 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C1; C6] 1.382 1.922 2.198 3.566204548 37.25 0 1514.811128 2 757.9085693 -0.835878547 -0.000633099 59.81211139
EKSENADK 3 4503817 3xTMT6plex [N-Term; K2; K8] 1.52 1.292 2.501886129 3.51 1 1607.920762 3 536.6444702 -1.184309273 -0.000634758 30.95389206AVITTMK 2 4503817 2xTMT6plex [N-Term; K7] 1.043 2.041604042 3.14 0 1221.764101 2 611.3850708 -1.01183071 -0.000618109 45.279055234503897 GALK2 N-acetylgalactosamine kinase isoform 1 2585 NP_002035.1 23.36244541 1 8 8 24 458 50.346 6.61 1.15 1.01 1.07 1.08 Significant 0.00142 YIGTEGGGMDQSISFLAEEGTAK 2 4503897 2xTMT6plex [N-Term; K23] 1.22 5.6775527 45.07 0 2819.417346 3 940.4769287 -0.394750777 -0.000370989 78.06726984

KICEEAPENMVQLLGELMNQSHMSCR 2 4503897 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C3; C25] 1.49 4.922240734 14 1 3562.734891 4 891.4373779 -2.023451497 -0.001802255 107.2398844
TQILSPNTQDVLIFK 6 4503897 2xTMT6plex [N-Term; K15] 1.234 1.25 1.131 4.67323637 35.49 0 2175.278926 3 725.7641602 -0.459109514 -0.000332897 83.38923467LIEFSPLR 2 4503897 1xTMT6plex [N-Term] 1.011 3.408975363 29.58 0 1203.729875 2 602.3676758 -1.495474639 -0.000900074 69.93931105SDGSLAPEK 2 4503897 2xTMT6plex [N-Term; K9] 0.897 2.910248041 12.89 0 1361.767666 2 681.387207 -0.388214167 -0.000264329 27.47225007LEEVQAK 6 4503897 2xTMT6plex [N-Term; K7] 1.072 0.982 0.925 2.830731392 20.67 0 1274.772023 2 637.8895874 -0.098123672 -6.25E-05 36.5045452AATSHFNIR 2 4503897 1xTMT6plex [N-Term] 1.148 2.882115126 7.96 0 1245.690136 3 415.9013367 -0.544878871 -0.00022625 26.9609385LPSFLANVHK 2 4503897 2xTMT6plex [N-Term; K10] 0.881 1.839667439 14.59 0 1583.967369 3 528.661499 1.625576614 0.000858287 70.97799299

7669492 GAPDH glyceraldehyde-3-phosphate dehydrogenase isoform 1 2597 NP_002037.2 85.37313433 1 23 23 2223 335 36.03 8.46 1.02 1.02 1.02 1.02 Non-Significant 1
VIHDNFGIVEGLMTTVHAITATQKTVDGPSGK 10 7669492 3xTMT6plex [N-Term; K24; K32] 0.367 0.304 0.398 6.573571682 32.95 1 4024.214447 5 805.6477661 -1.173551672 -0.000944525 105.7695929

VIHDNFGIVEGLMTTVHAITATQKTVDGPSGKLWR 2 7669492 3xTMT6plex [N-Term; K24; K32] 0.662 9.277298927 20.2 2 4479.478934 6 747.4173584 -2.492972852 -0.001861203 108.1477818
WGDAGAEYVVESTGVFTTMEK 637 7669492 2xTMT6plex [N-Term; K21] 0.908 0.895 0.912 7.102507591 90.96 0 2735.363854 2 1368.186401 0.611364507 0.000836152 93.58017494WGDAGAEYVVESTGVFTTMEK 187 7669492 2xTMT6plex [N-Term; K21]; 1xOxidation [M19] 0.897 0.954 0.98 5.880460739 54.72 0 2751.358769 2 1368.186401 0.611364507 0.000836152 93.58017494LISWYDNEFGYSNR 8 7669492 1xTMT6plex [N-Term] 1.003 1.04 1.118 4.890588284 47.14 0 1992.965307 2 996.9855347 -0.759784456 -0.000757112 76.37987422IKWGDAGAEYVVESTGVFTTMEK 8 7669492 3xTMT6plex [N-Term; K2; K23] 0.673 0.821 0.803 5.563496113 47.7 1 3205.705813 3 1069.24231 2.047212477 0.002187587 90.82062351AGAHLQGGAK 44 7669492 2xTMT6plex [N-Term; K10] 0.842 0.817 0.802 4.139341831 56.92 0 1367.815954 2 684.4108276 -1.151548612 -0.000787553 19.48885952VPTANVSVVDLTCR 73 7669492 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.089 1.085 1.119 4.78136158 82.61 0 1759.957385 2 880.4815674 -0.867654176 -0.000763517 59.33111125GALQNIIPASTGAAK 81 7669492 2xTMT6plex [N-Term; K15] 0.973 0.997 0.96 6.163885117 82.83 0 1870.116218 2 935.5601807 -1.675356775 -0.001566556 58.98714229

IISNASCTTNCLAPLAK 54 7669492 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C7; C11] 1.531 1.545 1.595 5.22029829 71.56 0 2292.245594 2 1146.628296 1.623280195 0.001860478 65.40009665
GILGYTEHQVVSSDFNSDTHSSTFDAGAGIALNDHFVK 150 7669492 2xTMT6plex [N-Term; K38] 0.927 0.971 0.928 9.040999413 50.54 0 4495.220641 5 899.8482666 -1.871899704 -0.00168292 74.94788471

VIHDNFGIVEGLMTTVHAITATQK 103 7669492 2xTMT6plex [N-Term; K24] 1.16 1.156 1.152 8.445928574 80 0 3053.685797 3 1018.562927 -3.788360194 -0.003856154 108.0463975VIHDNFGIVEGLMTTVHAITATQK 91 7669492 2xTMT6plex [N-Term; K24]; 1xOxidation [M13] 1.035 1.027 1.133 8.299231529 68.67 0 3069.680712 3 1018.562927 -3.788360194 -0.003856154 108.0463975VVDLMAHMASKE 50 7669492 2xTMT6plex [N-Term; K11] 1.637 1.743 1.621 5.165395737 67.4 1 1788.975233 2 894.9871216 -4.6206039 -0.004133073 68.15106575
VIISAPSADAPMFVMGVNHEK 38 7669492 2xTMT6plex [N-Term; K21]; 2xOxidation [M12; M15] 1.406 1.438 1.199 5.628143311 51.42 0 2703.425015 2 1336.218994 -1.674563836 -0.002236744 80.97715813
VIISAPSADAPMFVMGVNHEK 78 7669492 2xTMT6plex [N-Term; K21] 0.899 0.899 0.884 7.28159523 78.34 0 2671.435185 2 1336.218994 -1.674563836 -0.002236744 80.97715813VIISAPSADAPMFVMGVNHEK 227 7669492 2xTMT6plex [N-Term; K21]; 1xOxidation [M] 0.908 0.871 0.921 6.46889925 63.59 0 2687.4301 2 1336.218994 -1.674563836 -0.002236744 80.97715813

VDIVAINDPFIDLNYMVYMFQYDSTHGK 10 7669492 2xTMT6plex [N-Term; K28]; 2xOxidation [M16; M19] 1.634 1.895 1.25 5.819444656 58.92 0 3798.879942 4 950.4743652 -1.134714065 -0.001077661 107.9323634
VDIVAINDPFIDLNYMVYMFQYDSTHGK 4 7669492 2xTMT6plex [N-Term; K28]; 1xOxidation [M] 1.052 3.8486588 11.28 0 3782.885027 4 950.4743652 -1.134714065 -0.001077661 107.9323634VDIVAINDPFIDLNYMVYMFQYDSTHGK 2 7669492 2xTMT6plex [N-Term; K28] 0.944 3.413767576 20.6 0 3766.890112 4 950.4743652 -1.134714065 -0.001077661 107.9323634LVINGNPITIFQER 15 7669492 1xTMT6plex [N-Term] 0.472 0.602 0.534 5.350102425 62.6 0 1843.063899 2 922.0281372 -8.084931807 -0.007450523 86.72798745LVINGNPITIFQERDPSK 6 7669492 2xTMT6plex [N-Term; K18] 0.839 0.731 4.298864365 28.63 1 2499.433529 4 625.6127319 -1.772823951 -0.001107764 81.08208802VVDLMAHMASK 49 7669492 2xTMT6plex [N-Term; K11] 0.85 0.838 0.82 3.81055212 48.6 0 1659.93264 3 553.9822388 -0.28713298 -0.000158874 117.2516516VVDLMAHMASK 11 7669492 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 0.661 0.934 0.804 3.437863111 33.55 0 1675.927555 3 553.9822388 -0.28713298 -0.000158874 117.2516516VVDLMAHMASKE 63 7669492 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 1.356 1.467 1.58 3.751625061 49.31 1 1804.970148 2 894.9871216 -4.6206039 -0.004133073 68.15106575

VVDLMAHMASKE 6 7669492 2xTMT6plex [N-Term; K11]; 2xOxidation [M5; M8] 3.006 3.077 3.054 3.535034657 40.24 1 1820.965063 2 894.9871216 -4.6206039 -0.004133073 68.15106575
QASEGPLK 44 7669492 2xTMT6plex [N-Term; K8] 1.024 1.023 1.034 3.523182154 35.13 0 1287.767272 2 644.3873901 0.179701288 0.000115707 27.87778126AAFNSGK 45 7669492 2xTMT6plex [N-Term; K7] 0.949 1.051 0.96 2.949546099 35.14 0 1152.677729 2 576.8423462 -0.271790787 -0.000156644 27.67151163TVDGPSGK 59 7669492 2xTMT6plex [N-Term; K8] 1.069 1.049 1.085 3.309642553 33.46 0 1218.709423 2 609.8590088 1.081412928 0.000658964 23.01308944VIPELNGK 4 7669492 2xTMT6plex [N-Term; K8] 0.847 0.97 2.379195213 8.1 0 1327.834958 2 664.4217529 0.95746792 0.00063568 56.38240375LTGMAFR 61 7669492 1xTMT6plex [N-Term] 0.946 1.064 0.988 2.795449018 29.14 0 1024.581102 2 512.7936401 -1.07246421 -0.000549413 46.22214557LEKPAKYDDIK 3 7669492 4xTMT6plex [N-Term; K3; K6; K11] 3.149 3.94 3.038 1.934035301 1 2236.372271 4 559.8482056 -0.571726984 -0.000319649 45.78663386116805340 GARS glycine--tRNA ligase isoform 1 precursor 2617 NP_002038.2 43.16644114 1 29 29 277 739 83.113 7.03 0.89 0.89 0.87 0.88 Significant 0.000057

CSVLPLSQNQEFMPFVK 2 116805340 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C1] 0.982 4.530766487 42.21 0 2482.323844 3 828.1123047 -0.597584197 -0.000494466 91.45628211
TSYGWIEIVGCADR 10 116805340 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.089 1.314 0.823 3.722711563 35.36 0 1855.921 2 928.4636841 -0.489307431 -0.000454058 75.09739029FQNVADLHLYLYSAK 7 116805340 2xTMT6plex [N-Term; K15] 0.947 1.169 1.221 4.351005554 41.75 0 2240.24796 3 747.4178467 -4.005525771 -0.002991124 80.86922679EFTMAEIEHFVDPSEKDHPK 10 116805340 3xTMT6plex [N-Term; K16; K20] 1.024 1.105 0.911 5.074488163 19.65 1 3073.590783 5 615.5234985 -0.779822165 -0.000479371 76.49214349TFFSFPAVVAPFK 36 116805340 2xTMT6plex [N-Term; K13] 0.927 0.909 0.886 4.389935493 60.68 0 1916.108613 2 958.5571289 -0.851813665 -0.000816084 107.9269841

QHFIQEEQILEIDCTMLTPEPVLK 10 116805340 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C14] 0.979 1.422 1.023 6.196407318 37.28 0 3369.783856 3 1123.930908 -1.686992658 -0.001894934 91.88421965LPFAAAQIGNSFR 12 116805340 1xTMT6plex [N-Term] 1.003 0.922 0.938 4.465360165 47.46 0 1620.905942 3 540.9736328 0.248877797 0.000134469 76.35572081TLYVEEVVPNVIEPSFGLGR 22 116805340 1xTMT6plex [N-Term] 0.987 0.879 0.828 5.316604614 54.92 0 2447.338342 2 1224.172241 -0.464275048 -0.000568119 96.23009036EFTMAEIEHFVDPSEK 8 116805340 2xTMT6plex [N-Term; K16] 0.516 0.577 0.617 4.613396168 41.79 0 2367.194269 3 789.7365723 0.377686313 0.000298019 87.78012702LGDAVEQGVINNTVLGYFIGR 8 116805340 1xTMT6plex [N-Term] 0.87 0.725 6.364131451 71.81 0 2464.339739 3 822.117981 -0.141777897 -0.000116463 109.357801TVNVVQFEPSK 12 116805340 2xTMT6plex [N-Term; K11] 0.873 0.93 0.864 5.136568069 58.46 0 1705.988892 2 853.4979248 -0.187076614 -0.000159575 56.87878755YPLFEGQETGK 8 116805340 2xTMT6plex [N-Term; K11] 0.61 0.783 0.699 4.408647537 56 0 1726.941608 2 863.973938 -0.583826015 -0.000504117 62.97401538VDDSSGSIGR 4 116805340 1xTMT6plex [N-Term] 1.087 0.939 3.824412346 51.11 0 1221.62726 2 611.3174438 0.287064086 0.000175343 18.58230054IMYTVFEHTFHVR 20 116805340 1xTMT6plex [N-Term] 1.016 1.004 0.949 4.611522675 41.01 0 1908.99919 4 478.0048828 -0.779879849 -0.000372197 76.49892379GEFTIETEGK 14 116805340 2xTMT6plex [N-Term; K10] 0.831 0.894 1.092 3.888594627 63.99 0 1568.857209 2 784.9306641 -2.012793122 -0.001578893 46.00047579
SCYDLSCHAR 14 116805340 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C7] 1.272 1.205 1.361 5.039124966 54.29 0 1497.677599 3 499.8969727 -0.82397657 -0.00041135 20.0844685AQVSGQSAR 6 116805340 1xTMT6plex [N-Term] 0.966 0.876 0.829 3.849119186 51.89 0 1132.627201 2 566.8170166 -0.39228872 -0.000222158 15.27904158SPITGNDLSPPVSFNLMFK 2 116805340 2xTMT6plex [N-Term; K19]; 1xOxidation [M17] 0.88 4.072341919 16.5 0 2538.367818 3 846.7957153 1.881219129 0.001591742 90.58959536VPLVAEKPLK 5 116805340 3xTMT6plex [N-Term; K7; K10] 0.717 0.628 0.732 2.709926605 14.94 0 1781.186753 3 594.4002686 -0.281152965 -0.000166929 62.10523276EDKAPQVDVDK 2 116805340 3xTMT6plex [N-Term; K3; K11] 0.882 2.215113878 2.38 1 1931.105268 3 644.3723755 -1.395369378 -0.000898202 37.93328252LLEFNQGK 20 116805340 2xTMT6plex [N-Term; K8] 0.869 0.807 0.827 3.479887724 36.64 0 1406.840772 2 703.9230957 -1.319782443 -0.000928362 58.60700195ELSEALTR 6 116805340 1xTMT6plex [N-Term] 0.89 0.842 0.871 3.048133612 31.6 0 1147.652019 2 574.3297729 0.218383651 0.000125314 34.14047015YPLFEGQETGKK 7 116805340 3xTMT6plex [N-Term; K11; K12] 1.052 1.061 1.203 2.745115757 2.21 1 2084.199503 3 695.4043579 -0.471197469 -0.000327357 52.48020955APQVDVDK 6 116805340 2xTMT6plex [N-Term; K8] 0.807 0.835 0.793 3.600249529 30.36 0 1329.777837 2 665.3932495 1.041905948 0.000692752 35.26314851VPLVAEKPLKEPK 3 116805340 4xTMT6plex [N-Term; K7; K10; K13] 0.925 0.76 0.809 3.383718729 1 2364.540005 4 591.8899536 -0.854460855 -0.000505102 60.04125788TSGHVDK 4 116805340 2xTMT6plex [N-Term; K7] 0.894 0.888 3.260947943 30.43 0 1201.694107 3 401.2366028 0.955117948 0.000382587 16.70800824ELALQPK 10 116805340 2xTMT6plex [N-Term; K7] 0.859 0.914 0.802 2.151340246 25.94 0 1256.797844 2 628.9019165 -1.024621576 -0.000643871 45.19103553FADFMVK 4 116805340 2xTMT6plex [N-Term; K7] 0.807 0.862 3.387208223 30.32 0 1315.748451 2 658.3778687 0.007254189 4.77E-06 77.12019193VGISPDK 5 116805340 2xTMT6plex [N-Term; K7] 0.67 0.713 0.614 2.650705338 17.63 0 1173.724345 2 587.3652954 -0.878110514 -0.00051533 34.08982799166706903 GBP1 guanylate-binding protein 1 2633 NP_002044.2 26.01351351 1 12 14 86 592 67.888 6.32 0.65 0.58 0.63 0.62 Significant 0.00113

SKESMTDAILQTDQTLTEK 6 166706903 3xTMT6plex [N-Term; K2; K19]; 1xOxidation [M5] 0.736 0.755 0.974 4.101140022 22.74 1 2842.532265 3 948.1807251 -1.633552972 -0.001547809 52.69789504
KPGHILVLLDTEGLGDVEK 10 166706903 3xTMT6plex [N-Term; K1; K19] 0.539 0.535 0.577 5.750545025 31.54 0 2720.616528 4 680.9086914 -1.320246703 -0.000897971 75.83088367GIQAEEILQTYLK 6 166706903 2xTMT6plex [N-Term; K13] 0.544 0.559 0.564 3.828512669 37.55 0 1964.146849 3 655.3870239 -0.168354345 -0.000110224 90.78284346VQLPTETLQELLDLHR 6 166706903 1xTMT6plex [N-Term] 0.556 0.428 0.672 6.126578331 67.42 0 2134.206934 3 712.0734253 -0.567630568 -0.000403814 98.85054408VKAESAQASAK 6 166706903 3xTMT6plex [N-Term; K2; K11] 0.862 0.83 0.849 5.915729046 28.5 1 1777.078659 3 593.0310669 -0.006643716 -3.94E-06 25.17797564AIAHYEQQMGQK 10 166706903 2xTMT6plex [N-Term; K12] 0.508 0.527 0.592 5.403431892 48.5 0 1861.999474 3 621.3372803 -1.174001238 -0.000728663 34.1950114
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

KGIQAEEILQTYLK 6 166706903 3xTMT6plex [N-Term; K1; K14] 0.606 0.577 0.596 5.568374157 32.49 1 2321.404744 3 774.4732056 0.137541383 0.00010643 80.66440314SKESMTDAILQTDQTLTEK 2 166706903 3xTMT6plex [N-Term; K2; K19] 0.898 3.598933935 15.74 1 2826.53735 3 948.1807251 -1.633552972 -0.001547809 52.69789504DFSLDLEADGQPLTPDEYLTYSLK 2 166706903 2xTMT6plex [N-Term; K24] 1.012 3.237487793 3.56 0 3188.629113 3 1063.546387 -1.413037889 -0.001501885 98.90771378AESAQASAK 6 166706903 2xTMT6plex [N-Term; K9] 0.608 0.517 0.502 4.097112179 40.87 0 1320.75235 2 660.8798218 0.012511572 8.26E-06 19.31436556NEIQDLQTK 2 166706903 2xTMT6plex [N-Term; K9] 0.589 3.496971369 41.53 0 1546.884093 2 773.9462891 0.78141278 0.000604377 39.85161693DVDHLFQK 6 166706903 2xTMT6plex [N-Term; K8] 0.608 0.63 0.673 3.237818003 23.78 0 1459.830935 3 487.2821045 0.565234331 0.000275049 47.33117867DETFNLPR 6 166706903 1xTMT6plex [N-Term] 0.556 0.455 0.761 3.180588961 35.53 0 1220.647268 2 610.826416 -1.402705594 -0.000856104 41.82285911SYQEHLK 6 166706903 2xTMT6plex [N-Term; K7] 0.584 0.555 0.572 2.66574645 24.3 0 1362.778171 3 454.9303589 -1.209191546 -0.000549287 26.09639579KLAQLEK 6 166706903 3xTMT6plex [N-Term; K1; K7] 1.097 0.941 1.02 3.327936172 9 1 1517.002975 3 506.3394775 0.595969291 0.000301362 52.126124914504025 GLRX glutaredoxin-1 2745 NP_002055.1 30.18867925 1 2 2 22 106 11.768 8.09 0.36 0.33 0.38 0.36 Significant 0.00166 DCIGGCSDLVSLQQSGELLTR 4 4504025 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C6] 0.665 6.047190666 43.97 0 2537.253703 3 846.4229736 0.261955845 0.000221549 68.85795338
AQEILSQLPIK 18 4504025 2xTMT6plex [N-Term; K11] 0.355 0.33 0.373 3.927609205 39.75 0 1698.056578 2 849.5316772 -0.294399974 -0.000249954 79.85693778

115511049 GNA11 guanine nucleotide-binding protein subunit alpha-11 2767 NP_002058.2 32.86908078 1 7 11 82 359 42.097 5.69 0.83 0.91 0.91 0.88 Significant 0.00091
LLLLGTGESGK 12 115511049 2xTMT6plex [N-Term; K11] 0.667 0.696 0.758 3.838491917 51.24 0 1545.961615 2 773.4852295 1.013960735 0.000783772 69.14635336IATLGYLPTQQDVLR 14 115511049 1xTMT6plex [N-Term] 1.332 1.168 1.024 4.40422678 35.04 0 1917.100678 3 639.7046509 -0.667066313 -0.000426278 73.54979355ILYSHLVDYFPEFDGPQR 10 115511049 1xTMT6plex [N-Term] 0.812 1.051 1.025 5.798964024 23.48 0 2425.238962 3 809.0856934 1.469714193 0.001188136 90.22698771EYQLSDSAK 6 115511049 2xTMT6plex [N-Term; K9] 0.997 1.167 1.217 3.540601254 40.87 0 1498.815345 2 749.9108887 -0.562968783 -0.000421893 33.93650073VTTFEHQYVSAIK 6 115511049 2xTMT6plex [N-Term; K13] 1.12 1.073 1.252 3.996860504 27.33 0 1981.115883 3 661.0428467 -0.957370012 -0.00063222 58.68265846DTILQLNLK 6 115511049 2xTMT6plex [N-Term; K9] 1.029 0.973 0.901 3.617991209 37.62 0 1515.95105 3 505.9882202 -0.621897039 -0.000314255 69.99939617TLWEDPGIQECYDR 6 115511049 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.098 1.209 1.214 3.271700859 38.26 0 2010.942857 2 1005.971069 -3.975825616 -0.003997579 56.92084575FVFAAVK 6 115511049 2xTMT6plex [N-Term; K7] 1 0.986 1.02 2.926145792 35.21 0 1239.786551 2 620.3973389 0.68550056 0.000424937 70.95740147INAEIEK 6 115511049 2xTMT6plex [N-Term; K7] 0.907 0.897 0.903 2.667989731 32.16 0 1274.772023 2 637.8880615 -2.492087265 -0.001588422 41.7207868MVDVGGQR 6 115511049 1xTMT6plex [N-Term] 0.789 0.788 0.891 2.918562412 36.86 0 1090.587644 2 545.7975464 0.157542072 8.59E-05 25.83180694ANALLIR 4 115511049 1xTMT6plex [N-Term] 1.012 0.853 2.417324781 21.44 0 999.6512309 2 500.3293152 0.122863945 6.14E-05 42.53379096597709771 GNA15 guanine nucleotide-binding protein subunit alpha-15 2769 NP_002059.3 5.080213904 1 2 2 8 374 43.48 8.46 0.82 0.93 1.01 0.92 Significant 0.00356
LLLLGPGESGK 2 597709771 2xTMT6plex [N-Term; K11] 0.715 2.687602997 14.46 0 1541.9667 2 771.4866333 -0.460605561 -0.000355119 73.8490773YLDEINLL 6 597709771 1xTMT6plex [N-Term] 0.822 1.171 1.012 2.520834208 44.13 0 1221.692821 2 611.3530273 4.876215525 0.002978619 87.6926209833946324 GNAI1 guanine nucleotide-binding protein G(i) subunit alpha-1 isoform 1 2770 NP_002060.4 42.65536723 1 3 12 124 354 40.335 5.97 0.89 0.85 0.85 0.86 Significant 0.000238

EIYTHFTCATDTK 15 33946324 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 0.885 1.183 1.214 4.356277466 40.52 0 2045.041398 2 1023.026489 2.104483376 0.002151878 42.51669423
WFTDTSIILFLNKK 3 33946324 3xTMT6plex [N-Term; K13; K14] 0.946 0.515 4.328494072 22.67 1 2413.446215 3 805.152832 -0.94149032 -0.000757412 111.6929334TTGIVETHFTFK 6 33946324 2xTMT6plex [N-Term; K12] 1.081 1.149 1.108 4.884019375 38.72 0 1839.041656 3 613.6847534 -1.059761799 -0.000649649 58.61218675ILLLGAGESGK 100 33946324 2xTMT6plex [N-Term; K11] 1.087 1.015 1.068 4.291749477 59.15 0 1515.95105 3 505.9882507 -0.561504103 -0.000283738 68.39923335NVQFVFDAVTDVIIK 4 33946324 2xTMT6plex [N-Term; K15] 1.212 0.926 3.295501232 28.78 0 2166.257462 3 722.7572632 -0.104290105 -7.53E-05 112.850067

IIHEAGYSEEECK 8 33946324 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 0.85 0.798 0.823 5.985775948 38.08 0 2023.020663 3 675.0109253 -1.206142448 -0.00081335 36.69082878
DSGVQACFNR 6 33946324 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.038 0.949 1.205 3.364787817 33.77 0 1382.668414 2 691.8374634 -0.552462311 -0.000381936 26.87440193
LFDSICNNK 12 33946324 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.313 1.376 1.281 3.362250566 35.02 0 1568.850684 2 784.9285889 -0.499337275 -0.000391693 53.81176043

SPLTICYPEYAGSNTYEEAAAYIQCQFEDLNK 2 33946324 2xTMT6plex [N-Term; K32]; 2xCarbamidomethyl [C6; C25] 1.955999255 7.69 0 4203.993133 3 1402.001709 -0.608799014 -0.000853129 109.9903837MFDVGGQR 6 33946324 1xTMT6plex [N-Term] 0.824 0.867 1.04 3.168355227 37.55 0 1138.587644 2 569.7974854 0.043688446 2.49E-05 40.64348327KDLFEEK 12 33946324 3xTMT6plex [N-Term; K1; K7] 1.297 1.143 1.003 3.01094079 10.76 1 1595.96117 3 532.6585083 -0.124274738 -6.61E-05 47.00831838NLREDGEK 6 33946324 2xTMT6plex [N-Term; K8] 1.253 1.34 1.239 3.115290403 4.43 1 1418.800363 3 473.6044006 -1.208440417 -0.000571512 18.46803696
4504041 GNAI2 guanine nucleotide-binding protein G(i) subunit alpha-2 isoform 1 2771 NP_002061.1 61.97183099 1 8 17 221 355 40.425 5.54 1.08 1.04 1.08 1.07 Significant 0.000156

ITHSPLTICFPEYTGANK 8 4504041 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 1.047 0.904 1.012 6.190905094 39.72 0 2507.336852 3 836.4498901 -0.691777749 -0.000578173 70.42124422
ITHSPLTICFPEYTGANKYDEAASYIQSK 10 4504041 3xTMT6plex [N-Term; K18; K29]; 1xCarbamidomethyl [C9] 1.618 1.44 2.306 5.615282059 10.88 1 3992.071865 4 998.7722778 -1.148191223 -0.001145915 81.81470826

EIYTHFTCATDTK 15 4504041 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 0.885 1.183 1.214 4.356277466 40.52 0 2045.041398 2 1023.026489 2.104483376 0.002151878 42.51669423AMGNLQIDFADPSR 12 4504041 1xTMT6plex [N-Term] 1.01 0.918 0.641 4.957028866 71.52 0 1763.894785 2 882.4505005 -0.601097892 -0.000530137 63.06161048AVVYSNTIQSIMAIVK 18 4504041 2xTMT6plex [N-Term; K16] 1.065 1.032 0.903 5.50444603 79.87 0 2195.287382 2 1098.142822 -4.106167978 -0.004507109 107.0096028WFTDTSIILFLNKK 3 4504041 3xTMT6plex [N-Term; K13; K14] 0.946 0.515 4.328494072 22.67 1 2413.446215 3 805.152832 -0.94149032 -0.000757412 111.6929334TTGIVETHFTFK 6 4504041 2xTMT6plex [N-Term; K12] 1.081 1.149 1.108 4.884019375 38.72 0 1839.041656 3 613.6847534 -1.059761799 -0.000649649 58.61218675ILLLGAGESGK 100 4504041 2xTMT6plex [N-Term; K11] 1.087 1.015 1.068 4.291749477 59.15 0 1515.95105 3 505.9882507 -0.561504103 -0.000283738 68.39923335LWADHGVQACFGR 8 4504041 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.065 0.849 1.083 5.002664566 49.88 0 1745.874324 3 582.6300049 0.651271642 0.000379013 50.38923799IIHEDGYSEEECR 23 4504041 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.012 0.997 1.028 4.536549091 59.28 0 1865.853708 2 933.4301758 -0.339221396 -0.000316469 26.29435479NVQFVFDAVTDVIIK 4 4504041 2xTMT6plex [N-Term; K15] 1.212 0.926 3.295501232 28.78 0 2166.257462 3 722.7572632 -0.104290105 -7.53E-05 112.850067IAQSDYIPTQQDVLR 16 4504041 1xTMT6plex [N-Term] 0.856 0.925 0.904 4.600700855 69.24 0 1976.065021 2 988.5350342 -1.128095787 -0.001114595 63.35187105QLFALSCTAEEQGVLPDDLSGVIR 16 4504041 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.897 1.29 0.754 7.788494587 93.25 0 2847.475975 3 949.8292236 -1.003317179 -0.000952307 91.90774968
LFDSICNNK 12 4504041 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.313 1.376 1.281 3.362250566 35.02 0 1568.850684 2 784.9285889 -0.499337275 -0.000391693 53.81176043

AMGNLQIDFADPSR 2 4504041 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.071 2.223437309 12.64 0 1779.8897 2 882.4505005 -0.601097892 -0.000530137 63.06161048MFDVGGQR 6 4504041 1xTMT6plex [N-Term] 0.824 0.867 1.04 3.168355227 37.55 0 1138.587644 2 569.7974854 0.043688446 2.49E-05 40.64348327KDLFEEK 12 4504041 3xTMT6plex [N-Term; K1; K7] 1.297 1.143 1.003 3.01094079 10.76 1 1595.96117 3 532.6585083 -0.124274738 -6.61E-05 47.00831838NLREDGEK 6 4504041 2xTMT6plex [N-Term; K8] 1.253 1.34 1.239 3.115290403 4.43 1 1418.800363 3 473.6044006 -1.208440417 -0.000571512 18.46803696
40254462 GNAQ guanine nucleotide-binding protein G(q) subunit alpha 2776 NP_002063.2 35.93314763 1 7 11 86 359 42.115 5.68 0.62 0.59 0.51 0.57 Significant 0.00326

LLLLGTGESGK 12 40254462 2xTMT6plex [N-Term; K11] 0.667 0.696 0.758 3.838491917 51.24 0 1545.961615 2 773.4852295 1.013960735 0.000783772 69.14635336IMYSHLVDYFPEYDGPQR 8 40254462 1xTMT6plex [N-Term] 0.629 0.625 0.56 5.082369328 36.83 0 2459.190298 3 820.4021606 0.663236023 0.000543675 75.31594193VSAFENPYVDAIK 12 40254462 2xTMT6plex [N-Term; K13] 0.653 0.706 0.678 4.029887676 62.11 0 1911.062785 2 956.0337524 -1.338002711 -0.001278504 71.42523376VADPAYLPTQQDVLR 10 40254462 1xTMT6plex [N-Term] 0.691 0.846 0.584 4.259248257 52.79 0 1915.048643 2 958.0255127 -2.555480454 -0.002446935 66.21067472VPTTGIIEYPFDLQSVIFR 12 40254462 1xTMT6plex [N-Term] 0.697 0.614 0.689 5.599584579 58.96 0 2424.337614 3 808.7830811 -1.206059717 -0.000974632 110.5112357SLWNDPGIQECYDR 6 40254462 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.822 0.767 0.618 3.666683674 40.04 0 1981.927542 2 991.4664917 -0.925735943 -0.000917371 53.81444267DTILQLNLK 6 40254462 2xTMT6plex [N-Term; K9] 1.029 0.973 0.901 3.617991209 37.62 0 1515.95105 3 505.9882202 -0.621897039 -0.000314255 69.99939617YYLNDLDR 6 40254462 1xTMT6plex [N-Term] 0.352 0.262 0.345 2.793060064 9.45 0 1300.673482 2 650.84021 -0.260663518 -0.000169519 46.36088481FVFAAVK 6 40254462 2xTMT6plex [N-Term; K7] 1 0.986 1.02 2.926145792 35.21 0 1239.786551 2 620.3973389 0.68550056 0.000424937 70.95740147INDEIER 2 40254462 1xTMT6plex [N-Term] 0.672 2.370334148 19.98 0 1117.605068 2 559.3056641 -0.90995024 -0.000508483 25.88311643MVDVGGQR 6 40254462 1xTMT6plex [N-Term] 0.789 0.788 0.891 2.918562412 36.86 0 1090.587644 2 545.7975464 0.157542072 8.59E-05 25.83180694
11321585 GNB1 guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 isoform 1 2782 NP_002065.1 55.88235294 1 6 13 308 340 37.353 6 1.22 1.26 1.26 1.24 Significant 0.000114

LFVSGACDASAK 16 11321585 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.143 1.051 1.049 4.584232807 68.23 0 1683.914013 2 842.4597168 -1.10219182 -0.000927998 48.77007733
LIIWDSYTTNK 22 11321585 2xTMT6plex [N-Term; K11] 1.051 1.055 1.111 4.141233921 42.28 0 1812.030757 2 906.519043 0.028916452 2.62E-05 76.07272216

ELAGHTGYLSCCR 20 11321585 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C12] 1.842 1.723 1.783 4.83915472 41.92 0 1752.83589 2 876.9209595 -0.711917581 -0.000623937 29.10015407
KACADATLSQITNNIDPVGR 12 11321585 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 1.139 1.28 1.057 5.843161583 36.76 1 2602.402305 4 651.3532715 -4.245804915 -0.002762323 64.85024901

ADQELMTYSHDNIICGITSVSFSK 4 11321585 2xTMT6plex [N-Term; K24]; 1xOxidation [M6]; 1xCarbamidomethyl [C15] 1.523 0.463 4.177325249 17.62 0 3190.580071 4 794.401123 -0.785646746 -0.000623526 83.98904405
ADQELMTYSHDNIICGITSVSFSK 14 11321585 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 1.144 1.182 1.242 6.011673927 34.66 0 3174.585156 4 794.401123 -0.785646746 -0.000623526 83.98904405

VSCLGVTDDGMAVATGSWDSFLK 13 11321585 2xTMT6plex [N-Term; K23]; 1xOxidation [M11]; 1xCarbamidomethyl [C3] 1.215 1.124 1.11 6.071183681 80.88 0 2890.436702 3 964.1491699 -1.295753812 -0.001248431 86.8833418
VSCLGVTDDGMAVATGSWDSFLK 90 11321585 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C3] 1.198 1.198 1.145 6.925167084 79.62 0 2874.441787 3 964.1491699 -1.295753812 -0.001248431 86.8833418

ACADATLSQITNNIDPVGR 12 11321585 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.981 1.196 1.093 5.596923351 46.43 0 2245.14441 2 1123.075317 -0.468675587 -0.000526122 67.84461077
SSWVMTCAYAPSGNYVACGGLDNICSIYNLK 10 11321585 2xTMT6plex [N-Term; K31]; 3xCarbamidomethyl [C7; C18; C25] 0.851 100 3.067 5.105817318 39.76 0 3929.873493 3 1310.629517 0.128140178 0.000167858 94.07675353

LLLAGYDDFNCNVWDALK 18 11321585 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 1.173 1.246 1.214 5.176759243 59.5 0 2585.347416 3 862.4522705 -1.995115446 -0.001719356 109.0842735
LLVSASQDGK 34 11321585 2xTMT6plex [N-Term; K10] 1.174 1.19 1.319 4.177800179 52.2 0 1475.883365 2 738.4454346 0.154484176 0.000114 44.37981819AGVLAGHDNR 18 11321585 1xTMT6plex [N-Term] 0.943 0.931 0.977 4.368934155 53.09 0 1238.680299 3 413.5646973 -0.613986616 -0.000253511 19.12324581IYAMHWGTDSR 16 11321585 1xTMT6plex [N-Term] 1.098 1.174 0.989 3.991206169 41.48 0 1565.773213 3 522.5966797 1.451501713 0.000757574 46.89575336IYAMHWGTDSR 5 11321585 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.138 1.209 2.641433239 9.83 0 1581.768128 3 522.5966797 1.451501713 0.000757574 46.89575336VHAIPLR 4 11321585 1xTMT6plex [N-Term] 1.045 0.932 2.699191332 19.1 0 1034.667215 2 517.8376465 0.774151088 0.000400494 41.338416594504061 GNS N-acetylglucosamine-6-sulfatase precursor 2799 NP_002067.1 26.63043478 1 11 11 56 552 62.042 8.31 1.15 1.04 1.05 1.08 Significant 0.00106 YLNEYGAPDAGGLEHVPLGWSYWYALEK 10 4504061 2xTMT6plex [N-Term; K28] 1.092 1.099 1.281 4.598222733 45.11 0 3656.846591 3 1219.620728 0.284039038 0.000346229 100.6932168SDVLVEYQGEGR 8 4504061 1xTMT6plex [N-Term] 1.346 1.22 1.195 4.031955719 46.49 0 1580.811767 2 790.9099731 0.571307148 0.000451565 39.00930821RPNVVLLLTDDQDEVLGGMTPLKK 4 4504061 3xTMT6plex [N-Term; K23; K24] 1.318 1.057 8.162010193 29.43 1 3338.932459 4 835.4879761 -0.714028557 -0.000596023 90.34852508IQEPNTFPAILR 6 4504061 1xTMT6plex [N-Term] 0.917 1.235 0.929 4.138351917 39.24 0 1627.936908 2 814.4713135 -0.956546207 -0.000778598 66.52705975TQMDGMSLLPILR 6 4504061 1xTMT6plex [N-Term] 1.19 0.764 3.96553874 43.62 0 1703.938564 2 852.4729614 0.048394681 4.12E-05 90.51865349TIDPELLGK 6 4504061 2xTMT6plex [N-Term; K9] 1.075 0.934 1.187 3.232410431 31.05 0 1443.882302 2 722.4450684 0.386581891 0.000279089 61.3766559AFQNVFAPR 4 4504061 1xTMT6plex [N-Term] 1.158 0.897 3.426945925 41.89 0 1278.715622 2 639.861145 -0.475931417 -0.00030429 53.96582022SMCGYQTFFAGK 2 4504061 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 1.158 3.718363047 36.87 0 1854.928283 2 927.9658203 -2.112650412 -0.001959408 65.21220025

QLYEFDIK 2 4504061 2xTMT6plex [N-Term; K8] 1.248 3.056252718 25.25 0 1513.866652 2 757.4364624 -0.662987927 -0.000501838 66.70445895WQTLLSVDDLVEK 4 4504061 2xTMT6plex [N-Term; K13] 1.734 3.666 2.046318054 8.73 0 2004.141764 3 668.7199097 1.702451377 0.001137318 99.22908332ASILTGK 4 4504061 2xTMT6plex [N-Term; K7] 0.963 1.098 2.880431652 35.18 0 1147.74508 2 574.3778687 2.945222546 0.001690182 44.480171024504063 GOLGA1 golgin subfamily A member 1 2800 NP_002068.1 13.68970013 1 6 6 14 767 88.116 5.27 1.5 1.11 1.2 1.27 Significant 0.00851 AADQTTAEQGMR 2 4504063 1xTMT6plex [N-Term] 1.385 4.297969818 55.11 0 1507.737221 2 754.3729858 0.97737833 0.000736815 17.56263676GHNSALLQIHQLQAELEALR 4 4504063 1xTMT6plex [N-Term] 100 0.433 7.344043732 38.64 0 2470.37277 4 618.3494263 1.256785277 0.000776182 84.95291006ELEQTLQASEEQLQQSK 2 4504063 2xTMT6plex [N-Term; K17] 1.137 3.488475323 5.95 0 2447.302968 3 816.4372559 -2.35108687 -0.001917941 67.26294505
GIVAAQETQIQELAAANQESSHVQQQALALEQQFLER 2 4504063 1xTMT6plex [N-Term] 1.843368649 2.61 0 4306.226506 4 1077.305664 -5.963302201 -0.006419833 101.9698724TLAEQNLEDTR 2 4504063 1xTMT6plex [N-Term] 1.577 3.689182997 50.23 0 1518.796116 2 759.9017944 0.128896292 9.79E-05 31.53966738EINFEYLK 2 4504063 2xTMT6plex [N-Term; K8] 1.329 3.319813013 28.66 0 1513.866652 2 757.4346313 -3.082031487 -0.002332892 69.109308086715600 GOLGA4 golgin subfamily A member 4 isoform 2 2803 NP_002069.2 15.15695067 1 31 31 113 2230 260.98 5.39 1.18 1.26 1.21 1.22 Significant 0.000368 ISALEQVDDWSNK 8 6715600 2xTMT6plex [N-Term; K13] 1.243 1.279 1.194 4.150052071 39.37 0 1963.053677 3 655.0234985 1.153960024 0.000755095 69.81127742TIEIESLNEVLK 10 6715600 2xTMT6plex [N-Term; K12] 1.171 1.233 1.281 4.316905499 52.23 0 1846.093751 2 923.5493774 -1.231116885 -0.001136379 80.83634454NVYATTVGTPYK 2 6715600 2xTMT6plex [N-Term; K12] 1.079 3.13649416 40.09 0 1771.999457 2 886.5028687 -0.562141996 -0.000498058 46.50713497LDVFQSYQSATHEQTK 6 6715600 2xTMT6plex [N-Term; K16] 1.239 1.255 1.082 5.241328239 24.18 0 2340.223596 3 780.7434082 -3.386172432 -0.002641467 57.12045265LEQEENPGNDNVTIMELQTQLAQK 2 6715600 2xTMT6plex [N-Term; K24] 3.263 3.660171747 25.35 0 3200.650927 3 1067.556885 1.61644209 0.001724556 83.81450125QTELESLSSELSEVLK 2 6715600 2xTMT6plex [N-Term; K16] 1.341 5.257294655 48.29 0 2250.248079 3 750.7508545 -4.474579283 -0.003356304 101.9484898KLNQQAEELQEIHEIQLQEK 2 6715600 3xTMT6plex [N-Term; K1; K20] 0.995 3.914959908 20.34 1 3135.761688 4 784.6949463 -1.190391401 -0.000933196 62.75016781SAHVNSLAQDETK 4 6715600 2xTMT6plex [N-Term; K13] 1.075 1.341 4.170106411 30.59 0 1858.007061 3 620.0068359 -0.595636864 -0.000368899 28.16639566ILELESSLEK 6 6715600 2xTMT6plex [N-Term; K10] 1.337 1.104 3.990637541 42.69 0 1618.96676 2 809.9871826 0.203156966 0.000164452 76.05665728

DVCTELDAHK 4 6715600 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.089 1.111 4.244570732 30.96 0 1645.861977 3 549.2919312 -0.447900844 -0.000245728 35.7234116
ENTFLQEQLVELK 4 6715600 2xTMT6plex [N-Term; K13] 1.191 1.37 4.124763966 23.73 0 2049.163227 3 683.7249146 -1.482111144 -0.001012363 78.42429707ELNDVISIWEK 6 6715600 2xTMT6plex [N-Term; K11] 1.109 1.201 1.412 3.974812269 57.36 0 1804.025672 2 902.517334 0.953328313 0.000859914 86.88504721QQYQTEMEK 2 6715600 2xTMT6plex [N-Term; K9] 1.596 3.711262465 29.66 0 1642.851078 2 821.930603 1.735631869 0.001425692 29.51857721EALQEQLDER 2 6715600 1xTMT6plex [N-Term] 1.517 3.477739334 27.8 0 1459.759003 2 730.3834839 0.471600748 0.000344212 33.08427964EFNTQLAQK 4 6715600 2xTMT6plex [N-Term; K9] 1.861 1.322 3.895034313 35.71 0 1536.878613 2 768.9415894 -1.764224603 -0.0013557 42.77006044

EQCTLLTSEK 2 6715600 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.61 3.750707865 35.69 0 1666.908593 2 833.9557495 -2.622097325 -0.002185398 42.23573653
TTDEEFQSLK 4 6715600 2xTMT6plex [N-Term; K10] 0.721 1.326 2.599426508 13.95 0 1655.889238 2 828.4482422 -0.018047705 -1.49E-05 45.83542784ELEHVNLSVK 4 6715600 2xTMT6plex [N-Term; K10] 1.389 1.22 2.709335327 10.34 0 1625.962677 3 542.6589966 -0.148173085 -8.03E-05 48.59869799AAFEELEK 5 6715600 2xTMT6plex [N-Term; K8] 1.104 1.361 0.949 3.630394936 32.93 0 1394.793153 2 697.8995361 -0.972864236 -0.000678472 53.04872692RYEEILDAR 2 6715600 1xTMT6plex [N-Term] 1.223 3.326060057 11.98 1 1393.763694 3 465.2589417 -1.020667158 -0.00047419 37.47841504LESESAAK 2 6715600 2xTMT6plex [N-Term; K8] 1.109 2.863805771 18.52 0 1292.746202 2 646.8753662 -2.124630589 -0.001373304 25.51681014TTLISDSK 4 6715600 2xTMT6plex [N-Term; K8] 1.527 1.324 3.028731585 13.44 0 1322.793153 2 661.8996582 -0.841253032 -0.000556402 48.25154028EVHILEEK 4 6715600 2xTMT6plex [N-Term; K8] 1.034 1.3 2.617067337 17.76 0 1454.861901 3 485.6251221 -0.747747303 -0.000362623 41.13888604VKQEVVDVMK 2 6715600 3xTMT6plex [N-Term; K2; K10] 1.388 2.72112298 0.05 1 1862.138817 3 621.3859253 2.366074359 0.001468653 57.15730863LLDLETER 2 6715600 1xTMT6plex [N-Term] 1.367 2.430459023 17.36 0 1217.693883 2 609.3510742 0.811687989 0.000494194 52.27071048ALSTAQK 6 6715600 2xTMT6plex [N-Term; K7] 1.018 1.127 1.144 2.971939802 31.46 0 1176.735244 2 588.8720703 1.376788032 0.000810058 26.17168997ISLQQELSR 4 6715600 1xTMT6plex [N-Term] 1.132 0.912 2.407848835 15.47 0 1302.757881 2 651.8814697 -1.702393751 -0.001108903 46.23731563LEVDLNK 2 6715600 2xTMT6plex [N-Term; K7] 1.082 2.409968138 11.85 0 1288.787673 2 644.8968506 -0.968955671 -0.000624389 54.92576981LEDGNKEQEQTK 1 6715600 3xTMT6plex [N-Term; K6; K12] 1.174 2.574676991 1 2106.164573 3 702.7247925 -2.254951324 -0.0015831 25.39097357KEQELTK 2 6715600 3xTMT6plex [N-Term; K1; K7] 1.237 2.490807295 3.5 1 1562.972069 3 521.6619263 -0.539652258 -0.000281154 28.40194891IKDLHMAEK 3 6715600 3xTMT6plex [N-Term; K2; K9] 1.403 1.593 2.357821226 5.37 1 1772.070737 4 443.7731934 0.116466852 5.16E-05 42.15294842

4504067 GOT1 aspartate aminotransferase, cytoplasmic 2805 NP_002070.1 55.20581114 1 17 17 137 413 46.219 7.01 0.74 0.74 0.79 0.75 Significant 0.000485
EPESILQVLSQMEK 24 4504067 2xTMT6plex [N-Term; K14] 0.692 0.658 0.713 4.854487896 48.07 0 2089.161513 3 697.0570068 -2.415156586 -0.001681884 105.0228843IVASTLSNPELFEEWTGNVK 4 4504067 2xTMT6plex [N-Term; K20] 0.562 0.712 3.914153099 49.58 0 2692.459803 3 898.1586304 0.5700153 0.000511581 99.48672731APPSVFAEVPQAQPVLVFK 9 4504067 2xTMT6plex [N-Term; K19] 0.762 0.712 0.792 41.35 0 2482.447388 3 828.1539307 -0.060181663 -4.98E-05 94.788591NTPVYVSSPTWENHNAVFSAAGFK 6 4504067 2xTMT6plex [N-Term; K24] 0.617 0.71 0.714 6.09182024 51.69 0 3081.58344 3 1027.865356 -0.624446522 -0.000641428 72.316514NLDYVATSIHEAVTK 4 4504067 2xTMT6plex [N-Term; K15] 0.925 0.816 5.310433865 44.51 0 2119.17994 3 707.0648193 -0.016700888 -1.18E-05 68.30503364VGGVQSLGGTGALR 10 4504067 1xTMT6plex [N-Term] 0.624 0.95 0.793 5.35866785 75.64 0 1500.869556 2 750.9385986 0.242783008 0.000182193 44.6488419IANDNSLNHEYLPILGLAEFR 14 4504067 1xTMT6plex [N-Term] 1.122 0.793 0.606 7.054490566 40.08 0 2628.398316 3 876.8032837 -1.148465878 -0.001006209 97.90715695LALGDDSPALK 8 4504067 2xTMT6plex [N-Term; K11] 0.662 0.705 0.722 5.024608135 46.23 0 1557.925229 2 779.4648438 -1.809085537 -0.00140921 58.79249684FLFPFFDSAYQGFASGNLER 9 4504067 1xTMT6plex [N-Term] 0.827 0.754 0.921 4.37565136 11.63 0 2542.260426 3 848.0911865 -0.558475313 -0.000473263 112.6131681
TDDCHPWVLPVVK 4 4504067 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 0.751 0.775 4.137413025 15.84 0 2024.103939 3 675.3720093 -1.217480941 -0.000821436 68.71313694ITWSNPPAQGAR 10 4504067 1xTMT6plex [N-Term] 0.777 0.8 0.91 4.233437061 33.59 0 1526.827691 2 763.9156494 -2.403199716 -0.001834636 39.14781737QVEYLVNEK 6 4504067 2xTMT6plex [N-Term; K9] 0.709 0.718 0.844 3.979377747 48.4 0 1579.909579 2 790.4573975 -1.304465871 -0.001030469 49.08357553INVSGLTTK 8 4504067 2xTMT6plex [N-Term; K9] 0.777 0.735 0.734 3.4512012 44.26 0 1390.866986 2 695.9371948 0.091165035 6.34E-05 54.14774212VGNLTVVGK 8 4504067 2xTMT6plex [N-Term; K9] 0.631 0.696 0.804 3.664973259 35.6 0 1344.861507 2 672.9338379 -0.823734447 -0.000553904 49.48750099VNLGVGAYR 5 4504067 1xTMT6plex [N-Term] 0.632 0.657 2.41 2.919179678 43.63 0 1177.689073 2 589.3480835 -0.154996609 -9.13E-05 42.50284598KVNLGVGAYR 2 4504067 2xTMT6plex [N-Term; K1] 1.002 4.512106895 15.06 1 1534.946968 3 512.3199463 -1.095968035 -0.000560751 42.65196761NFGLYNER 6 4504067 1xTMT6plex [N-Term] 0.873 0.81 0.872 2.961727381 20.01 0 1241.647602 2 621.3267822 -1.058397627 -0.000657078 37.05268454

73486658 GOT2 aspartate aminotransferase, mitochondrial isoform 1 precursor 2806 NP_002071.2 57.6744186 1 24 24 381 430 47.487 9.01 0.87 0.86 0.86 0.86 Significant 0.0000149
FVTVQTISGTGALR 40 73486658 1xTMT6plex [N-Term] 0.905 0.848 0.966 4.991328716 56.99 0 1678.968936 2 839.987854 -0.30047738 -0.000252246 59.83791212TCGFDFTGAVEDISK 36 73486658 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 0.922 0.985 0.833 5.251898766 67.45 0 2105.062527 2 1053.035156 0.241522517 0.00025421 74.76253468
EYLPIGGLAEFCK 18 73486658 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 0.65 0.692 0.6 4.2538867 50.53 0 1955.071242 3 652.3617554 -0.270546007 -0.000176312 84.99153217

NLFAFFDMAYQGFASGDGDKDAWAVR 8 73486658 2xTMT6plex [N-Term; K20]; 1xOxidation [M8] 0.89 1.161 5.976782322 23.66 1 3373.635218 4 844.1626587 -1.901018919 -0.001603336 112.2514998ASAELALGENSEVLK 34 73486658 2xTMT6plex [N-Term; K15] 0.85 0.804 0.849 5.696905136 93.1 0 1989.126842 2 995.0654907 -1.577146626 -0.001568572 61.1352636ISVAGVTSSNVGYLAHAIHQVTK 18 73486658 2xTMT6plex [N-Term; K23] 1.145 1.164 1.097 8.509819984 66.25 0 2810.592883 4 703.4017334 -2.767823934 -0.001944807 81.16657817IAAAILNTPDLR 34 73486658 1xTMT6plex [N-Term] 0.813 0.753 0.766 4.334813595 52.99 0 1496.899794 2 748.9529419 -0.792712339 -0.000593305 72.62073411KAEAQIAAK 24 73486658 3xTMT6plex [N-Term; K1; K9] 0.865 0.824 0.85 5.742994785 58.97 1 1617.030253 2 809.0174561 -1.618467324 -0.001308555 32.39833032
IPEQSVLLLHACAHNPTGVDPRPEQWK 16 73486658 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C12] 0.914 0.933 0.908 6.369050026 17.38 0 3550.899312 5 710.9854736 -0.295816875 -0.000210083 67.4653375DAGMQLQGYR 12 73486658 1xTMT6plex [N-Term] 0.872 0.708 0.832 3.735788345 55.04 0 1367.6939 2 684.3500366 -0.806882163 -0.000551784 31.69262216NLDKEYLPIGGLAEFCK 5 73486658 3xTMT6plex [N-Term; K4; K17]; 1xCarbamidomethyl [C16] 0.736 1.024 5.877110958 12.88 1 2654.483071 3 885.4992065 -0.001748398 -1.55E-06 86.03076937MNLGVGAYR 6 73486658 1xTMT6plex [N-Term] 0.57 0.772 0.864 3.512408495 50.57 0 1209.661144 2 605.3334961 -1.180531017 -0.000714021 54.41948472VGAFTMVCK 6 73486658 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.783 0.894 0.857 4.361884594 42.72 0 1470.821299 2 735.9136353 -0.887158888 -0.000652426 60.09826961

TQLVSNLK 12 73486658 2xTMT6plex [N-Term; K8] 0.777 0.73 0.703 3.772712946 50.63 0 1360.856422 2 680.9313354 -0.754886075 -0.000513646 46.66634309NMGLYGER 6 73486658 1xTMT6plex [N-Term] 0.895 0.857 0.948 3.039543629 58.51 0 1168.598209 2 584.8024902 -0.432271114 -0.000252576 29.46856415KQWLQEVK 15 73486658 3xTMT6plex [N-Term; K1; K8] 0.915 0.89 0.889 4.376310349 46.69 1 1746.088102 2 873.5474854 -0.233508764 -0.000203863 54.17652665TQLVSNLKK 6 73486658 3xTMT6plex [N-Term; K8; K9] 1.806 2.119 1.808 3.137614012 13.44 1 1718.114317 3 573.3760376 -0.440591772 -0.000252329 48.61327896KMNLGVGAYR 6 73486658 2xTMT6plex [N-Term; K1] 1.112 1.011 0.896 4.234498978 17.7 1 1566.919039 3 522.9772339 -1.206290687 -0.000630053 39.66484644AEAQIAAK 4 73486658 2xTMT6plex [N-Term; K8] 0.672 0.67 3.40358901 37.11 0 1259.772358 2 630.3904419 0.991868932 0.000624765 30.55358929DAGMQLQGYR 35 73486658 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.721 0.893 0.749 2.434530497 34.76 0 1383.688815 2 684.3500366 -0.806882163 -0.000551784 31.69262216EFSIYMTK 2 73486658 2xTMT6plex [N-Term; K8] 0.877 3.4944489 26.29 0 1476.817259 2 746.9067993 -3.920022418 -0.002925929 51.98809877EIATVVK 14 73486658 2xTMT6plex [N-Term; K7] 0.875 0.932 0.928 3.034329176 41.4 0 1217.786945 2 609.3963623 -1.229369908 -0.000748555 41.85105064IGASFLQR 6 73486658 1xTMT6plex [N-Term] 0.722 0.827 1.069 2.86529851 31.65 0 1120.667609 2 560.8370361 -0.725972954 -0.000406787 50.77335763EFSIYMTK 4 73486658 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 0.98 0.861 2.168820381 27.59 0 1492.812174 2 746.9067993 -3.920022418 -0.002925929 51.98809877RVESQLK 6 73486658 2xTMT6plex [N-Term; K7] 0.869 0.908 0.853 3.381965399 14.91 1 1317.825456 3 439.9466553 -0.03281898 -1.44E-05 23.04425585
VGAFTMVCK 2 73486658 2xTMT6plex [N-Term; K9]; 1xOxidation [M6]; 1xCarbamidomethyl [C8] 0.899 1.497406244 17.62 0 1486.816214 2 735.9136353 -0.887158888 -0.000652426 60.09826961

DADEAKR 6 73486658 2xTMT6plex [N-Term; K6] 1.402 1.33 1.469 3.039839029 15.47 1 1262.710486 3 421.5751038 0.215725853 9.08E-05 15.55228053167001141 GPC1 glypican-1 precursor 2817 NP_002072.2 22.9390681 1 9 9 50 558 61.641 7.3 1.01 1.06 1.01 1.03 Significant 0.000263 TLQATFPGAFGELYTQNAR 6 167001141 1xTMT6plex [N-Term] 1.066 1.015 1.511 5.470560074 49.26 0 2314.202911 3 772.0703735 -2.741295718 -0.002114638 78.74658907SFVQGLGVASDVVR 6 167001141 1xTMT6plex [N-Term] 1.416 1.065 0.817 4.928042889 64.29 0 1662.937636 2 831.9723511 -0.126421796 -0.000105116 66.7528053GFSLSDVPQAEISGEHLR 6 167001141 1xTMT6plex [N-Term] 0.989 0.959 1.057 5.261446476 51.54 0 2171.129412 3 724.3797607 -2.156952695 -0.001561008 61.07910806QLHPQLLLPDDYLDCLGK 11 167001141 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C15] 1.019 1.217 1.014 5.250662327 33.53 0 2596.420916 3 866.1424561 -3.119947112 -0.002700232 87.93372151GANLHLEETLAEFWAR 4 167001141 1xTMT6plex [N-Term] 0.913 1.105 3.803554773 14.06 0 2086.091904 3 696.0360107 0.754802106 0.000524862 87.31224477VNPQGPGPEEK 4 167001141 2xTMT6plex [N-Term; K11] 0.975 1.371 3.817005873 29.72 0 1609.894992 2 805.4501953 -1.166395951 -0.000938888 28.35383808VAQVPLGPECSR 5 167001141 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.013 0.989 0.657 3.120782614 28.75 0 1541.830728 2 771.418457 -0.707469037 -0.000545399 43.94693977
VIQGCGNPK 4 167001141 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 0.922 1.032 3.71331358 40.84 0 1430.818991 2 715.9136353 0.70125419 0.000501684 29.81794514VLQAMLATQLR 4 167001141 1xTMT6plex [N-Term] 0.972 0.785 3.464965343 9.82 0 1472.882035 2 736.9434204 -1.677717311 -0.00123554 78.618582824504111 GRB2 growth factor receptor-bound protein 2 isoform 1 2885 NP_002077.1 35.48387097 1 5 5 24 217 25.19 6.32 0.88 0.81 0.7 0.8 Significant 0.0043

DIEQVPQQPTYVQALFDFDPQEDGELGFR 4 4504111 1xTMT6plex [N-Term] 1.028 0.992 4.769779205 28.73 0 3610.753923 3 1204.254272 -1.56718993 -0.001886246 102.3924422ESESAPGDFSLSVK 6 4504111 2xTMT6plex [N-Term; K14] 0.856 0.837 3.878711224 73.95 0 1911.011144 2 956.0088501 -0.376750648 -0.000359987 54.98170519
VLNEECDQNWYK 6 4504111 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 0.711 0.679 0.768 4.05945158 44.28 0 2056.020997 2 1028.514526 0.378918492 0.000389532 54.18642942

ATADDELSFK 4 4504111 2xTMT6plex [N-Term; K10] 1.048 0.48 3.800689936 17.79 0 1554.841559 2 777.9229126 -1.936309632 -0.001505327 47.44812038FNSLNELVDYHR 4 4504111 1xTMT6plex [N-Term] 0.969 0.701 3.968567133 37.75 0 1735.896499 3 579.3010254 -4.594909966 -0.002658763 61.485938064504151 GRN granulins precursor 2896 NP_002078.1 25.63237774 1 11 11 69 593 63.5 6.83 0.98 0.94 1.07 1 Significant 0.00148 DVECGEGHFCHDNQTCCR 10 4504151 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C4; C10; C16; C17] 1.323 1.2 1.492 7.154950619 69.17 0 2509.990312 4 628.2529297 -0.168558419 -0.00010577 18.63187758
VHCCPHGAFCDLVHTR 14 4504151 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C3; C4; C10] 1.273 1.373 1.442 6.859380245 65.31 0 2195.025833 5 439.8106079 -0.865661438 -0.00038003 34.26475861

QHCCPAGYTCNVK 6 4504151 2xTMT6plex [N-Term; K13]; 3xCarbamidomethyl [C3; C4; C10] 1.28 1.486 0.993 5.292987823 41.65 0 2052.981792 3 684.9978027 -1.430741805 -0.000979096 24.7068567
LQSGAWGCCPFTQAVCCEDHIHCCPAGFTCDTQK 6 4504151 2xTMT6plex [N-Term; K34]; 7xCarbamidomethyl [C8; C9; C16; C17; C23; C24; C30] 0.462 1.028 6.966188431 39.42 0 4516.952248 5 904.194519 -1.939237936 -0.001751889 67.76055118
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

CPDGSTCCELPSGK 2 4504151 2xTMT6plex [N-Term; K14]; 3xCarbamidomethyl [C1; C7; C8] 1.395 2.788209438 22.43 0 2025.944404 2 1013.473633 -2.17903561 -0.002207303 33.60667036
GFHCSADGR 4 4504151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.801 0.714 2.985877991 33.55 0 1235.578871 3 412.5310669 -0.180794939 -7.45E-05 15.83116904
QGVCCADR 4 4504151 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C5] 0.936 0.839 3.27144742 32.9 0 1194.555693 2 597.7813721 -0.188638651 -0.00011267 15.39134108

LPAHTVGDVK 5 4504151 2xTMT6plex [N-Term; K10] 0.719 0.783 3.726643085 30.29 0 1494.904434 3 498.9729309 -0.130359765 -6.50E-05 38.08493658
HCCPAGFR 6 4504151 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C3] 1.231 1.4 1.127 3.560959816 36.48 0 1233.581848 3 411.8652649 -0.491789229 -0.000202221 17.78877522EVVSAQPATFLAR 6 4504151 1xTMT6plex [N-Term] 0.695 0.877 0.737 4.205142498 26.52 0 1617.916172 2 809.4594727 -2.783443035 -0.002251689 55.18038559QGWACCPYR 6 4504151 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C6] 0.86 1.141 0.853 3.05854845 23.63 0 1426.655741 2 713.8305664 -1.321291076 -0.000942514 32.79803879

149193321 GRSF1 G-rich sequence factor 1 isoform 1 2926 NP_002083.3 26.66666667 1 11 11 43 480 53.103 6.19 1.28 1.1 1.12 1.17 Significant 0.00238 GLPFQANAQDIINFFAPLKPVR 2 149193321 2xTMT6plex [N-Term; K19] 2.036 5.725658894 37.26 0 2914.670739 3 972.2247925 -3.744913086 -0.003638396 112.4712222SSPVVNDGVVR 12 149193321 1xTMT6plex [N-Term] 1.24 1.269 1.179 4.580999374 47.91 0 1357.763694 2 679.3849487 -0.79058607 -0.000536715 30.43193734YVEVYEINNEDVDALMK 2 149193321 2xTMT6plex [N-Term; K17] 1.587 3.785659552 46.13 0 2502.283813 3 834.7677612 1.965309203 0.001639254 79.58251801TGEAYVQFEEPEMANQALLK 4 149193321 2xTMT6plex [N-Term; K20] 1.303 1.112 5.008942127 36.51 0 2726.411138 3 909.4714355 -4.175807975 -0.00379499 79.09118618
AQGLPWSCTMEDVLNFFSDCR 2 149193321 1xTMT6plex [N-Term]; 1xOxidation [M10]; 2xCarbamidomethyl [C8; C20] 1.677 3.942582846 23.02 0 2778.252323 3 926.757019 1.504790933 0.001393563 101.1173506
KTGEAYVQFEEPEMANQALLK 2 149193321 3xTMT6plex [N-Term; K1; K21]; 1xOxidation [M14] 1.327 4.499178886 9.41 1 3099.663948 3 1033.882813 -9.69913852 -0.010021357 61.67968628

ITMEYSSSGK 4 149193321 2xTMT6plex [N-Term; K10] 1.266 1.158 3.606544971 26.03 0 1560.834365 2 780.9199219 -1.152114561 -0.00089913 53.57218358KIASFPTAK 2 149193321 3xTMT6plex [N-Term; K1; K9] 0.969 2.710999489 5.32 1 1650.055739 3 550.6897583 -0.616608053 -0.000339146 47.04051458
GLPYSCNEK 4 149193321 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.197 1.071 2.787761927 16.8 0 1525.808485 2 763.4075317 -0.457785787 -0.000349247 35.16070862
IASFPTAK 4 149193321 2xTMT6plex [N-Term; K8] 1.05 0.93 3.149895191 21 0 1292.797844 2 646.9021606 -0.61839594 -0.00039973 51.66776434YIEIFPSR 5 149193321 1xTMT6plex [N-Term] 1.632 1.278 1.035 3.032706261 20.49 0 1253.70914 2 627.3584595 0.400966458 0.000251348 61.0591987621361340 GSK3B glycogen synthase kinase-3 beta isoform 1 2932 NP_002084.2 41.33949192 1 9 13 84 433 48.004 8.78 1.21 1.19 1.31 1.24 Significant 0.0009 DTPALFNFTTQELSSNPPLATILIPPHAR 24 21361340 1xTMT6plex [N-Term] 0.888 0.871 1.14 6.325022697 64.46 0 3390.825906 3 1130.944092 -2.413585835 -0.002728016 108.2616607GQTNNAASASASNST 2 21361340 1xTMT6plex [N-Term] 0.506 3.331210613 67.39 0 1609.761522 2 805.3838501 -0.682221977 -0.000549107 15.16217734DIKPQNLLLDPDTAVLK 6 21361340 3xTMT6plex [N-Term; K3; K17] 1.296 1.227 1.253 5.550374031 18.6 0 2580.55795 3 860.8562012 -1.511271768 -0.001299975 82.18940995VTTVVATPGQGPDRPQEVSYTDTK 6 21361340 2xTMT6plex [N-Term; K24] 1.259 1.491 1.612 4.803578377 18.21 0 3004.59915 3 1002.204224 -0.34356382 -0.000344091 48.03489657

LTPLEACAHSFFDELRDPNVK 6 21361340 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C7] 1.338 1.209 1.339 7.120967865 23.2 1 2917.528234 4 730.1366577 -1.176708621 -0.00085827 92.78328666
EMNPNYTEFK 6 21361340 2xTMT6plex [N-Term; K10] 1.17 1.006 1.044 4.239217281 50.66 0 1730.882378 2 865.9436646 -1.343643258 -0.001162844 50.22424698QTLPVIYVK 4 21361340 2xTMT6plex [N-Term; K9] 1.264 1.415 3.661149502 36.33 0 1518.965972 2 759.9844971 -2.800898409 -0.002127235 66.02614047YFFYSSGEK 4 21361340 2xTMT6plex [N-Term; K9] 1.239 1.37 3.938507795 41.38 0 1585.830266 2 793.4176636 -1.397256446 -0.001107906 58.30070743

LCDFGSAK 6 21361340 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.21 1.143 1.323 3.859932899 31.02 0 1355.739343 2 678.3729248 -0.568148021 -0.00038513 45.46322059
TPPEAIALCSR 4 21361340 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.006 1.273 3.446495295 37.51 0 1443.782715 2 722.3954468 0.624383903 0.000450737 42.97300976LLEYTPTAR 6 21361340 1xTMT6plex [N-Term] 1.64 1.317 1.124 3.281858444 22.1 0 1292.741168 2 646.8736572 -0.874225176 -0.000565073 51.24619324LYMYQLFR 4 21361340 1xTMT6plex [N-Term] 1.226 1.377 2.771888018 17.9 0 1362.744145 2 681.8762207 0.748376908 0.000509923 82.73430881KLDHCNIVR 6 21361340 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 1.28 1.352 1.437 3.05005312 15.24 1 1612.935752 4 403.9888611 -1.324965399 -0.000534271 39.10983105

194018520 GSPT1 eukaryotic peptide chain release factor GTP-binding subunit ERF3A isoform 1 2935 NP_002085.2 42.22919937 1 24 24 140 637 68.628 5.33 1.04 1.09 1.07 1.07 Significant 0.000185
MDDPTVNWSNER 6 194018520 1xTMT6plex [N-Term] 1.089 1.018 0.849 3.294373274 36.14 0 1692.7849 2 846.895813 -0.325193967 -0.000275242 41.24868369TFDAQIVIIEHK 4 194018520 2xTMT6plex [N-Term; K12] 1.328 1.11 4.1542449 31.04 0 1872.099505 3 624.7036133 -1.719228193 -0.001072855 66.68190206

LKGIEEEEILPGFILCDPNNLCHSGR 2 194018520 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C16; C22] 1.928 5.482403278 37.23 1 3468.801966 4 867.9545288 -1.637667898 -0.001420186 89.20028227
KEHVNVVFIGHVDAGK 4 194018520 3xTMT6plex [N-Term; K1; K16] 1.227 1.037 4.312482357 30.9 1 2436.433025 5 488.0917358 -1.416784597 -0.00069038 48.58770748STIGGQIMYLTGMVDK 12 194018520 2xTMT6plex [N-Term; K16] 0.997 0.967 0.97 4.954507828 66.31 0 2172.180868 2 1086.592773 -1.195989265 -0.001298953 93.14996433GPAAPPPPAGGAANNHGAGSGAGGR 8 194018520 1xTMT6plex [N-Term] 0.992 0.845 0.89 5.989739895 78.01 0 2295.154004 3 765.7234497 0.780719329 0.00059729 21.42811991HNVEVLGILSDDVETDTVAPGENLK 13 194018520 2xTMT6plex [N-Term; K25] 1.047 0.933 1.049 6.082648277 53.22 0 3122.662144 3 1041.558105 -0.762446797 -0.000793621 79.4998534

TAGTICLETFK 6 194018520 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.073 0.904 1.099 5.388845444 64.08 0 1698.950064 2 849.9780273 -0.756968982 -0.000643026 69.92879221
GIEEEEILPGFILCDPNNLCHSGR 8 194018520 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C14; C20] 0.826 1.295 0.01 5.720562458 51.45 0 2998.460007 3 1000.156738 -1.449282712 -0.001448539 82.75233448ETWYLSWALDTNQEER 6 194018520 1xTMT6plex [N-Term] 1.005 0.782 3.972126722 15.36 0 2270.092692 3 757.3684692 -0.809502256 -0.000612548 84.8352581KGEFETGFEK 4 194018520 3xTMT6plex [N-Term; K1; K10] 0.857 1.2 3.864467621 29.4 1 1859.051776 3 620.3548584 -0.94340282 -0.000584612 46.33612703ENLSAAFSR 8 194018520 1xTMT6plex [N-Term] 1.048 1.078 1.213 3.386984348 41.77 0 1223.658167 2 612.3326416 -0.130810123 -8.00E-05 38.23569629DMGTVVLGK 4 194018520 2xTMT6plex [N-Term; K9] 1.15 1.153 3.587603092 43 0 1377.817593 2 689.4107056 -2.510293964 -0.001729364 53.21442058GQQLVMMPNK 4 194018520 2xTMT6plex [N-Term; K10] 0.88 0.816 3.621469498 40.98 0 1603.906425 2 802.4541626 -3.352056332 -0.002688192 52.07002758SVVAPPGAPK 10 194018520 2xTMT6plex [N-Term; K10] 1.059 1.055 1.047 4.01848793 42.01 0 1380.861507 2 690.9341431 -0.360251325 -0.000248729 40.52835228HLIVLINK 4 194018520 2xTMT6plex [N-Term; K8] 1.031 1.301 3.34236908 34.38 0 1407.945177 3 469.9866028 0.055442222 2.60E-05 60.3670118YKDMGTVVLGK 4 194018520 3xTMT6plex [N-Term; K2; K11] 1.392 1.446 3.670633316 13.12 1 1898.138817 3 633.3834839 -1.537432256 -0.000972753 56.98949068

LESGSICK 12 194018520 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.116 1.044 0.939 3.035977364 32.07 0 1351.765558 2 676.387146 1.078147153 0.000728701 34.57432425
AYFETEKK 5 194018520 3xTMT6plex [N-Term; K7; K8] 1.379 1.841 1.574 3.298001766 7.55 1 1702.998284 3 568.3373413 -0.477431026 -0.000271021 40.78840912AYFETEK 6 194018520 2xTMT6plex [N-Term; K7] 0.92 1.167 0.954 2.753188848 31.69 0 1345.740389 2 673.3739624 0.192759829 0.000129702 38.67056163SVDGPIRLPIVDK 1 194018520 2xTMT6plex [N-Term; K13] 1.137 2.21814847 1 1867.141704 3 623.052002 -0.134805315 -8.39E-05 69.69897747QDQVCIAR 2 194018520 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 2.005 2.014259815 1.95 0 1218.646222 2 609.8267212 -0.046221115 -2.82E-05 22.21032777DFPQMGR 4 194018520 1xTMT6plex [N-Term] 0.907 0.933 2.533555031 23.41 0 1079.550531 2 540.2807617 3.442384024 0.001858114 31.56718984FTLRDEGK 3 194018520 2xTMT6plex [N-Term; K8] 1.625 1.598 2.363847733 3.33 1 1423.830935 3 475.2814941 -0.706480032 -0.000335303 38.242346694504195 GTF2E2 transcription initiation factor IIE subunit beta 2961 NP_002086.1 24.74226804 1 7 7 21 291 33.023 9.66 1.07 1.12 1.08 1.09 Significant 0.000196 DYSDITSSK 4 4504195 2xTMT6plex [N-Term; K9] 0.953 1.207 4.246967793 36.53 0 1473.78371 2 737.395874 0.516634069 0.000380703 33.38701446ALGDQILFVNRPDK 2 4504195 2xTMT6plex [N-Term; K14] 1.05 3.839543819 5.62 0 2044.195531 3 682.0687866 -1.821795744 -0.001241369 63.22896051ALSTPVVEK 6 4504195 2xTMT6plex [N-Term; K9] 1.003 1.203 1.141 4.214971542 35.88 0 1401.871737 2 701.4404907 1.403527341 0.000983783 46.23533196ALSGSSGYK 2 4504195 2xTMT6plex [N-Term; K9] 1.368 3.149528265 11.39 0 1327.762187 2 664.3840942 -0.960249848 -0.000637492 30.13171096ILFFNDK 4 4504195 2xTMT6plex [N-Term; K7] 0.989 1.034 2.499746084 15.64 0 1354.813494 2 677.9099121 -0.698687498 -0.000473296 74.73675306IEVIDGK 2 4504195 2xTMT6plex [N-Term; K7] 1.333 2.225418806 19.48 0 1231.76621 2 616.3858032 -1.526113213 -0.000939907 47.34218481

SVTVDSMDEEKIEEYLK 1 4504195 3xTMT6plex [N-Term; K11; K17]; 1xOxidation [M7] 0.01 2.171788454 1 2718.43624 3 906.815979 -1.050658551 -0.000952049 72.24541935
156104891 GTF2F1 general transcription factor IIF subunit 1 2962 NP_002087.2 20.69632495 1 10 10 54 517 58.205 7.49 0.99 1.08 0.93 1 Significant 0.00189 TTPNSGDVQVTEDAVR 8 156104891 1xTMT6plex [N-Term] 0.976 1.11 1.241 5.749925137 72.05 0 1917.971514 2 959.4901123 0.747435175 0.00071678 32.64596262TGLSSEQTVNVLAQILK 4 156104891 2xTMT6plex [N-Term; K17] 0.953 0.881 5.264015675 43.34 0 2259.332418 3 753.7828979 0.762458699 0.000574216 101.6202141LKDQDQDEDEEEKEK 4 156104891 4xTMT6plex [N-Term; K2; K13; K15] 1.209 0.788 3.197763681 6.39 2 2794.476414 4 699.3744507 -0.157806172 -0.000110246 28.49058418IYQEEEMPESGAGSEFNR 6 156104891 1xTMT6plex [N-Term] 1.142 1.016 100 3.766401529 29.55 0 2302.049507 2 1151.52771 -0.592214946 -0.000681654 47.08681287APQQEEGPK 6 156104891 2xTMT6plex [N-Term; K9] 0.889 0.861 1.022 3.377146244 61.61 0 1441.805114 2 721.4049683 -1.70225264 -0.001227158 20.53148598VLNHFSIMQQR 2 156104891 1xTMT6plex [N-Term] 0.575 2.944569111 6.91 0 1601.878347 3 539.9623413 -0.489021135 -0.000263725 45.80058344VLNHFSIMQQR 6 156104891 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.046 0.785 0.863 2.933220625 18.79 0 1617.873262 3 539.9623413 -0.489021135 -0.000263725 45.80058344DQDQDEDEEEKEK 2 156104891 3xTMT6plex [N-Term; K11; K13] 1.118 3.145738125 7.36 1 2324.134455 3 775.3822021 -1.033397479 -0.000800585 19.89069218LDTGPQSLSGK 6 156104891 2xTMT6plex [N-Term; K11] 1.14 1.054 3.593969822 37.36 0 1560.899743 2 780.953125 -0.492940052 -0.000384715 43.65627823VSEMPAAK 6 156104891 2xTMT6plex [N-Term; K8] 1.002 1.051 1.236 3.310838699 28.15 0 1290.749179 2 645.8779297 -0.462223807 -0.000298307 35.78872072AKAPQQEEGPK 4 156104891 3xTMT6plex [N-Term; K2; K11] 1.356 1.761 3.649255514 20.87 1 1870.100123 3 624.0379639 -0.419538199 -0.000261526 21.26622142
31542868 GYS1 glycogen [starch] synthase, muscle isoform 1 2997 NP_002094.2 30.12211669 1 17 17 111 737 83.732 6.18 0.96 0.96 0.97 0.96 Significant 0.000012

TQVELLEAPTPALK 6 31542868 2xTMT6plex [N-Term; K14] 0.884 0.917 4.658144951 49.91 0 1968.178149 3 656.7310181 0.178657211 0.00011721 71.86485432
YLCAGAVDFYNNLENFNVDK 2 31542868 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C3] 1.007 5.171935081 33.28 0 2824.401637 3 942.1370239 -1.812094495 -0.001706028 92.70970143

VTGDEWGDNYFLVGPYTEQGVR 11 31542868 1xTMT6plex [N-Term] 1.182 0.643 1.528 5.805860519 48.07 0 2731.320126 3 911.1108398 -0.790591601 -0.000719786 79.36143915
SLDDSCSQLTSFLYSFCQQSR 12 31542868 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C17] 1.17 1.41 0.95 7.411881924 58.79 0 2758.264996 3 920.0903931 -3.034494798 -0.00278998 92.75821709

VGGIYTVLQTK 20 31542868 2xTMT6plex [N-Term; K11] 0.875 0.867 0.984 4.225163937 49.59 0 1637.003814 2 819.0050049 -0.660245484 -0.000540412 70.87530755AFPEHFTYEPNEADAAQGYR 8 31542868 1xTMT6plex [N-Term] 0.827 0.879 0.997 5.615178108 42.76 0 2542.183632 3 848.0661011 0.046299825 3.92E-05 51.64290199VIFHPEFLSSTSPLLPVDYEEFVR 18 31542868 1xTMT6plex [N-Term] 1.127 1.079 0.974 5.804627895 55.17 0 3050.60764 3 1017.54126 0.519797058 0.000528566 104.3607893TNNFNVETLK 6 31542868 2xTMT6plex [N-Term; K10] 1.069 0.862 0.989 3.124019623 30.28 0 1637.926292 2 819.4675293 0.909731871 0.000745037 52.36739914GELWDTCNIGVPWYDR 2 31542868 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.842 3.243056297 9.24 0 2210.053805 3 737.3563232 0.276860482 0.000203959 77.6149689LYESLLVGSLPDMNK 2 31542868 2xTMT6plex [N-Term; K15] 0.674 3.125039577 36.56 0 2137.197898 3 713.0691528 -2.336322673 -0.001664395 91.66630599QLWDTANTVK 6 31542868 2xTMT6plex [N-Term; K10] 1.035 0.991 0.958 4.115093708 45.86 0 1633.931377 2 817.4684448 -1.079770905 -0.000882136 53.27560387IGLFNSSADR 4 31542868 1xTMT6plex [N-Term] 0.665 0.744 3.525593042 30.39 0 1308.71093 2 654.8591309 0.041750052 2.73E-05 49.93745541MLDKEDFTMMK 4 31542868 3xTMT6plex [N-Term; K4; K11] 1 0.847 2.867937088 9.74 1 2076.114652 3 692.7089233 -1.172999028 -0.00081176 67.46490971LSDLLDWK 10 31542868 2xTMT6plex [N-Term; K8] 0.95 1.111 0.945 3.063704252 28.26 0 1447.856087 2 724.4315796 -0.14134023 -0.00010232 87.90574055KQLWDTANTVK 3 31542868 3xTMT6plex [N-Term; K1; K11] 1.047 1.001 3.337451458 5.88 1 1991.189272 3 664.4008789 -0.597025741 -0.000396264 52.10936623TLDSMNSK 6 31542868 2xTMT6plex [N-Term; K8]; 1xOxidation [M5] 0.928 1.01 1.093 1.815331578 22.65 0 1369.739737 2 685.3742676 1.110675414 0.000760668 21.21247578TQVELLEAPTPALKR 1 31542868 2xTMT6plex [N-Term; K14] 1.067 3.407982349 1 2124.27926 3 708.7630005 -2.265269565 -0.001604022 58.812859244504253 H2AFX histone H2AX 3014 NP_002096.1 65.03496503 1 4 9 237 143 15.135 10.74 1.53 1.52 1.5 1.52 Significant 0.0000338 VGAGAPVYLAAVLEYLTAEILELAGNAAR 27 4504253 1xTMT6plex [N-Term] 1.601 1.644 1.692 8.063162804 78.27 0 3144.750616 3 1048.919312 -2.300586142 -0.00241159 117.9948629LLGGVTIAQGGVLPNIQAVLLPK 20 4504253 2xTMT6plex [N-Term; K23] 1.783 1.856 1.91 5.920969963 58.59 0 2729.705728 4 683.178772 -4.568228453 -0.00311748 112.4626283KTSATVGPK 20 4504253 3xTMT6plex [N-Term; K1; K9] 1.609 1.816 1.565 4.973061085 34.47 1 1576.003704 3 526.0061035 0.034128648 1.79E-05 26.21814237AGLQFPVGR 32 4504253 1xTMT6plex [N-Term] 1.2 1.333 1.353 3.622429609 43.29 0 1173.694158 2 587.3535767 4.872129824 0.002859195 58.44880585TSATVGPK 10 4504253 2xTMT6plex [N-Term; K8] 1.225 1.132 1.128 3.284689188 38.36 0 1218.745809 2 609.8765259 -0.027415222 -1.67E-05 22.31709382NDEELNK 83 4504253 2xTMT6plex [N-Term; K7] 1.693 1.607 1.626 3.348782778 36.27 0 1319.720716 2 660.3639526 -0.066125023 -4.36E-05 37.65053199HLQLAIR 28 4504253 1xTMT6plex [N-Term] 1.542 1.449 1.46 2.895403862 39.45 0 1079.688679 2 540.3479004 -0.143456862 -7.74E-05 37.69810737ATQASQEY 12 4504253 1xTMT6plex [N-Term] 1.246 1.239 1.238 2.821808577 31.84 0 1126.557784 2 563.7822876 -0.430820944 -0.000242672 18.59233404KATQASQEY 5 4504253 2xTMT6plex [N-Term; K1] 1.702 1.572 1.566 2.634378433 30.71 1 1483.815679 2 742.4111328 -0.464933084 -0.000344938 21.099442074504255 H2AFZ histone H2A.Z 3015 NP_002097.1 53.90625 1 3 5 166 128 13.545 10.58 1.62 1.72 1.74 1.69 Significant 0.00048 ATIAGGGVIPHIHK 44 4504255 2xTMT6plex [N-Term; K14] 1.692 1.778 1.801 5.29306078 70.74 0 1829.116158 2 915.0635986 2.056903608 0.001881158 47.66255717GDEELDSLIK 61 4504255 2xTMT6plex [N-Term; K10] 1.529 1.667 1.653 3.661403418 58.37 0 1576.883424 2 788.9447632 -0.744673192 -0.000587131 59.9770681AGLQFPVGR 32 4504255 1xTMT6plex [N-Term] 1.2 1.333 1.353 3.622429609 43.29 0 1173.694158 2 587.3535767 4.872129824 0.002859195 58.44880585HLQLAIR 28 4504255 1xTMT6plex [N-Term] 1.542 1.449 1.46 2.895403862 39.45 0 1079.688679 2 540.3479004 -0.143456862 -7.74E-05 37.69810737VGATAAVYSAAILEYLTAEVLELAGNASK 1 4504255 2xTMT6plex [N-Term; K29] 100 2.647956371 0 3353.860844 4 839.2188721 -2.142417078 -0.001796342 114.17546226996014 HARS histidine--tRNA ligase, cytoplasmic isoform 1 3035 NP_002100.2 57.56385069 1 20 26 259 509 57.374 5.88 1.09 1.08 1.09 1.09 Significant 0.00000941 TTETQVLVASAQK 6 6996014 2xTMT6plex [N-Term; K13] 1.533 1.013 1.14 5.588041306 94.82 0 1834.068599 2 917.5372314 -0.770216215 -0.000706315 48.16638274
KVPCVGLSIGVER 6 6996014 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 1.048 1.144 4.866443157 26.02 1 1872.11411 3 624.7092896 -0.4242731 -0.000264763 55.86097191

ILDGMFAICGVSDSK 14 6996014 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 1.147 1.159 1.233 4.491199493 47.36 0 2071.096805 2 1036.053833 1.730897183 0.001792428 89.62616814
ILDGMFAICGVSDSK 4 6996014 2xTMT6plex [N-Term; K15]; 1xOxidation [M5]; 1xCarbamidomethyl [C9] 1.309 1.18 4.005837917 47.13 0 2087.09172 2 1036.053833 1.730897183 0.001792428 89.62616814

IGDYVQQHGGVSLVEQLLQDPK 14 6996014 2xTMT6plex [N-Term; K22] 1.077 0.999 1.088 6.027326584 30.28 0 2881.582378 3 961.1981812 -0.828559679 -0.000795854 94.14441746
GLDYYTGVIYEAVLLQTPAQAGEEPLGVGSVAAGGR 22 6996014 1xTMT6plex [N-Term] 1.052 1.095 0.797 7.069172859 56.7 0 3851.006449 3 1284.34021 -0.096701263 -0.000124132 110.430593

LVSELWDAGIK 28 6996014 2xTMT6plex [N-Term; K11] 1.109 1.102 1.106 4.681577206 55.18 0 1688.998729 2 845.0026245 -0.447701084 -0.000378083 85.81948975ASAELIEEEVAK 18 6996014 2xTMT6plex [N-Term; K12] 1.103 1.09 1.11 5.154533863 85.25 0 1746.988952 2 873.9973755 -0.845611208 -0.000738637 60.30768205HGAEVIDTPVFELK 6 6996014 2xTMT6plex [N-Term; K14] 1.006 0.964 1.055 4.962406158 33.48 0 2013.142098 3 671.718689 -0.290354799 -0.000194842 68.23446273
EFYQCDFDIAGNFDPMIPDAECLK 6 6996014 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C5; C22] 100 1.58 100 4.667302132 53.93 0 3353.556893 3 1118.522217 -1.430096321 -0.001598636 100.2510745

QALEGLGDLK 6 6996014 2xTMT6plex [N-Term; K10] 1.139 1.054 3.820601225 46.27 0 1501.899015 2 751.4525757 -0.758927732 -0.000569916 59.15776816DQGGELLSLR 12 6996014 1xTMT6plex [N-Term] 1.024 0.937 1.106 3.638135433 48.12 0 1316.737145 2 658.8723145 0.157287467 0.000103553 44.80559219YDGLVGMFDPK 14 6996014 2xTMT6plex [N-Term; K11] 1.08 1.094 1.171 4.016655445 51.52 0 1699.91295 2 850.4607544 0.754220422 0.000641055 77.49845585VSWEEVKNEMVGEK 8 6996014 3xTMT6plex [N-Term; K7; K14] 1.57 1.552 1.904 4.126761436 9.47 1 2351.288394 3 784.434021 -0.375973326 -0.000294674 74.7571562VPCVGLSIGVER 6 6996014 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.11 1.209 1.063 3.586623669 31.3 0 1514.856215 2 757.9303589 -1.830917374 -0.001386788 63.8948591
IMCEILSSLQIGDFLVK 2 6996014 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C3] 1.903 2.962190151 7.64 0 2424.364646 3 808.7919312 -1.40497964 -0.001135394 113.1842816YDLTVPFAR 8 6996014 1xTMT6plex [N-Term] 1.247 1.147 1.193 3.670920134 30.42 0 1310.730603 2 655.8691406 0.306172755 0.000200655 69.70067495AQLGPDESK 12 6996014 2xTMT6plex [N-Term; K9] 1.042 1.105 0.943 3.640179634 37.62 0 1402.794215 2 701.9006958 -0.071434881 -5.01E-05 41.12572046REDLVEEIK 12 6996014 2xTMT6plex [N-Term; K9] 1.091 1.004 1.049 5.285027981 37.64 1 1588.931043 3 530.3156128 0.781782766 0.000414066 44.58584194AALEELVK 10 6996014 2xTMT6plex [N-Term; K8] 0.919 1.034 1.129 3.786484957 52.61 0 1330.834624 2 665.9204102 -0.811383684 -0.000539909 60.16211503

TICSSVDKLDK 4 6996014 3xTMT6plex [N-Term; K8; K11]; 1xCarbamidomethyl [C3] 1.228 1.547 1.381 2.867143631 2.38 1 1953.129374 3 651.7144775 -0.253461352 -0.000165014 48.03940035IFSIVEQR 12 6996014 1xTMT6plex [N-Term] 1.198 1.163 1.141 3.256894112 43.84 0 1220.720039 2 610.8632813 -0.616668832 -0.00037639 59.90103213GLAPEVADR 6 6996014 1xTMT6plex [N-Term] 1.086 0.993 0.959 3.260786057 42.37 0 1156.652353 2 578.8296509 -0.28347514 -0.000163941 29.80607889NEMVGEK 6 6996014 2xTMT6plex [N-Term; K7] 1.076 0.858 0.832 2.8788836 29.23 0 1264.697144 2 632.8520508 -0.252113719 -0.000159424 25.63446968LEALEEK 6 6996014 2xTMT6plex [N-Term; K7] 0.983 1.027 1.016 3.160561085 35.66 0 1289.771689 2 645.3892212 -0.405604489 -0.000261569 50.08636843VSWEEVK 6 6996014 2xTMT6plex [N-Term; K7] 0.935 0.891 0.801 3.008492708 24.79 0 1334.772023 2 667.888855 -1.191161513 -0.000794965 47.36804762REDLVEEIKR 3 6996014 2xTMT6plex [N-Term; K9] 1.024 0.89 2.832628965 7.65 2 1745.032154 4 437.0130615 -0.99578466 -0.000434419 41.38751842NEMVGEK 2 6996014 2xTMT6plex [N-Term; K7]; 1xOxidation [M3] 0.877 1.574538827 8.5 0 1280.692059 2 632.8520508 -0.252113719 -0.000159424 25.6344696890903231 HTT huntingtin 3064 NP_002102.4 3.848600509 1 9 9 45 3144 347.639 6.2 0.98 1.11 1.26 1.12 Significant 0.00521 LNDLFGDAALYQSLPTLAR 4 90903231 1xTMT6plex [N-Term] 1.434 0.914 5.520679951 32.65 0 2307.254612 3 769.7567139 0.422957899 0.000325291 101.7377424TPPPELLQTLTAVGGIGQLTAAK 12 90903231 2xTMT6plex [N-Term; K23] 1.333 1.025 1.312 6.586127758 66.22 0 2734.611887 3 912.2086792 -0.147264899 -0.000134237 110.5038431DGDSTSTLEEHSEGK 2 90903231 2xTMT6plex [N-Term; K15] 0.793 4.488040924 36.21 0 2049.997678 3 684.0033569 -1.053966666 -0.00072021 22.58379679QIADIILPMLAK 12 90903231 2xTMT6plex [N-Term; K12] 1.337 1.292 1.24 2.938841105 50.63 0 1784.111984 2 892.5598755 0.274745401 0.000245088 111.1841582VLNNVVIHLLGDEDPR 2 90903231 1xTMT6plex [N-Term] 0.87 3.93823123 16.87 0 2032.138855 3 678.0534058 3.350885763 0.002269822 89.22381818MVADECLNK 4 90903231 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.027 0.909 3.862245321 36.16 0 1537.811856 2 769.4069824 -3.360584215 -0.002583973 41.64626591
LVSFLEAK 6 90903231 2xTMT6plex [N-Term; K8] 0.991 1.061 1.411 3.589461327 36.64 0 1364.855359 2 682.9311523 -0.242445104 -0.000165451 79.17300517SLLVVSDLFTER 2 90903231 1xTMT6plex [N-Term] 1.332 3.49093008 9.51 0 1607.920589 2 804.4629517 -1.220227977 -0.000981015 90.40556321LQLELYK 1 90903231 2xTMT6plex [N-Term; K7] 0.623 2.100138664 6.24 0 1364.855359 2 682.930481 -1.226266158 -0.000836838 62.11962785

24797067 HLA-A HLA class I histocompatibility antigen, A-1 alpha chain precursor 3105 NP_002107.3 47.12328767 1 2 11 92 365 40.815 6 0.64 0.66 0.62 0.64 Significant 0.000325
THMTHHPISDHEATLR 8 24797067 1xTMT6plex [N-Term] 0.944 0.524 1.143 6.842741489 43.29 0 2112.060621 4 528.7700806 -1.007851931 -0.000532161 16.89204962FIAVGYVDDTQFVR 4 24797067 1xTMT6plex [N-Term] 0.758 0.906 4.752018929 37.81 0 1858.990065 2 930 1.429905436 0.00132909 77.3437998SWTAADMAAQITK 16 24797067 2xTMT6plex [N-Term; K13] 0.716 0.701 0.662 5.823904991 85.47 0 1852.00389 2 926.5038452 -1.877107457 -0.001738205 65.50847716QDAYDGKDYIALNEDLR 6 24797067 2xTMT6plex [N-Term; K7] 0.902 0.539 0.767 4.668910503 24.89 1 2457.266189 3 819.758728 -1.854881652 -0.001519313 55.8586177APWIEQEGPEYWDQETR 10 24797067 1xTMT6plex [N-Term] 0.714 0.709 0.936 5.041979313 47.68 0 2363.114156 3 788.3743896 -2.344408404 -0.001846702 65.18257903DGEDQTQDTELVETRPAGDGTFQK 14 24797067 2xTMT6plex [N-Term; K24] 0.553 0.611 0.522 7.194234848 33.39 0 3095.516936 4 774.6342163 -0.614099572 -0.000475239 45.63142197WAAVVVPSGEEQR 14 24797067 1xTMT6plex [N-Term] 0.621 0.773 0.437 4.613496304 46.63 0 1656.890686 2 828.9493408 0.43421128 0.00035972 61.60619361YTCHVQHEGLPKPLTLR 8 24797067 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.687 0.696 0.78 5.981050491 15.84 0 2507.395704 5 502.284668 -0.586531375 -0.000294133 45.56161122FDSDAASQR 6 24797067 1xTMT6plex [N-Term] 0.637 0.649 0.573 3.755739212 40.7 0 1225.601046 2 613.303833 -0.535471455 -0.000328137 19.88190324KGGSYTQAASSDSAQGSDVSLTACK 2 24797067 3xTMT6plex [N-Term; K1; K25]; 1xCarbamidomethyl [C24] 2.455091715 4.96 1 3163.614432 3 1055.207764 -1.799822481 -0.001897981 41.20874826VDLGTLR 4 24797067 1xTMT6plex [N-Term] 0.714 0.893 2.401675701 18.92 0 1002.614511 2 501.8105469 -0.692100496 -0.000346955 42.577633484504425 HMGB1 high mobility group protein B1 3146 NP_002119.1 65.58139535 1 9 12 132 215 24.878 5.74 1.38 1.28 1.32 1.33 Significant 0.000479 KKEEEEDEEDEEDEEEEEDEEDEDEEEDDDDE 5 4504425 3xTMT6plex [N-Term; K1; K2] 1.359 1.229 1.332 6.098270893 4.16 2 4693.817853 4 1174.210083 0.138316243 0.000162308 29.34772268
RPPSAFFLFCSEYRPK 12 4504425 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 2.686 2.276 2.789 7.372943878 22 0 2460.326228 4 615.8357544 -2.048440495 -0.001259958 71.29642808

LGEMWNNTAADDKQPYEK 12 4504425 3xTMT6plex [N-Term; K13; K18] 0.96 1.098 1.151 5.141040802 25.07 1 2797.443391 3 933.1483765 -4.580780977 -0.004271492 58.73726943KLGEMWNNTAADDKQPYEK 6 4504425 4xTMT6plex [N-Term; K1; K14; K19] 1.526 1.63 6.885265827 9.83 2 3154.701286 4 789.4299927 -0.996847749 -0.000786189 52.75508398MSSYAFFVQTCR 6 4504425 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 2.112 1.761 1.804 4.596114159 46.68 0 1725.829014 3 575.947876 0.03535674 2.03E-05 63.42663828GEHPGLSIGDVAK 12 4504425 2xTMT6plex [N-Term; K13] 1.056 0.981 1.074 3.954158545 35.84 0 1737.989955 3 580.0014648 -0.065281591 -3.78E-05 46.08801272KHPDASVNFSEFSK 22 4504425 3xTMT6plex [N-Term; K1; K14] 1.287 1.247 1.296 5.632451534 44.05 1 2280.259143 3 760.7573242 -0.755696455 -0.000574395 48.30204485IKGEHPGLSIGDVAK 3 4504425 3xTMT6plex [N-Term; K2; K15] 1.457 5.105405807 17.64 1 2208.331914 4 552.8377075 -1.319290754 -0.000728358 49.80040273
MSSYAFFVQTCR 5 4504425 1xTMT6plex [N-Term]; 1xOxidation [M1]; 1xCarbamidomethyl [C11] 1.462 0.976 100 2.421902657 22.47 0 1741.823929 3 575.947876 0.03535674 2.03E-05 63.42663828

FKDPNAPK 16 4504425 3xTMT6plex [N-Term; K2; K8] 1.36 1.502 1.453 3.272809982 18.55 1 1603.977489 2 802.4916992 -0.852239205 -0.000683486 33.72228246TYIPPKGETK 11 4504425 3xTMT6plex [N-Term; K6; K10] 0.962 0.813 0.595 2.550696611 13.62 1 1821.108897 3 607.7077637 -0.087306352 -5.30E-05 38.33022366GKFEDMAK 16 4504425 3xTMT6plex [N-Term; K2; K8] 1.725 1.372 1.974 2.654406548 22 1 1612.933575 2 806.9701538 -0.337312597 -0.000272031 40.43584044GKPDAAK 6 4504425 3xTMT6plex [N-Term; K2; K7] 1.556 1.547 2.647410393 14.4 0 1373.871961 2 687.4388428 -1.129830995 -0.000776122 36.13087864
14110414 HNRNPD heterogeneous nuclear ribonucleoprotein D0 isoform c 3184 NP_002129.2 49.67320261 1 3 19 326 306 32.814 8.16 1.37 1.43 1.41 1.4 Significant 0.000158

MFIGGLSWDTTK 30 14110414 2xTMT6plex [N-Term; K12] 1.199 1.222 1.233 4.744407654 66.71 0 1813.992263 2 907.4989014 -0.957471352 -0.000868423 82.40754457EYFGGFGEVESIELPMDNK 26 14110414 2xTMT6plex [N-Term; K19]; 1xOxidation [M16] 1.446 1.41 1.506 4.935970306 56.5 0 2635.300191 2 1310.154907 -1.045520314 -0.001369268 89.43194737EYFGGFGEVESIELPMDNK 47 14110414 2xTMT6plex [N-Term; K19] 1.403 1.408 1.448 4.976861 62.29 0 2619.305276 2 1310.154907 -1.045520314 -0.001369268 89.43194737IFVGGLSPDTPEEK 26 14110414 2xTMT6plex [N-Term; K14] 1.409 1.419 1.411 4.987428188 84.82 0 1947.083915 2 974.0450439 -0.566652196 -0.00055166 65.84599201NEEDEGHSNSSPR 12 14110414 1xTMT6plex [N-Term] 2.002 0.01 4.04327774 35.29 0 1686.751685 3 562.9219971 -0.146671893 -8.25E-05 13.04526346IDASKNEEDEGHSNSSPR 10 14110414 2xTMT6plex [N-Term; K5] 2.046 1.813 2.531 5.638147354 23.26 1 2430.189729 4 608.302002 -1.461354007 -0.000887842 21.1454834
FGEVVDCTIK 60 14110414 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.301 1.332 1.379 4.480134964 61.25 0 1625.8973 2 813.4528198 0.653619658 0.000531359 62.45080407
GGDQQSGYGK 8 14110414 2xTMT6plex [N-Term; K10] 1.299 1.431 3.536806107 54.31 0 1454.763978 2 727.885498 -0.177483258 -0.000129098 18.06974181

GFCFITFKEEEPVKK 3 14110414 4xTMT6plex [N-Term; K8; K14; K15]; 1xCarbamidomethyl [C3] 0.645 2.049 3.616906881 11.22 2 2775.592511 4 694.6539917 0.58579812 0.000406484 75.51644757
KYHNVGLSK 16 14110414 3xTMT6plex [N-Term; K1; K9] 1.45 1.508 1.464 4.156507969 30.66 1 1733.067701 2 867.0384521 1.111876284 0.000963478 30.31144524MFIGGLSWDTTKK 6 14110414 3xTMT6plex [N-Term; K12; K13] 2.25 2.568 3.482 4.212378502 21.45 1 2171.250158 3 724.4180908 -4.807695246 -0.00347957 82.02590822HSEAATAQR 12 14110414 1xTMT6plex [N-Term] 1.435 1.347 1.367 5.205139637 54.4 0 1199.633015 3 400.5490723 -0.292575413 -0.000116994 12.6274902GFCFITFK 14 14110414 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.089 1.007 1.005 3.536146879 43.99 0 1477.827764 2 739.4174194 -0.136756676 -0.000101051 83.84008001

GFGFVLFK 26 14110414 2xTMT6plex [N-Term; K8] 1.324 1.34 1.422 3.453080177 42.82 0 1372.839315 2 686.9240112 1.042212968 0.000715395 92.68671241YHNVGLSK 6 14110414 2xTMT6plex [N-Term; K8] 1.215 1.443 1.112 2.910006046 26.39 0 1375.809806 2 688.4082642 -0.402715321 -0.00027703 30.62788459DLKDYFSK 22 14110414 3xTMT6plex [N-Term; K3; K8] 1.853 2.669 2.037 2.964508295 20.37 1 1702.998284 2 852.0019531 -0.971292817 -0.000827055 57.33451413ESESVDK 12 14110414 2xTMT6plex [N-Term; K7] 1.362 1.423 1.31 2.824860096 31.03 0 1251.683268 2 626.3452759 0.005862356 3.67E-06 18.98848859EEEPVKK 9 14110414 3xTMT6plex [N-Term; K6; K7] 1.346 1.247 1.564 2.522704601 22.12 1 1545.94552 2 773.4758911 -0.656118488 -0.000507162 25.23811794LDPITGR 6 14110414 1xTMT6plex [N-Term] 1.418 1.372 1.357 2.68556881 23.52 0 1000.598861 2 500.8031616 0.18553108 9.28E-05 34.7363829ESESVDKVMDQK 5 14110414 3xTMT6plex [N-Term; K7; K12]; 1xOxidation [M9] 2.511 3.321 2.201 2.539875507 1 2098.130497 3 700.0479736 -0.538070232 -0.000376314 29.56200803
56699409 RBMX RNA-binding motif protein, X chromosome isoform 1 27316 NP_002130.2 48.59335038 1 8 23 288 391 42.306 10.05 1.3 1.32 1.37 1.33 Significant 0.000245

GFAFVTFESPADAK 38 56699409 2xTMT6plex [N-Term; K14] 1.326 1.359 1.405 5.420209885 70.39 0 1945.047135 2 973.0259399 -1.301740786 -0.001265974 77.20075777LFIGGLNTETNEK 33 56699409 2xTMT6plex [N-Term; K13] 1.331 1.336 1.468 4.892299175 70.27 0 1894.068599 3 632.027832 0.181589912 0.000114648 68.52912653GGHMDDGGYSMNFNMSSSR 2 56699409 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.311 4.448680878 35.87 0 2294.942616 3 770.9827881 -1.609706943 -0.001239977 26.70994021GGHMDDGGYSMNFNMSSSR 6 56699409 1xTMT6plex [N-Term]; 2xOxidation [M] 2.446 0.916 1.069 4.998967171 43.75 0 2310.937531 3 770.9827881 -1.609706943 -0.001239977 26.70994021
GGHMDDGGYSMNFNMSSSR 6 56699409 1xTMT6plex [N-Term]; 3xOxidation [M4; M11; M15] 1.347 1.166 1.108 4.192557812 39.64 0 2326.932446 3 770.9827881 -1.609706943 -0.001239977 26.70994021DYSDHPSGGSYR 6 56699409 1xTMT6plex [N-Term] 1.26 1.149 1.258 3.919980049 28.62 0 1569.713115 3 523.9089355 -0.548991638 -0.000287253 15.97181471DSYESYGNSR 8 56699409 1xTMT6plex [N-Term] 1.263 1.267 1.079 3.888562679 36.1 0 1406.638553 2 703.8223267 -0.836447775 -0.00058829 17.93379739DRDYSDHPSGGSYR 17 56699409 1xTMT6plex [N-Term] 1.315 1.385 1.489 5.109444618 45.49 1 1840.841169 3 614.284668 -0.933488331 -0.000572801 15.47680467
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

VEQATKPSFESGR 13 56699409 2xTMT6plex [N-Term; K6] 1.373 1.385 1.311 3.960261822 38.93 0 1894.043447 2 947.524353 -1.065099808 -0.001008673 33.71046608GPPPSYGGSSR 13 56699409 1xTMT6plex [N-Term] 1.541 1.529 1.352 3.211573362 42.64 0 1290.66398 2 645.835144 -0.750632293 -0.000484407 19.08952635ALEAVFGK 12 56699409 2xTMT6plex [N-Term; K8] 1.336 1.464 1.451 3.693155289 47.67 0 1292.797844 2 646.9022827 -0.429549225 -0.00027766 65.90532976IVEVLLMK 20 56699409 2xTMT6plex [N-Term; K8] 1.317 1.322 1.454 3.598370552 44.79 0 1402.910765 2 701.9607544 2.471147238 0.0017334 95.99808309SAPSGPVR 8 56699409 1xTMT6plex [N-Term] 1.548 1.379 1.525 2.967498064 43.58 0 999.5784599 2 500.2927856 -0.165290614 -8.26E-05 18.16894978DSYGGPPR 12 56699409 1xTMT6plex [N-Term] 1.037 1.197 1.312 3.232394218 42.35 0 1077.552639 2 539.2798462 -0.207198404 -0.000111634 19.30351328SSSGMGGR 10 56699409 1xTMT6plex [N-Term] 2.113 1.535 1.15 3.087169409 44.16 0 967.4828449 2 484.2449341 -0.261922926 -0.000126703 14.5237311YDDYSSSR 12 56699409 1xTMT6plex [N-Term] 1.202 1.143 1.145 3.591374636 36.61 0 1221.558512 2 611.2827148 -0.2939544 -0.000179541 17.27615345IVEVLLMK 14 56699409 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.28 1.15 1.316 2.620458603 23.68 0 1418.90568 2 701.9607544 2.471147238 0.0017334 95.99808309SDLYSSGR 5 56699409 1xTMT6plex [N-Term] 1.428 1.358 3.238532543 26.86 0 1113.573768 2 557.2902222 -0.53937519 -0.000300317 21.07206884SGGPPPK 4 56699409 2xTMT6plex [N-Term; K7] 0.904 0.909 2.23573947 28.89 0 1097.671915 2 549.3397217 0.228956732 0.00012566 20.73994874DDGYSTK 20 56699409 2xTMT6plex [N-Term; K7] 1.217 1.252 1.33 2.718739748 24.55 0 1243.657053 2 622.3325806 0.668538654 0.000415716 20.5279085DSYSSSR 6 56699409 1xTMT6plex [N-Term] 1.476 1.394 1.75 2.6199615 27.77 0 1030.500269 2 515.7536621 -0.214925951 -0.000110741 14.44928781RDVYLSPR 2 56699409 1xTMT6plex [N-Term] 0.963 2.803490877 10.33 1 1234.710537 3 412.2419128 0.525366369 0.000216225 24.07773732DVYLSPR 6 56699409 1xTMT6plex [N-Term] 1.462 1.298 1.478 2.834328413 37.61 0 1078.609426 2 539.8080444 -0.568688533 -0.000306696 32.99300848AIKVEQATKPSFESGR 1 56699409 3xTMT6plex [N-Term; K3; K9] 0.801 3.555496931 1 2435.422519 4 609.6104126 -1.108189381 -0.000674727 42.86014028SGGPPPKR 5 56699409 2xTMT6plex [N-Term; K7] 1.851 1.973 1.785 2.795147181 3.32 1 1253.773026 3 418.5958862 0.063058787 2.64E-05 17.48905663DYAPPPR 9 56699409 1xTMT6plex [N-Term] 1.286 1.424 1.41 2.619847298 18.6 0 1044.567561 2 522.786377 -1.99467591 -0.001041787 20.3614697414165439 HNRNPK heterogeneous nuclear ribonucleoprotein K isoform a 3190 NP_002131.2 64.65517241 1 1 25 680 464 50.996 5.33 1.28 1.27 1.66 1.4 Significant 0.00826
LFQECCPHSTDR 16 14165439 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C6] 1.713 1.687 1.688 5.481788635 53.73 0 1778.815155 3 593.6098633 -0.066418509 -3.94E-05 30.04140546IDEPLEGSEDR 25 14165439 1xTMT6plex [N-Term] 1.173 1.193 1.213 4.117146492 59.94 0 1488.737933 2 744.8724976 -0.144016491 -0.000107201 33.24625522RPAEDMEEEQAFK 26 14165439 2xTMT6plex [N-Term; K13] 0.986 0.99 1.048 6.034767151 34.54 0 2038.031561 2 1019.519714 0.289834048 0.000295345 36.4952909IILDLISESPIK 34 14165439 2xTMT6plex [N-Term; K12] 1.306 1.234 1.161 4.910815716 70.62 0 1799.129408 2 900.0686646 0.358046264 0.000322086 112.9979277IITITGTQDQIQNAQYLLQNSVK 27 14165439 2xTMT6plex [N-Term; K23] 1.232 1.203 1.232 7.973670483 90.88 0 3047.71412 4 762.6847534 1.005239256 0.00076592 95.33498544GSYGDLGGPIITTQVTIPK 40 14165439 2xTMT6plex [N-Term; K19] 1.311 1.28 1.347 5.076508999 64.75 0 2375.358633 2 1188.182129 -0.695253962 -0.000825739 76.40739702LLIHQSLAGGIIGVK 24 14165439 2xTMT6plex [N-Term; K15] 1.001 1.022 0.893 5.997686386 58.36 0 1977.262488 3 659.7589722 -0.063156053 -4.16E-05 80.85478838

IIPTLEEGLQLPSPTATSQLPLESDAVECLNYQHYK 37 14165439 2xTMT6plex [N-Term; K36]; 1xCarbamidomethyl [C29] 1.28 1.267 1.659 8.844275475 45.81 0 4513.357652 5 903.477478 0.139908416 0.000126291 103.7697344TDYNASVSVPDSSGPER 36 14165439 1xTMT6plex [N-Term] 1.367 1.285 1.313 5.379096031 68.19 0 2009.961344 2 1005.485046 0.732612815 0.000736262 43.86017143IILDLISESPIKGR 4 14165439 2xTMT6plex [N-Term; K12] 0.874 1.617 5.026468277 24.51 1 2012.251983 3 671.4216309 -0.816812153 -0.000547877 100.1690618AQPYDPNFYDETYDYGGFTMMFDDR 15 14165439 1xTMT6plex [N-Term] 1.399 0.939 1.69 5.270693779 51.34 0 3287.381147 3 1101.795166 -1.549094935 -0.001705748 86.61284845AQPYDPNFYDETYDYGGFTMMFDDR 35 14165439 1xTMT6plex [N-Term]; 1xOxidation [M] 1.233 1.413 1.151 5.058928013 72.31 0 3303.376062 3 1101.795166 -1.549094935 -0.001705748 86.61284845AQPYDPNFYDETYDYGGFTMMFDDR 11 14165439 1xTMT6plex [N-Term]; 2xOxidation [M20; M21] 1.281 1.012 1.175 4.439307213 45.75 0 3319.370977 3 1101.795166 -1.549094935 -0.001705748 86.61284845NLPLPPPPPPR 61 14165439 1xTMT6plex [N-Term] 1.335 1.206 1.271 4.284414291 48.36 0 1423.862286 2 712.4319458 -3.982961339 -0.002835594 55.43307039RPAEDMEEEQAFKR 3 14165439 2xTMT6plex [N-Term; K13] 1.891 4.284672737 11.09 1 2194.132672 4 549.2885742 -0.093597348 -5.13E-05 31.01016748ILSISADIETIGEILK 5 14165439 2xTMT6plex [N-Term; K16] 1.206 1.528 3.253854275 20.2 0 2173.309557 3 725.1077881 -0.343385131 -0.000248761 112.8881799RPAEDMEEEQAFK 22 14165439 2xTMT6plex [N-Term; K13]; 1xOxidation [M6] 0.717 0.843 0.715 3.614583492 19.53 0 2054.026476 2 1019.519714 0.289834048 0.000295345 36.4952909NTDEMVELR 12 14165439 1xTMT6plex [N-Term] 1.269 1.103 1.172 3.623580933 51.36 0 1335.677581 2 668.3415527 -1.312099023 -0.000876271 36.14261649DLAGSIIGK 20 14165439 2xTMT6plex [N-Term; K9] 1.306 1.356 1.316 4.121760845 48.95 0 1331.829872 2 666.4188232 0.373459392 0.000248692 113.8608841HESGASIK 20 14165439 2xTMT6plex [N-Term; K8] 1.08 1.221 1.317 4.16098547 37.28 0 1286.746871 2 643.87677 -0.472300303 -0.000303865 32.07293172GGDLMAYDR 16 14165439 1xTMT6plex [N-Term] 1.239 1.163 1.211 3.647502661 48 0 1226.603688 2 613.8036499 -2.987986542 -0.001832538 31.66809594VVLIGGKPDR 20 14165439 2xTMT6plex [N-Term; K7] 1.352 1.319 1.259 4.117408752 18.03 0 1511.967369 3 504.6596985 -1.869584671 -0.00094225 45.86746376RDYDDMSPR 6 14165439 1xTMT6plex [N-Term] 1.354 1.491 1.352 4.419185638 32.15 1 1383.652429 3 461.8895264 1.153889177 0.000532194 17.83826878GSDFDCELR 16 14165439 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.125 1.234 1.311 2.855176687 36.07 0 1327.614981 2 664.3114624 0.502197321 0.000333362 31.59262626ENTQTTIK 17 14165439 2xTMT6plex [N-Term; K8] 1.3 1.297 1.274 3.57627821 39.83 0 1392.809865 2 696.9074097 -1.667516953 -0.001161267 23.30192687NAGAVIGK 6 14165439 2xTMT6plex [N-Term; K8] 1.34 1.494 1.268 3.551100492 44.14 0 1187.751228 2 594.3787231 -0.891306961 -0.000529325 32.91990029NTDEMVELR 37 14165439 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.287 1.151 1.244 2.849191427 40.9 0 1351.672496 2 668.3415527 -1.312099023 -0.000876271 36.14261649DYDDMSPR 28 14165439 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.384 1.107 1.159 2.369870186 22.68 0 1243.546233 2 614.2791138 -0.29928764 -0.000183695 21.91802739DYDDMSPR 18 14165439 1xTMT6plex [N-Term] 1.201 1.215 1.411 3.017118692 28.76 0 1227.551318 2 614.2791138 -0.29928764 -0.000183695 21.91802739GGDLMAYDR 37 14165439 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.133 1.158 1.142 2.305989742 44.29 0 1242.598603 2 613.8036499 -2.987986542 -0.001832538 31.66809594QYADVEGF 6 14165439 1xTMT6plex [N-Term] 1.307 1.209 1.205 2.778287172 40.77 0 1157.56762 2 579.2870483 -0.69135513 -0.000400145 51.217755364504503 HSD17B2 estradiol 17-beta-dehydrogenase 2 3294 NP_002144.1 35.14211886 1 12 12 130 387 42.757 8.5 0.83 0.86 0.85 0.85 Significant 0.000108 VASIQPGGFLTNIAGTSDK 8 4504503 2xTMT6plex [N-Term; K19] 0.584 0.85 0.677 4.711940289 49.95 0 2334.306931 3 778.7727661 -1.365017648 -0.001062123 78.91733183DILDHLPAEVQEDYGQDYILAQR 20 4504503 1xTMT6plex [N-Term] 0.834 0.908 0.792 6.191088676 60.29 0 2930.473332 3 977.4943237 -1.676769599 -0.00163791 76.78705487
AVLVTGGDCGLGHALCK 6 4504503 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C9; C16] 1.145 1.129 1.101 6.808587074 57.25 0 2186.1826 3 729.3986206 -0.590780291 -0.000430518 58.10009436

LSVLQMDITKPVQIK 16 4504503 3xTMT6plex [N-Term; K10; K15] 0.737 0.724 0.772 5.649806976 29.29 0 2400.4867 3 800.831665 -2.606880852 -0.002085928 84.65643128LVNVSSMGGGAPMER 12 4504503 1xTMT6plex [N-Term] 0.915 0.937 0.818 5.413068771 57.07 0 1733.887591 2 867.4433594 -4.699647222 -0.00407433 52.28242496LEKDILDHLPAEVQEDYGQDYILAQR 2 4504503 2xTMT6plex [N-Term; K3] 0.951 6.897733688 42.28 1 3529.857884 4 883.2189331 -1.127815412 -0.000995257 85.42585243VASIQPGGFLTNIAGTSDKWEK 12 4504503 3xTMT6plex [N-Term; K19; K22] 0.871 0.888 0.917 7.126702785 33.19 1 3006.686732 3 1002.89917 -1.255805713 -0.001258605 90.12394576
LSVLQMDITKPVQIK 12 4504503 3xTMT6plex [N-Term; K10; K15]; 1xOxidation [M6] 0.693 0.712 0.927 4.231939793 24.88 0 2416.481615 3 800.831665 -2.606880852 -0.002085928 84.65643128

SPFAYYTPGK 10 4504503 2xTMT6plex [N-Term; K10] 1.11 1.171 1.34 3.527852058 60.13 0 1588.877551 2 794.9428711 0.575675262 0.000457339 55.99875642DIQHAILAK 6 4504503 2xTMT6plex [N-Term; K9] 0.768 0.832 0.855 3.065975666 22.24 0 1466.90952 3 489.6409302 -0.874268412 -0.000427491 46.65804885VAAMLQDR 2 4504503 1xTMT6plex [N-Term] 0.502 2.808971405 16.76 0 1132.634595 2 574.8186646 0.472703825 0.000271481 25.047136LVNVSSMGGGAPMER 2 4504503 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.205 1.655841708 7.7 0 1749.882506 2 867.4433594 -4.699647222 -0.00407433 52.28242496DFSPVLR 5 4504503 1xTMT6plex [N-Term] 0.93 0.916 2.504801035 26.53 0 1062.614511 2 531.8110352 0.265997215 0.000141326 43.1782234VAAMLQDR 7 4504503 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.811 0.812 2.072616339 22.08 0 1148.62951 2 574.8186646 0.472703825 0.000271481 25.047136TFLPLLR 10 4504503 1xTMT6plex [N-Term] 0.993 1.016 2.538884878 40.15 0 1088.702932 2 544.8550415 -0.115506429 -6.29E-05 79.1327688738327039 HSPA4 heat shock 70 kDa protein 4 3308 NP_002145.3 68.69047619 1 51 54 674 840 94.271 5.19 0.99 1 1 1 Significant 0.0000112 VLATAFDTTLGGR 16 38327039 1xTMT6plex [N-Term] 0.922 1.018 0.907 5.063211918 50.62 0 1550.873973 2 775.94104 0.535529088 0.000415269 69.08987269AGGIETIANEYSDR 14 38327039 1xTMT6plex [N-Term] 0.851 0.826 0.781 5.552015781 73.42 0 1724.865259 2 862.935791 -0.552604759 -0.000476584 49.39445146EPFTLEAYYSSPQDLPYPDPAIAQFSVQK 14 38327039 2xTMT6plex [N-Term; K29] 0.958 0.992 0.827 7.01235199 67.93 0 3759.919815 3 1253.979004 0.703046575 0.000881133 98.37076246SEENEEPMETDQNAKEEEK 6 38327039 3xTMT6plex [N-Term; K15; K19] 0.693 0.883 0.865 6.632293224 37.88 1 2953.418751 3 985.144043 -0.398075535 -0.000391895 28.9728649
SEENEEPMETDQNAKEEEK 2 38327039 3xTMT6plex [N-Term; K15; K19]; 1xOxidation [M8] 0.965 3.101938009 23.86 1 2969.413666 3 985.144043 -0.398075535 -0.000391895 28.9728649

EMLNLYIENEGK 12 38327039 2xTMT6plex [N-Term; K12] 0.914 0.861 0.875 4.542748928 63.75 0 1911.029771 2 956.0187988 0.288046926 0.000275233 65.97427353EMLNLYIENEGK 14 38327039 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 0.981 0.99 0.984 3.275898695 48.7 0 1927.024686 2 956.0187988 0.288046926 0.000275233 65.97427353
WNSPAEEGSSDCEVFSK 17 38327039 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C12] 0.935 0.907 1.157 4.501607418 58.34 0 2387.122561 2 1194.06311 -1.515329348 -0.001808638 53.71174062EFSITDVVPYPISLR 28 38327039 1xTMT6plex [N-Term] 0.967 1.03 0.988 5.540106297 53.59 0 1965.089445 3 655.7012939 -0.059149502 -3.87E-05 94.92739912FLEMCNDLLAR 15 38327039 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.974 1.147 1.112 4.233476162 50.31 0 1610.8232 2 805.9146729 -0.702092492 -0.000565473 75.26178217
KFDEVLVNHFCEEFGK 18 38327039 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C11] 1.012 1.033 1.073 6.39554739 27.85 1 2685.43137 4 672.1131592 -0.209639038 -0.000140743 75.78460424

AESEEMETSQAGSK 12 38327039 2xTMT6plex [N-Term; K14]; 1xOxidation [M6] 0.657 0.648 0.783 4.725804806 57.52 0 1957.942472 2 979.4741821 -0.707029041 -0.000692161 17.95563927KEPFTLEAYYSSPQDLPYPDPAIAQFSVQK 9 38327039 3xTMT6plex [N-Term; K1; K30] 1.027 1.213 1.129 7.314923286 37.56 1 4117.17771 4 1030.049561 -0.315197106 -0.000324431 93.55318162ELSTTLNADEAVTR 10 38327039 1xTMT6plex [N-Term] 0.824 1.365 1.589 4.792628288 63.64 0 1748.922773 2 874.9631958 -2.091823889 -0.001829219 44.80731524LEDTENWLYEDGEDQPK 26 38327039 2xTMT6plex [N-Term; K17] 0.966 0.918 0.954 4.357189655 46.42 0 2539.224049 3 847.0785522 -1.160047976 -0.000981874 63.79862361NAVEEYVYEMR 12 38327039 1xTMT6plex [N-Term] 0.865 1.071 0.901 4.896685123 55.77 0 1631.793674 2 816.399292 -1.450125505 -0.001183153 58.71714831SEENEEPMETDQNAK 6 38327039 2xTMT6plex [N-Term; K15] 0.539 0.485 0.56 5.003873825 45.94 0 2209.033077 3 737.015686 -0.259160687 -0.000190832 25.26418242
KPVVDCVVSVPCFYTDAER 13 38327039 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C6; C12] 1.148 1.116 1.168 5.52157402 37.53 0 2699.393715 3 900.4695435 0.134204615 0.000120757 69.19473398

KEDIYAVEIVGGATR 6 38327039 2xTMT6plex [N-Term; K1] 0.905 0.992 0.918 5.001633167 39.27 1 2079.185026 3 693.732666 -0.760275351 -0.000526918 60.1640831STNEAMEWMNNK 12 38327039 2xTMT6plex [N-Term; K12] 1.009 0.791 0.915 5.181734085 51.18 0 1912.929739 2 956.9677734 -0.767783035 -0.000734357 53.49815154EDIYAVEIVGGATR 14 38327039 1xTMT6plex [N-Term] 1.008 1 0.988 4.800328255 52.36 0 1721.927131 2 861.4663086 -1.039546023 -0.000895011 61.02832402LMSANASDLPLSIECFMNDVDVSGTMNR 11 38327039 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.998 1.04 1.079 7.553675652 84.51 0 3316.551935 3 1106.187256 -1.423234723 -0.001573411 112.1921201LMNETTAVALAYGIYK 34 38327039 2xTMT6plex [N-Term; K16] 0.959 0.996 1.118 5.374046803 45.94 0 2216.240098 3 739.4172363 -1.327403844 -0.000980615 92.82460314
GCALQCAILSPAFK 18 38327039 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C6] 1.334 1.291 1.544 5.311228275 42.38 0 1994.096745 2 997.5529785 0.970389854 0.000967526 73.6750139

NKEDQYDHLDAADMTK 6 38327039 3xTMT6plex [N-Term; K2; K16] 1.029 0.892 0.879 4.556846142 21.92 1 2581.317128 3 861.109375 -1.377509939 -0.001185263 40.03044593MQVDQEEPHVEEQQQQTPAENK 20 38327039 2xTMT6plex [N-Term; K22] 0.617 0.782 0.651 6.7800107 57.68 0 3080.499512 3 1027.504639 -0.048503294 -4.98E-05 35.5230841QDLPALEEKPR 12 38327039 2xTMT6plex [N-Term; K9] 0.997 1.081 0.964 5.546332836 36.05 0 1754.021255 2 877.5119629 -2.62579415 -0.002302849 43.79250544SVMDATQIAGLNCLR 18 38327039 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.093 1.085 0.984 4.763613224 73.94 0 1877.977469 2 939.494873 2.66287207 0.002500407 72.24805116SNLAYDIVQLPTGLTGIK 34 38327039 2xTMT6plex [N-Term; K18] 1.01 0.983 0.94 5.439301968 62.65 0 2361.379368 2 1181.192627 -0.588996317 -0.000695422 95.68309581
FDEVLVNHFCEEFGK 6 38327039 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C10] 1.699 1.118 4.171313763 48.43 0 2328.173475 3 776.7297974 0.585862634 0.000454663 79.66114152

MQVDQEEPHVEEQQQQTPAENKAESEEMETSQAGSK 6 38327039 3xTMT6plex [N-Term; K22; K36] 0.918 2.291 1.243 6.456592083 26.79 1 4774.266296 5 955.6578369 -1.302352928 -0.001243556 41.19149028
NFTTEQVTAMLLSK 18 38327039 2xTMT6plex [N-Term; K14] 1.089 1.027 0.999 5.057617664 71.48 0 2041.140384 2 1021.0755 1.636715725 0.001670383 92.26383614NFTTEQVTAMLLSK 11 38327039 2xTMT6plex [N-Term; K14]; 1xOxidation [M10] 0.997 1.07 1.092 4.230632782 40.3 0 2057.135299 2 1021.0755 1.636715725 0.001670383 92.26383614

LMSANASDLPLSIECFMNDVDVSGTMNR 13 38327039 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C15] 0.01 0.984 3.906453371 38.26 0 3332.54685 3 1106.187256 -1.423234723 -0.001573411 112.1921201
LKETAESVLK 12 38327039 3xTMT6plex [N-Term; K2; K10] 1.193 1.034 1.212 3.980557203 43.65 1 1805.135111 2 903.0686646 -2.802559435 -0.002529499 56.59990776QSLTMDPVVK 2 38327039 2xTMT6plex [N-Term; K10] 0.93 3.640017986 36.36 0 1575.918035 2 788.4649048 2.853885933 0.002248745 51.51480354VTPQSDGSSSK 16 38327039 2xTMT6plex [N-Term; K11] 1.061 1.068 1.08 3.736485958 60.4 0 1550.842622 2 775.9237671 -1.524506922 -0.001182135 21.71967846KMDQPPQAK 6 38327039 3xTMT6plex [N-Term; K1; K9] 0.995 0.959 1.021 3.950293064 21.76 1 1730.023787 3 577.3461914 0.135245973 7.80E-05 29.09674427
CTPACISFGPK 6 38327039 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C1; C5] 1.089 0.813 0.825 3.95897913 33.54 0 1695.896255 2 848.449707 -2.427823924 -0.002058669 54.40490663
DKLSGEYEK 9 38327039 3xTMT6plex [N-Term; K2; K9] 1.235 1.193 1.278 3.773237944 23.05 1 1756.009577 3 586.0076294 -0.707112548 -0.000413899 32.60888649SQVISNAK 8 38327039 2xTMT6plex [N-Term; K8] 0.982 0.986 0.987 3.190818787 51.05 0 1304.793821 2 652.9011841 0.973497913 0.000635107 26.93428874LKKEDIYAVEIVGGATR 2 38327039 3xTMT6plex [N-Term; K2; K3] 1.232 4.521449566 6.48 2 2549.526984 4 638.137146 -0.090344455 -5.76E-05 65.42814785FQESEERPK 14 38327039 2xTMT6plex [N-Term; K9] 1.001 1.027 0.964 4.136027336 25.58 0 1607.879342 2 804.4421997 -1.380032618 -0.001109463 23.58026561

KLMSANASDLPLSIECFMNDVDVSGTMNR 2 38327039 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C16] 100 2.328043461 1.46 1 3673.80983 3 1225.268188 -5.394220505 -0.00660578 105.6436989
ETAESVLK 6 38327039 2xTMT6plex [N-Term; K8] 0.676 0.66 0.618 3.340459108 42.55 0 1334.793153 2 667.8997803 -0.650784823 -0.000434332 40.49692832QSLTMDPVVK 7 38327039 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 0.957 0.994 0.97 3.078404665 28.56 0 1591.91295 2 788.4649048 2.853885933 0.002248745 51.51480354FVSEDDRNSFTLK 4 38327039 2xTMT6plex [N-Term; K13] 0.962 3.130366802 8.29 1 2016.080226 3 672.697876 -0.571148061 -0.000383827 54.88434057MDQPPQAK 6 38327039 2xTMT6plex [N-Term; K8] 0.854 0.948 0.928 2.996597052 24.97 0 1372.765892 2 686.8864136 -0.248768974 -0.000170751 28.21711796

FLEMCNDLLAR 2 38327039 1xTMT6plex [N-Term]; 1xOxidation [M4]; 1xCarbamidomethyl [C5] 0.942 2.295332909 17.95 0 1626.818115 2 805.9146729 -0.702092492 -0.000565473 75.26178217
NTVQGFK 10 38327039 2xTMT6plex [N-Term; K7] 1.006 0.94 0.982 3.302107096 34.29 0 1251.746143 2 626.3764038 -0.488855361 -0.000305961 47.57648191QIQQYMK 10 38327039 2xTMT6plex [N-Term; K7] 1.127 1.041 1.082 3.380833864 30.71 0 1396.802278 2 698.9044189 -0.512799404 -0.00035814 42.99322968SIGAAAK 10 38327039 2xTMT6plex [N-Term; K7] 0.93 1.043 0.939 2.951961756 36.54 0 1075.687565 2 538.3470459 -0.697510271 -0.000375152 26.65164315SVLEQTK 6 38327039 2xTMT6plex [N-Term; K7] 0.993 1.038 1.036 3.133591652 32.12 0 1262.772023 2 631.8890991 -0.872404355 -0.000550824 30.06010474NLGQPIK 12 38327039 2xTMT6plex [N-Term; K7] 0.974 1.03 1.016 2.60924983 26.81 0 1227.782528 2 614.3945923 -0.505374261 -0.000310245 37.51823496VEPPKEEQK 13 38327039 3xTMT6plex [N-Term; K5; K9] 0.772 0.924 0.903 2.394107103 11.65 1 1771.056861 2 886.0310669 -1.131533934 -0.001002005 29.66536668
LSQECEK 6 38327039 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.176 1.064 1.16 3.352622032 27.3 0 1351.729172 2 676.3678589 -0.541008197 -0.000365648 24.24468243
LFEELGK 12 38327039 2xTMT6plex [N-Term; K7] 0.973 0.936 0.995 2.963210821 32.11 0 1293.78186 2 647.3938599 -1.094924486 -0.000708297 64.93522053MDQPPQAK 2 38327039 2xTMT6plex [N-Term; K8]; 1xOxidation [M1] 1.119 1.330996633 21.69 0 1388.760807 2 686.8864136 -0.248768974 -0.000170751 28.21711796NHAAPFSK 2 38327039 2xTMT6plex [N-Term; K8] 0.764 2.750942707 8.83 0 1329.767941 2 665.3880615 0.680905929 0.000452723 34.09902206SKEIEAK 2 38327039 3xTMT6plex [N-Term; K2; K7] 2.539 1.862 2.641209841 1 1491.934955 3 497.9827576 -0.828330295 -0.000411938 28.8138961VTYMEEER 4 38327039 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.258 1.491 1.592730522 8.82 0 1301.624484 2 651.3148193 -1.629931022 -0.001060779 105.17225064504523 HSPE1 10 kDa heat shock protein, mitochondrial 3336 NP_002148.1 77.45098039 1 5 10 311 102 10.925 8.92 1 1 0.99 1 Significant 0.0000112 VLQATVVAVGSGSK 58 4504523 2xTMT6plex [N-Term; K14] 0.925 0.929 0.927 5.713442326 102.97 0 1774.083855 2 887.539917 -6.368208353 -0.005648868 61.53050002GKGGEIQPVSVK 18 4504523 3xTMT6plex [N-Term; K2; K12] 1.358 1.272 1.213 4.124923229 39.23 1 1886.167809 2 943.5870972 -0.472309016 -0.000445427 39.37971339VLLPEYGGTK 46 4504523 2xTMT6plex [N-Term; K10] 0.945 0.95 0.988 3.367589474 40.01 0 1534.924501 2 767.9660034 0.149288084 0.000114573 60.01067626GGEIQPVSVK 14 4504523 2xTMT6plex [N-Term; K10] 0.928 0.88 0.879 3.925959587 56.48 0 1471.88845 2 736.4475708 -0.397406772 -0.000292469 112.492525VVLDDKDYFLFR 62 4504523 2xTMT6plex [N-Term; K6] 0.923 0.99 0.933 4.2641716 24.72 1 1988.12572 2 994.5656128 -0.890745512 -0.000885457 77.81588973SAAETVTK 19 4504523 2xTMT6plex [N-Term; K8] 0.94 1.009 0.946 3.85208869 49.9 0 1264.751288 2 632.8794556 0.274127266 0.000173351 22.71824855GGIMLPEK 24 4504523 2xTMT6plex [N-Term; K8] 0.947 0.933 0.977 3.332773209 36.51 0 1302.785565 2 651.8960571 -0.55822862 -0.000363626 53.27363356KFLPLFDR 18 4504523 2xTMT6plex [N-Term; K1] 1.132 1.118 1.295 3.855854034 21.19 1 1493.924442 3 498.6463623 0.061639036 3.07E-05 69.51194307GGIMLPEK 31 4504523 2xTMT6plex [N-Term; K8]; 1xOxidation [M4] 0.878 0.878 0.883 2.507663727 30.93 0 1318.78048 2 651.8960571 -0.55822862 -0.000363626 53.27363356FLPLFDR 18 4504523 1xTMT6plex [N-Term] 0.895 0.911 0.851 2.668374538 27.12 0 1136.666547 2 568.836853 -0.103095594 -5.86E-05 78.46334804DGDILGK 3 4504523 2xTMT6plex [N-Term; K7] 1.312 0.952 2.342037678 11.38 0 1175.703609 2 588.3549805 -0.786833087 -0.000462541 40.79117557153946395 TNC tenascin precursor 3371 NP_002151.2 18.90049977 1 31 31 143 2201 240.7 4.89 1.08 1.13 1.02 1.08 Significant 0.000871 TVSGNTVEYALTDLEPATEYTLR 8 153946395 1xTMT6plex [N-Term] 0.982 1.164 1.39 6.950155258 52.82 0 2772.414085 3 924.809082 -0.502322599 -0.000464215 84.10252695TPVLSAEASTAK 2 153946395 2xTMT6plex [N-Term; K12] 1.057 4.215487957 82.58 0 1632.957258 2 816.9817505 -0.632774332 -0.000516647 42.50045238WQPAIATVDSYVISYTGEK 4 153946395 2xTMT6plex [N-Term; K19] 1.006 1.072 6.069403172 41.92 0 2586.385576 3 862.7994385 -0.701148479 -0.00060448 95.77434439KQSEPLEITLLAPER 2 153946395 2xTMT6plex [N-Term; K1] 1.334 4.741252899 39.61 1 2182.28474 3 728.0994873 -0.380736722 -0.000276959 67.37930429ITYVPITGGTPSMVTVDGTK 4 153946395 2xTMT6plex [N-Term; K20] 1.301 1.537 4.959514141 40.27 0 2495.383133 3 832.465271 -0.750614883 -0.000624357 75.36487111AEIVTEAEPEVDNLLVSDATPDGFR 2 153946395 1xTMT6plex [N-Term] 100 5.124471664 39.79 0 2916.467578 3 972.826416 -0.988433112 -0.000960911 85.37286532EDKESNPATINAATELDTPK 2 153946395 3xTMT6plex [N-Term; K3; K20] 0.866 6.483384132 35.03 1 2831.524143 3 944.5125122 -0.409619995 -0.000386616 50.20580388VPGDQTSTIIQELEPGVEYFIR 15 153946395 1xTMT6plex [N-Term] 1.038 0.94 0.843 6.597388744 51.89 0 2720.434427 3 907.4800415 -3.255299298 -0.002951943 105.0284803TAHISGLPPSTDFIVYLSGLAPSIR 6 153946395 1xTMT6plex [N-Term] 1.471 100 5.440449238 26.19 0 2841.571195 3 947.8607788 -1.200801945 -0.001137388 111.0249455EATEYEIELYGISK 4 153946395 2xTMT6plex [N-Term; K14] 1.346 0.833 3.585457563 60.14 0 2103.126173 2 1052.068115 1.322135964 0.001390309 71.13041778YAPISGGDHAEVDVPK 8 153946395 2xTMT6plex [N-Term; K16] 1.063 1.147 0.927 5.398943901 31.13 0 2113.13299 3 705.0491943 0.018828826 1.33E-05 45.94577838

ACGCAAAPDVK 6 153946395 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C2; C4] 0.949 1.061 0.01 3.547247887 42.61 0 1577.818004 2 789.4118042 -1.060135933 -0.000836351 28.4109089
EEFWLGLDNLNK 4 153946395 2xTMT6plex [N-Term; K12] 1.147 0.945 3.463307619 36.1 0 1936.058034 2 968.5296631 -3.091171865 -0.002992344 86.81301511REEFWLGLDNLNK 4 153946395 2xTMT6plex [N-Term; K13] 1.136 0.963 5.151041508 18.25 1 2092.159145 3 698.0566406 -1.805108855 -0.001258858 74.30157018QTGLAPGQEYEISLHIVK 2 153946395 2xTMT6plex [N-Term; K18] 0.965 4.523847103 49.95 0 2441.380431 3 814.4640503 -1.16045048 -0.000944367 67.86658314ITAQGQYELR 6 153946395 1xTMT6plex [N-Term] 0.899 0.992 0.91 4.134057522 53.19 0 1407.779344 2 704.3930664 -0.346742905 -0.000244069 38.24836776GHEHSIQFAEMK 6 153946395 2xTMT6plex [N-Term; K12] 1.008 1.086 1.002 3.800435305 24.09 0 1871.983823 4 468.7501831 -2.628739663 -0.00123024 36.79330837YGDNNHSQGVNWFHWK 2 153946395 2xTMT6plex [N-Term; K16] 1.014 2.953631639 2.47 0 2447.204532 4 612.5567627 0.281444089 0.000172188 58.00445825FTTDLDSPR 6 153946395 1xTMT6plex [N-Term] 0.938 0.989 1.16 3.447458744 42.05 0 1280.668397 2 640.8370972 -1.155040654 -0.000739612 40.41841785SFSTFDKDTDSAITNCALSYK 2 153946395 3xTMT6plex [N-Term; K7; K21]; 1xCarbamidomethyl [C16] 0.921 4.101732731 10.41 1 3058.564628 3 1020.190857 -2.161324027 -0.002203516 68.4968578
NMNKEDEGEITK 2 153946395 3xTMT6plex [N-Term; K4; K12] 1.108 2.726458788 0.92 1 2095.130831 3 699.0478516 -0.873034979 -0.000609708 33.62053718AYAAGFGDR 6 153946395 1xTMT6plex [N-Term] 1.02 1.11 1.066 2.701325893 30.74 0 1156.594838 2 578.8007813 -0.477522449 -0.00027615 30.34886188APTAQVESFR 7 153946395 1xTMT6plex [N-Term] 1.267 1.285 1.238 3.190329313 17.88 0 1334.726581 2 667.8666992 -0.343667764 -0.000229351 33.9471731AVDIPGLK 6 153946395 2xTMT6plex [N-Term; K8] 1.239 1.217 1.279 3.189661503 44.67 0 1270.813494 2 635.9113159 1.464436714 0.000930513 60.88936962VFAILENK 2 153946395 2xTMT6plex [N-Term; K8] 0.822 3.230305672 18.03 0 1391.866258 2 696.4354248 -1.929072287 -0.001342505 78.29472395SQQATTK 6 153946395 2xTMT6plex [N-Term; K7] 1.202 0.932 1.085 2.829808712 26.68 0 1221.720322 2 611.3635254 -0.448464956 -0.000273949 16.6175109AAIDSYR 6 153946395 1xTMT6plex [N-Term] 1.01 1.012 0.956 2.209143639 22.93 0 1024.562475 2 512.7844849 -0.76359759 -0.000391177 22.33284746VFAILENKK 2 153946395 3xTMT6plex [N-Term; K8; K9] 1.18 2.478196144 0.18 1 1749.124153 3 583.7132568 0.60847471 0.000354766 75.04952809FSVGDAK 4 153946395 2xTMT6plex [N-Term; K7] 1.079 0.879 2.605890989 22.85 0 1181.693045 2 591.3496704 -0.829775289 -0.00049027 41.25978423SMEIPGLR 6 153946395 1xTMT6plex [N-Term] 0.845 0.967 1.037 2.442851782 15.28 0 1131.639346 2 566.3233643 0.093974839 5.32E-05 50.61455386

GYDCSDMSCPNDCHQHGR 1 153946395 1xTMT6plex [N-Term]; 1xOxidation [M7]; 3xCarbamidomethyl [C4; C9; C13] 1.42183888 0 2440.932463 4 610.9876709 -1.478580954 -0.000902279 16.11434858
94721241 IARS isoleucine--tRNA ligase, cytoplasmic 3376 NP_002152.2 46.59270998 1 48 48 400 1262 144.406 6.15 0.92 0.94 0.93 0.93 Significant 0.0000385 KNYPDPVSIIQK 4 94721241 3xTMT6plex [N-Term; K1; K12] 1.099 1.038 4.120824337 27.94 1 2089.262437 3 697.0923462 0.023053216 1.61E-05 58.63292696NTELAVFHDETEIQNQTDLLSLSGK 14 94721241 2xTMT6plex [N-Term; K25] 0.852 0.966 0.899 6.282507896 48.77 0 3260.705071 3 1087.571899 -1.204159139 -0.001308803 80.93293201

DSLPVCPVDASGCFTTEVTDFAGQYVK 20 94721241 2xTMT6plex [N-Term; K27]; 2xCarbamidomethyl [C6; C13] 1.045 1.198 1.095 5.539526463 43.8 0 3421.669615 3 1141.22644 -1.416405289 -0.00161549 94.54729597
SEGTYLNSVIESHTEFIFTTIK 6 94721241 2xTMT6plex [N-Term; K22] 1.538 1.057 0.931 6.323419094 41.77 0 2974.581375 3 992.1984863 -0.157644242 -0.000156309 98.57256985LQKEEEIEFLYNENTVR 6 94721241 2xTMT6plex [N-Term; K3] 1.016 0.804 0.954 5.554206848 21.83 1 2612.397203 3 871.4685059 -2.388056406 -0.002079517 67.99117865LLVATTFTHSYPFCWR 6 94721241 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.145 1.352 1.171 5.628516674 30.22 0 2228.152396 3 743.3879395 -1.405375427 -0.001043797 89.02715223MGITEYNNQCR 6 94721241 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.97 0.893 0.961 4.207481861 48.42 0 1614.756577 2 807.8822021 0.341033988 0.000275343 31.24346783VLIDPVSVQDKDTLSIHYLMLPR 6 94721241 2xTMT6plex [N-Term; K11] 0.934 1.049 0.8 7.939741135 42.39 1 3110.768798 4 778.4487915 1.458756957 0.001134464 91.78198497VLIDPVSVQDKDTLSIHYLMLPR 6 94721241 2xTMT6plex [N-Term; K11]; 1xOxidation [M20] 0.698 0.877 5.83951807 21.8 1 3126.763713 4 778.4487915 1.458756957 0.001134464 91.78198497NNDLCYWVPELVR 6 94721241 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.073 1.061 0.998 4.27280426 21.6 0 1906.968284 2 953.9884033 0.653293836 0.000622905 81.94070741FTFYDGPPFATGLPHYGHILAGTIK 6 94721241 2xTMT6plex [N-Term; K25] 0.931 1.229 1.306 6.748922825 51.81 0 3178.712998 4 795.4321289 -1.985795825 -0.001578069 92.91413478EIVVIHQDPEALK 6 94721241 2xTMT6plex [N-Term; K13] 0.92 0.902 0.942 4.83081913 48.99 0 1949.147184 3 650.3872681 0.034568564 2.25E-05 54.7808064LFLNETQTQEITEDIPVK 16 94721241 2xTMT6plex [N-Term; K18] 0.851 0.928 100 5.646697998 51.52 0 2576.422355 3 859.4799194 1.106204802 0.000950017 85.30480753SVVTSIFGVK 12 94721241 2xTMT6plex [N-Term; K10] 0.971 1.011 0.951 4.894774437 68.16 0 1494.929586 2 747.9692993 1.160952882 0.000867771 81.72786135FVDILTNWYVR 8 94721241 1xTMT6plex [N-Term] 0.792 0.885 1.006 4.016210556 42.42 0 1654.915444 2 827.958313 -3.682655486 -0.003047242 101.1338839EEEGTGVVHQAPYFGAEDYR 6 94721241 1xTMT6plex [N-Term] 0.919 0.62 4.884578228 34.32 0 2483.167648 3 828.3911743 -3.494786503 -0.002892714 43.03619832TGTIVVEGHELHDEDIR 4 94721241 1xTMT6plex [N-Term] 0.985 1.258 4.396803379 24.38 0 2149.108677 3 717.0407715 -0.425914652 -0.000305112 38.48367819

KDSLPVCPVDASGCFTTEVTDFAGQYVK 8 94721241 3xTMT6plex [N-Term; K1; K28]; 2xCarbamidomethyl [C7; C14] 1.272 1.077 7.50618124 46.25 1 3778.927509 4 945.4859009 -1.517847157 -0.001433959 91.19207187
ISEVFDCWFESGSMPYAQVHYPFENK 5 94721241 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C7] 1.149 100 3.926581621 31.5 0 3625.717233 3 1209.244873 0.781299379 0.000944257 105.6787696

ISEVFDCWFESGSMPYAQVHYPFENKR 4 94721241 2xTMT6plex [N-Term; K26]; 1xOxidation [M14]; 1xCarbamidomethyl [C7] 1.303 1.624 4.443639755 14.47 1 3797.813259 4 950.2069702 -1.897960783 -0.001802025 93.00391648
QLSSEELEQFQK 14 94721241 2xTMT6plex [N-Term; K12] 0.953 0.921 1.04 4.79673481 63.32 0 1924.042778 2 962.5245972 -0.447143937 -0.000430162 57.58365854

FGWDCHGLPVEYEIDK 6 94721241 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 0.773 0.906 0.81 5.495316505 36.05 0 2423.210589 3 808.4069214 -1.806565993 -0.00145923 74.6867294
KTESAVSQMQSVIELGR 14 94721241 2xTMT6plex [N-Term; K1] 0.924 0.848 0.783 6.674251556 48.29 1 2321.289901 3 774.4338379 -1.266868099 -0.000980256 63.67690473NYPDPVSIIQK 8 94721241 2xTMT6plex [N-Term; K11] 0.885 0.943 0.928 4.272833824 46.51 0 1732.004542 2 866.4988403 -8.162886178 -0.007069078 65.68269972LMAPYTPFLTELMYQNLK 4 94721241 2xTMT6plex [N-Term; K18] 1.192 0.974 3.892540455 24.91 0 2631.43306 3 877.8157349 -0.155280468 -0.000136203 112.7741783DVLLPWYNAYR 14 94721241 1xTMT6plex [N-Term] 0.755 0.786 0.753 3.419993639 20.24 0 1638.884144 2 819.9449463 -0.932196386 -0.000763881 77.83539361ISEVFDCWFESGSMPYAQVHYPFENKR 2 94721241 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C7] 2.324 4.657651901 13.19 1 3781.818344 4 950.2069702 -1.897960783 -0.001802025 93.00391648GSELEITLTR 8 94721241 1xTMT6plex [N-Term] 1.167 1.003 0.913 3.940005541 39.65 0 1347.768111 2 674.3869019 -1.17515695 -0.00079192 49.04553788AEPDHMVLGK 12 94721241 2xTMT6plex [N-Term; K10] 0.876 0.802 0.816 3.692787647 35.15 0 1554.87142 2 777.9375 -2.377219076 -0.001848135 40.16992603VLIDPVSVQDK 6 94721241 2xTMT6plex [N-Term; K11] 0.668 0.766 0.604 3.562102556 36.49 0 1671.009293 2 836.0072632 -1.22290332 -0.001021741 65.55528365LESDYEILER 6 94721241 1xTMT6plex [N-Term] 0.923 1.323 1.131 4.661066532 45.68 0 1495.784155 2 748.3952637 -0.604449677 -0.000452063 54.71348573VENMVDQLLR 12 94721241 1xTMT6plex [N-Term] 0.899 0.812 0.949 3.932928324 40.82 0 1445.798365 2 723.4030762 0.353101624 0.000255257 80.14218426APLKPYPVSPSDK 12 94721241 3xTMT6plex [N-Term; K4; K13] 0.939 0.995 0.966 4.986963272 25.78 0 2086.251538 3 696.0858154 -4.143839216 -0.002881697 50.72630249YAHQSGFHVDR 2 94721241 1xTMT6plex [N-Term] 0.764 4.31494236 33.72 0 1545.77599 3 515.928772 -2.734938347 -0.001409201 19.99909982ESVDHLTIPSR 8 94721241 1xTMT6plex [N-Term] 0.814 0.891 0.87 3.305613995 22.87 0 1482.811373 3 494.9416199 -0.719114298 -0.000355437 36.761789TVYVSVLPTTADF 12 94721241 1xTMT6plex [N-Term] 0.895 1.023 0.931 3.070230484 43.43 0 1641.893705 2 821.4493408 -1.400973381 -0.001150125 87.74231501YIIEELNVR 12 94721241 1xTMT6plex [N-Term] 0.838 0.947 0.942 3.757111311 42.65 0 1377.793932 2 689.4000854 -0.753023757 -0.000518756 62.98441593LYLINSPVVR 6 94721241 1xTMT6plex [N-Term] 0.964 0.869 0.842 3.97033 42.18 0 1402.861952 2 701.9341431 -0.671689175 -0.000471144 67.79562581VCMDFNIIR 6 94721241 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.929 1.088 1.191 4.312631607 31.83 0 1396.727843 2 698.8672485 -0.445870461 -0.00031138 68.66816447WIDFDNDYK 4 94721241 2xTMT6plex [N-Term; K9] 0.964 0.798 3.437457085 29.36 0 1673.857544 2 837.4310303 -1.648726402 -0.001379867 67.89256873LLILMEAR 16 94721241 1xTMT6plex [N-Term] 0.95 1.051 0.954 3.093092203 37.05 0 1187.738331 2 594.3728027 -0.002072216 -1.23E-06 79.95725119FLIQNVLR 6 94721241 1xTMT6plex [N-Term] 0.871 0.889 0.761 3.10950613 39.78 0 1231.772409 2 616.3895874 -0.41438281 -0.000255213 75.30220484YRPLFDYFLK 12 94721241 2xTMT6plex [N-Term; K10] 0.864 0.867 0.95 3.684738159 22.78 0 1820.051099 3 607.3551025 -0.189089643 -0.000114718 86.73177605KVTLSTDK 16 94721241 3xTMT6plex [N-Term; K1; K8] 1.089 0.962 1.035 2.887764692 14.89 1 1579.003369 3 527.0055542 -0.797840187 -0.000419931 36.02862398SDTPLIYK 6 94721241 2xTMT6plex [N-Term; K8] 0.997 0.914 0.984 2.842366219 29.44 0 1394.829538 2 697.9196167 1.734024389 0.001209334 50.15984721AVMTSIK 4 94721241 2xTMT6plex [N-Term; K7] 1.089 0.849 2.474599838 24.69 0 1207.748451 2 604.3773193 -0.901750794 -0.000544544 40.21723872



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

GPEDVAK 4 94721241 2xTMT6plex [N-Term; K7] 1.091 0.956 2.472140551 23.91 0 1173.687959 2 587.3469238 -1.182855919 -0.000694152 23.79885592TIPIKYPLK 3 94721241 3xTMT6plex [N-Term; K5; K9] 1.006 1.106 2.767693758 3.07 1 1760.16529 3 587.3934326 0.25855047 0.000151697 65.29254419FKEEGVR 2 94721241 2xTMT6plex [N-Term; K2] 0.792 2.285726309 6.75 1 1322.783257 3 441.5992126 -0.130014155 -5.73E-05 40.54971359GDNRLDLLK 6 94721241 2xTMT6plex [N-Term; K9] 1.242 1.191 0.924 2.651015043 13.87 1 1501.910248 3 501.3080444 -0.444719796 -0.000222643 43.96058074AEPDHMVLGK 2 94721241 2xTMT6plex [N-Term; K10]; 1xOxidation [M6] 0.796 2.107955694 16.46 0 1570.866335 2 777.9375 -2.377219076 -0.001848135 40.16992603
28178832 IDH2 isocitrate dehydrogenase [NADP], mitochondrial isoform 1 precursor 3418 NP_002159.2 49.77876106 1 22 23 182 452 50.877 8.69 0.99 0.97 0.98 0.98 Significant 0.0000347

LNEHFLNTTDFLDTIK 9 28178832 2xTMT6plex [N-Term; K16] 1.02 0.868 0.964 5.46286869 38.3 0 2379.296032 3 793.7698364 -0.452403838 -0.000358801 87.11138104
VCVETVESGAMTK 10 28178832 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 0.954 1.369 1.013 5.247227669 103.05 0 1868.986192 2 934.9972534 0.555753671 0.000519348 50.82890675

DQTDDQVTIDSALATQK 10 28178832 2xTMT6plex [N-Term; K17] 0.945 0.759 0.987 5.683616638 50.89 0 2307.208005 3 769.7409058 0.06884735 5.29E-05 52.38490288LIDDMVAQVLK 22 28178832 2xTMT6plex [N-Term; K11] 0.924 1.028 0.994 4.934057713 59.21 0 1703.017749 2 852.0114136 -1.291191218 -0.001099461 100.4219622
DLAGCIHGLSNVK 6 28178832 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.049 0.868 0.863 4.773346424 36.09 0 1842.030774 3 614.680603 -1.909934415 -0.001172719 52.93983653GRPTSTNPIASIFAWTR 10 28178832 1xTMT6plex [N-Term] 1.241 1.089 0.986 6.690263748 53.05 0 2104.150088 3 702.0550537 0.247089224 0.000173304 86.37550325TIEAEAAHGTVTR 12 28178832 1xTMT6plex [N-Term] 0.942 0.971 0.957 6.158957958 71.52 0 1584.8543 3 528.9558105 -0.897034746 -0.00047389 37.6552219SSGGFVWACK 10 28178832 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.278 1.166 1.113 4.385822296 43.12 0 1556.829555 2 778.9182129 -0.26079846 -0.000203009 52.65311848

GKLDGNQDLIR 6 28178832 2xTMT6plex [N-Term; K2] 1.042 1.137 1.164 3.758337259 27.72 1 1686.990289 3 563.0013428 -0.48253964 -0.000271347 39.8622223
NILGGTVFREPIICK 6 28178832 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 1.849 1.277 1.636 3.11770463 8.65 1 2175.272401 3 725.7637329 1.95118573 0.001414787 76.09452926
LVPGWTKPITIGR 6 28178832 2xTMT6plex [N-Term; K7] 0.998 1.09 1.229 3.99940753 20.15 0 1896.18351 3 632.7336426 1.510868732 0.000954961 77.82359818DIFQEIFDK 6 28178832 2xTMT6plex [N-Term; K9] 0.75 0.722 0.745 4.282298088 46.17 0 1612.89868 2 806.9509277 -2.542851141 -0.002050681 93.38780469NILGGTVFR 10 28178832 1xTMT6plex [N-Term] 0.743 0.788 0.862 3.586178064 38.48 0 1205.720373 2 603.3634644 -0.597932223 -0.00036047 55.31413774FKDIFQEIFDK 2 28178832 3xTMT6plex [N-Term; K2; K11] 1.129 3.471562624 5.39 1 2117.224989 3 706.4127808 -0.56678192 -0.000400002 105.2422107KWPLYMSTK 6 28178832 3xTMT6plex [N-Term; K1; K9] 1.164 1.071 1.227 3.593124866 25.53 1 1841.096224 3 614.369751 -0.827757014 -0.000507993 62.30046703

VAKPVVEMDGDEMTR 7 28178832 2xTMT6plex [N-Term; K3]; 2xOxidation [M8; M13] 0.921 0.966 1.028 3.054759026 21.55 0 2167.113912 3 723.0435181 0.964139083 0.000696466 31.51878054YFDLGLPNR 6 28178832 1xTMT6plex [N-Term] 0.882 0.895 0.902 3.571603775 33.92 0 1323.725852 2 662.3651733 -2.101817614 -0.001391115 62.73339943LDGNQDLIR 6 28178832 1xTMT6plex [N-Term] 0.715 0.918 0.742 3.471020937 30.56 0 1272.71093 2 636.8579712 -1.779427781 -0.001132349 42.11680341WPLYMSTK 4 28178832 2xTMT6plex [N-Term; K8] 0.808 1.026 2.862439871 32.96 0 1483.838329 2 742.4233398 0.724046198 0.000537184 72.6953296IIWQFIK 8 28178832 2xTMT6plex [N-Term; K7] 1.084 0.997 0.938 2.963121653 33.75 0 1405.897164 2 703.4520264 -0.276083938 -0.000194073 96.07134454FAQMLEK 10 28178832 2xTMT6plex [N-Term; K7] 0.966 1.205 0.704 2.756918192 31.13 0 1324.769915 2 662.8880005 -0.898626565 -0.000595237 61.40704505HAHGDQYK 4 28178832 2xTMT6plex [N-Term; K8] 0.867 0.792 2.82973361 21.99 0 1413.763918 3 471.9255981 -1.186192677 -0.000558999 15.16733201WPLYMSTK 2 28178832 2xTMT6plex [N-Term; K8]; 1xOxidation [M5] 0.986 2.198800564 27.82 0 1499.833244 2 742.4233398 0.724046198 0.000537184 72.6953296VAKPVVEMDGDEMTR 2 28178832 2xTMT6plex [N-Term; K3]; 1xOxidation [M13] 0.912 2.132075071 2.77 0 2151.118997 3 723.0435181 0.964139083 0.000696466 31.51878054CATITPDEAR 2 28178832 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.932 2.588094234 2.57 0 1362.688481 2 681.8473511 -0.774352743 -0.000527601 23.86460359
4504661 IL1RAP interleukin-1 receptor accessory protein isoform 1 precursor 3556 NP_002173.1 19.47368421 1 11 11 36 570 65.377 8.12 1 1.12 1.1 1.07 Significant 0.00119

GVLENEFGYK 6 4504661 2xTMT6plex [N-Term; K10] 1.261 1.382 1.17 4.449766636 53.18 0 1613.893929 2 807.4504395 -0.202549712 -0.000163447 55.67062195DSLPGGIVTDETLSFIQK 4 4504661 2xTMT6plex [N-Term; K18] 0.95 1.074 5.01184988 25.72 0 2378.321913 3 793.4450684 -0.530185535 -0.000420317 90.61906751
LCIFDRDSLPGGIVTDETLSFIQK 2 4504661 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C2] 1.306 4.397543907 8.9 1 3182.717157 3 1061.577271 0.03186065 3.38E-05 101.8039411NAEEEEFVLLTLR 2 4504661 1xTMT6plex [N-Term] 0.937 2.378775597 9.91 0 1791.968995 3 597.9921265 -4.000753075 -0.002389742 83.17983049AGLENMASR 2 4504661 1xTMT6plex [N-Term] 0.753 2.734273672 33.56 0 1177.619673 2 589.3148193 2.283727028 0.001344681 26.82509733VAFPLEVVQK 4 4504661 2xTMT6plex [N-Term; K10] 1.222 3.876244307 26.82 0 1587.987436 3 530.0001831 -0.906564851 -0.000479871 80.37259394QLQVAMPVK 2 4504661 2xTMT6plex [N-Term; K9] 0.936 3.119213343 36.58 0 1471.907077 2 736.4575806 0.54865747 0.000403786 58.98853606GNINVILVQYK 2 4504661 2xTMT6plex [N-Term; K11] 0.911 3.248955011 11.96 0 1719.056912 3 573.6896973 -1.380758896 -0.000791201 71.90020898QIQVFEDEPAR 2 4504661 1xTMT6plex [N-Term] 1.175 3.287607193 2.59 0 1560.821937 2 780.9144897 -0.150220731 -0.000117234 44.61870081TQILSIK 6 4504661 2xTMT6plex [N-Term; K7] 1.185 1.07 1.015 3.271062851 40.03 0 1260.829144 2 630.9182739 0.100712744 6.35E-05 63.11953555TVLTVIK 4 4504661 2xTMT6plex [N-Term; K7] 1.169 1.146 2.746800661 21.97 0 1231.838981 2 616.4208374 -3.720044084 -0.002291248 62.3474906

28610147 IL6ST interleukin-6 receptor subunit beta isoform 1 precursor 3572 NP_002175.2 6.753812636 1 3 3 13 918 103.471 5.95 1.28 0.85 1.12 1.08 Significant 0.0132
SESTQPLLDSEERPEDLQLVDHVDGGDGILPR 2 28610147 1xTMT6plex [N-Term] 1.092 4.497673512 21.56 0 3745.871806 4 937.2228394 -0.608253096 -0.00056961 69.03841692VTSDHINFDPVYK 6 28610147 2xTMT6plex [N-Term; K13] 1.422 1.088 1.044 3.370117188 17.13 0 1993.079498 3 665.02948 -2.815361153 -0.001870413 55.21297601SSFTVQDLKPFTEYVFR 5 28610147 2xTMT6plex [N-Term; K9] 1.005 0.746 1.789 3.474843502 13.5 0 2522.369532 3 841.4611206 -0.286688205 -0.000241045 95.16228627

6857800 ISG20 interferon-stimulated gene 20 kDa protein isoform a 3669 NP_002192.2 12.70718232 1 3 3 12 181 20.351 8.92 0.94 0.75 0.95 0.88 Significant 0.00542
LVVGHDLK 6 6857800 2xTMT6plex [N-Term; K8] 0.866 0.752 0.863 3.696592331 29.15 0 1338.850942 3 446.9555054 0.762260569 0.000340184 41.32083857LEILQLLK 4 6857800 2xTMT6plex [N-Term; K8] 0.977 1.2 3.490855694 24.98 0 1427.960158 2 714.4830933 -0.874293694 -0.000624228 106.6982564HDFQALK 2 6857800 2xTMT6plex [N-Term; K7] 0.898 2.119843483 5.17 0 1316.772692 3 439.5957031 -0.103195487 -4.53E-05 34.60653027116295258 ITGA2 integrin alpha-2 precursor 3673 NP_002194.2 36.91786622 1 34 34 384 1181 129.215 5.25 1.27 1.23 1.21 1.24 Significant 0.000203 TQVGLIQYANNPR 14 116295258 1xTMT6plex [N-Term] 1.375 1.12 1.202 4.624414444 56.03 0 1702.943784 2 851.9745483 -1.153121043 -0.00098185 44.66285075NPLMYLTGVQTDK 8 116295258 2xTMT6plex [N-Term; K13] 1.017 0.997 4.37367487 43.02 0 1938.077055 3 646.6976929 0.758609302 0.000490081 83.79821843

SVACDVGYPALK 10 116295258 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 1.226 1.339 1.167 4.401813507 36.56 0 1737.960963 2 869.4865112 2.751897792 0.002391345 51.16683524
VTTGSVPVSMATVIIHIPQYTK 12 116295258 2xTMT6plex [N-Term; K22] 1.502 1.773 1.473 7.523613453 39.84 0 2800.604693 3 934.2047119 -1.824865832 -0.001703576 96.80358464NMVVNQAQSCPEHIIYIQEPSDVVNSLDLR 12 116295258 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.218 1.118 0.985 7.231552124 44.38 0 3697.851545 4 925.2154541 -3.125859329 -0.002889741 79.33836079GNWLLVGSPWSGFPENR 24 116295258 1xTMT6plex [N-Term] 1.315 1.193 1.075 5.890871048 59.26 0 2145.107889 3 715.7064209 -1.482151412 -0.001059792 91.48669951IFSGPSSEQFGYAVQQFINPK 26 116295258 2xTMT6plex [N-Term; K21] 1.255 1.288 1.261 6.450477123 70.93 0 2802.486687 3 934.8340454 0.319858957 0.0002988 99.28618954LNLQTSTSIPNVTEMK 10 116295258 2xTMT6plex [N-Term; K16] 1.257 1.312 1.103 5.570000172 47.54 0 2234.246639 2 1117.625 -1.75274293 -0.00195803 71.78164078FVQGLDIGPTK 16 116295258 2xTMT6plex [N-Term; K11] 1.422 1.574 1.4 4.310370922 60.37 0 1632.972514 2 816.9899292 0.041598029 3.40E-05 67.49318454QIPAAQEQPFIVSNQNK 6 116295258 2xTMT6plex [N-Term; K17] 1.075 1.338 0.591 3.754414082 37.45 0 2370.318165 3 790.7765503 -1.294016617 -0.00102241 55.65749172

CPVDLSTATCEK 12 116295258 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C1; C10] 1.394 1.443 1.292 3.743594646 66.88 0 1838.939242 2 919.9724121 -0.921211104 -0.000847026 43.87791447
AGDISCNADINPLK 9 116295258 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.132 0.92 1.154 4.577068329 39.78 0 1946.041733 3 649.3518066 -0.444922691 -0.000288613 53.21363289

EKNPLMYLTGVQTDK 6 116295258 3xTMT6plex [N-Term; K2; K15] 1.377 1.506 1.458 6.149796009 31.3 1 2424.377543 3 808.7972412 -0.153733146 -0.000124236 87.22878771TKEEMIVATSQTSQYGGDLTNTFGAIQYAR 22 116295258 2xTMT6plex [N-Term; K2] 1.42 1.216 1.334 8.658589363 58.92 1 3738.90491 4 935.4804688 -1.301151037 -0.00121622 76.88319886EGILGQHQFLEGPEGIENTR 6 116295258 1xTMT6plex [N-Term] 1.083 1.282 1.064 5.859427929 39.55 0 2453.262217 3 818.4257202 0.159157276 0.000130152 58.57414857VDISLENPGTSPALEAYSETAK 16 116295258 2xTMT6plex [N-Term; K22] 1.263 1.194 1.434 6.131765366 61.54 0 2750.450026 2 1375.727417 -0.897604247 -0.001234408 78.70480716VMVVVTDGESHDGSMLK 4 116295258 2xTMT6plex [N-Term; K17] 1.212 0.807 6.400520325 61.29 0 2262.18741 3 754.7335205 -0.619642102 -0.000467249 59.74188396VMVVVTDGESHDGSMLK 4 116295258 2xTMT6plex [N-Term; K17]; 1xOxidation [M15] 0.765 0.779 3.672377348 37.2 0 2278.182325 3 754.7335205 -0.619642102 -0.000467249 59.74188396IPLLYDAEIHLTR 14 116295258 1xTMT6plex [N-Term] 1.268 1.178 1.168 5.520217419 62.01 0 1783.031536 3 595.0150757 -0.483625332 -0.00028744 83.49542427AVIDQCNHDNILR 6 116295258 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.189 1.428 0.874 5.572482109 63.42 0 1796.927482 3 599.6479492 1.008597324 0.000604125 35.71604839
VMVVVTDGESHDGSMLK 2 116295258 2xTMT6plex [N-Term; K17]; 2xOxidation [M2; M15] 1.085 2.336095095 32.97 0 2294.17724 3 754.7335205 -0.619642102 -0.000467249 59.74188396

KYAYSAASGGR 8 116295258 2xTMT6plex [N-Term; K1] 1.742 1.364 3.790285826 41.52 1 1588.884761 2 794.9459839 -0.044267882 -3.52E-05 21.71367818YAYSAASGGR 6 116295258 1xTMT6plex [N-Term] 0.876 1.207 1.279 3.896893501 44.06 0 1231.626867 2 616.3158569 -1.972417847 -0.001214641 20.79035254FGIAVLGYLNR 6 116295258 1xTMT6plex [N-Term] 1.375 1.139 1.236 3.832417011 42.86 0 1451.857201 3 484.6233521 -1.169445353 -0.000565956 90.86973157TSHGHLIFPK 7 116295258 2xTMT6plex [N-Term; K10] 1.349 1.25 1.309 3.333420753 22.14 0 1594.946968 3 532.3201294 -0.710328575 -0.000377645 38.20837846NPDEIDETTELSS 12 116295258 1xTMT6plex [N-Term] 1.082 1.348 0.918 3.125615597 45.33 0 1678.785671 2 839.895752 -0.859855892 -0.000721757 40.95912643VVFNLNTYK 10 116295258 2xTMT6plex [N-Term; K9] 1.181 1.143 1.154 3.346132517 42.31 0 1555.924835 2 778.4658813 -0.224538281 -0.000174682 67.29014515ILGSDGAFR 8 116295258 1xTMT6plex [N-Term] 1.211 1.406 1.351 3.077704668 35.51 0 1164.657438 2 582.8319092 -0.769909327 -0.00044834 54.87137078VFSIPFHK 8 116295258 2xTMT6plex [N-Term; K8] 1.293 1.029 1.393 3.20220089 26.07 0 1432.871678 3 478.2954407 0.063509863 3.03E-05 67.19063158LTFSVTLK 12 116295258 2xTMT6plex [N-Term; K8] 1.114 0.989 1.19 2.9917171 31.92 0 1366.871009 2 683.9395752 0.632642451 0.00043237 73.52552587ADNLVNLK 6 116295258 2xTMT6plex [N-Term; K8] 0.927 0.884 0.816 3.67900157 42.72 0 1344.825121 2 672.9159546 -0.363534488 -0.000244445 51.6412496SHLQYFGR 12 116295258 1xTMT6plex [N-Term] 1.216 1.104 1.239 3.085674524 28.31 0 1236.668672 3 412.8945313 0.298123506 0.000122893 27.90588455AIASIPTER 18 116295258 1xTMT6plex [N-Term] 1.291 1.17 1.176 3.433100939 37.9 0 1186.699303 2 593.8532715 -0.03105357 -1.84E-05 36.89496973VYLFTIK 24 116295258 2xTMT6plex [N-Term; K7] 1.287 1.251 1.174 3.054692984 34.38 0 1341.854631 2 671.4313354 0.569017254 0.000381769 79.19064258NAQIILK 6 116295258 2xTMT6plex [N-Term; K7] 1.412 1.409 1.343 2.757943153 33.14 0 1257.829479 2 629.4180908 -0.456023161 -0.0002868 49.82000372MTKNPDEIDETTELSS 2 116295258 2xTMT6plex [N-Term; K3] 100 100 1.235293388 27.33 1 2268.131729 2 1134.569702 0.175887877 0.000199468 46.847682984504747 ITGA3 integrin alpha-3 preproprotein 3675 NP_002195.1 19.1246432 1 18 18 134 1051 116.538 6.77 0.88 0.84 0.87 0.86 Significant 0.000194 LQSFFGGTVMGESGMK 6 4504747 2xTMT6plex [N-Term; K16] 0.673 0.743 5.113838673 58.37 0 2134.107703 3 712.0407715 0.027150984 1.93E-05 85.30192936EAGNPGSLFGYSVALHR 12 4504747 1xTMT6plex [N-Term] 0.878 1.09 0.864 6.184783459 58.26 0 2004.05004 3 668.6884155 0.326200453 0.000217907 57.95060291SETVLTCATGR 6 4504747 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.729 0.828 0.77 4.38683033 49.19 0 1423.741245 2 712.3742065 -0.0759085 -5.40E-05 28.51298072HMGAVFLLSQEAGGDLR 6 4504747 1xTMT6plex [N-Term] 0.803 0.928 0.842 5.603555679 48.24 0 2030.06906 3 677.3632813 3.068866041 0.00207667 67.31123858YTQVLWSGSEDQR 12 4504747 1xTMT6plex [N-Term] 0.931 1.121 0.988 4.944981575 45.86 0 1797.896893 2 899.4511719 -1.015597728 -0.00091297 50.29816701LELLLMDNLR 6 4504747 1xTMT6plex [N-Term] 0.785 0.893 0.785 4.241586685 35.64 0 1458.855152 2 729.9309692 -0.335854753 -0.000244982 97.46512926AAFVSEQQQK 12 4504747 2xTMT6plex [N-Term; K10] 0.822 0.83 0.839 4.241184711 64.18 0 1593.900077 2 797.4523315 -1.688132212 -0.001345357 33.4963327TVEDVGSPLK 12 4504747 2xTMT6plex [N-Term; K10] 0.86 0.811 0.886 4.203099728 61.3 0 1502.88303 2 751.9459839 1.105211387 0.000830502 45.0433377FAGSESAVFHGFFSMPEMR 6 4504747 1xTMT6plex [N-Term]; 2xOxidation [M15; M18] 0.766 100 0.708 4.171269894 33.75 0 2395.104854 3 799.0396729 -0.162420995 -0.000129672 69.87614029
TGAVYLCPLTAHKDDCER 6 4504747 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C7; C16] 1.395 0.84 0.778 5.223375797 17.21 1 2564.300149 4 641.8301392 -0.554576022 -0.000355525 57.33429463

QPQQVIHGEK 6 4504747 2xTMT6plex [N-Term; K10] 0.857 0.9 4.458312035 34.63 0 1621.942611 3 541.3187256 -0.608648038 -0.000329064 27.3361879YLLLAGAPR 8 4504747 1xTMT6plex [N-Term] 0.904 0.776 0.883 3.276098728 49.84 0 1202.74586 2 601.8776855 1.858209473 0.001117477 59.55361445VYIYHSSSK 8 4504747 2xTMT6plex [N-Term; K9] 1.11 0.781 0.85 2.967525482 22.12 0 1541.8728 2 771.4393921 -0.838136786 -0.00064615 36.43803564SQPSETER 11 4504747 1xTMT6plex [N-Term] 0.944 0.77 1.043 3.122110367 25.74 0 1162.590147 2 581.7984619 -0.429585505 -0.000249716 14.36638714GNSYMIQR 6 4504747 1xTMT6plex [N-Term] 0.87 0.971 1.161 2.672387362 23.92 0 1197.624758 2 599.3151245 -1.49102342 -0.000892843 26.329385LELLLMDNLR 4 4504747 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.777 0.68 2.583750248 31.01 0 1474.850067 2 729.9309692 -0.335854753 -0.000244982 97.46512926VLVCAHR 2 4504747 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.333 2.479053497 29.84 0 1083.62945 2 542.3174438 -1.696949716 -0.000919432 37.48028655
AKSETVLTCATGR 1 4504747 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C9] 1.323 2.873499632 1 1852.036253 3 618.0165405 -0.639791995 -0.000394973 32.12682231

ECGPDNK 2 4504747 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.779 2.550011873 13.33 0 1277.656008 2 639.3309326 -1.110577195 -0.000709468 18.23581608
GNSYMIQR 2 4504747 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.894 0.933 1.713896513 17.07 0 1213.619673 2 599.3151245 -1.49102342 -0.000892843 26.329385938148811 ITGA5 integrin alpha-5 preproprotein 3678 NP_002196.3 13.84335155 1 12 12 76 1098 119.164 6.06 0.95 0.92 0.98 0.95 Significant 0.000332 SSASSGPQILK 6 938148811 2xTMT6plex [N-Term; K11] 1.145 1.134 1.181 3.975754261 54.58 0 1532.904828 2 766.9555664 -0.634101662 -0.000486009 37.77876556VTAPPEAEYSGLVR 10 938148811 1xTMT6plex [N-Term] 0.929 1.02 0.783 4.566993713 47.31 0 1717.932216 2 859.4696045 -0.165097099 -0.000141813 49.63664525VYVYLQHPAGIEPTPTLTLTGHDEFGR 6 938148811 1xTMT6plex [N-Term] 0.767 0.625 0.733 7.680792332 47.58 0 3240.689078 4 810.9251099 -3.230447791 -0.002617219 76.10017994

EHQPFSLQCEAVYK 4 938148811 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.179 1.345 4.734032631 19.94 0 2194.136695 3 732.0499268 -0.669259379 -0.000489482 51.41282284
LLESSLSSSEGEEPVEYK 6 938148811 2xTMT6plex [N-Term; K18] 0.69 0.427 4.901793957 29.27 0 2441.269937 3 814.428894 0.897970713 0.00073073 69.57177357

LLVCDLGNPMK 8 938148811 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.996 0.76 0.51 4.010942936 46.98 0 1717.974505 3 573.3292847 -0.700834669 -0.000401339 74.53237158SLQWFGATVR 6 938148811 1xTMT6plex [N-Term] 0.657 1 1.006 4.699535847 49.91 0 1393.77895 2 697.3939209 1.158510017 0.000807353 64.97210254SLPYGTAMEK 6 938148811 2xTMT6plex [N-Term; K10] 1.115 1.126 1.132 4.041947365 43.07 0 1554.860186 2 777.9337769 0.058423862 4.54E-05 48.92694975ALFLASR 6 938148811 1xTMT6plex [N-Term] 0.93 1.117 1.07 2.757589579 23.3 0 1006.624682 2 503.8160706 0.181451225 9.13E-05 50.77586199AQLKPPATSDA 10 938148811 2xTMT6plex [N-Term; K4] 1.012 0.88 1.051 2.731782913 14.21 0 1556.904828 2 778.9559937 -0.07548651 -5.88E-05 35.01571386TPDGRPQEVGR 2 938148811 1xTMT6plex [N-Term] 1.033 3.165636301 8.68 0 1440.775656 3 480.9288635 -2.511545648 -0.001206191 16.55161285ILEYAPCR 6 938148811 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.15 1.069 0.892 2.925844908 17.71 0 1250.67646 2 625.8413086 -0.89474979 -0.000559521 43.535314474504763 ITGAV integrin alpha-V isoform 1 preproprotein 3685 NP_002201.1 28.6259542 1 25 25 144 1048 115.978 5.68 0.94 0.93 0.94 0.93 Significant 0.0000127 ILACAPLYHWR 6 4504763 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.147 0.935 0.92 4.237839222 59.79 0 1628.893269 3 543.6356201 -0.590516552 -0.000320629 64.37409503
GVSSPDHIFLPIPNWEHKENPETEEDVGPVVQHIYELR 2 4504763 2xTMT6plex [N-Term; K18] 0.892 5.698671341 17.08 1 4865.493903 6 811.7538452 -1.482803408 -0.001202428 85.79104564

STGLNAVPSQILEGQWAAR 4 4504763 1xTMT6plex [N-Term] 0.978 4.901740074 52.07 0 2227.203246 2 1114.105103 -0.142412632 -0.000158591 75.29341801SSASFNVIEFPYK 12 4504763 2xTMT6plex [N-Term; K13] 1.013 0.919 1.049 4.31521368 49.65 0 1947.062785 2 974.0340576 -0.999790885 -0.000973328 76.42110096FDLQIQSSNLFDK 8 4504763 2xTMT6plex [N-Term; K13] 1.073 0.812 1.126 4.266747475 44.26 0 2013.105713 2 1007.056274 -0.218787256 -0.000220221 82.26291355
EPVGTCFLQDGTK 6 4504763 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 0.855 0.624 0.827 4.749419689 76.54 0 1910.00937 2 955.5062866 -2.132538131 -0.002036584 55.43273688

FSVHQQSEMDTSVK 4 4504763 2xTMT6plex [N-Term; K14] 0.907 0.781 5.06727457 35.8 0 2081.073761 3 694.362854 0.119270986 8.27E-05 38.99971542IYIGDDNPLTLIVK 20 4504763 2xTMT6plex [N-Term; K14] 0.837 0.869 0.854 4.593190193 54.16 0 2032.209449 2 1016.60907 0.695591903 0.000706794 103.7783638FGSAIAPLGDLDQDGFNDIAIAAPYGGEDK 2 4504763 2xTMT6plex [N-Term; K30] 0.846 4.229382038 41.01 0 3495.7684 3 1165.92749 -0.138000239 -0.000160806 98.8212333ENPETEEDVGPVVQHIYELR 8 4504763 1xTMT6plex [N-Term] 0.55 0.668 0.666 7.571771145 63.76 0 2582.293577 3 861.4360352 -0.009422341 -8.11E-06 66.45473611LEVSVDSDQKK 6 4504763 3xTMT6plex [N-Term; K10; K11] 0.964 0.983 0.981 3.650939226 11.82 1 1935.136568 3 645.7169189 -0.188283385 -0.000121451 42.08676676FGSAIAPLGDLDQDGFNDIAIAAPYGGEDKK 2 4504763 3xTMT6plex [N-Term; K30; K31] 0.705 4.504116058 16.98 1 3853.026295 4 964.0067749 -5.456775796 -0.005256275 95.82771283KLNFQVELLLDK 2 4504763 3xTMT6plex [N-Term; K1; K12] 0.983 4.087471962 10.83 1 2147.340687 3 716.4525757 1.15786973 0.00082878 91.56707918AGTQLLAGLR 4 4504763 1xTMT6plex [N-Term] 1.018 0.857 3.669885874 34.58 0 1228.757487 2 614.8817139 -1.087005076 -0.000667833 57.19305552MFLLVGAPK 8 4504763 2xTMT6plex [N-Term; K9] 0.942 0.931 0.855 4.055138588 43.35 0 1433.89545 2 717.4495239 -2.56535331 -0.001839224 82.97201428AMLHLQWPYK 6 4504763 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.853 0.854 1.005 3.597281933 25.12 0 1760.992204 3 587.6693726 0.772607498 0.000453519 60.61242315ASGDFQTTK 12 4504763 2xTMT6plex [N-Term; K9] 1.037 0.925 0.852 3.232000113 38.85 0 1412.778565 2 706.8921509 -1.090044983 -0.000769996 29.21196059YDPNVYSIK 8 4504763 2xTMT6plex [N-Term; K9] 0.937 1.034 0.981 3.121411562 33.2 0 1556.872465 2 778.9390869 -1.007328416 -0.000784141 51.08022877TLGMVYIYDGK 2 4504763 2xTMT6plex [N-Term; K11]; 1xOxidation [M4] 0.753 2.221468687 28.96 0 1733.954815 2 867.4801636 -1.017737917 -0.000882356 57.42158258VSPVVSHK 4 4504763 2xTMT6plex [N-Term; K8] 0.87 0.933 2.840545893 28.69 0 1310.819642 3 437.6114807 0.188201843 8.22E-05 29.0683747
TCSLPGTALK 4 4504763 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.341 1.039 4.224797726 42.44 0 1505.876171 2 753.4407959 -1.232380962 -0.000927907 48.17858052SHQWFGASVR 2 4504763 1xTMT6plex [N-Term] 0.861 3.756389141 14.02 0 1403.738148 3 468.5838928 -0.728820546 -0.000341024 32.88778121SAILYVK 4 4504763 2xTMT6plex [N-Term; K7] 1.063 1.129 3.421360016 31.2 0 1251.807681 2 626.4066772 -1.280298753 -0.000801344 55.74898664ALFLYSR 6 4504763 1xTMT6plex [N-Term] 0.989 0.979 0.95 2.623136044 20.97 0 1098.650897 2 549.8293457 0.471693285 0.000259113 55.12460053LTPITIFMEYR 2 4504763 1xTMT6plex [N-Term] 1.082 3.498923779 8.91 0 1612.897017 2 806.9515991 -0.678888857 -0.000547489 99.4485326119743813 ITGB1 integrin beta-1 isoform 1A precursor 3688 NP_002202.2 37.3433584 1 26 26 287 798 88.357 5.39 1.03 1.04 1.02 1.03 Significant 0.0000314 TVMPYISTTPAK 12 19743813 2xTMT6plex [N-Term; K12] 1.422 1.392 1.273 4.213223457 63.96 0 1767.012664 2 884.010376 0.459126944 0.000405642 57.85285555LKPEDITQIQPQQLVLR 12 19743813 2xTMT6plex [N-Term; K2] 1.148 1.036 1.348 5.251891613 28.42 0 2477.485564 3 826.499939 -0.121431774 -0.000100282 76.71871727LSENNIQTIFAVTEEFQPVYK 43 19743813 2xTMT6plex [N-Term; K21] 1.039 1.139 1.053 6.064526558 50.87 0 2928.575895 3 976.862915 -0.581693244 -0.000567844 108.9676612LLVFSTDAGFHFAGDGK 13 19743813 2xTMT6plex [N-Term; K17] 1.011 0.984 0.98 4.79352808 42.22 0 2240.211575 3 747.4082642 -0.596108665 -0.000445137 84.04129665

LGGIVLPNDGQCHLENNMYTMSHYYDYPSIAHLVQK 8 19743813 2xTMT6plex [N-Term; K36]; 1xCarbamidomethyl [C12] 0.723 0.744 0.866 7.393218517 21.3 0 4636.28273 5 928.0578003 -4.925283139 -0.004567001 86.9552449SLGTDLMNEMR 18 19743813 1xTMT6plex [N-Term] 1.048 0.956 0.994 5.2852211 66.06 0 1495.744615 2 748.3746948 -1.672759866 -0.001251011 58.61207214
HCECSTDEVNSEDMDAYCR 6 19743813 1xTMT6plex [N-Term]; 1xOxidation [M14]; 3xCarbamidomethyl [C2; C4; C18] 0.902 0.774 1.041 5.167114735 43.24 0 2623.000267 3 869.6729736 -0.377752029 -0.000328267 35.04981758
HCECSTDEVNSEDMDAYCR 10 19743813 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C4; C18] 0.942 0.886 1.168 6.73501873 50.8 0 2607.005352 3 869.6729736 -0.377752029 -0.000328267 35.04981758

DKLPQPVQPDPVSHCK 4 19743813 3xTMT6plex [N-Term; K2; K16]; 1xCarbamidomethyl [C15] 1.473 1.017 5.303438187 28.19 1 2532.42114 3 844.8118896 -0.009407869 -7.94E-06 43.96451367
LSEGVTISYK 18 19743813 2xTMT6plex [N-Term; K10] 1.1 0.931 0.985 4.958109856 62.3 0 1554.91433 2 777.9608765 0.093921372 7.30E-05 55.49848862NVLSLTNKGEVFNELVGK 4 19743813 3xTMT6plex [N-Term; K8; K18] 1.034 1.403 1.179 4.721063614 9.4 1 2648.559013 3 883.5229492 -1.781490889 -0.001572795 88.74231172WDTGENPIYK 10 19743813 2xTMT6plex [N-Term; K10] 0.988 1.03 1.089 3.819554567 45.17 0 1680.899743 2 840.9526367 -1.038724949 -0.000872996 51.2008955RAEDYPIDLYYLMDLSYSMK 4 19743813 2xTMT6plex [N-Term; K20] 0.907 0.837 5.176680565 24.29 1 2944.487674 3 982.1640015 -3.471889374 -0.003407645 108.8610431GEVFNELVGK 12 19743813 2xTMT6plex [N-Term; K10] 0.956 1.001 0.96 3.957581997 47.81 0 1549.899015 2 775.453064 -0.105342549 -8.16E-05 65.32346404

FCECDNFNCDR 16 19743813 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C4; C9] 1.383 1.565 1.342 4.382031918 53.19 0 1765.692991 2 883.3491211 -1.147114765 -0.001012726 34.73017547
DNTNEIYSGK 10 19743813 2xTMT6plex [N-Term; K10] 0.899 0.884 0.767 4.378850937 52.51 0 1598.842622 2 799.9250488 0.124594033 9.96E-05 29.64334116SAVTTVVNPK 6 19743813 2xTMT6plex [N-Term; K10] 0.982 0.971 0.929 4.44781971 46.53 0 1473.9041 2 737.4556885 0.000239585 1.77E-07 49.55186191

KGCPPDDIENPR 14 19743813 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.937 1.045 1.048 4.92426157 36.5 1 1855.973653 3 619.3297119 0.500805702 0.000309827 26.521212
GICECGVCK 4 19743813 2xTMT6plex [N-Term; K9]; 3xCarbamidomethyl [C3; C5; C8] 0.917 0.834 2.883299589 25.68 0 1540.768612 2 770.8876343 -0.402309151 -0.000309933 112.3675079

SLGTDLMNEMR 6 19743813 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.666 0.632 0.635 3.126102209 48.23 0 1511.73953 2 748.3746948 -1.672759866 -0.001251011 58.61207214IGFGSFVEK 6 19743813 2xTMT6plex [N-Term; K9] 0.75 0.954 0.922 3.51809597 40.96 0 1441.845523 2 721.4260254 -0.519042254 -0.000374189 68.88311162GCPPDDIENPR 16 19743813 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.925 1 0.784 4.25827837 45.36 0 1498.715758 2 749.8606567 -1.148445546 -0.000860597 99.05082122NVLSLTNK 10 19743813 2xTMT6plex [N-Term; K8] 0.989 0.923 0.93 3.566046238 33 0 1346.840772 2 673.9242554 0.343479495 0.000231306 60.72545666
CDDLEALK 4 19743813 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 0.988 0.794 2.92214036 32.64 0 1421.771037 2 711.3894653 0.433835017 0.000308407 45.93181965

KDSDSFK 13 19743813 3xTMT6plex [N-Term; K1; K7] 1.234 1.399 1.226 3.213573456 4.54 1 1513.88292 3 505.2989807 -0.350622443 -0.000176934 27.09895616DDLENVK 6 19743813 2xTMT6plex [N-Term; K7] 0.775 0.684 0.747 3.089001417 36.16 0 1290.730552 2 645.8682251 -1.068212637 -0.000689387 33.63852239
CDDLEALKK 1 19743813 3xTMT6plex [N-Term; K8; K9]; 1xCarbamidomethyl [C1] 1.308 2.451929092 1 1779.028932 3 593.6806641 -0.839363808 -0.000497751 48.15581799

SKGTAEK 1 19743813 3xTMT6plex [N-Term; K2; K7] 1.418 1.574439526 1 1407.87744 3 469.9637146 -0.603661333 -0.000283294 31.9167118
4504771 EIF6 eukaryotic translation initiation factor 6 isoform a 3692 NP_002203.1 42.44897959 1 8 8 147 245 26.582 4.68 1.27 1.22 1.29 1.26 Significant 0.000273

LSALGNVTTCNDYVALVHPDLDRETEEILADVLK 12 4504771 2xTMT6plex [N-Term; K34]; 1xCarbamidomethyl [C10] 1.355 1.03 1.402 8.495331764 35.51 1 4242.236809 4 1061.315674 0.956234336 0.001014143 111.0894464
ASFENNCEIGCFAK 6 4504771 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C7; C11] 1.863 2.076 2.525 4.724546432 47.01 0 2105.019617 2 1053.010254 -3.033680754 -0.003192979 56.57190584

TSIEDQDELSSLLQVPLVAGTVNR 69 4504771 1xTMT6plex [N-Term] 1.364 1.317 1.493 7.663740158 70.31 0 2813.509383 3 938.508606 0.66884479 0.000627267 106.0229326LSALGNVTTCNDYVALVHPDLDR 6 4504771 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.164 0.604 100 8.077291489 100.39 0 2772.418794 3 924.8106079 -0.549563267 -0.000507873 80.99821948ETEEILADVLK 8 4504771 2xTMT6plex [N-Term; K11] 0.881 0.821 0.828 3.890204191 67.77 0 1717.998788 2 859.5030518 0.022605153 1.94E-05 80.9780115NSLPDTVQIR 16 4504771 1xTMT6plex [N-Term] 1.267 1.186 1.304 4.148386955 57.35 0 1371.779344 2 686.3929443 -0.533816264 -0.000366139 43.88051115LNEAQPSTIATSMR 14 4504771 1xTMT6plex [N-Term] 0.818 1.194 1.177 4.366937637 51.15 0 1747.920999 2 874.4639282 -0.240013529 -0.000209762 44.27328937LNEAQPSTIATSMR 6 4504771 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.33 1.454 1.439 2.482424021 41.99 0 1763.915914 2 874.4639282 -0.240013529 -0.000209762 44.27328937DSLIDSLT 10 4504771 1xTMT6plex [N-Term] 1.369 1.256 1.343 2.813809872 36 0 1092.598586 2 546.7987061 -7.734414754 -0.004225305 62.0253666420127446 ITGB5 integrin beta-5 precursor 3693 NP_002204.2 11.2640801 1 7 7 19 799 87.996 6.06 0.86 1.14 1.27 1.09 Significant 0.0121 DALHLLVFTTDDVPHIALDGK 2 20127446 2xTMT6plex [N-Term; K21] 1.318 5.311486721 35.21 0 2748.533637 4 687.8878784 -1.438209841 -0.000988242 93.52857719
DAPEGGFDAVLQAAVCK 4 20127446 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C16] 1.63 1.244 4.785150051 34.8 0 2206.157825 3 736.0584717 1.376600998 0.001012333 80.9706413

DEVITWVDTIVK 2 20127446 2xTMT6plex [N-Term; K12] 1.026 3.078907967 25.74 0 1876.083186 3 626.0324097 -0.27216602 -0.000170202 95.24469296YEMASNPLYR 6 20127446 1xTMT6plex [N-Term] 1.16 0.9 0.803 3.035449266 37.43 0 1472.740516 2 736.8729858 -1.236429835 -0.00091047 45.78628836LFPNCVPSFGFR 2 20127446 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.302 3.417623997 23.51 0 1669.872199 2 835.4379883 -2.095500184 -0.001749609 82.76021253SLPLSSK 2 20127446 2xTMT6plex [N-Term; K7] 1.135 2.005892038 28.59 0 1189.755645 2 595.3806763 -1.318809408 -0.00078453 41.40732875
EAEGKPLCSGR 1 20127446 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C8] 0.567 2.226515055 0 1661.904511 3 554.6390381 -1.173293757 -0.000649967 21.63750406

31542984 ITIH4 inter-alpha-trypsin inhibitor heavy chain H4 isoform 1 precursor 3700 NP_002209.2 3.010752688 1 2 2 9 930 103.293 6.98 1.68 1.5 1.72 1.63 Significant 0.00171 NPLVWVHASPEHVVVTR 6 31542984 1xTMT6plex [N-Term] 1.68 1.869 2.551 6.175829411 42.34 0 2169.213023 4 543.0587769 0.117536578 6.37E-05 57.70930834ETLFSVMPGLK 3 31542984 2xTMT6plex [N-Term; K11] 1.12 1.048 2.199482918 2.48 0 1679.980636 2 840.4922485 -2.032910151 -0.001707625 86.3865931
153945846 ITPR3 inositol 1,4,5-trisphosphate receptor type 3 3710 NP_002215.2 26.69412205 1 51 59 367 2671 303.912 6.48 1.14 1.09 1.11 1.11 Significant 0.00017

FCAGNPGNQALLHK 6 153945846 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.256 1.219 1.177 5.158876419 36.94 0 1985.079121 3 662.3640137 -0.82282583 -0.000544458 48.8411491
YCLVAVPHGNDIASLFELDPTTLQK 12 153945846 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C2] 1.581 1.602 1.321 6.005735397 36.92 0 3259.743706 3 1087.253052 0.274887696 0.000298688 100.0651192

VMLDLLQIPYDK 18 153945846 2xTMT6plex [N-Term; K12] 0.749 0.81 0.819 3.477669239 44.21 0 1906.112378 3 636.0427856 0.747932604 0.000475215 103.7042261KQSVFSAPSLSAGASAAEPLDR 6 153945846 2xTMT6plex [N-Term; K1] 1.603 1.247 1.882 6.586084366 50.4 1 2647.44555 3 883.1536255 0.292049385 0.000257728 58.82527189VSDFFDQSSFLHNEMEWQR 6 153945846 1xTMT6plex [N-Term]; 1xOxidation [M15] 1.13 0.982 0.995 4.861641407 52.51 0 2647.208467 3 883.0741577 -0.206740601 -0.000182428 72.3345228AILLPMDLDAHISSMLSSGASCAAAAQR 4 153945846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 0.934 0.998 6.173086166 51.52 0 3086.563426 3 1029.524414 -1.534762727 -0.001579048 100.4867677LFTTTEQDEQGSK 2 153945846 2xTMT6plex [N-Term; K13] 0.984 4.591482162 52.44 0 1942.016957 2 971.5119629 -0.158607652 -0.000154009 45.43734178TEVETFVSLVR 16 153945846 1xTMT6plex [N-Term] 0.864 1.026 1.021 4.594181538 44.3 0 1508.852175 2 754.9299927 0.353826287 0.000266936 74.50092274



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

MDCVSGLSVPEVLEEDRELDSTER 6 153945846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.736 1.209 1.014 5.581118107 26.91 1 2994.423346 3 998.8109741 -1.662218779 -0.001659129 72.70244586
SMEQIVFPVPGICQFLTEETK 4 153945846 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C13] 1.396 1.096 4.947494984 47.04 0 2911.534959 3 971.1815796 -1.639485885 -0.00159114 112.5490456

DLDFANDASSMLASAVEK 12 153945846 2xTMT6plex [N-Term; K18] 1.028 1.129 1.239 5.052624226 53.12 0 2342.194998 3 781.4011841 -2.561154777 -0.001999575 88.57709494VMLDLLQIPYDKGDAK 10 153945846 3xTMT6plex [N-Term; K12; K16] 1.744 1.473 2.106 5.109227657 26.64 1 2506.455793 3 836.156189 -0.710064575 -0.000593248 96.45727323HLATGNYLAAEENPSYK 6 153945846 2xTMT6plex [N-Term; K17] 1.103 1.073 0.796 5.156907558 38.81 0 2336.228681 3 779.4146729 0.335645519 0.000261382 47.13145666GDLPDPIGTGLDPDWSAIAATQCR 12 153945846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 1.784 1.267 1.11 5.730173588 42.46 0 2755.355859 3 919.1235352 0.069946954 6.42E-05 84.6826253
TLLGIIDCVQGPPAMLQAYEDPGGK 2 153945846 2xTMT6plex [N-Term; K25]; 1xOxidation [M15]; 1xCarbamidomethyl [C8] 1.511 3.927437544 50.36 0 3117.636464 3 1039.880737 -2.824413955 -0.002935165 93.83663917

QVQLLISAQDVENYK 2 153945846 2xTMT6plex [N-Term; K15] 1.409 3.877743721 45.67 0 2206.248354 3 736.0881958 0.761533642 0.000560044 76.06298179HVQYLDFLHTVIK 2 153945846 2xTMT6plex [N-Term; K13] 1.154 4.37379694 35.91 0 2071.210453 4 518.5579834 -0.168421441 -8.72E-05 79.18189823GEEVEAGAAK 10 153945846 2xTMT6plex [N-Term; K10] 0.928 0.838 0.994 4.054411888 70.55 0 1418.78913 2 709.8977661 -0.616147544 -0.000437092 23.04616406VQSSEMGTSVLIMQPILR 6 153945846 1xTMT6plex [N-Term] 1.305 1.094 1.145 4.120232582 42.93 0 2218.213676 2 1109.607422 -2.753828482 -0.00305429 88.09161834LQDIITALEER 4 153945846 1xTMT6plex [N-Term] 0.796 0.574 4.19491291 46.84 0 1529.873639 2 765.4404907 0.043320776 3.31E-05 98.81928061TSSMLEVDDEGGR 6 153945846 1xTMT6plex [N-Term] 100 2.029 1.974 4.596815586 67.93 0 1624.768581 2 812.8887329 0.989778071 0.00080408 35.72345502YGSVIQLLHMK 6 153945846 2xTMT6plex [N-Term; K11] 1.086 1.262 1.273 3.931124687 44.23 0 1747.034068 3 583.015686 -0.894884971 -0.000521132 79.78846418LQHAAQMEQK 6 153945846 2xTMT6plex [N-Term; K10] 1.103 1.17 1.084 4.670541763 42.48 0 1641.914681 3 547.9765015 0.16428657 8.99E-05 28.04555288
TTCFICGLER 10 153945846 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 1.324 3.719 1.153 3.878786564 33.95 0 1485.739136 2 743.3725586 -0.872187094 -0.000647921 53.7314492DYDSNLNASR 4 153945846 1xTMT6plex [N-Term] 1.72 1.078 3.773846149 53.03 0 1383.670188 2 692.3384399 -0.42243245 -0.000292254 20.30045329SMPLIYWFSR 6 153945846 1xTMT6plex [N-Term] 0.97 0.699 1.454 3.127003908 36.07 0 1528.818372 2 764.9128418 0.022588524 1.73E-05 97.2433811FLQLLCENHNR 10 153945846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.484 1.405 1.851 3.898012638 34.16 0 1672.879075 3 558.2977295 -0.263117307 -0.000146721 65.50675931YGSVIQLLHMK 6 153945846 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 1.003 0.612 0.806 3.349987984 31.64 0 1763.028983 3 583.015686 -0.894884971 -0.000521132 79.78846418LLLAIMESR 32 153945846 1xTMT6plex [N-Term] 1.225 1.114 1.208 3.420535803 48.76 0 1274.77036 2 637.8887939 -0.037959288 -2.42E-05 94.97157753LVCDLITSTK 6 153945846 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.658 0.786 0.785 3.22191 17.09 0 1607.94425 2 804.4744873 -1.587431047 -0.00127625 71.29985043VASFSIPGSSSR 6 153945846 1xTMT6plex [N-Term] 0.989 0.903 0.985 3.61803174 39.72 0 1423.774259 2 712.3905029 -0.37203273 -0.000264845 51.14160042GSGKGEEVEAGAAK 3 153945846 3xTMT6plex [N-Term; K4; K14] 1.782 2.974 2.670603752 3.79 1 1977.12198 3 659.7124634 0.433158261 0.000285469 26.66966465QLQHLLKPVK 8 153945846 3xTMT6plex [N-Term; K7; K10] 1.096 1.098 1.093 4.004333973 13.51 0 1891.245999 4 473.5665588 -0.842782186 -0.000398477 50.73683531ISYLLSVFKK 6 153945846 3xTMT6plex [N-Term; K9; K10] 100 4.065 0.01 3.48549819 14.68 1 1885.212968 3 629.0760498 0.333248324 0.000209415 102.1824936

LLECPWLQQQHK 2 153945846 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 1.173 3.316365957 14.06 0 2038.130822 3 680.0480957 -0.534063178 -0.00036283 60.36939356
SMEQIVFPVPGICQFLTEETK 2 153945846 2xTMT6plex [N-Term; K21]; 1xOxidation [M2]; 1xCarbamidomethyl [C13] 1.611 3.120303392 21.62 0 2927.529874 3 971.1815796 -1.639485885 -0.00159114 112.5490456

ASLAHLLDMMK 2 153945846 2xTMT6plex [N-Term; K11] 1.053 2.838361979 20.7 0 1687.96394 2 844.4860229 0.491407676 0.000414739 88.75325828RLPALLEK 9 153945846 2xTMT6plex [N-Term; K8] 1.184 0.775 0.985 4.705533981 26.62 1 1397.924442 3 466.6462708 -0.130603726 -6.09E-05 64.50648181SSENYQIVK 2 153945846 2xTMT6plex [N-Term; K9] 0.977 2.911946774 37.51 0 1525.862629 2 763.4355469 0.778621861 0.000594035 37.61805349DHLEEVLK 6 153945846 2xTMT6plex [N-Term; K8] 1.156 1.15 1.177 3.767249584 36.65 0 1440.846251 3 480.9540405 0.914436242 0.000439187 40.0092335SFHNLMMSDK 2 153945846 2xTMT6plex [N-Term; K10] 1.119 2.784040689 14.01 0 1667.864954 3 556.6256104 -1.604587533 -0.000892078 46.55106056IADVVLLQK 7 153945846 2xTMT6plex [N-Term; K9] 0.994 0.891 3.093074799 22.93 0 1456.950322 3 486.3217773 0.3135668 0.000152284 76.25618636LWTEIPTAITIK 6 153945846 2xTMT6plex [N-Term; K12] 1.211 1.23 1.019 3.28864336 21.29 0 1844.129743 3 615.3812866 -0.23646206 -0.000145356 96.05086993AYLQEEER 6 153945846 1xTMT6plex [N-Term] 0.71 1.486 1.463 3.342801332 32.71 0 1266.652747 2 633.8294067 -0.955292159 -0.000605012 26.44290603LEELSDQK 12 153945846 2xTMT6plex [N-Term; K8] 1.236 1.011 0.983 3.169880867 26.02 0 1419.809531 2 710.4075928 -1.142373741 -0.000810977 41.54667373LFHAEQEK 6 153945846 2xTMT6plex [N-Term; K8] 1.212 1.251 1.179 3.679767132 22.7 0 1459.830935 3 487.2813721 -0.939916417 -0.000457373 33.70631377
FLTCDEYK 6 153945846 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.333 1.318 1.322 3.798230171 37.64 0 1533.802337 2 767.4042969 -0.665157416 -0.00051011 52.82636011
TLAMVAK 6 153945846 2xTMT6plex [N-Term; K7] 1.256 1.598 1.457 3.38141489 41.31 0 1191.753537 2 596.3798828 -0.878986273 -0.000523767 48.25788869MCGVGEQMR 4 153945846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.892 0.869 2.922617435 24.8 0 1296.606014 2 648.8068237 0.2755586 0.000178645 27.77100191QEAMHTFK 2 153945846 2xTMT6plex [N-Term; K8] 1.002 2.290843248 12.96 0 1449.792441 3 483.9355774 -0.180848139 -8.74E-05 29.58956728NVYTEIK 10 153945846 2xTMT6plex [N-Term; K7] 1.06 1.262 1.482 3.308563709 25.21 0 1324.787673 2 662.8947754 -4.075497424 -0.002699584 40.93443607DLQNFLR 6 153945846 1xTMT6plex [N-Term] 1.05 1.144 1.017 2.979279757 31.96 0 1134.646874 2 567.8261108 -1.699824286 -0.00096435 64.46217364NQEHIAK 2 153945846 2xTMT6plex [N-Term; K7] 1.139 2.841625452 26.71 0 1297.762856 3 433.2589722 -0.379365222 -0.000164109 18.33838239NSDILIR 2 153945846 1xTMT6plex [N-Term] 1.067 2.488604546 23.97 0 1059.635975 2 530.3214111 -0.404935643 -0.000214542 33.83575462QVFGILK 4 153945846 2xTMT6plex [N-Term; K7] 1.208 1.113 2.571933746 13.21 0 1262.823665 2 631.9152222 -0.393779493 -0.000248637 68.83917808YSLGPSLR 6 153945846 1xTMT6plex [N-Term] 1.037 0.952 1.042 2.690153599 26.26 0 1121.651625 2 561.3292847 -0.296058112 -0.000166037 38.76992104LPALLEK 2 153945846 2xTMT6plex [N-Term; K7] 1.044 2.393675804 19.13 0 1241.823331 2 621.4128418 -3.96485243 -0.002461823 71.68099296VADPTLEK 6 153945846 2xTMT6plex [N-Term; K8] 1.426 1.38 1.368 2.445267439 23.52 0 1330.798238 2 665.901123 -2.456056941 -0.001634258 41.2014997AAGMGAQGR 2 153945846 1xTMT6plex [N-Term] 1.803 2.130697966 13.52 0 1047.556679 2 524.277832 -7.914748356 -0.004145574 16.2355317VILNPVNAGQPLHASNYELSDNAGCK 1 153945846 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C25] 0.562 1.278538704 0 3239.688316 3 1080.566162 -1.352982586 -0.001461081 64.13474608

ACDTLLMCIVTVMNHGLR 1 153945846 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C8] 0.951 2.503323078 0 2333.17995 3 778.3985596 0.503733515 0.000391767 112.4935981
226958412 IVD isovaleryl-CoA dehydrogenase, mitochondrial isoform 1 precursor 3712 NP_002216.2 27.23004695 1 10 10 78 426 46.621 8.05 0.82 0.79 0.73 0.78 Significant 0.00115

GVYVLMSGLDLER 16 226958412 1xTMT6plex [N-Term] 1.033 1.084 0.903 4.788708687 68.9 0 1680.919209 2 840.9634399 0.234837469 0.000197371 85.68065412IPAANILGHENK 12 226958412 2xTMT6plex [N-Term; K12] 0.919 0.951 0.851 4.829410553 38.44 0 1735.026675 3 579.013855 0.194268717 0.000112354 53.97798626LISGEYIGALAMSEPNAGSDVVSMK 8 226958412 2xTMT6plex [N-Term; K25] 0.675 0.736 0.798 6.78566885 104.59 0 2997.567715 3 999.8617554 1.000028545 0.000999218 90.1294605
GSNTCELIFEDCK 2 226958412 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C5; C12] 1.607 2.935194969 32.38 0 2030.992734 2 1015.996887 -3.070368413 -0.003117948 54.11425328

IGHFQLMQGK 8 226958412 2xTMT6plex [N-Term; K10] 0.72 0.797 0.665 4.683552742 30.96 0 1616.934689 3 539.6494751 -0.505021654 -0.000272196 55.06597613GMPGFSTSK 6 226958412 2xTMT6plex [N-Term; K9] 0.7 0.782 0.727 3.101367712 34.49 0 1369.754993 2 685.3806763 -0.66952188 -0.00045854 42.36820584FLQEHLAPK 6 226958412 2xTMT6plex [N-Term; K9] 0.814 0.808 0.949 3.413627386 31.69 0 1540.92517 3 514.3130493 -0.373224341 -0.000191704 47.83812768QYVYNVAK 6 226958412 2xTMT6plex [N-Term; K8] 1.009 0.937 1.024 3.608598948 40.14 0 1442.840772 2 721.9238281 -0.271603082 -0.00019594 43.27428776TDLAAVPASR 6 226958412 1xTMT6plex [N-Term] 0.475 0.427 0.466 3.391018152 21.39 0 1229.705117 2 615.3552856 -1.481786904 -0.00091108 31.90535951AFNADFH 8 226958412 1xTMT6plex [N-Term] 0.876 0.842 0.957 1.992774129 19.52 0 1050.520611 2 525.7637329 -0.401210298 -0.00021074 37.543334274504809 JUNB transcription factor jun-B 3726 NP_002220.1 16.13832853 1 5 5 24 347 35.857 9.22 1.04 0.98 0.75 0.92 Significant 0.00904 GASTFKEEPQTVPEAR 6 4504809 2xTMT6plex [N-Term; K6] 1.578 1.414 0.987 4.340071678 27.36 1 2205.191567 3 735.7351074 -0.362052162 -0.000266131 36.34191888LLKPSLAVNLADPYR 4 4504809 2xTMT6plex [N-Term; K3] 0.753 1.01 4.00398016 26.55 0 2128.289431 3 710.100708 -0.874085327 -0.000620102 75.33697064AENAGLSSTAGLLR 4 4504809 1xTMT6plex [N-Term] 1.151 1.028 5.179897785 76.1 0 1588.8856 2 794.9473877 1.19491965 0.000949295 56.81735296APGGLSLHDYK 6 4504809 2xTMT6plex [N-Term; K11] 0.925 0.858 0.702 4.068073273 28.18 0 1615.920813 3 539.3118896 0.187543418 0.000101018 43.89499916EEPQTVPEAR 4 4504809 1xTMT6plex [N-Term] 1.631 1.242 3.040813684 9.82 0 1384.726974 2 692.8657227 -2.026166567 -0.001402844 20.720255214504813 CD82 CD82 antigen isoform 1 3732 NP_002222.1 14.98127341 1 4 4 12 267 29.606 5.24 0.8 0.96 0.69 0.81 Significant 0.00909 EDSLQDAWDYVQAQVK 2 4504813 2xTMT6plex [N-Term; K16] 0.618 4.541483402 45.86 0 2353.207611 3 785.072937 -1.425095188 -0.001117848 84.89218454LKQEMGGIVTELIR 4 4504813 2xTMT6plex [N-Term; K2] 0.478 0.951 4.119293213 28.21 1 2045.219303 3 682.4107666 -0.760835432 -0.000518692 89.42855252GEEDNSLSVR 2 4504813 1xTMT6plex [N-Term] 0.55 3.118541956 36.28 0 1334.674939 2 667.8429565 2.770461803 0.001848833 22.72657078QEMGGIVTELIR 4 4504813 1xTMT6plex [N-Term] 1.442 0.956 3.275054216 18.83 0 1574.877344 2 787.9432373 1.177392882 0.000927125 76.22880632222144293 KPNA1 importin subunit alpha-5 3836 NP_002255.3 25.27881041 1 8 11 68 538 60.184 5.01 1.11 1.08 1.15 1.11 Significant 0.000332 EAAWAITNATSGGSAEQIK 6 222144293 2xTMT6plex [N-Term; K19] 1.075 0.919 1.23 5.433526993 56.12 0 2363.26071 3 788.4230957 -2.528561746 -0.001991884 57.73879401
DYVLDCNILPPLLQLFSK 8 222144293 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C6] 1.119 1.101 4.873708725 54.28 0 2606.466803 3 869.4925537 -1.417745733 -0.001231769 112.9854341EPNPPIDEVISTPGVVAR 12 222144293 1xTMT6plex [N-Term] 0.946 1.044 1.033 4.903717995 39.58 0 2119.15965 2 1060.080688 -2.618578962 -0.002774593 63.77478011SPEQQLSATQK 10 222144293 2xTMT6plex [N-Term; K11] 1.05 1.28 0.859 5.140874386 67.27 0 1674.94267 2 837.9754028 0.512766244 0.000429427 30.82387844IEFLQSHENQEIYQK 6 222144293 2xTMT6plex [N-Term; K15] 0.666 0.697 0.792 5.730028629 43.54 0 2364.259981 3 788.7572021 -1.238478302 -0.000976028 60.42959965NAVWALSNLCR 4 222144293 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.987 1.324 3.614053965 37.83 0 1532.820498 2 766.9122925 -2.080875789 -0.001594805 65.05928384LVELLMHNDYK 6 222144293 2xTMT6plex [N-Term; K11] 1.192 0.999 4.198201656 37.47 0 1833.034462 3 611.6829834 -0.03555017 -2.17E-05 81.39852442IQAVIDAGVCR 4 222144293 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.263 1.639 4.033839226 36.59 0 1430.7987 2 715.9026489 -0.474321396 -0.000339329 65.33445311REEQLFK 6 222144293 2xTMT6plex [N-Term; K7] 1.188 1.173 1.178 3.640717506 9.33 1 1407.83602 3 469.9500122 -0.381513826 -0.000179036 35.44613478SLNPDEMR 2 222144293 1xTMT6plex [N-Term] 1.167 2.983542204 27.28 0 1190.603688 2 595.8059082 0.715205453 0.000425763 29.10771989VVSPALR 4 222144293 1xTMT6plex [N-Term] 1.038 1.048 2.606351137 27.82 0 970.6246818 2 485.8162842 0.628357579 0.00030495 32.9326451619923142 KPNB1 importin subunit beta-1 isoform 1 3837 NP_002256.2 47.48858447 1 34 34 417 876 97.108 4.78 1.12 1.13 1.09 1.11 Significant 0.000117 VLANPGNSQVAR 7 19923142 1xTMT6plex [N-Term] 0.994 1.05 0.922 3.370662212 48.15 0 1454.827691 2 727.916626 -1.179622085 -0.000858073 29.58543296YLEVVLNTLQQASQAQVDK 16 19923142 2xTMT6plex [N-Term; K19] 0.389 0.397 0.404 6.053986549 56.2 0 2605.460137 3 869.1578369 -0.452894211 -0.000393333 111.2880431
HFIMQVVCEATQCPDTR 6 19923142 1xTMT6plex [N-Term]; 1xOxidation [M4]; 2xCarbamidomethyl [C8; C13] 0.876 1.135 1.485 5.261994839 34.7 0 2337.098723 3 774.3722534 -0.6898856 -0.000533765 66.06232765
HFIMQVVCEATQCPDTR 12 19923142 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C8; C13] 1.411 0.954 1.242 5.788649559 50.21 0 2321.103808 3 774.3722534 -0.6898856 -0.000533765 66.06232765

VQHQDALQISDVVMASLLR 10 19923142 1xTMT6plex [N-Term] 0.904 0.785 0.794 6.212542057 46.08 0 2352.29068 3 784.7664185 -2.541466901 -0.001992756 95.27443598IQFNDLQSLLCATLQNVLR 7 19923142 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.584 2.981 2.059 6.283278465 51.6 0 2475.359095 3 825.7905273 -0.834541039 -0.000688596 113.2214621LAATNALLNSLEFTK 16 19923142 2xTMT6plex [N-Term; K15] 0.969 1.11 0.924 5.119957447 62.2 0 2064.210512 2 1032.607666 -1.190105726 -0.001228314 95.79486672
QDENDDDDDWNPCK 12 19923142 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 1.515 1.591 1.525 3.969469786 49.23 0 2223.950076 2 1112.478516 -0.144652528 -0.00016085 32.9103163SDYDMVDYLNELR 10 19923142 1xTMT6plex [N-Term] 0.912 0.928 0.941 4.022265911 25.67 0 1861.883945 2 931.4415283 -4.385380408 -0.004082535 75.72976605SSAYESLMEIVK 26 19923142 2xTMT6plex [N-Term; K12] 1.105 1.051 1.125 5.188396454 70.23 0 1814.997408 2 908.0020142 -0.361515496 -0.000328075 82.69029324
ESCLEAYTGIVQGLK 33 19923142 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 1.409 1.535 1.472 5.383758545 68.4 0 2126.156762 2 1063.5802 -1.711265811 -0.00181921 82.1691575LQQVLQMESHIQSTSDR 16 19923142 1xTMT6plex [N-Term] 1.028 1.134 1.159 7.417657852 72.15 0 2229.149495 3 743.7228394 2.004951402 0.001489779 72.23184615LQQVLQMESHIQSTSDR 4 19923142 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.014 5.416571617 50.95 0 2245.14441 3 743.7228394 2.004951402 0.001489779 72.23184615KYLEVVLNTLQQASQAQVDK 4 19923142 3xTMT6plex [N-Term; K1; K20] 0.43 0.481 5.725967884 33.11 1 2962.718032 4 741.4348145 -0.204041523 -0.000151129 107.9646497SNEILTAIIQGMR 24 19923142 1xTMT6plex [N-Term] 1.043 1.215 1.176 5.328048706 71.01 0 1674.941007 2 837.9731445 -1.190571782 -0.000997069 99.66431858GDQENVHPDVMLVQPR 12 19923142 1xTMT6plex [N-Term] 1.241 1.178 1.277 4.551914692 42 0 2063.054139 2 1032.028809 -1.841004765 -0.001899046 44.76811399KVQHQDALQISDVVMASLLR 10 19923142 2xTMT6plex [N-Term; K1] 1.435 1.283 1.359 7.557273388 44.24 1 2709.548575 4 678.1427002 0.145984189 9.89E-05 89.29928002KVQHQDALQISDVVMASLLR 4 19923142 2xTMT6plex [N-Term; K1]; 1xOxidation [M15] 1.235 5.490880013 38.97 1 2725.54349 4 678.1427002 0.145984189 9.89E-05 89.29928002

ESTLEAIGYICQDIDPEQLQDK 14 19923142 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C11] 1.364 1.319 1.141 5.582027435 54.87 0 3023.528353 3 1008.515625 1.312608826 0.001322903 87.33207026
GALQYLVPILTQTLTK 7 19923142 2xTMT6plex [N-Term; K16] 0.606 0.488 3.497547865 29.24 0 2217.362262 3 739.7913818 -1.203841264 -0.000889784 114.6691124GDQENVHPDVMLVQPR 6 19923142 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.792 0.582 1.173 3.486787796 28.36 0 2079.049054 2 1032.028809 -1.841004765 -0.001899046 44.76811399YMEAFKPFLGIGLK 6 19923142 3xTMT6plex [N-Term; K6; K14] 1.125 1.117 0.994 4.464352131 14.87 0 2301.364794 3 773.1233521 -1.814926548 -0.001401946 89.77536091KEEPSNNVK 6 19923142 3xTMT6plex [N-Term; K1; K9] 1.089 1.162 0.946 4.170031071 29.25 1 1732.02081 3 578.0116577 -0.225248719 -0.000130045 21.96670012

ALQSNIIPFCDEVMQLLLENLGNENVHR 6 19923142 1xTMT6plex [N-Term]; 1xOxidation [M14]; 1xCarbamidomethyl [C10] 1.377 1.063 3.600172758 22.27 0 3511.787489 4 878.7011719 -1.318863973 -0.001157892 112.2449225
TVSPDRLELEAAQK 20 19923142 2xTMT6plex [N-Term; K14] 1.207 1.143 1.114 5.878717422 53.17 1 2015.153725 3 672.3889771 -0.668697201 -0.000449176 50.10622611VAALQNLVK 12 19923142 2xTMT6plex [N-Term; K9] 1.105 1.136 1.18 3.91525507 51.25 0 1413.919356 2 707.4627075 -0.86126619 -0.00060888 68.25206638DTAAWTVGR 6 19923142 1xTMT6plex [N-Term] 1.108 0.969 1.005 3.634317636 45.65 0 1205.647602 2 603.3278198 0.631227928 0.000380519 32.87261616LLETTDRPDGHQNNLR 5 19923142 1xTMT6plex [N-Term] 0.961 0.694 5.388107777 25.91 0 2108.104594 4 527.78125 -0.675549972 -0.000356032 38.35859134SNEILTAIIQGMR 2 19923142 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.283 2.361953497 22.6 0 1690.935922 2 837.9731445 -1.190571782 -0.000997069 99.66431858TLATWATK 6 19923142 2xTMT6plex [N-Term; K8] 1.174 1.151 1.126 4.294644833 46.21 0 1349.819308 2 675.4130249 -0.396079171 -0.000267318 52.21654045AAVENLPTFLVELSR 3 19923142 1xTMT6plex [N-Term] 1.295 1.473 2.93772459 10.54 0 1888.074129 2 944.539917 -0.832470294 -0.000785883 116.9766071VAAGLQIK 10 19923142 2xTMT6plex [N-Term; K8] 1.035 1.115 1.171 3.005317688 38.68 0 1257.829479 2 629.4178467 -0.844216679 -0.00053094 49.45060183LELEAAQK 2 19923142 2xTMT6plex [N-Term; K8] 0.574 2.955247164 37.03 0 1359.824787 2 680.4152222 -1.190862292 -0.000809682 46.95042847EEPSNNVK 6 19923142 2xTMT6plex [N-Term; K8] 1.193 1.085 1.135 2.761249304 20.82 0 1374.762915 2 687.8840332 -1.545927466 -0.001062642 20.4530261

DCYPAVQK 16 19923142 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.332 1.303 1.358 3.700707912 31.74 0 1438.776457 2 719.8917847 -0.114183174 -8.21E-05 34.46924278TTLVIMER 6 19923142 1xTMT6plex [N-Term] 1.057 1.049 1.231 3.237877607 32.95 0 1191.69686 2 596.350769 -2.18086004 -0.001299462 46.85633975YMEAFKPFLGIGLK 10 19923142 3xTMT6plex [N-Term; K6; K14]; 1xOxidation [M2] 1.057 1.125 1.225 3.112891436 18.9 0 2317.359709 3 773.1233521 -1.814926548 -0.001401946 89.77536091
ANFDKESER 5 19923142 2xTMT6plex [N-Term; K5] 1.281 1.345 1.153 3.779126644 3.24 1 1553.832392 3 518.6155396 -0.20989243 -0.000108713 24.54128425EHIKNPDWR 22 19923142 2xTMT6plex [N-Term; K4] 1.319 1.392 1.388 2.457164049 11.03 1 1652.927295 4 413.9875183 0.573741017 0.000237088 24.77010679NSLTSKDPDIK 6 19923142 3xTMT6plex [N-Term; K6; K11] 1.527 1.533 1.674 2.691053152 6.45 1 1905.126003 3 635.7134399 -0.124246785 -7.89E-05 52.84786833ALQSNIIPFCDEVMQLLLENLGNENVHR 3 19923142 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.299 1.588404298 6.37 0 3495.792574 4 878.7011719 -1.318863973 -0.001157892 112.2449225TTLVIMER 3 19923142 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.957 1.206 2.10597229 17.61 0 1207.691775 2 596.350769 -2.18086004 -0.001299462 46.8563397534485722 KPNA3 importin subunit alpha-4 3839 NP_002258.2 33.39731286 1 7 12 92 521 57.775 4.94 1.14 1.1 1.1 1.11 Significant 0.000143 EAAWAISNLTISGR 18 34485722 1xTMT6plex [N-Term] 1.213 1.184 1.119 5.185623646 68.33 0 1717.943449 2 859.4738159 -1.801091918 -0.001547087 70.33436707DSQVVQVVLDGLK 10 34485722 2xTMT6plex [N-Term; K13] 1.305 1.362 1.107 5.0033741 39.77 0 1858.104984 3 620.0394287 -0.673555691 -0.000417179 91.13504756AQNVTLEAILQNATSDNPVVQLSAVQAAR 18 34485722 1xTMT6plex [N-Term] 100 1.493 1.253 8.078822136 103.51 0 3250.759283 3 1084.255981 -1.812519338 -0.001964021 106.8985738IEVLQQHENEDIYK 6 34485722 2xTMT6plex [N-Term; K14] 1.11 1.034 1.201 4.414398193 40.46 0 2216.196318 3 739.4030151 -0.824060499 -0.00060876 53.59309994

SPHQNVCEQAVWALGNIIGDGPQCR 6 34485722 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C24] 1.86 1.882 100 8.195661545 44.57 0 3035.477723 3 1012.495911 -1.497061359 -0.001514765 86.07895423
DQVEYLVQQNVIPPFCNLLSVK 4 34485722 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C16] 1.459 1.337 5.032695293 46.74 0 3061.679649 3 1021.228455 -2.886892648 -0.002946247 106.5325738

NVPQEESLEDSDVDADFK 4 34485722 2xTMT6plex [N-Term; K18] 1.276 1.086 5.077010632 43.55 0 2495.218964 3 832.4099121 -1.515150346 -0.001260211 56.57528847SGILPILVK 8 34485722 2xTMT6plex [N-Term; K9] 0.987 0.818 0.958 3.636761665 47.85 0 1397.949594 2 699.4771729 -1.805942708 -0.001262308 83.79413632NPPIDDLIK 4 34485722 2xTMT6plex [N-Term; K9] 1.096 1.096 3.546767235 47.74 0 1482.893201 2 741.9494019 -1.128779241 -0.00083693 63.4278963VQTAALR 6 34485722 1xTMT6plex [N-Term] 1.092 1.183 1.136 2.790719271 26.02 0 987.6148454 2 494.3101501 -1.84458247 -0.000910869 24.05334257GDFGTQK 6 34485722 2xTMT6plex [N-Term; K7] 1.136 1.073 1.126 2.107727289 12.05 0 1210.683208 2 605.8449707 -0.448939695 -0.000271762 26.84919363KLLSSDR 2 34485722 2xTMT6plex [N-Term; K1] 1.33 1.923608422 1.76 1 1276.798907 3 426.2711487 -0.010914074 -4.65E-06 28.414652584504901 KPNA4 importin subunit alpha-3 3840 NP_002259.1 43.57005758 1 9 14 95 521 57.851 4.96 1.25 1.27 1.38 1.3 Significant 0.000965 VQNTSLEAIVQNASSDNQGIQLSAVQAAR 4 4504901 1xTMT6plex [N-Term] 100 7.709031582 55.49 0 3241.697411 3 1081.237061 -0.241462813 -0.000260916 79.56103605EAAWAISNLTISGR 18 4504901 1xTMT6plex [N-Term] 1.213 1.184 1.119 5.185623646 68.33 0 1717.943449 2 859.4738159 -1.801091918 -0.001547087 70.33436707KDQVAYLIQQNVIPPFCNLLTVK 8 4504901 3xTMT6plex [N-Term; K1; K23]; 1xCarbamidomethyl [C17] 2.589 1.695 1.863 6.584135532 42.58 1 3388.963365 4 847.994873 -1.682748347 -0.001425693 108.7427353
AVGNIVTGTDEQTQVVLNCDALSHFPALLTHPK 12 4504901 2xTMT6plex [N-Term; K33]; 1xCarbamidomethyl [C19] 1.438 1.408 1.393 7.241428375 52.55 0 4004.131556 5 801.6308594 -1.589796667 -0.001273151 91.79703207

NVPHEDICEDSDIDGDYR 6 4504901 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.289 1.453 1.404 6.754587173 80.79 0 2378.040399 3 793.3511353 -0.650202697 -0.000515403 36.11789463DAQVVQVVLDGLSNILK 9 4504901 2xTMT6plex [N-Term; K17] 1.089 1.455 1.474 5.668334007 58.68 0 2269.353153 3 757.12323 0.873941283 0.000661094 113.19747SGILPILVHCLER 6 4504901 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.24 1.353 2.264 5.237158298 40.16 0 1736.009027 3 579.3410034 -0.328279453 -0.000189965 86.58268722IEQLQNHENEDIYK 6 4504901 2xTMT6plex [N-Term; K14] 1.274 1.164 1.136 5.396680355 35.26 0 2231.170832 3 744.3950195 -0.146383345 -0.000108869 44.29090533
LLHSPHQNVCEQAVWALGNIIGDGPQCR 4 4504901 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C27] 0.882 100 6.373392582 16.96 0 3398.704763 4 850.4307251 -1.086337188 -0.000923035 82.71163581NEVVVELR 4 4504901 1xTMT6plex [N-Term] 1.192 1.212 2.879039764 29.84 0 1186.699303 2 593.8534546 0.277542665 0.00016468 41.33147564NPPIDDLIK 4 4504901 2xTMT6plex [N-Term; K9] 1.096 1.096 3.546767235 47.74 0 1482.893201 2 741.9494019 -1.128779241 -0.00083693 63.4278963VQTAALR 6 4504901 1xTMT6plex [N-Term] 1.092 1.183 1.136 2.790719271 26.02 0 987.6148454 2 494.3101501 -1.84458247 -0.000910869 24.05334257GDFGTQK 6 4504901 2xTMT6plex [N-Term; K7] 1.136 1.073 1.126 2.107727289 12.05 0 1210.683208 2 605.8449707 -0.448939695 -0.000271762 26.84919363KLLSSDR 2 4504901 2xTMT6plex [N-Term; K1] 1.33 1.923608422 1.76 1 1276.798907 3 426.2711487 -0.010914074 -4.65E-06 28.41465258133925811 TNPO1 transportin-1 isoform 1 3842 NP_002261.3 31.73719376 1 15 22 163 898 102.289 4.98 1.01 1.02 1.05 1.03 Significant 0.000137 QSSFALLGDLTK 16 133925811 2xTMT6plex [N-Term; K12] 1.136 1.138 1.115 5.057903767 67.41 0 1738.015107 2 869.5108643 -0.376846192 -0.000327482 82.99280725TLLENTAITIGR 6 133925811 1xTMT6plex [N-Term] 1.082 1.075 1.011 4.292747021 38.79 0 1530.905273 2 765.9563599 0.111088887 8.50E-05 63.12938595SHAVACVNQFIISR 10 133925811 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.399 1.449 1.373 6.02127552 51.11 0 1830.984603 3 610.9985962 -1.83927586 -0.001122562 51.95056706ATVGILITTIASK 6 133925811 2xTMT6plex [N-Term; K13] 0.852 0.995 0.906 3.456348419 42.19 0 1746.114093 3 582.7091064 -0.759706406 -0.000442178 96.78310372ESQSPDTTIQR 6 133925811 1xTMT6plex [N-Term] 1.145 0.931 1.016 4.700488567 43.35 0 1490.764816 2 745.8856201 -0.572018883 -0.000426373 18.29286007GDVEEDETIPDSEQDIRPR 12 133925811 1xTMT6plex [N-Term] 0.947 1.157 0.932 6.437058449 40.43 0 2429.162956 3 810.3904419 -2.54567788 -0.002061289 35.42929539

LCSLLDSEDYNTCEGAFGALQK 12 133925811 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C2; C13] 1.735 1.766 100 5.492233753 46.94 0 2949.43743 3 983.8167725 -0.564791499 -0.000555272 87.67540919
YAHWVVSQPPDTYLKPLMTELLK 4 133925811 3xTMT6plex [N-Term; K15; K23] 1.226 1.129 5.59829855 20.23 0 3416.925917 4 854.9851685 -2.069902025 -0.001768175 106.6306238GELQNWPDLLPK 12 133925811 2xTMT6plex [N-Term; K12] 1.1 1.331 1.186 3.896929979 53.58 0 1868.068205 2 934.5375977 -0.153285356 -0.000143174 82.54887085SECLNNIGDSSPLIR 6 133925811 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.161 1.419 1.878 4.490511417 64.79 0 1903.974492 2 952.4907837 -0.105535651 -0.000100469 52.87052475

SNILTLMYQCMQDK 6 133925811 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 1.033 0.988 5.044919491 29.38 0 2203.132538 3 735.0483398 -0.940387704 -0.0006906 96.14285278
FSDQFPLPLK 14 133925811 2xTMT6plex [N-Term; K10] 0.968 0.902 1.061 3.974103689 47.86 0 1649.9667 2 825.4864502 -0.652406727 -0.000538225 82.77659049

ICEDSAEILDSDVLDRPLNIMIPK 3 133925811 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C2] 100 0.98 3.342169046 16.83 0 3214.710357 4 804.4338989 1.06041688 0.000852233 100.2559061
DELLPHILPLLK 3 133925811 2xTMT6plex [N-Term; K12] 0.308 0.249 2.843991756 14.88 0 1859.177027 3 620.3965454 -1.045758151 -0.000648083 97.03677483ELLFHHEWVVK 4 133925811 2xTMT6plex [N-Term; K11] 0.635 0.678 3.886554003 18.24 0 1895.09436 4 474.5287781 -0.568755485 -0.000269461 60.34848302SITCWTLSR 6 133925811 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.972 1.139 0.786 3.68353796 28.97 0 1352.719387 2 676.8624878 -1.247874525 -0.000844012 52.52029429NQVGDENWR 6 133925811 1xTMT6plex [N-Term] 1.002 1.273 0.727 3.50179553 29.11 0 1346.665043 2 673.8359375 -0.330074655 -0.00022225 31.84855387ALVMLLEVR 6 133925811 1xTMT6plex [N-Term] 1.168 1.46 1.024 3.421849489 43.61 0 1272.791095 2 636.8994751 0.454477813 0.000289228 89.25530033ALVMLLEVR 6 133925811 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.251 1.375 1.158 2.16605401 20.85 0 1288.78601 2 636.8994751 0.454477813 0.000289228 89.25530033SLSGLILK 4 133925811 2xTMT6plex [N-Term; K8] 1.142 1.035 3.233292103 35.11 0 1288.860444 2 644.9335327 -0.508635605 -0.00032778 71.61353281LKSEDEPTR 4 133925811 2xTMT6plex [N-Term; K2] 1.465 1.026 2.720147133 7.42 1 1532.868443 3 511.6274414 -0.438211937 -0.000223907 21.42185228LAAFYGV 4 133925811 1xTMT6plex [N-Term] 1.185 0.967 2.372602463 37.36 0 969.5606846 2 485.2838135 -0.344792111 -0.000167148 72.79723204DNEEKDSAFR 7 133925811 2xTMT6plex [N-Term; K5] 1.027 1.021 0.966 2.582842112 1.5 1 1668.859334 3 556.9579468 -0.028407408 -1.58E-05 23.2408174324797086 IPO5 importin-5 3843 NP_002262.3 57.39910314 1 39 42 367 1115 125.464 4.92 1.14 1.22 1.14 1.16 Significant 0.000522 TKENVNATENCISAVGK 4 24797086 3xTMT6plex [N-Term; K2; K17]; 1xCarbamidomethyl [C11] 1.378 1.145 5.553543091 42.16 1 2522.385148 3 841.4671631 0.70891149 0.000596049 39.47449704

AIGTEPDSDVLSEIMHSFAK 12 24797086 2xTMT6plex [N-Term; K20] 1.33 1.187 1.242 6.434877872 53.18 0 2605.358375 3 869.1243896 0.092557444 8.04E-05 103.2000828
TIECISLIGLAVGK 12 24797086 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 1.333 1.324 1.268 4.663300991 58.31 0 1932.160391 2 966.5825806 -1.297313204 -0.001253309 97.45955417

FMQDASDVMQLLLK 6 24797086 2xTMT6plex [N-Term; K14]; 1xOxidation [M2] 1.069 1.1 0.895 4.24022913 43.48 0 2113.143755 3 705.0516968 -1.522720809 -0.001072576 107.6342074FMQDASDVMQLLLK 6 24797086 2xTMT6plex [N-Term; K14] 0.977 1.065 0.849 4.041602612 28.7 0 2097.14884 3 705.0516968 -1.522720809 -0.001072576 107.6342074
YAACNAVGQMATDFAPGFQK 6 24797086 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C4] 1.168 0.994 6.010303974 47.66 0 2605.294335 3 869.1030884 0.144692564 0.000125656 76.27668419

EFQQYLPVVMGPLMK 4 24797086 2xTMT6plex [N-Term; K15]; 1xOxidation [M14] 0.875 0.793 4.657828808 43.81 0 2254.23799 3 746.7522583 -0.381052293 -0.000284296 102.5238211LLSSAFDEVYPALPSDVQTAIK 14 24797086 2xTMT6plex [N-Term; K22] 1.114 1.456 1.299 5.885580063 62.52 0 2822.559183 2 1411.784668 1.019138064 0.001438289 100.3206065EFQQYLPVVMGPLMK 6 24797086 2xTMT6plex [N-Term; K15] 1.09 1.322 1.227 5.088320255 51.17 0 2238.243075 3 746.7522583 -0.381052293 -0.000284296 102.5238211
CIEVMGDGCLNNEHFEELGGILK 2 24797086 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C1; C9] 1.27 2.566801786 11.41 0 3092.525533 3 1031.512329 -1.00221818 -0.001033128 81.13972135

IFSIIAEGEMHEAIK 10 24797086 2xTMT6plex [N-Term; K15] 0.962 0.873 0.943 6.268445969 55.47 0 2146.198233 3 716.0718994 1.356907365 0.000970731 87.83510453VAAAESMPLLLECAR 22 24797086 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.991 1.196 1.293 4.995791912 65.83 0 1859.992056 2 930.4989624 -0.756957702 -0.000703968 75.39151626QVQTSGGLWTECIAQLSPEQQAAIQELLNSA 3 24797086 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 100 1.096 3.781853914 22.17 0 3599.821291 3 1200.611084 -0.720176549 -0.000864169 112.4050044QAAAYGLGVMAQYGGDNYRPFCTEALPLLVR 2 24797086 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 1.819 6.973470211 33.34 0 3630.839859 4 908.4655151 0.102435494 9.30E-05 95.32708863NLIDEDGNNQWPEGLK 14 24797086 2xTMT6plex [N-Term; K16] 1.3 1.241 1.063 4.534324169 58.33 0 2300.192296 3 767.4003296 -2.547665462 -0.001953373 64.62200642ATAAFILANEHNVALFK 10 24797086 2xTMT6plex [N-Term; K17] 0.917 0.729 0.841 5.929494381 39.66 0 2288.316708 3 763.4418335 -2.517641766 -0.001920387 88.53812706TQTDFNDMEDDDPQISYMISAWAR 2 24797086 1xTMT6plex [N-Term] 2.104 5.055068493 60.21 0 3078.365831 3 1026.789551 -3.81119623 -0.003910752 93.67305222
VQAHAAAALINFTEDCPK 8 24797086 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 1.153 1.034 1.089 6.337011814 46.81 0 2414.290236 3 805.4335938 -1.660061388 -0.001335957 73.14027624

HFADLLPGFLQAVNDSCYQNDDSVLK 10 24797086 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C17] 1.486 1.285 5.722371578 50.1 0 3424.724761 3 1142.245728 -0.622520921 -0.000710654 100.0740576
FVPYYDLFMPSLK 22 24797086 2xTMT6plex [N-Term; K13] 1.127 1.259 1.176 3.976233721 35.8 0 2078.143678 3 698.7175293 -0.266706023 -0.000186173 99.86744301RQDEDYDEQVEESLQDEDDNDVYILTK 2 24797086 2xTMT6plex [N-Term; K27] 1.409 4.190517902 14.25 1 3761.755388 3 1254.589111 -0.693058255 -0.000869039 66.69388189EGFVEYTEQVVK 6 24797086 2xTMT6plex [N-Term; K12] 1.077 1.06 1.137 4.656679153 66.51 0 1886.031151 2 943.5188599 -0.375218319 -0.000353837 71.16558895

IFSIIAEGEMHEAIKHEDPCAK 4 24797086 3xTMT6plex [N-Term; K15; K22]; 1xCarbamidomethyl [C20] 1.344 1.597 4.982949734 20.72 1 3212.705102 5 643.3471069 0.412928646 0.000265324 77.51091737FLFDSVSSQNVGLR 22 24797086 1xTMT6plex [N-Term] 1.01 1.027 1.109 4.593614101 62.5 0 1797.969664 2 899.487793 -0.753512435 -0.000677396 73.72027955LCGDTSLNNMQR 4 24797086 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.304 1.779 4.294677258 56.53 0 1637.793691 2 819.4009399 0.55716591 0.000456261 36.78214745VIAALLQTMEDQGNQR 17 24797086 1xTMT6plex [N-Term] 1.038 1.115 1.268 5.330474854 66.56 0 2016.07454 3 672.6955566 -1.201879235 -0.000807693 100.9721719VIAALLQTMEDQGNQR 8 24797086 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.803 1.094 3.642164946 40.63 0 2032.069455 3 672.6955566 -1.201879235 -0.000807693 100.9721719LVLEQVVTSIASVADTAEEK 8 24797086 2xTMT6plex [N-Term; K20] 1.278 4.645 5.633593082 54.06 0 2560.44857 3 854.1539917 -0.44830908 -0.000382624 112.8940127SLVEIADTVPK 16 24797086 2xTMT6plex [N-Term; K11] 1.149 1.214 1.167 4.157475948 62.75 0 1629.982744 2 815.4937134 -1.591429233 -0.001297001 69.03014101EHIMQMLQNPDWK 6 24797086 2xTMT6plex [N-Term; K13] 1.298 1.251 1.161 4.283439159 34.9 0 2128.108372 3 710.0410156 0.057151695 4.05E-05 69.60971871VSDILHSIFSSYK 6 24797086 2xTMT6plex [N-Term; K13] 0.723 0.796 0.721 3.971018791 27.1 0 1954.104984 3 652.0392456 -0.921574638 -0.000600285 96.24599379
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SLLIPYLDNLVK 4 24797086 2xTMT6plex [N-Term; K12] 0.532 3.286058903 28.19 0 1846.145393 3 616.0526123 -1.142421364 -0.000703025 104.650444
MLVQCMQDQEHPSIR 2 24797086 1xTMT6plex [N-Term]; 1xOxidation [M1]; 1xCarbamidomethyl [C5] 1.233 2.451758146 8.54 0 2117.013931 3 706.3411865 -2.326158376 -0.001641503 40.4860669

FVPYYDIFMPSLK 28 24797086 2xTMT6plex [N-Term; K13]; 1xOxidation [M9] 1.117 1.341 1.18 3.535931826 36.71 0 2094.138593 3 698.7175293 -0.266706023 -0.000186173 99.86744301VCDIAAELAR 6 24797086 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.109 1.372 1.14 3.874469757 43.19 0 1346.729952 2 673.8678589 -1.121603155 -0.000755248 58.36634317QAEETYENIPGQSK 6 24797086 2xTMT6plex [N-Term; K14] 1.165 1.045 4.039390564 37.35 0 2052.06497 3 684.6928101 -0.532650883 -0.000364345 36.58416326YAEYFLRPMLQYVCDNSPEVR 4 24797086 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.477 0.788 4.387180328 17.84 0 2879.405787 3 960.4723511 -1.141435972 -0.001095552 100.7399947NTTAAEEAR 6 24797086 1xTMT6plex [N-Term] 1.215 1.329 0.716 3.39628768 52 0 1191.616696 2 596.3115845 -0.674214024 -0.000401702 15.76678283HIVENAVQK 8 24797086 2xTMT6plex [N-Term; K9] 1.229 1.246 1.457 3.947187424 49.68 0 1495.899683 2 748.4540405 0.74945847 0.000560557 27.70347665ITFLLQAIR 12 24797086 1xTMT6plex [N-Term] 1.196 1.276 1.507 3.785907984 36.3 0 1303.829923 2 652.4177246 -1.342852483 -0.000875426 100.01328VIQSADSK 10 24797086 2xTMT6plex [N-Term; K8] 1.135 1.081 1.058 3.143205166 29.84 0 1305.777837 2 653.3925171 -0.060760958 -3.97E-05 28.88698806FYFHDGVR 6 24797086 1xTMT6plex [N-Term] 1.056 1.07 1.057 2.995177031 29.38 0 1269.657773 3 423.890686 -0.211028938 -8.93E-05 39.34070823LVLPMIK 12 24797086 2xTMT6plex [N-Term; K7] 1.263 1.327 1.334 3.013749123 31.59 0 1271.852522 2 636.4293823 -0.813200858 -0.000517136 85.2994547AKLEEHFK 4 24797086 3xTMT6plex [N-Term; K2; K8] 1.665 1.741 3.255506992 11.24 1 1689.030253 4 423.01297 -0.119948821 -5.06E-05 36.45119308TAGLEEK 6 24797086 2xTMT6plex [N-Term; K7] 1.164 1.256 1.345 3.199341059 35.88 0 1205.714174 2 603.3605347 -0.31628065 -0.000190672 26.93587858LMVPLLK 4 24797086 2xTMT6plex [N-Term; K7] 1.057 1.082 2.821388006 18.32 0 1271.852522 2 636.4291382 -1.197114277 -0.000761276 85.6709667724430190 KRT15 keratin, type I cytoskeletal 15 3866 NP_002266.2 68.20175439 1 22 31 1092 456 49.167 4.77 0.65 0.72 0.7 0.69 Significant 0.000909 ALEEANADLEVK 200 24430190 2xTMT6plex [N-Term; K12] 0.415 0.401 0.403 5.022320271 84.19 0 1759.984201 2 880.4957886 0.056778031 5.00E-05 52.41881847TMQELEIELQSQLSMK 16 24430190 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 0.609 0.577 0.57 4.272625923 49.58 0 2382.266055 3 794.760376 0.218321412 0.000173367 91.35424701
TMQELEIELQSQLSMK 11 24430190 2xTMT6plex [N-Term; K16]; 2xOxidation [M2; M15] 0.818 0.602 0.595 3.58223629 33.16 0 2398.26097 3 794.760376 0.218321412 0.000173367 91.35424701

TDLEMQIEGLNEELAYLK 12 24430190 2xTMT6plex [N-Term; K18]; 1xOxidation [M5] 0.984 0.711 0.758 5.361705303 42.33 0 2583.362792 3 856.460022 -0.920764824 -0.000787981 103.8590162TDLEMQIEGLNEELAYLK 22 24430190 2xTMT6plex [N-Term; K18] 0.763 0.83 0.767 5.286608696 53.92 0 2567.367877 3 856.460022 -0.920764824 -0.000787981 103.8590162AGLENSLAETECR 16 24430190 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.515 0.528 0.551 5.40895462 82.34 0 1678.826765 2 839.914917 -2.506253601 -0.002103783 38.06373236
CEMEAQNQEYK 10 24430190 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 0.409 0.596 0.581 4.235494137 50.57 0 1887.898105 2 944.4502563 -2.578907556 -0.002434357 28.50496747FVSSGSGGGYGGGMR 5 24430190 1xTMT6plex [N-Term] 0.564 0.603 0.775 4.784804821 69.31 0 1604.768856 2 810.8853149 -0.257691587 -0.000208829 27.61980027FVSSGSGGGYGGGMR 26 24430190 1xTMT6plex [N-Term]; 1xOxidation [M14] 0.56 0.563 0.516 5.016614437 76.31 0 1620.763771 2 810.8853149 -0.257691587 -0.000208829 27.61980027EVASNTEMIQTSK 18 24430190 2xTMT6plex [N-Term; K13] 0.465 0.497 0.557 4.923785686 53.69 0 1896.014849 2 956.5084839 -0.037963489 -3.63E-05 31.65096261YATQLQQIQGLIGGLEAQLSELR 2 24430190 1xTMT6plex [N-Term] 100 4.88603878 28.12 0 2758.530059 3 920.180603 -1.016105646 -0.000934319 113.0019121TEELNKEVASNTEMIQTSK 6 24430190 3xTMT6plex [N-Term; K6; K19] 1.497 1.343 4.899881363 15.28 1 2839.532599 3 947.1792603 -3.300517938 -0.003123976 54.64732098GGSLLAGGGGFGGGSLSGGGGSR 14 24430190 1xTMT6plex [N-Term] 0.517 0.642 0.567 5.997117996 109.5 0 2051.046745 2 1026.025879 -1.10375227 -0.001131924 51.59489653EVASNTEMIQTSK 12 24430190 2xTMT6plex [N-Term; K13]; 1xOxidation [M8] 0.565 0.508 0.478 3.824068546 72.19 0 1912.009764 2 956.5084839 -0.037963489 -3.63E-05 31.65096261VLDELTLAR 291 24430190 1xTMT6plex [N-Term] 0.733 0.783 0.664 3.557556391 45.28 0 1258.756818 2 629.8817749 -0.432851925 -0.000272428 116.7449269SLLEGQDAK 4 24430190 2xTMT6plex [N-Term; K9] 0.957 0.84 3.538519859 43.39 0 1418.825515 2 709.9160156 -0.536133578 -0.00038034 38.39192004IMATTIDNSR 8 24430190 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.737 0.753 0.701 2.750258207 39.14 0 1366.719781 2 675.8654175 -0.968072104 -0.0006538 40.45917832LASYLDKVR 20 24430190 2xTMT6plex [N-Term; K7] 0.89 0.909 0.949 4.126904488 27.76 1 1522.935734 3 508.3163147 -0.882261919 -0.000447876 59.66288583VILEIDNAR 32 24430190 1xTMT6plex [N-Term] 0.933 1.069 0.96 3.339998245 47.63 0 1271.752067 2 636.3791504 -0.820009479 -0.000521424 52.53940094DVEAWFFSK 12 24430190 2xTMT6plex [N-Term; K9] 0.61 0.604 0.576 4.115145206 43.39 0 1586.861901 2 793.9341431 -0.561685416 -0.000445659 84.9140979LKYENELALR 17 24430190 2xTMT6plex [N-Term; K2] 0.908 0.872 0.892 4.451560974 19.81 1 1707.020527 2 854.0141602 0.302903505 0.000258531 50.9450052LEQEIATYR 48 24430190 1xTMT6plex [N-Term] 0.403 0.459 0.426 4.04059124 49.9 0 1351.741896 2 676.3742065 -0.562048173 -0.000379872 45.46045899ITMQNLNDR 48 24430190 1xTMT6plex [N-Term] 0.754 0.701 0.725 3.711596489 42.99 0 1333.70955 2 667.3574219 -1.486920447 -0.00099156 36.6817665EQYEAMAEK 12 24430190 2xTMT6plex [N-Term; K9] 0.531 0.551 0.518 3.955823898 52.53 0 1556.803065 2 778.9055176 0.445314032 0.000346633 36.50198384IMATTIDNSR 4 24430190 1xTMT6plex [N-Term] 0.959 1.031 3.300713301 43.62 0 1350.724866 2 675.8654175 -0.968072104 -0.0006538 40.45917832TMQELEIELQSQLSMK 5 24430190 2xTMT6plex [N-Term; K16] 0.373 0.509 2.219816446 14.5 0 2366.27114 3 794.760376 0.218321412 0.000173367 91.35424701

QTPTSPECDYSQYFK 12 24430190 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 0.733 0.815 0.85 3.976444483 32.16 0 2309.116019 3 770.3762207 -0.827433792 -0.00063688 55.40890401
ITMQNLNDR 142 24430190 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.81 0.804 0.763 2.600718737 35.75 0 1349.704465 2 667.3574219 -1.486920447 -0.00099156 36.6817665SISASSAR 6 24430190 1xTMT6plex [N-Term] 0.627 0.524 0.629 3.158163786 39.71 0 1007.568289 2 504.2878418 0.116998273 5.89E-05 17.06414129NHEEEMK 2 24430190 2xTMT6plex [N-Term; K7] 0.521 3.847370863 24.68 0 1374.708771 3 458.907135 -1.396128943 -0.000639757 22.49197684RDVEAWFFSK 4 24430190 2xTMT6plex [N-Term; K10] 0.784 0.702 3.491766453 13.25 1 1742.963012 3 581.6586914 -0.855337285 -0.00049694 69.3100302EQYEAMAEK 12 24430190 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.598 0.65 0.534 2.384942532 36.06 0 1572.79798 2 778.9055176 0.445314032 0.000346633 36.50198384KNHEEEMK 6 24430190 3xTMT6plex [N-Term; K1; K8] 0.594 0.57 0.629 3.491300344 14.35 1 1731.966666 4 433.7470398 -0.194409234 -8.42E-05 19.53003438LASYLDK 61 24430190 2xTMT6plex [N-Term; K7] 0.463 0.453 0.46 3.245794058 35.62 0 1267.76621 2 634.3866577 -0.134749066 -8.54E-05 54.2253681LAADDFR 46 24430190 1xTMT6plex [N-Term] 0.729 0.728 0.675 2.713929176 28.25 0 1036.562475 2 518.7846069 -0.519228532 -0.000269106 49.42210644TEITDLRR 6 24430190 1xTMT6plex [N-Term] 0.86 1.052 0.799 3.225487947 28.32 1 1232.716016 3 411.5769043 0.116637265 4.79E-05 22.85201167IHDWYQK 4 24430190 2xTMT6plex [N-Term; K7] 0.827 1.161 3.626618862 17.62 0 1447.809806 3 483.2749329 0.303613073 0.000146525 38.80069811MAGIGIR 10 24430190 1xTMT6plex [N-Term] 0.711 0.986 0.711 2.735927582 21.8 0 946.5705378 2 473.7881775 -1.541839169 -0.00072973 50.45237735TIEELRDK 5 24430190 2xTMT6plex [N-Term; K8] 1.127 1.244 1.113 3.053914547 12.85 1 1461.867714 3 487.9599609 -1.631404454 -0.000794966 37.1357512724234699 KRT19 keratin, type I cytoskeletal 19 3880 NP_002267.2 84.25 1 28 44 2522 400 44.079 5.14 0.86 0.87 0.85 0.86 Significant 0.0000451 TDLEMQIEGLKEELAYLKK 8 24234699 4xTMT6plex [N-Term; K11; K18; K19] 0.788 0.918 0.473 8.784190178 37.29 2 3167.840739 4 792.7154541 -0.237582572 -0.000188156 109.8356164FGAQLAHIQALISGIEAQLGDVR 13 24234699 1xTMT6plex [N-Term] 0.82 0.611 0.403 6.086419106 48.69 0 2636.47215 3 879.4938965 -1.901740883 -0.001671296 112.8590613DYSHYYTTIQDLRDKILGATIENSR 18 24234699 2xTMT6plex [N-Term; K15] 0.075 0.081 0.126 7.388005257 21.52 2 3430.800703 4 858.4555664 -0.077927873 -6.68E-05 90.4441651TLQGLEIELQSQLSMK 92 24234699 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 0.822 0.812 0.759 5.076756001 67.65 0 2292.288505 2 1138.647949 -2.182408509 -0.002483901 97.80226596TLQGLEIELQSQLSMK 202 24234699 2xTMT6plex [N-Term; K16] 0.852 0.869 0.78 5.724103928 75.41 0 2276.29359 2 1138.647949 -2.182408509 -0.002483901 97.80226596SLLEGQEDHYNNLSASK 48 24234699 2xTMT6plex [N-Term; K17] 0.777 0.865 0.767 5.959276199 70.62 0 2363.224324 3 788.4159546 3.802656159 0.00299551 45.76913791ALEAANGELEVK 18 24234699 2xTMT6plex [N-Term; K12] 0.664 0.646 0.753 4.998400688 61.15 0 1701.978721 2 851.4929199 -0.092901426 -7.91E-05 51.3171354EVAGHTEQLQMSR 103 24234699 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.787 0.839 0.773 4.885277271 51.42 0 1730.869299 2 857.9431152 2.665098268 0.002285154 25.57079951EVAGHTEQLQMSR 104 24234699 1xTMT6plex [N-Term] 0.76 0.788 0.809 6.178822517 62.3 0 1714.874384 2 857.9431152 2.665098268 0.002285154 25.57079951MSVEADINGLR 10 24234699 1xTMT6plex [N-Term] 0.797 0.776 1.028 4.154336452 55.55 0 1433.76198 2 717.3855591 1.298579603 0.000930927 52.5000768QSSATSSFGGLGGGSVR 97 24234699 1xTMT6plex [N-Term] 0.83 0.865 0.757 6.374173641 109.39 0 1783.913606 2 892.4610596 0.693301862 0.000618395 36.94112824SLLEGQEDHYNNLSASKVL 4 24234699 2xTMT6plex [N-Term; K17] 0.929 1.319 4.82186842 21.14 1 2575.376802 3 859.1305542 0.119422391 0.000102519 61.76578953SQYEVMAEQNR 88 24234699 1xTMT6plex [N-Term] 0.799 0.782 0.753 4.749808788 64.13 0 1583.768522 2 792.3875122 -0.488553679 -0.000386878 37.09108735GQVGGQVSVEVDSAPGTDLAK 286 24234699 2xTMT6plex [N-Term; K21] 0.874 0.885 0.894 7.213860035 92.84 0 2472.334603 2 1236.671265 0.262924312 0.000325018 55.56438832TDLEMQIEGLK 30 24234699 2xTMT6plex [N-Term; K11] 0.645 0.672 0.614 5.163934708 70.04 0 1734.971193 2 867.9886475 -0.677145609 -0.000587414 68.70350534AALEDTLAETEAR 66 24234699 1xTMT6plex [N-Term] 0.827 0.852 0.831 5.561593533 79.69 0 1618.848546 2 809.9280396 0.158483981 0.000128281 50.70745789DYSHYYTTIQDLR 65 24234699 1xTMT6plex [N-Term] 1.097 1.162 1.155 5.238806725 51.98 0 1903.938758 2 952.4725342 -0.507427364 -0.000483055 52.10131853DKILGATIENSR 22 24234699 2xTMT6plex [N-Term; K2] 1.429 1.725 1.784 4.731399536 32.76 1 1775.042719 2 888.0245361 -0.519933613 -0.000461452 44.28821782TDLEMQIEGLKEELAYLK 10 24234699 3xTMT6plex [N-Term; K11; K18] 1.133 0.426 6.082342625 22.45 1 2810.582844 4 703.4008179 -0.499037283 -0.000350646 112.2829496

TDLEMQIEGLKEELAYLK 17 24234699 3xTMT6plex [N-Term; K11; K18]; 1xOxidation [M5] 1.269 1.132 1.127 5.775822163 17.78 1 2826.577759 4 703.4008179 -0.499037283 -0.000350646 112.2829496APSIHGGSGGR 30 24234699 1xTMT6plex [N-Term] 0.723 0.719 0.694 4.307897568 60.94 0 1224.664649 3 408.8927002 -0.899580194 -0.000367228 17.73376169NHEEEISTLR 17 24234699 1xTMT6plex [N-Term] 1.188 1.111 1.075 4.668050289 38.06 0 1456.759337 2 728.8834229 0.159246019 0.000115992 21.60376795ILGATIENSR 22 24234699 1xTMT6plex [N-Term] 1.14 1.172 1.199 4.522993088 54.01 0 1302.757881 2 651.8814697 -1.702393751 -0.001108903 41.53125999KNHEEEISTLR 52 24234699 2xTMT6plex [N-Term; K1] 1.251 1.271 1.323 5.135971546 40.43 1 1814.017232 2 907.5112305 -1.128844017 -0.001023871 23.18425026KDAEAWFTSR 40 24234699 2xTMT6plex [N-Term; K1] 0.894 0.917 0.913 4.688370228 32.69 1 1668.910976 2 834.9590454 -0.097075093 -8.10E-05 47.50245585VLDELTLAR 291 24234699 1xTMT6plex [N-Term] 0.733 0.783 0.664 3.557556391 45.28 0 1258.756818 2 629.8817749 -0.432851925 -0.000272428 116.7449269IVLQIDNAR 29 24234699 1xTMT6plex [N-Term] 0.878 0.955 1.184 3.873217821 49.7 0 1270.768051 2 635.8876343 -0.046826258 -2.98E-05 54.4267039EVAGHTEQLQMSRSEVTDLR 2 24234699 1xTMT6plex [N-Term] 2.286 4.860822678 8.46 1 2515.277215 4 629.5727539 -3.192202812 -0.002007319 38.50374701LASYLDKVR 20 24234699 2xTMT6plex [N-Term; K7] 0.89 0.909 0.949 4.126904488 27.76 1 1522.935734 3 508.3163147 -0.882261919 -0.000447876 59.66288583LEQEIATYR 48 24234699 1xTMT6plex [N-Term] 0.403 0.459 0.426 4.04059124 49.9 0 1351.741896 2 676.3742065 -0.562048173 -0.000379872 45.46045899ITMQNLNDR 48 24234699 1xTMT6plex [N-Term] 0.754 0.701 0.725 3.711596489 42.99 0 1333.70955 2 667.3574219 -1.486920447 -0.00099156 36.6817665TKFETEQALR 54 24234699 2xTMT6plex [N-Term; K2] 1.035 0.968 0.944 3.691177845 30.54 1 1680.968491 2 840.9879761 0.109745327 9.22E-05 37.47456958MSVEADINGLR 14 24234699 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.854 0.872 0.864 2.590864182 44.19 0 1449.756895 2 717.3855591 1.298579603 0.000930927 52.5000768DAEAWFTSR 50 24234699 1xTMT6plex [N-Term] 0.825 0.925 0.81 3.815440893 50.69 0 1311.653081 2 656.3308105 0.963077637 0.000631612 49.23349739SQYEVMAEQNR 143 24234699 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.796 0.79 0.827 3.780551195 44.21 0 1599.763437 2 792.3875122 -0.488553679 -0.000386878 37.09108735MSVEADINGLRR 4 24234699 1xTMT6plex [N-Term] 0.978 1.102 4.289259434 30.19 1 1589.863091 3 530.6251831 -1.317461614 -0.000698195 55.90569932SQYEVMAEQNRK 2 24234699 2xTMT6plex [N-Term; K12] 2.825 1.707669497 6.13 1 1941.026417 3 647.6802368 -0.133594669 -8.64E-05 30.42745208GVSVSSAR 21 24234699 1xTMT6plex [N-Term] 0.8 0.741 0.83 3.589431524 44.21 0 991.5733745 2 496.2902832 -0.085423583 -4.24E-05 18.55100729ITMQNLNDR 142 24234699 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.81 0.804 0.763 2.600718737 35.75 0 1349.704465 2 667.3574219 -1.486920447 -0.00099156 36.6817665FGPGVAFR 72 24234699 1xTMT6plex [N-Term] 0.696 0.751 0.838 3.101878166 43.78 0 1079.619931 2 540.3153687 3.269553096 0.001764937 113.9293786FETEQALR 21 24234699 1xTMT6plex [N-Term] 0.784 0.71 0.731 3.627225876 44.04 0 1222.662918 2 611.8341675 -1.520729087 -0.00092967 33.19966322TDLEMQIEGLK 6 24234699 2xTMT6plex [N-Term; K11]; 1xOxidation [M5] 0.634 0.707 0.757 2.448237658 38.41 0 1750.966108 2 867.9886475 -0.677145609 -0.000587414 68.70350534
TDLEMQIEGLKEELAYLKK 1 24234699 4xTMT6plex [N-Term; K11; K18; K19]; 1xOxidation [M5] 1.265 3.773237467 2 3183.835654 4 792.7154541 -0.237582572 -0.000188156 109.8356164

EELAYLKK 6 24234699 3xTMT6plex [N-Term; K7; K8] 1.223 1.185 1.209 2.58230567 12.86 1 1681.050319 3 561.0214233 -0.358436902 -0.00020085 53.3902773SEVTDLRR 10 24234699 1xTMT6plex [N-Term] 1.62 1.36 1.374 3.846018791 30.94 1 1204.684716 3 402.232666 -1.055000622 -0.000423648 19.49036143LASYLDK 61 24234699 2xTMT6plex [N-Term; K7] 0.463 0.453 0.46 3.245794058 35.62 0 1267.76621 2 634.3866577 -0.134749066 -8.54E-05 54.2253681SEVTDLR 28 24234699 1xTMT6plex [N-Term] 0.845 0.762 0.839 3.075762272 41.68 0 1048.583605 2 524.7953491 -0.174671635 -9.16E-05 23.7744007LAADDFR 46 24234699 1xTMT6plex [N-Term] 0.729 0.728 0.675 2.713929176 28.25 0 1036.562475 2 518.7846069 -0.519228532 -0.000269106 49.42210644EELAYLK 8 24234699 2xTMT6plex [N-Term; K7] 0.444 0.483 0.403 2.694995165 36.78 0 1323.792424 2 662.3990479 -1.212634885 -0.000802638 113.578584QNQEYQR 6 24234699 1xTMT6plex [N-Term] 0.844 0.85 0.803 2.792409897 27.18 0 1194.606465 2 597.8060303 -1.407587497 -0.000840757 98.37276901ADSERQNQEYQR 2 24234699 1xTMT6plex [N-Term] 100 2.505511522 5.37 1 1752.846254 3 584.9530029 -1.026285638 -0.00059964 14.81262862IRDWYQK 20 24234699 2xTMT6plex [N-Term; K7] 1.242 1.085 1.182 2.783718824 12.08 1 1466.852005 2 733.9291382 -0.685251688 -0.000502581 42.31466285167614504 LAMB1 laminin subunit beta-1 precursor 3912 NP_002282.2 23.57222844 1 34 34 158 1786 197.909 4.94 1.15 1.24 1.17 1.19 Significant 0.000528
GLNCELCMDFYHDLPWRPAEGR 6 167614504 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C7] 1.379 1.392 1.8 6.009300232 27.74 0 2965.374504 4 742.0990601 -0.031438061 -2.33E-05 77.62719199

ELAEQLEFIK 6 167614504 2xTMT6plex [N-Term; K10] 0.909 1.264 3.204743862 48.61 0 1677.982744 2 839.494873 -0.163688364 -0.000137333 77.38886371
GIETPQCDQSTGQCVCVEGVEGPR 2 167614504 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C7; C14; C16] 0.893 4.91951561 49.07 0 2892.312357 3 964.7750244 -0.635134656 -0.000612336 43.89792926
SCYQDPVTLQLACVCDPGYIGSR 6 167614504 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C13; C15] 1.646 1.534 1.397 6.034164429 55.29 0 2888.357851 3 963.4595947 2.208940172 0.002126737 71.85654284

EGFYDLSSEDPFGCK 6 167614504 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 1.176 1.457 4.125305653 43.38 0 2209.052357 2 1105.031128 1.187196567 0.00131129 71.95718657
SLDIFTVGGSGDGVVTNSAWETFQR 6 167614504 1xTMT6plex [N-Term] 0.793 0.934 1.564 5.863686085 65.34 0 2872.431467 3 958.1477661 -0.94755965 -0.000907267 90.96858036

YFAYDCEASFPGISTGPMK 8 167614504 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C6] 1.292 1.265 1.702 4.754135132 51.83 0 2599.261303 3 867.0917358 -0.249759602 -0.000216397 78.2468112
ELDSLQTEAESLDNTVK 10 167614504 2xTMT6plex [N-Term; K17] 1.19 1.189 1.258 5.353709698 51.3 0 2350.238971 3 784.0836182 -1.13592611 -0.000889899 68.48787279AAQNSGEAEYIEK 6 167614504 2xTMT6plex [N-Term; K13] 1.182 1.049 0.892 4.082488537 59.5 0 1867.980178 2 934.4924316 -1.387133965 -0.001295569 35.51504677NFLTQDSADLDSIEAVANEVLK 6 167614504 2xTMT6plex [N-Term; K22] 0.942 1.034 1.115 6.400809288 65.74 0 2850.513689 3 950.8426514 -0.101093511 -9.61E-05 112.4830359YSDIEPSTEGEVIFR 6 167614504 1xTMT6plex [N-Term] 1.154 1.397 1.121 4.204753876 47.87 0 1970.990853 2 985.9988403 -0.227741259 -0.000224438 59.05083545VESLSQVEVILQHSAADIAR 4 167614504 1xTMT6plex [N-Term] 1.048 1.007 7.973857403 56.24 0 2394.319004 3 798.7778931 0.051120681 4.08E-05 96.51215113KAAQNSGEAEYIEK 2 167614504 3xTMT6plex [N-Term; K1; K14] 1.999 3.985323668 32.61 1 2225.238073 3 742.4174194 -0.165244889 -0.00012257 35.40441569NIGNLFEEAEK 6 167614504 2xTMT6plex [N-Term; K11] 0.907 1.359 1.209 4.553017616 49.52 0 1721.947421 2 861.4771729 -0.204499203 -0.000176068 69.07155511LHTLGDNLLDSR 2 167614504 1xTMT6plex [N-Term] 0.82 4.071777821 29.64 0 1582.875036 3 528.2965698 0.076255329 4.02E-05 49.82164846FGYYGDALQQDCR 2 167614504 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.048 4.009571075 42.75 0 1821.842749 2 911.4249878 -0.027661038 -2.52E-05 49.0141267

LNVEGEHCDVCK 4 167614504 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C8; C11] 1.442 1.187 4.896878719 38.72 0 1917.956289 3 639.9901123 -0.263309409 -0.000168339 34.16039711IPSWTGAGFVR 8 167614504 1xTMT6plex [N-Term] 0.975 1.357 1.169 3.055973768 28.54 0 1419.794601 2 710.4018555 1.291586473 0.000916894 67.07230162TLDGELDEK 2 167614504 2xTMT6plex [N-Term; K9] 1.207 3.098986149 33.81 0 1477.81501 2 739.411499 0.481309819 0.000355643 40.7806897AEMLLEEAK 2 167614504 2xTMT6plex [N-Term; K9] 1.133 3.579791069 51.66 0 1491.849287 2 746.4289551 0.902447896 0.000673158 60.2950489AVITVQRPGR 6 167614504 1xTMT6plex [N-Term] 1.572 1.339 1.39 3.665290117 14.49 0 1325.821484 3 442.6116028 -0.926889785 -0.00040963 27.94902621KVENLIAK 4 167614504 3xTMT6plex [N-Term; K1; K8] 0.81 0.904 3.693720341 22.89 1 1602.055739 3 534.6896362 -0.863670695 -0.000461216 49.06625536EALEEAEK 4 167614504 2xTMT6plex [N-Term; K8] 1.34 1.302 3.547587872 37.86 0 1376.767332 2 688.8869019 -0.584440845 -0.00040232 41.12366647YEPQLPDHWEK 2 167614504 2xTMT6plex [N-Term; K11] 1.004 2.986959457 3.55 0 1900.000519 3 634.0039063 -1.765210044 -0.001117967 54.96229699ETVDSVER 2 167614504 1xTMT6plex [N-Term] 1.021 3.039332628 28.65 0 1163.610548 2 582.3086548 -0.442398609 -0.00025739 31.8820367YYYAVYDMVVR 2 167614504 1xTMT6plex [N-Term] 1.003 3.736314297 19.46 0 1670.844981 2 835.9239502 -2.60781187 -0.002178625 77.70367027LLDELAGK 2 167614504 2xTMT6plex [N-Term; K8] 1.337 3.427064657 36.93 0 1316.818973 2 658.9130859 -0.059381738 -3.91E-05 75.03551195AQVAAEK 6 167614504 2xTMT6plex [N-Term; K7] 1.09 1.251 1.1 2.814469337 37.56 0 1174.719594 2 587.8629761 -0.781719797 -0.000459151 24.37496204KTEESADAR 5 167614504 2xTMT6plex [N-Term; K1] 1.105 1.154 100 2.833065987 28.67 1 1464.805842 3 488.9400024 -0.265138061 -0.000129459 15.26310071ALDPAFK 6 167614504 2xTMT6plex [N-Term; K7] 1.12 1.089 1.108 2.745742321 16.26 0 1219.74508 2 610.3755493 -1.03161489 -0.000629154 57.60647078ISGVIGPYR 5 167614504 1xTMT6plex [N-Term] 1.343 1.381 1.335 2.469940424 17.71 0 1190.709474 2 595.8591309 1.269074265 0.000755549 48.46783887EKQEEQAR 4 167614504 2xTMT6plex [N-Term; K2] 1.607 1.184 0.874 2.794430971 5.7 1 1475.821827 3 492.6119385 -0.382634477 -0.000188233 15.29228363NVEELKR 6 167614504 2xTMT6plex [N-Term; K6] 1.657 1.622 1.077 2.902442694 8.17 1 1345.82037 3 449.2785339 0.503883472 0.000226046 28.79890809KYEDNQR 4 167614504 2xTMT6plex [N-Term; K1] 1.338 1.356 2.178843975 5.52 1 1410.774148 3 470.9292603 -0.652803485 -0.000306986 16.57246884119703755 LAMB2 laminin subunit beta-2 precursor 3913 NP_002283.3 2.669632925 1 3 3 14 1798 195.854 6.52 1.08 1.69 1.69 1.49 Significant 0.0182 VLELSIPASAEQIQHLAGAIAER 6 119703755 1xTMT6plex [N-Term] 0.918 0.74 0.904 5.490876675 42.57 0 2645.48238 3 882.4974365 -1.747907951 -0.001541353 102.3919778LQEGQTLEFLVASVPK 6 119703755 2xTMT6plex [N-Term; K16] 1.147 1.857 1.776 3.84988904 27.74 0 2217.289491 3 739.7689819 1.308796525 0.000967327 96.31701774AMDYDLLLR 2 119703755 1xTMT6plex [N-Term] 1.032 2.471250534 7.37 0 1338.728889 2 669.8689575 1.306970423 0.00087484 65.95886896145309326 LAMC1 laminin subunit gamma-1 precursor 3915 NP_002284.3 16.40770665 1 21 21 123 1609 177.489 5.12 1.28 1.27 1.31 1.29 Significant 0.0000872 LSAEDLVLEGAGLR 12 145309326 1xTMT6plex [N-Term] 1.369 1.336 1.454 5.260580063 63.82 0 1671.947866 2 836.4779053 0.399460347 0.000333938 77.56640763DTLQEANDILNNLKDFDR 2 145309326 2xTMT6plex [N-Term; K14] 2.296 3.621361017 19.99 1 2592.366965 3 864.7921753 -1.925935317 -0.001664244 95.2281272
STGHGGHCTNCQDNTDGAHCER 6 145309326 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C8; C11; C20] 2.173 0.471 4.619093418 36.76 0 2700.089508 5 540.8233032 -0.777247092 -0.000419727 12.56276787

EAQQALGSAAADATEAK 4 145309326 2xTMT6plex [N-Term; K17] 1.463 1.404 5.963046551 70.45 0 2090.112983 3 697.3746338 -1.738959971 -0.001211541 45.81862829LHEATDYPWRPALTPFEFQK 6 145309326 2xTMT6plex [N-Term; K20] 1.416 1.672 1.525 5.756711006 31.02 0 2904.54487 4 726.8898926 -2.454679758 -0.001782432 75.77529199DNVEGFNCER 6 145309326 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.62 2.161 2.227 3.970259666 56.95 0 1468.668808 2 734.8378296 -0.289588987 -0.000212655 23.5464454
TKEVVCTNCPTGTTGK 6 145309326 3xTMT6plex [N-Term; K2; K16]; 2xCarbamidomethyl [C6; C9] 1.427 3.667 4.259 6.318412781 29.25 1 2440.314291 3 814.1088867 -0.895205899 -0.000728195 33.26239423

VSVPLIAQGNSYPSETTVK 4 145309326 2xTMT6plex [N-Term; K19] 1.492 1.18 4.631893635 65.37 0 2448.375011 3 816.7949829 -1.885119522 -0.001538493 68.77503683DGFFGNPLAPNPADK 8 145309326 2xTMT6plex [N-Term; K15] 1.07 1.11 0.941 3.956400156 40.16 0 2018.074747 2 1009.537537 -3.444014065 -0.003475139 76.21569037SYYYAISDFAVGGR 4 145309326 1xTMT6plex [N-Term] 1.059 0.954 4.666720867 41.86 0 1797.900916 2 899.453064 -1.14831707 -0.00103228 70.08528139NTIEETGNLAEQAR 8 145309326 1xTMT6plex [N-Term] 1.67 1.368 2.745 4.281389236 71.04 0 1774.913271 2 887.9598999 -0.421527814 -0.000374088 35.67504294MEAENLEQLIDQK 6 145309326 2xTMT6plex [N-Term; K13] 1.126 0.877 3.313754559 15.35 0 2019.083263 3 673.6978149 -2.164861579 -0.001457012 76.94477599
EVVCTNCPTGTTGK 6 145309326 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C4; C7] 2.219 1.802 1.728 3.825758696 29.5 0 1982.008718 2 991.5075684 -0.432904882 -0.000429011 40.60973332

ALAEEAAK 10 145309326 2xTMT6plex [N-Term; K8] 1.062 1.24 1.228 3.763047218 39.3 0 1260.756373 2 630.8813477 -0.757099088 -0.000477259 40.92856558
SWPGCQECPACYR 6 145309326 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C5; C8; C11] 2.284 100 7.682 3.286388397 29.68 0 1899.813775 2 950.40979 -0.774487423 -0.000735691 39.3962001TAAEEALR 5 145309326 1xTMT6plex [N-Term] 1.811 1.202 0.603 2.740539789 29.87 0 1089.610154 2 545.3088379 0.225118359 0.000122646 22.58024184TLPSGCFNTPSIEKP 4 145309326 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.177 1.265 3.0100317 16.34 0 2106.130547 2 1053.564819 -3.886472344 -0.004092709 62.85905506

LTGECLK 6 145309326 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.017 1.083 1.112 3.071408272 27.18 0 1278.74918 2 639.8782349 0.010499762 6.71E-06 41.65596965LIEIASR 6 145309326 1xTMT6plex [N-Term] 1.55 1.172 1.342 2.49102664 26.44 0 1030.645811 2 515.8267822 0.462499454 0.000238337 45.91015344DIEEIMK 4 145309326 2xTMT6plex [N-Term; K7] 1.409 1.357 3.305951834 25.07 0 1335.75941 2 668.3833008 -0.063422724 -4.24E-05 63.04811016QLQEAEK 4 145309326 2xTMT6plex [N-Term; K7] 1.825 1.292 3.038582563 21.01 0 1303.762187 2 652.3856201 1.362805574 0.000888387 24.353963334504981 LGALS1 galectin-1 3956 NP_002296.1 76.2962963 1 8 8 767 135 14.706 5.5 1 1.07 1.08 1.05 Significant 0.000574 FNAHGDANTIVCNSK 32 4504981 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 1.013 0.885 1.008 5.383999825 66.25 0 2106.080243 2 1053.542847 -0.867246455 -0.000913245 35.45270194
LNLEAINYMAADGDFK 118 4504981 2xTMT6plex [N-Term; K16]; 1xOxidation [M9] 1.031 1.03 1.014 5.032767296 53.83 0 2259.173141 2 1122.091187 -1.394959656 -0.001564572 91.61246301LNLEAINYMAADGDFK 394 4504981 2xTMT6plex [N-Term; K16] 1.129 1.119 1.123 5.878314495 69.6 0 2243.178226 2 1122.091187 -1.394959656 -0.001564572 91.61246301

EAVFPFQPGSVAEVCITFDQANLTVK 50 4504981 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C15] 1.333 1.185 0.955 5.732890129 67.37 0 3325.754271 3 1109.255371 -0.815029774 -0.00090353 108.1228431
DSNNLCLHFNPR 36 4504981 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.053 1.011 1.005 5.321001053 77.19 0 1715.848503 3 572.6212158 0.344267537 0.000196904 42.13560357DGGAWGTEQR 32 4504981 1xTMT6plex [N-Term] 0.983 1.005 1.091 3.666900396 56.55 0 1305.638494 2 653.3231201 0.359842619 0.000234912 21.22676826SFVLNLGK 33 4504981 2xTMT6plex [N-Term; K8] 0.722 1.085 1.135 3.857194901 51.02 0 1335.840043 2 668.4240723 0.617312869 0.000412316 62.06412299GEVAPDAK 30 4504981 2xTMT6plex [N-Term; K8] 0.892 0.932 0.867 3.131278753 38.29 0 1244.725073 2 622.8657227 -0.726584143 -0.000452199 23.76322809LPDGYEFK 42 4504981 2xTMT6plex [N-Term; K8] 1.122 1.151 1.277 3.206422806 40.84 0 1426.798238 2 713.90271 -0.066364061 -4.73E-05 58.839411115430223 LGALS3 galectin-3 isoform 1 3958 NP_002297.2 31.2 1 7 7 49 250 26.136 8.56 0.73 0.76 0.77 0.75 Significant 0.000254 VAVNDAHLLQYNHR 6 115430223 1xTMT6plex [N-Term] 0.714 0.715 0.735 5.095514297 45.65 0 1879.013595 4 470.5090942 0.506900604 0.000238118 39.35017825MLITILGTVKPNANR 14 115430223 2xTMT6plex [N-Term; K10] 0.744 0.757 0.792 5.644933224 32.33 0 2099.277486 3 700.4306641 -0.022518462 -1.58E-05 90.01734586GNDVAFHFNPR 6 115430223 1xTMT6plex [N-Term] 0.681 0.666 0.718 4.591387749 34.03 0 1502.770177 3 501.5944824 -0.853506674 -0.000427541 40.86608851IQVLVEPDHFK 6 115430223 2xTMT6plex [N-Term; K11] 0.705 0.785 0.797 4.268918037 34.06 0 1783.051827 3 595.0227661 1.075874416 0.000639447 63.59837305QSVFPFESGKPFK 4 115430223 3xTMT6plex [N-Term; K10; K13] 1.097 0.833 5.085021496 18.56 0 2185.262437 3 729.0921021 -0.31312379 -0.000228086 70.06334164KLNEISK 9 115430223 3xTMT6plex [N-Term; K1; K7] 0.736 0.832 0.782 3.716278553 17.35 1 1518.98224 3 506.9982605 -1.324291889 -0.000670525 36.25204806

VIVCNTK 4 115430223 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.798 0.827 2.566009998 26.92 0 1291.780814 2 646.3939819 -0.09825414 -6.35E-05 34.67728361
4505011 LOXL2 lysyl oxidase homolog 2 precursor 4017 NP_002309.1 12.53229974 1 7 7 28 774 86.668 6.38 1.47 1.36 1.68 1.5 Significant 0.00388 FNAESQGCNHEEDAGVR 4 4505011 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.408 1.444 6.165194988 36.44 0 2148.95661 3 716.9910278 0.893724929 0.000640192 23.37315632

LGQGIGPIHLNEIQCTGNEK 2 4505011 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C15] 0.823 4.662419319 42.14 0 2636.423041 3 879.4754639 -4.249112629 -0.003734153 65.42191737
FDNSLINQIENLNIQVEDIR 2 4505011 1xTMT6plex [N-Term] 1.151 3.766413927 25.71 0 2616.38306 3 872.7974243 -2.041196055 -0.001780184 103.9897024SWTASSSYGK 6 4505011 2xTMT6plex [N-Term; K10] 1.645 1.062 1.2 3.763607264 45.21 0 1531.815679 2 766.4099731 -1.964473258 -0.001504605 38.09265723VVCGMFGFPGER 6 4505011 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 2.255 1.622 2.23 4.241696835 34.34 0 1584.786421 2 792.8974609 0.772725576 0.000612303 67.50376538ELGYVEAK 6 4505011 2xTMT6plex [N-Term; K8] 1.629 1.801 1.846 3.620187044 32.94 0 1366.798238 2 683.9019165 -1.23032218 -0.000840801 45.12685616AYKPEQPLVR 2 4505011 2xTMT6plex [N-Term; K3] 1.238 1.148 2.476741552 0 1658.999397 3 553.6712646 -0.094403101 -5.22E-05 35.61550908

126012562 LRP1 prolow-density lipoprotein receptor-related protein 1 preproprotein 4035 NP_002323.2 10.16725352 1 37 37 136 4544 504.276 5.39 1.27 1.24 1.2 1.24 Significant 0.000269
ETLVQDNIQWPTGLAVDYHNER 6 126012562 1xTMT6plex [N-Term] 2.959 100 0.806 5.026518822 39.58 0 2827.421237 3 943.1464233 1.230863476 0.001160057 72.04727712IVFPHGITLDLVSR 6 126012562 1xTMT6plex [N-Term] 1.659 1.74 1.602 3.947246552 53.99 0 1796.063171 3 599.3585205 -1.203931241 -0.000720779 83.99848464TLISGMIDEPHAIVVDPLR 6 126012562 1xTMT6plex [N-Term] 1.692 1.019 1.11 5.714697838 48.6 0 2305.278719 3 769.0963135 -1.878983343 -0.00144386 83.03947153AALSGANVLTLIEK 8 126012562 2xTMT6plex [N-Term; K14] 1.272 1.24 5.806348801 82.98 0 1858.14137 2 929.5745239 0.215963957 0.000200646 90.95316745IFFSDIHFGNIQQINDDGSR 2 126012562 1xTMT6plex [N-Term] 1.381 5.374180317 32.78 0 2552.273116 3 851.4284668 -0.888944588 -0.000756276 81.8457687

SGFHTVPGQPGCQDINECLR 2 126012562 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C18] 1.335 5.180130005 25.43 0 2501.186292 3 834.399292 -1.187242008 -0.000989838 41.89689723
FCSEAQFECQNHR 2 126012562 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C9] 1.221 4.217423439 28.29 0 1941.853331 3 647.9555664 -0.610304203 -0.00039504 30.15151159IEAASMSGAGR 4 126012562 1xTMT6plex [N-Term] 1.162 1.54 3.961368799 48.5 0 1278.667351 2 639.8374634 0.233866777 0.000149519 36.26040243NAVVQGLEQPHGLVVHPLR 4 126012562 1xTMT6plex [N-Term] 0.981 1.453 5.26061964 37.2 0 2292.313799 4 573.835083 2.05163065 0.001175745 55.95724593ITIVENVGSVEGLAYHR 3 126012562 1xTMT6plex [N-Term] 1.092 1.49 3.395956039 16.44 0 2086.149419 3 696.0536499 -1.448972418 -0.001007591 70.77647119SGFSLGSDGK 2 126012562 2xTMT6plex [N-Term; K10] 1.041 2.907241344 30.82 0 1412.778565 2 706.8925781 -0.485214043 -0.00034275 41.97946445YVVISQGLDKPR 6 126012562 2xTMT6plex [N-Term; K10] 1.376 1.097 1.406 4.920388222 22.8 0 1833.09984 3 611.7047119 -0.140220302 -8.57E-05 54.77420091GPVGLAIDFPESK 2 126012562 2xTMT6plex [N-Term; K13] 1.297 3.746531487 18.81 0 1788.030757 3 596.6793213 -4.108599801 -0.002448768 75.63493499GYLFWTEWGQYPR 6 126012562 1xTMT6plex [N-Term] 1.142 1.204 1.265 3.729659796 36.32 0 1931.964185 2 966.4834595 -2.351246841 -0.002271262 89.55295955VYDESIQLDHK 4 126012562 2xTMT6plex [N-Term; K11] 1.214 1.144 3.435620546 34.71 0 1804.984535 3 602.3325806 -0.746001284 -0.00044884 55.20015514HTVDQTRPGAFER 4 126012562 1xTMT6plex [N-Term] 1.809 1.502 3.632412672 6.93 0 1742.913546 4 436.4840698 0.518199469 0.000225794 19.08220863KPEHELFLVYGK 10 126012562 3xTMT6plex [N-Term; K1; K12] 1.241 1.327 1.148 4.478521824 16.01 0 2147.283173 3 716.434082 2.105089728 0.001506741 57.82652857VFFTDYGQIPK 2 126012562 2xTMT6plex [N-Term; K11] 1.401 3.437574148 39.61 0 1772.998729 3 591.6710815 -0.020976379 -1.24E-05 76.59444721LYWVDAFYDR 2 126012562 1xTMT6plex [N-Term] 0.98 3.57442379 14.81 0 1576.799745 2 788.9022217 -1.635388788 -0.00128934 86.06080791
KLSGCSQDCEDLK 2 126012562 3xTMT6plex [N-Term; K1; K13]; 2xCarbamidomethyl [C5; C9] 1.58 3.328276873 8.71 1 2227.166565 3 743.0592651 -1.49183267 -0.00110752 33.73910481

DVIEVAQMK 4 126012562 2xTMT6plex [N-Term; K9] 1.224 1.015 3.113745928 24.74 0 1490.865272 2 745.9346924 -2.121925056 -0.001581752 56.10760705
TVSCACPHLMK 2 126012562 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C4; C6] 1.375 3.164081573 18.94 0 1761.921424 3 587.9783325 -0.555842839 -0.00032645 38.94974393GDYSVLVPGLR 4 126012562 1xTMT6plex [N-Term] 1.202 1.357 3.086950541 23.92 0 1404.804831 2 702.9057617 -0.41571789 -0.000292001 61.46871049SERPPIFEIR 6 126012562 1xTMT6plex [N-Term] 1.443 1.408 1.189 4.803856373 18.53 0 1472.842279 3 491.6187439 -0.407715446 -0.000200167 49.28919748IDLETGENR 6 126012562 1xTMT6plex [N-Term] 1.048 1.137 1.103 3.21182394 41.2 0 1275.674211 2 638.3399048 -1.31508474 -0.00083881 32.92745902GVGGAPPTVTLLR 4 126012562 1xTMT6plex [N-Term] 1.286 1.157 3.789871216 37.67 0 1466.889229 2 733.9478149 -0.597084749 -0.000437929 56.18288036SCEGVTHVCDPSVK 1 126012562 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C9] 0.805 1.814125061 0 2033.019617 3 678.3438721 -1.256352394 -0.000851396 30.72241544

TLLFSGQK 2 126012562 2xTMT6plex [N-Term; K8] 1.157 2.807693243 15.35 0 1351.834958 2 676.420105 -1.497622954 -0.00101227 54.1007885QPEVTNPCDR 2 126012562 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.742 2.254209518 13.01 0 1444.705193 2 722.8571167 1.220587041 0.000881694 20.30604886
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SLDPFKPFIIFSNR 1 126012562 2xTMT6plex [N-Term; K6] 1.585 2.533816099 0 2139.236667 3 713.748291 -2.967167318 -0.002115824 96.39419634AITVHPEK 2 126012562 2xTMT6plex [N-Term; K8] 1.119 3.356178522 15.56 0 1352.830207 3 451.6150818 0.358700838 0.000161754 29.48579553IETAAMDGTLR 2 126012562 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.899 1.877725244 26.84 0 1422.745996 2 711.8765259 -0.154997581 -0.000110261 33.05976587GVLFQPCER 4 126012562 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.895 0.755 3.076148987 18.92 0 1334.708822 2 667.8587036 0.980196235 0.000654138 42.73485266IDAMDVHVK 2 126012562 2xTMT6plex [N-Term; K9] 1.249 2.268021107 8.81 0 1485.849956 3 495.9549866 0.303198042 0.000150169 46.80009297FVCPPNRPFR 5 126012562 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.186 1.525 1.058 3.144121647 1.41 0 1518.820104 3 506.9449463 0.119518557 6.05E-05 41.97898841EDVVTNGIGR 4 126012562 1xTMT6plex [N-Term] 1.186 1.084 1.714509368 0.27 0 1288.705845 2 644.8568726 0.48376997 0.000311719 27.11478574TVLVSSGLR 2 126012562 1xTMT6plex [N-Term] 1.175 2.100228071 6.47 0 1160.720039 2 580.8635254 -0.227874717 -0.000132249 43.059553384505021 LRPAP1 alpha-2-macroglobulin receptor-associated protein precursor 4043 NP_002328.1 33.61344538 1 11 11 48 357 41.441 8.78 1.02 1.05 0.98 1.01 Significant 0.000398 VSHQGYSTEAEFEEPR 6 4505021 1xTMT6plex [N-Term] 0.922 0.874 0.895 5.806545258 68.38 0 2094.992978 3 699.0029297 0.600332561 0.000419231 40.76655149VHEYNVLLETLSR 4 4505021 1xTMT6plex [N-Term] 0.779 0.825 4.514638901 24.12 0 1802.000964 3 601.338562 0.093537773 5.62E-05 70.86614208HAESVGDGER 6 4505021 1xTMT6plex [N-Term] 0.992 0.937 1.332 4.053489208 46.38 0 1285.633408 3 429.2154541 -1.244005719 -0.000533112 14.3889655QVTSNSLSGTQEDGLDDPR 4 4505021 1xTMT6plex [N-Term] 100 0.918 2.825347662 24.56 0 2248.089063 2 1124.550537 2.105979175 0.002367214 34.58522576TKELGYTVK 5 4505021 3xTMT6plex [N-Term; K2; K9] 1.971 1.615 2.203 3.009675741 12.74 1 1726.071783 3 576.0274658 -2.28194395 -0.001312933 40.31540298LAELHADLK 2 4505021 2xTMT6plex [N-Term; K9] 0.787 3.086364746 23.87 0 1467.893535 3 489.9691772 -0.379340671 -0.000185611 63.72071147FSGEELDK 6 4505021 2xTMT6plex [N-Term; K8] 0.89 0.94 1.071 3.129228592 26.19 0 1382.756767 2 691.8789063 -4.506352924 -0.003115595 42.01006245LNQLWEK 6 4505021 2xTMT6plex [N-Term; K7] 1.024 0.947 1.001 3.346041203 38.28 0 1388.830207 2 694.9169922 -2.51945485 -0.001749547 70.66143523KHLQDLSGR 4 4505021 2xTMT6plex [N-Term; K1] 1.301 1.012 2.703171968 6.44 1 1511.905831 3 504.6401672 0.077477699 3.90E-05 23.97333451SINQGLDR 4 4505021 1xTMT6plex [N-Term] 1.183 0.649 2.530791283 23.56 0 1131.631952 2 566.3196411 0.04743288 2.68E-05 23.94405221LKLDGLDEDGEK 1 4505021 3xTMT6plex [N-Term; K2; K12] 0.949 2.338817358 1 2019.157697 3 673.7233887 -1.032358383 -0.000694831 53.168661114505055 LYN tyrosine-protein kinase Lyn isoform A 4067 NP_002341.1 33.3984375 1 11 13 73 512 58.537 7.11 1.07 1.12 1.1 1.09 Significant 0.000175 LIDFSAQIAEGMAYIER 4 4505055 1xTMT6plex [N-Term] 0.01 100 3.649764776 22.26 0 2156.125907 3 719.3814087 1.746759875 0.001255411 108.1168565LNTLETEEWFFK 12 4505055 2xTMT6plex [N-Term; K12] 1.099 0.99 0.995 4.212455273 49.58 0 2015.089 2 1008.045288 -2.828876603 -0.002850219 95.03293649DPEEQGDIVVALYPYDGIHPDDLSFK 6 4505055 2xTMT6plex [N-Term; K26] 0.727 5.758620262 27.93 0 3390.714573 3 1130.910645 0.827814813 0.000935628 89.31243026VLEEHGEWWK 6 4505055 2xTMT6plex [N-Term; K10] 0.908 0.939 0.932 4.439517498 30.56 0 1770.957926 3 590.9907837 -0.072596745 -4.29E-05 56.57246329
AANVLVSESLMCK 4 4505055 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.116 1.084 3.49696064 16.78 0 1880.038561 3 627.3502808 -1.208717146 -0.000757478 68.6103972VIEDNEYTAR 6 4505055 1xTMT6plex [N-Term] 0.801 1.132 1.117 3.8698318 41.4 0 1438.737539 2 719.871582 -1.147949126 -0.000825799 30.66790772TLKPGTMSVQAFLEEANLMK 3 4505055 3xTMT6plex [N-Term; K3; K20] 1.038 4.081289768 8.69 0 2895.629083 3 965.8775024 -3.843318831 -0.003709609 103.6286169EEPIYIITEYMAK 2 4505055 2xTMT6plex [N-Term; K13] 1.771 2.962397099 9.38 0 2058.123337 3 686.7133179 1.002759769 0.000687934 101.8604268EGFIPSNYVAK 4 4505055 2xTMT6plex [N-Term; K11] 0.902 0.918 3.781930923 34.95 0 1682.951778 2 841.9793091 -0.259571274 -0.000218423 59.06189385

ITFPCISDMIK 7 4505055 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.117 1.127 0.986 3.907446861 69.08 0 1782.98982 2 891.9971313 -1.589680802 -0.001417192 92.96684767IADFGLAR 24 4505055 1xTMT6plex [N-Term] 1.222 1.313 1.184 3.270000696 43.46 0 1091.64106 2 546.3245239 0.651406024 0.000355551 54.48660453DAWEIPR 5 4505055 1xTMT6plex [N-Term] 1.332 1.145 0.839 2.43118 13.79 0 1115.604675 2 558.3061523 0.316830422 0.000176729 41.20602814VENCPDELYDIMK 2 4505055 2xTMT6plex [N-Term; K13]; 1xOxidation [M12]; 1xCarbamidomethyl [C4] 0.83 2.195894003 30.52 0 2100.03935 2 1050.521973 -1.276593936 -0.001340449 55.77068336
4505061 M6PR cation-dependent mannose-6-phosphate receptor isoform 1 precursor 4074 NP_002346.1 29.24187726 1 7 7 62 277 30.973 5.83 1.27 1.27 1.21 1.25 Significant 0.000256

GVGDDQLGEESEERDDHLLPM 6 4505061 1xTMT6plex [N-Term] 1.003 1.211 1.506 4.156116962 26.56 1 2570.187791 3 857.4001465 -0.741038021 -0.000634869 55.0924589HTLADNFNPVSEER 10 4505061 1xTMT6plex [N-Term] 1.259 1.164 1.179 6.058492184 41.92 0 1857.929256 3 619.9805908 -1.096155333 -0.00067886 35.57858107GVGDDQLGEESEER 6 4505061 1xTMT6plex [N-Term] 0.873 1.013 1.243 4.905442238 74.8 0 1748.813617 2 874.909668 -0.890628072 -0.000778771 38.97436344SFESTVGQGSDTYIYIFR 6 4505061 1xTMT6plex [N-Term] 0.982 0.904 3.588203907 27.64 0 2299.144393 2 1150.072266 -3.104933305 -0.003569345 78.87843334GVGDDQLGEESEERDDHLLPM 2 4505061 1xTMT6plex [N-Term]; 1xOxidation [M21] 1.389 3.470836163 11.04 1 2586.182706 3 857.4001465 -0.741038021 -0.000634869 55.0924589
GGDEYDNHCGK 12 4505061 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.328 1.233 1.23 3.791038275 29.52 0 1709.795354 3 570.6025391 -1.33958283 -0.000763471 17.10162889

AVVMISCNR 6 4505061 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.448 1.272 1.34 3.400153637 42.07 0 1278.685978 2 639.8459473 -1.063997551 -0.000680259 38.5920982
TCDLVGEK 14 4505061 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.202 1.446 1.074 3.483037233 41.44 0 1379.760473 2 690.3834229 -0.654814291 -0.000451743 48.53592576

153070260 MARCKS myristoylated alanine-rich C-kinase substrate 4082 NP_002347.5 31.02409639 1 7 7 88 332 31.536 4.45 0.93 0.99 0.9 0.94 Significant 0.000791 AEDGATPSPSNETPK 10 153070260 2xTMT6plex [N-Term; K15] 0.827 0.883 0.675 4.089058399 76.59 0 1959.007121 2 980.0076904 0.50203461 0.000491745 24.323027GEAAAERPGEAAVASSPSK 19 153070260 2xTMT6plex [N-Term; K19] 0.879 0.959 0.911 6.24743557 60.24 0 2243.203195 3 748.4054565 -0.614429891 -0.00045943 27.79145578GEPAAAAAPEAGASPVEK 12 153070260 2xTMT6plex [N-Term; K18] 0.935 1.017 0.818 6.720959187 94.13 0 2081.127905 2 1041.065918 -1.607422827 -0.001672626 38.21052685EAPAEGEAAEPGSPTAAEGEAASAASSTSSPK 10 153070260 2xTMT6plex [N-Term; K32] 0.802 0.882 0.803 8.211591721 87.91 0 3373.628337 4 844.1613159 -1.453407915 -0.001225815 40.3985423AAEEPSKVEEK 17 153070260 3xTMT6plex [N-Term; K7; K11] 1.065 1.062 1.325 3.674029112 34.13 1 1904.094369 2 952.5501099 -0.748746208 -0.000712842 28.02981432AEDGATPSPSNETPKK 6 153070260 3xTMT6plex [N-Term; K15; K16] 1.173 1.621 4.55825758 31.55 1 2316.265016 3 772.7583618 -1.93566399 -0.001494504 27.12219203LSGFSFK 14 153070260 2xTMT6plex [N-Term; K7] 1.005 1.018 0.928 2.621170044 34.99 0 1243.74508 2 622.3759766 -0.324676661 -0.000201907 64.01710058
4505067 MAD2L1 mitotic spindle assembly checkpoint protein MAD2A 4085 NP_002349.1 15.6097561 1 3 3 12 205 23.495 5.08 1.25 1.08 1.62 1.32 Significant 0.0143 LVVVISNIESGEVLER 2 4505067 1xTMT6plex [N-Term] 2.001 3.826111078 38.63 0 1985.148022 2 993.0771484 -0.504750774 -0.000501002 93.51355543WQFDIECDK 4 4505067 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.769 1.587 3.341925383 36.45 0 1698.856164 2 849.9317627 0.050039919 4.25E-05 64.71290344AIQDEIR 6 4505067 1xTMT6plex [N-Term] 0.979 1.081 1.396 2.6749928 20.98 0 1073.615239 2 537.3096924 -2.916430636 -0.001565562 28.8525390851477714 MAN2A1 alpha-mannosidase 2 4124 NP_002363.2 24.65034965 1 21 21 106 1144 131.057 7.58 1.3 1.33 1.13 1.26 Significant 0.00246 LLAENNEIISNIR 8 51477714 1xTMT6plex [N-Term] 1.042 1.053 1.237 4.456977367 43.56 0 1727.985314 2 864.4960938 -0.2333874 -0.000201645 66.50147411AAEILYYFALR 6 51477714 1xTMT6plex [N-Term] 1.218 1.354 100 4.439470768 46.23 0 1558.883081 2 779.9451294 -0.063475535 -4.95E-05 101.8577024ILESASSNSHLADYVLYK 4 51477714 2xTMT6plex [N-Term; K18] 1.037 0.896 4.885093689 23.12 0 2468.343711 3 823.4520264 -0.885204288 -0.000728329 73.60924965FLSSSLYTALTEAR 10 51477714 1xTMT6plex [N-Term] 1.436 1.155 1.376 4.860874176 53.97 0 1787.974081 3 596.663269 0.656110689 0.000391036 88.29823805FIWSEISYLSK 12 51477714 2xTMT6plex [N-Term; K11] 1.178 1.323 1.084 4.369057655 58.18 0 1831.040593 2 916.0228882 -1.143395084 -0.001046801 99.75405012LPLQANVYPMTTMAYIQDAK 6 51477714 2xTMT6plex [N-Term; K20] 1.733 1.434 2.737 6.127017498 67.89 0 2726.466151 3 909.4918823 -1.85484692 -0.001685726 95.29087882LYHIQGIEGQSVEVSNIVDIR 3 51477714 1xTMT6plex [N-Term] 1.149 0.84 4.667411327 17.78 0 2598.408881 3 866.8071899 -0.717568276 -0.000621512 71.93761096DKLTYDSYSPDTFLEMDLK 4 51477714 3xTMT6plex [N-Term; K2; K19] 1.999 1.942 5.141221046 30.94 1 2968.546853 3 990.1865234 -0.618305047 -0.000611822 83.9912454IQFGTLSDFFDALDKADETQR 8 51477714 2xTMT6plex [N-Term; K15] 2.628 1.342 1.482 5.255812168 25.77 1 2875.487809 3 959.166748 -0.73649395 -0.000705926 107.0913697GLEQGIQDNK 2 51477714 2xTMT6plex [N-Term; K10] 1.031 3.778389215 35.98 0 1559.879342 2 780.4422607 -1.344242192 -0.001048428 34.92431991LFHSLMVLEK 4 51477714 2xTMT6plex [N-Term; K10] 1.449 4.211625576 30.8 0 1675.001706 3 559.0054932 0.131768336 7.36E-05 81.21283565DKTQYIFNNMVLK 2 51477714 3xTMT6plex [N-Term; K2; K13] 1.261 3.971194029 6.5 1 2301.324385 3 767.7771606 -3.24019354 -0.002485579 72.38540334YLVVYNPLEQDR 10 51477714 1xTMT6plex [N-Term] 1.513 1.686 1.503 3.704526424 38.99 0 1737.937301 2 869.4700928 -2.527400224 -0.002196232 70.15082607IYSEVTCFFDHVTHR 6 51477714 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.563 1.695 1.412 4.695088863 37.12 0 2140.048325 4 535.7677002 0.301657324 0.00016139 87.17451544SAVNTEEEKK 6 51477714 3xTMT6plex [N-Term; K9; K10] 1.405 2.141 1.47 4.235561848 16.52 1 1822.052504 3 608.0214233 -1.52972566 -0.00092908 38.60572801IQFGTLSDFFDALDK 2 51477714 2xTMT6plex [N-Term; K15] 0.669 3.191487789 25.31 0 2175.173792 3 725.7288818 -0.781497181 -0.000566631 112.5039085WWDIIDIQK 2 51477714 2xTMT6plex [N-Term; K9] 1.422 3.661586285 28.34 0 1674.961949 2 837.9857788 1.39215532 0.001165904 100.5102862FGCPWGVPPETIHPGNVQSR 2 51477714 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.963 3.30044961 16.1 0 2464.239314 3 822.0834351 -1.445449798 -0.001187311 61.27322719LFHSLMVLEK 2 51477714 2xTMT6plex [N-Term; K10]; 1xOxidation [M6] 1.301 3.664745092 18.38 0 1690.996621 3 559.0054932 0.131768336 7.36E-05 81.21283565SQDSLPQK 4 51477714 2xTMT6plex [N-Term; K8] 0.942 0.831 3.770778894 28.54 0 1360.783651 2 680.8950195 -0.652629461 -0.000444044 27.61097673VLLAPLGDDFR 2 51477714 1xTMT6plex [N-Term] 1.362 4.178021908 25.93 0 1444.836131 2 722.9209595 -1.030300015 -0.000744307 77.42959102NLGLFQHHDAITGTAK 1 51477714 2xTMT6plex [N-Term; K16] 0.861 2.342466354 0 2181.218057 4 546.0604248 0.830879216 0.000453082 49.8730515247519639 MAP4 microtubule-associated protein 4 isoform 1 4134 NP_002366.2 62.15277778 1 60 60 545 1152 120.93 5.43 0.76 0.76 0.78 0.77 Significant 0.0000756 KPMSLASGLVPAAPPK 8 47519639 3xTMT6plex [N-Term; K1; K16] 0.707 0.753 0.754 5.003103733 31.17 0 2251.381506 4 563.6004028 -0.766174844 -0.000431238 66.71474187

KPMSLASGLVPAAPPK 12 47519639 3xTMT6plex [N-Term; K1; K16]; 1xOxidation [M3] 0.779 0.744 0.82 4.306769848 24.47 0 2267.376421 4 563.6004028 -0.766174844 -0.000431238 66.71474187
EIEMASEERPPAQALEIMMGLK 12 47519639 2xTMT6plex [N-Term; K22] 0.743 0.764 0.734 7.065955162 20.19 0 2931.539392 3 977.8496094 -1.74555901 -0.001705725 95.57462518HVPGGGNVQIQNK 10 47519639 2xTMT6plex [N-Term; K13] 0.715 0.682 0.728 4.363166332 56.27 0 1806.038636 2 903.5230103 0.059593306 5.38E-05 31.16701021NVVLPTETEVAPAK 6 47519639 2xTMT6plex [N-Term; K14] 0.823 0.82 0.893 3.934931993 29.45 0 1926.131199 3 642.7141113 -1.774752222 -0.001139469 58.85840787TAGPIASAQK 12 47519639 2xTMT6plex [N-Term; K10] 0.747 0.765 0.78 4.272375107 67.7 0 1401.846585 2 701.4263306 -0.856461185 -0.000600314 30.3413195DGVLTLANNVTPAK 6 47519639 2xTMT6plex [N-Term; K14] 0.726 0.642 0.847 4.528330803 41.37 0 1871.100233 2 936.0525513 -1.286660594 -0.001203735 63.33035871QPAPTTIGGLNK 18 47519639 2xTMT6plex [N-Term; K12] 0.76 0.8 0.756 4.290857792 70.62 0 1654.989227 2 827.9968872 -1.648781692 -0.001364358 46.77183714

MAYQEYPNSQNWPEDTNFCFQPEQVVDPIQTDPFK 4 47519639 2xTMT6plex [N-Term; K35]; 1xCarbamidomethyl [C19] 0.971 0.68 3.588258743 28.3 0 4721.2005 4 1181.052734 -2.412939252 -0.002847992 96.55327118VALSSETEVALAR 2 47519639 1xTMT6plex [N-Term] 0.81 4.477354527 62.59 0 1574.895102 2 787.9506836 -0.642374529 -0.000505836 51.88741253DVPPLSETEATPVPIKDMEIAQTQK 16 47519639 3xTMT6plex [N-Term; K16; K25] 0.889 0.942 0.857 6.334353447 34.4 1 3424.885233 4 856.9752808 -1.734447352 -0.001485071 78.77812977TKPLATTQPAK 12 47519639 3xTMT6plex [N-Term; K2; K11] 0.747 0.682 0.79 5.463963985 28.86 0 1843.161995 3 615.0579224 -1.508874512 -0.000927033 31.89059079GISEDSHLESLQDVGQSAAPTFMISPETVTGTGK 12 47519639 2xTMT6plex [N-Term; K34] 0.826 0.749 0.738 7.921913147 39.31 0 3947.994847 4 987.7498169 -4.409669351 -0.004352338 78.80001322MYHDDDLADLVFPSSATADTSIFAGQNDPLK 16 47519639 2xTMT6plex [N-Term; K31] 0.653 0.604 0.529 6.381039619 37.47 0 3812.872941 4 953.9645996 -9.539416357 -0.009093146 95.05942765ALPLEAEVAPVK 22 47519639 2xTMT6plex [N-Term; K12] 0.609 0.616 0.62 4.57950592 65.83 0 1695.045679 2 848.0256348 -0.99456833 -0.000842919 67.95816517KTTTLSGTAPAAGVVPSR 8 47519639 2xTMT6plex [N-Term; K1] 1.173 1.096 1.374 5.513852119 30.31 1 2172.275237 3 724.7635498 0.395292478 0.000286228 40.14303692
NVCLPPEMEVALTEDQVPALK 20 47519639 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C3] 0.751 0.748 0.759 5.419490337 55.79 0 2811.503659 3 937.8399048 0.534335235 0.000500762 95.07432561

ALPLEAEVAPVKDMAQLPETEIAPAK 8 47519639 3xTMT6plex [N-Term; K12; K26] 1.455 1.239 5.935325146 36.93 1 3418.94744 4 855.4923096 -0.009192522 -7.86E-06 91.48660187TTTAAAVASTGPSSR 14 47519639 1xTMT6plex [N-Term] 0.776 0.758 0.808 5.646951199 72.46 0 1606.859779 2 803.9337769 0.309778702 0.000248885 21.53147528DMSPLSETEMALGK 6 47519639 2xTMT6plex [N-Term; K14] 0.657 0.725 0.775 4.343032837 32.42 0 1967.022971 3 656.3458862 0.068556091 4.50E-05 71.21478509EAQTLDSQIQETSI 16 47519639 1xTMT6plex [N-Term] 0.755 0.653 0.735 4.184238911 83.42 0 1791.917354 2 896.4619751 -0.379523468 -0.000340037 52.51343477DVTPPPETEVVLIK 16 47519639 2xTMT6plex [N-Term; K14] 0.743 0.759 0.751 4.745357513 52.64 0 1995.177815 2 998.0924683 -0.077710649 -7.75E-05 76.39102648VGSLDNVGHLPAGGAVK 8 47519639 2xTMT6plex [N-Term; K17] 0.79 0.764 0.6 4.882455826 42.68 0 2049.185694 3 683.7304077 -4.403893456 -0.003008132 54.16068867DMQPSMESDMALVK 12 47519639 2xTMT6plex [N-Term; K14] 0.74 0.785 0.76 4.35445118 64.26 0 2040.02159 2 1020.51355 -0.866358784 -0.000883695 62.86477301LATNTSAPDLK 10 47519639 2xTMT6plex [N-Term; K11] 0.752 0.776 0.733 4.020359516 50.18 0 1588.931043 2 794.9691162 -0.054834428 -4.36E-05 45.63628803TTTLSGTAPAAGVVPSR 6 47519639 1xTMT6plex [N-Term] 0.884 0.756 0.884 5.671182632 45.27 0 1815.017343 3 605.6766968 -0.994722159 -0.000601813 41.05377997WPTETDVSSAK 8 47519639 2xTMT6plex [N-Term; K11] 0.764 0.714 0.675 3.618788004 51.26 0 1678.905222 2 839.9542236 -2.413134656 -0.002025712 46.34977404DMTLPPETNVILTK 6 47519639 2xTMT6plex [N-Term; K14]; 1xOxidation [M2] 0.746 0.691 0.779 3.417392015 48.01 0 2046.1557 2 1023.576233 -5.136695946 -0.00525524 64.36749584DMAQLPETEIAPAK 12 47519639 2xTMT6plex [N-Term; K14] 0.614 0.572 0.739 3.803091288 27.43 0 1972.082534 3 658.0322876 -0.11400995 -7.49E-05 58.16735613
CSLPAEEDSVLEK 6 47519639 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C1] 0.574 0.834 3.990803003 37.44 0 1935.014515 2 968.0099487 -0.978720856 -0.00094692 53.20949676

NVVLPTETEVAPAKDVTLLK 6 47519639 3xTMT6plex [N-Term; K14; K20] 2.238 2.057 2.551 4.952088833 29.22 1 2824.700257 3 942.2380981 -0.182676518 -0.000172002 81.06030482RDFIATLEAEAFDDVVGETVGK 4 47519639 2xTMT6plex [N-Term; K22] 0.81 0.63 4.634812355 12.96 1 2840.50821 3 947.5040894 -3.69474151 -0.003498315 111.8435959EIEMASEERPPAQALEIMMGLK 5 47519639 2xTMT6plex [N-Term; K22]; 1xOxidation [M] 0.733 3.765421629 18.92 0 2947.534307 3 977.8496094 -1.74555901 -0.001705725 95.57462518DMTLPPETNVILTK 10 47519639 2xTMT6plex [N-Term; K14] 0.838 0.798 0.729 4.295803547 33.51 0 2030.160785 2 1023.576233 -5.136695946 -0.00525524 64.36749584DMEIAQTQK 8 47519639 2xTMT6plex [N-Term; K9] 0.669 0.654 4.080915451 37.99 0 1521.8347 2 761.4210205 0.042472172 3.23E-05 34.63939819KVSYSHIQSK 2 47519639 3xTMT6plex [N-Term; K1; K10] 0.801 4.40786314 15.51 1 1864.125944 4 466.7869873 0.094172151 4.39E-05 38.24067907ATPMPSRPSTTPFIDK 12 47519639 2xTMT6plex [N-Term; K16] 0.744 0.818 0.81 4.42579937 19.07 0 2204.214945 3 735.4086914 -1.553610394 -0.001141497 61.69756039DMESPTKLDVTLAK 3 47519639 3xTMT6plex [N-Term; K7; K14] 0.939 0.615 2.842965841 10.38 1 2235.287331 3 745.7663574 -1.258068408 -0.000937381 61.51730493DMELPTEK 6 47519639 2xTMT6plex [N-Term; K8] 0.722 0.91 0.775 3.467077017 39.79 0 1420.775788 2 710.8901367 -1.964512996 -0.001395566 47.0182769ETEMALAK 6 47519639 2xTMT6plex [N-Term; K8] 0.707 0.683 0.644 3.632894993 41.28 0 1350.770309 2 675.8886719 -0.178831292 -0.00012078 49.90648086TQPTSLPK 12 47519639 2xTMT6plex [N-Term; K8] 0.693 0.817 0.749 3.050253391 38.24 0 1329.814222 2 665.4113159 0.851845257 0.000566398 32.8798374STSTSSMK 16 47519639 2xTMT6plex [N-Term; K8] 0.688 0.787 0.744 3.786120653 32.86 0 1286.702623 2 643.8519897 -4.601045888 -0.002960089 105.6712174SVPADLSRPK 12 47519639 2xTMT6plex [N-Term; K10] 0.978 0.865 0.878 4.564211369 28.16 0 1527.925898 2 764.4648438 -2.282283457 -0.00174358 31.68756982DVAPSTVK 6 47519639 2xTMT6plex [N-Term; K8] 0.641 0.719 0.7 2.934828758 31.5 0 1274.772023 2 637.8897705 0.189151959 0.000120563 31.36042981VSYSHIQSK 2 47519639 2xTMT6plex [N-Term; K9] 0.669 3.612333775 16.09 0 1506.868049 3 502.960907 0.078883659 3.96E-05 27.55011559TTDMAPSK 2 47519639 2xTMT6plex [N-Term; K8] 0.662 3.218562841 32.57 0 1308.723359 2 654.8651123 -0.313680215 -0.00020526 27.25681266KTEAAATTR 6 47519639 2xTMT6plex [N-Term; K1] 1.042 0.966 1.063 3.189867735 25.07 1 1406.836749 3 469.6167908 -0.660805561 -0.000309882 16.37603243TTDMAPSKETEMALAK 2 47519639 3xTMT6plex [N-Term; K8; K16] 0.699 0.667 2.396146774 1 2411.312894 3 804.4429321 0.559544438 0.000449746 52.86602689KPTSAKPSSTTPR 4 47519639 3xTMT6plex [N-Term; K1; K6] 0.77 0.812 0.829 3.797966242 0 2045.2322 4 512.0639038 0.775322418 0.000396429 21.15629188DMALATK 4 47519639 2xTMT6plex [N-Term; K7] 1.061 0.846 2.592008829 36.09 0 1207.712066 2 604.3594971 -0.288230436 -0.00017405 37.60891628STQTVAK 16 47519639 2xTMT6plex [N-Term; K7] 1.031 0.903 0.731 3.196409702 38.79 0 1192.730158 2 596.8670654 -2.770325376 -0.001652125 106.0365376TEVALAK 6 47519639 2xTMT6plex [N-Term; K7] 0.804 0.803 0.758 3.008393526 41.08 0 1189.755645 2 595.3815918 0.220208033 0.000130997 36.99728922TEAPLAK 6 47519639 2xTMT6plex [N-Term; K7] 0.889 0.808 0.961 2.933605433 21.72 0 1187.739995 2 594.3735962 -0.066645215 -3.96E-05 33.31581329ASPSKPASAPASR 4 47519639 2xTMT6plex [N-Term; K5] 1.038 1.221 1.128 3.044622898 11.32 0 1684.974639 3 562.3296509 -0.142235542 -7.99E-05 19.71137197
MAYQEYPNSQNWPEDTNFCFQPEQVVDPIQTDPFK 2 47519639 2xTMT6plex [N-Term; K35]; 1xOxidation [M1]; 1xCarbamidomethyl [C19] 0.01 1.521597266 0.84 0 4737.195415 4 1181.052734 -2.412939252 -0.002847992 96.55327118

LDVTLAK 7 47519639 2xTMT6plex [N-Term; K7] 0.668 0.73 0.758 2.96424365 39.19 0 1217.786945 2 609.3967896 -0.52769365 -0.000321309 56.81115079DMESPTK 4 47519639 2xTMT6plex [N-Term; K7] 0.925 0.759 2.75504756 22.28 0 1265.681159 2 633.3444214 0.321402775 0.000203397 22.74921502HKPGGGDVK 2 47519639 3xTMT6plex [N-Term; K2; K9] 0.765 2.874524355 2.17 0 1581.967987 3 527.992981 -2.273819026 -0.001199036 34.19019414DMELPTEK 6 47519639 2xTMT6plex [N-Term; K8]; 1xOxidation [M2] 0.733 0.764 0.769 2.119254351 23.49 0 1436.770703 2 710.8901367 -1.964512996 -0.001395566 47.0182769ELPPSPEK 10 47519639 2xTMT6plex [N-Term; K8] 0.621 0.615 0.668 2.877415419 30.73 0 1354.798238 2 677.9017334 -1.511526268 -0.001023907 38.0477525SPSTLLPK 6 47519639 2xTMT6plex [N-Term; K8] 0.735 0.782 0.852 2.145484924 15.38 0 1300.824059 3 434.2792969 -0.554629195 -0.000240492 48.54783004ETEMALAK 2 47519639 2xTMT6plex [N-Term; K8]; 1xOxidation [M4] 0.752 1.85823226 16.53 0 1366.765224 2 675.8886719 -0.178831292 -0.00012078 49.90648086MDLAPSK 10 47519639 2xTMT6plex [N-Term; K7] 0.732 0.755 0.792 2.90103054 28.41 0 1219.712066 2 610.3590698 -0.985963488 -0.000601296 41.42625237KPESNAVTK 1 47519639 3xTMT6plex [N-Term; K1; K9] 0.884 3.837409735 0 1661.020082 3 554.3413086 -6.447404741 -0.003569756 26.74776546TEGKPAEVK 3 47519639 3xTMT6plex [N-Term; K4; K9] 1.211 1.161 1.351 1.737137437 0 1646.009183 3 549.3416138 0.671496007 0.00036843 27.36557012DMALATK 4 47519639 2xTMT6plex [N-Term; K7]; 1xOxidation [M2] 0.77 0.744 1.811906815 12.51 0 1223.706981 2 604.3594971 -0.288230436 -0.00017405 37.60891628DMGPPKENK 3 47519639 3xTMT6plex [N-Term; K6; K9] 0.885 1.231 0.942 2.651345253 1 1702.976502 3 568.3303223 -0.05219868 -2.96E-05 28.35172864STSTSSMK 1 47519639 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.71 1.879111052 20.47 0 1302.697538 2 643.8519897 -4.601045888 -0.002960089 105.671217421704261 MAX protein max isoform a 4149 NP_002373.3 6.25 1 1 1 6 160 18.264 6.3 1.07 1.42 1.4 1.29 Significant 0.00757 DSVPSLQGEK 6 21704261 2xTMT6plex [N-Term; K10] 1.068 1.415 1.398 4.159738064 32.88 0 1517.857544 2 759.4311523 -1.657331092 -0.001257796 47.79451725
394582093 MCM3 DNA replication licensing factor MCM3 isoform 1 4172 NP_002379.3 36.92848769 1 23 23 120 853 95.848 5.77 1.47 1.47 1.45 1.46 Significant 0.0000208 LLNNAFEELVAFQR 16 394582093 1xTMT6plex [N-Term] 1.563 1.27 1.849 5.358384132 62.02 0 1893.043163 3 631.6853638 -0.858575989 -0.000541774 101.8718507APGEQDGDAMPLGSAVDILATDDPNFSQEDQQDTQIYEK 2 394582093 2xTMT6plex [N-Term; K39] 1.309 4.815852165 32.85 0 4667.19831 4 1167.552002 -2.599441184 -0.003033027 89.06485227

GDINILLIGDPSVAK 10 394582093 2xTMT6plex [N-Term; K15] 1.687 1.481 1.629 4.927465916 55.07 0 1983.189048 3 661.7341309 -0.609635211 -0.000403007 85.99345202SVDVILDDDLVDK 8 394582093 2xTMT6plex [N-Term; K13] 1.442 1.609 1.671 4.849769115 73.04 0 1904.062845 2 952.5331421 -2.015269781 -0.0019186 74.36152308IIKPVLTQESATYIAEEYSR 9 394582093 2xTMT6plex [N-Term; K3] 1.843 1.481 1.984 6.362030029 40.71 0 2769.543867 3 923.8533325 0.569501214 0.000525753 75.55659763DSEEPFSSVEIQAALSK 8 394582093 2xTMT6plex [N-Term; K17] 1.518 1.133 2.485 5.08441782 56.12 0 2295.212028 2 1148.111694 1.779383266 0.002042031 76.15079265DYLDFLDDEEDQGIYQSK 2 394582093 2xTMT6plex [N-Term; K18] 1.387 4.407441616 63.74 0 2651.276479 3 884.4291992 -1.295279379 -0.001144715 82.16824098
YSDLTTLVAFPSSSVYPTKDEENNPLETEYGLSVYK 2 394582093 3xTMT6plex [N-Term; K19; K36] 1.914 4.330887318 19.15 1 4744.437625 4 1186.868286 2.885355933 0.003422348 97.63582272

DHQTITIQEMPEK 4 394582093 2xTMT6plex [N-Term; K13]; 1xOxidation [M10] 1.206 1.224 4.425368309 38.49 0 2044.078512 3 682.0296631 -1.994038959 -0.001358657 33.30625521ALKDFVASIDATYAK 6 394582093 3xTMT6plex [N-Term; K3; K15] 2.571 2.217 2.232 4.731851578 29.81 1 2300.346895 3 767.4518433 -2.5728358 -0.001972805 86.57887699TAIHEVMEQGR 6 394582093 1xTMT6plex [N-Term] 1.04 2.051 1.154 4.166561127 31.87 0 1499.783778 2 750.3956299 0.136950158 0.000102698 29.13676595SKDIFDQLAK 6 394582093 3xTMT6plex [N-Term; K2; K10] 1.404 1.878 1.796 4.200929642 18.64 1 1852.11471 3 618.0425415 -0.885003651 -0.000546376 58.90163478
TVLIACNVK 4 394582093 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.528 3.371314287 31.56 0 1475.901992 3 492.638855 0.01344358 6.61E-06 53.09192247

DAQPSFSAEDIAK 4 394582093 2xTMT6plex [N-Term; K13] 1.035 1.681 3.469293118 32.41 0 1836.974364 2 918.9901123 -0.770931077 -0.00070809 48.7022248DHQTITIQEMPEK 2 394582093 2xTMT6plex [N-Term; K13] 1.146 2.531642675 3.21 0 2028.083597 3 682.0296631 -1.994038959 -0.001358657 33.30625521GGYTSGTFR 2 394582093 1xTMT6plex [N-Term] 1.12 2.275704861 39.86 0 1174.605403 2 587.8059692 -0.630836054 -0.000370492 23.22412203EAHAQSIGMNR 4 394582093 1xTMT6plex [N-Term] 1.609 1.232 3.87179637 23.36 0 1442.737162 3 481.5834961 -0.850403512 -0.00040897 18.71956042SVHYCPATK 3 394582093 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.266 1.323 3.005138636 25.39 0 1520.829555 3 507.6139832 -1.419598338 -0.000719656 25.44629615
YVLCTAPR 6 394582093 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.591 1.424 1.41 2.922214746 16.9 0 1208.665895 2 604.8358765 -1.173724119 -0.00070932 45.99885075TADSQETK 3 394582093 2xTMT6plex [N-Term; K8] 2.447 0.931 1.909707785 10.31 0 1337.731281 2 669.3690796 -0.297533831 -0.00019901 17.59743439TLETLIR 4 394582093 1xTMT6plex [N-Term] 1.434 1.437 2.052678347 25.02 0 1074.672026 2 537.8399658 0.585425702 0.00031457 52.15916897KGGYTSGTFR 4 394582093 2xTMT6plex [N-Term; K1] 1.028 1.238 2.626542807 7 1 1531.863298 3 511.2922363 -0.745540171 -0.000380689 27.77075652ESQKVELSESR 1 394582093 2xTMT6plex [N-Term; K4] 1.43 2.810595751 1 1749.974699 3 583.9959717 -0.763868722 -0.000445584 23.79348489VQVVGTYR 4 394582093 1xTMT6plex [N-Term] 1.421 1.339 2.903156996 11.57 0 1150.678174 2 575.8417358 -1.71969918 -0.00098941 32.219562514505143 ME1 NADP-dependent malic enzyme 4199 NP_002386.1 28.32167832 1 12 12 67 572 64.109 6.13 0.96 0.78 0.93 0.89 Significant 0.00389

AECSAEQCYK 7 4505143 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C3; C8] 1.083 1.244 0.991 4.671674252 58.67 0 1703.813313 2 852.4110107 0.840423281 0.000715962 23.47536466
SQMYSTDYDQILPDCYSWPEEVQK 6 4505143 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 0.801 0.962 0.92 5.392783165 47.86 0 3440.60668 3 1147.539429 -0.856449883 -0.000982236 83.15176768

FMPIVYTPTVGLACQQYSLVFR 4 4505143 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.721 1.004 4.833385468 50.13 0 2819.48258 3 940.4985352 -0.54203252 -0.000509417 107.9728344QITDNIFLTTAEVIAQQVSDK 2 4505143 2xTMT6plex [N-Term; K21] 0.8 4.609304428 32.83 0 2792.544595 3 931.5198364 0.129182304 0.000120249 112.9052124TATVYPEPQNK 12 4505143 2xTMT6plex [N-Term; K11] 0.998 0.97 0.924 3.673746109 59.93 0 1705.952507 2 853.4794922 -0.468280914 -0.000399432 35.00549842GLFITIHDR 4 4505143 1xTMT6plex [N-Term] 1.021 1.041 2.904089928 31.52 0 1300.757487 3 434.2566223 -1.670631661 -0.000724362 47.82479617YLLLMDLQDR 4 4505143 1xTMT6plex [N-Term] 0.82 0.981 3.858337641 28.83 0 1508.834416 2 754.9180298 -3.733616907 -0.002816705 83.20956663DLAFTLEER 6 4505143 1xTMT6plex [N-Term] 0.699 0.32 0.558 4.004863262 41.61 0 1322.715347 2 661.8582764 -4.589805084 -0.003035503 56.0488873VLTSDIEK 12 4505143 2xTMT6plex [N-Term; K8] 0.949 0.82 0.972 3.437417507 37.63 0 1362.824453 2 681.9158325 -0.047174775 -3.21E-05 49.31720118DMAAFNERPIIFALSNPTSK 2 4505143 2xTMT6plex [N-Term; K20] 0.714 0.874 3.15221715 0 2680.453278 3 894.15448 -1.638278358 -0.001463776 83.97771489NFEHLNSDFDR 2 4505143 1xTMT6plex [N-Term] 1.057 2.85276556 10.6 0 1622.77605 3 541.5963745 -0.911693788 -0.000493158 40.3413891IWLVDSK 6 4505143 2xTMT6plex [N-Term; K7] 0.837 1.018 0.999 2.990989923 22.15 0 1318.813494 2 659.9101563 -0.347516917 -0.000229155 66.56447189
4505145 ME2 NAD-dependent malic enzyme, mitochondrial isoform 1 precursor 4200 NP_002387.1 57.19178082 1 22 22 167 584 65.402 7.61 0.99 1.05 1.08 1.04 Significant 0.000647

QMLGLQGLLPPK 8 4505145 2xTMT6plex [N-Term; K12] 1.028 1.007 1.024 4.170174599 44.12 0 1753.081018 3 585.0315552 -0.516891488 -0.000302051 84.41915449ALTSQLTDEELAQGR 8 4505145 1xTMT6plex [N-Term] 1.068 1.065 0.975 6.314318657 74.87 0 1860.986436 2 930.994812 -2.197144741 -0.002044428 48.15594585LYPPLANIQEVSINIAIK 6 4505145 2xTMT6plex [N-Term; K18] 1.358 1.274 1.034 5.488984108 52.1 0 2454.473603 3 818.8300171 0.772124634 0.00063172 105.9421839TQQYDDLIDEFMK 10 4505145 2xTMT6plex [N-Term; K13] 0.893 1.144 0.845 4.242574215 64.45 0 2104.067278 2 1052.536865 -0.391779892 -0.000412166 91.91251415
AMASINERPVIFALSNPTAQAECTAEEAYTLTEGR 4 4505145 1xTMT6plex [N-Term]; 1xOxidation [M2]; 1xCarbamidomethyl [C23] 0.845 0.631 4.36768198 29.97 0 4056.98441 4 1015.002258 0.688443149 0.000698251 89.04897733

YCTFNDDIQGTAAVALAGLLAAQK 8 4505145 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C2] 0.972 1.023 0.989 6.627225399 50.58 0 2969.580663 3 990.5302734 -1.480491018 -0.001465479 115.1570467
CLPVCIDVGTDNIALLK 4 4505145 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C1; C5] 1.306 1.014 4.356518269 22.93 0 2359.312945 3 787.1108398 2.128073455 0.001673597 94.34828836

ILGLGDLGVYGMGIPVGK 12 4505145 2xTMT6plex [N-Term; K18] 0.92 1.017 1.071 4.72338438 63.46 0 2217.308118 2 1117.155762 0.543691332 0.000607114 94.58688019ILGLGDLGVYGMGIPVGK 14 4505145 2xTMT6plex [N-Term; K18]; 1xOxidation [M12] 1.138 1.026 1.662 4.384248734 72.96 0 2233.303033 2 1117.155762 0.543691332 0.000607114 94.58688019
IDSYQEPFTHSAPESIPDTFEDAVNILKPSTIIGVAGAGR 6 4505145 2xTMT6plex [N-Term; K28] 6.814175129 19.03 0 4701.445221 4 1176.116577 -0.157927236 -0.000185622 105.9119223NTLIQFEDFGNHNAFR 6 4505145 1xTMT6plex [N-Term] 0.962 1.09 0.966 3.99307394 17.72 0 2152.077317 3 718.0296021 -1.423753521 -0.001021343 69.07522715IETQDIQALR 2 4505145 1xTMT6plex [N-Term] 0.88 3.810833693 41.3 0 1415.805559 2 708.4065552 0.194010795 0.000137341 44.82003974HISDSVFLEAAK 6 4505145 2xTMT6plex [N-Term; K12] 0.982 0.984 0.989 4.153531075 24.82 0 1775.010356 3 592.3397217 -3.236060521 -0.00191468 55.79628306DPFYMGLYQK 10 4505145 2xTMT6plex [N-Term; K10] 1.033 1.041 1.019 3.600304842 35.11 0 1719.918035 2 860.4622192 -0.50793318 -0.000436802 69.25887474SEYDSLLPDVYEWPESASSPPVITE 22 4505145 1xTMT6plex [N-Term] 1.268 1.414 4.729469776 36.39 0 3039.45601 3 1013.82373 0.206746289 0.000209465 96.96064647GLFISISDR 6 4505145 1xTMT6plex [N-Term] 0.897 0.989 1.106 3.206474066 40.39 0 1236.714953 2 618.8560181 -8.242600416 -0.005096874 60.99446101VTEYLYANK 4 4505145 2xTMT6plex [N-Term; K9] 1.152 1.424 3.762385607 46.6 0 1558.888116 2 779.9463501 -1.72685561 -0.001345987 55.40439755YIYIMGIQER 8 4505145 1xTMT6plex [N-Term] 1.226 0.919 1.238 3.338149786 22.3 0 1514.823852 2 757.9133911 -2.869042122 -0.002173047 69.91083243VISKPISEHK 4 4505145 3xTMT6plex [N-Term; K4; K10] 0.883 0.9 3.965421677 15.16 0 1825.15143 4 457.043396 0.177423292 8.10E-05 46.74965427GKPLMLNPR 6 4505145 2xTMT6plex [N-Term; K2] 0.899 0.936 0.961 2.677962065 14.08 0 1483.91831 3 495.3106384 -0.639055931 -0.000316102 41.88636588LFTPDVIR 6 4505145 1xTMT6plex [N-Term] 1.144 1.148 1.097 2.98125267 30.57 0 1189.714225 2 595.3602295 -0.876400066 -0.000521333 63.45904064MTSPLEK 5 4505145 2xTMT6plex [N-Term; K7] 1.069 1.217 1.123 2.771415949 19.35 0 1263.73828 2 632.3726196 -0.251398721 -0.000158851 44.07700411YPEPEDK 2 4505145 2xTMT6plex [N-Term; K7] 0.987 2.153465748 20.08 0 1335.719653 2 668.3633423 -0.183698493 -0.000122685 28.51410521

167857778 MGAT1 alpha-1,3-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase 4245 NP_002397.2 18.87640449 1 8 8 35 445 50.846 9.16 1.36 1.37 1.42 1.38 Significant 0.00018
LAQDAEVELER 4 167857778 1xTMT6plex [N-Term] 1.354 1.449 3.862668037 49.27 0 1501.805953 2 751.4057007 -1.217309606 -0.000914081 47.07657928VYGAPQLQVEK 6 167857778 2xTMT6plex [N-Term; K11] 1.326 1.387 1.368 4.160902977 45.11 0 1689.993978 2 845.498291 -2.764583077 -0.002336064 62.73134712ALGVMDDLK 6 167857778 2xTMT6plex [N-Term; K9] 1.406 1.442 1.246 3.925401449 51.18 0 1419.828158 2 710.4177246 0.010352485 7.35E-06 69.6458994
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

KGVSHGQFFDQHLK 2 167857778 3xTMT6plex [N-Term; K1; K14] 1.516 3.831689358 13.76 1 2315.322746 5 463.8688965 -3.183153682 -0.001474006 38.77092381EQMVDASRPELLYR 2 167857778 1xTMT6plex [N-Term] 0.902 2.605727911 4.28 0 1936.015962 3 646.0113525 1.829559909 0.001180686 44.8427267AFWDDWMR 6 167857778 1xTMT6plex [N-Term] 1.352 1.036 1.087 3.157114029 21.17 0 1355.640408 2 678.3234863 -0.525296934 -0.000356057 78.82470518ATYPLLK 5 167857778 2xTMT6plex [N-Term; K7] 1.579 1.31 1.378 2.924189806 26.01 0 1263.807681 2 632.4078369 0.567054732 0.000358324 52.76161518EAYDRDFLAR 4 167857778 1xTMT6plex [N-Term] 1.225 1.263 3.863992691 19.46 1 1484.769508 3 495.5944214 -0.536776812 -0.000265663 35.27634936
4505163 MGAT2 alpha-1,6-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase 4247 NP_002399.1 6.935123043 1 3 3 15 447 51.517 8.76 1.21 1.03 1.07 1.1 Significant 0.00244

KNEALAPPLLDAEPAR 2 4505163 2xTMT6plex [N-Term; K1] 1.241 4.905328274 33.47 1 2163.253774 3 721.7540894 -2.800861215 -0.002019658 56.44213952VLVPQIPR 9 4505163 1xTMT6plex [N-Term] 1.207 0.945 0.757 2.854794264 19.73 0 1150.750945 2 575.8792725 0.281018127 0.000161691 57.27974518LLLDSLR 4 4505163 1xTMT6plex [N-Term] 1.23 1.107 2.583042622 25.29 0 1058.677111 2 529.8411255 -2.018484592 -0.001068462 64.207506854505181 MGST2 microsomal glutathione S-transferase 2 isoform 1 precursor 4258 NP_002404.1 9.523809524 1 1 1 16 147 16.61 9.55 0.9 0.92 1.01 0.94 Significant 0.00128 VTPPAVTGSPEFER 16 4505181 1xTMT6plex [N-Term] 0.901 0.915 1.011 4.202677727 63.48 0 1715.916566 2 858.4619141 -0.008406586 -7.21E-06 48.554883924505183 CD99 CD99 antigen isoform a precursor 4267 NP_002405.1 7.567567568 1 1 1 7 185 18.836 4.75 1.23 1.29 1.14 1.22 Significant 0.00127 ENAEQGEVDMESHR 7 4505183 1xTMT6plex [N-Term] 1.233 1.291 1.139 5.960692883 57.7 0 1859.83912 3 620.6176758 -0.347350608 -0.000215339 18.957221934505185 MIF macrophage migration inhibitory factor 4282 NP_002406.1 41.73913043 1 4 4 141 115 12.468 7.88 0.71 0.72 0.72 0.72 Significant 0.0000216 PMFIVNTNVPR 18 4505185 1xTMT6plex [N-Term] 0.665 0.676 0.627 44.11 0 1516.850735 2 758.928894 -0.147472693 -0.000111847 62.85602986VYINYYDMNAANVGWNNSTFA 84 4505185 1xTMT6plex [N-Term] 0.861 0.806 0.859 3.748784304 59.62 0 2656.233953 3 886.0822754 -0.632605469 -0.000560116 93.47326344LLCGLLAER 24 4505185 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.779 0.813 0.785 3.708520651 49.16 0 1273.749959 2 637.3778076 -1.272043711 -0.000810133 72.17544924PMFIVNTNVPR 7 4505185 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.611 0.687 0.612 35.07 0 1532.84565 2 758.928894 -0.147472693 -0.000111847 62.85602986IGGAQNR 8 4505185 1xTMT6plex [N-Term] 0.766 0.701 0.86 2.054348469 17.71 0 944.5474941 2 472.7774963 0.234944016 0.000110958 16.94219668103472005 MKI67 antigen KI-67 isoform 1 4288 NP_002408.3 15.50982801 1 29 29 112 3256 358.474 9.45 1.51 1.41 1.3 1.41 Significant 0.00185 VEPVGDVVSTR 2 103472005 1xTMT6plex [N-Term] 1.764 3.578223228 46.46 0 1386.77901 2 693.8920288 -1.607294887 -0.001114481 38.80024863AQPLEDLAGLK 8 103472005 2xTMT6plex [N-Term; K11] 1.485 1.262 4.29754734 43.78 0 1612.967428 2 806.9872437 -0.13500912 -0.000108883 67.47306834AQALEDLAGFK 6 103472005 2xTMT6plex [N-Term; K11] 1.808 1.6 5.431336403 60.31 0 1620.936128 2 810.9719849 0.348426167 0.000282388 79.52135758TSGETTQTHTEPTGDSK 2 103472005 2xTMT6plex [N-Term; K17] 1.803 4.555136681 30.69 0 2235.114105 3 745.7092285 -0.435115649 -0.000324178 23.9840523AQPLEDLAGFTELSETSGHTQESLTAGK 6 103472005 2xTMT6plex [N-Term; K28] 1.71 2.201 1.057 5.136652946 58.25 0 3375.732014 3 1125.914185 -1.189042568 -0.001337963 82.1217136LTQTSGETTHTDKEPVGEGK 2 103472005 3xTMT6plex [N-Term; K13; K20] 1.832 6.079623222 20.44 1 2802.508828 4 701.3817749 -1.269505591 -0.00088945 32.3270315AQALEELTGFR 2 103472005 1xTMT6plex [N-Term] 0.856 2.834100962 23.38 0 1463.805559 2 732.4048462 -2.147339288 -0.001571644 70.14657849KADVEEEFLALR 8 103472005 2xTMT6plex [N-Term; K1] 1.32 1.466 1.317 4.580900192 15.88 1 1878.073684 3 626.6956177 -0.737203587 -0.000461508 66.59862458DIVEELSALK 6 103472005 2xTMT6plex [N-Term; K10] 1.98 1.555 1.464 4.230137825 45.27 0 1574.940545 2 787.9736328 -0.353019675 -0.000277992 81.62063561KADTEEEFLAFR 5 103472005 2xTMT6plex [N-Term; K1] 1.384 1.827 1.385 3.875172138 11.36 1 1914.037299 3 638.6836548 -0.463770759 -0.000295892 57.28879457LDLTENLTGSK 4 103472005 2xTMT6plex [N-Term; K11] 1.564 1.443 4.374825954 36.35 0 1648.952172 2 824.9769897 -3.316880807 -0.002734689 60.16739765
ELFQTPGHTEESMTDDKITEVSCK 4 103472005 3xTMT6plex [N-Term; K17; K24]; 1xCarbamidomethyl [C23] 1.867 1.793 5.073205471 25.18 1 3469.743397 4 868.1917114 0.466591601 0.000404738 58.73062943

LDLPGNLPGSK 2 103472005 2xTMT6plex [N-Term; K11] 1.528 3.190540075 22.06 0 1568.941214 2 784.9735107 -0.936214571 -0.000734433 63.04887955LDLLGNLPGSK 8 103472005 2xTMT6plex [N-Term; K11] 1.515 0.989 0.98 3.546878576 30.33 0 1584.972514 3 528.9955444 -0.273695105 -0.0001446 79.14091949TSDTETEPSK 4 103472005 2xTMT6plex [N-Term; K10] 1.389 1.418 3.085283041 50.57 0 1552.810653 2 776.9087524 -0.273508677 -0.000212354 19.37973907ALEDLAGFK 2 103472005 2xTMT6plex [N-Term; K9] 1.499 4.181938648 25.81 0 1421.840437 2 711.423584 -0.383862518 -0.000272896 68.73981223VSGNPQVHIK 6 103472005 2xTMT6plex [N-Term; K10] 1.583 1.473 3.371984243 18.72 0 1536.926232 3 512.979126 -2.217237393 -0.00113591 33.62483951SQPDPVDTPTSSKPQSK 4 103472005 3xTMT6plex [N-Term; K13; K17] 2.391 1.298 3.499942064 6.98 0 2486.370543 3 829.4607544 -1.139571257 -0.000944465 32.41185925EEAQSLEDLAGFK 2 103472005 2xTMT6plex [N-Term; K13] 1.4 3.27103591 10.4 0 1895.016229 3 632.343689 0.150233295 9.49E-05 66.87380759LDLAGTLPGSK 4 103472005 2xTMT6plex [N-Term; K11] 1.26 1.477 3.238387823 27.73 0 1529.930315 3 510.6488647 1.128344386 0.000575429 62.47741672ELFQTPGTDKPTTDEK 2 103472005 3xTMT6plex [N-Term; K10; K16] 1.875 2.825766325 4.29 0 2494.364395 3 832.1265869 0.325598854 0.000270721 48.75822342VAEESGGQK 4 103472005 2xTMT6plex [N-Term; K9] 1.465 1.3 2.571297169 6.78 0 1362.762915 2 681.8831177 -2.903174421 -0.001978169 21.65582126LDQPGNLPGSNR 4 103472005 1xTMT6plex [N-Term] 1.844 1.939 3.067813158 29.29 0 1496.801871 2 748.9041138 -0.614444006 -0.00045985 31.68216724AFMGTPVQK 2 103472005 2xTMT6plex [N-Term; K9] 1.301 3.176609278 12.62 0 1436.833578 2 718.9193726 -1.467931182 -0.001054586 49.30904726EDLSGIAEMFK 2 103472005 2xTMT6plex [N-Term; K11] 1.442 2.163341045 4.22 0 1697.918429 2 849.4664917 4.286106041 0.003638729 81.81967136EELLAVGK 5 103472005 2xTMT6plex [N-Term; K8] 1.271 1.008 1.009 3.025248766 20.54 0 1316.818973 2 658.9170532 5.966177182 0.003928188 51.79253964TSPEMDIQNPDDGAR 2 103472005 1xTMT6plex [N-Term] 100 3.677454472 27.24 0 1874.875171 2 937.9420166 0.84556196 0.000792662 32.30145576SQTEVPK 2 103472005 2xTMT6plex [N-Term; K7] 1.218 2.324062586 11.71 0 1246.740723 2 623.8731079 -1.430890685 -0.000891975 23.26832932SSFSSDPDEK 2 103472005 2xTMT6plex [N-Term; K10] 2.021 2.145538092 21.13 0 1556.784438 2 778.897522 2.138430492 0.001664538 28.215210514505235 MPI mannose-6-phosphate isomerase isoform 1 4351 NP_002426.1 26.24113475 1 7 7 56 423 46.626 5.95 1.09 1.12 1.14 1.12 Significant 0.000169
GDCVECMACSDNTVR 6 4505235 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C3; C6; C9] 1.318 1.493 1.015 4.476978779 41.18 0 2002.828832 2 1001.916992 -1.060827049 -0.001062328 30.12945965

FIDVPTLCEMLSYTPSSSK 14 4505235 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C8] 1.208 1.115 1.334 5.685297012 52.62 0 2633.360683 3 878.4568481 -1.781714308 -0.001563965 105.0208444
KVPEFQFLIGDEAATHLK 12 4505235 3xTMT6plex [N-Term; K1; K18] 1.082 1.14 1.086 8.228697777 42.71 1 2730.579748 4 683.4001465 -0.363363312 -0.000248048 82.70782989SQEDPYLSIYDPPVPDFTIMK 6 4505235 2xTMT6plex [N-Term; K21] 1.164 0.925 4.333202362 26.44 0 2913.499619 3 971.8399048 1.902233119 0.001847385 98.35793988TEVPGSVTEYK 8 4505235 2xTMT6plex [N-Term; K11] 1.066 1.213 1.156 4.039410591 49.19 0 1667.925623 2 834.4648438 -1.925913215 -0.00160614 43.93938196

VFPLSCAVQQYAWGK 8 4505235 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 0.949 1.086 1.042 4.335930824 45.02 0 2212.198902 3 738.0712891 0.186279588 0.000137363 91.72715241
KVVVEQLNLLVK 2 4505235 3xTMT6plex [N-Term; K1; K12] 1.022 3.918379307 15.56 1 2069.366508 3 690.4605713 0.315215881 0.000217432 80.671693364505241 MPV17 protein Mpv17 4358 NP_002428.1 16.47727273 1 2 2 14 176 19.72 9.47 1.11 1.06 0.99 1.05 Significant 0.00109 TLTMVSLGCGFVGPVVGGWYK 6 4505241 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C9] 100 2.223 1.689 5.903006554 68.07 0 2686.450107 3 896.1539917 -0.999624872 -0.000895147 106.456003

ALAAHPWK 8 4505241 2xTMT6plex [N-Term; K8] 1.105 1.039 0.927 2.394088507 19.6 0 1351.825062 3 451.2796021 -0.598492866 -0.000269686 42.31293806284813531 MSH3 DNA mismatch repair protein Msh3 4437 NP_002430.3 5.45294635 1 3 3 16 1137 127.332 8.02 1.14 0.82 1.33 1.09 Significant 0.0179 MSSLQPVELLLPSALSEQTEALIHR 6 284813531 1xTMT6plex [N-Term] 0.97 1.165 1.369 5.479907036 35.83 0 2991.638623 3 997.8842163 -0.176219218 -0.000175728 109.3589688LDAVSEVLHSESSVFGQIENHLR 4 284813531 1xTMT6plex [N-Term] 0.253 100 6.606747627 27.42 0 2795.452537 4 699.6182861 -0.437163119 -0.000305517 102.9387015SIYTPLELQYIEMK 6 284813531 2xTMT6plex [N-Term; K14] 1.269 1.035 1.091 3.960874081 12.17 0 2186.2183 3 729.4101563 -1.090476647 -0.000794673 90.085616244505257 MSN moesin 4478 NP_002435.1 71.57712305 1 36 51 853 577 67.778 6.4 0.97 0.97 0.95 0.96 Significant 0.0000479 ILALCMGNHELYMR 26 4505257 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.065 1.1 1.025 5.830759525 90.64 0 1949.996096 3 650.6702271 0.016524312 1.07E-05 69.82533734
EGILNDDIYCPPETAVLLASYAVQSK 20 4505257 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C10] 0.914 1.043 0.946 5.749717236 52.55 0 3324.743765 4 831.9400024 -1.679998451 -0.001396391 108.0943405

AQMVQEDLEK 24 4505257 2xTMT6plex [N-Term; K10] 0.989 0.843 0.895 4.300393105 64.3 0 1648.898028 2 824.9515381 -1.351616708 -0.001114339 46.82347663TANDMIHAENMR 12 4505257 1xTMT6plex [N-Term] 0.767 0.767 0.856 4.681684494 48.9 0 1631.783126 2 816.3939209 -1.569199414 -0.001280297 29.62894971TQEQLALEMAELTAR 22 4505257 1xTMT6plex [N-Term] 0.831 0.806 0.889 6.380916119 84.88 0 1933.026193 2 967.0144653 -2.347901935 -0.002269278 77.57290832TQEQLALEMAELTAR 18 4505257 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.028 0.935 0.917 4.968994141 72.26 0 1949.021108 2 967.0144653 -2.347901935 -0.002269278 77.57290832EVWFFGLQYQDTK 16 4505257 2xTMT6plex [N-Term; K13] 1.096 1.042 1.1 4.557293415 41.19 0 2119.126448 3 707.0474243 0.600053489 0.000423863 91.60457538KGSELWLGVDALGLNIYEQNDR 4 4505257 2xTMT6plex [N-Term; K1] 0.966 0.948 6.99097681 47.79 1 2948.588191 3 983.5354004 1.172263352 0.001152174 92.06058326IAQDLEMYGVNYFSIK 32 4505257 2xTMT6plex [N-Term; K16] 1.099 1.058 1.064 5.582958221 55.67 0 2349.256476 2 1175.131714 -0.13823762 -0.000162378 98.86802847IAQDLEMYGVNYFSIK 6 4505257 2xTMT6plex [N-Term; K16]; 1xOxidation [M7] 1.119 1.125 4.43729353 49.97 0 2365.251391 2 1175.131714 -0.13823762 -0.000162378 98.86802847KTANDMIHAENMR 14 4505257 2xTMT6plex [N-Term; K1] 0.844 0.93 0.93 5.420785427 49.72 1 1989.041021 3 663.6845703 -0.936653634 -0.000621014 29.87835682KTQEQLALEMAELTAR 12 4505257 2xTMT6plex [N-Term; K1]; 1xOxidation [M10] 1.008 0.912 1.001 4.256101131 52.38 1 2306.279003 3 769.4312134 0.036563971 2.81E-05 52.7419428KTQEQLALEMAELTAR 38 4505257 2xTMT6plex [N-Term; K1] 1.006 0.995 0.948 6.269332409 49.26 1 2290.284088 3 769.4312134 0.036563971 2.81E-05 52.7419428GSELWLGVDALGLNIYEQNDR 2 4505257 1xTMT6plex [N-Term] 1.284 4.659810066 30.63 0 2591.330296 3 864.4458618 -2.803286324 -0.002421414 101.0233479VTTMDAELEFAIQPNTTGK 8 4505257 2xTMT6plex [N-Term; K19] 0.809 0.832 0.946 5.226260662 31.87 0 2524.336911 3 847.4476929 -1.299238424 -0.001100166 68.31272471VTTMDAELEFAIQPNTTGK 10 4505257 2xTMT6plex [N-Term; K19]; 1xOxidation [M4] 1.134 1.009 1.035 5.513072968 52.44 0 2540.331826 3 847.4476929 -1.299238424 -0.001100166 68.31272471FYPEDVSEELIQDITQR 39 4505257 1xTMT6plex [N-Term] 0.927 0.999 0.988 6.742539406 66.03 0 2311.165523 3 771.0621948 2.816147348 0.002169528 101.6518323KAQQELEEQTR 16 4505257 2xTMT6plex [N-Term; K1] 1.695 1.042 1.049 4.80796814 37.03 1 1818.012147 2 909.5083008 -1.552089465 -0.001410859 23.72643894KAPDFVFYAPR 16 4505257 2xTMT6plex [N-Term; K1] 1.025 1.054 0.969 3.981814146 30.35 1 1769.015047 2 885.0102539 -1.026660289 -0.000908089 59.32896383ALTSELANAR 18 4505257 1xTMT6plex [N-Term] 0.869 0.892 0.878 4.289129257 53.07 0 1274.726581 2 637.8666992 -0.359843834 -0.000229351 40.64754677ESEAVEWQQK 20 4505257 2xTMT6plex [N-Term; K10] 0.941 0.919 0.97 4.891442299 57.37 0 1691.900471 2 846.4537964 -0.091545907 -7.74E-05 38.18177731KPDTIEVQQMK 14 4505257 3xTMT6plex [N-Term; K1; K11] 0.922 0.994 0.933 5.863446712 38.16 0 2004.176659 2 1002.591858 -0.10949618 -0.000109725 55.91837434AQQELEEQTR 16 4505257 1xTMT6plex [N-Term] 1.007 0.823 0.766 4.334424973 41.86 0 1460.754252 2 730.881897 1.550996898 0.001132813 21.9640689APDFVFYAPR 28 4505257 1xTMT6plex [N-Term] 1.009 1.01 0.959 3.865301609 34.57 0 1411.757152 2 706.3822632 0.068947544 4.87E-05 73.54742558ILALCMGNHELYMR 7 4505257 1xTMT6plex [N-Term]; 1xOxidation [M13]; 1xCarbamidomethyl [C5] 0.943 1.042 1.24 4.013611317 46.82 0 1965.991011 3 650.6702271 0.016524312 1.07E-05 69.82533734
TANDMIHAENMR 12 4505257 1xTMT6plex [N-Term]; 1xOxidation [M] 0.83 0.703 0.752 3.732793808 40.76 0 1647.778041 2 816.3939209 -1.569199414 -0.001280297 29.62894971TAMSTPHVAEPAENEQDEQDENGAEASADLR 2 4505257 1xTMT6plex [N-Term]; 1xOxidation [M3] 3.248698473 10.41 0 3557.577157 3 1186.530273 -0.25024264 -0.000296753 32.90496414RKPDTIEVQQMK 19 4505257 3xTMT6plex [N-Term; K2; K12] 0.892 1.044 1.003 4.955518246 13.39 1 2160.27777 4 540.8242188 -1.261175779 -0.000681122 50.401318AQMVQEDLEK 32 4505257 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 0.902 0.924 0.89 3.975827217 45.31 0 1664.892943 2 824.9515381 -1.351616708 -0.001114339 46.82347663IGFPWSEIR 12 4505257 1xTMT6plex [N-Term] 0.761 0.771 0.764 3.396034718 34.38 0 1333.746588 2 667.3765869 -0.517745936 -0.000345271 90.15629347EDAVLEYLK 32 4505257 2xTMT6plex [N-Term; K9] 0.885 0.849 0.866 3.942868471 58.09 0 1537.887781 2 769.4470215 -0.659886412 -0.000507416 71.51575243KESPLLFK 12 4505257 3xTMT6plex [N-Term; K1; K8] 1.09 1.113 1.131 4.38996315 26.48 1 1649.06049 3 550.3580933 -0.463042349 -0.000254528 54.5472339QLFDQVVK 9 4505257 2xTMT6plex [N-Term; K8] 1.168 0.963 0.812 3.68286252 39.86 0 1434.872072 2 717.9394531 -0.308041399 -0.000221 116.5285573ISQLEMAR 10 4505257 1xTMT6plex [N-Term] 0.977 1.012 0.868 3.14038682 37.6 0 1176.660809 2 588.8335571 -0.825728349 -0.000485801 42.09386529LNKDQWEER 9 4505257 2xTMT6plex [N-Term; K3] 1.471 1.758 1.187 3.311727524 20.47 1 1675.91679 2 838.4619141 -0.142211714 -0.000119167 35.13334666SGYLAGDK 12 4505257 2xTMT6plex [N-Term; K8] 0.891 0.923 0.728 2.764317751 40.53 0 1268.725073 2 634.8657227 -0.712839621 -0.000452199 29.2171644GMLREDAVLEYLK 5 4505257 2xTMT6plex [N-Term; K13] 1.58 1.349 100 4.319674969 18.3 1 1995.134904 3 665.7178345 2.027851831 0.001348613 74.31677401ALELEQER 14 4505257 1xTMT6plex [N-Term] 0.931 0.902 0.833 3.632014275 40.87 0 1216.673482 2 608.840332 -0.077997508 -4.74E-05 33.32211174RKPDTIEVQQMK 5 4505257 3xTMT6plex [N-Term; K2; K12]; 1xOxidation [M11] 0.911 0.974 3.676013947 4.98 1 2176.272685 4 540.8242188 -1.261175779 -0.000681122 50.401318EALLQASR 22 4505257 1xTMT6plex [N-Term] 0.9 0.954 0.869 2.886666775 35.83 0 1116.657438 2 558.8322754 -0.147098604 -8.21E-05 32.55994268KVTAQDVR 12 4505257 2xTMT6plex [N-Term; K1] 0.871 1.163 1.168 3.656194448 32.03 1 1374.84692 2 687.9264526 -0.938909303 -0.000645428 21.7609475FVIKPIDK 15 4505257 3xTMT6plex [N-Term; K4; K8] 1.036 0.998 0.845 2.666595459 6.03 0 1647.081226 3 549.6985474 -0.08301968 -4.56E-05 74.24880845AMLENEK 6 4505257 2xTMT6plex [N-Term; K7] 0.685 0.704 0.693 2.875482321 34.17 0 1292.728444 2 646.8679199 0.092296066 5.97E-05 113.0126192LFFLQVK 9 4505257 2xTMT6plex [N-Term; K7] 1.045 1.021 1.081 3.088117599 32.58 0 1352.870615 2 676.9381714 -1.144985001 -0.000774508 91.36022758GFSTWLK 16 4505257 2xTMT6plex [N-Term; K7] 1.004 0.856 2.784507751 22.6 0 1296.771629 2 648.8892212 -0.357539583 -0.000231824 87.89110929VTAQDVR 24 4505257 1xTMT6plex [N-Term] 0.914 0.905 1.02 2.878053904 30.4 0 1017.589025 2 509.2984314 0.551915317 0.000280811 19.25051747QEAEEAK 12 4505257 2xTMT6plex [N-Term; K7] 0.79 0.857 0.767 2.844925642 32.37 0 1262.699252 2 631.8527222 -0.858885487 -0.000542257 17.02087697EKEELMER 9 4505257 2xTMT6plex [N-Term; K2] 1.15 1.289 1.225 3.253806114 14.4 1 1521.8347 2 761.4203491 -0.839866388 -0.000639069 29.22665575AQSEAEK 24 4505257 2xTMT6plex [N-Term; K7] 1.012 0.923 0.913 2.829311848 35.8 0 1220.688688 2 610.8475952 -0.633871945 -0.00038688 100.8490192ESPLLFK 18 4505257 2xTMT6plex [N-Term; K7] 0.95 0.981 0.895 3.253977776 26.1 0 1291.802595 2 646.4047852 -0.233369635 -0.000150734 60.88534728NISFNDK 10 4505257 2xTMT6plex [N-Term; K7] 0.797 0.811 0.772 3.34352541 34.4 0 1295.735972 2 648.3721313 0.782532348 0.000506978 50.49453095NISFNDKK 6 4505257 3xTMT6plex [N-Term; K7; K8] 1.981 1.835 1.552 2.883706331 0.59 1 1652.993867 3 551.6688843 -1.069270736 -0.000589166 38.34849925QIEEQTK 8 4505257 2xTMT6plex [N-Term; K7] 0.858 0.852 0.936 3.238660336 31.37 0 1333.772751 2 667.3896484 -0.548253066 -0.000365622 21.56164939QIEEQTKK 5 4505257 3xTMT6plex [N-Term; K7; K8] 1.48 1.774 1.371 2.342041492 2.49 1 1691.030646 3 564.3480835 -0.561327331 -0.000316407 25.44078691KTANDMIHAENMR 2 4505257 2xTMT6plex [N-Term; K1]; 1xOxidation [M] 1.097 1.112 2.409337282 1 2005.035936 3 663.6845703 -0.936653634 -0.000621014 29.87835682AMLENEKK 6 4505257 3xTMT6plex [N-Term; K7; K8] 1.806 1.643 1.829 2.330071688 6.7 1 1649.986339 3 550.6672363 0.495073417 0.000272288 47.9259415KFVIKPIDK 2 4505257 4xTMT6plex [N-Term; K1; K5; K9] 1.207 2.595144749 1 2004.339121 4 501.8397827 -0.907810762 -0.00045489 59.18755399ISQLEMAR 6 4505257 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.948 1.013 2.200909615 24.09 0 1192.655724 2 588.8335571 -0.825728349 -0.000485801 42.09386529IDEFESM 10 4505257 1xTMT6plex [N-Term] 0.809 0.791 0.782 2.834595919 45.32 0 1099.517893 2 550.262146 -0.798184202 -0.000438809 58.23427619KAQQELEEQTRR 3 4505257 2xTMT6plex [N-Term; K1] 1.088 1.401 1.366 2.693570614 2 1974.113258 4 494.2850342 2.557714827 0.001262305 23.95224785FVIKPIDKK 5 4505257 4xTMT6plex [N-Term; K4; K8; K9] 1.363 1.681 1.114 2.741298437 1 2004.339121 3 668.7842407 -0.47478095 -0.000317207 59.53555433

153946393 MST1R macrophage-stimulating protein receptor isoform 1 preproprotein 4486 NP_002438.2 3.928571429 1 3 4 12 1400 152.144 6.55 0.68 1.15 1.05 0.96 Significant 0.0215
VLVLDPALPALVSCGSSLQGR 4 153946393 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.677 1.192 4.790376186 65.53 0 2381.342382 3 794.451355 -1.205294382 -0.00095674 97.87657495

ECPGSWQQDHCPPK 4 153946393 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C11] 1.18 1.049 3.562964201 23.16 0 2184.036664 3 728.6837769 0.051801514 3.77E-05 30.06383788LSATEPELGDYR 2 153946393 1xTMT6plex [N-Term] 0.978 3.573832035 29.31 0 1579.816518 2 790.4122925 0.500546063 0.000395385 45.03713378VADFGLAR 2 153946393 1xTMT6plex [N-Term] 1.133 2.650424242 25.76 0 1077.62541 2 539.3161621 -0.336361083 -0.000181236 47.44839678597955330 MTX1 metaxin-1 isoform 1 4580 NP_002446.3 25.96566524 1 10 10 58 466 51.431 9.79 1.07 1.23 0.9 1.07 Significant 0.00788 ISNPWQSPSGTLPALR 6 597955330 1xTMT6plex [N-Term] 0.81 1.209 1.042 4.234734058 26.62 0 1953.075526 2 977.0410767 -0.332501062 -0.0003247 68.83126211QGADTLAFMSLLEEK 16 597955330 2xTMT6plex [N-Term; K15] 1.041 1.026 0.922 4.828240871 41.12 0 2111.145863 2 1056.076172 -0.376913795 -0.00039786 102.755472LQLLTGEHRPEDEEELEK 4 597955330 2xTMT6plex [N-Term; K18] 0.806 0.777 5.533689499 7.51 0 2623.397931 4 656.6055908 0.991954449 0.000650573 54.10891908YNADYDLSAR 4 597955330 1xTMT6plex [N-Term] 0.984 1.259 3.424088955 36.71 0 1416.695674 2 708.8511963 -0.394087372 -0.000279151 34.47243396QTPAGPETEEEPYR 6 597955330 1xTMT6plex [N-Term] 0.829 1.641 0.739 4.182924271 51.59 0 1832.886388 2 916.9458008 -1.125523935 -0.001031479 26.99763743ECLTLLSQR 6 597955330 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.953 1.309 1.336 3.029349804 29.56 0 1348.745602 2 674.8762207 -0.32394823 -0.000218462 47.10642077TLGMAEEDEEE 4 597955330 1xTMT6plex [N-Term] 1.205 0.891 3.175194979 48.64 0 1481.651486 2 741.3295898 0.281724484 0.000208709 36.33569344LLPVLVHTFWIDTK 4 597955330 2xTMT6plex [N-Term; K14] 1.364 1.474 2.206650019 7.05 0 2140.293454 3 714.1034546 1.101082437 0.000785547 112.3844507FTGAPLK 6 597955330 2xTMT6plex [N-Term; K7] 1.081 0.979 1.16 2.448997974 25.8 0 1191.750166 2 596.3786621 -0.099115782 -5.91E-05 48.58548586NYVEVTR 2 597955330 1xTMT6plex [N-Term] 0.908 2.866016626 17.92 0 1109.615239 2 555.3111572 -0.181537589 -0.000100718 25.556058044505289 MVD diphosphomevalonate decarboxylase 4597 NP_002452.1 18 1 5 5 17 400 43.377 7.23 0.87 1.08 0.57 0.84 Significant 0.0297 VYGVESDLSEVAR 4 4505289 1xTMT6plex [N-Term] 0.913 0.817 4.456056595 56.8 0 1652.869281 2 826.9364624 -2.198114124 -0.001816598 53.54359259YIIVTQVGPGPQILDDPCAHLLGPDGLPKPAA 6 4505289 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C18] 0.734 0.833 0.525 5.606843948 24.65 0 3781.076273 4 946.0235596 -1.022155723 -0.000966212 97.74488878ASVETSPLLR 2 4505289 1xTMT6plex [N-Term] 0.529 4.089664936 36.32 0 1301.762632 2 651.3843384 -0.946049731 -0.000615766 53.96923771TTTTAVISK 2 4505289 2xTMT6plex [N-Term; K9] 0.99 2.657296181 23.7 0 1379.851002 2 690.4287109 -0.620751805 -0.000428272 48.65846106AESVVPAR 3 4505289 1xTMT6plex [N-Term] 1.144 1.344 2.52744627 4.27 0 1057.620325 2 529.3132324 -1.074531402 -0.000568223 23.0052962912667788 MYH9 myosin-9 4627 NP_002464.1 65.91836735 1 117 142 3943 1960 226.392 5.6 1.01 1.01 1.01 1.01 Non-Significant 1 TELEDTLDSTAAQQELR 12 12667788 1xTMT6plex [N-Term] 0.824 0.571 0.765 4.758915901 67.81 0 2149.082187 2 1075.043701 -0.959114669 -0.001030608 53.29731322DELADEIANSSGK 8 12667788 2xTMT6plex [N-Term; K13] 0.591 0.614 5.831357479 75.47 0 1806.948543 2 903.9768066 -1.221201765 -0.001103324 49.90914082LQQELDDLLVDLDHQR 52 12667788 1xTMT6plex [N-Term] 0.92 0.989 0.981 6.506922245 71.71 0 2179.155627 2 1090.0802 -1.148586794 -0.001251475 104.9856805EDQSILCTGESGAGK 18 12667788 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 0.84 0.728 0.482 3.722023487 49.17 0 2010.021391 2 1005.514282 -0.051281482 -5.15E-05 114.2796029
NFINNPLAQADWAAK 38 12667788 2xTMT6plex [N-Term; K15] 0.978 1.008 0.975 5.283269405 75.19 0 2131.170044 2 1066.087646 -0.951534231 -0.001013941 75.19341691SMEAEMIQLQEELAAAER 70 12667788 1xTMT6plex [N-Term]; 1xOxidation [M] 1.144 0.917 0.963 6.035263538 82.14 0 2294.120563 3 765.3774414 -1.217242587 -0.000930834 78.03839744SMEAEMIQLQEELAAAER 58 12667788 1xTMT6plex [N-Term] 1.174 1.176 1.274 6.421358585 70.98 0 2278.125648 3 765.3774414 -1.217242587 -0.000930834 78.03839744LEGDSTDLSDQIAELQAQIAELK 31 12667788 2xTMT6plex [N-Term; K23] 0.728 0.862 0.833 6.401010036 76.72 0 2945.571932 3 982.5280762 -0.766175271 -0.000752275 111.5262966IIGLDQVAGMSETALPGAFK 72 12667788 2xTMT6plex [N-Term; K20]; 1xOxidation [M10] 1.002 0.989 0.995 6.351912975 72.32 0 2492.383468 2 1238.689453 -6.833721624 -0.008461475 96.60807539IIGLDQVAGMSETALPGAFK 48 12667788 2xTMT6plex [N-Term; K20] 0.915 1.002 0.991 6.822406769 103.99 0 2476.388553 2 1238.689453 -6.833721624 -0.008461475 96.60807539NLPIYSEEIVEMYK 34 12667788 2xTMT6plex [N-Term; K14]; 1xOxidation [M12] 1.172 1.27 1.186 4.538196087 40.26 0 2202.176829 2 1093.59314 -1.331692988 -0.001455662 85.53152871NLPIYSEEIVEMYK 24 12667788 2xTMT6plex [N-Term; K14] 1.22 1.186 1.145 4.987670422 57.61 0 2186.181914 2 1093.59314 -1.331692988 -0.001455662 85.53152871QELEEICHDLEAR 6 12667788 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.607 0.798 0.85 5.10484314 38.24 0 1870.916642 3 624.3099976 -0.643034645 -0.000401021 57.33991029VEAQLQELQVK 30 12667788 2xTMT6plex [N-Term; K11] 0.832 0.812 0.858 4.704142094 65.47 0 1743.041656 2 872.0239258 -0.620184547 -0.000540504 62.82001276KMQQNIQELEEQLEEEESAR 10 12667788 2xTMT6plex [N-Term; K1]; 1xOxidation [M2] 1.373 1.303 1.543 4.950359344 32.86 1 2935.471901 3 973.8293457 -1.199540412 -0.001167344 74.69980217KMQQNIQELEEQLEEEESAR 12 12667788 2xTMT6plex [N-Term; K1] 1.848 1.733 1.517 6.91299057 45.77 1 2919.476986 3 973.8293457 -1.199540412 -0.001167344 74.69980217DMFQETMEAMR 12 12667788 1xTMT6plex [N-Term] 0.791 0.896 0.724 4.5271492 44.95 0 1617.72725 2 809.3634644 -4.696909853 -0.00379916 62.82168202KVEAQLQELQVK 20 12667788 3xTMT6plex [N-Term; K1; K12] 0.872 0.881 0.835 6.889927387 46.08 1 2100.299551 2 1050.651367 -1.948843439 -0.002046577 57.56221472

LEEEQIILEDQNCK 24 12667788 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 0.99 0.956 0.863 4.859591007 50.01 0 2219.16297 2 1110.084229 -0.806280915 -0.000894634 60.89166967
EQADFAIEALAK 108 12667788 2xTMT6plex [N-Term; K12] 1.059 1.05 1.057 4.866729736 90.27 0 1763.994371 2 882.5003662 -0.519048212 -0.000457799 73.24105509MQQNIQELEEQLEEEESAR 26 12667788 1xTMT6plex [N-Term] 0.842 0.854 0.891 7.326051712 70.01 0 2562.219091 3 860.0724487 -4.349130277 -0.003737663 79.71239152MQQNIQELEEQLEEEESAR 38 12667788 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.964 0.885 0.981 7.727229595 77.88 0 2578.214006 3 860.0724487 -4.349130277 -0.003737663 79.71239152KEEELQAALAR 34 12667788 2xTMT6plex [N-Term; K1] 0.979 0.973 0.98 5.037508488 34.41 1 1716.005605 2 858.5053101 -1.317771228 -0.001130651 45.24936361

KMEDSVGCLETAEEVK 12 12667788 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C8] 0.79 0.908 0.804 7.137400627 43.27 1 2512.324187 3 838.1115112 -1.674409145 -0.00140222 53.88546461
MEDSVGCLETAEEVK 22 12667788 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 0.753 0.769 0.729 5.270659924 55.27 0 2155.066292 2 1078.037109 0.301610211 0.000324995 55.94133906

NMDPLNDNIATLLHQSSDK 10 12667788 2xTMT6plex [N-Term; K19] 0.929 0.969 0.871 7.53344965 61.82 0 2584.344121 3 862.1205444 1.144813013 0.000986197 77.54740793NMDPLNDNIATLLHQSSDK 22 12667788 2xTMT6plex [N-Term; K19]; 1xOxidation [M2] 0.891 0.978 1.043 5.648303986 50.91 0 2600.339036 3 862.1205444 1.144813013 0.000986197 77.54740793DLEAHIDSANK 38 12667788 2xTMT6plex [N-Term; K11] 0.964 0.931 1.017 5.26550436 53.55 0 1670.91137 2 835.9576416 -2.01296546 -0.001681743 31.44450014LQQLFNHTMFILEQEEYQR 26 12667788 1xTMT6plex [N-Term] 1.387 1.129 1.231 6.093027115 40.47 0 2696.370387 3 899.4608154 -0.924988254 -0.00083137 105.4517855LQQLFNHTMFILEQEEYQR 15 12667788 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.99 1.116 1.135 5.397930622 34.44 0 2712.365302 3 899.4608154 -0.924988254 -0.00083137 105.4517855QLLQANPILEAFGNAK 40 12667788 2xTMT6plex [N-Term; K16] 1.032 1.054 1.012 5.882980824 78.63 0 2185.274509 2 1093.139771 -1.027264248 -0.001122427 96.91156113SGFEPASLKEEVGEEAIVELVENGKK 8 12667788 4xTMT6plex [N-Term; K9; K25; K26] 0.966 0.908 6.311619282 18.75 2 3705.076823 5 741.8178711 -4.473327286 -0.003314804 96.16092602
ALEQQVEEMKTQLEELEDELQATEDAK 2 12667788 3xTMT6plex [N-Term; K10; K27]; 1xOxidation [M9] 0.865 5.040237904 40.37 1 3850.97227 4 963.4976196 -0.940425981 -0.000905389 98.28354348

TFHIFYYLLSGAGEHLK 20 12667788 2xTMT6plex [N-Term; K17] 1.271 1.313 1.432 7.027872562 50.56 0 2454.358573 4 614.3450317 -0.112496551 -6.90E-05 100.9223323VISGVLQLGNIVFK 24 12667788 2xTMT6plex [N-Term; K14] 1.166 1.208 1.215 6.373254299 69.98 0 1945.22504 2 973.1144409 -1.765756656 -0.001717397 111.3971118
MEDSVGCLETAEEVKR 6 12667788 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 0.648 0.545 0.684 5.003671646 27.81 1 2311.167403 3 771.0604248 -0.295061248 -0.000227312 50.45421182

HSQAVEELAEQLEQTKR 12 12667788 2xTMT6plex [N-Term; K16] 0.967 0.875 0.78 6.739494801 19.38 1 2454.335271 4 614.3382568 -1.659885794 -0.001018479 61.70026418
ADFCIIHYAGK 14 12667788 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.022 1.15 1.14 4.414128304 53 0 1752.950733 2 876.9790039 -0.000951253 -8.34E-07 58.36817581

VIQYLAYVASSHK 26 12667788 2xTMT6plex [N-Term; K13] 1.32 1.286 1.344 5.656566143 64.26 0 1937.126054 2 969.0666504 -0.015532675 -1.50E-05 88.91776253EQLEEEEEAK 22 12667788 2xTMT6plex [N-Term; K10] 0.726 0.781 0.711 4.189819336 80 0 1691.873981 2 846.4420166 1.640277678 0.001387572 30.92526777ELESQISELQEDLESER 56 12667788 1xTMT6plex [N-Term] 0.86 0.898 0.875 6.138654232 69.9 0 2263.113881 3 755.0426636 -0.19594566 -0.000147816 78.32188875EMEAELEDERK 18 12667788 2xTMT6plex [N-Term; K11] 1.154 1.004 1.123 3.973615885 33.32 1 1836.941349 2 918.9754028 1.186523491 0.001089787 34.02970964KVIQYLAYVASSHK 16 12667788 3xTMT6plex [N-Term; K1; K14] 2.154 2.969 3.084 6.265537262 35.53 1 2294.383949 4 574.3515015 0.098836716 5.67E-05 82.60936413
VEDMAELTCLNEASVLHNLK 36 12667788 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9] 1.107 1.016 1.144 7.382900238 71.92 0 2744.436308 3 915.4841919 0.624858223 0.000571628 85.54727065
VEDMAELTCLNEASVLHNLK 19 12667788 2xTMT6plex [N-Term; K20]; 1xOxidation [M4]; 1xCarbamidomethyl [C9] 1.152 1.128 1.087 7.041660786 59.21 0 2760.431223 3 915.4841919 0.624858223 0.000571628 85.54727065

NTDQASMPDNTAAQK 18 12667788 2xTMT6plex [N-Term; K15]; 1xOxidation [M7] 0.874 1.055 1.023 4.804347038 39.57 0 2066.022454 3 684.013855 -0.25702513 -0.000175636 98.70986984NTDQASMPDNTAAQK 8 12667788 2xTMT6plex [N-Term; K15] 0.993 0.93 0.909 4.451969147 42.06 0 2050.027539 3 684.013855 -0.25702513 -0.000175636 98.70986984
KMEDSVGCLETAEEVKR 24 12667788 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C8] 1.354 1.265 1.347 7.525418758 30.47 2 2668.425298 3 890.1455688 -1.178510425 -0.001048256 48.344738
LTEMETLQSQLMAEK 42 12667788 2xTMT6plex [N-Term; K15]; 1xOxidation [M] 0.924 0.939 0.954 5.075757027 41.29 0 2226.176177 2 1105.593018 -1.132705173 -0.001251742 91.5503484LTEMETLQSQLMAEK 24 12667788 2xTMT6plex [N-Term; K15] 0.943 0.939 1.036 5.476773262 64.09 0 2210.181262 2 1105.593018 -1.132705173 -0.001251742 91.5503484TQLEELEDELQATEDAK 40 12667788 2xTMT6plex [N-Term; K17] 0.994 0.955 0.984 5.885612965 91.2 0 2420.24445 2 1210.624268 -1.318736109 -0.001595832 81.43421753DFSALESQLQDTQELLQEENR 58 12667788 1xTMT6plex [N-Term] 1.064 0.994 1.013 7.984411716 98.98 0 2722.336898 3 908.1157837 -1.506046435 -0.001366655 88.22341368QIATLHAQVADMK 10 12667788 2xTMT6plex [N-Term; K13] 0.914 1.006 0.939 5.889429092 75.47 0 1884.077724 2 942.5413208 -1.252006967 -0.001179439 59.13599645LQVELDNVTGLLSQSDSK 48 12667788 2xTMT6plex [N-Term; K18] 1.143 0.957 1.056 6.289179325 81.57 0 2404.33354 2 1202.667725 -2.232402934 -0.002683721 92.05215731IAQLEEQLDNETK 51 12667788 2xTMT6plex [N-Term; K13] 1.011 0.947 0.979 4.766908169 54.72 0 1989.090456 2 995.0487061 -0.161360497 -0.00016048 66.79749604IMGIPEEEQMGLLR 80 12667788 1xTMT6plex [N-Term] 0.97 1.005 1.006 5.043606758 62.09 0 1844.981157 2 922.9937134 -0.545611094 -0.000503321 75.46502295IAQLEEELEEEQGNTELINDR 40 12667788 1xTMT6plex [N-Term] 0.833 0.85 0.946 7.329322338 100.07 0 2701.336563 3 901.1133423 -4.105306492 -0.003696605 79.64848046KLEGDSTDLSDQIAELQAQIAELK 56 12667788 3xTMT6plex [N-Term; K1; K24] 0.956 0.969 0.915 7.663271427 59.03 1 3302.829827 4 826.4622192 -0.841695461 -0.000694994 106.0435379

SMMQDREDQSILCTGESGAGK 12 12667788 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C13] 2.151 1.834 1.939 6.285746098 37.07 1 2758.32102 3 920.1119385 0.087890309 8.08E-05 45.30257559HEAMITDLEER 28 12667788 1xTMT6plex [N-Term] 0.812 0.961 0.901 4.848249912 59.66 0 1572.788923 2 786.8978882 -0.268880844 -0.000211446 48.80632005ELEDATETADAMNR 50 12667788 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.135 1.045 1.002 4.201070786 61.62 0 1810.832638 2 897.9229126 0.459894119 0.000412718 38.04658933ELEDATETADAMNR 46 12667788 1xTMT6plex [N-Term] 0.946 0.963 0.973 4.937857628 79.47 0 1794.837723 2 897.9229126 0.459894119 0.000412718 38.04658933KGAGDGSDEEVDGK 4 12667788 3xTMT6plex [N-Term; K1; K14] 0.763 0.779 5.460022926 29.09 1 2051.085989 3 684.3666992 -0.216672413 -0.000148138 23.59474317
KQELEEICHDLEAR 39 12667788 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 1.018 1.004 1.072 6.005220413 46.77 1 2228.174537 4 557.7991943 0.1840133 0.000102503 59.4334247
KKVEAQLQELQVK 14 12667788 4xTMT6plex [N-Term; K1; K2; K13] 1.396 1.42 1.564 6.00668478 17.09 2 2457.557446 3 819.8573608 0.033935944 2.78E-05 63.52235795ANLQIDQINTDLNLER 36 12667788 1xTMT6plex [N-Term] 0.854 1.023 0.917 5.198755741 74.48 0 2099.129412 2 1050.067261 -1.032397342 -0.001083568 72.33088793KANLQIDQINTDLNLER 14 12667788 2xTMT6plex [N-Term; K1] 1.184 1.285 1.17 6.871935844 41.93 1 2456.387307 3 819.46698 -0.374643115 -0.000306756 68.87510375IAEFTTNLTEEEEK 36 12667788 2xTMT6plex [N-Term; K14] 0.953 0.937 1.026 5.469149113 74.33 0 2112.111251 2 1056.558594 -0.634682477 -0.00067026 66.80796995VSHLLGINVTDFTR 25 12667788 1xTMT6plex [N-Term] 0.961 1.003 0.966 5.356722832 73.19 0 1801.016949 3 601.0114136 1.520703433 0.000912938 73.79437877LDPHLVLDQLR 42 12667788 1xTMT6plex [N-Term] 0.952 0.995 0.937 4.04471159 53.51 0 1547.910693 2 774.4587402 -0.315884664 -0.000244481 75.03416164HEMPPHIYAITDTAYR 20 12667788 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.313 1.018 0.925 6.60927248 40.79 0 2160.07454 4 536.7754517 0.163991403 8.79E-05 44.80116168HEMPPHIYAITDTAYR 34 12667788 1xTMT6plex [N-Term] 1.023 1.097 0.955 5.950976849 47.62 0 2144.079625 4 536.7754517 0.163991403 8.79E-05 44.80116168
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LQLQEQLQAETELCAEAEELR 159 12667788 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.043 0.923 1.017 7.328434944 80.59 0 2730.38174 3 910.798645 -0.131128699 -0.000119344 82.72615885EQLEEEEEAKHNLEK 18 12667788 3xTMT6plex [N-Term; K10; K15] 1.349 1.32 1.095 6.655580521 42.45 1 2542.360373 4 636.3450317 -0.816350387 -0.000518864 43.94609183QLEEAEEEAQR 50 12667788 1xTMT6plex [N-Term] 1.004 1.003 1.072 4.969779015 64.46 0 1560.770296 2 780.8886108 -0.224607242 -0.00017528 27.23299837NMDPLNDNIATLLHQSSDKFVSELWK 6 12667788 3xTMT6plex [N-Term; K19; K26]; 1xOxidation [M2] 2.623 1.432 1.205 4.909090519 18.34 1 3718.971757 5 744.600769 0.801661061 0.000596271 104.0669776
KLEEEQIILEDQNCK 29 12667788 3xTMT6plex [N-Term; K1; K15]; 1xCarbamidomethyl [C14] 0.869 0.84 0.757 5.661444664 52.01 1 2576.420865 2 1288.712524 -1.200282111 -0.001546216 64.47174948

DLGEELEALK 24 12667788 2xTMT6plex [N-Term; K10] 0.771 0.687 0.696 4.432862282 64.61 0 1574.904159 2 787.9555054 -0.270078538 -0.000212674 71.42974756AGVLAHLEEER 22 12667788 1xTMT6plex [N-Term] 0.856 0.837 0.893 4.674842358 72.58 0 1452.800808 3 484.9382324 -0.457051215 -0.000221335 56.29568322QAQQERDELADEIANSSGK 47 12667788 2xTMT6plex [N-Term; K19] 0.966 0.856 1.06 6.474763393 39.36 1 2547.305093 3 849.7731934 -0.026114608 -2.22E-05 44.62496943
ITDVIIGFQACCR 14 12667788 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C12] 1.789 1.98 1.662 4.41237402 52.15 0 1781.923977 3 594.6472168 1.751034649 0.00104007 77.56173247

HSQAVEELAEQLEQTK 30 12667788 2xTMT6plex [N-Term; K16] 0.841 0.93 0.849 6.724049568 78.4 0 2298.23416 2 1149.619751 -0.841988562 -0.000967543 65.99392166ALEQQVEEMK 20 12667788 2xTMT6plex [N-Term; K10] 0.96 0.985 0.807 4.558693409 59.67 0 1662.913678 2 831.960083 -0.474404887 -0.000394447 50.30972487DVLLQVDDERR 16 12667788 1xTMT6plex [N-Term] 1.083 1.221 1.151 5.205578327 73.53 1 1586.86995 2 793.9367065 -2.40325558 -0.001906827 38.78010419ALELDSNLYR 2 12667788 1xTMT6plex [N-Term] 1.068 4.168054581 47.31 0 1422.77901 2 711.8930664 -0.108075463 -7.69E-05 53.50186565KFDQLLAEEK 24 12667788 3xTMT6plex [N-Term; K1; K10] 1.038 0.982 1.036 5.756443024 48.56 1 1908.140925 2 954.5736084 -0.516174205 -0.000492467 59.85920887RGDLPFVVPR 11 12667788 1xTMT6plex [N-Term] 0.917 0.849 0.942 4.642591476 44.3 1 1384.826235 3 462.2798462 -0.902420643 -0.000416565 50.38782713LKDVLLQVDDERR 33 12667788 2xTMT6plex [N-Term; K2] 1.181 1.205 1.191 5.897394657 30.05 2 2057.211909 3 686.4081421 -0.989684368 -0.000678663 59.82540997THEAQIQEMR 24 12667788 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.96 0.924 0.914 4.161561012 48.98 0 1487.747393 3 491.2554932 -0.37464711 -0.000183796 19.04435839THEAQIQEMR 24 12667788 1xTMT6plex [N-Term] 0.971 0.964 0.934 5.296158314 55.09 0 1471.752478 3 491.2554932 -0.37464711 -0.000183796 19.04435839
KMEDSVGCLETAEEVK 10 12667788 3xTMT6plex [N-Term; K1; K16]; 1xOxidation [M2]; 1xCarbamidomethyl [C8] 1.027 0.902 0.807 4.931470394 43.11 1 2528.319102 3 838.1115112 -1.674409145 -0.00140222 53.88546461

NKHEAMITDLEER 24 12667788 2xTMT6plex [N-Term; K2] 0.977 0.966 1.048 5.40861845 40.34 1 2044.089745 4 511.7776794 -0.419299869 -0.000214272 36.86599377TEMEDLMSSKDDVGK 6 12667788 3xTMT6plex [N-Term; K10; K15] 2.056 1.837 2.419 3.959672213 17.1 1 2372.229224 3 791.4137573 -1.05601403 -0.000835036 58.98171495TVGQLYKEQLAKLMATLR 12 12667788 3xTMT6plex [N-Term; K7; K12] 100 100 2.912 5.704188824 11.97 2 2750.656953 4 688.418457 -1.801193346 -0.001238616 101.5770672ALEEAMEQK 29 12667788 2xTMT6plex [N-Term; K9] 0.982 0.976 1.014 4.432529449 55.87 0 1506.823801 2 753.9152222 -0.420098264 -0.000316507 47.07946771DVLLQVDDER 6 12667788 1xTMT6plex [N-Term] 0.759 0.784 0.843 3.8180902 60.84 0 1430.768839 2 715.8882446 0.261032951 0.000186739 48.71423325QEEEMMAKEEELVK 12 12667788 3xTMT6plex [N-Term; K8; K14] 1.62 1.789 1.463 4.181134224 22.63 1 2410.281259 3 804.0976563 -1.179907942 -0.00094797 58.71586336ALEQQVEEMK 22 12667788 2xTMT6plex [N-Term; K10]; 1xOxidation [M9] 0.866 0.918 0.964 3.580523968 51.19 0 1678.908593 2 831.960083 -0.474404887 -0.000394447 50.30972487QIATLHAQVADMK 16 12667788 2xTMT6plex [N-Term; K13]; 1xOxidation [M12] 1.035 0.998 0.988 3.742908716 33.04 0 1900.072639 2 942.5413208 -1.252006967 -0.001179439 59.13599645
LTEMETLQSQLMAEK 2 12667788 2xTMT6plex [N-Term; K15]; 2xOxidation [M4; M12] 0.983 4.413804531 28.64 0 2242.171092 2 1105.593018 -1.132705173 -0.001251742 91.5503484

ASITALEAK 32 12667788 2xTMT6plex [N-Term; K9] 1.016 0.992 0.965 4.546928883 62.81 0 1361.840437 2 681.4235229 -0.490411023 -0.000333931 51.21811362EEELQAALAR 6 12667788 1xTMT6plex [N-Term] 0.91 1.009 0.874 3.648629904 39.23 0 1358.74771 2 679.8770752 -0.615323484 -0.000418035 44.94197566TDLLLEPYNK 34 12667788 2xTMT6plex [N-Term; K10] 1.118 1.158 1.057 4.384018898 45.18 0 1663.967094 2 832.4868774 -0.370089763 -0.000307909 70.55001875QTLENERGELANEVK 10 12667788 2xTMT6plex [N-Term; K15] 1.265 1.382 1.519 4.672442913 32.45 1 2188.197381 2 1094.60144 -0.811992849 -0.0008884 40.99582034TEMEDLMSSK 28 12667788 2xTMT6plex [N-Term; K10] 0.961 0.874 0.901 4.989936829 56.2 0 1628.827565 2 814.9177856 0.447720236 0.00036463 54.57076448ERNTDQASMPDNTAAQK 6 12667788 2xTMT6plex [N-Term; K17] 1.53 1.6 2.124 5.036137581 25.15 1 2335.171243 3 779.0617676 -0.211156088 -0.000164362 22.07948736
SMMQDREDQSILCTGESGAGK 10 12667788 2xTMT6plex [N-Term; K21]; 1xOxidation [M]; 1xCarbamidomethyl [C13] 1.158 100 0.991 3.481318951 24.56 1 2774.315935 3 920.1119385 0.087890309 8.08E-05 45.30257559

IMGIPEEEQMGLLR 68 12667788 1xTMT6plex [N-Term]; 1xOxidation [M] 1.035 1.044 0.978 4.436104298 40.29 0 1860.976072 2 922.9937134 -0.545611094 -0.000503321 75.46502295YEILTPNSIPK 18 12667788 2xTMT6plex [N-Term; K11] 1.29 1.35 1.336 4.338365555 64.96 0 1733.024943 2 867.0180664 2.25784546 0.001956451 63.72227965SGFEPASLK 6 12667788 2xTMT6plex [N-Term; K9] 0.671 0.642 0.615 3.794736862 44.17 0 1393.809137 2 697.4073486 -1.231427123 -0.000858187 47.51608555NAEQYKDQADK 14 12667788 3xTMT6plex [N-Term; K6; K11] 1.196 1.134 1.027 3.313049555 41.64 1 1997.09068 2 999.0474854 -1.49531361 -0.001493138 41.95749368
MEDSVGCLETAEEVK 4 12667788 2xTMT6plex [N-Term; K15]; 1xOxidation [M1]; 1xCarbamidomethyl [C7] 0.554 2.746632814 20.79 0 2171.061207 2 1078.037109 0.301610211 0.000324995 55.94133906

LEVNLQAMK 6 12667788 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 0.908 0.831 0.946 2.846053839 38.56 0 1519.891821 2 752.4506226 -1.953353851 -0.001468821 113.8299887LEVNLQAMK 40 12667788 2xTMT6plex [N-Term; K9] 0.904 1.026 1.225 3.851040602 51.86 0 1503.896906 2 752.4506226 -1.953353851 -0.001468821 113.8299887VDYKADEWLMK 6 12667788 3xTMT6plex [N-Term; K4; K11] 3.021 1.703 2.07 4.528278828 15.55 1 2085.16576 3 695.7265015 -0.387727194 -0.000269492 67.8314926FDQLLAEEK 12 12667788 2xTMT6plex [N-Term; K9] 1.005 0.88 1.034 3.910659075 54.18 0 1550.88303 2 775.9448853 -0.345778616 -0.000268131 64.28722039HEAMITDLEER 6 12667788 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.804 3.396749496 20.04 0 1588.783838 2 786.8978882 -0.268880844 -0.000211446 48.80632005LQEMEGTVK 14 12667788 2xTMT6plex [N-Term; K9] 1.004 0.944 0.864 4.135083675 54.16 0 1492.844536 2 746.9258423 -0.085902908 -6.41E-05 115.798227EMEAELEDER 4 12667788 1xTMT6plex [N-Term] 1.564 3.029177189 46.83 0 1479.683455 2 740.3455811 0.291264577 0.00021549 32.68261595EMEAELEDER 15 12667788 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.055 1.024 1.134 3.227118969 35.17 0 1495.67837 2 740.3455811 0.291264577 0.00021549 32.68261595VMQEQGTHPK 18 12667788 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.996 1.024 1.042 3.269175529 32.77 0 1628.883047 3 543.6325073 -0.048246155 -2.62E-05 18.26422531KLVWVPSDK 16 12667788 3xTMT6plex [N-Term; K1; K9] 1.136 1.201 1.131 4.249494076 29.6 1 1759.108503 3 587.0406494 -0.629812096 -0.000369303 57.73243061
QACVLMIK 22 12667788 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.159 1.172 1.209 3.554553986 44.44 0 1420.842034 2 710.9243774 -0.391273044 -0.000277969 57.4105146

TEMEDLMSSK 31 12667788 2xTMT6plex [N-Term; K10]; 1xOxidation [M] 0.753 0.897 0.889 2.92277813 43.42 0 1644.82248 2 814.9177856 0.447720236 0.00036463 54.57076448
CQHLQAEK 8 12667788 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 0.974 0.93 1.146 3.719943047 40.13 0 1471.809154 2 736.4082031 -0.016619002 -1.22E-05 20.91179516GDLPFVVPR 7 12667788 1xTMT6plex [N-Term] 0.902 0.833 0.942 3.2220788 34.15 0 1228.725124 2 614.8654785 -1.174915953 -0.000721824 62.92258774VAAYDKLEK 13 12667788 3xTMT6plex [N-Term; K6; K9] 1.493 1.493 1.35 3.867784739 31.3 1 1724.056133 2 862.531311 -0.456771489 -0.00039375 46.49266737ADGAEAKPAE 20 12667788 2xTMT6plex [N-Term; K7] 1.011 1.069 1.002 2.857796192 30.33 0 1416.77348 2 708.8909912 0.865397251 0.000613036 19.70689335QQQLTAMK 10 12667788 2xTMT6plex [N-Term; K8] 1.107 0.989 1.193 3.869036913 46.04 0 1405.823741 2 703.4150391 -0.668458621 -0.000469867 37.6805877GALALEEK 26 12667788 2xTMT6plex [N-Term; K8] 1.01 1.026 1.025 3.36171484 52.56 0 1288.787673 2 644.8971558 -0.495369855 -0.000319213 43.96371546AGKLDPHLVLDQLR 6 12667788 2xTMT6plex [N-Term; K3] 1.639 1.878 2.37 3.033755541 9.55 1 2033.227165 4 509.0627136 0.914507842 0.000464851 65.17766688VKPLLQVSR 27 12667788 2xTMT6plex [N-Term; K2] 1.245 1.329 1.374 2.856266022 23.27 0 1497.988104 2 749.4970703 -0.828053972 -0.000620207 49.17448812VEEEAAQK 31 12667788 2xTMT6plex [N-Term; K8] 0.955 1.057 0.998 3.964642763 47.83 0 1361.767666 2 681.3870239 -0.657137381 -0.000447434 24.74350674GELANEVK 22 12667788 2xTMT6plex [N-Term; K8] 0.822 0.794 0.839 3.511384964 45.57 0 1317.777837 2 659.392395 -0.245474562 -0.00016174 37.12004436
QSACNLEK 14 12667788 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 0.977 1.054 1.485 3.99469161 42.19 0 1407.766621 2 704.3857422 -1.713931105 -0.001206407 32.66499693
EEILAQAK 22 12667788 2xTMT6plex [N-Term; K8] 0.788 0.873 0.856 3.419354916 46.45 0 1359.824787 2 680.4164429 0.604520667 0.000411021 43.7488343ALEEAMEQK 28 12667788 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.991 1.001 0.955 2.788167 40.71 0 1522.818716 2 753.9152222 -0.420098264 -0.000316507 47.07946771QEEEMMAK 12 12667788 2xTMT6plex [N-Term; K8] 0.886 0.932 0.827 3.810129642 43.95 0 1453.743108 2 727.3757935 0.827294765 0.000601337 32.49681708NKHEAMITDLEER 6 12667788 2xTMT6plex [N-Term; K2]; 1xOxidation [M6] 0.943 1.051 4.100179195 11.4 1 2060.08466 4 511.7776794 -0.419299869 -0.000214272 36.86599377VMQEQGTHPK 2 12667788 2xTMT6plex [N-Term; K10] 1.13 2.701326847 17.27 0 1612.888132 3 543.6325073 -0.048246155 -2.62E-05 18.26422531EQEVNILK 24 12667788 2xTMT6plex [N-Term; K8] 1.029 1.059 1.061 3.466843128 43.28 0 1430.861901 2 715.9345093 -0.111048671 -7.94E-05 47.94823914KTLEEEAK 10 12667788 3xTMT6plex [N-Term; K1; K8] 1.436 1.405 1.653 3.64704752 31.83 1 1634.993198 2 818.0002441 0.008147587 6.66E-06 30.03879825LKQVEDEK 12 12667788 3xTMT6plex [N-Term; K2; K8] 2.452 2.293 2.018 3.324441433 27.94 1 1676.019747 2 838.5123291 -1.411586515 -0.001182923 48.91155203LQEMEGTVK 11 12667788 2xTMT6plex [N-Term; K9]; 1xOxidation [M4] 0.949 1.133 0.924 2.377361536 28.33 0 1508.839451 2 746.9258423 -0.085902908 -6.41E-05 115.798227DLQGRDEQSEEK 6 12667788 2xTMT6plex [N-Term; K12] 1.794 1.156 2.584 4.381914139 19.68 1 1891.976155 3 631.3297729 -0.734365674 -0.000463134 33.36489803SVHELEK 33 12667788 2xTMT6plex [N-Term; K7] 0.902 0.942 0.949 3.351763964 36.21 0 1299.767272 2 650.3866577 -0.948962433 -0.000616715 26.92655769QQQLTAMK 30 12667788 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.98 0.934 0.971 2.775374889 30.27 0 1421.818656 2 703.4150391 -0.668458621 -0.000469867 37.6805877DLGEELEALKTELEDTLDSTAAQQELR 3 12667788 2xTMT6plex [N-Term; K10] 1.02 3.180606842 0.82 1 3475.805573 3 1159.27771 3.74115368 0.004334508 101.1090516
CIIPNHEK 6 12667788 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 1.109 1.018 1.039 3.14837265 21.19 0 1468.834641 3 490.2819214 -2.334959803 -0.001143223 31.6683182

DMFQETMEAMR 2 12667788 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.641 2.097707987 17.24 0 1633.722165 2 809.3634644 -4.696909853 -0.00379916 62.82168202DLEGLSQR 20 12667788 1xTMT6plex [N-Term] 0.733 0.759 1.094 3.138148546 31.13 0 1146.631618 2 573.819397 -0.087416644 -5.01E-05 29.66709874DQGELER 14 12667788 1xTMT6plex [N-Term] 0.896 0.912 0.857 2.781574726 46.53 0 1075.558118 2 538.2824097 -0.535139899 -0.000287787 16.10706061NCAAYLK 6 12667788 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.212 1.28 1.59 2.96138835 30.79 0 1297.733864 2 649.3706665 0.148256756 9.62E-05 33.67160378VEEEEER 7 12667788 1xTMT6plex [N-Term] 1.039 1.031 1.015 3.127042055 36.22 0 1148.563263 2 574.7848511 -0.729303809 -0.000418826 16.19380198QVEDEKNSFR 10 12667788 2xTMT6plex [N-Term; K6] 1.563 1.686 1.809 3.447165489 7.86 1 1709.922269 3 570.6448975 -1.24565147 -0.000709989 26.53288114DEQSEEK 26 12667788 2xTMT6plex [N-Term; K7] 0.863 0.862 0.803 3.148597002 39.18 0 1322.683996 2 661.8453369 -0.452732381 -0.000299411 16.56894835ADEWLMK 19 12667788 2xTMT6plex [N-Term; K7] 0.957 0.937 0.885 3.229389429 36.8 0 1350.749179 2 675.8778076 -0.622436525 -0.000420378 58.04651218KDQGELER 16 12667788 2xTMT6plex [N-Term; K1] 1.183 1.176 1.216 3.523593903 18.66 1 1432.816013 2 716.911377 -0.374063205 -0.000267982 25.85032809VNKDDIQK 20 12667788 3xTMT6plex [N-Term; K3; K8] 1.081 1.126 1.076 2.98055315 21.91 1 1647.004432 2 824.0057373 -0.141924709 -0.000116875 35.21601173QLAAENR 7 12667788 1xTMT6plex [N-Term] 1.044 1.104 2.955448627 36.75 0 1030.584274 2 515.7946777 -2.129540792 -0.001097336 108.2214171TLEEEAK 6 12667788 2xTMT6plex [N-Term; K7] 0.999 0.924 0.931 3.119482517 34.31 0 1277.735303 2 639.3709717 -0.498257052 -0.00031832 115.1274902VVFQEFR 18 12667788 1xTMT6plex [N-Term] 1.048 1.046 0.994 2.463346958 26.37 0 1153.65671 2 577.331665 -0.569261089 -0.000328366 56.07359943TVGQLYK 12 12667788 2xTMT6plex [N-Term; K7] 0.922 0.96 1.005 3.042529345 30.67 0 1266.782194 2 633.8947144 -0.033138343 -2.10E-05 113.1437489SMAVAAR 2 12667788 1xTMT6plex [N-Term] 0.971 2.505817175 31.79 0 934.5341523 2 467.7704468 -0.572868644 -0.000267683 27.32058225LVWVPSDK 20 12667788 2xTMT6plex [N-Term; K8] 0.82 0.813 0.847 3.34563303 32.13 0 1401.850608 2 701.4283447 -0.852520852 -0.000597553 65.94776364QTLENER 6 12667788 1xTMT6plex [N-Term] 0.966 0.994 0.934 2.888067484 38.65 0 1118.600317 2 559.8034668 -0.590439891 -0.000330233 16.63982818KLQAQMK 16 12667788 3xTMT6plex [N-Term; K1; K7] 1.191 1.369 1.234 3.722074747 23.45 1 1533.97538 2 767.4902954 -1.346924934 -0.001033075 35.04186817FVSELWK 22 12667788 2xTMT6plex [N-Term; K7] 0.985 0.98 0.993 3.202521086 30.86 0 1366.813494 2 683.9099731 -0.603243194 -0.00041226 74.53567064
QACVLMIK 8 12667788 2xTMT6plex [N-Term; K8]; 1xOxidation [M6]; 1xCarbamidomethyl [C3] 1.035 1.122 1.207 2.269912004 23.67 0 1436.836949 2 710.9243774 -0.391273044 -0.000277969 57.4105146

QEEEMMAK 31 12667788 2xTMT6plex [N-Term; K8]; 1xOxidation [M] 0.925 0.872 0.882 2.153296709 28.48 0 1469.738023 2 727.3757935 0.827294765 0.000601337 32.49681708ADEWLMK 14 12667788 2xTMT6plex [N-Term; K7]; 1xOxidation [M6] 1.024 1.002 1.014 1.948309422 30.69 0 1366.744094 2 675.8778076 -0.622436525 -0.000420378 58.04651218NTNPNFVR 10 12667788 1xTMT6plex [N-Term] 1.293 0.921 1.118 3.136044502 22.15 0 1190.647936 2 595.8261108 -2.512329817 -0.00149565 23.14873853NRDEAIK 10 12667788 2xTMT6plex [N-Term; K7] 1.272 1.132 1.034 3.289832592 13.1 1 1303.77342 2 652.3901367 -0.324766937 -0.000211711 18.52442625KLEMDLK 10 12667788 3xTMT6plex [N-Term; K1; K7] 1.033 1.042 1.186 2.827013493 10.99 1 1563.974712 3 521.9962769 -0.277685816 -0.000144765 50.89995456SMAVAAR 6 12667788 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.279 1.058 0.936 1.612383008 20.97 0 950.5290673 2 467.7704468 -0.572868644 -0.000267683 27.32058225LKDVLLQVDDER 4 12667788 2xTMT6plex [N-Term; K2] 0.809 1.304 1.235 2.404057741 0.4 1 1901.110798 3 634.3759155 1.259938155 0.000798427 118.071754427262628 NASP nuclear autoantigenic sperm protein isoform 2 4678 NP_002473.2 48.73096447 1 30 30 194 788 85.186 4.3 1.2 1.21 1.27 1.23 Significant 0.000317 LGEVSVESENYVQAVEEFQSCLNLQEQYLEAHDR 2 27262628 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 0.01 4.504716396 22.9 0 4242.013461 4 1061.257446 -1.297976492 -0.001376508 107.1828565LSVEESEAAGDGVDTK 10 27262628 2xTMT6plex [N-Term; K16] 1.179 1.125 1.165 5.676994324 72.23 0 2065.070115 2 1033.037964 -0.708806744 -0.000731868 44.49464056VQIAANEETQER 2 27262628 1xTMT6plex [N-Term] 1.1 4.645609856 48.37 0 1616.844129 2 808.9257813 0.096867717 7.83E-05 28.1680913HLVMGDIPAAVNAFQEAASLLGK 2 27262628 2xTMT6plex [N-Term; K23]; 1xOxidation [M4] 0.877 4.646744251 18.63 0 2826.558806 3 937.5238647 -2.437251735 -0.002283351 112.4737642HLVMGDIPAAVNAFQEAASLLGK 7 27262628 2xTMT6plex [N-Term; K23] 1.278 0.781 7.53111887 69.27 0 2810.563891 3 937.5238647 -2.437251735 -0.002283351 112.4737642EVSEEQPVVTLEK 12 27262628 2xTMT6plex [N-Term; K13] 1.13 1.177 1.237 4.759236336 77.74 0 1945.089394 2 973.0471191 -1.250425177 -0.001216094 52.05636339SVSGTDVQEECR 6 27262628 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.122 1.184 1.135 4.724803448 62.92 0 1595.753266 2 798.3803101 0.048777708 3.89E-05 18.54608646
KYGETANECGEAFFFYGK 6 27262628 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C9] 0.982 0.951 1.403 5.11308527 26.62 1 2805.416114 3 935.8084717 -1.87202922 -0.001750607 68.52700682

ATLVESSTSGFTPGGGGSSVSMIASR 6 27262628 1xTMT6plex [N-Term] 0.9 1.132 1.37 7.566004753 97.65 0 2672.339875 3 891.451416 -0.067339161 -6.00E-05 60.90806993EAQLYAAQAHLK 6 27262628 2xTMT6plex [N-Term; K12] 1.376 1.389 1.492 5.122016907 33.25 0 1801.037239 3 601.0167236 -0.900393133 -0.000540547 43.94313636
KPTDGASSSNCVTDISHLVR 6 27262628 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C11] 1.204 1.182 1.021 7.026278496 57.49 0 2602.36592 4 651.3469238 -0.020903094 -1.36E-05 49.43472444

SGNVAELALK 6 27262628 2xTMT6plex [N-Term; K10] 1.426 1.182 1.191 3.833712339 53.64 0 1459.88845 2 730.4456787 -2.992775321 -0.002184559 54.35394127VDLTLDWLTETSEEAK 8 27262628 2xTMT6plex [N-Term; K16] 1.003 1.438 1.523 4.703793049 48.68 0 2308.232429 3 770.0820313 -0.384961232 -0.000296193 95.96370313EAEGSSAEYK 6 27262628 2xTMT6plex [N-Term; K10] 0.989 0.907 1.138 4.445084572 57.32 0 1528.789524 2 764.8980713 -0.430204332 -0.000328846 21.56267805VVTSENEAGK 6 27262628 2xTMT6plex [N-Term; K10] 0.948 1.043 1.057 3.873153687 40.59 0 1491.841894 2 746.4224854 -2.814987897 -0.002099758 40.63774955EAEGSSAEYKK 5 27262628 3xTMT6plex [N-Term; K10; K11] 2.275 2.053 1.582 2.780433416 3.94 1 1886.047419 3 629.3535156 -0.755540389 -0.000474995 23.63377645EIEELKELLPEIR 6 27262628 2xTMT6plex [N-Term; K6] 2.043 2.21 2.279 4.032371044 11.9 1 2069.225828 3 690.4139404 0.696061804 0.000480103 92.87805518MAVLNEQVK 11 27262628 2xTMT6plex [N-Term; K9] 1.074 1.137 1.235 3.826925039 48.6 0 1489.881256 2 745.4440918 -0.23431817 -0.000174553 50.74169385LVPSQEETK 6 27262628 2xTMT6plex [N-Term; K9] 1.101 1.164 1.226 3.012562513 49.06 0 1488.86738 2 744.9371948 -0.179372297 -0.000133531 36.55718294VAQGATEK 6 27262628 2xTMT6plex [N-Term; K8] 1.195 1.033 1.238 2.946997643 47.26 0 1261.751622 2 631.3790894 -0.570705874 -0.000360045 22.38317798SAEEPQEK 8 27262628 2xTMT6plex [N-Term; K8] 1.087 1.07 1.283 3.473730564 33.33 0 1375.746931 2 688.3762207 -1.283560014 -0.000882927 18.92968139
EQVYDAMGEKEEAK 6 27262628 3xTMT6plex [N-Term; K10; K14]; 1xOxidation [M7] 1.235 1.284 1.342 3.23098588 19.28 1 2330.215289 3 777.409729 -0.281084878 -0.000218329 29.50367707

SLAKPETDKEQDSEMEK 3 27262628 4xTMT6plex [N-Term; K4; K9; K17] 1.645 1.106 0.867 3.592793941 1 2881.563455 4 721.1450806 -1.722101371 -0.001240586 37.17566635GGAAPEGPNEAEVTSGKPEQEVPDAEEEK 2 27262628 3xTMT6plex [N-Term; K17; K29] 0.513 2.238075495 6.41 0 3638.827655 3 1213.612183 -1.555437348 -0.001886656 45.65334191SIEVIENR 6 27262628 1xTMT6plex [N-Term] 1.267 1.356 1.299 3.119436741 55.58 0 1188.678568 2 594.8425903 -0.558347694 -0.000331848 34.16124575SLLELAR 12 27262628 1xTMT6plex [N-Term] 1.082 1.12 1.331 2.721019506 26.35 0 1030.645811 2 515.8261108 -0.840347191 -0.00043305 54.31170474ELLPEIR 12 27262628 1xTMT6plex [N-Term] 1.205 1.175 1.291 3.003590107 35.34 0 1098.672026 2 549.8393555 -0.538434115 -0.000295781 53.37413066KPEEESPR 6 27262628 2xTMT6plex [N-Term; K1] 1.026 1.112 2.830257654 17.13 0 1429.805114 3 477.2732239 0.002910089 1.39E-06 17.1540913LLGLGQK 4 27262628 2xTMT6plex [N-Term; K7] 1.075 1.031 2.473881483 26.72 0 1186.792365 2 593.8999634 0.240368763 0.000142634 53.9158799EDMDISK 2 27262628 2xTMT6plex [N-Term; K7] 0.919 2.46732831 20.45 0 1295.691724 2 648.3468018 -4.165438642 -0.002698562 34.942482EKIEDAK 8 27262628 3xTMT6plex [N-Term; K2; K7] 1.281 1.683 1.774 2.250478029 14.97 1 1519.92987 2 760.4711914 3.445107964 0.002618161 28.79801335
118572611 NUBP1 cytosolic Fe-S cluster assembly factor NUBP1 isoform 1 4682 NP_002475.2 19.0625 1 4 4 22 320 34.512 5.33 0.98 1.1 1.11 1.06 Significant 0.00154

ESQIFPPTTGGAELMCQDLEVPLLGR 10 118572611 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.977 0.688 1.306 4.681228161 53.54 0 3087.569223 3 1029.861938 0.660464443 0.000679743 97.75108858
LPIIGVVENMSGFICPK 6 118572611 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C15] 0.937 1.157 1.054 4.491712093 48.38 0 2332.317302 3 778.1100464 -0.735937534 -0.000572147 112.7755253

IQEFCNLHQSK 2 118572611 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 0.962 3.65640831 35.82 0 1861.999474 3 621.3359375 -3.337605669 -0.00207154 45.56625145
ILVLSGK 4 118572611 2xTMT6plex [N-Term; K7] 1.036 1.09 2.911782503 26.72 0 1187.812766 2 594.4096069 -0.697679665 -0.000414356 70.6731895233356172 NBN nibrin 4683 NP_002476.2 7.692307692 1 5 5 24 754 84.906 6.9 1.29 1.46 1.33 1.36 Significant 0.00142 LLTGVEYVVGR 12 33356172 1xTMT6plex [N-Term] 1.411 1.285 1.407 3.972550631 52.87 0 1434.851781 2 717.9291992 -0.459408079 -0.000329591 72.83809709ERDEENQEMSSCK 4 33356172 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.137 1.522 4.569048405 14.93 1 2099.973789 3 700.6638184 1.482436658 0.001037693 17.81599517

MLSQDAPTVK 4 33356172 2xTMT6plex [N-Term; K10] 1.42 1.516 4.353161812 48.32 0 1547.886735 2 774.4472046 0.256620642 0.00019861 53.45274973EESLADDLFR 2 33356172 1xTMT6plex [N-Term] 1.57 3.208934784 12.54 0 1423.72664 2 712.3673706 0.579170828 0.00041229 61.94896746LLPAAGPAGGEPYR 2 33356172 1xTMT6plex [N-Term] 1.038 2.571828365 19.65 0 1597.889957 2 799.4451904 -4.288850176 -0.003426555 51.64663014505343 NCBP1 nuclear cap-binding protein subunit 1 4686 NP_002477.1 37.46835443 1 20 20 126 790 91.781 6.43 1.21 1.19 1.2 1.2 Significant 0.0000231 MFDYTDDPEGPVMPGSHSVER 6 4505343 1xTMT6plex [N-Term]; 2xOxidation [M1; M13] 1.465 1.028 0.959 5.766628742 41.6 0 2627.159134 3 876.3884277 -3.198940927 -0.002801376 37.75662471DVPNPNQDDDDDEGFSFNPLK 7 4505343 2xTMT6plex [N-Term; K21] 1.514 1.489 1.486 3.865912437 32.09 0 2836.331368 3 946.1147461 -0.593205988 -0.000560843 68.81983115FIMILTEHLVR 6 4505343 1xTMT6plex [N-Term] 1.322 1.266 1.291 4.373832226 46.07 0 1600.944636 3 534.3187866 -1.767023453 -0.000942969 98.38157703HILRPYLAFDSILCEALQHNLPPFTPPPHTEDSVYPMPR 8 4505343 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.643 100 1.047 8.764897346 33.04 0 4798.447538 6 800.5802612 -0.49051848 -0.000392288 109.2198327
TSDANETEDHLESLICK 4 4505343 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C16] 1.125 1.334 5.838542938 55.05 0 2420.20154 3 807.4060669 0.87081326 0.000702515 57.57278696

KTCAAQLVSYPGK 10 4505343 3xTMT6plex [N-Term; K1; K13]; 1xCarbamidomethyl [C3] 1.428 1.41 1.58 5.301137447 33.28 1 2110.229757 3 704.0808105 -0.890305602 -0.00062625 49.21538909
ATNDEIFSILK 18 4505343 2xTMT6plex [N-Term; K11] 1.479 1.394 1.265 4.527682781 71.79 0 1708.988558 2 854.9963989 -1.776804428 -0.001518269 82.14650912ANNYNEAVYLVR 4 4505343 1xTMT6plex [N-Term] 1.214 1.196 3.683385372 26.13 0 1654.875036 2 827.9416504 0.597411423 0.000494321 50.33011711

THVPMLQVWTADKPHPQEEYLDCLWAQIQK 6 4505343 3xTMT6plex [N-Term; K13; K30]; 1xOxidation [M5]; 1xCarbamidomethyl [C23] 1.55 1.418 1.243 5.745056152 10.75 0 4365.27673 5 873.8601074 -1.213994198 -0.001059884 87.30607305
FVIEENLHCIIK 4 4505343 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.351 1.301 4.15483427 31.51 0 1973.129425 3 658.3814087 0.125406988 8.25E-05 75.18939315
IFANTESYLK 8 4505343 2xTMT6plex [N-Term; K10] 1.291 1.498 1.212 4.373339653 45.48 0 1643.940879 2 822.4737549 -0.393088573 -0.000323107 66.33075491NHPQMIAVLVDK 6 4505343 2xTMT6plex [N-Term; K12] 0.751 0.781 0.676 4.682528019 28.27 0 1823.061346 3 608.3583984 -0.385893487 -0.000234502 63.37720963LDTMNTTCVDR 6 4505343 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.208 1.125 0.994 3.791477919 34.84 0 1554.745344 2 777.8761597 -0.193519835 -0.000150437 34.46609481KDGVLEEQIER 8 4505343 2xTMT6plex [N-Term; K1] 1.334 0.816 1.165 3.990584612 13.62 1 1774.011084 3 592.0083618 -0.311080796 -0.000183954 47.81829157NYNFGGEFVEAMIR 2 4505343 1xTMT6plex [N-Term] 1.256 3.007912397 11.82 0 1875.926085 2 938.465271 -1.502925854 -0.001409689 85.72277004SFSHSFSALAK 4 4505343 2xTMT6plex [N-Term; K11] 0.694 0.668 3.935612202 31.98 0 1639.920813 3 547.3117065 -0.150166454 -8.21E-05 51.16952743VESAQSEQK 6 4505343 2xTMT6plex [N-Term; K9] 1.328 1.184 1.427 4.11587286 38.26 0 1463.810593 2 732.4083862 -0.749850471 -0.00054882 19.66564569TLAESDEGK 10 4505343 2xTMT6plex [N-Term; K9] 0.491 0.629 0.618 3.590549469 39.6 0 1407.773145 2 704.3901978 -0.018804299 -1.32E-05 23.9747901HSDENDGGQPHKR 2 4505343 2xTMT6plex [N-Term; K12] 2.741 2.385699987 3.2 1 1934.983306 4 484.500885 -0.824787962 -0.000398988 13.66774932NLFLVIFQR 1 4505343 1xTMT6plex [N-Term] 1.513 2.447568417 0 1378.840822 2 689.9230957 -1.383548934 -0.000953847 101.4406347

4505355 NDUFA2 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 2 isoform 1 4695 NP_002479.1 49.49494949 1 5 5 24 99 10.915 9.57 1.23 1.12 1.14 1.17 Significant 0.000845
YAFGQETNVPLNNFSADQVTR 4 4505355 1xTMT6plex [N-Term] 1.789 0.999 5.810127735 40.89 0 2600.294245 3 867.4364624 0.226384776 0.000196222 66.33590817ANPDLPILIR 6 4505355 1xTMT6plex [N-Term] 1.282 1.031 1.244 4.187875271 45.2 0 1350.830652 2 675.9173584 -2.377428378 -0.001605752 66.71921073KANPDLPILIR 6 4505355 2xTMT6plex [N-Term; K1] 1.343 1.353 1.04 4.216538906 15.82 1 1708.088547 3 570.0341187 -0.435535365 -0.000247978 63.92533646ALENVLSGK 2 4505355 2xTMT6plex [N-Term; K9] 1.185 2.884077311 31.86 0 1388.851336 2 694.9279785 -1.912198002 -0.001327879 58.24567011

ECSDVQPK 6 4505355 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.159 1.298 1.23 2.502455235 22.39 0 1420.750636 2 710.8790894 0.187190441 0.000132975 22.67652295
4505357 NDUFA4 cytochrome c oxidase subunit NDUFA4 4697 NP_002480.1 46.91358025 1 4 4 26 81 9.364 9.38 1.07 1.1 0.99 1.05 Significant 0.00097 LALFNPDVCWDR 8 4505357 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.172 1.148 3.615 4.182781219 41.9 0 1734.883492 2 867.9460449 0.761534568 0.000660587 81.14737962FYSVNVDYSK 6 4505357 2xTMT6plex [N-Term; K10] 1.299 1.014 0.849 4.306290627 31.77 0 1679.904494 2 840.4573975 1.800377275 0.001512231 57.27743691NNPEPWNK 5 4505357 2xTMT6plex [N-Term; K8] 1.233 1.231 1.205 3.209221363 22.01 0 1456.794884 2 728.9013672 0.393895535 0.000286913 36.8786347LGPNDQYK 7 4505357 2xTMT6plex [N-Term; K8] 0.897 0.884 0.938 2.590027571 27.13 0 1392.788736 2 696.8986816 0.969803399 0.000675366 30.92447482

51317370 NDUFA6 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 6 4700 NP_002481.2 39.61038961 1 5 5 35 154 17.859 10.14 1.36 1.36 1.42 1.38 Significant 0.00021
EVPNTVHQFQLDITVK 10 51317370 2xTMT6plex [N-Term; K16] 1.199 1.628 1.255 5.023574352 45.39 0 2326.317102 3 776.109314 -1.59634964 -0.001237872 68.92136279GKIELEETIK 9 51317370 3xTMT6plex [N-Term; K2; K10] 1.314 1.421 0.806 3.453075409 25.9 1 1847.145676 3 616.3868408 0.158661518 9.77E-05 54.72343632FFHETEAPRPK 9 51317370 2xTMT6plex [N-Term; K11] 1.369 1.329 1.521 3.977720022 16.08 0 1817.011025 4 455.0081177 -0.211196779 -9.59E-05 36.50723277VVDLLVIK 6 51317370 2xTMT6plex [N-Term; K8] 1.445 1.438 1.455 3.639906645 50.93 0 1356.923045 2 678.9644775 -1.006801292 -0.000683076 88.77294031QATSTASTFVKPIFSR 1 51317370 2xTMT6plex [N-Term; K11] 0.826 2.90734458 0 2199.253774 3 733.7550049 -1.506143403 -0.001104131 58.12831389

4505361 NDUFB3 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 3 4709 NP_002482.1 21.42857143 1 2 2 14 98 11.395 9.2 1.35 1.16 1.1 1.2 Significant 0.0039
IEGTPLETIQK 10 4505361 2xTMT6plex [N-Term; K11] 1.345 1.535 1.44 4.280436993 43.01 0 1687.004208 2 844.0050659 -0.80178464 -0.000676307 61.63044929SVSFSDVFFK 4 4505361 2xTMT6plex [N-Term; K10] 0.78 0.87 4.504742146 41.22 0 1620.903766 2 810.9498901 -6.947948917 -0.005630978 82.59962944

4505363 NDUFB5 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 5, mitochondrial isoform 1 precursor 4711 NP_002483.1 5.82010582 1 1 1 6 189 21.737 9.63 2.03 1.6 1.44 1.69 Significant 0.0107
TMAVLQIEAEK 6 4505363 2xTMT6plex [N-Term; K11] 2.026 1.596 1.44 4.929575443 75.57 0 1690.981364 2 845.993042 -1.511882791 -0.001278283 71.6971336

4505365 NDUFB6 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 6 isoform 1 4712 NP_002484.1 25 1 3 3 24 128 15.479 9.63 1.64 1.84 1.64 1.7 Significant 0.00152
IFPGDTILETGEVIPPMK 14 4505365 2xTMT6plex [N-Term; K18] 1.506 1.89 1.588 5.297643185 49.69 0 2415.360941 2 1208.182373 -1.437224636 -0.001735708 98.45754374IFPGDTILETGEVIPPMKEFPDQHH 6 4505365 2xTMT6plex [N-Term; K18] 1.166 1.594 2.607 4.658238888 14.58 1 3305.728056 4 827.187561 0.108499737 8.97E-05 91.00781268MVHGVYK 4 4505365 2xTMT6plex [N-Term; K7] 1.866 1.84 2.780286074 19.93 0 1291.759685 3 431.2575989 -1.115655766 -0.000480386 31.03465843

4505369 NDUFS4 NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial isoform 1 precursor 4724 NP_002486.1 13.71428571 1 2 2 14 175 20.095 10.3 1.18 1.12 1.15 1.15 Significant 0.000227
LDITTLTGVPEEHIK 6 4505369 2xTMT6plex [N-Term; K15] 1.16 1.14 5.817714214 42.92 0 2124.231641 3 708.7484741 -0.36354167 -0.000257416 70.22987853EDAVSFAEK 8 4505369 2xTMT6plex [N-Term; K9] 1.269 1.121 1.21 3.156700611 25.08 0 1453.793881 2 727.4005737 -0.006864152 -4.99E-06 42.8473514

4505371 NDUFS8 NADH dehydrogenase [ubiquinone] iron-sulfur protein 8, mitochondrial precursor 4728 NP_002487.1 32.85714286 1 6 6 74 210 23.69 6.34 1.1 1.15 1.13 1.13 Significant 0.000166
YVNMQDPEMDMK 12 4505371 2xTMT6plex [N-Term; K12] 1.001 1.11 1.08 4.069689751 47.24 0 1958.942612 2 979.9746704 -0.279563926 -0.000273825 57.01037445

LCEAICPAQAITIEAEPR 24 4505371 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C6] 1.402 1.7 1.8 5.139750004 59.48 0 2271.167454 2 1136.087524 0.139940419 0.000158914 69.0342463GLGMTLSYLFR 8 4505371 1xTMT6plex [N-Term] 1.172 1.191 1.561 4.784941673 41.3 0 1486.828937 2 743.9180908 -0.0215757 -1.60E-05 96.89265051EPATINYPFEK 12 4505371 2xTMT6plex [N-Term; K11] 1.072 1.153 1.061 3.91541934 29.02 0 1766.972908 3 589.6619263 -0.951996151 -0.000560717 59.1805507TLLWTELFR 16 4505371 1xTMT6plex [N-Term] 1.166 1.05 1.174 3.977402687 41.05 0 1407.819753 2 704.4116821 -2.603324879 -0.001832506 96.80683879RYPSGEER 2 4505371 1xTMT6plex [N-Term] 1.063 3.174033642 23.41 1 1222.637766 3 408.2174683 0.070319402 2.87E-05 15.32695584
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37693993 NME3 nucleoside diphosphate kinase 3 precursor 4832 NP_002504.2 36.68639053 1 5 5 28 169 19.003 7.84 0.7 0.72 0.71 0.71 Significant 0.0000661 YMASGPVVAMVWQGLDVVR 6 37693993 1xTMT6plex [N-Term] 0.833 1.813 0.699 6.422764778 57.52 0 2307.219095 3 769.7427368 -2.357071677 -0.00181276 110.8985284ALIGATNPADAPPGTIR 6 37693993 1xTMT6plex [N-Term] 0.709 0.725 0.551 4.930415154 51.25 0 1864.048977 2 932.5267334 -1.495042866 -0.001393417 52.20917279LVQASEELLR 6 37693993 1xTMT6plex [N-Term] 0.741 0.904 0.633 4.413555145 52.89 0 1386.815395 2 693.911438 0.147010599 0.000101938 64.50782346GDFCIEVGK 4 37693993 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 0.501 0.955 3.152179003 23.88 0 1482.802672 2 741.9043579 -0.831209514 -0.00061626 56.09004705EIALWFR 6 37693993 1xTMT6plex [N-Term] 0.622 0.7 0.749 2.602137566 29.89 0 1163.677446 2 582.34021 -3.697199891 -0.002151174 75.2066183410835063 NPM1 nucleophosmin isoform 1 4869 NP_002511.1 60.20408163 1 2 19 1003 294 32.555 4.78 1.34 1.34 1.33 1.34 Significant 0.00000622 DELHIVEAEAMNYEGSPIK 38 10835063 2xTMT6plex [N-Term; K19] 1.077 1.162 1.062 7.168870926 47.75 0 2603.342724 3 873.7844849 0.481743867 0.000420617 64.88288131DELHIVEAEAMNYEGSPIK 8 10835063 2xTMT6plex [N-Term; K19]; 1xOxidation [M11] 1.022 0.444 1.091 5.759524345 49.89 0 2619.337639 3 873.7844849 0.481743867 0.000420617 64.88288131VDNDENEHQLSLR 59 10835063 1xTMT6plex [N-Term] 1.187 1.177 1.351 6.240942478 65.38 0 1797.89287 3 599.9707642 2.708148272 0.001622987 26.04023768MTDQEAIQDLWQWR 126 10835063 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.366 1.33 1.126 6.08866024 61.79 0 2065.001041 2 1025.005737 -0.940890611 -0.000963945 84.40092677MTDQEAIQDLWQWR 78 10835063 1xTMT6plex [N-Term] 1.324 1.3 1.252 5.427506447 80.97 0 2049.006126 2 1025.005737 -0.940890611 -0.000963945 84.40092677TVSLGAGAKDELHIVEAEAMNYEGSPIK 71 10835063 3xTMT6plex [N-Term; K9; K28] 1.627 1.603 1.613 9.836921692 33.94 1 3616.949959 4 904.9928589 -0.097657731 -8.83E-05 83.97060903
TVSLGAGAKDELHIVEAEAMNYEGSPIK 24 10835063 3xTMT6plex [N-Term; K9; K28]; 1xOxidation [M20] 1.482 1.504 1.402 7.407385349 23.93 1 3632.944874 4 904.9928589 -0.097657731 -8.83E-05 83.97060903

LAADEDDDDDDEEDDDEDDDDDDFDDEEAEEK 16 10835063 2xTMT6plex [N-Term; K32] 1.026 1.046 1.095 4.3761549 48.34 0 4181.528204 4 1046.134521 -2.857432 -0.002987108 44.06914082
LAADEDDDDDDEEDDDEDDDDDDFDDEEAEEKAPVKK 12 10835063 4xTMT6plex [N-Term; K32; K36; K37] 4.452 2.404 1.766 8.572692871 38.06 2 5163.202286 4 1291.553589 -1.890348414 -0.002440063 47.22998867

MSVQPTVSLGGFEITPPVVLR 140 10835063 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.382 1.376 1.402 7.410532475 57.93 0 2472.373348 3 819.4662476 2.343562256 0.001918892 106.9605123MSVQPTVSLGGFEITPPVVLR 109 10835063 1xTMT6plex [N-Term] 1.352 1.336 1.33 8.076107025 75.64 0 2456.378433 3 819.4662476 2.343562256 0.001918892 106.9605123
LAADEDDDDDDEEDDDEDDDDDDFDDEEAEEKAPVK 8 10835063 3xTMT6plex [N-Term; K32; K36] 1.611 1.478 1.726 7.162734509 59.78 1 4805.944391 4 1202.240601 -0.794519441 -0.000954604 57.2598538

TVSLGAGAK 29 10835063 2xTMT6plex [N-Term; K9] 1.061 1.063 1.108 3.97354126 50.41 0 1261.788008 2 631.3971558 -0.770966721 -0.000486398 36.70861432GPSSVEDIK 76 10835063 2xTMT6plex [N-Term; K9] 1.312 1.451 1.322 3.779592991 50.59 0 1389.798966 2 695.4020996 -1.470443783 -0.001021811 38.13738903ADKDYHFKVDNDENEHQLSLR 4 10835063 3xTMT6plex [N-Term; K3; K8] 1.605 0.01 4.01383543 15.21 2 3260.690314 6 544.2885742 1.456189347 0.000791364 41.09264864SAPGGGSK 16 10835063 2xTMT6plex [N-Term; K8] 1.193 1.488 1.333 2.718736649 40.63 0 1118.656994 2 559.8319702 -0.294800206 -0.00016489 17.38707191SKGQESFK 18 10835063 3xTMT6plex [N-Term; K2; K8] 3.845 3.548 3.109 3.217910051 13.07 1 1597.951668 2 799.479248 -0.280644439 -0.000224228 27.99271907ADKDYHFK 34 10835063 3xTMT6plex [N-Term; K3; K8] 1.33 1.308 1.291 3.239023685 21.23 1 1710.978217 2 855.9918823 -1.010528098 -0.000864496 45.58067086MQASIEK 24 10835063 2xTMT6plex [N-Term; K7] 1.278 1.347 1.403 3.162922382 34.13 0 1264.733529 2 632.8699341 -0.741473137 -0.000468883 37.22229535LISISGK 88 10835063 2xTMT6plex [N-Term; K7] 0.982 1.04 1.091 2.817785501 34.69 0 1175.77638 2 588.3915405 -0.48989359 -0.000288003 73.00260237VTLATLK 24 10835063 2xTMT6plex [N-Term; K7] 1.384 1.48 1.332 2.835877895 40.15 0 1203.807681 2 602.4057007 -2.953804723 -0.001777906 57.30928643MQASIEK 32 10835063 2xTMT6plex [N-Term; K7]; 1xOxidation [M1] 1.28 1.315 1.402 2.661926985 28.99 0 1280.728444 2 632.8699341 -0.741473137 -0.000468883 37.22229535GQESFKK 2 10835063 3xTMT6plex [N-Term; K6; K7] 1.611 3.316 1.604025126 2.77 1 1510.91964 3 504.3123169 1.825281452 0.000919285 29.08712788DSKPSSTPR 11 10835063 2xTMT6plex [N-Term; K3] 1.165 1.051 1.096 3.011583567 5.27 0 1432.816013 3 478.276825 -0.063962493 -3.05E-05 16.586990594505451 NRAS GTPase NRas 4893 NP_002515.1 52.38095238 1 1 6 51 189 21.216 5.17 1.25 1.22 1.44 1.3 Significant 0.00278 VKDSDDVPMVLVGNK 6 4505451 3xTMT6plex [N-Term; K2; K15] 1.153 1.192 1.191 4.645858765 38.43 1 2303.324779 3 768.4460449 -0.520015408 -0.000399255 64.55756205
KQVVIDGETCLLDILDTAGQEEYSAMR 7 4505451 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C10] 0.892 0.931 1.162 6.522305012 31.93 1 3512.801691 4 878.9559326 0.059689891 5.24E-05 108.9619987

LVVVGAGGVGK 8 4505451 2xTMT6plex [N-Term; K11] 0.784 1.093 0.951 3.844242811 47.3 0 1413.919356 2 707.4621582 -1.638278548 -0.001158197 57.49765725SALTIQLIQNHFVDEYDPTIEDSYR 14 4505451 1xTMT6plex [N-Term] 1.321 0.959 1.309 6.66080904 37.57 0 3196.599989 3 1066.204834 -0.012484163 -1.33E-05 89.71946063SYGIPFIETSAK 10 4505451 2xTMT6plex [N-Term; K12] 0.93 0.926 1.015 3.993534088 36.99 0 1771.004208 3 591.0064697 0.365950394 0.000216033 74.43237802SFADINLYR 6 4505451 1xTMT6plex [N-Term] 1.25 1.215 1.435 3.927999258 53.98 0 1327.720767 2 664.3606567 -5.068862072 -0.003365017 57.51306036156071450 NRDC nardilysin isoform a 4898 NP_002516.2 15.83264971 1 17 17 100 1219 139.325 5 1.24 1.19 1.27 1.23 Significant 0.000358 ANLVLLSGANEGK 2 156071450 2xTMT6plex [N-Term; K13] 1.448 4.070902348 29.53 0 1744.036905 2 872.520813 -1.465315 -0.001277782 60.24091724GSLSNAGDPEIVK 4 156071450 2xTMT6plex [N-Term; K13] 1.21 0.868 4.594792843 69.82 0 1744.984535 2 872.996582 0.775062743 0.000676236 44.09019628
AFDCPETEYPVK 10 156071450 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 1.395 1 1.377 3.772111416 45.63 0 1913.971922 2 957.4902344 0.663781942 0.00063523 51.96788317

IENLTEEAFNTQVTALIK 6 156071450 2xTMT6plex [N-Term; K18] 1.608 1.352 1.318 5.661892891 44.86 0 2492.401226 3 831.473877 2.34790824 0.001950643 100.2027719WAQFFIHPLMIR 6 156071450 1xTMT6plex [N-Term] 1.611 1.462 1.472 4.579199791 24.13 0 1787.998068 3 596.6707153 -0.265841398 -0.000158441 98.31484602IEEFLSSFEEK 12 156071450 2xTMT6plex [N-Term; K11] 1.012 1.277 1.362 3.575741053 32.41 0 1815.978053 3 605.9973145 -0.364812022 -0.00022083 94.92256721AFTTTLNLLPYHK 6 156071450 2xTMT6plex [N-Term; K13] 1.514 1.756 1.797 4.047978878 33.93 0 1977.157354 3 659.7247314 1.1565675 0.000762239 75.2907578FHLISPLIQK 6 156071450 2xTMT6plex [N-Term; K10] 0.989 1.074 1.106 4.884037495 35.13 0 1654.045619 3 552.0187988 -2.282902951 -0.001258675 74.30530648LVAGEHGLIIR 6 156071450 1xTMT6plex [N-Term] 1.154 1.367 1.517 5.2336483 54.04 0 1406.8681 3 469.6278381 0.612249505 0.000287118 48.7254738LKECEDTHLGEEVDR 10 156071450 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C4] 1.155 1.123 1.207 4.381577492 16.18 1 2288.159281 4 572.7952881 0.018011749 1.03E-05 46.99211302
LAHEIEALK 12 156071450 2xTMT6plex [N-Term; K9] 1.455 1.323 1.263 4.261644363 34.75 0 1481.909185 3 494.6412048 -0.083762249 -4.14E-05 52.69128691KIEEFLSSFEEK 2 156071450 3xTMT6plex [N-Term; K1; K12] 0.925 3.947402 16.29 1 2173.235948 3 725.0803833 -4.302757676 -0.003116969 89.53834906TVFQFDVQR 6 156071450 1xTMT6plex [N-Term] 0.681 0.501 1.112 3.527443409 38.02 0 1368.747316 2 684.8772583 -0.055524081 -3.80E-05 57.87935397ETLDTLEK 6 156071450 2xTMT6plex [N-Term; K8] 1.402 1.788 0.91 3.233428717 26.76 0 1406.814282 2 703.9106445 -0.191544473 -0.000134734 43.55377146NWNEVVTQQYLFDR 2 156071450 1xTMT6plex [N-Term] 1.53 1.95867753 2.57 0 2041.034055 2 1021.020447 -0.214717295 -0.000219123 70.21096816IVNTPQGCLWYK 2 156071450 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.227 2.246168375 15.36 0 1937.071911 2 969.0339355 -5.841841074 -0.005658033 67.92493116

YPDENGFDAFLK 2 156071450 2xTMT6plex [N-Term; K12] 1.491 2.549750805 13.32 0 1873.973636 2 937.4879761 -2.647001787 -0.002480206 73.089903844505467 NT5E 5'-nucleotidase isoform 1 preproprotein 4907 NP_002517.1 35.36585366 1 18 18 184 574 63.327 7.03 1.07 1.04 1.07 1.06 Significant 0.000089 KVPVVQAYAFGK 4 4505467 3xTMT6plex [N-Term; K1; K12] 1.183 1.136 6.83456707 53.1 1 1994.24058 3 665.4179077 -0.706893382 -0.000469905 62.34802608IIALGHSGFEMDK 12 4505467 2xTMT6plex [N-Term; K13]; 1xOxidation [M11] 1.05 0.928 1.027 3.9668262 42.44 0 1892.035191 3 631.348999 -1.451833296 -0.00091564 52.48609743VLPVGDEVVGIVGYTSK 24 4505467 2xTMT6plex [N-Term; K17] 1.024 1.151 1.022 5.647681236 76.18 0 2190.278592 2 1095.643066 0.120830519 0.000132326 87.54821618GAEVAHFMNALR 12 4505467 1xTMT6plex [N-Term] 1.052 1.022 1.268 4.475794315 64.1 0 1544.820498 2 772.9156494 2.281538943 0.001762284 58.92295921TIVYLDGSSQSCR 10 4505467 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.196 0.973 1.048 4.076023102 37.61 0 1714.86315 2 857.9346924 -0.607806153 -0.000521152 41.16983819HDSGDQDINVVSTYISK 6 4505467 2xTMT6plex [N-Term; K17] 0.988 1.043 4.497606277 41.8 0 2336.213425 2 1168.611816 1.2546938 0.001465616 55.44564853ETPFLSNPGTNLVFEDEITALQPEVDK 20 4505467 2xTMT6plex [N-Term; K27] 0.901 0.655 1.017 5.428603649 40.93 0 3461.809202 3 1154.608887 0.839115064 0.000968285 102.1211666YGQSTGEFLQVGGIHVVYDLSR 4 4505467 1xTMT6plex [N-Term] 100 5.696404934 69.48 0 2654.377581 3 885.4647827 0.834057877 0.000737968 79.40069345IIALGHSGFEMDK 12 4505467 2xTMT6plex [N-Term; K13] 1.034 0.968 1.053 4.093251228 39.46 0 1876.040276 3 631.348999 -1.451833296 -0.00091564 52.48609743VPVVQAYAFGK 2 4505467 2xTMT6plex [N-Term; K11] 1.115 3.737626791 47.62 0 1636.982685 2 818.99646 1.807381289 0.001479326 69.75094587LEQTSEDSSK 10 4505467 2xTMT6plex [N-Term; K10] 1.069 1.085 1.144 3.781450748 46.89 0 1581.837202 2 791.4212646 -1.232353824 -0.000974692 22.35845925FPILSANIK 16 4505467 2xTMT6plex [N-Term; K9] 1.157 1.186 1.166 3.992407084 39.88 0 1460.924107 2 730.9626465 -4.169183888 -0.003045431 78.8080088YPFIVTSDDGR 10 4505467 1xTMT6plex [N-Term] 1.106 1.173 1.203 4.350200653 48.91 0 1498.773925 2 749.8900146 -0.781894524 -0.000585942 53.49842652VIYPAVEGR 20 4505467 1xTMT6plex [N-Term] 0.994 0.972 1.009 2.940802813 29.02 0 1232.720039 2 616.8623657 -2.096043389 -0.001291917 41.24367021ETPFLSNPGTNLVFEDEITALQPEVDKLK 2 4505467 3xTMT6plex [N-Term; K27; K29] 2.89691782 6.68 1 3932.151161 3 1311.388428 -0.109605877 -0.000143662 107.214926VPSYDPLKMDEVYK 4 4505467 3xTMT6plex [N-Term; K8; K14] 1.906 1.481 1.623 3.007399559 0.23 1 2371.318631 3 791.109436 -2.056418934 -0.001625475 74.6663949AFEHSVHR 2 4505467 1xTMT6plex [N-Term] 0.587 3.44274044 35.37 0 1211.648271 3 404.5550842 2.004464171 0.000809569 16.55010834VPSYDPLK 8 4505467 2xTMT6plex [N-Term; K8] 0.935 0.854 0.822 2.967570305 24.13 0 1376.818973 2 688.9124756 -0.943405161 -0.000649449 53.49129349
LDVLCTK 6 4505467 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.127 1.34 0.889 2.964220047 32.05 0 1306.78048 2 653.8936768 -0.30831833 -0.000201452 54.37967587

24497453 NUP88 nuclear pore complex protein Nup88 isoform 2 4927 NP_002523.2 17.67881242 1 8 8 38 741 83.489 5.69 1.11 1.06 1.11 1.1 Significant 0.000232 LLHSFHSELPVLSDSER 4 24497453 1xTMT6plex [N-Term] 1.899 1.036 5.125344753 28.04 0 2195.165798 4 549.5478516 1.721441726 0.000944713 63.39025726GPSGGGEEPALSQYQR 6 24497453 1xTMT6plex [N-Term] 100 100 1.033 5.478671074 61.12 0 1861.92417 2 931.4656372 -0.092697619 -8.63E-05 30.4895204FLGSDEEDKDSLQELSTEQK 8 24497453 3xTMT6plex [N-Term; K9; K20] 0.899 1.2 1.111 5.947323799 20.56 1 2985.550752 3 995.8538818 -1.225751123 -0.001219847 61.64929173STVNCSTTPVAER 2 24497453 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.972 4.514392376 37.14 0 1650.83185 2 825.9202271 0.803928978 0.000663576 20.85022741EPQTPTNVIILSEAEEESLVLNK 6 24497453 2xTMT6plex [N-Term; K23] 0.874 1.053 4.421789169 20.04 0 3011.655268 3 1004.556519 -0.088116306 -8.85E-05 95.04715271HAAWYPSEILDPHVVLLTSDNVIR 2 24497453 1xTMT6plex [N-Term] 0.713 4.543737411 10.25 0 2974.598807 4 744.4069214 2.369609259 0.001762159 87.54852984SVANPAFLK 6 24497453 2xTMT6plex [N-Term; K9] 1.184 1.148 1.287 3.991011858 39.09 0 1404.861507 2 702.9348145 0.601707888 0.000422658 54.36760621GLMVLELPK 4 24497453 2xTMT6plex [N-Term; K9] 0.938 1.033 3.405957937 31.02 0 1457.916579 2 729.4615479 -0.521234813 -0.000379958 84.66228543
51873036 OGDH 2-oxoglutarate dehydrogenase, mitochondrial isoform 1 precursor 4967 NP_002532.2 44.28152493 1 33 42 258 1023 115.861 6.86 0.82 0.92 0.78 0.84 Significant 0.00245

FGLEGCEVLIPALK 12 51873036 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 0.906 0.994 0.895 4.833611965 59.82 0 2004.160391 2 1002.57428 -9.534256725 -0.00955409 93.53821203
NQGYYDYVKPR 8 51873036 2xTMT6plex [N-Term; K9] 1.331 1.311 0.91 4.528343201 19.55 0 1861.000854 3 621.0045166 -0.997965857 -0.000619072 35.99021368LGFYGLDESDLDKVFHLPTTTFIGGQESALPLR 2 51873036 2xTMT6plex [N-Term; K13] 100 7.288383961 23.55 1 4095.184303 4 1024.547241 -4.192215778 -0.004291974 111.2007233YAELLVSQGVVNQPEYEEEISK 6 51873036 2xTMT6plex [N-Term; K22] 0.831 0.592 0.703 4.964764595 44.19 0 2982.571204 3 994.8612671 -0.655756505 -0.000651947 76.33908584LVEDHLAVQSLIR 12 51873036 1xTMT6plex [N-Term] 0.808 0.737 0.786 4.665326595 44.8 0 1722.011135 3 574.6762695 1.812017174 0.001040105 65.15441769YPNAELAWCQEEHK 6 51873036 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 0.685 0.67 0.657 5.20153141 42.82 0 2233.111209 3 745.0415649 -0.477990427 -0.000355802 50.29510616

VFHLPTTTFIGGQESALPLR 8 51873036 1xTMT6plex [N-Term] 0.352 0.496 0.146 5.293529987 31.98 0 2413.344096 3 805.1202393 0.857044563 0.000689448 86.83889869LGFYGLDESDLDK 6 51873036 2xTMT6plex [N-Term; K13] 0.7 0.716 4.243319511 56.91 0 1930.02098 2 965.5136719 -0.472974133 -0.000456425 72.37883739HWLDSPWPGFFTLDGQPR 6 51873036 1xTMT6plex [N-Term] 0.601 1.188 100 5.746351242 38.24 0 2385.197766 3 795.7369385 -0.630639662 -0.0005014 91.61532721
FLQMCNDDPDVLPDLK 6 51873036 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 1.055 0.739 4.09095192 49.04 0 2378.213625 3 793.4086304 -0.961724672 -0.000762396 84.23037759

AEQFYCGDTEGK 6 51873036 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 0.616 0.692 5.068243027 66.61 0 1862.899485 2 931.9529419 -0.471217553 -0.000438915 37.5408679
YAELLVSQGVVNQPEYEEEISKYDK 2 51873036 3xTMT6plex [N-Term; K22; K25] 1.164 6.724876404 25.54 1 3617.91937 4 905.2362671 1.06918894 0.00096706 78.42426864VIPEDGPAAQNPENVK 14 51873036 2xTMT6plex [N-Term; K16] 0.79 0.929 0.816 5.033818245 54.15 0 2136.170104 3 712.7279053 -0.440578063 -0.000313717 47.11318187GSLAAVAHAQSLVEAQPNVDK 4 51873036 2xTMT6plex [N-Term; K21] 0.728 0.776 6.774860382 57.22 0 2563.424421 3 855.1459961 -0.384516408 -0.00032856 62.32622702

VVNAPIFHVNSDDPEAVMYVCK 8 51873036 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C21] 1.095 1.239 0.886 6.134645939 78.31 0 2962.520706 3 988.1769409 -1.497490324 -0.001478782 79.77725749
DVVVDLVCYR 6 51873036 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.143 1.077 1.089 4.155887604 49.1 0 1466.787466 2 733.8977661 0.537989709 0.000394558 64.1681468KPLIIFTPK 6 51873036 3xTMT6plex [N-Term; K1; K9] 0.936 0.866 0.976 5.410720348 31.7 0 1744.170375 3 582.0619507 0.529702141 0.000307964 72.69284951

ELEQIFCQFDSK 4 51873036 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.012 1 3.97636795 29.41 0 2002.035585 3 668.0167236 0.016552372 1.10E-05 87.01298585DMVGQVAITR 6 51873036 1xTMT6plex [N-Term] 0.787 0.962 0.913 3.905413151 54.09 0 1318.735037 2 659.8704834 -1.021102107 -0.000673282 41.48565814AEQFYCGDTEGKK 6 51873036 3xTMT6plex [N-Term; K12; K13]; 1xCarbamidomethyl [C6] 0.502 0.473 0.432 4.058578014 10.56 1 2220.15738 3 740.7237549 -0.301132509 -0.000222854 37.30578886
TKAEQFYCGDTEGK 2 51873036 3xTMT6plex [N-Term; K2; K14]; 1xCarbamidomethyl [C8] 1.278 3.203786373 17.79 1 2321.205058 3 774.4053955 -1.475568283 -0.001141699 38.11554841

TVDWALAEYMAFGSLLK 4 51873036 2xTMT6plex [N-Term; K17] 0.741 0.509 3.366409302 6.93 0 2373.292861 3 791.7696533 0.651129476 0.000515107 112.9517274LNVLANVIR 6 51873036 1xTMT6plex [N-Term] 0.958 0.919 1.035 3.634618282 60.99 0 1240.793872 2 620.8998413 -1.181745691 -0.000733151 76.84683288DPAAAPATGNK 8 51873036 2xTMT6plex [N-Term; K11] 0.809 1.017 0.971 3.683061838 58.52 0 1470.831663 2 735.9193115 -0.215444862 -0.000158442 25.70052672SSPYPTDVAR 10 51873036 1xTMT6plex [N-Term] 1.064 1.115 1.022 3.328382492 37.05 0 1321.694946 2 661.3532104 3.176412568 0.002099124 27.01291859NTNAGAPPGTAYQSPLPLSR 6 51873036 1xTMT6plex [N-Term] 1.078 1.519 0.667 3.733990431 34.43 0 2241.18251 2 1121.088135 -6.03131101 -0.006758634 50.22513364VIPEDGPAAQNPENVKR 2 51873036 2xTMT6plex [N-Term; K16] 1.659 4.572211742 15.95 1 2292.271215 3 764.7614746 -0.586362498 -0.000448034 42.00232826HHVLHDQNVDKR 6 51873036 2xTMT6plex [N-Term; K11] 0.975 0.991 0.971 4.693318844 16.57 1 1956.092797 4 489.7758179 -5.805162026 -0.002838859 15.47142515DPAAAPATGNKK 4 51873036 3xTMT6plex [N-Term; K11; K12] 1.659 1.276 2.928958654 3.37 1 1828.089558 3 610.0349121 0.341782011 0.000208269 26.36318202LSGQDVER 6 51873036 1xTMT6plex [N-Term] 1.076 0.89 0.907 2.890117407 44.46 0 1132.615967 2 566.8110352 -1.03636849 -0.000586904 21.28611949ICEEAFAR 6 51873036 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.34 0.397 0.364 2.437220573 21.38 0 1224.624424 2 612.8136597 -3.577679798 -0.002190657 39.10539381
LIFCTGK 12 51873036 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.972 1.028 0.975 2.626043081 23.62 0 1296.775001 2 648.8910522 -0.133151713 -8.63E-05 60.99556966

AKPVWYAGR 5 51873036 2xTMT6plex [N-Term; K2] 1.029 0.996 0.793 3.348600626 4.94 0 1505.899289 3 502.6383057 0.713382492 0.000358094 49.20590665GSLAAVAHAQSLVEAQPNVDKLVEDHLAVQSLIR 1 51873036 2xTMT6plex [N-Term; K21] 0.859 4.418382168 1 4037.254782 5 808.2508545 -7.335798868 -0.005923298 91.31387005QILLPFR 6 51873036 1xTMT6plex [N-Term] 1.127 0.905 0.914 2.640202045 27.67 0 1115.713831 2 558.359436 -2.003846887 -0.00111786 69.60492791YHLGMYHR 2 51873036 1xTMT6plex [N-Term] 1.243 2.281267881 6.95 0 1305.672377 3 435.8960876 1.02068442 0.000444226 24.35204768SWDIFFR 16 51873036 1xTMT6plex [N-Term] 1.065 1.081 1.002 3.13424325 23.83 0 1199.64106 2 600.3237915 -0.628306426 -0.000376871 80.6423349FEEFLQR 6 51873036 1xTMT6plex [N-Term] 1.012 0.955 0.947 2.601860285 29.98 0 1197.646539 2 599.3262329 -1.127369089 -0.000675095 57.58934124VYYDLTR 16 51873036 1xTMT6plex [N-Term] 0.916 0.947 1.116 2.825911999 23.51 0 1158.63564 2 579.8206787 -1.346029822 -0.000779779 40.66628219KQKPVLQK 2 51873036 4xTMT6plex [N-Term; K1; K3; K8] 1.246 1.382 1.504804134 1.89 1 1885.276855 4 472.0743103 -0.765584672 -0.000360835 35.08751041
SMSCPSTGLTEDILTHIGNVASSVPVENFTIHGGLSR 1 51873036 1xTMT6plex [N-Term]; 1xOxidation [M2]; 1xCarbamidomethyl [C4] 1.145 3.28208518 0 4129.053159 4 1033.012451 -6.099159186 -0.006295938 100.2904438

QKPVLQK 3 51873036 3xTMT6plex [N-Term; K2; K7] 1.029 0.899 2.090631008 0.25 0 1528.01896 3 510.0112 0.056866779 2.90E-05 49.778307174505531 OSBP oxysterol-binding protein 1 5007 NP_002547.1 29.12019827 1 22 22 126 807 89.365 7.3 1.02 1.06 1.06 1.05 Significant 0.000162 ITSNAMINACR 4 4505531 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.69 1.199 3.833478689 61.51 0 1479.760934 2 740.3846436 0.72736707 0.000538165 36.82091186
VEDLSTCNDLIAK 6 4505531 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.042 1.186 1.133 4.913900375 85.19 0 1936.046149 2 968.524231 -2.563924388 -0.002481938 59.55932019

GATVLPANTPGNVGSGK 12 4505531 2xTMT6plex [N-Term; K17] 0.921 1.126 0.914 4.706673145 88.44 0 1998.13841 2 999.5715332 -1.311197331 -0.001309977 43.49133824LWIDQSGEIDIVNHK 6 4505531 2xTMT6plex [N-Term; K15] 1.062 0.984 1.047 5.044543266 33.18 0 2225.233038 3 742.4127808 -4.156551105 -0.003083098 71.56783784GVVGPGPAAIAALGGGGAGPPVVGGGGGR 10 4505531 1xTMT6plex [N-Term] 0.935 1.009 0.904 8.062022209 59.4 0 2511.39932 3 837.8027954 -2.184670311 -0.00182886 75.1908156SLSELESLKLPAESNEK 2 4505531 3xTMT6plex [N-Term; K9; K17] 0.971 4.385932922 20.46 1 2561.464109 4 641.1219482 0.723714513 0.000463442 71.38402557KVTGEVTDPSGK 6 4505531 3xTMT6plex [N-Term; K1; K12] 1.235 1.201 1.245 4.917988777 30.94 1 1905.126003 3 635.7137451 0.356313211 0.000226274 41.77436112IPMPVNFNEPLSMLQR 16 4505531 1xTMT6plex [N-Term] 1.066 0.963 0.998 5.049119473 48.07 0 2115.129218 3 705.7149048 0.445923332 0.000314395 101.6873243DFLMLAQTHSK 6 4505531 2xTMT6plex [N-Term; K11] 0.749 1.087 1.014 4.285965443 42.22 0 1748.976947 3 583.6651001 2.172568927 0.001266591 61.29395365LEETLEQLAK 10 4505531 2xTMT6plex [N-Term; K10] 0.942 0.894 0.95 4.474923611 52.79 0 1631.962009 2 816.4858398 1.467183358 0.001197194 78.23492769VHFALLGTWDEK 6 4505531 2xTMT6plex [N-Term; K12] 1.339 1.176 1.114 4.299848557 21.1 0 1874.05764 3 625.3574219 0.038416641 2.40E-05 77.78476691ATEDGTPYDPYK 6 4505531 2xTMT6plex [N-Term; K12] 0.958 1.055 1.127 3.097479343 28.68 0 1814.921266 2 907.9644775 0.227265024 0.000206234 37.66276234SLSELESLK 6 4505531 2xTMT6plex [N-Term; K9] 1.085 1.057 1.07 4.415810108 52.65 0 1463.872131 2 732.4395752 -0.175800447 -0.000128675 61.79244198WVTALELAK 4 4505531 2xTMT6plex [N-Term; K9] 0.999 1.115 3.907298326 51.64 0 1488.919022 2 744.9631958 0.062576649 4.66E-05 84.04047806WDEANAEK 6 4505531 2xTMT6plex [N-Term; K8] 1.102 0.756 0.519 3.116693974 27.44 0 1420.747265 2 710.8769531 -0.44721536 -0.00031769 47.36071931LPAESNEK 6 4505531 2xTMT6plex [N-Term; K8] 0.846 0.928 0.814 2.522519112 25.32 0 1345.772751 2 673.3894043 -0.906190327 -0.000609763 30.78899834VTGEVTDPSGK 2 4505531 2xTMT6plex [N-Term; K11] 1.052 2.953945398 21.13 0 1547.868108 2 774.4382324 0.697671684 0.000539952 31.592247
EKQDWSSCPDIF 2 4505531 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C8] 0.934 1.692357421 16.55 1 1969.972984 2 985.4899902 -0.142347764 -0.000140211 60.92076452

GEYWECK 2 4505531 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.345 2.651949167 25 0 1429.718608 2 715.3619385 -1.404092291 -0.001003728 38.95825875FVPYSYFSR 4 4505531 1xTMT6plex [N-Term] 1.081 1.263 3.096015453 5.35 0 1394.730603 2 697.8692627 0.46277799 0.000322725 65.48358549DQCCSGK 2 4505531 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C3; C4] 0.819 2.64682126 17.99 0 1312.638978 2 656.8217773 -2.056561283 -0.001349761 15.96036679TELQNTLR 2 4505531 1xTMT6plex [N-Term] 1.065 2.604243755 11.49 0 1203.689467 2 602.3485718 0.332448442 0.000200082 32.534518164505621 PEBP1 phosphatidylethanolamine-binding protein 1 5037 NP_002558.1 80.7486631 1 11 11 110 187 21.044 7.53 0.87 0.83 0.84 0.84 Significant 0.000201 NRPTSISWDGLDSGK 6 4505621 2xTMT6plex [N-Term; K15] 0.895 0.839 0.855 4.96939373 18.7 0 2091.123488 3 697.7127686 0.126488973 8.82E-05 49.76716588WSGPLSLQEVDEQPQHPLHVTYAGAAVDELGK 14 4505621 2xTMT6plex [N-Term; K32] 0.827 0.834 0.877 9.728410721 63.25 0 3930.043787 4 983.2651978 -1.227862751 -0.001206389 74.79511729
APVAGTCYQAEWDDYVPK 24 4505621 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C7] 0.868 0.842 0.782 5.578524113 50.97 0 2528.253182 2 1264.630127 -0.080816174 -0.000102162 67.79254561
GNDISSGTVLSDYVGSGPPK 10 4505621 2xTMT6plex [N-Term; K20] 0.801 0.798 0.813 6.33244133 86.78 0 2408.27094 2 1204.63855 -0.463739609 -0.000558405 61.15569774LYTLVLTDPDAPSR 22 4505621 1xTMT6plex [N-Term] 0.806 0.814 0.845 4.352620602 51.79 0 1789.989731 2 895.49823 -0.305861566 -0.000273745 71.68571664CDEPILSNR 2 4505621 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.862 4.307724476 44.46 0 1332.677916 2 666.8422241 -0.558610451 -0.000372224 28.30182481LYTLVLTDPDAPSRK 4 4505621 2xTMT6plex [N-Term; K15] 1.397 1.232 3.840697289 24.46 1 2147.247626 3 716.4217529 1.434277549 0.001026583 70.03765693YVWLVYEQDRPLK 2 4505621 2xTMT6plex [N-Term; K13] 0.863 4.803347588 21.41 0 2167.231582 3 723.0784302 -5.003891945 -0.003614864 74.79517296LYEQLSGK 6 4505621 2xTMT6plex [N-Term; K8] 0.823 0.826 0.752 3.54151392 39.44 0 1395.824787 2 698.4157715 -0.373063478 -0.000260366 48.7400782YREWHHFLVVNMK 2 4505621 2xTMT6plex [N-Term; K13] 1.734 3.076404333 10.11 1 2217.215555 4 555.0596313 0.514519494 0.0002852 58.2091081VLTPTQVK 18 4505621 2xTMT6plex [N-Term; K8] 0.798 0.788 0.82 3.063391924 31.93 0 1343.866258 2 672.4370728 0.454574857 0.000305444 45.1412731146367787 PABPC1 polyadenylate-binding protein 1 26986 NP_002559.2 51.10062893 1 22 29 312 636 70.626 9.5 1.29 1.31 1.3 1.3 Significant 0.0000197 SKVDEAVAVLQAHQAK 16 46367787 3xTMT6plex [N-Term; K2; K16] 1.352 1.353 1.369 7.135162354 39.01 1 2381.411955 3 794.4744263 -1.356002854 -0.0010764 59.24496893KEFSPFGTITSAK 16 46367787 3xTMT6plex [N-Term; K1; K13] 1.39 1.325 1.4 6.769289494 41.96 1 2100.230803 2 1050.618652 -0.368817798 -0.000387301 62.52076564SLGYAYVNFQQPADAER 12 46367787 1xTMT6plex [N-Term] 0.838 1.076 1.183 5.475264549 68.95 0 2158.076648 2 1079.539917 -1.895588661 -0.002045413 56.09652441ITGMLLEIDNSELLHMLESPESLR 11 46367787 1xTMT6plex [N-Term]; 1xOxidation [M] 100 2.008 6.347368717 53.62 0 2985.547425 3 995.854187 0.195208809 0.000194268 109.1757726LFPLIQAMHPTLAGK 6 46367787 2xTMT6plex [N-Term; K15] 1.135 1.149 1.226 4.806585789 41.01 0 2095.250209 3 699.0864868 -2.530337789 -0.00176723 94.60000988GYGFVHFETQEAAER 12 46367787 1xTMT6plex [N-Term] 1.468 1.215 1.317 4.060709 44.75 0 1969.960556 2 985.4831543 -0.77358719 -0.000761968 47.79989554GFGFVCFSSPEEATK 22 46367787 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.463 1.461 1.416 5.571973801 66.13 0 2121.072698 2 1061.039673 -0.296631452 -0.000314588 72.1005091

VDEAVAVLQAHQAK 6 46367787 2xTMT6plex [N-Term; K14] 0.949 0.959 0.946 5.977488995 54.59 0 1937.122031 3 646.3777466 -1.726764681 -0.001114985 58.07351799IVATKPLYVALAQR 16 46367787 2xTMT6plex [N-Term; K5] 1.222 1.458 1.169 5.400602818 36.65 0 2001.262488 2 1001.131165 -3.715478845 -0.003717824 73.20636849ALDTMNFDVIK 21 46367787 2xTMT6plex [N-Term; K11] 1.21 1.269 1.202 4.779831409 69.48 0 1724.965714 2 862.9849243 -1.821402688 -0.001570929 80.56338604
ALYDTFSAFGNILSCK 24 46367787 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 1.452 1.406 1.502 6.061981201 58.44 0 2265.198961 3 755.7373657 -0.625738425 -0.000472474 110.9291847

NPQQHLNAQPQVTMQQPAVHVQGQEPLTASMLASAPPQEQK 2 46367787 2xTMT6plex [N-Term; K41] 100 4.215208054 26.84 0 4915.534738 4 1229.640381 1.008056654 0.001238784 62.83112367
KSGVGNIFIK 6 46367787 3xTMT6plex [N-Term; K1; K10] 1.528 1.563 1.594 4.967021942 25.04 1 1750.119402 3 584.0443115 -0.583165746 -0.000340203 55.95069503SGVGNIFIK 4 46367787 2xTMT6plex [N-Term; K9] 1.039 1.1 3.587375641 44.53 0 1392.861507 2 696.9335327 -1.233547129 -0.00085908 61.24929796NFGEDMDDER 6 46367787 1xTMT6plex [N-Term] 1.546 1.446 1.226 4.237174511 49.22 0 1456.621189 2 728.8139038 -0.451485134 -0.000328821 28.6698353FSPAGPILSIR 18 46367787 1xTMT6plex [N-Term] 1.327 1.161 1.137 3.911496162 33.64 0 1386.830652 3 462.9489746 1.23944342 0.000572966 66.8195038NLDDGIDDER 11 46367787 1xTMT6plex [N-Term] 1.391 1.068 1.099 4.277966022 45.09 0 1390.664768 2 695.8341675 -2.667543716 -0.00185483 108.5832297YQGVNLYVK 11 46367787 2xTMT6plex [N-Term; K9] 1.138 1.419 1.052 4.278365135 51.01 0 1541.909185 2 771.4588623 0.81886105 0.000631305 55.1552496AKEFTNVYIK 6 46367787 3xTMT6plex [N-Term; K2; K10] 2.397 2.054 1.945 4.596063614 15.32 1 1900.151096 3 634.0546875 -0.835017806 -0.000528887 55.1286922GFGFVSFER 12 46367787 1xTMT6plex [N-Term] 1.166 1.505 1.707 3.789231777 46.91 0 1274.673088 2 637.8397827 -0.627353256 -0.000399835 64.23313536NFGEDMDDER 6 46367787 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.202 1.218 1.226 2.539239883 38.74 0 1472.616104 2 728.8139038 -0.451485134 -0.000328821 28.6698353QAHLTNQYMQR 2 46367787 1xTMT6plex [N-Term] 1.121 3.41263485 19.39 0 1618.832125 3 540.2816162 -1.130146331 -0.000609839 36.46290124EFTNVYIK 12 46367787 2xTMT6plex [N-Term; K8] 1.1 1.121 1.165 3.47040534 35.83 0 1471.856087 2 736.4310913 -0.802526023 -0.000590601 57.86793929AVNSATGVPTV 6 46367787 1xTMT6plex [N-Term] 0.884 1.043 1.257 2.83707881 57.18 0 1244.704782 2 622.8553467 -1.097224534 -0.00068286 42.86502119EFSPFGTITSAK 4 46367787 2xTMT6plex [N-Term; K12] 1.14 0.906 2.572119474 18.44 0 1742.972908 2 871.9889526 -1.307568553 -0.001139528 69.48462436VMTDESGK 6 46367787 2xTMT6plex [N-Term; K8] 1.285 1.156 1.335 3.483342171 46.52 0 1324.718273 2 662.8621826 -0.89414908 -0.000592248 27.44760086FGPALSVK 6 46367787 2xTMT6plex [N-Term; K8] 1.233 1.248 1.063 3.280584335 43.24 0 1276.80293 2 638.904541 -0.8804168 -0.000562059 58.35418195VMMEGGR 6 46367787 1xTMT6plex [N-Term] 1.031 0.994 1.334 2.918867111 28.87 0 1008.516788 2 504.7616272 -0.803046096 -0.000404943 24.69736618EAELGAR 2 46367787 1xTMT6plex [N-Term] 1.299 2.201832056 37.25 0 974.5468254 2 487.7768555 -0.401296777 -0.000195541 20.6708495LKDLFGK 14 46367787 3xTMT6plex [N-Term; K2; K7] 1.801 2.211 1.801 2.865570307 15.15 1 1507.981512 2 754.4941406 -0.336184493 -0.00025348 63.87191232VMTDESGK 10 46367787 2xTMT6plex [N-Term; K8]; 1xOxidation [M2] 1.237 1.337 1.035 2.083745003 29.17 0 1340.713188 2 662.8621826 -0.89414908 -0.000592248 27.44760086

4505585 PAFAH1B2 platelet-activating factor acetylhydrolase IB subunit beta isoform a 5049 NP_002563.1 37.11790393 1 4 4 65 229 25.553 5.92 0.92 0.89 0.93 0.91 Significant 0.000173
LANVQLLDTDGGFVHSDGAISCHDMFDFLHLTGGGYAK 6 4505585 2xTMT6plex [N-Term; K38]; 1xCarbamidomethyl [C22] 0.881 0.745 0.754 7.325802803 49.72 0 4537.232075 5 908.2510986 -1.253613623 -0.001137587 97.42204789

ICKPLHELIMQLLEETPEEK 12 4505585 3xTMT6plex [N-Term; K3; K20]; 1xOxidation [M10]; 1xCarbamidomethyl [C2] 0.923 0.837 0.958 6.167683125 17.92 0 3153.750655 3 1046.588623 -1.410007579 -0.001474753 111.4240363
ICKPLHELIMQLLEETPEEK 11 4505585 3xTMT6plex [N-Term; K3; K20]; 1xCarbamidomethyl [C2] 0.886 0.878 0.958 4.226350784 24.46 0 3137.75574 3 1046.588623 -1.410007579 -0.001474753 111.4240363
ELFSPLHALNFGIGGDTTR 22 4505585 1xTMT6plex [N-Term] 0.778 0.722 0.809 6.070811272 44.8 0 2274.207997 3 758.7388306 -2.663881575 -0.002019407 85.19527807GEKPNPLR 14 4505585 2xTMT6plex [N-Term; K3] 0.944 0.954 0.953 2.57754755 18.83 0 1368.836355 2 684.9226685 1.245907925 0.000852722 24.707451134505595 SERPINB2 plasminogen activator inhibitor 2 5055 NP_002566.1 51.56626506 1 17 17 368 415 46.566 5.63 0.55 0.53 0.55 0.55 Significant 0.000151 SLSSAINASTGNYLLESVNK 17 4505595 2xTMT6plex [N-Term; K20] 0.658 0.524 0.661 6.683219433 65.72 0 2526.381553 3 842.7983398 -0.43007706 -0.00036218 79.52284227TGHGGPQFVADHPFLFLIMHK 20 4505595 2xTMT6plex [N-Term; K21] 0.834 0.709 0.712 8.937756538 60.61 0 2807.521967 5 562.3101807 -0.06053726 -3.40E-05 88.73719101MVLVNAVYFK 18 4505595 2xTMT6plex [N-Term; K10] 0.499 0.525 0.452 4.038134575 61.03 0 1641.980242 2 821.4935913 -0.204535234 -0.000167921 85.10705999YYSSEPQAVDFLECAEEAR 18 4505595 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.703 0.697 0.757 6.302020073 57.95 0 2493.144136 3 831.72052 1.151677736 0.0009571 72.18436324

VLQFNEVGANAVTPMTPENFTSCGFMQQIQK 31 4505595 2xTMT6plex [N-Term; K31]; 1xCarbamidomethyl [C23] 0.427 0.54 0.444 6.939827442 59.31 0 3944.974921 4 986.9991455 -0.042783225 -4.22E-05 97.05923312
VLQFNEVGANAVTPMTPENFTSCGFMQQIQK 10 4505595 2xTMT6plex [N-Term; K31]; 1xOxidation [M]; 1xCarbamidomethyl [C23] 0.639 0.604 0.652 5.360081673 35.56 0 3960.969836 4 986.9991455 -0.042783225 -4.22E-05 97.05923312

EKLNIGYIEDLK 18 4505595 3xTMT6plex [N-Term; K2; K12] 0.699 0.671 0.811 5.258611679 42.85 1 2122.272667 2 1061.63916 -0.765103148 -0.000811879 73.02932456GSYPDAILQAQAADK 38 4505595 2xTMT6plex [N-Term; K15] 0.526 0.518 0.568 5.212955952 86.46 0 2006.095876 2 1003.548828 -2.739943821 -0.002748295 56.15091445MAEDEVEVYIPQFK 12 4505595 2xTMT6plex [N-Term; K14] 0.513 0.45 0.38 4.251171112 36.11 0 2156.134964 2 1078.569336 -1.655074965 -0.001784282 80.69590475IPNLLPEGSVDGDTR 30 4505595 1xTMT6plex [N-Term] 0.443 0.466 0.438 4.673279762 57.8 0 1811.970058 2 906.4882813 -0.426105275 -0.000386045 66.4508889
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LNIGYIEDLK 18 4505595 2xTMT6plex [N-Term; K10] 0.475 0.401 0.435 4.37830925 52.44 0 1635.972179 2 818.4914551 2.11131723 0.001727028 81.37352079MAEDEVEVYIPQFK 6 4505595 2xTMT6plex [N-Term; K14]; 1xOxidation [M1] 0.493 0.472 0.471 3.874130011 32.11 0 2172.129879 2 1078.569336 -1.655074965 -0.001784282 80.69590475ITNCILFFGR 10 4505595 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.91 0.761 0.79 3.646431208 37.53 0 1469.813622 2 735.4086914 -2.39181856 -0.001757764 81.11636119SMGMEDAFNK 6 4505595 2xTMT6plex [N-Term; K10] 0.488 0.761 0.523 4.209481239 45.62 0 1587.79112 2 794.3995361 0.425273587 0.000337623 51.79783476ANFSGMSER 12 4505595 1xTMT6plex [N-Term] 0.52 0.468 0.539 3.767187119 39.98 0 1227.598937 2 614.3032227 0.188548958 0.000115731 41.54726682GSTEDQMAK 14 4505595 2xTMT6plex [N-Term; K9] 0.601 0.515 0.571 3.163185596 56.02 0 1424.74555 2 712.8760376 -0.527711553 -0.000375927 21.36316193GKIPNLLPEGSVDGDTR 12 4505595 2xTMT6plex [N-Term; K2] 0.648 0.639 0.766 5.310792446 28.83 1 2226.249417 3 742.7538452 -1.093419924 -0.000811408 58.91336279MVLVNAVYFK 8 4505595 2xTMT6plex [N-Term; K10]; 1xOxidation [M1] 0.63 0.675 0.77 2.876790047 43.1 0 1657.975157 2 821.4935913 -0.204535234 -0.000167921 85.10705999TPVQMMYLR 6 4505595 1xTMT6plex [N-Term] 0.511 0.451 0.581 3.345651627 30.82 0 1367.737679 2 684.3713379 -1.667109698 -0.001140084 58.06877411LEEHYELR 16 4505595 1xTMT6plex [N-Term] 0.514 0.559 0.577 4.160086632 46.57 0 1317.700031 3 439.9045715 -0.660302322 -0.000290027 31.93247903GSTEDQMAK 12 4505595 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 0.526 0.533 0.451 1.912993193 50.85 0 1440.740465 2 712.8760376 -0.527711553 -0.000375927 21.36316193ANFSGMSER 4 4505595 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.695 2.136084557 31.15 0 1243.593852 2 614.3032227 0.188548958 0.000115731 41.54726682SMGMEDAFNK 17 4505595 2xTMT6plex [N-Term; K10]; 1xOxidation [M] 0.492 0.539 0.664 2.609041691 37.26 0 1603.786035 2 794.3995361 0.425273587 0.000337623 51.79783476
SMGMEDAFNK 15 4505595 2xTMT6plex [N-Term; K10]; 2xOxidation [M2; M4] 0.527 0.503 0.545 1.973584533 40.75 0 1619.78095 2 794.3995361 0.425273587 0.000337623 51.79783476

42794769 PAK1 serine/threonine-protein kinase PAK 1 isoform 2 5058 NP_002567.3 24.40366972 1 7 11 52 545 60.609 5.76 1.06 1.19 1.23 1.16 Significant 0.00195
LTDFGFCAQITPEQSK 10 42794769 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C7] 1.275 1.22 0.653 5.343351364 47.89 0 2300.19969 3 767.4038086 -1.224693127 -0.000939013 73.70697779

KELIINEILVMR 4 42794769 2xTMT6plex [N-Term; K1] 1.393 0.929 4.312116146 17.46 1 1929.197111 3 643.7356567 -2.433004451 -0.001564582 89.3324405STMVGTPYWMAPEVVTR 8 42794769 1xTMT6plex [N-Term] 1.278 1.009 1.581 5.188325405 39.49 0 2154.092498 2 1077.547363 -2.343486877 -0.002524044 74.98667422LLQTSNITK 6 42794769 2xTMT6plex [N-Term; K9] 1.193 1.129 1.37 3.949587107 51.03 0 1475.91975 2 738.4628296 -0.926527552 -0.00068374 52.25046984MSDEEILEK 2 42794769 2xTMT6plex [N-Term; K9] 0.96 3.178942442 34.12 0 1551.834031 2 776.4200439 -0.786005043 -0.000609875 50.41613614SIVSVGDPK 4 42794769 2xTMT6plex [N-Term; K9] 1.101 1.037 3.102684259 34.98 0 1359.824787 2 680.4158936 -0.203401664 -0.000138295 44.1448765SDNILLGMDGSVK 2 42794769 2xTMT6plex [N-Term; K13]; 1xOxidation [M8] 1.451 2.862511158 49.62 0 1822.998471 2 912.0002441 -2.884911224 -0.002629594 52.22504054SAEDYNSSNALNVK 2 42794769 2xTMT6plex [N-Term; K14] 1.103 2.280615091 31.77 0 1970.023105 2 985.5146484 -0.550716891 -0.000542463 39.84251954ELLQHQFLK 6 42794769 2xTMT6plex [N-Term; K9] 1.034 1.091 0.822 3.27167201 15.35 0 1613.977934 3 538.6640015 -0.298935604 -0.000160825 54.68882976
CLEMDVEK 6 42794769 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 1.038 0.961 1.052 3.535847902 34.72 0 1481.774408 2 741.3898926 -1.281918313 -0.000949757 57.93516198

ECLQALEFLHSNQVIHR 2 42794769 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.713 1.413 3.186722517 0 2323.21785 4 581.55896 -1.65296864 -0.000960052 63.9510578232483399 PAK2 serine/threonine-protein kinase PAK 2 5062 NP_002568.2 48.66412214 1 15 19 136 524 58.006 5.96 1.1 1.11 1.21 1.14 Significant 0.000948 SDNVLLGMEGSVK 10 32483399 2xTMT6plex [N-Term; K13] 0.744 0.833 0.822 4.144301414 59.48 0 1807.003556 2 904.0039063 -1.671258471 -0.001509985 63.93302572
LTDFGFCAQITPEQSK 10 32483399 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C7] 1.275 1.22 0.653 5.343351364 47.89 0 2300.19969 3 767.4038086 -1.224693127 -0.000939013 73.70697779

DPLSANHSLKPLPSVPEEK 4 32483399 3xTMT6plex [N-Term; K10; K19] 0.913 1 6.782845974 16.88 0 2745.575391 4 687.1489868 -0.463907995 -0.000318424 57.48464045GTEAPAVVTEEEDDDEETAPPVIAPRPDHTK 12 32483399 2xTMT6plex [N-Term; K31] 1.303 1.27 1.283 8.122549057 41.33 0 3773.875778 4 944.2194824 -5.214268741 -0.004919501 50.21153202KNPQAVLDVLK 10 32483399 3xTMT6plex [N-Term; K1; K11] 1.264 1.26 1.288 6.807580471 45.46 1 1912.219844 3 638.0783081 0.275552211 0.000175639 75.34674537STMVGTPYWMAPEVVTR 8 32483399 1xTMT6plex [N-Term] 1.278 1.009 1.581 5.188325405 39.49 0 2154.092498 2 1077.547363 -2.343486877 -0.002524044 74.98667422ECLQALEFLHANQVIHR 6 32483399 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.477 1.553 1.924 5.270484924 43.89 0 2307.222936 4 577.5612183 0.046634798 2.69E-05 70.48850414SVIDPVPAPVGDSHVDGAAK 6 32483399 2xTMT6plex [N-Term; K20] 1.283 0.992 1.352 6.319727898 80.16 0 2389.312745 3 797.1085815 -0.650275313 -0.000517904 61.91101347LAKPLSSLTPLIMAAK 2 32483399 3xTMT6plex [N-Term; K3; K16] 1.452 7.187613964 35.49 0 2341.485971 3 781.1654053 -1.840220159 -0.001436283 100.0259284ELIINEILVMK 8 32483399 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 1.072 1.019 1.181 3.931591988 42.78 0 1789.090915 3 597.0354004 0.409801352 0.000244391 89.82381011IISIFSGTEK 12 32483399 2xTMT6plex [N-Term; K10] 1.107 1.068 1.213 4.054634094 47.94 0 1552.935066 2 776.9712524 0.104661693 8.13E-05 77.93754445LLQTSNITK 6 32483399 2xTMT6plex [N-Term; K9] 1.193 1.129 1.37 3.949587107 51.03 0 1475.91975 2 738.4628296 -0.926527552 -0.00068374 52.25046984MTDEEIMEK 6 32483399 2xTMT6plex [N-Term; K9] 1.33 1.099 1.244 3.356049776 46.66 0 1583.806102 2 792.406189 -0.631649488 -0.000500205 46.44861007DGFPSGTPALNAK 4 32483399 2xTMT6plex [N-Term; K13] 0.971 3.146540165 39.66 0 1732.963406 2 866.9841919 -1.32632976 -0.00114924 50.10333532TIVSIGDPK 4 32483399 2xTMT6plex [N-Term; K9] 1.275 1.168 3.058621645 31.21 0 1387.856087 2 694.4303589 -1.906571284 -0.001323023 51.04723623
CLEMDVEK 6 32483399 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 1.038 0.961 1.052 3.535847902 34.72 0 1481.774408 2 741.3898926 -1.281918313 -0.000949757 57.93516198
YLSFTPPEK 10 32483399 2xTMT6plex [N-Term; K9] 0.972 0.946 1.165 3.829092264 39.9 0 1539.882302 2 770.4434814 -1.69860344 -0.001307825 61.78717466ELLQHPFLK 6 32483399 2xTMT6plex [N-Term; K9] 1.336 1.214 3.122462749 25.86 0 1582.97212 3 528.328186 -1.33617927 -0.000705045 58.67158379FYDSNTVK 6 32483399 2xTMT6plex [N-Term; K8] 1.134 1.317 1.089 3.654649496 27.93 0 1431.788402 2 716.3967896 -1.466053528 -0.001049539 38.42482428

4505611 PARN poly(A)-specific ribonuclease PARN isoform 1 5073 NP_002573.1 10.17214397 1 6 6 22 639 73.405 6.2 1.19 1.37 1.32 1.29 Significant 0.00172
VMDIPYLNLEGPDLQPK 8 4505611 2xTMT6plex [N-Term; K17] 1.116 1.346 1.358 4.35263586 50.48 0 2400.32489 3 800.7806396 1.031508411 0.000825318 95.36751177IEDLLQSEENK 2 4505611 2xTMT6plex [N-Term; K11] 1.421 3.297559738 39.04 0 1775.979115 2 888.4907227 -2.785228417 -0.002473254 63.60789277GIHVETLETEKK 2 4505611 3xTMT6plex [N-Term; K11; K12] 1.392 3.416142464 10.33 1 2071.236616 4 518.5640259 -1.131046234 -0.000585666 42.00183477LIEPFFNK 6 4505611 2xTMT6plex [N-Term; K8] 1.534 1.484 1.319 3.258638859 29.97 0 1465.881908 2 733.4418335 -3.764073888 -0.002758844 79.08573132IQTYAEYMGR 2 4505611 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.135 2.424819231 16.28 0 1476.735431 2 738.8718872 0.722400262 0.000533397 35.54831815YDYTDSK 2 4505611 2xTMT6plex [N-Term; K7] 1.088 2.190696955 9.21 0 1349.698918 2 675.3516235 -2.183753464 -0.001473705 27.7932345455769533 PAWR PRKC apoptosis WT1 regulator protein 5074 NP_002574.2 25 1 5 5 19 340 36.545 5.41 0.69 0.77 0.79 0.75 Significant 0.00166 EDAITQQNTIQNEAVNLLDPGSSYLLQEPPR 4 55769533 1xTMT6plex [N-Term] 100 3.947807789 34.09 0 3682.876163 3 1228.285156 -9.570685638 -0.011749217 88.57139972DANVSGTLVSSSTLEK 2 55769533 2xTMT6plex [N-Term; K16] 0.689 2.933958292 34.45 0 2066.138135 2 1033.57312 0.401112763 0.000414377 52.78152331DLDDIEDENEQLKQENK 6 55769533 3xTMT6plex [N-Term; K13; K17] 0.723 0.985 0.742 4.250409126 23.52 1 2762.429908 3 921.4782104 -3.558603356 -0.003276797 50.46893554LKEEIDLLNR 6 55769533 2xTMT6plex [N-Term; K2] 0.682 0.752 0.787 3.585107565 13.18 1 1701.031091 3 567.6813965 -0.855414626 -0.000485029 62.61948041LMQDKEEMIGK 1 55769533 3xTMT6plex [N-Term; K5; K11] 0.822 2.505929232 1 2009.13783 3 670.3829346 -1.78178869 -0.001193286 57.337722294505641 PCNA proliferating cell nuclear antigen 5111 NP_002583.1 67.43295019 1 13 13 165 261 28.75 4.69 1.33 1.35 1.37 1.35 Significant 0.0000732 AEDNADTLALVFEAPNQEK 14 4505641 2xTMT6plex [N-Term; K19] 1.509 1.429 1.43 6.745347023 59.68 0 2533.318618 2 1267.162964 0.012988645 1.65E-05 75.94051275ATPLSSTVTLSMSADVPLVVEYK 16 4505641 2xTMT6plex [N-Term; K23] 1.429 1.443 1.241 7.387166977 65.69 0 2866.588768 3 956.2005615 -0.571047967 -0.000545653 100.8016999

LMDLDVEQLGIPEQEYSCVVK 34 4505641 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C18] 1.295 1.493 1.516 6.129709244 60.75 0 2923.519703 3 975.178894 0.829869183 0.000808713 102.1156698
LMDLDVEQLGIPEQEYSCVVK 12 4505641 2xTMT6plex [N-Term; K21]; 1xOxidation [M2]; 1xCarbamidomethyl [C18] 1.254 1.394 1.432 5.480358601 56.03 0 2939.514618 3 975.178894 0.829869183 0.000808713 102.1156698

LSQTSNVDKEEEAVTIEMNEPVQLTFALR 7 4505641 2xTMT6plex [N-Term; K9] 1.185 7.336384296 35.56 1 3749.967176 4 938.2449341 -2.47186747 -0.002317355 90.58448043NLAMGVNLTSMSK 6 4505641 2xTMT6plex [N-Term; K13] 1.913 1.604 1.629 5.315636158 59.17 0 1824.012346 2 912.5107422 1.020450878 0.000930657 68.20057436CAGNEDIITLR 4 4505641 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.963 0.187 3.272055626 37.69 0 1490.783444 2 745.8944092 -1.275806109 -0.000950975 44.62044459
DLSHIGDAVVISCAK 6 4505641 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 1.435 1.172 4.651816368 26.3 0 2043.130882 4 511.5379333 -0.478834504 -0.00024458 57.22597879

IADMGHLK 28 4505641 2xTMT6plex [N-Term; K8] 1.349 1.369 1.373 3.529920816 32.42 0 1342.791713 3 448.2680359 -1.607452566 -0.000719491 44.22949301LVQGSILK 6 4505641 2xTMT6plex [N-Term; K8] 1.483 1.515 1.786 3.646824837 47.24 0 1315.871343 2 658.4370117 -3.49318535 -0.002298291 56.94807667SEGFDTYR 6 4505641 1xTMT6plex [N-Term] 1.698 1.752 1.369 3.232336998 31.18 0 1203.584333 2 602.2954712 -0.554383411 -0.000333624 25.85108268KVLEALK 10 4505641 3xTMT6plex [N-Term; K1; K7] 0.813 1.003 0.428 3.273226261 12.87 1 1488.012812 3 496.6757202 -0.1373076 -6.81E-05 51.49919068YLNFFTK 10 4505641 2xTMT6plex [N-Term; K7] 1.143 1.382 100 3.076925278 29.31 0 1390.813494 2 695.9100952 -0.417295572 -0.00029019 76.10643914VSDYEMK 6 4505641 2xTMT6plex [N-Term; K7] 1.44 1.385 1.421 2.983183384 28.45 0 1329.712459 2 665.3598633 -0.007172603 -4.77E-06 37.33822439
4505671 PDE6D retinal rod rhodopsin-sensitive cGMP 3',5'-cyclic phosphodiesterase subunit delta isoform 1 5147 NP_002592.1 12.66666667 1 1 1 6 150 17.409 5.67 0.7 0.75 2.18 1.21 Non-Significant 0.13

ILWQGTEDLSVPGVEHEAR 6 4505671 1xTMT6plex [N-Term] 0.702 0.749 2.184 5.207784176 43.11 0 2365.23494 3 789.0834351 0.343435558 0.000270769 70.20379109
4505689 PDK1 [Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 1, mitochondrial isoform 2 precursor 5163 NP_002601.1 11.00917431 1 4 4 16 436 49.213 8.81 1.37 1.37 0.78 1.17 Significant 0.027

AVPLAGFGYGLPISR 8 4505689 1xTMT6plex [N-Term] 1.737 1.525 0.776 4.597097397 43.29 0 1747.010407 3 583.0068359 -2.548489398 -0.001484079 84.50616781AIYDFTDTVIR 4 4505689 1xTMT6plex [N-Term] 1.234 1.298 4.150193691 20.2 0 1542.836525 2 771.9202271 -2.16958724 -0.001673659 67.0552067MLLNQHSLLFGGK 2 4505689 2xTMT6plex [N-Term; K13] 1.29 4.221707821 31.57 0 1916.119195 3 639.3776245 -0.456388541 -0.000291498 73.7394079ALSTDSIER 2 4505689 1xTMT6plex [N-Term] 1.017 3.028335571 18.89 0 1220.668397 2 610.8374023 -0.711800602 -0.000434436 29.03804784505695 PDPK1 3-phosphoinositide-dependent protein kinase 1 isoform 1 5170 NP_002604.1 5.935251799 1 3 3 16 556 63.112 7.36 0.88 1.2 0.96 1.01 Significant 0.00888
FYTAEIVSALEYLHGK 8 4505695 2xTMT6plex [N-Term; K16] 0.931 1.327 1.136 5.414566994 23.29 0 2299.273841 3 767.0950317 -1.434603003 -0.001099515 109.7397367LLVLDATK 6 4505695 2xTMT6plex [N-Term; K8] 0.945 0.964 0.752 2.906569958 40.31 0 1330.871009 2 665.9395142 0.558033279 0.000371335 70.07511621TFFVHTPNR 2 4505695 1xTMT6plex [N-Term] 0.718 2.638146639 6.31 0 1347.737086 3 449.9172668 0.119902547 5.39E-05 37.243235364505723 PEX13 peroxisome biogenesis factor 13 5194 NP_002609.1 10.17369727 1 3 3 14 403 44.102 8.05 1.09 1.58 1.63 1.43 Significant 0.0141 GWLLASLDGQTTGLIPANYVK 6 4505723 2xTMT6plex [N-Term; K21] 1.166 1.584 5.093186855 43.24 0 2675.517258 3 892.5119629 1.523799505 0.001358984 102.9177343FVQQAEESSR 6 4505723 1xTMT6plex [N-Term] 1.177 1.583 1.63 3.70400691 35.25 0 1409.722223 2 705.3642578 -0.698254581 -0.000492173 27.2657401VPVAPDSIGK 2 4505723 2xTMT6plex [N-Term; K10] 1.021 3.474350214 20.38 0 1440.882636 2 720.9449463 -0.014110709 -1.02E-05 60.0562642521536449 PFDN1 prefoldin subunit 1 5201 NP_002613.2 31.96721311 1 5 5 30 122 14.202 6.81 0.84 0.88 0.85 0.86 Significant 0.000197 EAIHSQLLEK 6 21536449 2xTMT6plex [N-Term; K10] 0.795 0.769 4.008275032 27.23 0 1625.962677 3 542.6588135 -0.486013808 -0.000263413 41.4456762AFTELQAK 4 21536449 2xTMT6plex [N-Term; K8] 0.864 0.925 3.63696599 41.94 0 1365.814222 2 683.4110107 0.382514962 0.000261222 50.28646676EAEDNIR 4 21536449 1xTMT6plex [N-Term] 0.798 0.855 2.423230171 39.62 0 1075.558118 2 538.2822876 -0.762129608 -0.000409857 16.43950769MFILQSK 6 21536449 2xTMT6plex [N-Term; K7] 0.884 1.015 0.823 3.27312994 32.35 0 1324.8063 2 662.9041138 -4.037896662 -0.002674715 65.3520783VIDTQQK 10 21536449 2xTMT6plex [N-Term; K7] 0.843 1.147 0.858 2.939338923 30.85 0 1289.782922 2 645.3944092 -1.070382156 -0.00069028 29.8015158412408677 PFDN4 prefoldin subunit 4 5203 NP_002614.2 28.35820896 1 3 3 15 134 15.305 4.53 1.11 1.04 1.13 1.09 Significant 0.000622 NLQEEIDALESR 6 12408677 1xTMT6plex [N-Term] 1.096 1.068 1.171 4.42331028 59.56 0 1645.859445 2 823.4336548 0.357260345 0.000294 67.00565893AAAEDVNVTFEDQQK 4 12408677 2xTMT6plex [N-Term; K15] 1.033 1.078 4.534921646 29.09 0 2123.102084 3 708.3709717 -1.753057927 -0.00124064 47.33644066ITELKEEIEVK 5 12408677 3xTMT6plex [N-Term; K5; K11] 1.384 0.962 1.125 2.768691778 5.69 1 2018.235219 3 673.4154663 -1.671586239 -0.001124551 73.4453045822202633 PFDN5 prefoldin subunit 5 isoform alpha 5204 NP_002615.2 36.36363636 1 5 5 41 154 17.317 6.33 0.92 0.93 0.94 0.93 Significant 0.0000385 ELLVPLTSSMYVPGK 12 22202633 2xTMT6plex [N-Term; K15] 0.877 0.928 0.941 3.879974604 46.15 0 2092.21282 3 698.0752563 -0.766875633 -0.000534822 89.54049364NQLDQEVEFLSTSIAQLK 12 22202633 2xTMT6plex [N-Term; K18] 0.94 0.926 1.291 5.798379898 54.47 0 2521.391389 3 841.1350708 -0.289561414 -0.000243366 109.8174815

DCLNVLNK 6 22202633 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.007 0.905 0.871 3.756521225 38.53 0 1433.818656 2 717.413208 0.337033992 0.000241623 60.53429174
IQPALQEK 8 22202633 2xTMT6plex [N-Term; K8] 0.842 0.893 0.811 2.744485378 30.32 0 1384.856422 2 692.9319458 0.139661816 9.67E-05 41.6988142KIDFLTK 3 22202633 3xTMT6plex [N-Term; K1; K7] 0.936 1.035 2.173764229 0.76 1 1552.007726 3 518.0072632 -0.315726018 -0.000163336 59.76480662

48762920 PFKL ATP-dependent 6-phosphofructokinase, liver type isoform b 5211 NP_002617.3 42.43589744 1 21 27 250 780 84.964 7.5 0.93 0.95 0.94 0.94 Significant 0.0000377 IMEVIDAITTTAQSHQR 16 48762920 1xTMT6plex [N-Term] 0.779 0.794 0.882 6.212753773 61.3 0 2143.137868 3 715.0505981 -0.29257866 -0.000209012 98.48176399IMEVIDAITTTAQSHQR 8 48762920 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.238 0.85 7.218152523 54.98 0 2159.132783 3 715.0505981 -0.29257866 -0.000209012 98.48176399AVAFSPVTELK 8 48762920 2xTMT6plex [N-Term; K11] 0.726 0.765 3.966658592 72.29 0 1619.977265 2 810.4915161 -0.931663345 -0.000754637 69.34410463KAVAFSPVTELK 6 48762920 3xTMT6plex [N-Term; K1; K12] 1.063 0.922 1.151 6.082322121 23.77 1 1977.23516 3 659.7494507 -0.688354752 -0.00045368 64.56921564AAAYNLVQHGITNLCVIGGDGSLTGANIFR 14 48762920 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.337 1.132 1.197 9.176825523 75.41 0 3331.741859 4 833.6898804 -1.250914927 -0.001041931 93.46976842
TYSHLNIAGLVGSIDNDFCGTDMTIGTDSALHR 2 48762920 1xTMT6plex [N-Term]; 1xOxidation [M23]; 1xCarbamidomethyl [C19] 0.91 5.281732559 26.75 0 3796.810803 4 949.9550171 -3.309282784 -0.00314118 86.90844305

VFANAPDSACVIGLK 14 48762920 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C10] 0.917 0.844 0.806 4.839178085 60.79 0 2020.130154 2 1010.569153 0.433355277 0.000437717 70.72133505GQLESIVENIR 8 48762920 1xTMT6plex [N-Term] 1.047 1.234 1.164 4.669397831 68.03 0 1486.842673 2 743.9235229 -1.952810217 -0.001451761 63.92935675SNFSLAILNVGAPAAGMNAAVR 6 48762920 1xTMT6plex [N-Term] 1.376 0.876 1.386 6.483193874 63.38 0 2373.291015 3 791.767334 -1.502578847 -0.001188686 89.18366523ISMAAYVSGELEHVTR 2 48762920 1xTMT6plex [N-Term] 1.12 4.371026993 28.33 0 1992.042177 3 664.6855469 -0.045006577 -2.99E-05 81.36198147SEWGSLLEELVAEGK 16 48762920 2xTMT6plex [N-Term; K15] 0.959 0.969 0.799 4.667485714 77.42 0 2105.153057 2 1053.078003 -2.055646553 -0.002163725 108.2580797TNVLGHLQQGGAPTPFDR 6 48762920 1xTMT6plex [N-Term] 0.991 0.87 0.802 5.634073734 46.79 0 2137.135166 3 713.0507202 1.142302354 0.000813752 61.55455016AIGVLTSGGDAQGMNAAVR 20 48762920 1xTMT6plex [N-Term] 1.082 1.153 1.003 6.747945786 99.55 0 2017.069789 3 673.0282593 0.216086738 0.000145287 54.59945374AIGVLTSGGDAQGMNAAVR 14 48762920 1xTMT6plex [N-Term]; 1xOxidation [M14] 0.973 1.289 0.802 4.831809998 69.74 0 2033.064704 3 673.0282593 0.216086738 0.000145287 54.59945374
LPLMECVQMTK 12 48762920 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 0.954 1.019 1.012 4.616509914 72.87 0 1807.98844 2 904.4979248 0.073418265 6.64E-05 77.02310238

GQVQEVGWHDVAGWLGR 10 48762920 1xTMT6plex [N-Term] 0.898 0.839 0.762 6.37914753 48.99 0 2123.098387 3 708.3688965 -2.944073112 -0.002083519 71.52294386GGSFENNWNIYK 6 48762920 2xTMT6plex [N-Term; K12] 1.019 1.012 0.833 4.178029537 39.74 0 1886.980118 2 943.9953003 1.698828677 0.001602828 60.19809494AVAFSPVTELKK 6 48762920 3xTMT6plex [N-Term; K11; K12] 1.397 1.175 1.422 4.514951706 19.14 1 1977.23516 3 659.748291 -2.447884411 -0.001613348 72.51057836RFDEATQLR 4 48762920 1xTMT6plex [N-Term] 0.961 1.062 4.94281292 46.96 1 1364.748379 3 455.5877075 0.13975367 6.36E-05 26.60814678VTVLGHVQR 12 48762920 1xTMT6plex [N-Term] 1.022 1.054 0.973 4.228840828 53 0 1237.757821 3 413.2578735 1.00682496 0.000415402 31.61669029TFVLEVMGR 10 48762920 1xTMT6plex [N-Term] 1.263 1.317 1.248 3.691685915 47.17 0 1280.723409 2 640.8657227 0.592799737 0.000379606 72.11942754GGTPSAFDR 7 48762920 1xTMT6plex [N-Term] 0.985 0.707 0.905 3.092507362 32.57 0 1136.589753 2 568.7976685 -1.489091322 -0.000846243 114.2238157MGIYVGAK 10 48762920 2xTMT6plex [N-Term; K8] 1.254 1.338 1.152 3.705759048 38.9 0 1296.775 2 648.8914185 0.431889929 0.000280032 61.31364414GGSMLGTK 6 48762920 2xTMT6plex [N-Term; K8] 0.855 1.152 1.141 3.131261349 41.3 0 1208.707315 2 604.8570557 -0.397020742 -0.000239941 33.01944288AMLWLSEK 2 48762920 2xTMT6plex [N-Term; K8] 0.84 2.797590017 22.23 0 1435.838329 2 718.4224243 -0.52700027 -0.000378344 75.97779384EQWWLSLR 6 48762920 1xTMT6plex [N-Term] 1.05 0.877 1.113 3.34741354 25.96 0 1346.741837 2 673.875 0.658374141 0.00044333 73.33700421FDEATQLR 6 48762920 1xTMT6plex [N-Term] 0.902 0.792 0.743 3.394176483 34.47 0 1208.647268 2 604.8273315 0.098329712 5.94E-05 36.8191931ISETTAR 6 48762920 1xTMT6plex [N-Term] 0.933 1.009 0.882 2.446500301 26.11 0 1006.57304 2 503.7898865 -0.540239764 -0.000271895 18.70159697QSASGTK 7 48762920 2xTMT6plex [N-Term; K7] 1.188 1.269 1.241 2.672386885 32.6 0 1136.667558 2 568.8369751 -0.778305566 -0.000442337 15.97842157
11321601 PFKP ATP-dependent 6-phosphofructokinase, platelet type isoform 1 5214 NP_002618.1 53.44387755 1 32 37 621 784 85.542 7.55 1.2 1.2 1.16 1.19 Significant 0.000126

NVIFQPVAELK 16 11321601 2xTMT6plex [N-Term; K11] 1.144 1.052 1.116 4.398712635 58.24 0 1716.046013 2 858.5258179 -0.963842344 -0.000826999 74.90756111SFAGNLNTYK 18 11321601 2xTMT6plex [N-Term; K10] 1.438 1.124 1.305 4.551014423 48 0 1572.878613 2 786.9423218 -0.79253116 -0.000623278 49.71713908GITNLCVIGGDGSLTGANLFR 38 11321601 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.278 1.389 1.258 6.711502552 79.3 0 2364.254295 3 788.7560425 -0.304953911 -0.00024033 95.95439458KNVLGHMQQGGAPSPFDR 2 11321601 2xTMT6plex [N-Term; K1] 1.206 5.289396286 26.88 1 2397.286153 4 604.0751953 -0.877187505 -0.000529225 36.67495693KNVLGHMQQGGAPSPFDR 14 11321601 2xTMT6plex [N-Term; K1]; 1xOxidation [M7] 1.042 1.039 1.133 5.492370605 33.55 1 2413.281068 4 604.0751953 -0.877187505 -0.000529225 36.67495693MLAIYDGFDGFAK 22 11321601 2xTMT6plex [N-Term; K13] 1.12 1.251 1.131 5.237695217 72.99 0 1906.018478 2 953.5114746 -1.471696777 -0.001402541 91.23788854EIGWTDVGGWTGQGGSILGTK 42 11321601 2xTMT6plex [N-Term; K21] 1.115 1.262 1.18 5.659066677 79.05 0 2577.371323 2 1289.188477 -0.63864488 -0.000823013 83.23778585TNCNVAVINVGAPAAGMNAAVR 14 11321601 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.082 1.243 0.996 6.143913269 68.15 0 2399.248498 3 800.4199829 -1.293250588 -0.001034277 58.62658245KEWSGLLEELAR 12 11321601 2xTMT6plex [N-Term; K1] 1.287 1.435 1.23 4.094557285 30.04 1 1889.089669 3 630.3686523 0.918458916 0.00057835 81.69221789
FTTDDSICVLGISK 28 11321601 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 1.311 1.31 1.25 5.307603836 75.66 0 2014.093099 2 1007.551331 1.134586486 0.001142581 75.08504118
NVIFQPVAELKK 6 11321601 3xTMT6plex [N-Term; K11; K12] 2.391 2.425 2.313 4.927493572 29.91 1 2073.303908 3 691.7722778 -0.785140037 -0.000542611 72.15436627ASYDVSDSGQLEHVQPWSV 22 11321601 1xTMT6plex [N-Term] 1.243 1.132 1.234 6.320362568 54.2 0 2333.12472 3 778.3781738 -2.036850231 -0.001584075 61.67815506IIEVVDAIMTTAQSHQR 4 11321601 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.867 1.211 6.546695232 69.44 0 2157.153519 3 714.3911743 0.170944468 0.000122006 111.6802534IIEVVDAIMTTAQSHQR 22 11321601 1xTMT6plex [N-Term] 1.193 1.061 1.408 7.273769379 86.65 0 2141.158604 3 714.3911743 0.170944468 0.000122006 111.6802534NVLGHMQQGGAPSPFDR 8 11321601 1xTMT6plex [N-Term] 1.297 1.075 0.915 5.395232201 39.27 0 2040.028258 3 680.6799927 -1.388967356 -0.000944511 46.54284307DLQSNVEHLTEK 14 11321601 2xTMT6plex [N-Term; K12] 1.237 1.305 1.271 5.568910599 77.99 0 1871.027462 2 936.0158081 -1.669007604 -0.00156138 54.56718202YAYLNVVGMVGSIDNDFCGTDMTIGTDSALHR 4 11321601 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 100 100 5.610390186 74.85 0 3721.749783 3 1241.256104 1.067977996 0.001324916 101.4444445AIGVLTSGGDAQGMNAAVR 20 11321601 1xTMT6plex [N-Term] 1.082 1.153 1.003 6.747945786 99.55 0 2017.069789 3 673.0282593 0.216086738 0.000145287 54.59945374AIGVLTSGGDAQGMNAAVR 14 11321601 1xTMT6plex [N-Term]; 1xOxidation [M14] 0.973 1.289 0.802 4.831809998 69.74 0 2033.064704 3 673.0282593 0.216086738 0.000145287 54.59945374

LPLMECVQMTQDVQK 18 11321601 2xTMT6plex [N-Term; K15]; 1xOxidation [M9]; 1xCarbamidomethyl [C6] 1.252 1.218 1.544 4.208677769 43.93 0 2294.195867 3 760.072937 1.451072678 0.001101945 80.41013186
LPLMECVQMTQDVQK 44 11321601 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.223 1.285 1.068 5.282263756 52.41 0 2278.200952 3 760.072937 1.451072678 0.001101945 80.41013186

LNIIIVAEGAIDTQNKPITSEK 25 11321601 3xTMT6plex [N-Term; K16; K22] 1.054 1.057 1.095 7.276453972 38.64 0 3054.801762 4 764.4555664 -0.434157469 -0.000331566 98.1099728EWSGLLEELAR 20 11321601 1xTMT6plex [N-Term] 1.207 1.168 1.171 4.424823761 60.54 0 1531.831774 2 766.4200439 0.677294102 0.00051875 89.25149703KFTTDDSICVLGISK 8 11321601 3xTMT6plex [N-Term; K1; K15]; 1xCarbamidomethyl [C9] 1.192 1.284 1.031 5.186916351 30.2 1 2371.350994 3 791.1211548 -0.87848848 -0.000694402 69.43422206
NESCSENYTTDFIYQLYSEEGK 16 11321601 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C4] 1.598 1.56 1.492 5.545401096 63.45 0 3135.450497 3 1045.820679 -0.961175177 -0.001004572 87.04535671

IKELVVTQLGYDTR 4 11321601 2xTMT6plex [N-Term; K2] 2.658 1.579 5.928051472 23.27 1 2093.237061 3 698.4163818 -1.179451784 -0.000822957 72.08308003FLEHLSGAGK 14 11321601 2xTMT6plex [N-Term; K10] 1.044 1.04 1.019 4.395893574 58.11 0 1516.888784 2 758.9473267 -0.927945214 -0.000703795 50.06483819MLAIYDGFDGFAK 30 11321601 2xTMT6plex [N-Term; K13]; 1xOxidation [M1] 1.294 1.205 1.217 3.93854928 59.52 0 1922.013393 2 953.5114746 -1.471696777 -0.001402541 91.23788854ELVVTQLGYDTR 14 11321601 1xTMT6plex [N-Term] 1.09 1.053 1.122 4.673139095 40.67 0 1622.895102 2 811.9506836 -0.623375163 -0.000505836 56.86034148TFVLEVMGR 10 11321601 1xTMT6plex [N-Term] 1.263 1.317 1.248 3.691685915 47.17 0 1280.723409 2 640.8657227 0.592799737 0.000379606 72.11942754VTILGHVQR 6 11321601 1xTMT6plex [N-Term] 100 1.281 1.252 3.769003868 48.72 0 1251.773471 3 417.9292297 -0.267820834 -0.00011175 38.37431143GGTPSAFDR 7 11321601 1xTMT6plex [N-Term] 0.985 0.707 0.905 3.092507362 32.57 0 1136.589753 2 568.7976685 -1.489091322 -0.000846243 114.2238157NVLGHMQQGGAPSPFDR 2 11321601 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.712 4.491997242 18.63 0 2056.023173 3 680.6799927 -1.388967356 -0.000944511 46.54284307KFLEHLSGAGK 14 11321601 3xTMT6plex [N-Term; K1; K11] 1.285 1.258 1.502 3.683962822 20.96 1 1874.146679 4 469.2922974 0.363004205 0.000170081 47.46725257VLPGKYLEEIATQMR 2 11321601 2xTMT6plex [N-Term; K5] 1.126 3.547428846 12.65 1 2206.266981 3 736.0924683 -1.871715834 -0.001376502 92.16279099MGIYVGAK 10 11321601 2xTMT6plex [N-Term; K8] 1.254 1.338 1.152 3.705759048 38.9 0 1296.775 2 648.8914185 0.431889929 0.000280032 61.31364414AACNLLQR 6 11321601 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.143 1.128 0.96 3.062269449 36.85 0 1174.656393 2 587.8309326 -1.536002899 -0.000902138 32.73108408AMEWITAK 16 11321601 2xTMT6plex [N-Term; K8]; 1xOxidation [M2] 1.138 1.084 1.092 2.633151293 29.32 0 1423.801944 2 712.4041138 -0.697190323 -0.00049633 48.43328456KQTDFEHR 2 11321601 2xTMT6plex [N-Term; K1] 1.463 2.940295458 10.02 1 1518.842897 3 506.9528503 0.724936985 0.000367022 18.39495917LPDDQIPK 18 11321601 2xTMT6plex [N-Term; K8] 1.144 1.137 1.123 2.73707962 36.97 0 1383.824787 2 692.4147949 -1.787694709 -0.001236928 48.06689875AMEWITAK 2 11321601 2xTMT6plex [N-Term; K8] 1.253 3.25524497 24.8 0 1407.807029 2 712.4041138 -0.697190323 -0.00049633 48.43328456QSASGTK 7 11321601 2xTMT6plex [N-Term; K7] 1.188 1.269 1.241 2.672386885 32.6 0 1136.667558 2 568.8369751 -0.778305566 -0.000442337 15.97842157LAIKLPDDQIPK 2 11321601 3xTMT6plex [N-Term; K4; K12] 1.735 2.925 3.500277519 1 2038.287924 3 680.0975342 -4.844438719 -0.003291454 71.89694447QTDFEHR 4 11321601 1xTMT6plex [N-Term] 1.015 1.26 2.286756039 15.98 0 1161.585002 2 581.2948608 -2.201035919 -0.001278345 16.576073814505751 PFN2 profilin-2 isoform b 5217 NP_002619.1 40 1 4 6 77 140 15.078 6.1 0.98 0.98 1.04 1 Significant 0.0004 SQGGEPTYNVAVGR 16 4505751 1xTMT6plex [N-Term] 0.928 0.922 1.122 5.20318079 62.37 0 1663.860114 2 832.4332886 -0.488719908 -0.000406581 29.68631412DSLYVDGDCTMDIR 20 4505751 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.966 1.253 0.927 5.354458332 56.63 0 1888.86183 2 944.9345703 0.018145848 1.71E-05 50.90405864EGVHGGTLNK 6 4505751 2xTMT6plex [N-Term; K10] 0.752 0.767 0.723 4.661540985 34.04 0 1469.847648 3 490.6212158 0.984095828 0.000482157 23.14449165AYELALYLR 18 4505751 1xTMT6plex [N-Term] 1.185 1.168 1.309 3.767282963 27.83 0 1340.777553 2 670.8908691 -2.30600426 -0.001545919 74.63311088EGVHGGTLNKK 5 4505751 3xTMT6plex [N-Term; K10; K11] 1.093 1.034 1.242 3.656706095 11.41 1 1827.105543 4 457.5317993 -0.095951969 -4.38E-05 23.98056191ALVIVMGK 12 4505751 2xTMT6plex [N-Term; K8] 1.101 1.079 1.117 3.802730322 47.86 0 1288.842686 2 644.9243774 -0.936970199 -0.000603804 69.868192784505753 PGAM1 phosphoglycerate mutase 1 isoform 1 5223 NP_002620.1 79.92125984 1 16 16 446 254 28.786 7.18 0.88 0.91 0.9 0.9 Significant 0.0000967 FSGWYDADLSPAGHEEAK 22 4505753 2xTMT6plex [N-Term; K18] 0.816 0.852 0.785 6.301455021 59.82 0 2438.20286 3 813.4052124 -0.728546011 -0.000592114 60.07475396HGESAWNLENR 12 4505753 1xTMT6plex [N-Term] 0.634 0.833 0.832 5.0090518 46.27 0 1541.765819 2 771.3859863 -0.728666919 -0.000561717 26.21322339AMEAVAAQGK 26 4505753 2xTMT6plex [N-Term; K10] 0.814 0.803 0.813 4.016898155 76.07 0 1433.818656 2 717.4130249 0.081840676 5.87E-05 35.42859276HLEGLSEEAIMELNLPTGIPIVYELDK 24 4505753 2xTMT6plex [N-Term; K27] 0.867 0.81 0.811 6.830790997 54.58 0 3481.890429 3 1161.302734 0.924947256 0.001073522 111.887707HLEGLSEEAIMELNLPTGIPIVYELDK 32 4505753 2xTMT6plex [N-Term; K27]; 1xOxidation [M11] 0.953 0.965 0.939 6.265982151 40.41 0 3497.885344 3 1161.302734 0.924947256 0.001073522 111.887707KAMEAVAAQGK 8 4505753 3xTMT6plex [N-Term; K1; K11] 1.172 1.161 1.255 5.84066391 33.7 1 1791.076551 2 896.039978 -2.161473953 -0.001935683 36.07695718NLKPIKPMQFLGDEETVR 14 4505753 3xTMT6plex [N-Term; K3; K6] 0.995 0.984 0.908 6.375822067 25.52 0 2802.615482 4 701.4084473 -1.256900036 -0.000880652 68.68607911
DAGYEFDICFTSVQK 3 4505753 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 0.01 0.874 2.875091553 21.55 0 2238.115291 3 746.7092285 -0.964638923 -0.000719658 85.23387667

FSGWYDADLSPAGHEEAKR 16 4505753 2xTMT6plex [N-Term; K18] 1.725 1.602 1.807 5.589625359 38.75 1 2594.303971 4 649.3317261 0.425222675 0.000275789 57.41485829
YADLTEDQLPSCESLK 16 4505753 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 0.752 0.753 0.772 5.097966671 56.51 0 2327.184099 3 776.3991089 -0.569611078 -0.000441863 59.60588778

ALPFWNEEIVPQIK 75 4505753 2xTMT6plex [N-Term; K14] 0.893 0.893 0.895 4.935932636 48.38 0 2142.236333 3 714.7436523 -9.302950587 -0.00664304 95.67294878VLIAAHGNSLR 21 4505753 1xTMT6plex [N-Term] 0.907 1.051 0.921 4.9929533 59.19 0 1379.832049 3 460.6155396 0.012140857 5.58E-06 37.931585SYDVPPPPMEPDHPFYSNISK 40 4505753 2xTMT6plex [N-Term; K21] 0.801 0.901 0.881 5.727674007 43.84 0 2875.437687 3 964.4793701 -3.128327608 -0.003015116 57.31403418SYDVPPPPMEPDHPFYSNISK 34 4505753 2xTMT6plex [N-Term; K21]; 1xOxidation [M9] 0.947 0.773 0.805 5.45483923 49.64 0 2891.432602 3 964.4793701 -3.128327608 -0.003015116 57.31403418
YADLTEDQLPSCESLKDTIAR 17 4505753 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 1.117 1.123 1.404 5.356399059 31.2 1 2883.481009 3 961.8319092 0.057322751 5.51E-05 65.73726466
TLWTVLDAIDQMWLPVVR 4 4505753 1xTMT6plex [N-Term] 1.146 1.426 0.865 3.268809557 28.19 0 2385.32019 3 795.7776489 -0.753002747 -0.000598718 113.4826109HYGGLTGLNK 22 4505753 2xTMT6plex [N-Term; K10] 0.859 0.889 0.886 4.102965355 47.43 0 1517.884033 2 759.4453735 -0.370785696 -0.000281405 39.14374461AMEAVAAQGK 38 4505753 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.83 0.886 0.889 3.658435345 38.23 0 1449.813571 2 717.4130249 0.081840676 5.87E-05 35.42859276

KAMEAVAAQGK 9 4505753 3xTMT6plex [N-Term; K1; K11]; 1xOxidation [M3] 1.142 1.515 1.267 3.052508116 30.57 1 1807.071466 2 896.039978 -2.161473953 -0.001935683 36.07695718
HGEAQVK 12 4505753 2xTMT6plex [N-Term; K7] 0.796 0.819 0.739 3.140390158 30.32 0 1226.725742 3 409.5783081 -4.378129039 -0.001790255 16.56224128

NLKPIKPMQFLGDEETVR 1 4505753 3xTMT6plex [N-Term; K3; K6]; 1xOxidation [M8] 0.939 2.912796021 0 2818.610397 4 701.4084473 -1.256900036 -0.000880652 68.68607911
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40068518 PGD 6-phosphogluconate dehydrogenase, decarboxylating isoform 1 5226 NP_002622.2 54.24430642 1 23 23 344 483 53.106 7.23 0.9 0.92 0.94 0.92 Significant 0.000157
AVSTGVQAGIPMPCFTTALSFYDGYR 8 40068518 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.335 0.766 0.76 5.616066933 67.06 0 3038.49533 3 1013.501099 -2.167905772 -0.002195724 99.8884015DVLGMAQDEMAQAFEDWNK 32 40068518 2xTMT6plex [N-Term; K19] 0.887 0.885 0.973 6.425609112 74.83 0 2656.278744 3 886.0970459 -0.813015084 -0.000719865 106.659397DVLGMAQDEMAQAFEDWNK 8 40068518 2xTMT6plex [N-Term; K19]; 1xOxidation [M] 0.751 0.889 5.258466244 70.42 0 2672.273659 3 886.0970459 -0.813015084 -0.000719865 106.659397IKDAFDRNPELQNLLLDDFFK 14 40068518 3xTMT6plex [N-Term; K2; K21] 1.366 1.58 1.732 7.341887951 24.08 2 3238.80791 4 810.4562988 -1.403163641 -0.001136144 103.4617357GILFVGSGVSGGEEGAR 20 40068518 1xTMT6plex [N-Term] 0.923 0.904 0.849 5.310621262 68.71 0 1820.970392 2 910.9884033 -0.473549366 -0.00043116 60.20911698WTAISALEYGVPVTLIGEAVFAR 10 40068518 1xTMT6plex [N-Term] 0.638 0.97 7.178848267 63.66 0 2692.491154 3 898.1682739 -0.328945428 -0.000295228 112.915007DAFDRNPELQNLLLDDFFK 18 40068518 2xTMT6plex [N-Term; K19] 0.889 0.872 0.768 6.245722771 27.15 1 2768.465951 3 923.4923096 -1.291566927 -0.001191886 103.243026SAVENCQDSWR 18 40068518 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.012 1.005 0.952 4.904869556 63 0 1580.732471 2 790.868103 -2.240274922 -0.001770638 23.90056234HEMLPASLIQAQR 10 40068518 1xTMT6plex [N-Term] 0.886 1.025 0.908 5.145829678 48.61 0 1722.95224 3 574.9886475 -0.493830976 -0.000283616 51.56348977HEMLPASLIQAQR 9 40068518 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.151 0.988 1.239 4.871470928 35.84 0 1738.947155 3 574.9886475 -0.493830976 -0.000283616 51.56348977IISYAQGFMLLR 6 40068518 1xTMT6plex [N-Term] 2.259 1.712 2.025 4.239534378 49.03 0 1640.93955 2 820.9675293 -7.171590354 -0.005884073 99.27503768LVPLLDTGDIIIDGGNSEYR 40 40068518 1xTMT6plex [N-Term] 0.971 0.834 0.88 5.321924686 61.73 0 2389.281221 3 797.0983276 -0.331229257 -0.0002638 97.53659951NPELQNLLLDDFFK 22 40068518 2xTMT6plex [N-Term; K14] 0.707 0.648 0.682 5.133311749 48.17 0 2164.205427 2 1082.605225 -1.041509841 -0.001127021 110.4107594

VGTGEPCCDWVGDEGAGHFVK 14 40068518 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C7; C8] 1.005 1.007 1.104 7.395323753 66.67 0 2735.295792 3 912.4362183 -0.617905694 -0.000563385 63.14015022
AGQAVDDFIEK 12 40068518 2xTMT6plex [N-Term; K11] 0.866 0.789 0.812 4.920029163 81.77 0 1650.910307 2 825.9588623 0.085116299 7.03E-05 58.84160522VDDFLANEAK 18 40068518 2xTMT6plex [N-Term; K10] 0.914 0.887 0.942 4.291059494 49.14 0 1579.873194 2 790.4390869 -1.453605191 -0.001148256 57.11199462TIFQGIAAK 6 40068518 2xTMT6plex [N-Term; K9] 0.881 1.046 0.868 4.341309071 62.56 0 1406.877157 2 703.9403076 -2.714107345 -0.001909208 62.01626847VVGAQSLK 14 40068518 2xTMT6plex [N-Term; K8] 0.949 1.011 0.993 3.424571753 42.51 0 1259.808743 2 630.4078979 -0.177710755 -0.000111941 40.67289791YGPSLMPGGNK 4 40068518 2xTMT6plex [N-Term; K11]; 1xOxidation [M6] 0.948 0.741 2.744635105 34.91 0 1594.866335 2 797.9362793 -0.660040423 -0.000526338 38.89647388EAWPHIK 10 40068518 2xTMT6plex [N-Term; K7] 0.946 0.891 0.913 3.220756531 19.8 0 1338.793427 3 446.9358521 -0.317127084 -0.000141523 52.3842928FQFDGDKK 9 40068518 3xTMT6plex [N-Term; K7; K8] 1.138 0.953 1.136 2.958703279 19.11 1 1671.967318 2 836.4867554 -0.648258971 -0.000541934 43.56291398FQDTDGK 16 40068518 2xTMT6plex [N-Term; K7] 1.109 1.114 1.059 2.420877457 21.99 0 1268.688688 2 634.8460693 -3.015332416 -0.001912759 29.2521602SFLEDIR 14 40068518 1xTMT6plex [N-Term] 0.658 0.675 0.586 2.2237463 22.09 0 1108.61999 2 554.8137207 0.157390496 8.72E-05 53.88663824SFLEDIRK 6 40068518 2xTMT6plex [N-Term; K8] 1.079 1.236 1.122 2.988857985 13.04 1 1465.877885 3 489.2973633 -0.237854908 -0.000116222 54.64793871FQFDGDK 6 40068518 2xTMT6plex [N-Term; K7] 0.556 0.547 0.805 2.514713526 9.69 0 1314.709423 2 657.8585205 0.259651007 0.000170683 47.6637803121361621 PGM1 phosphoglucomutase-1 isoform 1 5236 NP_002624.2 53.7366548 1 23 23 170 562 61.411 6.76 1.06 1.06 1.11 1.08 Significant 0.00024 INQDPQVMLAPLISIALK 9 21361621 2xTMT6plex [N-Term; K18] 1.077 1.213 1 5.237003803 43.46 0 2422.450759 3 808.1553345 0.285334167 0.000230403 112.8738689IDAMHGVVGPYVK 12 21361621 2xTMT6plex [N-Term; K13] 1.078 1.041 1.076 4.201952934 32.19 0 1844.050447 3 615.3543701 -1.024613205 -0.000629813 58.4755299

TIEEYAVCPDLK 16 21361621 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.061 1.074 1.053 4.657437325 55.5 0 1896.018872 2 948.5126953 -0.3997033 -0.000378922 61.13227776
FKPFTVEIVDSVEAYATMLR 5 21361621 2xTMT6plex [N-Term; K2] 1.139 1.824 0.582 6.687026501 24.86 0 2774.520295 3 925.5123291 0.770992626 0.000713045 112.7213134TQAYQDQKPGTSGLR 6 21361621 2xTMT6plex [N-Term; K8] 0.794 0.56 2.005 4.540229797 19.38 0 2108.150037 3 703.3874512 -1.060993922 -0.000745578 29.47344475QEATLVVGGDGR 13 21361621 1xTMT6plex [N-Term] 1.092 1.178 1.189 4.360731602 57.62 0 1430.780073 2 715.8934326 -0.338239003 -0.000241973 31.64864863LSLCGEESFGTGSDHIR 6 21361621 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.99 1.375 1.046 5.277113914 48.92 0 2094.012334 3 698.6746216 -1.443250289 -0.001007395 49.71229662YDYEEVEAEGANK 12 21361621 2xTMT6plex [N-Term; K13] 1.039 1.123 1.137 5.209598541 66.05 0 1974.969673 2 987.9882202 -0.257634494 -0.00025441 42.6697812ILCEELGAPANSAVNCVPLEDFGGHHPDPNLTYAADLVETMK 8 21361621 2xTMT6plex [N-Term; K42]; 2xCarbamidomethyl [C3; C16] 1.422 1.265 5.216311455 40.34 0 5023.468024 4 1256.61853 -3.131885418 -0.003933232 100.1545556SGEHDFGAAFDGDGDR 4 21361621 1xTMT6plex [N-Term] 0.889 0.761 4.861139297 52.68 0 1881.820099 3 627.9446411 -0.387465389 -0.000243047 30.89008618IALYETPTGWK 18 21361621 2xTMT6plex [N-Term; K11] 1.004 1.024 1.149 3.56774497 55.7 0 1736.998729 2 869.0023193 -0.78671222 -0.000683259 67.44735388ADNFEYSDPVDGSISR 5 21361621 1xTMT6plex [N-Term] 0.88 1.261 3.574517012 26.93 0 2000.93988 2 1000.969543 -4.032927735 -0.004034823 46.23556966FFGNLMDASK 10 21361621 2xTMT6plex [N-Term; K10] 0.941 1.226 1.375 3.734456301 50.18 0 1587.860521 2 794.4329224 -1.229650471 -0.000976257 73.44120928KQSVEDILK 6 21361621 3xTMT6plex [N-Term; K1; K9] 1.08 1.022 1.058 4.09599638 23.18 1 1747.093247 3 583.0358276 -0.181467042 -0.00010568 53.09507045LSGTGSAGATIR 2 21361621 1xTMT6plex [N-Term] 1.102 3.231337786 32.54 0 1319.748044 2 660.3787231 1.610503665 0.00106273 29.36319043SIFDFSALK 4 21361621 2xTMT6plex [N-Term; K9] 1.179 1.031 3.025362015 26.89 0 1485.871737 2 743.4389038 -0.811821628 -0.000603131 87.11979405LYIDSYEK 6 21361621 2xTMT6plex [N-Term; K8] 1.121 0.899 0.979 3.638689995 44.11 0 1488.835017 2 744.9208984 -0.33389529 -0.000248558 54.85733206QQFDLENK 6 21361621 2xTMT6plex [N-Term; K8] 1.084 1.103 1.22 4.055037498 37.61 0 1479.820764 2 740.4143066 0.38679093 0.000286191 41.13837101LIFTDGSR 6 21361621 1xTMT6plex [N-Term] 1.109 0.997 0.938 3.059773445 29.01 0 1137.646539 2 569.3266602 -0.43572189 -0.000247849 47.38218871VDLGVLGK 2 21361621 2xTMT6plex [N-Term; K8] 1.161 2.74138546 35.05 0 1258.813494 2 629.9099121 -0.751971006 -0.000473296 60.74303048EAIQLIAR 6 21361621 1xTMT6plex [N-Term] 1.167 0.973 1.118 2.48037982 24.49 0 1142.709474 2 571.8570557 -2.309678825 -0.001319646 47.01560404TAPTVIT 4 21361621 1xTMT6plex [N-Term] 1.039 1.102 2.144120216 28.41 0 931.5661639 2 466.2868042 0.1802217 8.39E-05 34.22448848SMPTSGALDR 4 21361621 1xTMT6plex [N-Term] 1 0.983 3.266224623 23.78 0 1263.656452 2 632.3317261 -0.218842362 -0.000138271 27.302980694505775 SLC25A3 phosphate carrier protein, mitochondrial isoform b precursor 5250 NP_002626.1 45.42936288 1 12 12 224 361 39.933 9.36 0.86 0.88 0.89 0.88 Significant 0.000101

YYALCGFGGVLSCGLTHTAVVPLDLVK 34 4505775 2xTMT6plex [N-Term; K27]; 2xCarbamidomethyl [C5; C13] 1.001 1.047 0.921 7.723734379 60.08 0 3368.815097 3 1123.612915 2.699693193 0.003031589 111.239248
GWAPTFLGYSMQGLCK 20 4505775 2xTMT6plex [N-Term; K16]; 1xOxidation [M11]; 1xCarbamidomethyl [C15] 1.281 1.141 1.167 4.251116276 36.88 0 2290.176452 2 1137.591431 -2.617425996 -0.002976251 91.66529948
GWAPTFLGYSMQGLCK 20 4505775 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 1.08 1.089 1.079 5.939833164 48.08 0 2274.181537 2 1137.591431 -2.617425996 -0.002976251 91.66529948VLYSNMLGEENTYLWR 12 4505775 1xTMT6plex [N-Term] 0.731 0.844 0.802 5.10814333 52.17 0 2217.121156 3 739.711853 -0.067532606 -4.99E-05 82.66447905IQTQPGYANTLR 15 4505775 1xTMT6plex [N-Term] 0.816 0.799 0.738 4.503052711 46.1 0 1590.880121 2 795.9435425 -0.196481846 -0.00015629 36.59727376

SECSKPEQLVVTFVAGYIAGVFCAIVSHPADSVVSVLNK 2 4505775 3xTMT6plex [N-Term; K5; K39]; 2xCarbamidomethyl [C3; C23] 100 3.828062296 7.06 0 4865.618859 5 973.9290771 -0.53015616 -0.000515908 113.8260563
LPRPPPPEMPESLK 16 4505775 2xTMT6plex [N-Term; K14] 0.745 0.752 0.735 4.74390316 30.1 0 2046.182189 3 682.7325439 0.434812668 0.000296569 59.8386704GSSASLVLKR 5 4505775 2xTMT6plex [N-Term; K9] 0.838 1.08 0.59 3.188896894 22.84 1 1475.930983 3 492.6488647 0.71652963 0.000352516 36.83861082GSSASLVLK 24 4505775 2xTMT6plex [N-Term; K9] 0.741 0.709 0.796 3.490134716 54.12 0 1319.829872 2 660.4180298 -0.825507673 -0.000544765 47.10835546GVAPLWMR 18 4505775 1xTMT6plex [N-Term] 0.807 0.785 0.835 3.083974361 34.36 0 1158.665501 2 579.836853 0.80148644 0.000464327 54.27107458VLYSNMLGEENTYLWR 2 4505775 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.392 1.88818109 10.88 0 2233.116071 3 739.711853 -0.067532606 -4.99E-05 82.66447905QIPYTMMK 2 4505775 2xTMT6plex [N-Term; K8] 0.872 3.30564785 28.01 0 1469.826049 2 735.4155884 -1.462296976 -0.001074661 55.72127536QIPYTMMK 3 4505775 2xTMT6plex [N-Term; K8]; 1xOxidation [M] 1.077 1.492333531 17.42 0 1485.820964 2 735.4155884 -1.462296976 -0.001074661 55.72127536TVEALYK 16 4505775 2xTMT6plex [N-Term; K7] 0.91 0.927 0.893 3.532758474 39.04 0 1281.78186 2 641.3947144 0.228112869 0.000146195 53.47347016MQVDPQK 13 4505775 2xTMT6plex [N-Term; K7] 0.837 0.835 0.856 2.833418608 35.66 0 1303.744428 2 652.3760376 0.283978443 0.000185118 33.62392552LPRPPPPEMPESLK 8 4505775 2xTMT6plex [N-Term; K14]; 1xOxidation [M9] 0.639 0.742 0.744 2.754649401 17.39 0 2062.177104 3 682.7325439 0.434812668 0.000296569 59.8386704MQVDPQK 3 4505775 2xTMT6plex [N-Term; K7]; 1xOxidation [M1] 0.877 1.85431397 17.89 0 1319.739343 2 652.3760376 0.283978443 0.000185118 33.62392552GVAPLWMR 11 4505775 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.729 0.9 1.893286228 18.37 0 1174.660416 2 579.836853 0.80148644 0.000464327 54.2710745838504673 SERPINB8 serpin B8 isoform a 5271 NP_002631.3 38.77005348 1 12 13 89 374 42.739 5.57 0.83 0.89 0.91 0.88 Significant 0.000751 ISEVLDAGTVDPLTK 10 38504673 2xTMT6plex [N-Term; K15] 0.832 0.885 0.899 4.971600056 60.6 0 2016.162893 3 672.7254028 -0.613975146 -0.000412625 77.66227193

GSTAAQMSQALCLYK 6 38504673 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 0.945 0.917 4.371216774 38.64 0 2087.102953 3 696.3723145 -0.2694791 -0.000187477 66.30397101
LVLVNAIYFK 14 38504673 2xTMT6plex [N-Term; K10] 0.938 0.96 0.96 4.615301132 51.69 0 1638.039471 2 819.5224609 -1.114750305 -0.000913002 96.27050862GFQSLLSEVNR 6 38504673 1xTMT6plex [N-Term] 0.762 0.846 0.844 4.586620808 76.92 0 1478.816458 2 739.9058228 -8.174910498 -0.006044596 68.87227815FYQAELEELSFAEDTEECRK 6 38504673 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C18] 1.449 1.217 0.954 6.145537853 46.1 1 2952.433724 3 984.8143311 -1.789891469 -0.001761512 83.0199024

LGMIDAFDEAK 6 38504673 2xTMT6plex [N-Term; K11] 0.758 0.718 0.635 4.792686939 54.7 0 1667.907865 2 834.4557495 -2.183727674 -0.001821128 75.25856966ADFSGMSTEK 7 38504673 2xTMT6plex [N-Term; K10] 0.771 0.929 0.975 4.242736816 36.61 0 1530.787415 2 765.8966064 -0.966129823 -0.00073947 39.87031949LKLEESYDLEPFLR 6 38504673 2xTMT6plex [N-Term; K2] 0.89 0.965 0.972 4.487124443 13.3 1 2210.247291 3 737.4199219 -0.94063909 -0.000693015 79.98378292ILGEEDNSR 6 38504673 1xTMT6plex [N-Term] 1.001 0.945 0.865 3.075655699 29.37 0 1261.658561 2 631.3326416 -0.439046579 -0.000276963 28.48956685AWTNSEK 6 38504673 2xTMT6plex [N-Term; K7] 0.812 0.751 0.946 3.282531738 32.65 0 1293.720322 2 647.3637695 -0.046082216 -2.98E-05 38.55442619
TCDFLPDFK 6 38504673 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.92 1.013 1.098 2.2015903 25.03 0 1600.844536 2 800.9254761 -0.537823344 -0.000430486 71.98673772VQVFLPR 4 38504673 1xTMT6plex [N-Term] 0.896 0.921 2.660340071 35.56 0 1087.682531 2 544.3450317 0.235184951 0.000127903 65.72743365TVQMMFK 6 38504673 2xTMT6plex [N-Term; K7] 0.801 0.83 0.873 2.867356062 10.35 0 1342.762721 2 671.8853149 0.470874565 0.000316136 60.63176718

157671929 PIK3C2A phosphatidylinositol 4-phosphate 3-kinase C2 domain-containing subunit alpha 5286 NP_002636.2 6.465005931 1 9 9 42 1686 190.559 8.02 1.23 1.26 1.27 1.25 Significant 0.0000919
LVQLLGGVAEK 6 157671929 2xTMT6plex [N-Term; K11] 1.436 1.446 4.133994102 39.63 0 1585.008899 2 793.0061646 -2.427045324 -0.001923444 82.14684542TNPGYLLSPVTAQR 2 157671929 1xTMT6plex [N-Term] 1.101 4.082933903 38.86 0 1745.97475 2 873.491272 0.296576633 0.000258908 57.02998709DPWDAVLLEER 4 157671929 1xTMT6plex [N-Term] 1.008 1.088 3.779403687 28.05 0 1571.826688 2 786.4168701 -0.142990081 -0.000112378 70.83182131FNFFIHNLAQLR 8 157671929 1xTMT6plex [N-Term] 1.436 1.484 1.071 3.654004574 20.18 0 1748.979775 3 583.6646729 -0.17731212 -0.000103372 90.37880626SPTDCAQSSK 2 157671929 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.432 3.042147398 32.99 0 1538.788478 2 769.8978882 0.014054685 1.08E-05 18.4576592

VSLPLFDFK 8 157671929 2xTMT6plex [N-Term; K9] 1.229 1.245 1.451 3.166007042 46.71 0 1523.923773 2 762.4655762 0.067512399 5.14E-05 97.43098675IASTSEFLK 4 157671929 2xTMT6plex [N-Term; K9] 0.994 1.035 3.545369864 8.95 0 1453.866652 2 727.4353027 -2.285636888 -0.001661506 58.73252162LTQAELEK 6 157671929 2xTMT6plex [N-Term; K8] 1.073 1.325 1.245 3.28845048 40.47 0 1389.835352 2 695.4199219 -2.003553872 -0.001392305 44.07089094GQWPPGLPGPSTYALPSIYPSTYSK 2 157671929 2xTMT6plex [N-Term; K25] 2.540778875 13.13 0 3122.660294 3 1041.554565 -3.570885043 -0.003716887 93.46603623
34761064 PIK3C3 phosphatidylinositol 3-kinase catalytic subunit type 3 isoform 1 5289 NP_002638.2 7.553551297 1 6 6 29 887 101.485 6.81 1.12 1.18 1.11 1.14 Significant 0.00037

MNLSDVELIPLPLEPQVK 6 34761064 2xTMT6plex [N-Term; K18] 1.084 1.242 1.12 4.632854939 44.89 0 2493.440254 3 831.8178711 -0.478759717 -0.00039792 108.5271371TSSTLSEDQMSR 2 34761064 1xTMT6plex [N-Term] 1.306 3.890510798 31.39 0 1570.758016 2 785.8812866 -1.731493829 -0.001359879 21.58390469SALMPAQLFFK 8 34761064 2xTMT6plex [N-Term; K11] 0.853 1.059 3.598463058 30.24 0 1711.001706 2 856.0039063 -0.683605397 -0.000584825 92.21444608YYLTNQEK 5 34761064 2xTMT6plex [N-Term; K8] 1.146 0.808 3.379611254 37.34 0 1516.841165 2 758.9243164 0.125802559 9.54E-05 40.06620267HLDNLLLTK 6 34761064 2xTMT6plex [N-Term; K9] 1.269 1.267 1.513 3.345873117 24.05 0 1524.951385 3 508.9885559 -0.177091148 -9.00E-05 56.34896284AVLEDPMLK 2 34761064 2xTMT6plex [N-Term; K9] 1.004 2.152757645 3.65 0 1473.875108 2 737.4403687 -1.117730602 -0.000823698 61.7173104133286418 PKM pyruvate kinase PKM isoform a 5315 NP_002645.3 74.95291902 1 3 37 1572 531 57.9 7.84 0.97 0.94 0.92 0.94 Significant 0.000237 GSGTAEVELKK 38 33286418 3xTMT6plex [N-Term; K10; K11] 1.31 1.332 1.135 3.051247597 54.14 1 1806.093975 2 903.5513306 0.780459285 0.000704791 37.65906846GVNLPGAAVDLPAVSEK 54 33286418 2xTMT6plex [N-Term; K17] 0.791 0.801 0.752 6.513728142 89.13 0 2095.216326 2 1048.110718 -1.034138145 -0.001083372 72.68735339NTGIICTIGPASR 28 33286418 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.903 0.879 0.84 4.862120152 62.14 0 1588.867842 2 794.9370728 -0.612450049 -0.000486551 45.5704146
AEGSDVANAVLDGADCIMLSGETAK 90 33286418 2xTMT6plex [N-Term; K25]; 1xOxidation [M18]; 1xCarbamidomethyl [C16] 0.771 0.823 0.827 6.803587437 94.77 0 2968.464373 3 984.8272705 -0.745042953 -0.000733239 89.95325643
AEGSDVANAVLDGADCIMLSGETAK 80 33286418 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C16] 0.848 0.861 0.82 7.638815403 106.27 0 2952.469458 3 984.8272705 -0.745042953 -0.000733239 89.95325643

KGVNLPGAAVDLPAVSEK 59 33286418 3xTMT6plex [N-Term; K1; K18] 0.805 0.843 0.86 7.066839695 40.17 1 2452.474221 3 818.1625366 -0.474629543 -0.000388006 87.24646858RFDEILEASDGIMVAR 18 33286418 1xTMT6plex [N-Term]; 1xOxidation [M13] 0.94 0.859 0.866 6.218622684 51.31 1 2067.074206 3 689.6972656 1.469635193 0.001012615 62.97602038KGDVVIVLTGWRPGSGFTNTMR 8 33286418 2xTMT6plex [N-Term; K1] 1.139 1.15 1.188 5.280861855 15.93 1 2849.586023 4 713.1517334 -0.322768375 -0.000229939 80.53332257DPVQEAWAEDVDLR 21 33286418 1xTMT6plex [N-Term] 0.836 0.763 0.8 5.743982315 76.28 0 1871.933672 2 936.4703979 -0.081825315 -7.66E-05 60.66079691EAEAAIYHLQLFEELR 80 33286418 1xTMT6plex [N-Term] 0.901 0.939 0.899 6.317046165 59.28 0 2161.149085 3 721.053772 -1.074517278 -0.000774064 86.52757526
AGKPVICATQMLESMIK 111 33286418 3xTMT6plex [N-Term; K3; K17]; 1xOxidation [M]; 1xCarbamidomethyl [C7] 0.827 0.869 0.816 6.596098423 42.09 0 2580.453034 3 860.8237915 1.467797193 0.001262527 82.67715705
AGKPVICATQMLESMIK 69 33286418 3xTMT6plex [N-Term; K3; K17]; 1xCarbamidomethyl [C7] 0.835 0.826 0.795 7.18464613 40.94 0 2564.458119 3 860.8237915 1.467797193 0.001262527 82.67715705
GADFLVTEVENGGSLGSK 6 33286418 2xTMT6plex [N-Term; K18] 0.499 0.518 4.101900101 59.52 0 2238.201798 2 1119.603638 -0.803738687 -0.000899465 73.68331187KGVNLPGAAVDLPAVSEKDIQDLK 2 33286418 4xTMT6plex [N-Term; K1; K18; K24] 1.876 4.891829967 17.29 2 3394.012707 5 679.6070557 -1.925443495 -0.001306996 80.73190337IYVDDGLISLQVK 49 33286418 2xTMT6plex [N-Term; K13] 1.415 1.255 0.98 5.756468773 66.85 0 1921.141036 2 961.0757446 1.653740019 0.001588534 80.3333697GDVVIVLTGWRPGSGFTNTMR 12 33286418 1xTMT6plex [N-Term] 1.098 1.379 1.002 4.578110218 20.81 0 2492.328129 3 831.4456787 -2.265202211 -0.001881876 85.37861855

GIFPVLCKDPVQEAWAEDVDLR 52 33286418 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.372 1.377 1.345 6.203471661 38.13 1 3015.601399 3 1005.871521 -0.460678165 -0.000463074 94.15071711
LNFSHGTHEYHAETIK 26 33286418 2xTMT6plex [N-Term; K16] 0.817 0.852 0.831 8.058177948 64.28 0 2342.22935 4 586.3129272 0.225940459 0.000132301 37.83611828GDLGIEIPAEK 60 33286418 2xTMT6plex [N-Term; K11] 0.925 0.887 0.886 4.26197052 54.64 0 1599.935794 2 800.4721069 0.714583168 0.000571644 61.65017829TATESFASDPILYRPVAVALDTK 54 33286418 2xTMT6plex [N-Term; K23] 0.884 0.922 0.98 6.095057487 30.04 0 2923.618095 3 975.211792 0.9331508 0.000909392 86.29239111GVNLPGAAVDLPAVSEKDIQDLK 22 33286418 3xTMT6plex [N-Term; K17; K23] 1.692 2.189 2.161 6.060723305 37.94 1 3036.754812 3 1012.920898 -2.196347059 -0.002223256 86.75237217FGVEQDVDMVFASFIR 44 33286418 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.857 0.8 0.929 4.499174118 73 0 2105.057493 2 1053.030151 -2.122034975 -0.002233503 110.1810307FGVEQDVDMVFASFIR 62 33286418 1xTMT6plex [N-Term] 0.707 1.295 0.827 5.984581947 63.72 0 2089.062578 2 1053.030151 -2.122034975 -0.002233503 110.1810307LAPITSDPTEATAVGAVEASFK 85 33286418 2xTMT6plex [N-Term; K22] 0.991 0.939 0.932 6.875754356 71.16 0 2633.443819 4 659.1204224 6.091219038 0.004010221 86.05401184ITLDNAYMEK 47 33286418 2xTMT6plex [N-Term; K10] 0.92 0.965 0.999 5.121848106 64.41 0 1655.907865 2 828.4568481 -0.872627619 -0.000722495 66.51745001GSGTAEVELK 64 33286418 2xTMT6plex [N-Term; K10] 0.86 0.894 0.911 3.947938204 63.38 0 1448.83608 2 724.9213867 -0.402497224 -0.000291576 39.31001468

AGKPVICATQMLESMIK 12 33286418 3xTMT6plex [N-Term; K3; K17]; 2xOxidation [M11; M15]; 1xCarbamidomethyl [C7] 0.865 0.851 0.815 5.552357674 30.97 0 2596.447949 3 860.8237915 1.467797193 0.001262527 82.67715705
CDENILWLDYK 8 33286418 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.202 1.107 3.699562788 42.76 0 1927.003556 2 964.0054932 0.079682326 7.68E-05 78.91354019LDIDSPPITAR 41 33286418 1xTMT6plex [N-Term] 0.986 0.98 1.031 3.926715136 46.97 0 1426.81031 2 713.9093018 0.71264948 0.000508408 52.85964625KGDVVIVLTGWRPGSGFTNTMR 19 33286418 2xTMT6plex [N-Term; K1]; 1xOxidation [M21] 1.034 1.16 1.118 3.981989145 10.41 1 2865.580938 4 713.1517334 -0.322768375 -0.000229939 80.53332257VNFAMNVGK 40 33286418 2xTMT6plex [N-Term; K9] 0.941 0.922 0.964 4.663583755 62.77 0 1437.828827 2 719.414978 -4.27533876 -0.003073603 57.80336048GDYPLEAVR 16 33286418 1xTMT6plex [N-Term] 0.882 0.865 0.841 3.82174921 40.51 0 1248.678568 2 624.843811 1.42367328 0.000888855 40.17053481FDEILEASDGIMVAR 4 33286418 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.7 0.676 2.498852015 20.61 0 1910.973095 2 955.9887695 -1.482165033 -0.001416189 81.14498137VNFAMNVGK 20 33286418 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 0.935 1.051 0.939 2.603944302 33.24 0 1453.823742 2 719.414978 -4.27533876 -0.003073603 57.80336048GDVVIVLTGWRPGSGFTNTMR 6 33286418 1xTMT6plex [N-Term]; 1xOxidation [M20] 1.544 1.201 1.05 3.004975796 6.57 0 2508.323044 3 831.4456787 -2.265202211 -0.001881876 85.37861855

GIFPVLCK 18 33286418 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 0.722 0.775 0.762 2.89157033 37.42 0 1391.8485 2 696.4263916 -2.15054072 -0.001496613 71.0954848
ITLDNAYMEK 60 33286418 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 0.896 0.907 0.909 3.305122137 40.87 0 1671.90278 2 828.4568481 -0.872627619 -0.000722495 66.51745001RFDEILEASDGIMVAR 4 33286418 1xTMT6plex [N-Term] 1.24 0.741 5.6908288 30.65 1 2051.079291 3 689.6972656 1.469635193 0.001012615 62.97602038APIIAVTR 20 33286418 1xTMT6plex [N-Term] 0.96 0.94 0.908 2.803322077 45.05 0 1069.693096 2 535.3500977 -0.165484381 -8.85E-05 54.46964069ASDVHEVR 12 33286418 1xTMT6plex [N-Term] 0.966 0.792 0.86 3.11431241 32.85 0 1141.616302 2 571.3117065 -0.144885862 -8.27E-05 15.50218143IENHEGVR 11 33286418 1xTMT6plex [N-Term] 0.892 0.969 0.954 3.468161583 39.04 0 1182.642851 2 591.8250122 -0.087233384 -5.16E-05 16.64072159CCSGAIIVLTK 2 33286418 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C1; C2] 1.176 2.456138372 10.44 0 1679.958855 3 560.6577148 -0.156991196 -8.79E-05 62.93134097SAHQVAR 4 33286418 1xTMT6plex [N-Term] 0.916 1.036 2.107553959 27.38 0 997.5740432 2 499.2904053 -0.510541677 -0.000254652 15.23266378SGMNVAR 6 33286418 1xTMT6plex [N-Term] 0.831 0.899 0.826 2.357923031 26.74 0 963.5243159 2 482.2656555 -0.292109747 -0.000140727 19.36687188MQHLIAR 8 33286418 1xTMT6plex [N-Term] 1.064 1.034 1.076 2.572390079 21.54 0 1097.6451 2 549.3261719 -0.029663504 -1.63E-05 27.22055726VVEVGSK 20 33286418 2xTMT6plex [N-Term; K7] 0.998 0.946 0.932 2.942914009 39.17 0 1175.739995 2 588.3735962 -0.067325419 -3.96E-05 36.32463981

4505863 PLAU urokinase-type plasminogen activator isoform 1 preproprotein 5328 NP_002649.1 16.70533643 1 6 6 49 431 48.476 8.41 1.3 1.45 1.34 1.36 Significant 0.00108
ECQQPHYYGSEVTTK 8 4505863 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 1.282 1.516 1.33 5.44067812 40.93 0 2285.127253 3 762.3798828 -0.944241725 -0.000719238 30.0151785

IIGGEFTTIENQPWFAAIYR 18 4505863 1xTMT6plex [N-Term] 1.158 1.573 1.391 6.27425766 55.05 0 2555.349575 3 852.4534912 -1.430355057 -0.001218352 105.7474874SDALQLGLGK 6 4505863 2xTMT6plex [N-Term; K10] 1.43 1.3 1.282 4.000240803 35.05 0 1459.88845 2 730.4485474 0.937185689 0.000684093 57.41877447LNSNTQGEMK 6 4505863 2xTMT6plex [N-Term; K10] 1.411 1.403 1.086 3.894612551 51.44 0 1579.851412 2 790.4293823 0.047857942 3.78E-05 29.79288307VSHFLPWIR 6 4505863 1xTMT6plex [N-Term] 1.517 1.778 3.54252696 28.02 0 1383.809857 3 461.9416199 0.324928413 0.00014988 71.66348527DKPGVYTR 5 4505863 2xTMT6plex [N-Term; K2] 1.231 1.448 1.15 2.619073153 8.22 0 1393.82037 3 465.2779541 -0.761479266 -0.000353788 21.34313378
4505865 PLAUR urokinase plasminogen activator surface receptor isoform 1 precursor 5329 NP_002650.1 22.98507463 1 5 5 18 335 36.953 6.65 1.05 1.1 1.42 1.19 Significant 0.00935

GPMNQCLVATGTHEPK 2 4505865 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C6] 1.516 5.236842155 33.34 0 2198.146214 3 733.3863525 -0.777893118 -0.000569974 39.46577415
SPEEQCLDVVTHWIQEGEEGRPK 4 4505865 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C6] 2.105 1.461 7.608264923 36.25 0 3181.598833 4 796.1559448 0.979632266 0.000779199 76.29013022

VEECALGQDLCR 6 4505865 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C11] 1.117 1.184 1.623 4.169525146 54.12 0 1678.809007 2 839.9071655 -1.162910912 -0.000976153 42.45764077
LWEEGEELELVEK 4 4505865 2xTMT6plex [N-Term; K13] 0.859 1.009 3.512624025 23.04 0 2061.115609 3 687.7106323 0.841851204 0.000578384 80.2683488SGCNHPDLDVQYR 2 4505865 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.244 3.412398338 20.84 0 1789.848897 3 597.2870483 -1.288148107 -0.00076853 27.60769704

33598948 PLCG1 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase gamma-1 isoform a 5335 NP_002651.2 17.19597211 1 16 16 67 1291 148.566 6.05 1.27 1.35 1.23 1.28 Significant 0.000755
GLEPCAISIEVLGAR 6 33598948 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.839 1.391 1.28 4.309766769 65.1 0 1814.004335 2 907.5074463 1.80848417 0.001640299 78.48077446TMDLPFLEASTLR 6 33598948 1xTMT6plex [N-Term] 1.437 1.338 1.127 3.986133099 42.73 0 1722.929773 2 861.9674683 -1.226559895 -0.001056638 90.54053859VLGDTLLTKPVEISADGLPSPNQLK 4 33598948 3xTMT6plex [N-Term; K9; K25] 1.546 1.79 5.418292046 31.37 0 3292.933504 3 1098.313232 -2.538871302 -0.002786778 93.19506003SAIIQNVEK 6 33598948 2xTMT6plex [N-Term; K9] 1.477 1.391 0.383 3.88519454 57.56 0 1459.88845 2 730.447937 0.101023772 7.37E-05 44.92283897NNYSEDLELASLLIK 4 33598948 2xTMT6plex [N-Term; K15] 1.176 1.132 3.414052963 20.23 0 2180.221471 3 727.4118042 -0.280344154 -0.000203737 99.83447185

GVLDVPACQIAIRPEGK 4 33598948 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C8] 1.297 1.917 4.259140968 20.08 0 2281.310243 3 761.1088257 0.736726093 0.000560234 64.14137853EVAQTADAR 4 33598948 1xTMT6plex [N-Term] 1.47 1.336 3.678308725 52.18 0 1189.637431 2 595.3221436 -0.353637683 -0.00021035 16.67091107LSEPVPQTNAHESK 6 33598948 2xTMT6plex [N-Term; K14] 0.822 1.268 1.394 4.744773865 40.52 0 1995.091125 3 665.7009277 -1.451180269 -0.000965079 31.48011572NPGFYVEANPMPTFK 2 33598948 2xTMT6plex [N-Term; K15] 1.003 3.474886179 8.86 0 2170.140718 3 724.0518799 0.169776289 0.000122813 74.0918858DMSSFPETK 6 33598948 2xTMT6plex [N-Term; K9] 1.036 1.164 1.336 3.845130205 38.9 0 1499.781602 2 750.3968506 3.215782798 0.002411486 42.19123285ISQEHLADHFDSR 2 33598948 1xTMT6plex [N-Term] 0.989 2.739844084 4.83 0 1783.892476 4 446.7284241 -0.341949386 -0.0001525 30.7843603IGTAEPDYGALYEGR 2 33598948 1xTMT6plex [N-Term] 1.57 3.980766296 34.62 0 1840.927859 2 920.9676514 0.09087503 8.36E-05 52.17627765YPINEEALEK 4 33598948 2xTMT6plex [N-Term; K10] 1.603 1.313 3.345081568 11.92 0 1663.930709 2 832.468689 -0.364949279 -0.000303625 54.13868291FSDVLHTIK 6 33598948 2xTMT6plex [N-Term; K9] 1.428 1.412 1.387 2.960064411 19.55 0 1517.909185 3 506.6402283 -2.011856556 -0.001017939 58.74249926QLWFPSNYVEEMVNPVALEPER 2 33598948 1xTMT6plex [N-Term] 0.967 3.059012175 2.26 0 2876.449031 3 959.4836426 -4.400156404 -0.004218942 106.7322228GADKIEGAIDIR 3 33598948 2xTMT6plex [N-Term; K4] 1.196 1.294 0.979 3.111435652 1 1716.005605 3 572.6732178 -0.294130559 -0.000168243 49.084439284505893 PLP2 proteolipid protein 2 5355 NP_002659.1 18.42105263 1 2 2 44 152 16.68 7.24 1.48 1.67 1.78 1.64 Significant 0.00283 LSAPGCWAACTNFSR 24 4505893 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C10] 1.858 2.1 2.091 5.410611629 62.35 0 1926.915203 2 963.960144 -1.13737961 -0.001095817 58.57044968HTAAPTDPADGPV 20 4505893 1xTMT6plex [N-Term] 1.179 1.344 1.325 4.047554016 76.61 0 1477.748438 2 739.3782959 0.593542752 0.000438553 26.299283324505895 PLRG1 pleiotropic regulator 1 isoform 1 5356 NP_002660.1 30.73929961 1 11 11 50 514 57.158 9.17 1.44 1.32 1.41 1.39 Significant 0.000672 VHAAVQPGSLDSESGIFACAFDQSESR 6 4505895 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.257 1.06 1.648 6.63402319 53.72 0 3094.473743 3 1032.162598 -0.162509458 -0.000167627 68.82721218EDDTATEETHPVSWKPEIIK 6 4505895 3xTMT6plex [N-Term; K15; K20] 1.271 1.089 1.396 4.531541348 22.39 0 3012.613293 4 753.9075928 -1.577147741 -0.001187834 57.21003765GPQNATDSYVHK 6 4505895 2xTMT6plex [N-Term; K12] 1.307 1.332 1.397 5.392977715 65.45 0 1774.948818 3 592.3235474 4.096258872 0.00242355 26.46558703QYPANQGQEVEYFVAGTHPYPPGPGVALTADTK 2 4505895 2xTMT6plex [N-Term; K33] 1.665 5.529745579 24.43 0 3961.017238 4 991.0040283 -5.79502622 -0.00573855 76.2551424VISGHLGWVR 6 4505895 1xTMT6plex [N-Term] 1.815 1.421 1.689 3.997954607 38.02 0 1352.80002 3 451.6049194 0.136569174 6.16E-05 48.48968962NEYGPVLHMPTSK 4 4505895 2xTMT6plex [N-Term; K13]; 1xOxidation [M9] 1.016 1.327 3.35820365 15.06 0 1947.041004 3 649.6847534 -0.666327053 -0.000432455 34.86732426
SPYLFSCGEDK 8 4505895 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.424 1.381 1.596 3.87274313 41.96 0 1760.892943 2 880.9501953 0.097033156 8.54E-05 60.91612159

LLTAEADK 4 4505895 2xTMT6plex [N-Term; K8] 1.521 1.346 3.426316261 49.69 0 1318.798238 2 659.90271 -0.071798796 -4.73E-05 44.73231144TAPSGSEYR 4 4505895 1xTMT6plex [N-Term] 1.599 1.492 3.450179338 27.16 0 1196.610882 2 598.8085938 -0.811642293 -0.00048561 16.31989639CWDLEYNK 2 4505895 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 0.942 3.204592466 20.75 0 1585.808485 2 793.4103394 3.100463255 0.00245837 53.66910747
VTLTNHK 2 4505895 2xTMT6plex [N-Term; K7] 1.467 2.587481499 11.55 0 1270.788342 3 424.2677612 0.305614549 0.000129457 27.5981492533356174 PNN pinin 5411 NP_002678.2 31.24128312 1 21 21 100 717 81.565 7.14 1.19 1.21 1.15 1.18 Significant 0.000222 GFSDSGGGPPAK 4 33356174 2xTMT6plex [N-Term; K12] 1.017 0.908 4.355391979 58.8 0 1534.826578 2 767.9170532 0.164132754 0.000125958 31.87290373LTEVPVEPVLTVHPESK 10 33356174 2xTMT6plex [N-Term; K17] 1.307 1.285 5.889101982 48.51 0 2332.352819 3 778.1218262 -0.811958791 -0.000631258 71.85711898VELAQLQEEWNEHNAK 6 33356174 2xTMT6plex [N-Term; K16] 1.333 1.489 1.196 5.794760704 56.17 0 2396.261044 3 799.4238892 -1.639908783 -0.001309883 67.81460374HVIADQEVMETNR 6 33356174 1xTMT6plex [N-Term] 1.227 1.105 1.175 5.094385624 51.33 0 1770.900598 3 590.9718628 0.246693071 0.000145623 29.20694379QQDSQPEEVMDVLEMVENVK 6 33356174 2xTMT6plex [N-Term; K20] 1.543 1.599 1.317 3.936772108 32.02 0 2805.405067 3 935.8061523 -0.414495847 -0.00038761 110.0994343HVIADQEVMETNRVESVEPSENEASK 2 33356174 2xTMT6plex [N-Term; K26] 1.301 4.442370415 22.29 1 3385.694583 4 847.1759033 -3.780491251 -0.003199897 43.78948747DLIQDQNMDEK 4 33356174 2xTMT6plex [N-Term; K11] 1.334 1.554 4.771398067 57.88 0 1806.930785 2 903.96875 -0.31070919 -0.000280715 43.42722974VESVEPSENEASK 6 33356174 2xTMT6plex [N-Term; K13] 0.766 0.826 0.711 4.229792595 44.05 0 1862.974758 2 931.9907837 -0.250817777 -0.000233634 32.86137622LEVQAEEER 4 33356174 1xTMT6plex [N-Term] 1.622 1.176 3.818371534 50.4 0 1331.700425 2 666.3535156 -0.503611764 -0.00033533 42.70975802FKQESTVATER 4 33356174 2xTMT6plex [N-Term; K2] 1.393 1.305 3.465517759 6.18 1 1753.984869 3 585.3326416 -0.853932858 -0.000499262 29.57170921NEEQKAEQEEGK 7 33356174 3xTMT6plex [N-Term; K5; K12] 1.727 1.607 1.567 3.192466497 16.89 1 2106.128188 3 702.7133179 -1.323569351 -0.000929202 23.03692981RIEFAEQINK 3 33356174 2xTMT6plex [N-Term; K10] 1.312 1.361 4.588244915 14.14 1 1706.000126 3 569.3379517 -0.48288949 -0.000274603 48.90228685DPNDVRPIQAR 8 33356174 1xTMT6plex [N-Term] 0.927 1.137 0.97 3.208678722 17.23 0 1509.833505 3 503.9493408 -0.023776835 -1.20E-05 23.19129844ELEPEMEFEIEPDKECK 4 33356174 3xTMT6plex [N-Term; K14; K17]; 1xCarbamidomethyl [C16] 0.94 4.078478336 15.89 1 2839.43486 4 710.6115723 -3.662851241 -0.002600107 67.53232437

TLQEQLEK 6 33356174 2xTMT6plex [N-Term; K8] 1.086 1.236 1.078 3.837311029 44.56 0 1446.856815 2 723.932312 0.367675247 0.000265987 41.53851956DLEGAVSR 6 33356174 1xTMT6plex [N-Term] 0.99 1.116 1.095 2.886504173 50.2 0 1075.594504 2 538.3005371 -0.656577593 -0.000353106 25.25252073DFPVESVK 2 33356174 2xTMT6plex [N-Term; K8] 1.184 2.536881924 23.01 0 1378.798238 2 689.9009399 -2.636155956 -0.001817364 50.43874154LLALSGPGGGR 2 33356174 1xTMT6plex [N-Term] 1.082 2.810323 25.68 0 1226.741837 2 613.8745117 -0.073285591 -4.50E-05 60.33182668
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

KMNALFEGR 4 33356174 2xTMT6plex [N-Term; K1] 1.042 1.092 3.231732607 6.5 1 1523.876839 3 508.630127 -0.663971391 -0.00033727 44.61384795AEQEEGK 2 33356174 2xTMT6plex [N-Term; K7] 1.716 2.566579342 8.88 0 1248.683602 2 624.8451538 -0.457419967 -0.000285586 17.11238589MEEETEVR 4 33356174 1xTMT6plex [N-Term] 1.638 1.286 2.742167473 15.27 0 1251.608833 2 626.3074341 -0.99200797 -0.000620803 22.049778539945439 Sep-05 septin-5 isoform 1 5413 NP_002679.2 15.44715447 1 4 4 13 369 42.75 6.67 0.63 0.58 1.06 0.76 Non-Significant #N/A MESPIPILPLPTPDAETEK 2 9945439 2xTMT6plex [N-Term; K19] 1.033 4.637656212 40.95 0 2536.398448 3 846.137085 -0.688719546 -0.000582289 96.2741407ESAPFAVIGSNTVVEAK 2 9945439 2xTMT6plex [N-Term; K17] 0.372 3.964065552 27.5 0 2177.221805 3 726.4116821 -0.602507874 -0.000437264 70.68040396DVTCDVHYENYR 3 9945439 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.523 0.619 2.86231041 0.69 0 1799.822014 3 600.6121216 -0.112457735 -6.75E-05 28.74485879VNIVPILAK 12 9945439 2xTMT6plex [N-Term; K9] 1.056 0.846 1.059 3.055965185 35.1 0 1424.960493 2 712.9844971 0.859526023 0.000612395 80.477948194505931 POLB DNA polymerase beta 5423 NP_002681.1 7.76119403 1 2 2 10 335 38.154 8.95 1.45 1.37 1.68 1.5 Significant 0.00382 EEMLQMQDIVLNEVK 4 4505931 2xTMT6plex [N-Term; K15] 1.379 1.795 3.80739665 29.99 0 2277.223461 3 759.7456055 -0.526085284 -0.000399338 87.77701415LLHQVVEQLQK 6 4505931 2xTMT6plex [N-Term; K11] 1.454 1.361 1.509 4.87799263 35.01 0 1793.104925 3 598.3718872 -2.128463791 -0.001272186 67.66261546
14589951 POLR2E DNA-directed RNA polymerases I, II, and III subunit RPABC1 isoform a 5434 NP_002686.2 38.0952381 1 7 7 38 210 24.596 5.95 1.38 1.37 1.28 1.34 Significant 0.00056

GYLVTQDELDQTLEEFK 12 14589951 2xTMT6plex [N-Term; K17] 1.389 1.446 1.392 4.925933361 46.52 0 2486.306657 2 1243.651855 -4.11142466 -0.005111131 94.33111687ALIVVQQGMTPSAK 6 14589951 2xTMT6plex [N-Term; K14] 1.348 1.331 1.336 4.717829704 57.04 0 1901.129425 3 634.3804321 -1.410705261 -0.000893978 62.15143346AQFGDKPSEGRPR 3 14589951 2xTMT6plex [N-Term; K6] 1.574 1.389 4.435344219 5.21 0 1903.055015 4 476.5184631 -1.572151574 -0.000747973 21.54206155IIRPSETAGR 6 14589951 1xTMT6plex [N-Term] 1.36 1.325 1.658 3.77635622 24.5 0 1328.784764 3 443.5997009 -0.161475961 -7.15E-05 23.17132882MQEENITR 6 14589951 1xTMT6plex [N-Term] 1.698 1.517 1.429 3.013442278 26.44 0 1249.640802 2 625.3240356 -0.005874438 -3.67E-06 22.63263918QSLVDMAPK 4 14589951 2xTMT6plex [N-Term; K9] 0.889 0.815 2.79493475 9.41 0 1446.839057 2 723.9229736 -0.266985034 -0.000193142 58.93991038EEVTELLAR 1 14589951 1xTMT6plex [N-Term] 1.124 2.576527834 0 1288.730997 2 644.8688965 -0.373104435 -0.000240416 54.220658914505947 POLR2G DNA-directed RNA polymerase II subunit RPB7 5436 NP_002687.1 25 1 3 3 12 172 19.282 5.54 1.25 1.46 1.38 1.36 Significant 0.00201
VGLFTEIGPMSCFISR 4 4505947 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.202 0.812 3.280977488 33.44 0 2043.06047 2 1022.031799 -2.030276269 -0.002073989 99.3508578

HSIPSEMEFDPNSNPPCYK 2 4505947 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C17] 1.23 3.998929501 29.35 0 2707.289643 3 903.1002197 -1.30663903 -0.00117915 60.56829018
GFVLYPVK 6 4505947 2xTMT6plex [N-Term; K8] 1.254 1.519 1.381 2.978219032 23 0 1380.86553 2 690.9352417 -1.682272106 -0.001161496 68.9086874829570798 PPAT amidophosphoribosyltransferase precursor 5471 NP_002694.3 16.4410058 1 7 7 44 517 57.362 6.76 1.02 1.04 1.09 1.05 Significant 0.000393 EVLPGEIVEISR 6 29570798 1xTMT6plex [N-Term] 0.991 1.114 1.024 3.966005802 43.9 0 1569.904939 2 785.4556274 -0.611761364 -0.000480204 63.12167555GQESAGIVTSDGSSVPTFK 12 29570798 2xTMT6plex [N-Term; K19] 1.099 1.002 0.959 4.774941921 51.2 0 2325.233826 2 1163.120239 -0.268426499 -0.000312077 54.51098489LYVSNLGIGHTR 6 29570798 1xTMT6plex [N-Term] 1.071 1.06 1.294 4.765920639 39.25 0 1558.890292 3 520.3012695 -0.664816668 -0.000345459 48.36281371IVLVDDSIVR 4 29570798 1xTMT6plex [N-Term] 0.905 0.98 3.289570808 43.99 0 1357.825232 2 679.4162598 0.008102111 5.50E-06 65.07397262GNTISPIIK 6 29570798 2xTMT6plex [N-Term; K9] 0.923 1.111 0.951 3.583324909 46.18 0 1400.887722 2 700.946228 -1.814745945 -0.001271128 51.38944202HNVQTLDIISR 6 29570798 1xTMT6plex [N-Term] 1.022 0.976 1.096 4.284994125 23.44 0 1524.869556 3 508.9612122 -0.310213676 -0.000157678 40.65420726DPYGNRPLCIGR 4 29570798 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.177 1.462 0.873 2.79993844 14.25 0 1646.863425 3 549.6256104 -0.696794461 -0.000382508 48.9001573145439327 PPL periplakin 5493 NP_002696.3 13.83826879 1 22 22 84 1756 204.554 5.58 0.59 0.65 0.64 0.63 Significant 0.000876 STAEGEAFIQALPGSGTTPLLR 4 45439327 1xTMT6plex [N-Term] 0.527 0.646 6.333871365 32.03 0 2445.318669 3 815.7771606 -0.711766703 -0.000580165 81.84952305ELSELIEQLQK 12 45439327 2xTMT6plex [N-Term; K11] 0.475 0.581 0.539 4.944875717 57.71 0 1788.051886 2 894.5285034 -1.205795021 -0.001078012 91.5381623LQNLEFALNLLR 2 45439327 1xTMT6plex [N-Term] 0.819 3.893583536 23.13 0 1672.994757 2 837.0003052 -0.850575551 -0.000711504 109.820272LHSEGDQLLAAEHPGR 2 45439327 1xTMT6plex [N-Term] 0.736 4.467690468 12.63 0 1959.024553 4 490.5111389 -0.932778476 -0.000456834 35.38497916TENPGDASDLQGR 8 45439327 1xTMT6plex [N-Term] 0.415 0.7 0.51 4.612241745 56.98 0 1588.776444 2 794.8890381 -3.552462115 -0.002822034 20.93912204GQELAAMACELQAQK 2 45439327 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 0.608 3.740473986 43.99 0 2106.108766 3 702.7081909 0.595094577 0.000417778 71.73276708STQEEIWTLR 2 45439327 1xTMT6plex [N-Term] 1.821 3.611741543 29.06 0 1491.800474 2 746.4041138 0.319928215 0.000238635 52.2263604VKEEEAALAAK 3 45439327 3xTMT6plex [N-Term; K2; K11] 0.715 0.817 3.073662519 3.48 1 1846.125275 3 616.0466919 0.134001521 8.25E-05 46.03962359KVPDPVLEESFQQLQR 4 45439327 2xTMT6plex [N-Term; K1] 0.619 0.529 3.467006683 8.78 1 2371.338566 3 791.1141968 -4.440052601 -0.003509623 68.51029699GDTEQEIQR 4 45439327 1xTMT6plex [N-Term] 0.463 0.328 3.328770876 22.23 0 1304.664374 2 652.8356323 -0.295947042 -0.000193056 17.19014161KFSIEEALQSGR 2 45439327 2xTMT6plex [N-Term; K1] 0.991 3.41886425 8.18 1 1823.042719 3 608.3526001 0.289896097 0.000176164 57.13525819AIGPHLAK 2 45439327 2xTMT6plex [N-Term; K8] 0.52 2.798233509 30.82 0 1264.814163 3 422.2759399 -0.708685756 -0.000298785 37.09370461GYSYTLQK 10 45439327 2xTMT6plex [N-Term; K8] 0.866 0.706 0.734 3.471993685 33.73 0 1417.809137 2 709.4087524 0.769668345 0.000545621 43.22712653ELDEETER 2 45439327 1xTMT6plex [N-Term] 0.595 3.541289806 25.49 0 1249.610942 2 625.309082 -0.043331487 -2.71E-05 18.86081358NIVDTEAK 6 45439327 2xTMT6plex [N-Term; K8] 0.517 0.615 0.568 2.743667126 20.57 0 1347.788402 2 674.3967896 -1.557424322 -0.001049539 33.49159419AQSLQSAK 2 45439327 2xTMT6plex [N-Term; K8] 0.867 3.261023283 6.79 0 1290.778171 2 645.8918457 -1.360794433 -0.000878242 25.94045205ELDVEVSR 4 45439327 1xTMT6plex [N-Term] 0.593 0.71 2.831366777 20.54 0 1175.646933 2 588.3268433 -0.445156235 -0.000261673 33.49416898DYELEAEK 4 45439327 2xTMT6plex [N-Term; K8] 0.893 0.953 2.579252243 3.33 0 1454.777896 2 727.8927612 0.240209133 0.000174725 39.8071989YEEEPGLR 2 45439327 1xTMT6plex [N-Term] 0.586 2.627689362 36.91 0 1221.631283 2 611.3192139 -0.108114148 -6.60E-05 26.39474737VVQQEVVR 4 45439327 1xTMT6plex [N-Term] 0.602 0.726 3.034296751 44.97 0 1185.715288 2 593.3616333 0.592344191 0.000351176 26.56808287EVDPQVNWAALVEEK 1 45439327 2xTMT6plex [N-Term; K15] 0.863 2.601003408 0 2185.190505 3 729.0684204 0.09297609 6.77E-05 85.5964511AESEVANLR 2 45439327 1xTMT6plex [N-Term] 0.99 2.390678644 6.94 0 1217.668731 2 609.3377075 -0.486906596 -0.000296445 27.113331914505995 PPM1B protein phosphatase 1B isoform 1 5495 NP_002697.1 8.768267223 1 3 3 14 479 52.609 5.05 0.86 0.85 0.86 0.86 Significant 0.0000151 GPTEQLVSPEPEVYEILR 4 4505995 1xTMT6plex [N-Term] 0.72 0.67 4.372031689 18.99 0 2285.222644 3 762.4118652 -0.700661215 -0.000533722 81.13401941ESDGASDEAEESGSQGK 4 4505995 2xTMT6plex [N-Term; K17] 0.962 0.87 4.507828236 48.03 0 2140.988236 3 714.3337402 -0.732445349 -0.000522719 17.76725914VEEIMEK 6 4505995 2xTMT6plex [N-Term; K7] 0.969 0.883 0.857 2.993030548 29.29 0 1335.75941 2 668.3842163 1.307374049 0.000873169 50.89084296

4506003 PPP1CA serine/threonine-protein phosphatase PP1-alpha catalytic subunit isoform 1 5499 NP_002699.1 71.51515152 1 5 17 246 330 37.488 6.33 1.34 1.31 1.32 1.32 Significant 0.0000444
TFTDCFNCLPIAAIVDEK 42 4506003 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C5; C8] 2.106 2.421 2.157 5.74983263 66.65 0 2572.319153 3 858.1103516 -1.030798413 -0.000883848 102.8107143

LFEYGGFPPESNYLFLGDYVDR 27 4506003 1xTMT6plex [N-Term] 1.611 100 1.186 4.937693596 37.26 0 2827.381663 3 943.1252441 -7.244903789 -0.006828036 106.3691399
QSLETICLLLAYK 20 4506003 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.585 1.742 1.613 4.784566879 54.81 0 2010.170956 2 1005.588135 -0.97647354 -0.000981439 102.904373

EIFLSQPILLELEAPLK 3 4506003 2xTMT6plex [N-Term; K17] 1.469 1.35 4.715280056 50.02 0 2411.456556 3 804.4902344 -0.168344314 -0.000135318 112.5936505
IFCCHGGLSPDLQSMEQIR 6 4506003 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C4] 1.202 1.049 1.152 6.723258972 37.46 0 2477.193686 3 826.4014893 -1.522422967 -0.001257112 67.99078747

IMRPTDVPDQGLLCDLLWSDPDKDVQGWGENDR 5 4506003 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C14] 1.393 0.888 0.527 5.534651279 14.81 1 4299.121462 4 1075.537354 1.424154343 0.001530653 94.26763336YGQFSGLNPGGRPITPPR 4 4506003 1xTMT6plex [N-Term] 1.098 1.469 3.587354898 6.98 0 2143.160987 3 715.0578003 -0.998231634 -0.000713124 51.86916006IKYPENFFLLR 25 4506003 2xTMT6plex [N-Term; K2] 1.885 1.57 1.527 3.615986109 21.82 1 1898.130411 3 633.3812866 -0.582049954 -0.000368269 80.61790121ICGDIHGQYYDLLR 12 4506003 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.194 1.268 1.326 4.048150539 25.32 0 1951.989748 3 651.3342285 -0.827669882 -0.000538534 57.55440174NVQLTENEIR 6 4506003 1xTMT6plex [N-Term] 1.437 1.082 1.296 4.593194962 51.55 0 1444.795723 2 722.9015503 0.070145513 5.07E-05 37.28080301GNHECASINR 12 4506003 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.093 1.056 1.053 4.277826786 45.76 0 1386.674562 3 462.8962708 -0.218511357 -0.000101001 14.80713656AHQVVEDGYEFFAK 20 4506003 2xTMT6plex [N-Term; K14] 1.072 3.402069807 20.65 0 2098.100962 3 700.0375366 -1.384588622 -0.000968336 1.324031722
IYGFYDECK 10 4506003 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.252 1.087 1.129 3.564033508 44.96 0 1652.839451 2 826.9213867 -2.392417786 -0.001977141 57.39402074

IMRPTDVPDQGLLCDLLWSDPDKDVQGWGENDR 6 4506003 2xTMT6plex [N-Term; K23]; 1xOxidation [M2]; 1xCarbamidomethyl [C14] 1.103 1.437 4.558940887 9.2 1 4315.116377 4 1075.537354 1.424154343 0.001530653 94.26763336LNLDSIIGR 10 4506003 1xTMT6plex [N-Term] 1.336 1.246 1.136 3.335589409 47.89 0 1229.741502 2 615.3739014 -0.793854337 -0.000488118 68.47166294YPENFFLLR 8 4506003 1xTMT6plex [N-Term] 1.013 0.942 1.026 3.123472214 23.05 0 1427.788453 2 714.3981934 0.460550545 0.000328784 78.98890774LLEVQGSRPGK 12 4506003 2xTMT6plex [N-Term; K11] 1.15 1.179 0.871 3.50224328 15.92 0 1642.005211 2 821.505249 -1.211636304 -0.000994757 40.71384459HDLDLICR 18 4506003 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.944 1.252 1.301 4.211854935 29.38 0 1270.677522 3 424.2313232 1.490753185 0.000631422 32.4583402
4506013 PPP1R7 protein phosphatase 1 regulatory subunit 7 isoform 1 5510 NP_002703.1 31.38888889 1 11 11 58 360 41.539 4.91 0.85 0.86 0.84 0.85 Significant 0.0000461 GAGQQQSQEMMEVDR 8 4506013 1xTMT6plex [N-Term] 0.743 0.904 0.847 5.44801712 74.85 0 1922.889775 2 961.9474487 -1.120521358 -0.00107732 27.82062236LQNLDALTNLTVLSMQSNR 8 4506013 1xTMT6plex [N-Term] 1.019 0.641 1.054 6.341827869 43.73 0 2360.28051 3 787.4338379 2.733078483 0.002150277 96.47042793IENLSNLHQLQMLELGSNR 6 4506013 1xTMT6plex [N-Term] 0.841 0.923 0.807 5.610471725 46.8 0 2438.302308 3 813.4384766 -0.5869709 -0.000477071 76.76692858ELDLYDNQIK 2 4506013 2xTMT6plex [N-Term; K10] 0.939 3.886982203 46.91 0 1708.952172 2 854.9801025 0.442498121 0.000378104 64.98716992KVMLALPSVR 4 4506013 2xTMT6plex [N-Term; K1] 1.265 1.06 4.181758404 20.19 1 1572.007125 3 524.6737671 -0.23999921 -0.00012576 63.56600711LTMLDIASNR 2 4506013 1xTMT6plex [N-Term] 0.845 3.340177298 26.98 0 1362.761251 2 681.8832397 -1.503262446 -0.001024294 62.54310619IEGFEVLK 6 4506013 2xTMT6plex [N-Term; K8] 0.816 0.762 0.79 3.764677048 40.62 0 1392.850274 2 696.928772 -0.004483387 -3.12E-06 70.44456231QIDATFVR 6 4506013 1xTMT6plex [N-Term] 0.76 0.856 0.861 3.089655638 32.29 0 1178.673088 2 589.8411255 1.599999679 0.000942938 42.64354989VMLALPSVR 6 4506013 1xTMT6plex [N-Term] 0.691 0.771 0.924 3.24582386 32.45 0 1214.74923 2 607.8758545 -3.949766343 -0.002398988 68.9451632NIEGVDK 6 4506013 2xTMT6plex [N-Term; K7] 0.87 0.892 0.824 3.283816338 29.32 0 1232.725073 2 616.8661499 -0.040483733 -2.50E-05 45.7808161LFLVNNK 4 4506013 2xTMT6plex [N-Term; K7] 0.851 0.762 2.542997837 27.75 0 1305.829479 2 653.4174805 -1.374071063 -0.000897151 70.51195521

25777671 PPP1R10 serine/threonine-protein phosphatase 1 regulatory subunit 10 5514 NP_002705.2 12.55319149 1 10 10 40 940 98.996 9.17 1.42 1.23 1.42 1.36 Significant 0.00217
ESPHEPDPEPYEPIPPK 4 25777671 2xTMT6plex [N-Term; K17] 1.087 1.191 4.034539223 22.34 0 2416.243662 3 806.0863647 0.363584309 0.000292836 45.94328687GILQELFLNK 10 25777671 2xTMT6plex [N-Term; K10] 1.224 1.552 1.419 3.990644693 58.02 0 1633.008899 2 817.0079346 -0.187904288 -0.000153425 99.88294398TTLPERPLTEVK 5 25777671 2xTMT6plex [N-Term; K12] 1.243 0.938 1.352 2.6219244 9.65 0 1842.11007 3 614.7090454 1.364283552 0.00083772 47.52203563TTNNIPLLQQILLTLQHLPLTVDHLK 2 25777671 2xTMT6plex [N-Term; K26] 1.837 3.765207767 18.59 0 3435.050316 4 859.5161133 -2.239587281 -0.001923274 113.2371478GLDSFLNR 2 25777671 1xTMT6plex [N-Term] 1.277 2.618959665 26.65 0 1150.641788 2 575.8245239 -0.014885986 -8.56E-06 51.60419636FIDVGGYK 6 25777671 2xTMT6plex [N-Term; K8] 1.529 1.578 1.567 2.714548349 25.08 0 1356.792759 2 678.901123 1.629389408 0.001105372 57.3285443YKPLNTTPNATK 2 25777671 3xTMT6plex [N-Term; K2; K12] 1.068 2.930358648 0.4 0 2035.215487 3 679.0774536 1.140228078 0.000773537 40.54071889AEEAPEK 2 25777671 2xTMT6plex [N-Term; K7] 1.325 2.851354837 32.79 0 1231.693439 2 616.350647 0.469861489 0.000289363 28.55007669SSEDEELRK 4 25777671 2xTMT6plex [N-Term; K9] 1.565 1.113 2.935725689 8.82 1 1550.842622 3 517.6188354 -0.431205807 -0.000222911 21.34154486IKDFGEAAK 3 25777671 3xTMT6plex [N-Term; K2; K9] 3.091 1.003 2.61347723 1.66 1 1666.014268 3 556.0093384 -0.483959409 -0.000268761 44.20600176

4506017 PPP2CA serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform 5515 NP_002706.1 38.83495146 1 1 11 112 309 35.571 5.54 1.01 0.97 0.96 0.98 Significant 0.000243 SPDTNYLFMGDYVDR 12 4506017 1xTMT6plex [N-Term] 1.115 1.194 1.155 3.909553766 58.92 0 2021.947608 2 1011.477112 -0.326871569 -0.000330459 67.7249829LQEVPHEGPMCDLLWSDPDDR 6 4506017 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.385 1.342 1.217 5.220655918 43.09 0 2738.275166 3 918.7595215 -2.203914901 -0.002023392 58.13718091
LQEVPHEGPMCDLLWSDPDDR 14 4506017 1xTMT6plex [N-Term]; 1xOxidation [M10]; 1xCarbamidomethyl [C11] 1.058 0.857 1.017 4.99631834 58.68 0 2754.270081 3 918.7595215 -2.203914901 -0.002023392 58.13718091

NVVTIFSAPNYCYR 3 4506017 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.135 4.423962116 31.36 0 1932.983934 2 966.9954834 -0.126277886 -0.000122047 68.07477934QITQVYGFYDECLR 2 4506017 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.784 3.729007244 10.53 0 2020.999978 3 674.3378296 -0.5159181 -0.000347557 65.28167845
ELDQWIEQLNECK 12 4506017 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.011 0.97 0.956 3.892490387 36.48 0 2163.115626 3 721.7077026 -3.268886674 -0.002356993 86.23427993YSFLQFDPAPR 21 4506017 1xTMT6plex [N-Term] 0.977 0.913 1.781 3.491012812 58.03 0 1569.826295 2 785.416626 -0.203319868 -0.000159588 71.04112052KYGNANVWK 5 4506017 3xTMT6plex [N-Term; K1; K9] 1.115 1.065 1.376 3.889191389 8.21 1 1767.052051 3 589.6890869 0.371710719 0.000218944 41.2395271ESNVQEVR 8 4506017 1xTMT6plex [N-Term] 1.156 1.22 0.907 3.541937113 51.45 0 1189.637431 2 595.3227539 0.672475898 0.000400001 17.33976495YGNANVWK 6 4506017 2xTMT6plex [N-Term; K8] 1.125 1.045 0.935 2.859647751 37.49 0 1409.794156 2 705.3987427 -2.799677117 -0.001973484 44.57024674GGWGISPR 10 4506017 1xTMT6plex [N-Term] 1 0.985 0.974 2.840892792 24.9 0 1058.594444 2 529.8007813 -0.14967016 -7.92E-05 34.24970147AKEILTK 11 4506017 3xTMT6plex [N-Term; K2; K7] 2.774 2.824 2.272 2.482065916 18.62 1 1489.992076 2 745.5001221 0.598171386 0.000445635 42.32137814SPDTNYLFMGDYVDR 2 4506017 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.813 2.411590099 3.51 0 2037.942523 2 1011.477112 -0.326871569 -0.000330459 67.724982941349456 PREP prolyl endopeptidase 5550 NP_002717.3 70.42253521 1 39 39 444 710 80.648 5.86 1 0.97 1.03 1 Significant 0.0003 HMGGILAVANIR 6 41349456 1xTMT6plex [N-Term] 0.827 1.322 0.918 5.093599796 54.73 0 1480.861969 3 494.2920227 -0.306372083 -0.000151232 54.40200571SDGTETSTNLHQK 9 41349456 2xTMT6plex [N-Term; K13] 0.961 0.918 0.945 5.549077511 49.89 0 1875.98124 3 625.9981689 -0.685941861 -0.000428938 18.6554845

LYYHVLGTDQSEDILCAEFPDEPK 8 41349456 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C16] 1.153 1.156 1.134 6.530530453 44.28 0 3297.638966 3 1099.883179 -1.207887591 -0.001327726 80.31457001
ITVPFLEQCPIR 22 41349456 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.953 0.907 0.947 4.573814869 46.38 0 1701.955929 3 567.9899902 -0.300399597 -0.000170422 80.48418887

KDTEIFYQFTSFLSPGIIYHCDLTK 6 41349456 3xTMT6plex [N-Term; K1; K25]; 1xCarbamidomethyl [C21] 1.006 1.104 1.161 7.279671669 31.63 1 3710.974717 4 928.500061 0.996180493 0.0009242 110.6347877
ICDPYAWLEDPDSEQTK 24 41349456 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C2] 1.072 1.011 1.123 5.021918297 55.7 0 2525.227026 3 842.4109497 -3.457316437 -0.00291017 76.55546766

NILQLHDLTTGALLK 16 41349456 2xTMT6plex [N-Term; K15] 1.09 1.151 1.237 5.647443771 55.87 0 2108.284346 3 703.4346313 2.369278593 0.001665038 81.32923387VIEEVSDMFAFIAR 8 41349456 1xTMT6plex [N-Term] 1.305 1.582 0.997 4.021573067 45.28 0 1855.982537 2 928.4967041 1.936760208 0.001797297 112.7501357LPEADDIQYPSMLLLTADHDDR 16 41349456 1xTMT6plex [N-Term] 0.913 0.93 1.018 6.467787743 76.42 0 2757.360276 3 919.791687 0.084118553 7.73E-05 85.15019292VFLDPNILSDDGTVALR 32 41349456 1xTMT6plex [N-Term] 1.184 1.026 1.038 4.733467579 69.36 0 2074.138186 2 1037.570923 -1.743734771 -0.001808373 89.9302069VLYVQDSLEGEAR 16 41349456 1xTMT6plex [N-Term] 0.936 1.051 1.002 4.735880852 59.56 0 1707.911481 2 854.4578857 -1.74813839 -0.001492833 55.84775907VLVPEHEKDVLEWIACVR 18 41349456 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C16] 1.336 1.257 1.296 6.560005188 27.7 1 2650.479099 4 663.3757324 0.754813536 0.000500154 89.06833632
QNCFDDFQCAAEYLIK 10 41349456 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C3; C9] 1.335 1.186 1.224 4.542827129 41.86 0 2480.199038 3 827.4042358 -0.356274015 -0.000294543 90.41507402
TFPLDVGSIVGYSGQK 32 41349456 2xTMT6plex [N-Term; K16] 0.967 0.996 1.027 5.03980732 57.57 0 2126.189777 2 1063.599121 0.55921043 0.000594494 89.47671133GIDASDYQTVQIFYPSK 14 41349456 2xTMT6plex [N-Term; K17] 0.975 0.925 0.951 5.047951221 65.11 0 2390.264398 2 1195.637939 1.758946104 0.002102173 78.05986207

YTIGHAWTTDYGCSDSK 6 41349456 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C13] 1.133 1.013 1.346 5.575276852 37.37 0 2420.159281 3 807.3907471 -0.658340579 -0.000531096 48.60873928
QSNPLLIHVDTK 6 41349456 2xTMT6plex [N-Term; K12] 0.813 0.853 1.055 4.57362318 34.04 0 1823.079104 3 608.364563 0.017357911 1.05E-05 60.89323077LIDNFEGEYDYVTNEGTVFTFK 21 41349456 2xTMT6plex [N-Term; K22] 0.892 1.067 1.132 5.021481514 79.98 0 3059.529005 3 1020.513245 -1.249889534 -0.001274691 97.03641163

LWYCDLQQESSGIAGILK 14 41349456 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C4] 1.25 1.296 1.235 4.931410789 55.41 0 2539.363066 3 847.1257324 -0.166334771 -0.000140795 98.09374528
KQSNPLLIHVDTK 2 41349456 3xTMT6plex [N-Term; K1; K13] 1.112 4.351141453 15.96 1 2180.336999 4 545.8397217 0.026513677 1.45E-05 52.23655313YFYFYNTGLQNQR 10 41349456 1xTMT6plex [N-Term] 0.757 1.113 1.051 4.268196106 34.08 0 1942.964913 2 971.9873657 1.308178699 0.001270873 66.94301038FIATLQYIVGR 10 41349456 1xTMT6plex [N-Term] 1.401 1.087 1.31 4.072237015 40.9 0 1509.899066 2 755.4526367 -0.707817181 -0.000534366 97.60405696GMFYNSYPQQDGK 12 41349456 2xTMT6plex [N-Term; K13] 0.899 0.896 0.892 4.241822243 56.27 0 1992.988968 2 996.9966431 -1.484643033 -0.001479439 48.31018584WMGGAELSDDGR 6 41349456 1xTMT6plex [N-Term] 0.936 0.882 1.272 3.908503294 42.4 0 1522.715758 2 761.8607788 -0.969808584 -0.000738371 45.18346408GGGEYGETWHK 12 41349456 2xTMT6plex [N-Term; K11] 0.888 0.939 0.915 4.042425632 29.25 0 1678.858941 3 560.2907715 -0.702516957 -0.000393142 31.05791065
FSCMAWTHDGK 6 41349456 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.033 0.969 0.995 3.758580923 18.09 0 1797.881667 3 599.9648438 -0.939444476 -0.000563003 49.06483113

VVPLHSLK 14 41349456 2xTMT6plex [N-Term; K8] 1.026 1.04 1.14 3.3078444 39.41 0 1350.887328 2 675.9459839 -1.951810864 -0.001318338 49.36978476AGHGAGKPTAK 6 41349456 3xTMT6plex [N-Term; K7; K11] 0.856 0.881 0.945 4.095297813 15.29 0 1682.03165 4 421.2631531 -0.51553448 -0.000216786 18.91997296DETAVQDYHGHK 4 41349456 2xTMT6plex [N-Term; K12] 0.672 0.751 3.290143728 18.31 0 1857.949546 4 465.242218 -1.347845905 -0.000626057 20.93927273IPMFIVHK 6 41349456 2xTMT6plex [N-Term; K8] 1.073 0.989 0.924 3.266170502 40.02 0 1442.895784 3 481.6365967 -0.379279601 -0.00018242 71.66822877VINIDFRDPEESK 16 41349456 2xTMT6plex [N-Term; K13] 1.1 1.101 1.173 3.004395962 18.19 1 2020.111526 3 674.041687 -0.504177532 -0.000339498 62.03494304YSPLHNVK 8 41349456 2xTMT6plex [N-Term; K8] 0.961 0.954 1.012 3.387812376 34.21 0 1415.841106 3 472.6183777 -0.371562428 -0.000175358 34.35612205MTELYDYPK 4 41349456 2xTMT6plex [N-Term; K9] 0.85 0.886 2.907203913 22.93 0 1617.859852 2 817.4316406 0.757564274 0.000618875 41.35840995AFVEAQNK 9 41349456 2xTMT6plex [N-Term; K8] 0.996 0.56 0.976 3.098587751 33.17 0 1364.793821 2 682.8997803 -1.126472806 -0.000768702 35.68889469MTELYDYPK 9 41349456 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 1.144 1.025 1.281 2.305726767 31.9 0 1633.854767 2 817.4316406 0.757564274 0.000618875 41.35840995IPMFIVHK 2 41349456 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 1.072 3.144985437 28.91 0 1458.890699 3 481.6365967 -0.379279601 -0.00018242 71.66822877EGCDPVNR 4 41349456 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.989 1.04 3.052287579 31.83 0 1175.567637 2 588.2869263 -0.902968833 -0.00053075 16.41447068ELPDVLER 6 41349456 1xTMT6plex [N-Term] 1.044 0.962 0.902 2.735428095 32.05 0 1199.683319 2 600.3451538 -0.23987398 -0.000143886 51.19777349CLNVDWIP 6 41349456 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.803 1.06 1.138 2.758036852 57.3 0 1245.649911 2 623.3267212 -3.006267777 -0.001872379 82.18874231EGYTSPK 6 41349456 2xTMT6plex [N-Term; K7] 0.961 1.021 1.028 2.856425524 25.24 0 1239.698524 2 620.3525391 -0.582798952 -0.000361247 37.17555848VLVPEHEK 2 41349456 2xTMT6plex [N-Term; K8] 1.038 2.740475416 20.2 0 1408.856422 3 470.2897034 -1.323564665 -0.000621571 33.3869377
4506055 PRKACA cAMP-dependent protein kinase catalytic subunit alpha isoform Calpha1 5566 NP_002721.1 45.01424501 1 5 12 69 351 40.564 8.79 1.37 1.22 1.28 1.29 Significant 0.00114

TWTLCGTPEYLAPEIILSK 6 4506055 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C5] 1.43 1.193 1.214 5.292505264 47.33 0 2650.456632 3 884.1555786 -1.678880575 -0.001483267 101.7622047
DLKPENLLIDQQGYIQVTDFGFAK 16 4506055 3xTMT6plex [N-Term; K3; K24] 1.224 1.252 1.66 6.186774731 57.13 0 3439.908018 3 1147.306885 -0.557228017 -0.000638938 96.05111957ILQAVNFPFLVK 20 4506055 2xTMT6plex [N-Term; K12] 1.84 1.742 1.703 4.51609993 57.85 0 1847.155898 2 924.0810547 -0.576645968 -0.000532577 108.8705995KWESPAQNTAHLDQFER 4 4506055 2xTMT6plex [N-Term; K1] 1.225 1.14 6.012508392 26.43 1 2515.309391 4 629.5812378 -2.492630985 -0.001567435 44.22015605QIEHTLNEK 10 4506055 2xTMT6plex [N-Term; K9] 1.351 1.166 1.249 4.01085043 42.64 0 1569.900077 2 785.4525146 -1.480669476 -0.001162252 28.95011108NLLQVDLTK 6 4506055 2xTMT6plex [N-Term; K9] 1.083 1.089 1.223 4.039339542 48.17 0 1501.9354 2 751.4708252 -0.683337895 -0.000513165 65.42014623DNSNLYMVMEYVPGGEMFSHLR 2 4506055 1xTMT6plex [N-Term] 0.828 3.804180384 17.33 0 2818.320008 3 940.1102905 -1.30910541 -0.001229826 99.09591053TLGTGSFGR 2 4506055 1xTMT6plex [N-Term] 1.196 3.515977383 27.47 0 1124.626138 2 562.8158569 -1.512549597 -0.000850526 31.26611966KVEAPFIPK 2 4506055 3xTMT6plex [N-Term; K1; K9] 0.945 2.582179546 2.84 1 1716.102689 3 572.7055664 -0.316590175 -0.0001811 58.85436949FPSHFSSDLK 2 4506055 2xTMT6plex [N-Term; K10] 0.894 2.448129416 13.14 0 1622.894264 3 541.6337891 -4.59032524 -0.002483204 52.49325139KGSEQESVK 4 4506055 3xTMT6plex [N-Term; K1; K9] 1.377 1.235 2.114136934 3.17 1 1678.994261 3 560.3356934 -1.032827756 -0.000578037 20.30580288ETGNHYAMK 3 4506055 2xTMT6plex [N-Term; K9] 0.885 1.026 2.556126833 9.66 0 1508.793169 3 503.6015015 -2.132966621 -0.001072735 22.06999259133908623 PRKCI protein kinase C iota type 5584 NP_002731.4 18.95973154 1 7 7 43 596 68.218 5.85 1.18 0.96 1.22 1.12 Significant 0.00517 ASSSLGLQDFDLLR 8 133908623 1xTMT6plex [N-Term] 1.031 0.794 1.39 4.822856903 61.65 0 1750.95368 2 875.9805298 0.058979466 5.16E-05 80.72239863KIDQSEFEGFEYINPLLMSAEECV 9 133908623 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C23] 1.1 0.808 0.864 4.44684267 22.73 1 3306.631438 3 1102.881226 -0.699909328 -0.000771447 105.4377132

LDNVLLDSEGHIK 12 133908623 2xTMT6plex [N-Term; K13] 1.144 0.972 1.219 4.51421833 33.06 0 1911.095148 3 637.7017212 -2.374379834 -0.001512555 62.68938439DSSTMSHTVAGGGSGDHSHQVR 6 133908623 1xTMT6plex [N-Term] 1.681 1.019 1.124 6.126660347 43.02 0 2439.126862 5 488.631134 -0.122488087 -5.98E-05 15.99105787ELVNDDEDIDWVQTEK 2 133908623 2xTMT6plex [N-Term; K16] 1.193 3.72055769 50.94 0 2406.207671 2 1203.605835 -1.362109416 -0.001638759 64.72187101FYSAEISLALNYLHER 2 133908623 1xTMT6plex [N-Term] 0.725 4.104811192 7.13 0 2155.13852 3 719.0499268 -1.528057956 -0.001097726 97.28150332LTDYGMCK 4 133908623 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.307 1.243 3.345692635 15.24 0 1445.753279 2 723.3799438 -0.461804028 -0.000333827 47.04825243
66932916 MAPK1 mitogen-activated protein kinase 1 5594 NP_002736.3 55.27777778 1 13 17 110 360 41.363 6.98 0.86 0.9 0.92 0.89 Significant 0.00039

DLKPSNLLINTTCDLK 24 66932916 3xTMT6plex [N-Term; K3; K16]; 1xCarbamidomethyl [C13] 0.98 0.963 1.132 6.240307331 29.86 0 2532.467421 3 844.8267212 -0.714969032 -0.000603545 72.798726
IEVEQALAHPYLEQYYDPSDEPIAEAPFK 6 66932916 2xTMT6plex [N-Term; K29] 0.01 0.413 4.807081223 24.98 0 3820.936193 3 1274.314697 -1.741670834 -0.002218271 92.98946592

YTNLSYIGEGAYGMVCSAYDNVNK 6 66932916 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C16] 0.923 1.049 1.099 6.345416546 52.41 0 3147.516743 3 1049.84436 0.567197837 0.000595088 86.32101374
VADPDHDHTGFLTEYVATR 8 66932916 1xTMT6plex [N-Term] 0.898 0.871 1.014 5.229576111 32.43 0 2373.167254 4 594.046814 -0.770278884 -0.000457 50.36202873HENIIGINDIIR 4 66932916 1xTMT6plex [N-Term] 0.73 0.825 4.187835693 35.04 0 1635.93797 3 545.9833374 -1.535005003 -0.000837058 59.18716349ISPFEHQTYCQR 6 66932916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.904 0.908 1.049 4.749637604 23.94 0 1794.879469 3 598.9641113 -0.940740397 -0.000562839 36.1714874LKELIFEETAR 6 66932916 2xTMT6plex [N-Term; K2] 1.588 1.501 1.924 3.801589012 17.55 1 1807.072956 3 603.0291138 -0.092974335 -5.60E-05 70.01601589NYLLSLPHK 6 66932916 2xTMT6plex [N-Term; K9] 0.832 0.959 0.946 2.933671713 29.9 0 1542.94082 3 514.9847412 -0.744997587 -0.000383162 59.33169562ELIFEETAR 2 66932916 1xTMT6plex [N-Term] 0.669 3.364115715 21.21 0 1336.730997 2 668.8687744 -0.542346872 -0.000362486 49.71967848FDMELDDLPK 8 66932916 2xTMT6plex [N-Term; K10] 0.665 0.69 0.629 3.547459602 40.08 0 1680.89188 3 560.9682007 -1.089558014 -0.000610476 74.29463874APEIMLNSK 6 66932916 2xTMT6plex [N-Term; K9] 1.402 0.897 0.982 3.825120211 41 0 1460.854707 2 730.9299927 -1.36786939 -0.000999129 52.60470787GQVFDVGPR 6 66932916 1xTMT6plex [N-Term] 0.772 0.825 0.913 3.264142752 43.72 0 1203.668337 2 602.3372192 -0.976675552 -0.000587797 39.16643849ICDFGLAR 20 66932916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.058 0.967 1.112 3.544642448 50.65 0 1180.634595 2 590.819458 -2.503259169 -0.001477717 52.44774136MLTFNPHK 6 66932916 2xTMT6plex [N-Term; K8] 0.797 0.723 0.823 3.40702939 24.18 0 1445.833912 3 482.6159668 -0.390708345 -0.0001883 49.19912499APTIEQMK 4 66932916 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.826 0.82 2.155087709 40.33 0 1391.796858 2 696.4017334 -0.479957345 -0.000334002 30.41023088ALDLLDK 6 66932916 2xTMT6plex [N-Term; K7] 0.811 0.81 0.778 3.065747738 32.93 0 1245.78186 2 623.3937378 -1.333085764 -0.000830367 62.92065392LFPNADSK 8 66932916 2xTMT6plex [N-Term; K8] 0.868 0.974 0.82 2.794033527 27.51 0 1349.782922 2 675.3951416 0.062441985 4.21E-05 46.6587224991718899 MAPK3 mitogen-activated protein kinase 3 isoform 1 5595 NP_002737.2 25.06596306 1 4 8 48 379 43.108 6.74 0.98 1.12 0.99 1.03 Significant 0.00191

DLKPSNLLINTTCDLK 24 91718899 3xTMT6plex [N-Term; K3; K16]; 1xCarbamidomethyl [C13] 0.98 0.963 1.132 6.240307331 29.86 0 2532.467421 3 844.8267212 -0.714969032 -0.000603545 72.798726
YTQLQYIGEGAYGMVSSAYDHVR 4 91718899 1xTMT6plex [N-Term] 1.118 1.205 5.535967827 66.06 0 2837.376595 3 946.463562 -0.162775306 -0.000153952 86.96377043ISPFEHQTYCQR 6 91718899 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.904 0.908 1.049 4.749637604 23.94 0 1794.879469 3 598.9641113 -0.940740397 -0.000562839 36.1714874NYLQSLPSK 4 91718899 2xTMT6plex [N-Term; K9] 0.938 0.899 2.595415831 28.43 0 1507.88845 3 503.301239 0.473424288 0.000237957 51.90397555LKELIFQETAR 4 91718899 2xTMT6plex [N-Term; K2] 1.021 0.936 3.676011562 13.69 1 1806.08894 3 602.7009277 -0.393417433 -0.000236849 69.68550059APEIMLNSK 6 91718899 2xTMT6plex [N-Term; K9] 1.402 0.897 0.982 3.825120211 41 0 1460.854707 2 730.9299927 -1.36786939 -0.000999129 52.60470787ICDFGLAR 20 91718899 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.058 0.967 1.112 3.544642448 50.65 0 1180.634595 2 590.819458 -2.503259169 -0.001477717 52.44774136EIQILLR 4 91718899 1xTMT6plex [N-Term] 1.479 2.334266901 25.72 0 1113.71931 2 557.362793 -0.898891211 -0.000500556 73.3482590521237736 MAPK9 mitogen-activated protein kinase 9 isoform alpha2 5601 NP_002743.3 19.81132075 1 5 7 30 424 48.108 5.63 1.07 1.13 0.94 1.05 Significant 0.00286

ENVDIWSVGCIMGELVK 6 21237736 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 1.009 1.147 1.43 4.582475662 27.03 0 2407.27656 3 803.0947266 -2.880110502 -0.002311074 110.9445303
GCVIFQGTDHIDQWNK 2 21237736 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 1.018 3.511717319 15.03 0 2376.217071 3 792.7415771 -2.900734437 -0.002297592 60.79320123IIDFGLAR 30 21237736 1xTMT6plex [N-Term] 0.909 0.952 1.318 3.326264858 33.42 0 1133.68801 2 567.3473511 -0.515822305 -0.000292391 71.34786047ISVDEALR 2 21237736 1xTMT6plex [N-Term] 0.898 2.995186567 30.23 0 1131.657104 2 566.3314819 -1.251971827 -0.000708401 41.90313843DLKPSNIVVK 4 21237736 3xTMT6plex [N-Term; K3; K10] 1.403 1.757 3.573619366 4.36 0 1800.156181 3 600.7227783 -1.33299493 -0.000799866 51.38300107FEELFPDWIFPSESER 2 21237736 1xTMT6plex [N-Term] 0.693 2.226383209 5.54 0 2257.101466 2 1129.05127 -2.748435369 -0.003101749 108.361471MLVIDPDKR 4 21237736 2xTMT6plex [N-Term; K8] 1.043 0.807 3.061514139 26.98 1 1544.923455 3 515.6454468 -1.079760918 -0.000556049 50.62622502

5579478 MAP2K1 dual specificity mitogen-activated protein kinase kinase 1 5604 NP_002746.1 47.5826972 1 10 15 126 393 43.411 6.62 1.06 1.06 1.01 1.04 Significant 0.000255
LCDFGVSGQLIDSMANSFVGTR 17 5579478 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.127 0.984 0.935 7.321133137 80.62 0 2603.279524 3 868.4318237 0.535628769 0.000464797 102.9792422
LCDFGVSGQLIDSMANSFVGTR 2 5579478 1xTMT6plex [N-Term]; 1xOxidation [M14]; 1xCarbamidomethyl [C2] 0.81 4.433523655 46.77 0 2619.274439 3 868.4318237 0.535628769 0.000464797 102.9792422

LPSGVFSLEFQDFVNK 14 5579478 2xTMT6plex [N-Term; K16] 1.087 1.06 1.098 4.813574791 30.55 0 2285.25819 3 762.4237671 -0.631189279 -0.00048081 105.8858271
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ELELMFGCQVEGDAAETPPRPR 2 5579478 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.726 4.35834837 15.44 0 2731.338101 3 911.1176147 0.069562344 6.33E-05 68.14400509KLEELELDEQQR 10 5579478 2xTMT6plex [N-Term; K1] 1.182 1.039 4.72450304 36.55 1 1988.106441 2 994.557373 0.517373582 0.000514297 46.83599368VSHKPSGLVMAR 8 5579478 2xTMT6plex [N-Term; K4] 1.047 1.08 1.153 4.370817661 26.3 0 1740.035465 4 435.7635498 -1.779205833 -0.00077397 31.77052748QLMVHAFIK 4 5579478 2xTMT6plex [N-Term; K9] 1.504 1.72 3.336483717 22.48 0 1544.938711 3 515.6507568 -0.643502671 -0.000331391 59.64716486LEAFLTQK 10 5579478 2xTMT6plex [N-Term; K8] 1.099 1.119 1.071 3.894546509 41.06 0 1407.861173 2 704.4346924 0.664515538 0.000467773 71.56626621IPEQILGK 14 5579478 2xTMT6plex [N-Term; K8] 0.985 0.954 0.942 2.830755711 40.68 0 1355.866258 2 678.4361572 -0.899916837 -0.000610083 62.96261388YPIPPPDAK 20 5579478 2xTMT6plex [N-Term; K9] 1.126 1.131 1.166 3.480739355 40.09 0 1455.861173 2 728.4353027 1.481081294 0.001078124 50.33121749DVKPSNILVNSR 7 5579478 2xTMT6plex [N-Term; K3] 0.817 0.979 0.992 2.704239845 13.69 0 1800.074353 2 900.5405884 -0.251601933 -0.000226451 42.53106302VGELKDDDFEK 5 5579478 3xTMT6plex [N-Term; K5; K11] 1.106 0.944 0.694 3.147297859 12.61 1 1982.104933 3 661.3729248 -0.359358339 -0.000237429 50.89794402RLEAFLTQK 4 5579478 2xTMT6plex [N-Term; K9] 1.109 1.41 3.892616987 10.76 1 1563.962284 3 521.991394 -1.697407362 -0.000884894 55.86240157VSIAVIK 4 5579478 2xTMT6plex [N-Term; K7] 1.023 0.965 3.059237242 36.25 0 1187.812766 2 594.409668 -0.59491068 -0.000353321 60.022575SYMSPER 4 5579478 1xTMT6plex [N-Term] 1.06 1.303 2.31075263 15.12 0 1098.545111 2 549.776001 -0.350906732 -0.000192743 20.73190665RSDAEEVDFAGWLCSTIGLNQPSTPTHAAGV 1 5579478 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 100 2.447113991 1 3515.706262 3 1172.573242 -0.309530268 -0.000362739 91.59530131
4506127 PRPS1 ribose-phosphate pyrophosphokinase 1 isoform 1 5631 NP_002755.1 35.22012579 1 5 10 62 318 34.812 6.98 1.09 1.08 1.12 1.1 Significant 0.00012

FSNQETCVEIGESVR 2 4506127 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.901 4.836479664 58.19 0 1983.964321 2 992.4868164 1.025871523 0.001017646 46.67642516VYAILTHGIFSGPAISR 6 4506127 1xTMT6plex [N-Term] 1.494 1.634 1.475 6.233315468 35.61 0 2031.158862 3 677.7240601 -0.607965355 -0.000411625 85.78302657NCTIVSPDAGGAK 6 4506127 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.99 1.519 1.467 4.376410007 58.56 0 1747.94129 2 874.473938 -0.395284122 -0.000345467 36.33728289
KFSNQETCVEIGESVR 4 4506127 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.817 1.389 3.793749571 20.74 1 2341.222216 3 781.0790405 0.150550438 0.000117491 45.42479441

LNVDFALIHK 6 4506127 2xTMT6plex [N-Term; K10] 1.076 1.007 1.091 3.826261997 39.33 0 1627.993584 3 543.3353882 -1.211539921 -0.00065746 79.48343239VTAVIPCFPYAR 6 4506127 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.514 0.962 1.314 3.387133598 28.22 0 1622.8926 2 811.949585 -0.435609926 -0.000353474 76.11826193MVLVGDVK 6 4506127 2xTMT6plex [N-Term; K8] 1.279 1.138 1.035 3.314551592 37.23 0 1318.816865 2 659.9124146 0.52127902 0.000343736 56.85647431LLSAGATR 6 4506127 1xTMT6plex [N-Term] 0.716 1.083 1.279 3.043538809 32.28 0 1017.62541 2 509.31604 -0.596105275 -0.000303306 31.11129044MVLVGDVK 6 4506127 2xTMT6plex [N-Term; K8]; 1xOxidation [M1] 1.028 1.082 1.112 2.147643328 23.85 0 1334.81178 2 659.9124146 0.52127902 0.000343736 56.85647431LGLELGK 12 4506127 2xTMT6plex [N-Term; K7] 1.066 1.043 1.055 2.684702396 34.43 0 1187.77638 2 594.3918457 0.028916428 1.72E-05 57.11370145
VAILVDDMADTCGTICHAADK 2 4506127 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C12; C16] 0.982 1.376 1.61213088 0 2734.361428 3 912.1296997 4.797277696 0.004372497 102.654325

194018537 PRPSAP1 phosphoribosyl pyrophosphate synthase-associated protein 1 5635 NP_002757.2 23.63636364 1 5 6 33 385 42.44 8.47 1.17 1.23 1.01 1.14 Significant 0.00332 ASPFLLQYIQEEIPNYR 12 194018537 1xTMT6plex [N-Term] 1.053 1.177 1.002 5.561078072 44.46 0 2310.233149 3 770.7488403 -0.51122282 -0.000393681 100.5895219LIEESSVDEVVVTNTVPHEVQK 2 194018537 2xTMT6plex [N-Term; K22] 1.004 4.883751392 22.61 0 2909.587188 3 970.5326538 -1.299192626 -0.001260038 68.66666495GQDIFIIQTIPR 4 194018537 1xTMT6plex [N-Term] 0.951 0.808 4.017134666 31.74 0 1629.952558 2 815.4796753 -0.296710515 -0.000241812 75.41395033EKPPITVVGDVGGR 2 194018537 2xTMT6plex [N-Term; K2] 0.865 3.393627405 29.99 0 1882.116218 3 628.0435791 -0.017940078 -1.13E-05 46.46216946NIIGVIPYFPYSK 10 194018537 2xTMT6plex [N-Term; K13] 1.191 1.351 3.969981909 31.86 0 1969.156292 3 657.055603 -2.049577266 -0.001345313 92.87534296TVDISLILSEAIR 3 194018537 1xTMT6plex [N-Term] 100 1.53 2.17589736 6.57 0 1658.989003 3 553.6680298 0.321584693 0.000177835 102.6905196
4506133 PRPSAP2 phosphoribosyl pyrophosphate synthase-associated protein 2 isoform 1 5636 NP_002758.1 24.93224932 1 6 7 58 369 40.899 7.44 0.93 0.94 1.02 0.96 Significant 0.000873

ASPFLLQYIQEEIPDYR 10 4506133 1xTMT6plex [N-Term] 1.049 1.117 1.051 5.253574848 49.92 0 2311.217164 3 771.0767212 -0.672388474 -0.000518012 102.7983959EIQGFFNIPVDNLR 14 4506133 1xTMT6plex [N-Term] 0.95 0.852 0.872 4.769011497 44.98 0 1891.027513 2 946.013916 -3.679432849 -0.003478954 86.74086047SIIGVIPYFPYSK 12 4506133 2xTMT6plex [N-Term; K13] 1.025 1.214 1.066 4.728053093 45.8 0 1942.145393 2 971.576416 0.083758534 8.13E-05 98.82336605SVAAIHPSLEIPMLIPK 8 4506133 2xTMT6plex [N-Term; K17] 0.855 0.82 0.9 4.31102705 23.08 0 2274.365967 4 569.3463745 -1.010669856 -0.000574658 95.87155849EKPPITVVGDVGGR 2 4506133 2xTMT6plex [N-Term; K2] 0.865 3.393627405 29.99 0 1882.116218 3 628.0435791 -0.017940078 -1.13E-05 46.46216946VQVYQEPNR 10 4506133 1xTMT6plex [N-Term] 1.09 1.082 1.071 3.485425234 34 0 1361.73748 2 681.3718262 -0.810601358 -0.000551913 39.32654947LLASMMCK 2 4506133 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 0.924 2.68768096 6.17 0 1411.787556 2 706.3967285 -0.974225013 -0.000687699 70.66112531
103485496 CHMP1A charged multivesicular body protein 1a isoform 2 5119 NP_002759.2 20.40816327 1 5 5 24 196 21.689 8.06 0.91 0.9 0.99 0.93 Significant 0.00093

ALSTMDLQK 6 103485496 2xTMT6plex [N-Term; K9] 1.012 1.031 0.966 3.986219406 42.42 0 1464.849622 2 732.9272461 -1.642504776 -0.001203011 52.75895456SQEDQLSR 6 103485496 1xTMT6plex [N-Term] 0.838 0.906 1.052 3.081338406 30.05 0 1191.616696 2 596.3120728 0.145313349 8.66E-05 16.27537862VQTAVTMK 4 103485496 2xTMT6plex [N-Term; K8] 0.957 1.045 3.219422102 30.14 0 1335.807029 2 668.4071045 -0.072028087 -4.81E-05 39.67171816VYAENAIR 6 103485496 1xTMT6plex [N-Term] 0.247 0.29 1.317 2.820089579 18.26 0 1164.657438 2 582.8328857 0.907085929 0.000528222 44.39243329NMAQVTK 2 103485496 2xTMT6plex [N-Term; K7] 1.164 2.526868582 18.16 0 1249.733864 2 625.3692627 -2.092372985 -0.001307455 39.358746584506145 PRSS1 trypsin-1 preproprotein 5644 NP_002760.1 11.33603239 1 1 2 12 247 26.541 6.51 0.54 0.6 0.6 0.58 Significant 0.00119 NKPGVYTK 6 4506145 3xTMT6plex [N-Term; K2; K8] 0.95 0.912 0.952 2.504870176 5.92 0 1593.993139 3 532.0020752 -0.920025329 -0.000488838 28.03274029LGEHNIEVLEGNEQFINAAK 6 4506145 2xTMT6plex [N-Term; K20] 0.542 0.6 0.602 2.271062851 0 2683.44555 3 895.1532593 -0.121279885 -0.000108483 69.317595694506141 HTRA1 serine protease HTRA1 precursor 5654 NP_002766.1 30.41666667 1 14 14 163 480 51.255 7.83 1.05 1.13 1.16 1.11 Significant 0.000868 GACGQGQEDPNSLR 18 4506141 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.064 1.084 0.986 5.124729633 68.04 0 1717.812512 2 859.40979 -0.12130653 -0.000104191 18.40781979IAPAVVHIELFR 20 4506141 1xTMT6plex [N-Term] 1.081 1.071 1.171 5.64410162 83.09 0 1593.967814 3 531.9937744 -0.654842465 -0.000347933 73.68163754DFPDVISGAYIIEVIPDTPAEAGGLK 6 4506141 2xTMT6plex [N-Term; K26] 0.838 0.806 6.501074791 54 0 3145.707303 3 1049.240356 -0.25027251 -0.000262428 108.9632876VTAGISFAIPSDK 24 4506141 2xTMT6plex [N-Term; K13] 1.258 1.285 1.321 4.703157902 68.34 0 1764.030757 2 882.5183716 -0.731492879 -0.000645188 70.59964045YNFIADVVEK 18 4506141 2xTMT6plex [N-Term; K10] 1.08 1.105 1.146 4.223725319 49.75 0 1655.940879 2 828.4724731 -1.938288364 -0.001604845 78.97612866HKYNFIADVVEK 4 4506141 3xTMT6plex [N-Term; K2; K12] 1.109 1.128 3.720607519 12.1 1 2150.257686 4 538.3187256 -2.145634116 -0.001153417 59.59174049SAPLAAGCPDR 6 4506141 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.05 1.271 1.732 3.297958136 50 0 1343.6939 2 672.3518066 1.813032901 0.001218081 24.73408508ESTLNMVVR 12 4506141 1xTMT6plex [N-Term] 0.9 0.936 0.755 3.478500366 40.58 0 1277.708488 2 639.3578491 -0.051676742 -3.30E-05 41.38057106LHRPPVIVLQR 6 4506141 1xTMT6plex [N-Term] 0.776 0.806 5.002397537 22.28 0 1556.995032 3 519.6699219 0.116092214 6.03E-05 40.53259404MMSLTSSK 6 4506141 2xTMT6plex [N-Term; K8] 1.204 1.08 1.157 3.525843859 27.99 0 1342.747465 2 671.8771362 -0.349245912 -0.000234475 54.5008127LPVLLLGR 18 4506141 1xTMT6plex [N-Term] 1.16 1.134 1.166 2.6111238 31.84 0 1109.760781 2 555.3840942 0.117598824 6.53E-05 84.13058674FLTESHDR 4 4506141 1xTMT6plex [N-Term] 0.781 0.851 3.199902058 21.63 0 1233.642517 3 411.8857422 0.12704045 5.22E-05 25.13589002ADIALIK 12 4506141 2xTMT6plex [N-Term; K7] 1.083 1.163 1.181 2.826666117 38.71 0 1201.79203 2 601.3998413 0.312447726 0.000187749 59.49504433IKDVDEK 9 4506141 3xTMT6plex [N-Term; K2; K7] 1.117 1.154 1.361 2.526871204 14.77 1 1533.94552 2 767.475769 -0.820409882 -0.000629232 33.731990611386147 PSAP prosaposin isoform a preproprotein 5660 NP_002769.1 41.41221374 1 1 21 265 524 58.074 5.17 1 1 0.94 0.98 Significant 0.000416
EICALVGFCDEVK 12 11386147 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C3; C9] 1.462 1.82 1.885 4.768352509 62.12 0 1998.044041 2 999.5247803 -0.879416614 -0.000878557 76.02336276
SDVYCEVCEFLVK 12 11386147 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C5; C8] 1.635 1.456 3.887347937 36.9 0 2106.06517 3 702.6933594 0.168330498 0.000118172 99.01493199

NYISQYSEIAIQMMMHMQPK 5 11386147 2xTMT6plex [N-Term; K20] 0.984 2.256 4.910181522 44.82 0 2901.453554 4 726.119812 1.331786569 0.000966029 112.2319411EIVDSYLPVILDIIK 37 11386147 2xTMT6plex [N-Term; K15] 1.239 1.332 1.237 4.828328609 41.85 0 2188.324479 3 730.1142578 1.709557945 0.001247023 113.0690039DVVTAAGDMLK 9 11386147 2xTMT6plex [N-Term; K11] 0.856 0.92 0.686 4.096373558 48.49 0 1577.8973 2 789.4521484 -0.177289739 -0.000139872 61.96928771NVIPALELVEPIKK 14 11386147 3xTMT6plex [N-Term; K13; K14] 0.973 1.016 1.034 5.358805656 30.67 1 2250.440401 3 750.8187866 0.624394799 0.000468388 90.98954475
IGACPSAHKPLLGTEK 4 11386147 3xTMT6plex [N-Term; K9; K16]; 1xCarbamidomethyl [C4] 1.295 1.129 5.293242455 18.58 0 2366.383298 4 592.3513184 0.061704924 3.65E-05 43.80534468

GSAVWCQNVK 6 11386147 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.954 1.159 0.983 3.949349165 47.4 0 1606.877568 2 803.9411011 -1.644451087 -0.001321216 43.87326023
HCLQTVWNKPTVK 6 11386147 3xTMT6plex [N-Term; K9; K13]; 1xCarbamidomethyl [C2] 1.147 1.168 1.186 5.574611664 24.14 0 2298.335953 4 575.3393555 -0.157289886 -9.04E-05 49.5805606

EMPMQTLVPAK 12 11386147 2xTMT6plex [N-Term; K11] 0.973 1.039 0.991 4.260994911 44.28 0 1702.963605 2 851.9841309 -1.538688931 -0.001310166 62.58978102
SLPCDICKDVVTAAGDMLK 4 11386147 3xTMT6plex [N-Term; K8; K19]; 2xCarbamidomethyl [C4; C7] 1.975 0.999 5.168373108 18.37 1 2780.496355 3 927.5007935 -3.066973597 -0.00284257 93.66337566

TASDCGAVK 4 11386147 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.081 1.003 3.640906811 42.4 0 1366.740071 2 683.8743896 1.047160982 0.000715598 20.4660662
DGGFCEVCK 10 11386147 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C5; C8] 1.108 1.095 0.922 3.718533754 41.57 0 1529.749256 2 765.3781128 -0.200865639 -0.000153637 35.99600264
QEILAALEK 20 11386147 2xTMT6plex [N-Term; K9] 0.767 0.775 0.743 3.735180855 58.04 0 1472.908851 2 736.9573364 -0.987690743 -0.000727389 69.82151842

GCSFLPDPYQK 36 11386147 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 0.99 0.986 1.024 3.824889183 44.5 0 1769.929663 2 885.4666138 -2.097321162 -0.001856055 67.31511058
DVVTAAGDMLK 4 11386147 2xTMT6plex [N-Term; K11]; 1xOxidation [M9] 0.709 0.816 2.365897417 36.62 0 1593.892215 2 789.4521484 -0.177289739 -0.000139872 61.96928771HLAELNHQK 2 11386147 2xTMT6plex [N-Term; K9] 0.905 3.804817915 15.6 0 1547.905831 3 516.6408081 1.317745799 0.000679915 22.01823565EILDAFDK 20 11386147 2xTMT6plex [N-Term; K8] 0.835 0.78 0.746 3.685381889 40.76 0 1408.808803 2 704.907959 -0.114494777 -8.07E-05 65.94531546KLVGYLDR 12 11386147 2xTMT6plex [N-Term; K1] 0.821 0.792 0.889 3.664254665 27.63 1 1421.888056 3 474.6338501 -0.744796348 -0.000353006 56.77092424

SLPCDICK 18 11386147 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C4; C7] 1.469 1.323 1.47 3.086892605 27.56 0 1450.779828 2 725.8925781 -1.343070783 -0.00097425 43.49995602
LGPGMADICK 2 11386147 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.085 2.814831257 18.87 0 1519.837677 2 760.4213867 -1.434503522 -0.001090106 55.08939693LVGYLDR 16 11386147 1xTMT6plex [N-Term] 0.739 0.862 0.812 2.892181158 26.01 0 1064.630161 2 532.8184204 -0.56066389 -0.00029845 58.674529794506181 PSMA2 proteasome subunit alpha type-2 5683 NP_002778.1 47.86324786 1 9 9 112 234 25.882 7.43 0.9 1.06 1 0.98 Significant 0.00223 HIGLVYSGMGPDYR 12 4506181 1xTMT6plex [N-Term] 0.91 0.99 0.905 5.299034119 54.44 0 1793.920605 2 897.463562 -0.422586462 -0.000379043 51.02830383LAQQYYLVYQEPIPTAQLVQR 18 4506181 1xTMT6plex [N-Term] 0.97 0.881 1.221 6.749290943 58.02 0 2750.507867 3 917.507019 -0.495541609 -0.00045433 82.13148675GYSFSLTTFSPSGK 12 4506181 2xTMT6plex [N-Term; K14] 1.011 1.019 1.133 5.041303635 75.69 0 1937.04205 2 969.0245972 -0.068193699 -6.60E-05 71.59836428RYNEDLELEDAIHTAILTLK 5 4506181 2xTMT6plex [N-Term; K20] 0.196 1.049 5.727147579 21.71 1 2815.56058 4 704.6502075 6.542387423 0.004605122 101.6786856KLAQQYYLVYQEPIPTAQLVQR 16 4506181 2xTMT6plex [N-Term; K1] 1.4 1.539 1.288 5.934400082 46.87 1 3107.765762 3 1036.590454 -2.88077545 -0.002984258 76.49047476YNEDLELEDAIHTAILTLK 15 4506181 2xTMT6plex [N-Term; K19] 0.943 0.928 6.3086586 59.86 0 2659.459469 3 887.1571655 -0.949598217 -0.000841806 111.8133626LVQIEYALAAVAGGAPSVGIK 10 4506181 2xTMT6plex [N-Term; K21] 1.043 0.91 6.928013325 62.15 0 2485.479416 2 1243.244141 0.638967271 0.00079407 112.6607696HIGLVYSGMGPDYR 4 4506181 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.889 3.364372492 13.28 0 1809.91552 2 897.463562 -0.422586462 -0.000379043 51.02830383LTPTEVKDYLAAIA 8 4506181 2xTMT6plex [N-Term; K7] 2.663 2.32 2.545 3.285705566 6.13 1 1963.1516 3 655.0557251 0.520496211 0.000340604 104.0763386SILYDER 12 4506181 1xTMT6plex [N-Term] 0.92 0.899 0.92 3.053317547 39.37 0 1124.614905 2 562.8103027 -1.401414158 -0.000788026 33.792919724506183 PSMA3 proteasome subunit alpha type-3 isoform 1 5684 NP_002779.1 38.82352941 1 13 13 131 255 28.415 5.33 0.9 0.87 0.93 0.9 Significant 0.00037 IIYIVHDEVKDK 18 4506183 3xTMT6plex [N-Term; K10; K12] 1.295 1.321 1.223 5.170874119 25.31 1 2159.304302 3 720.4381714 -2.010383548 -0.00144701 60.64297954HVGMAVAGLLADAR 12 4506183 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.886 0.902 0.993 5.001447201 78.97 0 1625.899477 3 542.6376343 -0.693147384 -0.000375663 53.52906057HVGMAVAGLLADAR 12 4506183 1xTMT6plex [N-Term] 0.951 0.969 1.023 5.536050797 77.58 0 1609.904562 3 542.6376343 -0.693147384 -0.000375663 53.52906057AVENSSTAIGIR 10 4506183 1xTMT6plex [N-Term] 1.1 1.1 1.082 4.26840353 51.91 0 1446.811373 2 723.9093628 0.052726941 3.81E-05 32.73655741SNFGYNIPLK 12 4506183 2xTMT6plex [N-Term; K10] 0.431 0.408 0.483 3.033232212 31.16 0 1610.930649 2 805.9682007 -0.94623739 -0.000762161 63.01105625IIYIVHDEVK 6 4506183 2xTMT6plex [N-Term; K10] 0.828 0.943 0.768 3.90980649 43.02 0 1687.019464 2 844.0119629 -1.668545509 -0.001407434 62.36241308

CKDGVVFGVEK 6 4506183 3xTMT6plex [N-Term; K2; K11]; 1xCarbamidomethyl [C1] 1.2 1.136 1.255 4.32560873 17.9 1 1925.11333 3 642.3755493 -0.641931444 -0.00041193 51.08516158
VFQVEYAMK 14 4506183 2xTMT6plex [N-Term; K9] 0.991 1.03 1.032 3.628315926 60.28 0 1572.886007 2 786.9463501 -0.370996172 -0.000291767 65.68599575DGVVFGVEK 8 4506183 2xTMT6plex [N-Term; K9] 0.659 0.675 0.691 3.828143597 43.31 0 1407.824787 2 704.4152222 -1.150259661 -0.000809682 51.83477214LYEEGSNK 5 4506183 2xTMT6plex [N-Term; K8] 0.899 0.769 1.012 3.139731169 30.71 0 1397.767666 2 699.3865356 -1.338871247 -0.000935715 30.1539128LYEEGSNKR 6 4506183 2xTMT6plex [N-Term; K8] 1.156 1.319 1.066 3.804646969 16.37 1 1553.868777 3 518.6277466 -0.058282853 -3.02E-05 23.29812239EEASNFR 6 4506183 1xTMT6plex [N-Term] 1.094 1.005 0.939 2.456149578 40.5 0 1081.547554 2 541.2771606 -0.470585815 -0.00025448 18.28127021DIREEAEK 12 4506183 2xTMT6plex [N-Term; K8] 1.2 1.195 1.16 3.117440224 16.12 1 1447.815679 2 724.411499 0.029386942 2.13E-05 23.29190848SLADIAR 4 4506183 1xTMT6plex [N-Term] 0.87 0.683 1.928543687 11.84 0 974.5832109 2 487.7970276 3.660678474 0.001783818 87.538911794506185 PSMA4 proteasome subunit alpha type-4 isoform 1 5685 NP_002780.1 56.32183908 1 14 14 200 261 29.465 7.72 0.93 0.98 1.03 0.98 Significant 0.000867

ATCIGNNSAAAVSMLK 10 4506185 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C3] 1.092 1.108 0.821 6.260258675 66.59 0 2066.113852 2 1033.560669 0.101495193 0.00010485 61.45401378
YLLQYQEPIPCEQLVTALCDIK 14 4506185 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C11; C19] 1.375 1.325 1.565 5.628382206 61.6 0 3152.677601 4 788.9231567 -2.158021763 -0.001700887 105.5419639

LNEDMACSVAGITSDANVLTNELR 33 4506185 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.011 1.109 1.16 7.186785698 87.53 0 2822.386173 3 941.465332 -1.676034376 -0.001576805 92.37638519RPFGVSLLYIGWDK 4 4506185 2xTMT6plex [N-Term; K14] 0.71 0.748 5.116673946 18.24 0 2109.226103 3 703.7476807 1.131283263 0.000795377 93.07705001LLDEVFFSEK 44 4506185 2xTMT6plex [N-Term; K10] 1.002 1.005 1.029 3.972741604 58.86 0 1684.956195 2 842.9806519 -1.286656038 -0.00108398 90.88216498QAYTQFGGK 7 4506185 2xTMT6plex [N-Term; K9] 0.955 0.937 1.123 4.00547266 25.79 0 1457.815285 2 729.4108276 -0.621729359 -0.000453183 45.94552026KHEEEEAK 20 4506185 3xTMT6plex [N-Term; K1; K8] 0.809 0.856 0.999 4.038771629 23.67 1 1686.962961 3 562.9921265 -0.672614334 -0.000378225 22.14370998SALALAIK 12 4506185 2xTMT6plex [N-Term; K8] 1.036 1.058 1.132 3.828040361 56.78 0 1244.83423 2 622.9203491 -0.649104751 -0.000404014 63.76405865VEIATLTR 16 4506185 1xTMT6plex [N-Term] 1.06 0.923 0.947 3.100927353 40.16 0 1131.69349 2 566.3501587 -0.396580162 -0.000224404 47.66489773TTIFSPEGR 14 4506185 1xTMT6plex [N-Term] 0.975 1.126 0.996 3.657315016 43.4 0 1236.678568 2 618.8430176 0.154281197 9.54E-05 36.40404628QKEVEQLIK 2 4506185 3xTMT6plex [N-Term; K2; K9] 1.22 2.81629777 11.65 1 1802.135446 3 601.3829346 -0.663318101 -0.000398463 50.56150091KHEEEEAKAER 2 4506185 3xTMT6plex [N-Term; K1; K8] 1.54 1.339989066 2 2043.143779 4 511.5411072 -0.577398945 -0.000294927 15.83297074EGEMTLK 12 4506185 2xTMT6plex [N-Term; K7] 0.89 0.898 0.938 3.037467957 31.17 0 1265.717545 2 633.3626099 0.314625142 0.000199113 35.71615269EVEQLIK 10 4506185 2xTMT6plex [N-Term; K7] 0.922 0.824 0.947 2.993573904 34.75 0 1316.818973 2 658.9124756 -0.986390803 -0.000649449 50.4690373923110942 PSMA5 proteasome subunit alpha type-5 isoform 1 5686 NP_002781.2 51.86721992 1 10 10 185 241 26.394 4.79 0.97 0.95 0.91 0.94 Significant 0.000349 LFQVEYAIEAIK 48 23110942 2xTMT6plex [N-Term; K12] 0.992 1.017 1.028 5.258336544 80.52 0 1882.109007 2 941.5537109 -4.708529084 -0.004430982 100.2664634
IVEIDAHIGCAMSGLIADAK 10 23110942 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C10] 0.973 0.828 1.041 4.892030716 59.26 0 2542.377336 3 848.1282349 -2.826059709 -0.00239497 90.98533642

LNATNIELATVQPGQNFHMFTK 12 23110942 2xTMT6plex [N-Term; K22] 0.84 0.717 0.797 7.658528805 52.07 0 2932.575518 4 733.8987427 -0.810712925 -0.000594369 81.82427435AIGSASEGAQSSLQEVYHK 24 23110942 2xTMT6plex [N-Term; K19] 0.913 0.963 0.951 7.232832432 75.31 0 2420.282173 3 807.4317017 -0.669950615 -0.00054049 49.39397377
GPQLFHMDPSGTFVQCDAR 4 23110942 1xTMT6plex [N-Term]; 1xOxidation [M7]; 1xCarbamidomethyl [C16] 0.984 0.952 4.187242985 51.97 0 2408.132466 3 803.3827515 0.512938781 0.000411742 60.53465844
GPQLFHMDPSGTFVQCDAR 17 23110942 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.001 1.006 0.964 5.159500599 40.25 0 2392.137551 3 803.3827515 0.512938781 0.000411742 60.53465844ITSPLMEPSSIEK 22 23110942 2xTMT6plex [N-Term; K13] 1.115 0.949 0.885 5.28617382 72.38 0 1890.065822 2 945.534668 -1.990619828 -0.001881201 64.59088869ITSPLMEPSSIEK 8 23110942 2xTMT6plex [N-Term; K13]; 1xOxidation [M6] 1.06 0.937 0.96 3.045232296 53.59 0 1906.060737 2 945.534668 -1.990619828 -0.001881201 64.59088869EELEEVIKDI 14 23110942 2xTMT6plex [N-Term; K8] 0.845 0.749 0.903 3.279131413 34.89 1 1674.956589 3 558.9898682 -0.918034427 -0.000512556 84.56729115EELEEVIK 12 23110942 2xTMT6plex [N-Term; K8] 0.695 0.61 0.628 3.164435863 36.2 0 1446.845582 2 723.9263306 -0.136515735 -9.88E-05 55.81855428GVNTFSPEGR 12 23110942 1xTMT6plex [N-Term] 1.014 1.09 1.241 4.178945065 49.78 0 1292.67963 2 646.8433838 -0.10782399 -6.97E-05 28.2500086LNATNIELATVQPGQNFHMFTKEELEEVIKDI 2 23110942 3xTMT6plex [N-Term; K22; K30]; 1xOxidation [M19] 2.059 4.146770477 0.27 2 4375.346249 4 1094.599121 6.492191334 0.007101396 112.0232462

23110944 PSMA6 proteasome subunit alpha type-6 isoform a 5687 NP_002782.1 54.47154472 1 12 12 187 246 27.382 6.76 1 1.02 1.06 1.03 Significant 0.000295 ILTEAEIDAHLVALAERD 33 23110944 1xTMT6plex [N-Term] 1.026 0.98 1.295 6.4179492 67.04 1 2208.207328 2 1104.60437 -2.655690682 -0.002932158 88.78133701AINQGGLTSVAVR 10 23110944 1xTMT6plex [N-Term] 0.943 1.115 1.032 5.20166111 69.23 0 1514.885206 2 757.9443359 -2.515745077 -0.001905532 44.11567299YGYEIPVDMLCK 12 23110944 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 0.943 0.939 0.999 4.177920341 41.36 0 1946.016763 3 649.3427734 -1.539733653 -0.000998782 79.993816
ITENIGCVMTGMTADSR 5 23110944 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.899 1.132 0.01 4.910117149 35.96 0 2084.997612 3 706.3329468 -1.490111801 -0.001051516 41.83710584
ITENIGCVMTGMTADSR 13 23110944 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C7] 0.806 2.578 1.641 4.533769608 46.35 0 2100.992527 3 706.3329468 -1.490111801 -0.001051516 41.83710584
ITENIGCVMTGMTADSR 8 23110944 1xTMT6plex [N-Term]; 2xOxidation [M9; M12]; 1xCarbamidomethyl [C7] 0.98 1.214 1.222 4.799250603 55.14 0 2116.987442 3 706.3329468 -1.490111801 -0.001051516 41.83710584

LLDSSTVTHLFK 34 23110944 2xTMT6plex [N-Term; K12] 0.957 0.972 1.033 4.975773335 62.93 0 1819.072956 2 910.0387573 -1.494190518 -0.001359021 80.6660483
GKDCAVIVTQK 18 23110944 3xTMT6plex [N-Term; K2; K11]; 1xCarbamidomethyl [C4] 1.283 1.139 1.154 5.147257328 33.82 1 1906.13988 2 953.571167 -2.529833029 -0.002411108 38.83594038

QTESTSFLEK 8 23110944 2xTMT6plex [N-Term; K10] 0.978 0.913 0.969 4.441514492 58.3 0 1627.894323 2 814.4503174 -0.592725437 -0.000482447 44.89116238LYQVEYAFK 10 23110944 2xTMT6plex [N-Term; K9] 0.972 1.167 1.063 3.835105896 48.9 0 1618.924501 2 809.965332 -0.687881059 -0.000556814 69.8630636HITIFSPEGR 10 23110944 1xTMT6plex [N-Term] 0.9 0.932 0.944 4.238271713 38.74 0 1385.773865 3 462.5961304 -0.01963287 -9.07E-06 44.2072447GSSAGFDR 10 23110944 1xTMT6plex [N-Term] 0.859 1.068 1.185 3.076639414 40.92 0 1025.521339 2 513.2641602 -0.287870656 -0.000147609 17.66600755YGYEIPVDMLCK 2 23110944 2xTMT6plex [N-Term; K12]; 1xOxidation [M9]; 1xCarbamidomethyl [C11] 0.99 2.222566366 20.56 0 1962.011678 3 649.3427734 -1.539733653 -0.000998782 79.993816
YEAANWK 8 23110944 2xTMT6plex [N-Term; K7] 1.008 0.967 1.252 2.671439648 27.18 0 1339.741058 2 670.3729858 -1.763370839 -0.00118123 40.82613502ATAAGVK 6 23110944 2xTMT6plex [N-Term; K7] 0.907 0.997 0.956 2.624869347 35.01 0 1075.687565 2 538.3483887 1.799076063 0.000967622 23.142319584506189 PSMA7 proteasome subunit alpha type-7 5688 NP_002783.1 57.66129032 1 12 12 151 248 27.87 8.46 0.94 0.95 1.03 0.97 Significant 0.000855 AITVFSPDGHLFQVEYAQEAVK 26 4506189 2xTMT6plex [N-Term; K22] 0.912 0.955 0.93 6.469369411 53.47 0 2907.565665 3 969.8599854 -0.090214751 -8.74E-05 84.31904592NYTDEAIETDDLTIK 14 4506189 2xTMT6plex [N-Term; K15] 0.919 0.863 0.985 4.666498661 68.03 0 2199.14328 2 1100.075439 0.1466645 0.000161268 59.61233158

ICALDDNVCMAFAGLTADAR 12 4506189 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C9] 0.981 2.331 1.185 5.777562618 54.44 0 2413.151152 3 805.0536499 -1.970818514 -0.001585294 89.07484824LTVEDPVTVEYITR 16 4506189 1xTMT6plex [N-Term] 0.937 1.093 1.059 4.946798801 52.34 0 1864.02651 2 932.515625 -1.360940945 -0.001268415 69.19703868ALLEVVQSGGK 30 4506189 2xTMT6plex [N-Term; K11] 1.054 1.048 1.05 4.658317566 73.9 0 1558.956864 2 779.9821167 0.059647858 4.65E-05 66.33973875DIVVLGVEK 10 4506189 2xTMT6plex [N-Term; K9] 0.842 0.865 1.242 4.189346313 54.99 0 1429.903037 2 715.4546509 -0.70790967 -0.000506121 64.89431387RPFGISALIVGFDFDGTPR 9 4506189 1xTMT6plex [N-Term] 0.741 0.766 0.992 5.138883114 12.55 0 2294.249468 3 765.4185181 -3.690374957 -0.002822214 99.1353729ILNPEEIEK 6 4506189 2xTMT6plex [N-Term; K9] 1.221 1.292 0.969 3.528351545 34.29 0 1542.91433 2 771.9606934 -0.142698299 -0.000110086 61.31706111KGSTAVGVR 6 4506189 2xTMT6plex [N-Term; K1] 1.143 1.176 1.123 3.729162216 12.88 1 1332.836355 3 444.9502563 -0.104331661 -4.64E-05 34.94730653GSTAVGVR 4 4506189 1xTMT6plex [N-Term] 0.997 0.929 2.744579792 44.57 0 975.5784599 2 488.2926636 -0.419609062 -0.000204681 18.61636722NIELAVMR 6 4506189 1xTMT6plex [N-Term] 0.958 0.925 0.92 2.939872503 46.34 0 1174.681545 2 587.8443604 -0.085654598 -5.03E-05 51.8910675YVAEIEK 10 4506189 2xTMT6plex [N-Term; K7] 0.694 0.762 0.746 2.882894039 34.05 0 1309.776774 2 655.3912964 -1.113278683 -0.000729073 44.01921751NIELAVMR 2 4506189 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.19 2.240919828 21.14 0 1190.67646 2 587.8443604 -0.085654598 -5.03E-05 51.89106754506193 PSMB1 proteasome subunit beta type-1 5689 NP_002784.1 51.0373444 1 11 11 97 241 26.472 8.13 1 1.02 1.04 1.02 Significant 0.000128 AGGSASAMLQPLLDNQVGFK 8 4506193 2xTMT6plex [N-Term; K20] 0.904 0.906 5.462014198 53.16 0 2462.34775 3 821.4546509 0.669680681 0.000549662 88.75971787GAVYSFDPVGSYQR 20 4506193 1xTMT6plex [N-Term] 0.915 0.997 1.048 5.154760361 56.81 0 1774.896165 2 887.9494629 -2.544193198 -0.002257839 54.49246046TVIGCSGFHGDCLTLTK 13 4506193 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C5; C12] 1.065 1.269 1.292 5.807333469 58.33 0 2324.214294 3 775.4084473 -1.508274488 -0.001168518 58.97016598NMQNVEHVPLSLDR 4 4506193 1xTMT6plex [N-Term] 0.962 0.977 3.720172644 26.93 0 1880.984997 3 627.6660767 -0.701669356 -0.000439943 47.76725507RFFPYYVYNIIGGLDEEGK 4 4506193 2xTMT6plex [N-Term; K19] 0.161 1.004 5.303244591 15.96 1 2738.459409 3 913.4890137 -2.527513956 -0.002307165 103.8860876FFPYYVYNIIGGLDEEGK 4 4506193 2xTMT6plex [N-Term; K18] 0.903 0.752 4.710103512 41.66 0 2582.358298 3 861.4571533 -0.538883029 -0.000463863 112.5962977LSEGFSIHTR 18 4506193 1xTMT6plex [N-Term] 1.136 1.134 1.032 4.699211121 52.09 0 1375.75313 3 459.2561035 0.456249644 0.000209229 38.84596933EGIREETVSLR 4 4506193 1xTMT6plex [N-Term] 1.146 1.225 4.709028721 19.48 1 1517.848486 3 506.62146 0.882962183 0.000446734 31.12229684DVYTGDALR 6 4506193 1xTMT6plex [N-Term] 1.012 1.16 1.124 3.474178553 47.47 0 1238.657832 2 619.8320313 -0.844785358 -0.0005232 32.47820827DVFISAAER 6 4506193 1xTMT6plex [N-Term] 0.934 0.873 0.94 3.849735022 45.55 0 1236.678568 2 618.8425903 -0.536676186 -0.000331848 45.0138267NMQNVEHVPLSLDR 4 4506193 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.879 3.61683774 15.91 0 1896.979912 3 627.6660767 -0.701669356 -0.000439943 47.76725507EETVSLR 6 4506193 1xTMT6plex [N-Term] 0.947 0.932 2.709995031 17.12 0 1062.599255 2 531.8031006 -0.310830375 -0.000165144 23.970046814506195 PSMB2 proteasome subunit beta type-2 isoform 1 5690 NP_002785.1 42.78606965 1 6 6 68 201 22.822 7.02 1 0.99 0.97 0.99 Significant 0.0000799 APFAAHGYGAFLTLSILDR 6 4506195 1xTMT6plex [N-Term] 1.13 1.243 1.091 5.832633018 56.03 0 2249.228004 3 750.4146118 0.568327985 0.0004261 95.42973873VAASNIVQMK 16 4506195 2xTMT6plex [N-Term; K10] 0.92 0.993 0.913 3.994351149 65.4 0 1518.907805 2 759.956543 -1.314005033 -0.000997926 52.35548362TPYHVNLLLAGYDEHEGPALYYMDYLAALAK 7 4506195 2xTMT6plex [N-Term; K31] 1.014 1.032 1.248 8.318992615 37.37 0 3970.050118 4 997.2650757 -1.645705347 -0.001639964 99.00379411TPYHVNLLLAGYDEHEGPALYYMDYLAALAK 10 4506195 2xTMT6plex [N-Term; K31]; 1xOxidation [M23] 1.057 1.091 1.216 8.107684135 39.79 0 3986.045033 4 997.2650757 -1.645705347 -0.001639964 99.00379411FILNLPTFSVR 10 4506195 1xTMT6plex [N-Term] 0.916 0.871 0.93 3.752236605 33 0 1535.914716 2 768.4603271 -0.871098578 -0.000668967 97.82043876VAASNIVQMK 4 4506195 2xTMT6plex [N-Term; K10]; 1xOxidation [M9] 0.939 1.053 2.653443098 37.76 0 1534.90272 2 759.956543 -1.314005033 -0.000997926 52.35548362
KCLEELQK 9 4506195 3xTMT6plex [N-Term; K1; K8]; 1xCarbamidomethyl [C2] 1.229 1.134 0.867 3.564487696 13.57 1 1735.039103 3 579.0184937 1.051686402 0.000608239 43.14557726
NLADCLR 6 4506195 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.004 1.062 0.997 2.828826904 34.93 0 1090.587645 2 545.7971802 -0.514326785 -0.000280459 34.561306522538465 PSMB3 proteasome subunit beta type-3 5691 NP_002786.2 48.29268293 1 8 8 128 205 22.933 6.55 1.14 1.03 1.1 1.09 Significant 0.000869 FGIQAQMVTTDFQK 20 22538465 2xTMT6plex [N-Term; K14] 0.93 0.956 1.05 5.20240593 62.94 0 2072.125068 2 1036.566772 0.579309567 0.000600201 72.14570689LYIGLAGLATDVQTVAQR 32 22538465 1xTMT6plex [N-Term] 0.915 1.016 1.003 6.606612206 80.25 0 2118.212019 3 706.7423096 0.168061995 0.000118664 96.22111606DAVSGMGVIVHIIEK 14 22538465 2xTMT6plex [N-Term; K15] 1.088 1.123 1.047 5.214450359 59.87 0 2026.177103 3 676.0638428 -0.063375352 -4.28E-05 88.32685025FGPYYTEPVIAGLDPK 22 22538465 2xTMT6plex [N-Term; K16] 0.967 0.963 0.965 3.874270678 44.62 0 2225.225828 2 1113.11499 -1.403849088 -0.001561941 83.73825055DAVSGMGVIVHIIEKDK 8 22538465 3xTMT6plex [N-Term; K15; K17] 1.921 1.553 1.885 6.875544071 27.9 1 2498.461941 4 625.3706665 -0.442373909 -0.000276314 92.56364308NCVAIAADR 6 22538465 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.047 1.005 0.905 3.846325397 43.53 0 1218.646222 2 609.8267822 0.053947671 3.29E-05 24.32489673

DAVSGMGVIVHIIEKDK 2 22538465 3xTMT6plex [N-Term; K15; K17]; 1xOxidation [M6] 1.499 4.142429829 11.36 1 2514.456856 4 625.3706665 -0.442373909 -0.000276314 92.56364308
QIKPYTLMSMVANLLYEK 4 22538465 3xTMT6plex [N-Term; K3; K18] 2.758 1.514 3.361586332 13.55 0 2829.622541 3 943.8781128 -0.973950078 -0.000918637 112.9546452LNLYELK 20 22538465 2xTMT6plex [N-Term; K7] 0.975 1.06 1.035 3.201735497 33 0 1350.839709 2 675.9233398 -0.226409172 -0.000152921 69.972289122538467 PSMB4 proteasome subunit beta type-4 5692 NP_002787.2 40.90909091 1 7 7 110 264 29.185 5.97 1.01 0.97 0.95 0.98 Significant 0.000326 GVEIEGPLSTETNWDIAHMISGFE 28 22538467 1xTMT6plex [N-Term] 0.924 1.057 1.038 5.943349838 63.09 0 2861.386491 3 954.4668579 -0.16428383 -0.000156693 105.4534275QVLGQMVIDEELLGDGHSYSPR 13 22538467 1xTMT6plex [N-Term] 1.307 1.109 0.892 6.971010685 64.55 0 2672.355131 3 891.449646 -7.76326899 -0.006915404 77.27386881TQNPMVTGTSVLGVK 12 22538467 2xTMT6plex [N-Term; K15] 0.986 0.925 1.018 4.936614037 81.79 0 1990.140718 2 995.5745239 0.529244768 0.000526636 62.23991343VNNSTMLGASGDYADFQYLK 6 22538467 2xTMT6plex [N-Term; K20] 1.04 0.97 4.965901375 47.29 0 2652.337973 3 884.7834473 -0.823768745 -0.000728304 75.72609617TQNPMVTGTSVLGVK 2 22538467 2xTMT6plex [N-Term; K15]; 1xOxidation [M5] 1.079 4.136920929 31 0 2006.135633 2 995.5745239 0.529244768 0.000526636 62.23991343QPVLSQTEAR 17 22538467 1xTMT6plex [N-Term] 0.904 1.002 0.963 3.882298708 46.58 0 1357.763694 2 679.3850708 -0.610775234 -0.000414644 24.11585436FQIATVTEK 12 22538467 2xTMT6plex [N-Term; K9] 1.005 0.976 0.949 3.594249725 50.21 0 1494.893201 2 747.9501953 -0.058161345 -4.35E-05 56.90690324VNNSTMLGASGDYADFQYLK 2 22538467 2xTMT6plex [N-Term; K20]; 1xOxidation [M6] 0.522 1.701310515 12.33 0 2668.332888 3 884.7834473 -0.823768745 -0.000728304 75.72609617
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AIHSWLTR 18 22538467 1xTMT6plex [N-Term] 1.014 0.937 0.931 3.234462738 29.04 0 1212.705057 3 404.9063721 -0.407666365 -0.000164793 36.873924506201 PSMB5 proteasome subunit beta type-5 isoform 1 5693 NP_002788.1 46.00760456 1 11 11 125 263 28.462 6.92 1.32 1.23 1.36 1.3 Significant 0.000869 VIEINPYLLGTMAGGAADCSFWER 13 4506201 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.448 1.217 1.352 6.563916683 75.89 0 2899.432001 3 967.1500854 1.276714768 0.001233916 107.5867261
VIEINPYLLGTMAGGAADCSFWER 2 4506201 1xTMT6plex [N-Term]; 1xOxidation [M12]; 1xCarbamidomethyl [C19] 1.513 5.737595558 67.32 0 2915.426916 3 967.1500854 1.276714768 0.001233916 107.5867261

VSSDNVADLHEK 16 4506201 2xTMT6plex [N-Term; K12] 1.315 1.213 1.316 3.939613342 40.71 0 1771.959048 2 886.4836426 0.541804987 0.000480028 30.35724264LLANMVYQYK 20 4506201 2xTMT6plex [N-Term; K10] 1.421 1.245 1.226 5.115740776 58.44 0 1700.98097 2 850.9937134 -0.482034897 -0.000409966 83.984328GPGLYYVDSEGNR 10 4506201 1xTMT6plex [N-Term] 1.182 1.112 1.709 5.052107811 59.77 0 1655.822666 2 828.4151001 0.155816995 0.000129003 40.61596033DAYSGGAVNLYHVR 16 4506201 1xTMT6plex [N-Term] 1.448 1.437 1.177 7.014160156 60.64 0 1750.907398 3 584.3068848 -0.740869064 -0.000432398 39.47748345GMGLSMGTMICGWDK 4 4506201 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 1.69 1.203 3.571458578 22.07 0 2102.030716 2 1051.517578 -1.349181046 -0.00141801 83.05612011
ATAGAYIASQTVK 12 4506201 2xTMT6plex [N-Term; K13] 1.33 1.272 1.371 5.998080254 75.81 0 1739.010356 2 870.008606 -0.241824861 -0.000210268 45.31889274HGVIVAADSR 13 4506201 1xTMT6plex [N-Term] 1.133 1.107 1.124 3.60970664 45.7 0 1253.71635 3 418.5769043 -0.152019534 -6.35E-05 20.39196399RGPGLYYVDSEGNR 6 4506201 1xTMT6plex [N-Term] 0.905 1.401 1.8 5.271790981 30.53 1 1811.923777 3 604.6459351 -0.289528856 -0.000174868 35.10066631KVIEINPYLLGTMAGGAADCSFWER 7 4506201 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C20] 1.425 1.796 1.26 5.180803776 31.17 1 3256.689896 3 1086.234375 -0.406719719 -0.00044152 101.7351447AIYQATYR 6 4506201 1xTMT6plex [N-Term] 1.293 1.098 1.381 3.243015766 30.2 0 1214.673088 2 607.8393555 -1.361817032 -0.000827081 30.2962497523110925 PSMB6 proteasome subunit beta type-6 isoform 1 precursor 5694 NP_002789.1 50.62761506 1 9 9 72 239 25.341 4.92 1.3 1.2 1.2 1.23 Significant 0.00073 LAAIAESGVER 10 23110925 1xTMT6plex [N-Term] 1.141 1.073 1.207 4.419184208 55.4 0 1344.768445 2 672.8881226 0.389061172 0.000261599 47.66456841EGMTKEECLQFTANALALAMER 2 23110925 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C8] 4.748 5.525499821 29.57 1 2971.509155 3 991.1769409 2.394293113 0.002371555 94.38390199

SGSAADTQAVADAVTYQLGFHSIELNEPPLVHTAASLFK 2 23110925 2xTMT6plex [N-Term; K39] 1.08 7.061788082 28.84 0 4514.360763 4 1129.344482 -1.033059329 -0.001165901 107.6251537
EECLQFTANALALAMER 8 23110925 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.133 1.581 1.4 6.178637028 53.42 0 2196.09904 3 732.7044678 -0.086576099 -6.34E-05 92.25311063TTTGSYIANR 12 23110925 1xTMT6plex [N-Term] 1.012 0.981 1.181 4.445973873 56.65 0 1312.705845 2 656.8563232 -0.361997036 -0.000237598 21.27322208QVLLGDQIPK 14 23110925 2xTMT6plex [N-Term; K10] 1.141 1.183 1.12 3.911196947 46.24 0 1568.977599 2 784.9926758 0.303186292 0.000237846 59.1730654DGSSGGVIR 6 23110925 1xTMT6plex [N-Term] 1.251 0.95 1.023 3.469045162 47.15 0 1076.589753 2 538.7985229 0.015324721 8.25E-06 18.14259347FAVATLPPA 12 23110925 1xTMT6plex [N-Term] 1.021 1.261 1.049 2.585871935 52.2 0 1115.666212 2 558.3359375 -1.446552725 -0.000806935 112.4110679VTDKLTPIHDR 6 23110925 2xTMT6plex [N-Term; K4] 2.823 2.217 2.688 2.763205528 6.25 1 1753.037239 4 439.0144348 -0.758633164 -0.000332478 37.134360534506203 PSMB7 proteasome subunit beta type-7 precursor 5695 NP_002790.1 48.37545126 1 9 9 128 277 29.946 7.68 0.97 0.98 1.05 1 Significant 0.000633

IHFISPNIYCCGAGTAADTDMTTQLISSNLELHSLSTGR 6 4506203 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C11] 1.631 0.912 7.508936405 46.48 0 4481.173684 4 1121.049561 0.608799768 0.000682034 88.40226898
ATEGMVVADKNCSK 4 4506203 3xTMT6plex [N-Term; K10; K14]; 1xCarbamidomethyl [C12] 1.204 2.161 3.207721233 20.09 1 2197.192385 3 733.0684204 -0.763378547 -0.000559097 36.38240817

LPYVTMGSGSLAAMAVFEDK 13 4506203 2xTMT6plex [N-Term; K20] 0.861 0.735 0.935 7.147986412 70.13 0 2545.344639 3 849.1187134 -1.199037346 -0.001017321 105.1663777DGIVLGADTR 8 4506203 1xTMT6plex [N-Term] 0.87 0.79 0.895 3.67738986 53.37 0 1245.700031 2 623.354126 0.757729069 0.000471952 35.34589097FRPDMEEEEAK 6 4506203 2xTMT6plex [N-Term; K11] 0.581 1.014 0.9 5.346650124 28.45 0 1838.93587 3 613.6500854 -0.090874482 -5.57E-05 37.6774507GTTAVLTEK 14 4506203 2xTMT6plex [N-Term; K9] 0.959 0.904 0.884 3.994354963 58.52 0 1377.835352 2 689.4213867 0.105293786 7.25E-05 38.21079112ATEGMVVADK 14 4506203 2xTMT6plex [N-Term; K10] 0.953 0.981 0.88 4.587048054 53.18 0 1478.828886 2 739.9204102 3.149493862 0.002328781 38.0378772ITPLEIEVLEETVQTMDTS 26 4506203 1xTMT6plex [N-Term] 1.011 1 1.323 4.431360245 57.4 0 2377.22574 2 1189.113159 -2.817494575 -0.00334891 112.8512102LDFLRPYTVPNK 8 4506203 2xTMT6plex [N-Term; K12] 1.373 1.398 1.829 3.67586875 8.77 0 1921.13114 4 481.0384827 0.500295916 0.000240284 69.14402418ATEGMVVADK 10 4506203 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 0.988 1.082 0.913 2.344742775 35.11 0 1494.823801 2 739.9204102 3.149493862 0.002328781 38.0378772FRPDMEEEEAK 17 4506203 2xTMT6plex [N-Term; K11]; 1xOxidation [M5] 1.007 1.179 1.129 2.494902849 16.12 0 1854.930785 3 613.6500854 -0.090874482 -5.57E-05 37.6774507ITPLEIEVLEETVQTMDTS 2 4506203 1xTMT6plex [N-Term]; 1xOxidation [M16] 2.218976974 30.41 0 2393.220655 2 1189.113159 -2.817494575 -0.00334891 112.85121024506205 PSMB9 proteasome subunit beta type-9 precursor 5698 NP_002791.1 14.15525114 1 3 3 34 219 23.25 5.03 0.76 0.74 0.83 0.78 Significant 0.00123 VSAGEAVVNR 14 4506205 1xTMT6plex [N-Term] 0.666 0.804 0.822 3.300475121 53.11 0 1230.700366 2 615.8535156 -0.496603411 -0.000305585 26.04631603FTTDAIALAMSR 4 4506205 1xTMT6plex [N-Term] 0.877 1.187 3.586463451 28.94 0 1525.82458 3 509.2787781 -1.834386155 -0.000932984 78.05222694VILGNELPK 16 4506205 2xTMT6plex [N-Term; K9] 0.782 0.728 0.794 3.3370049 40.17 0 1440.919022 3 480.9775696 -0.601227239 -0.000288773 63.498049964506191 PSMB10 proteasome subunit beta type-10 precursor 5699 NP_002792.1 21.24542125 1 5 5 42 273 28.918 7.81 0.74 0.77 0.85 0.79 Significant 0.00174 LPFTALGSGQDAALAVLEDR 18 4506191 1xTMT6plex [N-Term] 0.675 0.811 1.037 7.136515617 81.56 0 2273.233877 3 758.4145508 -2.101819042 -0.001592642 109.4202922ATNDSVVADK 6 4506191 2xTMT6plex [N-Term; K10] 0.666 0.773 0.792 3.571788788 49.76 0 1477.826244 2 739.4165649 -0.264088684 -0.000195139 28.69754167MELHALSTGR 6 4506191 1xTMT6plex [N-Term] 0.814 0.793 0.81 4.138697624 36.35 0 1343.730286 3 448.581665 0.116211705 5.21E-05 33.97252972IHFIAPK 6 4506191 2xTMT6plex [N-Term; K7] 0.744 0.757 0.801 3.266659021 25.07 0 1283.823999 3 428.6128235 -0.063989313 -2.74E-05 49.19888343TLSSPTEPVKR 6 4506191 2xTMT6plex [N-Term; K10] 0.724 0.74 0.826 4.238900185 22.48 1 1672.999791 3 558.3375854 -0.949236427 -0.000529357 28.6074465824430151 PSMC1 26S protease regulatory subunit 4 5700 NP_002793.2 59.77272727 1 24 26 286 440 49.154 6.21 1.02 1.04 1.06 1.04 Significant 0.000123 AICTEAGLMALR 8 24430151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.079 0.875 1.285 4.735868454 52.82 0 1534.828285 2 767.9173584 -0.550715108 -0.000422627 59.26690344MTLADDVTLDDLIMAK 8 24430151 2xTMT6plex [N-Term; K16] 0.953 1.128 4.734898567 84.12 0 2223.201663 2 1112.102051 -2.176216211 -0.002419084 101.2577799MTLADDVTLDDLIMAK 14 24430151 2xTMT6plex [N-Term; K16]; 1xOxidation [M] 1.012 0.968 1.08 4.937149048 37.2 0 2239.196578 2 1112.102051 -2.176216211 -0.002419084 101.2577799
MTLADDVTLDDLIMAK 6 24430151 2xTMT6plex [N-Term; K16]; 2xOxidation [M1; M14] 1.067 0.931 1.114 4.058191776 32.99 0 2255.191493 2 1112.102051 -2.176216211 -0.002419084 101.2577799

GVILYGPPGTGK 56 24430151 2xTMT6plex [N-Term; K12] 1.039 1.005 0.992 4.070421696 72.91 0 1616.977599 2 808.9924927 0.067707532 5.47E-05 61.0326793APQETYADIGGLDNQIQEIK 12 24430151 2xTMT6plex [N-Term; K20] 1.028 1.101 0.751 5.807672024 59.57 0 2661.413581 3 887.809082 -0.333779859 -0.000296109 68.27970751IKDYLLMEEEFIR 16 24430151 2xTMT6plex [N-Term; K2] 0.971 1.006 1.058 5.289148331 33.23 1 2157.202984 2 1079.105835 0.653379346 0.000704736 90.56568538VAEEHAPSIVFIDEIDAIGTK 28 24430151 2xTMT6plex [N-Term; K21] 0.993 1.017 0.962 7.6216712 54.79 0 2712.486018 3 904.8321533 -1.51563143 -0.001370376 91.67131219VHAVIGVLMDDTDPLVTVMK 3 24430151 2xTMT6plex [N-Term; K20]; 1xOxidation [M] 1.063 5.358671188 42.96 0 2627.455252 3 871.1577759 -0.598471001 -0.000520961 103.5339194VHAVIGVLMDDTDPLVTVMK 12 24430151 2xTMT6plex [N-Term; K20] 0.94 1.016 1.228 6.613079071 77.47 0 2611.460337 3 871.1577759 -0.598471001 -0.000520961 103.5339194TMLELLNQLDGFDSR 20 24430151 1xTMT6plex [N-Term] 0.947 1.043 0.968 4.858585358 56.61 0 1981.026193 3 661.0142822 1.060475473 0.000700277 104.9032769TMLELLNQLDGFDSR 16 24430151 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.267 1.051 0.927 4.307713985 44.64 0 1997.021108 3 661.0142822 1.060475473 0.000700277 104.9032769LPLVTPHTQCR 9 24430151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.055 1.08 1.046 4.433554173 63.46 0 1550.867448 3 517.6271362 -0.382165861 -0.000197563 40.32934696
VHAVIGVLMDDTDPLVTVMK 2 24430151 2xTMT6plex [N-Term; K20]; 2xOxidation [M9; M19] 1.271 2.87635541 17.28 0 2643.450167 3 871.1577759 -0.598471001 -0.000520961 103.5339194IETLDPALIRPGR 12 24430151 1xTMT6plex [N-Term] 0.906 0.966 0.826 4.024060249 27.77 0 1680.00057 2 840.5029297 -1.183103765 -0.000993807 57.13228309KIEFPLPDEK 4 24430151 3xTMT6plex [N-Term; K1; K10] 1.242 1.04 3.824630499 14.1 1 1903.150762 3 635.0545044 -0.946644082 -0.000600535 68.91649452VVGSELIQK 4 24430151 2xTMT6plex [N-Term; K9] 0.998 1.08 3.442494631 30.44 0 1430.898286 2 715.9514771 -1.823238215 -0.001304434 54.16011307IEFPLPDEK 6 24430151 2xTMT6plex [N-Term; K9] 1.05 1.011 0.939 3.638569832 47.47 0 1545.892867 2 773.4497681 -0.392696804 -0.000303534 71.24579745DDLSGADIK 6 24430151 2xTMT6plex [N-Term; K9] 0.993 1.124 0.915 2.966834784 38.74 0 1391.778231 2 696.3919067 -1.217078555 -0.000846952 38.19716337NQEQMKPLEEK 6 24430151 3xTMT6plex [N-Term; K6; K11] 1.087 1.875 1.409 2.15792942 8.47 0 2061.161737 3 687.7247925 -0.927937172 -0.000637543 39.1436853KYEPPVPTR 6 24430151 2xTMT6plex [N-Term; K1] 1.032 0.932 1.045 4.130520821 14.79 1 1544.920084 3 515.6445923 -0.557183857 -0.000286935 33.44710425SKENVLYK 6 24430151 3xTMT6plex [N-Term; K2; K8] 0.871 1.342 1.536 2.682050228 11.58 1 1668.029918 2 834.5186157 0.021939242 1.83E-05 37.66918527IFQIHTSR 18 24430151 1xTMT6plex [N-Term] 0.926 0.962 1.059 3.382938385 36.83 0 1230.715622 3 410.9101868 0.312868974 0.000128351 42.69208539QEGTPEGLYL 3 24430151 1xTMT6plex [N-Term] 0.898 0.825 2.807106018 39.42 0 1335.699363 2 668.3526001 -1.077424103 -0.000719557 58.27347452VTNEDFKK 6 24430151 3xTMT6plex [N-Term; K7; K8] 1.175 1.245 1.194 3.038458347 5.86 1 1667.993533 3 556.6694336 0.128790218 7.16E-05 36.84304872GPDAASK 5 24430151 2xTMT6plex [N-Term; K7] 0.872 1.044 1.101 2.434498549 27.09 0 1103.646095 2 552.3271484 0.838760726 0.000462847 19.21356709VTNEDFK 4 24430151 2xTMT6plex [N-Term; K7] 0.873 0.974 2.430552721 24.69 0 1310.735638 2 655.8713989 -0.088895452 -5.83E-05 36.11529671VIMATNR 6 24430151 1xTMT6plex [N-Term] 1.116 0.991 0.957 2.565698624 28.25 0 1033.602566 2 517.3049316 0.019825077 1.02E-05 42.00477849TKGPDAASK 6 24430151 3xTMT6plex [N-Term; K2; K9] 1.163 1.275 1.321 3.500254393 14.16 1 1561.951668 3 521.3217773 -0.56925497 -0.000296383 36.25673504YLGDGPK 4 24430151 2xTMT6plex [N-Term; K7] 1.099 0.962 2.334893465 23.23 0 1207.708695 2 604.3588867 1.492096155 0.000901009 36.71112052

NQEQMKPLEEKQEEER 2 24430151 3xTMT6plex [N-Term; K6; K11]; 1xOxidation [M5] 1.465 2.183 2.99648881 1 2748.444119 4 687.8662109 -0.402183909 -0.000276345 26.71534428
4506209 PSMC2 26S protease regulatory subunit 7 isoform 1 5701 NP_002794.1 61.20092379 1 24 24 265 433 48.603 5.95 1.02 1.03 0.96 1 Significant 0.000474 EVVETPLLHPER 6 4506209 1xTMT6plex [N-Term] 1.113 0.962 1.236 4.61521101 44.83 0 1647.926737 3 549.9800415 -0.707233068 -0.000388489 46.08279536SVCTEAGMFAIR 10 4506209 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.035 0.831 0.872 4.146913528 55.64 0 1570.7919 2 785.8983154 -1.620628821 -0.001272835 56.29299365ACLIFFDEIDAIGGAR 29 4506209 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.154 1.36 1.132 5.669908524 67.34 0 1997.036364 2 999.0205688 -1.25317432 -0.001251317 102.6559404ALDEGDIALLK 12 4506209 2xTMT6plex [N-Term; K11] 0.841 0.927 0.767 4.600301743 53.67 0 1615.967094 2 808.4870605 -0.154462458 -0.000124803 69.73562837ESDTGLAPPALWDLAADK 18 4506209 2xTMT6plex [N-Term; K18] 1.086 1.061 1.022 5.441298008 61.08 0 2328.248748 2 1164.628418 0.348518388 0.000405719 89.67530093

IDPTVTMMQVEEKPDVTYSDVGGCK 6 4506209 3xTMT6plex [N-Term; K13; K25]; 1xCarbamidomethyl [C24] 0.96 1.466 6.473684788 37.9 0 3486.77734 4 872.4487915 -1.148178959 -0.001000861 72.39465867TMLELINQLDGFDPR 41 4506209 1xTMT6plex [N-Term] 1.112 1.063 1.006 3.859319925 89.3 0 1991.046928 2 996.0289307 1.836545424 0.001828324 106.0221223QTLQSEQPLQVAR 6 4506209 1xTMT6plex [N-Term] 1.022 1.197 0.997 5.210320473 52.98 0 1726.964913 2 863.9853516 -0.860802086 -0.000743287 36.94520212QVEDDIQQLLK 19 4506209 2xTMT6plex [N-Term; K11] 0.957 1.312 1.117 4.989935875 53.66 0 1787.031485 2 894.0185547 -0.924659142 -0.000826197 80.11915943FDDGAGGDNEVQR 12 4506209 1xTMT6plex [N-Term] 1.164 1.052 100 4.824473381 65.08 0 1608.745143 2 804.8762817 0.089110797 7.17E-05 22.92488655KACLIFFDEIDAIGGAR 4 4506209 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 1.679 1.682 6.283089161 38.6 1 2354.294259 3 785.435791 -0.611169619 -0.000479624 91.25226753
FVNLGIEPPK 12 4506209 2xTMT6plex [N-Term; K10] 1.057 1.028 1.05 3.7759161 37.94 0 1571.956136 2 786.4813843 -0.409442285 -0.000321813 72.09630553YQIHIPLPPK 24 4506209 2xTMT6plex [N-Term; K10] 0.971 0.959 0.98 3.994412661 29.28 0 1664.029969 3 555.3493652 2.147349021 0.001191084 69.27222934IINADSEDPK 12 4506209 2xTMT6plex [N-Term; K10] 0.985 0.988 1.014 3.523198366 48 0 1559.868108 2 780.4379272 0.301020442 0.000234776 38.92943456IATEKDFLEAVNK 6 4506209 3xTMT6plex [N-Term; K5; K13] 1.525 1.16 1.024 4.787305832 24.39 1 2165.278481 3 722.4312134 0.279782358 0.000201936 70.65339311IEFSLPDLEGR 6 4506209 1xTMT6plex [N-Term] 1.029 0.73 0.922 3.771600246 38.66 0 1504.820875 2 752.9138794 -0.260875526 -0.000196285 76.98443422TYGQSTYSR 6 4506209 1xTMT6plex [N-Term] 1.195 0.922 1.168 3.751457691 33.71 0 1291.647996 2 646.328186 0.851315773 0.0005498 17.56380935VLMATNRPDTLDPALMRPGR 2 4506209 1xTMT6plex [N-Term] 1.093 4.245111465 4.84 0 2453.331834 4 614.0884399 0.039206121 2.40E-05 57.62409824KINELTGIK 10 4506209 3xTMT6plex [N-Term; K1; K9] 1.075 1.126 1.016 4.992537022 21.23 1 1703.103417 2 852.053894 -1.706316852 -0.001453017 53.95590509VIGSELVQK 6 4506209 2xTMT6plex [N-Term; K9] 1.099 1.089 1.086 3.428393602 33.16 0 1430.898286 2 715.9519653 -1.140756092 -0.000816153 54.21053624TMLELINQLDGFDPR 4 4506209 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.592 2.830829859 18.87 0 2007.041843 2 996.0289307 1.836545424 0.001828324 106.0221223PDYLGADQR 2 4506209 1xTMT6plex [N-Term] 0.975 1.016 21.04 0 1263.653081 2 632.3297729 -0.642558923 -0.000405986 27.97475863DFLEAVNK 2 4506209 2xTMT6plex [N-Term; K8] 0.848 4.074743748 38.22 0 1393.809137 2 697.4044189 -5.435284627 -0.003787875 58.49938545KIATEKDFLEAVNK 2 4506209 4xTMT6plex [N-Term; K1; K6; K14] 1.288 3.166113853 8.21 2 2522.536376 4 631.3874512 -3.330470308 -0.002100308 63.56747355TDACFIR 8 4506209 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.118 1.125 0.966 2.682939768 12.1 0 1111.576746 2 556.2904663 -2.779495725 -0.001544811 33.0272469921361144 PSMC3 26S protease regulatory subunit 6A 5702 NP_002795.2 56.71981777 1 21 21 270 439 49.172 5.24 0.91 0.95 0.96 0.94 Significant 0.000264 KIEFPMPNEEAR 12 21361144 2xTMT6plex [N-Term; K1] 0.889 0.893 0.902 5.080985069 26.81 1 1919.046089 3 640.3532715 -0.431551321 -0.000276056 56.86714931QIQELVEAIVLPMNHK 22 21361144 2xTMT6plex [N-Term; K16] 0.982 0.889 0.94 6.322817802 60.45 0 2320.346294 4 580.8424683 0.753864576 0.000437307 106.603237KMNVSPDVNYEELAR 6 21361144 2xTMT6plex [N-Term; K1] 1.486 1.07 1.309 4.447103977 22.81 1 2223.184374 3 747.0654297 1.092919407 0.000815747 46.54041369LAGPQLVQMFIGDGAK 20 21361144 2xTMT6plex [N-Term; K16] 1.07 1.103 1.044 4.989445686 76.06 0 2103.203653 2 1052.106689 1.164754658 0.001224858 102.5603684MATVWDEAEQDGIGEEVLK 4 21361144 2xTMT6plex [N-Term; K19] 0.994 4.632422924 34.24 0 2578.31109 3 860.1072998 -1.452049736 -0.001247945 81.4099178DSYLILETLPTEYDSR 12 21361144 1xTMT6plex [N-Term] 0.78 0.747 0.01 5.261548996 29.64 0 2144.096046 2 1072.555176 3.278198527 0.003514386 78.20777004EKAPSIIFIDELDAIGTK 16 21361144 3xTMT6plex [N-Term; K2; K18] 0.985 1.125 1.164 6.515005112 45.89 1 2647.55253 3 883.1911011 2.349170634 0.002073184 101.2431989GATELTHEDYMEGILEVQAK 2 21361144 2xTMT6plex [N-Term; K20] 1.025 5.300918102 45.17 0 2692.390403 3 903.4642334 -2.647686295 -0.002390318 57.77372291GATELTHEDYMEGILEVQAK 4 21361144 2xTMT6plex [N-Term; K20]; 1xOxidation [M11] 0.806 1.104 5.67134428 53.82 0 2708.385318 3 903.4642334 -2.647686295 -0.002390318 57.77372291GVLMYGPPGTGK 16 21361144 2xTMT6plex [N-Term; K12] 0.971 0.9 0.821 4.528482437 63.21 0 1634.93402 2 817.9697266 -1.127498099 -0.000921692 63.56280536TMLELLNQLDGFQPNTQVK 40 21361144 2xTMT6plex [N-Term; K19] 0.869 0.96 0.845 5.997971535 76.02 0 2647.452944 3 883.1552124 -0.70244609 -0.000619898 106.5343533APSIIFIDELDAIGTK 16 21361144 2xTMT6plex [N-Term; K16] 0.735 0.792 0.772 4.266019344 72.55 0 2161.252042 2 1081.129639 -0.019306517 -2.09E-05 109.3725986QTYFLPVIGLVDAEK 28 21361144 2xTMT6plex [N-Term; K15] 0.923 0.91 1.107 5.046884537 54.7 0 2151.246563 3 717.7525024 -1.677685786 -0.001203039 103.6880584MNVSPDVNYEELAR 6 21361144 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.047 0.734 0.863 2.770219088 52.04 0 1881.921394 2 941.4631958 -1.210798945 -0.001139314 44.72806395VDILDPALLR 10 21361144 1xTMT6plex [N-Term] 1.003 1.068 0.928 3.671322346 41.8 0 1353.830317 2 677.4182129 -0.862847238 -0.000584074 78.11305811VTHELQAMK 8 21361144 2xTMT6plex [N-Term; K9] 0.803 0.93 0.908 4.45675087 37.51 0 1514.876505 3 505.6303406 -0.024141561 -1.22E-05 42.67718555VTHELQAMK 8 21361144 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 0.791 0.863 0.852 3.811684608 25 0 1530.87142 3 505.6303406 -0.024141561 -1.22E-05 42.67718555MNVSPDVNYEELAR 2 21361144 1xTMT6plex [N-Term] 0.72 3.784238577 33.82 0 1865.926479 2 941.4631958 -1.210798945 -0.001139314 44.72806395LAGPQLVQMFIGDGAK 2 21361144 2xTMT6plex [N-Term; K16]; 1xOxidation [M9] 0.949 3.629881859 26.89 0 2119.198568 2 1052.106689 1.164754658 0.001224858 102.5603684MSTEEIIQR 6 21361144 1xTMT6plex [N-Term] 0.901 1.321 1.029 3.498138666 42.72 0 1335.713967 2 668.3607178 0.143755984 9.60E-05 35.94809775FENLGIQPPK 6 21361144 2xTMT6plex [N-Term; K10] 0.942 0.901 0.965 3.325445414 31.74 0 1600.946299 3 534.3200073 -0.518697813 -0.000276802 61.99636135

AVCVEAGMIALR 6 21361144 1xTMT6plex [N-Term]; 1xOxidation [M8]; 1xCarbamidomethyl [C3] 0.846 1.01 1.172 2.236660242 63.6 0 1534.828286 2 767.9177246 -0.073774539 -5.66E-05 52.44758129
KMNVSPDVNYEELAR 4 21361144 2xTMT6plex [N-Term; K1]; 1xOxidation [M2] 1.394 1.339 2.949830532 22.98 1 2239.179289 3 747.0654297 1.092919407 0.000815747 46.54041369

ACAAQTK 6 21361144 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.778 1.076 2.833656788 27.76 0 1207.686914 2 604.3468018 -0.485982226 -0.000293457 104.0178278
DAFALAK 4 21361144 2xTMT6plex [N-Term; K7] 0.922 1.003 3.111641884 35.11 0 1193.72943 2 597.3672485 -1.851181374 -0.001104905 52.60358532LLDSEIK 4 21361144 2xTMT6plex [N-Term; K7] 0.896 0.937 2.738381386 32.76 0 1275.792424 2 638.3996582 -0.301439123 -0.000192287 54.6513652824497435 PSMC5 26S protease regulatory subunit 8 isoform 1 5705 NP_002796.4 62.56157635 1 22 24 285 406 45.597 7.55 0.97 0.97 1.02 0.99 Significant 0.000285 EELQLLQEQGSYVGEVVR 10 24497435 1xTMT6plex [N-Term] 0.804 0.8 0.879 6.565518379 56.76 0 2305.223706 3 769.0789185 -0.652474162 -0.000501366 75.83995294VPDSTYEMIGGLDK 14 24497435 2xTMT6plex [N-Term; K14] 0.983 0.956 4.554356575 57.59 0 1983.0509 2 992.0289307 -0.158937864 -0.000157591 69.61981131GVILYGPPGTGK 56 24497435 2xTMT6plex [N-Term; K12] 1.039 1.005 0.992 4.070421696 72.91 0 1616.977599 2 808.9924927 0.067707532 5.47E-05 61.0326793KIAELMPGASGAEVK 6 24497435 3xTMT6plex [N-Term; K1; K15] 1.225 1.095 1.296 4.645638943 35.11 1 2188.297836 3 735.4345703 -1.630292754 -0.001197881 46.06029698IDILDSALLRPGR 18 24497435 1xTMT6plex [N-Term] 1.036 1.065 0.961 5.655164242 47.86 0 1668.00057 3 556.6715088 -0.358065113 -0.000199084 73.56974783LLREELQLLQEQGSYVGEVVR 4 24497435 1xTMT6plex [N-Term] 0.836 1.275 5.87156868 30.11 1 2687.492945 4 672.6268921 -2.681517969 -0.00180164 94.63059717EHAPSIIFMDEIDSIGSSR 7 24497435 1xTMT6plex [N-Term] 0.991 0.979 6.246283531 34.25 0 2333.164477 3 778.3932495 0.307944495 0.000239495 77.1077186IEELQLIVNDK 10 24497435 2xTMT6plex [N-Term; K11] 1.02 1.047 4.595880985 49.76 0 1772.056972 2 886.5304565 -1.882091894 -0.001667587 81.81408987HPELFEALGIAQPK 4 24497435 2xTMT6plex [N-Term; K14] 0.716 0.757 5.04652977 42.65 0 2008.163168 3 670.059021 -0.327792945 -0.000219421 71.01044355LEGGSGGDSEVQR 12 24497435 1xTMT6plex [N-Term] 0.983 1.188 1.347 4.507993698 72.47 0 1519.75498 2 760.3808594 -0.353872833 -0.0002689 19.68085321IAELMPGASGAEVK 26 24497435 2xTMT6plex [N-Term; K14] 0.934 0.886 0.907 4.607117653 73.89 0 1831.039941 2 916.0238647 0.279350644 0.000255751 65.74840143VDPLVSLMMVEK 11 24497435 2xTMT6plex [N-Term; K12]; 1xOxidation [M] 0.687 0.758 0.821 4.109891415 47.15 0 1835.04225 3 612.3518066 -0.753834483 -0.000461106 92.27641574TMLELLNQLDGFEATK 10 24497435 2xTMT6plex [N-Term; K16] 1.024 1.098 4.605350018 59.31 0 2281.25139 2 1141.129395 0.053467365 6.10E-05 110.6056016TMLELLNQLDGFEATK 14 24497435 2xTMT6plex [N-Term; K16]; 1xOxidation [M2] 0.97 1.086 1.119 5.191914558 43.08 0 2297.246305 2 1141.129395 0.053467365 6.10E-05 110.6056016GVCTEAGMYALR 6 24497435 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.11 1.038 1.137 4.796086311 52.69 0 1556.77625 2 778.8914795 -0.364526132 -0.000283743 44.98525936ILPNKVDPLVSLMMVEK 16 24497435 3xTMT6plex [N-Term; K5; K17] 1.373 1.371 1.363 4.643785954 20.28 1 2613.569049 4 654.1473999 -0.489472672 -0.000319818 108.4309271VDPLVSLMMVEK 8 24497435 2xTMT6plex [N-Term; K12] 0.01 0.82 3.56806612 40.71 0 1819.047335 3 612.3518066 -0.753834483 -0.000461106 92.27641574

KIAELMPGASGAEVK 6 24497435 3xTMT6plex [N-Term; K1; K15]; 1xOxidation [M6] 1.194 1.311 1.394 4.945243359 39.4 1 2204.292751 3 735.4345703 -1.630292754 -0.001197881 46.06029698
FVVDVDKNIDINDVTPNCR 4 24497435 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C18] 1.224 2.291 4.549449921 4.09 1 2691.417621 3 897.8091431 -1.763045149 -0.001581697 76.23577729

KIEFPPPNEEAR 12 24497435 2xTMT6plex [N-Term; K1] 0.896 0.889 1.036 4.63894558 26.06 1 1885.058369 3 629.0238647 -0.704286796 -0.000442541 46.15289763
ILPNKVDPLVSLMMVEK 2 24497435 3xTMT6plex [N-Term; K5; K17]; 2xOxidation [M13; M14] 1.37 3.855657101 8.16 1 2645.558879 4 654.1473999 -0.489472672 -0.000319818 108.4309271

AVAHHTDCTFIR 10 24497435 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.11 1.294 0.639 3.517745018 31.51 0 1656.847775 4 414.9674377 0.08801446 3.65E-05 21.97000736VSGSELVQK 10 24497435 2xTMT6plex [N-Term; K9] 1.008 1.035 1.019 3.686948538 46.15 0 1404.846251 2 702.927002 0.339194592 0.000238258 37.86854686
ILPNKVDPLVSLMMVEK 9 24497435 3xTMT6plex [N-Term; K5; K17]; 1xOxidation [M] 1.248 1.104 1.209 3.143631935 19.7 1 2629.563964 4 654.1473999 -0.489472672 -0.000319818 108.4309271

EIKEVIELPVK 2 24497435 3xTMT6plex [N-Term; K3; K11] 0.929 2.786916256 0.89 1 1984.266126 3 662.0930786 -0.727221081 -0.000481 73.5854419EVIELPVK 10 24497435 2xTMT6plex [N-Term; K8] 0.76 0.761 2.735819578 32.67 0 1384.881574 2 692.9439087 -0.745859579 -0.000516464 66.6295094VPDSTYEMIGGLDK 2 24497435 2xTMT6plex [N-Term; K14]; 1xOxidation [M8] 0.627 2.265049934 10.11 0 1999.045815 2 992.0289307 -0.158937864 -0.000157591 69.61981131VIMATNR 6 24497435 1xTMT6plex [N-Term] 1.116 0.991 0.957 2.565698624 28.25 0 1033.602566 2 517.3049316 0.019825077 1.02E-05 42.00477849ELFVMAR 6 24497435 1xTMT6plex [N-Term] 1.008 1.057 1.082 2.479877949 22.49 0 1094.622967 2 547.8140259 -2.00262762 -0.001096061 55.76214911IEFPPPNEEAR 2 24497435 1xTMT6plex [N-Term] 1.03 2.894086123 11.83 0 1527.800474 2 764.4030151 -1.125799207 -0.000859998 47.62079839195539395 PSMC6 26S protease regulatory subunit 10B 5706 NP_002797.3 57.81637717 1 18 18 231 403 45.768 7.78 0.92 0.88 0.88 0.89 Significant 0.000223 ADHDFVVQEDFMK 6 195539395 2xTMT6plex [N-Term; K13]; 1xOxidation [M12] 0.964 1.041 0.976 3.407057524 37.73 0 2055.025748 3 685.6799927 -0.157366717 -0.000107798 48.60530844DHQPCIIFMDEIDAIGGR 6 195539395 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.237 0.977 0.92 5.854480743 34.05 0 2316.131403 3 778.0476685 0.915131002 0.0007114 66.77721601
DHQPCIIFMDEIDAIGGR 12 195539395 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C5] 1.083 1.209 1.176 4.825249672 34.43 0 2332.126318 3 778.0476685 0.915131002 0.0007114 66.77721601VALDMTTLTIMR 4 195539395 1xTMT6plex [N-Term] 0.923 1.074 3.729514599 28.13 0 1593.890551 2 805.4453125 -1.315379289 -0.001058805 66.61990577EVDPLVYNMSHEDPGNVSYSEIGGLSEQIR 12 195539395 1xTMT6plex [N-Term] 0.94 0.89 0.862 6.576504707 51.51 0 3563.716157 3 1188.574707 -1.848995812 -0.002196432 75.98827999EVIELPLTNPELFQR 36 195539395 1xTMT6plex [N-Term] 1.006 0.95 1.001 4.507836819 55.18 0 2027.137458 3 676.3837891 -0.317522868 -0.000214554 91.31408309TLMELLNQMDGFDTLHR 12 195539395 1xTMT6plex [N-Term] 0.772 0.902 0.812 5.701966286 77.51 0 2263.141239 3 755.0512695 -0.876523398 -0.000661232 104.5731046ALQSVGQIVGEVLK 34 195539395 2xTMT6plex [N-Term; K14] 0.951 0.92 1.012 5.608261108 71.02 0 1899.167919 2 950.0866089 -1.041443752 -0.000988938 100.7876807

AVASQLDCNFLK 12 195539395 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.042 1.015 1.036 6.199829578 78.02 0 1824.008976 2 912.507019 -1.214064235 -0.001107232 62.26779972
GCLLYGPPGTGK 14 195539395 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 0.95 0.938 0.897 4.532819271 50.43 0 1677.939834 2 839.4736328 0.092479478 7.76E-05 50.92067353
HGEIDYEAIVK 6 195539395 2xTMT6plex [N-Term; K11] 0.906 0.834 0.813 4.487319946 26.55 0 1731.968157 3 577.9932861 -1.646411079 -0.000950511 49.76519412ADHDFVVQEDFMK 6 195539395 2xTMT6plex [N-Term; K13] 0.78 0.949 0.971 3.898201704 34.41 0 2039.030833 3 685.6799927 -0.157366717 -0.000107798 48.60530844KIHIDLPNEQAR 6 195539395 2xTMT6plex [N-Term; K1] 0.983 1.088 1.231 4.54515028 27.06 1 1892.111801 4 473.7837219 0.664154894 0.000314164 46.21271581VVSSSIVDK 8 195539395 2xTMT6plex [N-Term; K9] 1.006 0.999 0.963 4.457539558 52.09 0 1391.851002 2 696.4279785 -1.667842856 -0.001160694 56.54657962FSEGTSADR 6 195539395 1xTMT6plex [N-Term] 1.008 1.09 0.726 3.447054863 38.71 0 1198.590147 2 599.7988281 0.194386714 0.000116495 19.68582638VALDMTTLTIMR 8 195539395 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.891 0.8 0.763 2.699274302 30.91 0 1609.885466 2 805.4453125 -1.315379289 -0.001058805 66.61990577TLMELLNQMDGFDTLHR 3 195539395 1xTMT6plex [N-Term]; 1xOxidation [M] 0.97 2.018507719 1.53 0 2279.136154 3 755.0512695 -0.876523398 -0.000661232 104.5731046IHAGPITK 7 195539395 2xTMT6plex [N-Term; K8] 1.038 0.966 1.08 3.658775806 23.92 0 1294.824728 3 432.2798157 0.128342841 5.54E-05 35.11216494VGIIPPK 11 195539395 2xTMT6plex [N-Term; K7] 0.56 0.295 0.407 2.852156162 29.05 0 1181.802201 2 591.4042358 -0.851445624 -0.00050312 62.41982368EMFNYAR 12 195539395 1xTMT6plex [N-Term] 1.081 1.086 1.08 2.59802103 8.72 0 1159.576745 2 580.291626 -0.66401545 -0.000384988 37.7981829YIGESAR 6 195539395 1xTMT6plex [N-Term] 1.04 0.918 0.979 2.717934847 28.33 0 1024.562475 2 512.7843018 -1.121029125 -0.000574282 20.85845417MIMATNRPDTLDPALLRPGR 4 195539395 1xTMT6plex [N-Term] 1.328 1.262 0.742 2.482190609 0 2467.347484 4 617.5915527 -1.257505284 -0.000775676 60.90419535

25777600 PSMD1 26S proteasome non-ATPase regulatory subunit 1 isoform 1 5707 NP_002798.2 40.7135362 1 31 31 308 953 105.769 5.39 1.02 1.01 1 1.01 Significant 0.0000327 AAVESLGFILFR 20 25777600 1xTMT6plex [N-Term] 1.119 1.367 1.156 4.794246674 61.53 0 1551.90963 2 776.4584351 -0.02365654 -1.84E-05 99.92696083TVGTPIASVPGSTNTGTVPGSEK 8 25777600 2xTMT6plex [N-Term; K23] 0.675 0.763 0.77 5.22987318 44.13 0 2615.429231 3 872.4830322 2.031100526 0.001770733 53.95727783FTATASLGVIHK 6 25777600 2xTMT6plex [N-Term; K12] 1.082 0.992 1.008 4.270196915 38.59 0 1703.025612 3 568.3462524 -0.826737878 -0.000469319 60.733576TNLYQDDAVTGEAAGLALGLVMLGSK 2 25777600 2xTMT6plex [N-Term; K26] 1.001 6.81846571 51.7 0 3065.659307 3 1022.557556 -0.388870011 -0.000397381 112.6368074LLHVAVSDVNDDVR 7 25777600 1xTMT6plex [N-Term] 0.745 0.923 0.869 4.363921642 49.27 0 1780.975478 3 594.3297729 -0.399860836 -0.000237381 52.96428942MITSAAGIISLLDEDEPQLK 18 25777600 2xTMT6plex [N-Term; K20]; 1xOxidation [M1] 1.2 1.053 0.938 5.120616436 50.24 0 2618.436291 3 868.1500244 -2.250151671 -0.001951963 111.4794214MITSAAGIISLLDEDEPQLK 30 25777600 2xTMT6plex [N-Term; K20] 1.153 0.999 0.952 5.586325645 63.78 0 2602.441376 3 868.1500244 -2.250151671 -0.001951963 111.4794214MEEADALIESLCR 16 25777600 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.849 0.952 1.153 5.11743021 51.29 0 1765.866187 3 589.2940063 0.72422983 0.000426298 82.79934355YQPFKPLSIGGIIILK 6 25777600 3xTMT6plex [N-Term; K5; K16] 1.168 1.22 0.981 5.489839077 23.46 0 2474.57175 3 825.5276489 -1.356356976 -0.001118801 105.1085593EAINLLEPMTNDPVNYVR 12 25777600 1xTMT6plex [N-Term] 0.972 1.1 1.065 4.893090725 48.93 0 2317.205948 3 773.0722046 -1.677537757 -0.001295733 80.70887604DTSEDIEELVEPVAAHGPK 22 25777600 2xTMT6plex [N-Term; K19] 1.004 0.963 1.005 6.356046677 47.19 0 2494.307719 3 832.105957 -1.764552231 -0.001467112 67.57926178
QCVENADLPEGEK 10 25777600 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.137 1.065 1.029 4.386502743 51.89 0 1946.989363 2 973.9987183 0.409526345 0.000398672 36.2933355

QCVENADLPEGEKKPIDQR 2 25777600 3xTMT6plex [N-Term; K13; K14]; 1xCarbamidomethyl [C2] 1.966 4.705705166 18.11 1 2913.570717 4 729.1473999 -1.011432675 -0.00073672 36.19155775
NAQAIEDMVGYAQETQHEK 8 25777600 2xTMT6plex [N-Term; K19] 1.182 1.457 3.364 6.345187664 51.96 0 2620.307736 3 874.1060181 -1.61621886 -0.001411664 64.71800377TVGTPIASVPGSTNTGTVPGSEKDSDSMETEEK 10 25777600 3xTMT6plex [N-Term; K23; K33] 1.114 1.066 1.492 5.682736397 28.65 1 3996.021011 3 1332.673462 -3.798355357 -0.005059436 54.10806601VSTAVLSITAK 24 25777600 2xTMT6plex [N-Term; K11] 0.95 0.997 0.898 4.87018013 48.05 0 1547.977265 2 774.4904785 -2.315582296 -0.001792234 67.51248586EALQLMATYLPK 6 25777600 2xTMT6plex [N-Term; K12] 0.925 0.995 1.149 3.075955391 38.5 0 1836.070513 3 612.6931763 -3.016061402 -0.0018459 91.13278189IEVLYEDEGFR 2 25777600 1xTMT6plex [N-Term] 0.887 4.417796612 33.67 0 1598.826354 2 799.9154663 -1.68748958 -0.001349001 65.88842236TILESNDVPGMLAYSLK 2 25777600 2xTMT6plex [N-Term; K17] 1.665 3.984679222 26.66 0 2309.282691 3 770.434082 2.166150455 0.001667418 91.31789093IEEEEQEPEPPEPFEYIDD 18 25777600 1xTMT6plex [N-Term] 1.058 0.954 100 3.077656031 30.97 0 2563.144906 3 855.0524902 -0.775885464 -0.000662902 73.37587099QFAALVASK 6 25777600 2xTMT6plex [N-Term; K9] 0.805 0.885 1.043 4.236125469 46.15 0 1392.861507 2 696.9336548 -1.058267229 -0.00073701 61.72462639DSDSMETEEK 7 25777600 2xTMT6plex [N-Term; K10] 1.08 0.743 0.861 3.037816763 37.59 0 1628.772553 2 814.8896484 -0.327003914 -0.000266307 100.7457799TPEASPEPK 16 25777600 2xTMT6plex [N-Term; K9] 1.016 1.002 1.06 3.064528465 33.17 0 1413.798966 2 707.402832 -0.40937751 -0.000289389 24.2998248KKEPEPNFQLLDNPAR 3 25777600 3xTMT6plex [N-Term; K1; K2] 0.984 4.719645023 21.43 2 2583.486182 4 646.6275024 0.773228686 0.000499406 53.42155442QAIGIALETR 6 25777600 1xTMT6plex [N-Term] 1.079 1.222 1.124 3.902012348 48.76 0 1300.778616 2 650.8924561 -0.753864349 -0.000490305 49.26977419LCMSLMQNK 10 25777600 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.223 1.172 1.127 3.473797083 18.21 0 1582.851947 2 791.9285278 -1.369575936 -0.001083918 61.17206449

QDVYDLLK 7 25777600 2xTMT6plex [N-Term; K8] 1.047 0.99 1.206 2.969366074 40.19 0 1451.851002 2 726.4292603 0.166744254 0.000121044 61.38511266TSSAFVGK 6 25777600 2xTMT6plex [N-Term; K8] 1.146 1.128 0.971 3.53780508 37.04 0 1254.745809 2 627.8755493 -1.583218827 -0.000993269 35.72099063RLDVFEK 6 25777600 2xTMT6plex [N-Term; K7] 1.09 0.989 1.085 3.946758509 18.86 1 1364.830207 3 455.6154785 1.227586308 0.000558482 46.81777549LEGIVNK 6 25777600 2xTMT6plex [N-Term; K7] 1.143 1.2 1.06 2.763031483 18.48 0 1230.782194 2 615.8945313 -0.331650882 -0.000204095 50.64144504
CIDHYTK 2 25777600 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 1.357 2.311086178 5.14 0 1394.750242 3 465.5878601 -0.871272646 -0.000405069 23.95892863
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VMPAQLK 4 25777600 2xTMT6plex [N-Term; K7] 0.94 1.055 2.644471169 23.56 0 1244.780086 2 622.8914185 -3.635450141 -0.002262668 46.0873959
25777602 PSMD2 26S proteasome non-ATPase regulatory subunit 2 isoform 1 5708 NP_002799.3 44.27312775 1 33 33 289 908 100.136 5.2 1.02 1.02 1.03 1.02 Significant 0.0000106 LVGSQEELASWGHEYVR 2 25777602 1xTMT6plex [N-Term] 0.846 5.262990475 50.61 0 2189.118847 3 730.3774414 -0.491691555 -0.00035879 61.6358065DKAPVQPQQSPAAAPGGTDEKPSGK 6 25777602 4xTMT6plex [N-Term; K2; K21; K25] 1.217 1.157 0.951 6.827162266 30.08 1 3377.883484 4 845.2252197 -1.312799501 -0.001108621 34.96257985LGSIFGLGLAYAGSNR 16 25777602 1xTMT6plex [N-Term] 0.76 0.468 0.602 5.605469227 66.02 0 1825.016949 2 913.0127563 0.705426497 0.000643708 95.09774594AVPLALALISVSNPR 21 25777602 1xTMT6plex [N-Term] 1.105 1.153 1.131 4.614385128 71.75 0 1750.078821 3 584.0303345 -1.354511581 -0.000790167 103.4242357FAADIISVLAMTMSGER 12 25777602 1xTMT6plex [N-Term] 1.253 1.374 1.211 5.872218132 63.43 0 2041.065949 2 1021.035767 -0.829153451 -0.000846178 113.3369366AELATEEFLPVTPILEGFVILR 6 25777602 1xTMT6plex [N-Term] 1.342 1.473 5.153041363 42.22 0 2686.526871 3 896.1795654 -1.015419189 -0.000909317 113.0109651WLPLGLGLNHLGK 18 25777602 2xTMT6plex [N-Term; K13] 0.821 0.789 0.743 5.53362751 65.65 0 1876.157295 3 626.057251 -0.050742181 -3.17E-05 91.73934396

SFANTLVDVCAYAGSGNVLK 12 25777602 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C10] 1.04 1.31 1.259 6.14240694 67.02 0 2544.35323 3 848.7888184 -0.521995869 -0.000442714 82.88492301FGGSGSQVDSAR 8 25777602 1xTMT6plex [N-Term] 1.26 1.328 1.054 4.346171379 72.01 0 1396.701822 2 698.8536987 -1.218169144 -0.00085071 21.61014317EDVLTLLLPVMGDSK 2 25777602 2xTMT6plex [N-Term; K15] 0.856 4.207304001 35.1 0 2088.202649 3 696.7380371 -1.480403195 -0.001030461 112.2408423EDVLTLLLPVMGDSK 16 25777602 2xTMT6plex [N-Term; K15]; 1xOxidation [M11] 0.848 0.9 0.945 5.072676182 33.23 0 2104.197564 3 696.7380371 -1.480403195 -0.001030461 112.2408423TITGFQTHTTPVLLAHGER 8 25777602 1xTMT6plex [N-Term] 0.989 0.967 1.115 8.132935524 63.85 0 2308.261095 4 577.8204346 -0.514001104 -0.000296612 52.19767095DTSLYRPALEELR 6 25777602 1xTMT6plex [N-Term] 0.932 1.033 0.947 4.225033283 22.45 0 1791.980229 3 597.9981079 -0.255744747 -0.000152763 52.183625LALMLNDMELVEDIFTSCK 2 25777602 2xTMT6plex [N-Term; K19]; 1xOxidation [M8]; 1xCarbamidomethyl [C18] 2.728 3.815034151 27.34 0 2716.401168 3 911.4690552 -1.270230432 -0.001156924 107.7306716
LALMLNDMELVEDIFTSCK 8 25777602 2xTMT6plex [N-Term; K19]; 2xOxidation [M4; M8]; 1xCarbamidomethyl [C18] 1.159 1.289 1.154 5.617288589 51.26 0 2732.396083 3 911.4690552 -1.270230432 -0.001156924 107.7306716

GTLTLCPYHSDR 6 25777602 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.466 1.389 1.275 5.031448364 47.96 0 1648.831456 3 550.2814331 -1.037342893 -0.000570135 33.81939878YLYSSEDYIK 6 25777602 2xTMT6plex [N-Term; K10] 1.047 1.043 1.427 4.271873474 41.81 0 1738.930374 2 869.96875 -0.086725727 -7.54E-05 55.87645021LAQGLTHLGK 8 25777602 2xTMT6plex [N-Term; K10] 1.053 0.954 1.213 4.505222797 50.26 0 1495.936069 2 748.4719238 0.335707027 0.000251098 51.17838474SSTTSMTSVPKPLK 2 25777602 3xTMT6plex [N-Term; K11; K14] 0.938 3.53548336 5.35 0 2151.266202 3 717.7598877 -0.507609919 -0.000364001 47.560351EWQELDDAEK 10 25777602 2xTMT6plex [N-Term; K10] 0.893 1.14 0.852 4.362622738 46.55 0 1720.879401 2 860.940979 -2.74268039 -0.002359911 49.22290527HLAGEVAK 12 25777602 2xTMT6plex [N-Term; K8] 1.146 1.001 1.007 3.964470148 39.04 0 1282.788342 3 428.2675781 -0.125464969 -5.36E-05 27.91813455DIDENAYAK 15 25777602 2xTMT6plex [N-Term; K9] 0.962 1.028 1.011 3.668037415 50.95 0 1496.799694 2 748.9030762 -0.546984512 -0.000409363 35.18742744LNILDTLSK 10 25777602 2xTMT6plex [N-Term; K9] 1.013 1.041 1.114 4.277674675 48.2 0 1474.924501 2 737.9654541 -0.589512802 -0.000434743 80.74619707DTSLYRPALEELRR 4 25777602 1xTMT6plex [N-Term] 1.105 1.604 6.178623199 19.81 1 1948.08134 4 487.7761536 0.741574689 0.000361162 46.89967021EIYENMAPGENKR 4 25777602 2xTMT6plex [N-Term; K12] 0.816 0.884 3.759862185 14.87 1 2009.052631 3 670.3562622 0.797460987 0.000534047 37.13053954SETELKDTYAR 4 25777602 2xTMT6plex [N-Term; K6] 2.581 1.831 1.66 2.831224442 5.11 1 1770.9638 3 590.9925537 -0.390537168 -0.000230542 31.38234896QLAQYHAK 6 25777602 2xTMT6plex [N-Term; K8] 1.186 1.104 1.111 3.758113861 28.32 0 1416.836355 3 472.9510193 1.517296843 0.000716587 25.7287777EPLLTLVK 18 25777602 2xTMT6plex [N-Term; K8] 0.936 0.94 0.962 3.468024492 43.35 0 1370.902309 2 685.9561157 1.929878807 0.001322838 73.91547296SGALLACGIVNSGVR 2 25777602 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.193 2.771286488 11.26 0 1702.947155 2 851.9803467 3.677066172 0.003130925 66.27700413ELDIMEPK 8 25777602 2xTMT6plex [N-Term; K8] 1.012 1.05 1.054 3.361819267 33.24 0 1432.812173 2 716.909729 0.005526064 3.96E-06 56.50882095LLTDDGNK 12 25777602 2xTMT6plex [N-Term; K8] 0.97 1.089 1.147 3.152313948 29.54 0 1333.772751 2 667.3893433 -1.005865925 -0.000670798 39.81897066QMAFMLGR 4 25777602 1xTMT6plex [N-Term] 0.693 0.744 2.288245678 30.1 0 1182.632486 2 591.8198242 -0.096617082 -5.71E-05 53.51153253ELDIMEPK 2 25777602 2xTMT6plex [N-Term; K8]; 1xOxidation [M5] 1.067 2.092397213 8.97 0 1448.807088 2 716.909729 0.005526064 3.96E-06 56.50882095FLRPHYGK 6 25777602 2xTMT6plex [N-Term; K8] 1.089 1.291 1.074 2.579361677 7.19 0 1475.888725 3 492.6348877 0.93844198 0.000461679 34.17612499YGEPTLR 4 25777602 1xTMT6plex [N-Term] 0.979 0.997 2.452530622 16.98 0 1064.593776 2 532.800354 -0.323308473 -0.000172096 27.15584757LKEIYENMAPGENKR 3 25777602 3xTMT6plex [N-Term; K2; K14]; 1xOxidation [M8] 0.947 1.724 1.429 4.029020309 2 2495.389505 4 624.6022339 -0.961554547 -0.000599863 39.4516362
25777612 PSMD3 26S proteasome non-ATPase regulatory subunit 3 5709 NP_002800.2 51.49812734 1 26 26 240 534 60.939 8.44 0.94 1.04 0.93 0.97 Significant 0.00131 HDADGQATLLNLLLR 20 25777612 1xTMT6plex [N-Term] 1.123 1.13 1.305 6.52111578 59.3 0 1879.059876 3 627.0235596 -1.995986988 -0.001250193 87.00270848TAAAAAEHSQR 6 25777612 1xTMT6plex [N-Term] 1.013 1.071 5.562282562 84.94 0 1341.707242 3 447.9067383 -1.177929283 -0.000526812 14.36257077AVQGFFTSNNATR 8 25777612 1xTMT6plex [N-Term] 1.148 1.226 1.049 4.389197826 58.05 0 1641.854634 2 821.4302368 -0.875483832 -0.000718709 47.2037723SLMPYFLLTQAVR 24 25777612 1xTMT6plex [N-Term] 1.527 1.63 2.149 5.123407364 51.05 0 1768.002879 3 590.0057373 -0.124392296 -7.33E-05 105.3679707DFLLPFLEEPMDTEADLQFRPR 11 25777612 1xTMT6plex [N-Term] 1.049 1.015 5.487613678 31.33 0 2908.475246 3 970.1636963 0.443389432 0.000429862 107.4046008NYLHYSLYDQAEK 8 25777612 2xTMT6plex [N-Term; K13] 1.412 1.207 4.357423306 34.33 0 2102.095876 3 701.3699951 -0.211274111 -0.000148039 50.6459056EEAATGGGSTGEADGK 24 25777612 2xTMT6plex [N-Term; K16] 0.736 0.79 0.744 5.696873665 93.71 0 1894.939435 2 947.9735718 0.227883108 0.000215912 18.66189807ELDTVTLEDIK 12 25777612 2xTMT6plex [N-Term; K11] 0.809 0.797 0.812 4.160496235 54.18 0 1733.993703 2 867.500061 -0.49435571 -0.000428605 66.48091069

ISFCLDIHNMSVK 2 25777612 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.349 3.62367487 37.07 0 2022.09166 3 674.7009277 -1.696113457 -0.001143232 81.39305609
VYEFLDKLDVVR 5 25777612 2xTMT6plex [N-Term; K7] 0.845 2.54 2.586 4.015646935 14.24 1 1954.14137 3 652.0505371 -2.206525045 -0.001437287 93.23042004AIQLEYSEAR 8 25777612 1xTMT6plex [N-Term] 1.072 1.029 1.008 4.608893394 43.79 0 1408.76336 2 704.8845215 -1.131170284 -0.000796776 51.08559803ISLADIAQK 24 25777612 2xTMT6plex [N-Term; K9] 1.037 1.072 1.063 4.36487627 48.45 0 1416.882636 2 708.9443359 -0.875891177 -0.000620517 64.77425708DFLLPFLEEPMDTEADLQFRPR 7 25777612 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.776 0.942 3.560183287 11.54 0 2924.470161 3 970.1636963 0.443389432 0.000429862 107.4046008LLIVVELLLGEIPDR 6 25777612 1xTMT6plex [N-Term] 0.912 0.518 100 3.052858353 19.08 0 1921.193516 3 641.0690308 -0.508509338 -0.000325648 113.9055967SVFPEQANNNEWAR 12 25777612 1xTMT6plex [N-Term] 0.955 1.046 1.255 4.305751324 50.79 0 1890.92959 2 945.9667969 -1.730910562 -0.001636515 48.84495993EMIDIYSTR 6 25777612 1xTMT6plex [N-Term] 1.261 1.075 0.958 4.243300438 43.33 0 1356.703068 2 678.854187 -1.452400757 -0.000985238 58.07635427EQQDLEFAK 10 25777612 2xTMT6plex [N-Term; K9] 1.069 1.026 1.012 4.070927143 37.72 0 1565.857544 2 783.4321899 -0.281249842 -0.000220199 41.87789706DLESAEER 6 25777612 1xTMT6plex [N-Term] 1.153 1.101 0.955 3.420762777 54.35 0 1177.589812 2 589.2985229 -0.036508096 -2.15E-05 19.8258658LQLDSPEDAEFIVAK 2 25777612 2xTMT6plex [N-Term; K15] 1.067 3.844232559 31.66 0 2133.184357 3 711.7322998 -0.942556104 -0.000670215 80.77432941EPQLAFHQR 6 25777612 1xTMT6plex [N-Term] 1.354 1.101 1.089 3.775873899 25.69 0 1354.742899 3 452.2523804 -0.229900979 -0.000103819 31.52542194LNHYVLYK 2 25777612 2xTMT6plex [N-Term; K8] 0.871 3.70470643 30.04 0 1507.903706 3 503.3057861 -0.597499402 -0.000300324 60.18328127ISDDLMQK 4 25777612 2xTMT6plex [N-Term; K8] 1.036 0.954 3.428664923 27.84 0 1407.791772 2 704.3986816 -1.197420516 -0.000842859 48.68944603APQHTAVGFK 6 25777612 2xTMT6plex [N-Term; K10] 0.617 0.672 3.125085354 13.12 0 1513.889119 3 505.3017883 1.118364756 0.00056436 31.54269607KAPQHTAVGFK 6 25777612 3xTMT6plex [N-Term; K1; K11] 0.924 1.027 0.988 3.434599161 10.01 1 1871.147014 4 468.5419922 -0.467493999 -0.000218687 30.46634484VYEFLDK 6 25777612 2xTMT6plex [N-Term; K7] 0.924 1.099 1.131 3.309471846 34.9 0 1371.792424 2 686.3981934 -2.416007838 -0.001657131 67.05163729YLYYTGR 8 25777612 1xTMT6plex [N-Term] 1.194 1.262 1.257 3.028547049 20.78 0 1164.625076 2 582.8153076 -1.491540635 -0.000868543 39.25471935SYNKDLESAEER 1 25777612 2xTMT6plex [N-Term; K4] 1.864 1.54562664 1 1898.985991 3 633.6665039 -0.543954118 -0.00034432 29.05121543

5292161 PSMD4 26S proteasome non-ATPase regulatory subunit 4 5710 NP_002801.1 42.97082228 1 13 13 88 377 40.711 4.79 1.01 1.01 1.02 1.01 Significant 0.0000108
AAAASAAEAGIATTGTEDSDDALLK 12 5292161 2xTMT6plex [N-Term; K25] 1.027 0.936 0.904 7.274541378 92.21 0 2778.440918 3 926.8175049 -1.064115326 -0.000985527 61.01190728NAMGSLASQATK 2 5292161 2xTMT6plex [N-Term; K12] 1.007 5.366508007 55.34 0 1636.909262 2 818.958252 -0.020980852 -1.72E-05 40.29046464VLESTMVCVDNSEYMR 3 5292161 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.226 0.883 1.014 49.81 0 2162.012927 2 1081.509033 -0.988677599 -0.001068767 64.55250527

LQAQQDAVNIVCHSK 6 5292161 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 0.946 0.972 1.035 6.934617043 62.34 0 2169.185043 3 723.7327271 -0.652188554 -0.000471573 48.8354926
VNVDIINFGEEEVNTEK 8 5292161 2xTMT6plex [N-Term; K17] 0.918 1.144 0.902 3.025491953 61.81 0 2407.275691 2 1204.143555 1.720586062 0.002070962 78.82417889EKVNVDIINFGEEEVNTEK 6 5292161 3xTMT6plex [N-Term; K2; K19] 1.586 1.621 4.595033646 30.89 1 2893.576179 3 965.1960449 -0.897603593 -0.000865761 71.89465737SNPENNVGLITLANDCEVLTTLTPDTGR 9 5292161 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.409 0.713 1.155 6.905540943 66.06 0 3243.636451 3 1081.883057 -0.565420371 -0.000611339 88.27760915IIAFVGSPVEDNEKDLVK 14 5292161 3xTMT6plex [N-Term; K14; K18] 1.103 1.128 1.133 5.628235817 22.82 1 2660.547779 3 887.5211182 0.384075864 0.000340617 79.28483825IIAFVGSPVEDNEK 6 5292161 2xTMT6plex [N-Term; K14] 0.804 0.636 0.772 4.01235342 43.02 0 1976.110464 3 659.3752441 0.362070789 0.000238497 72.03163744VAHLALK 6 5292161 2xTMT6plex [N-Term; K7] 1.023 0.994 1.062 2.637070656 37.16 0 1209.808349 3 403.9407654 -0.50124255 -0.000202136 41.78931084ITFCTGIR 4 5292161 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.813 0.765 2.872439623 17.8 0 1196.665895 2 598.8364258 -0.267415911 -0.000160004 50.94236568LHTVQPK 6 5292161 2xTMT6plex [N-Term; K7] 0.978 1.057 1.106 3.496241808 22.66 0 1280.809078 3 427.6081848 0.721156163 0.000307888 26.80088073VSMEEQR 6 5292161 1xTMT6plex [N-Term] 0.559 0.729 0.74 2.59353137 22.49 0 1107.566575 2 554.2863159 -1.100876544 -0.000609647 20.5006567725777615 PSMD7 26S proteasome non-ATPase regulatory subunit 7 5713 NP_002802.2 34.87654321 1 9 9 103 324 37.002 6.77 1.06 1.14 1.12 1.11 Significant 0.000471 VVVHPLVLLSVVDHFNR 22 25777615 1xTMT6plex [N-Term] 1.148 1.25 1.162 5.900281429 44.17 0 2172.285459 4 543.8271484 0.600574844 0.000326155 98.34555139TNDQMVVVYLASLIR 16 25777615 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.167 1.004 1.006 5.228721142 36.94 0 1967.083314 3 656.3660278 0.109942519 7.21E-05 103.6981123VVGVLLGSWQK 24 25777615 2xTMT6plex [N-Term; K11] 1.162 1.15 1.131 4.340693951 58.64 0 1644.024884 2 822.5161133 0.040232055 3.31E-05 88.16041706DLGLPTEAYISVEEVHDDGTPTSK 12 25777615 2xTMT6plex [N-Term; K24] 1.147 1.197 1.041 7.300782204 68.08 0 3031.551197 3 1011.188477 -0.105620021 -0.000106731 72.31528097NDIAINELMK 4 25777615 2xTMT6plex [N-Term; K10] 0.744 1.232 4.239184856 39.27 0 1618.923849 2 809.9644165 -1.416189025 -0.001146351 66.59532692DTTVGTLSQR 6 25777615 1xTMT6plex [N-Term] 0.817 1.193 1.029 3.618599892 38.68 0 1306.71641 2 653.8608398 -1.535644984 -0.001003326 25.111321IVGWYHTGPK 6 25777615 2xTMT6plex [N-Term; K10] 1.019 1.077 1.109 3.10915041 14.99 0 1615.936069 3 539.3168335 -0.075251565 -4.05E-05 51.22292755ITNQVHGLK 4 25777615 2xTMT6plex [N-Term; K9] 1.032 1.167 3.067646027 20.6 0 1467.904769 3 489.9735718 0.949218274 0.000464454 37.66805228PELAVQK 9 25777615 2xTMT6plex [N-Term; K7] 1.082 1.129 1.21 27.63 0 1242.782194 2 621.8942261 -0.819565623 -0.000509271 41.56066636

156631005 PSMD8 26S proteasome non-ATPase regulatory subunit 8 5714 NP_002803.2 35.42857143 1 11 11 100 350 39.587 9.7 1.15 1.08 1.06 1.1 Significant 0.000618
GWVLGPNNYYSFASQQQKPEDTTIPSTELAK 4 156631005 3xTMT6plex [N-Term; K18; K31] 1.109 5.45723772 18.94 0 4157.179835 4 1040.049194 -1.175740873 -0.001221942 81.18205475DILEIGAQWSILR 19 156631005 1xTMT6plex [N-Term] 1.198 1.111 1.328 5.33502388 74.35 0 1743.000236 3 581.6715698 -0.045770128 -2.66E-05 96.21044097HPVSLEQYLMEGSYNK 12 156631005 2xTMT6plex [N-Term; K16] 1.035 1.015 1.017 5.579126835 50.6 0 2353.226238 3 785.0821533 2.408761574 0.001889454 70.07092001VAEFHTELER 12 156631005 1xTMT6plex [N-Term] 1.02 1.19 1.022 4.029121399 34.82 0 1459.774259 2 730.3914185 0.891483087 0.000650682 36.5575794HPVSLEQYLMEGSYNK 2 156631005 2xTMT6plex [N-Term; K16]; 1xOxidation [M10] 1.204 3.793427944 18.67 0 2369.221153 3 785.0821533 2.408761574 0.001889454 70.07092001DIQTNVYIK 12 156631005 2xTMT6plex [N-Term; K9] 1.21 1.021 1.096 4.094880581 53.14 0 1551.914665 2 776.460144 -1.065248045 -0.000826587 50.46777367ILFTEATR 10 156631005 1xTMT6plex [N-Term] 0.915 0.84 0.885 3.335753441 32.88 0 1179.69349 2 590.3505249 0.240413879 0.000141807 50.6647366ILFFNTPK 12 156631005 2xTMT6plex [N-Term; K8] 1.097 1.018 1.026 3.306300163 42.25 0 1437.886993 2 719.4465332 -0.837112899 -0.000601837 80.40422194QVIEYAR 2 156631005 1xTMT6plex [N-Term] 0.797 2.674915552 29.34 0 1107.635975 2 554.3216553 0.053444341 2.96E-05 42.83274325KDIPSFER 5 156631005 2xTMT6plex [N-Term; K1] 1.362 1.396 1.426 2.538605928 9.15 1 1449.846585 3 483.9535522 -0.332208748 -0.000160551 39.0826064KSPNLSK 6 156631005 3xTMT6plex [N-Term; K1; K7] 1.303 1.566 1.067 2.877090931 13.27 1 1460.940375 3 487.6516418 -0.001884328 -9.18E-07 28.72071014KMTDYAK 4 156631005 3xTMT6plex [N-Term; K1; K7] 1.782 1.11 2.065342665 2.29 1 1543.912111 3 515.3087769 -0.216368271 -0.000111351 31.07082706

18543329 PSMD9 26S proteasome non-ATPase regulatory subunit 9 isoform 1 5715 NP_002804.2 26.9058296 1 5 5 39 223 24.667 6.95 1.1 1.09 1.16 1.12 Significant 0.000383
GLLGCNIIPLQR 14 18543329 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.445 1.121 1.15 4.272827625 62.31 0 1582.930048 2 791.9688721 0.264794155 0.000209575 71.65134358ANYDVLESQK 14 18543329 2xTMT6plex [N-Term; K10] 0.927 1.007 1.318 4.237396717 47.76 0 1624.894657 2 812.9503174 -0.799599143 -0.000649632 44.04183641

GIGMNEPLVDCEGYPR 2 18543329 1xTMT6plex [N-Term]; 1xOxidation [M4]; 1xCarbamidomethyl [C11] 0.904 2.573612452 29.51 0 2051.972778 2 1026.488037 -1.939558504 -0.001989961 46.0270673
KLGQSESQGPPR 6 18543329 2xTMT6plex [N-Term; K1] 1.956 0.99 1.019 4.195929527 26.82 1 1741.996103 3 581.336792 -0.160742861 -9.33E-05 30.55840603RKEEIEAQIK 3 18543329 3xTMT6plex [N-Term; K2; K10] 1.076 1.107 4.569527626 6.71 2 1931.189272 4 483.5529175 0.294006332 0.000141945 32.78351781

4506217 PSMD10 26S proteasome non-ATPase regulatory subunit 10 isoform 1 5716 NP_002805.1 36.28318584 1 7 7 29 226 24.412 6.1 0.95 1.04 0.9 0.96 Significant 0.0018
ASTNIQDTEGNTPLHLACDEER 9 4506217 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.809 1.299 0.749 6.473042011 75.52 0 2700.273252 3 900.7628784 0.30737034 0.000276661 42.82187876HEIAVMLLEGGANPDAK 2 4506217 2xTMT6plex [N-Term; K17] 0.734 5.194306374 41.72 0 2223.220759 3 741.7459106 1.088328086 0.000806531 68.83585655

ASTNIQDTEGNTPLHLACDEERVEEAK 6 4506217 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C18] 1.003 1.157 1.391 6.153625965 48.39 1 3485.721861 4 872.1849976 -1.061549307 -0.000925066 51.02236561
LLVSQGASIYIENKEEK 2 4506217 3xTMT6plex [N-Term; K14; K17] 1.215 3.943221807 12.03 1 2608.516479 3 870.1737671 -3.730568906 -0.00324375 68.04534505MIHILLYYK 2 4506217 2xTMT6plex [N-Term; K9] 1.269 2.832432985 13.3 0 1652.000977 3 551.3380737 -0.792589479 -0.000436453 80.43044663ESILADK 6 4506217 2xTMT6plex [N-Term; K7] 0.878 0.952 0.925 2.687310696 35.36 0 1233.745474 2 617.3759766 -0.646547458 -0.000398838 43.10577485LEELKESILADK 2 4506217 3xTMT6plex [N-Term; K5; K12] 0.917 1.196 2.090589285 1 2075.256683 3 692.4234619 -0.409842223 -0.000283509 81.38177602

28872725 PSMD11 26S proteasome non-ATPase regulatory subunit 11 5717 NP_002806.2 57.10900474 1 24 24 248 422 47.434 6.48 1.12 1.13 1.15 1.13 Significant 0.0000605
EASIDILHSIVK 12 28872725 2xTMT6plex [N-Term; K12] 0.938 0.978 1.001 4.789073944 59.72 0 1783.072956 2 892.0394897 -0.702830363 -0.000626599 73.5576751VQIEHISSLIK 10 28872725 2xTMT6plex [N-Term; K11] 1.104 1.061 0.987 4.426104069 59.14 0 1725.067477 2 863.0366211 -0.87604834 -0.000755621 64.99790583TYEAALETIQNMSK 10 28872725 2xTMT6plex [N-Term; K14] 1.081 1.099 0.987 4.373873234 63.81 0 2057.098913 2 1029.051514 -1.53709004 -0.001580973 77.89353138IMLNTPEDVQALVSGK 20 28872725 2xTMT6plex [N-Term; K16] 1.268 1.261 1.197 4.555875301 52.87 0 2173.230261 3 725.081604 -0.001098954 -7.96E-07 86.4535391EQSILELGSLLAK 36 28872725 2xTMT6plex [N-Term; K13] 1.153 1.13 1.126 5.853523731 81.99 0 1859.125386 2 930.0670776 0.803142945 0.000746572 99.88647127ALLVEVQLLESK 16 28872725 2xTMT6plex [N-Term; K12] 1.135 1.306 1.185 3.851469755 34.17 0 1800.124657 3 600.7129517 -0.197513839 -0.000118517 98.67288248DIQENDEEAVQVK 12 28872725 2xTMT6plex [N-Term; K13] 1.113 1.083 1.525 5.368104935 66.29 0 1975.038421 2 988.0250244 2.203166318 0.002175669 39.04298715TGQAAELGGLLK 12 28872725 2xTMT6plex [N-Term; K12] 1.065 1.05 1.097 5.120354176 80.4 0 1615.978327 2 808.492981 0.221422563 0.000178907 63.21308472TAYSYFYEAFEGYDSIDSPK 16 28872725 2xTMT6plex [N-Term; K20] 1.351 1.549 1.322 4.60948658 44.32 0 2811.344164 3 937.7853394 -0.960171874 -0.000899791 91.4275929LYDNLLEQNLIR 16 28872725 1xTMT6plex [N-Term] 1.094 1.036 1.141 5.0617342 57.69 0 1732.979501 2 866.9927368 -0.752188463 -0.000651764 80.1796144LQATLDMQSGIIHAAEEK 8 28872725 2xTMT6plex [N-Term; K18] 1 1.211 1.043 7.266254425 74.06 0 2413.316116 3 805.1085815 -2.040566116 -0.00164151 74.99341555LQATLDMQSGIIHAAEEK 4 28872725 2xTMT6plex [N-Term; K18]; 1xOxidation [M7] 1.125 1.004 5.569303989 68.27 0 2429.311031 3 805.1085815 -2.040566116 -0.00164151 74.99341555

TTANAIYCPPK 12 28872725 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.125 1.301 1.287 3.979146957 46.89 0 1693.934748 2 847.4717407 0.85977061 0.000728198 42.83301806
LQATLDMQSGIIHAAEEKDWK 4 28872725 3xTMT6plex [N-Term; K18; K21] 0.832 1.568 5.283895493 18.88 1 3071.680267 4 768.6737061 -2.36755802 -0.001818095 83.68598919TYHALSNLPK 6 28872725 2xTMT6plex [N-Term; K10] 1.144 1.18 1.183 4.421470165 24.51 0 1601.941548 3 534.6522217 0.351878671 0.000187896 43.11261003RDIQENDEEAVQVK 4 28872725 2xTMT6plex [N-Term; K14] 1.315 1.329 4.522903442 23.11 1 2131.139532 3 711.0501709 -1.676279115 -0.001190795 45.25337968AQSLLSTDR 6 28872725 1xTMT6plex [N-Term] 1.016 1.058 1.202 3.457891464 39.55 0 1219.684381 2 610.345459 -0.606731759 -0.000370011 33.18633165KLSQMILDK 6 28872725 3xTMT6plex [N-Term; K1; K9] 1.122 1.205 0.959 4.32697916 28.7 1 1763.106788 3 588.3740845 0.517182496 0.000303949 61.73987109DDPIISTHLAK 2 28872725 2xTMT6plex [N-Term; K11] 0.824 3.639642239 12.94 0 1667.973242 3 556.6622314 -0.660078972 -0.000366998 48.2769654IMLNTPEDVQALVSGK 6 28872725 2xTMT6plex [N-Term; K16]; 1xOxidation [M2] 1.175 1.161 1.273 3.754478931 19.07 0 2189.225176 3 725.081604 -0.001098954 -7.96E-07 86.4535391YVRPFLNSISK 8 28872725 2xTMT6plex [N-Term; K11] 1.333 1.33 1.494 3.875517607 16.15 0 1782.067811 3 594.6931152 -1.693946132 -0.001006242 59.83781052VVDSLYNK 6 28872725 2xTMT6plex [N-Term; K8] 0.982 1.013 1.117 3.456307888 33.53 0 1395.824787 2 698.4154053 -0.89778684 -0.000626577 49.30887399LSQMILDK 2 28872725 2xTMT6plex [N-Term; K8] 1.102 2.361799717 18.88 0 1405.848893 2 703.4293823 1.845623986 0.001297334 67.0543742

CVAQASK 4 28872725 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 1.118 1.185 1.85596931 18.97 0 1221.702564 2 611.3546143 -0.500919285 -0.000305987 20.91127752
SLADFEK 8 28872725 2xTMT6plex [N-Term; K7] 1.104 1.163 1.205 3.143478155 33.14 0 1267.729824 2 634.3677979 -1.187190556 -0.000752518 46.94618272KLSQMILDKK 2 28872725 4xTMT6plex [N-Term; K1; K9; K10] 1.637 2.40004468 1.05 2 2120.364683 4 530.84729 1.248368392 0.000661749 60.63137236

4506221 PSMD12 26S proteasome non-ATPase regulatory subunit 12 isoform 1 5718 NP_002807.1 45.39473684 1 18 18 213 456 52.871 7.65 1.14 1.16 1.21 1.17 Significant 0.000316
EAASILQELQVETYGSMEK 2 4506221 2xTMT6plex [N-Term; K19]; 1xOxidation [M17] 1.38 4.172853947 48.32 0 2600.352955 3 862.12323 -1.123485426 -0.00096783 107.350303EAASILQELQVETYGSMEK 22 4506221 2xTMT6plex [N-Term; K19] 1.146 1.142 1.084 5.727537632 62.68 0 2584.35804 3 862.12323 -1.123485426 -0.00096783 107.350303GSLESPATDVFGSTEEGEKR 8 4506221 2xTMT6plex [N-Term; K19] 100 1.171 1.193 6.639163971 37.59 1 2554.303696 3 852.1062012 0.138544851 0.000117962 49.68121602WSTLVEDYGMELR 14 4506221 1xTMT6plex [N-Term] 0.978 1.004 1.061 4.739115238 46.68 0 1827.914851 2 914.460144 -1.006548013 -0.000919942 86.86314486EWDLLNENIMLLSK 24 4506221 2xTMT6plex [N-Term; K14] 1.329 1.319 1.257 4.478351116 55.49 0 2176.208797 2 1088.6073 -0.677540972 -0.000737235 101.9939409DPNNLLNDWSQK 6 4506221 2xTMT6plex [N-Term; K12] 1.321 1.14 2.539 4.401490688 51.16 0 1902.012147 2 951.5093994 -0.328311192 -0.000312226 64.25088145KGSLESPATDVFGSTEEGEKR 2 4506221 3xTMT6plex [N-Term; K1; K20] 1.312 5.250566959 22.33 2 2911.561591 4 728.6455078 -0.477396736 -0.000347493 47.85181869LQEVIETLLSLEK 13 4506221 2xTMT6plex [N-Term; K13] 1.104 1.041 1.02 4.885327816 62.8 0 1973.193465 2 987.1011353 0.774824081 0.000764439 113.2729592

AIYDTPCIQAESEK 22 4506221 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 1.244 1.304 1.213 4.157506466 60.2 0 2083.078178 2 1042.042603 -0.119564344 -0.000124531 49.35057696
LAGIINFQRPK 6 4506221 2xTMT6plex [N-Term; K11] 1.861 1.728 4.537055969 35.83 0 1715.073231 3 572.3623047 -0.507347141 -0.000290046 67.44159834TASDMVSTSR 13 4506221 1xTMT6plex [N-Term] 0.999 0.757 0.887 3.638077259 37.34 0 1283.646281 2 642.3265381 -0.37527326 -0.000240859 101.1521166LNSLMSLVNK 8 4506221 2xTMT6plex [N-Term; K10] 1.074 1.087 1.076 3.856157064 42.15 0 1576.94967 2 788.9776001 -1.107438443 -0.000873187 87.93115593WSTLVEDYGMELR 14 4506221 1xTMT6plex [N-Term]; 1xOxidation [M10] 1.019 1.036 1.051 3.106679916 45.19 0 1843.909766 2 914.460144 -1.006548013 -0.000919942 86.86314486LFTTMELMR 6 4506221 1xTMT6plex [N-Term] 1.222 1.182 1.247 3.585132837 37.82 0 1370.737345 2 685.8718262 -0.707091153 -0.000484618 78.87746189VEFILEQMR 18 4506221 1xTMT6plex [N-Term] 0.942 0.981 1.111 3.790110111 40.22 0 1393.771088 2 697.3869019 -3.272272687 -0.0022804 80.3089041FFQEENTEK 12 4506221 2xTMT6plex [N-Term; K9] 1.326 1.278 1.275 4.465765476 57.58 0 1629.852458 2 815.4304199 0.677953237 0.000552482 44.4286026SVVLYVILAPFDNEQSDLVHR 2 4506221 1xTMT6plex [N-Term] 2.997326374 17.35 0 2643.434368 3 881.8184814 2.467807038 0.002174495 111.3228501KLEEIPK 5 4506221 3xTMT6plex [N-Term; K1; K7] 1.093 1.327 1.254 3.410963058 12.84 1 1544.002641 3 515.3391724 0.209151096 0.000107643 44.46244865ILVAVVK 8 4506221 2xTMT6plex [N-Term; K7] 1.263 1.33 1.336 3.351162434 38.01 0 1199.849151 2 600.4276123 -1.003034943 -0.000601745 70.95969389EEMIHNLQ 6 4506221 1xTMT6plex [N-Term] 0.962 0.927 1.067 2.793703794 31.89 0 1242.634988 2 621.8209839 -0.239190563 -0.000148613 35.32919834EEMIHNLQ 2 4506221 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.181 1.885917544 7.58 0 1258.629903 2 621.8209839 -0.239190563 -0.000148613 35.32919834

157502193 PSMD13 26S proteasome non-ATPase regulatory subunit 13 isoform 1 5719 NP_002808.3 64.62765957 1 21 21 252 376 42.918 5.81 1.14 1.15 1.13 1.14 Significant 0.0000256
ITVNEVELLVMK 18 157502193 2xTMT6plex [N-Term; K12] 1.153 1.172 1.203 5.299229622 67.14 0 1846.112378 2 923.5583496 -1.60089997 -0.001477721 100.792412ETIEDVEEMLNNLPGVTSVHSR 18 157502193 1xTMT6plex [N-Term] 1.246 1.371 1.194 7.725684166 75.14 0 2698.355525 3 900.1239014 0.602604641 0.000542014 98.0387023TAWGQQPDLAANEAQLLR 24 157502193 1xTMT6plex [N-Term] 1.281 1.288 1.496 5.334445953 60.98 0 2211.171946 2 1106.088013 -1.445726273 -0.001598375 65.54139869QWLIDTLYAFNSGNVER 22 157502193 1xTMT6plex [N-Term] 0.731 0.749 0.816 5.241176605 53.27 0 2255.165798 3 752.3914795 -2.621666861 -0.001970764 104.0075373QMTDPNVALTFLEK 14 157502193 2xTMT6plex [N-Term; K14] 0.817 0.958 0.902 4.450719833 77.56 0 2065.140384 2 1033.07373 -0.09649344 -9.96E-05 90.57260432YYQTIGNHASYYK 6 157502193 2xTMT6plex [N-Term; K13] 1.539 1.257 1.354 4.108416557 29.78 0 2066.074747 3 689.362854 -0.35726601 -0.000246046 42.31227139DLPVSEQQER 12 157502193 1xTMT6plex [N-Term] 1.119 1.246 1.417 3.352959394 39.83 0 1429.748438 2 715.3771362 -1.008729245 -0.000721115 25.86852064LNIGDLQVTK 24 157502193 2xTMT6plex [N-Term; K10] 1.182 1.143 1.131 4.264467239 52.37 0 1558.956864 2 779.9813232 -0.958285415 -0.000746963 66.57633508IQLLCLMEMTFTRPANHR 6 157502193 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 3.833 2.719 4.261 4.720039368 27.32 0 2460.287526 4 615.8269043 -0.706873681 -0.000434778 105.8110478SMEMLVEHQAHDILT 8 157502193 1xTMT6plex [N-Term] 1.19 1.049 1.059 4.387693882 45.42 0 1982.987699 3 661.6679077 0.741938305 0.000490418 67.53495224SSDEAVILCK 14 157502193 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.275 1.217 1.268 4.232801437 59.14 0 1579.876565 2 790.4406738 -1.57848645 -0.001246907 46.47384223

QLTFEEIAK 4 157502193 2xTMT6plex [N-Term; K9] 1.212 0.795 4.200096607 51.4 0 1536.903766 2 768.9556885 0.217790556 0.000167362 64.26191163LYENFISEFEHR 6 157502193 1xTMT6plex [N-Term] 0.91 0.63 0.859 4.379492283 35.86 0 1812.911815 3 604.9752197 -0.391067181 -0.000236323 79.02685015LEFWCTDVK 18 157502193 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.123 1.172 1.3 3.639879942 46.34 0 1655.886736 2 828.4464111 -0.718650829 -0.000595002 74.33553804
ALSVGLVK 10 157502193 2xTMT6plex [N-Term; K8] 1.07 1.218 1.184 3.807591438 48.52 0 1244.83423 2 622.9205933 -0.256858749 -0.000159873 57.2629295SMEMLVEHQAHDILT 2 157502193 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.843 2.376989603 1.98 0 1998.982614 3 661.6679077 0.741938305 0.000490418 67.53495224
FLGCVDIK 8 157502193 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.167 1.329 3.221186876 42.3 0 1409.822679 2 705.4144897 -0.692340836 -0.000488039 66.76624563
VLDLQQIK 16 157502193 2xTMT6plex [N-Term; K8] 1.028 1.045 0.963 3.444268465 30.8 0 1414.903372 2 707.9553223 -0.002713083 -1.92E-06 64.18462782GSIDEVDKR 8 157502193 2xTMT6plex [N-Term; K8] 1.453 1.303 1.11 3.676144123 28.42 1 1476.842228 3 492.9519043 -0.723387614 -0.00035611 25.13241007TAIGALK 2 157502193 2xTMT6plex [N-Term; K7] 1.175 3.005186081 29.81 0 1131.750166 2 566.3781738 -0.967248588 -0.000547342 42.17515198LEELYTK 6 157502193 2xTMT6plex [N-Term; K7] 0.921 0.922 1.073 3.33663559 23.6 0 1353.802989 2 677.4025269 -3.849843075 -0.002605965 53.97045489FYDLSSK 6 157502193 2xTMT6plex [N-Term; K7] 1.148 1.096 1.078 3.194458485 31.76 0 1317.745474 2 659.3757935 -0.883240322 -0.000581943 49.8241529730410792 PSME2 proteasome activator complex subunit 2 5721 NP_002809.2 58.9958159 1 12 12 155 239 27.384 5.73 0.88 0.88 0.83 0.86 Significant 0.000372 AFYAELYHIISSNLEK 15 30410792 2xTMT6plex [N-Term; K16] 0.945 1.024 0.802 4.843053341 39.23 0 2356.295304 3 786.1022949 -1.261592454 -0.000990895 112.1056915QNLFQEAEEFLYR 22 30410792 1xTMT6plex [N-Term] 0.822 0.796 0.875 5.122602463 56.65 0 1915.975143 3 639.328186 -2.68193173 -0.001712838 101.8495004APLDIPIPDPPPKDDEMETDK 4 30410792 3xTMT6plex [N-Term; K13; K21] 0.719 0.484 2.469693422 18.1 1 3020.610515 3 1007.538879 -2.790971018 -0.002810145 76.63978851IEDGNDFGVAIQEK 16 30410792 2xTMT6plex [N-Term; K14] 0.726 0.666 0.66 4.781606197 79.15 0 1993.064242 2 997.0337524 -2.013716921 -0.002006734 59.45487563IIYLNQLLQEDSLNVADLTSLR 13 30410792 1xTMT6plex [N-Term] 0.7 0.905 0.05 6.846403122 86.55 0 2760.534475 3 920.8487549 -1.00127406 -0.000921351 112.533738APLDIPIPDPPPKDDEMETDKQEK 6 30410792 4xTMT6plex [N-Term; K13; K21; K24] 0.877 0.787 0.962 4.944806099 1.32 2 3634.969581 5 727.7985229 -1.67059002 -0.001214509 71.68048385TKVEAFQTTISK 8 30410792 3xTMT6plex [N-Term; K2; K12] 0.789 0.836 1.006 5.091897488 30.61 1 2040.230803 3 680.7477417 -1.044402595 -0.000710274 52.30107517

CGFLPGNEK 10 30410792 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 0.846 0.795 1.099 3.893645525 27.39 0 1479.803006 2 740.4046631 -0.646395582 -0.000478269 55.9669776ETHVMDYR 10 30410792 1xTMT6plex [N-Term] 0.82 0.811 0.859 3.659072876 37.93 0 1279.630237 2 640.3198853 1.76342958 0.001128269 20.04829965DEAAYGELR 10 30410792 1xTMT6plex [N-Term] 1.022 1.002 0.743 3.110959053 35.33 0 1252.637097 2 626.8220215 -0.263820424 -0.000165236 112.3149491AMVLDLR 18 30410792 1xTMT6plex [N-Term] 0.905 0.914 0.818 2.767840147 30.72 0 1046.622967 2 523.8150635 -0.111718239 -5.85E-05 53.28105309ETHVMDYR 8 30410792 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.931 1.033 2.521578312 27.12 0 1295.625152 2 640.3198853 1.76342958 0.001128269 20.04829965KQVEVFR 15 30410792 2xTMT6plex [N-Term; K1] 1.055 1.099 1.002 3.336126328 12.02 1 1363.846191 3 455.2866516 -0.579021315 -0.000263232 34.57064379
4506243 PTBP1 polypyrimidine tract-binding protein 1 isoform a 5725 NP_002810.1 54.93716338 1 17 20 346 557 59.596 9.16 1.32 1.23 1.28 1.28 Significant 0.000416

LPIDVTEGEVISLGLPFGK 18 4506243 2xTMT6plex [N-Term; K19] 1.186 0.641 1.157 6.334558964 66.99 0 2442.425984 2 1221.716309 -0.263415352 -0.000321686 111.5153363NFQNIFPPSATLHLSNIPPSVSEEDLK 24 4506243 2xTMT6plex [N-Term; K27] 1.432 1.248 1.197 6.297156334 36.43 0 3452.846591 3 1151.61853 -1.608270029 -0.001851037 89.31271412IIVENLFYPVTLDVLHQIFSK 6 4506243 2xTMT6plex [N-Term; K21] 1.069 1.035 1.098 5.326572418 62.94 0 2946.710873 3 982.9077148 -0.774266241 -0.000760513 113.2192137NNQFQALLQYADPVSAQHAK 12 4506243 2xTMT6plex [N-Term; K20] 1.541 1.515 1.508 7.349882603 53.77 0 2701.446219 4 676.1160278 -1.457486678 -0.00098433 78.84738263MALIQMGSVEEAVQALIDLHNHDLGENHHLR 4 4506243 1xTMT6plex [N-Term] 1.393 1.093 7.430891037 30.41 0 3719.894747 6 623.4885254 1.366947156 0.000851127 107.2242919MALIQMGSVEEAVQALIDLHNHDLGENHHLR 16 4506243 1xTMT6plex [N-Term]; 1xOxidation [M] 1.137 1.227 1.338 7.701270103 44.86 0 3735.889662 6 623.4885254 1.366947156 0.000851127 107.2242919MALIQMGSVEEAVQALIDLHNHDLGENHHLR 4 4506243 1xTMT6plex [N-Term]; 2xOxidation [M1; M6] 0.517 8.099434853 20.85 0 3751.884577 6 623.4885254 1.366947156 0.000851127 107.2242919GKNQAFIEMNTEEAANTMVNYYTSVTPVLR 9 4506243 2xTMT6plex [N-Term; K2] 2.634 100 2.476 7.021581173 48.42 1 3849.955565 4 963.2429199 -1.484578823 -0.001428891 93.53766531KLPIDVTEGEVISLGLPFGK 30 4506243 3xTMT6plex [N-Term; K1; K20] 1.372 1.387 1.327 6.391981125 51.93 1 2799.683879 3 933.8987427 -0.787275547 -0.000734708 104.8842055
LSLDGQNIYNACCTLR 13 4506243 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C13] 2.477 2.35 2.41 5.199495792 62.77 0 2127.052425 2 1064.029663 -0.176369948 -0.000187574 60.25842881

IAIPGLAGAGNSVLLVSNLNPER 32 4506243 1xTMT6plex [N-Term] 1.403 1.394 1.318 7.50065136 89.01 0 2504.439787 3 835.4840088 -0.924060073 -0.000771418 99.37967738
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AQAALQAVNSVQSGNLALAASAAAVDAGMAMAGQSPVLR 25 4506243 1xTMT6plex [N-Term] 0.893 1.42 0.458 9.276429176 73.91 0 3910.047619 4 978.2687378 1.40719306 0.001375548 112.3385147
AQAALQAVNSVQSGNLALAASAAAVDAGMAMAGQSPVLR 14 4506243 1xTMT6plex [N-Term]; 1xOxidation [M] 1.669 0.926 6.401773453 58.01 0 3926.042534 4 978.2687378 1.40719306 0.001375548 112.3385147

NQAFIEMNTEEAANTMVNYYTSVTPVLR 11 4506243 1xTMT6plex [N-Term]; 1xOxidation [M] 2.716 0.557 0.981 5.707908154 60.88 0 3451.671122 3 1151.227783 -0.673691248 -0.00077512 95.36768344NQAFIEMNTEEAANTMVNYYTSVTPVLR 14 4506243 1xTMT6plex [N-Term] 0.962 1.089 6.040463448 59.75 0 3435.676207 3 1151.227783 -0.673691248 -0.00077512 95.36768344
AQAALQAVNSVQSGNLALAASAAAVDAGMAMAGQSPVLR 2 4506243 1xTMT6plex [N-Term]; 2xOxidation [M29; M31] 0.788 4.071363449 6.15 0 3942.037449 4 978.2687378 1.40719306 0.001375548 112.3385147VTPQSLFILFGVYGDVQR 4 4506243 1xTMT6plex [N-Term] 1.764 1.178 5.450056553 43.25 0 2268.25897 3 756.7565308 -1.732877461 -0.001310205 112.6841346EGQEDQGLTK 13 4506243 2xTMT6plex [N-Term; K10] 1.243 1.278 1.121 4.136161327 55.69 0 1562.842622 2 781.9251099 0.205571923 0.000160638 39.81103852HQNVQLPR 12 4506243 1xTMT6plex [N-Term] 1.193 1.2 1.092 4.349168301 36.4 0 1220.70612 3 407.5732727 -0.700475529 -0.000285025 21.05200264VTNILMLK 40 4506243 2xTMT6plex [N-Term; K8] 1.182 1.272 1.248 3.708781719 49.85 0 1389.890364 2 695.4485474 -0.392961525 -0.000273087 80.30136092DYGNSPLHR 12 4506243 1xTMT6plex [N-Term] 1.243 1.375 1.314 3.763549328 40.5 0 1287.664315 3 429.8934937 1.252699957 0.000537686 19.50862368VTNILMLK 32 4506243 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 1.314 1.279 2.023 2.535340786 25.21 0 1405.885279 2 695.4485474 -0.392961525 -0.000273087 80.30136092ELKTDSSPNQAR 3 4506243 2xTMT6plex [N-Term; K3] 100 1.245 2.757331371 3.9 1 1803.996497 3 602.0029907 -1.15171068 -0.000692561 22.27194923TDSSPNQAR 10 4506243 1xTMT6plex [N-Term] 1.44 1.544 1.872 2.948861599 25.56 0 1204.611945 2 602.8093262 -0.472331569 -0.000284488 13.9496099LTSLNVK 14 4506243 2xTMT6plex [N-Term; K7] 1.329 1.273 1.365 3.246666908 40.35 0 1232.797844 2 616.90271 0.242677156 0.000149586 60.38073309SAGVPSR 8 4506243 1xTMT6plex [N-Term] 1.388 1.579 1.472 2.224700451 27.7 0 902.5256961 2 451.7665405 0.120057177 5.42E-05 16.33525554334724463 TWF1 twinfilin-1 isoform 2 5756 NP_002813.3 37.71428571 1 10 12 88 350 40.258 6.96 0.99 0.89 0.94 0.94 Significant 0.000942 HQTLQGVAFPISR 6 334724463 1xTMT6plex [N-Term] 1.265 0.949 0.936 5.459775448 29.5 0 1682.953955 3 561.6556396 -0.944092786 -0.000529622 49.79226002YLLSQSSPAPLTAAEEELR 12 334724463 1xTMT6plex [N-Term] 1.058 1.178 1.137 5.685182095 59.56 0 2304.228457 3 768.7468262 -1.098842594 -0.000843995 77.4557989INEVQTDVGVDTK 12 334724463 2xTMT6plex [N-Term; K13] 0.972 0.96 0.92 4.660449982 51.18 0 1876.042778 2 938.5241089 -0.979128293 -0.000918443 48.80479535EFGGGHIKDEVFGTVK 10 334724463 3xTMT6plex [N-Term; K8; K16] 1.109 0.972 0.936 6.835750103 16.1 1 2407.358857 3 803.1234131 -1.31703347 -0.001056857 59.34040816KIEIDNGDELTADFLYEEVHPK 2 334724463 3xTMT6plex [N-Term; K1; K22] 0.987 3.885071039 6.6 1 3262.745035 4 816.4445801 3.511013695 0.002863886 86.84678663EDVSLHGYK 6 334724463 2xTMT6plex [N-Term; K9] 0.891 0.862 0.855 4.062699318 30.6 0 1505.836414 3 502.6166992 -0.577708004 -0.000289978 42.99369844EAFQALEK 14 334724463 2xTMT6plex [N-Term; K8] 1.082 0.377 0.966 3.618115664 43.23 0 1393.809137 2 697.4072876 -1.319007487 -0.000919222 50.81655823GPAETEATTD 6 334724463 1xTMT6plex [N-Term] 1.043 0.913 1.058 2.737739086 32.57 0 1220.584392 2 610.7957153 -0.195362106 -0.000119228 17.78762271YHFFLYK 6 334724463 2xTMT6plex [N-Term; K7] 1.432 1.457 1.312 3.509702206 31.32 0 1475.845129 3 492.6203918 1.012035125 0.000497869 62.99060823EDVSLHGYKK 2 334724463 3xTMT6plex [N-Term; K9; K10] 1.733 2.256103039 1.45 1 1863.094309 4 466.5285034 -1.14084838 -0.000531377 31.91631823LLEIVER 6 334724463 1xTMT6plex [N-Term] 0.822 1.189 1.028 2.779413223 34.99 0 1100.687676 2 550.8480225 0.992435819 0.000546181 59.23046499MLYSSCK 6 334724463 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.75 0.994 1.171 2.560485601 22.61 0 1346.72125 2 673.8633423 -1.368085405 -0.000921215 38.6730009846276863 PTMS parathymosin 5763 NP_002815.3 22.54901961 1 3 3 56 102 11.523 4.16 1.16 1.25 1.19 1.2 Significant 0.000486 AAEEEDEADPKR 16 46276863 2xTMT6plex [N-Term; K11] 1.325 1.437 1.415 4.21842289 41.99 1 1817.928142 3 606.647583 0.029458501 1.79E-05 18.84191913SVEAAAELSAK 28 46276863 2xTMT6plex [N-Term; K11] 1.199 1.269 1.229 4.819912434 82.6 0 1533.888844 2 767.4478149 -0.319786658 -0.000245259 46.55671009AAEEEDEADPK 12 46276863 2xTMT6plex [N-Term; K11] 0.915 0.966 0.847 3.63245368 50.06 0 1661.827031 2 831.4169922 -0.194668274 -0.000161753 22.67908354

4506289 PTPN1 tyrosine-protein phosphatase non-receptor type 1 isoform 1 5770 NP_002818.1 65.28735632 1 24 24 242 435 49.935 6.27 1.89 1.94 1.79 1.87 Significant 0.000554
SGSWAAIYQDIR 18 4506289 1xTMT6plex [N-Term] 1.164 1.397 1.765 5.007788658 47.14 0 1595.837922 3 532.6174927 0.001884492 1.00E-06 64.63513268QLELENLTTQETR 19 4506289 1xTMT6plex [N-Term] 1.714 1.88 1.05 4.707797527 55.55 0 1803.964973 2 902.4841919 -2.142725051 -0.0019327 51.83153175MGLIQTADQLR 6 4506289 1xTMT6plex [N-Term] 1.979 2.004 2.137 4.393203735 76.87 0 1474.824914 2 737.9151611 -1.267034722 -0.000934327 59.69615947FIMGDSSVQDQWK 13 4506289 2xTMT6plex [N-Term; K13] 1.791 1.737 4.057846069 55.13 0 1999.035919 2 1000.020203 -1.395631032 -0.001394958 69.35742575

SGTFCLADTCLLLMDK 12 4506289 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C5; C10] 2.898 2.975 2.515 4.973900795 50.55 0 2303.184968 2 1152.097656 1.332090146 0.001534025 94.55306811
ESGSLSPEHGPVVVHCSAGIGR 12 4506289 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 2.083 2.533 1.707 9.017745018 61.03 0 2461.245521 4 616.0665283 -0.502976537 -0.000309487 34.39093615

SGTFCLADTCLLLMDKR 6 4506289 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C5; C10] 100 100 2.9 6.10663271 31.65 1 2459.286079 3 820.4324951 -1.279512971 -0.001048896 84.33293917
SYILTQGPLPNTCGHFWEMVWEQK 2 4506289 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C13] 1.918 4.996720791 15.9 0 3379.700795 4 845.6777954 -3.385974105 -0.002860895 98.46737061

FSYLAVIEGAK 26 4506289 2xTMT6plex [N-Term; K11] 2.267 2.363 2.235 5.38977766 63.97 0 1655.977265 2 828.4900513 -2.680568768 -0.00221948 88.0243589GSPLNAAPYGIESMSQDTEVR 11 4506289 1xTMT6plex [N-Term]; 1xOxidation [M14] 1.348 1.721 1.932 5.979127407 60.95 0 2467.197234 3 823.0707397 0.175181893 0.000144069 50.64253193GSPLNAAPYGIESMSQDTEVR 8 4506289 1xTMT6plex [N-Term] 1.966 1.824 1.358 6.375659943 59.61 0 2451.202319 3 823.0707397 0.175181893 0.000144069 50.64253193ELSHEDLEPPPEHIPPPPRPPK 4 4506289 2xTMT6plex [N-Term; K22] 1.251 1.242 6.543133736 5.37 0 2966.614012 5 594.1286621 0.064645038 3.84E-05 49.34047943GAQAASPAK 12 4506289 2xTMT6plex [N-Term; K9] 1.875 1.778 1.995 3.666745663 50.22 0 1258.751957 2 629.8790283 -0.934679282 -0.000588265 19.55810927DVSPFDHSR 14 4506289 1xTMT6plex [N-Term] 1.825 1.703 1.769 4.12092495 38.54 0 1288.64833 3 430.221283 0.74916246 0.000321802 23.30899249EETQEDKDCPIKEEK 9 4506289 4xTMT6plex [N-Term; K7; K12; K15]; 1xCarbamidomethyl [C9] 1.7 1.753 1.627 4.360998631 3.87 2 2794.495041 3 932.1704102 0.585454161 0.00054535 32.24107691
HEASDFPCR 16 4506289 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.747 1.841 2.051 4.418087482 47.87 0 1347.6313 3 449.8822327 0.62664621 0.000281496 17.87712133EMIFEDTNLK 22 4506289 2xTMT6plex [N-Term; K10] 2.06 1.985 1.924 3.862971544 46.95 0 1697.918429 2 849.4612427 -1.896786313 -0.001610294 63.20348382EFFPNHQWVK 6 4506289 2xTMT6plex [N-Term; K10] 1.911 1.951 1.798 3.74737215 23.44 0 1789.978996 3 597.3300781 -1.852030112 -0.001105032 57.77453024KDPSSVDIK 4 4506289 3xTMT6plex [N-Term; K1; K9] 2.444 1.972 3.088399172 18.28 1 1676.019747 3 559.3447266 -0.072190379 -4.03E-05 48.99548246IKLHQEDNDYINASLIK 2 4506289 3xTMT6plex [N-Term; K2; K17] 1.249 1.792 2.950608492 1 2701.549176 4 676.1422119 -0.799017012 -0.000539646 59.74921403GVVMLNR 2 4506289 1xTMT6plex [N-Term] 1.654 2.128707886 25.43 0 1017.607652 2 509.3072815 -0.358882638 -0.000182601 48.73247238LTLISEDIK 4 4506289 2xTMT6plex [N-Term; K9] 0.976 0.587 2.327323914 12.8 0 1489.924167 2 745.4674683 2.344551163 0.001746602 114.272838DPSSVDIK 2 4506289 2xTMT6plex [N-Term; K8] 1.421 2.652142048 22.64 0 1318.761852 2 659.8862915 2.619061058 0.001726959 35.90045243EMIFEDTNLK 2 4506289 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.241 1.538329959 20.36 0 1713.913344 2 849.4612427 -1.896786313 -0.001610294 63.20348382EFEQIDK 6 4506289 2xTMT6plex [N-Term; K7] 1.489 1.857 1.819 2.938830376 30.09 0 1366.761852 2 683.8848267 0.383556442 0.000262115 42.51862663KVLLEMR 4 4506289 2xTMT6plex [N-Term; K1] 3.379 3.174 2.950888395 11.89 1 1346.859399 3 449.625 0.778269804 0.000349407 48.39587395

333108231 PTPN2 tyrosine-protein phosphatase non-receptor type 2 isoform 1 5771 NP_002819.2 16.62650602 1 8 8 29 415 48.442 8.29 1.21 1.05 0.97 1.08 Significant 0.00427
FSYMAIIEGAK 2 333108231 2xTMT6plex [N-Term; K11] 1.708 2.497249603 2.57 0 1687.949336 2 844.4782104 -0.113333711 -9.57E-05 90.48235288WQPLYLEIR 6 333108231 1xTMT6plex [N-Term] 1.028 1.03 1.083 3.463836432 25.57 0 1446.830652 2 723.9190674 0.142701998 0.000103233 76.27772209EFEELDTQR 6 333108231 1xTMT6plex [N-Term] 1.272 1.273 1.095 2.802711964 33.04 0 1395.69534 2 698.3501587 -1.647298749 -0.001149564 34.88710057WLYWQPILTK 2 333108231 2xTMT6plex [N-Term; K10] 1.462 3.053605795 30.73 0 1806.071834 2 903.5366211 -3.2492686 -0.002934206 98.2825665DVSPYDHSR 2 333108231 1xTMT6plex [N-Term] 1.18 2.603244066 13.42 0 1304.643245 3 435.5525208 -0.180749903 -7.86E-05 23.06731488IGLEEEK 6 333108231 2xTMT6plex [N-Term; K7] 0.988 1.391 0.877 2.677809477 14.31 0 1275.756039 2 638.3815308 -0.199047902 -0.000126968 41.34525215LLSEDVK 4 333108231 2xTMT6plex [N-Term; K7] 1.315 1.24 2.88256979 28.61 0 1261.776774 2 631.3913574 -1.058884802 -0.000668038 49.43534453GDSSIQK 1 333108231 2xTMT6plex [N-Term; K7] 0.45 13.44 0 1192.693773 2 596.8497314 -1.330349341 -0.00079335 22.33270117

33356177 PTPN11 tyrosine-protein phosphatase non-receptor type 11 isoform 1 5781 NP_002825.3 34.40134907 1 19 19 82 593 67.968 7.3 1 0.99 0.99 0.99 Significant 0.0000113
WFHPNITGVEAENLLLTR 8 33356177 1xTMT6plex [N-Term] 0.87 0.928 0.869 5.520253181 81.56 0 2339.270931 3 780.4282227 -0.349066557 -0.000272187 85.84133533ESQSHPGDFVLSVR 6 33356177 1xTMT6plex [N-Term] 0.951 1.033 0.847 4.711113453 32.63 0 1786.928528 3 596.3147583 0.668237328 0.000398031 40.57100428SNPGDFTLSVR 5 33356177 1xTMT6plex [N-Term] 0.865 0.876 1.054 4.740262985 42.07 0 1421.758609 2 711.381958 -1.385238227 -0.000984737 48.5007378FDSLTDLVEHYK 6 33356177 2xTMT6plex [N-Term; K12] 1.098 1.155 1.047 4.494445324 35.51 0 1925.04205 3 642.3525391 0.526807973 0.000338043 82.97190599IQNTGDYYDLYGGEK 10 33356177 2xTMT6plex [N-Term; K15] 0.893 0.858 1.173 3.568933487 51.71 0 2194.106835 2 1097.555176 -1.713589074 -0.001879899 56.27759659ESAAHDYTLR 4 33356177 1xTMT6plex [N-Term] 1.023 1.928 4.32788372 36.06 0 1391.711659 3 464.5752258 -0.384023344 -0.00017815 20.29482143VYENVGLMQQQK 4 33356177 2xTMT6plex [N-Term; K12] 0.802 1.197 2.68628931 12.64 0 1895.046089 3 632.3546753 1.785317479 0.001127753 62.79128195YPLNCADPTSER 4 33356177 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.105 1.02 3.107316971 30.2 0 1651.794737 2 826.4005127 -0.598021869 -0.000493905 48.2556919

GVDCDIDVPK 6 33356177 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.197 1.131 1.097 3.294456959 33.75 0 1575.845265 2 788.4252319 -1.318329191 -0.001038741 46.52787966NILPFDHTR 6 33356177 1xTMT6plex [N-Term] 0.911 0.976 0.89 2.902145624 36.37 0 1341.74765 3 447.9206848 -0.111165941 -4.97E-05 42.68183025KSYIATQGCLQNTVNDFWR 2 33356177 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C9] 0.889 2.836670876 12.37 1 2759.43394 3 920.4815063 -1.440167483 -0.001324682 72.14594843INAAEIESR 2 33356177 1xTMT6plex [N-Term] 0.993 3.582327843 43.21 0 1231.684381 2 616.3449707 -1.393688006 -0.000858292 36.15653977EKGVDCDIDVPK 2 33356177 3xTMT6plex [N-Term; K2; K12]; 1xCarbamidomethyl [C6] 1.165 1.329 2.750736713 1 2062.145753 3 688.0531006 -0.4869647 -0.000334731 43.53240097MVFQENSR 4 33356177 1xTMT6plex [N-Term] 1.133 1.04 3.356990576 23.73 0 1239.635323 2 620.319397 -3.069793687 -0.001902712 31.99090271VIVMTTK 6 33356177 2xTMT6plex [N-Term; K7] 0.88 0.89 0.936 2.825254202 34.23 0 1249.795401 2 625.401123 -0.345533557 -0.000215923 51.20019347VGQGNTER 2 33356177 1xTMT6plex [N-Term] 1.035 2.302347422 19.68 0 1089.585002 2 545.2960205 -0.217839246 -0.000118677 15.28841681YWPDEYALK 2 33356177 2xTMT6plex [N-Term; K9] 0.774 2.878084421 11.72 0 1642.888116 2 821.9476929 -0.003912508 -3.21E-06 66.00949285RIEEEQK 2 33356177 2xTMT6plex [N-Term; K7] 1.155 3.084002733 13.91 1 1389.8102 3 463.9415283 -0.120814384 -5.60E-05 18.92361431TGDDKGESNDGK 1 33356177 3xTMT6plex [N-Term; K5; K12] 0.96 2.406847715 1 1910.00701 3 637.340271 -0.392957573 -0.000250184 17.72734483
196114951 PTPN12 tyrosine-protein phosphatase non-receptor type 12 isoform 1 5782 NP_002826.3 27.17948718 1 17 17 83 780 88.051 5.62 1.04 1.03 1 1.03 Significant 0.000138

IPEEFNVFNLIQEMR 6 196114951 1xTMT6plex [N-Term]; 1xOxidation [M14] 0.988 0.983 4.088876247 34.76 0 2124.099692 3 708.704834 0.12072556 8.55E-05 102.9781352SEWSELQSQER 6 196114951 1xTMT6plex [N-Term] 0.793 1.229 1.161 4.703821182 44.32 0 1607.78628 2 804.3959351 -1.048990673 -0.000843276 37.18743183KSEGLITSENEK 2 196114951 3xTMT6plex [N-Term; K1; K12] 1.138 4.604147434 22.22 1 2022.168596 3 674.7277832 0.098938029 6.67E-05 33.76206894STELPGKNESTIEQIDK 6 196114951 3xTMT6plex [N-Term; K7; K17] 1.033 1.355 1.059 4.654849529 22.91 1 2576.438623 3 859.4833984 -1.156933246 -0.000993589 50.76666042QLQLYEIHGAQK 6 196114951 2xTMT6plex [N-Term; K12] 1.047 1.051 1.024 4.581954002 36.16 0 1886.090003 3 629.3673096 -1.393167377 -0.00087588 58.71432677EQISENPTEATDIGFGNR 4 196114951 1xTMT6plex [N-Term] 0.693 0.795 3.855241537 45.4 0 2207.07777 2 1104.040527 -1.808822758 -0.001996106 50.26854296TGAICAIDYTWNLLK 4 196114951 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 1.088 1.249 4.743391991 37.64 0 2197.209132 3 733.074646 0.11496324 8.42E-05 104.8748481
AYVATQGPLANTVIDFWR 4 196114951 1xTMT6plex [N-Term] 1.099 1.021 4.98454237 40.65 0 2251.207268 3 751.0734253 -0.686658717 -0.00051527 94.04501203YWPLYGEDPITFAPFK 9 196114951 2xTMT6plex [N-Term; K16] 1.125 1.193 0.749 3.683705568 34.19 0 2402.283677 2 1201.646362 0.737235736 0.000885525 107.9706866KVPLQEGPK 6 196114951 3xTMT6plex [N-Term; K1; K9] 1.07 1.022 0.992 4.396065712 28.69 1 1683.077203 3 561.6966553 -1.063652745 -0.000596737 40.49006457

SCLVEGDAK 6 196114951 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.776 0.821 0.889 3.244445086 45.78 0 1436.781936 2 718.8931274 -2.058765574 -0.001478999 30.91206688
ISCEDEQAR 4 196114951 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.21 0.885 3.563162565 32.58 0 1336.636445 2 668.8220215 0.24030375 0.000160599 17.88402822NESTIEQIDK 4 196114951 2xTMT6plex [N-Term; K10] 0.68 0.8 3.405745268 41.95 0 1634.900137 2 817.9538574 0.18444781 0.000150777 38.66734818IYPTATGEKEENVK 4 196114951 3xTMT6plex [N-Term; K9; K14] 0.959 0.99 3.371346951 13.4 1 2266.289774 3 756.1009521 -0.648979095 -0.000490258 43.06122316EQYELVHR 6 196114951 1xTMT6plex [N-Term] 0.959 1.072 0.995 3.410382271 29.61 0 1302.700366 3 434.9049988 0.059328985 2.58E-05 32.34253868VSVTPPEESQNSDTPPRPDR 3 196114951 1xTMT6plex [N-Term] 0.958 0.824 3.359060049 5.29 0 2437.215661 3 813.0766602 -0.09576553 -7.78E-05 32.52504188
SASPCIADK 2 196114951 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.129 2.600157976 13.81 0 1406.771372 2 703.8893433 0.027227905 1.92E-05 30.73335128IPEEFNVFNLIQEMR 1 196114951 1xTMT6plex [N-Term] 1.68 1.966985345 0 2108.104777 3 708.704834 0.12072556 8.55E-05 102.9781352

4506303 PTPRA receptor-type tyrosine-protein phosphatase alpha isoform 1 precursor 5786 NP_002827.1 4.114713217 1 3 3 13 802 90.662 6.65 0.69 0.72 0.64 0.68 Significant 0.00116
KEEECESYTVR 5 4506303 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 0.818 1.241 1.249 3.708513021 24.66 1 1887.952249 3 629.989563 0.999445216 0.000628968 22.60357728

AEGILDVFQTVK 6 4506303 2xTMT6plex [N-Term; K12] 0.639 0.699 0.581 3.54638052 35.05 0 1778.046407 3 593.3532715 -0.64440212 -0.000381926 90.3482115KVDVYGFVSR 2 4506303 2xTMT6plex [N-Term; K1] 0.638 2.276062489 7.98 1 1627.957198 3 543.324585 1.230666761 0.000667824 53.49028461
109633041 PTPRF receptor-type tyrosine-protein phosphatase F isoform 1 precursor 5792 NP_002831.2 4.195070792 1 4 4 7 1907 212.744 6.3 1.29 0.97 1.66 1.31 Significant 0.0225

VLAFTAVGDGPPSPTIQVK 2 109633041 2xTMT6plex [N-Term; K19] 0.976 4.908423901 39.3 0 2355.368803 3 785.7941895 -0.334707934 -0.000262787 83.97318541LSVLEEEQLPPGFPSIDMGPQLK 2 109633041 2xTMT6plex [N-Term; K23] 0.947 3.065044165 20.06 0 2982.626216 3 994.8771973 -3.077104692 -0.003059284 101.3699711AHTDVGPGPESSPVLVR 2 109633041 1xTMT6plex [N-Term] 1.29 3.168528557 12.75 0 1947.049705 3 649.6879272 -0.244858525 -0.000158917 37.29622524VTFDPTSSYTLEDLKPDTLYR 1 109633041 2xTMT6plex [N-Term; K15] 1.662 3.587794542 0 2919.539176 3 973.8510132 -0.23606781 -0.000229736 80.3441427242560237 NECTIN1 nectin-1 isoform 1 precursor 5818 NP_002846.3 15.66731141 1 5 5 28 517 57.122 6.1 1.2 0.99 1.17 1.12 Significant 0.00341 TLGYQYDPEQLDLAENMVSQNDGSFISK 6 42560237 2xTMT6plex [N-Term; K28] 1.484 2.077 1.552 4.02200079 36.53 0 3620.783064 3 1207.596313 -2.396277313 -0.002892133 87.27131856GPINYSLAGTYICEATNPIGTR 6 42560237 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.179 0.959 100 6.866553783 60.39 0 2597.323103 3 866.4454956 -0.450211062 -0.000389781 82.29287827RPYFTVDEAEAR 6 42560237 1xTMT6plex [N-Term] 0.943 0.931 0.821 6.189586163 60.58 0 1682.86995 3 561.6274414 -1.294901754 -0.000726384 36.10785864LKGEAEYQEIR 4 42560237 2xTMT6plex [N-Term; K2] 1.212 1.282 5.031980515 18.08 1 1794.016169 3 598.6768799 -0.046299227 -2.77E-05 34.89725196ITQVTWQK 6 42560237 2xTMT6plex [N-Term; K8] 1.558 1.008 1.248 3.617583275 48.03 0 1461.882971 2 731.446167 1.427408635 0.001043352 53.50109589
4506341 ABCD3 ATP-binding cassette sub-family D member 3 isoform a 5825 NP_002849.1 25.64491654 1 15 15 96 659 75.428 9.36 0.97 1.02 0.98 0.99 Significant 0.000238

EGGWDSVQDWMDVLSGGEK 10 4506341 2xTMT6plex [N-Term; K19] 0.908 0.725 0.921 4.608219624 42.3 0 2553.233174 3 851.7487183 -0.615899425 -0.000524178 103.7565322STHSELLEDYYQSGR 6 4506341 1xTMT6plex [N-Term] 1.214 0.931 0.825 5.08224535 28.56 0 2013.971514 3 671.9954224 0.09901324 6.65E-05 38.5274973VLGELWPLFGGR 6 4506341 1xTMT6plex [N-Term] 1.107 1.248 0.9 3.910179377 33.95 0 1572.909965 2 786.9587402 0.152118529 0.000119634 105.2915809LFYVPQRPYMTLGTLR 8 4506341 1xTMT6plex [N-Term] 1.094 1.036 1.023 4.546304703 7.51 0 2184.220082 3 728.7446899 -0.258790671 -0.000188419 80.43618929EYLDNVQLGHILER 6 4506341 1xTMT6plex [N-Term] 0.992 1.098 1.119 3.499390125 30.43 0 1928.043892 3 643.3522949 -0.809159159 -0.000520031 64.95209013HHEYYLHMDGR 4 4506341 1xTMT6plex [N-Term] 1.191 1.256 4.578512192 26.2 0 1686.800825 4 422.4555664 -0.230634817 -9.73E-05 20.7503209ITELMQVLK 16 4506341 2xTMT6plex [N-Term; K9] 0.923 0.934 0.95 3.574774265 50.28 0 1532.948607 2 766.9781494 0.270627549 0.000207429 95.94919074SGKPPLQNNEK 4 4506341 3xTMT6plex [N-Term; K3; K11] 0.895 0.881 0.506 3.334950924 6.22 0 1899.126672 3 633.7133179 -0.669600789 -0.000423886 42.96875814EGGWDSVQDWMDVLSGGEK 2 4506341 2xTMT6plex [N-Term; K19]; 1xOxidation [M11] 2.839638233 11.14 0 2569.228089 3 851.7487183 -0.615899425 -0.000524178 103.7565322TMVSQQEK 4 4506341 2xTMT6plex [N-Term; K8] 0.984 1.33 2.448899984 23.09 0 1408.787021 2 704.8969116 -0.336976282 -0.000237364 24.44918906GISDLVLK 10 4506341 2xTMT6plex [N-Term; K8] 0.976 0.939 1.093 2.727695704 28.28 0 1302.839709 2 651.9234009 -0.141055102 -9.19E-05 63.49421647DQVIYPDGR 6 4506341 1xTMT6plex [N-Term] 0.824 1.103 0.929 3.638982296 45.51 0 1291.684381 2 646.3456421 -0.289397563 -0.000186905 29.55379544FSMGFIDSIIAK 2 4506341 2xTMT6plex [N-Term; K12] 0.271 2.286037207 27.49 0 1787.017749 3 596.3431396 -1.613724703 -0.000961252 105.9145614DLNFEVR 6 4506341 1xTMT6plex [N-Term] 1.104 1.114 1.017 3.041660786 30.89 0 1121.615239 2 561.3109131 -0.614932912 -0.000344859 54.40830043QITEDTVEFGS 2 4506341 1xTMT6plex [N-Term] 1.258 2.654206991 23.07 0 1454.72122 2 727.8638916 -0.49057982 -0.000356828 50.22828287MTITEQK 4 4506341 2xTMT6plex [N-Term; K7] 1.159 1.102 2.724746704 7.91 0 1308.759744 2 654.8829956 -0.786576044 -0.00051472 35.47181059
21361368 ALDH18A1 delta-1-pyrroline-5-carboxylate synthase isoform 1 5832 NP_002851.2 42.51572327 1 30 30 232 795 87.248 7.12 1.2 1.19 1.15 1.18 Significant 0.000168

VGTFFSEVKPAGPTVEQQGEMAR 6 21361368 2xTMT6plex [N-Term; K9] 1.025 0.865 0.987 6.223253727 34.34 0 2923.538798 3 975.1819458 -2.570260966 -0.002504753 66.67121979QIAASSQDSVGR 6 21361368 1xTMT6plex [N-Term] 1.393 1.085 1.203 4.573143005 53.05 0 1447.770236 2 724.3883667 -0.538311635 -0.000389676 20.4907358VSGHVITDIVEGK 8 21361368 2xTMT6plex [N-Term; K13] 1.384 1.298 1.276 4.803253651 65.72 0 1812.06312 2 906.5337524 -1.595627192 -0.001445689 58.58022234AEIIHHLADLLTDQR 8 21361368 1xTMT6plex [N-Term] 0.863 0.778 0.76 4.441227436 40.21 0 1974.09699 3 658.703125 -1.098243911 -0.00072268 83.10037979LASIVEQVSVLQNQGR 8 21361368 1xTMT6plex [N-Term] 0.793 1.16 1.151 4.804572582 62.35 0 1970.123205 3 657.3798828 0.959674753 0.000630226 87.42397105MNIVPIVNTNDAVVPPAEPNSDLQGVNVISVK 10 21361368 2xTMT6plex [N-Term; K32] 1.046 1.258 1.406 5.366559029 35.21 0 3802.08248 4 951.2735596 -2.649082128 -0.002518007 95.30819846AEIIHHLADLLTDQRDEILLANKK 5 21361368 3xTMT6plex [N-Term; K23; K24] 2.061 1.957 2.009 5.788057327 5.85 2 3457.014549 5 692.2087402 0.01332707 9.21E-06 96.44295079GPVGLEGLLTTK 26 21361368 2xTMT6plex [N-Term; K12] 1.157 1.265 1.243 4.831011295 76.93 0 1643.014379 2 822.0098267 -1.21844928 -0.001000965 77.08749903LIDIFYPGDQQSVTFGTK 22 21361368 2xTMT6plex [N-Term; K18] 1.253 1.379 1.208 4.403959751 53.38 0 2487.353547 2 1244.180176 -0.189891582 -0.000236164 98.95132638ILHLLTQEALSIHGVK 10 21361368 2xTMT6plex [N-Term; K16] 1.154 1.147 1.104 6.324980736 58.34 0 2230.368744 4 558.3468628 -1.400077065 -0.000780672 93.63366274FASYLTFSPSEVK 12 21361368 2xTMT6plex [N-Term; K13] 1.329 1.203 1.19 5.059165001 63.83 0 1934.067536 2 967.5331421 -4.409742758 -0.00426437 81.35771683TPLFDQIIDMLR 4 21361368 1xTMT6plex [N-Term] 1.402 1.587 4.125233173 20.37 0 1690.939944 2 845.9728394 -0.911853238 -0.000770945 112.7334431EMAIPVLEAR 6 21361368 1xTMT6plex [N-Term] 1.077 1.122 1.281 3.732683659 35.68 0 1357.771088 2 679.3883667 -1.20131558 -0.000815556 63.47663342HEILLSQSVR 6 21361368 1xTMT6plex [N-Term] 1.199 1.305 1.042 4.391599178 39.05 0 1410.826629 3 470.9462891 -1.640841229 -0.000771647 33.17477773YLHENLPIPQR 8 21361368 1xTMT6plex [N-Term] 1.026 1.204 1.397 4.656940937 37.43 0 1608.905942 3 536.9733887 -0.204495717 -0.000109671 45.64612615MLATLEPEQR 6 21361368 1xTMT6plex [N-Term] 1.317 1.225 1.157 3.907443523 42.48 0 1416.771816 2 708.8893433 -0.286719822 -0.000203108 49.13508725GKDHVVSDFSEHGSLK 6 21361368 3xTMT6plex [N-Term; K2; K16] 1.22 1.137 6.409327507 21.26 1 2429.339184 3 810.4509888 -0.31723088 -0.000256887 35.10427278GDECGLALGR 10 21361368 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.206 1.349 1.19 3.774815321 45.88 0 1276.651701 2 638.8291626 -0.511317759 -0.000326387 31.07164349AEIIHHLADLLTDQRDEILLANK 4 21361368 2xTMT6plex [N-Term; K23] 1.025 1.015 3.414839745 17.31 1 3099.756654 4 775.6939087 -0.91902194 -0.000712186 102.5294268EAVQLVNTR 6 21361368 1xTMT6plex [N-Term] 1.182 1.225 1.423 2.937494516 41.73 0 1258.731666 2 629.8694458 -0.040468067 -2.55E-05 33.81986725VGMGGMEAK 4 21361368 2xTMT6plex [N-Term; K9] 1.089 0.969 3.812789679 45.65 0 1337.732149 2 669.3693848 -0.490523271 -0.000328094 47.86962647LNSLAIGLR 6 21361368 1xTMT6plex [N-Term] 1.38 1.057 1.262 3.363238335 36.02 0 1185.751673 2 593.3787842 -1.165008371 -0.000690705 63.00764292SWSNIPFITVPLSR 2 21361368 1xTMT6plex [N-Term] 1.195 3.785218 17.84 0 1846.042435 3 616.0194092 0.671240833 0.000413046 95.0603496DEILLANK 6 21361368 2xTMT6plex [N-Term; K8] 0.833 0.646 0.574 3.171569109 38.6 0 1373.840437 2 687.4233398 -0.752687483 -0.000517036 52.39255103MIDLIIPR 12 21361368 1xTMT6plex [N-Term] 0.954 1.099 1.153 3.30233717 46.08 0 1199.738331 2 600.3728638 0.099695958 5.98E-05 81.96714575DLEEAEGR 8 21361368 1xTMT6plex [N-Term] 1.215 1.158 1.036 3.452372789 28.09 0 1147.579248 2 574.291626 -2.851460482 -0.001636138 20.45549755DEILLANKK 2 21361368 3xTMT6plex [N-Term; K8; K9] 1.031 2.581056356 8.41 1 1731.098332 3 577.7042847 -0.018107633 -1.04E-05 52.08668131EEVEDLCR 6 21361368 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 2.149 1.037 0.926 2.920384645 41.84 0 1278.619732 2 639.8119507 -2.430545012 -0.001553871 26.95490798DNDSLAAR 3 21361368 1xTMT6plex [N-Term] 0.902 1.133 2.482147217 13.59 0 1090.569017 2 545.788269 0.223870231 0.000122073 103.1591045LSLSTSK 6 21361368 2xTMT6plex [N-Term; K7] 1.054 1.042 0.982 2.581389666 26.86 0 1193.75056 2 597.3798828 1.616271494 0.000964713 43.91209752
4505651 PCYT2 ethanolamine-phosphate cytidylyltransferase isoform 2 5833 NP_002852.1 23.6503856 1 7 7 29 389 43.808 6.92 0.95 0.95 1.05 0.98 Significant 0.00115

WVDEVVPAAPYVTTLETLDK 6 4505651 2xTMT6plex [N-Term; K20] 0.651 0.603 0.758 4.993693352 59.24 0 2704.484955 3 902.1671753 0.745941996 0.000672463 102.4665793NPWTGVSQFLQTSQK 4 4505651 2xTMT6plex [N-Term; K15] 1.112 0.939 4.853183746 44.88 0 2179.191174 3 727.0682373 -0.465716799 -0.000338295 81.50064154LAERPYIIAGLHFDQEVNHYK 2 4505651 2xTMT6plex [N-Term; K21] 0.818 5.290790081 16.24 0 2971.619432 5 595.1288452 -1.451217385 -0.000862493 69.51304769AHHSSQEMSSEYR 5 4505651 1xTMT6plex [N-Term]; 1xOxidation [M8] 100 3.465 1.830589533 16.08 0 1793.807427 4 449.2068176 -1.107087727 -0.000496476 14.40717636
VDLVCHGK 4 4505651 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 0.996 1.034 3.001057148 29.6 0 1385.797527 3 462.6040649 0.082800132 3.82E-05 48.21528292
DTYEEVK 6 4505651 2xTMT6plex [N-Term; K7] 0.903 1.018 1.145 3.251387358 27.27 0 1341.730218 2 671.367981 -1.142320503 -0.000766343 28.04833033EYADSFGK 2 4505651 2xTMT6plex [N-Term; K8] 1.146 2.748478174 7.92 0 1374.730552 2 687.8654785 -4.998753202 -0.003435969 39.7553771471037379 PYGL glycogen phosphorylase, liver form isoform 1 5836 NP_002854.3 60.68476978 1 40 46 464 847 97.087 7.17 1.07 1.06 1.02 1.05 Significant 0.000212 INPSSMFDVQVK 10 71037379 2xTMT6plex [N-Term; K12] 1.196 1.102 1.172 4.982635498 45.65 0 1823.013727 3 608.3432007 0.725255527 0.000440717 75.37807649LVIDQIDNGFFSPK 8 71037379 2xTMT6plex [N-Term; K14] 1.146 1.043 1.023 4.102850437 38.2 0 2051.157748 3 684.3918457 1.577464911 0.001078543 89.26721893EYAQNIWNVEPSDLK 11 71037379 2xTMT6plex [N-Term; K15] 1.114 1.12 3.983340263 29.14 0 2264.196318 3 755.4036255 0.002108847 1.59E-06 83.63780823VIPATDLSEQISTAGTEASGTGNMK 6 71037379 2xTMT6plex [N-Term; K25] 1.163 0.853 7.612891197 73.09 0 2936.528687 3 979.5148926 0.489484193 0.000479128 70.809043WIDTQVVLALPYDTPVPGYMNNTVNTMR 4 71037379 1xTMT6plex [N-Term] 0.889 1.548 4.969986916 23.75 0 3437.743498 3 1146.588135 1.84788274 0.002117516 104.6711557

RWLLLCNPGLAELIAEK 4 71037379 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C6] 5.181 4.063 5.090874195 24.55 1 2454.430693 3 818.8129883 -2.559027749 -0.002093652 102.8819094
LAACFLDSMATLGLAAYGYGIR 8 71037379 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.459 1.065 1.29 7.418535709 61.53 0 2563.325017 3 855.1136475 0.535188789 0.000457288 112.9087118DGWQVEEADDWLR 14 71037379 1xTMT6plex [N-Term] 1.111 1.051 0.913 4.6583395 62.72 0 1847.876158 2 924.4400635 -1.789771929 -0.001653638 67.8983454VLYPNDNFFEGK 34 71037379 2xTMT6plex [N-Term; K12] 0.82 0.834 0.791 4.06209898 66.84 0 1901.02092 2 951.0097046 -4.622742558 -0.004393965 72.28662909LITSVADVVNNDPMVGSK 16 71037379 2xTMT6plex [N-Term; K18] 1.232 1.121 1.196 5.193952084 55.03 0 2317.283753 3 773.0987549 -0.881114175 -0.000680597 82.0632429

WLLLCNPGLAELIAEK 7 71037379 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 1.132 1.224 1.133 4.616332531 39.34 0 2298.329582 3 766.7813721 -0.008105479 -6.21E-06 112.627015
GAGTVFDAFPDQVAIQLNDTHPALAIPELMR 14 71037379 1xTMT6plex [N-Term] 1.291 1.002 8.581790924 48.97 0 3536.840904 3 1179.621826 2.833318177 0.003340332 105.8484586GAGTVFDAFPDQVAIQLNDTHPALAIPELMR 6 71037379 1xTMT6plex [N-Term]; 1xOxidation [M30] 1.316 2.46 4.558299065 16.62 0 3552.835819 3 1179.621826 2.833318177 0.003340332 105.8484586DFNVGDYIQAVLDR 22 71037379 1xTMT6plex [N-Term] 1.085 1.017 1.215 5.008432865 77.29 0 1853.959493 3 618.6575928 -0.684070872 -0.000422747 102.0200845GIVGVENVAELK 14 71037379 2xTMT6plex [N-Term; K12] 1.014 0.957 0.891 4.90143013 82.03 0 1686.020192 2 843.5135498 -0.2190191 -0.000184635 67.57544822LITSVADVVNNDPMVGSK 4 71037379 2xTMT6plex [N-Term; K18]; 1xOxidation [M14] 1.094 1.182 2.706827402 15.91 0 2333.278668 3 773.0987549 -0.881114175 -0.000680597 82.0632429LHSFLGDDVFLR 26 71037379 1xTMT6plex [N-Term] 0.945 0.926 0.955 5.503623962 58.48 0 1647.905607 3 549.9729004 -0.885662454 -0.000486496 69.9460935HLEIIYEINQK 4 71037379 2xTMT6plex [N-Term; K11] 0.986 1.116 4.407794952 32.19 0 1858.083855 3 620.0322876 -0.83180155 -0.000515186 62.04233438DFSELEPDKFQNK 6 71037379 3xTMT6plex [N-Term; K9; K13] 1.116 0.985 0.841 3.8077178 21.55 1 2284.242824 3 762.0845947 -1.572888957 -0.00119762 56.89540521SRPEFMLPVHFYGK 9 71037379 2xTMT6plex [N-Term; K14] 1.301 1.122 1.131 5.16655159 24.93 0 2166.193422 4 542.3026733 -2.104521497 -0.0011397 69.41436415VFADYEAYVK 12 71037379 2xTMT6plex [N-Term; K10] 1.154 1.133 1.057 3.895536184 68.11 0 1662.91433 2 831.9604492 -0.426030666 -0.000354226 70.28901448MSLIEEEGSKR 12 71037379 2xTMT6plex [N-Term; K10] 1.51 1.323 1.327 4.023205757 16.79 1 1736.961691 3 579.6587524 0.007486762 4.33E-06 43.56236903DYYFALAHTVR 12 71037379 1xTMT6plex [N-Term] 1.253 1.365 1.299 4.841369152 46.63 0 1584.837194 3 528.9501953 -0.732474291 -0.000386951 63.23661938EYYEALPELK 12 71037379 2xTMT6plex [N-Term; K10] 1.105 1.254 1.099 4.240223885 42.25 0 1712.95111 2 856.9759521 -3.784096982 -0.003240987 64.28729183MSLIEEEGSK 4 71037379 2xTMT6plex [N-Term; K10] 0.919 0.918 4.035625935 60.65 0 1580.86058 2 790.9348755 1.198237584 0.000947123 51.16025229VSQLYMNPK 6 71037379 2xTMT6plex [N-Term; K9] 0.972 0.966 3.405931234 35.2 0 1537.881256 2 769.4429932 -1.655766247 -0.001273186 49.53529084IDDVAALDK 6 71037379 2xTMT6plex [N-Term; K9] 0.901 0.895 0.98 4.154010296 57.64 0 1417.830266 2 709.4175415 -1.735011761 -0.001229976 55.52521127YEYGIFNQK 8 71037379 2xTMT6plex [N-Term; K9] 1.132 1.312 1.154 3.823089838 40.72 0 1619.883365 2 810.4438477 -1.818542967 -0.001472914 57.21248195IDDVAALDKK 8 71037379 3xTMT6plex [N-Term; K9; K10] 1.353 1.257 1.454 3.923145533 16.88 1 1775.088161 3 592.3677368 0.279365966 0.0001653 52.2901441ISLSNESNK 6 71037379 2xTMT6plex [N-Term; K9] 0.71 0.697 0.762 4.140324593 41.08 0 1449.831329 2 725.4187622 -0.745704632 -0.000540573 36.07960494SRPEFMLPVHFYGK 11 71037379 2xTMT6plex [N-Term; K14]; 1xOxidation [M6] 1.116 1.112 1.052 4.081697941 19.32 0 2182.188337 4 542.3026733 -2.104521497 -0.0011397 69.41436415TFAYTNHTVLPEALER 2 71037379 1xTMT6plex [N-Term] 0.965 4.565313339 16.46 0 2091.10722 3 697.7043457 -4.177796595 -0.002912074 58.56508372WPVDLVEK 20 71037379 2xTMT6plex [N-Term; K8] 1.072 1.098 1.139 3.059112072 40.47 0 1443.861173 2 722.4338989 -0.451129547 -0.000325684 77.61878688AAPGYHMAK 4 71037379 2xTMT6plex [N-Term; K9] 0.848 0.79 3.60351491 42.58 0 1403.786962 3 468.6002197 -0.609729493 -0.00028531 27.18463881VEHTNTGTK 8 71037379 2xTMT6plex [N-Term; K9] 1.21 1.141 1.175 4.198073864 34.5 0 1444.816013 3 482.2764893 -0.76046123 -0.000366242 17.10382368AWNTMVLK 6 71037379 2xTMT6plex [N-Term; K8] 1.242 1.315 1.345 2.932404995 29.79 0 1420.838663 2 710.9232788 0.434903134 0.000308964 65.47154824VIFLENYR 12 71037379 1xTMT6plex [N-Term] 0.894 0.909 0.844 2.972141504 45.02 0 1282.735689 2 641.8705444 -1.46286786 -0.000938236 62.13172658TQQHYYDK 6 71037379 2xTMT6plex [N-Term; K8] 1.326 1.299 1.39 3.556960821 23.35 0 1540.816013 3 514.2766113 -0.475407588 -0.000244172 21.22795162NLAENISR 8 71037379 1xTMT6plex [N-Term] 0.931 0.895 2.920730114 40.35 0 1145.647602 2 573.3268433 -1.040535118 -0.000596043 26.99835658QLLNCLHVITMYNR 2 71037379 1xTMT6plex [N-Term]; 1xOxidation [M11]; 1xCarbamidomethyl [C5] 1.308 2.589985371 6.24 0 2020.066953 3 674.0267334 -0.646421489 -0.000435272 65.49721106

DLSQLTK 14 71037379 2xTMT6plex [N-Term; K7] 1.448 1.168 1.146 3.320499897 34.28 0 1262.772023 2 631.8895874 -0.099056132 -6.25E-05 45.02910218AWELTQK 12 71037379 2xTMT6plex [N-Term; K7] 1.146 1.172 1.159 3.457949638 37.23 0 1333.788008 2 667.3978882 0.36890959 0.000246024 49.60936643IHSDIVK 2 71037379 2xTMT6plex [N-Term; K7] 1.051 3.307424307 24.66 0 1269.793093 3 423.93573 -0.359435404 -0.000152136 35.08505929
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

IVALFPK 8 71037379 2xTMT6plex [N-Term; K7] 1.066 1.084 1.226 2.943590403 26.05 0 1245.833501 2 623.4191895 -1.925725827 -0.001199567 77.64928197IFVDIEK 10 71037379 2xTMT6plex [N-Term; K7] 1.079 1.025 1.295 3.007487535 30.07 0 1321.81316 2 661.4113159 1.660897322 0.001097698 68.18390575TVIIGGK 6 71037379 2xTMT6plex [N-Term; K7] 1.134 1.075 0.979 2.681902647 25.95 0 1145.765816 2 573.3868408 0.514276667 0.00029462 46.78055662YGNPWEK 6 71037379 2xTMT6plex [N-Term; K7] 0.884 0.761 0.798 2.864081621 15.91 0 1351.741058 2 676.3731079 -1.567104643 -0.00105916 45.23552708APNDFNLR 8 71037379 1xTMT6plex [N-Term] 1.05 1.117 0.968 2.908792019 22.26 0 1175.637037 2 588.3222046 0.081002626 4.76E-05 37.22552886NIAASGK 4 71037379 2xTMT6plex [N-Term; K7] 0.83 1.038 2.310581923 17.21 0 1118.693379 2 559.8503418 0.024907406 1.39E-05 23.98435753AAPGYHMAK 2 71037379 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.131 1.493713498 8.3 0 1419.781877 3 468.6002197 -0.609729493 -0.00028531 27.184638814506365 RAB2A ras-related protein Rab-2A isoform a 5862 NP_002856.1 63.20754717 1 5 12 151 212 23.531 6.54 1.59 1.56 1.51 1.55 Significant 0.000226 LQIWDTAGQESFR 16 4506365 1xTMT6plex [N-Term] 1.433 1.05 1.515 4.721306324 66.85 0 1779.922714 2 890.4649048 -0.101678397 -9.05E-05 66.6517776EHGLIFMETSAK 8 4506365 2xTMT6plex [N-Term; K12] 1.458 1.322 1.497 4.925226212 59.63 0 1820.998077 2 911.0024414 -0.258318505 -0.000235199 52.68443909YIIIGDTGVGK 18 4506365 2xTMT6plex [N-Term; K11] 2.111 2.03 2.196 4.237709522 63.41 0 1593.961615 2 797.4836426 -1.007730509 -0.000803142 62.97281689TASNVEEAFINTAK 10 4506365 2xTMT6plex [N-Term; K14] 1.599 1.375 1.288 5.933108807 80.18 0 1953.069327 2 977.0379028 -0.408631648 -0.000399043 61.27840215FQPVHDLTIGVEFGAR 6 4506365 1xTMT6plex [N-Term] 1.284 1.236 1.332 5.191407681 27.07 0 2015.091176 3 672.3682861 -0.432244244 -0.000290337 73.00416171GAAGALLVYDITR 33 4506365 1xTMT6plex [N-Term] 1.456 1.562 1.333 4.835517883 78.91 0 1548.894708 2 774.9499512 -1.344608022 -0.001041328 79.57778435EHGLIFMETSAK 12 4506365 2xTMT6plex [N-Term; K12]; 1xOxidation [M7] 1.481 1.489 1.37 4.970266342 42.36 0 1836.992992 2 911.0024414 -0.258318505 -0.000235199 52.68443909
SCLLLQFTDK 16 4506365 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.894 1.821 1.919 4.698747635 59.12 0 1682.95515 2 841.973877 -8.718137114 -0.007336117 77.02830442

QHSNSNMVIMLIGNK 3 4506365 2xTMT6plex [N-Term; K15]; 2xOxidation [M7; M10] 1.383 1.163 2.772439718 7.15 0 2176.161865 3 726.05896 0.212205177 0.000153931 48.95857939
KEEGEAFAR 12 4506365 2xTMT6plex [N-Term; K1] 1.759 2.059 1.93 3.205072403 16.75 1 1494.831663 3 498.9486694 -0.139319513 -6.94E-05 22.87140394DTFNHLTTWLEDAR 3 4506365 1xTMT6plex [N-Term] 1.137 3.789705515 12.64 0 1947.976206 3 649.9967041 -0.332096106 -0.000215638 73.52454079EEGEAFAR 4 4506365 1xTMT6plex [N-Term] 1.174 0.879 2.551370859 23.43 0 1137.573768 2 569.289856 -1.171841312 -0.000666528 21.38996851MITIDGK 6 4506365 2xTMT6plex [N-Term; K7] 1.433 1.442 1.602 2.664722204 27.67 0 1235.743366 2 618.3752441 -0.124685072 -7.70E-05 51.1886908MITIDGK 4 4506365 2xTMT6plex [N-Term; K7]; 1xOxidation [M1] 1.398 1.547 1.813628674 14.67 0 1251.738281 2 618.3752441 -0.124685072 -7.70E-05 51.188690819923750 RAB3B ras-related protein Rab-3B 5865 NP_002858.2 28.76712329 1 1 5 81 219 24.742 5.02 1.54 1.63 1.56 1.57 Significant 0.000299 GQLLAEQLGFDFFEASAK 6 19923750 2xTMT6plex [N-Term; K18] 1.536 1.628 1.559 5.923121929 62.07 0 2429.311682 3 810.4420166 -0.07653827 -6.20E-05 109.3106447TYSWDNAQVILVGNK 22 19923750 2xTMT6plex [N-Term; K15] 1.278 1.563 0.901 4.814286709 61.03 0 2166.195925 2 1083.602539 0.866461329 0.000938462 72.73461751IQIWDTAGQER 220 19923750 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161ILIIGNSSVGK 9 19923750 2xTMT6plex [N-Term; K11] 0.95 2.327868938 14.55 0 1558.993249 2 779.999939 -0.415653059 -0.000324 69.33798571TITTAYYR 6 19923750 1xTMT6plex [N-Term] 1.199 1.098 1.02 3.291759253 29.93 0 1217.672754 2 609.3400269 0.018872835 1.15E-05 34.146266494506371 RAB5B ras-related protein Rab-5B isoform 1 5869 NP_002859.1 53.48837209 1 5 9 101 215 23.692 8.13 0.92 0.89 0.91 0.9 Significant 0.0000946 FEIWDTAGQER 16 4506371 1xTMT6plex [N-Term] 1.11 1.106 1.118 3.967002869 47.82 0 1580.790637 2 790.8987427 -0.271059574 -0.000214244 58.33923008TAMNVNDLFLAIAK 22 4506371 2xTMT6plex [N-Term; K14] 0.922 0.885 0.922 4.384474277 59.59 0 1979.13999 3 660.3843994 -0.679455632 -0.000448246 101.9698994LVLLGESAVGK 26 4506371 2xTMT6plex [N-Term; K11] 1.197 1.206 1.133 4.753948212 64.42 0 1543.98235 2 772.4952393 0.551570829 0.000425808 74.25656148QASPSIVIALAGNK 12 4506371 2xTMT6plex [N-Term; K14] 0.959 0.848 0.89 4.948087215 61.23 0 1827.110404 2 914.0585327 -0.336805215 -0.00030769 74.67530253GVDLHEQSQQNK 6 4506371 2xTMT6plex [N-Term; K12] 0.892 1.045 1.024 4.176800251 36.37 0 1840.991746 3 614.3352051 -0.371313791 -0.000227862 22.64164592SEPQNLGGAAGR 5 4506371 1xTMT6plex [N-Term] 0.821 0.712 4.053358555 62.31 0 1385.733457 2 693.3703003 -0.095822224 -6.64E-05 19.24476835MVEYEEAQAYADDNSLLFMETSAK 2 4506371 2xTMT6plex [N-Term; K24] 2.568246365 15.89 0 3213.537203 3 1071.850342 -0.227372309 -0.000243556 96.70939668YHSLAPMYYR 6 4506371 1xTMT6plex [N-Term] 1.192 1.073 1.096 3.980209827 25.41 0 1529.777236 3 510.596344 -1.802326191 -0.000919053 51.97755522ADLANKR 6 4506371 2xTMT6plex [N-Term; K6] 1.166 1.436 1.124 2.844928503 2.16 1 1245.767941 3 415.9273376 -0.38634045 -0.00016043 21.6584640619923231 RAB6A ras-related protein Rab-6A isoform a 5870 NP_002860.2 47.11538462 1 1 8 157 208 23.534 5.54 1.18 1.21 1.19 1.19 Significant 0.0000546 DSAAAVVVYDITNVNSFQQTTK 10 19923231 2xTMT6plex [N-Term; K22] 1.058 1.173 1.036 6.199316978 46.59 0 2829.503459 3 943.8407593 1.507632732 0.001421951 86.41813635LVFLGEQSVGK 28 19923231 2xTMT6plex [N-Term; K11] 1.262 1.282 1.282 4.344220638 60.86 0 1634.988164 2 817.9976196 -0.123103146 -0.000100636 72.56801288ELNVMFIETSAK 12 19923231 2xTMT6plex [N-Term; K12] 1.251 1.157 1.133 5.253665447 60.69 0 1840.029042 2 920.5147705 -3.68360728 -0.003388972 76.7658791IQIWDTAGQER 220 19923231 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161GSDVIIMLVGNK 26 19923231 2xTMT6plex [N-Term; K12] 1.104 1.18 1.134 4.390743732 71.02 0 1704.012998 2 852.5109253 0.924609107 0.000787773 87.12477207GSDVIIMLVGNK 2 19923231 2xTMT6plex [N-Term; K12]; 1xOxidation [M7] 1.132 2.742588282 11.55 0 1720.007913 2 852.5109253 0.924609107 0.000787773 87.12477207QVSIEEGER 12 19923231 1xTMT6plex [N-Term] 1.096 1.001 1.054 3.754600048 46.56 0 1275.674211 2 638.3404541 -0.453867351 -0.000289493 23.3359569TMYLEDR 10 19923231 1xTMT6plex [N-Term] 1.053 1.174 100 2.788642645 32.07 0 1156.586976 2 578.7975464 0.726753331 0.000420277 30.63143988VAAALPGMESTQDR 2 19923231 1xTMT6plex [N-Term]; 1xOxidation [M8] 100 1.280271411 13.57 0 1690.863151 2 845.9344482 -0.905262868 -0.000765338 111.38904574506363 RAB13 ras-related protein Rab-13 isoform 1 5872 NP_002861.1 35.96059113 1 5 8 91 203 22.76 9.19 1.1 1.12 1.18 1.13 Significant 0.00045 LLIIGDSGVGK 80 4506363 2xTMT6plex [N-Term; K11] 1.232 1.135 1.119 4.134413719 54.76 0 1529.9667 2 765.4852905 -2.219515831 -0.001697893 71.87338775SSMNVDEAFSSLAR 6 4506363 1xTMT6plex [N-Term] 1.12 1.217 1.73 5.503773212 64.95 0 1742.858065 2 871.9319458 -0.831828172 -0.000724879 62.12962322SFENIQNWMK 6 4506363 2xTMT6plex [N-Term; K10] 0.775 1.155 1.236 4.018012524 54.73 0 1754.929997 2 877.9680786 -0.636198275 -0.000558242 70.42591419ENASAGVER 6 4506363 1xTMT6plex [N-Term] 1.616 0.833 0.782 3.640731335 47.74 0 1161.606131 2 581.3065796 -0.213936812 -0.000124255 15.88332589TITTAYYR 6 4506363 1xTMT6plex [N-Term] 1.199 1.098 1.02 3.291759253 29.93 0 1217.672754 2 609.3400269 0.018872835 1.15E-05 34.14626649FFETSAK 11 4506363 2xTMT6plex [N-Term; K7] 0.91 0.647 1.093 2.734823704 35.5 0 1287.73491 2 644.3706055 -0.757300662 -0.000487601 47.48507763TVDIEGK 10 4506363 2xTMT6plex [N-Term; K7] 1.05 1.11 1.128 2.959423304 37.71 0 1219.729824 2 610.367981 -0.93367065 -0.000569413 36.62424582AYDHLFK 6 4506363 2xTMT6plex [N-Term; K7] 1.17 1.141 1.234 2.223870993 25.22 0 1351.777443 3 451.2639771 -0.048186672 -2.17E-05 46.3722766619923149 RABIF guanine nucleotide exchange factor MSS4 5877 NP_002862.2 25.20325203 1 2 2 8 123 13.83 5.52 1.22 1.29 1.16 1.22 Significant 0.000942

FLVCADCEIGPIGWHCLDDK 2 19923149 2xTMT6plex [N-Term; K20]; 3xCarbamidomethyl [C4; C7; C16] 1.371 3.760431051 27.56 0 2863.398149 3 955.1386719 1.157294525 0.001104598 85.99759242VLQPGTALFSR 6 19923149 1xTMT6plex [N-Term] 1.216 1.287 1.1 3.58066988 35.24 0 1417.836465 2 709.4210815 -1.113558652 -0.000789422 60.841203484506381 RAC2 ras-related C3 botulinum toxin substrate 2 5880 NP_002863.1 41.14583333 1 4 9 123 192 21.415 7.61 1.19 1.15 1.22 1.18 Significant 0.000292
CVVVGDGAVGK 18 4506381 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.324 1.363 1.255 4.275764465 65.96 0 1518.87142 2 759.9396362 0.379150552 0.00028794 40.53725829

KLAPITYPQGLALAK 18 4506381 3xTMT6plex [N-Term; K1; K15] 1.465 1.516 1.598 7.167640209 51.5 1 2271.440736 3 757.8179932 -0.576540603 -0.000436526 74.00023481LAPITYPQGLALAK 24 4506381 2xTMT6plex [N-Term; K14] 1.059 1.032 1.075 5.221280098 74.38 0 1914.182841 2 957.5940552 -1.048556279 -0.001003564 81.42139904
HHCPSTPIILVGTK 12 4506381 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 1.152 1.109 1.214 5.003376484 23.74 0 2018.162122 3 673.3911743 -1.562198966 -0.001050924 48.0976386

YLECSALTQR 18 4506381 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.007 1.021 1.093 3.971716166 54.12 0 1469.76198 2 735.3829346 -2.304780924 -0.00169374 39.82895513TVFDEAIR 6 4506381 1xTMT6plex [N-Term] 1.025 0.816 0.815 3.339183569 42.71 0 1179.657104 2 590.3352051 5.111219378 0.003014743 46.95139242DDKDTIEK 9 4506381 3xTMT6plex [N-Term; K3; K8] 0.934 0.907 0.918 2.76217556 19.93 1 1650.951727 2 825.979126 -0.455547465 -0.000376043 28.82712625LDLRDDKDTIEK 8 4506381 3xTMT6plex [N-Term; K7; K12] 1.457 1.695 1.472 3.671766043 1.06 2 2148.247909 3 716.753418 -1.028062795 -0.000736178 47.41403171AVLCPQPTR 10 4506381 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.409 1.362 1.174 2.979448557 31.8 0 1270.713908 2 635.8605347 -0.090511374 -5.75E-05 29.27697545
4506387 RAD23B UV excision repair protein RAD23 homolog B isoform 1 5887 NP_002865.1 53.78973105 1 14 16 207 409 43.145 4.84 0.92 0.96 0.98 0.95 Significant 0.000342 NENLAANFLLQQNFDED 22 4506387 1xTMT6plex [N-Term] 1.169 1.209 1.059 3.740738153 61.03 0 2224.071957 2 1112.541138 1.367815738 0.00152106 84.91534588QIIQQNPSLLPALLQQIGR 27 4506387 1xTMT6plex [N-Term] 1.023 0.911 0.983 5.923146725 69.79 0 2359.40228 2 1180.201172 -3.056973396 -0.003606315 105.2372727QEKPAEKPAETPVATSPTATDSTSGDSSR 10 4506387 3xTMT6plex [N-Term; K3; K7] 0.872 0.841 100 8.807552338 40.27 0 3632.885838 4 908.9771729 0.281697883 0.000255844 41.90740638GKDAFPVAGQK 2 4506387 3xTMT6plex [N-Term; K2; K11] 1.104 5.246438503 30.82 1 1805.08883 3 602.3674927 -0.501505877 -0.000301754 41.27444917ESQAVVDPPQAASTGAPQSSAVAAAAATTTATTTTTSSGGHPLEFLR 2 4506387 1xTMT6plex [N-Term] 0.601 5.21643734 15.05 0 4741.375414 4 1186.094971 -3.661620519 -0.004340279 69.97234769

NFVVVMVTKPK 6 4506387 3xTMT6plex [N-Term; K9; K11] 1.139 1.053 1.311 4.509644985 35.09 0 1949.222487 3 650.4125366 0.292359279 0.000189958 72.09346399AVEYLLMGIPGDR 8 4506387 1xTMT6plex [N-Term] 0.583 1.067 4.058261871 40.29 0 1662.908644 2 831.9576416 -0.383230238 -0.000318638 89.04684539IDIDPEETVK 20 4506387 2xTMT6plex [N-Term; K10] 0.89 0.906 0.981 4.242209911 53.62 0 1616.914724 2 808.960083 -1.134713135 -0.000917367 52.91823955
ALGFPEGLVIQAYFACEK 9 4506387 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 0.82 1.023 4.803452015 36.31 0 2471.340874 3 824.4506226 -1.440535482 -0.001186685 107.469206NQPQFQQMR 15 4506387 1xTMT6plex [N-Term] 0.917 0.928 0.971 3.294036865 29.42 0 1405.720784 2 703.362915 -1.586511276 -0.001115096 26.59322082ILNDDTALK 18 4506387 2xTMT6plex [N-Term; K9] 0.826 0.863 0.817 4.058258533 52.32 0 1460.872465 2 730.9390869 -1.073524152 -0.000784141 51.47565785DAFPVAGQK 18 4506387 2xTMT6plex [N-Term; K9] 0.858 0.911 0.902 3.725124598 44.69 0 1390.809471 2 695.9071655 -1.737804755 -0.001208478 42.01147558TLQQQTFK 20 4506387 2xTMT6plex [N-Term; K8] 0.994 0.991 0.943 4.024275303 44.9 0 1451.862235 2 726.4351807 0.585116208 0.000424754 49.73878945ILNDDTALKEYK 4 4506387 3xTMT6plex [N-Term; K9; K12] 1.82 1.723 2.743336916 3.99 1 2110.236282 3 704.0836792 0.095921797 6.75E-05 58.29619277EQVIAALR 14 4506387 1xTMT6plex [N-Term] 1.014 0.868 0.926 2.770246506 50.93 0 1128.693824 2 564.8500977 -0.802031056 -0.000452624 45.7962994ASFNNPDR 10 4506387 1xTMT6plex [N-Term] 1.042 1.186 0.833 3.115437508 34.67 0 1149.585002 2 575.2957764 -0.631215285 -0.000362818 21.29088674AVEYLLMGIPGDR 2 4506387 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.754 2.274269581 29.94 0 1678.903559 2 831.9576416 -0.383230238 -0.000318638 89.046845394506405 RALB ras-related protein Ral-B 5899 NP_002872.1 54.85436893 1 6 10 80 206 23.394 6.62 0.97 0.93 0.97 0.96 Significant 0.000194 SKAEEWGVQYVETSAK 4 4506405 3xTMT6plex [N-Term; K2; K16] 1.281 1.412 5.956074238 29.98 1 2499.369815 3 833.793396 -1.672566298 -0.001393454 55.79876947AEEWGVQYVETSAK 12 4506405 2xTMT6plex [N-Term; K14] 0.758 0.911 0.813 4.383188248 58.22 0 2055.079892 2 1028.042236 -1.311751315 -0.001347877 60.87321949VIMVGSGGVGK 12 4506405 2xTMT6plex [N-Term; K11] 0.959 1.012 1.045 3.995699644 57.86 0 1461.886341 2 731.446106 -0.961898266 -0.000703093 54.83817529KVVLDGEEVQIDILDTAGQEDYAAIR 4 4506405 2xTMT6plex [N-Term; K1] 0.907 0.888 6.032083035 62.88 1 3318.783322 3 1106.930908 -1.551876132 -0.00171678 85.8402955SALTLQFMYDEFVEDYEPTK 15 4506405 2xTMT6plex [N-Term; K20] 1.037 1.006 4.938862801 41.7 0 2884.436684 3 962.1502686 -0.149743602 -0.000143975 109.6212546SALTLQFMYDEFVEDYEPTK 2 4506405 2xTMT6plex [N-Term; K20]; 1xOxidation [M8] 0.732 2.998828411 10.98 0 2900.431599 3 962.1502686 -0.149743602 -0.000143975 109.6212546VKAEEDKIPLLVVGNK 4 4506405 4xTMT6plex [N-Term; K2; K7; K16] 1.202 1.21 5.705451965 10.24 2 2668.678289 4 667.9247437 -0.428845481 -0.000286113 73.32378574GQSSLALHK 8 4506405 2xTMT6plex [N-Term; K9] 0.9 0.865 1.108 3.470558167 30.86 0 1398.84692 3 466.9541016 0.59472376 0.000277309 29.7852963QVPVEEAR 6 4506405 1xTMT6plex [N-Term] 0.888 0.882 1.788 2.979412079 25.69 0 1156.652353 2 578.8297729 -0.072399941 -4.19E-05 22.89390903AEEDKIPLLVVGNK 1 4506405 3xTMT6plex [N-Term; K5; K14] 1.382 3.730955839 1 2212.35198 3 738.12146 -0.973496626 -0.000717906 74.37357486VFFDLMR 12 4506405 1xTMT6plex [N-Term] 0.943 0.881 0.933 2.74284935 38.52 0 1156.638617 2 578.8231812 0.404936063 0.000234182 80.708445154506411 RANGAP1 ran GTPase-activating protein 1 5905 NP_002874.1 50.59625213 1 24 24 180 587 63.502 4.68 1.1 1.05 1.08 1.08 Significant 0.000182 LEGNTVGVEAAR 8 4506411 1xTMT6plex [N-Term] 0.955 0.765 4.450659752 57.74 0 1444.795723 2 722.9003906 -1.535158199 -0.001108995 32.41203595EIEDFDSLEALR 6 4506411 1xTMT6plex [N-Term] 1.118 1.117 0.905 4.258387089 69.17 0 1665.853297 2 833.4290771 -1.452272616 -0.001209637 68.18238555SSVLIAQQTDTSDPEK 12 4506411 2xTMT6plex [N-Term; K16] 1.145 1.177 1.11 4.094957352 46.88 0 2177.170163 2 1089.09082 1.929474816 0.002100398 44.88828495ILDPNTGEPAPVLSSPPPADVSTFLAFPSPEK 10 4506411 2xTMT6plex [N-Term; K32] 0.832 0.976 1.116 5.947252274 25.1 0 3749.008964 4 938.0075073 -0.204049425 -0.000191246 105.44607TQVAGGQLSFK 10 4506411 2xTMT6plex [N-Term; K11] 1.168 1.412 1.12 4.14102459 56.84 0 1593.936463 2 797.4711914 -0.851042392 -0.000678254 49.51288266DAALAVAEAMADK 10 4506411 2xTMT6plex [N-Term; K13] 0.898 0.835 0.784 5.061653614 65.56 0 1733.950792 2 867.4777832 -1.443093865 -0.001251127 76.51981057DAALAVAEAMADKAELEK 4 4506411 3xTMT6plex [N-Term; K13; K18] 1.471 4.632421017 36.56 1 2533.415051 3 845.1424561 -0.882518613 -0.000745262 94.08449067AIANLYGPLMALNHMVQQDYFPK 24 4506411 2xTMT6plex [N-Term; K23]; 1xOxidation [M] 1.13 1.277 3.929808855 25.38 0 3108.64149 3 1036.886353 0.969750676 0.001004869 111.8846083VINLNDNTFTEK 6 4506411 2xTMT6plex [N-Term; K12] 0.995 1 4.240458012 49.19 0 1866.037299 2 933.5227051 0.447341675 0.000417378 69.32791265

SSACFTLQELK 6 4506411 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.315 1.126 1.522 4.815815449 57.12 0 1741.955878 2 871.4779053 -4.215849103 -0.003671912 62.7724779LENDGATALAEAFR 6 4506411 1xTMT6plex [N-Term] 0.887 0.919 0.596 4.634879112 52.45 0 1706.891079 2 853.9491577 -0.023803694 -2.03E-05 68.09536059MAVQDAVDALMQK 4 4506411 2xTMT6plex [N-Term; K13]; 1xOxidation [M1] 1.179 1.007 4.473033905 38.91 0 1894.017826 2 955.5067749 -3.386320506 -0.003233958 64.69050052
ELNLSFCEIK 6 4506411 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.011 1.104 1.549 4.740172386 48.94 0 1710.950064 2 855.9783936 -0.32358082 -0.000276815 77.93203355

ILAAALTECHR 6 4506411 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.239 0.939 1.192 4.594029903 53.38 0 1483.825249 3 495.2799377 0.007414904 3.67E-06 51.38695723AFNSSSFNSNTFLTR 2 4506411 1xTMT6plex [N-Term] 0.956 2.876512289 9.69 0 1921.960556 3 641.3252563 0.343338456 0.000219961 61.57026379GAVAIADAIR 6 4506411 1xTMT6plex [N-Term] 1.005 1.269 1.222 3.505151033 56.17 0 1185.715288 2 593.3607178 -0.951917494 -0.000564352 49.24784745GAVAMAETLK 6 4506411 2xTMT6plex [N-Term; K10] 1.376 1.156 1.085 4.168248177 68.16 0 1448.854707 2 724.9302368 -1.042186756 -0.000754989 54.88604236VSSVFKDEATVR 6 4506411 2xTMT6plex [N-Term; K6] 1.348 1.393 1.247 4.126642227 14.36 1 1796.03182 3 599.3475952 -1.997250511 -0.001195708 47.29125578HSLLQTLYK 12 4506411 2xTMT6plex [N-Term; K9] 1.236 1.078 1.188 3.953910351 26.45 0 1560.951385 3 520.9888916 0.472163768 0.000245675 56.02478551LLVHMGLLK 6 4506411 2xTMT6plex [N-Term; K9] 1.269 1.401 1.191 3.10959506 25.54 0 1481.964198 3 494.6602478 1.344322762 0.000664079 74.09998983
MAVQDAVDALMQK 4 4506411 2xTMT6plex [N-Term; K13]; 2xOxidation [M1; M11] 1.074 1.157 1.922216177 43.56 0 1910.012741 2 955.5067749 -3.386320506 -0.003233958 64.69050052

SSAQGKPLALK 2 4506411 3xTMT6plex [N-Term; K6; K11] 1.139 2.781212091 2.23 0 1787.13578 3 596.3842773 1.398081376 0.000832854 44.17533267VVSAFLK 8 4506411 2xTMT6plex [N-Term; K7] 1.019 1.024 1.13 2.668289661 22.93 0 1221.797116 2 611.4016113 -0.95749428 -0.000584932 64.3680448LAETLAK 6 4506411 2xTMT6plex [N-Term; K7] 1.048 1.112 1.189 2.997044563 39.07 0 1203.771295 2 602.3892822 -0.005986914 -3.60E-06 47.05581902LNTAEDAKDVIK 4 4506411 3xTMT6plex [N-Term; K8; K12] 1.667 1.573 1.372 2.562930107 1 2004.194417 3 668.7359619 -0.54119391 -0.000361553 50.9094323938201690 RAP2B ras-related protein Rap-2b 5912 NP_002877.2 62.29508197 1 6 9 86 183 20.491 4.81 0.95 0.91 0.96 0.94 Significant 0.000264
ALAEEWSCPFMETSAK 8 38201690 2xTMT6plex [N-Term; K16]; 1xOxidation [M11]; 1xCarbamidomethyl [C8] 0.927 0.702 0.765 4.174511433 56.66 0 2331.140126 2 1166.067627 -5.211567342 -0.006074447 66.10276378

EIEVDSSPSVLEILDTAGTEQFASMR 8 38201690 1xTMT6plex [N-Term] 0.949 0.661 1.73 7.809213638 72.64 0 3053.518627 3 1018.512207 1.126924106 0.001147028 103.0994786EIEVDSSPSVLEILDTAGTEQFASMR 6 38201690 1xTMT6plex [N-Term]; 1xOxidation [M25] 0.878 1.469 5.202328205 32.73 0 3069.513542 3 1018.512207 1.126924106 0.001147028 103.0994786SALTVQFVTGSFIEK 4 38201690 2xTMT6plex [N-Term; K15] 1.068 1.423 3.611713171 46.78 0 2085.199613 2 1043.0979 -5.317883564 -0.005544424 89.52702415ASVDELFAEIVR 24 38201690 1xTMT6plex [N-Term] 0.858 0.843 0.884 4.808516502 82.05 0 1577.873639 2 789.4403076 -0.190088495 -0.000149968 92.42466188VVVLGSGGVGK 8 38201690 2xTMT6plex [N-Term; K11] 0.96 1.067 1.017 4.022573471 52.44 0 1429.914271 3 477.3092651 -0.719357702 -0.000342873 55.273044YDPTIEDFYR 6 38201690 1xTMT6plex [N-Term] 1.39 1.014 1.172 3.855574131 36.57 0 1547.75794 2 774.3825684 -0.051707859 -4.00E-05 55.74343123ALAEEWSCPFMETSAK 2 38201690 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C8] 0.821 3.192109108 22.47 0 2315.145211 2 1166.067627 -5.211567342 -0.006074447 66.10276378
VPMILVGNK 4 38201690 2xTMT6plex [N-Term; K9] 0.917 0.899 2.430603266 23.64 0 1428.901263 2 722.9521484 0.582702766 0.000420973 62.26010424EVSYGEGK 8 38201690 2xTMT6plex [N-Term; K8] 0.807 0.89 0.997 3.072011948 34.03 0 1326.730552 2 663.8713379 3.653199394 0.002423406 24.95303113VDLEGER 6 38201690 1xTMT6plex [N-Term] 0.974 0.94 0.943 2.93407917 31.51 0 1046.567955 2 523.7879028 0.548769012 0.000287162 39.60692981VPMILVGNK 2 38201690 2xTMT6plex [N-Term; K9]; 1xOxidation [M3] 0.926 2.635001659 40.48 0 1444.896178 2 722.9521484 0.582702766 0.000420973 62.2601042415149476 RARS arginine--tRNA ligase, cytoplasmic 5917 NP_002878.2 60.60606061 1 38 38 457 660 75.331 6.68 0.98 0.96 0.98 0.97 Significant 0.0000469 AAYPDLENPPLLVTPSQQAK 22 15149476 2xTMT6plex [N-Term; K20] 0.988 0.974 0.896 5.479637623 66.64 0 2610.454324 3 870.8223877 -0.656599905 -0.000571341 74.15291248LFEFAGYDVLR 16 15149476 1xTMT6plex [N-Term] 1.017 0.968 1.059 4.550738811 57.46 0 1558.846696 2 779.9243164 -3.42522938 -0.002669704 88.78204354FGDYQCNSAMGISQMLK 8 15149476 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C6] 0.913 1.068 5.512815475 55.52 0 2408.181279 3 803.3986816 0.088274864 7.09E-05 75.40638463

LANIDEEMLQK 8 15149476 2xTMT6plex [N-Term; K11] 1.055 0.902 4.700626373 37.87 0 1761.982092 2 881.4939575 -0.825059996 -0.00072687 67.80680549VEIAGPGFINVHLR 18 15149476 1xTMT6plex [N-Term] 0.941 0.969 0.979 6.229571342 89.28 0 1751.016555 3 584.3391724 -7.761754233 -0.00453032 69.98545538VIVDFSSPNIAK 16 15149476 2xTMT6plex [N-Term; K12] 0.937 0.907 0.966 4.576209545 67.31 0 1748.035842 2 874.5209961 -0.644582035 -0.000563376 67.66425338
MLLCEAVAAVMAK 8 15149476 2xTMT6plex [N-Term; K13]; 1xOxidation [M1]; 1xCarbamidomethyl [C4] 1.565 1.445 1.575 4.275523186 42.12 0 1881.041204 2 933.0256958 -1.165911243 -0.001087239 110.2265052
MLLCEAVAAVMAK 36 15149476 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.435 1.388 1.417 5.235699177 71.58 0 1865.046289 2 933.0256958 -1.165911243 -0.001087239 110.2265052GNTAAYLLYAFTR 24 15149476 1xTMT6plex [N-Term] 1.335 1.464 1.332 5.554410934 75.14 0 1689.916172 2 845.4611816 -0.642285557 -0.000542704 93.12715182LNHVGDWGTQFGMLIAHLQDK 5 15149476 2xTMT6plex [N-Term; K21]; 1xOxidation [M13] 0.812 0.42 0.456 7.414681435 44.11 0 2854.507439 4 710.3832397 -0.491488275 -0.000348774 99.03535326LNHVGDWGTQFGMLIAHLQDK 12 15149476 2xTMT6plex [N-Term; K21] 0.381 0.396 0.37 8.436800003 55.68 0 2838.512524 4 710.3832397 -0.491488275 -0.000348774 99.03535326KVIVDFSSPNIAK 6 15149476 3xTMT6plex [N-Term; K1; K13] 1.407 1.161 1.222 5.98953867 43.24 1 2105.293737 3 702.4353027 -1.131588829 -0.000794109 65.79353357

AYQCVVLLQGK 20 15149476 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.063 1.245 1.228 5.002091408 60.26 0 1737.013333 2 869.0096436 -0.761428021 -0.000661305 61.3876024
VLTAEELNAAQTSVAYGCIK 14 15149476 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C18] 0.84 1.07 0.867 6.576084137 68.91 0 2596.405659 3 866.1409302 0.992860008 0.000859289 78.7324125

FPDYLTVSPPIGDLQVFYK 12 15149476 2xTMT6plex [N-Term; K19] 0.354 0.387 0.664 5.868617058 40.99 0 2657.463098 3 886.4924927 -0.065066814 -5.76E-05 109.9438046
IVFVPGCSIPLTIVK 28 15149476 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 0.992 0.954 0.919 4.087423325 65.31 0 2101.285926 2 1051.144775 -1.737897116 -0.001825909 104.0347946

DKVLTAEELNAAQTSVAYGCIK 6 15149476 3xTMT6plex [N-Term; K2; K22]; 1xCarbamidomethyl [C20] 1.522 0.994 5.651456833 54.97 1 3068.690497 4 767.9276123 -0.611981316 -0.000469495 66.02965765
LQEVFGHAIK 10 15149476 2xTMT6plex [N-Term; K10] 1.047 1.074 1.142 5.165502548 57.77 0 1599.962284 2 800.480957 -4.77893609 -0.003823059 62.50007395SDGGYTYDTSDLAAIK 22 15149476 2xTMT6plex [N-Term; K16] 1.021 1.046 1.023 4.380322933 53.82 0 2135.09085 2 1068.047119 -1.821303646 -0.001944324 56.34843143

NCGCLGASPNLEQLQEENLK 4 15149476 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C2; C4] 1.288 2.268 5.869788647 51.59 0 2732.37477 3 911.4625244 -0.640551886 -0.000583409 61.64576798
VFHAGFGVVLGEDK 4 15149476 2xTMT6plex [N-Term; K14] 1.144 0.808 4.27908802 22.08 0 1933.094754 3 645.0357056 -1.133250595 -0.000730227 72.00755247LNDYIFSFDK 24 15149476 2xTMT6plex [N-Term; K10] 0.921 0.91 0.902 4.184866428 49.96 0 1719.935794 2 860.4714355 -0.115984707 -9.97E-05 83.50922102STIIGESISR 6 15149476 1xTMT6plex [N-Term] 0.956 0.861 1.022 4.129341125 44.19 0 1291.741896 2 646.374939 0.545851837 0.00035255 38.28278363LMDLLGEGLK 12 15149476 2xTMT6plex [N-Term; K10] 0.707 0.767 0.778 4.451823711 63.99 0 1546.927872 2 773.9674683 -0.137037134 -0.000105993 95.28284466LLQQEEEIK 6 15149476 2xTMT6plex [N-Term; K9] 0.903 0.96 1.203 4.484535217 55 0 1587.935794 2 794.4712524 -0.35624689 -0.000282849 50.76458256GFVQVDDGR 12 15149476 1xTMT6plex [N-Term] 0.909 0.828 0.85 3.684589863 55.28 0 1221.642517 2 611.3239136 -1.60935915 -0.000983031 32.2265736HLPDNECIEK 12 15149476 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.993 1.046 0.989 4.794692993 33.85 0 1712.904177 3 571.6386719 -1.584539893 -0.000904722 33.88616543
KIVFVPGCSIPLTIVK 5 15149476 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C8] 1.304 1.117 1.06 4.734517097 19.64 1 2458.543821 3 820.1830444 -3.758683957 -0.003080296 95.14530833

GFDILGIKPVQR 6 15149476 2xTMT6plex [N-Term; K8] 0.534 0.405 0.469 3.763876438 9.7 0 1801.11001 3 601.0411377 -0.638769456 -0.000383498 69.21251535GFVQVDDGRK 6 15149476 2xTMT6plex [N-Term; K10] 0.975 1.119 0.924 3.300436497 13.95 1 1578.900412 3 526.9712524 -0.764757405 -0.000402492 36.8135586ILLDHEKEWK 12 15149476 3xTMT6plex [N-Term; K7; K10] 1.463 1.246 1.379 4.035052776 6.97 1 1998.199109 4 500.3058472 1.226155024 0.000612525 52.35583424YADLSHNR 6 15149476 1xTMT6plex [N-Term] 0.928 1.132 1.008 3.837697029 34.37 0 1204.627201 3 402.2140503 0.329337496 0.000132243 18.23582308EIAENITK 6 15149476 2xTMT6plex [N-Term; K8] 0.976 0.933 0.892 3.815564632 43.52 0 1375.819702 2 688.4121704 -1.917024218 -0.00131874 51.87553839GESFYQDR 8 15149476 1xTMT6plex [N-Term] 0.951 0.795 1.041 3.355872869 32.07 0 1230.595232 2 615.8004761 -1.264844461 -0.000778256 25.61832461IYDALDVSLIER 2 15149476 1xTMT6plex [N-Term] 1.234 3.212090731 3.06 0 1635.915503 2 818.4608765 -0.627795452 -0.00051351 82.01702439LANIDEEMLQK 2 15149476 2xTMT6plex [N-Term; K11]; 1xOxidation [M8] 1.034 1.469083309 2.05 0 1777.977007 2 881.4939575 -0.825059996 -0.00072687 67.80680549ILLDHEK 6 15149476 2xTMT6plex [N-Term; K7] 0.772 0.789 0.804 3.74341321 29.18 0 1325.819308 3 442.6114197 0.300163982 0.000132654 39.52161743FDTEEEFK 6 15149476 2xTMT6plex [N-Term; K8] 0.735 0.758 0.689 3.037112951 24.23 0 1502.777896 2 751.8920898 -0.660990891 -0.000496661 45.53335009RFDTEEEFK 4 15149476 2xTMT6plex [N-Term; K9] 0.821 0.845 3.081782579 13.24 1 1658.879007 3 553.6304321 -1.364905621 -0.000754738 52.27059672FPEILQK 7 15149476 2xTMT6plex [N-Term; K7] 1.292 1.159 1.196 2.761044264 22.95 0 1332.829144 2 666.9182129 0.003684831 2.46E-06 81.67346533LICDVSR 10 15149476 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.101 0.736 1.115 2.929728031 25.18 0 1091.608046 2 546.3076172 -0.080601275 -4.40E-05 33.805679434506431 RASA1 ras GTPase-activating protein 1 isoform 1 5921 NP_002881.1 13.37153773 1 11 11 61 1047 116.329 6.54 0.87 0.89 0.88 0.88 Significant 0.000043 LLYPVAPPEPVEDR 6 4506431 1xTMT6plex [N-Term] 1.072 0.872 0.803 4.209256172 32.16 0 1824.010466 2 912.5083618 -0.558811041 -0.000509639 67.71296468MIMFLDELGNVPELPDTTEHSR 8 4506431 1xTMT6plex [N-Term] 1.161 0.721 1.388 5.711846828 55.52 0 2773.373817 3 925.1315918 2.309346322 0.002134894 102.3306976LLAITELLQQK 16 4506431 2xTMT6plex [N-Term; K11] 0.82 0.905 0.744 4.003040791 56.73 0 1728.103528 2 864.5527954 -3.017041284 -0.00260688 106.8586732SVQNLANLVEFGAK 4 4506431 2xTMT6plex [N-Term; K14] 0.945 1.008 5.082386971 51.25 0 1948.126782 3 650.0457153 -2.150647455 -0.001396578 84.88028178IMPEEEYSEFK 4 4506431 2xTMT6plex [N-Term; K11] 0.807 1.134 4.497356892 54.41 0 1859.950123 2 930.4766235 -2.232774759 -0.002076425 68.27170141ATTLASTLMEQYMK 4 4506431 2xTMT6plex [N-Term; K14] 0.773 0.826 4.531507969 27.44 0 2046.101555 3 682.7055054 0.199209702 0.000135868 87.0067415IFMASEILPPTLR 6 4506431 1xTMT6plex [N-Term] 0.805 0.89 0.842 3.854745388 14.5 0 1716.99198 2 858.9963379 -3.832515718 -0.003290199 94.81712369LICPAILNPR 5 4506431 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.063 0.913 0.959 3.442382336 29.91 0 1395.834357 2 698.4212036 0.554096235 0.000386713 68.61742994QVSSLVLHIEEAHK 4 4506431 2xTMT6plex [N-Term; K14] 3.000065088 14.08 0 2048.190445 4 512.8008423 -4.348257456 -0.002226515 61.59434588
QSCELSPSK 2 4506431 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.858 2.35162425 16.48 0 1493.8034 2 747.4060059 0.893791479 0.000667574 26.07463742
YIYGCLQK 2 4506431 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.108 3.110359907 22.34 0 1502.844143 2 751.9248657 -1.123080325 -0.000843907 52.72252422

93277122 RBM4 RNA-binding protein 4 isoform 1 5936 NP_002887.2 39.28571429 1 13 13 70 364 40.289 7.08 1.3 1.32 1.32 1.31 Significant 0.0000258 ATAPVPTVGEGYGYGHESELSQASAAAR 8 93277122 1xTMT6plex [N-Term] 0.961 1.143 1.685 8.52059269 87.39 0 3005.480208 3 1002.497009 -1.242170206 -0.001244439 48.7052647VADLTEQYNEQYGAVR 8 93277122 1xTMT6plex [N-Term] 1.636 1.08 1.536 4.187878132 33.35 0 2085.045014 3 695.6856689 -1.227845944 -0.000853371 48.29486566AKFEEYGPVIECDIVK 4 93277122 3xTMT6plex [N-Term; K2; K16]; 1xCarbamidomethyl [C12] 1.719 1.53 5.075205803 17.01 1 2584.429973 3 862.1467285 -1.679497286 -0.001446848 68.64630378
LHGVNINVEASK 6 93277122 2xTMT6plex [N-Term; K12] 1.177 1.139 1.215 4.823120117 41.04 0 1739.021589 3 580.3448486 -0.918091858 -0.000532194 49.46078406

FEEYGPVIECDIVK 4 93277122 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 1.204 1.212 4.342625141 41.1 0 2156.134964 2 1078.571655 0.496164152 0.000534898 75.57282319
GLDNTEFQGK 6 93277122 2xTMT6plex [N-Term; K10] 1.634 1.554 1.638 4.40457058 40.47 0 1566.852793 2 783.928772 -1.611705132 -0.001262652 39.2151946DYAFVHMER 6 93277122 1xTMT6plex [N-Term] 1.327 1.592 1.227 3.60648036 33.11 0 1396.688087 3 466.2346802 1.002884866 0.000466906 48.16253995AEDAVEAIR 2 93277122 1xTMT6plex [N-Term] 1.247 2.960148573 40.87 0 1202.657832 2 601.8317871 -1.276074715 -0.000767341 30.35933916NYGFVHIEDK 4 93277122 2xTMT6plex [N-Term; K10] 1.123 1.267 2.959659338 23.65 0 1679.915727 3 560.6426392 -1.406623852 -0.00078767 46.83363221MHVQLSTSR 6 93277122 1xTMT6plex [N-Term] 1.546 1.488 1.451 3.14356041 27.82 0 1287.704071 3 429.9059753 -0.542216667 -0.000232738 27.50436045EATEQEIR 10 93277122 1xTMT6plex [N-Term] 1.25 1.372 1.243 3.282068491 33.77 0 1204.637097 2 602.8226929 0.840337883 0.000506151 17.73212584SLFEQYGK 2 93277122 2xTMT6plex [N-Term; K8] 0.847 3.08335948 14.91 0 1429.809137 2 715.4091187 1.275460228 0.000911832 52.21979747TAAEDAIR 4 93277122 1xTMT6plex [N-Term] 1.311 1.443 2.88822937 26.76 0 1075.594504 2 538.300354 -0.997050639 -0.000536211 20.184458264506449 RBMS2 RNA-binding motif, single-stranded-interacting protein 2 5939 NP_002889.1 14.25061425 1 3 4 18 407 43.931 9.07 1.09 1.11 1.1 1.1 Significant 0.0000275
ASGVQAQMAK 6 4506449 2xTMT6plex [N-Term; K10] 1.154 1.136 1.164 4.482962132 69.07 0 1448.829555 2 724.918396 -0.027261877 -1.97E-05 32.1482325MLAQSALSPYLSSPVSSYQR 6 4506449 1xTMT6plex [N-Term] 0.893 0.85 4.716521263 25.1 0 2414.258712 3 805.4237671 -0.813297456 -0.000654503 79.75537675

TPPGVPAPSDPLLCK 4 4506449 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 1.082 1.037 4.058436871 38.46 0 2007.134905 3 669.7167969 0.46470967 0.000310912 63.91626251
GLQPGTTDQDLVK 2 4506449 2xTMT6plex [N-Term; K13] 1.186 2.551247358 32.77 0 1830.037299 2 915.5233154 1.123178952 0.00102773 48.224850734506455 RCN1 reticulocalbin-1 precursor 5954 NP_002892.1 49.24471299 1 14 14 163 331 38.866 5 0.74 0.72 0.77 0.74 Significant 0.000382 IDNDGDGFVTTEELK 12 4506455 2xTMT6plex [N-Term; K15] 0.656 0.684 0.729 4.931714058 64.45 0 2111.09085 2 1056.047485 -1.495069184 -0.001578113 59.10985674EEFTAFLHPEEFEHMK 20 4506455 2xTMT6plex [N-Term; K16] 0.784 0.756 0.734 5.386740208 36.35 0 2479.236803 4 620.5643921 -0.429378357 -0.000266133 75.73096895EEILENWNMFVGSQATNYGEDLTK 14 4506455 2xTMT6plex [N-Term; K24] 0.683 0.586 0.56 6.689619541 65.9 0 3246.602915 4 812.4055786 -0.748482934 -0.000607507 98.40602804HWILPQDYDHAQAEAR 12 4506455 1xTMT6plex [N-Term] 0.844 0.799 0.725 5.445238113 44.42 0 2179.088216 4 545.5280151 0.924564164 0.000503677 44.97942196LTKEEILENWNMFVGSQATNYGEDLTK 12 4506455 3xTMT6plex [N-Term; K3; K27] 0.922 0.899 100 6.658209801 48.21 1 3817.992552 4 955.2523193 -1.336942433 -0.001276109 104.4689218IVDRIDNDGDGFVTTEELK 4 4506455 2xTMT6plex [N-Term; K19] 0.954 1.25 5.297840595 31.22 1 2594.371382 3 865.4549561 -8.120312336 -0.007022369 60.94742422
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

EIVVLETLEDIDK 10 4506455 2xTMT6plex [N-Term; K13] 0.324 0.379 0.193 3.989233494 38.5 0 1974.141095 2 987.5749512 0.775356814 0.000765332 98.34191104EEFTAFLHPEEFEHMK 5 4506455 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 0.664 0.766 0.999 3.728955984 26.15 0 2495.231718 4 620.5643921 -0.429378357 -0.000266133 75.73096895
LTKEEILENWNMFVGSQATNYGEDLTK 1 4506455 3xTMT6plex [N-Term; K3; K27]; 1xOxidation [M12] 0.894 14.52 1 3833.987467 4 955.2523193 -1.336942433 -0.001276109 104.4689218

TFDQLTPDESKER 10 4506455 2xTMT6plex [N-Term; K11] 0.96 0.81 1.275 5.577486038 19.85 1 2024.070055 3 675.3623657 1.229482133 0.000829519 40.40504321TFDQLTPDESK 16 4506455 2xTMT6plex [N-Term; K11] 0.736 0.698 0.698 4.285857201 48.23 0 1738.926351 2 869.9660034 -0.932284488 -0.000810587 47.5427407VVRPDSELGERPPEDNQSFQYDHEAFLGK 5 4506455 2xTMT6plex [N-Term; K29] 1.19 0.973 1.134 6.1318326 4.79 0 3817.918586 5 764.3880005 -2.014259451 -0.001538056 54.80818465YIFDNVAK 18 4506455 2xTMT6plex [N-Term; K8] 0.768 0.848 0.781 3.708694696 34.07 0 1427.829872 2 714.4187012 0.177362692 0.000126622 56.86734571HLVYESDK 6 4506455 2xTMT6plex [N-Term; K8] 0.609 0.573 0.613 2.621421099 16.15 0 1448.814951 3 483.6097717 -0.130254352 -6.29E-05 28.51797545ISWEEYK 12 4506455 2xTMT6plex [N-Term; K7] 0.728 0.789 0.721 3.252788544 28.32 0 1412.782588 2 706.8944092 -0.74051778 -0.000523095 58.08863201EQFNEFR 6 4506455 1xTMT6plex [N-Term] 0.845 0.817 0.735 2.457455397 32.59 0 1198.605403 2 599.8047485 -2.655077042 -0.001591195 34.6617850814670268 NELFE negative elongation factor E 7936 NP_002895.3 33.42105263 1 9 9 36 380 43.214 9.33 0.97 0.91 1.05 0.98 Significant 0.00172 SVWGSLAVQNSPK 2 14670268 2xTMT6plex [N-Term; K13] 1.024 4.227328777 24.22 0 1831.047804 3 611.0200195 -1.255350213 -0.000766202 59.68200836MLVIPPGLSEEEEALQK 12 14670268 2xTMT6plex [N-Term; K17] 1.028 1.147 1.072 5.200046539 50.72 0 2341.308905 3 781.107666 -0.19669046 -0.000153504 92.8328211SISADDDLQESSR 2 14670268 1xTMT6plex [N-Term] 1.349 4.088477135 35.15 0 1651.797239 2 826.4016113 -0.782501459 -0.000646267 27.16134879KQPMLDAATGK 2 14670268 3xTMT6plex [N-Term; K1; K11] 1.099 3.545665026 14.53 1 1847.102766 3 616.3712769 -1.888472942 -0.001162735 41.67179212ELGPDGEEAEGPGAGDGPPR 4 14670268 1xTMT6plex [N-Term] 1.127 0.696 3.408289671 49.59 0 2136.004271 2 1068.505005 -0.719972519 -0.000768932 32.50536423SFDWGYEER 6 14670268 1xTMT6plex [N-Term] 1.347 1.74 1.506 3.609088659 35.3 0 1417.658561 2 709.3323364 -0.821268583 -0.000582139 47.6828709GAFSPFGNIIDLSMDPPR 2 14670268 1xTMT6plex [N-Term] 2.249 2.878665447 19.21 0 2163.110591 2 1082.057861 -0.991564536 -0.001072432 100.3995393SGAISAIK 4 14670268 2xTMT6plex [N-Term; K8] 0.955 0.955 3.162358522 28.01 0 1204.766544 2 602.8867188 -0.318011819 -0.000191565 40.73392262TQIVYSDDVYKENLVDGF 2 14670268 2xTMT6plex [N-Term; K11] 0.235 0.274 2.740487337 1 2563.333206 3 855.1160278 0.12662267 0.000108192 77.612244384506467 RDX radixin isoform 2 5962 NP_002897.1 54.37392796 1 18 36 403 583 68.521 6.37 1.03 1.02 1.03 1.03 Significant 0.0000105 QLQALSSELAQAR 12 4506467 1xTMT6plex [N-Term] 1.047 0.926 1.075 5.176736832 70.82 0 1643.927799 3 548.6483154 1.577751203 0.00086457 59.58393333ILALCMGNHELYMR 26 4506467 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.065 1.1 1.025 5.830759525 90.64 0 1949.996096 3 650.6702271 0.016524312 1.07E-05 69.82533734FFPEDVSEELIQEITQR 28 4506467 1xTMT6plex [N-Term] 1.085 0.985 1.026 6.159293652 69.42 0 2309.186258 3 770.3997803 -0.636817269 -0.000490177 110.8778945NQEQLAAELAEFTAK 12 4506467 2xTMT6plex [N-Term; K15] 1.149 1.04 0.838 5.525181293 47.47 0 2121.159205 2 1061.083252 0.010652784 1.13E-05 84.52794105GTELWLGVDALGLNIYEHDDKLTPK 2 4506467 3xTMT6plex [N-Term; K21; K25] 0.997 4.759572506 27.63 1 3484.929482 4 871.9852905 -2.912346054 -0.00253733 100.3750853IAQDLEMYGVNYFEIK 14 4506467 2xTMT6plex [N-Term; K16] 1.022 1.089 1.019 4.982422352 45.51 0 2391.267041 3 803.0873413 -6.017149146 -0.004828285 95.76761435VTTMDAELEFAIQPNTTGK 8 4506467 2xTMT6plex [N-Term; K19] 0.809 0.832 0.946 5.226260662 31.87 0 2524.336911 3 847.4476929 -1.299238424 -0.001100166 68.31272471VTTMDAELEFAIQPNTTGK 10 4506467 2xTMT6plex [N-Term; K19]; 1xOxidation [M4] 1.134 1.009 1.035 5.513072968 52.44 0 2540.331826 3 847.4476929 -1.299238424 -0.001100166 68.31272471KGTELWLGVDALGLNIYEHDDKLTPK 6 4506467 4xTMT6plex [N-Term; K1; K22; K26] 0.856 0.942 1.025 7.134869576 30.42 2 3842.187377 5 769.243042 -0.331337058 -0.000254612 95.44676546
EAILNDEIYCPPETAVLLASYAVQAK 20 4506467 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C10] 1.31 1.352 1.281 6.404761791 62.87 0 3336.780151 3 1112.930054 -1.361518285 -0.001514362 110.5200385

KAPDFVFYAPR 16 4506467 2xTMT6plex [N-Term; K1] 1.025 1.054 0.969 3.981814146 30.35 1 1769.015047 2 885.0102539 -1.026660289 -0.000908089 59.32896383EVWFFGLQYVDSK 4 4506467 2xTMT6plex [N-Term; K13] 1.058 1.26 3.892205477 38.69 0 2076.120634 3 692.7120361 0.443456137 0.000306889 103.2569666AFAAQEDLEK 8 4506467 2xTMT6plex [N-Term; K10] 1.027 1.085 0.922 4.372834682 59.25 0 1579.873194 2 790.4395752 -0.83547805 -0.000659975 46.15837756KPDTIEVQQMK 14 4506467 3xTMT6plex [N-Term; K1; K11] 0.922 0.994 0.933 5.863446712 38.16 0 2004.176659 2 1002.591858 -0.10949618 -0.000109725 55.91837434APDFVFYAPR 28 4506467 1xTMT6plex [N-Term] 1.009 1.01 0.959 3.865301609 34.57 0 1411.757152 2 706.3822632 0.068947544 4.87E-05 73.54742558ILALCMGNHELYMR 7 4506467 1xTMT6plex [N-Term]; 1xOxidation [M13]; 1xCarbamidomethyl [C5] 0.943 1.042 1.24 4.013611317 46.82 0 1965.991011 3 650.6702271 0.016524312 1.07E-05 69.82533734
EDSMMEYLK 4 4506467 2xTMT6plex [N-Term; K9] 0.898 0.974 4.050234318 45.28 0 1603.811187 2 802.4094238 0.239377461 0.000191958 67.78299355RKPDTIEVQQMK 19 4506467 3xTMT6plex [N-Term; K2; K12] 0.892 1.044 1.003 4.955518246 13.39 1 2160.27777 4 540.8242188 -1.261175779 -0.000681122 50.401318IAQDLEMYGVNYFEIK 4 4506467 2xTMT6plex [N-Term; K16]; 1xOxidation [M7] 0.945 2.811738729 53.33 0 2407.261956 3 803.0873413 -6.017149146 -0.004828285 95.76761435IGFPWSEIR 12 4506467 1xTMT6plex [N-Term] 0.761 0.771 0.764 3.396034718 34.38 0 1333.746588 2 667.3765869 -0.517745936 -0.000345271 90.15629347KENPLQFK 13 4506467 3xTMT6plex [N-Term; K1; K8] 0.981 0.985 0.9 3.64374876 19.45 1 1691.045903 3 564.3529053 -1.029002042 -0.00058003 52.32750361KALELDQER 6 4506467 2xTMT6plex [N-Term; K1] 1.854 1.797 1.764 3.665212631 13.14 1 1559.915727 3 520.6430664 -0.693160041 -0.000360424 32.23909843IALLEEAK 14 4506467 2xTMT6plex [N-Term; K8] 0.979 0.982 0.964 3.373616934 41.69 0 1344.850274 2 672.9275513 -1.820017429 -0.001223825 67.51450644QLFDQVVK 9 4506467 2xTMT6plex [N-Term; K8] 1.168 0.963 0.812 3.68286252 39.86 0 1434.872072 2 717.9394531 -0.308041399 -0.000221 116.5285573ALELDQER 4 4506467 1xTMT6plex [N-Term] 0.829 0.957 3.395473719 32.08 0 1202.657832 2 601.8327026 0.246432052 0.000148187 32.91562621QIEEQTIK 10 4506467 2xTMT6plex [N-Term; K8] 0.789 0.909 0.834 3.562469959 37.77 0 1446.856815 2 723.9314575 -0.813495105 -0.000588505 34.74933018

RKPDTIEVQQMK 5 4506467 3xTMT6plex [N-Term; K2; K12]; 1xOxidation [M11] 0.911 0.974 3.676013947 4.98 1 2176.272685 4 540.8242188 -1.261175779 -0.000681122 50.401318
FVIKPIDK 15 4506467 3xTMT6plex [N-Term; K4; K8] 1.036 0.998 0.845 2.666595459 6.03 0 1647.081226 3 549.6985474 -0.08301968 -4.56E-05 74.24880845ENPLQFK 8 4506467 2xTMT6plex [N-Term; K7] 0.919 0.84 1.027 2.85674262 36.41 0 1333.788008 2 667.397522 -0.18021956 -0.000120187 51.51543361AQLENEK 6 4506467 2xTMT6plex [N-Term; K7] 0.916 0.9 1.064 3.066814184 31.97 0 1289.746537 2 645.376709 -0.306596094 -0.000197716 26.66618041LFFLQVK 9 4506467 2xTMT6plex [N-Term; K7] 1.045 1.021 1.081 3.088117599 32.58 0 1352.870615 2 676.9381714 -1.144985001 -0.000774508 91.36022758EKEELMER 9 4506467 2xTMT6plex [N-Term; K2] 1.15 1.289 1.225 3.253806114 14.4 1 1521.8347 2 761.4203491 -0.839866388 -0.000639069 29.22665575NISFNDK 10 4506467 2xTMT6plex [N-Term; K7] 0.797 0.811 0.772 3.34352541 34.4 0 1295.735972 2 648.3721313 0.782532348 0.000506978 50.49453095VTQQDVK 8 4506467 2xTMT6plex [N-Term; K7] 1.017 0.953 1.076 2.819238901 32.26 0 1275.767272 2 638.3877563 0.755494622 0.000481918 26.80572019NISFNDKK 6 4506467 3xTMT6plex [N-Term; K7; K8] 1.981 1.835 1.552 2.883706331 0.59 1 1652.993867 3 551.6688843 -1.069270736 -0.000589166 38.34849925GYSTWLK 4 4506467 2xTMT6plex [N-Term; K7] 1.025 1.045 2.103559256 7.05 0 1312.766544 2 656.8865967 -0.477823439 -0.000313635 55.43119509KFVIKPIDK 2 4506467 4xTMT6plex [N-Term; K1; K5; K9] 1.207 2.595144749 1 2004.339121 4 501.8397827 -0.907810762 -0.00045489 59.18755399IDEFEAM 2 4506467 1xTMT6plex [N-Term] 0.921 2.230469942 29.02 0 1083.522978 2 542.2652588 0.242328156 0.000131284 61.17673316QAADQMK 4 4506467 2xTMT6plex [N-Term; K7] 1.016 0.95 2.807203293 16.34 0 1249.697478 2 625.3538208 2.310016314 0.001443411 20.9940556FVIKPIDKK 5 4506467 4xTMT6plex [N-Term; K4; K8; K9] 1.363 1.681 1.114 2.741298437 1 2004.339121 3 668.7842407 -0.47478095 -0.000317207 59.53555433

153792012 REV3L DNA polymerase zeta catalytic subunit isoform a 5980 NP_002903.3 0.223642173 1 1 1 6 3130 352.554 8.47 0.67 0.81 0.71 0.73 Significant 0.00324
QIAWEQK 6 153792012 2xTMT6plex [N-Term; K7] 0.674 0.812 0.708 2.657077312 13.54 0 1360.798907 2 680.9025879 -0.740424426 -0.000503784 43.980439754506489 RFC3 replication factor C subunit 3 isoform 1 5983 NP_002906.1 34.26966292 1 9 9 37 356 40.53 8.34 1.09 1.22 1.19 1.17 Significant 0.00113

LYELLTHCIPPEIIMK 8 4506489 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C8] 2.336 2.17 2.286 5.440392017 42.81 0 2428.374817 3 810.1304932 0.868503566 0.000703017 104.6085099
VPAPSIEDICHVLSTVCK 6 4506489 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C10; C17] 4.157 1.669 2.34 5.098220348 46.54 0 2483.340223 3 828.4499512 -1.982227135 -0.001640848 92.49173727

VQQYPFTADQEIPETDWEVYLR 4 4506489 1xTMT6plex [N-Term] 2.069 3.013 3.810001135 32.4 0 2956.456619 3 986.1548462 -2.243796083 -0.002211229 90.79503707
GLLSELLHNCDGQLK 2 4506489 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C10] 1.517 3.576271057 13.02 0 2155.194545 3 719.0690308 -0.930609651 -0.000668548 83.49254065

ELYGVGVEK 4 4506489 2xTMT6plex [N-Term; K9] 1.225 1.068 3.37274909 38.36 0 1451.851002 2 726.428833 -0.421809383 -0.000306202 49.74517403EGLNLPSQLAHR 8 4506489 1xTMT6plex [N-Term] 1.032 1.032 0.954 3.265643358 13.58 0 1563.880455 3 521.9647217 -0.539364076 -0.000281167 46.04845523AIYHLEAFVAK 2 4506489 2xTMT6plex [N-Term; K11] 100 3.382608891 22.41 0 1720.019798 3 574.0119019 0.787151641 0.000451305 71.30332717IEHQTITTPSK 1 4506489 2xTMT6plex [N-Term; K11] 0.329 2.614310503 0 1712.994706 3 571.6696777 -0.131825787 -7.53E-05 33.25916196VVIQEMLK 2 4506489 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 1.272 2.085410118 27.13 0 1433.880194 2 717.4431152 -0.864808131 -0.000620016 51.087939134506491 RFC4 replication factor C subunit 4 5984 NP_002907.1 29.75206612 1 8 8 41 363 39.657 8.02 1.49 1.64 1.48 1.54 Significant 0.00113 VITDIAGVIPAEK 12 4506491 2xTMT6plex [N-Term; K13] 1.484 1.772 1.498 4.341397762 75.77 0 1784.093357 2 892.5499268 -0.437345037 -0.000390132 79.67310586SLEGADLPNLLFYGPPGTGK 10 4506491 2xTMT6plex [N-Term; K20] 1.529 1.813 1.646 5.664741516 48.93 0 2504.380096 3 835.4644775 -0.485945729 -0.000405664 95.3325944GVAASAGSSGENKK 3 4506491 3xTMT6plex [N-Term; K13; K14] 1.257 1.327 3.702716827 18.46 1 1950.122315 3 650.7123413 0.079905645 5.19E-05 22.42695379IVILDEADSMTSAAQAALR 2 4506491 1xTMT6plex [N-Term] 1.932 5.736713409 55.75 0 2204.179399 3 735.3986206 0.866506786 0.000636645 89.56508622ISDEGIAYLVK 2 4506491 2xTMT6plex [N-Term; K11] 1.696 4.078055382 46.06 0 1665.982744 2 833.4891968 -6.979187122 -0.005813603 73.94025548AITFLQSATR 2 4506491 1xTMT6plex [N-Term] 1.407 3.344758511 26.9 0 1336.778616 2 668.8928223 -0.185661819 -0.000124094 59.02910965GTSISTKPPLTK 4 4506491 3xTMT6plex [N-Term; K7; K12] 1.493 1.277 1.349 3.40218401 9.79 0 1917.198774 3 639.7377319 -0.068730077 -4.39E-05 44.25986696AKPVPWVEK 6 4506491 3xTMT6plex [N-Term; K2; K9] 1.502 1.72 1.46 3.872544527 25.63 0 1741.097938 3 581.0366211 -1.509512298 -0.00087607 54.2869211821361547 RNH1 ribonuclease inhibitor 6050 NP_002930.2 65.94360087 1 21 21 328 461 49.941 4.82 1.12 1.08 1.08 1.1 Significant 0.000149 VNPALAELNLR 12 21361547 1xTMT6plex [N-Term] 1.007 0.936 0.951 4.453034401 48.07 0 1438.857929 3 480.2910156 0.392411918 0.000188208 62.03571753LLCETLLEPGCQLESLWVK 28 21361547 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C3; C11] 1.367 1.26 1.258 4.734546185 45.62 0 2746.492366 3 916.1682129 -0.830447648 -0.000760273 110.7012847
WAELLPLLQQCQVVR 24 21361547 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.1 1.269 1.122 5.199052334 58.68 0 2082.173132 3 694.7286987 -0.763153923 -0.000529673 103.4758398ELSLAGNELGDEGAR 16 21361547 1xTMT6plex [N-Term] 0.959 0.896 0.893 5.920471668 70.7 0 1759.902372 2 880.4550171 0.218892646 0.000192615 48.24240912ELDLSNNCLGDAGILQLVESVR 10 21361547 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.613 1.261 1.015 6.82520628 72.13 0 2644.381346 3 882.1314697 -0.563477849 -0.000496683 107.3733382

LSLQNCCLTGAGCGVLSSTLR 10 21361547 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C6; C7; C13] 1.971 100 1.636 5.58477211 59 0 2496.257015 3 832.7553711 -2.185115041 -0.001818203 72.07128317
LQLEYCSLSAASCEPLASVLR 42 21361547 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C13] 1.255 1.283 1.418 7.121585369 72.53 0 2596.331225 3 866.1135864 -1.933128796 -0.001673014 90.73532498

SNELGDVGVHCVLQGLQTPSCK 14 21361547 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C11; C21] 1.236 1.1 1.211 6.28435421 56.19 0 2856.474819 3 952.8302002 0.430165157 0.000409585 65.71593866
VLWLADCDVSDSSCSSLAATLLANHSLR 18 21361547 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C14] 1.948 1.556 1.512 6.832084656 79.76 0 3290.634677 3 1097.547974 -1.61345214 -0.001769761 94.86094215ELTVSNNDINEAGVR 24 21361547 1xTMT6plex [N-Term] 0.941 0.888 0.849 4.827207565 76.61 0 1859.966035 2 930.4859009 -0.811860087 -0.000755016 40.03733579ELCQGLGQPGSVLR 16 21361547 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.111 1.104 1.051 5.196418762 48.88 0 1742.942069 2 871.9730225 -1.894032041 -0.001650594 60.42422243LGDVGMAELCPGLLHPSSR 8 21361547 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.988 0.874 0.844 5.855406284 53.38 0 2238.157224 3 752.0546265 -1.247757603 -0.000937545 61.97832238

LGDVGMAELCPGLLHPSSR 8 21361547 1xTMT6plex [N-Term]; 1xOxidation [M6]; 1xCarbamidomethyl [C10] 0.81 0.937 0.817 6.123127937 54.64 0 2254.152139 3 752.0546265 -1.247757603 -0.000937545 61.97832238
TLWIWECGITAK 12 21361547 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.08 1.285 1.165 4.143611908 33.02 0 1936.076662 3 646.0296631 -1.149521727 -0.000741854 90.51867379
LESCGVTSDNCR 22 21361547 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C11] 1.126 1.116 1.085 3.939949989 32.74 0 1626.741321 2 813.8739014 -0.488698243 -0.000397493 103.8069993
LDDCGLTEAR 14 21361547 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.082 1.044 0.868 4.66450119 45.32 0 1378.683395 2 689.8444824 -1.238214847 -0.000853553 33.59632292
DSPCQLEALK 12 21361547 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 0.988 0.947 1.047 4.349922657 49.87 0 1618.887464 2 809.9468994 -0.581678403 -0.000470836 49.41101001

DLCGIVASK 10 21361547 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.157 1.345 1.126 4.224577904 39.15 0 1420.823407 2 710.9140625 -1.800927538 -0.0012794 52.75767034
ELALGSNK 10 21361547 2xTMT6plex [N-Term; K8] 0.987 0.984 1.025 2.886809826 34.14 0 1289.782922 2 645.3952026 0.159990828 0.000103177 42.59450436
GCGDLCR 6 21361547 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C6] 1.193 1.322 1.23 2.244149446 23.73 0 1066.497115 2 533.7523193 0.231254142 0.000123316 21.3648484
VLCQGLK 6 21361547 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.106 1.09 1.062 3.264006615 36.65 0 1275.7859 2 638.3963013 -0.449645146 -0.000286825 46.47446138DISSALR 6 21361547 1xTMT6plex [N-Term] 0.824 0.83 0.922 2.940148592 35.95 0 990.5781255 2 495.7926636 -0.075704844 -3.75E-05 31.677152544506583 RPA1 replication protein A 70 kDa DNA-binding subunit 6117 NP_002936.1 46.91558442 1 24 24 148 616 68.095 7.21 1.24 1.16 1.22 1.21 Significant 0.000397

VVPIASLTPYQSK 20 4506583 2xTMT6plex [N-Term; K13] 1.473 1.155 1.265 4.99632597 92.65 0 1861.119906 2 931.0640259 0.466862887 0.000434444 71.75643344SGGVGGSNTNWK 6 4506583 2xTMT6plex [N-Term; K12] 1.216 1.189 1.051 4.548397541 50.66 0 1621.86984 2 811.4370728 -1.831695809 -0.001485386 30.28486731SLSVLSSSTIIANPDIPEAYK 4 4506583 2xTMT6plex [N-Term; K21] 1.254 0.959 6.274339199 46.61 0 2663.490769 3 888.5014648 -0.348260546 -0.000309196 83.98677468AAGPSLSHTSGGTQSK 4 4506583 2xTMT6plex [N-Term; K16] 0.796 1.136 4.723698616 35.61 0 1944.055074 3 648.6898193 -0.087076848 -5.64E-05 23.27564035
DSLVDIIGICK 10 4506583 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.273 1.145 1.222 3.828593493 53.72 0 1690.981364 2 845.9927368 -1.873011291 -0.001583614 81.72447877

KENCMYQACPTQDCNK 2 4506583 3xTMT6plex [N-Term; K1; K16]; 3xCarbamidomethyl [C4; C9; C14] 0.735 3.365849972 24.39 1 2734.302423 3 912.1062622 0.662030315 0.000603397 30.90940635
GWFDAEGQALDGVSISDLK 14 4506583 2xTMT6plex [N-Term; K19] 1.228 1.157 1.086 5.82104826 72.21 0 2466.291675 3 822.7679443 -0.971297195 -0.000798501 88.1276443VGQLSEGAIAAIMQK 3 4506583 2xTMT6plex [N-Term; K15] 1.077 0.943 0.939 41.88 0 1974.145803 3 658.7199097 -0.317912736 -0.000209202 88.52700215ATAFNEQVDKFFPLIEVNK 6 4506583 3xTMT6plex [N-Term; K10; K19] 1.56 1.81 5.563203335 14.79 1 2897.637991 4 725.1629028 -2.833297983 -0.002052468 98.38661851GDTNIKPILQVINIRPITTGNSPPR 5 4506583 2xTMT6plex [N-Term; K6] 1.842 1.327 1.696 5.563948631 8.78 0 3172.857036 4 793.9680176 -2.141895277 -0.001698982 84.80128213VKVETYNDESR 6 4506583 2xTMT6plex [N-Term; K2] 1.147 1.584 1.296 3.674529076 19.83 1 1797.974699 3 599.996582 0.274922528 0.000164768 26.78880944DKNEQAFEEVFQNANFR 2 4506583 2xTMT6plex [N-Term; K2] 1.372 4.55034399 5.85 1 2544.288321 3 848.7672119 -0.486858271 -0.000412903 68.33912222VVTATLWGEDADKFDGSR 6 4506583 2xTMT6plex [N-Term; K13] 1.156 1.342 1.247 5.934551716 16.39 1 2425.27636 3 809.0968018 -0.209273702 -0.000169182 67.91601566ATAFNEQVDK 8 4506583 2xTMT6plex [N-Term; K10] 1.194 1.21 1.201 4.662510395 56.38 0 1580.868443 2 790.9368286 -1.30439914 -0.001031042 37.95304367SENLGQGDKPDYFSSVATVVYLR 2 4506583 2xTMT6plex [N-Term; K9] 100 3.987947226 19.43 0 3003.582772 3 1001.863647 -2.124961312 -0.002127499 78.76883915FFPLIEVNK 22 4506583 2xTMT6plex [N-Term; K9] 1.262 1.115 1.188 3.669651985 51.8 0 1564.950322 2 782.9788818 0.105512535 8.26E-05 90.09672784VETYNDESR 2 4506583 1xTMT6plex [N-Term] 1.194 3.472207785 36.39 0 1341.64839 2 671.3276367 -0.29284312 -0.000196446 19.00492145NIYLMDTSGK 4 4506583 2xTMT6plex [N-Term; K10] 1.044 1.49 3.566565752 34.68 0 1599.88165 2 800.4447632 0.374907224 0.000299904 54.42681303ATVMDVKPVDYR 5 4506583 2xTMT6plex [N-Term; K7] 1.217 1.873 0.994 3.793619394 6.91 0 1852.040276 3 618.0184937 0.352026379 0.000217322 48.35363873

SKDSLVDIIGICK 5 4506583 3xTMT6plex [N-Term; K2; K13]; 1xCarbamidomethyl [C12] 1.108 1.213 1.441 2.500199556 6.88 1 2135.271288 4 534.5723877 -1.670349229 -0.000891662 74.74313769
SAEAVGVK 2 4506583 2xTMT6plex [N-Term; K8] 1.353 2.538863659 8.78 0 1218.745809 2 609.875061 -2.431269644 -0.00148155 29.79341141FIVNTLK 2 4506583 2xTMT6plex [N-Term; K7] 1.217 2.63060379 25.35 0 1292.83423 2 646.9211426 0.60246413 0.000389443 64.18101891VSDFGGR 4 4506583 1xTMT6plex [N-Term] 1.159 1.182 2.549486399 18.59 0 966.5206107 2 483.7638245 -0.246631284 -0.000119187 24.46778699QPVLAIK 4 4506583 2xTMT6plex [N-Term; K7] 1.132 1.087 2.157892466 11.05 0 1226.823665 2 613.9143677 -1.798350081 -0.001103129 50.829102994506587 RPA3 replication protein A 14 kDa subunit 6119 NP_002938.1 61.15702479 1 5 5 41 121 13.56 5.08 1.12 1.08 1.02 1.07 Significant 0.000732

ATILCTSYVQFK 12 4506587 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.2 1.288 1.171 5.136378288 59.59 0 1889.060677 2 945.0325317 -1.530010906 -0.001445142 72.43803508
INAGMLAQFIDKPVCFVGR 8 4506587 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C15] 0.848 0.831 1.123 5.218677998 30.57 0 2594.435126 3 865.4824219 -0.930296917 -0.000804532 102.4044074IIHDFPQFYPLGIVQHD 12 4506587 1xTMT6plex [N-Term] 1.009 0.933 0.981 5.957250118 34.14 0 2268.201455 3 756.7384644 -0.271137113 -0.000204998 88.61412002EDSHPFDLGLYNEAVK 7 4506587 2xTMT6plex [N-Term; K16] 1.152 1.03 1.067 6.191754341 32.86 0 2292.191233 3 764.7339478 -1.720200402 -0.001314343 69.0213505MFILSDGEGK 2 4506587 2xTMT6plex [N-Term; K10]; 1xOxidation [M1] 0.724 2.704996109 18.35 0 1570.855101 2 785.9302979 -1.13452022 -0.000891083 51.4946222915431293 RPL15 60S ribosomal protein L15 isoform 1 6138 NP_002939.2 48.03921569 1 10 10 102 204 24.131 11.62 1.03 1.03 1.06 1.04 Significant 0.0000924 FFEVILIDPFHK 12 15431293 2xTMT6plex [N-Term; K12] 1.023 1.148 1.129 4.61079073 35.4 0 1963.145727 3 655.0532227 -0.311943857 -0.00020413 109.3715972VLNSYWVGEDSTYK 24 15431293 2xTMT6plex [N-Term; K14] 1.081 1.209 1.127 4.727217197 52.99 0 2119.111192 3 707.0410156 -1.273309777 -0.000899428 66.30635295GATYGKPVHHGVNQLK 12 15431293 3xTMT6plex [N-Term; K6; K16] 1.075 1.051 1.094 5.541573524 35.8 0 2393.402059 3 798.4727783 0.719841838 0.00057429 28.19639051NPDTQWITKPVHK 6 15431293 3xTMT6plex [N-Term; K9; K13] 1.095 1.081 1.045 4.160319328 18.12 0 2251.316598 4 563.5836182 -1.756822543 -0.000988791 47.26116411SLQSVAEER 18 15431293 1xTMT6plex [N-Term] 0.961 0.903 1.171 3.521476269 61.81 0 1247.679296 2 624.3443604 1.721686921 0.001074057 27.21924409GAYKYIQELWR 1 15431293 2xTMT6plex [N-Term; K4] 1.117 6.02 1 1885.073625 3 629.0293579 -0.05534507 -3.48E-05 74.24663659GLTSAGR 6 15431293 1xTMT6plex [N-Term] 0.785 1.096 1.014 2.730413437 29.64 0 890.5256961 2 445.766571 0.190213314 8.47E-05 17.75168693FHHTIGGSR 5 15431293 1xTMT6plex [N-Term] 0.926 0.92 0.877 2.659764767 26.93 0 1240.67482 3 414.2290039 -1.903279741 -0.000787117 15.98336862YIQELWR 16 15431293 1xTMT6plex [N-Term] 0.863 0.967 1.015 2.635700464 23.4 0 1236.693824 2 618.8495483 -1.62035281 -0.00100194 60.99290917QGYVIYR 2 15431293 1xTMT6plex [N-Term] 1.472 2.5116961 15.61 0 1127.64106 2 564.3236084 -0.993182285 -0.000559977 32.5187641427436901 MRPL12 39S ribosomal protein L12, mitochondrial 6182 NP_002940.2 39.8989899 1 5 5 135 198 21.335 8.87 0.77 0.56 0.75 0.69 Significant 0.00919 NYIQGINLVQAK 14 27436901 2xTMT6plex [N-Term; K12] 0.746 0.782 0.733 5.080371857 71.4 0 1819.084189 2 910.0447998 -1.026055108 -0.00093324 65.0481716

IQDVGLVPMGGVMSGAVPAAAAQEAVEEDIPIAK 10 27436901 2xTMT6plex [N-Term; K34]; 2xOxidation [M9; M13] 0.729 0.714 0.647 4.512383461 46.52 0 3824.022583 4 948.7645264 0.928926246 0.00088063 105.6344469
IQDVGLVPMGGVMSGAVPAAAAQEAVEEDIPIAK 51 27436901 2xTMT6plex [N-Term; K34]; 1xOxidation [M] 0.687 0.652 0.676 5.073082924 32.72 0 3808.027668 4 948.7645264 0.928926246 0.00088063 105.6344469IQDVGLVPMGGVMSGAVPAAAAQEAVEEDIPIAK 14 27436901 2xTMT6plex [N-Term; K34] 0.66 0.67 5.322951317 49.29 0 3792.032753 4 948.7645264 0.928926246 0.00088063 105.6344469AALEAVGGTVVLE 22 27436901 1xTMT6plex [N-Term] 0.699 0.669 0.732 3.610348463 78.97 0 1457.841276 2 729.4237061 -0.782211784 -0.00057017 109.3589819KLVESLPQEIK 12 27436901 3xTMT6plex [N-Term; K1; K11] 0.743 0.277 0.742 5.542446136 29.57 1 1971.245724 3 657.7529907 -0.662313184 -0.000435194 58.39355824LTEAKPVDK 12 27436901 3xTMT6plex [N-Term; K5; K9] 0.956 1.03 0.85 2.546092987 14.48 0 1688.056133 2 844.5315552 -0.177256213 -0.000149609 40.09285596

4506675 RPN1 dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 precursor 6184 NP_002941.1 62.27347611 1 33 33 522 607 68.527 6.38 1.24 1.2 1.22 1.22 Significant 0.0000896
VTAEVVLAHLGGGSTSR 8 4506675 1xTMT6plex [N-Term] 1.32 1.193 1.234 6.48418808 60.06 0 1883.054791 3 628.3562622 -0.295938763 -0.000185756 63.23700285GEDEEENNLEVR 16 4506675 1xTMT6plex [N-Term] 1.081 1.014 1.055 4.730770111 67.38 0 1661.781589 2 831.3936157 -0.983092302 -0.000816842 99.33057522QFVVFEGNHYFYSPYPTK 8 4506675 2xTMT6plex [N-Term; K18] 1.206 1.856 1.255 5.455457687 55.7 0 2681.380431 3 894.4628296 -2.422338283 -0.00216507 72.87072365VIEVSHWGNIAVEENVDLK 16 4506675 2xTMT6plex [N-Term; K19] 1.491 1.345 1.441 5.304397583 43.02 0 2609.433923 3 870.4821167 -0.814706333 -0.000708641 74.58206282ISVIVETVYTHVLHPYPTQITQSEK 23 4506675 2xTMT6plex [N-Term; K25] 1.669 1.724 1.652 7.756899357 52.41 0 3340.855699 4 835.9691162 -0.318456212 -0.000265979 110.8717108

VACITEQVLTLVNKR 12 4506675 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 1.253 1.831 2.227 5.821063995 37.79 1 2202.304429 3 734.7719116 -1.474753751 -0.001082619 98.2849216
THYIVGYNLPSYEYLYNLGDQYALK 28 4506675 2xTMT6plex [N-Term; K25] 1.407 1.46 1.368 7.336479664 60.16 0 3455.792764 3 1152.60144 -0.86701696 -0.000998744 92.76290837NIEIDSPYEISR 12 4506675 1xTMT6plex [N-Term] 1.174 1.331 1.297 4.487503052 47.03 0 1664.869281 2 832.9379272 -0.42256039 -0.000351754 51.70921202ATSFLLALEPELEAR 41 4506675 1xTMT6plex [N-Term] 1.28 1.219 1.18 5.541223526 71.41 0 1889.058145 2 945.0324707 -0.254049221 -0.000239957 99.63073282VHYENNSPFLTITSMTR 10 4506675 1xTMT6plex [N-Term] 1.132 1.317 1.282 6.273956776 39.53 0 2239.137868 3 747.0518188 1.355464981 0.001011691 66.12992738TILPAAAQDVYYR 12 4506675 1xTMT6plex [N-Term] 1.123 0.926 0.953 4.22413969 52.75 0 1709.942387 2 855.4747314 -0.117266743 -0.00010026 59.40926797NLVEQHIQDIVVHYTFNK 6 4506675 2xTMT6plex [N-Term; K18] 1.182 1.549 5.433970451 42.15 0 2655.465892 4 664.6223145 0.578543488 0.000384076 81.85541654TVDLSSHLAK 6 4506675 2xTMT6plex [N-Term; K10] 1.477 1.356 1.125 4.738787651 56.28 0 1528.909914 2 764.958252 -0.448897443 -0.000343162 43.58783553

VACITEQVLTLVNK 40 4506675 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 1.123 1.071 1.163 5.271989822 62.71 0 2046.203319 2 1023.603394 -1.861017715 -0.00190401 104.4013546ALTSEIALLQSR 24 4506675 1xTMT6plex [N-Term] 1.276 1.283 1.083 5.225292683 65.5 0 1530.905273 2 765.9560547 -0.287597807 -0.000220142 69.82434325DVPAYSQDTFK 22 4506675 2xTMT6plex [N-Term; K11] 1.189 1.379 1.254 4.664108276 63.92 0 1728.920872 2 864.9644165 0.395771619 0.000342129 47.7990058FVDHVFDEQVIDSLTVK 29 4506675 2xTMT6plex [N-Term; K17] 1.14 1.181 1.201 6.43804121 42.53 0 2449.337897 2 1225.173828 1.013506549 0.00124121 87.90954629SEDLLDYGPFR 24 4506675 1xTMT6plex [N-Term] 1.275 1.159 1.058 4.170665264 44.24 0 1540.784489 2 770.8961182 0.305356218 0.000235244 67.2608181QPDSGISSIR 10 4506675 1xTMT6plex [N-Term] 1.177 1.352 1.133 3.56538105 31.26 0 1288.705845 2 644.8565674 0.010154082 6.54E-06 28.10389504LKTEGSDLCDR 12 4506675 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C9] 1.79 1.59 1.496 3.731890678 28.58 1 1751.936205 2 876.4707642 -1.114874892 -0.000976595 29.77309571
LPVALDPGAK 33 4506675 2xTMT6plex [N-Term; K10] 1.335 1.191 1.246 3.233918428 39.69 0 1438.903372 2 719.9543457 -1.360038338 -0.000978482 61.83139716DISTLNSGK 6 4506675 2xTMT6plex [N-Term; K9] 1.277 1.041 1.069 4.294374466 53.75 0 1392.809865 2 696.9086914 0.172990231 0.000120471 35.08971355LAHLGVQVK 10 4506675 2xTMT6plex [N-Term; K9] 1.123 1.13 1.089 4.340638638 43.25 0 1422.919691 3 474.9776001 -1.014468379 -0.000481169 50.10950707TEGSDLCDR 8 4506675 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.124 0.797 0.889 3.743744135 43.69 0 1281.594246 2 641.300415 -0.5403753 -0.000346271 17.57052513DTYIENEK 10 4506675 2xTMT6plex [N-Term; K8] 1.098 1.318 1.327 3.237732887 38.23 0 1469.788795 2 735.3974609 -0.782537602 -0.000575083 32.64511267HFDETVNR 12 4506675 1xTMT6plex [N-Term] 1.156 1.264 1.201 3.660938501 38.31 0 1246.637766 3 416.2174072 -0.077913822 -3.24E-05 19.12405933FPLFGGWK 12 4506675 2xTMT6plex [N-Term; K8] 1.274 1.297 1.28 2.926046371 38.21 0 1409.834564 2 705.4205322 -0.550551742 -0.000388093 92.39557684IILPEGAK 26 4506675 2xTMT6plex [N-Term; K8] 1.274 1.247 1.174 2.675624132 24.64 0 1298.844794 2 649.9258423 -0.297464092 -0.00019318 55.38349579SLETEHK 14 4506675 2xTMT6plex [N-Term; K7] 1.15 1.14 1.193 3.458501339 37.43 0 1301.746537 3 434.5866699 -0.829857691 -0.000360088 20.00571784NVESYTK 12 4506675 2xTMT6plex [N-Term; K7] 1.104 1.128 1.347 3.250573635 35.28 0 1298.735638 2 649.8709106 -0.841650068 -0.00054654 29.23392337DISTLNSGKK 2 4506675 3xTMT6plex [N-Term; K9; K10] 1.99 2.794 3.033059597 1 1750.06776 3 584.0263672 -1.835298937 -0.001070632 35.23418727HTGAVLK 6 4506675 2xTMT6plex [N-Term; K7] 1.372 1.252 100 2.324730158 28.85 0 1183.756314 2 592.3809814 -1.374817905 -0.000813725 23.17274004IDHILDAL 12 4506675 1xTMT6plex [N-Term] 1.102 1.141 1.146 2.153861761 37.72 0 1138.66694 2 569.8364868 -1.092037665 -0.000621734 78.40981964

35493916 RPN2 dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2 isoform 1 precursor 6185 NP_002942.2 44.69096672 1 19 19 351 631 69.241 5.69 1.15 1.18 1.17 1.17 Significant 0.0000571
FPEEEAPSTVLSQNLFTPK 19 35493916 2xTMT6plex [N-Term; K19] 1.099 1.054 1.133 4.78736496 53.29 0 2592.39614 3 864.8032227 -0.395603602 -0.000341854 84.44435728ISTEVGITNVDLSTVDKDQSIAPK 16 35493916 3xTMT6plex [N-Term; K17; K24] 1.263 1.22 1.165 7.191096306 41.08 1 3217.813449 3 1073.276123 0.114093197 0.000122377 71.70472639EDQVIQLMNAIFSK 12 35493916 2xTMT6plex [N-Term; K14] 0.953 1.096 0.919 5.161157608 53.34 0 2094.166933 3 698.7255859 -2.257755782 -0.001576039 112.5894696KNFESLSEAFSVASAAAVLSHNR 16 35493916 2xTMT6plex [N-Term; K1] 1.314 1.331 1.352 9.014977455 72.59 1 2893.557226 3 965.1921387 1.602565722 0.001545705 90.75063511EETVLATVQALQTASHLSQQADLR 16 35493916 1xTMT6plex [N-Term] 0.74 1.013 0.986 7.983370781 59.34 0 2838.515865 3 946.8416138 -1.964805437 -0.001859044 92.49532416TSFTPVGDVFELNFMNVK 20 35493916 2xTMT6plex [N-Term; K18]; 1xOxidation [M15] 1.297 1.32 1.215 5.361025333 50.83 0 2519.325618 3 835.1159058 0.982956488 0.000820222 105.4379951TSFTPVGDVFELNFMNVK 27 35493916 2xTMT6plex [N-Term; K18] 1.348 1.279 1.042 5.654642582 51.31 0 2503.330703 3 835.1159058 0.982956488 0.000820222 105.4379951

SNLDPSNVDSLFYAAQASQALSGCEISISNETK 15 35493916 2xTMT6plex [N-Term; K33]; 1xCarbamidomethyl [C24] 1.382 2.382 1.572 6.135088921 46.21 0 3974.969361 4 994.496582 -1.223311316 -0.001215656 92.63689072
YHVPVVVVPEGSASDTHEQAILR 18 35493916 1xTMT6plex [N-Term] 1.225 1.206 1.161 7.678046227 70.46 0 2732.456894 4 683.8688965 -1.148355718 -0.000784458 57.60003791SIVEEIEDLVAR 40 35493916 1xTMT6plex [N-Term] 1.075 1.189 1.273 4.996315479 70.31 0 1601.894768 3 534.6365967 0.292727757 0.000156306 106.7294315NFESLSEAFSVASAAAVLSHNR 6 35493916 1xTMT6plex [N-Term] 1.225 1.279 1.052 9.361436844 64.88 0 2536.299331 3 846.104248 -0.44939466 -0.000379933 98.84211592LSKEETVLATVQALQTASHLSQQADLR 26 35493916 2xTMT6plex [N-Term; K3] 1.25 1.544 1.492 9.568666458 63.62 1 3395.889852 4 849.7272949 -0.736956323 -0.000625656 100.6329225NPILWNVADVVIK 24 35493916 2xTMT6plex [N-Term; K13] 1.122 1.146 1.157 4.961601257 50.17 0 1939.17809 2 970.0918579 -0.851200669 -0.000825315 103.2607857LQVTNVLSQPLTQATVK 24 35493916 2xTMT6plex [N-Term; K17] 1.169 1.215 1.189 5.774147511 68.35 0 2298.379702 3 766.7987061 0.810316094 0.000620805 80.84472189TGQEVVFVAEPDNK 10 35493916 2xTMT6plex [N-Term; K14] 1.36 1.027 1.296 4.579268932 60.87 0 1991.084977 2 996.0471802 1.057986769 0.001053271 54.84452601YIANTVELR 12 35493916 1xTMT6plex [N-Term] 1.226 1.385 1.169 3.478481054 56.29 0 1307.752067 2 654.3794556 -0.33071803 -0.000216249 46.70565537EDQVIQLMNAIFSK 3 35493916 2xTMT6plex [N-Term; K14]; 1xOxidation [M8] 0.998 0.918 3.101919174 11.54 0 2110.161848 3 698.7255859 -2.257755782 -0.001576039 112.5894696LMDHVGTEPSIK 6 35493916 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 0.886 0.911 1.043 3.353359938 22.28 0 1800.992992 3 601.00177 -1.24086069 -0.000744927 36.81195897
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MLAQQAVK 17 35493916 2xTMT6plex [N-Term; K8] 1.08 1.171 1.15 3.435822725 41.58 0 1346.823013 2 673.9146729 -0.70085443 -0.000471963 39.36156235QEIQHLFR 12 35493916 1xTMT6plex [N-Term] 1.305 1.265 1.171 3.793055534 47.29 0 1299.737086 3 433.916687 -1.214018482 -0.000525968 37.74008189FELDTSER 12 35493916 1xTMT6plex [N-Term] 0.944 1.106 1.173 3.422424316 33.7 0 1225.626198 2 613.3161621 -0.938451913 -0.000575096 39.9158611215055539 RPS2 40S ribosomal protein S2 6187 NP_002943.2 58.36177474 1 18 18 309 293 31.305 10.24 0.98 0.98 1.03 1 Significant 0.00028 SPYQEFTDHLVK 28 15055539 2xTMT6plex [N-Term; K12] 1.006 0.999 1.037 5.4404006 47.2 0 1922.042384 2 961.5245361 -0.3062026 -0.000294267 58.64506912
LLMMAGIDDCYTSAR 9 15055539 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C10] 0.703 0.82 0.822 2.914707661 47.72 0 1961.933221 3 649.3174438 -0.271163289 -0.000175889 74.77432979
LLMMAGIDDCYTSAR 24 15055539 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.834 0.808 0.996 5.154481411 68.53 0 1945.938306 3 649.3174438 -0.271163289 -0.000175889 74.77432979SLEEIYLFSLPIK 21 15055539 2xTMT6plex [N-Term; K13] 1.14 1.07 1.105 3.751815796 27.5 0 2010.192737 3 670.736084 0.478522834 0.000320641 107.7760354GTGIVSAPVPK 26 15055539 2xTMT6plex [N-Term; K11] 0.988 1.004 1.034 4.175221443 66.83 0 1483.924835 2 742.4664917 0.587185022 0.000435669 47.69949988

KLLMMAGIDDCYTSAR 18 15055539 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C11] 1.644 1.534 1.612 6.220098972 35.12 1 2303.196201 3 768.4033203 -0.344405092 -0.000264411 71.46080993
KLLMMAGIDDCYTSAR 13 15055539 2xTMT6plex [N-Term; K1]; 1xOxidation [M]; 1xCarbamidomethyl [C11] 1.295 1.183 1.509 3.468674183 25.41 1 2319.191116 3 768.4033203 -0.344405092 -0.000264411 71.46080993

ESEIIDFFLGASLK 10 15055539 2xTMT6plex [N-Term; K14] 0.846 0.745 0.863 4.318921566 36.81 0 2027.146515 3 676.3865967 -0.630463032 -0.000426014 112.4494345
GCTATLGNFAK 22 15055539 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 0.955 1.008 1.006 4.643058777 78.93 0 1597.877234 2 799.4417114 -0.680501865 -0.000543679 49.8524936
TYSYLTPDLWK 29 15055539 2xTMT6plex [N-Term; K11] 1.094 1.058 1.055 4.930762768 59.93 0 1845.019858 2 923.0122681 -1.408319361 -0.001299189 77.30692063AEDKEWMPVTK 11 15055539 3xTMT6plex [N-Term; K4; K11] 0.981 1.105 1.061 4.242199898 32.35 1 2021.134459 2 1011.070862 -0.006178306 -6.24E-06 52.83479907

KLLMMAGIDDCYTSAR 3 15055539 2xTMT6plex [N-Term; K1]; 2xOxidation [M4; M5]; 1xCarbamidomethyl [C11] 1.189 1.988 2.503411531 7.45 1 2335.186031 3 768.4033203 -0.344405092 -0.000264411 71.46080993
AEDKEWMPVTK 13 15055539 3xTMT6plex [N-Term; K4; K11]; 1xOxidation [M7] 0.943 1.014 1.05 2.645783424 10.95 1 2037.129374 2 1011.070862 -0.006178306 -6.24E-06 52.83479907

ATFDAISK 8 15055539 2xTMT6plex [N-Term; K8] 1.046 1.074 1.028 3.48366785 43.83 0 1310.772023 2 655.8890381 -0.933585782 -0.000611859 57.75483848
IGKPHTVPCK 12 15055539 3xTMT6plex [N-Term; K3; K10]; 1xCarbamidomethyl [C9] 0.798 0.863 0.897 3.220571041 9.07 0 1824.113271 4 456.7837524 -0.049949954 -2.28E-05 34.52164034

GAIILAK 14 15055539 2xTMT6plex [N-Term; K7] 1.034 0.988 1.064 3.122109175 43.4 0 1143.786551 2 572.3967285 -0.324211497 -0.000185414 52.19209865LSIVPVR 22 15055539 1xTMT6plex [N-Term] 0.988 1.033 1.176 2.587916851 36.14 0 1012.671632 2 506.8395691 0.226671298 0.000114772 54.20593953AFVAIGDYNGHVGLGVK 1 15055539 2xTMT6plex [N-Term; K17] 0.116 2.490988731 0 2175.232644 3 725.7474365 -2.247184778 -0.001629383 72.45443903TQAPAVATT 6 15055539 1xTMT6plex [N-Term] 0.991 0.963 0.975 2.184526205 48.86 0 1088.614905 2 544.8111572 0.122112167 6.65E-05 24.66053643EWMPVTK 4 15055539 2xTMT6plex [N-Term; K7] 0.761 0.696 2.920277596 15.14 0 1348.769915 2 674.8877563 -1.244656089 -0.000839377 55.07892344EVATAIR 12 15055539 1xTMT6plex [N-Term] 1.165 1.144 1.103 2.563029289 39.62 0 988.598861 2 494.803009 -0.12091213 -5.98E-05 25.32246514LLMMAGIDDCYTSAR 1 15055539 1xTMT6plex [N-Term]; 2xOxidation [M3; M4]; 1xCarbamidomethyl [C10] 1.079 2.458384514 0 1977.928136 3 649.3174438 -0.271163289 -0.000175889 74.77432979
CGSVLVR 2 15055539 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.062 1.987897992 17.62 0 1019.586916 2 510.2977295 1.241624774 0.000632972 25.57841264506761 S100A10 protein S100-A10 6281 NP_002957.1 55.67010309 1 7 7 206 97 11.196 7.37 0.83 0.79 0.79 0.81 Significant 0.000275 PSQMEHAMETMMFTFHK 16 4506761 2xTMT6plex [N-Term; K17] 0.961 0.879 0.869 40.09 0 2541.216284 4 640.0579224 -0.523819415 -0.000334879 71.81180434MPSQMEHAMETMMFTFHK 4 4506761 2xTMT6plex [N-Term; K18] 0.76 0.887 6.307902813 32.88 0 2672.256769 4 668.8187866 -1.291812847 -0.000863014 94.7048307EFPGFLENQKDPLAVDK 64 4506761 3xTMT6plex [N-Term; K10; K17] 0.951 0.929 0.993 6.063846588 35.43 1 2634.474614 2 1317.741333 0.294140479 0.000387453 75.56622979

PSQMEHAMETMMFTFHK 9 4506761 2xTMT6plex [N-Term; K17]; 3xOxidation [M8; M] 0.935 0.916 0.903 25.67 0 2589.201029 4 640.0579224 -0.523819415 -0.000334879 71.81180434
PSQMEHAMETMMFTFHK 5 4506761 2xTMT6plex [N-Term; K17]; 1xOxidation [M] 0.819 0.948 0.841 42.01 0 2557.211199 4 640.0579224 -0.523819415 -0.000334879 71.81180434PSQMEHAMETMMFTFHK 6 4506761 2xTMT6plex [N-Term; K17]; 2xOxidation [M] 0.983 0.965 36.83 0 2573.206114 4 640.0579224 -0.523819415 -0.000334879 71.81180434FAGDKGYLTK 27 4506761 3xTMT6plex [N-Term; K5; K10] 1.538 1.686 1.535 4.116761208 40.15 1 1787.067032 2 894.0374146 0.291260234 0.000260251 57.71785013EFPGFLENQK 29 4506761 2xTMT6plex [N-Term; K10] 0.623 0.617 0.563 3.735480785 47.16 0 1666.920478 2 833.9633179 -0.671386444 -0.000559574 64.26924431MPSQMEHAMETMMFTFHK 4 4506761 2xTMT6plex [N-Term; K18]; 1xOxidation [M] 0.883 5.26047802 19.15 0 2688.251684 4 668.8187866 -1.291812847 -0.000863014 94.7048307
PSQMEHAMETMMFTFHK 8 4506761 2xTMT6plex [N-Term; K17]; 4xOxidation [M4; M8; M11; M12] 0.705 0.71 0.984 27.85 0 2605.195944 4 640.0579224 -0.523819415 -0.000334879 71.81180434

MPSQMEHAMETMMFTFHK 12 4506761 2xTMT6plex [N-Term; K18]; 3xOxidation [M] 1.125 1.802996397 3.33 0 2720.241514 4 668.8187866 -1.291812847 -0.000863014 94.7048307
DLDQCRDGK 6 4506761 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 2.641 2.672 2.498 2.836012363 6.93 1 1564.815362 3 522.2767334 0.182363568 9.51E-05 19.26100978

DPLAVDK 15 4506761 2xTMT6plex [N-Term; K7] 0.543 0.6 0.596 3.065279722 36.95 0 1215.73491 2 608.3703613 -1.203785248 -0.000731742 44.39064175
MPSQMEHAMETMMFTFHK 1 4506761 2xTMT6plex [N-Term; K18]; 2xOxidation [M9; M12] 0.896 2.46538043 0 2704.246599 4 668.8187866 -1.291812847 -0.000863014 94.7048307

239735519 SBF1 myotubularin-related protein 5 6305 NP_002963.2 5.758055996 1 8 8 33 1893 210.916 7.11 0.84 0.79 0.86 0.83 Significant 0.000628 LDEGTVQWIVDQAAAK 6 239735519 2xTMT6plex [N-Term; K16] 0.82 0.941 0.908 3.829993248 14.53 0 2202.217054 3 734.7431641 -0.960378768 -0.000704988 92.61118838GVPYRPTDLFDELVAHEVAR 6 239735519 1xTMT6plex [N-Term] 1.004 0.989 0.881 6.055190086 24.99 0 2513.334988 4 629.0888062 -0.63391893 -0.000398313 82.89834293
VCTESGVTSDHLK 6 239735519 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.013 1.027 0.999 3.795777082 33.87 0 1890.999533 3 631.0048218 0.20027611 0.000126241 46.61498413

AQNAPSPGQSQADSSSLEQEK 4 239735519 2xTMT6plex [N-Term; K21] 0.456 1.515 4.119833946 47.12 0 2617.310573 3 873.1083374 -0.04342357 -3.79E-05 32.66105433LLPGEECVLDGLR 2 239735519 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.974 4.009861946 30.41 0 1699.925022 2 850.4619751 -4.911325251 -0.004174442 74.91923547TFLLDSDYER 2 239735519 1xTMT6plex [N-Term] 1.784 3.46065855 5.61 0 1487.75794 2 744.3815918 -1.366590757 -0.001016578 53.7143792LLEELQR 6 239735519 1xTMT6plex [N-Term] 0.306 0.303 0.314 2.982099771 31.53 0 1129.67784 2 565.3424683 -0.158989188 -8.98E-05 49.51002461AALYILGDK 1 239735519 2xTMT6plex [N-Term; K9] 0.915 2.648062229 0 1421.876823 2 711.4408569 -1.677650817 -0.001192706 71.29601738171543895 ATXN2 ataxin-2 isoform 1 6311 NP_002964.3 11.1195735 1 10 10 23 1313 140.196 9.57 0.79 1.08 1.05 0.97 Significant 0.00883 STSHTSDFNPNSGSDQR 4 171543895 1xTMT6plex [N-Term] 1.246 1.186 6.592918873 56.27 0 2065.937254 3 689.3164063 -1.25299546 -0.00086287 16.34626599RGPEVTSQGVQTSSPACK 4 171543895 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C17] 0.836 0.856 6.386065483 44.76 1 2347.244014 3 783.0859375 -0.321513228 -0.000251557 27.66359858
ANQLAEEIESSAQYK 2 171543895 2xTMT6plex [N-Term; K15] 1.181 3.88525486 34.44 0 2139.133384 3 713.715271 -0.992968337 -0.000708031 66.83474802GSISSGLEFVSHNPPSEAATPPVAR 2 171543895 1xTMT6plex [N-Term] 100 5.052669525 30.78 0 2736.415423 3 912.8096924 -0.328558141 -0.000299691 59.10723885ENIKPNETSPSFSK 2 171543895 3xTMT6plex [N-Term; K4; K14] 0.673 3.216130733 15.03 0 2265.269373 3 755.7605591 -0.992766659 -0.000749628 40.99692761GISPVVSEHR 2 171543895 1xTMT6plex [N-Term] 1.026 3.054690123 22.43 0 1309.742565 3 437.2521362 -0.541716069 -0.000236503 25.30280189GLPQSTISFDGIYANMR 2 171543895 1xTMT6plex [N-Term] 1.308 2.640058756 31.42 0 2099.079291 2 1050.042725 -0.532700815 -0.000559091 75.6503634EVISWGSGR 2 171543895 1xTMT6plex [N-Term] 1.263 2.913310766 15.15 0 1219.663252 2 610.3347168 -0.897851311 -0.000547538 41.21730072VALENDDRSEEEK 1 171543895 2xTMT6plex [N-Term; K13] 0.667 2.385961294 1 1992.028584 3 664.6803589 -1.034638689 -0.00068701 29.71634967DKIEPSAK 2 171543895 3xTMT6plex [N-Term; K2; K8] 1.291 2.381781816 1.56 1 1574.972069 3 525.6624756 0.510794971 0.000268163 29.46170827

19923233 SCP2 non-specific lipid-transfer protein isoform 1 precursor 6342 NP_002970.2 25.2285192 1 15 15 159 547 58.956 6.89 0.98 0.98 1.01 0.99 Significant 0.000102
WVINPSGGLISK 12 19923233 2xTMT6plex [N-Term; K12] 1.229 1.163 1.155 4.124523163 43.45 0 1729.041262 3 577.0184326 -0.299292127 -0.000172496 75.40355809

KADCTITMADSDFLALMTGK 10 19923233 3xTMT6plex [N-Term; K1; K20]; 1xCarbamidomethyl [C4] 1.035 1.108 0.886 5.439591408 38.46 1 2876.517484 4 719.8833618 -2.039429417 -0.001466614 97.8680529
LQNLQLQPGNAK 14 19923233 2xTMT6plex [N-Term; K12] 0.927 0.945 0.976 4.781333447 59.58 0 1782.063788 2 891.5350342 -0.559262037 -0.00049832 52.26176263

ADCTITMADSDFLALMTGK 10 19923233 2xTMT6plex [N-Term; K19]; 1xOxidation [M7]; 1xCarbamidomethyl [C3] 1.002 1.051 1.05 5.053796291 39.78 0 2535.254504 2 1260.134155 0.573599831 0.000722523 108.4778387
ADCTITMADSDFLALMTGK 28 19923233 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C3] 0.925 0.95 0.924 5.974957943 60.81 0 2519.259589 2 1260.134155 0.573599831 0.000722523 108.4778387

MNPQSAFFQGK 18 19923233 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 0.95 1.094 0.969 4.299972534 64.22 0 1728.914347 2 864.9602051 -0.702113295 -0.000606947 47.33533972ITGNMGLAMK 7 19923233 2xTMT6plex [N-Term; K10] 0.928 0.806 0.979 4.542638779 49.05 0 1493.858412 2 747.4291382 -4.961937994 -0.003706216 58.41465501EATWVVDVK 16 19923233 2xTMT6plex [N-Term; K9] 0.891 0.948 0.92 3.7300632 52.51 0 1504.877551 2 752.9415894 -1.095636693 -0.0008244 61.15730482KIGGIFAFK 6 19923233 3xTMT6plex [N-Term; K1; K9] 1.522 1.455 1.546 3.967863083 23.7 1 1668.08156 3 556.6963501 -4.234149697 -0.002354302 72.50859762GSVLPNSDKK 12 19923233 3xTMT6plex [N-Term; K9; K10] 1.027 0.966 0.968 3.345361948 8.63 1 1732.057196 3 578.0231323 -1.357823142 -0.000783942 35.03427648IGGIFAFK 12 19923233 2xTMT6plex [N-Term; K8] 0.854 0.906 0.877 3.397097826 34.82 0 1310.823665 2 655.9150391 -0.658734674 -0.000431742 83.02375829LEEEGEQFVK 2 19923233 2xTMT6plex [N-Term; K10] 0.944 3.724855423 11.97 0 1665.909973 2 833.4581299 -0.594242421 -0.000494977 51.70190471DYPDLAEEAGKK 2 19923233 3xTMT6plex [N-Term; K11; K12] 1.969 4.004134178 10.47 1 2023.131483 3 675.0497437 1.579317538 0.001065056 47.33106668GSVLPNSDK 6 19923233 2xTMT6plex [N-Term; K9] 0.95 0.945 0.976 2.599562407 33.51 0 1374.799301 2 687.9024658 -1.196952438 -0.000822785 32.18978752HSVNNPYSQFQDEYSLDEVMASK 1 19923233 2xTMT6plex [N-Term; K23] 1.361769676 0 3146.5141 3 1049.507324 -2.123058578 -0.002226745 70.25333099KLEEEGEQFVK 3 19923233 3xTMT6plex [N-Term; K1; K11] 0.939 1.512679696 3.61 1 2023.167868 3 675.0614624 0.971692494 0.000655299 1.42884428629568086 SDC1 syndecan-1 precursor 6382 NP_002988.3 15.80645161 1 4 4 24 310 32.457 4.63 1.01 1.21 1.2 1.14 Significant 0.00324 EGEAVVLPEVEPGLTAR 12 29568086 1xTMT6plex [N-Term] 1.043 0.992 1.181 5.054758549 68.64 0 1995.095987 2 998.0497437 -1.892638418 -0.001887998 70.51527065KDEGSYSLEEPK 4 29568086 3xTMT6plex [N-Term; K1; K12] 1.145 1.064 3.892123938 2.76 1 2069.136962 3 690.3829956 -1.221878319 -0.000842745 36.00274543KKDEGSYSLEEPK 4 29568086 4xTMT6plex [N-Term; K1; K2; K13] 1.261 1.363 4.32216835 4.45 2 2426.394857 4 607.3539429 -0.377166817 -0.000228789 36.52668951NQSPVDQGATGASQGLLDR 4 29568086 1xTMT6plex [N-Term] 0.871 1.323 2.902906418 20.44 0 2143.094089 2 1072.048218 -2.300483749 -0.002465077 40.0155145638201675 SDC4 syndecan-4 precursor 6385 NP_002990.2 24.74747475 1 4 4 30 198 21.628 4.5 1.17 1.25 1.22 1.22 Significant 0.00037 ISPVEESEDVSNK 12 38201675 2xTMT6plex [N-Term; K13] 1.165 1.221 1.151 4.650371552 49.48 0 1891.006058 2 946.0061035 -0.596369718 -0.000563869 41.65946366ETEVIDPQDLLEGR 10 38201675 1xTMT6plex [N-Term] 1.116 1.323 1.298 4.80754137 32.03 0 1842.964638 2 921.9866943 0.799717935 0.000736926 67.90281569AGSGSQVPTEPK 6 38201675 2xTMT6plex [N-Term; K12] 1.271 1.312 1.944 3.87678647 49.25 0 1615.905556 2 808.4563599 -0.070136176 -5.67E-05 25.94582871KLEENEVIPK 2 38201675 3xTMT6plex [N-Term; K1; K10] 1.271 4.085003376 16.39 1 1886.156575 3 629.3901978 -0.28372951 -0.000178386 46.03355521
115387094 SDHB succinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial precursor 6390 NP_002991.2 44.28571429 1 14 14 114 280 31.609 8.76 0.96 0.94 0.87 0.92 Significant 0.000872

IYPLPHMYVIK 8 115387094 2xTMT6plex [N-Term; K11] 1.08 1.239 1.272 4.635499954 36.73 0 1832.090855 3 611.3677979 -1.099593564 -0.000671518 72.91386452AGDKPHMQTYEVDLNK 6 115387094 3xTMT6plex [N-Term; K4; K16] 0.636 0.669 0.61 6.157917023 26.81 0 2533.368769 4 634.0967407 -1.435341518 -0.000909062 45.43194367YLGPAVLMQAYR 22 115387094 1xTMT6plex [N-Term] 0.93 0.974 0.871 4.46920681 52.33 0 1610.8926 2 805.9466553 -4.076009242 -0.003283007 76.18844746IYPLPHMYVIK 6 115387094 2xTMT6plex [N-Term; K11]; 1xOxidation [M7] 1.196 1.151 1.308 4.165867329 31.74 0 1848.08577 3 611.3677979 -1.099593564 -0.000671518 72.91386452QQYLQSIEER 6 115387094 1xTMT6plex [N-Term] 0.952 0.798 1.123 3.911365032 35.52 0 1522.806287 2 761.9067383 -0.057352994 -4.37E-05 39.17245465LQDPFSLYR 12 115387094 1xTMT6plex [N-Term] 0.907 0.98 0.992 3.879345417 48.89 0 1367.752067 2 684.3796387 -0.048463644 -3.31E-05 64.95142916DLVPDLSNFYAQYK 8 115387094 2xTMT6plex [N-Term; K14] 0.933 1.04 4.374889851 34.7 0 2131.147577 3 711.055481 2.023412709 0.001437397 87.24399166IKNEVDSTLTFR 8 115387094 2xTMT6plex [N-Term; K2] 100 1.344 1.024 2.932442665 26.49 1 1881.084583 2 941.0435181 -2.564380799 -0.002411909 57.94271918KDESQEGK 4 115387094 3xTMT6plex [N-Term; K1; K8] 1.222 0.987 3.296558857 12.83 1 1607.920762 3 536.6451416 0.068339616 3.66E-05 18.21913129
CHTIMNCTR 3 115387094 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C1; C7] 1.483 1.052 2.885919094 15.57 0 1421.664926 3 474.5596313 -0.41140287 -0.000194959 24.77582237

IDTNLNK 6 115387094 2xTMT6plex [N-Term; K7] 0.829 0.501 2.81879878 29.63 0 1275.767272 2 638.3868408 -0.67976299 -0.00043361 39.08518036DDFTEER 12 115387094 1xTMT6plex [N-Term] 0.94 0.954 0.875 3.073696375 34 0 1140.537048 2 570.7713013 -1.510289332 -0.00086127 20.65559934SIEPYLK 8 115387094 2xTMT6plex [N-Term; K7] 0.894 0.874 3.191712856 38.49 0 1307.79751 2 654.4017334 -1.009011804 -0.000659792 51.7930458KKDESQEGK 1 115387094 4xTMT6plex [N-Term; K1; K2; K9] 0.985 2.916966438 2 1965.178657 4 492.0505066 0.783571093 0.000384964 18.83531075RIDTNLNK 4 115387094 2xTMT6plex [N-Term; K8] 1.105 1.47 3.730172157 13.46 1 1431.868383 3 477.9610291 0.105252833 5.02E-05 29.94145817
4506863 SDHC succinate dehydrogenase cytochrome b560 subunit, mitochondrial isoform 1 precursor 6391 NP_002992.1 12.4260355 1 2 2 14 169 18.598 9.69 1.22 0.86 1.01 1.03 Significant 0.0101

SLCLGPALIHTAK 4 4506863 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.446 1.449 5.166404247 35.57 0 1839.092646 3 613.7022095 -0.31038786 -0.000190277 71.27331954
HLMWDLGK 10 4506863 2xTMT6plex [N-Term; K8] 0.927 0.86 0.833 3.311920881 25.91 0 1457.833912 3 486.6164551 0.617316121 0.000299981 59.95708649170763498 SET protein SET isoform 2 6418 NP_003002.2 47.29241877 1 2 13 170 277 32.084 4.22 0.82 0.94 0.6 0.79 Significant 0.0156 IPNFWVTTFVNHPQVSALLGEEDEEALHYLTR 10 170763498 1xTMT6plex [N-Term] 0.962 1.025 1.199 9.718476295 55.37 0 3955.022768 4 989.5101929 -0.967434538 -0.000956556 112.2091654ELNSNHDGADETSEKEQQEAIEHIDEVQNEIDR 2 170763498 2xTMT6plex [N-Term; K15] 0.677 5.540128708 5.14 1 4280.022729 5 856.8040161 -7.419356299 -0.006351003 58.00125782EQQEAIEHIDEVQNEIDRLNEQASEEILK 6 170763498 2xTMT6plex [N-Term; K29] 0.948 0.876 8.796232224 34.15 1 3907.992539 4 977.7519531 -1.677641381 -0.001639052 91.72046093ELNSNHDGADETSEK 6 170763498 2xTMT6plex [N-Term; K15] 0.83 0.944 0.603 5.60126543 49.4 0 2104.019476 3 702.0105591 -1.117976299 -0.000784081 19.01591659EQQEAIEHIDEVQNEIDR 12 170763498 1xTMT6plex [N-Term] 0.693 0.491 0.533 7.009872913 50.33 0 2424.184026 3 808.7325439 -0.390871341 -0.000315848 62.85819131LNEQASEEILKVEQK 8 170763498 3xTMT6plex [N-Term; K11; K15] 1.322 1.506 5.096176624 30.06 1 2445.416765 3 815.8078003 -3.237751211 -0.002639217 65.16011523LNEQASEEILK 22 170763498 2xTMT6plex [N-Term; K11] 0.67 0.741 0.644 5.219414234 59.17 0 1731.989286 2 866.4984131 0.152167151 0.000131776 53.05846902IDFYFDENPYFENK 44 170763498 2xTMT6plex [N-Term; K14] 0.966 1.055 1.01 4.526577473 48.66 0 2299.132321 2 1150.066772 -2.632701071 -0.003026464 84.53762923EFHLNESGDPSSK 28 170763498 2xTMT6plex [N-Term; K13] 0.909 0.969 0.898 5.964994431 48.54 0 1904.975427 3 635.6636963 0.582079523 0.000369616 38.60260663EQQEAIEHIDEVQNEIDRLNEQASEEILKVEQK 2 170763498 3xTMT6plex [N-Term; K29; K33] 1.174 5.55760479 0.81 2 4621.420018 5 925.0901489 0.350543534 0.000324002 97.246256VEVTEFEDIK 16 170763498 2xTMT6plex [N-Term; K10] 0.934 0.94 1.032 4.446699619 58.3 0 1666.930374 2 833.9683838 -0.529855289 -0.000441616 65.34273475RSELIAK 4 170763498 2xTMT6plex [N-Term; K7] 1.122 1.119 3.518624544 18.36 1 1274.819642 3 425.6115112 0.265332754 0.00011275 29.37681721SSQTQNK 10 170763498 2xTMT6plex [N-Term; K7] 0.912 0.885 0.91 3.197486162 26.74 0 1250.710486 2 625.8586426 -0.381458184 -0.000238547 18.2492293747271443 SRSF2 serine/arginine-rich splicing factor 2 6427 NP_003007.2 21.26696833 1 5 5 39 221 25.461 11.85 1.18 1.13 1.13 1.15 Significant 0.000211 DAEDAMDAMDGAVLDGR 4 47271443 1xTMT6plex [N-Term] 1.638 2.477 3.845367908 76.07 0 1980.884021 2 990.9450073 -0.647847905 -0.000641656 52.44151029YGGGGYGR 6 47271443 1xTMT6plex [N-Term] 1.116 1.078 0.892 2.482093096 30.98 0 1015.51586 2 508.2614136 -0.304398557 -0.000154561 17.64785006DAEDAMDAMDGAVLDGR 4 47271443 1xTMT6plex [N-Term]; 2xOxidation [M6; M9] 0.691 1.742583871 12.12 0 2012.873851 2 990.9450073 -0.647847905 -0.000641656 52.44151029VGDVYIPR 14 47271443 1xTMT6plex [N-Term] 1.082 1.05 1.099 3.177093267 26.33 0 1147.667275 2 574.3375854 0.539728239 0.000309714 45.75993631DAEDAMDAMDGAVLDGR 4 47271443 1xTMT6plex [N-Term]; 1xOxidation [M] 1.091 1.621076703 4.35 0 1996.878936 2 990.9450073 -0.647847905 -0.000641656 52.44151029VDNLTYR 6 47271443 1xTMT6plex [N-Term] 1.368 1.06 1.175 2.883680105 20.59 0 1109.615239 2 555.3104248 -1.501674243 -0.00083314 44.15589775TSPDTLR 1 47271443 1xTMT6plex [N-Term] 1.381 2.75440383 22.95 0 1018.57304 2 509.7900391 -0.234264005 -0.000119308 19.119809624506901 SRSF3 serine/arginine-rich splicing factor 3 6428 NP_003008.1 28.04878049 1 4 5 84 164 19.318 11.65 1.4 1.39 1.31 1.37 Significant 0.000434 NPPGFAFVEFEDPR 11 4506901 1xTMT6plex [N-Term] 1.292 1.277 0.984 3.616970778 27.79 0 1850.927465 3 617.6466675 -1.089058665 -0.000671923 75.28062314AFGYYGPLR 12 4506901 1xTMT6plex [N-Term] 1.262 1.241 1.105 3.053491592 33.18 0 1272.693824 2 636.8500366 -0.807199495 -0.000513659 55.33492679DSCPLDCK 24 4506901 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C3; C7] 1.603 1.536 1.505 3.184607029 29.81 0 1452.722707 2 726.8647461 -0.338387015 -0.000245791 31.27336699GPPPSWGR 16 4506901 1xTMT6plex [N-Term] 1.387 1.295 1.3 2.827153444 33.55 0 1082.594444 2 541.8005371 -0.597380906 -0.000323361 29.19380633DAADAVR 21 4506901 1xTMT6plex [N-Term] 1.096 1.14 1.202 2.460719347 32.64 0 946.5155253 2 473.7612915 -0.231261064 -0.000109446 102.66625884506921 SGTA small glutamine-rich tetratricopeptide repeat-containing protein alpha 6449 NP_003012.1 26.19808307 1 7 7 54 313 34.042 4.87 1.03 1.04 1.07 1.05 Significant 0.000132 TPPSEEDSAEAER 14 4506921 1xTMT6plex [N-Term] 1.086 1.125 1.186 4.35049057 65.5 0 1646.770689 2 823.8893433 0.437476476 0.000360212 17.50753031ALELDPDNETYK 8 4506921 2xTMT6plex [N-Term; K12] 0.99 1.009 1.194 4.175711632 48.33 0 1865.98968 2 933.4984741 -0.004414715 -4.12E-06 55.343594LGNYAGAVQDCER 6 4506921 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.042 0.733 1.784 4.126504421 63.43 0 1681.816535 2 841.4099121 -2.370675497 -0.001993521 39.01303712AIELNPANAVYFCNR 6 4506921 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.477 1.813 1.432 3.881803036 33.8 0 1981.016297 2 991.0093384 -2.471888896 -0.002448426 67.99350586
AICIDPAYSK 6 4506921 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.996 1.182 1.382 4.566135406 54.4 0 1595.886736 2 798.4460449 -1.204613214 -0.000961213 62.92763926
HVEAVAYYK 8 4506921 2xTMT6plex [N-Term; K9] 1.069 1.044 0.958 4.27520895 53.84 0 1537.877885 2 769.4432983 0.932973743 0.0007174 34.71252125MGLALSSLNK 6 4506921 2xTMT6plex [N-Term; K10] 0.86 0.964 0.907 3.289389133 21.98 0 1491.896906 3 497.9704285 -0.116623078 -5.80E-05 67.28771549

4506925 SH3BGRL SH3 domain-binding glutamic acid-rich-like protein 6451 NP_003013.1 76.31578947 1 8 8 47 114 12.766 5.25 0.62 0.61 0.65 0.63 Significant 0.000368
KQQDVLGFLEANK 10 4506925 3xTMT6plex [N-Term; K1; K13] 0.594 0.656 0.674 4.349936485 37.39 1 2177.289714 3 726.4342651 -0.676216782 -0.000490773 70.6453727VYIASSSGSTAIK 6 4506925 2xTMT6plex [N-Term; K13] 0.604 0.6 4.565237045 60.41 0 1742.010021 2 871.5073853 -1.450951577 -0.001263786 47.1589154ENNAVYAFLGLTAPPGSK 8 4506925 2xTMT6plex [N-Term; K18] 0.668 0.575 0.614 5.247557163 33.27 0 2307.274903 3 769.7625122 -0.832037354 -0.000639913 90.77091403QQDVLGFLEANK 6 4506925 2xTMT6plex [N-Term; K12] 0.694 0.635 0.584 4.538095474 42.14 0 1820.03182 3 607.3459473 -4.687265922 -0.002843658 76.09965453DIAANEENR 4 4506925 1xTMT6plex [N-Term] 0.417 0.45 3.933250666 38.07 0 1260.638159 2 630.8224487 -0.42722732 -0.00026929 17.9931045ENVPENSRPATGYPLPPQIFNESQYR 2 4506925 1xTMT6plex [N-Term] 0.775 4.084637642 14.18 0 3232.622455 3 1078.211426 -0.844922749 -0.000910439 64.91079273DIAANEENRK 4 4506925 2xTMT6plex [N-Term; K10] 0.662 0.565 3.470406055 17.11 1 1617.896054 3 539.9696655 -0.995767289 -0.000537016 23.24090504EAEVQAK 7 4506925 2xTMT6plex [N-Term; K7] 0.627 0.568 0.888 2.788580894 32.21 0 1232.725073 2 616.866272 0.1575658 9.71E-05 23.70265084506929 SH3GL1 endophilin-A2 isoform 1 6455 NP_003016.1 27.44565217 1 10 10 70 368 41.464 5.43 0.97 0.92 0.89 0.93 Significant 0.000633 QAVQILDELAEK 18 4506929 2xTMT6plex [N-Term; K12] 0.775 0.891 5.092710972 48.16 0 1815.062785 2 908.034668 -0.399959994 -0.000362976 89.45407217ELGGESNFGDALLDAGESMK 4 4506929 2xTMT6plex [N-Term; K20]; 1xOxidation [M19] 1.028 0.794 4.900135994 49.83 0 2514.243405 3 833.4208374 -0.212470045 -0.000176934 82.35151952ELGGESNFGDALLDAGESMK 4 4506929 2xTMT6plex [N-Term; K20] 1.071 0.542 5.727389812 54.21 0 2498.24849 3 833.4208374 -0.212470045 -0.000176934 82.35151952ASQLVSEK 8 4506929 2xTMT6plex [N-Term; K8] 0.824 0.959 0.832 3.285089731 49.36 0 1319.793487 2 660.4000244 -0.54156342 -0.000357376 34.80433306
QNFIDPLQNLCEK 2 4506929 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 1.342 3.12623167 21.31 0 2077.115232 2 1039.062378 1.082009963 0.00112373 74.8154867AVTEVLAR 6 4506929 1xTMT6plex [N-Term] 1.049 0.804 0.856 2.98920989 32.06 0 1087.667275 2 544.3373413 0.120576568 6.56E-05 38.69365762SMPPLDQPSCK 6 4506929 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.982 1.023 3.155143499 27.89 0 1717.901734 2 859.4539795 -0.612005684 -0.000525683 44.21027017IAASSSFR 8 4506929 1xTMT6plex [N-Term] 1.193 1.031 1.115 3.138458252 29.66 0 1067.604675 2 534.3059692 -0.011945843 -6.38E-06 29.05752667RLDFDYK 4 4506929 2xTMT6plex [N-Term; K7] 0.862 0.993 3.800721884 21.6 1 1414.809471 3 472.2744751 -0.423623847 -0.000199782 44.7815641IPDEELR 4 4506929 1xTMT6plex [N-Term] 0.973 0.901 0.767 2.659700155 28.31 0 1100.614905 2 550.8116455 1.008068871 0.000554748 49.06165769KVDVTSK 6 4506929 3xTMT6plex [N-Term; K1; K7] 0.991 1.078 0.914 2.552434921 4.92 1 1463.940041 3 488.651825 0.601755189 0.000293645 30.314529984507047 SLC7A1 high affinity cationic amino acid transporter 1 6541 NP_003036.1 6.677265501 1 3 3 24 629 67.594 5.43 0.85 0.89 0.86 0.87 Significant 0.000192 VIYAMAEDGLLFK 10 4507047 2xTMT6plex [N-Term; K13] 0.883 0.875 2.066 4.90593195 46.78 0 1928.096728 2 964.5517578 -0.253605015 -0.000244488 101.2872573AWSATFDELIGRPIGEFSR 6 4507047 1xTMT6plex [N-Term] 0.862 1.465 5.221980095 28.81 0 2381.24511 3 794.4191284 -0.956817122 -0.000759472 92.8993642

TPDGNLDQCK 8 4507047 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 0.762 0.939 0.686 3.429958105 42.52 0 1605.830677 2 803.418457 -0.647532467 -0.000519914 28.72426619
27777632 SLC9A1 sodium/hydrogen exchanger 1 6548 NP_003038.2 16.19631902 1 9 9 64 815 90.705 7.21 0.83 0.72 0.77 0.78 Significant 0.00169 AFPVLGIDYTHVR 8 27777632 1xTMT6plex [N-Term] 0.603 0.709 0.65 4.487170696 58.34 0 1716.963457 3 572.9920044 -1.162917241 -0.000665562 66.84428721VAEEDEDDDGGIMMR 6 27777632 1xTMT6plex [N-Term] 1.495 0.861 0.82 4.778945923 60.1 0 1910.830923 2 955.9190674 -0.034024138 -3.25E-05 38.57727194HTLVADPYEEAWNQMLLR 12 27777632 1xTMT6plex [N-Term] 0.832 0.586 0.653 5.619106293 57.3 0 2415.232831 3 805.749939 1.007134592 0.000810822 77.7673618EDLPVITIDPASPQSPESVDLVNEELK 14 27777632 2xTMT6plex [N-Term; K27] 0.69 0.652 0.469 5.205245972 44.14 0 3392.808868 3 1131.609131 1.170607682 0.001323883 95.79705682IPSAVSTVSMQNIHPK 4 27777632 2xTMT6plex [N-Term; K16] 1.017 4.961755753 38.05 0 2167.23093 3 723.0812378 -0.816600146 -0.00058992 57.92008573SKEPQLIAFYHK 8 27777632 3xTMT6plex [N-Term; K2; K12] 0.899 0.862 0.895 4.441402912 17.72 1 2148.278422 4 537.8248291 -0.435261901 -0.000233766 55.72937123QAIELVESGGMGK 4 27777632 2xTMT6plex [N-Term; K13] 0.743 0.796 3.699971437 38.82 0 1776.992991 3 593.0028076 0.49432472 0.000292804 60.13600429INNYLTVPAHK 2 27777632 2xTMT6plex [N-Term; K11] 0.67 3.736171007 25.15 0 1728.020861 3 576.677002 -2.551121184 -0.001469464 53.58032331ILPALSK 6 27777632 2xTMT6plex [N-Term; K7] 0.731 0.74 0.805 2.633687258 28.04 0 1199.812766 2 600.4094238 -0.995925184 -0.000597462 63.28615345188528675 SLIT1 slit homolog 1 protein precursor 6585 NP_003052.2 0.586701434 1 1 1 10 1534 167.816 6.57 1.53 1.74 1.65 1.64 Significant 0.00137 GLNVAEVQK 10 188528675 2xTMT6plex [N-Term; K9] 1.526 1.741 1.649 2.771221399 18 0 1415.862235 2 708.4341431 -0.86568252 -0.000612844 53.12016901188536047 SMARCC1 SWI/SNF complex subunit SMARCC1 6599 NP_003065.3 8.778280543 1 5 10 48 1105 122.79 5.76 1.73 1.55 1.65 1.64 Significant 0.001 SQKEEDEQEDLTK 8 188536047 3xTMT6plex [N-Term; K3; K13] 1.546 1.43 1.2 3.580151558 22.5 1 2266.201747 3 756.0706787 -1.88149497 -0.001421282 28.83571485LNPQEYLTSTACR 10 188536047 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.515 2.191 1.774 4.676567078 44.89 0 1781.90535 2 891.4556885 -0.701084867 -0.000624633 57.34318005EKPVDLQNFGLR 6 188536047 2xTMT6plex [N-Term; K2] 2.06 1.546 1.806 3.641838074 24.36 0 1874.090003 3 625.3671265 -1.695198984 -0.001058985 67.23726978SPQVPAAQQMLNFPEK 4 188536047 2xTMT6plex [N-Term; K16] 1.749 1.428 5.041584492 30.67 0 2243.225844 3 748.4102173 -4.344584633 -0.003248628 75.29079092KGQASLYGK 2 188536047 3xTMT6plex [N-Term; K1; K9] 1.608 3.102989912 16.18 1 1639.014603 3 547.0096436 -0.137354443 -7.50E-05 31.6332212AALEEFSR 4 188536047 1xTMT6plex [N-Term] 1.898 2.558 3.05303359 26.02 0 1151.625804 2 576.3167725 0.403231565 0.000232186 40.6401939SKTPEIYLAYR 4 188536047 2xTMT6plex [N-Term; K2] 1.547 1.507 3.719079494 7.76 1 1799.046741 3 600.3536377 -0.212064564 -0.000127171 52.15748249NFMIDTYR 2 188536047 1xTMT6plex [N-Term] 1.217 3.331908941 27.47 0 1288.655724 2 644.8310547 -0.691484144 -0.000445542 49.54565178TPEIYLAYR 4 188536047 1xTMT6plex [N-Term] 1.456 1.364 3.000790834 24.08 0 1354.756818 2 677.8821411 0.138450355 9.38E-05 53.77422621VASAAAK 4 188536047 2xTMT6plex [N-Term; K7] 1.304 1.123 2.125787735 32.91 0 1075.687565 2 538.34729 -0.243585483 -0.000131011 23.0856276
21237805 SMARCC2 SWI/SNF complex subunit SMARCC2 isoform a 6601 NP_003066.2 15.40362438 1 13 18 91 1214 132.797 5.69 1.24 1.3 1.3 1.28 Significant 0.000244

MKEEVPTALVEAHVR 6 21237805 2xTMT6plex [N-Term; K2] 1.267 1.306 1.218 6.229371071 45.53 1 2167.23093 4 542.5629272 -0.484851711 -0.000262696 52.12006988ADPAFGLESSGIAGTTSDEPERIEESGNDEAR 6 21237805 1xTMT6plex [N-Term] 1.83 1.32 1.434 4.547213554 32.55 1 3536.646223 3 1179.550049 -3.005541113 -0.003543179 56.73048191DIGEGNLSTAAAAALAAAAVK 10 21237805 2xTMT6plex [N-Term; K21] 1.227 1.256 1.366 7.068847656 53.64 0 2343.328395 3 781.7806396 -0.439313026 -0.000343152 93.6608014LNPQEYLTSTACR 10 21237805 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.515 2.191 1.774 4.676567078 44.89 0 1781.90535 2 891.4556885 -0.701084867 -0.000624633 57.34318005VEGQATDEK 6 21237805 2xTMT6plex [N-Term; K9] 0.755 0.724 1.235 3.446955681 51.26 0 1434.784044 2 717.8960571 0.552869134 0.000396624 22.45698216EVVESEGER 6 21237805 1xTMT6plex [N-Term] 1.28 1.23 1.197 3.782380342 41.31 0 1262.642576 2 631.8251953 0.426031096 0.000268963 18.39338311YIQAEPPTNK 2 21237805 2xTMT6plex [N-Term; K10] 1.67 3.359328032 43.77 0 1618.920478 2 809.9630737 -0.992901803 -0.000803715 41.42856648TLTDEVNSPDSDRR 6 21237805 1xTMT6plex [N-Term] 0.989 1.056 2.028 4.011546612 25.07 1 1833.914 3 611.9747925 -2.276769028 -0.0013918 23.48412215EGQEEVLK 6 21237805 2xTMT6plex [N-Term; K8] 1.102 1.011 1.002 3.525823593 38.19 0 1389.798966 2 695.4020996 -1.470443783 -0.001021811 31.13137922SALEEFSK 6 21237805 2xTMT6plex [N-Term; K8] 1.15 1.402 1.184 3.494298935 41.96 0 1368.777503 2 684.892395 0.00795532 5.44E-06 49.28903232NLAGDVCAIMR 2 21237805 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.19 2.951098442 8.98 0 1448.755121 2 724.8811646 -0.046970283 -3.40E-05 62.3909855SKTPEIYLAYR 4 21237805 2xTMT6plex [N-Term; K2] 1.547 1.507 3.719079494 7.76 1 1799.046741 3 600.3536377 -0.212064564 -0.000127171 52.15748249NFMIDTYR 2 21237805 1xTMT6plex [N-Term] 1.217 3.331908941 27.47 0 1288.655724 2 644.8310547 -0.691484144 -0.000445542 49.54565178TPEIYLAYR 4 21237805 1xTMT6plex [N-Term] 1.456 1.364 3.000790834 24.08 0 1354.756818 2 677.8821411 0.138450355 9.38E-05 53.77422621TLTDEVNSPDSDR 3 21237805 1xTMT6plex [N-Term] 1.311 1.821 2.842964172 4.5 0 1677.812889 2 839.4087524 -1.585616135 -0.001330184 27.17093804EALEYQR 6 21237805 1xTMT6plex [N-Term] 0.887 1.336 0.981 2.763832092 28.74 0 1137.610154 2 569.3085327 -0.320901067 -0.00018253 23.59056652VASAAAK 4 21237805 2xTMT6plex [N-Term; K7] 1.304 1.123 2.125787735 32.91 0 1075.687565 2 538.34729 -0.243585483 -0.000131011 23.0856276VEGQATDEKKEPK 2 21237805 4xTMT6plex [N-Term; K9; K10; K13] 1.479 1.849 2.312090874 2 2375.395191 4 594.6043701 0.193424131 0.000114865 29.05825828
21264355 SMARCE1 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily E member 1 6605 NP_003070.3 26.52068127 1 9 10 54 411 46.621 4.88 1.41 1.33 1.46 1.4 Significant 0.00073

LISEILSESVVPDVR 16 21264355 1xTMT6plex [N-Term] 1.26 1.315 1.622 5.955219269 81.15 0 1885.084359 2 943.0439453 -1.986868641 -0.001872707 100.1947192DLTDEEKQEYLNEYEAEK 6 21264355 3xTMT6plex [N-Term; K7; K18] 2.576 1.186 4.768520355 18.88 1 2933.487089 3 978.5001831 -0.372557833 -0.000364298 57.0353411IAAEIAQAEEQAR 6 21264355 1xTMT6plex [N-Term] 1.289 1.327 1.376 4.820672035 55.54 0 1628.880515 2 814.9432983 -0.733460988 -0.00059736 59.09363434



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SQSSIVPEEEQAANKGEEK 4 21264355 3xTMT6plex [N-Term; K15; K19] 1.106 1.16 5.141196251 24.99 1 2747.466628 3 916.4926147 -1.214716017 -0.001112464 39.2077599KLEAELLQIEER 3 21264355 2xTMT6plex [N-Term; K1] 0.996 1.367 4.392341137 16.72 1 1929.142098 3 643.7180176 -1.347068019 -0.000866229 69.19134218EKEAAEQAER 6 21264355 2xTMT6plex [N-Term; K2] 1.983 2.138 1.845 3.4279778 10.49 1 1618.88007 3 540.2984009 0.357924425 0.000193146 17.60020325IEYNESMK 5 21264355 2xTMT6plex [N-Term; K8] 1.524 1.123 1.09 3.481352806 43.87 0 1471.786687 2 736.3962402 -1.007708021 -0.000741566 39.65985556VEVDMEK 4 21264355 2xTMT6plex [N-Term; K7] 1.061 0.996 3.278676748 32.61 0 1307.72811 2 654.3682861 0.906997117 0.000593053 43.09448059ASNPDLK 2 21264355 2xTMT6plex [N-Term; K7] 1.357 2.803403854 19.96 0 1202.714508 2 601.8604736 -0.696577924 -0.000418892 25.85870076EAAEQAER 2 21264355 1xTMT6plex [N-Term] 0.834 1.768234253 16.58 0 1132.579582 2 566.793457 0.048970069 2.77E-05 14.738560934507115 FSCN1 fascin 6624 NP_003079.1 60.44624746 1 29 29 528 493 54.496 7.24 1.07 1.14 1.21 1.14 Significant 0.00125 YLAPSGPSGTLK 18 4507115 2xTMT6plex [N-Term; K12] 1.049 1.044 1.209 4.551269054 58.47 0 1648.967428 2 824.9867554 -0.724288298 -0.000597164 50.11114747DELFALEQSCAQVVLQAANER 2 4507115 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 3.92223835 27.99 0 2620.323831 3 874.112915 0.137665117 0.000120242 99.30690496SSYDVFQLEFNDGAYNIK 44 4507115 2xTMT6plex [N-Term; K18] 1.128 1.043 1.1 5.473049641 66.86 0 2568.30224 2 1284.654785 0.020936983 2.69E-05 82.57106954QIWTLEQPPDEAGSAAVCLR 30 4507115 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.126 1.006 1.271 5.997797012 61.42 0 2470.259774 3 824.0911255 -0.385070901 -0.000317075 70.70107907
LSCFAQTVSPAEK 24 4507115 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.109 1.189 1.246 5.137416363 64.85 0 1896.030105 2 948.5175171 -1.238213627 -0.001173845 58.82816522

KQIWTLEQPPDEAGSAAVCLR 2 4507115 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C19] 1.538 5.723881721 23.98 1 2827.517669 3 943.1767578 -0.68937235 -0.000649737 66.94955655
QGMDLSANQDEETDQETFQLEIDRDTK 9 4507115 2xTMT6plex [N-Term; K27] 1.314 1.326 6.486955166 56.97 1 3614.716834 4 904.4331055 -1.726941635 -0.001560601 61.77319782

VGKDELFALEQSCAQVVLQAANER 54 4507115 2xTMT6plex [N-Term; K3]; 1xCarbamidomethyl [C13] 0.664 1.016 1.146 8.180177689 76.99 1 3133.671604 3 1045.218994 -9.310001753 -0.009724829 90.65407657
YLTAEAFGFK 36 4507115 2xTMT6plex [N-Term; K10] 1.155 1.186 1.21 5.316372395 51.97 0 1604.908851 2 802.9525146 -6.91524202 -0.005549167 77.00924932YWTLTATGGVQSTASSK 6 4507115 2xTMT6plex [N-Term; K17] 0.771 1.155 4.787066936 48.5 0 2216.196318 3 739.4031982 -0.576195993 -0.000425654 70.12466352LVARPEPATGYTLEFR 19 4507115 1xTMT6plex [N-Term] 1.15 1.062 1.337 5.591142178 29.77 0 2049.133041 3 683.7156982 -0.243743782 -0.000166488 57.59693534QGMDLSANQDEETDQETFQLEIDR 4 4507115 1xTMT6plex [N-Term] 1.226 1.205 5.358243465 57.41 0 3041.384318 3 1014.467224 0.920973145 0.000933678 63.31248436DVPWGVDSLITLAFQDQR 3 4507115 1xTMT6plex [N-Term] 0.683 0.779 4.852558613 18.01 0 2289.207662 3 763.7393799 -1.780485724 -0.001358634 112.0587211FLIVAHDDGR 30 4507115 1xTMT6plex [N-Term] 1.045 1.031 0.994 3.662815094 59.11 0 1371.758215 3 457.9241943 -0.135047259 -6.18E-05 44.72768619YLAADKDGNVTCER 23 4507115 2xTMT6plex [N-Term; K6]; 1xCarbamidomethyl [C12] 0.772 0.982 1.113 3.791549444 37.08 1 2070.06901 2 1035.539429 1.241973993 0.001285486 32.52228318ASAETVDPASLWEY 29 4507115 1xTMT6plex [N-Term] 1.169 1.101 1.177 3.860898256 52.34 0 1767.863862 2 884.4346924 -0.991854867 -0.000876732 75.75248322LINRPIIVFR 40 4507115 1xTMT6plex [N-Term] 1.187 1.302 1.27 4.513266087 27.62 0 1469.95177 2 735.4802246 0.954268554 0.000701364 65.11708827VNASASSLK 18 4507115 2xTMT6plex [N-Term; K9] 0.952 0.936 0.982 4.509646416 47.33 0 1334.804386 2 667.9055176 -0.470071687 -0.000313727 33.49715127YSVQTADHR 10 4507115 1xTMT6plex [N-Term] 1.131 1.088 1.065 3.542827368 35.02 0 1305.674879 2 653.3410034 -0.114189271 -7.45E-05 17.46379326KVTGTLDANR 39 4507115 2xTMT6plex [N-Term; K1] 1.085 1.202 1.177 3.706096172 29.91 1 1532.916062 3 511.6432495 -0.565148259 -0.000288775 26.55508806GEHGFIGCR 16 4507115 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.385 1.269 1.364 4.029128551 35.83 0 1261.630906 3 421.2159424 1.876538079 0.000789166 20.12678734WSLQSEAHR 13 4507115 1xTMT6plex [N-Term] 1.006 0.981 0.993 4.156295776 40.36 0 1342.706514 2 671.8571167 0.329914567 0.000221489 28.3027571VNASASSLKK 4 4507115 3xTMT6plex [N-Term; K9; K10] 1.58 3.039128542 17.59 1 1692.062281 2 846.5333862 -1.645984958 -0.001392555 35.51063958VTGTLDANR 8 4507115 1xTMT6plex [N-Term] 1.085 1.143 0.892 3.044452429 40.99 0 1175.658167 2 588.3328857 0.279175005 0.000164107 24.07122029GDHAGVLK 14 4507115 2xTMT6plex [N-Term; K8] 1.059 1.032 1.003 3.346497059 36.82 0 1254.757042 2 627.882019 -0.223536552 -0.000140242 25.22768894DGNVTCER 6 4507115 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.699 0.674 3.139596224 37.46 0 1179.562552 2 590.2846069 -0.521187123 -0.000307386 15.54248122YFGGTEDR 16 4507115 1xTMT6plex [N-Term] 0.966 1.002 1.056 3.420777559 55.78 0 1173.573768 2 587.2903442 -0.303767387 -0.000178247 39.04010503YLKGDHAGVLK 6 4507115 3xTMT6plex [N-Term; K3; K11] 3.044 3.049 3.014 2.865885258 2.82 1 1888.162329 4 472.796051 0.023785859 1.12E-05 49.96567146EVPGPDCR 5 4507115 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.248 1.305 1.22 2.745740652 22.58 0 1158.577474 2 579.7928467 0.813833685 0.000471445 21.11519268

29568103 SNRNP70 U1 small nuclear ribonucleoprotein 70 kDa isoform 1 6625 NP_003080.2 36.84210526 1 15 15 115 437 51.526 9.94 1.36 1.26 1.29 1.3 Significant 0.000516
GGGGDMAEPSEAGDAPPDDGPPGELGPDGPDGPEEK 14 29568103 2xTMT6plex [N-Term; K36] 1.151 1.539 2.021 7.321512699 38.18 0 3831.717956 4 958.6821289 -2.941433876 -0.002817686 49.54197566

MWDPHNDPNAQGDAFK 6 29568103 2xTMT6plex [N-Term; K16] 1.243 1.274 1.245 4.687699795 31.43 0 2301.112271 3 767.7085571 -0.501119956 -0.000384378 49.26079609GYAFIEYEHER 12 29568103 1xTMT6plex [N-Term] 1.297 1.281 1.218 4.653292656 42.31 0 1642.806287 3 548.2723999 -2.216221716 -0.001213608 43.91339146DPIPYLPPLEK 12 29568103 2xTMT6plex [N-Term; K11] 1.538 1.486 1.423 4.081318855 28.98 0 1740.03478 2 870.5164795 -5.228260797 -0.004548678 82.30932834HHNQPYCGIAPYIR 5 29568103 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.501 1.427 1.513 4.307228565 19.51 0 1954.990751 4 489.5033569 0.433170528 0.000211711 37.56038385EFEVYGPIK 10 29568103 2xTMT6plex [N-Term; K9] 1.234 1.119 1.275 3.472713947 40.17 0 1539.882302 2 770.4445801 -0.271698525 -0.000209192 60.27503769QQEVETELK 9 29568103 2xTMT6plex [N-Term; K9] 1.275 1.2 1.273 4.13394022 46.95 0 1561.883758 2 781.4449463 -0.731438475 -0.000571211 35.92464711VNYDTTESK 16 29568103 2xTMT6plex [N-Term; K9] 1.316 1.291 1.421 3.969335556 53.69 0 1514.810259 2 757.9082642 -0.66504018 -0.000503705 27.36385431GGADVNIR 6 29568103 1xTMT6plex [N-Term] 1.418 1.233 1.303 3.251260281 37.96 0 1030.584274 2 515.7958374 0.120965059 6.23E-05 20.82050641EFEVYGPIKR 6 29568103 2xTMT6plex [N-Term; K9] 2.337 1.661 1.716 3.730383635 13.83 1 1695.983413 3 565.9997559 0.767370786 0.000433816 53.2136857MWDPHNDPNAQGDAFK 4 29568103 2xTMT6plex [N-Term; K16]; 1xOxidation [M1] 1.106 1.213 3.104138613 19.13 0 2317.107186 3 767.7085571 -0.501119956 -0.000384378 49.26079609YDERPGPSPLPHR 3 29568103 1xTMT6plex [N-Term] 1.148 1.039 2.322865486 7.27 0 1749.923383 4 438.2366943 0.894207007 0.000391198 24.90881731REFEVYGPIKR 2 29568103 2xTMT6plex [N-Term; K10] 1.232 3.622866392 4.1 2 1852.084524 4 463.7768555 0.576731238 0.000267039 45.58754056DAPPPTR 6 29568103 1xTMT6plex [N-Term] 1.49 1.3 1.404 2.25391078 24.68 0 982.5519108 2 491.7792664 -0.666331365 -0.000327353 98.90962633IHMVYSK 2 29568103 2xTMT6plex [N-Term; K7] 1.463 2.560432911 16.61 0 1335.785899 3 445.9335022 0.040486875 1.80E-05 39.16912163LGGGLGGTR 2 29568103 1xTMT6plex [N-Term] 0.928 2.184250355 22.68 0 1016.605009 2 508.8060608 -0.161338934 -8.20E-05 26.7797914750593002 SNRPA1 U2 small nuclear ribonucleoprotein A' 6627 NP_003081.2 44.31372549 1 10 10 75 255 28.398 8.62 1.35 1.43 1.44 1.41 Significant 0.00041 LTAELIEQAAQYTNAVR 18 50593002 1xTMT6plex [N-Term] 1.319 1.544 1.482 6.791172028 78.95 0 2120.154898 3 707.3892822 -0.757048607 -0.00053502 93.99092767NAIANASTLAEVER 6 50593002 1xTMT6plex [N-Term] 1.081 1.139 1.508 5.335234165 58.32 0 1687.917629 2 844.4609985 -1.722880097 -0.00145404 49.71513121GGPSPGDVEAIK 6 50593002 2xTMT6plex [N-Term; K12] 1.42 1.248 1.176 4.496089935 77.27 0 1584.899743 2 792.953064 -0.562496345 -0.00044575 46.03059559IPVIENLGATLDQFDAIDFSDNEIR 9 50593002 1xTMT6plex [N-Term] 1.026 1.242 1.333 6.346731663 63.45 0 3034.557061 3 1012.190308 -0.227917427 -0.000230543 112.4446798GLLQSGQIPGR 6 50593002 1xTMT6plex [N-Term] 1.188 1.115 1.335 4.19225359 42.55 0 1354.800414 2 677.9038086 -0.054319809 -3.68E-05 42.38501242SLTYLSILR 4 50593002 1xTMT6plex [N-Term] 1.763 1.908 3.89329052 27.28 0 1294.793204 2 647.9005127 0.421079307 0.000272605 74.21496644KLDGFPLLR 12 50593002 2xTMT6plex [N-Term; K1] 1.377 1.509 1.454 3.918750286 14.53 1 1516.961555 3 506.324646 -1.430881166 -0.000723531 66.18075027TFNPGAGLPTDKK 6 50593002 3xTMT6plex [N-Term; K12; K13] 1.59 1.461 1.866 4.942042828 14.95 1 2033.199837 3 678.4038696 -1.367934047 -0.000927094 49.57929259GYKIPVIENLGATLDQFDAIDFSDNEIR 2 50593002 2xTMT6plex [N-Term; K3] 2.62161684 2.39 1 3611.899748 3 1204.639038 0.77871979 0.000937553 109.9494647LDGFPLLR 6 50593002 1xTMT6plex [N-Term] 1.207 1.3 1.252 3.359400272 31.68 0 1159.70366 2 580.355835 0.631999277 0.000366466 73.981143284507127 SNRPC U1 small nuclear ribonucleoprotein C 6631 NP_003084.1 30.18867925 1 4 4 44 159 17.381 9.67 1.04 1.02 1.04 1.03 Significant 0.0000416 WMEEQAQSLIDK 23 4507127 2xTMT6plex [N-Term; K12] 1.035 0.961 1.034 4.80448103 53.21 0 1936.02502 2 968.5164185 0.279311505 0.000270377 71.2309128
FYCDYCDTYLTHDSPSVR 8 4507127 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 1.211 1.514 1.345 4.839287758 45.32 0 2528.105976 3 843.3738403 0.392197203 0.000330505 52.99521761

TTAAFQQGK 12 4507127 2xTMT6plex [N-Term; K9] 1.036 1.027 0.928 3.776689053 36.69 0 1409.815285 2 705.4108887 -0.556311354 -0.000392148 29.16906278ENVKDYYQK 1 4507127 3xTMT6plex [N-Term; K4; K9] 1.249 1.578756809 1 1874.062675 3 625.3590698 -0.009918208 -6.20E-06 38.29728892
4507129 SNRPE small nuclear ribonucleoprotein E isoform 1 6635 NP_003085.1 65.2173913 1 4 4 62 92 10.797 9.44 1.4 1.41 1.43 1.41 Significant 0.0000389 VMVQPINLIFR 32 4507129 1xTMT6plex [N-Term] 1.402 1.495 1.538 4.192713737 52.95 0 1558.934071 2 779.9679565 -3.485967857 -0.002717197 94.99290292GDNITLLQSVSN 12 4507129 1xTMT6plex [N-Term] 1.475 1.379 1.269 2.880285263 46.96 0 1489.805953 2 745.4058228 -1.063240608 -0.000792011 60.20266906VMVQPINLIFR 14 4507129 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.034 1.016 1.395 3.2902596 26.23 0 1574.928986 2 779.9679565 -3.485967857 -0.002717197 94.99290292IQVWLYEQVNMR 2 4507129 1xTMT6plex [N-Term]; 1xOxidation [M11] 2.275 1.807654142 13.76 0 1823.967556 3 608.6605225 -0.297119971 -0.000180646 81.84161165

IEGCIIGFDEYMNLVLDDAEEIHSK 1 4507129 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C4] 1.074 2.868916988 0 3368.679451 4 842.9241333 -1.409248622 -0.001186827 112.6181613
IEGCIIGFDEYMNLVLDDAEEIHSK 1 4507129 2xTMT6plex [N-Term; K25]; 1xOxidation [M12]; 1xCarbamidomethyl [C4] 1.882605791 0 3384.674366 4 842.9241333 -1.409248622 -0.001186827 112.6181613

4507131 SNRPF small nuclear ribonucleoprotein F 6636 NP_003086.1 15.11627907 1 2 2 36 86 9.719 4.67 1.45 1.42 1.83 1.57 Significant 0.00702 GVEEEEEDGEMRE 18 4507131 1xTMT6plex [N-Term] 1.647 1.471 1.806 4.727047443 68.05 1 1766.758804 2 883.8829956 -0.050662865 -4.48E-05 20.43830912GVEEEEEDGEMR 6 4507131 1xTMT6plex [N-Term] 0.818 0.941 0.982 4.60836792 63.77 0 1637.716211 2 819.3615723 -0.209547141 -0.000171589 20.69172685GVEEEEEDGEMRE 12 4507131 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.589 1.781 2.133 3.218725681 50.11 1 1782.753719 2 883.8829956 -0.050662865 -4.48E-05 20.43830912
4507133 SNRPG small nuclear ribonucleoprotein G isoform a 6637 NP_003087.1 26.31578947 1 3 3 58 76 8.49 8.88 1.42 1.33 1.31 1.35 Significant 0.000624 GNSIIMLEALER 10 4507133 1xTMT6plex [N-Term] 1.661 1.248 4.139305592 62.73 0 1574.877344 2 787.942688 0.479793913 0.000377808 78.31126182AHPPELK 45 4507133 2xTMT6plex [N-Term; K7] 1.282 1.182 1.305 2.688333035 22.8 0 1249.766878 3 417.260376 -0.24300557 -0.000101233 30.07554894AHPPELKK 3 4507133 3xTMT6plex [N-Term; K7; K8] 3.415 3.844 2.163815022 6.19 1 1607.024773 4 402.5114746 -0.438563556 -0.000176196 32.8473699223111034 SNX1 sorting nexin-1 isoform a 6642 NP_003090.2 35.82375479 1 15 17 108 522 59.033 5.15 0.79 0.8 0.83 0.81 Significant 0.000222 ELALNTAQFAK 8 23111034 2xTMT6plex [N-Term; K11] 0.785 0.793 0.761 5.004638672 60.6 0 1663.978327 2 832.4922485 -0.665290929 -0.000553515 62.95296733SLAMLGSSEDNTALSR 2 23111034 1xTMT6plex [N-Term] 0.8 4.377240181 43.86 0 1880.958507 2 940.9818726 -1.083736194 -0.001019231 51.86105626ALSQLAEVEEK 16 23111034 2xTMT6plex [N-Term; K11] 0.857 0.831 0.944 5.038541317 74.33 0 1674.967822 2 837.9857178 -2.187136419 -0.001831692 59.03086412EDSSSAEFLEK 6 23111034 2xTMT6plex [N-Term; K11] 0.619 0.597 0.59 3.912054539 60.54 0 1699.879067 2 850.4447021 1.80062037 0.001530418 45.21616728AVGTQTLSGAGLLK 10 23111034 2xTMT6plex [N-Term; K14] 0.856 0.887 0.849 5.683111191 76.83 0 1774.083855 2 887.545166 -0.450761528 -0.000399844 63.30279608MNESDIWFEEK 6 23111034 2xTMT6plex [N-Term; K11] 0.834 0.819 0.764 3.780273676 47.12 0 1885.940621 2 943.4731445 -0.853047801 -0.000804399 67.10773332LQEVECEEQR 8 23111034 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.77 0.793 1.599 4.298948288 37.94 0 1548.752537 2 774.8805542 0.835736121 0.000647174 29.31991099VTTQTSLPLFR 6 23111034 1xTMT6plex [N-Term] 0.721 0.727 0.777 4.44226265 43.05 0 1491.873245 2 746.4405518 0.390251402 0.000291103 63.69953176YLETLLYSQQQLAK 8 23111034 2xTMT6plex [N-Term; K14] 0.762 0.788 0.872 4.072385311 31.82 0 2156.236727 3 719.4136353 -4.811275196 -0.003458083 84.42222158IGDGMNAYVAYK 2 23111034 2xTMT6plex [N-Term; K12] 0.954 3.861145973 37.9 0 1759.945313 2 880.4749146 -1.568400119 -0.001380149 59.82413326FSDFLGLYEK 6 23111034 2xTMT6plex [N-Term; K10] 0.747 0.693 0.858 4.29461813 47.44 0 1676.92998 2 838.9675903 -1.238147067 -0.001038143 87.58409399WQDAQATLQK 6 23111034 2xTMT6plex [N-Term; K10] 0.698 0.755 0.578 4.325137615 42.27 0 1646.926626 2 823.9650269 -2.337189163 -0.00192459 49.62238414DEILEWESR 6 23111034 1xTMT6plex [N-Term] 0.884 0.916 0.655 3.367654562 38.95 0 1405.716075 2 703.361145 -0.755437713 -0.000530965 53.53799546YWEAFLPEAK 6 23111034 2xTMT6plex [N-Term; K10] 0.793 0.619 3.237004995 20.2 0 1711.945965 2 856.4752197 -1.636691188 -0.001400963 84.05130353ITTSLLPINNGSK 2 23111034 2xTMT6plex [N-Term; K13] 0.822 2.425511599 1.74 0 1816.09442 3 606.0313721 -8.180631415 -0.004952266 67.34406206ATDAVSK 4 23111034 2xTMT6plex [N-Term; K7] 0.704 0.887 2.703196764 27.59 0 1149.687959 2 575.3469238 -1.207548308 -0.000694152 37.00161945SLIGMTK 6 23111034 2xTMT6plex [N-Term; K7]; 1xOxidation [M5] 0.606 0.577 0.706 2.863816738 16.3 0 1223.743366 3 408.5852356 -1.808061193 -0.000737534 37.6694709923111038 SNX2 sorting nexin-2 isoform 1 6643 NP_003091.2 36.22350674 1 15 17 129 519 58.435 5.12 0.87 0.88 0.85 0.87 Significant 0.000104 QQQFENLDQQLR 10 23111038 1xTMT6plex [N-Term] 0.789 0.995 0.961 4.612024784 54.88 0 1775.923777 2 888.4659424 0.468272139 0.000415808 45.80483846AVNTQALSGAGILR 12 23111038 1xTMT6plex [N-Term] 0.97 1.035 0.981 4.668429375 74.42 0 1599.93797 2 800.4725952 -0.03520156 -2.82E-05 52.93990296ELSANTAAFAK 8 23111038 2xTMT6plex [N-Term; K11] 0.896 0.898 1.019 5.382150173 77.71 0 1580.904828 2 790.9544067 -2.081942808 -0.001645677 47.31839514ALSQLAEVEEK 16 23111038 2xTMT6plex [N-Term; K11] 0.857 0.831 0.944 5.038541317 74.33 0 1674.967822 2 837.9857178 -2.187136419 -0.001831692 59.03086412YLESLVQTQQQLIK 10 23111038 2xTMT6plex [N-Term; K14] 0.752 0.685 0.677 3.85153842 30.35 0 2149.263276 2 1075.136475 1.11514898 0.001198374 82.01646648SAAMLGNSEDHTALSR 4 23111038 1xTMT6plex [N-Term] 0.872 0.904 7.363040447 69.72 0 1888.93844 3 630.3175659 -0.15656206 -9.86E-05 30.433396EDSSSTEFVEK 13 23111038 2xTMT6plex [N-Term; K11] 0.756 0.787 1.891 4.31449604 52.64 0 1715.873981 2 858.4393921 -1.441761073 -0.00123694 34.34678206YLHVGYIVPPAPEK 2 23111038 2xTMT6plex [N-Term; K14] 0.847 4.040391922 8.48 0 2041.188654 3 681.0671997 -0.788079486 -0.000536206 62.75458539FSDFLGLHSK 6 23111038 2xTMT6plex [N-Term; K10] 0.817 0.942 0.894 3.956228495 37.54 0 1608.914999 3 536.9768677 0.653090651 0.000350256 64.68429593WEDAQITLLK 8 23111038 2xTMT6plex [N-Term; K10] 0.997 0.81 1.151 4.466064453 57.89 0 1674.983079 2 837.9940186 -1.383906891 -0.00115901 76.44645471MNESDAWFEEK 5 23111038 2xTMT6plex [N-Term; K11] 0.885 0.644 4.163784027 38 0 1843.893671 2 922.4487915 -1.824764757 -0.001682336 66.11802012YWEAFLPEAK 6 23111038 2xTMT6plex [N-Term; K10] 0.793 0.619 3.237004995 20.2 0 1711.945965 2 856.4752197 -1.636691188 -0.001400963 84.05130353QFLESSELPR 6 23111038 1xTMT6plex [N-Term] 0.757 1.157 1.045 3.95798111 37.87 0 1434.77901 2 717.8930054 -0.192251079 -0.000137919 50.20041306SMSAPVIFDR 5 23111038 1xTMT6plex [N-Term] 1.429 1.075 0.941 3.698218107 40.07 0 1351.724138 2 676.3648071 -1.331686057 -0.000900036 54.39350976TSLSMFSK 6 23111038 2xTMT6plex [N-Term; K8] 1.022 1.132 0.374 4.062182426 39.62 0 1358.775394 2 679.8902588 -1.584612059 -0.001076566 64.38934714MMVANKPDK 6 23111038 3xTMT6plex [N-Term; K6; K9] 0.846 0.834 0.864 3.195398092 3.43 0 1721.005694 3 574.3394165 -1.160866747 -0.000665953 37.8683154AADAVNK 6 23111038 2xTMT6plex [N-Term; K7] 0.936 0.865 1.036 2.979430199 43.73 0 1146.688294 2 573.8474731 -0.544211484 -0.00031202 21.8089348249533617 SOAT1 sterol O-acyltransferase 1 isoform 1 6646 NP_003092.4 10.54545455 1 5 5 28 550 64.692 8.94 1.28 0.52 0.43 0.74 Non-Significant 0.11 LTAEAEELKPFFMK 14 49533617 3xTMT6plex [N-Term; K9; K14] 1.2 1.341 1.44 4.124480247 25.28 0 2341.344452 3 781.1190796 -0.754532494 -0.000588873 90.37690752EVGSHFDDFVTNLIEK 4 49533617 2xTMT6plex [N-Term; K16] 1.453 1.096 5.085686684 26.58 0 2308.222533 3 770.0787964 -0.302072194 -0.000232417 80.51389102ENPEEDEDQR 5 49533617 1xTMT6plex [N-Term] 0.58 2.034 3.099152327 39.81 0 1489.660411 2 745.3337402 -0.138945258 -0.000103491 15.82572041NPTFLDYVRPR 3 49533617 1xTMT6plex [N-Term] 0.01 0.01 3.214626789 0.25 0 1606.890292 3 536.3019409 0.608494501 0.000325928 55.77250264APPEQGK 2 49533617 2xTMT6plex [N-Term; K7] 1.747317195 17.19 0 1184.703944 2 592.8551025 -0.857017384 -0.000507656 30.07834856156627571 SORD sorbitol dehydrogenase 6652 NP_003095.2 38.37535014 1 13 13 126 357 38.3 7.97 0.98 1 1.02 1 Significant 0.000133 AMGAAQVVVTDLSATR 10 156627571 1xTMT6plex [N-Term] 1.038 1.034 5.974938393 91.18 0 1818.994499 2 910.0008545 -0.036424313 -3.31E-05 71.52049929YNLSPSIFFCATPPDDGNLCR 10 156627571 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C20] 1.243 1.396 1.227 5.945304394 50.19 0 2673.263874 3 891.7598877 0.462369596 0.000412012 84.49475018

KPMVLGHEASGTVEK 10 156627571 3xTMT6plex [N-Term; K1; K15] 0.782 0.873 1.01 5.66997242 30.88 0 2270.314549 3 757.4432983 0.349193697 0.00026426 41.20594592LENYPIPEPGPNEVLLR 24 156627571 1xTMT6plex [N-Term] 0.953 1.134 1.137 4.716361046 46.89 0 2179.196035 3 727.0679321 -3.116701376 -0.002263968 81.18720411ALEAFETFK 12 156627571 2xTMT6plex [N-Term; K9] 0.879 0.895 0.839 4.166807652 54.78 0 1513.866652 2 757.4371338 0.223994712 0.000169549 73.28064477ALEAFETFKK 4 156627571 3xTMT6plex [N-Term; K9; K10] 1.707 2.137 3.915195942 20.61 1 1871.124547 3 624.3804932 1.271653558 0.000793141 70.20506338SVNVKPLVTHR 12 156627571 2xTMT6plex [N-Term; K5] 1.05 1.035 1.025 2.637161255 17.86 0 1708.063395 4 427.7711487 -0.36864758 -0.000157418 36.56265325ESPQEIAR 11 156627571 1xTMT6plex [N-Term] 1.065 1.052 1.059 3.190357924 24.83 0 1158.631618 2 579.8192749 -0.297225889 -0.000172188 102.2108291VAIEPGAPR 6 156627571 1xTMT6plex [N-Term] 0.932 1.124 0.78 2.78192544 42.5 0 1138.678174 2 569.8421021 -1.094601149 -0.000623199 45.4902701GGVTLGHK 2 156627571 2xTMT6plex [N-Term; K8] 1.249 2.746973991 9.29 0 1226.762127 3 409.5925598 0.814211115 0.000332948 27.31028034IGNFIVK 10 156627571 2xTMT6plex [N-Term; K7] 0.898 0.954 0.9 2.571285963 22.57 0 1248.808015 2 624.9074097 -0.378131832 -0.000236107 66.44598018
ENDEFCK 12 156627571 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.969 0.995 1.075 2.861848354 28.24 0 1399.692787 2 700.3493652 -0.952409888 -0.000666541 29.91171516

CDPSDQNP 2 156627571 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.965 2.251801252 38.92 0 1161.504368 2 581.2572632 2.480668404 0.001440654 25.4093729AMGAAQVVVTDLSATR 1 156627571 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.655 2.914588451 0 1834.989414 2 910.0008545 -0.036424313 -3.31E-05 71.520499294507157 SORL1 sortilin-related receptor preproprotein 6653 NP_003096.1 6.142728094 1 11 11 36 2214 248.282 5.53 1.73 1.35 1.61 1.56 Significant 0.00511 LEGELVPCPLAEENEFILYAVR 6 4507157 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.569 3.4 4.612383842 27.8 0 2790.458534 3 930.822998 -1.466708545 -0.001364263 106.4277605SVILDNLPHPYAIAVFK 4 4507157 2xTMT6plex [N-Term; K17] 0.562 1.072 4.544381142 29.96 0 2355.38406 3 785.7984619 -1.370128069 -0.001075726 93.19687948WESPYDSPDQDLLYAIAVK 6 4507157 2xTMT6plex [N-Term; K19] 2.318 1.758 1.69 4.089249611 20.07 0 2668.391055 3 890.1343384 -0.971744106 -0.000864331 98.01320472
ACSDELTVYK 5 4507157 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.628 1.537 3.689577818 29.86 0 1643.871479 2 822.4386597 -0.873994154 -0.000718367 55.76050674
GVRPPAPSLK 2 4507157 2xTMT6plex [N-Term; K10] 1.339 2.895133018 37.41 0 1479.941154 3 493.9854126 0.358327064 0.000176768 40.10822879

VQVQCLSK 4 4507157 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.779 1.903 3.512829065 39.81 0 1419.839392 2 710.4233398 0.008069575 5.73E-06 41.39445003
VLKPDTTYQVK 2 4507157 3xTMT6plex [N-Term; K3; K11] 1.621 2.925419569 13.03 0 1979.214424 3 660.4109497 1.956074615 0.001290497 48.5900804

KISGDTCSGGDVEAR 2 4507157 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 2.051 3.611927986 18.08 1 2010.032624 3 670.6828003 0.608606493 0.000407773 22.66160178
IITENDHVLLFWK 1 4507157 2xTMT6plex [N-Term; K13] 0.649 2.67082262 0 2086.210118 3 696.0755615 0.964974858 0.000671047 88.19738806IEVANPDGDFR 2 4507157 1xTMT6plex [N-Term] 1.428 3.429954052 19.1 0 1461.753523 2 731.3812866 1.213030897 0.000886576 43.46319242ISGDTCSGGDVEAR 2 4507157 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 2.233150005 27.05 0 1652.774729 2 826.8914185 0.502756999 0.000415472 21.8968574219923236 SP100 nuclear autoantigen Sp-100 isoform 2 6672 NP_003104.2 21.50170648 1 11 16 124 879 100.354 8.22 1.09 1.11 1.01 1.07 Significant 0.000814 MFTEDQGVDDR 6 19923236 1xTMT6plex [N-Term] 0.999 0.914 0.926 4.492024422 70.49 0 1541.710338 2 771.3579712 -1.084644207 -0.000836104 33.20967799DTTSDKDDSLGSQQTNEQCAQK 6 19923236 3xTMT6plex [N-Term; K6; K22]; 1xCarbamidomethyl [C19] 0.846 0.818 0.603 4.55025959 22.61 1 3143.536575 3 1048.517944 0.86033286 0.000901496 27.86082883

VVYNVLSELEK 24 19923236 2xTMT6plex [N-Term; K11] 0.84 0.854 0.862 4.822749615 57.29 0 1751.035508 2 876.0211182 -0.313095807 -0.000274121 94.10661534SGLQLSLEQGTGENSFR 2 19923236 1xTMT6plex [N-Term] 1.205 3.141911745 29.02 0 2052.055913 2 1026.529663 -1.882589115 -0.001931589 56.5475302KTFPFLEGLR 12 19923236 2xTMT6plex [N-Term; K1] 1.014 1.134 1.28 3.437441587 26.66 1 1666.009234 3 556.0080566 0.229849792 0.000127644 73.42040474TFPFLEGLR 6 19923236 1xTMT6plex [N-Term] 0.845 1.114 0.899 3.617191076 31.35 0 1308.751339 2 654.8766479 -4.064562461 -0.002659751 82.94925864SEPVINNDNPLESNDEKEGQEATCSRPQIVPEPMDFR 2 19923236 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C24] 100 3.686080456 4.58 1 4700.260868 4 1175.818481 -1.866270617 -0.00219299 64.43126951
GFENVIHDK 6 19923236 2xTMT6plex [N-Term; K9] 0.74 0.785 0.743 3.093471527 25.58 0 1516.852399 3 506.288269 -1.414040743 -0.000714964 42.15797182LPLQESEEEEREER 2 19923236 1xTMT6plex [N-Term] 0.94 3.350976706 19.22 1 2001.992644 3 668.0018311 -0.851070029 -0.000567945 34.96589952LLYDIVFK 12 19923236 2xTMT6plex [N-Term; K8] 0.851 0.897 0.87 3.599925995 34.8 0 1468.917959 2 734.9625854 -0.044203668 -3.25E-05 103.1630962VEISNAIK 2 19923236 2xTMT6plex [N-Term; K8] 0.731 3.381588936 35.39 0 1331.829872 2 666.418335 -0.359789291 -0.000239589 49.5856582VECQAQAR 4 19923236 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.868 0.763 3.332655668 33.68 0 1190.614922 2 595.810791 -0.517849003 -0.000308279 15.86975269FKDPNAPK 16 19923236 3xTMT6plex [N-Term; K2; K8] 1.36 1.502 1.453 3.272809982 18.55 1 1603.977489 2 802.4916992 -0.852239205 -0.000683486 33.72228246GKFEDMAK 16 19923236 3xTMT6plex [N-Term; K2; K8] 1.725 1.372 1.974 2.654406548 22 1 1612.933575 2 806.9701538 -0.337312597 -0.000272031 40.43584044DRDLITNK 6 19923236 2xTMT6plex [N-Term; K8] 1.068 1.022 1.236 2.931164503 8.42 1 1432.852399 3 478.2880859 -1.880310563 -0.000898069 30.03686955

MFEDSQDSCR 2 19923236 1xTMT6plex [N-Term]; 1xOxidation [M1]; 1xCarbamidomethyl [C9] 0.907 1.953473449 15.51 0 1519.635459 2 760.3207397 -0.82672973 -0.000628164 26.71712666
156627575 UAP1 UDP-N-acetylhexosamine pyrophosphorylase 6675 NP_003106.3 34.05940594 1 14 14 79 505 56.992 6.38 1.24 1.24 1.13 1.2 Significant 0.000927

KENVIFFQQGMLPAMSFDGK 10 156627575 3xTMT6plex [N-Term; K1; K20] 1.367 1.265 1.519 6.152663231 45 1 2974.613767 3 992.2072754 -2.183237433 -0.002164763 92.74648249VAVLLLAGGQGTR 4 156627575 1xTMT6plex [N-Term] 0.993 1.076 3.735548258 39.36 0 1483.915778 3 495.3106384 1.067326884 0.000527941 73.35239217DVVNVYEPQLQHHVAQK 8 156627575 2xTMT6plex [N-Term; K17] 1.169 1.226 1.178 4.871868134 46.99 0 2462.355613 4 616.3432617 -1.785276252 -0.001098996 45.86388197ALAAQNIVEDMEQR 4 156627575 1xTMT6plex [N-Term] 1.241 1.514 5.235732079 62.72 0 1816.942463 2 908.9733887 -1.630385282 -0.001481158 64.93038124VDGVYQVVEYSEISLATAQK 8 156627575 2xTMT6plex [N-Term; K20] 0.937 1.317 0.936 5.346238136 48.11 0 2657.443819 3 886.4859009 -0.251859805 -0.000223101 94.68458251FVFDIFQFAK 6 156627575 2xTMT6plex [N-Term; K10] 1.564 1.784 1.207 3.939271212 26.92 0 1719.987436 2 860.4970093 -0.403343244 -0.000346873 112.6050077GMYDVGLPSR 6 156627575 1xTMT6plex [N-Term] 0.985 0.965 0.927 3.871793985 44.83 0 1323.692838 2 662.3501587 0.153489395 0.000101586 45.46779619TLFQIQAER 6 156627575 1xTMT6plex [N-Term] 1.409 1.375 1.115 3.585672855 28.83 0 1334.762966 2 667.8852539 0.198651376 0.000132576 52.06787367KFVVYEVLR 6 156627575 2xTMT6plex [N-Term; K1] 0.931 1.084 1.235 3.587725878 11.59 1 1611.00342 3 537.6731567 0.929144424 0.000498952 67.78079709EVLGSATR 6 156627575 1xTMT6plex [N-Term] 1.358 1.248 100 3.196529865 31.44 0 1061.615239 2 531.3114014 0.270196173 0.000143422 34.87180308FIGFCIQK 6 156627575 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.492 1.245 100 3.191125154 25.01 0 1470.854313 2 735.9307251 -0.095090782 -6.99E-05 74.97734299
LQQVAEK 4 156627575 2xTMT6plex [N-Term; K7] 1.371 1.263 2.445715427 23.45 0 1273.788008 2 637.3972168 -0.667871141 -0.000425363 35.86315354
GADCGAK 3 156627575 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.406 0.943 2.034782887 29.64 0 1136.613415 2 568.8126831 4.113140737 0.002337525 16.68493683

DQDQLQAWESEGLFQISQNK 2 156627575 2xTMT6plex [N-Term; K20] 0.801760554 0.3 0 2822.436107 2 1411.72229 0.423746749 0.000597999 83.343018974507173 SPG7 paraplegin isoform 1 precursor 6687 NP_003110.1 9.559748428 1 5 5 21 795 88.179 8.69 1.05 0.89 0.94 0.96 Significant 0.00241 AAEDELNIEAK 6 4507173 2xTMT6plex [N-Term; K11] 1.183 0.993 0.771 4.582652569 57.43 0 1660.915787 2 830.9616699 0.166470662 0.000138247 47.60463256EVINYEDIEALIGPPPHGPK 6 4507173 2xTMT6plex [N-Term; K20] 1.036 0.904 0.852 7.468954563 52.66 0 2646.454324 4 662.3692017 0.246707687 0.000163225 91.93929996LAELTPGFSGADIANICNEAALHAAR 4 4507173 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.273 1.309 4.670623302 44.03 0 2911.493356 3 971.1686401 -0.683089261 -0.000662937 80.59231957LQALANALLEK 4 4507173 2xTMT6plex [N-Term; K11] 0.808 0.851 4.039545536 29.83 0 1642.030363 3 548.0153809 0.746799909 0.000408756 97.94348437VLQDNLDK 1 4507173 2xTMT6plex [N-Term; K8] 0.236732006 16.08 0 1402.830601 2 701.9190063 0.096494411 6.77E-05 44.549824424507185 SPR sepiapterin reductase 6697 NP_003115.1 16.85823755 1 3 3 20 261 28.031 8.05 0.87 0.72 0.85 0.81 Significant 0.00333 VPADLGAEAGLQQLLGALR 14 4507185 1xTMT6plex [N-Term] 0.869 0.625 0.878 6.793896198 65.37 0 2121.222918 3 707.7457886 -0.049984065 -3.53E-05 109.9078329
TVVNISSLCALQPFK 2 4507185 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 0.783 4.108243465 43.8 0 2135.229868 3 712.4141235 -0.960198507 -0.000683415 89.54554998AFPDSPGLNR 4 4507185 1xTMT6plex [N-Term] 0.709 0.826 3.767935514 27.48 0 1302.700366 2 651.8529663 -1.312506588 -0.000854901 39.7226834154759259 SPTAN1 spectrin alpha chain, non-erythrocytic 1 isoform 2 6709 NP_003118.2 60.4368932 1 133 133 1085 2472 284.364 5.35 0.92 0.91 0.93 0.92 Significant 0.0000394 GLVSSDELAK 10 154759259 2xTMT6plex [N-Term; K10] 1.01 1.032 1.02 3.602541208 54.2 0 1476.86738 2 738.9373779 0.067134921 4.96E-05 46.44480445LDENSAFLQFNWK 17 154759259 2xTMT6plex [N-Term; K13] 0.85 0.999 1.04 4.663561821 57.45 0 2070.106047 2 1035.556274 -0.374286079 -0.000387406 85.92706593EAIVTSEELGQDLEHVEVLQK 6 154759259 2xTMT6plex [N-Term; K21] 0.629 0.672 6.486148357 48.38 0 2824.534424 3 942.1831055 0.119905159 0.000112892 86.26296066LEESLEYQQFVANVEEEEAWINEK 8 154759259 2xTMT6plex [N-Term; K24] 0.842 0.956 0.878 5.598758698 56.41 0 3384.688753 3 1128.896851 -3.768172828 -0.004251364 104.2210436LQTASDESYKDPTNIQSK 12 154759259 3xTMT6plex [N-Term; K10; K18] 1.084 0.954 0.996 5.139864922 23.6 1 2712.4659 4 678.8696289 -3.397058374 -0.002303601 43.26633823NQALNTDNYGHDLASVQALQR 6 154759259 1xTMT6plex [N-Term] 1.279 2.014 0.8 6.16720438 56.14 0 2557.295642 3 853.1015625 -2.153841703 -0.001836003 50.08879631EANELQQWINEK 16 154759259 2xTMT6plex [N-Term; K12] 0.973 1.001 1.132 4.79009819 75.97 0 1960.054011 2 980.5304565 -0.191308025 -0.000187487 69.30413737RLEAELAAHEPAIQGVLDTGK 4 154759259 2xTMT6plex [N-Term; K21] 0.675 0.951 7.07365799 28.25 1 2676.508485 4 669.8815308 -1.56602273 -0.001047868 68.69023748NTTGVTEEALK 6 154759259 2xTMT6plex [N-Term; K11] 0.942 0.936 1.011 5.282693386 51.66 0 1620.920872 2 810.9649658 1.099924528 0.000891445 35.55412885ADVVESWIGEK 22 154759259 2xTMT6plex [N-Term; K11] 0.921 0.833 0.976 4.397287846 54.11 0 1690.941608 2 845.9755249 1.280703413 0.001082797 71.43438554VLETAEDIQER 6 154759259 1xTMT6plex [N-Term] 0.851 0.912 0.815 4.200590134 44.28 0 1531.816518 2 766.4116211 -0.360358107 -0.000276001 45.8919428SADESGQALLAAGHYASDEVR 10 154759259 1xTMT6plex [N-Term] 0.95 1.014 0.925 8.418463707 91.07 0 2376.162897 3 792.7254028 -0.522507909 -0.000413855 51.11476272SSLSSAQADFNQLAELDR 4 154759259 1xTMT6plex [N-Term] 1.066 0.87 4.848982334 54.6 0 2181.098506 2 1091.050537 -2.158610094 -0.002354071 69.2715731RLEAELAAHEPAIQGVLDTGKK 8 154759259 3xTMT6plex [N-Term; K21; K22] 1.037 1.268 1.085 6.29014492 29.67 2 3033.76638 4 759.1940918 -3.9034952 -0.002960573 65.59939569VAEDLESEGLMAEEVQAVQQQEVYGMMPR 3 154759259 1xTMT6plex [N-Term]; 1xOxidation [M] 3.499501228 31.1 0 3511.659236 3 1165.890259 -2.316647729 -0.002699408 96.01384029VAEDLESEGLMAEEVQAVQQQEVYGMMPR 16 154759259 1xTMT6plex [N-Term] 100 0.01 1.71 7.515155315 74.18 0 3495.664321 3 1165.890259 -2.316647729 -0.002699408 96.01384029KHQALQAEIAGHEPR 12 154759259 2xTMT6plex [N-Term; K1] 1.001 1.101 0.902 6.402011395 60.83 1 2143.21364 3 715.0759888 -0.106051679 -7.58E-05 27.06091937HALLEADVAAHQDR 12 154759259 1xTMT6plex [N-Term] 0.787 0.768 0.865 5.331143856 57.76 0 1774.939761 4 444.4902039 -0.436865706 -0.000193853 27.32371609LEAELAAHEPAIQGVLDTGK 4 154759259 2xTMT6plex [N-Term; K20] 0.798 0.713 6.216728687 71.64 0 2520.407374 3 840.8078613 0.657454978 0.000552351 77.49637541MTLVASEDYGDTLAAIQGLLK 18 154759259 2xTMT6plex [N-Term; K21]; 1xOxidation [M1] 0.893 0.96 0.86 5.585044861 71.88 0 2683.46284 3 895.1575317 -1.787990161 -0.001599335 103.5240012MTLVASEDYGDTLAAIQGLLK 4 154759259 2xTMT6plex [N-Term; K21] 0.806 0.924 5.602407455 35.91 0 2667.467925 3 895.1575317 -1.787990161 -0.001599335 103.5240012AALLELWELRR 6 154759259 1xTMT6plex [N-Term] 1.248 0.976 1.022 4.997690678 49.53 1 1598.957977 3 533.6569824 -0.990235139 -0.000527781 83.13880247QQVAPTDDETGKELVLALYDYQEK 12 154759259 3xTMT6plex [N-Term; K12; K24] 1.032 1.206 1.138 4.741446018 22.17 1 3440.840392 3 1147.619019 0.613426902 0.000703568 87.2170859KASAFNSWFENAEEDLTDPVR 6 154759259 2xTMT6plex [N-Term; K1] 0.934 1.398 1.139 6.185092926 43.75 1 2884.451758 3 962.1540527 -1.439638179 -0.001384189 87.96169354DLNSQADSLMTSSAFDTSQVK 14 154759259 2xTMT6plex [N-Term; K21] 0.919 0.841 0.834 6.234267235 61.12 0 2703.354746 3 901.7896118 -0.171420633 -0.00015447 65.0842594KHEALMSDLSAYGSSIQALR 12 154759259 2xTMT6plex [N-Term; K1] 0.941 1.064 0.969 6.358850479 65.3 1 2635.427792 4 659.6110229 -2.098184265 -0.001382403 65.09787589LGESQTLQQFSR 6 154759259 1xTMT6plex [N-Term] 0.868 0.743 0.977 4.2026968 53.61 0 1622.86995 2 811.9356689 -3.62866376 -0.002944425 46.73770529KVEDLFLTFAK 7 154759259 3xTMT6plex [N-Term; K1; K11] 1 1.032 1.032 5.273051739 36.29 1 1998.224261 3 666.7457886 -0.724812211 -0.000482779 92.24371433MMLDQCLELQLFHR 6 154759259 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.907 1.679 1.197 4.709611416 36.59 0 2063.043774 3 688.3527832 0.010794427 7.42E-06 82.48211434



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

ELPTAFDYVEFTR 14 154759259 1xTMT6plex [N-Term] 0.984 0.957 0.93 4.999845982 65.37 0 1816.931882 2 908.968811 -0.845474562 -0.000768085 78.56536034EAALTSEEVGADLEQVEVLQK 22 154759259 2xTMT6plex [N-Term; K21] 0.967 0.948 0.921 6.228178978 58.24 0 2716.465676 3 906.1553955 -5.169572612 -0.004680989 79.83311217TATDEAYKDPSNLQGK 6 154759259 3xTMT6plex [N-Term; K8; K16] 1.117 0.764 0.827 4.052305222 23.66 1 2425.31778 3 809.1109009 0.152502374 0.000123289 38.25714831AQLADSFHLQQFFR 12 154759259 1xTMT6plex [N-Term] 0.804 0.899 0.687 6.886779308 69.46 0 1937.023097 3 646.3457642 -0.184525178 -0.000119143 77.11059583SLGYDLPMVEEGEPDPEFEAILDTVDPNR 10 154759259 1xTMT6plex [N-Term] 0.791 0.611 0.01 5.932183743 61.77 0 3476.661662 3 1159.557373 -1.17817026 -0.001365366 112.1828147ASAFNSWFENAEEDLTDPVR 4 154759259 1xTMT6plex [N-Term] 1.683 100 4.138465405 33.79 0 2527.193863 3 843.0692749 -0.233896963 -0.000197034 109.4865089QQVAPTDDETGK 8 154759259 2xTMT6plex [N-Term; K12] 0.721 0.82 0.638 3.706813812 55.82 0 1746.927414 2 873.9661255 -1.396528223 -0.001219817 24.64330407HQALQAEIAGHEPR 9 154759259 1xTMT6plex [N-Term] 0.958 0.896 0.953 5.999813557 44.25 0 1785.955745 4 447.2438354 -1.25057585 -0.000558368 26.99383263GACAGSEDAVK 6 154759259 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.027 1.14 0.91 4.162968636 63.25 0 1522.793564 2 761.899353 -1.401427852 -0.001067043 21.3759554
YTEHSTVGLAQQWDQLDQLGMR 6 154759259 1xTMT6plex [N-Term] 0.721 0.672 0.636 6.956669331 34.73 0 2805.382743 3 935.7980347 -1.137772057 -0.001063962 71.11328693GVIDMGNSLIER 6 154759259 1xTMT6plex [N-Term] 0.94 0.973 0.887 4.162974834 60.12 0 1532.830394 2 766.9173584 -1.926751412 -0.001476692 57.01601947LQQSHPLSATQIQVK 8 154759259 2xTMT6plex [N-Term; K15] 0.878 0.925 0.977 6.317975521 45.54 0 2136.254108 3 712.7557983 -0.59280891 -0.00042213 48.30379248DVDEIEAWISEK 30 154759259 2xTMT6plex [N-Term; K12] 0.972 0.922 1.132 4.717515469 62.34 0 1892.00533 2 946.5056763 -0.662789326 -0.000627 88.22016721QVEELYHSLLELGEK 8 154759259 2xTMT6plex [N-Term; K15] 0.967 1.028 1.368 5.708922863 37.02 0 2245.24802 3 749.0873413 -0.244504934 -0.000182991 93.8805156QETFDAGLQAFQQEGIANITALK 14 154759259 2xTMT6plex [N-Term; K23] 0.835 0.941 0.961 6.83662796 73.78 0 2951.587857 3 984.5339966 -0.142477177 -0.000140178 98.8066964AGTFQAFEQFGQQLLAHGHYASPEIK 8 154759259 2xTMT6plex [N-Term; K26] 0.977 0.918 0.951 8.004717827 52.71 0 3333.742066 4 834.1907959 -0.21371067 -0.000178114 100.602334DLSSVQTLLTK 20 154759259 2xTMT6plex [N-Term; K11] 0.921 0.931 0.988 5.46287632 70.53 0 1663.004208 2 832.0042114 -1.841004625 -0.001530799 72.19226144LAALADQWQFLVQK 14 154759259 2xTMT6plex [N-Term; K14] 1.052 0.919 0.99 5.147959709 68.89 0 2089.221017 2 1045.115356 1.157876838 0.00120953 105.324467

KIEDLGAAMEEALILDNK 4 154759259 3xTMT6plex [N-Term; K1; K18]; 1xOxidation [M9] 0.876 5.921113968 38.01 1 2676.50968 3 887.5110474 1.437372156 0.001274717 98.37933676
KIEDLGAAMEEALILDNK 20 154759259 3xTMT6plex [N-Term; K1; K18] 0.909 0.917 0.687 7.071214199 44.01 1 2660.514765 3 887.5110474 1.437372156 0.001274717 98.37933676ALINADELASDVAGAEALLDR 38 154759259 1xTMT6plex [N-Term] 0.867 0.828 1.095 7.596392632 83.48 0 2356.255735 3 786.0888062 -1.642165964 -0.001289788 107.6638298KHQLLEADISAHEDR 2 154759259 2xTMT6plex [N-Term; K1] 1.037 5.116158485 17.84 1 2220.2137 4 555.8094482 1.019383292 0.000565812 31.52930263EKEPIVGSTDYGKDEDSAEALLK 4 154759259 4xTMT6plex [N-Term; K2; K13; K23] 1.044 1.111 7.545885563 21.52 2 3410.871247 4 853.46698 -7.375522646 -0.00628924 61.82624939LDETGNLMISEGHFASETIR 6 154759259 1xTMT6plex [N-Term] 1.065 1.245 0.876 6.272805691 51.04 0 2449.223054 3 817.0788574 -0.4226746 -0.000345075 71.34004912HQAFEAELSANQSR 4 154759259 1xTMT6plex [N-Term] 0.965 1.021 6.126647949 42.93 0 1816.91394 3 606.3098145 0.522869771 0.00031667 29.90306919QFQDAGHFDAENIKK 3 154759259 3xTMT6plex [N-Term; K14; K15] 1.017 1.004 4.157978535 5.4 1 2435.328619 4 609.5869141 -1.146740517 -0.000698173 46.97199565ENLLEEQGSIALR 10 154759259 1xTMT6plex [N-Term] 0.842 0.926 0.898 5.394517422 83.15 0 1700.93803 2 850.9713745 -1.503415479 -0.001278608 57.62019949IAALQAFADQLIAAGHYAK 2 154759259 2xTMT6plex [N-Term; K19] 0.802 3.084627867 18.37 0 2430.390936 3 810.8010864 -0.917495463 -0.000743291 112.3438553LIQEQHPEEELIK 16 154759259 2xTMT6plex [N-Term; K13] 0.831 0.935 0.91 5.071961403 33.54 0 2064.174127 3 688.7289429 -0.896802598 -0.000617052 53.3764718DTEQVDNWMSK 10 154759259 2xTMT6plex [N-Term; K11] 0.735 0.799 0.864 5.2334342 59.86 0 1810.90457 2 905.9557495 -0.191996071 -0.000173843 58.88297393REELITNWEQIR 8 154759259 1xTMT6plex [N-Term] 1.016 0.93 0.972 5.678974152 49.75 1 1815.991462 3 606.0018311 -0.287587221 -0.000174085 54.90744824LIQSHPESAEDLQEK 10 154759259 2xTMT6plex [N-Term; K15] 0.966 0.951 0.814 6.157417774 51.16 0 2182.175583 3 728.0623169 -1.459802974 -0.001061849 42.0299985MQHNLEQQIQAR 7 154759259 1xTMT6plex [N-Term] 0.8 0.986 1.141 4.899135113 35.74 0 1724.906352 3 575.6402588 -0.074950627 -4.31E-05 30.37928302LQIASDENYKDPTNLQGK 10 154759259 3xTMT6plex [N-Term; K10; K18] 0.794 0.868 0.877 5.797163486 33.4 1 2721.50262 3 907.8384399 -0.681045011 -0.000617822 54.53319768DCEQAENWMAAR 14 154759259 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.856 1.196 0.87 4.28574419 54.78 0 1709.757305 2 855.3804321 -2.174333267 -0.001858791 38.67475234DLIGVQNLLK 10 154759259 2xTMT6plex [N-Term; K10] 0.711 0.834 0.712 4.705208778 64.58 0 1570.993249 2 785.9998779 -0.490180735 -0.000385035 84.61001319

ECEDVMDWINDKEAIVTSEELGQDLEHVEVLQK 4 154759259 3xTMT6plex [N-Term; K12; K33]; 1xOxidation [M6]; 1xCarbamidomethyl [C2] 0.899 0.819 4.345846653 16.86 1 4604.2991 4 1151.827393 -2.467254462 -0.002839994 101.4007169
KLLVGSEDYGR 4 154759259 2xTMT6plex [N-Term; K1] 1.113 1.217 4.501037598 21.8 1 1694.984141 3 565.6660156 -0.382000624 -0.000215828 43.13412982KGDILTLLNSTNK 8 154759259 3xTMT6plex [N-Term; K1; K13] 0.78 0.583 0.675 5.028208256 30.92 1 2104.294466 3 702.1037598 1.074249309 0.000753512 73.70962532DLASVQALLR 8 154759259 1xTMT6plex [N-Term] 0.838 0.795 0.897 3.976611853 57.81 0 1314.794266 2 657.9003296 -0.672044544 -0.0004418 71.31942014DLTNVQNLQK 12 154759259 2xTMT6plex [N-Term; K10] 0.723 0.742 0.604 4.4322505 59.23 0 1630.952841 2 815.9784546 -1.967212191 -0.001604215 45.64470512VNEVNQFAAK 4 154759259 2xTMT6plex [N-Term; K10] 0.882 0.916 4.331699848 45.46 0 1577.905163 2 789.4539185 -2.916706306 -0.002301143 45.58956465MQHNLEQQIQAR 6 154759259 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.864 0.961 0.945 4.284319401 29.69 0 1740.901267 3 575.6402588 -0.074950627 -4.31E-05 30.37928302QDEVNAAWQR 2 154759259 1xTMT6plex [N-Term] 1.29 4.131520748 30.34 0 1445.733457 2 723.369873 -0.682889536 -0.000493638 29.62210747EANQQQQFNR 6 154759259 1xTMT6plex [N-Term] 0.84 1.048 0.862 3.837841749 40.28 0 1491.750169 2 746.378479 -0.327147399 -0.000244011 17.70250104LAQFVEHWK 16 154759259 2xTMT6plex [N-Term; K9] 0.945 0.9 0.939 4.068254948 33.46 0 1615.936069 3 539.3167725 -0.188563888 -0.000101569 74.32627938ITALDEFATK 10 154759259 2xTMT6plex [N-Term; K10] 1.04 0.976 0.867 5.188202858 58.96 0 1566.91433 2 783.9597168 -1.386991113 -0.001086648 70.90625552AALLELWELR 10 154759259 1xTMT6plex [N-Term] 0.748 1.079 0.784 4.540180206 44.2 0 1442.856866 2 721.9320068 -0.089647232 -6.47E-05 99.26940952VEDLFLTFAK 5 154759259 2xTMT6plex [N-Term; K10] 0.935 0.929 1.076 3.675556898 44.86 0 1640.966366 2 820.9849243 -2.311953046 -0.001896919 100.7283522DLTSWVTEMK 6 154759259 2xTMT6plex [N-Term; K10] 0.703 0.833 5.000205517 49.41 0 1667.907865 2 834.4573364 -0.28084791 -0.000234214 79.3971269DLASVNNLLK 4 154759259 2xTMT6plex [N-Term; K10] 0.887 0.884 4.178609371 55.46 0 1544.941214 2 772.9731445 -1.424835767 -0.001100644 67.88696418GEIDAHEDSFK 8 154759259 2xTMT6plex [N-Term; K11] 0.762 0.777 0.704 3.42505455 29.76 0 1705.879736 3 569.2973022 -1.396400736 -0.000794031 33.36225106DVEDEETWIR 6 154759259 1xTMT6plex [N-Term] 0.861 0.748 0.895 4.071977139 45.87 0 1520.743018 2 760.8741455 -1.317714006 -0.001001952 45.80177511TKQDEVNAAWQR 6 154759259 2xTMT6plex [N-Term; K2] 1.117 1.395 0.939 3.710014582 24.93 1 1904.03903 3 635.3508301 -0.574114085 -0.000364379 31.92034972LSDDNTIGKEEIQQR 2 154759259 2xTMT6plex [N-Term; K9] 0.621 4.257447243 22.55 1 2204.192296 3 735.4019775 -0.415695497 -0.000305424 51.70488975KHEAFETDFTVHK 6 154759259 3xTMT6plex [N-Term; K1; K13] 0.9 0.819 3.756869078 17.26 1 2276.264228 5 456.0588684 0.442629201 0.000201508 42.46510783SSEEIESAFR 12 154759259 1xTMT6plex [N-Term] 0.999 0.953 1.034 3.916945934 53.28 0 1383.69534 2 692.3518066 0.720369016 0.000498386 41.17801966HQAFEAELHANADR 6 154759259 1xTMT6plex [N-Term] 0.893 0.933 1.069 5.49607563 37.83 0 1837.914274 4 460.2339478 -0.170483672 -7.83E-05 28.20120707WSQLLANSAAR 10 154759259 1xTMT6plex [N-Term] 1.159 1.024 0.931 3.59670186 37.46 0 1445.806228 2 723.4054565 -1.792303846 -0.001295662 56.85847346ELVLALYDYQEK 6 154759259 2xTMT6plex [N-Term; K12] 0.804 0.723 0.684 3.65392375 27.81 0 1942.093751 3 648.03479 -2.025727548 -0.001311384 83.02594287DLAALGDKVNSLGETAER 6 154759259 2xTMT6plex [N-Term; K8] 1.665 1.715 1.434 4.141221046 16.82 1 2317.27636 3 773.0973511 0.492130622 0.000380134 65.96753619KLLEATELK 6 154759259 3xTMT6plex [N-Term; K1; K9] 0.828 0.975 0.937 4.526454926 27.27 1 1732.118733 3 578.0444946 0.113991446 6.58E-05 57.07212892MNEVISLWK 6 154759259 2xTMT6plex [N-Term; K9] 0.98 0.674 0.929 4.168298721 46.72 0 1577.912556 2 789.4588623 -1.336075701 -0.001054105 82.31798185LSDDNTIGK 6 154759259 2xTMT6plex [N-Term; K9] 0.69 0.732 0.769 3.90427494 42.36 0 1420.80478 2 710.9057617 -0.375162378 -0.000266516 36.59562611ALSSEGKPYVTK 4 154759259 3xTMT6plex [N-Term; K7; K12] 0.842 1.564 4.075334072 9.06 0 1967.178039 4 492.5501709 0.414224709 0.000203713 41.38832435SLQQLAEER 10 154759259 1xTMT6plex [N-Term] 0.921 0.878 0.731 3.522746086 46.96 0 1302.721495 2 651.8638306 -0.852528489 -0.000555304 40.45501742LFGAAEVQR 8 154759259 1xTMT6plex [N-Term] 0.78 0.913 0.804 3.477465153 55.76 0 1219.699638 2 610.3532104 -0.404436918 -0.000246646 46.55444428VNSLGETAER 6 154759259 1xTMT6plex [N-Term] 0.985 0.436 0.971 3.675359726 49.41 0 1304.70076 2 652.854187 0.258866591 0.000168872 25.95632318EELYQNLTR 14 154759259 1xTMT6plex [N-Term] 0.918 1.015 0.956 3.864165545 38.81 0 1394.74771 2 697.8754883 -2.874998447 -0.002004949 40.08842465QQNFNTGIK 4 154759259 2xTMT6plex [N-Term; K9] 0.83 0.944 4.258747101 42.05 0 1507.863298 2 754.4344482 -1.112790282 -0.000838968 33.21875792KLDPAQSASR 8 154759259 2xTMT6plex [N-Term; K1] 0.955 0.969 0.941 3.456405163 17.58 1 1530.900412 3 510.9713135 -0.669129295 -0.000341457 22.80467884LLEAQSHFR 14 154759259 1xTMT6plex [N-Term] 1.001 1.009 0.954 4.415973186 56.99 0 1329.74765 3 443.9208679 0.300929102 0.000133387 38.48830456EKEPIAASTNR 6 154759259 2xTMT6plex [N-Term; K2] 0.888 0.856 4.394681454 17.07 1 1673.958655 3 558.6580811 0.61847051 0.000345098 31.01861802QFQDAGHFDAENIK 4 154759259 2xTMT6plex [N-Term; K14] 1.093 1.083 4.600837231 14.5 0 2078.070724 3 693.3616943 -0.093520488 -6.48E-05 46.35882181DLAALEDKVK 6 154759259 3xTMT6plex [N-Term; K8; K10] 1.28 1.537 1.725 3.398820639 7.34 1 1789.103811 3 597.038147 -2.19310473 -0.001307897 69.49269728DLAALEDK 8 154759259 2xTMT6plex [N-Term; K8] 0.798 0.718 0.797 3.908084393 45.63 0 1332.777503 2 666.8921509 -0.358193462 -0.000238696 50.81334616GKDLIGVQNLLK 2 154759259 3xTMT6plex [N-Term; K2; K12] 1.407 3.972290277 2.46 1 1985.272608 3 662.4290771 0.03537817 2.34E-05 72.36271548LLVGSEDYGR 10 154759259 1xTMT6plex [N-Term] 1.084 0.794 0.857 3.549664259 39.52 0 1337.726246 2 669.3671265 0.545821456 0.00036508 44.51041066LTVLSEER 2 154759259 1xTMT6plex [N-Term] 0.887 3.358972788 48.08 0 1175.683319 2 588.3448486 -0.763916916 -0.000449062 43.88687739SLGYDLPMVEEGEPDPEFEAILDTVDPNR 2 154759259 1xTMT6plex [N-Term]; 1xOxidation [M8] 2.650073528 14.19 0 3492.656577 3 1159.557373 -1.17817026 -0.001365366 112.1828147SLSAQEEK 6 154759259 2xTMT6plex [N-Term; K8] 1.065 0.856 0.791 3.955917358 43.52 0 1349.767666 2 675.3870239 -0.662979608 -0.000447434 24.66960576AINVQEEK 6 154759259 2xTMT6plex [N-Term; K8] 0.937 0.927 0.71 3.647447109 48.5 0 1388.814951 2 694.9104004 -1.02712658 -0.000713244 35.84343019EKEQLMASDDFGR 4 154759259 2xTMT6plex [N-Term; K2] 1.153 1.27 3.979166985 6.92 1 1984.020997 3 662.0120239 0.26299487 0.000173929 55.16153019LDILDQER 6 154759259 1xTMT6plex [N-Term] 0.751 0.694 0.734 3.142251253 36.4 0 1230.689132 2 615.8482056 0.001716772 1.06E-06 51.68053384EELITNWEQIR 2 154759259 1xTMT6plex [N-Term] 0.712 2.91067028 6.53 0 1659.890351 2 830.4488525 0.046538089 3.86E-05 65.71728758LIDVNHYAK 6 154759259 2xTMT6plex [N-Term; K9] 0.763 0.929 0.835 2.537564278 26.14 0 1530.904434 3 510.9723206 -1.323355027 -0.00067531 47.02378131QKLDILDQER 4 154759259 2xTMT6plex [N-Term; K2] 0.95 0.861 2.657512665 3.14 1 1716.005605 3 572.6730347 -0.614243969 -0.000351349 45.23024132DLTGVQNLR 6 154759259 1xTMT6plex [N-Term] 0.874 0.8 1.009 3.139448881 44.84 0 1244.716016 2 622.8622437 0.959917501 0.000597412 37.64930285QGFVPAAYVK 4 154759259 2xTMT6plex [N-Term; K10] 1.037 0.924 3.694532871 30.89 0 1537.914271 2 769.4591064 -2.168202375 -0.001667255 56.9935423DLAALGDK 6 154759259 2xTMT6plex [N-Term; K8] 0.785 0.894 3.555865049 27.63 0 1260.756373 2 630.8806763 -1.822152944 -0.001148645 46.75041511FKELSTLR 10 154759259 2xTMT6plex [N-Term; K2] 2.466 1.193 1.287 2.686085463 10.62 1 1451.898621 3 484.6383057 1.200512324 0.000581007 49.02876033LLEATELK 2 154759259 2xTMT6plex [N-Term; K8] 1.812 2.823056459 10.22 0 1374.860838 2 687.9334717 -0.852079419 -0.000585745 69.16572226DQLLAAK 2 154759259 2xTMT6plex [N-Term; K7] 0.869 3.257842779 36.2 0 1216.766544 2 608.887207 0.487712703 0.000296716 55.73923492KQEALVAR 11 154759259 2xTMT6plex [N-Term; K1] 1.113 1.088 0.835 3.324627161 17.24 1 1372.867655 2 686.9364624 -1.461747099 -0.001003393 23.78069768LHELNQK 12 154759259 2xTMT6plex [N-Term; K7] 0.93 0.891 0.895 3.601494789 27.9 0 1339.809806 3 447.2747803 -0.013576321 -6.06E-06 28.51432483DAEELEK 8 154759259 2xTMT6plex [N-Term; K7] 0.993 0.865 0.924 3.257404804 31.85 0 1291.714568 2 646.3604736 -0.694638272 -0.000448637 29.06270232EAHDAFR 2 154759259 1xTMT6plex [N-Term] 0.833 2.596104145 25.1 0 1074.552973 2 537.7799072 -0.405347047 -0.000217783 21.0277935YEALKEPMVAR 2 154759259 2xTMT6plex [N-Term; K5] 1.048 1.02 3.084359169 1 1765.008247 3 589.0067749 -1.402788328 -0.000825311 48.00187859DMDDEESWIK 4 154759259 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.87 0.694 2.145414829 24.49 0 1741.835488 2 871.4233398 2.24773667 0.001957594 44.57445212DADETKEWIEEK 2 154759259 3xTMT6plex [N-Term; K6; K12] 1.158 1.408 2.75433898 1 2180.16899 3 727.3943481 -0.228865931 -0.000166322 54.31614699NNHHEENISSK 2 154759259 2xTMT6plex [N-Term; K11] 0.645 0.544 3.10837245 0 1766.918581 4 442.4849854 -0.265515205 -0.000117286 16.68651758KHEDFEK 6 154759259 3xTMT6plex [N-Term; K1; K7] 0.837 0.84 0.851 3.079957247 9.26 1 1619.936018 4 405.7408752 3.489783856 0.001413307 22.70420641KFDDFQK 2 154759259 3xTMT6plex [N-Term; K1; K7] 1.661 1.741334677 9.22 1 1614.945854 3 538.9868774 0.139183749 7.49E-05 44.64161284EFSMMFK 2 154759259 2xTMT6plex [N-Term; K7] 1.202 1.946906805 7.63 0 1377.731086 2 689.3685303 -0.945448018 -0.000651287 70.71903156LNHQEFK 2 154759259 2xTMT6plex [N-Term; K7] 0.906 3.10149765 17.83 0 1373.794156 3 458.6026306 -0.594779279 -0.000272368 29.23731324EQAQSCR 3 154759259 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 3.658 1.743507147 22.66 0 1107.541423 2 554.2741699 -0.324571382 -0.000179738 13.56933065LGDSHDLQR 1 154759259 1xTMT6plex [N-Term] 1.066 2.499204397 0 1269.674879 3 423.8965454 0.160411513 6.79E-05 22.70331152KHEDFDK 6 154759259 3xTMT6plex [N-Term; K1; K7] 1.03 1.095 1.132 2.687423944 12 1 1605.920368 4 402.2350159 -1.328965919 -0.000533553 21.96383395LKDLNSQADSLMTSSAFDTSQVK 1 154759259 3xTMT6plex [N-Term; K2; K23] 0.861 2.354106426 1 3173.696704 3 1058.569458 -0.908633317 -0.000961242 70.77657768112382250 SPTBN1 spectrin beta chain, non-erythrocytic 1 isoform 1 6711 NP_003119.2 58.58714044 1 109 119 945 2364 274.439 5.57 0.96 0.96 0.97 0.96 Significant 0.000012

SWHNVYCVINNQEMGFYK 6 112382250 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C7] 0.589 0.96 1.109 6.133794785 46.7 0 2747.347433 3 916.4562988 2.515202224 0.002303378 73.10412167
HLLGVEDLLQK 14 112382250 2xTMT6plex [N-Term; K11] 0.912 1.017 0.957 5.126675129 47.92 0 1723.051827 3 575.0217896 -0.586951385 -0.000337116 69.57383027TQETPSAQMEGFLNR 14 112382250 1xTMT6plex [N-Term] 1.219 0.96 1.202 5.758610725 56.43 0 1937.958841 2 969.4821777 -0.909452364 -0.000881241 51.68427104SQNIVTDSSSLSAEAIR 12 112382250 1xTMT6plex [N-Term] 0.996 0.984 0.944 6.681127071 76.6 0 2007.055578 3 669.6895752 -0.700540672 -0.000468675 49.800087LLDPEDISVDHPDEK 12 112382250 2xTMT6plex [N-Term; K15] 1.22 1.036 1.051 5.349312305 47.67 0 2180.1487 3 727.3886719 1.267278237 0.000920952 56.6834656

AELFTQSCADLDK 8 112382250 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 0.814 0.751 0.873 4.528653622 49.9 0 1956.014849 2 978.5105591 -0.515080925 -0.000503753 56.93657711
LAEISDVWEEMK 21 112382250 2xTMT6plex [N-Term; K12] 0.9 0.938 0.941 4.9120965 77.46 0 1908.018872 2 954.5127563 -0.333049477 -0.000317732 90.14213449DLDDFQSWLSR 14 112382250 1xTMT6plex [N-Term] 0.933 1.06 1.039 4.200041771 50.73 0 1610.801202 2 805.9036865 -0.686275329 -0.000552727 75.3082739DVAEEIANYRPTLDTLHEQASALPQEHAESPDVR 2 112382250 1xTMT6plex [N-Term] 0.674 5.923591137 6.58 0 4030.994381 5 807.0043335 -0.451417035 -0.000363932 64.75641498VDTVNHLADELINSGHSDAATIAEWK 16 112382250 2xTMT6plex [N-Term; K26] 0.872 0.921 0.855 8.920592308 38.9 0 3264.69009 4 816.9266357 -1.647014296 -0.001344248 87.35447677VIESTQDLGNDLAGVMALQR 10 112382250 1xTMT6plex [N-Term] 0.812 0.771 1.223 6.334974289 73.91 0 2359.248875 3 787.0878296 0.025609647 2.01E-05 87.56546542DASVAEAWLLGQEPYLSSR 14 112382250 1xTMT6plex [N-Term] 0.854 1.028 5.74271059 45.91 0 2321.197491 3 774.4046631 0.837717523 0.000648169 87.39880581EGMQLISEKPETEAVVK 6 112382250 3xTMT6plex [N-Term; K9; K17] 0.969 0.957 0.695 4.539720058 17.45 0 2575.462001 3 859.1582642 -0.684013016 -0.000587217 62.29486678
EAVCEVALDYK 14 112382250 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.166 1.058 0.958 4.277891159 53.95 0 1754.939893 2 877.9716797 -2.171336474 -0.001905283 53.90681499

EVVAGSHELGQDYEHVTMLQER 11 112382250 1xTMT6plex [N-Term] 0.936 0.94 1.098 7.790728092 48.51 0 2756.351108 4 689.8421021 -1.643414317 -0.001132457 50.61356132HQAFMAELASNK 6 112382250 2xTMT6plex [N-Term; K12] 0.896 0.936 0.915 5.664151192 42.49 0 1804.97801 3 602.3291626 -2.811849786 -0.001691776 50.23618028AQTLPTSVVTITSESSPGK 8 112382250 2xTMT6plex [N-Term; K19] 0.854 0.837 0.841 6.01924324 54.54 0 2361.327726 2 1181.158813 -7.358604518 -0.008688038 62.51898442EIEELQSQAQALSQEGK 12 112382250 2xTMT6plex [N-Term; K17] 0.848 0.926 0.831 5.995322227 48.21 0 2346.25529 3 782.7564697 -0.184894761 -0.000144603 64.29217295QALQDTLALYK 12 112382250 2xTMT6plex [N-Term; K11] 0.958 0.888 0.895 5.15629673 55.87 0 1722.020192 2 861.5117188 -2.341075917 -0.00201569 66.64380954FFWEMAEEEGWIR 8 112382250 1xTMT6plex [N-Term] 0.894 1.056 1.035 4.783530712 38.26 0 1958.930836 2 979.9690552 -0.001045692 -1.02E-06 105.7338447AQQYYFDAAEAEAWMSEQELYMMSEEK 2 112382250 2xTMT6plex [N-Term; K27] 100 3.522120953 33.88 0 3736.689757 3 1246.235107 0.270869591 0.000337385 110.3256683
FLQDCQELSLWINEK 14 112382250 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 0.914 1.022 0.99 5.20357275 33.6 0 2381.257539 3 794.4214478 -3.254065617 -0.002582923 94.26491217
MFSEADACELWIDEK 12 112382250 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 0.713 0.754 0.892 4.254232407 41.21 0 2302.113577 3 768.0415039 -1.57169537 -0.001206074 80.65695559DLMLWMEDVIR 8 112382250 1xTMT6plex [N-Term] 0.828 0.914 0.915 4.508625984 59.47 0 1649.859251 2 825.4324951 -0.931749556 -0.000768628 109.7123803GNLEVLLFTIQSK 14 112382250 2xTMT6plex [N-Term; K13] 1.138 1.107 0.998 4.846320629 50.72 0 1920.15702 2 960.5806885 -1.520535479 -0.001459833 104.400552VSEEAESQQQWDTSK 10 112382250 2xTMT6plex [N-Term; K15] 0.773 0.662 0.78 4.27703619 43.51 0 2210.097727 2 1105.552368 -0.120733066 -0.000133416 38.20585585EAEKLESEHPDQAQAILSR 12 112382250 2xTMT6plex [N-Term; K4] 0.851 1.049 1.031 6.617235184 35.33 1 2609.393514 3 870.4689941 -0.415912019 -0.000361759 40.86792214EIGQSVDEVEK 20 112382250 2xTMT6plex [N-Term; K11] 0.996 1.015 1.18 4.59791851 58.5 0 1690.926351 2 845.9672241 0.4850786 0.000410116 39.89680403QLWGLLIEETEK 14 112382250 2xTMT6plex [N-Term; K12] 0.75 0.762 0.759 4.164829254 42.67 0 1917.109735 3 639.7075806 -0.806944304 -0.000515667 98.3595614ALVADSHPESER 4 112382250 1xTMT6plex [N-Term] 0.913 0.952 5.19004488 55.16 0 1539.796451 3 513.9367676 -0.455492429 -0.000233789 22.74467774DMGEMVTQGQTDAQYMFLR 12 112382250 1xTMT6plex [N-Term] 0.873 0.996 1.082 5.523094177 47.84 0 2450.135167 3 817.3821411 -1.345721738 -0.001099067 75.58498992EVDDLEQWIAER 18 112382250 1xTMT6plex [N-Term] 1.08 1.102 1.106 4.827948093 58.07 0 1731.875095 2 866.4400024 -1.366580762 -0.001183374 74.50078998LQALDTGWNELHK 6 112382250 2xTMT6plex [N-Term; K13] 0.956 0.931 0.911 6.057938576 70.13 0 1983.106381 3 661.7064819 -0.750761145 -0.00049628 67.36463592TQTAIASEDMPNTLTEAEK 6 112382250 2xTMT6plex [N-Term; K19] 0.871 1.171 100 4.254424572 68.5 0 2508.290355 3 836.767334 -1.158493023 -0.000968612 111.585659LLTQHENIKNEIDNYEEDYQK 6 112382250 3xTMT6plex [N-Term; K9; K21] 0.896 0.88 1.033 8.182472229 25.25 1 3323.736261 4 831.6896973 0.210041485 0.000174531 62.07597508KQALQDTLALYK 6 112382250 3xTMT6plex [N-Term; K1; K12] 1.141 1.137 1.015 5.039357662 38.68 1 2079.278087 3 693.7639771 -0.341136503 -0.000236439 64.21754581FQIQDISVETEDNKEK 10 112382250 3xTMT6plex [N-Term; K14; K16] 1.013 1.286 4.700220585 18.01 1 2610.422973 3 870.8126831 0.20046422 0.000174432 62.6882133LVSQDNFGFDLPAVEAATK 14 112382250 2xTMT6plex [N-Term; K19] 0.956 0.93 1.047 6.416482925 67.13 0 2480.343711 3 827.4523926 -0.437985921 -0.000362119 93.64806331DDEEMNTWIQAISSAISSDKHEVSASTQSTPASSR 4 112382250 2xTMT6plex [N-Term; K20] 0.773 1.255 6.008360863 16.87 1 4224.040293 5 845.6138916 0.013732779 1.16E-05 103.1098127DVEDEILWVGER 10 112382250 1xTMT6plex [N-Term] 0.653 0.918 0.441 4.051537991 44.87 0 1688.869281 2 844.9388428 0.66763419 0.000563773 68.70621466DVSSVELLMNNHQGIK 4 112382250 2xTMT6plex [N-Term; K16] 0.928 0.829 5.426370621 53.99 0 2242.226573 3 748.0797119 -0.887612267 -0.000663409 63.23109071DVSSVELLMNNHQGIK 2 112382250 2xTMT6plex [N-Term; K16]; 1xOxidation [M9] 0.9 3.985469103 31.08 0 2258.221488 3 748.0797119 -0.887612267 -0.000663409 63.23109071DDEEMNTWIQAISSAISSDK 2 112382250 2xTMT6plex [N-Term; K20] 0.56 5.854514122 38.57 0 2698.328197 3 900.1141357 -0.126946543 -0.000114181 112.2179695KFANSLVGVQQQLQAFNTYR 4 112382250 2xTMT6plex [N-Term; K1] 0.611 0.883 5.898447514 8.65 1 2770.540453 3 924.1836548 -1.459063529 -0.001347465 80.79260491TAGYPNVNIHNFTTSWR 8 112382250 1xTMT6plex [N-Term] 0.949 1.174 1.124 5.116019249 33.23 0 2207.119516 3 736.3740845 -5.353544267 -0.003938637 61.65460415QAEAFLNNQEYVLAHTEMPTTLEGAEAAIK 8 112382250 2xTMT6plex [N-Term; K30] 0.99 1.122 0.904 6.313456535 74.1 0 3747.930396 3 1249.9823 0.520200179 0.000649891 89.76159659FANSLVGVQQQLQAFNTYR 8 112382250 1xTMT6plex [N-Term] 1.246 0.418 100 6.058982849 62.71 0 2413.282559 3 805.0988159 -0.275158867 -0.000221345 91.17903809KHEAIETDIAAYEER 4 112382250 2xTMT6plex [N-Term; K1] 1.028 0.906 4.921465874 43.2 1 2233.186482 3 745.0662842 -0.977402002 -0.000727574 43.77191298TAASGIPYHSEVPVSLK 6 112382250 2xTMT6plex [N-Term; K17] 1.018 0.962 1.01 5.301972389 45.19 0 2214.253439 3 738.7553711 -0.848768581 -0.000626463 58.61956657HQILEQAVEDYAETVHQLSK 23 112382250 2xTMT6plex [N-Term; K20] 0.959 0.865 1.021 7.364467144 78.47 0 2796.493228 4 699.8781738 -0.84498953 -0.000590752 86.40074021MLTAQDMSYDEAR 8 112382250 1xTMT6plex [N-Term] 1.104 1.073 0.855 6.065606117 58.89 0 1759.819236 2 880.413269 0.01423779 1.25E-05 46.56009176TALPAQSAATLPAR 15 112382250 1xTMT6plex [N-Term] 0.997 1.022 0.961 5.385249615 59.99 0 1596.927071 2 798.9674683 0.368710286 0.000294402 43.02072876MPLATSTDHGHNLQTVQLLIK 6 112382250 2xTMT6plex [N-Term; K21] 1.053 0.971 1.098 5.725401878 18.34 0 2775.55914 4 694.6449585 -0.409252899 -0.000283976 72.67097495QNLLSQSHAYQQFLR 4 112382250 1xTMT6plex [N-Term] 0.943 0.935 5.11217308 16.23 0 2062.103138 3 688.0379639 -1.842506501 -0.001266479 58.99183922EQWLNNMQIPEKLEDLEVIQHR 5 112382250 2xTMT6plex [N-Term; K12]; 1xOxidation [M7] 1.281 1.067 0.997 5.575167179 23.15 1 3236.713803 4 805.9361572 1.214364366 0.000977782 92.35760004EQWLNNMQIPEKLEDLEVIQHR 6 112382250 2xTMT6plex [N-Term; K12] 1.018 0.965 0.693 6.179340839 39.74 1 3220.718888 4 805.9361572 1.214364366 0.000977782 92.35760004VLDNAIETEK 12 112382250 2xTMT6plex [N-Term; K10] 1.008 0.995 1.021 4.519225597 64.04 0 1589.915058 2 795.4611206 -0.059065459 -4.70E-05 50.39387705AKDEQSAVSMLK 12 112382250 3xTMT6plex [N-Term; K2; K12] 0.939 0.976 1.078 5.571546078 48.2 1 1994.155923 2 997.5814209 -0.179531159 -0.000179007 47.19338321LVSDGNINSDR 6 112382250 1xTMT6plex [N-Term] 0.77 0.87 0.895 3.555485487 52.69 0 1418.743687 2 709.8758545 0.525341104 0.000372662 28.14810204FATDGEGYKPCDPQVIR 6 112382250 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C11] 0.885 1.446 1.157 3.67859292 5.45 0 2411.242951 3 804.4187012 -0.581050688 -0.000467018 48.98700316

DLTSVNILLK 6 112382250 2xTMT6plex [N-Term; K10] 0.743 0.781 0.848 4.687121868 59.82 0 1573.992915 2 787.4992676 -1.052357818 -0.000828202 83.62401014LILEVHQFSR 6 112382250 1xTMT6plex [N-Term] 1.087 1.218 1.08 4.529391289 55.37 0 1470.863014 3 490.959137 -0.106577789 -5.23E-05 56.26447504QLWGLLIEETEKR 6 112382250 2xTMT6plex [N-Term; K12] 1.117 1.544 1.142 5.119495869 23.92 1 2073.210846 3 691.7419434 0.207609431 0.000143473 89.35759565LQAAYAGDKADDIQK 4 112382250 3xTMT6plex [N-Term; K9; K15] 0.964 1.088 3.292619228 9.5 1 2294.295922 3 765.4368286 0.004628803 3.54E-06 48.59586839ELEAENYHDIKR 8 112382250 2xTMT6plex [N-Term; K11] 1.4 1.243 1.474 4.345349789 20.36 1 1975.06491 4 494.5212708 -0.839133022 -0.000414336 31.31394726LNDGNEYLFQAK 10 112382250 2xTMT6plex [N-Term; K12] 1.082 1.355 0.949 3.622095108 25.4 0 1870.011084 2 935.5083618 -0.875421114 -0.000818524 61.99312411FMELLEPLNER 18 112382250 1xTMT6plex [N-Term] 0.995 1.029 0.952 4.070567131 37.74 0 1619.866445 2 810.4355469 -1.622096691 -0.00131379 86.69273346DALLLWCQMK 10 112382250 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.122 1.146 1.195 4.140273571 30.53 0 1735.96394 2 868.4855347 -0.084906178 -7.37E-05 85.46948171
VIESTQDLGNDLAGVMALQR 2 112382250 1xTMT6plex [N-Term]; 1xOxidation [M16] 0.704 3.137482166 20.28 0 2375.24379 3 787.0878296 0.025609647 2.01E-05 87.56546542KQEDFMTTMDANEEK 6 112382250 3xTMT6plex [N-Term; K1; K15] 0.906 0.858 0.771 4.0921731 16.25 1 2504.261587 3 835.4240112 -1.639648436 -0.001368703 48.86970692LTTLELLEVR 12 112382250 1xTMT6plex [N-Term] 1.075 0.941 0.934 4.163375378 55.31 0 1415.867097 2 708.4376221 0.615051107 0.000435415 82.67340811ELEAENYHDIK 6 112382250 2xTMT6plex [N-Term; K11] 0.859 0.846 0.759 4.230880737 50.67 0 1818.9638 3 606.993042 0.425086284 0.000257739 38.22976685VLVLSQDYGK 18 112382250 2xTMT6plex [N-Term; K10] 1.032 0.917 1.004 3.972620964 39 0 1579.945965 2 790.4761353 -0.614497083 -0.000485436 61.03796393FESLEPEMNNQASR 4 112382250 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.642 0.589 2.441253424 43 0 1896.895907 2 948.9516602 0.071997889 6.83E-05 38.76957289LEMNLGLQK 12 112382250 2xTMT6plex [N-Term; K9] 1.039 1.003 1.024 4.103422165 48.26 0 1503.896906 2 752.4514771 -0.816983154 -0.000614329 64.82749133VQAVVAVAR 6 112382250 1xTMT6plex [N-Term] 1.298 1.022 1.582 3.379066706 36.41 0 1141.725458 2 571.3659668 -0.701969325 -0.000400728 43.26235721LAEISDVWEEMK 2 112382250 2xTMT6plex [N-Term; K12]; 1xOxidation [M11] 0.856 3.251391172 50.25 0 1924.013787 2 954.5127563 -0.333049477 -0.000317732 90.14213449SGHFEQAIK 6 112382250 2xTMT6plex [N-Term; K9] 0.814 0.901 0.91 4.16776228 26.27 0 1474.841834 3 492.2857666 0.618672909 0.000304148 30.18982967AFEDEMSGR 6 112382250 1xTMT6plex [N-Term] 0.812 1.011 1.109 3.373411894 39.28 0 1270.593517 2 635.7999268 -0.740255921 -0.000470282 29.18374363SLLDACESR 9 112382250 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.144 1.084 1.145 3.902078867 47.78 0 1279.651367 2 640.3288574 -0.725788503 -0.000464378 30.93210032ENEVLEAWK 2 112382250 2xTMT6plex [N-Term; K9] 1.003 3.802670717 39.24 0 1575.878279 2 788.4389038 -4.916701318 -0.003874061 59.57682298LLTQHENIK 6 112382250 2xTMT6plex [N-Term; K9] 0.711 0.841 0.667 4.613814831 30.43 0 1553.941548 3 518.6516724 -0.697748353 -0.00036142 39.67277963

IHCLENVDK 12 112382250 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.091 1.104 1.01 4.309490204 37.79 0 1585.877234 2 793.4428101 0.699869551 0.000554954 36.91999878
ILSSDDYGK 12 112382250 2xTMT6plex [N-Term; K9] 0.845 0.845 0.972 3.235102654 38.32 0 1455.809531 2 728.4083862 -0.024068439 -1.75E-05 47.31504847LQAAYAGDK 2 112382250 2xTMT6plex [N-Term; K9] 0.955 3.855866909 42.36 0 1394.804386 2 697.9064941 0.950435246 0.000662836 36.54962948ILSSDDYGKDLTSVMR 4 112382250 2xTMT6plex [N-Term; K9] 1.202 1.257 0.904 3.715072155 1.03 1 2258.210254 3 753.4075928 -0.89843259 -0.000676283 65.78859103EASLGEASK 8 112382250 2xTMT6plex [N-Term; K9] 0.963 0.921 0.981 3.627846718 28.76 0 1349.767666 2 675.3865967 -1.296045734 -0.00087468 27.68258322DTGNIGQER 6 112382250 1xTMT6plex [N-Term] 0.991 1.188 1.215 3.349387169 31.68 0 1218.627595 2 609.8171387 -0.487463317 -0.000297018 16.72335048ETWLSENQR 4 112382250 1xTMT6plex [N-Term] 1.075 1.033 3.945635319 33.82 0 1391.711659 2 696.3579102 -2.238249195 -0.001557499 33.12257712ITDLYTDLR 10 112382250 1xTMT6plex [N-Term] 1.093 0.813 0.963 2.888105154 48.96 0 1338.746647 2 669.8771362 0.260393509 0.0001743 63.33115863KQEDFMTTMDANEEK 4 112382250 3xTMT6plex [N-Term; K1; K15]; 1xOxidation [M9] 0.901 0.727 2.868480444 12.76 1 2520.256502 3 835.4240112 -1.639648436 -0.001368703 48.86970692
QIEAQEKPR 8 112382250 2xTMT6plex [N-Term; K7] 1.035 1.024 4.272203922 18 0 1556.916062 3 519.6433105 -0.438828651 -0.00022774 22.44854343VAVVNQIAR 6 112382250 1xTMT6plex [N-Term] 0.874 0.979 0.818 2.894592047 36.58 0 1198.746922 2 599.8770142 -0.142164859 -8.52E-05 42.58357018LEDLEVIQHR 6 112382250 1xTMT6plex [N-Term] 0.711 0.676 1.19 3.824774027 45.25 0 1480.832108 3 494.2820129 -0.420420139 -0.000207524 62.9851577TQILAASYELHK 2 112382250 2xTMT6plex [N-Term; K12] 0.985 3.378444195 13.72 0 1832.068205 3 611.3601685 -1.229713446 -0.000750973 57.07990233STDEVDSKR 6 112382250 2xTMT6plex [N-Term; K8] 1.248 1.261 1.279 3.660535574 25.98 1 1494.816407 3 498.9436951 0.08351867 4.16E-05 18.57582348DLVAIEAK 6 112382250 2xTMT6plex [N-Term; K8] 0.971 1.08 1.063 3.092447042 51.08 0 1316.818973 2 658.9128418 -0.430185364 -0.000283238 53.23396797HRPDLIDFDK 6 112382250 2xTMT6plex [N-Term; K10] 0.933 0.919 0.91 2.931088448 17.27 0 1713.968825 4 429.2477417 0.181740106 7.79E-05 44.75352401STDEVDSK 6 112382250 2xTMT6plex [N-Term; K8] 0.799 0.836 0.872 3.309740543 40.74 0 1338.715296 2 669.8613281 0.062358292 4.17E-05 19.4161701EQWANLEQLSAIR 2 112382250 1xTMT6plex [N-Term] 1.228 3.805486917 23.4 0 1786.964913 2 893.9886475 2.8569234 0.002552611 72.98931828GVNASAQK 6 112382250 2xTMT6plex [N-Term; K8] 1.078 0.958 0.852 3.155441284 35 0 1232.736306 2 616.871582 -0.339932796 -0.000209524 20.21456135WVNSHLAR 6 112382250 1xTMT6plex [N-Term] 0.849 0.976 0.954 3.72629261 35.1 0 1211.684656 3 404.5668945 1.2165655 0.000491365 43.98433561QLQEDAAR 4 112382250 1xTMT6plex [N-Term] 0.911 0.991 3.391512156 33.27 0 1159.626867 2 580.3168335 -0.410612953 -0.000238079 17.45150817SAATWDER 6 112382250 1xTMT6plex [N-Term] 1.136 1.047 0.88 3.263227463 21.49 0 1164.584667 2 582.7963867 0.712217431 0.000414719 23.1096323HYASEEIK 6 112382250 2xTMT6plex [N-Term; K8] 0.613 0.602 0.638 4.026031494 27.56 0 1434.799301 3 478.9381409 0.396409046 0.000189589 26.71657576KHYASEEIK 2 112382250 3xTMT6plex [N-Term; K1; K9] 0.874 3.376777411 18.26 1 1792.057196 4 448.7702026 0.996127177 0.000446279 24.72880214HEVSASTQSTPASSR 1 112382250 1xTMT6plex [N-Term] 1.28 3.197133064 0 1773.89287 3 591.9690552 -0.145438691 -8.60E-05 15.30488825ETASELLMR 6 112382250 1xTMT6plex [N-Term] 0.966 1.164 1.224 2.877972126 24.74 0 1278.692503 2 639.8487549 -1.775309051 -0.001135037 44.29254811DQNTVETLQR 2 112382250 1xTMT6plex [N-Term] 0.758 3.521612167 10.83 0 1432.759337 2 716.8825684 -1.030878816 -0.000738501 23.00987037HYASEEIKEK 3 112382250 3xTMT6plex [N-Term; K8; K10] 1.106 1.03 3.052366972 2.01 1 1921.099789 4 481.0303955 -0.018952035 -9.10E-06 29.8261409KQQMLENQMEVR 2 112382250 2xTMT6plex [N-Term; K1] 0.909 2.764191389 3.32 1 1992.077072 3 664.6970825 -0.189536545 -0.000125857 40.56023459LVDTGDKFR 6 112382250 2xTMT6plex [N-Term; K7] 1.204 1.238 1.265 4.056214333 11.62 1 1508.883699 3 503.6328125 0.122845783 6.18E-05 42.17069119IDDIFER 6 112382250 1xTMT6plex [N-Term] 0.946 0.956 0.98 3.539295673 31.52 0 1136.614905 2 568.81073 -0.634831603 -0.00036078 63.85475347ALAVEGK 6 112382250 2xTMT6plex [N-Term; K7] 1.178 1.329 0.901 2.814238071 35.84 0 1145.72943 2 573.3677979 -0.969842308 -0.000555588 35.72043332LLQLTEK 6 112382250 2xTMT6plex [N-Term; K7] 0.872 0.971 0.935 3.329700232 36.88 0 1302.839709 2 651.9234619 -0.047359529 -3.09E-05 62.99811679AQTLPTSVVTITSESSPGKR 2 112382250 2xTMT6plex [N-Term; K19] 1.506 1.992736816 4.67 1 2517.428837 3 839.8137207 -0.885232819 -0.000742837 67.65822032LSGIEER 6 112382250 1xTMT6plex [N-Term] 0.952 0.919 0.995 2.559994936 27.56 0 1032.58869 2 516.7979736 -0.018917866 -9.77E-06 28.20513772QQEEEER 2 112382250 1xTMT6plex [N-Term] 2.158591509 13.9 0 1176.569411 2 588.7878418 -0.853503619 -0.000502103 13.232025AFEDEMSGR 2 112382250 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.861 1.511031389 19.77 0 1286.588432 2 635.7999268 -0.740255921 -0.000470282 29.18374363YKEVAELTR 6 112382250 2xTMT6plex [N-Term; K2] 1.6 1.846 1.764 3.184245348 5.88 1 1566.925564 2 783.9655151 -1.15513883 -0.000905008 40.99363435LPEELGR 3 112382250 1xTMT6plex [N-Term] 0.918 1.027 2.314314842 15.13 0 1042.609426 2 521.8085938 0.465409182 0.00024262 39.09793418QQMLENQMEVR 2 112382250 1xTMT6plex [N-Term]; 2xOxidation [M3; M8] 1.088 1.521361351 24.71 0 1666.809007 2 833.9075928 -0.658739616 -0.000548997 21.58617798LESEHPDQAQAILSR 1 112382250 1xTMT6plex [N-Term] 1.326 2.476900101 0 1923.01332 3 641.6746216 -2.084345368 -0.001336075 39.19428846
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

EWLDKIEK 2 112382250 3xTMT6plex [N-Term; K5; K8] 0.944 1.204 2.088518858 1 1748.056133 3 583.3570557 0.275043907 0.000160264 62.54849946TVEKPPK 5 112382250 3xTMT6plex [N-Term; K4; K7] 1.267 1.068 0.94 1.923950553 2.22 0 1485.960776 3 495.991394 -0.772060146 -0.000382417 30.4144823462865635 SQLE squalene monooxygenase 6713 NP_003120.2 28.7456446 1 11 11 72 574 63.882 8.63 1.65 1.78 1.85 1.76 Significant 0.00111 ALLSSGAVLYK 12 62865635 2xTMT6plex [N-Term; K11] 1.831 1.834 1.994 4.203652859 45.85 0 1579.98235 2 790.4945068 -0.388123402 -0.000306614 67.45567659IYPQIPDHLKEPFLEATDNSHLR 6 62865635 2xTMT6plex [N-Term; K10] 1.183 1.339 1.595 6.366275311 44.69 1 3191.725354 5 639.1503296 -0.881050363 -0.000562414 73.26668664
ACSVIFPLIYSEMK 6 62865635 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 2.263 2.345 2.064 4.087806225 37.75 0 2116.158677 3 706.053772 -5.629956847 -0.003971294 101.3108255

GIPDLYDDAAIFEAK 10 62865635 2xTMT6plex [N-Term; K15] 1.811 1.847 2.047 4.578076363 69.29 0 2096.131593 2 1048.566528 -2.773193913 -0.00290649 87.78649968ELHAPLTVVADGLFSK 8 62865635 2xTMT6plex [N-Term; K16] 1.909 1.684 1.612 6.122399807 47.27 0 2155.252711 3 719.0892334 0.202182932 0.000145252 86.58148917IVGEFLQPGGYHVLK 6 62865635 2xTMT6plex [N-Term; K15] 1.251 1.616 1.791 5.155376434 44.33 0 2115.236667 3 705.7493286 -1.529228481 -0.001078227 79.32430266SEVQIPYPLSENNQVQSGR 4 62865635 1xTMT6plex [N-Term] 1.057 100 4.116322041 20.02 0 2374.220018 3 792.0773315 -1.085161053 -0.000858804 65.29771223SMPASFLPPSSVK 8 62865635 2xTMT6plex [N-Term; K13]; 1xOxidation [M2] 2.126 1.483 1.378 4.098456383 27.3 0 1822.018478 2 911.5131836 0.336158775 0.000306244 56.61182732SPPESENKEQLEAR 4 62865635 2xTMT6plex [N-Term; K8] 2.698 1.587 2.98 3.323955774 3.52 1 2072.102418 3 691.3712158 -1.60410462 -0.001107956 27.93221649GVLLLGDAYNMR 6 62865635 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.497 1.543 2.508275986 30.59 0 1566.851129 2 783.9281006 -1.407196947 -0.001102434 58.53360797HPLTGGGMTVAFK 2 62865635 2xTMT6plex [N-Term; K13] 1.661 3.106849909 3.45 0 1774.008582 3 592.0023193 -9.118897368 -0.005392334 55.217882484507207 SRI sorcin isoform A 6717 NP_003121.1 47.97979798 1 7 7 78 198 21.662 5.59 1.83 1.6 1.73 1.72 Significant 0.0015 ITFDDYIACCVK 24 4507207 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C9; C10] 2.599 2.333 2.462 4.496269226 54.97 0 1963.006927 2 982.0064697 -0.644142849 -0.000632228 74.34064113
SGTVDPQELQK 6 4507207 2xTMT6plex [N-Term; K11] 1.092 1.045 0.978 4.193386078 39.96 0 1659.931771 2 830.4709473 1.71498088 0.001423376 40.61749206DTAQQGVVNFPYDDFIQCVMSV 15 4507207 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.207 1.27 1.045 4.745065212 46.37 0 2762.300318 3 921.4354858 -3.046095463 -0.002804743 112.5233008

CLTQSGIAGGYKPFNLETCR 3 4507207 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C1; C19] 2.112 1.603 4.820503712 10.06 0 2730.410762 3 910.8076172 -0.90226992 -0.000821189 61.38730348
DMSGTMGFNEFK 4 4507207 2xTMT6plex [N-Term; K12]; 2xOxidation [M2; M6] 1.484 1.137 2.131178141 45.79 0 1853.881393 2 919.4460449 -0.905603404 -0.000832198 52.35404263
DMSGTMGFNEFK 8 4507207 2xTMT6plex [N-Term; K12]; 1xOxidation [M] 0.968 1.404 0.929 2.573408842 62.39 0 1837.886478 2 919.4460449 -0.905603404 -0.000832198 52.35404263ALTTMGFR 10 4507207 1xTMT6plex [N-Term] 1.306 1.191 1.327 2.891823769 38.89 0 1125.628781 2 563.317688 -0.605469093 -0.000340767 48.36017735QHFISFDTDR 6 4507207 1xTMT6plex [N-Term] 1.086 1.185 1.298 2.778053522 4.61 0 1494.753858 3 498.9237366 1.872299431 0.000932876 38.06469992ALTTMGFR 2 4507207 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.918 1.569293857 19.05 0 1141.623696 2 563.317688 -0.605469093 -0.000340767 48.3601773563253298 SRM spermidine synthase 6723 NP_003123.2 65.89403974 1 13 13 114 302 33.803 5.49 1.05 1.04 1.02 1.04 Significant 0.0000724 ETCSLWPGQALSLQVEQLLHHR 12 63253298 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.994 0.954 0.888 6.265133858 39.9 0 2831.482397 3 944.4979248 -1.121774919 -0.001058762 98.25571957

TALKEDGVLCCQGECQWLHLDLIK 6 63253298 3xTMT6plex [N-Term; K4; K24]; 3xCarbamidomethyl [C10; C11; C15] 1.953 1.79 2.008 7.598461151 26.24 1 3573.883477 4 894.2241821 -2.400311714 -0.002144609 85.25457832
HPSVESVVQCEIDEDVIQVSK 18 63253298 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C10] 0.96 0.935 0.927 5.990187645 49.17 0 2855.486094 3 952.499939 -0.290933116 -0.000276918 76.62672546

NPSTNFQEPVQPLTQQQVAQMQLK 10 63253298 2xTMT6plex [N-Term; K24] 1.042 1.108 1.32 6.036771297 82.35 0 3212.713802 3 1071.575439 -0.634164993 -0.00067913 69.54934177FLPGMAIGYSSSK 12 63253298 2xTMT6plex [N-Term; K13] 1.031 1.072 1.072 4.244493008 67.69 0 1816.007913 2 908.5078125 0.239734638 0.00021768 74.70085377KFLPGMAIGYSSSK 6 63253298 3xTMT6plex [N-Term; K1; K14] 1.223 1.248 1.303 5.140873432 24.3 1 2173.265808 3 725.092041 -1.950144851 -0.001412728 67.49508553QNQDAFDVIITDSSDPMGPAESLFK 4 63253298 2xTMT6plex [N-Term; K25] 2.179 1.281 5.571149826 46.35 0 3183.592016 3 1061.86731 -1.457507444 -0.001546703 101.6185807TYGNVLVLDGVIQCTER 4 63253298 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.688 1.103 4.481723309 16.32 0 2166.14262 3 722.717041 -2.792873872 -0.002016588 75.58789143VLIIGGGDGGVLR 12 63253298 1xTMT6plex [N-Term] 0.952 0.84 0.937 4.185568333 54.88 0 1454.889229 2 727.9463501 -2.615693766 -0.001902772 65.21114183LTLHVGDGFEFMK 6 63253298 2xTMT6plex [N-Term; K13] 1.091 1 0.845 4.373310566 34.46 0 1952.071576 3 651.3613281 -1.098696906 -0.000714912 79.06064905AAFVLPEFAR 12 63253298 1xTMT6plex [N-Term] 1.007 1.135 1.051 3.570101976 33.26 0 1349.777888 2 675.3919678 -0.910478039 -0.000614472 75.2966839ESYYQLMK 6 63253298 2xTMT6plex [N-Term; K8] 1.016 1.071 1.393 3.624771357 37.31 0 1519.823072 2 760.4154663 0.383924417 0.000291749 53.1279659YQDILVFR 4 63253298 1xTMT6plex [N-Term] 1.058 1.021 3.884620667 43.67 0 1282.735689 2 641.8719482 0.725905098 0.000465572 67.01088374ESYYQLMK 2 63253298 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.189 1.897506952 12.98 0 1535.817987 2 760.4154663 0.383924417 0.000291749 53.12796594507217 SRP9 signal recognition particle 9 kDa protein isoform 2 6726 NP_003124.1 62.79069767 1 6 6 93 86 10.105 7.97 1.51 1.55 1.52 1.52 Significant 0.000062
VTDDLVCLVYK 30 4507217 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.814 1.76 1.67 4.453003883 72.7 0 1783.007579 2 892.0084839 1.184623926 0.001056097 82.48500591PQYQTWEEFSR 5 4507217 1xTMT6plex [N-Term] 0.617 1.13 1.068 46.32 0 1699.827751 2 850.4158325 -1.978171574 -0.001681275 53.43416101HSDGNLCVK 10 4507217 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.67 1.707 1.629 3.896761656 30.23 0 1487.804069 3 496.605957 -0.504667426 -0.000250282 23.77740751

TDQAQDVK 20 4507217 2xTMT6plex [N-Term; K8] 1.339 1.533 1.484 3.013263464 42.29 0 1362.762915 2 681.8846436 -0.663784298 -0.00045229 102.1184161LYLADPMK 8 4507217 2xTMT6plex [N-Term; K8] 1.321 1.361 1.195 2.771169662 26.99 0 1408.82743 3 475.6119385 -0.759737041 -0.00036083 65.37237209LYLADPMK 10 4507217 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.388 1.363 1.389 2.656794548 28.13 0 1424.822345 3 475.6119385 -0.759737041 -0.00036083 65.37237209NVTMETE 10 4507217 1xTMT6plex [N-Term] 1.465 1.21 1.292 2.80246067 40.51 0 1052.513142 2 526.7606201 0.780659492 0.000410827 39.60827678149999611 SRP14 signal recognition particle 14 kDa protein isoform 1 6727 NP_003125.3 67.64705882 1 9 9 92 136 14.561 10.04 1.46 1.46 1.45 1.46 Significant 0.00000524 KGTVEGFEPADNK 11 149999611 3xTMT6plex [N-Term; K1; K13] 1.221 1.366 1.317 6.188472271 40.6 1 2079.168931 3 693.7269897 -1.209460031 -0.000838224 38.18151863FQMAYSNLLR 10 149999611 1xTMT6plex [N-Term] 1.689 1.604 3.163 4.275103569 64.18 0 1471.792886 2 736.3997803 -0.409040654 -0.000301012 70.37428518GTVEGFEPADNK 2 149999611 2xTMT6plex [N-Term; K12] 1.372 3.864416599 60.19 0 1721.911036 2 861.4589233 -0.270420656 -0.00023282 38.52796678VLLESEQFLTELTR 10 149999611 1xTMT6plex [N-Term] 1.49 1.584 1.611 67.08 0 1907.068709 3 636.3609619 -0.197616274 -0.000125623 110.7808951AAAAAAAAAPAAAATAPTTAATTAATAAQ 20 149999611 1xTMT6plex [N-Term] 1.567 1.205 1.206 6.075115204 53.61 0 2597.373224 3 866.4598389 -3.180316315 -0.002753489 53.43912959TSGSVYITLK 6 149999611 2xTMT6plex [N-Term; K10] 1.614 2.212 1.425 4.131934166 45.98 0 1526.919416 2 763.9627686 -0.756543281 -0.00057759 55.90943356KISTVVSSK 12 149999611 3xTMT6plex [N-Term; K1; K9] 1.961 1.755 1.84 4.590401173 29.96 1 1636.061218 2 818.5344238 0.215570326 0.000176343 40.37377885ISTVVSSK 15 149999611 2xTMT6plex [N-Term; K8] 1.396 1.412 1.359 3.207611322 36.11 0 1278.803323 2 639.90448 -1.282487332 -0.000820025 42.16416429ANMDGLK 6 149999611 2xTMT6plex [N-Term; K7] 1.236 1.333 1.33 2.457738161 23.65 0 1206.691665 2 603.8494263 -0.073432957 -4.43E-05 34.614820644507213 SRP19 signal recognition particle 19 kDa protein isoform 1 6728 NP_003126.1 44.44444444 1 4 4 34 144 16.145 9.85 0.97 0.89 0.99 0.95 Significant 0.00103 TGGADQSLQQGEGSK 10 4507213 2xTMT6plex [N-Term; K15] 0.868 0.83 0.875 4.36235714 56.61 0 1921.002704 2 961.0039063 -1.128686594 -0.001084105 23.01900351
AVENPTATEIQDVCSAVGLNVFLEK 12 4507213 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C14] 1.004 0.947 1.242 6.826354504 80.45 0 3162.675686 3 1054.897705 0.909367466 0.000958678 100.2265791

SVMLYAAEMIPK 8 4507213 2xTMT6plex [N-Term; K12] 1.006 0.876 1.005 3.539063215 41.31 0 1811.02112 3 604.3446655 -0.925962679 -0.000558979 94.11359864
FICIYPAYLNNK 4 4507213 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 1.366 1.037 3.093327761 32.42 0 1974.092312 2 987.5469971 -2.833762809 -0.002797055 81.63312699

4507215 SRP54 signal recognition particle 54 kDa protein isoform 1 6729 NP_003127.1 47.22222222 1 21 21 120 504 55.668 8.75 1.03 1.04 1.04 1.04 Significant 0.0000103 SAIDLEEMASGLNK 8 4507215 2xTMT6plex [N-Term; K14] 0.934 0.849 0.916 3.74630332 25.45 0 1936.046149 3 646.0202026 -0.048655784 -3.14E-05 72.85420655IPFYGSYTEMDPVIIASEGVEK 16 4507215 2xTMT6plex [N-Term; K22] 1.083 1.039 1.163 6.472352982 63.93 0 2903.515269 3 968.5062866 -3.77556021 -0.003654132 100.7978904SPIIFIGTGEHIDDFEPFK 6 4507215 2xTMT6plex [N-Term; K19] 1.026 1.024 1.205 5.995136738 61.4 0 2620.406311 3 874.1397095 -0.662459109 -0.000578637 92.15164703GGGALSAVAATK 8 4507215 2xTMT6plex [N-Term; K12] 0.979 0.86 0.942 4.888856411 83.46 0 1460.883699 2 730.9453125 -0.239930119 -0.000175255 44.38565413LLGMGDIEGLIDK 4 4507215 2xTMT6plex [N-Term; K13] 1.115 1.039 3.475509167 37.37 0 1832.060342 3 611.3585205 0.363423312 0.000221938 97.18474998LDDNEALIEK 8 4507215 2xTMT6plex [N-Term; K10] 0.985 0.922 0.898 4.505413055 58 0 1617.909973 2 809.4591064 0.595317812 0.000481585 51.4597169
EVCTALLEADVNIK 4 4507215 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 1.228 0.898 3.283093452 11.37 0 2033.135298 3 678.3825684 -1.055843099 -0.000715557 74.70352551

VDVASVIVTK 8 4507215 2xTMT6plex [N-Term; K10] 0.958 1.003 1.128 3.993690252 55.89 0 1488.940151 2 744.9735107 -0.272855578 -0.000203133 66.92795668DVQELLTQYTK 6 4507215 2xTMT6plex [N-Term; K11] 1.086 1.12 1.153 3.733583927 35.17 0 1796.020586 3 599.3453979 0.587118914 0.000351493 72.44547453DMYEQFQNIMK 9 4507215 2xTMT6plex [N-Term; K11] 1.038 0.906 0.822 4.072523117 42.07 0 1904.965062 2 952.984436 -1.819686753 -0.00173322 71.37107457NVSQSQMAK 2 4507215 2xTMT6plex [N-Term; K9] 0.861 3.490798235 20.13 0 1450.808819 2 725.9086914 0.886941465 0.000643391 24.95750532GNEQESMAR 6 4507215 1xTMT6plex [N-Term] 1.261 1.293 0.757 3.741277695 38.14 0 1250.599665 2 625.8033447 -0.202004592 -0.000126313 15.52351491QFQQGAAGNMK 6 4507215 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 0.867 1.168 0.547 2.564527035 45.44 0 1653.878296 2 827.4420166 -0.930961413 -0.000769848 22.75450602MIQHAVFK 6 4507215 2xTMT6plex [N-Term; K8] 0.991 0.987 1.019 3.654313564 34.12 0 1431.854647 3 477.9565735 0.36296211 0.000173236 45.34506836LMTIMDSMNDQELDSTDGAK 2 4507215 2xTMT6plex [N-Term; K20] 100 1.825786233 3.05 0 2673.282174 3 891.767395 2.041482432 0.001819153 90.64972599LNQQMAK 6 4507215 2xTMT6plex [N-Term; K7] 1.093 1.011 1.184 3.298881054 29.39 0 1290.760413 2 645.8826904 -1.788504359 -0.001154265 33.40541693VLADLGR 2 4507215 1xTMT6plex [N-Term] 1.148 1.039 35.2 0 972.6039464 2 486.8052063 -0.833229545 -0.000405201 46.07209907TQPFISK 2 4507215 2xTMT6plex [N-Term; K7] 1.267 2.258823872 23.04 0 1278.782194 2 639.8948975 0.25354738 0.000162116 42.86992227LAYYYQR 6 4507215 1xTMT6plex [N-Term] 1.118 1.133 1.069 2.775200605 16.28 0 1205.651625 2 603.3304443 1.648288638 0.000993631 38.71134206TCLICADTFR 2 4507215 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C5] 1.205 2.676641226 1.28 0 1485.739136 2 743.3724976 -0.95434843 -0.000708956 52.66551843
KITSALR 3 4507215 2xTMT6plex [N-Term; K1] 1.263 1.305 2.455338955 10.41 1 1246.824728 3 416.2806091 2.042430281 0.000848851 30.7764297147419936 SRPK1 SRSF protein kinase 1 6732 NP_003128.3 16.64122137 1 8 11 64 655 74.278 6.16 1.04 1.14 1.11 1.1 Significant 0.000729 IIQQVLQGLDYLHTK 8 47419936 2xTMT6plex [N-Term; K15] 0.858 100 0.782 6.1063447 51.84 0 2227.321459 3 743.1116333 -0.499603526 -0.000370926 111.2849861EMVVQLLDDFK 12 47419936 2xTMT6plex [N-Term; K11] 0.932 0.908 1.023 5.388761044 64.67 0 1795.007579 2 898.0077515 0.360811673 0.00032383 103.8982964

IADLGNACWVHK 6 47419936 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.072 1.119 1.148 4.866774082 38.13 0 1842.009645 3 614.6741943 -0.876712124 -0.000538304 58.55420301SAEHYTETALDEIR 4 47419936 1xTMT6plex [N-Term] 1.072 1.159 3.878873587 25.49 0 1863.928587 3 621.9815674 0.837933625 0.000520616 46.32701958LAAEATEWQR 6 47419936 1xTMT6plex [N-Term] 1.239 1.322 1.268 3.733152866 30.84 0 1403.748044 2 702.37677 -1.268597271 -0.000890395 44.63589603MQEIEEMEK 6 47419936 2xTMT6plex [N-Term; K9] 0.841 0.762 1.055 3.956195116 48.41 0 1624.832651 2 812.9196167 -0.427140335 -0.000347016 51.32473303HFTEDIQTR 2 47419936 1xTMT6plex [N-Term] 1.025 2.30361867 6.38 0 1375.716744 3 459.2436829 -0.180819211 -8.29E-05 24.80289258KLIVAGK 8 47419936 3xTMT6plex [N-Term; K1; K7] 1.443 1.298 1.413 3.967505932 21.49 1 1415.991682 3 472.6689758 0.488597668 0.000230617 45.7489449ATAAECLR 4 47419936 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.98 1.282 2.213459969 18.09 0 1120.598209 2 560.8030396 0.529334741 0.000296586 23.32559031GGYHLVK 4 47419936 2xTMT6plex [N-Term; K7] 0.936 1.006 2.05332303 14.49 0 1231.756314 3 411.2571411 0.451688242 0.000185457 32.11609679VLAIQAR 8 47419936 1xTMT6plex [N-Term] 1.704 0.964 2.110010862 22.71 0 999.6512309 2 500.3286133 -1.281434425 -0.000640494 40.9597732123308697 SRPRA signal recognition particle receptor subunit alpha isoform 1 6734 NP_003130.2 36.99059561 1 22 22 166 638 69.767 8.95 1.4 1.44 1.3 1.38 Significant 0.000909
GGNNSFTHEALTLK 6 23308697 2xTMT6plex [N-Term; K14] 1.248 1.677 1.251 5.475848198 34.54 0 1947.069996 3 649.6945801 -0.415437363 -0.000269629 47.26457743

NVAADIAVQLCESVANKLEGK 8 23308697 3xTMT6plex [N-Term; K17; K21]; 1xCarbamidomethyl [C11] 3.556 3.267 2.99 6.608679771 42.97 1 2916.643153 4 729.9159546 -0.399363434 -0.0002912 109.4190288
MQDNAPLMTALAK 10 23308697 2xTMT6plex [N-Term; K13] 1.457 1.407 1.393 5.412978172 81.49 0 1862.027996 2 931.5165405 -1.177246162 -0.001096033 69.71606957

NVAADIAVQLCESVANK 4 23308697 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 1.506 1.439 4.401524544 55.82 0 2260.237138 3 754.0819702 -2.557384521 -0.001926765 87.15230533
KEGSDGPLATSKPVPAEK 2 23308697 4xTMT6plex [N-Term; K1; K12; K18] 1.17 4.655384064 21.61 1 2727.606246 4 682.6569824 -0.053733012 -3.66E-05 43.38693376VMGTFSTVTSTVK 10 23308697 2xTMT6plex [N-Term; K13] 1.337 1.576 1.595 5.478462219 72.97 0 1816.029042 2 908.5180054 -0.169720751 -0.000154109 71.12596633NQGFDVVLVDTAGR 6 23308697 1xTMT6plex [N-Term] 1.23 2.011 1.205 4.689369202 54.66 0 1719.922714 2 860.4650879 0.107697426 9.26E-05 62.3501804QALQESLVQILQPQR 16 23308697 1xTMT6plex [N-Term] 1.455 1.454 1.353 6.075657845 62.97 0 1980.14394 3 660.718811 -1.040386251 -0.000686705 87.31120147DAAGIAMEAIAFAR 14 23308697 1xTMT6plex [N-Term] 2.036 1.618 1.309 5.135808468 70.96 0 1635.872593 2 818.4389648 -1.185692889 -0.000969821 85.22689037DAAGIAMEAIAFAR 12 23308697 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.538 1.601 1.462 3.919160843 55.33 0 1651.867508 2 818.4389648 -1.185692889 -0.000969821 85.22689037GTLGGMFGMLK 6 23308697 2xTMT6plex [N-Term; K11] 1.815 1.248 1.178 4.306922913 73.13 0 1569.889712 2 785.4473267 -1.487747623 -0.0011678 83.84469012ALADHSMAQTPR 6 23308697 1xTMT6plex [N-Term] 1.006 1.381 1.987 4.55402565 33.13 0 1526.794677 3 509.6029968 -0.156898297 -7.99E-05 22.56748019ILTLTYVDKLIDDVHR 2 23308697 2xTMT6plex [N-Term; K9] 0.525 3.494537592 10.12 1 2372.395353 4 593.8547974 0.845985945 0.000501753 101.3191978EDMESVLDK 8 23308697 2xTMT6plex [N-Term; K9] 1.391 1.269 1.345 3.472343683 51.42 0 1523.802731 2 762.4046631 -0.4471367 -0.000340674 51.30671049LIDGIVLTK 16 23308697 2xTMT6plex [N-Term; K9] 1.278 1.38 1.406 3.645163059 50.69 0 1429.939423 2 715.4729614 -0.54314779 -0.000388334 76.39909941AVVAALMK 12 23308697 2xTMT6plex [N-Term; K8] 1.459 1.37 1.488 3.264818668 40.4 0 1260.811386 2 630.9085693 -1.208506 -0.000761849 63.89102728TMVQLFEK 6 23308697 2xTMT6plex [N-Term; K8] 1.269 1.223 1.526 4.207341671 45.62 0 1453.848893 2 727.4252319 -3.924832105 -0.002853056 69.64846189AGAVEQLR 6 23308697 1xTMT6plex [N-Term] 1.047 2.009 1.528 2.829870701 46.95 0 1072.631224 2 536.819397 0.273743022 0.000146813 28.1859582EGSDGPLATSKPVPAEK 2 23308697 3xTMT6plex [N-Term; K11; K17] 0.907 2.745432615 7.84 0 2370.348351 3 790.7852783 -2.982556998 -0.002356566 44.31988626LSALHPPEK 6 23308697 2xTMT6plex [N-Term; K9] 1.231 1.61 1.635 2.78991127 17.54 0 1449.882971 3 483.9659119 0.146001924 7.06E-05 45.74824589EAEESSK 4 23308697 2xTMT6plex [N-Term; K7] 1.424 1.334 2.760480881 33.09 0 1237.667618 2 619.3369141 -0.861487353 -0.000533117 17.70898154SVILQER 4 23308697 1xTMT6plex [N-Term] 1.344 2.481540203 25.32 0 1073.651625 2 537.3294067 -0.081901276 -4.40E-05 34.5884948MLDFFTIFSK 2 23308697 2xTMT6plex [N-Term; K10] 1.034 1.979265809 1.21 0 1706.959172 2 853.9819946 -1.440791454 -0.001229686 112.635538715208660 TRIM21 E3 ubiquitin-protein ligase TRIM21 6737 NP_003132.2 30.10526316 1 15 15 98 475 54.135 6.38 0.68 0.72 0.73 0.71 Significant 0.000463 LGDTQQSIPGNEER 6 15208660 1xTMT6plex [N-Term] 0.546 0.504 0.558 4.175307274 50.03 0 1772.897621 2 886.9514771 -1.096407606 -0.000971909 30.63919887DHAMVPLEEAAQEYQEK 4 15208660 2xTMT6plex [N-Term; K17] 0.635 0.654 6.472950459 45.08 0 2446.232446 3 816.0819702 -0.444947687 -0.000362815 58.49695713LAQQSQALQELISELDR 12 15208660 1xTMT6plex [N-Term] 0.477 0.543 0.609 6.800962448 69.72 0 2171.186927 3 724.3970337 -4.780341873 -0.003459672 106.1076733LAQQSQALQELISELDRR 2 15208660 1xTMT6plex [N-Term] 0.997 4.827980995 21.76 1 2327.288038 3 776.4334717 -0.934998549 -0.000725337 99.74888595NFLVEEEQR 12 15208660 1xTMT6plex [N-Term] 0.744 0.946 0.888 4.081985474 52.77 0 1392.73206 2 696.8695068 -0.231723053 -0.000161364 52.57132588HYWEVDVTGK 10 15208660 2xTMT6plex [N-Term; K10] 0.653 0.726 0.755 3.705379963 22.89 0 1691.915727 2 846.4597168 -2.110191538 -0.001785133 46.99163646DLDITSPELR 6 15208660 1xTMT6plex [N-Term] 0.754 0.707 0.802 3.739344835 41.78 0 1387.763026 2 694.3859863 1.203740278 0.000835253 50.68742322LQVALGELR 6 15208660 1xTMT6plex [N-Term] 0.741 0.574 0.816 3.793775082 50.61 0 1227.762238 2 614.3826904 -3.366751719 -0.002066785 63.57067455IHAEFVQQK 10 15208660 2xTMT6plex [N-Term; K9] 0.652 0.708 0.679 4.173557281 31.41 0 1557.915333 3 519.9758911 -1.420674223 -0.000737763 51.01547586GHFLLSSK 4 15208660 2xTMT6plex [N-Term; K8] 0.703 0.758 3.060729027 26.21 0 1346.819642 3 449.611084 -0.700529488 -0.000314496 43.99824529

SVCHVPGLK 6 15208660 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.64 0.642 0.638 3.224295378 18.99 0 1454.855376 3 485.6233215 0.024270185 1.18E-05 37.7327727
EAWDLGVCR 8 15208660 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.979 0.94 0.967 3.401884317 16.63 0 1334.672437 2 667.8399048 0.07203289 4.81E-05 46.28107529

LHLFCEK 6 15208660 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.671 0.749 0.7 2.903098345 23.53 0 1404.807363 3 468.9405823 -0.120787969 -5.66E-05 52.60368891
SESWNLK 4 15208660 2xTMT6plex [N-Term; K7] 0.841 0.99 3.004017591 14.98 0 1321.751622 2 661.3795776 0.19404057 0.000128237 43.45937388KQELAEK 2 15208660 3xTMT6plex [N-Term; K1; K7] 0.925 3.296053171 5.56 1 1532.961504 3 511.658844 0.309448359 0.000158124 29.22870677

169404009 SSR1 translocon-associated protein subunit alpha isoform 1 precursor 6745 NP_003135.2 20.97902098 1 4 4 42 286 32.215 4.49 1.16 1.12 1.12 1.13 Significant 0.000138
GEDFPANNIVK 8 169404009 2xTMT6plex [N-Term; K11] 1.282 1.082 1.093 3.835750341 56.15 0 1661.926292 2 831.4671631 0.455887772 0.000378826 51.51561075VEMGTSSQNDVDMSWIPQETLNQINK 2 169404009 2xTMT6plex [N-Term; K26] 0.486 4.018502235 7.07 0 3422.697226 3 1141.569336 -1.101767773 -0.001257006 83.21794426GTEDFIVESLDASFR 24 169404009 1xTMT6plex [N-Term] 1.1 1.136 1.138 4.730869293 66.07 0 1914.964638 2 957.9842529 -1.780168969 -0.00170448 88.52571843FLVGFTNK 8 169404009 2xTMT6plex [N-Term; K8] 1.217 1.126 1.156 2.974937439 27.33 0 1383.840043 2 692.4240723 0.5959007 0.000412316 72.478871634507241 SSRP1 FACT complex subunit SSRP1 6749 NP_003137.1 33.42736248 1 20 20 161 709 81.024 6.87 1.49 1.48 1.45 1.47 Significant 0.0000665 VDNIQAGELTEGIWR 8 4507241 1xTMT6plex [N-Term] 1.46 1.273 1.433 4.920123577 52.73 0 1930.023156 2 965.5117798 -3.561200634 -0.0034366 71.18447481FDEISFVNFAR 6 4507241 1xTMT6plex [N-Term] 1.149 1.283 1.451 4.462677002 43.39 0 1573.821209 2 787.4142456 0.003482567 2.74E-06 81.88958482ASSGLLYPLER 25 4507241 1xTMT6plex [N-Term] 1.004 1.488 1.229 4.307824612 39.18 0 1434.815395 2 717.9118042 0.652556726 0.000468149 55.42032245ADVIQATGDAICIFR 31 4507241 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.619 1.636 1.555 5.005970955 59.97 0 1878.994499 2 940.0014038 0.549265678 0.000516034 79.70679318QMFFVISLDPPIK 2 4507241 2xTMT6plex [N-Term; K13] 1.877 4.206848145 16.96 0 1993.159663 3 665.0582275 0.234189562 0.000155592 106.5692989GFIYVHKPPVHIR 26 4507241 2xTMT6plex [N-Term; K7] 1.518 1.366 1.477 3.911489487 26.23 0 2021.221292 5 405.050415 0.829496166 0.000335319 49.15478979FYVPPTQEDGVDPVEAFAQNVLSK 4 4507241 2xTMT6plex [N-Term; K24] 1.398 1.137 3.963200092 22.59 0 3108.629387 3 1036.88147 0.150706189 0.000156163 106.942859

KITVPGNFQGHSGAQCITCSYK 4 4507241 3xTMT6plex [N-Term; K1; K22]; 2xCarbamidomethyl [C16; C19] 1.463 2.019 5.822115898 18.64 1 3140.65882 4 785.9238281 4.668514104 0.003665553 53.49319524
VALGHGLK 6 4507241 2xTMT6plex [N-Term; K8] 1.335 1.401 1.079 3.935344934 48.31 0 1252.814163 3 418.2760925 -0.350085529 -0.000146197 39.54715445IYPTFLHLHGK 8 4507241 2xTMT6plex [N-Term; K11] 1.596 1.559 1.67 3.85910511 34.54 0 1784.062332 3 595.3583374 -1.049830454 -0.000624321 58.98148791IKSDHPGISITDLSK 2 4507241 3xTMT6plex [N-Term; K2; K15] 2.528 4.600631714 18.51 1 2298.363608 4 575.3457642 -1.035888911 -0.000595212 53.51554538QGTQYTFSSIER 4 4507241 1xTMT6plex [N-Term] 1.43 0.849 3.589531183 24.95 0 1645.838316 2 823.4217529 -1.267676542 -0.001043195 40.02168015SFDFEIETK 2 4507241 2xTMT6plex [N-Term; K9] 1.135 2.674069643 13.81 0 1573.851396 2 787.4285889 -0.949610382 -0.000747273 65.97886691ELQCLTPR 6 4507241 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.997 1.177 0.872 3.310122728 26.31 0 1245.682273 2 623.3447266 -0.077656239 -4.84E-05 37.58885851LFDFVNAK 2 4507241 2xTMT6plex [N-Term; K8] 0.805 2.553475857 15.39 0 1411.834958 2 706.4213867 0.3817284 0.000269469 77.52398058GWNWGTVK 4 4507241 2xTMT6plex [N-Term; K8] 1.404 0.953 3.541776896 27.34 0 1405.799241 2 703.4006958 -3.646408596 -0.002563059 61.1437422QLSESFK 6 4507241 2xTMT6plex [N-Term; K7] 0.91 1.159 1.131 2.854405165 31.91 0 1296.756373 2 648.8821411 0.487675693 0.000316198 53.98660883LFLLPHK 12 4507241 2xTMT6plex [N-Term; K7] 1.513 1.628 1.612 2.298134089 18.48 0 1325.87095 3 442.6277771 -1.637784713 -0.00072383 68.13724585GKDPNAPK 2 4507241 3xTMT6plex [N-Term; K2; K8] 1.537 2.828722239 3.16 1 1513.930539 3 505.3147888 -0.479153371 -0.000241802 36.11028437NMSGSLYEMVSR 1 4507241 1xTMT6plex [N-Term]; 2xOxidation [M2; M9] 1.687 1.349639654 32.58 0 1634.771559 2 817.8886719 -0.91246388 -0.000745835 30.3278465251242945 STRN striatin 6801 NP_003153.2 23.33333333 1 9 10 53 780 86.079 5.27 1.17 1.11 1.09 1.12 Significant 0.000458 AQYSLPGILHFLQHEWAR 8 51242945 1xTMT6plex [N-Term] 0.904 1.546 1.222 5.029420376 32.35 0 2395.28725 4 599.5770264 -0.406836904 -0.000243623 105.7262022STSLDVEPIYTFR 6 51242945 1xTMT6plex [N-Term] 100 1.051 100 4.813651085 48.19 0 1756.931882 2 878.9706421 1.21002966 0.00106297 65.96899719ALAFHPIEPVLITASEDHTLK 6 51242945 2xTMT6plex [N-Term; K21] 0.838 1.053 1.033 6.557903767 52.35 0 2760.570022 4 690.8981934 0.333727271 0.000230319 80.8134545ELGIPASVDLVSSDPSHMVASFSK 6 51242945 2xTMT6plex [N-Term; K24] 1.128 0.879 1.145 6.34074688 35.54 0 2931.55378 3 977.857666 1.591329113 0.001555022 87.16566142EALKEFDFLVTSEEGDNESR 4 51242945 2xTMT6plex [N-Term; K4] 1.697 1.217 4.416749001 19.05 1 2773.39324 3 925.1361084 0.191958106 0.000177458 80.12756423LWNTTEVAPALSVFNDTK 5 51242945 2xTMT6plex [N-Term; K18] 1.177 0.848 0.953 4.946305752 34.92 0 2464.348796 3 822.1220093 1.086835612 0.000892781 93.73836548

SAGDGTDWEKEDQCLMPEAWNVDQGVITK 2 51242945 3xTMT6plex [N-Term; K10; K29]; 1xCarbamidomethyl [C14] 1.094 3.53465414 11.4 1 3966.945678 4 992.4924316 0.559221799 0.000554601 78.54352122
DVDELPSLQPSVGSPSRPSSSR 4 51242945 1xTMT6plex [N-Term] 0.999 1.456 4.548186779 21.78 0 2526.299725 3 842.7705688 -1.017795714 -0.000857086 49.86247673TCIQEFTAHR 4 51242945 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.313 1.317 3.50188756 12.1 0 1491.757563 3 497.923584 -0.914784619 -0.000454879 34.35145469MLEYALK 8 51242945 2xTMT6plex [N-Term; K7] 1.03 0.966 1.212 3.067656994 33.09 0 1325.790316 2 663.3991089 0.471593004 0.000312617 62.9676623794400932 STX5 syntaxin-5 isoform 1 6811 NP_003155.2 36.33802817 1 9 9 48 355 39.648 9.16 1.36 1.41 1.27 1.35 Significant 0.000924 TSQQLQLIDEQDSYIQSR 6 94400932 1xTMT6plex [N-Term] 1.18 1.637 1.798 5.959014893 58.4 0 2381.214598 3 794.4086914 -1.292219211 -0.001025684 56.19081685AVEIEELTYIIK 11 94400932 2xTMT6plex [N-Term; K12] 1.52 1.423 1.549 4.269442081 41.07 0 1879.119238 3 627.0453491 1.200883497 0.000752201 97.44103228APVSALPLAPNHLGGGAVVLGAESHASK 6 94400932 2xTMT6plex [N-Term; K28] 1.197 1.378 1.239 9.155061722 64.25 0 3078.746423 4 770.4421387 0.097918912 7.54E-05 71.37168266QIAQLQDFVR 4 94400932 1xTMT6plex [N-Term] 1.885 1.226 3.426834345 42.43 0 1446.826629 2 723.9170532 0.138886933 0.000100473 64.51301986IDENVLGAQLDVEAAHSEILK 4 94400932 2xTMT6plex [N-Term; K21] 1.245 1.215 0.937 2.214103699 1.89 0 2722.50273 3 908.1713257 -1.21458068 -0.001102233 78.85472039EQEETIQR 6 94400932 1xTMT6plex [N-Term] 0.833 1.328 1.156 3.409285069 43.06 0 1261.658561 2 631.3340454 1.786291778 0.001126845 16.64308413QDINSLNK 8 94400932 2xTMT6plex [N-Term; K8] 1.546 1.809 1.389 2.795221329 41.16 0 1389.8102 2 695.4084473 -0.418552656 -0.000290854 33.21668196SEFTLMAK 2 94400932 2xTMT6plex [N-Term; K8] 1.076 1.97704792 7.73 0 1384.791044 2 692.8978882 -1.837391152 -0.001272201 58.18755197HLQTHSNTIVVSLQSK 1 94400932 2xTMT6plex [N-Term; K16] 1.239 3.154040337 0 2250.297036 4 563.3308716 2.053465854 0.001155227 45.515747964507297 STXBP1 syntaxin-binding protein 1 isoform a 6812 NP_003156.1 33.99668325 1 15 15 77 603 68.692 6.77 1.03 1.1 1.11 1.08 Significant 0.000543 SSASFSTTAVSAR 4 4507297 1xTMT6plex [N-Term] 1.74 0.948 5.376011372 55.89 0 1500.785552 2 750.8962402 -0.231859408 -0.000173986 29.29417451VEQDLAMGTDAEGEK 12 4507297 2xTMT6plex [N-Term; K15] 1.013 1.066 1.2 3.878272533 49.96 0 2051.036706 2 1026.019165 -2.756085183 -0.002826416 49.5275405
AAHVFFTDSCPDALFNELVK 6 4507297 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C10] 1.276 1.147 1.382 6.652665138 40.77 0 2739.421644 3 913.8109741 -1.195408062 -0.001091576 94.62721564

LAEQIATLCATLK 6 4507297 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 1.175 1.271 1.126 4.079983711 29.97 0 1890.113441 3 630.7090454 -0.453924888 -0.00028599 88.32254617
DNALLAQLIQDK 12 4507297 2xTMT6plex [N-Term; K12] 0.98 1.033 1.023 4.499094009 68.54 0 1800.06312 2 900.5340576 -1.267192022 -0.001140513 87.31626363LIQHAQIPPEDSEIITNMAHLGVPIVTDSTLR 4 4507297 1xTMT6plex [N-Term] 1.077 1.211 4.76756382 18.62 0 3738.00976 4 935.2565918 -1.397281665 -0.001305763 99.73771667AIVPILLDANVSTYDK 4 4507297 2xTMT6plex [N-Term; K16] 0.551 0.294 4.786345959 53.9 0 2190.278592 3 730.7647095 0.449088062 0.000327876 93.0523277REPLPSLEAVYLITPSEK 4 4507297 2xTMT6plex [N-Term; K18] 1.034 0.924 6.407857895 26.38 1 2500.442697 3 834.1509399 -1.771696583 -0.001476675 83.6839225ADDPTMGEGPDK 4 4507297 2xTMT6plex [N-Term; K12] 1.076 1.213 3.437979221 36.43 0 1690.835822 2 845.9206543 -1.058574834 -0.000894938 28.49660462SVHSLISDFKDPPTAK 3 4507297 3xTMT6plex [N-Term; K10; K16] 1.056 0.989 5.765938282 16.47 1 2429.400721 4 608.1053467 -0.479345066 -0.00029113 64.52604939DNALLAQLIQDKLDAYK 2 4507297 3xTMT6plex [N-Term; K12; K17] 2.367 2.655366421 13.44 1 2619.532464 3 873.848938 -0.077489078 -6.77E-05 110.3691195HIAEVSQEVTR 6 4507297 1xTMT6plex [N-Term] 1.254 1.352 1.145 4.070615292 32.61 0 1497.822272 3 499.9459229 0.629977739 0.000314532 26.40389418DLSQMLK 6 4507297 2xTMT6plex [N-Term; K7] 1.029 1.08 1.191 3.137243748 30.84 0 1292.764829 2 646.8850098 -1.61399715 -0.001043259 53.50289779IMHDVIK 2 4507297 2xTMT6plex [N-Term; K7] 0.859 2.665202618 14.89 0 1313.801549 3 438.6055603 0.440202102 0.000192779 42.61594657SQLLILDR 2 4507297 1xTMT6plex [N-Term] 1.104 2.626074553 10.65 0 1186.735689 2 593.8705444 -1.581205344 -0.000938236 55.8733798520149524 SUPT5H transcription elongation factor SPT5 isoform a 6829 NP_003160.2 18.76724931 1 15 15 55 1087 120.925 5.06 1.3 1.21 1.21 1.24 Significant 0.000585 SLGGDVASDGDFLIFEGNR 6 20149524 1xTMT6plex [N-Term] 1.196 1.339 4.921436787 45.1 0 2198.092692 3 733.3691406 0.080303711 5.88E-05 75.77100632KFIAYQFTDTPLQIK 4 20149524 3xTMT6plex [N-Term; K1; K15] 1.375 1.614 5.624547482 23.84 1 2500.478243 3 834.1633911 -1.049135365 -0.000874447 81.82607789GIYKDDIAQVDYVEPSQNTISLK 8 20149524 3xTMT6plex [N-Term; K4; K23] 1.596 0.995 1.238 4.82562542 23.14 1 3283.802884 4 821.7060547 -0.150809905 -0.000123808 75.96023444DVTNFTVGGFAPMSPR 2 20149524 1xTMT6plex [N-Term] 0.913 4.560460567 50.97 0 1924.978849 2 962.9907227 -2.431126713 -0.002339934 69.05437442VELHSTCQTISVDR 4 20149524 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.299 1.051 4.596561909 36.44 0 1873.963927 3 625.3280029 2.950163012 0.001842833 37.51289794EATGVLLSIDGEDGIVR 2 20149524 1xTMT6plex [N-Term] 1.524 3.661619663 17.82 0 1973.075251 2 987.0407104 -0.561023489 -0.000553471 70.28454363TPMYGSQTPLQDGSR 4 20149524 1xTMT6plex [N-Term] 1.121 1.064 3.898211241 30.41 0 1866.921728 2 933.9650269 0.562161189 0.000524755 45.66799132RDNELIGQTVR 2 20149524 1xTMT6plex [N-Term] 1.304 4.79478693 21.05 1 1529.85972 3 510.6245422 -0.422503454 -0.000215457 28.11017731DATESTAR 4 20149524 1xTMT6plex [N-Term] 0.737 100 2.930012703 37.14 0 1079.553033 2 540.2800903 -0.119351189 -6.44E-05 14.39259541ATAISLMR 6 20149524 1xTMT6plex [N-Term] 1.226 0.884 0.876 2.542080164 28.25 0 1091.644431 2 546.3261108 0.470949764 0.000257055 54.20064366DPNLWTVK 2 20149524 2xTMT6plex [N-Term; K8] 1.242 3.396776915 22.21 0 1430.840772 2 715.923584 -0.615135707 -0.000440081 58.16991541GYIGVVK 6 20149524 2xTMT6plex [N-Term; K7] 1.173 1.023 1.333 2.73745966 35.35 0 1193.765816 2 597.3856201 -1.5515318 -0.000926083 45.48780163EMTDVLK 2 20149524 2xTMT6plex [N-Term; K7] 1.055 2.862887383 18.03 0 1293.748845 2 647.3783569 0.457776013 0.000296124 47.3809143EVANLKPK 2 20149524 3xTMT6plex [N-Term; K6; K8] 1.602 1.326 2.189254761 0 1586.024439 3 529.3465576 0.429143175 0.000226877 39.28357983SSVGETVYGGSDELSDDITQQQLLPGVK 1 20149524 2xTMT6plex [N-Term; K28] 1.711704493 0 3380.74733 3 1127.581299 -5.320363774 -0.005995602 75.8525834127597090 SUPT6H transcription elongation factor SPT6 6830 NP_003161.2 13.38354577 1 14 14 50 1726 198.949 4.91 1.26 1.29 1.22 1.26 Significant 0.00026 MAVDALEYDESAEDANPAGALEEILENPER 4 27597090 1xTMT6plex [N-Term] 100 1.77 5.107129574 48.1 0 3490.636904 3 1164.218018 0.743633453 0.000865251 104.7624213EELLNALYCEFINR 6 27597090 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.453 0.779 1.623 4.466907978 39.4 0 2013.031278 3 671.6828003 1.276343261 0.00085644 106.4720071HETEQFPAEPLELAK 6 27597090 2xTMT6plex [N-Term; K15] 0.912 1.176 0.849 5.002605438 25.87 0 2197.190505 3 733.0667114 -2.240944809 -0.001641261 59.61626259LKDLDLDAFAEELER 2 27597090 2xTMT6plex [N-Term; K2] 2.169 3.964194775 10.72 1 2235.227284 3 745.7476807 0.538894723 0.000401517 90.82673076SIFEMYEPSELESSHLTDQDNEIR 4 27597090 1xTMT6plex [N-Term] 100 5.237839222 43.4 0 3098.44619 3 1033.487427 0.496033606 0.000512311 73.0764298EYVEPELHINDLWR 6 27597090 1xTMT6plex [N-Term] 1.126 1.161 2.071 4.402714252 41.93 0 2042.054456 3 681.3548584 -2.171501682 -0.001478108 72.42301791



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

IDTASLGDSTDSYIEVLDGSR 2 27597090 1xTMT6plex [N-Term] 1.305 3.26499629 28.34 0 2443.203758 2 1222.105347 -0.139873976 -0.00017087 75.89885709GAEDDELEEEADWIYR 4 27597090 1xTMT6plex [N-Term] 3.256 100 2.852443218 34.02 0 2168.982139 2 1084.991089 -3.336802778 -0.003618733 66.06437089MQAYQYEQISADPDKPLADGIR 2 27597090 2xTMT6plex [N-Term; K15] 1.028 3.324041843 21.2 0 2967.528628 3 989.8483887 0.668959216 0.000661719 61.69011579DEFSHQVQEWNR 2 27597090 1xTMT6plex [N-Term] 1.428 2.279595852 5.18 0 1803.861176 3 601.9580688 -0.844298359 -0.000507666 37.21570069KLEELLIK 4 27597090 3xTMT6plex [N-Term; K1; K8] 1.337 1.36 3.617673635 23.18 1 1673.118005 3 558.3773193 -0.358732729 -0.000200067 71.16058018HITLYDIR 4 27597090 1xTMT6plex [N-Term] 1.673 1.424 3.008832932 38.41 0 1259.730938 3 420.581665 -0.393594217 -0.000165274 48.19364609KPHVVTVAGENR 2 27597090 2xTMT6plex [N-Term; K1] 1.282 2.842086792 9.88 0 1765.048473 4 442.0172119 -0.824291102 -0.000363728 26.79662216VREEGDEEGEGDEAEDEEQR 2 27597090 1xTMT6plex [N-Term] 2.898644924 9.52 1 2536.075657 3 846.0278931 -2.575373003 -0.002177114 16.09059949
31543667 SUPV3L1 ATP-dependent RNA helicase SUPV3L1, mitochondrial isoform 1 6832 NP_003162.2 18.82951654 1 12 12 64 786 87.935 7.99 0.93 0.92 0.94 0.93 Significant 0.0000385

LVQQGLLTPDMLK 12 31543667 2xTMT6plex [N-Term; K13] 0.575 0.868 0.884 4.176598072 56.44 0 1914.149826 2 957.5762939 -2.358691735 -0.002257445 81.49812207FMDMFPDASLIR 6 31543667 1xTMT6plex [N-Term] 0.69 0.558 1.021 4.106628418 27.82 0 1671.843601 2 836.4250488 -0.466415488 -0.000389887 93.11690715FSAELIQHIPLSLR 2 31543667 1xTMT6plex [N-Term] 1.13 3.873700857 19.66 0 1853.084634 3 618.3665161 0.194696906 0.000120263 85.80271652ATEPPSPDAGELSLASR 8 31543667 1xTMT6plex [N-Term] 0.995 1.381 0.735 4.725959778 64.15 0 1926.997001 2 964.0020142 -0.129330605 -0.00012461 45.27136322ELEPITTSQALQIAGR 6 31543667 1xTMT6plex [N-Term] 0.862 0.837 1.099 4.428542137 80.29 0 1956.096321 2 978.5494385 -2.413335593 -0.002360358 64.55345824SNAAGVPCDLVTGEER 4 31543667 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.847 1.175 3.178858519 36.7 0 1903.938106 2 952.4711914 -1.575674908 -0.001499994 43.24156224LLNLEGFPSGSQSR 4 31543667 1xTMT6plex [N-Term] 0.898 1.016 3.381664515 22.41 0 1733.938364 2 867.472229 -0.682032425 -0.000591301 69.15103798LLAHEIFEK 6 31543667 2xTMT6plex [N-Term; K9] 0.955 0.883 0.923 3.113853693 24.23 0 1557.940485 3 519.9849243 -0.170610356 -8.86E-05 59.6130905
YVFCTAPINK 4 31543667 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 0.641 0.724 3.766531944 23.8 0 1670.93402 2 835.9661255 -5.413644901 -0.004522922 60.36590532LGADYGLDAR 4 31543667 1xTMT6plex [N-Term] 0.979 0.873 3.170933247 34.09 0 1279.684381 2 640.3464355 0.947971053 0.000606552 42.46008744KFNDPNDPCK 4 31543667 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C9] 1.119 1.091 1.117 3.055175781 3.2 1 1922.040894 3 641.3519897 0.271673867 0.000174056 32.19132569

TYHAIQK 4 31543667 2xTMT6plex [N-Term; K7] 1.043 0.938 3.11748147 12.54 0 1318.788342 3 440.2675171 -0.260883766 -0.000114683 23.76569965
73747889 ADAM17 disintegrin and metalloproteinase domain-containing protein 17 preproprotein 6868 NP_003174.3 8.980582524 1 6 6 19 824 92.961 5.76 1.32 1.21 0.95 1.16 Significant 0.00882

GEESTTTNYLIELIDR 6 73747889 1xTMT6plex [N-Term] 1.202 1.765 0.966 3.890452623 46.38 0 2083.075645 2 1042.042603 1.096157084 0.001141689 87.10598744AQECFQER 6 73747889 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.269 1.005 1.028 3.323742151 32.66 0 1296.620401 2 648.8131714 -1.029658766 -0.000667538 19.25294686SFEDLTDHPVTR 2 73747889 1xTMT6plex [N-Term] 0.933 3.087603807 6.03 0 1645.838316 3 549.2855225 2.24718478 0.001232834 38.11350499LQPAPVIPSAPAAPK 2 73747889 2xTMT6plex [N-Term; K15] 0.926 2.626623154 4.4 0 1915.17809 3 639.064209 -0.008420561 -5.38E-06 63.17314907SPQEVKPGEK 1 73747889 3xTMT6plex [N-Term; K6; K10] 1.67 2.003973722 0 1786.06776 3 596.0274658 0.047031215 2.80E-05 28.13436186SYPNEEKDAWDVK 2 73747889 3xTMT6plex [N-Term; K7; K13] 0.856 1.375 3.074453115 1 2268.211524 3 756.741394 -0.835367898 -0.000631597 47.9122302948255905 TAGLN transgelin 6876 NP_003177.2 42.78606965 1 7 7 51 201 22.596 8.84 0.83 0.88 0.91 0.87 Significant 0.000713 EFTESQLQEGK 8 48255905 2xTMT6plex [N-Term; K11] 0.738 0.767 4.87646246 53.6 0 1753.93725 2 877.4713135 -1.083326598 -0.000950043 40.05865467TDMFQTVDLFEGK 14 48255905 2xTMT6plex [N-Term; K13] 0.902 0.982 0.961 5.497295856 63.77 0 1989.040335 2 995.0229492 -0.861426724 -0.000856706 89.82672348QMEQVAQFLK 6 48255905 2xTMT6plex [N-Term; K10] 0.804 0.863 1.035 3.465965986 56.5 0 1679.955484 2 840.4804688 -1.084969226 -0.00091135 69.42415467LVNSLYPDGSKPVK 8 48255905 3xTMT6plex [N-Term; K11; K14] 0.821 0.803 0.928 4.343542576 26.26 0 2204.325766 3 735.4434204 -4.562687461 -0.00335255 58.43788256VPENPPSMVFK 6 48255905 2xTMT6plex [N-Term; K11] 0.703 0.774 0.78 2.847802639 47.22 0 1702.960235 2 851.9838867 0.153971593 0.000131104 63.97398845LVEWIIVQCGPDVGRPDR 3 48255905 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.956 1.144 4.789737701 16.01 0 2338.253901 3 780.0888062 -0.870783522 -0.000678704 82.41547695KYDEELEER 6 48255905 2xTMT6plex [N-Term; K1] 1.155 1.038 1.135 3.340699911 8.67 1 1668.884487 3 556.9660034 -0.616942695 -0.000343202 28.456068714507373 TBCC tubulin-specific chaperone C 6903 NP_003183.1 17.91907514 1 4 4 20 346 39.196 5.71 0.93 1.3 0.85 1.03 Significant 0.0177 VDAAPGIPPAVESIQDSPLPK 4 4507373 2xTMT6plex [N-Term; K21] 0.848 0.878 3.637593508 35.83 0 2559.443425 3 853.8197021 0.440863549 0.000376122 79.03088727
KAEGDLGPSWVCGFSNLESQVLEK 4 4507373 3xTMT6plex [N-Term; K1; K24]; 1xCarbamidomethyl [C12] 1.145 0.826 4.942270279 39.87 1 3337.770538 3 1113.260132 -1.406984732 -0.001565397 94.19681392AAVEELLER 6 4507373 1xTMT6plex [N-Term] 1.115 1.321 0.852 3.557695389 32.44 0 1258.720433 2 629.8639526 0.155819698 9.81E-05 56.72707914LQAALAER 6 4507373 1xTMT6plex [N-Term] 0.852 1.386 0.787 2.776940823 26 0 1100.662524 2 550.835022 0.221235217 0.000121753 38.47899832208022641 TCEB3 transcription elongation factor B polypeptide 3 6924 NP_003189.2 6.26566416 1 4 4 10 798 89.853 9.57 1.28 0.84 1.12 1.08 Significant 0.0139 SLEEDQEPIVSHQKPGK 2 208022641 3xTMT6plex [N-Term; K14; K17] 0.99 5.052322388 37.05 0 2608.454942 4 652.8683472 -1.29687428 -0.00084571 37.91066753LSTLPITVDILAETGVGK 4 208022641 2xTMT6plex [N-Term; K18] 1.275 0.993 3.993623018 17.64 0 2285.37322 3 762.4613647 -1.60986472 -0.001226381 108.7861766MQVYSGSK 2 208022641 2xTMT6plex [N-Term; K8] 1.124 3.325687408 15.92 0 1357.754993 2 679.3803101 -1.214875159 -0.000824751 34.2895726SLGSLPK 2 208022641 2xTMT6plex [N-Term; K7] 0.479 1.5195719 6.16 0 1159.74508 2 580.3763428 0.283344056 0.000164303 45.14684868

4507401 TFAM transcription factor A, mitochondrial isoform 1 precursor 7019 NP_003192.1 41.05691057 1 13 13 83 246 29.078 9.72 0.91 0.87 0.86 0.88 Significant 0.000301
FKEQLTPSQIMSLEK 12 4507401 3xTMT6plex [N-Term; K2; K15] 0.909 0.967 0.899 6.45893383 25.65 1 2466.424493 3 822.8114014 -1.963335367 -0.001614139 75.02170073AEWQVYKEEISR 4 4507401 2xTMT6plex [N-Term; K7] 1.279 1.109 4.06377697 15.28 1 1996.090397 3 666.034729 -0.382346552 -0.000254399 59.45232784SWEEQMIEVGR 5 4507401 1xTMT6plex [N-Term] 0.778 0.976 3.688932896 40.79 0 1592.794008 2 796.8997192 -1.159084871 -0.000923092 56.15372634SAYNVYVAER 6 4507401 1xTMT6plex [N-Term] 0.916 0.919 0.977 4.395331383 44.23 0 1400.737145 2 700.8723755 0.23500238 0.000164588 35.61126253EQLTPSQIMSLEK 2 4507401 2xTMT6plex [N-Term; K13] 0.612 3.949242592 52.29 0 1962.098184 2 981.5513916 -1.364792494 -0.001338928 67.68019492ELTLLGKPK 6 4507401 3xTMT6plex [N-Term; K7; K9] 0.956 0.821 0.897 3.054712534 19.77 0 1686.113254 3 562.7089233 -0.615119101 -0.00034572 61.12742917ELYIQHAK 3 4507401 2xTMT6plex [N-Term; K8] 1.064 0.816 2.564664602 15.95 0 1459.867321 3 487.2939758 0.036743226 1.79E-05 36.59911629
FKEQLTPSQIMSLEK 2 4507401 3xTMT6plex [N-Term; K2; K15]; 1xOxidation [M11] 0.902 4.856612682 17.59 1 2482.419408 3 822.8114014 -1.963335367 -0.001614139 75.02170073

EQLPIFK 8 4507401 2xTMT6plex [N-Term; K7] 0.817 0.82 0.868 3.09907341 49.2 0 1332.829144 2 666.9177246 -0.729014108 -0.000485826 64.81152747GDSPQEK 11 4507401 2xTMT6plex [N-Term; K7] 0.753 0.816 0.993 2.523803711 28.66 0 1218.673038 2 609.8397827 -0.614357001 -0.00037435 17.88139604AQNPDAK 12 4507401 2xTMT6plex [N-Term; K7] 0.887 1.026 0.78 2.481216669 32.5 0 1201.694107 2 601.3508911 0.331420917 0.000199133 17.31133788NLSDSEK 4 4507401 2xTMT6plex [N-Term; K7] 0.825 0.787 2.998004675 21.59 0 1250.699252 2 625.8533325 0.108890337 6.81E-05 22.12528394KPVSSYLR 6 4507401 2xTMT6plex [N-Term; K1] 0.939 0.783 0.803 3.373936176 14.5 0 1407.872406 3 469.9624329 0.241026092 0.000113111 34.88623995AEWQVYK 2 4507401 2xTMT6plex [N-Term; K7] 0.763 3.285088062 13.06 0 1381.788008 2 691.3987427 1.592886572 0.001100516 58.33876864507441 TFAP2A transcription factor AP-2-alpha isoform a 7020 NP_003211.1 15.10297483 1 4 5 21 437 48.032 8.02 0.92 1.42 0.87 1.07 Significant 0.0259 LSPPECLNASLLGGVLR 4 4507441 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.717 1.278 5.37169981 30.13 0 2025.136412 3 675.7178345 1.253297286 0.000846033 91.34191804LSLLSSTSK 6 4507441 2xTMT6plex [N-Term; K9] 1.304 1.201 1.305 2.983927011 28.54 0 1393.866652 2 697.4365234 -0.632488767 -0.000440803 60.01473777AVAEFLNR 4 4507441 1xTMT6plex [N-Term] 0.978 1.531 2.722722292 21.37 0 1148.662524 2 574.8344116 -0.850726643 -0.000488599 59.80278466GLPHQLSGLDPR 5 4507441 1xTMT6plex [N-Term] 0.748 1.305 0.871 2.760501623 20.43 0 1518.858992 3 506.9568176 -2.035718363 -0.001030656 45.6053877AANVTLLTSLVEGEAVHLAR 2 4507441 1xTMT6plex [N-Term] 0.758 0.722 3.549476385 0 2293.307711 3 765.1055908 -2.394553961 -0.001830483 103.4433516
4507449 ARFRP1 ADP-ribosylation factor-related protein 1 isoform a 10139 NP_003215.1 15.42288557 1 2 2 8 201 22.599 7.56 0.99 1.28 1.15 1.14 Significant 0.00537

VVTSEALCGVPVLVLANK 6 4507449 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 0.988 1.046 1.153 5.306170464 33.59 0 2327.37726 3 776.4630127 -1.19239975 -0.000925055 97.34471258
QDVETCLSIPDIK 2 4507449 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 1.574 3.226143837 25.7 0 1976.077449 3 659.3655396 2.335997684 0.001538704 67.86745721

40317626 THBS1 thrombospondin-1 precursor 7057 NP_003237.2 38.29059829 1 39 39 291 1170 129.3 4.94 0.91 0.94 0.91 0.92 Significant 0.000118 GTSQNDPNWVVR 6 40317626 1xTMT6plex [N-Term] 1.208 1.652 1.095 5.079977989 56.19 0 1601.823334 2 801.4150391 -0.332624072 -0.000266402 34.57318249IMADSGPIYDK 6 40317626 2xTMT6plex [N-Term; K11] 1.046 0.945 1.063 4.59607935 49.76 0 1667.907865 2 834.4580078 0.524216606 0.000437173 56.05019252
NPCTDGTHDCNK 4 40317626 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C3; C10] 0.744 0.79 4.506507397 43.71 0 1876.868202 3 626.2930298 -1.953170994 -0.001221948 16.33117084MENAELDVPIQSVFTR 6 40317626 1xTMT6plex [N-Term] 0.909 1.53 1.513 4.993309498 63.07 0 2078.078956 2 1039.542847 -0.259696882 -0.000269835 79.15194404DCVGDVTENQICNK 20 40317626 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C12] 0.814 0.974 0.665 4.090743542 42.06 0 2110.03091 2 1055.516968 -2.014716043 -0.002125557 39.66045266

IEDANLIPPVPDDKFQDLVDAVR 10 40317626 2xTMT6plex [N-Term; K14] 1.02 1.038 1.143 5.809851646 28.49 1 3037.661022 3 1013.225037 -0.153182569 -0.000155106 97.16348532TIVTTLQDSIR 6 40317626 1xTMT6plex [N-Term] 0.955 0.918 0.909 4.278761387 47.69 0 1475.863074 2 738.4338379 -1.812314975 -0.001337364 62.35310139KIMADSGPIYDK 4 40317626 3xTMT6plex [N-Term; K1; K12] 1.128 1.099 4.561761379 25.15 1 2025.16576 3 675.725769 -1.484195098 -0.001001914 50.67714979GGVNDNFQGVLQNVR 6 40317626 1xTMT6plex [N-Term] 0.794 1.156 1.012 4.963234425 81.3 0 1845.976875 2 923.4917603 -0.341728109 -0.000315411 56.83676212TKDLQAICGISCDELSSMVLELR 8 40317626 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C8; C12] 1.856 2.572 2.78 7.248071194 46.21 1 3096.614348 3 1032.873779 -2.442590043 -0.002521253 95.9094428
IEDANLIPPVPDDK 11 40317626 2xTMT6plex [N-Term; K14] 0.54 0.812 0.788 4.335788727 38.57 0 1994.121028 3 665.3776245 -1.3580193 -0.000902685 69.31012514DNCQYVYNVDQR 6 40317626 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.288 100 0.846 4.647939205 71.55 0 1802.832913 2 901.9204712 0.417583242 0.000376416 39.47916977

DTDMDGVGDQCDNCPLEHNPDQLDSDSDR 4 40317626 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C14] 100 0.693 5.176764965 69.66 0 3549.427399 3 1183.813965 -0.016143097 -1.91E-05 38.16111417
FTGSQPFGQGVEHATANK 12 40317626 2xTMT6plex [N-Term; K18] 0.839 0.88 0.801 7.520405293 54.57 0 2334.224264 3 778.7458496 -0.543616093 -0.000422974 55.87709044IPESGGDNSVFDIFELTGAAR 16 40317626 1xTMT6plex [N-Term] 0.795 0.835 0.839 6.173704624 44.08 0 2424.224434 2 1212.616577 0.595335504 0.000721613 97.72238924QVTQSYWDTNPTR 6 40317626 1xTMT6plex [N-Term] 1.507 1.045 1.263 4.2362113 50.87 0 1824.907792 2 912.9573364 -0.216925172 -0.000197934 38.88370705AGTLDLSLTVQGK 2 40317626 2xTMT6plex [N-Term; K13] 0.862 3.15915966 42.5 0 1761.052221 2 881.0314941 1.982366684 0.001745526 67.03463164

GDACDHDDDNDGIPDDKDNCR 4 40317626 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C4; C20] 0.728 0.552 5.773948669 22.55 1 2877.205198 4 720.0570068 0.34733489 0.000249838 20.42921227FVFGTTPEDILR 18 40317626 1xTMT6plex [N-Term] 0.903 0.962 0.872 4.48932457 50.18 0 1623.894374 2 812.4465332 -5.28619588 -0.004292112 81.2165985NALWHTGNTPGQVR 6 40317626 1xTMT6plex [N-Term] 0.859 1.085 0.702 5.053985119 41.95 0 1779.945181 3 593.9866333 0.093217671 5.53E-05 37.13143289LCNNPTPQFGGK 14 40317626 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 0.854 0.931 0.882 4.735869408 51.44 0 1790.96236 2 895.9837646 -1.176709892 -0.001053722 47.41772337
AQGYSGLSVK 8 40317626 2xTMT6plex [N-Term; K10] 1.094 0.802 1.046 4.786812782 55.73 0 1467.85715 2 734.4321899 -0.031704166 -2.33E-05 41.33501124
TCHIQECDKR 9 40317626 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C2; C7] 1.094 1.054 4.105574131 20.37 1 1804.919844 4 451.9849854 -0.959679044 -0.000433036 16.48514734GFLLLASLR 6 40317626 1xTMT6plex [N-Term] 0.785 1.151 1.443 3.809103489 42.34 0 1218.77716 2 609.8937988 2.593908349 0.001580698 88.39608625IMADSGPIYDK 2 40317626 2xTMT6plex [N-Term; K11]; 1xOxidation [M2] 0.869 2.229851723 34.45 0 1683.90278 2 834.4580078 0.524216606 0.000437173 56.05019252
AQLYIDCEK 8 40317626 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.074 1.024 0.984 3.516361475 40.74 0 1597.866 2 799.4362793 -0.449484656 -0.000359108 45.61622924
FQMIPLDPK 8 40317626 2xTMT6plex [N-Term; K9] 0.901 0.841 0.86 3.238085032 29.44 0 1546.906743 3 516.3048096 -4.439252137 -0.002289036 77.1983117GPDPSSPAFR 5 40317626 1xTMT6plex [N-Term] 1.045 1.13 1.205 2.59526062 31.98 0 1259.658167 2 630.3321533 -0.902331605 -0.000568315 27.53273593GTLLALER 6 40317626 1xTMT6plex [N-Term] 1.358 1.241 1.029 3.22237277 39.9 0 1101.682925 2 551.3449097 -0.346918386 -0.000191097 50.91757772KVTEENKELANELR 7 40317626 3xTMT6plex [N-Term; K1; K7] 1.491 1.284 0.981 3.418648481 16.29 2 2360.375235 3 787.4609985 -2.877726571 -0.002264172 40.53507174LVPNPDQK 14 40317626 2xTMT6plex [N-Term; K8] 0.894 0.874 0.943 3.19045496 30.31 0 1368.825121 2 684.9160156 -0.267981639 -0.00018341 50.85677391

KIMADSGPIYDK 4 40317626 3xTMT6plex [N-Term; K1; K12]; 1xOxidation [M3] 0.01 0.841 2.774297476 21.55 1 2041.160675 3 675.725769 -1.484195098 -0.001001914 50.67714979
SCDSLNNR 4 40317626 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.706 0.736 2.762876987 35.92 0 1194.573451 2 597.7905884 0.37593989 0.000224544 15.63700763

DTDMDGVGDQCDNCPLEHNPDQLDSDSDR 2 40317626 1xTMT6plex [N-Term]; 1xOxidation [M4]; 2xCarbamidomethyl [C11; C14] 2.025524855 1.93 0 3565.422314 3 1183.813965 -0.016143097 -1.91E-05 38.16111417
CTSYPDGSWK 2 40317626 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C1] 0.847 3.281028748 30.06 0 1658.824864 2 829.9169922 1.111699638 0.000922057 41.65117741

DSDGDGRGDACK 1 40317626 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 0.799 2.525603771 1 1710.811733 3 570.9419556 -0.245024495 -0.00013973 15.57499181DLASIAR 6 40317626 1xTMT6plex [N-Term] 1.034 1.021 1.058 2.942064285 37.3 0 974.5832109 2 487.7950134 -0.472699023 -0.000230342 34.50579792VTEENKELANELR 2 40317626 2xTMT6plex [N-Term; K6] 1.215 2.412824869 0.14 1 2003.11734 3 668.3770142 -0.424677833 -0.00028356 40.28741993FYVVMWK 6 40317626 2xTMT6plex [N-Term; K7] 1.565 1.464 1.171 3.242053032 31.64 0 1430.827036 2 715.9173584 0.282610592 0.000202183 84.90388873VVMYEGK 6 40317626 2xTMT6plex [N-Term; K7] 0.788 0.969 0.907 3.109628916 36.42 0 1283.743366 2 642.3752441 -0.120023016 -7.70E-05 41.30301754TNYIGHK 4 40317626 2xTMT6plex [N-Term; K7] 0.964 0.968 2.827276945 19.42 0 1290.757042 3 430.9232788 -1.362591225 -0.000586258 39.2996934KVTEENK 6 40317626 3xTMT6plex [N-Term; K1; K7] 0.875 0.766 0.565 3.032635927 12.85 1 1534.940769 3 512.3179932 -0.874729397 -0.000447553 21.228787294507491 THOP1 thimet oligopeptidase 7064 NP_003240.1 27.86647315 1 17 17 81 689 78.789 6.05 1.07 1.11 1.07 1.08 Significant 0.000151 WDLSAQQIEER 4 4507491 1xTMT6plex [N-Term] 1.317 0.997 4.331670284 35.95 0 1603.827751 2 802.4165039 -1.259348143 -0.001009889 52.80088128VDQALHTQTDADPAEEYAR 12 4507491 1xTMT6plex [N-Term] 0.9 0.948 0.919 5.131777287 33.34 0 2359.136348 3 787.0501709 -0.164583403 -0.000129425 49.93651455
MKPPAACAGDMADAASPCSVVNDLR 2 4507491 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C7; C18] 0.444 4.599313259 37.83 0 3062.493187 3 1021.501526 -1.032849083 -0.001054364 65.02727729

YGHAACFGLQPGCLR 2 4507491 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C13] 1.359 5.376793861 20.42 0 1935.951923 3 645.9891968 0.575475051 0.000371364 50.96249375YYMNQVEETR 4 4507491 1xTMT6plex [N-Term] 2.444 1.298 3.754754066 43.43 0 1561.751809 2 781.3798828 0.435482127 0.000340057 35.26579291LSLLCIDFNK 10 4507491 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.996 1.192 1.347 4.04643631 40.7 0 1680.975885 2 840.991394 -0.222200726 -0.000186757 92.17587224
GLQVGGCEPEPQVC 4 4507491 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C14] 0.429 1.178 3.280567884 48.59 0 1758.835221 2 879.9221191 0.989405505 0.000870101 47.80060361

DAASGEVVGK 6 4507491 2xTMT6plex [N-Term; K10] 1.292 1.194 1.189 4.106377125 59.88 0 1390.794215 2 695.8995972 -1.65191517 -0.001148737 26.91427168LSEFDVEMSMR 2 4507491 1xTMT6plex [N-Term] 1.503 3.189934731 14.75 0 1572.759931 2 786.8840332 0.546203037 0.000429523 72.05391199NILDFPQHVSPSK 8 4507491 2xTMT6plex [N-Term; K13] 1.128 1.067 0.892 4.071722984 31.99 0 1940.100568 3 647.3713989 -0.47638389 -0.000308078 59.23000732
YCVDQNLLK 6 4507491 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.14 1.081 1.184 3.352856636 47.98 0 1610.897635 2 805.9539185 1.816139027 0.001462807 54.45363932FYLDLYPR 4 4507491 1xTMT6plex [N-Term] 0.876 1.027 2.932610035 30.89 0 1315.72479 2 658.3635254 -3.811989247 -0.002507764 74.25228334AVILELK 4 4507491 2xTMT6plex [N-Term; K7] 1.065 1.051 2.721018791 33.83 0 1243.838981 2 622.4213867 -2.800895095 -0.001741931 68.5251946ELIEQTK 4 4507491 2xTMT6plex [N-Term; K7] 1.025 0.982 3.346213102 37.34 0 1318.798238 2 659.9042969 2.334807487 0.00153957 37.61525035TASTEADKK 3 4507491 3xTMT6plex [N-Term; K8; K9] 1 1.366 1.058 2.320358992 1 1637.967712 3 546.6608276 0.132975855 7.26E-05 21.28697524ETQENIK 4 4507491 2xTMT6plex [N-Term; K7] 1.291 2.886794567 23.1 0 1319.757101 2 660.3792725 -4.41985735 -0.002916569 108.5103544GLPFDGR 2 4507491 1xTMT6plex [N-Term] 1.018 1.869585633 23.23 0 990.5569962 2 495.7821655 0.05878984 2.91E-05 38.598535694507525 SEC62 translocation protein SEC62 7095 NP_003253.1 9.022556391 1 4 4 22 399 45.833 7.12 1.48 1.64 1.57 1.56 Significant 0.000876 ESVVDYCNR 6 4507525 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.359 1.471 2.59 3.650179148 49.08 0 1370.657181 2 685.8323364 0.15731254 0.000107811 33.32497872
AVDCLLDSK 4 4507525 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.614 1.59 3.41802454 38.15 0 1478.828886 2 739.9176636 -0.56525239 -0.000417956 55.43304626

KGEEALFTTR 4 4507525 2xTMT6plex [N-Term; K1] 1.304 1.866 3.136839867 11.57 1 1609.931377 3 537.3147583 -1.028396415 -0.000551883 36.23952748VDYFIASK 8 4507525 2xTMT6plex [N-Term; K8] 1.499 1.646 1.503 3.468816042 42.41 0 1400.818973 2 700.9127197 -0.57867354 -0.000405308 62.501117814507541 TSPAN6 tetraspanin-6 isoform a 7105 NP_003261.1 7.755102041 1 2 2 8 245 27.545 8.1 1.24 1.59 0.97 1.27 Significant 0.0195 DWTDTNYYSEK 4 4507541 2xTMT6plex [N-Term; K11] 1.24 1.034 3.662497282 25.34 0 1879.91143 2 940.460022 0.711610819 0.000668883 48.58277765LEDCTPQR 4 4507541 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.591 0.906 2.90227437 14.98 0 1247.625152 2 624.31427 -3.11699466 -0.00194442 21.627513644507555 TMPO thymopoietin isoform alpha 7112 NP_003267.1 40.48991354 1 12 19 132 694 75.446 7.66 1.26 1.23 1.25 1.25 Significant 0.00005 QEDKDDLDVTELTNEDLLDQLVK 14 4507555 3xTMT6plex [N-Term; K4; K23] 1.26 1.172 1.368 7.388351917 46.24 1 3375.798586 3 1125.940674 2.631026155 0.002960605 91.11568186DVYVQLYLQHLTAR 4 4507555 1xTMT6plex [N-Term] 1.16 1.605 5.117638588 35.14 0 1948.085363 3 650.0327759 -0.815232901 -0.000529381 76.23297621PEFLEDPSVLTK 8 4507555 2xTMT6plex [N-Term; K12] 1.249 1.241 56.37 0 1833.040987 2 917.0232544 -0.957447733 -0.00087752 76.79621121GPPDFSSDEEREPTPVLGSGAAAAGR 10 4507555 1xTMT6plex [N-Term] 1.742 1.007 1.205 6.728335857 37.69 1 2799.37468 3 933.7965698 0.17001749 0.000158648 47.26929617DSGSFVAFQNIPGSELMSSFAK 16 4507555 2xTMT6plex [N-Term; K22] 1.362 1.242 5.032792568 49.85 0 2777.422037 3 926.479126 0.283460589 0.00026243 107.782525
TYDAASYICEAAFDEVK 6 4507555 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C9] 1.286 1.858 1.659 4.293480396 21.91 0 2411.184099 3 804.399292 -0.32194698 -0.000258758 79.33945055

ALEESESSQLISPPLAQAIR 4 4507555 1xTMT6plex [N-Term] 0.826 1.054 4.853109837 39.8 0 2368.29212 3 790.0984497 -4.781597173 -0.00377474 72.13306002SELVANNVTLPAGEQR 12 4507555 1xTMT6plex [N-Term] 1.23 1.146 1.191 5.328987598 71.77 0 1927.04462 2 964.0250854 -0.895444529 -0.000862781 47.76355548IDASELSFPFHESILK 2 4507555 2xTMT6plex [N-Term; K16] 1.109 3.526364326 15.19 0 2291.268755 3 764.4268188 -1.244645363 -0.000950606 86.96506383SSTPLPTISSSAENTR 12 4507555 1xTMT6plex [N-Term] 1.041 1.416 1.381 4.655299187 67.39 0 1876.981351 2 938.9941406 -0.184461076 -0.000173115 41.60311828AYEAAASALQIATHTAFVAK 2 4507555 2xTMT6plex [N-Term; K20] 1.274 7.780688763 69.18 0 2492.39133 3 831.4691162 0.588038802 0.000488541 94.12788882THQALGILSK 2 4507555 2xTMT6plex [N-Term; K10] 1.183 4.05232954 30.96 0 1525.946633 3 509.3204956 0.196642792 0.000100022 43.8442111VIEEEWQQVDR 6 4507555 1xTMT6plex [N-Term] 1.393 1.224 1.631 3.871432781 29.63 0 1659.853966 2 830.4292603 -1.639784128 -0.001360901 55.1816739EPLVATNLPGR 8 4507555 1xTMT6plex [N-Term] 1.293 1.282 0.911 3.61638999 33.99 0 1395.81573 2 698.4101563 -1.930032699 -0.001346985 57.1457654ETTTGYYK 12 4507555 2xTMT6plex [N-Term; K8] 1.297 1.19 1.306 3.468774796 40.75 0 1420.772417 2 710.8905029 0.923518334 0.000656055 29.31263604YGVNPGPIVGTTR 6 4507555 1xTMT6plex [N-Term] 1.554 1.453 0.811 3.574936628 32.33 0 1559.874307 2 780.4436646 3.683111861 0.002872596 44.14317286SGIQPLCPER 4 4507555 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.192 1.429 3.524103642 31.93 0 1385.740851 2 693.3722534 -2.612655938 -0.001810232 32.78463361DIVENICGR 2 4507555 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.699 2.863424778 9.04 0 1304.683001 2 652.8429565 -3.345643392 -0.002182502 38.65352324LASTPFK 2 4507555 2xTMT6plex [N-Term; K7] 1.085 2.941742182 22.43 0 1221.76073 2 611.3834839 -0.850597451 -0.000519613 58.8512203711225260 TOP1 DNA topoisomerase 1 7150 NP_003277.1 40.65359477 1 29 34 250 765 90.669 9.31 1.62 1.73 1.73 1.69 Significant 0.000469 EYGFCIMDNHK 6 11225260 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.587 1.692 1.841 4.914543152 45.45 0 1871.918446 3 624.6430664 -2.030228003 -0.001266807 49.84370755
ELTAPDENIPAK 14 11225260 2xTMT6plex [N-Term; K12] 1.811 1.982 1.786 4.942136765 57.23 0 1755.989286 2 878.4978027 -0.54507807 -0.000478576 46.51534991HLQDLMEGLTAK 8 11225260 2xTMT6plex [N-Term; K12] 1.828 1.801 1.587 4.304459572 48.64 0 1814.024626 2 915.5123291 -1.17982176 -0.001079548 46.23007438

AGNEKEEGETADTVGCCSLR 6 11225260 2xTMT6plex [N-Term; K5]; 2xCarbamidomethyl [C16; C17] 1.089 0.861 100 4.898634911 44.37 1 2641.2598 3 881.0928955 1.640597202 0.001444414 30.24715728
GPVFAPPYEPLPENVK 14 11225260 2xTMT6plex [N-Term; K16] 1.884 1.587 1.581 4.179281712 33.39 0 2212.241812 3 738.088501 4.130434402 0.00304584 74.05712594AVAILCNHQR 6 11225260 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.898 1.939 1.923 3.819045782 52.06 0 1410.783719 3 470.9333496 1.259589334 0.000592336 33.38891239

IMPEDIIINCSK 15 11225260 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.597 1.576 1.574 4.628590584 44.51 0 1891.043312 2 946.024353 -0.995781165 -0.000941533 74.32611523
HLQDLMEGLTAK 8 11225260 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 2.04 1.876 1.793 4.824513435 49.62 0 1830.019541 2 915.5123291 -1.17982176 -0.001079548 46.23007438AVALYFIDK 10 11225260 2xTMT6plex [N-Term; K9] 2.101 1.955 2.011 4.190556049 51.21 0 1497.908123 2 749.4569702 -0.974005208 -0.000729485 80.86867617WWEEERYPEGIK 6 11225260 2xTMT6plex [N-Term; K12] 1.793 1.878 1.854 3.133340836 12.64 1 2080.090397 3 694.0338135 -1.68732105 -0.001169927 58.13339283QPEDDLFDR 12 11225260 1xTMT6plex [N-Term] 1.294 1.293 1.369 3.148959398 28.87 0 1363.669125 2 682.3371582 -1.529244676 -0.001042692 40.85532306FAWAIDMADEDYEF 14 11225260 1xTMT6plex [N-Term]; 1xOxidation [M7] 3.245 2.538 1.524 2.23985672 38.87 0 1967.857062 2 984.4310913 -1.095624705 -0.001078016 95.19471419KLEEEEDGK 10 11225260 3xTMT6plex [N-Term; K1; K9] 1.28 1.693 1.259 3.757329464 29.36 1 1763.999406 2 882.5022583 -1.22780565 -0.001082924 37.01992917YIMLNPSSR 6 11225260 1xTMT6plex [N-Term] 1.599 1.711 1.695 3.530937433 35.21 0 1309.713573 2 655.3607788 0.540535887 0.000353974 48.23323211LEVQATDREENK 10 11225260 2xTMT6plex [N-Term; K12] 1.732 1.69 1.565 2.964216948 10.55 1 1890.033276 3 630.682312 -0.472581544 -0.000297732 30.30284869KLEEEEDGKLK 6 11225260 4xTMT6plex [N-Term; K1; K9; K11] 1.468 2.028 2.986 3.238878012 8.74 2 2234.341365 3 745.4511108 -1.157142104 -0.000861817 37.61364688DEDDADYKPK 6 11225260 3xTMT6plex [N-Term; K8; K10] 1.465 1.777 1.587 2.766249895 17.8 0 1883.000134 3 628.3371582 -1.706160593 -0.0010709 29.15689715SMMNLQTK 2 11225260 2xTMT6plex [N-Term; K8] 1.791 3.180601597 43.82 0 1410.784913 2 705.8964844 0.552330829 0.00038961 43.95504326HSNSEHKDSEK 2 11225260 3xTMT6plex [N-Term; K7; K11] 2.058 3.435041428 7.38 1 1985.065528 4 497.0215149 -0.654159608 -0.000324637 14.69206767KVPEPDNK 6 11225260 3xTMT6plex [N-Term; K1; K8] 1.598 2.149 2.046 3.73320508 14.26 1 1613.982968 3 538.6657715 -0.128159268 -6.89E-05 42.45264355VPSPPPGHK 6 11225260 2xTMT6plex [N-Term; K9] 1.72 1.71 1.483 2.900354624 24.51 0 1373.830541 3 458.6143188 -1.556179578 -0.000712642 26.92088294LEVQATDR 6 11225260 1xTMT6plex [N-Term] 1.411 1.391 1.846 3.040640116 27.17 0 1160.647268 2 580.8271484 -0.213126767 -0.000123683 27.03270523LNTGILNK 4 11225260 2xTMT6plex [N-Term; K8] 1.966 1.648 3.744598866 37.14 0 1330.845857 2 665.923645 -4.39080973 -0.002921745 54.33791702NIITNLSK 4 11225260 2xTMT6plex [N-Term; K8] 1.571 1.707 3.260582447 32.34 0 1360.856422 2 680.9285889 -4.791435394 -0.003260228 53.4682656MLDHEYTTK 7 11225260 2xTMT6plex [N-Term; K9] 1.644 1.643 1.392 2.678679705 17.02 0 1595.85035 3 532.6212158 -0.786796245 -0.000418536 33.63015769NLQLFMENK 2 11225260 2xTMT6plex [N-Term; K9] 1.849 3.118282318 14.58 0 1594.90272 3 532.3054199 -0.635307948 -0.000337751 69.91859685QIALGTSK 6 11225260 2xTMT6plex [N-Term; K8] 1.28 1.383 1.82 3.029301405 20.09 0 1275.803658 2 638.4061279 1.035801526 0.00066074 40.00998814KEQLADAR 8 11225260 2xTMT6plex [N-Term; K1] 1.835 1.831 2.133 3.106913567 23.35 1 1388.826184 2 694.9164429 -0.413966714 -0.000287464 21.89623608LEEQLMK 8 11225260 2xTMT6plex [N-Term; K7] 0.713 1.837 1.435 2.843597889 34.13 0 1348.791044 2 674.899231 0.104644869 7.06E-05 50.76925884EMTNEEK 6 11225260 2xTMT6plex [N-Term; K7] 1.897 1.542 1.464 3.157808542 29.53 0 1338.697538 2 669.8515015 -1.35306166 -0.00090567 21.83073718WGVPIEK 5 11225260 2xTMT6plex [N-Term; K7] 1.725 1.053 1.589 2.139303207 25.27 0 1286.787279 2 643.8971558 -0.190059823 -0.000122283 57.20833686YYNKVPVEK 2 11225260 3xTMT6plex [N-Term; K4; K9] 2.344 2.133 2.599887371 1 1827.098332 3 609.7038574 -0.718671979 -0.000437695 41.71833205KWGVPIEK 2 11225260 3xTMT6plex [N-Term; K1; K8] 1.717 2.538990021 6.21 1 1644.045174 3 548.6866455 0.127030231 6.96E-05 56.45347351LNYLDPR 7 11225260 1xTMT6plex [N-Term] 1.532 1.563 1.524 2.549105644 45.04 0 1119.635975 2 560.3214722 -0.274208823 -0.000153507 54.13074248IEPPGLFR 10 11225260 1xTMT6plex [N-Term] 1.642 2.053 2.039 2.706718445 35.28 0 1157.68801 2 579.3482056 0.971075802 0.000562101 59.954149074507651 TPM4 tropomyosin alpha-4 chain isoform Tpm4.2cy 7171 NP_003281.1 66.53225806 1 4 22 274 248 28.504 4.69 0.71 0.77 0.69 0.72 Significant 0.0011 IQLVEEELDR 24 4507651 1xTMT6plex [N-Term] 0.657 0.65 0.736 4.455230236 72.11 0 1472.815789 2 736.9118652 0.451182527 0.000332254 71.66235835EKAEGDVAALNR 12 4507651 2xTMT6plex [N-Term; K2] 0.682 0.761 0.737 4.620746136 55.24 1 1730.980118 2 865.9934692 -0.263696522 -0.000228227 27.75348046EENVGLHQTLDQTLNELNCI 22 4507651 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.742 0.687 0.646 6.318806648 42.14 0 2569.276547 3 857.0980835 1.22627838 0.001050216 80.20537819KIQALQQQADEAEDR 16 4507651 2xTMT6plex [N-Term; K1] 0.851 0.951 0.861 6.36479044 63.41 1 2201.19263 2 1101.098145 -1.643457937 -0.001808784 40.849516IQALQQQADEAEDR 22 4507651 1xTMT6plex [N-Term] 0.587 0.636 0.574 5.721206665 61.71 0 1843.934735 2 922.4718628 0.929488395 0.000856958 43.57158216LVILEGELER 18 4507651 1xTMT6plex [N-Term] 0.641 0.606 0.584 4.336357594 53.74 0 1399.835797 2 700.4202271 -1.870996901 -0.001309544 70.57625746AEGDVAALNR 12 4507651 1xTMT6plex [N-Term] 0.602 0.68 0.75 3.919487476 50.72 0 1244.67963 2 622.8432007 -0.406203171 -0.000252796 25.64997953KLVILEGELER 2 4507651 2xTMT6plex [N-Term; K1] 0.698 3.095604897 11.97 1 1757.093692 3 586.3689575 -0.780960863 -0.000457407 65.36696083MELQEMQLK 8 4507651 2xTMT6plex [N-Term; K9] 0.687 0.845 3.835664749 42.7 0 1607.890106 2 812.446167 0.022294913 1.81E-05 45.2415486

CGDLEEELK 8 4507651 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 0.962 0.82 0.866 3.435681105 35.9 0 1550.81363 2 775.9093018 -1.485248988 -0.001151672 56.60130181
HIAEEADRK 6 4507651 2xTMT6plex [N-Term; K9] 0.9 0.837 0.763 4.357763767 12.58 1 1526.869111 3 509.6274719 -0.817953881 -0.000416303 18.25371875MEIQEMQLK 46 4507651 2xTMT6plex [N-Term; K9]; 1xOxidation [M] 0.683 0.672 0.721 2.772951126 43.36 0 1623.885021 2 812.446167 0.022294913 1.81E-05 45.2415486HIAEEADR 6 4507651 1xTMT6plex [N-Term] 0.777 0.994 0.742 3.19639802 50.93 0 1169.611216 2 585.3087769 -0.803154971 -0.00046969 15.40026088SLEAASEK 10 4507651 2xTMT6plex [N-Term; K8] 0.651 0.663 0.658 3.696210146 49.45 0 1292.746202 2 646.8765259 -0.330515136 -0.000213636 42.2545354
MEIQEMQLK 14 4507651 2xTMT6plex [N-Term; K9]; 2xOxidation [M1; M6] 0.682 0.672 0.625 3.148914814 36.86 0 1639.879936 2 812.446167 0.022294913 1.81E-05 45.2415486

TIDDLEEK 12 4507651 2xTMT6plex [N-Term; K8] 0.702 0.665 0.924 3.268887281 43.24 0 1420.793546 2 710.9007568 0.486067717 0.000345301 41.77153909EDKYEEEIK 5 4507651 3xTMT6plex [N-Term; K3; K9] 1.003 0.926 0.982 2.760796547 3.19 1 1870.041271 3 624.0189209 0.502039889 0.000312945 36.39272541YSEKEDKYEEEIK 9 4507651 4xTMT6plex [N-Term; K4; K7; K13] 1.076 0.849 0.685 3.733189106 2 2606.437115 3 869.4821777 -1.970293795 -0.001711816 42.61213927LATALQK 16 4507651 2xTMT6plex [N-Term; K7] 0.762 0.76 0.77 3.358190298 35.89 0 1202.787279 2 601.8977661 0.811562093 0.000488068 46.81429532NVTNNLK 4 4507651 2xTMT6plex [N-Term; K7] 0.72 0.603 3.138925552 28.92 0 1260.767607 2 630.8865967 -1.340350605 -0.000844935 42.84717825AADESER 8 4507651 1xTMT6plex [N-Term] 0.884 0.686 0.689 2.860127926 34.03 0 1006.500269 2 503.75354 -0.462614755 -0.000232811 13.39992872
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AEVSELK 16 4507651 2xTMT6plex [N-Term; K7] 0.758 0.756 0.784 3.414153099 36.95 0 1233.745474 2 617.3760986 -0.448661727 -0.000276767 35.77449349KYEEVAR 9 4507651 2xTMT6plex [N-Term; K1] 0.897 0.949 0.888 2.552756071 15.19 1 1352.793821 2 676.9000244 -0.775522373 -0.000524561 21.98605755LKEAETR 3 4507651 2xTMT6plex [N-Term; K2] 1.182 1.201 2.090013981 10.25 1 1304.793821 2 652.8997192 -1.271828093 -0.000829737 22.99596968186972143 TPP2 tripeptidyl-peptidase 2 7174 NP_003282.2 26.82145717 1 29 29 151 1249 138.263 6.32 1.16 1.22 1.23 1.2 Significant 0.00033 ETYPNYLPLYVAR 6 186972143 1xTMT6plex [N-Term] 0.936 1.017 1.183 3.70516324 27.22 0 1827.984252 2 914.4950562 -0.774561001 -0.000707943 69.2671143GTLTEAFPVLGGK 12 186972143 2xTMT6plex [N-Term; K13] 1.01 1.353 1 4.210532665 52.95 0 1748.035842 2 874.5211182 -0.504916349 -0.000441306 74.55885253VNESSHYDLAFTDVHFKPGQIR 2 186972143 2xTMT6plex [N-Term; K17] 1.151 5.896784306 13.39 0 3018.583775 5 604.5239258 2.235371536 0.001349531 59.9992888QLYEMVLTYNFHQPK 4 186972143 2xTMT6plex [N-Term; K15] 1.037 1.209 4.119944572 23.84 0 2369.272795 3 790.4258423 -4.145180983 -0.003273688 81.24050546QMGSGDAYPHQYSLK 4 186972143 2xTMT6plex [N-Term; K15] 1.388 1.336 4.380364418 35.05 0 2140.089745 3 714.0336304 -1.592043851 -0.001135706 38.66886855AYDYLVQNTSFANK 6 186972143 2xTMT6plex [N-Term; K14] 1.146 1.168 1.102 3.869379282 32.75 0 2092.111526 3 698.0418701 -0.22426072 -0.000156393 63.68534012KADVIPVHYYLIPPPTK 6 186972143 3xTMT6plex [N-Term; K1; K17] 1.077 1.289 1.205 5.300980568 28.79 1 2638.593942 4 660.4038696 -0.111125236 -7.33E-05 73.78159049IPASWTNPSGK 6 186972143 2xTMT6plex [N-Term; K11] 1.01 0.883 3.733476162 58.36 0 1615.920813 2 808.4634399 -0.748413646 -0.000604689 55.44955641YNQPFFVTSLPDDK 4 186972143 2xTMT6plex [N-Term; K14] 1.016 0.767 4.107414722 48.71 0 2129.131927 2 1065.067505 -1.969922258 -0.002097112 80.53700913LIKEELQSQVELLNSFEK 10 186972143 3xTMT6plex [N-Term; K3; K18] 1.134 1.017 1.142 6.477560043 41.22 1 2834.648222 3 945.5512085 -3.227692117 -0.003049791 97.24504388
KYSDPGPVYDCLVWHDGEVWR 4 186972143 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C11] 1.161 1.328 5.559114933 25.75 1 3036.507833 4 759.881897 -0.683337402 -0.00051874 71.09656847

ADVIPVHYYLIPPPTK 4 186972143 2xTMT6plex [N-Term; K16] 1.394 1.281 3.771310806 13 0 2281.336047 3 761.1166992 -0.220258541 -0.000167495 78.02663344
ICEVINEAVWK 6 186972143 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.584 1.326 1.408 3.8178792 40.79 0 1819.018812 3 607.0111694 0.078443818 4.76E-05 80.97629348
YEDLAPCITLK 8 186972143 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.108 1.19 1.565 3.094666958 44.09 0 1780.991929 2 890.99823 -1.54158984 -0.00137278 71.3215096DGEIVGLSGR 6 186972143 1xTMT6plex [N-Term] 0.807 0.796 0.8 3.811029911 36.47 0 1231.684381 2 616.3453979 -0.699928955 -0.000431046 35.87453702FVLHAVQLVK 6 186972143 2xTMT6plex [N-Term; K10] 1.113 1.208 1.301 4.081474304 28.66 0 1612.035055 3 538.0161133 -0.786587268 -0.000422669 72.6749084AMIEVINHK 6 186972143 2xTMT6plex [N-Term; K9] 1.084 1.044 100 3.324960232 36.53 0 1512.897241 3 504.9708862 0.571705324 0.00028831 47.84301306STLVDALCR 4 186972143 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.107 0.881 3.278734922 31.66 0 1263.692838 2 632.3493652 -1.095243408 -0.000692026 49.76250672NWVQTLRPVSAK 4 186972143 2xTMT6plex [N-Term; K12] 1.119 1.014 1.016 2.562260628 7.46 0 1857.111073 3 619.7089844 0.714521075 0.000442315 57.98644306LKDLPFIVSHR 7 186972143 2xTMT6plex [N-Term; K2] 1.335 1.31 1.328 3.794031382 19.02 1 1783.099446 4 446.5302124 -0.238876539 -0.000106485 66.08926295DLKEEFTEALR 3 186972143 2xTMT6plex [N-Term; K3] 1.579 1.368 2.595846653 4.14 1 1809.015835 3 603.6762695 -0.873262809 -0.000526582 63.89450776LDSSDIYNELKETYPNYLPLYVAR 3 186972143 2xTMT6plex [N-Term; K11] 100 1.343 3.995892048 17.77 1 3334.76113 3 1112.258789 0.205159372 0.000228052 96.51088284ALENTAVK 4 186972143 2xTMT6plex [N-Term; K8] 1.227 1.35 3.023376942 26.14 0 1303.798572 2 652.4014893 -2.201616443 -0.001435232 33.94556297WTDLFDNK 4 186972143 2xTMT6plex [N-Term; K8] 1.337 0.834 2.778185368 25.36 0 1496.814951 2 748.9103394 -1.034569478 -0.00077428 71.31826832AIEFCIAR 6 186972143 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.428 1.568 1.528 2.869226456 27.2 0 1208.665895 2 604.8361816 -0.668744566 -0.000404144 52.39557091VLTFAYK 2 186972143 2xTMT6plex [N-Term; K7] 1.289 2.285072327 33.83 0 1299.807681 2 650.4072266 -0.387791985 -0.000252027 62.08560504LSTMETGTGLIR 2 186972143 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.18 1.516882777 24.87 0 1523.83006 2 762.4193726 0.924582882 0.000704454 40.69662519

FCSLPEK 6 186972143 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.192 1.084 1.543 2.92903471 22.42 0 1338.74918 2 669.8787231 0.739488081 0.000494995 48.12695041YPEYDGR 6 186972143 1xTMT6plex [N-Term] 1.004 1.067 1.132 2.301122189 15.82 0 1128.552305 2 564.7798462 0.098447198 5.56E-05 23.7130387114155142 TPR nucleoprotein TPR 7175 NP_003283.2 45.28142192 1 94 95 521 2363 267.131 5.02 1.19 1.16 1.19 1.18 Significant 0.0000718 ELMLHAADVEALQAAK 6 114155142 2xTMT6plex [N-Term; K16] 1.174 1.244 1.253 6.417400837 45.72 0 2168.214945 3 723.4096069 -0.312657756 -0.00022597 66.10342705FLADQQSEIDGLK 12 114155142 2xTMT6plex [N-Term; K13] 1.11 1.17 1.154 4.77847147 57.17 0 1922.063513 3 641.3598633 0.792426337 0.000507698 63.28447736GLQLTPGIGGMQQHFFDDEDR 6 114155142 1xTMT6plex [N-Term] 0.774 100 0.706 6.0340271 56.98 0 2590.255751 3 864.0893555 -0.864074425 -0.000746058 68.82574394NIEELQQQNQR 6 114155142 1xTMT6plex [N-Term] 1.387 1.358 1.509 3.960115433 41.45 0 1628.855363 2 814.9307861 -0.655070057 -0.000533507 28.68700722GAILSEEELAAMSPTAAAVAK 6 114155142 2xTMT6plex [N-Term; K21] 1.189 1.166 7.310302734 68.15 0 2488.373296 3 830.1281738 -1.337478436 -0.001109382 81.37695034EREEQETTSSK 6 114155142 2xTMT6plex [N-Term; K11] 1.388 1.393 1.242 4.898034573 39.51 1 1781.928142 3 594.6473999 -0.27821715 -0.000165254 15.33340647GIASTSDPPTANIKPTPVVSTPSK 6 114155142 3xTMT6plex [N-Term; K14; K24] 1.323 1.065 1.1 3.834533215 34.61 0 3052.749726 4 763.9435425 0.856150064 0.000653403 58.39909736ELENANDLLSATK 8 114155142 2xTMT6plex [N-Term; K13] 1.037 1.112 1.084 5.327738762 67.36 0 1876.042778 2 938.5247803 -0.263380521 -0.000247057 61.00861289TDGFAEAIHSPQVAGVPR 4 114155142 1xTMT6plex [N-Term] 0.717 1.186 5.238717079 39.92 0 2081.097718 3 694.3688965 -2.682150303 -0.001860606 51.70910778KTETMNVVMETNK 4 114155142 3xTMT6plex [N-Term; K1; K13] 1.274 1.359 4.385632515 21.38 1 2212.228436 3 738.0802612 -0.997034736 -0.000735223 49.19255426ILLSQTTGVAIPLHASSLDDVSLASTPK 10 114155142 2xTMT6plex [N-Term; K28] 1.476 1.303 1.167 6.179650307 70.84 0 3292.876828 3 1098.295898 -1.11942769 -0.001228712 91.8787494QHLSNMEVQVASQSSQR 6 114155142 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.309 1.092 1.071 6.716244221 46.13 0 2174.082145 3 725.3648682 -0.962874295 -0.000697789 21.06878911LTELYNAYVETQDQLLLEK 12 114155142 2xTMT6plex [N-Term; K19] 1.453 1.266 1.231 5.442698002 46.7 0 2741.501334 3 914.5039673 -1.453555569 -0.001328308 105.2214457AIESMEQQLSELK 2 114155142 2xTMT6plex [N-Term; K13] 1.03 4.133942127 28.79 0 1964.077449 2 982.5430908 0.741335646 0.00072802 79.36903359TSTSNVEQYQAMVTSLEESLNK 6 114155142 2xTMT6plex [N-Term; K22] 1.459 1.126 1.641 5.835588455 60.67 0 2917.486488 3 973.1665039 -0.524246215 -0.000509827 94.71426376ASTALSNEQQAR 6 114155142 1xTMT6plex [N-Term] 1.178 1.265 1.295 4.435818672 54.69 0 1504.7917 2 752.8987427 -0.990893582 -0.000745544 19.69435322TLSSVQNEVQEALQR 6 114155142 1xTMT6plex [N-Term] 1.105 1.021 0.976 5.086218834 38.07 0 1931.039534 2 966.0220337 -1.420829112 -0.001371839 69.54311343LDELQASDVSVK 6 114155142 2xTMT6plex [N-Term; K12] 1.424 1.381 1.204 4.843538284 73.86 0 1761.999851 2 881.5047607 1.35879942 0.001197102 55.9843537LEQDLQQMQAK 10 114155142 2xTMT6plex [N-Term; K11] 1.135 1.123 1.227 4.075865269 49.29 0 1789.98824 2 895.4979858 0.254135573 0.00022745 56.28140237GQNLLLTNLQTIQGILER 8 114155142 1xTMT6plex [N-Term] 1.213 1.066 1.865 6.329062462 69.96 0 2253.312796 3 751.7757568 -0.034971704 -2.63E-05 112.3209739AIQDHLLEVEQSK 4 114155142 2xTMT6plex [N-Term; K13] 0.896 0.965 4.342167854 22.51 0 1968.116612 3 656.7098389 -0.837515637 -0.000549443 54.85064636AIESMEQQLSELKK 4 114155142 3xTMT6plex [N-Term; K13; K14] 1.093 1.18 4.811072826 28.15 1 2321.335344 3 774.4464111 -4.593817774 -0.003554597 78.03202655GQPSNKEDVDDLVSQLR 2 114155142 2xTMT6plex [N-Term; K6] 0.92 3.973607779 13.76 1 2358.266523 3 786.7602539 -0.133433285 -0.00010489 65.34797095EGVQGPLNVSLSEEGK 6 114155142 2xTMT6plex [N-Term; K16] 1.262 0.926 1.586 4.833464622 77.01 0 2101.154119 2 1051.081909 1.152913702 0.001211225 57.70835897FGPPEDMPQTSSSHSDLGQLASQGGLGMYETPLFLAHEEESGGR 4 114155142 1xTMT6plex [N-Term] 0.637 6.277344227 33.33 0 4876.266792 4 1219.819336 -2.312787729 -0.002819443 85.69979705
VMETSAQSSGDHQEQHVSVQEMQELK 6 114155142 2xTMT6plex [N-Term; K26] 1.218 1.208 7.949598312 27.61 0 3400.651338 4 850.9182739 -0.021224427 -1.80E-05 45.78537686AADSQNSGEGNTGAAESSFSQEVSR 2 114155142 1xTMT6plex [N-Term] 1.729 5.702393532 70.61 0 2715.229138 3 905.7478638 -0.036881383 -3.34E-05 33.04461031LSQELEYLTEDVK 10 114155142 2xTMT6plex [N-Term; K13] 1 1 1.055 4.683288097 66.57 0 2025.115609 2 1013.060852 -0.583220253 -0.000590544 89.82286051KLELDILPLQEANAELSEK 12 114155142 3xTMT6plex [N-Term; K1; K19] 1.21 1.256 1.267 5.61772871 35.36 1 2840.658786 3 947.5563354 -1.525411065 -0.001444391 96.1618802LTIHAPPQELGPPVQR 4 114155142 1xTMT6plex [N-Term] 0.869 0.889 5.056194782 38.35 0 1982.138461 3 661.383606 -1.107939203 -0.00073203 54.34082232RPSTSQTVSTPAPVPVIESTEAIEAK 10 114155142 2xTMT6plex [N-Term; K26] 1.278 1.139 7.158127785 59.43 0 3153.740729 3 1051.917358 -1.016806695 -0.001068915 66.87840208AIQDHLLEVEQSKDQMEK 2 114155142 3xTMT6plex [N-Term; K13; K18] 1.612 4.263740063 12.03 1 2828.543105 4 707.8925171 1.8150225 0.001283467 58.80593499NIAIQSQFTR 6 114155142 1xTMT6plex [N-Term] 1.504 1.445 1.448 3.532634497 35.06 0 1406.795329 2 703.9005127 -1.123112469 -0.000789995 43.86955166ISTQLDFASK 6 114155142 2xTMT6plex [N-Term; K10] 1.403 1.188 1.127 3.633839369 28.24 0 1567.909579 2 784.4589844 0.709792207 0.000556445 59.05641506FEVAQVESLR 6 114155142 1xTMT6plex [N-Term] 1.048 1.396 1.262 4.270432472 42.28 0 1406.784095 2 703.8953247 -0.51362959 -0.000361283 57.27386848IQQLTEEIGR 6 114155142 1xTMT6plex [N-Term] 0.893 1.101 1.136 4.154085159 31.85 0 1415.805559 2 708.4058838 -0.754405764 -0.000534046 57.75578662RYEMLQDNVEGYR 6 114155142 1xTMT6plex [N-Term] 1.549 1.133 1.38 5.569869518 35.71 1 1901.937712 3 634.6504517 -0.478606384 -0.000303427 40.9063305LSQELEYLTEDVKR 4 114155142 2xTMT6plex [N-Term; K13] 1.383 1.358 4.867240906 29.21 1 2181.21672 3 727.7426147 -1.571848266 -0.001142847 81.83148057EQQPSSASER 4 114155142 1xTMT6plex [N-Term] 1.199 1.393 4.161441326 38.08 0 1347.670188 2 674.3381348 -0.886610656 -0.000597429 14.93345976QLQEIFENYK 4 114155142 2xTMT6plex [N-Term; K10] 0.942 1.089 3.962573051 39.26 0 1769.983807 2 885.4934082 -2.410730389 -0.002133477 71.66261815FKVESEQQYFEIEK 4 114155142 3xTMT6plex [N-Term; K2; K14] 1.257 1.789 5.499065876 26.12 1 2491.368752 3 831.1265259 -1.496411672 -0.001242704 65.74313105SQEQILEILR 6 114155142 1xTMT6plex [N-Term] 0.646 0.827 3.760028601 39.94 0 1457.852509 2 729.4311523 1.727772518 0.001259419 71.13803166QTEEQVNDLK 8 114155142 2xTMT6plex [N-Term; K10] 1.187 1.062 1.457 3.936129808 48.84 0 1661.911036 2 831.4588013 -0.427087204 -0.00035489 33.16213328SLESQVENLQK 4 114155142 2xTMT6plex [N-Term; K11] 1.424 1.027 3.991024017 54.14 0 1732.984535 2 866.9949341 -1.121432937 -0.000971713 50.39937699VTAAAMAGNK 4 114155142 2xTMT6plex [N-Term; K10] 1.212 3.866481543 51.63 0 1391.808091 2 696.4054565 -3.200666881 -0.002227357 37.05832161VLLMELEEAR 6 114155142 1xTMT6plex [N-Term] 1.617 1.284 1.469 4.088861942 46.78 0 1431.807867 2 716.4070435 -0.738210734 -0.000528488 80.71500757AESQLLECK 4 114155142 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.416 1.362 4.134003639 54.97 0 1535.85035 2 768.4280396 -1.007681795 -0.000773824 44.02682186

LKESAEFQTQLEK 6 114155142 3xTMT6plex [N-Term; K2; K13] 1.456 1.536 1.629 5.635313034 22.81 1 2238.294859 3 746.7688599 -1.265709093 -0.000944343 62.1544111ETLNQAETK 12 114155142 2xTMT6plex [N-Term; K9] 1.268 1.287 1.197 3.838124752 48.93 0 1491.841894 2 746.4243164 -0.360230868 -0.000268704 26.47632878EQQASMEEK 8 114155142 2xTMT6plex [N-Term; K9] 1.025 1.383 1.59 3.93832612 48.74 0 1537.793229 2 769.399353 -1.170121755 -0.000899703 21.23328239NLDVQLLDTK 6 114155142 2xTMT6plex [N-Term; K10] 1.215 1.091 1.164 4.125162601 35.03 0 1616.962343 2 808.9815063 -4.08604116 -0.003303487 64.85042803YLDEIVKEVEAK 4 114155142 3xTMT6plex [N-Term; K7; K12] 1.085 1.154 2.006 2.836347103 13.99 1 2123.256683 3 708.4225464 -1.694147426 -0.001199037 86.14177042TVPSTPTLVVPHR 6 114155142 1xTMT6plex [N-Term] 0.942 0.459 0.549 4.924045086 48.58 0 1632.963457 3 544.9940186 2.477577833 0.001348598 47.37436448LESALTELEQLRK 5 114155142 2xTMT6plex [N-Term; K13] 0.353 0.583 0.545 3.830674887 11.24 1 1988.179212 3 663.3984985 0.870361916 0.000576812 85.45620317QLQEIFENYKK 6 114155142 3xTMT6plex [N-Term; K10; K11] 1.296 2.475 1.7 3.810102224 7.03 1 2127.241702 3 709.7514648 -0.874568578 -0.00062014 69.06596618QEQIINTMTQDLR 6 114155142 1xTMT6plex [N-Term] 0.876 1.247 1.394 4.123771191 18.65 0 1818.958113 2 909.9823608 -0.367265363 -0.00033402 63.38351089QHLEETTQK 6 114155142 2xTMT6plex [N-Term; K9] 1.237 1.169 1.284 4.355307579 32.29 0 1571.879342 3 524.6315308 0.443618755 0.000232438 19.44752487QLDTETNLHLNTK 2 114155142 2xTMT6plex [N-Term; K13] 0.982 3.656944036 23.54 0 1985.106775 3 662.3740845 0.465928574 0.000308306 44.90465824SAADDSEAK 4 114155142 2xTMT6plex [N-Term; K9] 1.535 0.958 3.753431797 44.3 0 1351.710545 2 676.3582764 -0.938814622 -0.000634503 17.4050253ESLLAEQR 10 114155142 1xTMT6plex [N-Term] 1.372 1.153 1.374 3.158868313 62.16 0 1174.662918 2 587.835022 -0.127998156 -7.52E-05 31.29111774FHNELNAHIK 2 114155142 2xTMT6plex [N-Term; K10] 1.277 4.434364319 23.99 0 1680.958595 4 420.9954529 0.824834973 0.000346628 49.27834739QHQMQLVDSIVR 2 114155142 1xTMT6plex [N-Term] 1.102 4.111926079 18.48 0 1682.92094 3 561.6448975 -0.475796081 -0.000266909 48.77487056KLENEVEQR 8 114155142 2xTMT6plex [N-Term; K1] 1.186 1.198 1.219 4.147274971 27.25 1 1602.921541 2 801.9639282 -0.599558159 -0.000480522 26.27887711EITSLHER 6 114155142 1xTMT6plex [N-Term] 1.344 1.165 1.313 3.959589481 46.2 0 1213.673817 3 405.2294617 0.012400173 5.02E-06 21.76244461TKEELEAEK 4 114155142 3xTMT6plex [N-Term; K2; K9] 1.073 1.143 3.624340773 14.26 1 1764.035791 3 588.6826172 -1.41325789 -0.000831012 35.75030608AVASLSVK 4 114155142 2xTMT6plex [N-Term; K8] 1.408 1.141 3.179877758 51.3 0 1232.797844 2 616.9020386 -0.846530976 -0.000521801 45.54612367GNEILELK 6 114155142 2xTMT6plex [N-Term; K8] 0.833 1.007 0.946 2.571125269 29.23 0 1373.840437 2 687.4227295 -1.64122089 -0.001127388 57.14158464IQNEQLEK 6 114155142 2xTMT6plex [N-Term; K8] 1.265 1.275 1.374 4.028046131 38.88 0 1459.852064 2 730.428772 -1.230997805 -0.000898537 36.51532548HVEDLLTK 6 114155142 2xTMT6plex [N-Term; K8] 1.29 1.121 3.18305397 39.79 0 1412.851336 2 706.9276123 -2.398115455 -0.00169409 44.49940374IAHLAGVK 6 114155142 2xTMT6plex [N-Term; K8] 1.121 1.137 1.182 3.26717329 31.31 0 1266.829813 3 422.9482422 0.284428497 0.000120108 42.96874991DEPQEPSNK 4 114155142 2xTMT6plex [N-Term; K9] 1.092 0.948 3.218294144 37.17 0 1501.789858 2 751.3979492 -0.823152782 -0.000618101 19.41364604ELEIAQDR 6 114155142 1xTMT6plex [N-Term] 1.162 1.061 1.102 3.312867641 29.83 0 1202.657832 2 601.8322144 -0.565571557 -0.000340095 32.31766296LQEQVTDLR 2 114155142 1xTMT6plex [N-Term] 1.155 3.082720995 43.91 0 1330.752795 2 665.8798218 -0.321851898 -0.000214153 38.65514579LLHDQIEK 6 114155142 2xTMT6plex [N-Term; K8] 1.231 1.276 1.335 3.627209902 34.72 0 1453.877885 3 485.2971497 -0.680617953 -0.000329845 40.80586063DPDTEEYR 6 114155142 1xTMT6plex [N-Term] 1.059 0.903 0.858 3.190248489 18.91 0 1253.584727 2 627.2957764 -0.359573322 -0.000225378 18.23215181EKGNEILELK 5 114155142 3xTMT6plex [N-Term; K2; K10] 1.393 1.676 1.435 3.072662115 3.02 1 1860.140925 3 620.7173462 -1.849207087 -0.001146595 52.55584268IAVEAQNKYER 4 114155142 2xTMT6plex [N-Term; K8] 1.363 1.24 3.497352362 7.37 1 1779.016504 3 593.6774292 0.691684228 0.000410173 37.95684746QQITEKEEK 4 114155142 3xTMT6plex [N-Term; K6; K9] 1.779 1.228 1.468 2.4570961 1.02 1 1820.073239 3 607.3613281 -2.092413051 -0.001269448 28.6715042
RDCQEQAK 2 114155142 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.462 2.486649752 12.15 1 1492.794232 3 498.2696533 0.116862012 5.82E-05 15.35942171
IAVEAQNK 5 114155142 2xTMT6plex [N-Term; K8] 1.046 1.073 1.098 2.435671806 12.4 0 1330.809471 2 665.9072876 -1.632701551 -0.001086407 33.52021704LSSQIEK 4 114155142 2xTMT6plex [N-Term; K7] 1.537 1.924 2.817409992 30.44 0 1262.772023 2 631.8891602 -0.775735827 -0.000489789 50.4402666LAVAEVR 6 114155142 1xTMT6plex [N-Term] 100 1.209 1.469 2.615330458 32.99 0 986.6195964 2 493.8133545 -0.166300797 -8.20E-05 37.41904768DPDTEEYRK 5 114155142 2xTMT6plex [N-Term; K9] 0.968 1.164 1.146 3.068831921 5.19 1 1610.842622 3 537.6184692 -1.097168111 -0.000589122 21.70525549YLDEIVK 6 114155142 2xTMT6plex [N-Term; K7] 1.163 1.215 1.167 2.99231863 29.76 0 1337.808074 2 669.4073486 -0.488690708 -0.000326887 56.70789015TQYEELK 6 114155142 2xTMT6plex [N-Term; K7] 1.144 1.352 1.065 2.763328552 35.19 0 1368.777503 2 684.8910522 -1.954048636 -0.001337329 34.39169709LQEDTDK 6 114155142 2xTMT6plex [N-Term; K7] 0.893 0.864 1.085 2.27680397 27.81 0 1306.725467 2 653.8665161 0.220900694 0.000144328 23.51597496DEPQEPSNKVPEQQR 1 114155142 2xTMT6plex [N-Term; K9] 1.071 3.21555686 1 2239.171895 3 747.0609131 -1.656211476 -0.001236181 21.72530528IIDIQEK 8 114155142 2xTMT6plex [N-Term; K7] 1.083 1.091 2.803672075 24.56 0 1316.818973 2 658.9127197 -0.615587177 -0.000405308 62.51459598ITELQLK 6 114155142 2xTMT6plex [N-Term; K7] 1.082 1.336 1.344 2.792004108 30.78 0 1302.839709 2 651.9221802 -2.014966553 -0.001312589 60.07581666AVEELHK 6 114155142 2xTMT6plex [N-Term; K7] 1.144 1.136 1.161 3.243038416 23.97 0 1283.772358 3 428.5956726 0.083295348 3.56E-05 28.3513264
DCQEQAK 2 114155142 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.73 1.98835814 14.21 0 1336.693121 2 668.8500366 -0.242896299 -0.000162339 26.48363505
KLMEVEK 4 114155142 3xTMT6plex [N-Term; K1; K7] 1.333 1.665 3.021196365 15.3 1 1563.974712 3 521.9967041 0.541853191 0.000282482 43.34729574TSNEHLQK 4 114155142 2xTMT6plex [N-Term; K8] 1.276 1.182 3.016963243 10.26 0 1414.805449 3 472.2727051 -1.333473536 -0.000628869 19.44129093EKQELQDDK 2 114155142 3xTMT6plex [N-Term; K2; K9] 0.189 1.136 1.874898195 1 1820.036854 3 607.3496704 -1.316440118 -0.000798657 26.5029298TKEELEAEKR 4 114155142 3xTMT6plex [N-Term; K2; K9] 1.915 1.499 1.277 3.399086237 1.42 2 1920.136902 4 480.789093 -1.229141362 -0.00059003 30.37230874507677 HSP90B1 endoplasmin precursor 7184 NP_003290.1 68.74221669 1 55 57 1145 803 92.411 4.84 1.06 1.05 1.08 1.06 Significant 0.0000688 DISTNYYASQK 38 4507677 2xTMT6plex [N-Term; K11] 1.095 1.064 1.08 5.368050098 55.4 0 1747.926686 2 874.4657593 -1.398128041 -0.001221913 36.43566319LTESPCALVASQYGWSGNMER 22 4507677 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.067 1.194 1.12 6.706496716 40.94 0 2585.232573 3 867.7466431 -0.812086136 -0.00070414 65.41644237

LTESPCALVASQYGWSGNMER 31 4507677 1xTMT6plex [N-Term]; 1xOxidation [M19]; 1xCarbamidomethyl [C6] 1.028 1.136 1.171 5.988703251 54.72 0 2601.227488 3 867.7466431 -0.812086136 -0.00070414 65.41644237GVVDSDDLPLNVSR 32 4507677 1xTMT6plex [N-Term] 1.153 1.075 1.184 4.793185711 74.08 0 1714.917294 2 857.9625244 0.278758706 0.000239024 52.17139137TDDEVVQREEEAIQLDGLNASQIR 24 4507677 1xTMT6plex [N-Term] 1.235 1.134 1.174 6.792300224 48.93 1 2957.501337 3 986.505127 -0.172311207 -0.00016987 63.33880861ELISNASDALDKIR 11 4507677 2xTMT6plex [N-Term; K12] 4.877 3.354 7.002 6.429139137 41.64 1 2003.153725 2 1002.081604 1.101242398 0.001102979 65.35007071ELISNASDALDK 37 4507677 2xTMT6plex [N-Term; K12] 0.967 0.957 0.919 5.425048828 71.15 0 1733.968551 2 867.4877319 -0.209515226 -0.000181646 54.66728043
GYEVIYLTEPVDEYCIQALPEFDGK 12 4507677 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C15] 1.041 0.897 0.939 5.158525944 46.1 0 3406.716882 3 1136.243042 -0.677855988 -0.000769754 99.28056693

KYSQFINFPIYVWSSK 24 4507677 3xTMT6plex [N-Term; K1; K16] 1.53 1.614 1.526 6.023497581 30.87 1 2694.526256 3 898.8450317 -2.120686389 -0.001904748 99.53875488TVWDWELMNDIKPIWQRPSK 14 4507677 3xTMT6plex [N-Term; K12; K20] 1.8 1.618 1.855 6.15096426 33.47 0 3229.779921 4 808.1998901 -0.678236034 -0.000547638 97.26972411
GYEVIYLTEPVDEYCIQALPEFDGKR 18 4507677 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C15] 1.353 1.583 1.159 5.764852524 35.79 1 3562.817993 5 713.3721313 3.805212141 0.002711456 91.20396284

EEASDYLELDTIK 32 4507677 2xTMT6plex [N-Term; K13] 0.945 0.916 0.946 4.532853603 61.32 0 1984.052674 2 992.5305786 0.608172645 0.000603323 65.48348572EESDDEAAVEEEEEEKKPK 6 4507677 4xTMT6plex [N-Term; K16; K17; K19] 0.572 1.209 0.694 5.221604824 16.16 1 3136.619115 4 784.9107666 0.676469208 0.000530457 39.8981743EAVEKEFEPLLNWMK 24 4507677 3xTMT6plex [N-Term; K5; K15] 2.011 2.348 2.283 5.847626686 24.23 1 2550.424493 3 850.8121948 -0.965348063 -0.000820682 97.93660747YSQFINFPIYVWSSK 15 4507677 2xTMT6plex [N-Term; K15] 1.277 1.08 1.544 4.912753105 38.87 0 2337.268361 3 779.7609253 -0.059309019 -4.62E-05 106.3132447EEEAIQLDGLNASQIR 16 4507677 1xTMT6plex [N-Term] 0.881 0.798 1.117 4.737597466 74.74 0 2015.060664 2 1008.033203 -0.761331918 -0.000767065 57.30619533VFITDDFHDMMPK 30 4507677 2xTMT6plex [N-Term; K13] 0.954 0.951 0.956 4.358972549 39.35 0 2054.049126 2 1027.527954 -0.240615898 -0.000247118 76.47704125NLLHVTDTGVGMTR 14 4507677 1xTMT6plex [N-Term] 1.021 1.179 1.017 4.516794682 44.96 0 1742.942069 2 871.9746704 -0.002857059 -2.49E-06 46.42840356TVLDLAVVLFETATLR 6 4507677 1xTMT6plex [N-Term] 0.711 0.773 5.064198017 36.44 0 1990.178594 3 664.0645752 0.290519624 0.000192729 113.6935032KGYEVIYLTEPVDEYCIQALPEFDGK 20 4507677 3xTMT6plex [N-Term; K1; K26]; 1xCarbamidomethyl [C16] 1.218 0.926 0.891 6.899245739 40.42 1 3763.974777 4 941.7489014 -0.266038247 -0.00025034 93.09710604
KEAESSPFVER 18 4507677 2xTMT6plex [N-Term; K1] 1.157 1.145 1.235 5.059951782 31.02 1 1736.95832 3 579.6576538 0.050620548 2.93E-05 30.35810272LISLTDENALSGNEELTVK 92 4507677 2xTMT6plex [N-Term; K19] 1.055 1.04 1.081 5.831764221 74.63 0 2504.385969 3 835.4668579 0.02036446 1.70E-05 80.41082944FQSSHHPTDITSLDQYVER 22 4507677 1xTMT6plex [N-Term] 1.042 1.057 1.194 6.501639843 48.99 0 2489.225831 3 830.4143677 1.092049307 0.000906119 49.05077848SILFVPTSAPR 22 4507677 1xTMT6plex [N-Term] 1.125 1.153 1.077 3.907722712 53.26 0 1416.841216 2 708.9240112 -0.33207607 -0.00023525 70.39400284EAESSPFVER 16 4507677 1xTMT6plex [N-Term] 0.792 0.808 0.975 3.998086452 56.22 0 1379.700425 2 690.354126 0.398668519 0.000275022 28.3716383EFEPLLNWMK 50 4507677 2xTMT6plex [N-Term; K10] 0.937 0.944 0.966 4.479491234 53.81 0 1764.975885 2 882.9917603 0.203525621 0.000179609 97.05379973IKEDEDDKTVLDLAVVLFETATLR 6 4507677 3xTMT6plex [N-Term; K2; K8] 1.171 1.313 4.324896812 22.92 2 3420.944463 4 855.9924927 1.075127984 0.000919488 113.7323437LSLNIDPDAK 16 4507677 2xTMT6plex [N-Term; K10] 0.74 0.774 0.756 3.88139534 54.34 0 1543.909579 2 772.4584961 0.088300184 6.82E-05 64.08991769IADDKYNDTFWK 21 4507677 3xTMT6plex [N-Term; K5; K12] 0.953 0.934 0.958 3.823268652 38.3 1 2203.200231 2 1102.103516 -0.216117443 -0.000238075 60.64510913

TETVEEPMEEEEAAKEEKEESDDEAAVEEEEEEK 4 4507677 4xTMT6plex [N-Term; K15; K18; K34]; 1xOxidation [M8] 0.896 3.918174744 13.22 2 4888.27585 4 1222.823242 -0.963669021 -0.00117767 51.43770961
EEKEESDDEAAVEEEEEEK 5 4507677 3xTMT6plex [N-Term; K3; K19] 0.626 0.515 1.483 3.927209616 22.82 1 2940.393642 3 980.8008423 -1.927750234 -0.001889448 35.59989037VFITDDFHDMMPK 35 4507677 2xTMT6plex [N-Term; K13]; 1xOxidation [M] 1.026 1.011 0.96 3.614415407 35.54 0 2070.044041 2 1027.527954 -0.240615898 -0.000247118 76.47704125LGVIEDHSNR 22 4507677 1xTMT6plex [N-Term] 0.9 0.887 0.884 3.979598284 51.78 0 1368.743293 3 456.9193115 0.064395064 2.94E-05 31.61204723GTTITLVLK 22 4507677 2xTMT6plex [N-Term; K9] 1.021 1.012 1.043 3.672794819 50.83 0 1403.923773 2 702.4655762 0.073283003 5.14E-05 80.50207521

EAVEKEFEPLLNWMK 7 4507677 3xTMT6plex [N-Term; K5; K15]; 1xOxidation [M14] 1.557 1.085 2.24 3.653813601 16.12 1 2566.419408 3 850.8121948 -0.965348063 -0.000820682 97.93660747IYFMAGSSR 18 4507677 1xTMT6plex [N-Term] 1.17 0.987 1.138 3.441385984 33.44 0 1260.660809 2 630.8341064 0.10076511 6.35E-05 53.20448262FAFQAEVNR 20 4507677 1xTMT6plex [N-Term] 1.099 1.058 1.181 3.807751656 39.28 0 1310.705451 2 655.8556519 -1.086521049 -0.000712055 58.37843109EFEPLLNWMK 37 4507677 2xTMT6plex [N-Term; K10]; 1xOxidation [M9] 0.921 0.929 0.912 3.283767223 35.36 0 1780.9708 2 882.9917603 0.203525621 0.000179609 97.05379973GLFDEYGSK 22 4507677 2xTMT6plex [N-Term; K9] 1.197 1.207 1.149 4.411621094 45.81 0 1473.798966 2 737.3999023 -4.368406172 -0.003219076 51.37799988SGTSEFLNK 30 4507677 2xTMT6plex [N-Term; K9] 0.964 1.015 0.99 3.862484932 41.47 0 1440.809865 2 720.9082642 -0.425836679 -0.000306775 41.23298922ESDDPMAYIHFTAEGEVTFK 3 4507677 2xTMT6plex [N-Term; K20] 0.812 2.647075653 5.39 0 2745.348204 3 915.7871094 -0.520471319 -0.000476292 91.58443357KIADDKYNDTFWK 11 4507677 4xTMT6plex [N-Term; K1; K6; K13] 1.396 1.408 1.46 4.750571728 10.4 2 2560.458126 4 640.8702393 0.391106279 0.000250353 54.05793083NLLHVTDTGVGMTR 9 4507677 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.082 1.118 0.964 3.480045319 38.77 0 1758.936984 2 871.9746704 -0.002857059 -2.49E-06 46.42840356EGVKFDESEK 13 4507677 3xTMT6plex [N-Term; K4; K10] 0.976 1.583 1.824 3.223504066 21.1 1 1855.041605 2 928.0220337 -2.595207124 -0.002407109 34.22952388EVEEDEYK 27 4507677 2xTMT6plex [N-Term; K8] 1.045 1.093 1.176 3.595609665 42.14 0 1498.767726 2 749.8863525 -1.532680372 -0.001148566 27.0119712AQAYQTGK 12 4507677 2xTMT6plex [N-Term; K8] 1.131 1.165 1.161 3.55258441 41.46 0 1324.762521 2 662.8847046 -0.293373572 -0.000194325 21.07980833SGYLLPDTK 20 4507677 2xTMT6plex [N-Term; K9] 1.041 0.981 1.042 3.804545164 29.79 0 1451.851002 2 726.4284668 -0.926283929 -0.000672413 51.05308601LIINSLYK 10 4507677 2xTMT6plex [N-Term; K8] 1.095 1.068 1.057 3.572462797 45.02 0 1421.913208 2 711.4572144 -4.259113023 -0.003028045 72.17884199GLFDEYGSKK 4 4507677 3xTMT6plex [N-Term; K9; K10] 1.736 1.595 1.534033418 3.35 1 1831.056861 3 611.0237427 -0.101800583 -6.21E-05 50.39870046MTEAQEDGQSTSELIGQFGVGFYSAFLVADK 2 4507677 2xTMT6plex [N-Term; K31] 2.460175276 6.22 0 3783.882778 3 1261.955811 -7.901719248 -0.009966393 115.3299261TDDEVVQR 12 4507677 1xTMT6plex [N-Term] 0.882 0.89 1.013 3.538080215 46.79 0 1190.621447 2 595.8139038 -0.769146915 -0.000457881 23.39585007EVEEDEYKAFYK 2 4507677 3xTMT6plex [N-Term; K8; K12] 1.348 2.552886724 3.78 1 2237.194477 3 746.4008179 -2.939519469 -0.002192092 54.16085806
TVWDWELMNDIKPIWQRPSK 1 4507677 3xTMT6plex [N-Term; K12; K20]; 1xOxidation [M8] 0.778 4.324706554 0 3245.774836 4 808.1998901 -0.678236034 -0.000547638 97.26972411

ETLQQHK 14 4507677 2xTMT6plex [N-Term; K7] 1.112 1.102 1.04 3.201205254 30.58 0 1341.78907 3 447.9343262 -0.480727105 -0.000215011 18.86898139KTFEINPR 8 4507677 2xTMT6plex [N-Term; K1] 1.142 1.247 1.175 2.825821877 14.85 1 1462.87822 3 488.2971191 -0.967584387 -0.000471819 38.082941NLGTIAK 6 4507677 2xTMT6plex [N-Term; K7] 1.133 1.106 1.113 2.854665041 29.98 0 1174.755979 2 587.881897 0.457946435 0.000268988 113.1210303EFGTNIK 10 4507677 2xTMT6plex [N-Term; K7] 1.006 1.012 1.016 2.796833754 31.5 0 1266.745809 2 633.8757935 -1.182759736 -0.000749128 39.67099651KTLDMIK 24 4507677 3xTMT6plex [N-Term; K1; K7] 0.978 1.013 0.97 3.27746129 30.21 1 1535.979797 2 768.4940796 0.706747374 0.000542775 58.41100886TFEINPR 6 4507677 1xTMT6plex [N-Term] 0.901 0.919 2.209408998 17.24 0 1105.620325 2 553.31427 0.849070012 0.000469375 113.0802539IADDKYNDTFWKEFGTNIK 1 4507677 4xTMT6plex [N-Term; K5; K12; K19] 100 2.282465458 2 3221.765266 4 806.1940308 -3.405854313 -0.002743216 77.83100424ESTAEKDEL 10 4507677 2xTMT6plex [N-Term; K6] 0.953 1.178 1.013 2.427269697 19.59 1 1479.794275 2 740.4006958 -0.107919351 -7.98E-05 31.08927485TLDMIKK 6 4507677 3xTMT6plex [N-Term; K6; K7] 2.83 2.989 2.304 2.182980061 1 1535.979797 3 512.6645508 -0.454378535 -0.000232639 49.72923287NKEIFLR 23 4507677 2xTMT6plex [N-Term; K2] 1.567 1.751 1.795 2.766018152 5.67 1 1377.861841 3 459.9584656 -0.724210116 -0.00033262 42.8644852391208423 TRIP6 thyroid receptor-interacting protein 6 7205 NP_003293.2 30.88235294 1 10 10 48 476 50.255 7.37 0.94 0.96 0.95 0.95 Significant 0.0000369
VNFCPLPSEQCYQAPGGPEDR 8 91208423 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C11] 1.111 1.082 1.341 4.056235313 40.7 0 2650.222737 3 884.0775146 -1.791002175 -0.001582185 59.26787994

AYCEGCYVATLEK 4 91208423 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C3; C6] 1.556 1.195 4.221866131 41.86 0 2022.007656 2 1011.506836 -0.623274099 -0.000630132 54.32366076
GPAWVGSHGVLQHTQGLPADR 4 91208423 1xTMT6plex [N-Term] 0.765 0.94 8.387237549 49.42 0 2412.273391 4 603.8230591 -1.237173981 -0.0007461 47.30571198GGEHGPQVPLSQPPEDELDR 6 91208423 1xTMT6plex [N-Term] 0.694 0.858 0.718 5.257430553 38.23 0 2386.183632 3 796.0657349 -0.411087455 -0.000326977 43.72016706IQELSATVTTDC 6 91208423 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.614 1.355 0.956 3.812196732 51.48 0 1566.788254 2 783.8977661 0.000891354 6.98E-07 55.93204705GTPGPPPAHGAALQPHPR 2 91208423 1xTMT6plex [N-Term] 0.991 5.355752468 36.68 0 1987.082343 4 497.5256042 -0.883570738 -0.000438932 23.27673292

AYHPGCFTCVVCHR 2 91208423 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C6; C9; C12] 1.362 4.136957645 16.86 0 1992.919243 4 498.98526 -0.016463757 -8.20E-06 34.48835697QAYEPPPPPAYR 4 91208423 1xTMT6plex [N-Term] 0.933 0.844 2.901614666 21.29 0 1614.847758 2 807.928894 1.704969353 0.001376633 35.87745244GQHFYAVER 6 91208423 1xTMT6plex [N-Term] 0.895 0.94 0.946 3.168300152 20.14 0 1335.7007 3 445.9053955 0.698587219 0.000311034 22.87093832EPGPGAK 6 91208423 2xTMT6plex [N-Term; K7] 0.938 0.824 0.901 2.122447252 25.49 0 1113.66683 2 557.3372192 0.297967537 0.000165918 21.7411890462988322 TSPYL1 testis-specific Y-encoded-like protein 1 7259 NP_003300.1 4.347826087 1 2 2 6 437 49.162 5.45 1.2 1.26 1.2 1.22 Significant 0.000269 YITNLEVK 4 62988322 2xTMT6plex [N-Term; K8] 1.263 1.201 3.340747118 33.65 0 1437.871737 2 719.4389038 -0.838922403 -0.000603131 56.9790051VVSLSTPIIWR 2 62988322 1xTMT6plex [N-Term] 1.199 3.184837818 1.71 0 1499.914716 2 750.4608765 -0.159542612 -0.00011965 85.725846284507711 TTC1 tetratricopeptide repeat protein 1 7265 NP_003305.1 34.93150685 1 8 8 31 292 33.505 4.84 1.15 1.18 0.72 1.01 Significant 0.0207
VTDTQEAECAGPPVPDPK 6 4507711 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 1.104 1.068 1.025 4.738842487 52.64 0 2369.205897 3 790.4052124 -2.031525827 -0.001604368 46.70067018

LKEEGNEQFK 3 4507711 3xTMT6plex [N-Term; K2; K10] 1.026 1.025 3.942866802 6.57 1 1909.099789 3 637.0374756 -1.003117909 -0.000638351 41.44005498
ALEMCPSCFQK 8 4507711 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C5; C8] 1.852 1.57 0.933 3.427466393 34.83 0 1828.916004 2 914.9619751 0.366165155 0.000334843 57.3189468

SNEDVNSSELDEEYLIELEK 2 4507711 2xTMT6plex [N-Term; K20] 100 2.418524742 7.34 0 2813.39805 3 938.4680176 -3.039244882 -0.002850202 85.12099081SILEKDPSIHQAR 4 4507711 2xTMT6plex [N-Term; K5] 1.586 0.415 3.30482769 4.39 1 1952.13293 4 488.7878418 -1.738187214 -0.000848293 37.38955181KGDYIEAESSYSR 4 4507711 2xTMT6plex [N-Term; K1] 0.944 1.174 3.699768782 8.11 1 1963.017292 3 655.0113525 1.127253029 0.000737606 32.8757609NQHSQSK 2 4507711 2xTMT6plex [N-Term; K7] 1.065 2.707585335 13.57 0 1286.721719 3 429.5783997 -0.834139484 -0.000357768 13.84076692AIQLNPSYIR 2 4507711 1xTMT6plex [N-Term] 1.162 2.982004166 20.99 0 1403.820815 2 702.4136353 -0.585090475 -0.000410681 55.54507374262206280 DNAJC7 dnaJ homolog subfamily C member 7 isoform 1 7266 NP_003306.3 28.74493927 1 14 14 77 494 56.405 6.96 1.29 1.27 1.22 1.26 Significant 0.000273 EVGEAFTILSDPK 8 262206280 2xTMT6plex [N-Term; K13] 1.215 1.157 1.189 3.577890873 25.43 0 1864.046801 3 622.0197754 -1.087911593 -0.000675973 77.44389599EALGDAQQSVR 6 262206280 1xTMT6plex [N-Term] 1.721 1.394 1.545 4.170141697 58.69 0 1402.748772 2 701.8774414 -0.831401547 -0.000583124 31.81230319YPEAQSVASDILR 6 262206280 1xTMT6plex [N-Term] 1.547 1.551 1.287 3.995880604 46.34 0 1677.900916 2 839.4533691 -0.866683328 -0.000727104 68.73315684
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AQCYMDTEQYEEAVR 8 262206280 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.947 1.756 100 3.514072418 38.92 0 2121.941871 2 1061.47229 -2.15246324 -0.002283701 55.35446737AVQFFVQALR 14 262206280 1xTMT6plex [N-Term] 1.223 1.348 1.323 3.700601578 39.67 0 1407.830986 2 704.4182129 -1.304765109 -0.000918444 83.96705553HSGASAEVQKEEEK 2 262206280 3xTMT6plex [N-Term; K10; K14] 1.197 4.593975067 3.72 1 2216.212586 4 554.8087158 0.201754675 0.000111783 23.78075089ALEFAPACHR 6 262206280 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 100 1.257 0.974 3.611516714 36.46 0 1400.73062 3 467.5812378 -1.042499587 -0.000486754 36.87759358AATLMMLGR 2 262206280 1xTMT6plex [N-Term] 1.611 2.847957134 36.21 0 1192.674351 2 596.8406372 -0.296028784 -0.000176533 60.42680955IAETDFEK 6 262206280 2xTMT6plex [N-Term; K8] 1.01 1.303 1.057 2.641340733 12.36 0 1410.788067 2 705.8970337 -0.904761826 -0.000638214 48.58570872NASEDEIKK 4 262206280 3xTMT6plex [N-Term; K8; K9] 1.445 1.451 2.297638893 0.68 1 1721.004826 3 574.3394775 -0.549814154 -0.000315411 27.75427061EQGNAYYAK 1 262206280 2xTMT6plex [N-Term; K9] 0.811 1.67 0 1501.805114 2 751.4061279 -0.089878922 -6.75E-05 26.15217214LDDTYIK 4 262206280 2xTMT6plex [N-Term; K7] 1.326 1.121 2.85358119 30.28 0 1325.771689 2 663.3894043 -0.118365968 -7.85E-05 47.42007257ALELDHK 6 262206280 2xTMT6plex [N-Term; K7] 1.213 1.239 1.292 2.771321058 20.98 0 1283.772358 3 428.5953979 -0.558543218 -0.000239014 35.17562008LDDSFVR 4 262206280 1xTMT6plex [N-Term] 1.242 1.455 2.572845697 28.74 0 1080.58869 2 540.7980957 0.207855452 0.000112303 40.0927050934147630 TUFM elongation factor Tu, mitochondrial precursor 7284 NP_003312.3 70.54945055 1 28 28 411 455 49.843 7.61 0.94 0.94 0.93 0.93 Significant 0.0000127 AEAGDNLGALVR 15 34147630 1xTMT6plex [N-Term] 0.971 1.199 0.949 5.22630167 77.71 0 1414.785158 2 707.8961182 -0.140128608 -9.91E-05 43.29890659TVVTGIEMFHK 20 34147630 2xTMT6plex [N-Term; K11] 0.884 0.906 0.895 4.678519249 60.87 0 1719.986784 2 860.4973145 0.330575941 0.000284293 61.43468061TIGTGLVTNTLAMTEEEK 8 34147630 2xTMT6plex [N-Term; K18]; 1xOxidation [M13] 1.172 0.798 1.205 4.830370426 60.71 0 2382.283813 2 1191.643799 -1.465838676 -0.001746022 69.66823961TIGTGLVTNTLAMTEEEK 12 34147630 2xTMT6plex [N-Term; K18] 0.972 0.946 0.968 6.096163273 60.04 0 2366.288898 2 1191.643799 -1.465838676 -0.001746022 69.66823961GEETPVIVGSALCALEGR 34 34147630 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.695 0.783 0.761 5.214942932 71.17 0 2087.10042 2 1044.052124 -1.652523803 -0.001724492 85.3768466
HKPFVSHFMPVMFSLTWDMACR 4 34147630 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C21] 1.969 1.004 7.020127296 30.75 0 3182.596471 4 796.4040527 -0.656555903 -0.000522388 95.79835133YEEIDNAPEER 16 34147630 1xTMT6plex [N-Term] 0.946 0.916 1.115 4.195672035 52.44 0 1593.759397 2 797.3826904 -0.810881886 -0.000646175 28.86659881DLEKPFLLPVEAVYSVPGR 17 34147630 2xTMT6plex [N-Term; K4] 1.169 1.052 1.062 5.155920506 25.48 0 2587.489981 3 863.1686401 0.535658173 0.000462003 95.39954188

GDECELLGHSK 10 34147630 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.006 0.931 1.037 4.152857304 42.34 0 1702.883441 2 851.9451294 -0.269490516 -0.000229455 32.80240603
KGDECELLGHSK 12 34147630 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C5] 0.829 0.869 0.81 4.777083397 17.95 1 2060.141336 3 687.3846436 -0.950724061 -0.000652875 33.01232184

QIGVEHVVVYVNK 10 34147630 2xTMT6plex [N-Term; K13] 1.046 1.026 1.044 5.512185097 79.88 0 1942.152603 2 971.5803223 0.393672077 0.000382286 57.18680935ADAVQDSEMVELVELEIR 16 34147630 1xTMT6plex [N-Term] 1.011 0.856 0.995 6.73100996 80.11 0 2275.168893 3 759.0606079 -0.713344638 -0.000540993 96.90914814NMITGTAPLDGCILVVAANDGPMPQTR 8 34147630 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.112 2.296 100 7.061686993 58.83 0 3041.541962 3 1014.517944 -0.881997428 -0.000894211 85.4588138
HYAHTDCPGHADYVK 8 34147630 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 0.92 1.023 1.112 6.085154533 31.95 0 2229.091142 4 558.0282593 0.029146128 1.62E-05 20.23529128LLDAVDTYIPVPAR 30 34147630 1xTMT6plex [N-Term] 0.973 0.874 0.926 5.11486721 66.75 0 1772.015552 2 886.5116577 0.274895831 0.00024356 89.72285314KYEEIDNAPEER 20 34147630 2xTMT6plex [N-Term; K1] 0.924 0.962 0.951 5.263268948 35.1 1 1951.017292 2 976.0107422 -1.580608749 -0.001541897 29.14243757

ELLTEFGYKGEETPVIVGSALCALEGR 21 34147630 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C22] 1.285 1.601 3.352 8.269126892 45.74 1 3396.812514 4 849.958313 -0.321365065 -0.000272904 108.6687474
DKPHVNVGTIGHVDHGK 10 34147630 3xTMT6plex [N-Term; K2; K17] 0.818 0.874 0.89 6.5597682 34.94 0 2497.424251 4 625.1113281 -0.307572892 -0.000192035 36.40977639VEAQVYILSK 12 34147630 2xTMT6plex [N-Term; K10] 1.039 1.068 0.939 4.178512573 53.61 0 1607.977265 2 804.4921265 -0.179461687 -0.000144285 64.18285585GTVVTGTLER 14 34147630 1xTMT6plex [N-Term] 0.948 0.857 0.938 4.293331623 61.01 0 1261.731332 2 631.3691406 -0.259104289 -0.00016346 32.00812155TVVTGIEMFHK 6 34147630 2xTMT6plex [N-Term; K11]; 1xOxidation [M8] 1.009 1.095 0.998 3.851800203 37.36 0 1735.981699 2 860.4973145 0.330575941 0.000284293 61.43468061ELAMPGEDLK 18 34147630 2xTMT6plex [N-Term; K10] 1.049 1.055 1.035 4.136279583 38.07 0 1560.870751 2 780.9382324 -1.001163132 -0.000781343 57.16196639TTLTAAITK 16 34147630 2xTMT6plex [N-Term; K9] 0.965 0.987 1.034 4.302396297 59.18 0 1377.871737 2 689.4396362 0.187666914 0.00012929 49.32943521GLVMVKPGSIKPHQK 6 34147630 4xTMT6plex [N-Term; K6; K11; K15] 1.047 0.811 1.074 4.485827923 20.84 0 2535.597871 5 507.9255981 0.399614887 0.000202653 52.48399984ILAEGGGAK 10 34147630 2xTMT6plex [N-Term; K9] 0.971 1.065 0.995 3.534142971 37.84 0 1273.788008 2 637.397644 0.002956487 1.88E-06 37.25603235ELLTEFGYK 22 34147630 2xTMT6plex [N-Term; K9] 0.783 0.789 0.766 4.126403332 38.23 0 1557.892867 2 779.4492798 -1.016520276 -0.000791815 71.65992767

ELLTEFGYKGEETPVIVGSALCALEGRDPELGLK 2 34147630 3xTMT6plex [N-Term; K9; K34]; 1xCarbamidomethyl [C22] 0.559 4.947566986 7.66 2 4378.3823 4 1095.346313 -4.311168476 -0.004718986 112.082344
QPMILEK 8 34147630 2xTMT6plex [N-Term; K7] 1.02 0.936 1.003 3.152235031 30.3 0 1316.801215 2 658.9031982 -1.591041686 -0.001047543 60.43624955DPELGLK 6 34147630 2xTMT6plex [N-Term; K7] 0.724 0.785 0.817 2.854369402 23.04 0 1229.75056 2 615.378479 -0.71412221 -0.000439096 46.15536466IILPPEK 20 34147630 2xTMT6plex [N-Term; K7] 1.08 1.081 1.062 2.471636295 22.88 0 1267.838981 2 634.4219971 -1.785052684 -0.00113158 58.7410858550592994 TXN thioredoxin isoform 1 7295 NP_003320.2 93.33333333 1 10 10 375 105 11.73 4.92 0.77 0.77 0.78 0.77 Significant 0.0000186 LVVVDFSATWCGPCK 22 50592994 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C11; C14] 0.887 1.063 1.049 4.899060249 48.67 0 2197.154988 3 733.0565796 0.089702152 6.57E-05 91.52493733

QIESKTAFQEALDAAGDK 2 50592994 3xTMT6plex [N-Term; K5; K18] 2.524 5.278419018 28.71 1 2609.438957 3 870.4852295 0.834672356 0.000726009 76.89241783
YSNVIFLEVDVDDCQDVASECEVK 8 50592994 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C14; C21] 1.252 4.221523285 43.62 0 3291.580131 3 1097.86377 -1.02548506 -0.001125155 94.16158519

TAFQEALDAAGDK 97 50592994 2xTMT6plex [N-Term; K13] 0.75 0.757 0.756 5.421942234 75.12 0 1794.9638 2 897.9852295 -0.343820653 -0.000308573 64.33555576
TAFQEALDAAGDKLVVVDFSATWCGPCK 2 50592994 3xTMT6plex [N-Term; K13; K28]; 2xCarbamidomethyl [C24; C27] 3.504160166 10.08 1 3743.938015 3 1248.652466 1.289970859 0.001609857 110.464099

MIKPFFHSLSEK 38 50592994 3xTMT6plex [N-Term; K3; K12] 0.903 0.905 0.873 5.172937393 33.28 0 2151.260329 3 717.7577515 -0.756568346 -0.000542525 66.59807052
CMPTFQFFK 37 50592994 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 0.777 0.802 0.965 3.669694424 44.74 0 1663.874063 2 832.4400635 -0.728550857 -0.000606108 85.38794083

EKLEATINELV 60 50592994 2xTMT6plex [N-Term; K2] 0.739 0.757 0.75 5.401155472 49.36 1 1717.014772 2 859.0109253 -0.115621639 -9.93E-05 76.04539211VGEFSGANK 44 50592994 2xTMT6plex [N-Term; K9] 0.631 0.656 0.708 3.689383268 49.49 0 1366.773086 2 683.8900146 -0.243780865 -0.000166597 34.91888954
MIKPFFHSLSEK 37 50592994 3xTMT6plex [N-Term; K3; K12]; 1xOxidation [M1] 0.908 0.96 0.912 3.381813526 21.2 0 2167.255244 3 717.7577515 -0.756568346 -0.000542525 66.59807052LEATINELV 20 50592994 1xTMT6plex [N-Term] 0.687 0.663 0.667 3.251329422 71.1 0 1230.714285 2 615.8606567 -0.201235527 -0.000123832 83.88153544CMPTFQFFK 8 50592994 2xTMT6plex [N-Term; K9]; 1xOxidation [M2]; 1xCarbamidomethyl [C1] 0.919 0.712 0.979 3.114056826 21.74 0 1679.868978 2 832.4400635 -0.728550857 -0.000606108 85.38794083

23510338 UBA1 ubiquitin-like modifier-activating enzyme 1 7317 NP_003325.2 52.268431 1 42 42 713 1058 117.774 5.76 1.16 1.15 1.13 1.14 Significant 0.0000591 IHVSDQELQSANASVDDSR 6 23510338 1xTMT6plex [N-Term] 1.024 1.01 1.109 7.100424767 64.64 0 2300.131597 3 767.3815918 -0.597595971 -0.000458183 38.75609276FEVQGLQPNGEEMTLK 4 23510338 2xTMT6plex [N-Term; K16] 0.485 0.679 3.662875891 21.38 0 2278.215339 3 760.0772705 0.842305556 0.000639651 68.98694775VLGPYTFSICDTSNFSDYIR 37 23510338 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.255 1.101 1.156 5.499085903 57.93 0 2584.259106 3 862.0911865 -0.038455775 -3.31E-05 91.33409784IHVSDQELQSANASVDDSRLEELK 8 23510338 2xTMT6plex [N-Term; K24] 1.425 1.399 1.274 7.796953201 38.63 1 3141.642806 4 786.1671143 1.216440406 0.000955405 54.90046904
ALVLELCCNDESGEDVEVPYVR 36 23510338 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C8] 1.086 1.951 2.149 5.726790428 73.94 0 2795.342912 3 932.4521484 -0.364805869 -0.000339919 79.18002734
GNVQVVIPFLTESYSSSQDPPEK 25 23510338 2xTMT6plex [N-Term; K23] 1.233 1.287 1.302 5.87942791 48.27 0 2979.571538 3 993.8613281 -0.707183893 -0.000702368 91.12357727SLVASLAEPDFVVTDFAK 42 23510338 2xTMT6plex [N-Term; K18] 1.246 1.181 1.147 5.968401432 71.86 0 2367.321185 2 1184.162354 -1.585817241 -0.001877069 98.82752459

YFLVGAGAIGCELLK 52 23510338 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 1.341 1.35 1.436 5.35482502 58.26 0 2069.18694 2 1035.099243 2.063365104 0.002134744 97.58801518
NEEDAAELVALAQAVNAR 20 23510338 1xTMT6plex [N-Term] 1.157 1.284 1.109 7.221784115 87.57 0 2113.108677 2 1057.057983 0.006453466 6.82E-06 82.69957074LQTSSVLVSGLR 10 23510338 1xTMT6plex [N-Term] 1.09 0.95 1.078 3.980015755 48.67 0 1488.894708 3 496.9692688 -0.977391824 -0.000485078 59.56332113YDGQVAVFGSDLQEK 30 23510338 2xTMT6plex [N-Term; K15] 1.211 1.21 1.146 5.118218422 63.9 0 2114.117006 2 1057.560303 -1.739114363 -0.001838346 61.88559797NFPNAIEHTLQWAR 6 23510338 1xTMT6plex [N-Term] 1.463 1.18 1.032 4.564142227 61.72 0 1926.018346 2 963.505127 -7.979334042 -0.007684172 70.57781593IYDDDFFQNLDGVANALDNVDAR 32 23510338 1xTMT6plex [N-Term] 0.953 1.293 1.251 6.86267519 78.54 0 2829.352882 3 943.7883301 -0.864238477 -0.000815079 104.4344223AVTLHDQGTAQWADLSSQFYLR 17 23510338 1xTMT6plex [N-Term] 0.884 1.18 1.487 6.663104057 55.02 0 2736.394294 4 684.8499146 -6.017161676 -0.004116332 75.75215567LDQPMTEIVSR 9 23510338 1xTMT6plex [N-Term] 1.154 1.188 1.13 4.199623108 53.34 0 1517.819495 2 759.4126587 -0.957799786 -0.000726884 52.33635741KLAYVAAGDLAPINAFIGGLAAQEVMK 4 23510338 3xTMT6plex [N-Term; K1; K27]; 1xOxidation [M26] 1.243 1.481 5.955785275 30.93 1 3434.968844 3 1145.660034 -0.959292816 -0.00109838 112.1922933

NFAMIGLGCGEGGEIIVTDMDTIEK 4 23510338 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C9] 1.143 4.683610916 36.82 0 3128.571815 3 1043.52771 -1.034956964 -0.001079312 99.42012914ALPAVQQNNLDEDLIR 34 23510338 1xTMT6plex [N-Term] 1.156 1.142 0.83 5.359567642 88.65 0 2038.113034 2 1019.562134 1.941623482 0.001978624 69.56369141QPAENVNQYLTDPK 12 23510338 2xTMT6plex [N-Term; K14] 1.121 1.132 1.198 4.71898222 44.43 0 2075.11734 2 1038.06189 -0.403463028 -0.000418617 52.26408847AAVATFLQSVQVPEFTPK 54 23510338 2xTMT6plex [N-Term; K18] 1.304 1.274 1.217 4.891903877 62.86 0 2391.368803 2 1196.1875 -0.451661826 -0.000540045 100.4917793DNPGVVTCLDEAR 22 23510338 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.152 1.092 1.238 5.484071732 70.52 0 1674.83185 2 837.9193115 -0.30086789 -0.000251952 42.58156626LAGTQPLEVLEAVQR 32 23510338 1xTMT6plex [N-Term] 1.222 1.078 1.12 5.806450844 57.8 0 1853.069378 2 927.0362549 -2.236804743 -0.002072477 82.45892984QLLHNFPPDQLTSSGAPFWSGPK 22 23510338 2xTMT6plex [N-Term; K23] 1.047 1.132 1.089 6.747756958 63.99 0 2982.587798 3 994.8665771 -0.878212098 -0.000873115 80.4617491KPLLESGTLGTK 12 23510338 3xTMT6plex [N-Term; K1; K12] 1.144 1.19 1.146 6.546096325 63.37 0 1931.214424 3 644.409668 0.013606076 8.76E-06 52.13640143AENYDIPSADR 14 23510338 1xTMT6plex [N-Term] 1.136 1.176 1.42 4.221395493 42.03 0 1479.727703 2 740.367981 0.664097902 0.000491342 29.48047525LDQPMTEIVSR 10 23510338 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.199 1.077 0.749 2.466243505 34.74 0 1533.81441 2 759.4126587 -0.957799786 -0.000726884 52.33635741LKSDTAAAAVR 12 23510338 2xTMT6plex [N-Term; K2] 1.929 2.211 1.748 3.945491076 35.19 1 1560.947362 2 780.9771118 -0.265683006 -0.000207359 30.96653287SDTAAAAVR 6 23510338 1xTMT6plex [N-Term] 1.33 1.046 1.247 2.914735317 43.02 0 1090.605403 2 545.8063965 0.104078661 5.68E-05 17.39369209SIPICTLK 16 23510338 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.159 1.108 1.18 3.165594578 41.55 0 1389.853979 2 695.4302368 -0.562690181 -0.000391029 60.6236376
GLGVEIAK 6 23510338 2xTMT6plex [N-Term; K8] 1.146 1.205 1.012 3.17578578 41.66 0 1244.797844 2 622.9021606 -0.642241583 -0.00039973 53.36001449NIILGGVK 6 23510338 2xTMT6plex [N-Term; K8] 1.242 1.24 1.178 3.231814861 37.52 0 1271.845129 2 636.4254761 -1.142553861 -0.000726576 57.5757151GGIVSQVK 6 23510338 2xTMT6plex [N-Term; K8] 1.069 1.211 1.899 2.996725082 44.28 0 1245.793093 2 623.3998413 -0.551538467 -0.000343551 38.20634123QFLFRPWDVTK 8 23510338 2xTMT6plex [N-Term; K11] 1.291 0.941 0.663 2.89583683 10.87 0 1895.09436 3 632.3694458 -0.304004734 -0.000192039 74.83114367MYPIDFEK 8 23510338 2xTMT6plex [N-Term; K8] 0.718 0.81 0.667 3.050724983 26.32 0 1500.817259 2 750.9107056 -2.081770561 -0.001562179 65.86555036VGEFCHNR 16 23510338 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.039 1.095 1.038 3.907828808 44.97 0 1247.615256 3 416.5431519 -0.283760231 -0.000118008 20.86464962ATLPSPDKLPGFK 12 23510338 3xTMT6plex [N-Term; K8; K13] 1.15 1.106 0.63 4.925690651 23.48 1 2058.256624 2 1029.633057 1.075245538 0.001106566 67.92143752DEFEGLFK 18 23510338 2xTMT6plex [N-Term; K8] 1.13 1.097 1.026 3.384112597 45.04 0 1442.793153 2 721.9007568 0.751640575 0.000542231 67.4952109ATLPSPDK 8 23510338 2xTMT6plex [N-Term; K8] 0.868 0.838 0.817 2.840147257 34.72 0 1286.772023 2 643.8890381 -0.950998392 -0.000611859 36.1289664LVVADTR 12 23510338 1xTMT6plex [N-Term] 1.151 1.182 1.188 2.694718122 41.52 0 1002.614511 2 501.8106384 -0.50947251 -0.000255402 30.64709065EVLTEDK 2 23510338 2xTMT6plex [N-Term; K7] 0.775 2.693971634 22.63 0 1291.750953 2 646.3776855 -2.213248802 -0.001429483 35.12263307AEVSQPR 6 23510338 1xTMT6plex [N-Term] 0.995 1.007 100 2.649879217 27.07 0 1015.573374 2 508.2902222 -0.203603273 -0.000103387 16.02246435QFLDYFK 12 23510338 2xTMT6plex [N-Term; K7] 0.638 0.647 0.626 3.6070714 27.76 0 1418.808409 2 709.901062 -9.558293057 -0.006780693 75.42447514VGPDTER 5 23510338 1xTMT6plex [N-Term] 1.253 0.965 1.137 2.445128918 14.95 0 1002.54174 2 501.7740173 -0.979462492 -0.000490976 17.4879428238045948 UBA7 ubiquitin-like modifier-activating enzyme 7 7318 NP_003326.2 12.74703557 1 8 8 31 1012 111.624 6.04 0.69 0.79 0.71 0.73 Significant 0.00175 VLVSGLQGLGAEVAK 8 38045948 2xTMT6plex [N-Term; K15] 0.633 0.696 0.694 4.847622395 31.61 0 1899.167919 2 950.0858154 -1.877027613 -0.001782395 81.30231143VTELVQQLTGQAPAPGQR 4 38045948 1xTMT6plex [N-Term] 0.773 0.643 5.386074543 36.76 0 2122.181782 3 708.0644531 -1.402247925 -0.000991942 79.13554355VDGVAAALDSFQAR 4 38045948 1xTMT6plex [N-Term] 0.831 0.795 4.169947624 55.08 0 1648.8856 2 824.9463501 -0.107105482 -8.83E-05 70.04764309YMPFAPAIQTFHHLK 2 38045948 2xTMT6plex [N-Term; K15] 0.744 4.940792084 30.2 0 2259.251271 4 565.5681763 -0.175408499 -9.91E-05 77.42869545GLNPDLQVIPLTYPLDPTTEHIYGDNFFSR 6 38045948 1xTMT6plex [N-Term] 0.572 0.94 0.383 4.09454155 21.99 0 3661.873978 3 1221.294312 -1.528490527 -0.001865713 102.3565201VLEDGTPFWSGPK 4 38045948 2xTMT6plex [N-Term; K13] 1.209 1.02 3.61521697 25.34 0 1891.036571 2 946.0234985 1.665700369 0.00157495 79.29289565TLESLLAHLQEQHGLR 1 38045948 1xTMT6plex [N-Term] 1.109 1.537843466 0 2074.160653 4 519.2954102 -0.405891896 -0.000210471 77.61688657SQDVGRPK 2 38045948 2xTMT6plex [N-Term; K8] 0.65 2.413048267 0.56 0 1344.799969 3 448.9381104 -0.142419183 -6.38E-05 29.9565387832967280 UBE2A ubiquitin-conjugating enzyme E2 A isoform 1 7319 NP_003327.2 6.578947368 1 1 1 6 152 17.305 5.15 1.41 1.14 1.03 1.19 Significant 0.00883 VSAIVEQSWR 6 32967280 1xTMT6plex [N-Term] 1.412 1.14 1.028 4.104596615 39.5 0 1403.78443 2 702.3947144 -1.622499163 -0.00113882 63.6902278513489085 UBE2G1 ubiquitin-conjugating enzyme E2 G1 7326 NP_003333.1 26.47058824 1 4 4 16 170 19.497 5.3 0.74 0.85 0.82 0.8 Significant 0.00167 FITEIWHPNVDK 6 13489085 2xTMT6plex [N-Term; K12] 0.638 0.613 0.577 3.776526451 41.4 0 1957.094754 3 653.0363159 -0.183755075 -0.000119875 76.50441009NPVEGFSAGLIDDNDLYR 4 13489085 1xTMT6plex [N-Term] 1.265 0.526 2.696495056 23.82 0 2224.108342 2 1112.558472 0.595550743 0.000662285 75.69439007DYPLRPPK 4 13489085 2xTMT6plex [N-Term; K8] 0.767 0.949 2.599533558 5.92 0 1443.872406 3 481.9619141 -0.842915548 -0.000405687 38.83552309QLAELNK 2 13489085 2xTMT6plex [N-Term; K7] 0.999 2.099135637 2.07 0 1273.788008 2 637.3980713 0.673784115 0.000429129 42.3895058629893557 UBE2G2 ubiquitin-conjugating enzyme E2 G2 isoform 1 7327 NP_003334.2 27.27272727 1 3 3 14 165 18.554 4.7 0.84 1.65 1.34 1.28 Significant 0.0325 FTCEMFHPNIYPDGR 8 29893557 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.844 1.472 1.01 4.339469433 28.43 0 2112.983282 3 704.9988403 -0.622126979 -0.000438181 62.45221856

VCISILHAPGDDPMGYESSAER 2 29893557 1xTMT6plex [N-Term]; 1xOxidation [M14]; 1xCarbamidomethyl [C2] 100 3.969398737 36.35 0 2649.248618 3 883.7526245 -1.99958766 -0.001765802 57.7466758
DDREQFYK 4 29893557 2xTMT6plex [N-Term; K8] 1.707 1.364 2.56066823 10.01 1 1558.826578 3 520.2797852 -1.139120461 -0.000591897 26.863101184507783 UBE2H ubiquitin-conjugating enzyme E2 H isoform 1 7328 NP_003335.1 25.68306011 1 4 4 22 183 20.642 4.67 1.09 1.12 1.13 1.11 Significant 0.000117 HEVTILGGLNEFVVK 6 4507783 2xTMT6plex [N-Term; K15] 1.012 1.052 1.071 5.46369648 48.95 0 2113.242147 3 705.0848389 -1.03309431 -0.000727726 81.98475538FYGPQGTPYEGGVWK 4 4507783 2xTMT6plex [N-Term; K15] 0.97 0.949 4.169494629 27.27 0 2144.121697 3 715.3786011 -0.208527037 -0.000149036 65.17207997VDLPDKYPFK 6 4507783 3xTMT6plex [N-Term; K6; K10] 0.952 1.079 1.007 3.775189638 5.38 1 1909.140197 3 637.0506592 -1.452272045 -0.000924197 63.79018443IKEYIQK 6 4507783 3xTMT6plex [N-Term; K2; K7] 1.493 1.379 1.328 3.030771732 5.22 1 1609.02919 3 537.0125732 -3.743576235 -0.002007841 49.995017914507793 UBE2N ubiquitin-conjugating enzyme E2 N 7334 NP_003339.1 63.81578947 1 10 10 134 152 17.127 6.57 1.02 1.03 1.02 1.02 Significant 0.0000106 YFHVVIAGPQDSPFEGGTFK 24 4507793 2xTMT6plex [N-Term; K20] 0.897 1.097 1.04 6.252145767 54.82 0 2654.401894 3 885.4713135 -0.944559419 -0.000835747 78.01791732LELFLPEEYPMAAPK 7 4507793 2xTMT6plex [N-Term; K15]; 1xOxidation [M11] 1.029 1.005 3.758627176 44.74 0 2222.2183 3 741.4089966 -2.638545415 -0.001954475 98.01118979LELFLPEEYPMAAPK 28 4507793 2xTMT6plex [N-Term; K15] 1.073 1.006 1.034 4.295497894 42.94 0 2206.223385 3 741.4089966 -2.638545415 -0.001954475 98.01118979TNEAQAIETAR 10 4507793 1xTMT6plex [N-Term] 0.916 0.965 1.004 4.833430767 59.95 0 1432.759337 2 716.8829956 -0.434482642 -0.000311255 23.5123529LLAEPVPGIK 18 4507793 2xTMT6plex [N-Term; K10] 0.994 0.992 0.965 4.001698971 48.48 0 1494.965972 2 747.9862671 -0.477890685 -0.000357215 68.31203691AEPDESNAR 12 4507793 1xTMT6plex [N-Term] 1.032 1.117 1.132 3.610242844 39.97 0 1217.59596 2 609.3014526 -0.272353534 -0.000165808 14.66557286DKWSPALQIR 5 4507793 2xTMT6plex [N-Term; K2] 1.152 1.285 3.967720509 8.51 1 1671.994646 3 558.0025024 -1.012088038 -0.000564069 50.67042013

ICLDILK 8 4507793 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.129 1.076 1.218 3.009111881 33.87 0 1332.832515 2 666.9151001 -7.196556639 -0.004795902 77.3689093WSPALQIR 6 4507793 1xTMT6plex [N-Term] 0.988 1.006 1.065 2.773511648 19.22 0 1199.709808 2 600.3577271 -1.359402437 -0.000815444 55.33069586IYHPNVDK 10 4507793 2xTMT6plex [N-Term; K8] 1.039 1.045 0.982 3.368195772 26.72 0 1443.83602 2 722.4210205 -0.869963318 -0.000628042 32.56471144LYAMNNI 6 4507793 1xTMT6plex [N-Term] 0.954 1.017 1.05 2.215960503 34.53 0 1067.575683 2 534.2910767 -0.754990677 -0.000403005 60.279999374507797 UBE2V2 ubiquitin-conjugating enzyme E2 variant 2 7336 NP_003341.1 57.93103448 1 3 8 110 145 16.352 8.09 1.26 1.15 1.1 1.17 Significant 0.00163 GVGDGTVSWGLEDDEDMTLTR 16 4507797 1xTMT6plex [N-Term] 2.29 1.155 0.87 3.825051069 53.08 0 2482.160513 2 1241.582397 -1.206685913 -0.001497594 68.22762937LLEELEEGQK 24 4507797 2xTMT6plex [N-Term; K10] 1.169 1.187 1.195 4.493618011 61.96 0 1645.941273 2 823.4709473 -4.043466713 -0.003327654 68.30824571WTGMIIGPPR 14 4507797 1xTMT6plex [N-Term] 1.244 1.041 1.099 3.620704889 34.4 0 1356.765943 3 452.9267578 -0.164223241 -7.43E-05 67.00387221WQNSYSIK 11 4507797 2xTMT6plex [N-Term; K8] 0.887 0.867 0.904 3.655841827 32.36 0 1483.830935 2 742.4180908 -1.368120402 -0.00101503 46.20562396YPEAPPSVR 12 4507797 1xTMT6plex [N-Term] 1.268 1.142 1.168 2.974071503 23.49 0 1244.683653 2 622.8451538 -0.499840109 -0.000311071 30.64531322SIPVLAK 4 4507797 2xTMT6plex [N-Term; K7] 1.261 1.206 2.911794186 36.66 0 1185.797116 2 593.4022827 0.145817261 8.65E-05 64.9425936VVLQELR 14 4507797 1xTMT6plex [N-Term] 1.333 1.237 1.324 3.027071238 40.68 0 1085.68801 2 543.3478394 0.360859597 0.00019589 50.09843774LPQPPEGQTYNN 15 4507797 1xTMT6plex [N-Term] 1.191 1.04 1.015 3.451181173 34.69 0 1586.801202 2 793.9025879 -2.081368949 -0.001651359 41.221589124507801 SUMO1 small ubiquitin-related modifier 1 isoform a precursor 7341 NP_003343.1 18.81188119 1 2 2 20 101 11.55 5.52 1.15 1.06 0.97 1.06 Significant 0.00239
VIGQDSSEIHFK 10 4507801 2xTMT6plex [N-Term; K12] 1.145 1.024 0.984 4.20795536 49.46 0 1818.016169 2 909.5111084 -0.676167322 -0.000614642 47.23883699FLFEGQR 10 4507801 1xTMT6plex [N-Term] 1.184 1.188 0.872 2.860557318 20.6 0 1125.62541 2 563.3152466 -1.948717502 -0.001096763 50.156912244507813 UGDH UDP-glucose 6-dehydrogenase isoform 1 7358 NP_003350.1 58.29959514 1 18 18 78 494 54.989 7.12 1.01 1.07 1.11 1.07 Significant 0.000746 EADLVFISVNTPTK 10 4507813 2xTMT6plex [N-Term; K14] 0.925 1.089 1.169 4.119202614 51.79 0 1992.141764 2 996.5744629 -0.057545478 -5.73E-05 74.57519089AVQALCAVYEHWVPR 6 4507813 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.346 1.209 1.433 6.418181419 56.76 0 2028.068667 3 676.6942139 -0.285290359 -0.000192863 82.14900426ISSINSISALCEATGADVEEVATAIGMDQR 4 4507813 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.9 5.970516682 50.09 0 3337.645301 3 1113.219238 -0.640923782 -0.000713059 112.3498348YLMDEGAHLHIYDPK 2 4507813 2xTMT6plex [N-Term; K15]; 1xOxidation [M3] 0.881 3.556713581 17.24 0 2276.17856 4 569.7998047 -0.514665246 -0.000292867 50.83062594ILTTNTWSSELSK 2 4507813 2xTMT6plex [N-Term; K13] 1.248 5.284547329 68.25 0 1938.094814 2 969.5494995 -1.594976954 -0.001545608 68.57949784

ICCIGAGYVGGPTCSVIAHMCPEIR 4 4507813 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C2; C3; C14; C21] 2.447 2.606 6.964007378 69.79 0 3007.428196 3 1003.147156 -0.426272802 -0.000427328 75.7624204
IFDANTKPNLNLQVLSNPEFLAEGTAIK 6 4507813 3xTMT6plex [N-Term; K7; K28] 1.314 6.012291431 30.3 0 3745.114322 3 1249.043457 0.399393349 0.000498591 103.6671825VLDGLHNELQTIGFQIETIGK 2 4507813 2xTMT6plex [N-Term; K21] 2.331 5.275925159 22.67 0 2783.570751 3 928.5270996 -1.438774953 -0.001334977 103.2111311INAWNSPTLPIYEPGLK 2 4507813 2xTMT6plex [N-Term; K17] 1.101 4.266895771 18.62 0 2371.342589 3 791.1188354 -0.268055888 -0.000211884 85.34856603VLIGGDETPEGQR 6 4507813 1xTMT6plex [N-Term] 1.062 1.484 1.235 4.278245449 39.82 0 1599.853966 2 800.4315796 1.198152912 0.000958435 39.32000209VTVVDVNESR 6 4507813 1xTMT6plex [N-Term] 0.999 1.207 1.097 4.165687084 43.8 0 1346.74771 2 673.8771973 -0.439524601 -0.000295964 35.54035743LAANAFLAQR 2 4507813 1xTMT6plex [N-Term] 1.264 3.056031942 32.57 0 1303.768386 2 652.3869019 -1.425651276 -0.00092936 52.70130572MLKPAFIFDGR 4 4507813 2xTMT6plex [N-Term; K3] 0.975 1.13 3.201049328 13.74 0 1753.023504 3 585.0117798 -1.550170049 -0.000905828 73.96811337ESSSIYISK 6 4507813 2xTMT6plex [N-Term; K9] 0.867 0.917 1.051 3.072980404 27.65 0 1471.840831 2 736.4240723 0.025078289 1.85E-05 41.03199133RIPYAPSGEIPK 2 4507813 2xTMT6plex [N-Term; K12] 1.076 3.968077183 14.1 1 1786.062726 3 596.0223389 -5.74583876 -0.003420809 50.36648785

ISSINSISALCEATGADVEEVATAIGMDQR 1 4507813 1xTMT6plex [N-Term]; 1xOxidation [M27]; 1xCarbamidomethyl [C11] 1.25 2.486653566 0 3353.640216 3 1113.219238 -0.640923782 -0.000713059 112.3498348
FSLQDPPNK 6 4507813 2xTMT6plex [N-Term; K9] 0.926 0.927 1.269 2.956456661 30.32 0 1503.85715 2 752.4317017 -0.680317068 -0.00051155 49.90014926YIEACAR 6 4507813 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.179 1.407 1.399 2.246463299 21.67 0 1111.576746 2 556.2913208 -1.242054085 -0.000690319 26.21269415VPREQIVVDLSHPGVSEDDQVSRLVTISK 1 4507813 2xTMT6plex [N-Term; K29] 1.47 0.66 2 3661.032494 4 916.0133057 -0.300741321 -0.000275256 103.185457

40795665 USP4 ubiquitin carboxyl-terminal hydrolase 4 isoform a 7375 NP_003354.2 6.022845275 1 4 5 24 963 108.496 5.71 0.99 1.28 1.05 1.1 Significant 0.00632
VTVPLMGAVSDLCEALSR 4 40795665 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.138 1.074 5.554133415 53.26 0 2147.140177 3 716.383606 -1.822018398 -0.001304043 108.0931924ADTIATIEK 4 40795665 2xTMT6plex [N-Term; K9] 0.942 0.905 3.865905523 43.99 0 1419.845916 2 710.4256592 -1.320326807 -0.00093733 46.25857138

STLVCPECAK 8 40795665 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C5; C8] 1.305 1.327 3.949495792 40.61 0 1622.86462 2 811.9355469 -0.494902649 -0.00040158 37.01453465
DKLDTVVEFPIR 4 40795665 2xTMT6plex [N-Term; K2] 0.87 1.488 3.178133011 11.43 1 1890.11007 3 630.7089233 1.135885981 0.00071565 71.30713031ERPDAETQK 4 40795665 2xTMT6plex [N-Term; K9] 1.259 1.193 3.833225012 14.21 0 1531.848042 3 511.2876282 0.18909936 9.66E-05 17.07418609

46593007 UQCRC1 cytochrome b-c1 complex subunit 1, mitochondrial precursor 7384 NP_003356.2 60.41666667 1 20 21 231 480 52.612 6.37 1.15 1.14 1.14 1.15 Significant 0.0000085
ADLTEYLSTHYK 12 46593007 2xTMT6plex [N-Term; K12] 1.178 1.172 1.175 5.039361477 45.41 0 1899.0264 3 633.6809082 0.932904027 0.000590536 62.90079121VASEQSSQPTCTVGVWIDVGSR 4 46593007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.068 1.317 5.894834518 45.42 0 2592.292531 3 864.7682495 -0.90103058 -0.000778578 66.1072927LCTSATESEVAR 14 46593007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.222 1.353 0.707 5.427690983 64.88 0 1552.783838 2 776.8948975 -0.849601917 -0.000659624 27.85607853EVESMGAHLNAYSTR 6 46593007 1xTMT6plex [N-Term] 1.416 1.132 0.8 5.861093044 62.12 0 1893.932627 3 631.9832153 1.30212451 0.000822045 38.1865832EVESMGAHLNAYSTR 8 46593007 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.168 0.955 1.038 4.224690437 36.76 0 1909.927542 3 631.9832153 1.30212451 0.000822045 38.1865832IDDMMFVLQGQWMR 18 46593007 1xTMT6plex [N-Term] 1.412 1.057 0.988 4.420571804 41.77 0 1998.980111 3 666.9981689 -0.078717172 -5.25E-05 104.6644152AVELLGDIVQNCSLEDSQIEK 30 46593007 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C12] 1.111 1.123 1.054 6.445116043 81.84 0 2818.490845 3 940.1663208 -2.283590052 -0.002145426 90.37449274

YIYDQCPAVAGYGPIEQLPDYNR 18 46593007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.561 1.297 1.533 7.179102421 61.65 0 2931.41846 3 977.8099976 -1.030321757 -0.001006768 71.28161038DVVFNYLHATAFQGTPLAQAVEGPSENVR 8 46593007 1xTMT6plex [N-Term] 1.497 1.268 8.415935516 68.08 0 3359.722169 4 840.6862793 0.332738079 0.000279477 91.20126652MVLAAAGGVEHQQLLDLAQK 14 46593007 2xTMT6plex [N-Term; K20]; 1xOxidation [M1] 1.066 1.025 1.185 6.257158279 53.99 0 2566.442714 3 850.821106 0.378702554 0.000321954 78.699245MVLAAAGGVEHQQLLDLAQK 16 46593007 2xTMT6plex [N-Term; K20] 1.514 1.231 1.083 6.997281551 67.44 0 2550.447799 3 850.821106 0.378702554 0.000321954 78.699245HLGGIPWTYAEDAVPTLTPCR 10 46593007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 1.235 1.075 1.143 6.298387527 54.61 0 2583.322709 3 861.7772217 -2.166690564 -0.001865754 79.76340102NALVSHLDGTTPVCEDIGR 6 46593007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.148 1.268 1.171 5.958372116 51.52 0 2283.16006 3 761.7246094 -0.344073555 -0.000261858 51.37520486RIPLAEWESR 6 46593007 1xTMT6plex [N-Term] 1.484 1.352 1.216 5.137186527 60.93 1 1485.837528 3 495.9507141 0.041171382 2.04E-05 45.22773108EMQENDASMR 6 46593007 1xTMT6plex [N-Term] 1.06 1.246 1.186 3.939646006 51.8 0 1439.645629 2 720.3260498 -0.560068817 -0.00040315 19.26174916IAEVDASVVR 6 46593007 1xTMT6plex [N-Term] 1.078 1.269 1.083 3.771895885 45.31 0 1287.746982 2 644.3775635 0.674606998 0.000434362 43.12521277NRPGSALEK 12 46593007 2xTMT6plex [N-Term; K9] 1.435 1.289 1.218 3.49114418 22.42 0 1429.852733 3 477.2883301 -1.605868613 -0.000765385 23.72526671EHTAYYIK 8 46593007 2xTMT6plex [N-Term; K8] 1.222 1.244 1.331 3.181137323 13.96 0 1482.835686 3 494.9505005 0.85114275 0.000420702 32.33433636NNGAGYFLEHLAFK 2 46593007 2xTMT6plex [N-Term; K14] 0.97 2.488694668 13.06 0 2039.111467 3 680.3699341 -7.953363105 -0.005405931 84.14923858FTGSEIR 6 46593007 1xTMT6plex [N-Term] 1.041 1.02 1.076 2.995422125 39.85 0 1038.578126 2 519.7929077 0.397937986 0.000206645 29.80452247SGMFWLR 12 46593007 1xTMT6plex [N-Term] 0.977 0.749 1.002 2.721244812 18.64 0 1125.607652 2 563.3070679 -0.704017791 -0.000396224 63.36420824SLLTYGR 2 46593007 1xTMT6plex [N-Term] 0.851 2.477412462 18.18 0 1038.614511 2 519.81073 -0.315515582 -0.00016385 38.69676196EMQENDASMR 5 46593007 1xTMT6plex [N-Term]; 1xOxidation [M] 1.095 100 1.171 1.712224364 27.77 0 1455.640544 2 720.3260498 -0.560068817 -0.00040315 19.26174916IPLAEWESR 2 46593007 1xTMT6plex [N-Term] 0.98 2.938649654 4.6 0 1329.736417 2 665.3738403 2.998409318 0.001993547 60.510868550592988 UQCRC2 cytochrome b-c1 complex subunit 2, mitochondrial precursor 7385 NP_003357.2 57.17439294 1 19 19 185 453 48.413 8.63 1.14 1.2 1.15 1.16 Significant 0.000254
NALANPLYCPDYR 6 50592988 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.225 1.23 1.28 4.936254501 55.01 0 1795.89987 2 898.4534912 -0.091618763 -8.23E-05 51.52997916ENMAYTVECLR 6 50592988 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.323 1.354 1.191 4.846351147 49.48 0 1614.781729 2 807.8934326 -1.325563441 -0.001070248 47.53838199MALIGLGVSHPVLK 6 50592988 2xTMT6plex [N-Term; K14] 1.203 1.302 1.174 5.567278862 46.04 0 1893.175981 3 631.7293701 -1.280540458 -0.000808096 78.64990926

ATQQPFDVSAFNASYSDSGLFGIYTISQATAAGDVIK 8 50592988 2xTMT6plex [N-Term; K37] 0.95 100 4.467382431 30.2 0 4299.186153 4 1075.547485 -4.196527693 -0.004510413 111.8474037
VTSEELHYFVQNHFTSAR 8 50592988 1xTMT6plex [N-Term] 1.288 1.103 1.306 6.361204147 43.14 0 2394.203974 4 599.3065796 0.214939655 0.000128652 61.39127154TIAQGNLSNTDVQAAK 27 50592988 2xTMT6plex [N-Term; K16] 0.92 1.108 1.026 5.158028603 63.6 0 2089.165353 3 697.06073 1.093260236 0.000761334 109.873683SMAASGNLGHTPFVDEL 18 50592988 1xTMT6plex [N-Term] 1.398 1.196 1.146 5.494578838 62.2 0 1974.979242 2 987.9918823 -1.394643297 -0.001377196 68.89535138GSNTTSHLHQAVAK 4 50592988 2xTMT6plex [N-Term; K14] 1.026 1.097 5.081133366 37.83 0 1909.065579 4 478.0213928 -0.962670407 -0.00045945 22.02832332AVAFQNPQTHVIENLHAAAYR 20 50592988 1xTMT6plex [N-Term] 1.105 1.07 1.131 7.871226788 69.2 0 2579.368019 4 645.5950317 -3.769282554 -0.002430592 54.59489735ATAAPAGAPPQPQDLEFTK 20 50592988 2xTMT6plex [N-Term; K19] 1.07 1.245 1.042 5.5419631 47.28 0 2368.291281 2 1184.649414 0.114050582 0.000135053 59.97939155MALIGLGVSHPVLK 3 50592988 2xTMT6plex [N-Term; K14]; 1xOxidation [M1] 1.2 1.226 3.459259987 18.65 0 1909.170896 3 631.7293701 -1.280540458 -0.000808096 78.64990926WEVADLQPQLK 10 50592988 2xTMT6plex [N-Term; K11] 1.081 1.137 1.197 4.671880722 42.76 0 1785.031091 2 893.0180664 -1.252133652 -0.001117549 77.26903277QVAEQFLNMR 6 50592988 1xTMT6plex [N-Term] 1.296 1.354 1.073 4.016084194 45.96 0 1464.78305 2 732.8947754 -0.529333508 -0.000387679 58.40207201GGLGLSGAK 6 50592988 2xTMT6plex [N-Term; K9] 0.957 1.101 1.025 3.561748743 40.25 0 1217.761793 2 609.3841553 -0.62331823 -0.000379527 38.1005505RWEVADLQPQLK 7 50592988 2xTMT6plex [N-Term; K12] 1.196 1.257 1.239 4.656563282 18.43 1 1941.132202 3 647.71521 -0.579876624 -0.000375206 68.31950345LTSSLTTK 12 50592988 2xTMT6plex [N-Term; K8] 1.067 1.315 1.172 3.711689711 37.15 0 1308.813888 2 654.9102783 -0.464565192 -0.000304015 42.8579078
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

GIEAVGGK 4 50592988 2xTMT6plex [N-Term; K8] 1.146 1.17 2.591835976 39.38 0 1188.735244 2 594.8717041 0.746754275 0.000443847 32.95049938AAYNQVK 6 50592988 2xTMT6plex [N-Term; K7] 1.272 1.144 1.238 2.900147676 35.82 0 1251.746143 2 626.3770142 0.486344868 0.00030439 26.31297602LSVTATR 6 50592988 1xTMT6plex [N-Term] 0.958 1.05 1.317 2.583765268 28.64 0 976.598861 2 488.802887 -0.372388534 -0.000181837 28.62568556LPNGLVIASLENYSPVSR 2 50592988 1xTMT6plex [N-Term] 1.117 3.640449047 25.5 0 2158.206934 3 720.0681152 -7.942527014 -0.005713872 91.070034464507869 VASP vasodilator-stimulated phosphoprotein 7408 NP_003361.1 45.78947368 1 18 18 137 380 39.805 8.94 1.06 1.05 1.02 1.04 Significant 0.000133 SGGGGLMEEMNAMLAR 16 4507869 1xTMT6plex [N-Term] 1.072 0.875 1.175 5.067650318 68.43 0 1852.89169 2 926.9478149 -1.800740543 -0.001668289 77.66582417SSSSVTTSETQPCTPSSSDYSDLQR 10 4507869 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.447 0.98 0.773 7.68879652 66.8 0 2936.326469 3 979.4456177 -1.419938382 -0.001389801 33.01490993MQPDQQVVINCAIVR 8 4507869 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.958 0.895 0.788 4.60626936 45.42 0 2000.061867 2 1000.534973 0.401342116 0.000401355 57.56617397
KMQPDQQVVINCAIVR 6 4507869 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C12] 1.333 1.4 1.806 5.975295067 54.47 1 2357.319762 3 786.4428101 -2.496476852 -0.001961665 54.61160942

QEEASGGPTAPK 12 4507869 2xTMT6plex [N-Term; K12] 0.965 0.963 0.958 4.038987637 61.46 0 1629.884821 2 815.4445801 -1.80224008 -0.001468722 22.23447036TPKDESANQEEPEAR 6 4507869 2xTMT6plex [N-Term; K3] 2.222 1.783 2.076 5.075158596 26.2 1 2159.098061 3 720.369751 -1.556775199 -0.00112041 18.44851167VQIYHNPTANSFR 10 4507869 1xTMT6plex [N-Term] 0.952 1.073 0.949 4.608340263 37.18 0 1775.939033 3 592.6503906 -1.35934002 -0.000804702 40.247116DESANQEEPEAR 14 4507869 1xTMT6plex [N-Term] 0.768 0.745 0.871 5.088655949 69.36 0 1603.739724 2 802.3729248 -0.717535775 -0.00057537 15.34171228VSKQEEASGGPTAPK 4 4507869 3xTMT6plex [N-Term; K3; K15] 1.355 1.562 3.171593428 15.59 1 2173.243158 3 725.0861206 0.299279169 0.000216802 30.38945554QVWGLNFGSK 4 4507869 2xTMT6plex [N-Term; K10] 1.016 0.982 3.643764734 48.24 0 1593.915333 2 797.4607544 -0.690884211 -0.000550605 69.20996665WLPAGTGPQAFSR 4 4507869 1xTMT6plex [N-Term] 2.209 2.295 3.306864738 30.72 0 1616.874642 2 808.9408569 -0.126424651 -0.000102206 61.05012313QQPGPSEHIER 6 4507869 1xTMT6plex [N-Term] 1.075 1.067 0.948 4.935204983 55.87 0 1506.786221 3 502.9337158 0.247978733 0.00012455 16.87992122ATVMLYDDGNKR 10 4507869 2xTMT6plex [N-Term; K11] 1.206 1.159 1.144 5.451850891 26.53 1 1840.999139 3 614.3376465 -0.409009901 -0.000250996 50.90887502VPAQSESVR 8 4507869 1xTMT6plex [N-Term] 0.952 0.957 1.045 3.3714149 46.62 0 1201.673817 2 601.3405151 -0.052473942 -3.15E-05 20.90695168VKQELLEEVK 3 4507869 3xTMT6plex [N-Term; K2; K10] 1.096 2.902439833 21.57 1 1902.187875 2 951.5914917 -6.397113409 -0.006084256 62.59611545QELLEEVKK 5 4507869 3xTMT6plex [N-Term; K8; K9] 1.166 1.121 0.973 3.429683447 5.18 1 1803.119461 3 601.711853 0.856522302 0.000514804 52.98547758KATQVGEK 5 4507869 3xTMT6plex [N-Term; K1; K8] 0.866 0.812 0.887 3.576742172 4.71 1 1547.972403 3 516.6621704 -0.287737385 -0.00014847 24.98463737ATQVGEK 6 4507869 2xTMT6plex [N-Term; K7] 0.773 1.046 0.808 3.114024639 27.3 0 1190.714508 2 595.8610229 0.219068833 0.000130424 21.48305807
4507879 VDAC1 voltage-dependent anion-selective channel protein 1 7416 NP_003365.1 74.91166078 1 16 17 717 283 30.754 8.54 0.96 0.94 1 0.97 Significant 0.000333

YQIDPDACFSAK 34 4507879 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 0.969 1.043 1.028 4.15875721 71.32 0 1872.956606 2 936.9823608 0.447997399 0.00041954 54.81678353
VTQSNFAVGYK 22 4507879 2xTMT6plex [N-Term; K11] 1.042 1.017 1.019 4.734601021 67.28 0 1671.947027 2 836.4778442 0.828074419 0.000692248 49.56573195LTFDSSFSPNTGK 61 4507879 2xTMT6plex [N-Term; K13] 0.847 0.89 0.94 5.477381706 64.56 0 1858.9951 2 930.0009155 -0.293274206 -0.000272598 61.02989596

EHINLGCDMDFDIAGPSIR 44 4507879 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C7] 0.997 1.045 1.021 6.042935371 63.79 0 2405.142696 3 802.3861084 0.447264653 0.000358578 59.70757901
EHINLGCDMDFDIAGPSIR 38 4507879 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.08 1.001 1.064 6.717525005 53.76 0 2389.147781 3 802.3861084 0.447264653 0.000358578 59.70757901WTEYGLTFTEK 25 4507879 2xTMT6plex [N-Term; K11] 0.994 1.014 0.983 4.892673016 64.98 0 1832.983472 2 916.9953003 -0.080963121 -7.42E-05 72.91635053VNNSSLIGLGYTQTLKPGIK 26 4507879 3xTMT6plex [N-Term; K16; K20] 0.883 0.962 0.922 5.972631454 45.25 0 2790.669626 4 698.4227905 -0.105200781 -7.34E-05 75.16532269LETAVNLAWTAGNSNTR 12 4507879 1xTMT6plex [N-Term] 1.051 1.043 0.825 5.05172348 42.43 0 2047.076983 3 683.0296631 -1.243994344 -0.000848851 67.78069976LTLSALIDGK 186 4507879 2xTMT6plex [N-Term; K10] 1.051 0.839 1.085 4.257020473 59.62 0 1488.940151 2 744.9736328 -0.108886176 -8.11E-05 88.34364063WNTDNTLGTEITVEDQLAR 58 4507879 1xTMT6plex [N-Term] 0.962 0.935 1.374 6.677095413 66.92 0 2405.214598 2 1203.108276 -2.212653137 -0.002660953 70.00887065GALVLGYEGWLAGYQMNFETAK 9 4507879 2xTMT6plex [N-Term; K22]; 1xOxidation [M16] 1.042 0.325 0.869 5.037416935 68.23 0 2892.500622 3 964.8374023 -1.026336426 -0.00098956 102.0128875GALVLGYEGWLAGYQMNFETAK 5 4507879 2xTMT6plex [N-Term; K22] 1.338 4.31 3.748673916 32.92 0 2876.505707 3 964.8374023 -1.026336426 -0.00098956 102.0128875KLETAVNLAWTAGNSNTR 40 4507879 2xTMT6plex [N-Term; K1] 0.954 0.99 0.997 6.355315685 55.14 1 2404.334878 2 1202.670044 -0.859385019 -0.001033125 70.91246617TDEFQLHTNVNDGTEFGGSIYQK 159 4507879 2xTMT6plex [N-Term; K23] 1.028 1.001 1.141 6.879459381 51.39 0 3058.515814 3 1020.175171 -1.587297559 -0.001618258 61.41714325NVNAGGHK 8 4507879 2xTMT6plex [N-Term; K8] 0.957 0.939 0.974 4.308132648 40.92 0 1254.73189 3 418.9155579 0.18370776 7.68E-05 16.42515458LTFDSSFSPNTGKK 9 4507879 3xTMT6plex [N-Term; K13; K14] 0.691 1.121 1.579 4.823109627 15.72 1 2216.252995 3 739.4199219 -3.511428984 -0.002594072 58.82980147GYGFGLIK 22 4507879 2xTMT6plex [N-Term; K8] 0.892 0.968 0.968 3.101670265 38.72 0 1312.80293 2 656.904541 -0.856273798 -0.000562059 65.47807067VTGSLETK 26 4507879 2xTMT6plex [N-Term; K8] 0.982 1.046 1.045 3.388046026 51.06 0 1292.782588 2 646.8944702 -0.714830414 -0.00046206 32.15790119LGLGLEFQA 26 4507879 1xTMT6plex [N-Term] 0.8 0.923 0.769 2.156320095 51.53 0 1176.682591 2 588.8448486 -0.1443842 -8.49E-05 81.6950412621614499 EZR ezrin 7430 NP_003370.2 65.52901024 1 30 46 565 586 69.37 6.27 0.95 0.91 0.91 0.92 Significant 0.000208 QLLTLSSELSQAR 18 21614499 1xTMT6plex [N-Term] 0.809 0.889 5.714274883 63.18 0 1674.958765 2 837.9830322 0.01358429 1.14E-05 68.30224837SQEQLAAELAEYTAK 28 21614499 2xTMT6plex [N-Term; K15] 0.929 0.875 0.917 6.007278442 73.09 0 2110.14322 2 1055.574219 -0.975943235 -0.00102969 73.7157906GTDLWLGVDALGLNIYEKDDK 10 21614499 3xTMT6plex [N-Term; K18; K21] 1.269 1.214 1.3 5.777606964 36.76 1 3022.670414 3 1008.226807 -1.504252036 -0.001515619 100.2368

EGILSDEIYCPPETAVLLGSYAVQAK 26 21614499 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C10] 0.931 1.062 0.947 5.845417976 56.2 0 3281.737952 3 1094.584473 0.278175395 0.0003043 100.0691907THNDIIHNENMR 12 21614499 1xTMT6plex [N-Term] 0.815 0.89 0.898 5.353929996 49.51 0 1722.854317 3 574.9567871 0.865574129 0.000497086 18.86626272IAQDLEMYGINYFEIK 26 21614499 2xTMT6plex [N-Term; K16] 1.015 0.799 0.766 4.326413631 52.88 0 2405.282691 3 802.4298706 -3.173025617 -0.002544008 104.9424853VTTMDAELEFAIQPNTTGK 8 21614499 2xTMT6plex [N-Term; K19] 0.809 0.832 0.946 5.226260662 31.87 0 2524.336911 3 847.4476929 -1.299238424 -0.001100166 68.31272471VTTMDAELEFAIQPNTTGK 10 21614499 2xTMT6plex [N-Term; K19]; 1xOxidation [M4] 1.134 1.009 1.035 5.513072968 52.44 0 2540.331826 3 847.4476929 -1.299238424 -0.001100166 68.31272471KAPDFVFYAPR 16 21614499 2xTMT6plex [N-Term; K1] 1.025 1.054 0.969 3.981814146 30.35 1 1769.015047 2 885.0102539 -1.026660289 -0.000908089 59.32896383ILQLCMGNHELYMR 4 21614499 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.047 1.108 4.887613773 33.55 0 2007.017559 3 669.6776123 0.36088078 0.000241431 81.22271451EVWYFGLHYVDNK 8 21614499 2xTMT6plex [N-Term; K13] 1.093 1.1 1.218 4.481934547 38.72 0 2128.126782 3 710.0473022 0.268314974 0.000190336 75.69406719FYPEDVAEELIQDITQK 12 21614499 2xTMT6plex [N-Term; K17] 0.829 0.91 0.793 5.88064909 44.01 0 2496.327392 3 832.7770386 -4.33819994 -0.003609856 112.8616622KPDTIEVQQMK 14 21614499 3xTMT6plex [N-Term; K1; K11] 0.922 0.994 0.933 5.863446712 38.16 0 2004.176659 2 1002.591858 -0.10949618 -0.000109725 55.91837434KGTDLWLGVDALGLNIYEKDDK 2 21614499 4xTMT6plex [N-Term; K1; K19; K22] 0.896 4.421481133 16.29 2 3379.928308 4 845.734314 -3.811474519 -0.003220628 95.54237031DNAMLEYLK 24 21614499 2xTMT6plex [N-Term; K9] 0.868 0.891 0.934 3.779462099 52.09 0 1554.860186 2 777.9328003 -1.197718019 -0.000931142 64.36798727APDFVFYAPR 28 21614499 1xTMT6plex [N-Term] 1.009 1.01 0.959 3.865301609 34.57 0 1411.757152 2 706.3822632 0.068947544 4.87E-05 73.54742558RKEDEVEEWQHR 16 21614499 2xTMT6plex [N-Term; K2] 0.859 0.883 0.883 5.429102421 25.03 2 2099.103421 2 1050.054077 -1.211714058 -0.001271757 23.55308946RKPDTIEVQQMK 19 21614499 3xTMT6plex [N-Term; K2; K12] 0.892 1.044 1.003 4.955518246 13.39 1 2160.27777 4 540.8242188 -1.261175779 -0.000681122 50.401318GMLKDNAMLEYLK 6 21614499 3xTMT6plex [N-Term; K4; K13] 1.771 2.165 3.492 4.312571526 18.88 1 2213.264093 3 738.4258423 -0.505947092 -0.000373265 77.73434611IGFPWSEIR 12 21614499 1xTMT6plex [N-Term] 0.761 0.771 0.764 3.396034718 34.38 0 1333.746588 2 667.3765869 -0.517745936 -0.000345271 90.15629347KENPLQFK 13 21614499 3xTMT6plex [N-Term; K1; K8] 0.981 0.985 0.9 3.64374876 19.45 1 1691.045903 3 564.3529053 -1.029002042 -0.00058003 52.32750361
ILQLCMGNHELYMR 3 21614499 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C5] 0.748 2.918274641 11.05 0 2023.012474 3 669.6776123 0.36088078 0.000241431 81.22271451LALLEEAR 28 21614499 1xTMT6plex [N-Term] 0.911 1.007 0.901 3.322091341 45.51 0 1143.69349 2 572.3500977 -0.499152531 -0.000285439 54.84841635QLFDQVVK 9 21614499 2xTMT6plex [N-Term; K8] 1.168 0.963 0.812 3.68286252 39.86 0 1434.872072 2 717.9394531 -0.308041399 -0.000221 116.5285573SGYLSSER 6 21614499 1xTMT6plex [N-Term] 0.852 1.134 0.825 2.940094948 28.81 0 1127.589418 2 564.2977905 -0.987926362 -0.000556988 22.11969181ELSEQIQR 10 21614499 1xTMT6plex [N-Term] 0.96 0.929 0.819 3.404554605 33.73 0 1231.684381 2 616.3468018 1.579565069 0.000972763 26.07720554ALQLEEER 4 21614499 1xTMT6plex [N-Term] 0.927 0.96 3.187311649 39.18 0 1216.673482 2 608.8407593 0.624320903 0.000379797 33.18091175EAQDDLVK 14 21614499 2xTMT6plex [N-Term; K8] 0.89 0.813 0.834 3.64987731 43.05 0 1375.783316 2 688.3944092 -1.289752975 -0.00088721 33.67695837

RKPDTIEVQQMK 5 21614499 3xTMT6plex [N-Term; K2; K12]; 1xOxidation [M11] 0.911 0.974 3.676013947 4.98 1 2176.272685 4 540.8242188 -1.261175779 -0.000681122 50.401318
THNDIIHNENMR 4 21614499 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.949 0.887 3.13995409 25.61 0 1738.849232 3 574.9567871 0.865574129 0.000497086 18.86626272FVIKPIDK 15 21614499 3xTMT6plex [N-Term; K4; K8] 1.036 0.998 0.845 2.666595459 6.03 0 1647.081226 3 549.6985474 -0.08301968 -4.56E-05 74.24880845AQEEAER 8 21614499 1xTMT6plex [N-Term] 1.113 0.862 0.791 2.673082352 33.4 0 1061.542468 2 531.2744141 -0.863578262 -0.000458362 13.94471724EKEELMLR 12 21614499 2xTMT6plex [N-Term; K2] 0.921 0.886 0.919 3.546473265 24.78 1 1505.876171 2 753.4415283 -0.259423306 -0.00019533 39.17548693ENPLQFK 8 21614499 2xTMT6plex [N-Term; K7] 0.919 0.84 1.027 2.85674262 36.41 0 1333.788008 2 667.397522 -0.18021956 -0.000120187 51.51543361VSAQEVR 6 21614499 1xTMT6plex [N-Term] 0.863 0.919 0.963 2.902739048 35.3 0 1017.589025 2 509.2976685 -0.947588775 -0.000482128 20.16866879LFFLQVK 9 21614499 2xTMT6plex [N-Term; K7] 1.045 1.021 1.081 3.088117599 32.58 0 1352.870615 2 676.9381714 -1.144985001 -0.000774508 91.36022758LQDYEEK 18 21614499 2xTMT6plex [N-Term; K7] 0.904 0.936 0.912 3.378579855 42.02 0 1382.756767 2 691.8811646 -1.239978338 -0.000857294 35.34827927GFPTWLK 14 21614499 2xTMT6plex [N-Term; K7] 1.101 1.028 1.054 2.625359297 35.72 0 1306.792365 2 653.8994751 -0.529001168 -0.000345647 74.13014835QQLETEK 12 21614499 2xTMT6plex [N-Term; K7] 0.832 0.867 0.832 3.223913431 34.58 0 1333.772751 2 667.3894653 -0.822820781 -0.000548728 25.14822074QAVDQIK 13 21614499 2xTMT6plex [N-Term; K7] 0.992 0.944 0.97 3.488691568 35.28 0 1259.772358 2 630.3900146 0.313577983 0.000197518 31.35770916IDEFEAL 15 21614499 1xTMT6plex [N-Term] 0.775 0.699 0.704 2.335324049 52.24 0 1065.566558 2 533.2862549 -1.243098674 -0.000662302 112.1060313NISFNDK 10 21614499 2xTMT6plex [N-Term; K7] 0.797 0.811 0.772 3.34352541 34.4 0 1295.735972 2 648.3721313 0.782532348 0.000506978 50.49453095NISFNDKK 6 21614499 3xTMT6plex [N-Term; K7; K8] 1.981 1.835 1.552 2.883706331 0.59 1 1652.993867 3 551.6688843 -1.069270736 -0.000589166 38.34849925IQVWHAEHR 8 21614499 1xTMT6plex [N-Term] 0.959 1.03 1.42 3.505108833 16.92 0 1404.769783 3 468.9276428 -1.001988525 -0.000469188 28.51567711QQLETEKK 2 21614499 3xTMT6plex [N-Term; K7; K8] 1.372 1.255 2.455420971 1 1691.030646 3 564.3473511 -1.860692088 -0.001048829 27.21059187DDKLTPK 12 21614499 3xTMT6plex [N-Term; K3; K7] 1.161 1.075 1.205 2.786078215 18.36 1 1503.934955 2 752.4699707 -1.522993891 -0.001145242 28.88107203KFVIKPIDK 2 21614499 4xTMT6plex [N-Term; K1; K5; K9] 1.207 2.595144749 1 2004.339121 4 501.8397827 -0.907810762 -0.00045489 59.18755399KVSAQEVR 4 21614499 2xTMT6plex [N-Term; K1] 1.085 0.917 2.8355124 14.19 1 1374.84692 3 458.9537964 -0.060806656 -2.79E-05 20.72005625ITEAEKNER 5 21614499 2xTMT6plex [N-Term; K6] 1.265 1.317 0.537 3.376259327 1.42 1 1547.879342 3 516.6309204 -0.732446968 -0.000377913 21.74292321FVIKPIDKK 5 21614499 4xTMT6plex [N-Term; K4; K8; K9] 1.363 1.681 1.114 2.741298437 1 2004.339121 3 668.7842407 -0.47478095 -0.000317207 59.5355543362414289 VIM vimentin 7431 NP_003371.2 88.19742489 1 43 47 2184 466 53.619 5.12 1.26 1.25 1.22 1.24 Significant 0.0000934 SLYASSPGGVYATR 45 62414289 1xTMT6plex [N-Term] 1.348 1.432 1.35 5.316832542 65.37 0 1657.874701 2 829.4406128 -0.453703806 -0.000376092 38.46458635VESLQEEIAFLK 30 62414289 2xTMT6plex [N-Term; K12] 1.133 1.097 1.029 4.891708374 66.8 0 1864.083186 2 932.5440674 -1.248986307 -0.001164107 86.84355788TYSLGSALRPSTSR 52 62414289 1xTMT6plex [N-Term] 1.34 1.084 1.68 5.255058765 39.61 0 1724.949263 3 575.6553345 1.26794916 0.000729049 36.96428524TNEKVELQELNDR 13 62414289 2xTMT6plex [N-Term; K4] 1.983 1.162 2.107 4.277112007 42.7 1 2046.123154 2 1023.565125 -0.088526715 -9.06E-05 40.05316259KLHEEEIQELQAQIQEQHVQIDVDVSKPDLTAALR 33 62414289 3xTMT6plex [N-Term; K1; K27] 1.328 1.604 1.357 10.0988884 28.79 1 4738.598257 5 948.526123 0.686161645 0.000650289 80.08619112KVESLQEEIAFLK 73 62414289 3xTMT6plex [N-Term; K1; K13] 1.295 1.332 1.231 7.083723068 45.63 1 2221.341081 2 1111.172852 -1.195140639 -0.001327408 80.1081304LHEEEIQELQAQIQEQHVQIDVDVSKPDLTAALR 36 62414289 2xTMT6plex [N-Term; K26] 1.272 1.388 1.28 9.611918449 43.98 0 4381.340362 5 877.0736084 -0.325662399 -0.000285368 84.10879653ISLPLPNFSSLNLR 158 62414289 1xTMT6plex [N-Term] 1.433 1.251 1.1 4.239822388 65.55 0 1800.058085 2 900.5324097 -0.301375865 -0.000271247 109.0057785QVQSLTCEVDALKGTNESLER 6 62414289 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 3.869 0.01 4.298 7.101752281 35.51 1 2835.492242 3 945.8352051 -0.416300072 -0.000393472 66.99352797

LQEEMLQREEAENTLQSFR 6 62414289 1xTMT6plex [N-Term] 3.099 2.82 100 5.745303631 28.08 1 2580.292531 3 860.7678223 -1.401842265 -0.001205721 59.60467583
QVQSLTCEVDALK 60 62414289 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.29 1.295 1.257 5.834023476 95.71 0 1949.077784 2 975.041748 -0.802526335 -0.000782093 65.17566624

ILLAELEQLKGQGK 31 62414289 3xTMT6plex [N-Term; K10; K14] 1.375 1.287 0.043 4.764948368 28.69 1 2227.399265 3 743.1377563 -0.246523845 -0.000183036 99.86491675LLQDSVDFSLADAINTEFK 187 62414289 2xTMT6plex [N-Term; K19] 1.092 1.236 1.367 6.790540218 64.88 0 2584.391055 2 1292.699219 0.041015464 5.30E-05 108.1489049EEAENTLQSFR 50 62414289 1xTMT6plex [N-Term] 1.241 1.235 1.23 4.836228371 56.69 0 1552.780466 2 776.8933716 -0.643926144 -0.000499938 37.31862336MALDIEIATYR 48 62414289 1xTMT6plex [N-Term] 1.098 0.881 1.109 4.478481293 52.47 0 1524.829331 2 762.9178467 -0.599556033 -0.00045711 71.40076751ETNLDSLPLVDTHSK 67 62414289 2xTMT6plex [N-Term; K15] 1.356 1.274 1.294 6.097552776 58.05 0 2127.169769 3 709.7272949 -1.146045986 -0.000812611 59.7570072EMEENFAVEAANYQDTIGR 40 62414289 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.953 0.979 1.164 6.290423393 64.08 0 2432.123735 3 806.0477295 -0.07627219 -6.14E-05 71.87997721EMEENFAVEAANYQDTIGR 113 62414289 1xTMT6plex [N-Term] 1.095 1.081 1.121 7.310652256 70.8 0 2416.12882 3 806.0477295 -0.07627219 -6.14E-05 71.87997721LLQDSVDFSLADAINTEFKNTR 4 62414289 2xTMT6plex [N-Term; K19] 2.216 3.548 5.960739136 34.07 1 2955.582772 3 985.864624 -1.168233122 -0.001150937 96.6684839ILLAELEQLK 80 62414289 2xTMT6plex [N-Term; K10] 1.307 1.283 1.246 4.939557552 65.03 0 1628.039865 2 814.5236206 0.061098588 4.97E-05 105.0130588DGQVINETSQHHDDLE 76 62414289 1xTMT6plex [N-Term] 1.116 1.05 1.196 5.213348389 50.2 0 2065.962406 2 1033.484131 -0.687878562 -0.000710566 27.36426146NLQEAEEWYK 65 62414289 2xTMT6plex [N-Term; K10] 1.323 1.351 1.242 5.224119186 57.66 0 1767.931771 2 884.4689941 -0.599287126 -0.000529749 58.73415497VEVERDNLAEDIMR 22 62414289 1xTMT6plex [N-Term] 2.297 2.023 1.747 4.610412121 39.02 1 1917.990141 2 959.4998779 1.218874552 0.001168895 52.16711739LGDLYEEEMR 24 62414289 1xTMT6plex [N-Term] 1.084 1.134 1.046 4.033453941 54.97 0 1483.730011 2 742.3682251 -0.564290458 -0.000418627 52.77142501QDVDNASLAR 24 62414289 1xTMT6plex [N-Term] 1.46 1.424 1.389 4.037203312 66.76 0 1317.696009 2 659.3516846 0.063664627 4.19E-05 20.60430501TVETRDGQVINETSQHHDDLE 6 62414289 1xTMT6plex [N-Term] 1.189 1.222 1.353 6.80981636 28.59 1 2652.269881 4 663.8219604 -1.458740362 -0.000967243 27.27158315LQDEIQNMKEEMAR 30 62414289 2xTMT6plex [N-Term; K9] 1.276 1.34 1.607 5.779996395 28.08 1 2193.140794 2 1097.067627 -5.844095274 -0.006408462 67.64581234MALDIEIATYR 23 62414289 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.286 1.303 1.413 4.137924194 48.53 0 1540.824246 2 762.9178467 -0.599556033 -0.00045711 71.40076751FADLSEAANR 19 62414289 1xTMT6plex [N-Term] 1.315 1.247 1.212 3.974994421 58.4 0 1322.690195 2 661.8502808 2.336074955 0.001544952 41.55282911EYQDLLNVK 61 62414289 2xTMT6plex [N-Term; K9] 1.25 1.279 1.221 4.571442127 47.34 0 1579.909579 2 790.458313 -0.145504174 -0.000114942 58.70923219QQYESVAAK 42 62414289 2xTMT6plex [N-Term; K9] 1.393 1.45 1.413 4.707810402 49.96 0 1481.836414 2 741.4213867 -0.619179345 -0.000458761 38.15706362QVDQLTNDK 41 62414289 2xTMT6plex [N-Term; K9] 1.118 1.019 1.11 4.177579403 45.95 0 1518.852793 2 759.9301758 0.185872193 0.000141156 32.17127564EKLQEEMLQR 21 62414289 2xTMT6plex [N-Term; K2] 1.143 1.087 1.076 3.588886499 31.4 1 1761.993326 2 881.4994507 -0.96527767 -0.000850406 41.0356754DNLAEDIMR 20 62414289 1xTMT6plex [N-Term] 0.99 1 1.053 3.880704403 53.27 0 1305.667017 2 653.3366699 -0.730282865 -0.000476753 50.01023422LQDEIQNMK 12 62414289 2xTMT6plex [N-Term; K9] 0.785 0.792 0.897 3.907486677 50.03 0 1576.876899 2 788.9423218 0.296804835 0.000234012 51.72804804VELQELNDR 12 62414289 1xTMT6plex [N-Term] 1.034 0.95 0.961 3.810653687 41.48 0 1344.73206 2 672.8696899 0.03233567 2.17E-05 112.8958576LGDLYEEEMR 34 62414289 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.176 0.986 1.026 2.855048895 35.84 0 1499.724926 2 742.3682251 -0.564290458 -0.000418627 52.77142501LQDEIQNMKEEMAR 39 62414289 2xTMT6plex [N-Term; K9]; 1xOxidation [M] 1.28 1.287 1.292 3.267478943 16.97 1 2209.135709 2 1097.067627 -5.844095274 -0.006408462 67.64581234KLLEGEESR 37 62414289 2xTMT6plex [N-Term; K1] 1.34 1.343 1.376 4.076782703 24.74 1 1518.889178 2 759.9473877 -1.105662875 -0.00083969 28.7671164MFGGPGTASRPSSSR 19 62414289 1xTMT6plex [N-Term] 1.374 1.609 1.328 5.187467575 30.47 0 1723.874718 3 575.2967529 0.572912319 0.00032921 25.82951486LQDEIQNMK 16 62414289 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 0.852 1.058 0.89 2.854710817 39.69 0 1592.871814 2 788.9423218 0.296804835 0.000234012 51.72804804GTNESLER 42 62414289 1xTMT6plex [N-Term] 1.292 1.169 1.202 3.351238012 37.06 0 1134.595232 2 567.8001099 -2.017400896 -0.001144467 16.30169987LQEEMLQR 12 62414289 1xTMT6plex [N-Term] 0.938 0.83 0.73 3.252043962 41.92 0 1275.692838 2 638.3499756 -0.12780359 -8.15E-05 36.3484929SVSSSSYR 67 62414289 1xTMT6plex [N-Term] 1.069 1.254 1.173 3.758638144 36.8 0 1101.573768 2 551.2901611 -0.656065346 -0.000361352 16.85471454SYVTTSTR 18 62414289 1xTMT6plex [N-Term] 1.294 1.376 1.499 3.539800406 38.44 0 1143.620719 2 572.3135986 -0.697682686 -0.000398942 18.28162704LQDEIQNMKEEMAR 13 62414289 2xTMT6plex [N-Term; K9]; 2xOxidation [M8; M12] 1.707 1.653 1.802 2.702626944 24.8 1 2225.130624 2 1097.067627 -5.844095274 -0.006408462 67.64581234
FANYIDK 58 62414289 2xTMT6plex [N-Term; K7] 1.221 1.399 1.32 3.214106083 36.78 0 1328.761459 2 664.8842773 -0.13587277 -9.03E-05 54.31403288FLEQQNK 102 62414289 2xTMT6plex [N-Term; K7] 0.512 0.47 0.529 2.730433941 35.3 0 1364.793821 2 682.9000854 -0.679261254 -0.000463526 6.919100293DNLAEDIMR 18 62414289 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.061 1.137 1.057 2.500025511 32.08 0 1321.661932 2 653.3366699 -0.730282865 -0.000476753 50.01023422QESTEYR 12 62414289 1xTMT6plex [N-Term] 1.192 1.309 1.372 2.744812727 30.91 0 1141.568683 2 571.2876587 -0.562548007 -0.000321094 15.46740135LLEGEESR 14 62414289 1xTMT6plex [N-Term] 1.114 1.13 1.232 3.360977173 42.45 0 1161.631283 2 581.3196411 0.621898336 0.000361208 28.18424455EKLQEEMLQREEAENTLQSFR 1 62414289 2xTMT6plex [N-Term; K2] 0.781 2.702159882 2 3066.593019 4 767.3990479 -6.084000595 -0.004664288 58.13111887LQEEMLQR 17 62414289 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.133 1.078 1.427 2.264095783 26.77 0 1291.687753 2 638.3499756 -0.12780359 -8.15E-05 36.3484929SSVPGVR 12 62414289 1xTMT6plex [N-Term] 1.21 1.232 1.366 2.449281216 30.83 0 930.5569962 2 465.7819519 -0.396548957 -0.000184506 20.38131216QESTEYRR 10 62414289 1xTMT6plex [N-Term] 2.165 2.316 1.969 3.366785765 23.53 1 1297.669794 3 433.2278137 -0.698172906 -0.000301999 14.69897167MFGGPGTASRPSSSR 4 62414289 1xTMT6plex [N-Term]; 1xOxidation [M1] 2.455 1.891 2.991611004 17.16 0 1739.869633 3 575.2967529 0.572912319 0.00032921 25.82951486EKLQEEMLQR 9 62414289 2xTMT6plex [N-Term; K2]; 1xOxidation [M7] 1.42 1.265 1.169 2.238639116 11.48 1 1777.988241 2 881.4994507 -0.96527767 -0.000850406 41.03567544507903 VRK1 serine/threonine-protein kinase VRK1 7443 NP_003375.1 39.8989899 1 12 12 57 396 45.447 8.91 1.53 1.65 1.54 1.57 Significant 0.000596 EIEESKEPGVEDTEWSNTQTEEAIQTR 2 4507903 2xTMT6plex [N-Term; K6] 1.747 4.772339821 33.13 1 3593.749515 3 1198.588379 0.297388214 0.000356246 49.52164691ILDILEYIHEHEYVHGDIK 10 4507903 2xTMT6plex [N-Term; K19] 1.671 1.652 1.818 5.392141819 37.21 0 2794.517987 4 699.3847656 -0.2698426 -0.00018852 98.39291647NPDQVYLVDYGLAYR 12 4507903 1xTMT6plex [N-Term] 2.51 2.305 1.634 5.046296597 42.68 0 2015.043557 2 1008.025696 0.276788837 0.000278871 69.72283024LLDYTEKPLYENLR 4 4507903 2xTMT6plex [N-Term; K7] 0.948 1.439 0.859 3.956828833 13.61 0 2225.25819 3 742.4243774 0.174642305 0.000129541 69.26358722ASNLLLNYK 10 4507903 2xTMT6plex [N-Term; K9] 1.309 1.64 1.498 4.169598579 56.05 0 1493.909185 2 747.4581909 -0.0536606 -4.01E-05 68.58012232ENIASLMDK 3 4507903 2xTMT6plex [N-Term; K9] 1.574 1.268 2.995352745 41.33 0 1478.828886 2 739.9170532 -1.390495349 -0.001028152 59.92103725HLAEQFAVGEIITDMAK 2 4507903 2xTMT6plex [N-Term; K17] 100 2.062511921 1.31 0 2331.278274 3 777.7629395 -1.719580485 -0.001336274 99.43150288TVLQLSLR 2 4507903 1xTMT6plex [N-Term] 1.07 2.820511341 23.58 0 1158.740774 2 579.8740845 0.102011869 5.91E-05 57.28503057AAKPEQIQK 6 4507903 3xTMT6plex [N-Term; K3; K9] 2.137 2.005 2.556 3.634018898 5.24 0 1700.067366 3 567.3603516 -0.508751898 -0.000288304 32.17172488FGSDLQK 4 4507903 2xTMT6plex [N-Term; K7] 1.165 1.019 2.373364925 11.26 0 1252.730158 2 626.8675537 -1.858092191 -0.001163844 43.31371882DILLQGLK 1 4507903 2xTMT6plex [N-Term; K8] 3.2161448 1.26 0 1357.881908 2 679.4439697 -0.917036207 -0.000622613 70.02394426DDGKLDLSVVENGGLK 1 4507903 3xTMT6plex [N-Term; K4; K16] 1.387 2.508666515 1 2346.348351 3 782.7838135 -4.885988181 -0.00382141 61.51793424

116008447 CLIP2 CAP-Gly domain-containing linker protein 2 isoform 1 7461 NP_003379.3 9.177820268 1 8 9 46 1046 115.708 6.67 1.22 1.2 1.24 1.22 Significant 0.0000896
DALDQAQQVEK 14 116008447 2xTMT6plex [N-Term; K11] 1.376 1.289 1.191 4.8193717 72.32 0 1702.937585 2 851.9732666 0.981711332 0.000835897 36.43298494

GEWCGVELDEPLGK 2 116008447 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 0.67 3.1261518 12.73 0 2047.057048 3 683.0239868 0.175373334 0.000119666 66.5917091
AQHEQYVAEAEEK 4 116008447 2xTMT6plex [N-Term; K13] 1.382 1.297 3.968220472 28.5 0 1990.028191 3 664.0128174 -2.15659335 -0.001430561 28.84212966AQLEVQASQHR 10 116008447 1xTMT6plex [N-Term] 1.152 1.139 1.002 4.600650311 40.58 0 1495.817855 3 499.2775574 0.176371167 8.79E-05 22.33874223YSLIDPSSAPELLR 2 116008447 1xTMT6plex [N-Term] 0.877 4.442141056 45.14 0 1789.989731 2 895.4970703 -1.601587401 -0.001433413 72.70304607FGLFAPIHK 4 116008447 2xTMT6plex [N-Term; K9] 1.255 1.035 3.504678965 38.39 0 1487.913877 3 496.6427307 -0.159976549 -7.93E-05 70.84921352YAQEVAGLK 2 116008447 2xTMT6plex [N-Term; K9] 1.124 3.015929699 24.29 0 1436.851336 2 718.9283447 -1.338577504 -0.000961668 46.30244488AYQAEVDK 2 116008447 2xTMT6plex [N-Term; K8] 1.208 3.041835546 18.08 0 1381.772751 2 691.3901367 0.177538238 0.000122659 29.23816181KVDALLK 6 116008447 3xTMT6plex [N-Term; K1; K7] 1.178 1.209 1.404 3.243299246 19.04 1 1473.997162 3 492.0020142 -3.848324596 -0.001890807 50.43666713209529711 CORO2A coronin-2A 7464 NP_003380.3 21.9047619 1 11 12 77 525 59.725 8.05 0.91 0.97 0.93 0.93 Significant 0.000354 WNPFDDFEIASCSEDATIK 10 209529711 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C12] 0.769 0.981 0.898 4.757351875 50.55 0 2703.301254 3 901.7695923 -2.600625632 -0.002343425 92.57661291

AGTVLQEASYK 6 209529711 2xTMT6plex [N-Term; K11] 0.864 0.873 0.924 5.282862186 67.49 0 1624.931043 2 812.9688721 -0.354113104 -0.000287705 45.19818083GLDVSSCEIFR 6 209529711 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.947 0.866 1.076 3.65875411 49.66 0 1511.772545 2 756.3908691 1.268048727 0.000958501 56.81530939TENELLQMFYR 6 209529711 1xTMT6plex [N-Term] 1.388 0.916 4.29118681 52.36 0 1672.856608 2 836.9318848 -0.068965116 -5.77E-05 81.3650587SLIEPISMIVPR 11 209529711 1xTMT6plex [N-Term] 1.096 1.011 1.848 4.208213806 61.1 0 1583.939216 2 792.473938 0.873522512 0.000691803 86.38674695VLFLGNLK 6 209529711 2xTMT6plex [N-Term; K8] 0.931 0.922 1.043 2.918292761 22.22 0 1361.892079 2 681.4500122 0.491179935 0.000334467 82.05314655QLELEIK 10 209529711 2xTMT6plex [N-Term; K7] 0.838 1.064 1.155 2.859752655 34.84 0 1330.834624 2 665.9207153 -0.352760538 -0.000234733 57.89213916GNVLDVK 2 209529711 2xTMT6plex [N-Term; K7] 0.872 2.284456253 31.36 0 1202.750894 2 601.8790283 -0.094723999 -5.70E-05 46.27231265LAAEDGWR 6 209529711 1xTMT6plex [N-Term] 1.221 0.937 1.024 2.520575762 19.09 0 1146.610488 2 573.8079224 -1.674617019 -0.000960067 36.22097905LLNQTEK 6 209529711 2xTMT6plex [N-Term; K7] 0.897 1.05 0.901 3.049498796 22.95 0 1303.798572 2 652.4047241 2.760596816 0.001799631 37.71970829LDPHYPK 4 209529711 2xTMT6plex [N-Term; K7] 0.912 0.881 2.402583838 13.33 0 1327.777443 3 443.2637634 -0.531720734 -0.000235336 36.75954476GIGVMPK 8 209529711 2xTMT6plex [N-Term; K7] 0.901 0.908 1.985875249 16.7 0 1159.727322 2 580.3677979 0.859911728 0.000498632 45.142493784507943 XPO1 exportin-1 7514 NP_003391.1 36.88141923 1 31 31 284 1071 123.306 6.06 1.09 1.08 1.08 1.08 Significant 0.00000947 VDTILEFSQNMNTK 12 4507943 2xTMT6plex [N-Term; K14] 0.771 1.029 1.247 3.527865171 46.24 0 2098.125462 2 1049.56665 0.26804939 0.000281201 80.66191439YYGLQILENVIK 16 4507943 2xTMT6plex [N-Term; K12] 1.138 1.177 0.989 5.015769005 65.49 0 1911.135556 2 956.0704956 -0.963677881 -0.00092086 105.0574585LLSEEVFDFSSGQITQVK 20 4507943 2xTMT6plex [N-Term; K18] 1.201 1.175 1.256 5.435241222 64.57 0 2485.359027 2 1243.182739 -0.331796882 -0.000412317 92.98352685SNDPQMVAENFVPPLLDAVLIDYQR 7 4507943 1xTMT6plex [N-Term] 1.301 0.62 0.833 7.507744789 55.36 0 3073.586587 3 1025.199951 -0.41873373 -0.000429005 112.6577851
TSESLCQNNMVILK 6 4507943 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.105 0.989 3.73006773 25.81 0 2095.129167 3 699.0470581 -1.215291942 -0.000848731 60.90579927

LDINLLDNVVNCLYHGEGAQQR 21 4507943 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.131 1.125 1.144 6.737476826 53.3 0 2770.414377 4 693.3591919 0.202228999 0.000140065 105.3773248
NLNTLCWAIGSISGAMHEEDEKR 5 4507943 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C6] 3.141 1.437 1.676 7.095598698 36.22 1 3089.554859 4 773.1437378 -0.562575583 -0.000434527 94.20242705EFAGEDTSDLFLEER 10 4507943 1xTMT6plex [N-Term] 0.785 0.805 0.774 4.848163605 61.07 0 1986.949382 2 993.9761963 -2.147030978 -0.002133021 62.45607504QMSVPGIFNPHEIPEEMCD 12 4507943 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.262 1.144 1.198 4.25300312 35.87 0 2459.124269 3 820.37677 -3.461297794 -0.002837254 76.95880603VDTILEFSQNMNTK 7 4507943 2xTMT6plex [N-Term; K14]; 1xOxidation [M11] 1.204 1.126 1.377 3.8072052 35.3 0 2114.120377 2 1049.56665 0.26804939 0.000281201 80.66191439

TSSDPTCVEK 18 4507943 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.383 1.238 1.208 3.13774085 49.2 0 1581.819444 2 791.4130249 -0.423996124 -0.000335343 24.54448177
IYLDMLNVYK 14 4507943 2xTMT6plex [N-Term; K10] 1.148 1.252 1.329 4.329567432 37.28 0 1729.996286 3 577.3362427 -1.220223808 -0.000703661 91.62263607YMLLPNQVWDSIIQQATK 9 4507943 2xTMT6plex [N-Term; K18] 1.029 1.072 0.865 5.432728291 41.92 0 2606.441651 3 869.484375 -1.181307857 -0.001026337 112.5451887YMLLPNQVWDSIIQQATK 14 4507943 2xTMT6plex [N-Term; K18]; 1xOxidation [M2] 1.076 1.176 1.055 4.025599957 29.59 0 2622.436566 3 869.484375 -1.181307857 -0.001026337 112.5451887ICLEYWNHLAAELYR 2 4507943 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.724 3.283712626 0.55 0 2180.116011 3 727.3770752 0.30335814 0.000220452 97.09405808

NLNTLCWAIGSISGAMHEEDEKR 2 4507943 2xTMT6plex [N-Term; K22]; 1xOxidation [M16]; 1xCarbamidomethyl [C6] 1.129 3.965301275 2.77 1 3105.549774 4 773.1437378 -0.562575583 -0.000434527 94.20242705
NVDILKDPETVK 4 4507943 3xTMT6plex [N-Term; K6; K12] 1.181 0.988 3.175026417 16.06 1 2058.241367 3 686.7514648 -0.74143333 -0.000508683 57.02276334QLYLPMLFK 8 4507943 2xTMT6plex [N-Term; K9] 0.947 1.14 1.145 3.517095566 36.25 0 1610.974428 2 805.9900513 -0.99460979 -0.000801145 101.5766372ISTSLNPGNPVNNQIFLQEYVANLLK 4 4507943 2xTMT6plex [N-Term; K26] 0.92 1.205 2.709625244 24.16 0 3344.861847 3 1115.624146 -1.184983639 -0.001321202 112.5771109QMLPLNTNIR 4 4507943 1xTMT6plex [N-Term] 1.3 1.393 3.309092283 30.19 0 1428.819435 2 714.9118042 -2.171906041 -0.001551631 63.67177319EPEVLSTMAIIVNK 2 4507943 2xTMT6plex [N-Term; K14] 1.258 3.764678001 21.49 0 2002.16587 3 668.0609741 1.248164959 0.000833011 93.53765082DTDSINLYK 8 4507943 2xTMT6plex [N-Term; K9] 1.087 1.145 1.041 3.577163219 52.67 0 1526.846645 2 763.927124 0.214033856 0.000163398 46.45244615AVGHPFVIQLGR 8 4507943 1xTMT6plex [N-Term] 1.149 1.247 3.524195671 28.04 0 1522.905548 2 761.9553833 -1.351323751 -0.001028969 53.02823888YVVGLIIK 6 4507943 2xTMT6plex [N-Term; K8] 1.155 1.152 3.307444096 41.87 0 1362.91248 2 681.9593506 -0.774369698 -0.000527699 78.65890621DFEEYPEHR 6 4507943 1xTMT6plex [N-Term] 1.059 1.071 1.036 3.254222155 33.64 0 1450.680024 3 484.2316895 0.338399486 0.000163636 24.55357549LISTLIYK 10 4507943 2xTMT6plex [N-Term; K8] 0.674 0.653 0.617 3.765226603 34.78 0 1408.917959 2 704.961731 -1.25906262 -0.000886958 80.96573928QLLDFSQK 8 4507943 2xTMT6plex [N-Term; K8] 1.03 1.282 1.16 3.00323987 37.11 0 1436.851336 2 718.9295654 0.360558787 0.000259035 56.2369233FLNVPMFR 6 4507943 1xTMT6plex [N-Term] 0.566 0.708 0.595 2.908563614 28.85 0 1252.707366 2 626.8571777 -0.228873285 -0.000143356 79.20986012LISGWVSR 6 4507943 1xTMT6plex [N-Term] 1.026 1.067 1.315 3.170962334 33.82 0 1146.683259 2 573.8453979 0.226739542 0.000129999 64.48411825LVLDSIIWAFK 2 4507943 2xTMT6plex [N-Term; K11] 0.66 2.114957571 13.03 0 1763.08715 2 882.0480957 1.001150879 0.000882558 113.1486057

NQCEGIK 4 4507943 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.952 1.021 2.957777739 25.7 0 1306.718942 2 653.8633423 0.356457917 0.000232895 21.70102232
DFLVQIK 6 4507943 2xTMT6plex [N-Term; K7] 0.798 0.737 0.615 2.672215462 33.04 0 1320.829144 2 660.9160156 -3.323382149 -0.00219481 66.51913266FLVTVIK 12 4507943 2xTMT6plex [N-Term; K7] 1.284 1.301 1.337 2.939567089 35.97 0 1277.859716 2 639.434082 0.916612743 0.000585651 80.19444946QLGSILK 2 4507943 2xTMT6plex [N-Term; K7] 1.017 2.234769583 9.02 0 1216.80293 2 608.9049072 -0.321906584 -0.000195848 55.82265408IYLDMLNVYK 2 4507943 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 1.255 1.924714446 6.19 0 1745.991201 3 577.3362427 -1.220223808 -0.000703661 91.62263607SNDPQMVAENFVPPLLDAVLIDYQR 1 4507943 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.932 3.433895826 0 3089.581502 3 1025.199951 -0.41873373 -0.000429005 112.65778514507955 YY1 transcriptional repressor protein YY1 7528 NP_003394.1 12.80193237 1 5 5 25 414 44.685 6.25 1.28 1.31 1.37 1.32 Significant 0.000402 EEVVGGDDSDGLR 5 4507955 1xTMT6plex [N-Term] 0.852 0.875 5.109315872 63.39 0 1576.76521 2 788.8861694 -0.093845813 -7.40E-05 27.44880997VHVCAECGK 2 4507955 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C4; C7] 2.145 3.974335909 25.14 0 1517.796875 3 506.6036682 -0.279201608 -0.000141257 24.90580915

KLPPGGIPGIDLSDPK 16 4507955 3xTMT6plex [N-Term; K1; K16] 1.194 1.571 1.513 4.995936394 26.72 1 2291.394179 3 764.4685669 -1.323240861 -0.001010689 69.32581882
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

FAQSTNLK 4 4507955 2xTMT6plex [N-Term; K8] 1.145 1.223 2.833697796 16.03 0 1366.809471 2 683.9075928 -1.143146252 -0.000781232 40.34424962AFVESSK 6 4507955 2xTMT6plex [N-Term; K7] 1.306 1.282 1.186 3.129388809 28.75 0 1225.719259 2 613.3631592 -0.177626829 -0.00010886 33.928901874507949 YWHAB 14-3-3 protein beta/alpha 7529 NP_003395.1 67.88617886 1 7 14 737 246 28.065 4.83 1.37 1.27 1.31 1.32 Significant 0.000487 YLSEVASGDNK 8 4507949 2xTMT6plex [N-Term; K11] 0.948 1.253 1.469 4.447006226 57.2 0 1640.889572 2 820.9484863 0.075584763 6.20E-05 115.801378DNLTLWTSENQGDEGDAGEGEN 16 4507949 1xTMT6plex [N-Term] 1.546 1.398 1.073 4.753854752 56.37 0 2580.117128 3 860.710022 -0.626150655 -0.000538514 57.2442094AVTEQGHELSNEER 28 4507949 1xTMT6plex [N-Term] 1.425 1.365 1.376 7.264833927 77.09 0 1827.903435 3 609.9724731 -0.311146856 -0.000189582 18.59789394IEAELQDICNDVLELLDK 16 4507949 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 1.262 1.894 0.988 3.554116011 31.49 0 2588.389341 3 863.4682007 0.273602881 0.000236064 118.318613
YLIPNATQPESK 46 4507949 2xTMT6plex [N-Term; K12] 1.369 1.361 1.451 3.924753904 51.53 0 1819.036571 2 910.0213623 -0.617118228 -0.00056128 52.23772899TAFDEAIAELDTLNEESYK 32 4507949 2xTMT6plex [N-Term; K19] 1.121 1.032 0.973 6.153239727 56.43 0 2617.328514 3 873.1125488 -2.071155988 -0.001806965 99.15655036QTTVSNSQQAYQEAFEISK 24 4507949 2xTMT6plex [N-Term; K19] 1.31 1.252 1.174 7.378301144 76.64 0 2617.350981 2 1309.17981 0.520217057 0.000680795 58.86592247DSTLIMQLLR 92 4507949 1xTMT6plex [N-Term] 0.796 0.785 0.901 4.459618568 61.17 0 1418.823852 2 709.9118042 -5.30010935 -0.003759961 87.62341164YDDMAAAMK 14 4507949 2xTMT6plex [N-Term; K9] 1.008 1.045 1.118 3.675949574 48.26 0 1473.748193 2 737.3779907 0.347281384 0.000255903 115.817313KEMQPTHPIR 10 4507949 2xTMT6plex [N-Term; K1] 1.332 1.531 1.501 4.718584538 25.64 1 1694.977616 4 428.4986572 0.15664556 6.70E-05 16.71405729DSTLIMQLLR 112 4507949 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.78 0.793 0.825 3.811157227 57.95 0 1434.818767 2 709.9118042 -5.30010935 -0.003759961 87.62341164EMQPTHPIR 16 4507949 1xTMT6plex [N-Term] 1.315 1.271 1.255 4.052248955 44.49 0 1337.719721 3 446.5777893 -0.677556041 -0.000302127 20.87214872NLLSVAYK 156 4507949 2xTMT6plex [N-Term; K8] 0.994 0.994 0.964 3.63379097 47.86 0 1365.850608 2 683.4296875 1.091217437 0.00074522 61.10455284VISSIEQK 182 4507949 2xTMT6plex [N-Term; K8] 0.898 0.901 0.915 3.547579527 45.66 0 1361.840437 2 681.4238892 0.047406664 3.23E-05 57.09569698KEMQPTHPIR 18 4507949 2xTMT6plex [N-Term; K1]; 1xOxidation [M3] 1.508 1.524 1.508 3.528722286 44.96 1 1710.972531 4 428.4986572 0.15664556 6.70E-05 16.71405729EMQPTHPIR 18 4507949 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.329 1.285 1.343 4.060033798 35.81 0 1353.714636 3 446.5777893 -0.677556041 -0.000302127 20.87214872LAEQAER 28 4507949 1xTMT6plex [N-Term] 0.934 1.007 0.844 3.004234314 35.54 0 1045.583939 2 523.2955322 -0.144719969 -7.57E-05 19.41279364YDDMAAAMK 12 4507949 2xTMT6plex [N-Term; K9]; 1xOxidation [M] 0.901 0.96 0.692 2.235374451 25.68 0 1489.743108 2 737.3779907 0.347281384 0.000255903 115.8173134507951 YWHAH 14-3-3 protein eta 7533 NP_003396.1 67.88617886 1 12 16 632 246 28.201 4.84 1.03 0.99 1.12 1.05 Significant 0.00135 QAFDDAIAELDTLNEDSYK 28 4507951 2xTMT6plex [N-Term; K19] 0.845 0.915 0.781 6.272932529 68.25 0 2616.308113 3 872.7702026 -4.608929577 -0.00401946 94.47150445NSVVEASEAAYK 10 4507951 2xTMT6plex [N-Term; K12] 1.028 1.076 0.955 5.135662556 65.94 0 1725.942336 2 863.473999 -0.935369098 -0.000807197 41.48204697

ELETVCNDVLSLLDK 14 4507951 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.359 1.247 4.416212082 50.43 0 2206.204106 3 736.0731812 0.400677811 0.000294659 109.2377463
KNSVVEASEAAYK 6 4507951 3xTMT6plex [N-Term; K1; K13] 0.936 0.933 1.089 6.560460091 36.15 1 2083.200231 3 695.071228 -0.528008759 -0.000366649 41.87467421AVTELNEPLSNEDR 30 4507951 1xTMT6plex [N-Term] 1.058 0.952 1.002 5.610938549 74.25 0 1815.928587 2 908.4679565 0.02721249 2.47E-05 42.87364745YLAEVASGEK 18 4507951 2xTMT6plex [N-Term; K10] 1.101 1.022 1.103 4.343013763 54.66 0 1524.86738 2 762.9395752 2.946932096 0.00224684 46.28855435

NCNDFQYESK 6 4507951 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.227 1.175 1.375 4.231093884 42.46 0 1762.847056 2 881.9262085 -1.086417455 -0.000957594 32.01673967DSTLIMQLLR 92 4507951 1xTMT6plex [N-Term] 0.796 0.785 0.901 4.459618568 61.17 0 1418.823852 2 709.9118042 -5.30010935 -0.003759961 87.62341164DNLTLWTSDQQDEEAGEGN 6 4507951 1xTMT6plex [N-Term] 1.127 0.708 1.244 3.772647142 34.46 0 2351.047258 3 784.3535767 -0.459858698 -0.000360383 58.49376789YDDMASAMK 2 4507951 2xTMT6plex [N-Term; K9] 0.824 2.906969309 32.34 0 1489.743108 2 753.3725586 -0.120905826 -9.10E-05 30.42911511DSTLIMQLLR 112 4507951 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.78 0.793 0.825 3.811157227 57.95 0 1434.818767 2 709.9118042 -5.30010935 -0.003759961 87.62341164EQMQPTHPIR 6 4507951 1xTMT6plex [N-Term] 1.355 1.228 1.427 3.795312643 21.65 0 1465.778298 3 489.263855 -0.877894423 -0.000428933 20.17229224NLLSVAYK 156 4507951 2xTMT6plex [N-Term; K8] 0.994 0.994 0.964 3.63379097 47.86 0 1365.850608 2 683.4296875 1.091217437 0.00074522 61.10455284VISSIEQK 182 4507951 2xTMT6plex [N-Term; K8] 0.898 0.901 0.915 3.547579527 45.66 0 1361.840437 2 681.4238892 0.047406664 3.23E-05 57.09569698YDDMASAMK 15 4507951 2xTMT6plex [N-Term; K9]; 1xOxidation [M] 0.985 0.897 1.13 2.623538256 32.47 0 1505.738023 2 753.3725586 -0.120905826 -9.10E-05 30.42911511TMADGNEK 6 4507951 2xTMT6plex [N-Term; K8] 0.776 0.962 0.974 3.084923983 29.35 0 1323.697872 2 662.3533936 1.237797091 0.000819235 20.08528823LAEQAER 28 4507951 1xTMT6plex [N-Term] 0.934 1.007 0.844 3.004234314 35.54 0 1045.583939 2 523.2955322 -0.144719969 -7.57E-05 19.41279364EAFEISK 6 4507951 2xTMT6plex [N-Term; K7] 1.287 1.198 1.168 3.010579586 24.78 0 1281.745474 2 641.3763428 -0.050909581 -3.26E-05 113.26895324827071 CNBP cellular nucleic acid-binding protein isoform 3 7555 NP_003409.1 44.63276836 1 7 7 95 177 19.45 7.71 1.38 1.35 1.32 1.35 Significant 0.000165
DCDLQEDACYNCGR 16 4827071 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C9; C12] 1.408 100 1.826 4.832216263 41.71 0 2004.804726 2 1002.905334 -0.665304042 -0.000666902 26.67913801

CYSCGEFGHIQK 2 4827071 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C1; C4] 1.455 3.54744339 25.07 0 1943.950809 3 648.6554565 0.517996084 0.000335653 40.03784492
EQCCYNCGKPGHLAR 9 4827071 2xTMT6plex [N-Term; K9]; 3xCarbamidomethyl [C3; C4; C7] 1.412 1.675 1.638 4.755376816 19.67 0 2308.114932 4 577.7836914 -0.864690477 -0.000498951 21.71445616

DCDHADEQK 6 4827071 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.319 1.324 1.283 4.092407703 25.77 0 1575.747342 3 525.9204102 -0.421610262 -0.00022145 15.20128616
TSEVNCYR 6 4827071 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.643 1.31 1.271 3.363434315 32.32 0 1257.609502 2 629.3081665 -0.354491745 -0.000222906 26.1417967

CGETGHVAINCSK 2 4827071 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C1; C11] 1.31 2.852144003 6.56 0 1890.956623 3 630.989624 -1.218552377 -0.000768077 24.55603009
ECTIEATA 54 4827071 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.392 1.316 1.213 2.41085124 55.5 0 1123.550256 2 562.2785645 -0.359337509 -0.000201867 60.751436314508005 TRIM26 tripartite motif-containing protein 26 7726 NP_003440.1 9.090909091 1 4 4 17 539 62.127 5.03 0.98 0.81 1.19 0.99 Significant 0.012 LALVISELEGK 8 4508005 2xTMT6plex [N-Term; K11] 0.717 0.735 3.571042299 56.49 0 1630.01913 2 815.5130005 -0.248649497 -0.000202652 105.0080948ENIRPVWQLASLVENIER 5 4508005 1xTMT6plex [N-Term] 1.463 0.944 0.678 6.210236073 37.26 0 2395.329509 3 799.1139526 -0.920148913 -0.000734687 102.2040638LEQELTEGR 2 4508005 1xTMT6plex [N-Term] 0.905 3.416006804 16 0 1303.705511 2 652.3547363 -2.542486568 -0.001657327 37.43036155GEADILAALKK 2 4508005 3xTMT6plex [N-Term; K10; K11] 1.292 2.483199358 6.11 1 1816.151096 3 606.0543823 -1.377741835 -0.000834062 73.413101724508047 ZYX zyxin 7791 NP_003452.1 38.28671329 1 15 15 129 572 61.238 6.67 0.89 0.89 0.91 0.9 Significant 0.0000553 VSSGYVPPPVATPFSSK 6 4508047 2xTMT6plex [N-Term; K17] 1.093 1.261 5.411601543 42.27 0 2178.221077 2 1089.613159 -0.934230527 -0.00101748 69.27608648LGHPEALSAGTGSPQPPSFTYAQQR 10 4508047 1xTMT6plex [N-Term] 0.638 0.734 0.683 8.329903603 56.03 0 2826.437221 3 942.8168945 -0.385887308 -0.000363562 52.4707744GPPASSPAPAPK 18 4508047 2xTMT6plex [N-Term; K12] 0.882 0.869 0.912 3.995295286 55.62 0 1534.899349 2 767.9528809 -0.562806448 -0.000431926 31.07944191EVEELEQLTQQLMQDMEHPQR 8 4508047 1xTMT6plex [N-Term] 0.899 1.048 5.688269615 62.25 0 2840.375608 4 710.8488159 -0.765567103 -0.000543625 112.3324125EVEELEQLTQQLMQDMEHPQR 6 4508047 1xTMT6plex [N-Term]; 1xOxidation [M] 0.944 0.798 4.139964104 35.42 0 2856.370523 4 710.8488159 -0.765567103 -0.000543625 112.3324125SSTKPAAGGTAPLPPWK 10 4508047 3xTMT6plex [N-Term; K4; K17] 0.881 0.9 0.977 5.87287569 30.01 0 2353.384677 3 785.1322632 -1.037288652 -0.000813713 56.7334411QHPVPPPAQNQNQVR 4 4508047 1xTMT6plex [N-Term] 0.992 1.097 4.51685667 30.46 0 1939.045957 3 647.0202026 0.050200026 3.24E-05 18.89595729FSPGAPGGSGSQPNQK 12 4508047 2xTMT6plex [N-Term; K16] 0.859 0.838 0.835 5.200222969 68.75 0 1974.044509 2 987.5267334 0.851448317 0.000840398 34.37524103VSSIDLEIDSLSSLLDDMTK 4 4508047 2xTMT6plex [N-Term; K20]; 1xOxidation [M18] 0.815 0.627 5.320777893 48.43 0 2655.40505 3 885.8059082 -0.707572136 -0.000626297 109.8733496FGPVVAPKPK 4 4508047 3xTMT6plex [N-Term; K8; K10] 1.088 1.184 3.007668495 10.02 0 1727.118674 3 576.3772583 -0.840734153 -0.000484016 52.45535738SPGAPGPLTLK 12 4508047 2xTMT6plex [N-Term; K11] 0.886 0.871 0.899 3.680814743 58.45 0 1495.924835 2 748.4649048 -1.539174718 -0.001151245 53.57540292

CNTCGEPITDR 8 4508047 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C1; C4] 1.202 1.008 0.717 3.729010344 41.49 0 1551.709293 2 776.3585815 0.382620598 0.000296858 19.32983187
EVEELEQLTQQLMQDMEHPQR 2 4508047 1xTMT6plex [N-Term]; 2xOxidation [M13; M16] 1.913195133 0.16 0 2872.365438 4 710.8488159 -0.765567103 -0.000543625 112.3324125FSPVTPK 10 4508047 2xTMT6plex [N-Term; K7] 0.926 0.855 0.923 2.397059202 24.47 0 1233.76073 2 617.3838501 -0.248674382 -0.000153402 45.95404128VNPFRPGDSEPPPAPGAQR 2 4508047 1xTMT6plex [N-Term] 0.907 3.407617569 2.89 0 2218.15663 3 740.0578613 1.082387214 0.000800301 41.16150346QNVAVNELCGR 7 4508047 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.535 1.045 2.047239304 37.4 0 1488.779027 2 744.8930664 -0.114750072 -8.54E-05 111.1551424FTPVASK 6 4508047 2xTMT6plex [N-Term; K7] 0.858 0.83 0.892 2.518795729 29.65 0 1207.74508 2 604.3759766 -0.334354498 -0.000201908 39.830614664506283 PTP4A1 protein tyrosine phosphatase type IVA 1 7803 NP_003454.1 21.38728324 1 2 3 18 173 19.802 8.97 1.22 0.96 0.67 0.95 Significant 0.0268 APVLVALALIEGGMK 12 4506283 2xTMT6plex [N-Term; K15] 1.216 1.696 1.306 5.241501331 49.94 0 1940.201862 3 647.4047852 -1.06149844 -0.000686507 113.4311176

VCEATYDTTLVEK 2 4506283 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.273 3.167178869 20.83 0 1987.045815 2 994.0256958 -0.855450048 -0.000849909 53.28949952YEDAVQFIR 4 4506283 1xTMT6plex [N-Term] 0.537 0.471 2.754951 12.97 0 1369.731332 2 685.3709106 2.345802413 0.00160656 54.47012185150378533 USP7 ubiquitin carboxyl-terminal hydrolase 7 isoform 1 7874 NP_003461.2 36.66061706 1 31 31 179 1102 128.22 5.55 1.18 1.22 1.27 1.22 Significant 0.000453
ENDWGFSNFMAWSEVTDPEK 4 150378533 2xTMT6plex [N-Term; K20] 1.209 1.655 4.074415684 42.24 0 2847.333616 3 949.78125 -1.552167956 -0.00147318 97.49279834LNTDPMLLQFFK 12 150378533 2xTMT6plex [N-Term; K12] 1.292 1.252 1.317 3.575225592 38.65 0 1925.097062 3 642.3705444 0.009194747 5.90E-06 104.1872665FLTLPPVLHLQLMR 6 150378533 1xTMT6plex [N-Term] 1.389 1.47 1.567 5.00509119 37.76 0 1907.150211 3 636.3875732 -1.072292798 -0.000681674 105.1028662IEEIPLDQVDIDKENEMLVTVAHFHK 4 150378533 3xTMT6plex [N-Term; K13; K26] 1.379 1.528 5.865947247 22.17 1 3750.039108 5 750.8132324 -0.547359792 -0.000410524 91.76094334LSEVLQAVTDHDIPQQLVER 12 150378533 1xTMT6plex [N-Term] 0.915 1.223 1.406 6.93967104 47.4 0 2519.366682 3 840.4595337 -1.045554742 -0.000878045 94.27535292INDRFEFPEQLPLDEFLQK 9 150378533 2xTMT6plex [N-Term; K19] 1.19 1.404 1.06 5.745099545 30.31 1 2836.528551 3 946.1790771 -2.070546649 -0.001957722 101.4939488LSESVLSPPCFVR 4 150378533 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.559 1.105 4.495018959 48.97 0 1719.930108 2 860.4653931 -3.836404257 -0.003299174 69.63527297EEAIEHNYGGHDDDLSVR 2 150378533 1xTMT6plex [N-Term] 1.585 4.727058411 30.31 0 2285.063183 4 572.020813 -0.770546254 -0.000440187 30.60721327SFGWETLDSFMQHDVQELCR 4 150378533 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.872 0.947 6.536449432 47.26 0 2714.254037 3 905.4232178 0.391639949 0.000354337 98.16797201AGFIQDTSLILYEEVKPNLTER 2 150378533 2xTMT6plex [N-Term; K16] 1.08 5.886151314 25.34 0 2994.655208 4 749.4185791 -0.90887717 -0.000680443 102.1375849ALDELMDGDIIVFQK 4 150378533 2xTMT6plex [N-Term; K15]; 1xOxidation [M6] 1.175 1.072 3.444751978 57.31 0 2181.187728 2 1091.097046 -0.418511948 -0.000456427 83.75338708EVFGTFGIPFLLR 17 150378533 1xTMT6plex [N-Term] 1.439 1.669 0.882 4.225385189 44.86 0 1724.993694 2 863.0005493 0.074129438 6.39E-05 111.4090007VFYELQHSDKPVGTK 4 150378533 3xTMT6plex [N-Term; K10; K15] 1.242 1.162 4.526777744 24.88 0 2435.390157 4 609.6026001 -0.651308116 -0.000396547 52.12333819IQSLLDIQEK 6 150378533 2xTMT6plex [N-Term; K10] 1.026 1.352 3.729763031 36.59 0 1644.993643 2 823.0002441 -0.262316363 -0.000215754 75.64815394IQDYDVSLDK 6 150378533 2xTMT6plex [N-Term; K10] 1.335 1.272 1.541 3.666870832 50.59 0 1653.909973 2 827.4579468 -0.819975292 -0.000678083 54.75743539RPAMLDNEADGNK 4 150378533 2xTMT6plex [N-Term; K13] 1.249 1.465 4.912003994 21.12 0 1888.995116 3 630.3364258 -0.207674571 -0.000130765 43.8219164

GTCVEGTIPK 6 150378533 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.166 1.241 1.158 3.028576374 50.67 0 1519.855436 2 760.4298096 -2.03506814 -0.001546505 38.04338375
YDAGEHGLQEAEK 5 150378533 2xTMT6plex [N-Term; K13] 1.04 0.946 1.14 3.468709469 15.14 0 1904.975427 3 635.6630859 -0.379116439 -0.000240736 30.915138DLLQFFKPR 6 150378533 2xTMT6plex [N-Term; K7] 1.319 1.39 1.759 3.694435358 21.58 0 1621.983019 3 541.3322754 -0.459991329 -0.000248699 80.28011671TIPNDPGFVVTLSNR 6 150378533 1xTMT6plex [N-Term] 1.452 1.753 1.109 4.273354053 32.13 0 1859.022428 3 620.3452148 -0.719000874 -0.000445546 65.48666677VLLDNVENK 8 150378533 2xTMT6plex [N-Term; K9] 1.282 1.319 1.153 4.209466457 40.89 0 1501.899015 2 751.4521484 -1.327868905 -0.000997163 62.56755357FMYDPQTDQNIK 10 150378533 2xTMT6plex [N-Term; K12] 1.197 1.182 1.591 3.102561474 28.29 0 1958.009369 2 979.507019 -1.331972208 -0.001304007 64.09622696SEATFQFTVER 6 150378533 1xTMT6plex [N-Term] 0.696 0.728 0.763 3.078145266 13.43 0 1543.795388 2 772.4016724 0.440379967 0.000339928 51.7293374IQSLLDIQEKEFEK 2 150378533 3xTMT6plex [N-Term; K10; K14] 1.729 4.338 3.445597649 1 2407.405138 3 803.1396484 -0.309859561 -0.000248653 84.27386275FDDDVVSR 6 150378533 1xTMT6plex [N-Term] 1.077 0.838 1.332 2.876717091 43.98 0 1181.599983 2 591.3040771 0.757114834 0.000447303 32.33857816FDKDHDVMLFLK 6 150378533 3xTMT6plex [N-Term; K3; K12] 1.388 1.287 1.4 3.061107635 8.99 1 2195.250158 4 549.5682983 0.549167197 0.00030139 71.23863353LLEIVSYK 6 150378533 2xTMT6plex [N-Term; K8] 1.231 1.318 1.277 3.25097084 26.92 0 1422.897224 2 711.9506836 -2.201973865 -0.001566591 78.61693314

VDVIFCDK 2 150378533 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.386 2.901560068 20.11 0 1453.812508 2 727.40979 -0.140796612 -0.000102346 62.65890356
FYPDRPHQK 4 150378533 2xTMT6plex [N-Term; K9] 1.218 1.232 3.614244938 9.75 0 1645.921481 4 412.2371826 3.292507457 0.001354802 24.90580735AVELGEK 4 150378533 2xTMT6plex [N-Term; K7] 0.652 0.528 2.408321381 21.38 0 1203.73491 2 602.3713379 0.406768339 0.000244821 38.01875842IINYRDDEK 2 150378533 2xTMT6plex [N-Term; K9] 1.22 1.972275853 0.78 1 1623.910642 3 541.9750977 0.060273483 3.26E-05 34.901188344503249 DEK protein DEK isoform 1 7913 NP_003463.1 30.93333333 1 14 14 93 375 42.648 8.56 1.37 1.37 1.44 1.4 Significant 0.00028 VYENYPTYDLTER 10 4503249 1xTMT6plex [N-Term] 1.854 1.928 1.463 4.257961273 55.03 0 1891.927524 2 946.4660034 -1.476924473 -0.001397117 47.93978997KLLASANLEEVTMK 6 4503249 3xTMT6plex [N-Term; K1; K14] 1.827 1.891 2.265 5.431264877 33.16 1 2234.339701 3 745.4497681 -2.215491574 -0.001650054 69.15392652KVYENYPTYDLTER 6 4503249 2xTMT6plex [N-Term; K1] 1.38 1.411 1.349 4.717741966 20.27 1 2249.185419 3 750.3988647 -1.502064565 -0.001126141 49.6427915NVGQFSGFPFEK 16 4503249 2xTMT6plex [N-Term; K12] 1.278 0.722 1.027 3.844831228 38.4 0 1814.984141 2 907.9962769 0.625890283 0.00056799 72.93931698SICEVLDLER 12 4503249 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.781 2.342 2.044 3.937563896 41.18 0 1462.777296 2 731.890625 -2.271234322 -0.001661155 64.09735409EPFTIAQGK 6 4503249 2xTMT6plex [N-Term; K9] 1.442 1.565 3.843349695 41.9 0 1448.851336 2 724.9291382 -0.232199677 -0.000168211 50.47325585SGVNSELVK 4 4503249 2xTMT6plex [N-Term; K9] 1.34 1.279 3.60511446 26.44 0 1390.830601 2 695.9190063 0.097326959 6.77E-05 37.26346892KPPTDEELKETIK 5 4503249 4xTMT6plex [N-Term; K1; K9; K13] 1.408 1.658 1.188 2.772471189 0.68 1 2444.478192 4 611.8745117 -0.808133616 -0.000493866 51.70203931KADSSTTK 6 4503249 3xTMT6plex [N-Term; K1; K8] 1.828 1.798 1.899 3.362009287 21.7 1 1524.920033 3 508.977417 -1.531695687 -0.000778571 18.17710912KPPTDEELK 2 4503249 3xTMT6plex [N-Term; K1; K9] 0.97 2.311925411 9.31 0 1744.045962 3 582.0201416 -0.051945484 -3.02E-05 35.56681676IHFFLSK 6 4503249 2xTMT6plex [N-Term; K7] 1.908 1.741 1.86 2.75986743 20.93 0 1349.834564 3 450.6170959 1.608028017 0.000723524 64.0398375SLIVEGK 6 4503249 2xTMT6plex [N-Term; K7] 1.434 1.513 1.403 3.101865053 39.13 0 1203.771295 2 602.3893433 0.095419652 5.74E-05 44.40435478ADSSTTK 4 4503249 2xTMT6plex [N-Term; K7] 1.202 1.14 2.537233591 23.86 0 1167.662138 2 584.3338013 -1.552299144 -0.00090628 16.01129281LLYNRPGTVSSLK 4 4503249 2xTMT6plex [N-Term; K13] 0.645 0.813 1.27 2.993942499 4.92 0 1906.152603 3 636.0547485 -1.52715188 -0.000970328 52.959753364507249 STAM signal transducing adapter molecule 1 8027 NP_003464.1 21.66666667 1 6 8 29 540 59.142 4.82 0.85 0.81 1.26 0.97 Significant 0.0211 AGEIITVLDDSDPNWWK 4 4507249 2xTMT6plex [N-Term; K17] 0.787 0.862 3.897576094 14.87 0 2417.275297 3 806.428894 -1.310604174 -0.00105603 99.67774868GETHQGIGLFPSNFVTADLTAEPEMIK 4 4507249 2xTMT6plex [N-Term; K27] 0.956 1.027 6.18100214 45.16 0 3360.754999 3 1120.922607 -0.514623761 -0.000576508 94.18499923DFASEVSNVLNK 4 4507249 2xTMT6plex [N-Term; K12] 0.745 0.73 4.415995598 39.63 0 1780.984535 2 890.9944458 -1.639536099 -0.001459994 71.53145717HSELSELNVK 2 4507249 2xTMT6plex [N-Term; K10] 0.931 4.52243948 31.08 0 1613.926292 3 538.6467285 -0.408694702 -0.000219868 41.11862651NDPQLSLISAMIK 6 4507249 2xTMT6plex [N-Term; K13] 0.666 0.73 4.094360352 31.54 0 1888.097791 3 630.0371094 -0.537951479 -0.000338568 90.77281392AIYDFEAAEDNELTFK 5 4507249 2xTMT6plex [N-Term; K16] 1.299 1.334 1.782 3.465435028 2.2 0 2334.190564 3 778.7388916 4.951290124 0.003852418 82.28511299IFHLEVCSR 2 4507249 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.735 2.848137856 24.58 0 1389.751021 3 463.9216919 -0.359090512 -0.000166349 48.51236314LMNEDPMYSMYAK 2 4507249 2xTMT6plex [N-Term; K13] 0.794 2.068249464 7.19 0 2051.005212 2 1026.003052 -3.113202413 -0.003192597 69.42307768

203098753 PDHX pyruvate dehydrogenase protein X component, mitochondrial isoform 1 precursor 8050 NP_003468.2 17.36526946 1 8 8 39 501 54.089 8.66 0.84 0.89 0.89 0.87 Significant 0.000364
HSLDASQGTATGPR 6 203098753 1xTMT6plex [N-Term] 0.914 0.837 0.944 5.537570477 57.15 0 1626.839713 3 542.9515381 0.214162348 0.000116136 18.12256056GIQEIADSVK 3 203098753 2xTMT6plex [N-Term; K10] 0.711 1.112 2.05493784 40.13 0 1517.893929 2 759.4506836 0.106323306 8.07E-05 55.58346156ILMPSLSPTMEEGNIVK 2 203098753 2xTMT6plex [N-Term; K17] 0.908 3.857914209 38.38 0 2317.291147 3 773.1005249 -1.780248017 -0.001375118 86.23731933VSVNDFIIK 6 203098753 2xTMT6plex [N-Term; K9] 1.042 1.119 0.857 3.447320223 35.73 0 1492.913936 2 746.9606934 0.116342105 8.68E-05 72.3419981QLITVTMSSDSR 2 203098753 1xTMT6plex [N-Term] 1.018 3.383890867 18.71 0 1566.835873 2 783.9214478 -0.162066871 -0.000126966 47.35160553IVVEEGSK 6 203098753 2xTMT6plex [N-Term; K8] 0.833 0.884 0.733 2.839289665 33.91 0 1318.798238 2 659.9022217 -0.812293036 -0.000535625 38.21031286ILMPSLSPTMEEGNIVK 2 203098753 2xTMT6plex [N-Term; K17]; 1xOxidation [M10] 0.866 3.911510944 25.78 0 2333.286062 3 773.1005249 -1.780248017 -0.001375118 86.23731933GLLTPIIK 10 203098753 2xTMT6plex [N-Term; K8] 0.752 0.788 0.957 3.032977581 36 0 1312.89683 2 656.9512939 -1.156693611 -0.00075931 70.75824481VVDDELATR 2 203098753 1xTMT6plex [N-Term] 0.644 3.051994324 21.68 0 1246.684047 2 623.8457642 0.164195823 0.00010235 46.3089816440254446 CUL5 cullin-5 8065 NP_003469.2 18.71794872 1 14 14 69 780 90.897 7.94 1.1 1.11 1.05 1.09 Significant 0.000292 LALPADSVNIK 8 40254446 2xTMT6plex [N-Term; K11] 1.089 1.092 4.266202927 53.87 0 1598.988164 2 799.9966431 -1.347350303 -0.001077199 68.03648037EVGMPADYVNK 6 40254446 2xTMT6plex [N-Term; K11] 0.982 1.2 1.232 3.94264555 54.28 0 1680.903114 2 840.9534912 -2.027379269 -0.001703914 49.85156761ISNAQLQTELVEILK 8 40254446 2xTMT6plex [N-Term; K15] 1.035 0.958 1.01 4.984380245 40.92 0 2157.289491 3 719.7674561 -0.776741344 -0.000558552 103.0692807IHQALKEDILEFIK 5 40254446 3xTMT6plex [N-Term; K6; K14] 100 1.099 1.184 4.953536034 12.15 1 2384.452029 4 596.8671875 -2.142458703 -0.001277147 91.31563166LATELPDAELR 4 40254446 1xTMT6plex [N-Term] 0.7 0.936 3.896375656 36.68 0 1456.820875 2 728.9102783 -5.213214271 -0.00379736 56.97712545TLWSLVAFPK 12 40254446 2xTMT6plex [N-Term; K10] 1.092 1.176 1.09 4.355050087 42.73 0 1619.992521 2 810.4984741 -1.758932696 -0.001424729 100.1975809EQIEWLIEHK 4 40254446 2xTMT6plex [N-Term; K10] 1.152 0.98 3.821483374 36.72 0 1783.015441 3 595.0101318 0.224915502 0.000133676 75.67872601LKEVLLVLK 4 40254446 3xTMT6plex [N-Term; K2; K9] 1.259 1.414 4.14430666 26.25 1 1742.21224 3 581.4078369 -1.883925355 -0.001094066 93.51348461VSEDLNQAFK 4 40254446 2xTMT6plex [N-Term; K10] 1.142 1.029 3.875824213 16.37 0 1608.899743 2 804.9506836 -3.51311045 -0.002826121 53.52314916VLSHQDDTALLK 2 40254446 2xTMT6plex [N-Term; K12] 1.047 3.19820118 19.33 0 1798.04747 3 600.020813 0.231437073 0.000138712 46.61647158SNVEDSIVR 6 40254446 1xTMT6plex [N-Term] 1.282 0.983 3.453205824 31.04 0 1247.679296 2 624.3434448 0.254118537 0.000158529 29.39765686KLTSEEIEAK 2 40254446 3xTMT6plex [N-Term; K1; K10] 0.895 2.051639318 8.06 1 1835.109291 3 612.3740234 -0.966458787 -0.000591186 54.18919953AYIVEWR 2 40254446 1xTMT6plex [N-Term] 0.795 2.601484776 17.15 0 1165.65671 2 583.3311157 -1.505901928 -0.000877682 52.93071093ISFENLK 2 40254446 2xTMT6plex [N-Term; K7] 0.991 2.365677357 12.71 0 1308.792759 2 654.8999023 -0.17624066 -0.000115331 58.98781425

4504431 HMGA2 high mobility group protein HMGI-C isoform a 8091 NP_003474.1 66.05504587 1 8 8 106 109 11.825 10.62 0.61 0.61 0.61 0.61 Non-Significant 1
GEGAGQPSTSAQGQPAAPAPQKR 16 4504431 2xTMT6plex [N-Term; K22] 0.829 1.102 1.14 7.006434441 48.7 1 2649.410896 3 883.8067017 -2.017097287 -0.001781373 21.77747364QQQEPTGEPSPK 12 4504431 2xTMT6plex [N-Term; K12] 0.484 0.459 0.478 3.982324123 50.73 0 1783.959048 2 892.4829102 -0.28295913 -0.000252394 22.14001847KQQQEPTGEPSPK 28 4504431 3xTMT6plex [N-Term; K1; K13] 0.612 0.574 0.593 6.112349987 45.28 1 2141.216943 2 1071.111938 -0.160239193 -0.000171553 21.74180356GEGAGQPSTSAQGQPAAPAPQK 12 4504431 2xTMT6plex [N-Term; K22] 0.59 0.535 0.58 5.494978428 73.39 0 2493.309785 4 624.0827637 -0.22463414 -0.000140021 97.71063548KWPQQVVQK 17 4504431 3xTMT6plex [N-Term; K1; K9] 0.527 0.564 0.574 4.921275139 29.65 1 1828.1412 2 914.5743408 0.11215251 0.000102515 47.26546078KPAQEETEETSSQESAEED 3 4504431 2xTMT6plex [N-Term; K1] 0.271 0.01 3.430183649 8.97 0 2582.19935 3 861.4031982 -1.668679623 -0.001436288 20.88063168KAEATGEK 12 4504431 3xTMT6plex [N-Term; K1; K8] 0.715 0.826 0.884 3.285754919 25.81 1 1520.925119 2 760.9655762 -0.817342179 -0.000621558 19.01221041AEATGEK 6 4504431 2xTMT6plex [N-Term; K7] 0.583 0.583 0.516 2.55154705 34.88 0 1163.667224 2 582.3372192 -0.053299978 -3.10E-05 17.51987291

71979932 SLC7A5 large neutral amino acids transporter small subunit 1 8140 NP_003477.4 14.39842209 1 6 7 102 507 54.974 7.72 0.98 1.11 1.08 1.06 Significant 0.00138
SADGSAPAGEGEGVTLQR 25 71979932 1xTMT6plex [N-Term] 1.117 1.318 1.266 6.02387476 101.3 0 1930.966763 2 965.9857178 -1.348792312 -0.001302237 27.56298044GDVSNLDPNFSFEGTK 12 71979932 2xTMT6plex [N-Term; K16] 0.583 0.624 0.596 4.488036156 65.18 0 2185.117734 2 1093.060059 -2.239331284 -0.002446601 64.35941395ALAAPAAEEKEEAR 23 71979932 2xTMT6plex [N-Term; K10] 1.32 1.286 1.252 6.96580267 47.46 1 1914.069661 2 957.5379639 -0.527872964 -0.000505193 33.70913141ALAAPAAEEK 12 71979932 2xTMT6plex [N-Term; K10] 0.801 0.922 0.869 3.651944876 56.51 0 1428.846251 2 714.9273682 0.84609392 0.000604469 36.42191127VQDAFAAAK 2 71979932 2xTMT6plex [N-Term; K9] 0.778 4.392502785 40.66 0 1378.809471 2 689.907959 -0.601998512 -0.000415021 46.20784677LMQVVPQET 8 71979932 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.587 1.343 1.505 2.53630662 31.76 0 1289.697255 2 645.3519897 -0.427835145 -0.000275889 46.06344529LMQVVPQET 10 71979932 1xTMT6plex [N-Term] 1.257 1.34 1.432 2.554014444 25.79 0 1273.70234 2 645.3519897 -0.427835145 -0.000275889 46.06344529LFFVGSR 10 71979932 1xTMT6plex [N-Term] 1.524 1.292 1.372 2.78776741 20.63 0 1054.624682 2 527.8161621 0.346814138 0.000182879 59.263404814502015 AKAP1 A-kinase anchor protein 1, mitochondrial precursor 8165 NP_003479.1 4.540420819 1 3 3 10 903 97.281 4.94 0.95 1.05 0.78 0.93 Significant 0.00716
ETGGAEGTGDAVLGEK 2 4502015 2xTMT6plex [N-Term; K16] 1.008 3.31675458 73.17 0 1949.022771 2 975.0134888 -1.575092392 -0.001534945 36.66555028

SIPLECPLSSPK 6 4502015 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 0.953 0.921 0.743 4.194571495 48.52 0 1786.018478 2 893.5128174 -0.067101419 -5.99E-05 62.05678482
DDAAPAPPVADAK 2 4502015 2xTMT6plex [N-Term; K13] 1.367 3.262811184 13.17 0 1695.931771 2 848.4677734 -2.064295899 -0.001750452 36.98875023

10835057 NAA10 N-alpha-acetyltransferase 10 isoform 1 8260 NP_003482.1 47.65957447 1 9 9 61 235 26.442 5.64 0.98 1.03 1.03 1.01 Significant 0.00027
GLAAEDSGGDSK 3 10835057 2xTMT6plex [N-Term; K12] 0.138 0.966 4.370641232 79.54 0 1564.821886 2 782.9127197 -2.379527605 -0.001861768 22.56986257AALHLYSNTLNFQISEVEPK 10 10835057 2xTMT6plex [N-Term; K20] 1.16 1.368 1.071 6.126481056 42.73 0 2732.502337 3 911.5030518 -2.830598334 -0.002578206 76.76547367DLSEVSETTESTDVK 12 10835057 2xTMT6plex [N-Term; K15] 0.804 0.83 0.897 4.592885017 64.51 0 2098.080345 2 1049.543823 0.011784284 1.24E-05 45.09552584YYADGEDAYAMK 8 10835057 2xTMT6plex [N-Term; K12] 1.054 1.404 1.3 4.666429996 47.23 0 1854.898422 2 927.9518433 -1.084796094 -0.001006093 56.35144704

GNSPPSSGEACREEK 6 10835057 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 1.1 1.332 0.808 3.102968454 5.71 1 2063.022788 3 688.3450317 -1.088652617 -0.000748638 17.35782184
MEEDPDDVPHGHITSLAVK 6 10835057 2xTMT6plex [N-Term; K19]; 1xOxidation [M1] 1.073 1.158 0.968 3.921073675 21.31 0 2564.306674 4 641.831665 -0.718893637 -0.000460866 45.94393305DLTQMADELRR 6 10835057 1xTMT6plex [N-Term] 1.288 0.937 1.366 4.647077084 16.49 1 1576.831456 3 526.2808228 -2.245736707 -0.001180383 50.29597179GNSPPSSGEACR 4 10835057 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.9 0.762 4.511436939 40.92 0 1447.679707 2 724.3429565 -0.739413599 -0.000535217 15.21275782IVGYVLAK 6 10835057 2xTMT6plex [N-Term; K8] 1.099 1.099 1.113 3.114454508 30.18 0 1320.86553 2 660.9362183 -0.280018332 -0.000184933 67.64455929

156104864 ACOX3 peroxisomal acyl-coenzyme A oxidase 3 isoform a 8310 NP_003492.2 11 1 6 6 21 700 77.58 7.25 1.41 1.02 1.48 1.3 Significant 0.0118
FEVSSVADCLDSAVALAAYK 4 156104864 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9] 1.893 1.999 4.87626791 46.93 0 2574.352561 3 858.7851563 -4.523751011 -0.00388191 101.4811129

SVDFLDAYPGILDQK 2 156104864 2xTMT6plex [N-Term; K15] 1.519 3.816049099 31.81 0 2139.173792 3 713.7288208 -0.88024529 -0.000627666 87.21924155ASWWPEFSVNKPVIGSLK 3 156104864 3xTMT6plex [N-Term; K11; K18] 0.836 1.173 3.579595089 7.89 0 2732.574269 3 911.5297241 0.128129466 0.000116708 93.80832846SPGADLSLEK 6 156104864 2xTMT6plex [N-Term; K10] 1.171 0.979 1.356 3.828896523 37.98 0 1474.85173 2 737.9294434 -0.081317496 -6.00E-05 46.14331765GPLDAYR 4 156104864 1xTMT6plex [N-Term] 1.377 1.429 2.100757837 9.62 0 1020.567561 2 510.7874146 -0.008209586 -4.19E-06 31.1194213ADGELYK 2 156104864 2xTMT6plex [N-Term; K7] 1.192 1.656639695 0.04 0 1253.714174 2 627.3598022 -1.472574731 -0.000923094 31.83416554504251 HIST2H2AA3 histone H2A type 2-A 8337 NP_003507.1 68.46153846 1 1 8 381 130 14.087 10.9 1.73 1.66 1.62 1.67 Significant 0.00037 VGAGAPVYMAAVLEYLTAEILELAGNAAR 4 4504251 1xTMT6plex [N-Term]; 1xOxidation [M9] 2.531 6.255589485 70.54 0 3178.701952 3 1060.236938 -1.789897385 -0.001896517 113.8861461VTIAQGGVLPNIQAVLLPK 221 4504251 2xTMT6plex [N-Term; K19] 1.339 1.097 1.152 5.543275356 64.24 0 2389.494673 3 797.1700439 0.379116115 0.000301965 102.6900774AGLQFPVGR 32 4504251 1xTMT6plex [N-Term] 1.2 1.333 1.353 3.622429609 43.29 0 1173.694158 2 587.3535767 4.872129824 0.002859195 58.44880585KTESHHK 4 4504251 3xTMT6plex [N-Term; K1; K7] 1.477 1.862 3.660763502 13.15 1 1553.936687 3 518.6499634 -0.868583188 -0.000449908 14.84740507NDEELNK 83 4504251 2xTMT6plex [N-Term; K7] 1.693 1.607 1.626 3.348782778 36.27 0 1319.720716 2 660.3639526 -0.066125023 -4.36E-05 37.65053199HLQLAIR 28 4504251 1xTMT6plex [N-Term] 1.542 1.449 1.46 2.895403862 39.45 0 1079.688679 2 540.3479004 -0.143456862 -7.74E-05 37.69810737NDEELNKLLGK 1 4504251 3xTMT6plex [N-Term; K7; K11] 1.203 1.833816648 1 1960.168202 3 654.0604858 -0.662269935 -0.00043272 63.40470412KGNYAER 8 4504251 2xTMT6plex [N-Term; K1] 1.73 1.657 1.61 2.121925354 13.78 1 1295.747206 3 432.5871277 -0.289958842 -0.000125238 16.239960574504259 HIST1H2BL histone H2B type 1-L 8340 NP_003510.1 65.87301587 1 2 10 1020 126 13.944 10.32 1.82 1.82 1.88 1.84 Significant 0.000118 AMGIMNSFVNDIFER 145 4504259 1xTMT6plex [N-Term]; 2xOxidation [M2; M5] 1.559 1.567 1.564 5.439529419 54.89 0 2004.972049 2 986.9958496 1.116694681 0.001101609 105.7868733AMGIMNSFVNDIFER 283 4504259 1xTMT6plex [N-Term]; 1xOxidation [M] 1.479 1.581 1.587 6.03167963 68.36 0 1988.977134 2 986.9958496 1.116694681 0.001101609 105.7868733AMGIMNSFVNDIFER 102 4504259 1xTMT6plex [N-Term] 1.585 1.631 1.659 6.052938938 81.09 0 1972.982219 2 986.9958496 1.116694681 0.001101609 105.7868733KESYSVYVYK 46 4504259 3xTMT6plex [N-Term; K1; K10] 2.086 2.156 2.166 5.712953568 38.68 1 1953.130026 2 977.0690308 0.3885166 0.000379412 46.56612707ESYSVYVYK 85 4504259 2xTMT6plex [N-Term; K9] 1.705 1.615 1.705 4.444993019 52.1 0 1595.872131 2 798.4391479 -0.696698401 -0.000555921 52.88896809QVHPDTGISSK 112 4504259 2xTMT6plex [N-Term; K11] 1.6 1.526 1.659 4.67364502 57.43 0 1626.921541 2 813.9647217 0.384695487 0.000312935 26.20406306LLLPGELAK 114 4504259 2xTMT6plex [N-Term; K9] 1.405 1.499 1.459 3.38847661 50.17 0 1411.928858 2 706.4660034 -2.923677095 -0.002064012 81.92920555HAVSEGTK 42 4504259 2xTMT6plex [N-Term; K8] 1.673 1.645 1.693 3.406315804 37.51 0 1286.746871 3 429.5871582 0.039020398 1.67E-05 16.48697907EIQTAVR 68 4504259 1xTMT6plex [N-Term] 1.459 1.458 1.456 3.081566811 35.54 0 1045.620325 2 523.3135376 -0.503141221 -0.000263047 112.8480461IASEASR 6 4504259 1xTMT6plex [N-Term] 1.557 1.617 1.564 2.609846115 26.7 0 962.5468254 2 481.776886 -0.34288965 -0.000165024 17.58544139LAHYNKR 15 4504259 2xTMT6plex [N-Term; K6] 2.55 2.26 1.294 3.203349352 13.82 1 1359.826125 2 680.4165649 -0.199508733 -0.000135649 19.78027169
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AVTKYTSSK 2 4504259 3xTMT6plex [N-Term; K4; K9] 2.469 1.591157079 1.71 1 1672.024833 3 558.0119629 -2.091720204 -0.001165803 29.870538274504311 HIST1H4H histone H4 8365 NP_003534.1 56.31067961 1 10 10 704 103 11.36 11.36 1.75 1.53 1.82 1.7 Significant 0.00263 KTVTAMDVVYALK 6 4504311 3xTMT6plex [N-Term; K1; K13]; 1xOxidation [M6] 2.13 1.94 2.257 3.502223969 25 1 2142.281124 3 709.4337158 0.181133159 0.00012838 79.76451608
KTVTAMDVVYALK 17 4504311 3xTMT6plex [N-Term; K1; K13] 2.275 1.818 1.727 4.947262287 27.82 1 2126.286209 3 709.4337158 0.181133159 0.00012838 79.76451608TVTAMDVVYALKR 18 4504311 2xTMT6plex [N-Term; K12] 1.047 0.87 0.81 5.653298855 36.09 1 1925.129425 3 642.3815308 0.318921496 0.000204655 80.88673874TVTAMDVVYALK 179 4504311 2xTMT6plex [N-Term; K12]; 1xOxidation [M5] 1.707 1.569 1.831 4.6107831 64.33 0 1785.023229 2 885.0175781 -0.245603757 -0.00021724 86.6277343TVTAMDVVYALK 103 4504311 2xTMT6plex [N-Term; K12] 1.767 1.311 1.827 5.626456261 72.99 0 1769.028314 2 885.0175781 -0.245603757 -0.00021724 86.6277343DNIQGITKPAIR 137 4504311 2xTMT6plex [N-Term; K8] 1.61 1.558 1.596 4.758584976 39.86 0 1784.079438 2 892.5418701 -1.667428905 -0.001487413 44.33244819KTVTAMDVVYALKR 10 4504311 3xTMT6plex [N-Term; K1; K13] 0.715 0.937 0.971 5.210415363 17.95 2 2282.38732 4 571.3529663 1.189686059 0.000678831 75.77932307ISGLIYEETR 74 4504311 1xTMT6plex [N-Term] 1.933 1.777 1.981 4.188364983 65.82 0 1409.783761 2 705.3949585 -0.794886311 -0.000560309 53.17258628DAVTYTEHAK 78 4504311 2xTMT6plex [N-Term; K10] 1.827 1.841 1.941 4.68419075 60.51 0 1592.868443 2 796.9383545 0.621315828 0.000494837 25.27016531VFLENVIRDAVTYTEHAK 4 4504311 2xTMT6plex [N-Term; K18] 3.142 3.087 4.568357468 14.39 1 2563.428444 4 641.612793 0.350501299 0.000224621 68.88265179ISGLIYEETRGVLK 2 4504311 2xTMT6plex [N-Term; K14] 1.089 2.809414625 1.97 1 2036.215597 3 679.4094238 -0.922891283 -0.000626402 67.78245604VFLENVIR 76 4504311 1xTMT6plex [N-Term] 1.661 1.682 1.811 3.189707994 50.02 0 1218.740774 2 609.8755493 2.50085406 0.001523946 70.963293862243332 MAD1L1 mitotic spindle assembly checkpoint protein MAD1 isoform a 8379 NP_003541.2 9.470752089 1 5 5 20 718 83.016 5.92 1.22 1.09 1.02 1.11 Significant 0.00277

AILGSYDSELTPAEYSPQLTR 2 62243332 1xTMT6plex [N-Term] 0.777 5.277973175 52.45 0 2540.308164 3 847.4364624 -5.24741571 -0.004443351 72.18771099EKEDSLAQAGETINALK 4 62243332 3xTMT6plex [N-Term; K2; K17] 0.903 0.466 5.020878315 19.35 1 2504.417494 3 835.4771118 -0.284022446 -0.000237104 61.94802636SQSSSAEQSFLFSR 2 62243332 1xTMT6plex [N-Term] 0.993 3.220401287 31.07 0 1789.891808 2 895.4488525 -0.770556002 -0.000689606 58.10925605ADHEQQIK 6 62243332 2xTMT6plex [N-Term; K8] 1.258 1.098 1.159 3.559845924 26.12 0 1426.805449 3 476.2730103 -0.68059614 -0.000323693 18.29926305FVVELQQR 6 62243332 1xTMT6plex [N-Term] 1.148 1.24 1.139 3.254834652 27.88 0 1247.730938 2 624.3687134 -0.631187513 -0.000393776 53.378625344505819 PIP4K2B phosphatidylinositol 5-phosphate 4-kinase type-2 beta 8396 NP_003550.1 18.99038462 1 3 6 28 416 47.348 7.33 1.01 0.86 0.82 0.9 Significant 0.00413
TVSSEDVAEMHNILK 6 4505819 2xTMT6plex [N-Term; K15] 0.929 0.822 0.911 4.316778183 38.3 0 2131.146925 3 711.0540161 0.267292619 0.00018988 58.63300252FFGPGEFDPSVDVYAMK 10 4505819 2xTMT6plex [N-Term; K17] 0.843 0.94 0.767 4.361298084 47.4 0 2364.198627 3 788.7370605 -0.845220597 -0.00066609 93.03963868HGAGAEISTVNPEQYSK 4 4505819 2xTMT6plex [N-Term; K17] 0.748 0.835 4.851998806 28.03 0 2246.181731 3 749.3972168 -2.06298507 -0.001544613 42.2489511DVEFLAQLK 4 4505819 2xTMT6plex [N-Term; K9] 0.898 0.899 4.075645924 47.28 0 1520.908851 2 760.9567261 -1.759133403 -0.001337741 76.50871726SAPINSDSQGR 2 4505819 1xTMT6plex [N-Term] 0.586 2.712711811 25.25 0 1360.701822 2 680.8547363 0.274693723 0.000186888 28.31154031IKVDNHLFNK 2 4505819 3xTMT6plex [N-Term; K2; K10] 1.179 2.810422659 8.96 1 1915.173228 4 479.548584 -0.377136903 -0.000180571 51.23321127

21361114 SLC25A11 mitochondrial 2-oxoglutarate/malate carrier protein isoform 1 8402 NP_003553.2 52.22929936 1 14 14 103 314 34.04 9.91 1.03 1.06 1 1.03 Significant 0.000283
AVIGMTAGATGAFVGTPAEVALIR 2 21361114 1xTMT6plex [N-Term] 1.808 5.174228668 53.89 0 2502.395145 3 834.8032837 0.060907335 5.08E-05 100.0459423LTGADGTPPGFLLK 12 21361114 2xTMT6plex [N-Term; K14] 0.92 0.932 0.899 5.106942177 65.33 0 1845.088606 2 923.0458984 -2.214460046 -0.002042937 74.75949442LGPHTVLTFIFLEQMNK 8 21361114 2xTMT6plex [N-Term; K17] 0.989 0.815 0.959 6.235381603 35.71 0 2446.393244 3 816.1351929 -0.90695015 -0.000739586 108.5962191AVVVNAAQLASYSQSK 10 21361114 2xTMT6plex [N-Term; K16] 1.118 1.138 1.046 5.927032948 79.36 0 2094.195925 2 1047.598755 -2.717718198 -0.002845717 63.55922512LGIYTVLFER 6 21361114 1xTMT6plex [N-Term] 0.841 0.935 0.94 3.596615314 49.66 0 1439.845967 2 720.427063 0.612556192 0.000440993 89.70388532GIYTGLSAGLLR 8 21361114 1xTMT6plex [N-Term] 1.031 1.068 1.012 4.318097115 57.38 0 1449.86268 2 725.4366455 2.299780297 0.001667183 67.1993805MQLSGEGAK 4 21361114 2xTMT6plex [N-Term; K9] 0.858 0.949 3.702487469 42.93 0 1378.776457 2 689.8916626 -0.29599772 -0.000204057 34.21959959YEGFFSLWK 16 21361114 2xTMT6plex [N-Term; K9] 1.238 1.126 1.112 3.595773458 35.72 0 1634.898286 2 817.9526978 -0.102429728 -8.37E-05 94.88160679EEGVLTLWR 6 21361114 1xTMT6plex [N-Term] 0.938 1.136 0.995 3.195190668 41.67 0 1331.752067 2 666.3798828 0.316872044 0.000210998 65.2530871QATYTTTR 6 21361114 1xTMT6plex [N-Term] 0.918 1.127 0.884 3.11515522 31.97 0 1170.631618 2 585.8189697 -0.815565598 -0.000477363 16.45734791NVFNALIR 6 21361114 1xTMT6plex [N-Term] 0.991 1.371 1.152 2.984303951 42.72 0 1175.709808 2 588.3586426 0.170251408 0.000100083 65.27535501TSFHALTSILK 3 21361114 2xTMT6plex [N-Term; K11] 1.245 1.045 3.098786116 17.13 0 1676.014713 3 559.3419189 -2.09390409 -0.001169805 69.23727926MQLSGEGAK 5 21361114 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 0.92 2.037007809 21.27 0 1394.771372 2 689.8916626 -0.29599772 -0.000204057 34.21959959GCIPTMAR 6 21361114 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.101 1.07 1.114 2.591510296 18.71 0 1134.596101 2 567.8012695 -0.73896561 -0.000419214 32.41926048MIDGKPEYK 5 21361114 3xTMT6plex [N-Term; K5; K9] 0.986 1.16 0.949 2.866875887 0 1768.028204 3 590.0140991 -0.259914812 -0.000153179 42.5104785255770888 EEA1 early endosome antigen 1 8411 NP_003557.2 37.63288448 1 46 46 246 1411 162.367 5.66 0.78 0.8 0.81 0.8 Significant 0.000123 QQHQEQQALQQSTTAK 14 55770888 2xTMT6plex [N-Term; K16] 0.623 0.775 0.778 6.749865532 54.9 0 2312.235892 3 771.4169312 0.150697008 0.000116149 24.00941534EQALQDLQQQR 10 55770888 1xTMT6plex [N-Term] 0.833 0.779 0.916 4.155436516 56.08 0 1585.849549 2 793.4273682 -1.317477989 -0.001044661 36.07448203AAQLATEIADIK 22 55770888 2xTMT6plex [N-Term; K12] 0.746 0.761 0.978 5.000507355 57.17 0 1702.015107 2 851.5095215 -1.962680141 -0.001670256 76.68051327GEIAVLEATVQNNQDER 3 55770888 1xTMT6plex [N-Term] 0.674 1.127 4.687211037 24.95 0 2115.087941 3 705.6998291 -1.421702263 -0.001002342 63.47945029GPQEVAVYVQELQK 8 55770888 2xTMT6plex [N-Term; K14] 0.837 0.839 0.832 5.125167847 55.16 0 2046.163562 2 1023.584778 -0.626937143 -0.000641408 75.24136486SLGSADELFK 6 55770888 2xTMT6plex [N-Term; K10] 0.879 0.909 0.838 4.268782616 65.76 0 1524.86738 2 762.9369507 -0.49534984 -0.000377671 60.03854525QNEKEEQQLQGNINELK 2 55770888 3xTMT6plex [N-Term; K4; K17] 0.77 3.751380205 8.05 1 2729.503683 3 910.5044556 -1.783910684 -0.001623064 49.08850348LSLAQEDLISNR 6 55770888 1xTMT6plex [N-Term] 0.811 0.596 0.719 4.200619698 47.35 0 1587.890351 2 794.4483643 -0.566357982 -0.000449657 58.29601573VLSLETSVNELNSQLNESK 4 55770888 2xTMT6plex [N-Term; K19] 0.601 0.624 6.25498724 61.52 0 2562.402682 3 854.8048096 -1.095330988 -0.00093556 81.25378541QAQENLHDQVQEQK 6 55770888 2xTMT6plex [N-Term; K14] 0.581 0.93 0.783 5.949566841 53.25 0 2153.135115 3 718.3824463 -1.081935265 -0.000776518 23.2821059KLDNTTAAVQELGR 4 55770888 2xTMT6plex [N-Term; K1] 1.13 0.852 3.779956818 31.55 1 1974.13841 3 658.7178955 0.366505932 0.000241178 44.63376422EALMTELSTVK 8 55770888 2xTMT6plex [N-Term; K11] 0.857 0.755 4.281439781 56.09 0 1679.965379 2 840.4862671 -0.072585015 -6.10E-05 68.12716939IQAGEGETAVLNQLQEK 2 55770888 2xTMT6plex [N-Term; K17] 1.229 2.382158518 23.08 0 2286.270546 3 762.7601318 -2.05736027 -0.001567894 66.30249309EAQNDLEQVLR 6 55770888 1xTMT6plex [N-Term] 0.643 0.575 0.856 4.699580669 46.79 0 1543.827751 2 772.4171753 -0.438523055 -0.000338502 49.64237507LELNSMQEQLIQAQNTLK 4 55770888 2xTMT6plex [N-Term; K18] 0.86 0.868 5.049491882 39.84 0 2559.421644 3 853.8093872 -3.139443212 -0.002678386 84.08909056LQQQLTQAAQELAAEK 6 55770888 2xTMT6plex [N-Term; K16] 0.716 0.664 0.74 5.516094208 45.33 0 2228.265067 3 743.425415 -1.514547288 -0.001124938 85.11273889KLQSQYASSEATISQLR 2 55770888 2xTMT6plex [N-Term; K1] 0.733 2.743141651 4.47 1 2368.323644 3 790.1123047 -0.54186323 -0.000427769 48.85471214ITTQLDQVTAK 6 55770888 2xTMT6plex [N-Term; K11] 0.88 0.847 4.265782833 29.8 0 1675.999457 2 838.5010376 -2.779371239 -0.002329112 53.51293568KLEADSLEVK 6 55770888 3xTMT6plex [N-Term; K1; K10] 0.766 0.791 0.519 4.481092453 22.64 1 1819.114376 3 607.0424805 -0.817905553 -0.000495955 51.35214925TELLQRPGIEDVAVLK 5 55770888 2xTMT6plex [N-Term; K16] 0.869 0.374 1.105 3.973633051 16.93 0 2239.342589 3 747.1185913 -0.610926718 -0.000456025 70.21616006IQTTVTELQK 6 55770888 2xTMT6plex [N-Term; K10] 0.748 0.676 4.010962963 46.22 0 1618.977993 2 809.9923096 -0.401851895 -0.000325295 52.95966647ADLQNHLDTAQNALQDK 2 55770888 2xTMT6plex [N-Term; K17] 0.772 3.194445848 1.55 0 2353.251207 3 785.0891724 0.74636734 0.000585463 48.69597612QIEALQGELK 2 55770888 2xTMT6plex [N-Term; K10] 0.819 3.615584135 41.29 0 1586.951778 2 793.9795532 0.03241139 2.57E-05 55.66286895IQNLEALLQK 8 55770888 2xTMT6plex [N-Term; K10] 1.016 0.785 1.022 4.076906681 44.56 0 1628.014713 3 543.3432617 0.318735602 0.000172969 90.37357997DLDCQQLQSR 6 55770888 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.499 1.122 0.819 3.684422493 35.43 0 1491.742307 2 746.3748169 0.033537336 2.50E-05 40.2343078HQLQVQMENTLK 2 55770888 2xTMT6plex [N-Term; K12]; 1xOxidation [M7] 0.742 3.295409679 25.08 0 1943.078452 3 648.364502 0.257385066 0.000166706 31.98377006KSEALESIK 6 55770888 3xTMT6plex [N-Term; K1; K9] 0.932 0.934 0.757 4.262790203 25.76 1 1692.051048 3 564.6880493 -0.858632949 -0.000484284 44.56639714EATVIQDLK 12 55770888 2xTMT6plex [N-Term; K9] 0.763 0.779 0.728 3.751239538 51.04 0 1474.888116 2 737.9483032 0.823299951 0.000607138 55.7596237ATLEQDSAK 5 55770888 2xTMT6plex [N-Term; K9] 0.868 0.923 3.715871096 30.18 0 1420.80478 2 710.9049683 -1.492074487 -0.001059973 26.046262TEELEGQIK 8 55770888 2xTMT6plex [N-Term; K9] 0.788 0.818 0.969 3.771371365 53.4 0 1504.862295 2 752.9346313 -0.205078357 -0.000154307 39.22460889EEKEQHGLQLQSEINQLHSK 2 55770888 3xTMT6plex [N-Term; K3; K20] 0.94 4.827851772 6.33 1 3062.683772 5 613.342041 -0.872947413 -0.000534712 50.13835651QLQSDFYGR 4 55770888 1xTMT6plex [N-Term] 0.682 1.024 3.054498196 19.44 0 1342.69528 2 671.8511963 -0.122471478 -8.22E-05 34.42988185LSASETSLHR 6 55770888 1xTMT6plex [N-Term] 0.872 0.873 0.75 4.705931664 45.29 0 1329.732394 3 443.9155273 -0.274768631 -0.00012179 32.4141909ENQSLQIK 6 55770888 2xTMT6plex [N-Term; K8] 0.8 0.847 0.839 3.451246262 41.99 0 1417.8415 2 709.4237061 -0.962202492 -0.000682125 36.49347098LAEIEEIK 6 55770888 2xTMT6plex [N-Term; K8] 0.687 0.702 0.662 3.342164993 32.72 0 1402.855753 2 701.9303589 -1.64783625 -0.001155838 62.01619279IHVELSEK 6 55770888 2xTMT6plex [N-Term; K8] 0.813 0.734 0.783 3.189021349 28.48 0 1412.851336 3 471.6221619 0.421966337 0.000198725 46.61710452SSVNELTQK 4 55770888 2xTMT6plex [N-Term; K9] 0.984 1.085 2.087773323 16.99 0 1463.846979 2 732.4255981 -2.089925369 -0.001529665 35.65329077AAILDLEK 2 55770888 2xTMT6plex [N-Term; K8] 1.034 1.981531501 5.61 0 1330.834624 2 665.9208984 -0.07758665 -5.16E-05 64.34432367NIQATLHQK 2 55770888 2xTMT6plex [N-Term; K9] 0.938 2.928128481 6.57 0 1510.910582 3 504.3084717 0.184947452 9.31E-05 33.72413505QLLIQQK 4 55770888 2xTMT6plex [N-Term; K7] 0.734 0.934 2.859168291 30.39 0 1328.866592 2 664.9366455 -0.434937847 -0.000288987 46.88188648SKENISLLEK 4 55770888 3xTMT6plex [N-Term; K2; K10] 0.68 0.67 3.024807215 1.22 1 1848.140925 3 616.71698 -2.455666953 -0.001512806 52.0906972EREDLYAK 4 55770888 2xTMT6plex [N-Term; K8] 0.706 0.941 2.833996773 10.05 1 1481.836414 3 494.6167297 -0.525281339 -0.00025946 24.70309098GEGEIEK 4 55770888 2xTMT6plex [N-Term; K7] 0.915 0.955 2.610740662 28.6 0 1219.693439 2 610.3480225 -3.829075387 -0.002335149 24.66606746ALQDIQK 2 55770888 2xTMT6plex [N-Term; K7] 0.796 2.655561447 31.55 0 1273.788008 2 637.3995361 2.973764553 0.001893973 40.63929197WYSEELKK 2 55770888 3xTMT6plex [N-Term; K7; K8] 1.008 0.879 1.858376145 1 1770.040483 3 590.6851196 0.182338609 0.000107582 49.77351078LTEELNKEATVIQDLK 1 55770888 3xTMT6plex [N-Term; K7; K16] 1.192 2.242503881 1 2531.48993 3 844.4970093 -5.315287969 -0.004485199 80.72747174170932494 STX7 syntaxin-7 8417 NP_003560.2 48.65900383 1 8 8 64 261 29.797 5.55 0.97 0.75 0.99 0.91 Significant 0.00717 EFGSLPTTPSEQR 10 170932494 1xTMT6plex [N-Term] 0.923 1.114 1.372 5.22330904 43.49 0 1677.86453 2 839.4346924 -1.443623326 -0.001211102 45.49084479NLVSWESQTQPQVQVQDEEITEDDLR 6 170932494 1xTMT6plex [N-Term] 0.523 100 0.649 6.441071033 63.47 0 3315.617823 3 1105.877197 -0.236701926 -0.000261604 73.72741272

DLGMMIHEQGDVIDSIEANVENAEVHVQQANQQLSR 5 170932494 1xTMT6plex [N-Term]; 2xOxidation [M4; M5] 0.82 1.024 0.682 7.882064342 22.29 0 4279.055678 4 1070.513306 -5.675302118 -0.006071233 87.18284712
VSGSFPEDSSK 8 170932494 2xTMT6plex [N-Term; K11] 0.951 1.128 1.03 3.909520388 45.66 0 1597.847373 2 799.4256592 -2.084755203 -0.00166556 36.48644381TLNQLGTPQDSPELR 16 170932494 1xTMT6plex [N-Term] 1.134 0.98 1.06 5.380004883 58.2 0 1898.018071 2 949.5129395 0.280048045 0.000265768 46.16994037ITQCSVEIQR 6 170932494 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.516 0.01 0.621 4.119123936 28.8 0 1462.788529 2 731.8978882 -0.020059504 -1.47E-05 34.50633832QQYTNQLAK 5 170932494 2xTMT6plex [N-Term; K9] 2.315 1.11 1.042 3.946027756 29.55 0 1551.889513 2 776.4499512 2.006073064 0.001556602 32.87628871ISSNIQK 8 170932494 2xTMT6plex [N-Term; K7] 0.984 0.932 1.054 2.720226049 18.73 0 1247.772358 2 624.3887329 -1.737848794 -0.00108422 34.96279412

20070158 STK24 serine/threonine-protein kinase 24 isoform a precursor 8428 NP_003567.2 37.4717833 1 7 12 103 443 49.277 5.69 1.07 0.93 0.91 0.97 Significant 0.00268
AANVLLSEHGEVK 6 20070158 2xTMT6plex [N-Term; K13] 1.137 1.033 1.293 5.489013672 47.86 0 1825.058369 3 609.0244141 0.175516304 0.000106776 47.22821121GAIYLAEEACPGISDTMVAQLVQR 8 20070158 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.283 0.968 1.514 6.779644966 78.26 0 2821.442566 3 941.15271 0.358193651 0.000336874 93.10818904

GAIYLAEEACPGISDTMVAQLVQR 2 20070158 1xTMT6plex [N-Term]; 1xOxidation [M17]; 1xCarbamidomethyl [C10] 1.134 4.986962318 55.77 0 2837.437481 3 941.15271 0.358193651 0.000336874 93.10818904
RPFSQCLSTIISPLFAELK 8 20070158 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C6] 1.264 1.318 1.37 5.404053211 19.9 0 2665.51515 4 667.1347656 0.781192333 0.00052057 110.5071307
LADFGVAGQLTDTQIK 26 20070158 2xTMT6plex [N-Term; K16] 1.054 0.957 1.174 4.86488533 86.31 0 2135.21124 2 1068.110229 0.909556084 0.000971047 76.7275261SQACGGNLGSIEELR 2 20070158 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.232 5.669206142 93.37 0 1819.916977 2 910.4631348 1.107771 0.001008026 45.42747484ADIWSLGITAIELAR 12 20070158 1xTMT6plex [N-Term] 1.099 1.655 1.141 5.6611166 85.95 0 1858.063564 3 620.0256958 -0.554511523 -0.000343439 111.9699288GEPPHSELHPMK 4 20070158 2xTMT6plex [N-Term; K12] 0.989 1.071 4.639070034 34.9 0 1816.97801 4 454.9996338 -0.718001948 -0.000326148 26.75267307TSYLTELIDR 9 20070158 1xTMT6plex [N-Term] 1.192 0.97 0.906 3.769824028 42.02 0 1439.794326 2 720.3990479 -2.435463741 -0.001753283 69.32968303NTFVGTPFWMAPEVIK 8 20070158 2xTMT6plex [N-Term; K16] 2.714 1.611 1.213 4.39060688 26.56 0 2295.261167 3 765.7579346 -0.835176881 -0.000638983 101.7326913ADPEELFTK 6 20070158 2xTMT6plex [N-Term; K9] 1.095 0.966 1.131 3.323061943 32.01 0 1507.840831 2 754.4235229 -0.704133713 -0.000530861 59.81189495GLDYLHSEK 6 20070158 2xTMT6plex [N-Term; K9] 0.654 0.651 2.6065979 28.47 0 1519.852064 3 507.2885742 -0.58886899 -0.000298331 36.89306106GSFGEVFK 6 20070158 2xTMT6plex [N-Term; K8] 0.891 0.949 0.953 2.950922966 34.98 0 1328.761459 2 664.8842163 -0.22774051 -0.000151306 56.19878504

255982614 DHX16 putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX16 isoform 1 8449 NP_003578.2 10.95100865 1 9 10 44 1041 119.189 6.8 1.17 1.28 1.51 1.32 Significant 0.00571
TSLGNVVLLLK 6 255982614 2xTMT6plex [N-Term; K11] 0.866 1.328 3.777144909 35.61 0 1615.05585 2 808.0311279 -0.538873392 -0.000435155 94.39794404FSTFFDDAPVFR 4 255982614 1xTMT6plex [N-Term] 1.365 1.464 4.24954319 40.02 0 1677.847424 2 839.4273682 0.021383425 1.79E-05 89.83372735AVDLVEEESGAPGEEQR 6 255982614 1xTMT6plex [N-Term] 1.071 1.225 1.669 5.157207489 39 0 2044.003208 3 682.0056763 -0.358537307 -0.000244284 43.68409633ELLVLPIYANLPSDMQAR 6 255982614 1xTMT6plex [N-Term]; 1xOxidation [M15] 1.598 1.452 1.263 3.782439947 20.66 0 2288.25217 3 763.4216309 -0.800061243 -0.000610247 91.98647944WVQDELHSVLGLSER 4 255982614 1xTMT6plex [N-Term] 1.153 0.786 4.20708704 21.31 0 1997.065355 3 666.3601074 0.207161786 0.000137905 80.09172104FEDCTSER 4 255982614 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.674 1.221 3.66193676 33.31 0 1272.572782 2 636.789856 -0.27268848 -0.000173508 21.55781363EQLEGLLER 2 255982614 1xTMT6plex [N-Term] 1.364 2.966473103 29.51 0 1315.741896 2 658.3748169 0.350341555 0.00023048 53.17152375DAASQEPK 2 255982614 2xTMT6plex [N-Term; K8] 1.334 2.266591787 5.08 0 1303.725801 2 652.3660889 -0.690486929 -0.000450103 18.2648277YMTDGMLLR 8 255982614 1xTMT6plex [N-Term] 0.964 1.04 1.093 3.134672165 22.27 0 1328.690395 2 664.8479004 -1.407866541 -0.000935309 55.4676242AYEEAQK 2 255982614 2xTMT6plex [N-Term; K7] 1.263 2.631393671 16.26 0 1296.719988 2 648.862915 -1.106045938 -0.000717116 21.54487824121114298 CUL4B cullin-4B isoform 1 8450 NP_003579.3 27.27272727 1 16 23 139 913 103.916 7.37 1.4 1.35 1.29 1.35 Significant 0.000557 TIDGILLLIER 27 121114298 1xTMT6plex [N-Term] 1.673 1.728 1.324 4.520827293 57.99 0 1484.924946 2 742.9675293 1.909910503 0.001418037 105.5580971TLSHNLLVSEVYNQLK 2 121114298 2xTMT6plex [N-Term; K16] 1.529 5.259682178 20.56 0 2316.332752 3 772.7815552 -1.139751037 -0.000880014 76.93470804ETVEEQASTTER 10 121114298 1xTMT6plex [N-Term] 1.705 1.778 1.975 4.658653736 54.84 0 1608.791425 2 804.8986816 -0.831853483 -0.000669139 18.59020018YNLEELYQAVENLCSYK 9 121114298 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C14] 1.374 1.569 1.263 5.831823826 56.34 0 2594.321261 3 865.4385986 -7.716261614 -0.006672821 111.8098957

LPENYTDETWQK 6 121114298 2xTMT6plex [N-Term; K12] 1.66 1.526 1.561 2.844254971 47.51 0 1982.027128 2 991.5161133 -1.09889389 -0.001089019 55.51595876
LKHECGAAFTSK 2 121114298 3xTMT6plex [N-Term; K2; K12]; 1xCarbamidomethyl [C5] 1.294 2.278267622 4.59 1 2036.156592 4 509.7937927 -1.596744364 -0.000812805 33.69723384
LITYLDQTTQK 14 121114298 2xTMT6plex [N-Term; K11] 1.78 1.44 1.333 4.740628242 44.77 0 1782.041322 2 891.5234375 -0.966980944 -0.0008616 67.45169297EDSLDSVLFLK 6 121114298 2xTMT6plex [N-Term; K11] 1.482 1.244 1.243 3.454021215 28.53 0 1723.988223 3 575.3348999 1.115469935 0.000641019 85.07095503FEDTLEFVGFDAK 4 121114298 2xTMT6plex [N-Term; K13] 1.554 1.685 3.329052925 39.16 0 1976.041715 2 988.5254517 0.967216581 0.00095563 88.47044668QYQIDAAIVR 4 121114298 1xTMT6plex [N-Term] 1.267 0.911 3.486736536 51.2 0 1405.80008 2 703.4030762 -0.85649892 -0.000602033 47.79757683KTLSHNLLVSEVYNQLK 2 121114298 3xTMT6plex [N-Term; K1; K17] 1.875 4.547954082 11.36 1 2673.590647 4 669.1503296 -4.173713218 -0.0027897 72.20763313QATGIEDGELR 6 121114298 1xTMT6plex [N-Term] 1.345 1.287 1.162 4.037088871 44.14 0 1417.748438 2 709.3768311 -1.447774915 -0.00102629 28.54037797TLQSLACGK 6 121114298 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.448 1.505 0.921 4.036840916 54.91 0 1435.834306 2 718.4203491 -0.616079313 -0.000442294 45.46484423

EATDEELEK 6 121114298 2xTMT6plex [N-Term; K9] 1.278 1.267 1.725 4.137046337 50.76 0 1521.804839 2 761.4046631 -1.833210181 -0.001394894 29.80194288EVPEYLHHVNK 2 121114298 2xTMT6plex [N-Term; K11] 1.464 2.765204191 29.35 0 1823.021589 4 456.5107727 -0.180079978 -8.21E-05 37.77480281LKEAVEAIQNSTSIK 4 121114298 3xTMT6plex [N-Term; K2; K15] 1.495 1.277 3.78918314 13.71 1 2318.389822 3 773.4685669 0.57156203 0.000441701 72.79778543SLIATVEK 6 121114298 2xTMT6plex [N-Term; K8] 1.295 1.345 1.758 3.464601278 52.52 0 1318.834624 2 659.9206543 -0.448529512 -0.000295768 52.42401907SASVDAEK 7 121114298 2xTMT6plex [N-Term; K8] 1.299 0.986 3.110862732 41.54 0 1264.714902 2 632.861145 0.087868865 5.56E-05 21.30691564TYVLQNSMLPSIWDMGLELFR 2 121114298 1xTMT6plex [N-Term]; 2xOxidation [M8; M15] 0.786 2.760155678 3.92 0 2774.409476 3 925.4723511 -2.514256603 -0.002325192 108.6472474
QICEDHIK 2 121114298 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.402 2.366778851 6.57 0 1500.82447 3 500.9467773 0.872188105 0.000436334 41.69679015
INQIQMK 4 121114298 2xTMT6plex [N-Term; K7] 1.303 1.674 2.994947195 32.94 0 1332.807363 2 666.9076538 0.501233116 0.000334024 44.57197158FLEETNR 6 121114298 1xTMT6plex [N-Term] 1.089 1.234 1.122 2.769524813 16.91 0 1137.610154 2 569.3085327 -0.320901067 -0.00018253 31.10365066GKDIEDGDK 2 121114298 3xTMT6plex [N-Term; K2; K9] 1.158 2.563682318 6.93 1 1663.946976 3 555.3202515 -0.465907556 -0.000258415 24.643687174503165 CUL3 cullin-3 isoform 1 8452 NP_003581.1 26.171875 1 19 20 115 768 88.873 8.48 1.09 0.93 0.92 0.98 Significant 0.00314 NPVDYIQGLLDLK 12 4503165 2xTMT6plex [N-Term; K13] 0.894 0.889 0.784 4.586134434 51.65 0 1946.136285 2 973.5720215 0.247571948 0.000240904 111.7897816ALVSEEGEGKNPVDYIQGLLDLK 5 4503165 3xTMT6plex [N-Term; K10; K23] 1.798 0.775 5.125936985 26.37 1 3174.786506 3 1058.934204 0.489243823 0.000517748 109.869715TIVEMENSGLVHMLK 6 4503165 2xTMT6plex [N-Term; K15] 1.024 1.058 0.95 4.937795639 42.2 0 2159.196853 3 720.4040527 0.348445823 0.000250788 77.52244437EDGSEVGVGGAQVTGSNTR 6 4503165 1xTMT6plex [N-Term] 0.736 0.683 3.314 3.816746235 70.75 0 2049.004605 2 1025.004761 -1.152030415 -0.001180258 25.57902696DMSISNTTMDEFR 2 4503165 1xTMT6plex [N-Term] 0.937 4.508996487 40.23 0 1775.814151 2 888.4094238 -1.452839954 -0.001289987 54.10409187GLTEQEVETILDK 10 4503165 2xTMT6plex [N-Term; K13] 0.977 0.941 1.046 4.257460117 47.65 0 1933.089394 2 967.0473633 -1.005596278 -0.000971954 81.87578029ALVSEEGEGK 4 4503165 2xTMT6plex [N-Term; K10] 0.955 0.765 3.718399286 47.85 0 1476.830995 2 738.920105 1.312791338 0.000969385 31.38928956

TECGCQFTSK 4 4503165 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C3; C5] 1.378 4.27 3.700401306 33.41 0 1675.818398 2 838.4116821 -1.378849993 -0.001155351 30.2276963
YVNSIWDLLK 12 4503165 2xTMT6plex [N-Term; K10] 1.154 1.076 0.931 3.985803127 37.24 0 1709.003814 2 855.0053101 -0.275290674 -0.000235236 101.7991353SPEYLSLFIDDK 10 4503165 2xTMT6plex [N-Term; K12] 1.083 0.871 0.872 4.187915325 59.32 0 1885.035902 2 943.0239868 2.543825721 0.002397601 90.91377302EVVTEHLINK 8 4503165 2xTMT6plex [N-Term; K10] 0.621 0.541 0.377 2.821757078 18.93 0 1639.978327 3 547.3305054 -0.832094361 -0.000454872 46.77314607KHEIEAAIVR 10 4503165 2xTMT6plex [N-Term; K1] 0.815 0.901 0.867 4.299849987 27.47 1 1623.994646 4 406.7541809 0.152385239 6.19E-05 37.89281937VLTTGYWPTQSATPK 5 4503165 2xTMT6plex [N-Term; K15] 1.106 0.943 3.241854906 10.95 0 2108.179212 3 703.3933105 -6.561837484 -0.004611176 65.89059554QTLLDMIAR 2 4503165 1xTMT6plex [N-Term] 1.149 2.982126951 32.32 0 1289.744873 2 645.3764648 0.604691297 0.000389949 72.95601138AFPMTMDEK 2 4503165 2xTMT6plex [N-Term; K9] 1.032 3.203125715 30.39 0 1527.795143 2 764.4008789 -0.433309075 -0.000331004 54.95159439

LKTECGCQFTSK 2 4503165 3xTMT6plex [N-Term; K2; K12]; 2xCarbamidomethyl [C5; C7] 0.611 1.865512967 3.94 1 2146.160357 3 716.0583496 0.064463089 4.61E-05 38.97749875
SVSDDSEK 4 4503165 2xTMT6plex [N-Term; K8] 1.048 0.987 3.376961946 27.38 0 1324.699646 2 662.8535767 0.174084981 0.000115305 19.20612154INEEIER 8 4503165 1xTMT6plex [N-Term] 1.027 0.922 2.574715853 14.34 0 1131.620719 2 566.3140259 0.050023662 2.83E-05 26.80266939FLPSPVVIK 6 4503165 2xTMT6plex [N-Term; K9] 1.115 1.123 1.049 3.1258564 39.4 0 1457.949594 2 729.4784546 0.026653656 1.94E-05 79.76557912
VMHCLDK 1 4503165 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.973 1.200462341 3.6 0 1360.748134 3 454.254303 0.163032042 7.39E-05 35.3790004432307161 CUL1 cullin-1 8454 NP_003583.2 29.76804124 1 22 22 92 776 89.622 8 1.1 1.1 0.96 1.05 Significant 0.00196 HQQLLGEVLTQLSSR 4 32307161 1xTMT6plex [N-Term] 0.877 1.229 5.096698284 36.32 0 1938.09699 3 646.7040405 0.298510361 0.000192847 74.19694564LLVLEDENANVDEVELKPDTLIK 10 32307161 3xTMT6plex [N-Term; K17; K23] 1.356 1.336 1.135 6.036836624 36.94 0 3296.8808 4 824.9740601 -1.938097254 -0.001597419 91.47874847VQVYLHESTQDELAR 4 32307161 1xTMT6plex [N-Term] 0.952 1.454 4.229651451 30.7 0 2017.055184 3 673.0223389 -1.3490699 -0.000907049 48.59747926ESTEFLQQNPVTEYMK 2 32307161 2xTMT6plex [N-Term; K16] 1.324 4.807293892 36.56 0 2402.231383 3 801.4138184 -1.865520493 -0.001493804 73.83711293KGQTPGGAQFVGLELYK 4 32307161 3xTMT6plex [N-Term; K1; K17] 0.23 0.297 5.232279301 27.9 1 2480.448006 3 827.4857178 -2.179380368 -0.001801947 66.23209306FYTQQWEDYR 5 32307161 1xTMT6plex [N-Term] 1.322 1.067 1.074 3.827466011 27.85 0 1664.790637 2 832.8985596 -0.477356946 -0.00039735 57.029361ESFESQFLADTER 2 32307161 1xTMT6plex [N-Term] 1.352 3.956325531 39.62 0 1787.864924 2 894.4358521 -0.277833314 -0.000248364 59.60595565IQDGLGELK 4 32307161 2xTMT6plex [N-Term; K9] 1.076 0.704 3.37238884 42.79 0 1430.861901 2 715.9337769 -1.134797888 -0.00081187 55.95346534KLTWLYQLSK 3 32307161 3xTMT6plex [N-Term; K1; K10] 1.165 0.783 3.787683964 14.43 1 1967.229681 3 656.4135742 -1.784831626 -0.001170391 80.91321793LTWLYQLSK 6 32307161 2xTMT6plex [N-Term; K9] 1.297 1.108 1.034 3.383048773 31.46 0 1609.971786 2 805.4890747 -0.566982568 -0.000456413 91.70337134MFQDIGVSK 5 32307161 2xTMT6plex [N-Term; K9] 1.226 1.059 1.066 3.456748247 40.09 0 1482.839057 2 741.9237671 0.809683075 0.000600315 58.02062135HLEIFHTEFQNLLDADKNEDLGR 2 32307161 2xTMT6plex [N-Term; K17] 1.184 4.603731155 1.46 1 3212.674046 4 803.9231567 -1.011334118 -0.000812272 77.9446686SQNPHGLK 4 32307161 2xTMT6plex [N-Term; K8] 1.223 1.19 3.147840738 20.5 0 1338.789405 3 446.934906 0.567749921 0.000253366 19.2925503AGIQQVYTR 4 32307161 1xTMT6plex [N-Term] 1.142 1.384 3.201272488 28.04 0 1264.721101 2 632.8638916 -0.470203964 -0.000297338 30.86562485GPTLTVYK 6 32307161 2xTMT6plex [N-Term; K8] 0.965 0.94 1.042 2.992891788 36.54 0 1336.824059 2 668.9155884 -0.118723318 -7.94E-05 49.03952776QVTNAVLK 6 32307161 2xTMT6plex [N-Term; K8] 1.026 1.145 1.314 3.438138485 31.13 0 1330.845857 2 665.9266968 0.195383024 0.000130012 42.08587041VNINVPMK 6 32307161 2xTMT6plex [N-Term; K8] 1.236 0.962 1.032 3.278611898 20.79 0 1372.838663 2 686.9235229 0.805781821 0.000553104 56.27921277IQDGLGELKK 3 32307161 3xTMT6plex [N-Term; K9; K10] 1.143 1.274 1.489 3.160825491 1 1788.119796 3 596.7106323 -1.37131044 -0.000817356 55.43690785QEQETTHK 2 32307161 2xTMT6plex [N-Term; K8] 0.699 2.214942455 7.75 0 1458.795278 3 486.9360962 -1.057355891 -0.000514155 23.58998603DLNEQFK 4 32307161 2xTMT6plex [N-Term; K7] 1.112 0.887 2.589308262 20.43 0 1351.762187 2 676.383728 -1.485028455 -0.001003703 41.04541887
YCDSLLK 4 32307161 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.019 1.043 2.152539968 7.9 0 1356.759744 2 678.8824463 -1.568724222 -0.001064191 47.36803737SPELLAR 2 32307161 1xTMT6plex [N-Term] 1.303 2.632133245 14.98 0 1014.614511 2 507.8111572 0.519205195 0.000263397 46.99478317

325651836 SMARCA5 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A member 5 8467 NP_003592.3 27.09125475 1 21 29 160 1052 121.828 8.09 1.41 1.35 1.42 1.39 Significant 0.000246
RTEQEEDEELLTESSK 6 325651836 2xTMT6plex [N-Term; K16] 1.55 1.435 1.883 5.894713879 34.95 1 2381.208399 3 794.4070435 -0.765127868 -0.00060731 37.27107717VLDILEDYCMWR 6 325651836 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.33 1.503 1.752 4.189574242 33.36 0 1841.912743 2 921.460144 0.145634444 0.000134123 103.7810362ESEITDEDIDGILER 8 325651836 1xTMT6plex [N-Term] 1.161 1.771 100 4.47717905 58.39 0 1962.970511 2 981.9873657 -1.557076212 -0.001528247 61.69778831IDEAESLNDEELEEKEK 6 325651836 3xTMT6plex [N-Term; K15; K17] 1.189 1.447 1.082 5.982162952 21.69 1 2707.412861 3 903.1416626 -0.896397098 -0.000808972 61.32491499
NYTEEEDRFLICMLHK 2 325651836 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 1.746 3.845155001 19.07 1 2556.299086 4 639.8292847 -1.477588497 -0.00094429 76.22013505

DIDILNSAGK 8 325651836 2xTMT6plex [N-Term; K10] 1.535 1.621 1.494 4.161889553 48.2 0 1503.878279 2 752.4418335 -1.255918008 -0.000944374 55.85720849QKEIQEPDPTYEEK 2 325651836 3xTMT6plex [N-Term; K2; K14] 1.59 4.189538956 14.33 1 2421.311632 3 807.7758789 0.599653812 0.000483983 38.42894486TLQTISLLGYMK 6 325651836 2xTMT6plex [N-Term; K12] 1.409 1.5 1.729 4.475492001 29.9 0 1826.086163 2 921.5427856 -1.511144634 -0.001391825 75.69215489EIQEPDPTYEEK 8 325651836 2xTMT6plex [N-Term; K12] 1.323 1.225 1.328 3.44142437 40.22 0 1935.995159 2 968.5008545 -0.375391241 -0.000363378 40.48608034IAFTEWIEPPKR 10 325651836 2xTMT6plex [N-Term; K11] 1.989 1.294 1.368 4.837696552 28.64 1 1945.13114 3 649.0485229 -0.063775825 -4.14E-05 77.9484762FITDNTVEER 4 325651836 1xTMT6plex [N-Term] 1.717 1.997 3.880020142 39.28 0 1452.753189 2 726.8814087 1.618762795 0.001175831 40.41147379LGFDKENVYDELR 4 325651836 2xTMT6plex [N-Term; K5] 1.641 3.694085598 5.78 1 2056.111526 3 686.0409546 -1.564000993 -0.00107192 62.57247828TLQTISLLGYMK 4 325651836 2xTMT6plex [N-Term; K12]; 1xOxidation [M11] 1.068 1.796 2.861390829 55.1 0 1842.081078 2 921.5427856 -1.511144634 -0.001391825 75.69215489LDSIVIQQGR 4 325651836 1xTMT6plex [N-Term] 1.734 1.217 2.896618843 31.97 0 1357.80008 2 679.4042969 0.911282904 0.00061867 49.77504347VLIFSQMTR 3 325651836 1xTMT6plex [N-Term] 1.538 0.624 3.072712898 22.98 0 1323.765609 2 662.385376 -1.611536711 -0.001066648 76.34203638STLHNWMSEFK 6 325651836 2xTMT6plex [N-Term; K11] 1.527 1.328 1.375 3.524774313 16.42 0 1837.967111 3 613.3275757 0.578335039 0.00035432 65.15819731QNLLSVGDYR 4 325651836 1xTMT6plex [N-Term] 1.218 1.249 3.412290812 39.76 0 1393.763694 2 697.3851318 -0.507416091 -0.000353609 47.60352145NYTEEEDR 6 325651836 1xTMT6plex [N-Term] 1.106 1.949 1.235 3.115906954 30.26 0 1284.59054 2 642.798645 -0.410310461 -0.00026354 17.00588574STLHNWMSEFK 2 325651836 2xTMT6plex [N-Term; K11]; 1xOxidation [M7] 1.181 2.953685522 15.6 0 1853.962026 3 613.3275757 0.578335039 0.00035432 65.15819731HGATHVFASK 2 325651836 2xTMT6plex [N-Term; K10] 1.476 3.881653786 21.68 0 1512.868718 3 504.960907 -0.363463616 -0.000183291 37.41316447ENMELEEK 6 325651836 2xTMT6plex [N-Term; K8] 1.229 1.491 1.39 3.688665867 40.41 0 1479.776516 2 740.3913574 -0.728458817 -0.000538978 36.76878377LDGQTPHDER 8 325651836 1xTMT6plex [N-Term] 1.508 1.554 1.445 3.800982714 29.99 0 1396.701822 3 466.2385254 -0.572304061 -0.000266446 17.27433179LVDQNLNK 6 325651836 2xTMT6plex [N-Term; K8] 1.253 1.497 1.515 3.776261806 33.69 0 1401.846585 2 701.427063 0.188477516 0.000132108 42.50077515
SVCLIGDK 6 325651836 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.42 1.479 1.216 3.72743535 44.7 0 1349.786293 2 675.3961182 -0.988098547 -0.000666861 49.4993602DDIENIAR 6 325651836 1xTMT6plex [N-Term] 1.045 1.262 0.933 3.112414122 37.91 0 1174.626532 2 587.8168335 -0.120708845 -7.09E-05 30.56616532LFELLEK 6 325651836 2xTMT6plex [N-Term; K7] 1.69 1.535 1.685 3.025553942 29.84 0 1349.84446 2 675.425415 -0.671545428 -0.000453241 93.63894504IYVGLSK 2 325651836 2xTMT6plex [N-Term; K7] 1.417 1.86045742 20.77 0 1237.79203 2 619.3994751 -0.288355942 -0.000178462 55.9352913IMAQIER 6 325651836 1xTMT6plex [N-Term] 1.541 1.438 1.193 2.811053753 15.79 0 1089.628781 2 545.3179932 -0.065326721 -3.56E-05 38.30556947ISYGTNK 6 325651836 2xTMT6plex [N-Term; K7] 1.84 1.489 1.51 2.223539114 10.79 0 1240.730158 2 620.867981 -1.187362077 -0.000736598 32.14839236KMDGAPDGR 6 325651836 2xTMT6plex [N-Term; K1] 1.404 1.346 1.431 3.521963358 13.02 1 1404.766955 3 468.9272156 0.098840961 4.63E-05 19.10975333
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

CNELQDIEK 1 325651836 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 0.64 2.005149364 0 1606.851078 2 803.9273071 -2.32798312 -0.001870361 42.70871322
30089962 CDC42BPA serine/threonine-protein kinase MRCK alpha isoform B 8476 NP_003598.2 2.675974404 1 2 5 24 1719 195.799 6.46 0.97 1 0.91 0.96 Significant 0.000759

LFLYDIAEGK 6 30089962 2xTMT6plex [N-Term; K10] 1.158 1.002 0.914 3.930291176 40.95 0 1626.950716 2 813.9779053 -1.341075119 -0.001090932 87.10955485MTEELEALR 6 30089962 1xTMT6plex [N-Term] 0.913 0.852 0.712 3.201808929 22.07 0 1320.703068 2 660.8555908 0.633859832 0.00041857 54.53403228LADFGSCLK 4 30089962 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.977 2.684417963 10.68 0 1468.823407 3 490.2791748 -0.296847079 -0.000145339 60.86406934
EAYDSTLPLIK 2 30089962 2xTMT6plex [N-Term; K11] 0.911 2.718031168 18.62 0 1707.993309 3 570.0024414 -0.314890724 -0.000179277 67.41581542EDFEIIK 12 30089962 2xTMT6plex [N-Term; K7] 1.093 1.048 1 3.093621254 10.86 0 1351.787339 2 676.3969116 -0.586140874 -0.000396169 58.950293744505983 PPFIA1 liprin-alpha-1 isoform b 8500 NP_003617.1 4.575707155 1 4 4 12 1202 135.695 6.29 0.79 1.03 1.25 1.03 Significant 0.0164 KAETLPEVEAELAQR 6 4505983 2xTMT6plex [N-Term; K1] 0.983 1.032 1.14 6.228437901 31.39 1 2142.217054 3 714.7442017 0.465793355 0.00033261 58.80194146LAIQEIMSLTSPSAPPTSR 2 4505983 1xTMT6plex [N-Term] 2.066 4.422969818 23.44 0 2228.215784 3 743.4085083 -2.159798746 -0.001604166 93.92400031EIGISNPLHR 2 4505983 1xTMT6plex [N-Term] 0.702 3.513123751 24.73 0 1364.784764 3 455.6001587 0.849016086 0.000386241 40.6757967VQTLNEQDWER 2 4505983 1xTMT6plex [N-Term] 1.131 3.662458181 13.61 0 1646.833565 2 823.9176025 -3.422411345 -0.002818071 43.8681845353829374 PKP4 plakophilin-4 isoform a 8502 NP_003619.2 2.516778523 1 2 3 16 1192 131.787 8.94 1.01 1.07 1.13 1.07 Significant 0.00105 LLGLNELDDLLGK 4 53829374 2xTMT6plex [N-Term; K13] 0.983 1.047 4.19857645 35.1 0 1871.125386 3 624.3799438 -0.057300827 -3.57E-05 107.525877GLPILVELLR 6 53829374 1xTMT6plex [N-Term] 1.117 1.221 1.126 3.209819794 42.83 0 1351.887438 2 676.4469604 -0.587335558 -0.000397006 110.4711755NKELIGK 6 53829374 3xTMT6plex [N-Term; K2; K7] 1.284 1.194 1.145 2.913789749 6.16 1 1488.971675 3 496.9954529 0.087464779 4.34E-05 36.101217164505727 PEX3 peroxisomal biogenesis factor 3 8504 NP_003621.1 21.17962466 1 6 6 24 373 42.113 8.15 1.04 1.15 1.1 1.1 Significant 0.00084 EALMQQLNSESLTALLK 6 4505727 2xTMT6plex [N-Term; K17] 1.06 1.16 0.992 5.334008217 62.53 0 2347.330703 3 783.114563 -0.667845887 -0.000522552 97.39245125DMLESPDFSTVLNTCLNR 5 4505727 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.713 1.092 4.485246181 21.01 0 2341.136548 3 781.0509033 0.687230712 0.0005363 80.88842335DFAANVYEAFSTPQQLEK 4 4505727 2xTMT6plex [N-Term; K18] 1.114 1.035 5.453384399 50.99 0 2516.307325 3 839.4397583 -1.034717672 -0.000867889 83.12424818LEIWEDLK 4 4505727 2xTMT6plex [N-Term; K8] 1.056 0.915 3.720118284 35.54 0 1503.882302 2 752.4435425 -1.658094559 -0.00124679 83.05065269SVWNFLK 4 4505727 2xTMT6plex [N-Term; K7] 1.805 1.457 2.820415497 21.89 0 1351.813829 2 676.4102173 -0.496081393 -0.000335305 81.17507401HSLSLLDLEQK 1 4505727 2xTMT6plex [N-Term; K11] 0.784 2.300600052 0 1741.026006 3 581.0132446 -0.474003994 -0.000275084 69.72805201193211616 NIPSNAP1 protein NipSnap homolog 1 isoform 1 8508 NP_003625.2 33.8028169 1 5 7 61 284 33.289 9.31 0.77 0.76 0.8 0.78 Significant 0.000239 GWDENVYYTVPLVR 20 193211616 1xTMT6plex [N-Term] 0.654 0.504 0.735 4.677969456 53.83 0 1940.011529 2 970.5074463 -2.016963207 -0.001956466 72.37679008FSGGYPALMDCMNK 12 193211616 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 0.915 0.791 0.807 4.499517918 56 0 2049.000796 2 1025.003906 -0.126822791 -0.00012993 68.17985764

QENQEAVGGFFSQIGELYVVHHLWAYK 8 193211616 2xTMT6plex [N-Term; K27] 0.861 0.92 0.83 9.042972565 67.2 0 3607.873809 4 902.7251587 1.38485321 0.001249094 105.2801557IQFHNVKPEYLDAYNSLTEAVLPK 11 193211616 3xTMT6plex [N-Term; K7; K24] 0.731 0.78 0.814 8.177539825 20.3 0 3476.939652 4 869.9909058 0.615718732 0.000535204 88.6795988KETSNLYK 6 193211616 3xTMT6plex [N-Term; K1; K8] 1.21 0.948 0.828 2.649004698 20.19 1 1670.009183 2 835.5083008 0.085132765 7.11E-05 32.54810242ETSNLYK 2 193211616 2xTMT6plex [N-Term; K7] 0.697 2.912757158 28.91 0 1312.751288 2 656.8792725 -0.014860488 -9.75E-06 30.78622875MGPNIYELR 2 193211616 1xTMT6plex [N-Term] 0.881 3.253356218 25.93 0 1321.713573 2 661.3609619 0.812701138 0.000537079 51.0219843338569394 IKBKAP elongator complex protein 1 isoform 1 8518 NP_003631.2 24.47447447 1 25 25 126 1332 150.159 5.94 1.23 1.25 1.28 1.26 Significant 0.000134 AFEDTLQLMER 6 38569394 1xTMT6plex [N-Term] 1.711 0.83 0.825 3.840102911 53.97 0 1581.814409 2 791.4104614 -0.482293266 -0.000381449 71.5308274TSVPVLDAELFIPPK 8 38569394 2xTMT6plex [N-Term; K15] 1.299 1.557 1.338 4.7356987 60.36 0 2084.24075 2 1042.622803 -1.161435525 -0.001210356 97.49286422SVGDNSSDLSNVAVIDGNR 6 38569394 1xTMT6plex [N-Term] 1.082 0.906 1.144 4.230391979 63.2 0 2148.073019 2 1074.539307 -0.783301468 -0.000841294 46.87196063LDIIETNVKPSILEAQK 8 38569394 3xTMT6plex [N-Term; K9; K17] 1.396 1.769 1.159 6.435535908 50.05 0 2598.568515 3 866.8607178 -0.35203216 -0.000304927 80.72314218DFEPILEQQIHQDDFGESK 2 38569394 2xTMT6plex [N-Term; K19] 1.101 5.819237709 41.92 0 2733.377196 3 911.7970581 -0.210210137 -0.000191528 68.06303684VHELQGNAPSDPDAVSAEEALK 6 38569394 2xTMT6plex [N-Term; K22] 1.267 1.097 1.354 7.856390476 80.5 0 2735.425208 3 912.4793091 -0.670621116 -0.000611478 48.93776049SVVLQLADGQIFK 6 38569394 2xTMT6plex [N-Term; K13] 1.297 1.377 1.282 4.217021942 48.24 0 1876.130805 3 626.0444336 -6.426923281 -0.00401925 91.47520349DIQGPGNPQCFSLR 6 38569394 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.46 1.531 1.772 4.381633759 43.49 0 1817.916583 2 909.4638672 2.131426181 0.001937378 58.16315937NEVSLVAEGFLPEDGSGR 2 38569394 1xTMT6plex [N-Term] 1.375 4.251519203 33.75 0 2105.071228 2 1053.038452 -0.760422309 -0.000800372 69.98574074
YCLSILTSHVK 4 38569394 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.29 1.182 4.551997185 32.74 0 1779.023898 3 593.678772 -1.200148033 -0.000711697 64.28476554
TTPELEIVLQK 12 38569394 2xTMT6plex [N-Term; K11] 1.066 1.123 1.177 4.523664474 42.74 0 1729.051158 2 865.0268555 -2.731956471 -0.002361846 73.24202294INLNLIYDHNPK 2 38569394 2xTMT6plex [N-Term; K12] 1.256 3.970834017 26.94 0 1912.105653 3 638.0385742 -2.344929917 -0.001494585 68.24514011LGAVGGSGFK 4 38569394 2xTMT6plex [N-Term; K10] 0.852 0.94 2.541565895 16.88 0 1350.814557 2 675.9100342 -1.306656503 -0.000882525 49.455298

ALSAFLTCGNWK 14 38569394 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.322 1.752 1.49 4.477165699 40.15 0 1826.003497 3 609.3383789 -1.59539741 -0.000971067 84.78861315
EYLPFLNTLK 4 38569394 2xTMT6plex [N-Term; K10] 1.272 1.238 3.8840909 35.77 0 1696.008565 2 848.5081177 0.232151871 0.000196866 91.12928302AVMESINPHK 6 38569394 2xTMT6plex [N-Term; K10] 1.365 1.178 1.346 3.913363695 27.92 0 1583.897969 3 528.6370239 -0.91559727 -0.000483404 50.98033893IVTVVPQDTK 6 38569394 2xTMT6plex [N-Term; K10] 1.204 1.077 1.386 3.960141182 37.82 0 1557.961615 2 779.4840698 -0.482548193 -0.000375896 53.11631716YLWESPSLAIKPWK 4 38569394 3xTMT6plex [N-Term; K11; K14] 1.036 1.599 4.433347225 9.9 0 2405.42 3 802.4761963 -2.479709494 -0.001988248 89.71561332NLYNEALK 6 38569394 2xTMT6plex [N-Term; K8] 1.44 1.287 0.233 3.680415154 39.85 0 1422.835686 2 711.9197998 -2.363674638 -0.00168156 46.2177107GDGQFFAVSVVCPETGAR 2 38569394 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.518 3.738947153 13.53 0 2126.053805 3 709.355835 -0.401197367 -0.000284322 67.57192871ALVLAQIR 2 38569394 1xTMT6plex [N-Term] 1.133 3.082633972 26.45 0 1112.735295 2 556.8713379 0.093734108 5.22E-05 58.76303165NYMAFLDSQTATFSR 2 38569394 1xTMT6plex [N-Term] 1.007 2.303288698 8.66 0 1980.968678 3 660.9935303 -1.332777099 -0.000880063 75.97508509EAFECMR 2 38569394 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 2.108 2.645392179 23.75 0 1171.543731 2 586.2745361 -1.651901098 -0.000967637 31.05792806TMYPAPVTSSVYLSR 2 38569394 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.417 2.561472178 12.67 0 1916.998916 2 959.0038452 0.78149741 0.000749065 52.58433031LVLQMPR 4 38569394 1xTMT6plex [N-Term] 1.068 0.973 2.277725697 20.56 0 1085.670252 2 543.3392334 0.864320334 0.000469183 57.96565456150010589 IFITM1 interferon-induced transmembrane protein 1 8519 NP_003632.3 28 1 3 3 26 125 13.929 7.93 0.52 0.62 0.24 0.46 Non-Significant 0.056

KMVGDVTGAQAYASTAK 4 150010589 3xTMT6plex [N-Term; K1; K17]; 1xOxidation [M2] 1.511 1.219 4.39690733 30.46 1 2401.336407 3 801.116394 -0.740446482 -0.000592687 38.55120505EEHEVAVLGAPPSTILPR 6 150010589 1xTMT6plex [N-Term] 0.142 0.143 0.14 5.690079689 40.08 0 2144.191284 3 715.4033813 2.008581511 0.001435594 59.46041321MVGDVTGAQAYASTAK 11 150010589 2xTMT6plex [N-Term; K16] 0.716 0.675 0.648 5.847058773 68.22 0 2028.083597 2 1014.54718 1.719234635 0.001743376 49.77663718MVGDVTGAQAYASTAK 5 150010589 2xTMT6plex [N-Term; K16]; 1xOxidation [M1] 0.863 0.35 5.145456314 28.06 0 2044.078512 2 1014.54718 1.719234635 0.001743376 49.776637184504341 HAT1 histone acetyltransferase type B catalytic subunit 8520 NP_003633.1 25.53699284 1 6 6 28 419 49.481 5.69 1.55 1.69 1.39 1.54 Significant 0.00314 LLVTDMSDAEQYR 4 4504341 1xTMT6plex [N-Term] 1.273 1.436 4.737807751 47.98 0 1769.894116 2 885.449585 -1.255774628 -0.001111294 58.76083819YYTEFPTVLDITAEDPSK 6 4504341 2xTMT6plex [N-Term; K18] 1.69 1.816 1.49 4.573003769 41.06 0 2547.327058 3 849.7802734 -0.310367488 -0.000263536 88.17608602VSQMLILTPFQGQGHGAQLLETVHR 6 4504341 1xTMT6plex [N-Term] 1.64 1.962 1.808 6.172511101 64.4 0 2989.62431 4 748.1619873 0.605112403 0.000452265 83.87154905
QIIPPGFCTNTNDFLSLLEK 4 4504341 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C8] 2.304 1.838 3.901376724 43.9 0 2765.494809 3 922.5041504 1.117044901 0.001029727 110.5461411

TFFPEYTHQLFGDDETAFGYK 6 4504341 2xTMT6plex [N-Term; K21] 0.655 0.792 0.926 4.496397972 31.35 0 2971.455446 3 991.1578979 1.243379793 0.001231549 85.87522059
LCQDLPCFSR 2 4504341 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C7] 0.732 3.386664629 18.61 0 1524.750035 2 762.8776245 -1.353032638 -0.001031518 53.65729314

224586882 YBX3 Y-box-binding protein 3 isoform a 8531 NP_003642.3 24.46236559 1 1 6 101 372 40.066 9.77 1.24 1.11 1.18 1.17 Significant 0.00102 GAEAANVTGPDGVPVEGSR 14 224586882 1xTMT6plex [N-Term] 1.339 1.255 1.243 5.060039997 70.19 0 2012.024613 3 671.3457642 -0.931091757 -0.00062446 34.46785838EDVFVHQTAIK 10 224586882 2xTMT6plex [N-Term; K11] 1.09 1.051 1.161 4.016389847 39.69 0 1744.999791 2 873.0031128 -0.482638489 -0.000421102 45.71671718AGEAPTENPAPPTQQSSAE 18 224586882 1xTMT6plex [N-Term] 1.269 1.016 1.227 4.281027317 56.56 0 2111.009022 2 1056.00708 -1.013024448 -0.001069252 26.71180915DGVPEGAQLQGPVHR 6 224586882 1xTMT6plex [N-Term] 1.086 1.13 5.295317173 38.87 0 1788.955411 3 596.9903564 0.617715752 0.000368355 30.58053167SVGDGETVEFDVVEGEK 49 224586882 2xTMT6plex [N-Term; K17] 1.452 1.59 1.45 5.476432323 78.97 0 2254.149093 2 1127.577393 -0.703078494 -0.000792422 59.71504628IQAGEIGEMK 4 224586882 2xTMT6plex [N-Term; K10] 1.057 1.08 3.961344719 55.18 0 1533.871085 2 767.4389648 -0.281778895 -0.000216106 50.39763988
23238222 COPS3 COP9 signalosome complex subunit 3 isoform 1 8533 NP_003644.2 36.87943262 1 11 11 78 423 47.842 6.65 1.07 1.03 1.09 1.06 Significant 0.000275

QLSAQGQMTQLCELINK 9 23238222 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C12] 1.173 1.092 1.335 5.742331028 61.49 0 2420.304171 3 807.4398804 0.3786769 0.000305504 80.19372851
SMGSQEDDSGNKPSSYS 16 23238222 2xTMT6plex [N-Term; K12] 0.879 0.886 0.947 5.446026802 41.5 0 2234.028326 3 745.3468018 -1.107549324 -0.000824766 23.62256314YATDTFAGLCHQLTNALVER 6 23238222 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.678 0.591 0.962 7.140468121 50.85 0 2509.270673 3 837.0909424 -4.941504196 -0.004133191 82.25134543TFLTLSLQDMASR 6 23238222 1xTMT6plex [N-Term] 1.146 0.831 1.041 4.897014618 39.47 0 1711.925022 2 856.465332 -0.954894332 -0.000817354 82.63199628VQLSGPQEAEK 10 23238222 2xTMT6plex [N-Term; K11] 1.058 1.026 0.848 4.502435684 57.52 0 1643.936857 2 822.4718628 -0.247937785 -0.000203797 38.64744541FIKPLSNAYHELAQVYSTNNPSELR 4 23238222 2xTMT6plex [N-Term; K3] 0.662 0.969 6.25679493 23.87 0 3349.794496 4 838.203125 -1.142007369 -0.000956373 84.51566227YVLHMIEDGEIFASINQK 6 23238222 2xTMT6plex [N-Term; K18] 0.956 1.356 1.155 5.447360039 42.1 0 2565.378716 3 855.7975464 -0.245671269 -0.00021008 96.51156109DGMVSFHDNPEK 4 23238222 2xTMT6plex [N-Term; K12] 0.917 1.024 2.924072504 18.29 0 1833.920555 3 611.9785156 0.239435126 0.000146368 37.29927471

QCLSSLYK 6 23238222 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.393 0.906 1.252 3.360733986 37.45 0 1456.823407 2 728.9153442 0.003210109 2.34E-06 47.27989323
SGELLAK 5 23238222 2xTMT6plex [N-Term; K7] 1.057 1.155 1.024 2.408523798 23.94 0 1175.739995 2 588.3740845 0.763268509 0.000448703 42.62915512YTSQIVGR 6 23238222 1xTMT6plex [N-Term] 1.26 0.968 0.954 2.440318584 9.8 0 1152.657438 2 576.8319092 -0.777924642 -0.00044834 27.411615154501993 AGPS alkyldihydroxyacetonephosphate synthase, peroxisomal precursor 8540 NP_003650.1 56.99088146 1 26 26 187 658 72.866 7.34 1.39 1.41 1.29 1.36 Significant 0.00074 ETNISYSQEADDR 14 4501993 1xTMT6plex [N-Term] 1.344 1.247 1.196 5.894420624 74.15 0 1756.818702 2 878.9140015 1.152110736 0.001012025 23.42829711GISDPLTVFEQTEAAAR 14 4501993 1xTMT6plex [N-Term] 1.645 1.88 1.761 5.172055721 62.31 0 2034.0705 3 678.6925049 -3.706258737 -0.002512931 81.89114412GFDPNQLSVATLLFEGDR 12 4501993 1xTMT6plex [N-Term] 0.977 0.964 0.976 6.022271633 65.22 0 2208.149813 3 736.7217407 0.38757695 0.000285276 101.3178863ASLNPSDTPPSVVNEDFLHDLK 8 4501993 2xTMT6plex [N-Term; K22] 1.25 1.393 1.368 4.65935421 49.9 0 2853.503459 3 951.8374634 -1.970154711 -0.001873948 78.02832489GFDPNQLSVATLLFEGDREK 7 4501993 2xTMT6plex [N-Term; K20] 1.365 1.592 1.594 6.223392963 44.78 1 2694.450301 3 898.8202515 -1.521614805 -0.001366638 96.23346109DLALEYYVLGESFETSAPWDR 6 4501993 1xTMT6plex [N-Term] 1.59 0.794 1.125 4.569960594 50.51 0 2690.318729 3 897.4440918 -0.37413016 -0.00033551 106.4118463RYPLSGMGLPTFKEWIQNTLGVNVEHK 4 4501993 3xTMT6plex [N-Term; K13; K27] 1.355 0.01 8.736688614 16.5 2 3802.108131 5 761.2272339 -0.281006318 -0.000213683 106.7517324AHGHCLHEIFLLR 6 4501993 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.664 1.631 1.992 5.621992111 43.35 0 1831.995108 4 458.7539673 -0.583472832 -0.00026723 44.55451493NIYGNIEDLVVHIK 6 4501993 2xTMT6plex [N-Term; K14] 1.274 1.276 1.506 5.148099422 46.89 0 2085.210846 3 695.7416382 -0.232642766 -0.000161703 93.13693772

YNLCIIPIGGGTSVSYGLMCPADETR 6 4501993 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C20] 100 4.927 1.99 4.83225441 42.87 0 3073.499429 3 1025.17334 1.964243492 0.002012367 91.90337268
ESGYCTGHEPDSLEFSTVGGWVSTR 6 4501993 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.095 1.107 1.086 7.20507288 65.06 0 2987.367881 3 996.4611206 0.31062676 0.000309319 61.55458727ESISDVGFGMLK 14 4501993 2xTMT6plex [N-Term; K12] 1.34 1.315 1.334 5.575130463 65.27 0 1740.960628 2 870.9835815 -0.426203816 -0.000371002 75.44871378AASAATAAPTATPAAQESGTIPK 6 4501993 2xTMT6plex [N-Term; K23] 1.717 2.043 1.804 6.878062248 70.29 0 2541.392452 3 847.8013916 -1.113678964 -0.000943432 43.84294041TIISLDTSQMNR 12 4501993 1xTMT6plex [N-Term] 1.412 1.207 1.103 4.577852726 41.68 0 1607.862422 2 804.4349976 0.18446055 0.000148294 60.69180603YGSVAFPNFEQGVACLR 10 4501993 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.219 1.323 1.344 4.506318569 57.02 0 2144.079625 2 1072.545166 1.599731283 0.001714976 77.64062297

IPDIVLWPTCHDDVVK 7 4501993 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 1.264 1.596 1.337 5.05236578 45.73 0 2365.29901 3 789.1029053 -2.049267204 -0.00161571 86.97160901
MSTGPDIHHFIMGSEGTLGVITEATIK 4 4501993 2xTMT6plex [N-Term; K27] 1.411 1.784 6.314789295 18.34 0 3300.73724 4 825.9398804 0.136807126 0.000112891 87.34283098EYVDPNNIFGNR 6 4501993 1xTMT6plex [N-Term] 1.72 1.445 1.135 3.671735287 34.89 0 1666.83865 2 833.921814 -1.379071881 -0.001149345 55.69618089RYPLSGMGLPTFK 6 4501993 2xTMT6plex [N-Term; K13] 1.324 1.42 1.287 3.684727669 13.76 1 1925.108296 3 642.3738403 -0.689833351 -0.000442668 70.65638517KGQIELTGK 6 4501993 3xTMT6plex [N-Term; K1; K9] 1.605 1.715 1.581 3.566803217 18.26 1 1661.056467 3 554.3565674 -0.79372471 -0.000439474 41.60250512QFQFGHALKPQVSSIFTSFLDGLKK 1 4501993 4xTMT6plex [N-Term; K9; K24; K25] 3.821 5.108427525 1 3740.170939 5 748.8392944 -0.95532319 -0.000714614 112.0343457QVYDIAAK 6 4501993 2xTMT6plex [N-Term; K8] 0.879 0.93 0.928 3.778443813 36.54 0 1365.814222 2 683.4102783 -0.689990893 -0.0004712 41.13755417GQIELTGK 6 4501993 2xTMT6plex [N-Term; K8] 0.93 1.086 0.388 3.13498497 33.33 0 1303.798572 2 652.4029541 0.045423523 2.96E-05 38.76408507YPLSGMGLPTFK 2 4501993 2xTMT6plex [N-Term; K12] 1.553 2.997201204 19.62 0 1769.007185 3 590.3410645 0.822675785 0.000485106 82.90460424IRPVPEYQK 6 4501993 2xTMT6plex [N-Term; K9] 1.312 1.118 0.895 3.630367756 11.7 0 1587.962284 3 529.9927368 0.865032648 0.00045788 49.204603

IVNLACK 6 4501993 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.571 1.725 1.695 3.137356758 31.28 0 1275.7859 2 638.395752 -1.31078714 -0.000836142 53.11320768
56550053 CGGBP1 CGG triplet repeat-binding protein 1 8545 NP_003654.3 5.389221557 1 1 1 6 167 18.809 8.95 1.13 1.26 1.06 1.15 Significant 0.00259 VSVIQDFVK 6 56550053 2xTMT6plex [N-Term; K9] 1.133 1.259 1.055 3.643429756 32.99 0 1492.913936 2 746.9581909 -3.236083437 -0.002415597 75.2877389932484979 AP3B1 AP-3 complex subunit beta-1 isoform 1 8546 NP_003655.3 33.08957952 1 31 31 186 1094 121.244 6.04 0.91 0.87 0.93 0.9 Significant 0.000381 EVQYIVLQNIATMSIQR 2 32484979 1xTMT6plex [N-Term] 1.363 5.348427296 35.43 0 2235.236854 3 745.7496338 -1.121072609 -0.000835288 97.58346346VPIIVPIMMLAIK 6 32484979 2xTMT6plex [N-Term; K13] 100 0.948 1.129 4.085246086 39.82 0 1896.219426 3 632.7452393 0.916752256 0.000579454 113.3672554

DDCFNVNIQPPVGELLLPVAMSEK 6 32484979 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C3] 1.094 0.663 0.68 5.243501186 35.15 0 3143.652114 3 1048.55188 -3.507837751 -0.003675807 108.5109866
VVNVANVGAVPSGQDNIHR 10 32484979 1xTMT6plex [N-Term] 0.824 0.809 0.684 5.972530365 39.97 0 2175.183179 3 725.7314453 -1.561354709 -0.001132077 45.97585811LLTQYILNLGK 4 32484979 2xTMT6plex [N-Term; K11] 1.091 0.79 4.337529182 40.32 0 1734.092963 2 867.5493164 -0.926771248 -0.000803554 100.5867431YAEEQQDLALLSISTFQR 10 32484979 1xTMT6plex [N-Term] 1.217 0.978 0.969 5.634136677 48.08 0 2341.223706 2 1171.116333 0.718929857 0.000841588 83.43766376LLQMQPAQHGEIIK 6 32484979 2xTMT6plex [N-Term; K14] 0.872 0.846 0.952 5.101590157 41.4 0 2064.203987 3 688.7388916 -0.903682642 -0.000621795 59.27640836EGSTAQLIINTEK 8 32484979 2xTMT6plex [N-Term; K13] 0.94 0.767 0.875 4.818811417 41.63 0 1862.063513 2 931.5345459 -0.912065089 -0.000849162 53.76600451ASILWLIGENCER 10 32484979 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.921 0.9 1.08 3.886716366 39.63 0 1789.946821 3 597.3197632 -1.164402872 -0.00069474 89.77715937EASADLSPYVR 6 32484979 1xTMT6plex [N-Term] 0.981 1.026 0.881 4.010005474 46.84 0 1436.758274 2 718.881897 -1.223013445 -0.000878587 39.16844879SFTSEDDLVK 4 32484979 2xTMT6plex [N-Term; K10] 0.965 0.867 4.377026081 44.87 0 1598.867774 2 799.9379272 0.502807174 0.000401961 58.84377959GLAAHYFFPR 8 32484979 1xTMT6plex [N-Term] 0.951 0.949 0.978 3.714584112 45.7 0 1407.773471 3 469.9294434 0.217093255 0.000101873 53.97747646NVEVIELAK 8 32484979 2xTMT6plex [N-Term; K9] 0.843 0.991 0.889 3.525803804 51.13 0 1472.908851 2 736.958313 0.338341753 0.000249173 62.51370753KLVYVYLVR 4 32484979 2xTMT6plex [N-Term; K1] 0.941 0.906 3.567553282 21.3 1 1611.039806 3 537.6843262 -0.856815809 -0.000460121 68.77873851LQILNLGAK 6 32484979 2xTMT6plex [N-Term; K9] 0.82 0.78 1.002 4.063901424 42.09 0 1427.935006 2 714.470459 -0.955849702 -0.000682446 80.79366865IFLAQKPAPLLESPFK 6 32484979 3xTMT6plex [N-Term; K6; K16] 0.727 0.741 0.82 4.363456726 13.85 0 2486.535364 3 829.5150146 -1.960042378 -0.001624572 94.33479366EMLIEVIEK 12 32484979 2xTMT6plex [N-Term; K9] 0.88 0.981 1.204 3.890807152 51.27 0 1561.927538 2 781.4664917 -1.172104031 -0.000915371 79.29411919GMFEPYLK 6 32484979 2xTMT6plex [N-Term; K8] 0.849 0.787 0.837 3.168252468 36.27 0 1442.81178 2 721.9081421 -1.921283394 -0.001386025 63.66384386EQGVLTGMNETSAVIIAAPQNFTPSVIFQK 2 32484979 2xTMT6plex [N-Term; K30] 1.076 3.100400448 8.47 0 3648.971139 4 912.9998169 1.726107959 0.00157463 104.9962663SEAGIISK 4 32484979 2xTMT6plex [N-Term; K8] 1.003 0.984 3.565005064 37.68 0 1262.772023 2 631.8892822 -0.582398771 -0.000367718 36.97351332KIENIHIGEK 4 32484979 3xTMT6plex [N-Term; K1; K10] 0.826 0.834 2.794050932 12.19 1 1868.157244 4 467.7946167 -0.324915436 -0.000151748 44.21817947TQFVSPWK 7 32484979 2xTMT6plex [N-Term; K8] 1.182 1.012 0.93 3.210725307 39.54 0 1450.845857 2 725.9271851 0.852321549 0.000618294 58.8772798LYSLDPEQK 6 32484979 2xTMT6plex [N-Term; K9] 1.071 0.781 0.854 4.170186043 39.06 0 1550.88303 2 775.9448853 -0.345778616 -0.000268131 52.97854809

QPCIFGDK 6 32484979 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.875 0.742 0.887 3.032314301 16.45 0 1422.781542 2 711.8928223 -2.23118494 -0.001587244 46.49877941TVIGSVLLR 2 32484979 1xTMT6plex [N-Term] 0.855 2.865800381 29.65 0 1186.772074 2 593.8890991 -0.971220875 -0.000576309 63.54325678LYLTNSK 6 32484979 2xTMT6plex [N-Term; K7] 0.947 1.054 0.797 3.106043816 29.22 0 1296.792759 2 648.9005737 0.857585709 0.000556055 47.34112497ALKDPNQLIR 6 32484979 2xTMT6plex [N-Term; K3] 1.221 0.805 0.963 2.500728607 7.3 1 1626.010296 3 542.6756592 1.308693473 0.000709316 46.91347079EFQTYVK 4 32484979 2xTMT6plex [N-Term; K7] 1.029 0.98 3.190578222 28.2 0 1372.787673 2 686.8956299 -2.688095506 -0.001845092 43.1945081ELKPVLSQG 6 32484979 2xTMT6plex [N-Term; K3] 0.919 0.865 0.962 2.717225075 17.55 0 1428.882636 2 714.9448242 -0.185090429 -0.000132236 46.96629852EWTPAGK 6 32484979 2xTMT6plex [N-Term; K7] 0.882 0.989 0.879 2.685520411 15 0 1246.719594 2 623.864502 1.711255892 0.001066728 35.7620878KLPIGMK 5 32484979 3xTMT6plex [N-Term; K1; K7] 0.984 0.915 2.582751751 6.35 1 1473.979403 3 491.9971008 -1.800506683 -0.000884637 53.723389664505193 DEGS1 sphingolipid delta(4)-desaturase DES1 8560 NP_003667.1 14.86068111 1 3 3 32 323 37.841 7.46 1.01 1.15 1.12 1.09 Significant 0.00151 IAAEYYDNLPHYNSWIK 6 4505193 2xTMT6plex [N-Term; K17] 0.71 0.74 1.212 4.996539116 57.91 0 2555.333481 3 852.4500122 0.783780712 0.000667607 75.83323256VLYDFVMDDTISPYSR 20 4505193 1xTMT6plex [N-Term] 1.332 1.687 1.275 4.458497047 45.92 0 2150.067723 2 1075.535278 -2.066441595 -0.002221495 94.30087978EDFEWVYTDQPHADR 6 4505193 1xTMT6plex [N-Term] 1.005 1.02 0.973 4.24083662 21.92 0 2136.982413 3 712.9985352 -0.636992256 -0.000453747 53.1176588327501446 DENR density-regulated protein 8562 NP_003668.2 31.81818182 1 6 6 51 198 22.078 5.3 0.89 0.9 1 0.93 Significant 0.00142 WPEVDDDSIEDLGEVK 16 27501446 2xTMT6plex [N-Term; K16] 0.761 0.788 0.809 4.367716312 65.56 0 2304.164743 3 768.7269287 0.646413333 0.000496481 74.55319528
VLYCGVCSLPTEYCEYMPDVAK 6 27501446 2xTMT6plex [N-Term; K22]; 3xCarbamidomethyl [C4; C7; C14] 1.898 2.142 1.892 5.498705864 48.57 0 3112.490394 3 1038.166138 -2.099288106 -0.002178005 86.33782827

WPEVDDDSIEDLGEVKK 8 27501446 3xTMT6plex [N-Term; K16; K17] 1.901 1.825 1.638 4.939977169 30.35 1 2661.422638 3 887.8121338 -0.29693999 -0.000263428 72.75994723NFPNEFAK 4 27501446 2xTMT6plex [N-Term; K8] 1.152 0.962 2.833113194 24.27 0 1424.793821 2 712.8998413 -0.993359735 -0.000707666 50.93594939LDADYPLR 6 27501446 1xTMT6plex [N-Term] 0.846 0.927 1.147 3.464665651 32.14 0 1191.657104 2 596.3323364 0.245189293 0.000146091 43.81580587LTVENSPK 11 27501446 2xTMT6plex [N-Term; K8] 0.762 0.717 0.767 3.371143579 17.43 0 1345.809137 2 673.4081421 -0.096195151 -6.47E-05 35.5338537350959085 THOC5 THO complex subunit 5 homolog 8563 NP_003669.4 14.0556369 1 7 7 24 683 78.458 6.87 1.05 1.14 1.32 1.17 Significant 0.00457 QKVDAYHLQLQNLLYEVMHLQK 4 50959085 3xTMT6plex [N-Term; K2; K22] 0.894 0.927 6.377126694 8.52 1 3398.922563 5 680.5910034 0.98501504 0.000669598 111.2061634
QFASLEHGIVPVTSDCQYLFPAK 2 50959085 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C16] 1.649 4.284174442 31.5 0 3065.617049 3 1022.543396 -0.461336722 -0.000471427 84.00691941

ELCGPWPSHQLLTNQLQR 4 50959085 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.808 1.004 4.437957287 14.84 0 2406.254964 3 802.7566528 0.183407869 0.000147109 61.82929376SDGAPAEGK 2 50959085 2xTMT6plex [N-Term; K9] 0.977 2.603979588 17.23 0 1289.710151 2 645.361145 3.769962621 0.00243108 18.79031682LDWELEQR 4 50959085 1xTMT6plex [N-Term] 0.927 1.007 2.727079868 21.07 0 1317.700031 2 659.3535767 -0.11742406 -7.74E-05 53.63266368SDTEQEGK 2 50959085 2xTMT6plex [N-Term; K8] 1.477 1.836173892 20.57 0 1351.710545 2 676.3574219 -2.203127001 -0.001488995 16.51961118EAPPDISK 6 50959085 2xTMT6plex [N-Term; K8] 1.354 1.45 1.396 2.907273293 39.62 0 1314.766938 2 657.8865967 -0.776662841 -0.000510565 34.146216764507947 YARS tyrosine--tRNA ligase, cytoplasmic 8565 NP_003671.1 65.90909091 1 36 36 281 528 59.106 7.05 0.85 0.87 0.9 0.87 Significant 0.000277 VHLMNPMVPGLTGSK 2 4507947 2xTMT6plex [N-Term; K15] 0.413 3.437768221 33.11 0 2039.154594 3 680.3895264 -0.27859508 -0.000189366 69.39888993TVVSGLVQFVPK 18 4507947 2xTMT6plex [N-Term; K12] 0.779 0.718 0.804 4.323838234 53.46 0 1732.077313 2 866.5421143 -0.20861908 -0.000180672 83.55175281VDAQFGGIDQR 6 4507947 1xTMT6plex [N-Term] 0.816 0.945 0.738 3.901785135 64.8 0 1434.753858 2 717.8803101 -0.358488538 -0.000257171 40.98821716AMLESIGVPLEK 18 4507947 2xTMT6plex [N-Term; K12] 0.929 0.945 0.919 4.028253078 50.25 0 1745.028314 2 873.0176392 -0.179028435 -0.000156205 75.69193936IYWGTATTGKPHVAYFVPMSK 6 4507947 3xTMT6plex [N-Term; K10; K21] 1.897 1.556 1.292 5.145068169 8.19 0 3041.688981 4 761.1762085 -1.965012091 -0.001494239 78.26525826QVEHPLLSGLLYPGLQALDEEYLK 10 4507947 2xTMT6plex [N-Term; K24] 0.976 0.898 1.02 7.235544205 53.81 0 3183.770572 3 1061.931396 2.846892676 0.003021284 105.5370302GVESQGMLLCASIEGINR 8 4507947 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.821 0.856 4.121016026 46.06 0 2163.109939 2 1082.058472 -0.125971695 -0.000136245 68.92764811TYTAYVDLEKDFAAEVVHPGDLK 6 4507947 3xTMT6plex [N-Term; K10; K23] 1.134 1.78 1.352 5.050200462 30.18 1 3268.770856 4 817.9475098 -0.809652196 -0.000661642 90.68307773QVEPLDPPAGSAPGEHVFVK 12 4507947 2xTMT6plex [N-Term; K20] 0.95 0.833 0.911 6.091594696 48.57 0 2532.386244 3 844.8008423 0.68285218 0.000576415 58.18013581
ISEECIAQWK 10 4507947 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.088 0.996 0.879 4.115551949 46.83 0 1721.929663 2 861.4685059 0.041853481 3.60E-05 62.97012761

LASAAYPDPSK 10 4507947 2xTMT6plex [N-Term; K11] 0.821 0.817 0.813 3.594511509 37.12 0 1577.893929 2 789.4512329 0.798545637 0.00063001 42.5122211TVVSGLVQFVPKEELQDR 6 4507947 2xTMT6plex [N-Term; K12] 0.757 1.06 1.311 4.753976345 18.64 1 2502.433195 3 834.8171997 1.539034529 0.001283777 76.91388226AMLESIGVPLEK 12 4507947 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 0.94 0.908 0.95 3.197205067 35.57 0 1761.023229 2 873.0176392 -0.179028435 -0.000156205 75.69193936TYTAYVDLEK 8 4507947 2xTMT6plex [N-Term; K10] 0.669 0.704 4.344463825 44.34 0 1660.91981 2 830.9625244 -1.22662266 -0.001018661 55.54835345KLASAAYPDPSK 6 4507947 3xTMT6plex [N-Term; K1; K12] 1.276 1.009 1.14 4.846980095 21.42 1 1935.151824 3 645.7227783 1.011585196 0.000652524 42.6468347DFAAEVVHPGDLK 8 4507947 2xTMT6plex [N-Term; K13] 0.758 0.778 3.587259531 33.33 0 1856.03182 3 619.3486328 -0.255562698 -0.000158111 57.23416332IITVEKHPDADSLYVEK 6 4507947 3xTMT6plex [N-Term; K6; K17] 2.74 2.355 3.303 5.995443344 13.05 1 2644.516479 4 661.8837891 -1.192240632 -0.000788225 58.71788051NSVEVALNK 8 4507947 2xTMT6plex [N-Term; K9] 0.9 0.823 1.002 4.137735367 56.64 0 1431.85715 2 716.4331665 1.3315489 0.000953294 42.83656563GQPDEELKPK 10 4507947 3xTMT6plex [N-Term; K8; K10] 0.849 0.891 0.799 3.435339928 30.7 0 1828.078325 2 914.5410156 -1.953001658 -0.00178512 32.68461296HPDADSLYVEK 6 4507947 2xTMT6plex [N-Term; K11] 0.808 0.729 0.795 4.309749603 32.84 0 1731.931771 3 577.9818726 -0.408061236 -0.000235578 38.27535975IDVGEAEPR 12 4507947 1xTMT6plex [N-Term] 0.818 0.814 0.8 3.405091286 63.9 0 1214.657832 2 607.8320313 -0.861477177 -0.0005232 32.17695186LSSVVTQHDSK 6 4507947 2xTMT6plex [N-Term; K11] 0.805 0.802 0.837 4.152913094 24.71 0 1658.947756 3 553.6539917 -0.201177127 -0.000111247 45.33127709VSYYENVIK 10 4507947 2xTMT6plex [N-Term; K9] 0.897 0.825 0.826 4.036145687 41.08 0 1572.903766 2 786.9545898 -1.184142692 -0.000931271 57.0163918MSSSEEESK 6 4507947 2xTMT6plex [N-Term; K9] 0.85 0.865 0.844 3.896357298 38.31 0 1471.735045 2 736.3717651 0.821067244 0.000604197 22.07508693YLPALGYSK 4 4507947 2xTMT6plex [N-Term; K9] 0.866 0.889 3.510710478 37.97 0 1469.876823 2 735.4415283 -0.709337925 -0.00052132 62.23574329NSEPEEVIPSR 8 4507947 1xTMT6plex [N-Term] 0.919 0.774 0.863 3.409496546 20.05 0 1485.774653 2 743.390564 -0.539435984 -0.00040074 102.7375362AFCEPGNVENNGVLSFIK 2 4507947 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C3] 0.603 1.582609296 9.18 0 2453.289901 3 818.4273071 -9.184957419 -0.007511121 92.94336124EYTLDVYR 6 4507947 1xTMT6plex [N-Term] 0.914 0.92 0.883 3.353955269 41.42 0 1287.678233 2 644.3428955 0.218242118 0.000140513 42.88208258LSSVVTQHDSKK 4 4507947 3xTMT6plex [N-Term; K11; K12] 0.966 1.085 3.692673683 8.86 1 2016.205651 4 504.8063354 -1.06072172 -0.000534658 34.95105035KIFTFAEK 2 4507947 3xTMT6plex [N-Term; K1; K8] 1.098 3.980746746 15.07 1 1671.04484 3 557.6852417 -2.195160929 -0.001222737 61.62472764KAGAEVVK 5 4507947 3xTMT6plex [N-Term; K1; K8] 1.029 0.977 1.107 3.136138201 4.83 1 1488.971675 3 496.9955139 0.210439226 0.000104446 30.8859494HVLFPLK 12 4507947 2xTMT6plex [N-Term; K7] 0.862 0.873 0.855 2.997426987 25.64 0 1311.855299 3 437.955719 -2.05491229 -0.000898583 56.47663892QTNFMTK 8 4507947 2xTMT6plex [N-Term; K7] 0.934 1.105 1.035 2.649508238 33.48 0 1327.744428 2 664.3756714 -0.272783342 -0.000181093 39.32211763
LGSISCK 2 4507947 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.86 2.081683397 32.13 0 1222.722965 2 611.8652954 0.285625054 0.00017462 37.83101638

AGAEVVK 6 4507947 2xTMT6plex [N-Term; K7] 0.799 0.752 0.777 2.255098343 35.38 0 1131.71378 2 566.3605957 0.118922516 6.73E-05 29.31862731IFTFAEK 4 4507947 2xTMT6plex [N-Term; K7] 0.666 0.766 2.799535036 29.97 0 1313.786945 2 657.3967285 -0.582049283 -0.000382344 68.89788515SEFVILR 6 4507947 1xTMT6plex [N-Term] 1.131 0.96 0.871 2.788640976 19.78 0 1092.661461 2 546.8347168 0.636751432 0.000347877 52.91620213MSSSEEESK 2 4507947 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 0.933 1.44432354 27.09 0 1487.72996 2 736.3717651 0.821067244 0.000604197 22.075086934505701 PDXK pyridoxal kinase 8566 NP_003672.1 41.66666667 1 10 10 109 312 35.08 6.13 0.91 0.91 0.92 0.91 Significant 0.0000133 WDGEGSMYVPEDLLPVYK 8 4505701 2xTMT6plex [N-Term; K18] 0.591 0.756 0.646 3.468343973 26.96 0 2556.309634 3 852.7750854 0.418399103 0.000356519 92.84556034VVPLADIITPNQFEAELLSGR 14 4505701 1xTMT6plex [N-Term] 0.823 0.918 0.882 5.683574677 83.14 0 2511.402005 3 837.8043823 -1.358268145 -0.001137052 112.19377SFLAMVVDIVQELK 10 4505701 2xTMT6plex [N-Term; K14] 0.742 0.817 0.743 4.042726994 42.5 0 2050.202256 2 1025.60437 -0.386296339 -0.000395993 113.7956791GQVLNSDELQELYEGLR 23 4505701 1xTMT6plex [N-Term] 0.813 0.875 0.865 6.246061802 73.12 0 2192.139642 2 1096.566406 -6.434996078 -0.007053205 81.62182371LVYVCDPVLGDK 4 4505701 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 0.62 0.765 4.662665844 52.32 0 1836.034128 2 918.5211182 0.452964415 0.000415829 71.95629287YDYVLTGYTR 6 4505701 1xTMT6plex [N-Term] 0.87 1.016 0.986 3.275208473 32.17 0 1479.768111 2 740.3874512 -0.327893436 -0.000242603 49.12616737TVSTLHHVLQR 4 4505701 1xTMT6plex [N-Term] 0.717 1.161 5.058999062 36.78 0 1519.890626 3 507.3023987 1.326875031 0.000672235 30.72546213AQAGEGVRPSPMQLELR 6 4505701 1xTMT6plex [N-Term] 2.127 2.011 1.187 4.145647526 20.88 0 2068.117073 3 695.3753662 -0.212506425 -0.000147629 39.83451392AQAGEGVRPSPMQLELR 10 4505701 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.745 0.461 0.711 3.958837748 28.41 0 2084.111988 3 695.3753662 -0.212506425 -0.000147629 39.83451392
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

KIHSQEEALR 20 4505701 2xTMT6plex [N-Term; K1] 1.038 0.997 0.978 4.326160431 30.8 1 1668.979724 4 418.0007019 0.750930146 0.000313322 20.3841948
LVYVCDPVLGDKWDGEGSMYVPEDLLPVYK 4 4505701 3xTMT6plex [N-Term; K12; K30]; 1xCarbamidomethyl [C5] 1.124 1.213 3.935836315 20.38 1 4144.162988 4 1036.79834 2.06102053 0.002135301 107.5627004

4503247 RRP1 ribosomal RNA processing protein 1 homolog A 8568 NP_003674.1 20.39045553 1 9 9 52 461 52.807 9.33 1.25 1.16 1.17 1.19 Significant 0.000569
LQDLAGGIFPEDEIPEK 8 4503247 2xTMT6plex [N-Term; K17] 1.187 1.308 1.175 3.657595634 38.57 0 2329.269149 3 777.0947876 0.283596668 0.000220191 87.41789065AEPEAGEEQAGDDR 6 4503247 1xTMT6plex [N-Term] 1.059 1.084 1.16 4.531859875 74.1 0 1702.771752 2 851.8877563 -2.064871398 -0.001758002 16.1818703KLQDLAGGIFPEDEIPEK 6 4503247 3xTMT6plex [N-Term; K1; K18] 1.481 1.649 1.482 5.558031559 34.2 1 2686.527044 3 896.1824951 2.191741035 0.001962724 79.68628225AEAGEQPGTAER 6 4503247 1xTMT6plex [N-Term] 1.753 1.343 1.564 4.738056183 52.08 0 1444.722952 2 722.864624 -0.678436737 -0.000490077 15.99168965VGAEELTADQNLK 2 4503247 2xTMT6plex [N-Term; K13] 1.09 3.742681026 14.85 0 1846.032213 3 616.0147705 -1.32993701 -0.000818369 51.48355291VQLPPEIQLAQR 8 4503247 1xTMT6plex [N-Term] 1.346 1.295 4.433625221 32.94 0 1620.963457 3 540.9926147 -0.102181032 -5.52E-05 65.60760326LAGNEQVTR 6 4503247 1xTMT6plex [N-Term] 1.713 1.242 1.093 3.881280184 37.04 0 1216.684716 2 608.8461914 0.320915102 0.000195226 21.1031302AANVQEPEK 6 4503247 2xTMT6plex [N-Term; K9] 1.22 1.126 1.171 3.69822526 44.35 0 1443.820764 2 722.4140625 0.058248227 4.21E-05 24.48277966LFEMASR 4 4503247 1xTMT6plex [N-Term] 0.748 0.849 2.576673031 30.11 0 1082.586582 2 541.7974854 1.027486525 0.000556172 48.99659019154355000 KHSRP far upstream element-binding protein 2 8570 NP_003676.2 50.49226442 1 25 29 249 711 73.07 7.3 1.41 1.4 1.38 1.4 Significant 0.0000399 IGGGIDVPVPR 18 154355000 1xTMT6plex [N-Term] 1.279 1.205 1.368 3.635403633 47.88 0 1308.783701 2 654.8953247 -0.251153752 -0.000164353 56.35730975SVSLTGAPESVQK 12 154355000 2xTMT6plex [N-Term; K13] 1.593 1.567 1.556 5.640439034 69.71 0 1761.015835 2 881.0134888 2.195226747 0.001932915 44.75417835MILIQDGSQNTNVDKPLR 4 154355000 2xTMT6plex [N-Term; K15] 2.29 1.437 4.658540249 19.11 0 2500.395763 3 834.1359253 -1.01605959 -0.00084685 59.09573513IGGDAATTVNNSTPDFGFGGQK 8 154355000 2xTMT6plex [N-Term; K22] 1.474 1.275 1.135 5.913943291 69.24 0 2612.335665 3 871.4499512 -0.139711898 -0.000121658 58.95574766IGQQPQQPGAPPQQDYTK 8 154355000 2xTMT6plex [N-Term; K18] 1.02 1.361 1.294 4.660855293 41.32 0 2439.303243 3 813.7733765 0.956467605 0.000777705 39.34440754KLASQGDSISSQLGPIHPPPR 6 154355000 2xTMT6plex [N-Term; K1] 1.361 1.792 1.637 8.044837952 55.56 1 2643.498254 4 661.6289673 -1.594511881 -0.001053772 49.9928256VQQACEMVMDILR 26 154355000 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.779 1.497 1.599 5.802696705 72.95 0 1821.922262 2 911.4656372 0.952704788 0.000867877 93.25318075AINQQTGAFVEISR 4 154355000 1xTMT6plex [N-Term] 0.777 1.216 3.951649427 38.04 0 1762.964913 2 881.9860229 -0.081568023 -7.19E-05 51.7245121GGGGPGGGGPGGGSAGGPSQPPGGGGPGIR 12 154355000 1xTMT6plex [N-Term] 1.513 1.162 9.495337486 77.32 0 2499.228625 3 833.7469482 -0.933841512 -0.000777961 36.27912513QAQVATGGGPGAPPGSQPDYSAAWAEYYR 6 154355000 1xTMT6plex [N-Term] 1.292 1.902 1.825 6.486513615 63.09 0 3181.517656 3 1061.177856 0.427489671 0.000453355 60.39418159VPDGMVGLIIGR 16 154355000 1xTMT6plex [N-Term] 1.277 1.495 1.389 4.563464642 55.31 0 1455.855486 2 728.4313965 0.020715484 1.51E-05 81.2505956QLEDGDQPESK 16 154355000 2xTMT6plex [N-Term; K11] 1.699 1.484 1.187 4.390724182 48.08 0 1703.885215 2 852.4455566 -0.808844832 -0.000689089 39.43640468GSPQQIDHAK 6 154355000 2xTMT6plex [N-Term; K10] 1.53 1.635 1.768 3.950941801 23.9 0 1538.869111 3 513.6275635 -0.633094982 -0.00032475 20.90098727IINDLLQSLR 8 154355000 1xTMT6plex [N-Term] 1.306 0.718 1.459 3.706007242 46.45 0 1413.86268 2 707.4354248 0.63157433 0.00044648 100.9445048VQQACEMVMDILR 4 154355000 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C5] 1.582 2.915971279 39.61 0 1837.917177 2 911.4656372 0.952704788 0.000867877 93.25318075

KDAFADAVQR 4 154355000 2xTMT6plex [N-Term; K1] 1.721 1.913 3.820744753 30.61 1 1578.900412 3 526.9715576 -0.184906176 -9.73E-05 34.80165182DAFADAVQR 7 154355000 1xTMT6plex [N-Term] 1.576 1.362 1.344 3.186215162 45.38 0 1221.642517 2 611.3242798 -1.009820525 -0.00061682 31.82382564VQISPDSGGLPER 6 154355000 1xTMT6plex [N-Term] 1.801 1.42 1.301 4.401160717 52.31 0 1583.859051 2 792.4332275 0.080416325 6.37E-05 44.11446667MMLDDIVSR 6 154355000 1xTMT6plex [N-Term] 1.017 1.101 1.124 2.866358757 27.69 0 1308.685309 2 654.8464966 0.3111245 0.000203582 60.11884974QDDGTGPEK 4 154355000 2xTMT6plex [N-Term; K9] 1.564 1.712 3.020907164 33.62 0 1404.737094 2 702.8718872 -0.424574776 -0.000298208 17.72691677KIQNDAGVR 6 154355000 2xTMT6plex [N-Term; K1] 1.599 1.513 1.711 2.981290817 22.34 1 1458.879282 3 486.9655762 1.983053472 0.000964345 21.1873683
IQQDSGCK 12 154355000 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.299 1.187 1.05 3.49986124 37.28 0 1393.750971 2 697.378479 -0.924930073 -0.000644561 22.72308401TSMTEEYR 6 154355000 1xTMT6plex [N-Term] 1.669 2.395 1.352 3.061393023 28.77 0 1245.598268 2 623.3024902 -0.453309277 -0.000282321 22.05493434IAHIMGPPDR 6 154355000 1xTMT6plex [N-Term] 1.567 1.422 1.348 2.965960264 25.47 0 1335.740457 3 445.9179688 -0.826141033 -0.000367837 36.72225816IQNDAGVR 4 154355000 1xTMT6plex [N-Term] 1.235 1.02 2.805648565 38.27 0 1101.621387 2 551.3139648 -0.666474443 -0.000367101 19.95101111HSVGVVIGR 2 154355000 1xTMT6plex [N-Term] 0.363 2.690070152 20.62 0 1152.705057 2 576.855957 -0.364271413 -0.000209949 27.79769108AWEEYYK 20 154355000 2xTMT6plex [N-Term; K7] 1.431 1.59 1.353 3.385728598 38.56 0 1446.766938 2 723.8858032 -1.80267092 -0.001304022 49.78867221AGLVIGK 8 154355000 2xTMT6plex [N-Term; K7] 1.1 1.034 1.075 3.032511711 41.1 0 1115.755251 2 558.3810425 -0.396842463 -0.00022139 48.75782775GGEQINK 2 154355000 2xTMT6plex [N-Term; K7] 1.375 2.860629082 31.73 0 1203.709757 2 602.3586426 0.20863522 0.000125568 29.68471345DQGGFGDRNEYGSR 2 154355000 1xTMT6plex [N-Term] 1.089 1.225 2.948437452 1 1786.830604 3 596.281189 -0.890266523 -0.000530252 18.2506850619923181 PDLIM4 PDZ and LIM domain protein 4 isoform 1 8572 NP_003678.2 60.60606061 1 15 15 105 330 35.376 7.91 0.92 0.87 0.87 0.88 Significant 0.000353 LGAPLSGLQGLPECTR 24 19923181 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.874 0.85 0.911 5.27871418 81.6 0 1898.036698 2 949.5204468 -1.623332845 -0.001540573 68.89844343IHIDPEIQDGSPTTSR 6 19923181 1xTMT6plex [N-Term] 0.759 0.891 0.863 5.491747379 37.81 0 1995.034449 3 665.682251 -1.127479435 -0.000749787 39.33533576LYHPECFMCSDCGLNLK 6 19923181 2xTMT6plex [N-Term; K17]; 3xCarbamidomethyl [C6; C9; C12] 1.26 0.909 1.139 5.424437046 52.87 0 2602.232663 3 868.0822144 -0.220385211 -0.000191165 66.37062313

YLQGMLEAGEGGDWPGPGGPR 6 19923181 1xTMT6plex [N-Term] 1.013 0.809 1.023 7.464539528 65.91 0 2373.149495 3 791.7206421 -0.894364419 -0.000707487 75.63821122EPAEPVAAEPK 6 19923181 2xTMT6plex [N-Term; K11] 0.728 0.682 0.624 3.728851795 38.65 0 1595.904494 3 532.6390991 -1.096385608 -0.000583242 33.05451316VKPPEGYDVVAVYPNAK 6 19923181 3xTMT6plex [N-Term; K2; K17] 0.767 1.081 0.777 3.946844101 19.47 0 2533.463322 3 845.1577759 -1.794860515 -0.001515738 61.68129224RPSGTGTGPEDGRPSLGSPYGQPPR 6 19923181 1xTMT6plex [N-Term] 0.986 1.065 0.71 7.35925293 14.16 0 2752.396419 4 688.8548584 0.43048441 0.000296216 30.27092537
LYCESHAK 6 19923181 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.9 0.945 0.917 3.405408621 36.59 0 1465.787356 3 489.2672119 -0.186614935 -9.12E-05 26.75251143VDLGSEVYR 6 19923181 1xTMT6plex [N-Term] 0.88 0.976 0.841 3.938213587 49.79 0 1266.689132 2 633.8485107 0.483515931 0.000306232 50.95947079DFSAPLTISR 6 19923181 1xTMT6plex [N-Term] 1.006 0.812 1.036 3.985802889 39.71 0 1335.746982 2 668.3770752 -0.080733385 -5.39E-05 50.2415457GCHDHLTLSVSRPEGR 4 19923181 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.897 0.815 4.596340656 4.29 0 2050.044971 4 513.2662964 -0.788086675 -0.000403903 22.92687065SWPSAPDDSK 8 19923181 2xTMT6plex [N-Term; K10] 0.894 0.936 0.808 3.809559345 57.71 0 1547.810593 2 774.4076538 -1.65555322 -0.001281241 39.69689952GYFFLDER 6 19923181 1xTMT6plex [N-Term] 1.249 0.799 0.929 3.005941391 42.27 0 1275.657104 2 638.3326416 0.707504487 0.000451267 62.28836694GPSPWGFR 4 19923181 1xTMT6plex [N-Term] 0.898 0.99 2.669631243 14.28 0 1132.610094 2 566.8084106 -0.485348789 -0.000274855 54.63760237NLKPTASK 5 19923181 3xTMT6plex [N-Term; K3; K8] 1.35 1.097 1.086 3.683882952 4.92 0 1545.993139 3 516.0025024 -0.119519147 -6.16E-05 30.39087147

186972120 CASK peripheral plasma membrane protein CASK isoform 1 8573 NP_003679.2 14.22366992 1 10 10 37 921 104.454 6.47 0.84 0.8 0.82 0.82 Significant 0.000198
DLDFLHSVFQDQHLHTLLDLYDK 4 186972120 2xTMT6plex [N-Term; K23] 0.624 0.52 4.415933132 16.59 0 3270.719934 5 654.9503174 0.778624925 0.000509333 99.1984518KIHEQGLIAILDVEPQALK 2 186972120 3xTMT6plex [N-Term; K1; K19] 0.793 5.021999359 26.58 1 2802.706011 4 701.4295654 -3.417943663 -0.002394873 86.75551294GAVLAAVSSHK 2 186972120 2xTMT6plex [N-Term; K11] 0.709 4.609285831 24.78 0 1497.915333 3 499.9766541 0.050422211 2.52E-05 46.79182335TLVLLGAHGVGR 2 186972120 1xTMT6plex [N-Term] 0.698 4.63719368 30 0 1421.878999 3 474.6308594 -0.684977414 -0.000324652 52.86630135MLMLDPAER 6 186972120 1xTMT6plex [N-Term] 0.725 0.791 1.036 3.052272797 32.04 0 1304.690395 2 652.8476563 -1.80801515 -0.00117945 65.57420741ETGQQFAVK 7 186972120 2xTMT6plex [N-Term; K9] 0.901 0.848 0.905 3.572945595 36.32 0 1465.8415 2 733.4237671 -0.847417891 -0.00062109 36.59861845FTSSPGLSTEDLKR 3 186972120 2xTMT6plex [N-Term; K13] 0.993 1.179 3.463489056 3.65 1 1996.111526 3 666.0400391 -2.986978644 -0.001987447 49.28140724LFEGIIK 6 186972120 2xTMT6plex [N-Term; K7] 0.86 0.794 1.068 2.772190809 25.08 0 1277.823331 2 639.4154053 0.159104056 0.000101653 76.65671549

AQFEYDPAKDDLIPCK 3 186972120 3xTMT6plex [N-Term; K9; K16]; 1xCarbamidomethyl [C15] 1.046 0.921 3.009695292 1 2597.388836 3 866.4675903 -0.238140665 -0.000206181 66.87221862IHLPETVEQLR 2 186972120 1xTMT6plex [N-Term] 0.82 1.033 2.712871075 0 1563.905607 3 521.9726563 -1.401561571 -0.000730637 55.9206905541327764 AKR7A2 aflatoxin B1 aldehyde reductase member 2 isoform 1 8574 NP_003680.2 23.95543175 1 6 7 52 359 39.564 7.17 1 0.99 0.98 0.99 Significant 0.000034
FYAYNPLAGGLLTGK 10 41327764 2xTMT6plex [N-Term; K15] 1.04 0.973 1.03 5.517302513 38.32 0 2043.167919 2 1022.088257 0.645087397 0.000659011 90.6678481ALQAAYGASAPSVTSAALR 10 41327764 1xTMT6plex [N-Term] 1.171 0.868 0.935 6.341408253 62.55 0 2034.118119 3 678.7090454 -2.721636212 -0.001845377 54.50833014EHHFEAIALVEK 12 41327764 2xTMT6plex [N-Term; K12] 0.975 1.005 0.983 4.618492126 40.7 0 1881.063454 3 627.6919556 -1.137952458 -0.00071352 50.82055569MDAPASAAAVR 10 41327764 1xTMT6plex [N-Term] 1.033 0.981 1.006 3.994660616 32.56 0 1288.688087 2 644.8460693 -2.50216337 -0.001612254 27.83166357FFGNSWAETYR 2 41327764 1xTMT6plex [N-Term] 0.982 4.360424519 7.06 0 1606.785158 2 803.8951416 -1.338932504 -0.001075688 66.93411303QVETELFPCLR 6 41327764 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.849 0.942 1.337 3.380890846 21.74 0 1620.861694 2 810.9362183 2.138315348 0.001732957 65.21930229ANPWDGK 2 41327764 2xTMT6plex [N-Term; K7] 0.954 2.574121475 28.5 0 1245.699193 2 623.3533325 0.15708372 9.78E-05 36.60694772

4505581 PRKRA interferon-inducible double-stranded RNA-dependent protein kinase activator A isoform 1 8575 NP_003681.1 30.99041534 1 7 7 40 313 34.383 8.41 0.97 0.99 0.88 0.95 Significant 0.00127
AAEAAINILK 6 4505581 2xTMT6plex [N-Term; K10] 0.974 0.958 0.849 4.441483974 62.69 0 1471.924835 2 736.4647217 -1.813068549 -0.00133435 66.18226151NQLNPIGSLQELAIHHGWR 10 4505581 1xTMT6plex [N-Term] 0.923 1.053 0.981 5.890715122 45.64 0 2412.309776 4 603.8324585 -0.734675804 -0.000443066 77.75707461LPEYTLSQEGGPAHK 6 4505581 2xTMT6plex [N-Term; K15] 0.908 0.999 0.84 6.274004936 47.14 0 2085.138075 3 695.7178345 0.419539588 0.000291599 46.96234899SDVQIHVPTFTFR 6 4505581 1xTMT6plex [N-Term] 0.97 0.956 1.615 4.567458153 20.83 0 1775.964185 3 592.6589966 -0.984453359 -0.000582785 67.31237409TPIQVLHEYGMK 2 4505581 2xTMT6plex [N-Term; K12] 0.842 4.217851162 29.29 0 1874.061011 3 625.3584595 -0.099266795 -6.20E-05 64.91490736LESFMETGK 6 4505581 2xTMT6plex [N-Term; K9] 1.199 1.042 0.868 3.575579405 39.68 0 1499.817987 2 750.4107666 -2.487313065 -0.001865258 60.62635326SLLSIPNTDYIQLLSEIAK 2 4505581 2xTMT6plex [N-Term; K19] 1.043 3.072160959 12.01 0 2576.495126 3 859.5021973 -1.198330668 -0.001029164 112.7243118TPIQVLHEYGMK 2 4505581 2xTMT6plex [N-Term; K12]; 1xOxidation [M11] 0.919 2.93013835 25.21 0 1890.055926 3 625.3584595 -0.099266795 -6.20E-05 64.9149073655769587 NOP14 nucleolar protein 14 isoform 1 8602 NP_003694.1 12.13535589 1 11 11 45 857 97.607 7.58 1.44 1.28 1.25 1.32 Significant 0.00198 SIYNLNEDEELTHYGQSLADIEK 4 55769587 2xTMT6plex [N-Term; K23] 1.156 0.797 6.47384119 68.77 0 3139.583559 3 1047.198486 -0.845212613 -0.000884539 74.8010568DAMHEMEEMIETK 6 55769587 2xTMT6plex [N-Term; K13] 1.278 1.526 1.348 4.903011799 45.46 0 2051.985205 3 684.6660767 -0.74470787 -0.000509377 70.71633113KELIEELIAK 6 55769587 3xTMT6plex [N-Term; K1; K10] 1.932 1.576 1.493 5.414943218 33.94 1 1873.197712 3 625.0703735 -0.610914974 -0.000381455 89.77019923APTSTEANHIR 2 55769587 1xTMT6plex [N-Term] 1.727 4.938822746 38.74 0 1425.764757 3 475.9261475 -0.608611752 -0.000289246 17.99392521ELIEELIAK 6 55769587 2xTMT6plex [N-Term; K9] 1.557 1.256 1.397 4.473101139 53.13 0 1515.939817 2 758.4743042 0.999392206 0.000757509 87.8260631TEAELAKEEQEHLR 2 55769587 2xTMT6plex [N-Term; K7] 1.136 3.449960947 17.62 1 2141.160267 4 536.0455322 0.014821987 7.93E-06 36.94206045EDALELTEK 6 55769587 2xTMT6plex [N-Term; K9] 1.067 0.903 1.3 3.524755239 56.14 0 1505.84631 2 753.4278564 1.411837722 0.001063005 48.98330215KTQQEGEER 2 55769587 2xTMT6plex [N-Term; K1] 100 2.381235838 5.62 1 1562.853855 3 521.6223145 -0.937464895 -0.000488374 15.14939229KDNQFLAR 5 55769587 2xTMT6plex [N-Term; K1] 1.433 1.233 1.258 3.055894613 5.51 1 1449.857819 3 483.9568787 -1.197223376 -0.000578601 28.59324304TQQEGEER 4 55769587 1xTMT6plex [N-Term] 2.059647083 29.24 0 1205.59596 2 603.3008423 -1.287595296 -0.00077616 13.41880172SKPVPLK 2 55769587 3xTMT6plex [N-Term; K2; K7] 0.906 2.972108841 2.47 0 1455.986597 3 485.9998169 -1.167288497 -0.000566519 38.50181901

21361103 SLC25A12 calcium-binding mitochondrial carrier protein Aralar1 8604 NP_003696.2 31.56342183 1 11 17 134 678 74.715 8.38 0.76 0.85 0.91 0.84 Significant 0.00268
LATATFAGIENK 6 21361103 2xTMT6plex [N-Term; K12] 0.777 0.906 1.063 4.492200375 33.56 0 1693.988892 3 565.3348999 0.740451745 0.000418106 64.08291867AGQTTYSGVIDCFR 6 21361103 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.21 1.175 2.252 4.856930256 59.22 0 1803.8897 2 902.4483643 -0.137283546 -0.000123822 54.46402507HLNYTEFTQFLQELQLEHAR 6 21361103 1xTMT6plex [N-Term] 0.792 0.814 0.777 7.344002724 48.37 0 2746.415029 4 687.3590088 -0.299966954 -0.000205958 95.86643403GLIPQLIGVAPEK 52 21361103 2xTMT6plex [N-Term; K13] 0.928 0.981 0.953 4.573903561 53.89 0 1793.130077 2 897.0690308 0.394758555 0.000353927 89.66012843GSGSVVGELMYK 6 21361103 2xTMT6plex [N-Term; K12] 0.75 1.158 1.093 4.67816925 75.99 0 1684.934414 2 842.9701538 -0.820656757 -0.000691376 69.6484462IAPLAEGALPYNLAELQR 10 21361103 1xTMT6plex [N-Term] 0.806 0.887 0.957 5.458568096 64 0 2168.22767 3 723.4130249 -1.451910707 -0.001049358 89.08090069DIPFSAIYFPVYAHCK 6 21361103 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 1.079 1.387 1.192 5.967592239 39.96 0 2386.266981 3 796.0932617 -0.733129932 -0.000583148 94.3372122

IVQLLAGVADQTK 16 21361103 2xTMT6plex [N-Term; K13] 0.813 0.876 0.913 4.929698944 50.55 0 1814.115155 3 605.3765869 0.028814151 1.74E-05 94.94721158LQVAGEITTGPR 12 21361103 1xTMT6plex [N-Term] 0.93 1.035 1.176 4.652932167 52.47 0 1470.847758 2 735.9276733 0.21202717 0.00015593 45.69017829SSPQFGVTLVTYELLQR 2 21361103 1xTMT6plex [N-Term] 1.053 5.414969921 37.07 0 2167.196035 3 723.0689087 -1.782125714 -0.001287405 97.35550861DVEVTKEEFAQSAIR 6 21361103 2xTMT6plex [N-Term; K6] 0.967 1.037 0.856 3.696134806 7.1 1 2180.196318 3 727.4019165 -2.34941149 -0.001707393 62.79706359YEGFFGLYR 6 21361103 1xTMT6plex [N-Term] 1.415 0.883 1.019 3.089406252 39.92 0 1380.714953 2 690.8601685 -1.371004155 -0.000946483 69.30651429SPSVAVVQPK 4 21361103 2xTMT6plex [N-Term; K10] 0.607 0.654 3.032920837 39.51 0 1469.909185 2 735.456665 -2.13069073 -0.001565961 42.54885714LTLADIER 6 21361103 1xTMT6plex [N-Term] 0.441 0.555 0.571 2.387080669 25.56 0 1159.688404 2 580.3480835 0.419252435 0.000243101 55.90077897LTVNDFVR 6 21361103 1xTMT6plex [N-Term] 0.902 0.894 0.861 3.00422883 35.12 0 1192.688739 2 596.8459473 -3.454907066 -0.002060314 56.12739396YMTPEDFVQR 6 21361103 1xTMT6plex [N-Term] 0.942 0.895 0.932 3.613331318 27.63 0 1514.751081 2 757.8783569 -1.084939191 -0.000821706 53.10852888NSFDCFK 4 21361103 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.33 0.406 2.195815325 4.42 0 1375.708043 2 688.3563843 -1.854459836 -0.001275598 45.077996054506753 RUVBL1 ruvB-like 1 isoform 1 8607 NP_003698.1 57.23684211 1 21 21 315 456 50.196 6.42 1.05 1.08 1.09 1.07 Significant 0.000125 GLGLDESGLAK 16 4506753 2xTMT6plex [N-Term; K11] 1.005 0.991 1.135 4.469954967 68.98 0 1517.893929 2 759.4501953 -0.537043455 -0.000407587 51.43071343ALESSIAPIVIFASNR 28 4506753 1xTMT6plex [N-Term] 1.229 1.168 1.246 5.574150562 62.99 0 1917.100678 3 639.7045288 -0.858089634 -0.000548348 93.84596181QAASGLVGQENAR 12 4506753 1xTMT6plex [N-Term] 1.114 0.965 1.16 4.94392395 68.35 0 1529.823334 2 765.4147339 -0.747247435 -0.000571578 23.23920377EACGVIVELIK 18 4506753 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.247 1.174 1.226 4.128559113 65.77 0 1689.0021 2 845.0033569 -1.576346656 -0.001331226 79.16342803
LDPSIFESLQK 26 4506753 2xTMT6plex [N-Term; K11] 0.937 0.991 1.044 4.60312891 44.4 0 1735.004208 2 868.0048218 -1.061032189 -0.000920448 80.49749728AVLLAGPPGTGK 18 4506753 2xTMT6plex [N-Term; K12] 1.088 1.163 1.115 4.029879093 63.71 0 1538.967035 2 769.9868164 -0.440813536 -0.000339199 57.06551014GTEDITSPHGIPLDLLDR 16 4506753 1xTMT6plex [N-Term] 0.985 0.989 0.959 5.72410059 47.34 0 2178.160378 2 1089.580933 -2.657809629 -0.002894568 68.37516362AQTEGINISEEALNHLGEIGTK 16 4506753 2xTMT6plex [N-Term; K22] 0.98 1.014 1.15 7.779006004 88.01 0 2782.498708 3 928.1714478 0.388971149 0.000360771 75.99594249TALALAIAQELGSK 16 4506753 2xTMT6plex [N-Term; K14] 0.993 1.12 1.161 5.594171047 84.24 0 1844.12572 2 922.5667114 0.231194413 0.000213176 98.63261468YSVQLLTPANLLAK 39 4506753 2xTMT6plex [N-Term; K14] 1.106 1.089 1.01 5.12060833 45.36 0 1989.214869 3 663.7442627 1.691936849 0.001121875 94.98841293

EVYEGEVTELTPCETENPMGGYGK 2 4506753 2xTMT6plex [N-Term; K24]; 1xOxidation [M19]; 1xCarbamidomethyl [C13] 0.653 3.840439796 23.74 0 3163.485168 3 1049.833618 -1.255507562 -0.001317233 65.04070029
EVYEGEVTELTPCETENPMGGYGK 20 4506753 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C13] 1.411 1.09 1.438 6.092706203 72.65 0 3147.490253 3 1049.833618 -1.255507562 -0.001317233 65.04070029

DSIEKEHVEEISELFYDAK 4 4506753 3xTMT6plex [N-Term; K5; K19] 1.082 1.04 6.471187592 23.31 1 2968.575844 4 742.8983154 -1.486433725 -0.001103148 78.23438833VEAGDVIYIEANSGAVK 12 4506753 2xTMT6plex [N-Term; K17] 0.896 1.14 0.953 4.582464218 64.76 0 2193.21672 2 1097.109863 -1.946723943 -0.002134794 74.00632281EHVEEISELFYDAK 8 4506753 2xTMT6plex [N-Term; K14] 0.731 0.822 5.349469185 30.05 0 2167.132321 2 1084.068848 -0.877905554 -0.000951269 72.6024673KTEVLMENFR 26 4506753 2xTMT6plex [N-Term; K1] 1.169 1.147 1.082 4.806952477 21.85 1 1724.976947 2 862.9910889 -1.186193026 -0.001023078 51.50966121TEVLMENFR 6 4506753 1xTMT6plex [N-Term] 0.75 0.668 0.647 3.770975113 31.18 0 1367.719052 2 684.3621216 -1.524995893 -0.001042883 52.43129803TMLYTPQEMK 6 4506753 2xTMT6plex [N-Term; K10] 0.949 1.13 1.122 4.607152939 47.06 0 1699.916321 2 850.461853 0.063858842 5.43E-05 54.49836838ILADQQDK 7 4506753 2xTMT6plex [N-Term; K8] 1.09 1.012 1.024 3.305145025 43.51 0 1388.814951 2 694.911377 0.379198287 0.000263318 34.82964861MKIEEVK 5 4506753 3xTMT6plex [N-Term; K2; K7] 1.269 1.409 1.32 2.424463987 6.39 1 1563.974712 3 521.99646 0.073545187 3.83E-05 43.93087808KTEITDK 12 4506753 3xTMT6plex [N-Term; K1; K7] 1.125 1.115 1.168 3.058969975 21.02 1 1521.94552 2 761.4754028 -1.308119056 -0.000995443 29.64413148KTEVLMENFR 1 4506753 2xTMT6plex [N-Term; K1]; 1xOxidation [M6] 0.95 0.724616706 0.84 1 1740.971862 2 862.9910889 -1.186193026 -0.001023078 51.50966121
VPFCPMVGSEVYSTEIK 1 4506753 2xTMT6plex [N-Term; K17]; 1xOxidation [M6]; 1xCarbamidomethyl [C4] 1.448 2.983525991 0 2417.249677 3 806.4212036 -0.256080355 -0.000206337 73.3218631

586798161 USO1 general vesicular transport factor p115 isoform 2 8615 NP_003706.2 38.98128898 1 28 28 172 962 107.828 4.91 0.89 0.9 0.93 0.91 Significant 0.000176
LEVGIQAMEHLIHVLQTDR 2 586798161 1xTMT6plex [N-Term] 1.181 6.013852119 53.81 0 2431.33288 4 608.5887451 0.111481547 6.78E-05 112.5598142EQLDSSNSTIAILQTEK 6 586798161 2xTMT6plex [N-Term; K17] 0.916 0.943 0.888 5.005023956 25.85 0 2335.275691 3 779.0964966 -0.323017068 -0.000251445 63.42352816SQLNSQSVEITK 12 586798161 2xTMT6plex [N-Term; K12] 1.05 1.041 1.51 4.760703087 59.28 0 1792.021649 2 896.5146484 0.207327295 0.000185768 42.49573775NQELLQSQLTEK 6 586798161 2xTMT6plex [N-Term; K12] 1.224 1.045 1.233 4.410660744 59.14 0 1889.074413 2 945.0405884 -0.271239811 -0.000256196 50.96710865

VLVSPTNPPGATSSCQK 12 586798161 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C15] 1.222 1.106 1.205 4.464232445 56.57 0 2201.200024 3 734.4046021 -0.350280596 -0.000257013 47.865656NDGVLLLQALTR 6 586798161 1xTMT6plex [N-Term] 0.939 1.146 4.304144382 58.94 0 1541.921257 2 771.4658813 2.093884689 0.001614303 85.04043653MKPWFEVGDENSGWSAQK 3 586798161 3xTMT6plex [N-Term; K2; K18] 1.047 100 6.466363907 28.2 0 2783.442997 3 928.4855957 -0.274085234 -0.0002543 71.01780547
LKDLGHPVEEEDELESGDQEDEDDESEDPGKDLDHI 2 586798161 3xTMT6plex [N-Term; K2; K31] 1.491 6.149474144 29.85 2 4765.221497 5 953.8487549 -1.433076289 -0.001365785 57.33348602

VQLATSIGNPPVSLLQQCTNILSQGSK 6 586798161 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C18] 2.584 1.612 4.937556267 37.23 0 3311.839732 3 1104.618164 0.062629087 6.91E-05 94.46879141
GVMGGQSAGPQHTEAETIQK 6 586798161 2xTMT6plex [N-Term; K20] 1.012 1.023 1.166 6.390214443 54.93 0 2484.291692 3 828.7682495 -0.602479511 -0.000498912 36.46603035SSQTSGTNEQSSAIVSAR 12 586798161 1xTMT6plex [N-Term] 1.635 0.956 0.84 6.193971634 81.87 0 2039.020255 2 1020.013306 -0.451556022 -0.000460366 21.01165776VASSTLLDDR 6 586798161 1xTMT6plex [N-Term] 0.958 0.879 0.976 4.160641193 46.59 0 1305.721161 2 653.3642578 0.059932398 3.91E-05 38.81405965EQDLQLEELR 6 586798161 1xTMT6plex [N-Term] 0.97 1.081 1.027 4.152470112 57.69 0 1501.805953 2 751.4057617 -1.136027259 -0.000853046 45.54220596ASQKPQPNFPSPEYMIFDHEFTK 4 586798161 3xTMT6plex [N-Term; K4; K23] 1.212 1.142 6.391841412 28.6 0 3425.780709 4 857.1980591 -3.007341319 -0.002575623 80.8946495IVAFENAFER 6 586798161 1xTMT6plex [N-Term] 0.871 1.065 1.05 4.221397877 39.11 0 1424.773531 2 712.8891602 -1.745545833 -0.001243504 69.81128831DSEQVAELKQELATLK 4 586798161 3xTMT6plex [N-Term; K9; K16] 1.317 1.131 1.674 4.525069714 18.65 1 2489.44298 3 830.4844971 -1.62367208 -0.001347346 86.43887118LSALLQETK 12 586798161 2xTMT6plex [N-Term; K9] 1.128 1.183 1.336 4.44137907 50.21 0 1460.908851 2 730.9572144 -1.162919275 -0.00084946 68.94844745VTNLHLMLQLVR 6 586798161 1xTMT6plex [N-Term] 0.867 0.771 0.787 3.472728014 13.73 0 1666.003547 3 556.0059204 -0.203690761 -0.000113117 81.80207832TLEQHDNIVTHYK 6 586798161 2xTMT6plex [N-Term; K13] 1.061 1.04 0.992 4.28521347 27.45 0 2056.12276 4 514.7843018 -3.590509718 -0.001845632 35.83071764QSEDLGSQFTEIFIK 7 586798161 2xTMT6plex [N-Term; K15] 0.891 1.11 0.959 3.0549016 10.57 0 2200.19017 2 1100.600464 1.581987967 0.001740337 86.07761604DSEQVAELK 6 586798161 2xTMT6plex [N-Term; K9] 0.994 1.044 0.999 3.302903414 36.86 0 1476.830995 2 738.9190674 -0.09237643 -6.82E-05 36.92282113QLGPQVQQIILVSPMGVSR 2 586798161 1xTMT6plex [N-Term] 0.386 5.722291946 18.72 0 2279.310688 3 760.4408569 -1.171437151 -0.000890023 85.91081071VASSTLLDDRR 6 586798161 1xTMT6plex [N-Term] 0.442 0.469 0.449 4.582143784 26.82 1 1461.822272 3 487.9457397 0.269716975 0.000131426 45.79688977DSMIENMK 6 586798161 2xTMT6plex [N-Term; K8] 1.136 1.006 1.159 3.307001829 38.79 0 1425.748193 2 713.3777466 0.016499451 1.18E-05 44.13155211LLTSLLK 6 586798161 2xTMT6plex [N-Term; K7] 0.389 0.447 0.555 2.660076141 32.02 0 1245.854631 2 623.4309082 -0.073005106 -4.55E-05 83.57601336QQVSTLK 6 586798161 2xTMT6plex [N-Term; K7] 0.894 1.163 1.217 2.954288721 29.97 0 1261.788008 2 631.3977661 0.196472435 0.000123953 27.71195758QELATLK 6 586798161 2xTMT6plex [N-Term; K7] 1.018 1.245 1.046 2.625442266 35.11 0 1260.792759 2 630.8985596 -2.312996608 -0.001458105 39.79772516DQYNLLK 4 586798161 2xTMT6plex [N-Term; K7] 1.082 1.133 3.050064087 30.91 0 1351.798572 2 676.4016724 -1.852534459 -0.001252127 46.185737754505023 PSMG1 proteasome assembly chaperone 1 isoform a 8624 NP_003711.1 37.15277778 1 8 8 46 288 32.833 7.17 1.1 1.77 1.19 1.35 Significant 0.0232 LDLITVEAFKPILSTR 12 4505023 2xTMT6plex [N-Term; K10] 1.692 1.82 2.491 5.343605042 39.55 0 2274.383725 3 758.7991943 -0.305815672 -0.000231847 101.9143357AGTEDEEEEEEGR 4 4505023 1xTMT6plex [N-Term] 3.952649117 57.95 0 1708.734698 2 854.8706665 -0.375384305 -0.000320716 16.2766905DSACCPLLEQPNIVHDLPAAVLSYCQVWK 5 4505023 2xTMT6plex [N-Term; K29]; 3xCarbamidomethyl [C4; C5; C25] 100 3.92 5.518980026 29.07 0 3841.947979 3 1281.322754 1.491396756 0.001909956 104.1221961TSESTGSLPSPFLR 6 4505023 1xTMT6plex [N-Term] 0.835 1.099 0.82 3.659002066 33.06 0 1707.911481 2 854.4580078 -1.605191505 -0.001370762 55.05958532NIPQSTEILK 8 4505023 2xTMT6plex [N-Term; K10] 0.903 1.139 1.091 3.518589735 39.07 0 1600.967428 2 800.9866943 -0.82225166 -0.000658199 51.64445419

IPAILYLCYTDVMK 7 4505023 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 1.353 1.295 1.354 3.330948114 25.09 0 2158.205627 3 720.072937 -0.63429769 -0.000456315 111.3375801AGTEDEEEEEEGRR 2 4505023 1xTMT6plex [N-Term] 0.856 3.165474415 21.65 1 1864.835809 3 622.28302 -0.698169458 -0.00043399 15.78964515TSLEVSLLEK 2 4505023 2xTMT6plex [N-Term; K10] 1.258 2.414078951 20.55 0 1576.956195 3 526.3236084 0.048761857 2.56E-05 69.564196531543818 TP63 tumor protein 63 isoform 1 8626 NP_003713.3 21.32352941 1 12 12 70 680 76.736 6.57 1.36 1.39 1.45 1.4 Significant 0.000357 TPSSASTVSVGSSETR 16 31543818 1xTMT6plex [N-Term] 1.452 1.466 1.228 5.558053017 69.62 0 1781.907852 2 891.4564209 -1.283126466 -0.001143207 24.03130338EFNEGQIAPPSHLIR 6 31543818 1xTMT6plex [N-Term] 1.265 1.287 1.508 6.032978535 48.76 0 1937.044226 3 646.352478 -0.694433276 -0.000448383 53.6574824VEGNSHAQYVEDPITGR 2 31543818 1xTMT6plex [N-Term] 1.474 4.825631618 29.88 0 2101.051162 3 701.0222778 0.532374515 0.000372849 48.19091651SPDDELLYLPVR 4 31543818 1xTMT6plex [N-Term] 1.532 1.784 4.496228695 45.02 0 1645.899853 2 823.4535522 -0.015430959 -1.27E-05 68.04175443LPSVSQLINPQQR 14 31543818 1xTMT6plex [N-Term] 1.227 1.233 1.438 4.922699451 37.17 0 1708.990734 3 570.3327637 -4.09374623 -0.002332058 71.5034144SATWTYSTELK 2 31543818 2xTMT6plex [N-Term; K11] 1.534 4.115272045 44.42 0 1744.952172 2 872.9789429 -0.895799803 -0.000781564 61.90067649QQQQQQHQHLLQK 2 31543818 2xTMT6plex [N-Term; K13] 1.328 3.76081419 31.78 0 2130.193239 4 533.3018188 -3.658705338 -0.001948437 23.0613478QNTHGIQMTSIK 2 31543818 2xTMT6plex [N-Term; K12]; 1xOxidation [M8] 1.308 2.025632143 10.14 0 1832.010039 3 611.3414307 -0.163687865 -1.00E-04 26.96450174KQQVSDSTK 4 31543818 3xTMT6plex [N-Term; K1; K9] 1.271 1.244 3.310082197 16.26 1 1708.02081 3 570.0111084 -1.193243475 -0.000679362 20.23336128KADEDSIR 6 31543818 2xTMT6plex [N-Term; K1] 1.474 1.455 1.662 3.757356405 16.11 1 1391.789464 3 464.6011353 -0.439468969 -0.000203883 19.11252222
LYCQIAK 6 31543818 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.54 1.529 1.472 2.912046194 27.24 0 1353.796464 2 677.4013062 -0.833615202 -0.000564273 44.40455105VMTPPPQGAVIR 6 31543818 1xTMT6plex [N-Term] 1.72 1.505 1.622 3.161582232 27.1 0 1494.866385 2 747.9368896 0.078573494 5.87E-05 45.34503453189571687 SSNA1 Sjoegren syndrome nuclear autoantigen 1 8636 NP_003722.2 20.16806723 1 2 2 6 119 13.588 5.38 1.04 1.23 1.13 1.13 Significant 0.00234 TIAETEAAYLK 2 189571687 2xTMT6plex [N-Term; K11] 1.038 4.897665977 55.33 0 1667.962009 2 834.4865723 2.313740499 0.001929616 56.52570196ILESSQTLLSVLK 4 189571687 2xTMT6plex [N-Term; K13] 1.23 1.125 3.602084398 21.37 0 1889.172336 3 630.3963013 1.066535094 0.000671623 100.6066149

11321577 OASL 2'-5'-oligoadenylate synthase-like protein isoform a 8638 NP_003724.1 22.37354086 1 8 8 48 514 59.189 7.87 0.76 0.72 0.76 0.74 Significant 0.000319
ERPIILDPADPTLNVAEGYR 6 11321577 1xTMT6plex [N-Term] 0.621 0.772 0.536 6.464632511 33.22 0 2468.334654 3 823.4502563 0.632889453 0.000520728 64.18360329GTAEPITVTIVPAYR 2 11321577 1xTMT6plex [N-Term] 0.686 3.79080677 39.33 0 1817.037015 2 909.0215454 -0.661065062 -0.00060059 63.93580702TMWQSQDLLDLGLEDLR 7 11321577 1xTMT6plex [N-Term] 0.908 0.826 5.431299686 45.7 0 2262.163749 3 754.7241211 -2.625158658 -0.001979513 101.0548133EVELVAFLSCFHSFQEAAK 6 11321577 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C10] 1.171 0.814 1.297 5.675593853 51.78 0 2670.40018 3 890.8031006 -2.034018058 -0.001810547 108.3790995

QQIEDQQGLPK 9 11321577 2xTMT6plex [N-Term; K11] 0.874 0.7 0.804 3.426358461 37.72 0 1741.984869 2 871.4928589 -3.69015063 -0.003214093 34.74397158LDSFVAQWLQPHR 10 11321577 1xTMT6plex [N-Term] 0.629 0.504 0.859 4.821188927 39.51 0 1825.991068 3 609.335083 -0.20401883 -0.000124179 87.33307847ENPISSWNVK 6 11321577 2xTMT6plex [N-Term; K10] 0.807 0.807 0.722 3.996033669 35.74 0 1631.915727 2 816.4585571 -3.609011231 -0.002944801 56.35912765LSFQVPGSER 2 11321577 1xTMT6plex [N-Term] 0.738 2.92227006 11.59 0 1348.742231 2 674.8733521 -2.078305531 -0.001401549 52.9185861924497583 AKR1C3 aldo-keto reductase family 1 member C3 isoform 1 8644 NP_003730.4 58.82352941 1 7 17 146 323 36.83 7.94 0.97 1.01 0.95 0.98 Significant 0.000326
HIDSAHLYNNEEQVGLAIR 14 24497583 1xTMT6plex [N-Term] 1.424 1.079 1.091 6.449313164 58.45 0 2408.251987 2 1204.628296 -1.109299666 -0.001335737 45.75604246

WVDPNSPVLLEDPVLCALAK 18 24497583 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C16] 0.902 0.935 0.929 6.233104229 46.5 0 2694.494081 3 898.8344727 -1.935721918 -0.001738597 109.4656747
YKPVCNQVECHPYFNR 14 24497583 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C5; C10] 1.02 1.106 1.072 4.873753071 28.44 0 2569.284439 4 643.0765991 0.04954468 3.18E-05 39.69864788

LNDGHFMPVLGFGTYAPPEVPR 10 24497583 1xTMT6plex [N-Term] 0.864 0.632 0.759 6.322883129 48.27 0 2643.359094 3 881.7922974 1.227445734 0.001081527 86.29260257DIVLVAYSALGSQR 2 24497583 1xTMT6plex [N-Term] 0.91 4.234940529 31.32 0 1720.979501 3 574.3311768 -0.304196861 -0.000174506 83.5778822QNVQVFEFQLTAEDMK 2 24497583 2xTMT6plex [N-Term; K16] 1.464 3.453371525 10.58 0 2385.252453 3 795.7576904 2.542694822 0.002021656 81.24819782SKDIVLVAYSALGSQR 4 24497583 2xTMT6plex [N-Term; K2] 1.293 1.119 5.179430485 20.62 1 2165.269424 3 722.4274902 -0.695708746 -0.000502132 76.58854671QLEMILNKPGLK 4 24497583 3xTMT6plex [N-Term; K8; K12] 0.742 0.974 2.660285473 10.22 0 2071.291629 3 691.1021729 0.162441968 0.000112155 75.03562859REDIFYTSK 16 24497583 2xTMT6plex [N-Term; K9] 1.238 1.291 1.288 4.551433086 26.21 1 1616.904828 2 808.9555054 -0.676655665 -0.000547044 38.64939545SLGVSNFNR 12 24497583 1xTMT6plex [N-Term] 1.27 0.939 0.99 3.111576796 38.27 0 1222.674151 2 611.8406372 -0.12536941 -7.66E-05 35.15755587RTPALIALR 4 24497583 1xTMT6plex [N-Term] 1.188 1.189 5.389442921 50.76 1 1239.809857 3 413.9406738 -1.926501561 -0.000796165 47.6265805LAIEAGFR 2 24497583 1xTMT6plex [N-Term] 1.169 2.971933126 28.65 0 1105.65671 2 553.3323364 0.620483335 0.000343021 61.39833164EDIFYTSK 16 24497583 2xTMT6plex [N-Term; K8] 1.216 1.193 1.189 3.718595505 36.74 0 1460.803717 2 730.9060059 0.696773111 0.000508924 50.90656062GVVVLAK 14 24497583 2xTMT6plex [N-Term; K7] 1.294 1.352 1.174 2.978906631 44.21 0 1143.786551 2 572.3966064 -0.53766096 -0.000307485 51.82308871TPALIALR 8 24497583 1xTMT6plex [N-Term] 1.14 1.232 1.167 2.903087616 27.72 0 1083.708746 2 542.3580933 0.151455304 8.21E-05 54.78772659IADGSVK 8 24497583 2xTMT6plex [N-Term; K7] 1.288 1.076 1.1 2.47227478 21.88 0 1147.708695 2 574.357605 -0.663460219 -0.00038073 32.14397232
QLEMILNKPGLK 2 24497583 3xTMT6plex [N-Term; K8; K12]; 1xOxidation [M4] 0.772 1.71254909 4.74 0 2087.286544 3 691.1021729 0.162441968 0.000112155 75.03562859

LWSTFHRPELVRPALENSLK 2 24497583 2xTMT6plex [N-Term; K20] 1.068 0.973 4.672614098 0 2851.634688 5 571.1325684 -0.334174335 -0.000190589 67.725828174505813 DYNLL1 dynein light chain 1, cytoplasmic 8655 NP_003737.1 57.30337079 1 2 4 61 89 10.359 7.4 1.11 1.08 1.05 1.08 Significant 0.000257
NADMSEEMQQDSVECATQALEK 18 4505813 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C15] 0.981 1.085 1.166 5.870870113 66.5 0 2972.368758 3 991.4596558 -1.461331079 -0.001447872 63.09635852

YNPTWHCIVGR 18 4505813 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.449 1.23 1.282 4.813867092 39.85 0 1631.831397 3 544.6154175 0.185197691 0.000100737 44.07748395



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

NFGSYVTHETK 4 4505813 2xTMT6plex [N-Term; K11] 0.724 0.515 3.481716394 22.28 0 1740.932106 3 580.9815063 -1.229075519 -0.000713246 39.81562618
NADMSEEMQQDSVECATQALEK 3 4505813 2xTMT6plex [N-Term; K22]; 1xOxidation [M]; 1xCarbamidomethyl [C15] 1.157 2.637714386 40.55 0 2988.363673 3 991.4596558 -1.461331079 -0.001447872 63.09635852

DIAAHIK 18 4505813 2xTMT6plex [N-Term; K7] 1.111 1.082 1.039 3.154834747 36.15 0 1225.766878 2 613.3867188 -0.585347844 -0.00035875 37.06695709
4503509 EIF3A eukaryotic translation initiation factor 3 subunit A 8661 NP_003741.1 47.7568741 1 65 65 490 1382 166.468 6.79 1.13 1.1 1.07 1.1 Significant 0.000248

DIDIEDLEELDPDFIMAK 20 4503509 2xTMT6plex [N-Term; K18] 1.01 1.053 0.976 5.372808933 51.85 0 2579.320258 2 1290.166626 2.216724778 0.002858822 105.4606588AFKDIDIEDLEELDPDFIMAK 12 4503509 3xTMT6plex [N-Term; K3; K21] 1.752 2.207 3.068 5.03626442 43.4 1 3154.68368 3 1052.232544 -0.190727224 -0.000200561 106.3448501
KQPALDVLYDVMK 10 4503509 3xTMT6plex [N-Term; K1; K13]; 1xOxidation [M12] 1.135 1.235 1.153 4.454795837 37.52 1 2223.302588 3 741.7734985 1.508834419 0.001118198 67.9203214

TEAAKEESQQMVLDIEDLDNIQTPESVLLSAVSGEDTQDR 2 4503509 2xTMT6plex [N-Term; K5] 1.958 5.652787685 15.14 1 4862.414116 5 973.2886963 0.053188664 5.17E-05 109.2274533
QPALDVLYDVMK 10 4503509 2xTMT6plex [N-Term; K12] 0.949 0.975 1.102 3.945238113 58.83 0 1850.049778 2 925.5274658 -1.147417437 -0.00106139 95.88745872LLQQVSQIYQSIEFSR 20 4503509 1xTMT6plex [N-Term] 0.919 0.864 0.935 6.335876942 68.87 0 2168.191284 3 723.4034424 2.070799044 0.001496629 103.8112073VLLATLSIPITPER 18 4503509 1xTMT6plex [N-Term] 1.357 1.027 1.269 4.654910088 40.67 0 1752.083237 2 876.545166 -0.10382997 -9.10E-05 95.54945822EESQQMVLDIEDLDNIQTPESVLLSAVSGEDTQDR 6 4503509 1xTMT6plex [N-Term] 1.364 6.307325363 40.4 0 4132.991722 3 1378.335693 0.194628535 0.000268133 111.1062669LTSLVPFVDAFQLER 12 4503509 1xTMT6plex [N-Term] 1.092 1.068 1.261 4.048420906 59.68 0 1964.105429 2 982.5560303 -0.328558292 -0.000322662 110.9313086EEQHQLAVTAYLK 6 4503509 2xTMT6plex [N-Term; K13] 0.856 0.92 0.875 3.950261593 33.38 0 1988.121697 3 663.3782349 -0.777487695 -0.000515247 53.76723117FNVLQYVVPEVK 32 4503509 2xTMT6plex [N-Term; K12] 0.944 0.949 0.837 4.089122772 40.33 0 1893.124992 3 631.7128906 -0.461155499 -0.000291008 100.8602538EDAPIGPHLQSMPSEQIR 8 4503509 1xTMT6plex [N-Term] 1.014 1.102 1.209 6.395699978 49.29 0 2234.143682 3 745.3864746 0.532073266 0.000396243 47.21348479IKDMDLWEQQEEER 10 4503509 2xTMT6plex [N-Term; K2] 1.276 1.182 1.297 5.155181885 27.6 1 2307.169117 3 769.7271729 -0.93277311 -0.000717355 54.83149164LATLLGLQAPPTR 12 4503509 1xTMT6plex [N-Term] 0.875 1.076 1.074 5.285867214 61.16 0 1579.973293 2 790.4900513 -0.29565749 -0.000233565 86.06657033EQPEKEPELQQYVPQLQNNTILR 7 4503509 2xTMT6plex [N-Term; K5] 0.425 1.057 0.01 5.222443581 20.52 1 3252.762861 3 1084.920898 -4.525093936 -0.004906352 71.0162897TLSFGSDLNYATR 2 4503509 1xTMT6plex [N-Term] 1.345 4.669633865 56.03 0 1673.869616 2 837.4389038 0.546785233 0.000457624 57.27657281LLDMDGIIVEK 18 4503509 2xTMT6plex [N-Term; K11] 1.041 1.163 1.032 4.987898827 55.87 0 1704.001765 2 852.5032959 -1.437699875 -0.001224922 84.29273255NQLTAMSSVLAK 2 4503509 2xTMT6plex [N-Term; K12] 1.231 3.947165966 19.95 0 1721.003162 2 869.0025635 -0.130487695 -0.000113328 48.41291389RLEEIPLIK 9 4503509 2xTMT6plex [N-Term; K9] 1.128 1.046 1.098 4.989525795 30.36 1 1569.013985 3 523.6763306 0.289149251 0.000151226 62.07479409KPPKPQLMANYYNK 6 4503509 4xTMT6plex [N-Term; K1; K4; K14] 1.28 1.25 1.14 4.905842781 10.88 0 2608.545501 4 652.8928223 1.51739063 0.000989546 53.24215733GPAEESSSWR 6 4503509 1xTMT6plex [N-Term] 0.956 0.901 1.191 4.09079361 35.99 0 1334.653809 2 667.8299561 -0.879621829 -0.000586995 23.63406547DMDLWEQQEEER 4 4503509 1xTMT6plex [N-Term] 0.82 0.483 3.783164978 38.04 0 1836.827158 2 918.9176636 0.485646368 0.000446024 46.78365346NQLTAMSSVLAK 2 4503509 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 1.189 2.782090425 54.84 0 1736.998077 2 869.0025635 -0.130487695 -0.000113328 48.41291389

NICQQVNIK 10 4503509 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.284 1.291 1.263 4.263610363 45.22 0 1574.908868 2 787.9573364 -0.93456102 -0.000735924 43.78016039
ALEVIKPAHILQEK 5 4503509 3xTMT6plex [N-Term; K6; K14] 100 0.872 0.873 3.794601202 15.86 0 2276.430899 4 569.8623657 -1.434868669 -0.000816595 64.63393137RGPAEESSSWR 2 4503509 1xTMT6plex [N-Term] 1.008 4.856518269 21.35 1 1490.75492 3 497.5899048 0.161438655 8.02E-05 32.55450063ILQEHEQIK 4 4503509 2xTMT6plex [N-Term; K9] 0.973 1.057 4.677028179 25.71 0 1595.952113 3 532.6553955 -0.300439191 -0.000159829 37.52694663SGNALFHASTLHR 4 4503509 1xTMT6plex [N-Term] 0.271 0.47 3.993936062 22.11 0 1639.886603 4 410.7272949 0.455225074 0.000186629 30.44549201ANEFLEVGK 9 4503509 2xTMT6plex [N-Term; K9] 1.009 1.126 0.984 4.092188358 44.23 0 1464.846251 2 732.9261475 -0.84136347 -0.000616234 53.15602025AVEDIHGLFSLSK 4 4503509 2xTMT6plex [N-Term; K13] 1.376 1.555 3.282034636 6.09 0 1874.07877 3 625.364624 0.293008128 0.00018304 74.84183126NLTQDEMQR 6 4503509 1xTMT6plex [N-Term] 1.337 1.239 0.933 3.722135544 42.95 0 1363.683729 2 682.3448486 -0.959712539 -0.000654372 23.94813014IGLINDMVR 6 4503509 1xTMT6plex [N-Term] 1.009 0.931 0.93 3.22264576 39.49 0 1259.734309 2 630.3705444 -0.393942444 -0.000248131 67.43810475HADDDRPPR 4 4503509 1xTMT6plex [N-Term] 0.01 3.712933302 25.4 0 1307.665377 3 436.5596313 -0.792601111 -0.000345486 12.85783398ANEFLEVGKK 2 4503509 3xTMT6plex [N-Term; K9; K10] 1.164 3.010910034 1.54 1 1822.104146 3 608.0385132 -1.733945464 -0.001053143 54.77651661TKNETDEDGWTTVR 6 4503509 2xTMT6plex [N-Term; K2] 0.967 0.984 1.187 3.894481182 15.55 1 2110.081683 3 704.0308838 -1.698750737 -0.001194834 31.29323063GMDDDRGPR 6 4503509 1xTMT6plex [N-Term] 0.949 1.295 1.082 3.884183407 34.05 1 1247.6 3 416.5381775 -0.016519154 -6.87E-06 15.03993555NTDDDRPPR 6 4503509 1xTMT6plex [N-Term] 0.657 0.787 0.705 3.827619076 35.08 0 1314.659957 3 438.8912354 -0.612078666 -0.000268225 14.35786044EESWGPPR 6 4503509 1xTMT6plex [N-Term] 1.331 0.91 1.217 2.681213617 23.04 0 1186.605403 2 593.8057251 -1.035950691 -0.000614632 30.11433759LESLNIQR 4 4503509 1xTMT6plex [N-Term] 1.185 1.085 3.126039982 29.64 0 1201.710202 2 601.3567505 -3.310176971 -0.001988937 47.69860491KPPKPQLMANYYNK 2 4503509 4xTMT6plex [N-Term; K1; K4; K14]; 1xOxidation [M8] 1.269 3.726706505 9.82 0 2624.540416 4 652.8928223 1.51739063 0.000989546 53.24215733

IHEPIMLK 6 4503509 2xTMT6plex [N-Term; K8] 1.081 1.171 1.115 3.502732038 19.8 0 1438.885613 3 480.2998962 -0.332048144 -0.00015926 52.9355796GLDDDRGPWR 10 4503509 1xTMT6plex [N-Term] 1.002 1.002 1.023 3.717825651 21.02 1 1415.722892 2 708.3633423 -2.461032245 -0.00174207 28.09372595MHLSQIQR 6 4503509 1xTMT6plex [N-Term] 1.189 1.106 2.966033697 17.14 0 1241.698592 3 414.5707092 -0.819276481 -0.000339098 27.73029633NADDDRGPR 6 4503509 1xTMT6plex [N-Term] 1.909 1.145 1.169 3.611769915 23.67 1 1244.618093 3 415.5438843 -0.797929883 -0.000331039 13.23241017SAYEEQR 6 4503509 1xTMT6plex [N-Term] 1.092 1.461 1.443 2.747725725 24.21 0 1111.558118 2 556.2822876 -0.737446539 -0.000409857 15.36620458EKEELEQR 10 4503509 2xTMT6plex [N-Term; K2] 1.313 1.018 1.113 3.096288443 7.8 1 1518.852793 2 759.9290771 -1.260789152 -0.000957477 22.3310895RAEEQMLK 12 4503509 2xTMT6plex [N-Term; K8] 1.138 0.859 1.269 3.710993767 14.83 1 1462.845205 3 488.2868958 0.635115634 0.000309692 36.80995748QSVYEEK 6 4503509 2xTMT6plex [N-Term; K7] 0.957 1.103 1.172 2.686325073 27.58 0 1340.746202 2 670.8771973 0.682829642 0.000457751 25.46748222ESRPSEER 6 4503509 1xTMT6plex [N-Term] 0.994 0.968 3.231482029 24.2 0 1218.627595 3 406.8805847 -0.323199319 -0.000131287 12.68789742QVEQLEK 2 4503509 2xTMT6plex [N-Term; K7] 1.237 2.813494444 33.41 0 1331.793487 2 666.401001 0.929853718 0.000619187 33.39476003VSTVFWK 6 4503509 2xTMT6plex [N-Term; K7] 1.346 1.327 1.345 3.041736126 33.84 0 1324.80293 2 662.9052124 0.165046954 0.000109327 65.7603715FLWESYR 4 4503509 1xTMT6plex [N-Term] 1.454 1.533 2.645558834 19.64 0 1229.651625 2 615.3283691 -1.759139504 -0.001081564 75.29759057KNLTQDEMQR 5 4503509 2xTMT6plex [N-Term; K1]; 1xOxidation [M8] 1.239 1.174 1.172 2.418053389 20.69 1 1736.936539 3 579.6502075 -0.270615187 -0.00015668 22.21511124NADDDRIPR 6 4503509 1xTMT6plex [N-Term] 1.452 1.433 1.237 3.943177462 22.96 1 1300.680693 3 434.23172 -0.066332876 -2.88E-05 18.74133867EGLYQYK 6 4503509 2xTMT6plex [N-Term; K7] 1.079 1.096 0.961 2.75748992 19.85 0 1358.772023 2 679.888916 -1.080283318 -0.000733929 38.12967883QCLDLLR 6 4503509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.558 1.052 2.049 2.489227057 16.42 0 1146.650245 2 573.8282471 -0.895974496 -0.000513685 47.54959972KIDYFER 6 4503509 2xTMT6plex [N-Term; K1] 1.35 1.147 1.093 3.030415535 16.1 1 1428.825121 3 476.9468384 0.588201248 0.000280146 41.02737323ITTMQLER 6 4503509 1xTMT6plex [N-Term] 0.895 1.12 1.17 3.043393612 28.3 0 1220.687024 2 610.8475342 0.62897316 0.00038389 39.42553179SLEDVVR 14 4503509 1xTMT6plex [N-Term] 1.174 1.125 1.151 2.418364048 25.01 0 1046.60434 2 523.8057861 -0.042608628 -2.23E-05 36.19653372EKEEEEQR 4 4503509 2xTMT6plex [N-Term; K2] 1.173 1.048 2.090859652 13.56 1 1534.811322 3 512.2749634 -0.641657556 -0.000328274 14.97979135AIVDAAR 4 4503509 1xTMT6plex [N-Term] 1.131 2.497862816 19.47 0 944.5726463 2 472.7897339 -0.481812134 -0.000227553 31.83287258KTELGAK 6 4503509 3xTMT6plex [N-Term; K1; K7] 2.094 1.421 1.267 2.688238144 13.56 1 1433.929476 3 478.6490173 2.108012984 0.001007581 29.31469539FCLQYTR 6 4503509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.297 1.436 1.396 2.605688572 13.16 0 1216.634595 2 608.8214111 0.781512896 0.000475408 46.51172311ELEIEER 2 4503509 1xTMT6plex [N-Term] 1.1 2.552561283 17 0 1146.620384 2 573.8139648 0.234521821 0.000134454 33.2737552KGPEADSEWR 5 4503509 2xTMT6plex [N-Term; K1] 1.033 1.052 2.798553944 8.8 1 1632.874591 3 544.9625854 -0.849785006 -0.000462531 26.9744759MHLSQIQR 2 4503509 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.521 1.92655468 2.58 0 1257.693507 3 414.5707092 -0.819276481 -0.000339098 27.73029633
KLCDNLR 8 4503509 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 1.6 1.322 1.453 3.098984241 14.11 1 1376.808426 3 459.6080933 0.944703077 0.000433558 28.80514431
KLEEVER 4 4503509 2xTMT6plex [N-Term; K1] 0.01 1.006 2.809661388 3.49 1 1360.820036 2 680.9135742 -0.120686421 -8.21E-05 28.02060064

33239445 EIF3B eukaryotic translation initiation factor 3 subunit B 8662 NP_003742.2 46.19164619 1 26 26 212 814 92.424 5 1.08 1.08 1.1 1.08 Significant 0.0000376
GFHCESSAHWPIFK 6 33239445 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 1.166 1.073 1.054 4.866213799 35.41 0 2161.105336 4 541.0314331 -0.66323381 -0.00035833 55.43954057AQAVSEDAGGNEGR 18 33239445 1xTMT6plex [N-Term] 1.051 1.052 1.004 4.985153675 80.26 0 1589.771693 2 795.3886108 -1.099233507 -0.000873765 16.9320319DQYSVIFESGDR 6 33239445 1xTMT6plex [N-Term] 1.165 1.307 1.561 4.926494122 43.01 0 1644.806681 2 822.9064331 -0.663633651 -0.000545775 48.20677865GTQGVVTNFEIFR 19 33239445 1xTMT6plex [N-Term] 1.143 1.147 1.159 5.664546967 70.41 0 1696.921986 2 848.9631958 -1.691720929 -0.001435359 67.78986744ITNDFYPEEDGK 8 33239445 2xTMT6plex [N-Term; K12] 0.975 1.009 3.97471118 55.95 0 1885.95838 2 943.4822998 -0.560325528 -0.000528375 52.5852836DRPQEADGIDSVIVVDNVPQVGPDR 8 33239445 1xTMT6plex [N-Term] 0.967 1.028 1.366 7.437205315 55.96 0 2919.500943 3 973.8377686 -0.750452211 -0.000730315 60.63344835MTLDTLSIYETPSMGLLDKK 2 33239445 3xTMT6plex [N-Term; K19; K20] 0.948 4.923706055 17.45 1 2943.638979 4 736.6645508 -0.885154402 -0.000651394 93.49735101GYIFLEYASPAHAVDAVK 4 33239445 2xTMT6plex [N-Term; K18] 0.981 1.251 6.344615936 42.32 0 2409.321853 3 803.7791138 0.387979959 0.00031159 78.87238361TEPAAEAEAASGPSESPSPPAAEELPGSHAEPPVPAQGEAPGEQAR 8 33239445 1xTMT6plex [N-Term] 1.166 1.202 0.914 7.410485268 43.75 0 4687.22333 5 938.2511597 0.717209231 0.000672344 49.95220279VDNAYWLWTFQGR 15 33239445 1xTMT6plex [N-Term] 0.99 1.112 1.19 4.771764278 50.13 0 1884.959434 2 942.9819946 -1.443629045 -0.001360591 85.90093169QQANTIFWSPQGQFVVLAGLR 2 33239445 1xTMT6plex [N-Term] 1.355 3.952653646 12.74 0 2589.413907 3 863.8062134 -3.79241544 -0.003273378 98.58988928DFSWSPGGNIIAFWVPEDKDIPAR 14 33239445 2xTMT6plex [N-Term; K19] 100 100 0.393 5.803704739 43.26 1 3175.661691 3 1059.225586 0.161822181 0.000171297 102.8625583FAVLHGEAPR 12 33239445 1xTMT6plex [N-Term] 1.177 1.065 1.116 3.561949968 50.69 0 1325.752736 3 442.5892334 0.310159882 0.000137065 38.20336371MAQELYMEQK 4 33239445 2xTMT6plex [N-Term; K10] 1.017 4.221110344 48.71 0 1728.906484 2 864.9562988 -0.672918842 -0.000581707 51.22038439GTYLATFHQR 10 33239445 1xTMT6plex [N-Term] 1.125 1.166 1.21 4.628165722 47.54 0 1422.769114 3 474.9281921 0.638983519 0.000303042 34.6354566FSHQGVQLIDFSPCER 6 33239445 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.349 0.562 1.29 5.535232067 39.97 0 2149.069789 2 1075.036011 -2.347139051 -0.002522083 62.67117409YMTISDEWDIPEK 4 33239445 2xTMT6plex [N-Term; K13] 0.84 0.813 3.517453194 30.52 0 2085.061465 3 695.6915894 -0.599374942 -0.000416578 76.22694196

MTLDTLSIYETPSMGLLDKK 2 33239445 3xTMT6plex [N-Term; K19; K20]; 1xOxidation [M1] 0.797 4.041127205 15.54 1 2959.633894 4 736.6645508 -0.885154402 -0.000651394 93.49735101
GIALWGGEK 12 33239445 2xTMT6plex [N-Term; K9] 0.938 1.122 1.038 3.37874651 56.38 0 1388.830207 2 694.9191284 0.556847002 0.000386683 62.60978919
NLFNVVDCK 10 33239445 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.335 1.219 1.277 3.918987513 45.51 0 1566.87142 2 783.9383545 -1.268512272 -0.000993798 62.19347479
VNLFTDFDK 14 33239445 2xTMT6plex [N-Term; K9] 1.096 1.089 0.998 3.730593204 43.35 0 1556.872465 2 778.9394531 -0.536884053 -0.00041793 75.78300184QVPVDVVEMK 2 33239445 2xTMT6plex [N-Term; K10] 1.138 3.529427052 42.58 0 1601.933686 2 801.4663086 -5.209299595 -0.004172476 61.65382555YWLEEAECR 8 33239445 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.942 1.127 1.024 3.632438898 38.51 0 1484.704131 2 742.8546143 -1.467561334 -0.001089447 51.92839654ISVSFYHVK 6 33239445 2xTMT6plex [N-Term; K9] 1.156 1.11 1.299 3.356080294 28.17 0 1537.914271 3 513.3104248 1.593316422 0.000816795 57.81602808

MTLDTLSIYETPSMGLLDKK 2 33239445 3xTMT6plex [N-Term; K19; K20]; 2xOxidation [M1; M14] 1.497 2.913841486 12.88 1 2975.628809 4 736.6645508 -0.885154402 -0.000651394 93.49735101VTLMQLPTR 4 33239445 1xTMT6plex [N-Term] 1.628 0.722 3.035169363 23.11 0 1287.765609 2 644.3862915 -0.234702795 -0.000151121 56.74023235VTLMQLPTR 4 33239445 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.082 1.107 2.062451124 22.59 0 1303.760524 2 644.3862915 -0.234702795 -0.000151121 56.74023235YMTISDEWDIPEKQPFK 1 33239445 3xTMT6plex [N-Term; K13; K17] 0.322 2.725996256 1 2814.499115 4 704.3811646 1.319486336 0.000928423 78.9600983TSIFWNDVKDPVSIEER 1 33239445 2xTMT6plex [N-Term; K9] 0.792 3.726574421 1 2493.33896 3 831.7836914 -0.978142679 -0.000812947 73.08657974
4503523 EIF3D eukaryotic translation initiation factor 3 subunit D 8664 NP_003744.1 52.91970803 1 19 19 148 548 63.932 6.05 1.12 1.17 1.1 1.13 Significant 0.000339

YLEVSEPQDIECCGALEYYDK 12 4503523 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C12; C13] 1.051 1.87 1.528 5.465012074 57.43 0 3039.436761 3 1013.815857 -1.231695052 -0.001247886 71.18735558
NMLQFNLQILPK 8 4503523 2xTMT6plex [N-Term; K12] 1.29 1.142 1.202 4.005326748 36.28 0 1917.139596 3 645.0484619 -1.902804896 -0.001226126 84.97086929NMLQFNLQILPK 6 4503523 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.533 1.542 1.147 3.793074608 48.73 0 1933.134511 3 645.0484619 -1.902804896 -0.001226126 84.97086929HVILGTQQFKPNEFASQINLSVENAWGILR 6 4503523 2xTMT6plex [N-Term; K10] 0.765 0.876 0.795 8.675340652 50.7 0 3868.127397 4 967.7855225 -1.84515801 -0.001784327 101.2271579DNSDFDLLTVSETANEPPQDEGNSFNSPR 6 4503523 1xTMT6plex [N-Term] 1.127 100 100 5.654433727 55.46 0 3424.561431 3 1142.188843 -2.761095071 -0.003151847 72.68615422

NLAMEATYINHNFSQQCLR 4 4503523 1xTMT6plex [N-Term]; 1xOxidation [M4]; 1xCarbamidomethyl [C17] 0.985 0.963 6.166040421 50.14 0 2555.233243 3 852.4152222 -0.833292264 -0.000709752 55.65336568SVYSWDIVVQR 6 4503523 1xTMT6plex [N-Term] 1.093 1.071 1.468 4.532577991 60.43 0 1580.863408 2 790.9347534 -0.74519029 -0.000589022 65.73246342VADWTGATYQDK 12 4503523 2xTMT6plex [N-Term; K12] 1.02 1.135 1.073 4.544857502 56.08 0 1812.953235 2 906.9795532 -0.774992239 -0.000702512 49.8593729
WTCCALLAGSEYLK 12 4503523 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C3; C4] 1.432 1.417 1.28 4.164889336 27.25 0 2130.112789 2 1065.560547 0.482533134 0.000513925 81.06542539

TQGNVFATDAILATLMSCTR 8 4503523 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.545 1.616 6.933390141 54.39 0 2399.226032 3 800.4136963 0.21011242 0.000168036 107.0437331
TQGNVFATDAILATLMSCTR 6 4503523 1xTMT6plex [N-Term]; 1xOxidation [M16]; 1xCarbamidomethyl [C18] 1.202 1.627 1.892 6.004378319 35.58 0 2415.220947 3 800.4136963 0.21011242 0.000168036 107.0437331IFHTVTTTDDPVIR 13 4503523 1xTMT6plex [N-Term] 1.001 0.926 1.043 4.911438465 47.2 0 1844.011529 3 615.3411865 -1.367979347 -0.000840857 61.52487056SDWEVKEEMDFPQLMK 9 4503523 3xTMT6plex [N-Term; K6; K16] 1.013 1.199 1.072 4.57937336 15.39 1 2699.402771 3 911.1340942 -1.783703724 -0.001623998 64.12081507FMTPVIQDNPSGWGPCAVPEQFR 4 4503523 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.739 1.184 4.017994881 18.03 0 2862.390471 3 954.8018188 0.151046118 0.000144118 85.9841381LGDDIDLIVR 6 4503523 1xTMT6plex [N-Term] 1.031 0.992 0.853 3.966375351 41.81 0 1357.788846 2 679.3967896 -1.873567045 -0.001271954 76.70807162GAVIATELK 6 4503523 2xTMT6plex [N-Term; K9] 0.96 0.976 0.861 3.871626377 45.73 0 1359.861173 2 680.4335938 -0.927830006 -0.00063086 62.91829216YNFPNPNPFVEDDMDKNEIASVAYR 2 4503523 2xTMT6plex [N-Term; K16] 1.713 3.151201963 8.02 1 3403.666912 3 1135.224121 -2.674109713 -0.003033926 78.58611641VADWTGATYQDKR 4 4503523 2xTMT6plex [N-Term; K12] 1.538 2.085 3.997195244 20.59 1 1969.054346 3 657.0224609 -0.770038421 -0.000505416 53.84200765DMPYQPFSK 4 4503523 2xTMT6plex [N-Term; K9] 1.48 1.479 3.196588516 20.77 0 1570.833972 2 785.9213257 0.893294398 0.000701609 54.7559634

SDWEVKEEMDFPQLMK 2 4503523 3xTMT6plex [N-Term; K6; K16]; 2xOxidation [M9; M15] 0.912 2.329148293 17.9 1 2731.392601 3 911.1340942 -1.783703724 -0.001623998 64.12081507TLNEWDSR 8 4503523 1xTMT6plex [N-Term] 0.814 1.051 0.933 3.236924171 44.4 0 1249.637431 2 625.3217163 -1.020450237 -0.000637596 32.25745852DSSVEVR 4 4503523 1xTMT6plex [N-Term] 0.93 2.412763119 24 0 1020.552305 2 510.7796326 -0.309776657 -0.000158072 102.27323714503519 EIF3F eukaryotic translation initiation factor 3 subunit F 8665 NP_003745.1 37.25490196 1 10 10 118 357 37.54 5.45 1.13 1.12 1.12 1.12 Significant 0.00000881
VIGTLLGTVDK 11 4503519 2xTMT6plex [N-Term; K11] 0.973 0.986 4.3424263 76.17 0 1573.992915 2 787.4996948 -0.509475967 -0.000400956 85.98317177VSPNELILGWYATGHDITEHSVLIHEYYSR 8 4503519 1xTMT6plex [N-Term] 1.515 1.246 1.003 6.975370407 40.08 0 3728.891025 5 746.5834351 -0.792918595 -0.000591341 96.43782001FLMSLVNQVPK 16 4503519 2xTMT6plex [N-Term; K11] 1.159 1.138 1.075 4.317102909 65.73 0 1734.038819 2 867.5228271 -0.254667381 -0.000220802 93.05266027LHPVILASIVDSYER 11 4503519 1xTMT6plex [N-Term] 1.104 1.09 1.143 4.92625618 48.02 0 1941.100678 3 647.7046509 -0.658818626 -0.000426278 79.8476207VIGLSSDLQQVGGASAR 18 4503519 1xTMT6plex [N-Term] 1.069 1.224 1.215 5.808655739 84.55 0 1887.049705 2 944.0247803 -3.932759749 -0.003710657 59.90742599AYVSTLMGVPGR 8 4503519 1xTMT6plex [N-Term] 0.922 1.451 1.073 4.967780113 67.08 0 1479.819101 2 740.4123535 -1.128691168 -0.000835129 57.62644146TMGVMFTPLTVK 10 4503519 2xTMT6plex [N-Term; K12] 1.007 0.967 4.081063271 44.4 0 1783.026206 2 892.0164185 -0.361955385 -0.000322688 83.9444883VSADNTVGR 6 4503519 1xTMT6plex [N-Term] 1.166 1.319 1.131 3.095775843 34.94 0 1147.626867 2 574.3170776 0.010563919 6.06E-06 18.79954691IGVDLIMK 8 4503519 2xTMT6plex [N-Term; K8] 1.052 0.95 1.073 3.676078796 28.85 0 1346.848165 2 673.9275513 -0.251855366 -0.000169605 81.37826849YAYYDTER 22 4503519 1xTMT6plex [N-Term] 1.541 1.281 1.375 3.382036209 32.71 0 1309.626198 2 655.3161621 -0.878259195 -0.000575096 26.0859305249472822 EIF3G eukaryotic translation initiation factor 3 subunit G 8666 NP_003746.2 34.0625 1 9 9 78 320 35.589 6.13 1.2 1.05 1.01 1.09 Significant 0.00282

ELAEQLGLSTGEK 8 49472822 2xTMT6plex [N-Term; K13] 1.018 1.085 0.98 4.27112627 47.97 0 1833.036964 2 917.0216064 -0.560893967 -0.00051407 56.989504LPGELEPVQATQNK 8 49472822 2xTMT6plex [N-Term; K14] 1.071 1.045 0.853 4.414458752 23.62 0 1982.132262 2 991.5704346 0.671388409 0.00066539 57.00085256EKLPGELEPVQATQNK 6 49472822 3xTMT6plex [N-Term; K2; K16] 1.208 1.137 0.955 5.10018158 28.21 1 2468.43275 3 823.4812622 -1.424522871 -0.001172113 51.74626029
EDLNCQEEEDPMNK 12 49472822 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 0.887 0.812 0.939 4.373657703 41.62 0 2209.015319 2 1105.009399 -1.718843614 -0.001898476 36.4121282ETDLQELFRPFGSISR 4 49472822 1xTMT6plex [N-Term] 1.42 1.18 4.984316349 16.26 0 2124.128684 3 708.7144165 0.005880867 4.16E-06 81.51130223GIPLATGDTSPEPELLPGAPLPPPK 24 49472822 2xTMT6plex [N-Term; K25] 1.071 1.124 1.144 5.619557381 41.78 0 2922.659231 3 974.8919678 0.725014497 0.000706323 89.14931716VTNLSEDTR 6 49472822 1xTMT6plex [N-Term] 1.235 1.19 3.496051073 59.41 0 1263.674211 2 632.3408813 0.218019257 0.000137753 24.35524719DTLGPMQK 6 49472822 2xTMT6plex [N-Term; K8] 0.824 0.699 0.826 3.330021381 29.43 0 1347.770643 2 674.3877563 -1.785900813 -0.001203492 37.70118008DKTTGQSK 4 49472822 3xTMT6plex [N-Term; K2; K8] 3.588 1.749 2.407078743 1.46 1 1551.930932 3 517.9817505 -0.150944318 -7.81E-05 17.14105162

4503515 EIF3H eukaryotic translation initiation factor 3 subunit H 8667 NP_003747.1 46.875 1 15 15 128 352 39.905 6.54 1.06 1.1 1.04 1.06 Significant 0.000273
SAVADKHELLSLASSNHLGK 10 4503515 3xTMT6plex [N-Term; K6; K20] 1.139 1.177 1.143 6.867203712 26.3 1 2764.592438 4 691.9019775 -2.29973636 -0.001589458 61.94503288KEGTGSTATSSSSTAGAAGK 10 4503515 3xTMT6plex [N-Term; K1; K20] 1.286 1.314 1.289 8.027379036 68.25 1 2443.324321 3 815.1131592 0.246757689 0.00020097 20.15363087EGTGSTATSSSSTAGAAGK 12 4503515 2xTMT6plex [N-Term; K19] 0.904 0.843 0.813 5.298374176 102.36 0 2086.066426 2 1043.53772 0.832386305 0.000868207 20.20764318QVQIDGLVVLK 6 4503515 2xTMT6plex [N-Term; K11] 1.117 1.002 1.15 4.962934017 60.51 0 1670.061663 2 835.5330811 -1.663226386 -0.001388845 79.63156964NSHLINVLMWELEK 12 4503515 2xTMT6plex [N-Term; K14] 1.242 1.441 1.21 5.346325874 25.36 0 2184.225116 3 728.7457275 -1.138569827 -0.000828964 99.89123105GEPPLPEEDLSK 24 4503515 2xTMT6plex [N-Term; K12] 1.038 1.042 1.056 3.871123791 57.14 0 1768.973302 2 884.9904175 0.145152523 0.000128385 51.7613779VDEMSQDIVK 4 4503515 2xTMT6plex [N-Term; K10] 0.96 0.96 3.262801647 34.53 0 1621.887129 2 819.4450073 0.42361319 0.000346914 37.49243421NLQLLMDRVDEMSQDIVK 6 4503515 2xTMT6plex [N-Term; K18] 1.5 1.855 2.109 4.123877048 22.3 1 2605.409364 3 869.142395 1.254128675 0.001089173 101.2888865LFMAQALQEYNN 12 4503515 1xTMT6plex [N-Term] 1.11 1.035 1.043 3.527079582 55.3 0 1670.840958 2 835.9234619 -0.78464193 -0.000655506 79.09041425EFTAQNLGK 6 4503515 2xTMT6plex [N-Term; K9] 0.433 0.857 0.891 4.074500084 36.9 0 1465.8415 2 733.4237061 -0.930694502 -0.000682125 42.75949046GKGGSGDSAVK 2 4503515 3xTMT6plex [N-Term; K2; K11] 1.961 3.078382254 7.89 1 1649.978945 3 550.6652832 1.424932956 0.000783703 28.46099584NSHLINVLMWELEK 1 4503515 2xTMT6plex [N-Term; K14]; 1xOxidation [M9] 7.27 0 2200.220031 3 728.7457275 -1.138569827 -0.000828964 99.89123105NLQLLMDR 6 4503515 1xTMT6plex [N-Term] 1.022 0.961 0.999 3.236367702 19.75 0 1231.703008 2 616.3544922 -1.055964783 -0.000650318 65.5062511EKDFSPEALK 4 4503515 3xTMT6plex [N-Term; K2; K10] 0.933 1.041 3.967597961 12.94 1 1851.083076 3 617.6975708 -2.656146404 -0.001638916 48.94357191VDEMSQDIVK 6 4503515 2xTMT6plex [N-Term; K10]; 1xOxidation [M4] 1.082 0.994 0.928 2.802510262 37.74 0 1637.882044 2 819.4450073 0.42361319 0.000346914 37.49243421

MDSLLIAGQINTYCQNIK 1 4503515 2xTMT6plex [N-Term; K18]; 1xOxidation [M1]; 1xCarbamidomethyl [C14] 1.365 2.35560894 0 2556.356601 3 852.7890015 -1.62342197 -0.001383348 72.78666549
LFKPPQPPAR 6 4503515 2xTMT6plex [N-Term; K3] 1.323 1.198 0.99 2.813460588 5.61 0 1608.999003 3 537.0036621 -1.597497493 -0.000856791 46.45474364

4503513 EIF3I eukaryotic translation initiation factor 3 subunit I 8668 NP_003748.1 49.53846154 1 13 13 142 325 36.479 5.64 1.09 1.12 1.14 1.12 Significant 0.000169
GHFGPINSVAFHPDGK 12 4503513 2xTMT6plex [N-Term; K16] 0.938 1.071 0.999 6.483273506 49.37 0 2138.154729 4 535.293457 -1.27693986 -0.000682574 51.64766188

ITSAVWGPLGECIIAGHESGELNQYSAK 4 4503513 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C12] 100 1.673 4.304204941 24.58 0 3445.782611 3 1149.259033 -5.822822532 -0.00668806 86.91270744
DPSQIDNNEPYMK 12 4503513 2xTMT6plex [N-Term; K13] 1.175 1.241 1.317 4.120990276 44.38 0 2009.005012 3 670.3397827 -0.108220471 -7.25E-05 41.0936683SYSSGGEDGYVR 18 4503513 1xTMT6plex [N-Term] 1.015 1.102 1.166 4.578243732 64.95 0 1505.706967 2 753.3566284 -0.655462241 -0.000493467 21.07989936HVLTGSADNSCR 10 4503513 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.193 1.294 1.28 4.112347603 40.87 0 1545.764105 3 515.9257813 -0.850517874 -0.000438233 17.67368905LFDSTTLEHQK 18 4503513 2xTMT6plex [N-Term; K11] 1.164 1.184 1.25 4.878176212 54.98 0 1776.98962 2 888.9983521 -0.108547869 -9.64E-05 48.12385536EGDLLFTVAK 10 4503513 2xTMT6plex [N-Term; K10] 1.189 1.035 1.262 4.476402283 51.64 0 1550.919416 2 775.9624634 -1.138377771 -0.000882766 72.2931535FFHLAFEEEFGR 10 4503513 1xTMT6plex [N-Term] 1.208 1.19 1.125 4.064198971 32.7 0 1757.884872 3 586.6329346 -0.353543666 -0.000207163 79.35026698DMTMFVTASK 10 4503513 2xTMT6plex [N-Term; K10] 1.146 1.103 1.285 4.347950459 60.79 0 1588.847907 2 794.9272461 -0.435184826 -0.000345721 59.9690205SGEVLVNVK 12 4503513 2xTMT6plex [N-Term; K9] 1.06 0.924 0.906 3.575850487 42.06 0 1402.866986 2 701.9362183 -1.301852977 -0.000913163 46.04946852QINDIQLSR 6 4503513 1xTMT6plex [N-Term] 0.999 0.867 1.472 3.45845294 48.22 0 1315.75313 2 658.3814697 1.925302755 0.001266612 38.80154854MKPILLQGHER 12 4503513 2xTMT6plex [N-Term; K2] 1.069 1.087 1.088 4.078899384 22.53 0 1780.066765 4 445.7724304 0.632818785 0.000281615 43.45749842

LWDCETGK 4 4503513 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.07 1.275 3.23636651 30.4 0 1466.771372 2 733.8895264 0.275785567 0.000202257 45.99658931
MKPILLQGHER 4 4503513 2xTMT6plex [N-Term; K2]; 1xOxidation [M1] 1.11 1.092 2.851991892 9.35 0 1796.06168 4 445.7724304 0.632818785 0.000281615 43.45749842

83281438 EIF3J eukaryotic translation initiation factor 3 subunit J isoform 1 8669 NP_003749.2 40.69767442 1 8 8 59 258 29.045 4.83 0.83 0.8 0.79 0.81 Significant 0.000222
ITNSLTVLCSEK 8 83281438 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 0.861 0.979 4.783875942 67.54 0 1823.034856 2 912.0199585 -1.215504906 -0.001107954 66.96695841

ETFGVNNAVYGIDAMNPSSR 10 83281438 1xTMT6plex [N-Term] 1.4 0.865 1.657 6.423689842 48.05 0 2371.154975 3 791.0579224 1.787778483 0.001413033 64.99603444ATMKDDLADYGGYDGGYVQDYEDFM 8 83281438 2xTMT6plex [N-Term; K4] 0.848 0.621 0.803 3.985649347 18.75 1 3297.464432 3 1099.826172 -0.142350285 -0.000156465 82.5946414LQEESDLELAK 4 83281438 2xTMT6plex [N-Term; K11] 0.817 0.707 4.310780525 51.56 0 1732.973302 2 866.9873657 -3.373822714 -0.002923372 52.84323414VLTPEEQLADK 16 83281438 2xTMT6plex [N-Term; K11] 0.799 0.776 0.832 4.154949188 55.18 0 1700.983472 2 850.9949951 -0.446068781 -0.000379378 54.6000022KGVVPGGGLK 6 83281438 3xTMT6plex [N-Term; K1; K10] 0.781 0.679 0.75 4.029693604 17.71 1 1599.056073 3 533.6867065 -6.570802155 -0.00350236 40.68640936DDFTEFGK 3 83281438 2xTMT6plex [N-Term; K8] 0.809 0.885 3.407474279 30.38 0 1416.741117 2 708.8737793 -0.589406378 -0.000417518 61.9195278LEEPEEPK 4 83281438 2xTMT6plex [N-Term; K8] 0.913 0.81 2.740414619 25.06 0 1428.798632 2 714.902832 -0.171058045 -0.000122204 34.5638081714043026 VAMP8 vesicle-associated membrane protein 8 8673 NP_003752.2 41 1 5 5 47 100 11.431 7.34 0.98 1.04 0.94 0.98 Significant 0.000866 TEDLEATSEHFK 6 14043026 2xTMT6plex [N-Term; K12] 0.852 0.874 0.753 4.339422226 36.12 0 1864.969279 3 622.3279419 -0.003397593 -2.11E-06 41.30216578NKTEDLEATSEHFK 14 14043026 3xTMT6plex [N-Term; K2; K14] 0.995 1.067 0.948 5.465445518 25.48 1 2336.270101 4 584.8226318 -0.600806495 -0.000350912 41.2521616NLQSEVEGVK 8 14043026 2xTMT6plex [N-Term; K10] 1.055 0.995 1.192 5.109647751 65.01 0 1560.899743 2 780.9539185 0.523726182 0.000408742 44.91836654NIMTQNVER 11 14043026 1xTMT6plex [N-Term] 0.912 1.089 0.93 3.750459433 37.78 0 1333.70955 2 667.3577271 -1.029285902 -0.000686384 29.64044241GENLEHLR 8 14043026 1xTMT6plex [N-Term] 0.99 1.088 1.089 2.96950078 14.64 0 1196.658501 2 598.8325806 -0.51519058 -0.000308254 22.733734064502395 BECN1 beclin-1 isoform a 8678 NP_003757.1 2.222222222 1 1 1 6 450 51.863 4.89 1.2 1.26 1.03 1.16 Significant 0.00349 LIQELEDVEK 6 4502395 2xTMT6plex [N-Term; K10] 1.196 1.257 1.029 3.678469658 39.83 0 1673.972573 2 837.4899292 0.005040965 4.22E-06 76.216332894506903 SRSF9 serine/arginine-rich splicing factor 9 8683 NP_003760.1 39.81900452 1 8 8 90 221 25.526 8.65 1.05 1.08 1.11 1.08 Significant 0.000257
EAGDVCYADVQK 13 4506903 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 1.089 1.164 1.134 4.558135033 58.14 0 1812.92022 2 906.9633789 -0.407777183 -0.000369634 38.21328172

VLVSGLPPSGSWQDLK 32 4506903 2xTMT6plex [N-Term; K16] 1.045 1.054 1.108 5.21663332 45.18 0 2141.237061 3 714.4161987 -1.409553687 -0.001006063 86.32414119DGVGMVEYLR 6 4506903 1xTMT6plex [N-Term] 1.174 1.083 1.208 4.069011211 50.45 0 1367.719052 2 684.3586426 -6.6123037 -0.004521887 53.66975088EKDLEDLFYK 13 4506903 3xTMT6plex [N-Term; K2; K10] 1.111 1.084 1.188 3.969097137 14.21 1 1987.135505 3 663.0505371 0.78139519 0.000517579 72.64671572DAEDAIYGR 10 4506903 1xTMT6plex [N-Term] 0.918 1.011 0.79 3.499566078 42.2 0 1238.621447 2 619.8139038 -0.739340349 -0.000457881 24.35931775HGLVPFAFVR 6 4506903 1xTMT6plex [N-Term] 1.09 2.112 1.474 3.148275137 23.95 0 1371.809857 3 457.9414673 -0.005922491 -2.71E-06 73.20608465SHEGETSYIR 8 4506903 1xTMT6plex [N-Term] 1.038 0.952 1.177 4.320026875 42.21 0 1407.706573 3 469.9068604 -0.3874993 -0.000181828 17.28488173IYVGNLPTDVR 2 4506903 1xTMT6plex [N-Term] 1.027 3.554994583 44.57 0 1475.841945 2 738.4237061 -1.225795643 -0.00090454 67.2642473926638659 MRPL40 39S ribosomal protein L40, mitochondrial isoform 1 64976 NP_003767.2 44.66019417 1 8 8 70 206 24.475 9.63 1.04 0.99 0.97 1 Significant 0.000433
AMLEAQQEALEELQLESPK 6 26638659 2xTMT6plex [N-Term; K19] 1.187 0.879 0.999 4.694673538 33.88 0 2615.400239 3 872.4708862 -0.815893706 -0.000711296 86.98241882ERPQVELTFEETER 4 26638659 1xTMT6plex [N-Term] 1.333 100 6.581528187 31.85 0 1992.02355 3 664.6790771 -0.437652801 -0.000290605 44.17628124ATQELIPIEDFITPLK 30 26638659 2xTMT6plex [N-Term; K16] 0.952 0.997 1.002 4.309284687 42.33 0 2286.336106 3 762.7808838 -3.502662093 -0.002669421 107.7555681EGPHYTPPIPNYQPPEGR 4 26638659 1xTMT6plex [N-Term] 1.209 0.786 4.752595901 24 0 2278.145396 3 760.0535278 0.278215822 0.000211272 46.77463089RDPNLFPFEK 6 26638659 2xTMT6plex [N-Term; K10] 1.2 1.083 3.868653297 34.7 1 1720.978662 3 574.3306885 -0.668032869 -0.000383223 60.39960886DPNLFPFEK 6 26638659 2xTMT6plex [N-Term; K9] 1.345 0.966 0.973 3.498868704 27.24 0 1564.877551 2 782.9418945 -0.66359665 -0.000519224 73.11248566VYTQVEFK 8 26638659 2xTMT6plex [N-Term; K8] 1.092 0.881 1.15 3.676648855 36.9 0 1471.856087 2 736.4306641 -1.383080192 -0.001017847 54.71852145LHAEAIK 6 26638659 2xTMT6plex [N-Term; K7] 0.995 0.98 0.938 3.65250659 33.81 0 1239.782528 3 413.932373 0.030207415 1.25E-05 41.07676013

13378137 TRADD tumor necrosis factor receptor type 1-associated DEATH domain protein 8717 NP_003780.1 17.62820513 1 4 4 16 312 34.226 6.27 0.77 0.73 0.84 0.78 Significant 0.00169
ALQAALAESGGSPDVLQMLK 4 13378137 2xTMT6plex [N-Term; K20] 0.67 0.732 5.985526085 68.78 0 2457.378716 3 819.7998657 2.575007233 0.002109256 95.51977473SLAAALAQHSVPLQLELR 4 13378137 1xTMT6plex [N-Term] 0.747 0.686 4.907662392 46.23 0 2146.254553 3 716.0895996 -0.143231787 -0.000102471 81.42195371LDALLADEER 6 13378137 1xTMT6plex [N-Term] 0.866 0.894 0.838 3.776516676 35.85 0 1373.747375 2 687.375 -3.386423212 -0.002326045 59.57823809DQQTFAR 2 13378137 1xTMT6plex [N-Term] 0.689 2.490835428 18.99 0 1094.579188 2 547.7929077 -0.593205425 -0.000324655 30.101494584503453 EDF1 endothelial differentiation-related factor 1 isoform alpha 8721 NP_003783.1 51.35135135 1 10 10 60 148 16.359 9.95 1.04 1.04 1.05 1.04 Significant 0.0000102

KGPTAAQAK 4 4503453 3xTMT6plex [N-Term; K1; K9] 0.888 1.045 4.031899929 23.05 1 1558.988388 3 520.3341064 -0.398806089 -0.000207245 21.33335143AIPNNQVLGK 14 4503453 2xTMT6plex [N-Term; K10] 1.042 1.057 1.039 3.542196035 32.57 0 1511.930983 3 504.6479187 -1.17769032 -0.000593529 48.16248491GEDVETSK 2 4503453 2xTMT6plex [N-Term; K8] 1.072 2.492800713 35.67 0 1322.720382 2 661.8634644 -0.551483951 -0.00036473 35.12563168
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

GPTAAQAK 8 4503453 2xTMT6plex [N-Term; K8] 0.99 0.901 0.933 2.534480095 21.72 0 1201.730493 2 601.3673706 -2.519923627 -0.001514135 105.1104615QAILAAQR 6 4503453 1xTMT6plex [N-Term] 0.978 0.972 0.981 3.041345358 29.25 0 1099.678508 2 550.3426514 -0.438433252 -0.000241068 26.94677882INEKPQVIADYESGR 10 4503453 2xTMT6plex [N-Term; K4] 0.644 0.915 1.16 5.12096262 8.53 0 2177.196653 3 726.4029541 -1.076501431 -0.000781252 51.12968767VTLEVGK 6 4503453 2xTMT6plex [N-Term; K7] 1.12 1.056 1.103 3.032576084 39.08 0 1203.771295 2 602.3894043 0.196826217 0.000118467 49.69756524DIGKPIEK 5 4503453 3xTMT6plex [N-Term; K4; K8] 1.098 1.106 0.997 3.204825163 23.52 0 1587.008455 2 794.0061035 -2.220611201 -0.001762064 52.67230905RGEDVETSKK 4 4503453 3xTMT6plex [N-Term; K9; K10] 1.125 1.071 1.002 3.106105089 4.36 2 1836.079387 4 459.7752686 -0.077954826 -3.58E-05 19.12672811ETEELHHDR 1 4503453 1xTMT6plex [N-Term] 0.901 1.658269286 0 1394.686172 3 465.5669556 0.101276704 4.71E-05 15.70316074507145 SNX4 sorting nexin-4 8723 NP_003785.1 6.222222222 1 3 3 8 450 51.876 5.99 0.92 0.62 0.95 0.83 Significant 0.0157 EYLFYAEALR 4 4507145 1xTMT6plex [N-Term] 0.777 0.95 3.282529593 40.67 0 1503.804496 2 752.4046021 -1.708312778 -0.001284484 73.20504219IGLENFLLR 2 4507145 1xTMT6plex [N-Term] 0.622 2.766065598 25.52 0 1303.793538 2 652.3995361 -1.336319229 -0.000871142 85.8819855IASHPILCR 2 4507145 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.949 3.137491941 11.77 0 1295.745542 3 432.5865479 -0.348768564 -0.000150638 40.866308654507143 SNX3 sorting nexin-3 isoform a 8724 NP_003786.1 61.11111111 1 7 9 40 162 18.751 8.66 0.85 0.82 0.85 0.84 Significant 0.000142 LITKPQNLNDAYGPPSNFLEIDVSNPQTVGVGR 2 4507143 2xTMT6plex [N-Term; K4] 0.697 7.356647491 47.06 0 4012.1544 4 1003.793213 -0.84194853 -0.000844507 87.220798GDDGIFDDNFIEER 6 4507143 1xTMT6plex [N-Term] 0.651 0.778 0.611 4.473470688 49.29 0 1870.865652 2 935.9363403 -0.132770591 -0.000124198 61.55310074KQGLEQFINK 6 4507143 3xTMT6plex [N-Term; K1; K10] 0.979 1.304 0.813 4.899440289 30.91 1 1892.157244 2 946.5823975 0.145015366 0.000137196 57.27883475VAGHPLAQNER 6 4507143 1xTMT6plex [N-Term] 0.788 0.729 0.773 3.88217783 36.8 0 1420.785827 3 474.2662354 -1.17814753 -0.000557965 18.95481502QGLEQFINK 2 4507143 2xTMT6plex [N-Term; K9] 0.523 2.756573915 35.69 0 1534.899349 2 767.9528809 -0.562806448 -0.000431926 60.15142058VVVPPLPGK 2 4507143 2xTMT6plex [N-Term; K9] 0.802 2.26548028 42.42 0 1363.907729 2 682.4570313 -0.691425072 -0.00047152 68.0776331YSDFEWLR 4 4507143 1xTMT6plex [N-Term] 0.947 1.253 2.942858458 13.28 0 1344.678568 2 672.8434448 0.777351899 0.000522644 64.31094931FTTYEIR 6 4507143 1xTMT6plex [N-Term] 0.692 0.621 0.791 3.302176237 32.37 0 1158.63564 2 579.821167 -0.503174255 -0.000291498 42.25547056TNLPIFK 6 4507143 2xTMT6plex [N-Term; K7] 0.854 0.917 0.938 3.387444019 30.5 0 1290.81858 2 645.9116821 -1.930520855 -0.001245976 63.74874453
19924159 URI1 unconventional prefoldin RPB5 interactor 1 isoform a 8725 NP_003787.2 11.40186916 1 4 4 17 535 59.796 5.05 1.21 0.85 1 1.02 Significant 0.0103

LLPLSVTPEAFSGTVIEK 6 19924159 2xTMT6plex [N-Term; K18] 1.069 1.007 4.748579025 39.74 0 2359.38887 3 787.1343384 -0.173054678 -0.000136101 101.7586328EFVSPSLTPPPAIAHPALPTIPER 4 19924159 1xTMT6plex [N-Term] 0.859 0.7 5.939463615 34.16 0 2766.539167 3 922.8527832 1.673343154 0.001543123 79.36772726VEFTEDLQK 6 19924159 2xTMT6plex [N-Term; K9] 1.441 0.83 1.147 3.514637232 30.9 0 1566.877945 2 783.9417725 -1.069928982 -0.000838224 56.76969887KVDNDYNALR 1 19924159 2xTMT6plex [N-Term; K1] 1.013 2.968364 1 1665.93244 3 555.9822998 -0.05626635 -3.12E-05 29.77063934
4504079 GPAA1 glycosylphosphatidylinositol anchor attachment 1 protein 8733 NP_003792.1 6.92431562 1 5 5 20 621 67.58 8.06 1.25 1.46 1.29 1.33 Significant 0.00232 SGALPVAWLER 4 4504079 1xTMT6plex [N-Term] 1.213 1.688 4.161355019 44.71 0 1427.820815 2 714.4124756 -2.199644445 -0.001570349 71.87156713GGLLCTLQGK 2 4504079 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.852 4.204653263 52.56 0 1504.892155 2 752.9490967 -0.823102586 -0.00061934 59.56363925

YDLVAVGK 6 4504079 2xTMT6plex [N-Term; K8] 1.274 1.422 1.045 3.354275942 41.93 0 1322.808409 2 661.9072266 -0.931567256 -0.000616143 54.57585892GQIYWAK 2 4504079 2xTMT6plex [N-Term; K7] 1.037 2.61353898 34.82 0 1323.782528 2 662.3947144 -0.284298255 -0.000188175 47.02951383VEALTLR 6 4504079 1xTMT6plex [N-Term] 1.445 1.295 1.188 2.460276604 21.42 0 1030.645811 2 515.8256226 -1.787872024 -0.000921331 45.8194890757242761 RIPK1 receptor-interacting serine/threonine-protein kinase 1 isoform 1 8737 NP_003795.2 21.16244411 1 11 11 54 671 75.883 6.33 1.12 1.1 1.11 1.11 Significant 0.0000271
YQAIFDNTTSLTDK 10 57242761 2xTMT6plex [N-Term; K14] 1.206 1.039 0.971 3.735869646 42.31 0 2075.106107 2 1038.056641 -0.049096285 -5.09E-05 67.36677666LQDEANYHLYGSR 2 57242761 1xTMT6plex [N-Term] 0.857 5.144824505 34.28 0 1794.897227 3 598.9712524 1.101252032 0.000658878 40.01198486EYSNENAVVK 6 57242761 2xTMT6plex [N-Term; K10] 1.138 0.95 1.182 3.832130194 36.37 0 1610.879007 2 805.9435425 0.497238423 0.000400495 30.74235299LLGVIIEEGK 6 57242761 2xTMT6plex [N-Term; K10] 1.327 1.304 3.902473211 43.1 0 1528.971451 2 764.9882813 -1.416226574 -0.001082685 81.89097736IADLGLASFK 8 57242761 2xTMT6plex [N-Term; K10] 0.983 0.982 1.371 3.998363972 49.63 0 1492.913936 2 746.9595337 -1.437220951 -0.001072824 79.86478117DLKPENILVDNDFHIK 6 57242761 3xTMT6plex [N-Term; K3; K16] 1.004 1.123 1.008 3.837526798 21.61 0 2597.490599 4 650.1273804 -1.119278594 -0.000726829 75.52176179SSDFLESAELDSGGFGK 2 57242761 2xTMT6plex [N-Term; K17] 1.104 4.029859543 23.45 0 2204.112314 3 735.3723755 -4.419368784 -0.003246928 69.62266749IDLLSSLIYVSQN 8 57242761 1xTMT6plex [N-Term] 1.327 1.187 3.354894161 41.6 0 1693.957368 3 565.3238525 -0.214729614 -0.000121248 108.7132021VSHDPFAQQRPYENFQNTEGK 2 57242761 2xTMT6plex [N-Term; K21] 1.264 4.096416473 3.63 0 2950.484789 4 738.3786621 2.721443449 0.002007394 44.5629772GNLMHVLK 2 57242761 2xTMT6plex [N-Term; K8] 1.163 3.069581509 18.14 0 1369.838997 3 457.2843018 -0.471162351 -0.000215139 50.47920836AEMSTPLSVK 2 57242761 2xTMT6plex [N-Term; K10] 1.022 2.949835539 32.4 0 1520.875836 2 760.93927 -3.006748367 -0.002286445 50.99373946

4501915 ADAM9 disintegrin and metalloproteinase domain-containing protein 9 precursor 8754 NP_003807.1 13.43101343 1 8 8 38 819 90.497 7.52 1.01 1 1.06 1.02 Significant 0.000329
NFQCVDASVLNYDCDVQK 3 4501915 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C4; C14] 0.861 1.323 3.481645346 12.32 0 2633.273994 3 878.425415 -4.67166077 -0.004100588 64.90820203

LQCENVQEIPVFGIVPAIIQTPSR 12 4501915 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.039 2.007 0.994 6.2299757 55.61 0 2937.606929 3 979.873291 -0.547858568 -0.000536464 108.001225VSSQGNLIPARPAPAPPLYSSLT 2 4501915 1xTMT6plex [N-Term] 0.904 3.688236952 10.04 0 2565.423803 3 855.8132324 0.52275013 0.000447025 71.51864265SQTYESDGK 6 4501915 2xTMT6plex [N-Term; K9] 1.146 0.996 1.258 3.232637644 21.13 0 1472.763309 2 736.885498 0.278757454 0.000205272 19.19148096
DCFIEVNSK 3 4501915 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.356 0.946 3.076259613 11.14 0 1569.8347 2 785.4210205 0.04097605 3.22E-05 48.54932409HVSPVTPPR 2 4501915 1xTMT6plex [N-Term] 1.091 3.357247829 21.59 0 1218.715622 3 406.9098206 -0.585518118 -0.00023786 23.99335841FLPGGTLCR 4 4501915 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.133 1.166 2.597507715 21.84 0 1249.692444 2 625.3494263 -0.694667669 -0.00043406 49.95258279FAVPTYAAK 6 4501915 2xTMT6plex [N-Term; K9] 0.872 0.918 0.97 3.054470778 37.11 0 1425.850608 2 713.425354 -5.033172583 -0.003588276 57.5764015720143480 CDS2 phosphatidate cytidylyltransferase 2 8760 NP_003809.1 15.50561798 1 4 4 20 445 51.384 7.09 0.91 0.78 0.85 0.85 Significant 0.00196 LIQQFLTLRPDQQLHIFNTLR 2 20143480 1xTMT6plex [N-Term] 0.873 7.363044739 19.7 0 2823.619483 4 706.6602173 -0.157152682 -0.000110935 100.9866354VDGETASDSESR 6 20143480 1xTMT6plex [N-Term] 1.012 0.665 1.1 4.309655666 66.07 0 1481.691711 2 741.348938 -0.750219111 -0.000555797 16.00247759LQEYNIPGVIQSVIGWK 2 20143480 2xTMT6plex [N-Term; K17] 0.877 4.229233265 42.13 0 2402.384788 3 801.4664307 -0.020462089 -1.64E-05 112.1604966AESAPLPVSADDTPEVLNR 10 20143480 1xTMT6plex [N-Term] 0.863 0.855 0.723 5.026810169 49.42 0 2210.150207 2 1105.576904 -1.662772167 -0.001837488 57.09298412

4507585 TNFRSF6B tumor necrosis factor receptor superfamily member 6B precursor 8771 NP_003814.1 22.66666667 1 5 5 28 300 32.658 8.24 1.49 1.62 1.82 1.64 Significant 0.00339
DSPTTCGPCPPR 6 4507585 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 1.353 2.16 4.362 4.414533138 46.8 0 1573.730028 2 787.3688354 0.232611967 0.000183034 20.2264817LLQALEAPEGWGPTPR 12 4507585 1xTMT6plex [N-Term] 1.379 1.416 1.606 5.383416176 54.93 0 1964.080277 2 982.5424194 -1.382266725 -0.001357441 83.00202905AVIDFVAFQDISIK 2 4507585 2xTMT6plex [N-Term; K14] 1.283 2.620780706 29.73 0 2024.183235 3 675.3984985 -1.132488646 -0.000764122 103.6189801

LVCAQCPPGTFVQRPCR 2 4507585 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C3; C6; C16] 2.208038807 11.98 0 2275.145948 3 759.0518799 -2.136949309 -0.001620624 57.85211621
VPGAEECER 6 4507585 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.824 1.616 1.905 3.194413185 29.18 0 1275.620067 2 638.3131714 -0.784486375 -0.000500353 20.74986632

18765729 SNAP23 synaptosomal-associated protein 23 isoform SNAP23A 8773 NP_003816.2 36.96682464 1 6 6 36 211 23.34 5.01 0.82 0.82 0.86 0.83 Significant 0.000256
ILGLAIESQDAGIK 12 18765729 2xTMT6plex [N-Term; K14] 0.801 0.764 0.784 4.75604105 64.49 0 1886.136285 2 943.571228 -0.585909577 -0.000552553 77.87712AHQITDESLESTR 4 18765729 1xTMT6plex [N-Term] 0.868 0.829 3.76177001 33.94 0 1715.876158 3 572.6290894 -2.006434776 -0.001147598 23.49078086ITNDAREDEMEENLTQVGSILGNLK 6 18765729 2xTMT6plex [N-Term; K25]; 1xOxidation [M10] 1.047 0.649 4.025019169 33.05 1 3263.682956 3 1088.562988 -2.618065653 -0.002848179 78.92267674IEEGLDQINK 6 18765729 2xTMT6plex [N-Term; K10] 1.025 0.834 1.087 4.698917866 39.25 0 1616.925958 2 808.9666138 -0.004088584 -3.31E-06 59.98155045IDIANAR 4 18765729 1xTMT6plex [N-Term] 0.992 1.09 2.748587847 17.85 0 1001.59411 2 501.3009644 0.541278081 0.00027107 33.41937912TITMLDEQK 2 18765729 2xTMT6plex [N-Term; K9]; 1xOxidation [M4] 0.358 0.63 1.852986336 6.81 0 1552.865666 2 776.9352417 -1.58360869 -0.001229566 38.1007084ITNDAREDEMEENLTQVGSILGNLK 2 18765729 2xTMT6plex [N-Term; K25] 0.999 1.869010806 3.4 1 3247.688041 3 1088.562988 -2.618065653 -0.002848179 78.922676744505331 NAPG gamma-soluble NSF attachment protein 8774 NP_003817.1 35.25641026 1 12 12 51 312 34.724 5.41 0.95 1 1.04 1 Significant 0.000682 LGLSLVVPGGGIK 2 4505331 2xTMT6plex [N-Term; K13] 0.824 3.361987352 44.75 0 1668.082399 2 834.5455322 0.832808455 0.000694597 85.22170022LPEAVQLIEK 6 4505331 2xTMT6plex [N-Term; K10] 0.919 0.999 4.309548378 51.57 0 1597.992915 2 799.5001221 0.032904167 2.63E-05 78.18199246

EIENYPTCYK 6 4505331 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.029 1.256 1.759 4.100691319 45.11 0 1774.908593 2 887.956604 -1.499689729 -0.001330906 42.68722639
AYEQAGMMLK 3 4505331 2xTMT6plex [N-Term; K10] 0.727 0.56 2.640604496 10.79 0 1599.863891 2 800.4332886 -2.869563834 -0.002295456 53.36977025INEGLEHLAK 6 4505331 2xTMT6plex [N-Term; K10] 1.013 1.07 1.089 4.008602142 34.3 0 1581.936463 3 527.9839478 0.52297405 0.000275771 47.07482833WKPDYDSAASEYGK 6 4505331 3xTMT6plex [N-Term; K2; K14] 1.163 1.105 1.182 3.823858261 13.62 0 2304.211524 3 768.7420654 0.051804733 3.98E-05 49.81574282RFDEAALSIQK 6 4505331 2xTMT6plex [N-Term; K11] 1.004 1.099 1.052 5.052156925 24.6 1 1736.01069 3 579.3393555 -4.134216333 -0.002392348 50.71272558LIENVDPEK 6 4505331 2xTMT6plex [N-Term; K9] 1.017 1.059 1.074 3.350828409 37.9 0 1514.88303 2 757.9434204 -2.287932216 -0.001732975 50.45135864FDEAALSIQK 2 4505331 2xTMT6plex [N-Term; K10] 0.807 2.744671106 10.09 0 1579.909579 3 527.307373 -1.274344685 -0.000671116 60.64517154QAVELLGK 2 4505331 2xTMT6plex [N-Term; K8] 1.096 2.877745152 13.48 0 1315.834958 2 658.4193115 -2.744609499 -0.001805727 55.09767286YMDNDYAK 4 4505331 2xTMT6plex [N-Term; K8] 1.201 0.847 2.703159809 13.39 0 1477.739737 2 739.3708496 -3.596168607 -0.002657101 34.44783165ALFHAAK 2 4505331 2xTMT6plex [N-Term; K7] 1.013 2.792734385 25.6 0 1215.761399 3 405.9255981 0.692622413 0.000280688 37.1925511647933379 NAPA alpha-soluble NSF attachment protein 8775 NP_003818.2 64.74576271 1 16 16 124 295 33.211 5.36 0.97 0.94 0.95 0.95 Significant 0.0000856 YEELFPAFSDSR 6 47933379 1xTMT6plex [N-Term] 0.291 0.377 0.01 4.077946663 25.46 0 1689.832168 2 845.4192505 -0.558205398 -0.000471637 69.67980977VAGYAALLEQYQK 18 47933379 2xTMT6plex [N-Term; K13] 1.098 1.025 0.993 4.958436012 58.07 0 1912.09442 2 956.543457 -7.730955829 -0.007391159 76.35496833

HDAATCFVDAGNAFK 10 47933379 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.017 0.996 0.978 4.44477272 33.77 0 2082.047881 3 694.6870117 -0.671744278 -0.000466201 52.25955366
AIDIYEQVGTNAMDSPLLK 4 47933379 2xTMT6plex [N-Term; K19]; 1xOxidation [M13] 1.293 1.215 4.554308891 47.36 0 2552.368211 3 851.4627686 2.170938362 0.001847011 75.18326201NSQSFFSGLFGGSSK 4 47933379 2xTMT6plex [N-Term; K15] 1.215 1.596 4.504310608 71.1 0 2008.054011 2 1004.531372 0.725120249 0.00072804 80.22007674AIAHYEQSADYYKGEESNSSANK 4 47933379 3xTMT6plex [N-Term; K13; K23] 1.1 1.38 5.73051405 33.06 1 3249.626711 4 813.1624756 0.419070826 0.000340456 42.3063543LDQWLTTMLLR 16 47933379 1xTMT6plex [N-Term] 0.503 0.961 0.81 3.960734606 46.01 0 1618.918815 2 809.9622192 -1.020930403 -0.000826402 110.9072024KLLEAHEEQNVDSYTESVK 4 47933379 3xTMT6plex [N-Term; K1; K19] 0.914 1.104 5.804062843 22.9 1 2906.571428 4 727.397522 -1.090549279 -0.00079244 49.06086017LLEAHEEQNVDSYTESVK 4 47933379 2xTMT6plex [N-Term; K18] 0.776 0.998 6.142753601 51.67 0 2549.313533 3 850.4423828 -0.367794109 -0.000312541 51.80727245TIQGDEEDLR 8 47933379 1xTMT6plex [N-Term] 0.8 1.073 0.859 4.452362537 56.16 0 1404.716804 2 702.861145 -1.274392769 -0.00089508 27.8370772AALCHFCIDMLNAK 4 47933379 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C4; C7] 1.345 1.741 3.514124393 10.67 0 2122.101179 3 708.0385132 -0.090702187 -6.42E-05 85.15521526

IEEACEIYAR 12 47933379 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.053 1.369 1.566 3.952600956 56.51 0 1482.745996 2 741.8773193 0.921588646 0.000683241 42.20164975
KADPQEAINCLMR 6 47933379 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C10] 1.137 1.003 1.217 4.168832779 20.37 1 2004.077072 3 668.6975098 0.451009039 0.000301286 57.37481975
AIAHYEQSADYYK 4 47933379 2xTMT6plex [N-Term; K13] 0.78 0.597 3.498758793 31.33 0 2017.043112 3 673.0187988 -0.629225829 -0.000423059 40.92281689AIEIYTDMGR 12 47933379 1xTMT6plex [N-Term] 1.056 1.184 1.075 3.989183187 36.92 0 1397.729617 2 699.3685303 0.119448621 8.35E-05 53.05251443LDQWLTTMLLR 2 47933379 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.77 2.246328115 16.57 0 1634.91373 2 809.9622192 -1.020930403 -0.000826402 110.9072024EYDSISR 6 47933379 1xTMT6plex [N-Term] 1.002 1.03 0.977 2.825665712 18.12 0 1098.562869 2 549.7852173 0.262734451 0.000144315 19.6447046822325377 RIOK3 serine/threonine-protein kinase RIO3 8780 NP_003822.2 5.394990366 1 2 2 8 519 59.055 5.76 1.12 0.86 0.86 0.95 Significant 0.00828 MENFAPEFQVGDGIGMDLK 4 22325377 2xTMT6plex [N-Term; K19] 1.123 0.811 3.627571344 16.49 0 2556.287852 3 852.7661133 -1.59044931 -0.001355215 90.1649632

VIPTECAIK 4 22325377 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 0.86 0.878 3.441297293 21.19 0 1488.886007 2 744.9455566 -1.457975116 -0.001085379 52.3177031
224494019 TNFRSF10B tumor necrosis factor receptor superfamily member 10B isoform 1 precursor 8795 NP_003833.4 25.45454545 1 8 8 32 440 47.848 5.55 1.66 1.56 1.31 1.51 Significant 0.00472

LLVPANEGDPTETLR 6 224494019 1xTMT6plex [N-Term] 1.285 1.555 1.666 3.719361305 52.06 0 1854.017008 2 927.5119019 -0.259468527 -0.00024053 56.37532878DASVHTLLDALETLGER 7 224494019 1xTMT6plex [N-Term] 1.817 1.61 1.291 5.264008522 31.76 0 2069.107614 3 690.3731079 -1.37424439 -0.00094782 97.98250884YGQDYSTHWNDLLFCLR 6 224494019 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.816 1.413 1.676 5.012040138 40.42 0 2417.154581 3 806.3898315 0.1490136 0.000120063 80.91348422GICSGGGGDPER 6 224494019 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.251 1.435 1.48 2.933376789 56.19 0 1390.658243 2 695.8321533 -0.872384988 -0.000606595 18.1845247DTLYTMLIK 2 224494019 2xTMT6plex [N-Term; K9] 1.685 3.621026754 44.62 0 1555.916973 2 778.4611816 -1.21227468 -0.000943099 78.19617689QCFDDFADLVPFDSWEPLMR 2 224494019 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 100 3.497658968 14.12 0 2717.257725 3 906.4247437 0.718451184 0.000650739 111.705903IEDHLLSSGK 2 224494019 2xTMT6plex [N-Term; K10] 1.278 3.319368839 16.11 0 1556.904828 3 519.6399536 0.307905683 0.000159793 43.71259966
NTVCQCEEGTFR 1 224494019 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C6] 1.419 2.362723351 0 1729.78352 2 865.3928833 -2.908033508 -0.002515134 24.95696411

4505719 PEX11B peroxisomal membrane protein 11B isoform 1 8799 NP_003837.1 45.17374517 1 9 9 53 259 28.413 9.85 0.76 0.93 1.05 0.91 Significant 0.00838 LLMEQESSACSR 6 4505719 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.843 0.841 1.084 4.093639374 39.16 0 1639.798107 2 820.4020996 -0.722528734 -0.000592401 38.48485802
ALYFACDNVLWAGK 2 4505719 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.054 4.414836407 44.25 0 2086.119589 2 1043.562744 -0.660215626 -0.000688644 87.38427453

GSGGGVPGGSETGGLGGPGTPGGGLPQLALK 4 4505719 2xTMT6plex [N-Term; K31] 1.189 1.067 4.406990528 45.35 0 3047.652582 3 1016.555847 0.133146379 0.000135261 73.33432358GHPPLLLDVVR 6 4505719 1xTMT6plex [N-Term] 1.183 0.981 1.684 4.546753407 46.19 0 1444.88375 3 482.299408 -0.05483697 -2.64E-05 60.41744921FCITVSHLNR 6 4505719 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.117 0.859 1.245 4.804366589 40.86 0 1475.799034 3 492.604187 -0.695538362 -0.000342158 47.11058144AVHLSDVVLR 7 4505719 1xTMT6plex [N-Term] 0.257 1.004 0.911 3.637990713 40.47 0 1337.810251 3 446.6078491 -0.939203985 -0.000418826 46.02886138NACDLFIPLDK 12 4505719 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.069 1.443 1.156 3.63248992 38.29 0 1763.976613 2 882.4894409 -2.839036541 -0.002503997 77.71747637QLESHLSLGR 6 4505719 1xTMT6plex [N-Term] 0.829 0.851 0.793 3.459351301 31.79 0 1368.779679 3 456.9308472 -1.235002331 -0.000563482 36.17914824LQVLLLAR 4 4505719 1xTMT6plex [N-Term] 1.707 0.712 2.839026451 29.63 0 1154.782245 2 577.8939819 -1.348992695 -0.000778896 78.53847209
157779135 SUCLG2 succinyl-CoA ligase [GDP-forming] subunit beta, mitochondrial isoform 2 precursor 8801 NP_003839.2 50.92592593 1 21 22 217 432 46.481 6.39 0.99 0.98 1 0.99 Significant 0.000034

SENEPIENEAAK 8 157779135 2xTMT6plex [N-Term; K12] 0.628 0.787 0.849 4.277458191 54.82 0 1788.937979 2 894.9726563 0.031991048 2.86E-05 28.20231585
IDATQVEVNPFGETPEGQVVCFDAK 12 157779135 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C21] 1.038 0.968 0.837 5.40196085 53.62 0 3208.62365 3 1070.212524 -0.196463618 -0.000210126 82.82125855

FFVADTANEALEAAK 16 157779135 2xTMT6plex [N-Term; K15] 1.011 0.96 0.903 5.533837318 87.6 0 2055.116277 2 1028.059204 -2.503861671 -0.002572863 77.55397421MAENLGFVGPLK 24 157779135 2xTMT6plex [N-Term; K12] 0.889 1.012 0.947 4.690473557 78.3 0 1734.002434 2 867.5028687 -2.291274358 -0.001986538 73.55135991DIFAMDDKSENEPIENEAAK 12 157779135 3xTMT6plex [N-Term; K8; K20] 1.043 0.918 1.007 5.314713001 26.69 1 2953.506779 3 985.1708374 -2.986152946 -0.002939874 59.88820272LEGTNVQEAQK 20 157779135 2xTMT6plex [N-Term; K11] 0.994 1.094 0.963 5.147757053 69 0 1674.94267 2 837.9738159 -1.382121373 -0.001157487 33.39581542ILNNSGLPITSAIDLEDAAK 12 157779135 2xTMT6plex [N-Term; K20] 0.915 0.888 0.851 6.044767857 75.79 0 2513.422689 3 838.4778442 -1.476037107 -0.001236635 92.15402538VMVAEALDISR 6 157779135 1xTMT6plex [N-Term] 1.081 0.946 0.821 3.896624327 43.86 0 1432.803116 2 716.9050903 -0.148098462 -0.000106098 75.54515118EQIDIFEGIK 6 157779135 2xTMT6plex [N-Term; K10] 1.096 0.935 4.056913376 58.82 0 1649.951444 2 825.479248 -0.136092641 -0.000112273 75.96755474DPNVVGQLAK 14 157779135 2xTMT6plex [N-Term; K10] 0.949 1.036 1.068 4.062691689 41.94 0 1498.899349 2 749.9522705 -1.390723384 -0.001042277 46.3453423ETYLAILMDR 10 157779135 1xTMT6plex [N-Term] 1.08 0.832 0.993 3.735978603 42.7 0 1453.792217 2 727.4006348 1.221427126 0.000887851 85.10038516INFDDNAEFR 12 157779135 1xTMT6plex [N-Term] 0.953 0.978 0.851 4.367183685 53.65 0 1469.722223 2 735.3638306 -1.251146073 -0.000919419 59.41779837SQAADQITK 14 157779135 2xTMT6plex [N-Term; K9] 0.986 1.15 1.071 4.210878849 55.49 0 1419.820764 2 710.4140625 0.059232829 4.21E-05 27.24394603EAQVYQAFK 8 157779135 2xTMT6plex [N-Term; K9] 1.005 0.916 1.018 4.316895008 46.44 0 1541.8728 2 771.4393921 -0.838136786 -0.00064615 48.25301484GVFNSGLK 4 157779135 2xTMT6plex [N-Term; K8] 1.164 1.104 3.393287659 45.27 0 1279.777443 2 640.3922119 -0.231158844 -0.000147916 47.30843939KAVASVAK 4 157779135 3xTMT6plex [N-Term; K1; K8] 1.3 1.355 4.316893101 17.56 1 1460.976761 3 487.6633911 -0.780621696 -0.000380157 32.76864722QMIGYNLATK 7 157779135 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.944 0.87 1.187 2.613725901 30.98 0 1612.913285 2 806.9591064 -1.456097731 -0.00117428 45.17769568DIFAMDDK 2 157779135 2xTMT6plex [N-Term; K8] 0.552 2.763631344 24.97 0 1412.749573 2 706.8775635 -1.219534522 -0.000861448 56.28134928AVASVAK 6 157779135 2xTMT6plex [N-Term; K7] 0.833 0.935 1.011 3.277626753 41.83 0 1103.718866 2 552.3630981 0.048988075 2.70E-05 28.67152591AQILAGGR 4 157779135 1xTMT6plex [N-Term] 0.947 1.073 2.86753273 33.77 0 1014.625744 2 507.8161316 -0.746951682 -0.000378938 28.40519893LYNLFLK 6 157779135 2xTMT6plex [N-Term; K7] 1.102 1.072 1.061 3.176039457 36.13 0 1368.86553 2 684.9337158 -3.926426123 -0.002687375 85.72356634LLTADPK 20 157779135 2xTMT6plex [N-Term; K7] 1.116 1.076 1.08 2.279986382 23.58 0 1215.771295 3 405.9282837 -0.820233037 -0.000332405 46.52681921
109452591 SUCLG1 succinyl-CoA ligase [ADP/GDP-forming] subunit alpha, mitochondrial precursor 8802 NP_003840.2 23.98843931 1 7 7 68 346 36.227 8.79 0.91 0.88 0.86 0.88 Significant 0.00027

GGQTHLGLPVFNTVK 12 109452591 2xTMT6plex [N-Term; K15] 0.943 0.834 0.868 4.861066818 57.92 0 2026.184966 2 1013.591431 -4.630056995 -0.004690676 64.31889121QGTFHSQQALEYGTK 6 109452591 2xTMT6plex [N-Term; K15] 0.998 0.961 0.806 5.238891125 39.56 0 2153.139138 3 718.3845825 0.026165793 1.88E-05 37.21305572MGHAGAIIAGGK 10 109452591 2xTMT6plex [N-Term; K12] 0.76 0.714 0.765 5.171512127 81.48 0 1540.903389 2 770.9544067 -1.201667445 -0.000925827 37.80573422
LIGPNCPGVINPGECK 12 109452591 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C6; C15] 0.953 0.907 0.971 6.193117619 65.54 0 2183.171701 3 728.3955078 0.123259888 8.97E-05 60.0100772

IICQGFTGK 12 109452591 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.904 0.92 1.163 3.599869728 41.1 0 1481.855042 2 741.4302368 -1.244829714 -0.000922329 51.9117101
LVGGTTPGK 10 109452591 2xTMT6plex [N-Term; K9] 0.936 0.977 0.899 2.81119585 28.92 0 1287.803658 2 644.4048462 -0.964430548 -0.000620999 36.95742803QHLYVDK 6 109452591 2xTMT6plex [N-Term; K7] 0.971 0.954 0.883 2.7827878 24.89 0 1360.798907 3 454.2713013 0.326152962 0.000147943 27.77714154

11321583 SUCLA2 succinyl-CoA ligase [ADP-forming] subunit beta, mitochondrial precursor 8803 NP_003841.1 42.33261339 1 19 19 120 463 50.285 7.42 0.86 0.9 0.88 0.88 Significant 0.000172
ILACDDLDEAAR 8 11321583 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.035 1.041 0.958 4.272996902 41.87 0 1590.799488 2 795.9044189 1.303533626 0.00103683 45.84653504LHGGTPANFLDVGGGATVHQVTEAFK 6 11321583 2xTMT6plex [N-Term; K26] 0.744 1.058 1.033 6.837269783 47.68 0 3081.652189 4 771.1672974 -1.567028522 -0.001207259 73.74489831IFDLQDWTQEDERDKDAAK 4 11321583 3xTMT6plex [N-Term; K15; K19] 1.007 0.948 0.908 4.395261765 2.49 2 3010.57249 4 753.3973999 -1.568020913 -0.00118016 70.51156459KEQALQLAQK 2 11321583 3xTMT6plex [N-Term; K1; K10] 0.982 3.74038291 12.48 1 1844.157244 3 615.3897095 -1.447133665 -0.000889581 44.60653574INFDSNSAYR 10 11321583 1xTMT6plex [N-Term] 0.911 0.868 0.867 4.502583027 41.9 0 1415.711659 2 708.3585815 -1.251825576 -0.000886112 38.28946086IFDLQDWTQEDER 4 11321583 1xTMT6plex [N-Term] 0.719 0.511 3.736578703 40.49 0 1923.928587 2 962.4661255 -1.877768989 -0.001806347 76.34844303EQALQLAQK 10 11321583 2xTMT6plex [N-Term; K9] 0.808 0.934 0.814 4.182392597 52.65 0 1486.899349 2 743.9533691 0.075802878 5.64E-05 41.6634758

CDVIAQGIVMAVK 2 11321583 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C1] 1.34 4.042453766 38 0 1862.064382 3 621.359436 -0.336977893 -0.000209158 77.72274352
SPDEAYAIAK 12 11321583 2xTMT6plex [N-Term; K10] 0.843 0.837 0.865 4.762402534 52.97 0 1522.85173 2 761.9291382 -0.479549518 -0.000365141 54.07252892MGFPPNIVESAAENMVK 2 11321583 2xTMT6plex [N-Term; K17] 0.841 4.002896309 14.73 0 2292.213231 3 764.7440186 1.863497691 0.001423845 91.77463988ALIADSGLK 14 11321583 2xTMT6plex [N-Term; K9] 0.796 0.817 0.854 3.173117161 59.4 0 1345.845523 2 673.4251709 -1.825887952 -0.001228682 52.34448959LSEIVTLAK 6 11321583 2xTMT6plex [N-Term; K9] 0.855 0.943 0.65 4.09602499 49.3 0 1431.918687 2 716.4627686 -0.298166808 -0.000213475 87.32375304
ICNQVLVCER 6 11321583 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C8] 1.274 1.046 0.74 4.254096508 38.4 0 1519.792235 2 760.399292 -0.610100252 -0.000463613 41.11890767
AVSSQMIGK 6 11321583 2xTMT6plex [N-Term; K9] 0.916 0.848 0.921 3.338425636 51 0 1378.812842 2 689.9089355 -1.630196776 -0.001123868 39.12990062GTFESGLK 6 11321583 2xTMT6plex [N-Term; K8] 0.848 1.007 0.77 3.169972897 37.68 0 1296.756373 2 648.8815308 -0.453675474 -0.000294153 43.37832329AQVLAGGR 6 11321583 1xTMT6plex [N-Term] 0.935 1.079 0.863 2.51369524 30.03 0 1000.610094 2 500.8085632 -0.244386058 -0.000122268 23.18372239IVFSPEEAK 4 11321583 2xTMT6plex [N-Term; K9] 0.801 0.87 3.727046967 25.1 0 1477.866652 2 739.4370728 0.146852094 0.000108514 58.21040829LYSLFLK 10 11321583 2xTMT6plex [N-Term; K7] 0.931 1.197 1.031 3.147448063 27.59 0 1341.854631 2 671.4277954 -4.707320408 -0.00315827 88.43904739EPIDIEEGIKK 2 11321583 3xTMT6plex [N-Term; K10; K11] 0.825 0.743 3.300363541 1 1958.177704 3 653.3971558 -0.403668596 -0.000263485 54.275189024503037 CREG1 protein CREG1 precursor 8804 NP_003842.1 19.54545455 1 3 3 20 220 24.059 7.59 1.02 1.13 0.85 1 Significant 0.00657 FVTHVSDWGALATISTLEAVR 10 4503037 1xTMT6plex [N-Term] 1.123 1.233 0.814 6.944953442 53.55 0 2502.355389 3 834.7883301 -1.978969752 -0.001650695 98.62544017DHGDWDEASR 4 4503037 1xTMT6plex [N-Term] 0.978 0.954 4.2338624 34.79 0 1416.634137 3 472.882843 -0.113520677 -5.36E-05 18.19620543TWPSSHNWFFAK 6 4503037 2xTMT6plex [N-Term; K12] 1.007 1.11 3.44340539 18.84 0 1966.037574 3 656.0169067 -0.715497595 -0.000468898 70.050283694502389 BANF1 barrier-to-autointegration factor 8815 NP_003851.1 65.16853933 1 5 5 92 89 10.052 6.09 1.01 1.08 1.03 1.04 Significant 0.0004 AYVVLGQFLVLK 18 4502389 2xTMT6plex [N-Term; K12] 1.043 0.997 0.927 5.334964752 70.79 0 1808.144999 2 904.5749512 -1.312481162 -0.001186578 107.6422969

DFVAEPMGEKPVGSLAGIGEVLGK 24 4502389 3xTMT6plex [N-Term; K10; K24]; 1xOxidation [M7] 0.906 0.921 0.877 5.759453773 40.71 0 3103.731634 3 1035.247314 -1.367338135 -0.001414617 86.33873421
DFVAEPMGEKPVGSLAGIGEVLGK 12 4502389 3xTMT6plex [N-Term; K10; K24] 0.958 1.09 1.051 6.390633106 35.45 0 3087.736719 3 1035.247314 -1.367338135 -0.001414617 86.33873421

DTCGANAK 6 4502389 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.189 1.299 1.363 2.876432896 39.68 0 1294.682557 2 647.8445435 -0.576470219 -0.000373173 17.27321448
DCFGCLR 15 4502389 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C5] 1.522 1.911 1.524 2.566238403 18.89 0 1156.544066 2 578.7750854 -1.012777288 -0.000585661 42.52503892

EWCDAFL 17 4502389 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.021 1.307 1.203 2.208229303 27.81 0 1169.549862 2 585.2780762 -0.843432402 -0.000493218 81.91141585
156104895 INPP4B type II inositol 3,4-bisphosphate 4-phosphatase 8821 NP_003857.2 5.735930736 1 4 4 19 924 104.671 6.27 1.18 1.28 1.45 1.3 Significant 0.00364

ALLENLLQNIQSK 7 156104895 2xTMT6plex [N-Term; K13] 1.775 1.287 1.682 3.947533369 42.41 0 1942.173733 3 648.0631714 0.632410034 0.000409417 104.2428145
NVLTHCDQMVNMYQDILTELSK 2 156104895 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C6] 1.173 3.979154587 20.57 0 3110.572483 3 1037.530029 0.980954677 0.00101711 104.3186483

MFESLPLQIK 6 156104895 2xTMT6plex [N-Term; K10] 1.122 1.456 1.013 4.216071606 51.72 0 1663.985721 2 832.4942017 -2.761081197 -0.0022972 86.5401304ELISLHIK 4 156104895 2xTMT6plex [N-Term; K8] 0.924 1.243 3.173759699 21.67 0 1410.908457 3 470.9738464 -1.042656844 -0.000490364 58.7980420537622885 CES2 cocaine esterase isoform 1 8824 NP_003860.2 10.91492777 1 6 6 26 623 68.855 6.49 0.64 0.6 0.77 0.67 Significant 0.00582 MIPGVVDGVFLPR 2 37622885 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.595 4.474584103 50.05 0 1644.934465 3 548.9823608 -1.17685568 -0.000645283 76.47577523FTEEEEQLSR 6 37622885 1xTMT6plex [N-Term] 0.693 0.747 0.982 2.855250835 30.48 0 1496.743018 2 748.8757935 0.863203667 0.000645997 37.89935739IQELEEPEER 8 37622885 1xTMT6plex [N-Term] 0.558 0.524 0.01 3.530428171 39.17 0 1500.774318 2 750.8897095 -1.449981293 -0.001088047 39.42614374ADHGDELPFVFR 4 37622885 1xTMT6plex [N-Term] 0.531 0.917 4.498842716 12.95 0 1631.837922 3 544.6170044 -0.895822059 -0.000487279 59.34493812EASQAALQK 4 37622885 2xTMT6plex [N-Term; K9] 0.567 0.528 3.571261883 37.08 0 1403.82585 2 702.416687 0.176463083 0.000123862 27.35048111FAPPEPPESWSGVR 2 37622885 1xTMT6plex [N-Term] 0.665 3.138705254 13.79 0 1784.9169 2 892.9610596 -1.152871248 -0.00102889 63.029615754506787 IQGAP1 ras GTPase-activating-like protein IQGAP1 8826 NP_003861.1 63.0054315 1 81 83 949 1657 189.134 6.48 0.83 0.84 0.83 0.83 Significant 0.000016 SKVDQIQEIVTGNPTVIK 24 4506787 3xTMT6plex [N-Term; K2; K18] 1.12 1.212 1.194 5.96820879 35.67 1 2656.585228 3 886.1973877 -2.867468351 -0.002539225 69.44248068ATFYGEQVDYYK 16 4506787 2xTMT6plex [N-Term; K12] 0.92 0.936 0.97 4.83230257 65.18 0 1941.999851 2 971.5023193 -1.281466692 -0.001244304 54.55147761LQQTYAALNSK 12 4506787 2xTMT6plex [N-Term; K11] 0.931 0.954 0.946 5.327394485 53.62 0 1694.984141 2 847.9953003 -0.482095403 -0.000408572 51.28397545IFYPETTDIYDR 12 4506787 1xTMT6plex [N-Term] 0.834 0.788 0.715 4.208113194 45.95 0 1761.889682 2 881.447937 -0.61585386 -0.000542533 59.90829322FLSAIVSSVDK 24 4506787 2xTMT6plex [N-Term; K11] 0.289 0.286 0.313 4.4799366 59.93 0 1623.972179 2 812.4890747 -0.804623351 -0.000653343 89.12120249ALESGDVNTVWK 22 4506787 2xTMT6plex [N-Term; K12] 0.848 1.033 0.936 4.813745499 63.93 0 1776.98962 2 888.9989014 0.509707184 0.000452872 54.76102155ITLQDVVSHSK 18 4506787 2xTMT6plex [N-Term; K11] 0.935 0.902 0.857 4.675771236 38.92 0 1684.999791 3 562.3364868 -2.898499339 -0.00162799 58.46442452AQEIQDESAVLWLDEIQGGIWQSNK 2 4506787 2xTMT6plex [N-Term; K25] 0.772 4.691734314 25.45 0 3315.726141 3 1105.911987 -1.427309053 -0.001577522 108.3693592TLINAEDPPMVVVR 4 4506787 1xTMT6plex [N-Term] 0.887 3.914303064 35.39 0 1782.998521 2 892.0042725 1.540596833 0.001373441 66.90745456LPYDVTPEQALAHEEVK 18 4506787 2xTMT6plex [N-Term; K17] 0.92 0.824 0.86 6.720925808 53.9 0 2397.306597 3 799.7730103 -0.884149855 -0.000706526 66.62281141QSPEHNLTHPELSVAVEMLSSVALINR 6 4506787 1xTMT6plex [N-Term] 2.592 1.057 8.482107162 49.7 0 3200.693512 4 800.9293823 0.683460277 0.000546887 103.1946738



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

WMEACLGEDLPPTTELEEGLR 8 4506787 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.036 0.525 5.643230438 50.21 0 2675.289419 3 897.7649536 -1.496267081 -0.001342293 79.7264634
WMEACLGEDLPPTTELEEGLR 8 4506787 1xTMT6plex [N-Term]; 1xOxidation [M2]; 1xCarbamidomethyl [C5] 0.601 0.657 0.929 6.198305607 53.67 0 2691.284334 3 897.7649536 -1.496267081 -0.001342293 79.7264634

ILAIGLINEALDEGDAQK 46 4506787 2xTMT6plex [N-Term; K18] 0.834 0.865 0.865 5.665923595 71.73 0 2341.337897 3 781.1193848 2.436144258 0.001901279 107.6268938FALGIFAINEAVESGDVGK 31 4506787 2xTMT6plex [N-Term; K19] 0.948 0.876 0.952 6.272348404 67.33 0 2395.327333 3 799.1132813 -0.852513964 -0.000680683 107.8073053QSGQTDPLQKEELQSGVDAANSAAQQYQR 2 4506787 2xTMT6plex [N-Term; K10] 100 4.762043953 32.1 1 3605.8196 3 1202.609131 -1.875058274 -0.002253707 53.39455083DVYEELLTQAEIQGNINK 4 4506787 2xTMT6plex [N-Term; K18] 0.756 0.785 5.557834148 47.96 0 2535.370654 3 845.793396 -1.979612611 -0.001673017 84.1609743HTDNVIQWLNAMDEIGLPK 26 4506787 2xTMT6plex [N-Term; K19] 0.849 0.835 0.808 5.940361023 49.53 0 2652.421978 3 884.8106689 -1.705729367 -0.001508105 102.9366083MFLGDNAHLSIINEYLSQSYQK 22 4506787 2xTMT6plex [N-Term; K22] 0.862 0.859 0.874 7.317199707 45.65 0 3029.580663 3 1010.531128 -0.604919011 -0.000610884 91.88740933MFLGDNAHLSIINEYLSQSYQK 4 4506787 2xTMT6plex [N-Term; K22]; 1xOxidation [M1] 1.463 0.819 4.709346294 25.37 0 3045.575578 3 1010.531128 -0.604919011 -0.000610884 91.88740933FDVPGDENAEMDAR 6 4506787 1xTMT6plex [N-Term] 0.782 0.875 0.774 5.155469418 80.82 0 1794.816594 2 897.9110718 -0.962151408 -0.000863443 45.13531826LEAYQHLFYLLQTNPTYLAK 9 4506787 2xTMT6plex [N-Term; K20] 0.833 0.906 5.495828629 57.11 0 2884.601322 3 962.2047119 -0.603170982 -0.000579969 106.9700399VDQIQEIVTGNPTVIK 22 4506787 2xTMT6plex [N-Term; K16] 0.786 0.858 0.797 5.277515888 61.78 0 2212.295304 3 738.1016235 -2.25414958 -0.001662282 76.16254512EQLWLANEGLITR 16 4506787 1xTMT6plex [N-Term] 0.862 1.088 0.979 5.203265667 70.87 0 1771.9904 2 886.4980469 -0.893029669 -0.00079122 69.67404444GGYYYYHNLETQEGGWDEPPNFVQNSMQLSR 6 4506787 1xTMT6plex [N-Term] 0.658 100 5.759953499 40.19 0 3908.781217 3 1303.597046 -1.185153231 -0.001544168 72.41202674RIPADTFAALK 10 4506787 2xTMT6plex [N-Term; K11] 0.934 0.862 0.834 5.417729378 31.46 1 1661.015047 3 554.3427124 -0.881035347 -0.000487804 56.76293179SWVNQMESQTGEASK 10 4506787 2xTMT6plex [N-Term; K15] 0.798 0.778 0.874 5.890473843 58.95 0 2140.074489 3 714.0299683 0.403142583 0.000287585 51.73081479LGLAPQIQDLYGK 10 4506787 2xTMT6plex [N-Term; K13] 1.014 0.962 0.894 3.438380957 33.15 0 1874.115155 2 937.5601196 -1.169929276 -0.001096291 76.58994106FQPGETLTEILETPATSEQEAEHQR 12 4506787 1xTMT6plex [N-Term] 0.916 0.801 1.058 8.299826622 62.71 0 3070.516653 3 1024.176758 -0.303767283 -0.000310908 80.70674698
FFQTACDVPELQDK 10 4506787 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 0.795 0.811 0.758 5.036928654 57.93 0 2156.109812 2 1078.55957 0.951711731 0.001025998 70.61913855

SPDVGLYGVIPECGETYHSDLAEAK 18 4506787 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C13] 0.905 0.734 0.838 7.131048679 62.26 0 3165.581451 3 1055.865356 0.020491002 2.16E-05 67.23003711
AQEIQDESAVLWLDEIQGGIWQSNKDTQEAQK 2 4506787 3xTMT6plex [N-Term; K25; K32] 0.904 6.01378727 22.64 1 4345.255519 4 1087.068237 -1.012564447 -0.001099963 101.7339572QLSSSVTGLTNIEEENCQR 8 4506787 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.127 0.94 0.466 6.644276142 51.62 0 2394.176833 3 798.7299194 -0.679794908 -0.000542516 52.81309809EKLEAYQHLFYLLQTNPTYLAK 8 4506787 3xTMT6plex [N-Term; K2; K22] 1.294 0.898 0.977 7.462278366 29.74 1 3370.90181 4 843.4784546 -2.913727892 -0.002455473 101.1076666TVLELMNPEAQLPQVYPFAADLYQK 8 4506787 2xTMT6plex [N-Term; K25] 1.485 0.792 5.86882925 69.54 0 3336.795407 3 1112.934082 -2.311803785 -0.002571339 112.1303496TVLELMNPEAQLPQVYPFAADLYQK 6 4506787 2xTMT6plex [N-Term; K25]; 1xOxidation [M6] 1.086 1.359 4.746868134 30.91 0 3352.790322 3 1112.934082 -2.311803785 -0.002571339 112.1303496NPNAMLVNLEEPLASTYQDILYQAK 11 4506787 2xTMT6plex [N-Term; K25] 1.036 0.884 0.852 6.359052181 69.51 0 3293.749185 4 824.1914063 -1.636369285 -0.001347447 111.921473SNQQLENDLNLMDIK 8 4506787 2xTMT6plex [N-Term; K15] 1.01 0.849 0.88 4.994170666 55.27 0 2233.189853 2 1117.100342 1.591509896 0.001777072 75.59763319GLQQQNSDWYLK 14 4506787 2xTMT6plex [N-Term; K12] 0.747 0.865 0.66 3.973608255 58.61 0 1938.048532 2 969.5281982 0.303235118 0.000293842 57.98383488EQLSDMMMINK 8 4506787 2xTMT6plex [N-Term; K11] 0.633 0.857 0.669 4.080811501 41.02 0 1797.931319 2 899.4682007 -1.220409695 -0.001097106 67.04489221LEGVLAEVAQHYQDTLIR 6 4506787 1xTMT6plex [N-Term] 100 1.066 0.779 6.804803848 57.29 0 2284.249861 3 762.0877075 -0.565674284 -0.000430714 100.1250533GVLLEIEDLQVNQFK 18 4506787 2xTMT6plex [N-Term; K15] 0.972 0.946 0.882 4.102646351 52.3 0 2203.273841 2 1102.139771 -0.715351104 -0.000788057 98.79835893VDFTEEEINNMK 10 4506787 2xTMT6plex [N-Term; K12] 0.902 0.881 0.776 4.443788528 47.1 0 1926.9883 2 971.9963989 1.187134065 0.001153291 51.0464045YMNPAIVAPDAFDIIDLSAGGQLTTDQR 12 4506787 1xTMT6plex [N-Term] 0.681 0.762 1.001 6.441390991 65.01 0 3221.634994 3 1079.876221 -4.880131784 -0.005266687 98.80294856YMNPAIVAPDAFDIIDLSAGGQLTTDQR 14 4506787 1xTMT6plex [N-Term]; 1xOxidation [M2] 6.471869946 65.36 0 3237.629909 3 1079.876221 -4.880131784 -0.005266687 98.80294856FVHLLDQSDQDFQEELDLMK 8 4506787 2xTMT6plex [N-Term; K20]; 1xOxidation [M19] 0.886 0.823 0.732 5.799983978 51.09 0 2924.475195 3 975.4960938 -0.501785757 -0.000489153 83.41995872VNTFSALANIDLALEQGDALALFR 3 4506787 1xTMT6plex [N-Term] 0.917 1.209 3.970485449 17.67 0 2791.51916 3 931.1776123 -0.313841993 -0.000292032 112.8457675AQAHAENNEFITWNDIQACVDHVNLVVQEEHER 4 4506787 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.846 0.933 9.959064484 43.72 0 4144.973268 5 829.8013306 1.032079523 0.000855588 83.44757361DSLHEKFPDAGEDELLK 6 4506787 3xTMT6plex [N-Term; K6; K17] 0.552 0.576 0.625 6.462018967 18.66 1 2630.428058 4 658.361084 -2.11072585 -0.001388028 57.48595292EEIQSSISGVTAAYNR 18 4506787 1xTMT6plex [N-Term] 1.018 0.897 0.999 6.184421539 88.76 0 1954.0079 2 977.5060425 -1.58218862 -0.001545805 50.20829949NPNAMLVNLEEPLASTYQDILYQAK 4 4506787 2xTMT6plex [N-Term; K25]; 1xOxidation [M5] 0.869 0.697 4.667842388 37.01 0 3309.7441 4 824.1914063 -1.636369285 -0.001347447 111.921473LTELGTVDPK 14 4506787 2xTMT6plex [N-Term; K10] 0.799 0.823 0.912 3.358013868 52.54 0 1530.91433 2 765.9598389 -1.260132972 -0.000964578 53.61189466IPADTFAALK 12 4506787 2xTMT6plex [N-Term; K10] 0.809 0.746 0.776 3.876482487 50.09 0 1504.913936 2 752.9603271 -0.371272477 -0.000279367 69.40383701QIPAITCIQSQWR 14 4506787 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.926 1.129 0.916 4.088698387 33.71 0 1829.989354 3 610.6672974 -1.101208677 -0.000671733 69.36274063KLTELGTVDPK 8 4506787 3xTMT6plex [N-Term; K1; K11] 1.027 0.965 0.907 4.752038002 20.07 1 1888.172225 3 630.0621338 -0.199723737 -0.000125704 51.19115232VDFTEEEINNMK 8 4506787 2xTMT6plex [N-Term; K12]; 1xOxidation [M11] 0.75 0.697 0.642 2.801117182 49.96 0 1942.983215 2 971.9963989 1.187134065 0.001153291 51.0464045TLQALQIPAAK 6 4506787 2xTMT6plex [N-Term; K11] 1.008 0.845 4.039826393 37.77 0 1612.019798 3 538.0111084 -0.63675067 -0.000342152 65.156943KLAVGDNNSK 4 4506787 3xTMT6plex [N-Term; K1; K10] 1.026 1.01 4.149103165 23.4 1 1733.052445 3 578.355896 0.398267394 0.000230073 29.33558822FLSAIVSSVDKIPYGMR 8 4506787 2xTMT6plex [N-Term; K11] 1.061 1.123 1.058 4.775026798 20.56 1 2341.335395 3 781.116394 -0.327177001 -0.000255344 103.8288813HTDNVIQWLNAMDEIGLPK 2 4506787 2xTMT6plex [N-Term; K19]; 1xOxidation [M12] 0.826 3.902357101 21.44 0 2668.416893 3 884.8106689 -1.705729367 -0.001508105 102.9366083ALQSPALGLR 6 4506787 1xTMT6plex [N-Term] 0.867 0.878 0.742 3.793570042 34.88 0 1254.773137 2 627.8897095 -0.792585256 -0.000497257 51.26098015EDSNLTLQEK 13 4506787 2xTMT6plex [N-Term; K10] 0.794 0.855 0.739 4.411971569 61.07 0 1634.900137 2 817.953125 -0.711535814 -0.000581645 37.20932453YGIQMPAFSK 14 4506787 2xTMT6plex [N-Term; K10] 0.788 0.873 0.691 4.671900749 39.92 0 1599.896906 2 800.4490356 -3.819915467 -0.003055735 68.103052TEVSLTLTNK 11 4506787 2xTMT6plex [N-Term; K10] 0.815 0.879 0.851 4.643002033 51.14 0 1563.935794 2 782.4720459 0.652978773 0.000510608 61.1329974FPDAGEDELLK 12 4506787 2xTMT6plex [N-Term; K11] 0.301 0.339 0.296 3.813566446 37.45 0 1691.925623 2 846.4664917 0.049422053 4.18E-05 64.36620302FVHLLDQSDQDFQEELDLMK 2 4506787 2xTMT6plex [N-Term; K20] 0.557 3.862829924 5.71 0 2908.48028 3 975.4960938 -0.501785757 -0.000489153 83.41995872

TCLDNLASK 6 4506787 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.927 1.018 0.989 3.984387875 53.88 0 1479.824135 2 740.4158325 0.170972385 0.000126505 45.77683984IIGNLLYYR 6 4506787 1xTMT6plex [N-Term] 0.398 0.354 0.405 3.23948884 50.46 0 1353.809188 2 677.4077148 -0.764452265 -0.000517461 75.12512306LAVGDNNSK 6 4506787 2xTMT6plex [N-Term; K9] 0.831 0.791 0.79 3.382454395 46.51 0 1375.79455 2 688.4009399 0.039034035 2.69E-05 33.35105663SVKEDSNLTLQEK 4 4506787 3xTMT6plex [N-Term; K3; K13] 1.515 1.343 3.737225294 9.66 1 2178.258474 3 726.7578125 0.188407393 0.0001368 41.91722329YQELINDIAR 10 4506787 1xTMT6plex [N-Term] 0.757 0.775 0.853 3.627834082 39.36 0 1463.805559 2 732.4009399 -7.48445524 -0.005477894 66.30435472LTAEEMDER 8 4506787 1xTMT6plex [N-Term] 0.743 0.782 0.789 3.901451588 62.55 0 1322.645947 2 661.8268433 0.350058486 0.000231502 43.30929365QNVAYEYLCHLEEAK 2 4506787 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 1.154 2.132301331 6.09 0 2325.194939 3 775.737854 1.750486229 0.001356741 119.6957319
DHINDIIK 12 4506787 2xTMT6plex [N-Term; K8] 0.903 0.872 0.931 3.812494516 38.16 0 1425.846585 2 713.4273682 0.613367619 0.000437284 39.56974202QILAPVVK 20 4506787 2xTMT6plex [N-Term; K8] 0.957 0.922 1.086 3.479345322 42.15 0 1325.892079 3 442.6348877 -1.485056057 -0.000656341 58.55982752TALQEEIK 10 4506787 2xTMT6plex [N-Term; K8] 0.927 0.932 0.988 4.222151756 45.47 0 1389.835352 2 695.4207153 -0.86175383 -0.000598848 40.89749902LIFQMPQNK 10 4506787 2xTMT6plex [N-Term; K9] 0.909 0.882 0.867 3.51423502 29.28 0 1576.928541 3 526.3134766 -1.689482073 -0.000888064 67.27756228LIFQMPQNK 12 4506787 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 0.827 0.855 0.922 3.458462954 28.45 0 1592.923456 3 526.3134766 -1.689482073 -0.000888064 67.27756228TDPVDIYK 12 4506787 2xTMT6plex [N-Term; K8] 0.907 0.899 0.891 3.558171749 32.9 0 1408.808803 2 704.9082642 0.318744681 0.000224525 46.60656493EELQSGVDAANSAAQQYQR 2 4506787 1xTMT6plex [N-Term] 0.363 2.640338182 9.68 0 2294.121032 2 1147.564331 0.154071808 0.00017673 45.45939464LGNFFSPK 10 4506787 2xTMT6plex [N-Term; K8] 0.858 0.775 0.961 3.148920298 31.02 0 1367.808743 2 684.4067383 -1.859337069 -0.001271609 64.97205094SHKDEVVK 17 4506787 3xTMT6plex [N-Term; K3; K8] 0.979 0.885 0.79 2.859261751 6.45 1 1628.993867 3 543.6690063 -0.860216272 -0.000467096 20.96343503

NKEQLSDMMMINK 6 4506787 3xTMT6plex [N-Term; K2; K13]; 3xOxidation [M8; M9; M10] 0.913 0.894 0.953 3.268890142 11.7 1 2317.216886 3 773.0767212 -0.550650131 -0.000425325 32.44138587ELATLQR 4 4506787 1xTMT6plex [N-Term] 0.864 0.97 2.524023056 30.99 0 1059.635975 2 530.3214111 -0.404935643 -0.000214542 43.60561312YLDELMK 6 4506787 2xTMT6plex [N-Term; K7] 0.917 1.016 1.058 3.272171497 30.25 0 1369.780145 2 685.3934937 -0.317156964 -0.000217218 74.88124168
ALESGDVNTVWKQLSSSVTGLTNIEEENCQR 4 4506787 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C29] 0.01 0.01 2.643206358 0.51 1 3922.98568 3 1308.328369 -3.855608804 -0.005041833 97.53463241

IFYPETTDIYDRK 5 4506787 2xTMT6plex [N-Term; K13] 1.323 1.439 1.622 3.622554064 14.98 1 2119.147577 3 707.053894 -0.211665812 -0.000149517 62.55630863DTQEAQK 6 4506787 2xTMT6plex [N-Term; K7] 0.814 0.795 0.813 3.256063938 33.29 0 1277.710151 2 639.3583374 -0.589394482 -0.000376538 16.80837476EEYLLLR 10 4506787 1xTMT6plex [N-Term] 0.723 0.873 0.783 2.737859488 16.73 0 1164.682591 2 582.84552 1.007037516 0.00058644 54.59713725LTAEEMDER 6 4506787 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.544 0.376 0.674 2.191928387 37.33 0 1338.640862 2 661.8268433 0.350058486 0.000231502 43.30929365TILLNTK 6 4506787 2xTMT6plex [N-Term; K7] 0.885 0.853 0.739 2.898559332 20.06 0 1260.829144 2 630.9176636 -0.867462152 -0.000546861 52.02117404LIVDVIR 9 4506787 1xTMT6plex [N-Term] 1.003 1.009 1.142 1.91984725 8.54 0 1056.697847 2 528.8522339 -0.620410616 -0.000327793 66.53687821MVVSFNR 2 4506787 1xTMT6plex [N-Term] 1.128 2.382023811 12.07 0 1081.602566 2 541.3047485 -0.319636527 -0.00017286 44.39535701182508169 NRP1 neuropilin-1 isoform a precursor 8829 NP_003864.4 1.73347779 1 1 1 6 923 103.041 5.88 1.16 1.01 1.18 1.12 Significant 0.0023 IAPPPVVSSGPFLFIK 6 182508169 2xTMT6plex [N-Term; K16] 1.155 1.013 1.18 5.277219772 46.11 0 2127.298205 3 709.770752 -0.236121398 -0.000167434 105.0521934504035 GMPS GMP synthase [glutamine-hydrolyzing] 8833 NP_003866.1 49.78354978 1 28 28 209 693 76.667 6.87 1.43 1.44 1.43 1.43 Significant 0.00000541
VICAEEPYICK 14 4504035 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C3; C10] 1.588 1.708 1.563 4.286994934 54.55 0 1839.974899 2 920.491272 0.20021214 0.000184193 55.50000819

NFLYDIAGCSGTFTVQNR 8 4504035 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.836 1.541 1.94 5.296253204 61 0 2292.128032 3 764.7139282 -0.349318197 -0.000266894 76.21338398ISQMPVILTPLHFDRDPLQK 7 4504035 2xTMT6plex [N-Term; K20] 1.517 1.624 1.067 7.136119843 25.4 1 2806.605362 4 702.4069214 0.175908905 0.000123427 90.1350911DEPDWESLIFLAR 14 4504035 1xTMT6plex [N-Term] 1.457 1.395 1.521 4.349283218 46.99 0 1819.942781 3 607.3199463 1.376398871 0.000834989 98.02938071LMQITSLHSLNAFLLPIK 8 4504035 2xTMT6plex [N-Term; K18] 1.426 1.595 1.526 5.868577957 37.01 0 2497.498044 3 833.1690063 -2.233321882 -0.001859239 110.7760217EDGVFNISVDNTCSLFR 7 4504035 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.699 1.338 1.357 3.848993063 51.22 0 2202.069849 2 1101.536865 -1.541582004 -0.001697336 78.24588735TFITSDFMTGIPATPGNEIPVEVVLK 2 4504035 2xTMT6plex [N-Term; K26] 0.93 3.672649384 15.73 0 3234.773609 3 1078.928833 -0.514109104 -0.000554342 112.408123SGNIVAGIANESK 6 4504035 2xTMT6plex [N-Term; K13] 1.325 1.313 4.967249393 69.1 0 1717.984869 2 859.4946289 -1.681125109 -0.001444074 50.32856718EPPTDVTPTFLTTGVLSTLR 22 4504035 1xTMT6plex [N-Term] 1.16 1.43 1.285 6.996748924 63.98 0 2374.306708 3 792.1065063 -0.733585524 -0.000580586 95.62345773ELGLPEELVSR 6 4504035 1xTMT6plex [N-Term] 1.667 1.546 1.553 4.038856506 41.84 0 1470.836525 2 735.9221191 0.297015503 0.000218431 63.26855444GLQKEEVVLLTHGDSVDK 4 4504035 3xTMT6plex [N-Term; K4; K18] 1.565 2.028 5.340633392 29.52 1 2654.533192 4 664.3882446 -0.769737738 -0.000510824 61.26461926
SYSYVCGISSK 6 4504035 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.53 1.543 1.796 4.999248505 71.32 0 1708.898029 2 854.951416 -1.447206743 -0.001236564 44.77395578

ACTTEEDQEK 6 4504035 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.521 1.522 3.783357859 46.37 0 1668.815087 3 556.9428711 -0.615208215 -0.000342223 17.78109269ISQMPVILTPLHFDR 2 4504035 1xTMT6plex [N-Term] 1.103 4.247540474 34.32 0 1996.125119 3 666.0474243 1.302938976 0.000866943 86.34163368IVADFSASVK 10 4504035 2xTMT6plex [N-Term; K10] 1.398 1.459 1.428 3.791570425 52.97 0 1494.893201 2 747.9495239 -0.956401726 -0.000714859 62.76082TLNMTTSPEEK 6 4504035 2xTMT6plex [N-Term; K11] 1.256 1.188 1.484 4.164513111 40.79 0 1708.919158 2 854.9633789 0.189384324 0.000161821 40.0233093HPFPGPGLAIR 12 4504035 1xTMT6plex [N-Term] 1.371 1.444 1.426 4.005416393 45.24 0 1390.81567 3 464.2760925 -1.39919484 -0.000648674 55.98816036IMYDLTSKPPGTTEWE 11 4504035 2xTMT6plex [N-Term; K8] 1.371 1.145 1.392 4.085934162 25.99 0 2326.204106 2 1163.604126 -1.345792 -0.001565293 76.2691552VVYIFGPPVK 6 4504035 2xTMT6plex [N-Term; K10] 1.354 1.448 1.368 3.712157965 33.62 0 1576.986707 3 526.333313 -0.838139694 -0.000440578 83.41062919LENAGGDLK 6 4504035 2xTMT6plex [N-Term; K9] 1.058 1.238 1.333 3.376680851 32.25 0 1374.799301 2 687.9022827 -1.463326546 -0.00100589 38.00116568THHNDTELIR 2 4504035 1xTMT6plex [N-Term] 1.507 3.820001841 30.35 0 1464.775656 3 488.9297791 -0.595307406 -0.000290664 22.91744023VFGGTVHK 10 4504035 2xTMT6plex [N-Term; K8] 1.402 1.471 1.482 3.587359428 28.42 0 1302.793427 3 434.9358826 -0.255616059 -0.000111005 50.78468095ESQSVEEALKK 6 4504035 3xTMT6plex [N-Term; K10; K11] 1.832 1.535 1.7 4.177565098 20.8 1 1935.136568 3 645.71698 -0.093661913 -6.04E-05 45.18476318TLNMTTSPEEK 4 4504035 2xTMT6plex [N-Term; K11]; 1xOxidation [M4] 1.035 1.519 1.811654806 23.8 0 1724.914073 2 854.9633789 0.189384324 0.000161821 40.0233093IIGDTFVK 8 4504035 2xTMT6plex [N-Term; K8] 1.23 1.291 1.276 3.2808218 30.15 0 1350.839709 2 675.9230347 -0.678240398 -0.000458097 63.84429617KPHTLLQR 4 4504035 2xTMT6plex [N-Term; K1] 1.251 1.348 2.595377445 6.68 0 1450.925839 3 484.3132324 -0.47868358 -0.000231511 24.8356211KLGIQVK 4 4504035 3xTMT6plex [N-Term; K1; K7] 1.344 1.376 2.327129602 7.93 1 1473.013146 3 491.6763611 0.93951772 0.000461307 46.29987412ESGYAGK 4 4504035 2xTMT6plex [N-Term; K7] 1.617 1.234 2.757362127 18.63 0 1169.656659 2 585.3317261 -0.413532945 -0.000241846 19.877636VIEPLKDFHKDEVR 4 4504035 3xTMT6plex [N-Term; K6; K10] 1.796 1.467 1.344 3.561976194 0.05 2 2412.421791 4 603.8609619 0.093924807 5.66E-05 53.262893454505901 TMEM11 transmembrane protein 11, mitochondrial 8834 NP_003867.1 17.1875 1 3 3 18 192 21.527 7.36 1.06 0.98 1.06 1.03 Significant 0.000665 LPLHTLTSSTPVVLVR 6 4505901 1xTMT6plex [N-Term] 0.905 0.862 0.968 5.506619453 48.5 0 1962.194913 3 654.7354736 -1.551987289 -0.001015101 74.16754799YQVEYDAYK 6 4505901 2xTMT6plex [N-Term; K9] 1.381 1.297 1.227 3.711566448 35.96 0 1636.862295 2 818.934082 -0.859722595 -0.000703624 45.2273651YIVIEPTR 6 4505901 1xTMT6plex [N-Term] 0.961 0.972 0.965 3.190446615 26.06 0 1219.72479 2 610.3649292 -1.810171918 -0.001103956 46.660347534503987 GGH gamma-glutamyl hydrolase precursor 8836 NP_003869.1 22.01257862 1 7 7 58 318 35.941 7.11 1.3 1.18 1.16 1.21 Significant 0.0013 NLDGISHAPNAVK 12 4503987 2xTMT6plex [N-Term; K13] 1.122 1.207 1.149 4.414077759 44.61 0 1794.027403 3 598.6810913 0.73455722 0.000439272 38.50571761TAFYLAEFFVNEAR 17 4503987 1xTMT6plex [N-Term] 1.778 1.121 1.211 4.674911976 52.36 0 1906.990065 3 636.3346558 -0.341462106 -0.000217055 110.7356723LDLTEKDYEILFK 9 4503987 3xTMT6plex [N-Term; K6; K13] 1.479 1.488 1.119 4.324588299 11.43 1 2314.351312 3 772.1216431 -0.404286409 -0.000311887 87.2418422KFFNVLTTNTDGK 4 4503987 3xTMT6plex [N-Term; K1; K13] 0.63 0.802 4.283820152 20.8 1 2172.263165 3 724.7547607 -6.185444587 -0.004478804 66.9481168YYIAASYVK 7 4503987 2xTMT6plex [N-Term; K9] 1.263 1.311 1.374 4.101952553 40.13 0 1535.887387 2 768.4462891 -1.35805204 -0.001042907 59.34134287YLESAGAR 6 4503987 1xTMT6plex [N-Term] 1.213 1.272 1.27 3.011624336 38.5 0 1095.599589 2 548.3036499 0.396107019 0.000216987 25.13402809DYEILFK 3 4503987 2xTMT6plex [N-Term; K7] 0.831 0.977 2.824219704 11.31 0 1385.808074 2 693.4063721 -1.88114027 -0.00130345 70.6088034413128862 HDAC3 histone deacetylase 3 8841 NP_003874.2 12.85046729 1 3 4 16 428 48.816 5.16 1.01 1.23 1.22 1.15 Significant 0.00385 SLNAFNVGDDCPVFPGLFEFCSR 6 13128862 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C21] 1.008 1.525 2.016 4.783243656 45.15 0 2877.353751 3 959.7904053 1.011766562 0.000970403 102.8412688SFNIPLLVLGGGGYTVR 2 13128862 1xTMT6plex [N-Term] 1.047 4.401500225 14.64 0 1992.147963 3 664.7201538 -1.031346194 -0.000684865 104.9441022VMTVSFHK 6 13128862 2xTMT6plex [N-Term; K8] 1.474 1.427 1.455 3.007255554 27.96 0 1406.823013 3 469.6131592 1.35857819 0.000637093 49.10981173QYLDQIR 2 13128862 1xTMT6plex [N-Term] 0.987 2.073181152 13.3 0 1164.657438 2 582.8337402 2.374456779 0.001382714 38.0180019
4502249 ASAP2 arf-GAP with SH3 domain, ANK repeat and PH domain-containing protein 2 isoform a 8853 NP_003878.1 15.90457256 1 12 13 54 1006 111.581 6.68 0.76 1.07 1.16 1 Significant 0.0145

GPVDLSATEALGPLSNAMVLQPPAPMPR 6 4502249 1xTMT6plex [N-Term] 0.354 1.45 7.133348465 56.04 0 3058.626678 3 1020.213745 0.001344251 1.37E-06 100.6563685ASIEIANESGETPLDIAK 2 4502249 2xTMT6plex [N-Term; K18] 0.923 5.071229458 41.29 0 2316.269877 3 772.7601318 -1.742000026 -0.001344981 67.7773717GVDLLQNLIK 6 4502249 2xTMT6plex [N-Term; K10] 0.477 1.198 1.526 3.655079603 46.58 0 1570.993249 2 785.9998779 -0.490180735 -0.000385035 89.48534443NTVAAIEEALDVDR 4 4502249 1xTMT6plex [N-Term] 0.71 0.932 3.983075619 40.17 0 1744.927859 3 582.3151245 1.697184867 0.000987155 82.14079129TEISGAEIAEEMEK 2 4502249 2xTMT6plex [N-Term; K14] 0.621 2.626281023 9.82 0 1995.035644 3 665.684082 1.027126386 0.000683051 61.53228568
YFHAQCNFFQDGLK 6 4502249 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.333 1.056 1.033 4.47510004 28.83 0 2233.126465 3 745.0461426 -1.160120425 -0.000863565 63.90495952

LNLLTCQVK 2 4502249 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.084 3.926045418 31.11 0 1546.939106 2 773.9736328 0.571066435 0.000441702 65.70203876GAFPVSFVHFIAD 8 4502249 1xTMT6plex [N-Term] 0.998 0.701 1.066 2.897065639 29.63 0 1635.873245 2 818.4405518 0.355898984 0.000291103 93.0417406EIISEVQR 4 4502249 1xTMT6plex [N-Term] 1.007 1.106 3.073397398 32.62 0 1202.694218 2 601.8508911 0.239301527 0.000143903 34.01029991SALQVEQK 4 4502249 2xTMT6plex [N-Term; K8] 1.073 1.083 2.777617931 28.5 0 1360.820036 2 680.913269 -0.569203893 -0.000387292 33.62176453KPAPGADK 6 4502249 3xTMT6plex [N-Term; K1; K8] 1.083 0.848 1.097 3.474730968 19.41 0 1470.924725 3 490.9795837 -0.358284342 -0.00017567 26.04592126
LHSLCEAVK 2 4502249 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.196 2.60113883 6.54 0 1514.876505 3 505.630249 -0.205653521 -0.000103847 42.1707028

ELTALFK 2 4502249 2xTMT6plex [N-Term; K7] 1.071 2.116125584 3.28 0 1279.802595 2 640.4042969 -0.998614946 -0.000639015 71.4276000925777724 ALDH1A2 retinal dehydrogenase 2 isoform 1 8854 NP_003879.2 19.88416988 1 4 8 67 518 56.688 6.05 1.03 1.11 0.99 1.04 Significant 0.00114 IAFTGSTEVGK 18 25777724 2xTMT6plex [N-Term; K11] 1.54 1.5 1.444 4.639314651 61.87 0 1567.909579 2 784.4599609 1.955479474 0.001533007 113.3584245ILELIQSGVAEGAK 6 25777724 2xTMT6plex [N-Term; K14] 0.8 0.99 0.961 3.888108015 30.85 0 1886.136285 3 629.383606 -0.010560693 -6.64E-06 95.91048624IAKEEIFGPVQEILR 6 25777724 2xTMT6plex [N-Term; K3] 100 1.23 0.985 4.326422215 24.29 1 2200.31056 3 734.109436 1.451820269 0.001064818 89.56028623ADPAALMASLHLLPSPTPNLEIK 4 25777724 2xTMT6plex [N-Term; K23] 1.233 1.677 5.373970032 23.29 0 2857.626157 4 715.161499 -0.69662585 -0.000497674 111.8404196IHGMTIPVDGDYFTFTR 2 25777724 1xTMT6plex [N-Term] 0.878 4.705990791 30.05 0 2199.110591 3 733.7059326 -3.34057708 -0.002448766 76.66073647VTLELGGK 13 25777724 2xTMT6plex [N-Term; K8] 1.416 1.271 1.376 3.352119446 41 0 1274.808409 2 637.9072876 -0.870887484 -0.000555107 113.7111438YYAGWADK 12 25777724 2xTMT6plex [N-Term; K8] 0.988 1.004 1.114 3.432358265 40.63 0 1431.767272 2 716.387207 -0.094147633 -6.74E-05 48.85060588LADLVER 6 25777724 1xTMT6plex [N-Term] 0.842 0.893 0.976 2.910082102 35.63 0 1044.625076 2 522.8165283 0.67423293 0.00035216 47.93666564505571 SQSTM1 sequestosome-1 isoform 1 8878 NP_003891.1 44.31818182 1 11 11 111 440 47.657 5.22 1.15 1.14 1.22 1.17 Significant 0.000462
IALESEGRPEEQMESDNCSGGDDDWTHLSSK 6 4505571 2xTMT6plex [N-Term; K31]; 1xCarbamidomethyl [C18] 0.986 0.746 0.887 6.402148247 18.4 0 3937.785659 4 985.1971436 -4.803425805 -0.004728715 52.30659768
SSSQPSSCCSDPSKPGGNVEGATQSLAEQMR 6 4505571 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C8; C9] 1.164 1.227 0.01 5.65385437 42.13 0 3697.725642 4 925.1864014 -0.504845797 -0.000466695 46.37714441LAFPSPFGHLSEGFSHSR 12 4505571 1xTMT6plex [N-Term] 0.966 0.987 1.026 5.996967316 55.02 0 2202.129353 4 551.2888184 1.857768934 0.001022762 72.89229944VAALFPALRPGGFQAHYR 10 4505571 1xTMT6plex [N-Term] 1.118 1.018 1.438 4.276610374 23.8 0 2200.234092 4 550.8143311 0.637172542 0.000350482 74.53834949

FSFCCSPEPEAEAEAAAGPGPCER 11 4505571 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C4; C5; C22] 100 100 100 5.940157413 68.45 0 2855.22723 3 952.4115601 -2.487908543 -0.002367848 57.95785354
DHRPPCAQEAPR 12 4505571 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.24 1.234 1.225 5.67755127 23.57 0 1662.833188 3 554.9487305 -0.931935784 -0.000516551 14.79497704NYDIGAALDTIQYSK 24 4505571 2xTMT6plex [N-Term; K15] 1.151 1.268 1.392 5.794647694 65.52 0 2130.148306 2 1065.576172 -1.520330763 -0.001619265 74.49274025LTPVSPESSSTEEK 18 4505571 2xTMT6plex [N-Term; K14] 1.264 1.315 1.32 4.47981596 72.08 0 1949.047923 2 975.0267334 -0.889025408 -0.000866377 39.4618754EAALYPHLPPEADPR 8 4505571 1xTMT6plex [N-Term] 0.869 1 1.232 3.008253098 20.35 0 1905.006778 3 635.6732788 -0.784608347 -0.000498228 49.04072915RDHRPPCAQEAPR 2 4505571 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.84 5.332320213 33.47 1 1818.934299 4 455.4889526 -0.17488434 -7.95E-05 14.22382685

CSVCPDYDLCSVCEGK 2 4505571 2xTMT6plex [N-Term; K16]; 4xCarbamidomethyl [C1; C4; C10; C13] 1.575 3.248463392 25.79 0 2407.080245 3 803.0319824 0.477219497 0.000382902 53.32936218
31982936 SGPL1 sphingosine-1-phosphate lyase 1 8879 NP_003892.2 19.54225352 1 11 11 56 568 63.483 9.16 1.18 1.09 1.09 1.12 Significant 0.000717 GVTSISADTHK 6 31982936 2xTMT6plex [N-Term; K11] 1.081 1.066 0.98 5.188043594 41.96 0 1573.894992 3 525.3031006 -0.154566975 -8.11E-05 29.91616758TPEIVAPQSAHAAFNK 6 31982936 2xTMT6plex [N-Term; K16] 1.21 1.068 1.271 6.14449358 52.19 0 2139.196259 3 713.7360229 -1.282422 -0.000914451 51.42168016GIFVFGNPQLSVIALGSR 6 31982936 1xTMT6plex [N-Term] 1.248 1.141 4.530636311 39.06 0 2104.211626 3 702.0759277 0.762443808 0.000534781 102.531296ASGTVYSGEEK 6 31982936 2xTMT6plex [N-Term; K11] 1.016 1.34 0.89 3.828013182 52.98 0 1585.847373 2 793.4271851 -0.176159962 -0.000139681 27.4416605GSSLVLYSDK 3 31982936 2xTMT6plex [N-Term; K10] 0.728 0.923 2.966816187 10.39 0 1526.88303 2 763.9446411 -0.671003225 -0.000512272 49.973665ESVTQIMK 6 31982936 2xTMT6plex [N-Term; K8] 0.92 0.95 1.156 3.488343239 39.12 0 1393.812508 2 697.4100952 0.291265637 0.000202985 46.04228486KIEAEIVR 6 31982936 2xTMT6plex [N-Term; K1] 1.472 1.036 1.223 3.219578028 17.36 1 1415.898621 3 472.6376648 -0.126834811 -5.99E-05 36.32614381VAIQFLK 7 31982936 2xTMT6plex [N-Term; K7] 1.259 1.215 1.099 2.914871216 42.19 0 1276.839315 2 638.923645 0.546951409 0.000349185 70.53421501LTELLVK 4 31982936 2xTMT6plex [N-Term; K7] 1.265 1.063 3.110178947 34.2 0 1273.849545 2 637.4282227 -0.295676598 -0.000188324 73.30157825AASYFGMK 2 31982936 2xTMT6plex [N-Term; K8] 1.034 1.401569963 7.13 0 1332.738615 2 666.8731689 0.335069923 0.00022328 50.83830953KMPIIGR 4 31982936 2xTMT6plex [N-Term; K1] 1.02 0.97 2.795547962 3.72 1 1272.822619 3 424.9461365 0.971874486 0.000412341 42.612348214508021 ZPR1 zinc finger protein ZPR1 isoform 1 8882 NP_003895.1 25.05446623 1 9 9 50 459 50.893 4.73 0.71 1.06 0.84 0.87 Significant 0.0135 AHFIMDDPAGNSYLQNVYAPEDDPEMK 2 4508021 2xTMT6plex [N-Term; K27] 100 4.261061192 35.65 0 3525.670676 3 1175.893799 -1.087241543 -0.001277752 71.64439444GALTTVEGLITR 4 4508021 1xTMT6plex [N-Term] 0.98 1.053 4.75540638 63.01 0 1459.868159 2 730.437439 -0.382212811 -0.00027899 72.33818679TEGYEAGLAPQR 6 4508021 1xTMT6plex [N-Term] 0.988 0.89 1.693 4.341538429 66.29 0 1520.790637 2 760.8984375 -0.683092054 -0.00051942 30.11077342AISGLEQDQPAR 6 4508021 1xTMT6plex [N-Term] 1.075 1.221 0.927 3.893188715 43.52 0 1513.817186 2 757.4122925 0.08061141 6.10E-05 32.2688525EVIIMATNCENCGHR 2 4508021 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C12] 0.888 3.078864336 5.28 0 2032.956416 3 678.3223267 -1.962250396 -0.001329723 40.96306117

FTTLEGLLK 6 4508021 2xTMT6plex [N-Term; K9] 1.077 1.234 1.24 4.000957012 48.96 0 1479.918687 2 740.4626465 -0.453464947 -0.000335546 87.80480553IPELDFEIPAFSQK 14 4508021 2xTMT6plex [N-Term; K14] 0.947 0.837 0.983 3.759881496 34 0 2092.173064 3 698.0627441 0.294073127 0.000205084 100.1531244IDEFIVK 6 4508021 2xTMT6plex [N-Term; K7] 0.874 1.093 1.024 2.880614996 32.38 0 1321.81316 2 661.4096069 -0.924921047 -0.000611286 68.11279976LQEFSQK 4 4508021 2xTMT6plex [N-Term; K7] 0.288 0.332 3.054730654 13.32 0 1337.782922 2 669.3955078 0.610491423 0.000408353 45.43439852
4502169 NAE1 NEDD8-activating enzyme E1 regulatory subunit isoform a 8883 NP_003896.1 52.43445693 1 18 18 119 534 60.209 5.4 1.21 1.1 1.04 1.12 Significant 0.00198

YPGVSNYQVEEDIGK 10 4502169 2xTMT6plex [N-Term; K15] 1.011 1.226 1.544 3.789646387 49.02 0 2156.12757 2 1078.567017 -0.377350991 -0.000406808 57.35494147LADVLWNSQIPLLICR 24 4502169 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.559 1.472 1.615 5.695891857 59.49 0 2140.214997 3 714.0764771 -0.055526036 -3.96E-05 109.8575513YGAAEPHTIAAFLGGAAAQEVIK 7 4502169 2xTMT6plex [N-Term; K23] 1.158 1.219 0.943 4.970823765 13.14 0 2743.518321 3 915.1785889 1.054223528 0.000964094 83.93646197FTVVVATQLPESTSLR 9 4502169 1xTMT6plex [N-Term] 1.247 1.225 0.941 4.976106167 48.43 0 1977.121808 3 659.711792 -0.498104585 -0.000328271 74.41325236LLQSIGQAPESISEK 12 4502169 2xTMT6plex [N-Term; K15] 1.009 1.044 0.977 5.083630085 40.93 0 2058.184691 3 686.7316895 -2.029006747 -0.001392024 68.51888679
LWGDHGQEALESAHVCLINATATGTEILK 6 4502169 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C16] 0.887 0.971 8.756856918 59.56 0 3592.883387 4 898.9786987 2.66580093 0.002394478 83.55496969

NVNTALNTTQIPSSIEDIFNDDR 8 4502169 1xTMT6plex [N-Term] 0.869 0.861 6.724910736 70.72 0 2806.405646 3 936.1373291 -2.926154073 -0.002737325 89.51426216DAAAVGNHVAK 4 4502169 2xTMT6plex [N-Term; K11] 0.996 0.922 3.845897436 42.01 0 1510.874197 3 504.2961426 -0.213350407 -0.000107449 22.89099492EHPVIESHPDNALEDLR 4 4502169 1xTMT6plex [N-Term] 1.106 1.016 4.409934044 22.78 0 2200.119576 4 550.7849121 -0.798598639 -0.000439253 37.80715525NLVLPGIGSFTIIDGNQVSGEDAGNNFFLQR 4 4502169 1xTMT6plex [N-Term] 1.288 0.625 4.334488869 9.91 0 3521.822612 3 1174.615845 2.944302093 0.003456437 108.0716439QTPSFWILAR 2 4502169 1xTMT6plex [N-Term] 0.896 3.614607334 36.21 0 1447.825901 2 724.4169312 0.473147143 0.000342517 75.51263518GTIPDMIADSGK 6 4502169 2xTMT6plex [N-Term; K12] 1.336 0.909 1.16 3.45088172 48.58 0 1662.913678 2 831.9598389 -0.76803483 -0.000638588 57.48766789EGQGNLPVR 4 4502169 1xTMT6plex [N-Term] 1.031 1.054 3.013759613 23.74 0 1198.674151 2 599.8403931 -0.535230685 -0.000320784 25.42899189TYGLVGYMR 6 4502169 1xTMT6plex [N-Term] 1.239 1.406 1.162 3.21110177 23.06 0 1288.692109 2 644.8500366 0.533302084 0.000343631 52.93923719DHSHTPWIVIIAK 2 4502169 2xTMT6plex [N-Term; K13] 1.197 3.39588356 8.84 0 1975.152938 4 494.5433044 -0.784656485 -0.000387454 66.23877368EHFQSYDLDHMEK 4 4502169 2xTMT6plex [N-Term; K13]; 1xOxidation [M11] 0.9 1.037 2.952925205 18.75 0 2153.037375 4 539.0140991 -1.30458749 -0.000702206 31.9037304DDYVHEFCR 4 4502169 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.201 1.104 2.849681616 3.94 0 1469.66808 3 490.5608215 -0.114509115 -5.61E-05 31.43635133LDKPFPELR 3 4502169 2xTMT6plex [N-Term; K3] 1.144 1.082 1.078 2.324685097 0 1572.951385 3 524.9886475 0.002926227 1.53E-06 57.7147673683267879 EIF2B5 translation initiation factor eIF-2B subunit epsilon 8893 NP_003898.2 17.47572816 1 9 9 80 721 80.329 5.08 1.17 1.19 1.25 1.2 Significant 0.000399 FAFPLSLFQGSSDGVEVR 28 83267879 1xTMT6plex [N-Term] 1.181 1.252 1.123 5.655921936 58.54 0 2185.149085 3 729.0534668 -1.481692667 -0.00107924 103.9176341VAAGAQIHQSLLCDNAEVK 6 83267879 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C13] 0.955 1.121 1.125 5.877381325 51.76 0 2482.348813 3 828.1185913 -3.058649203 -0.002530878 50.52088582VFQNEVLGTLQR 6 83267879 1xTMT6plex [N-Term] 0.959 1.122 1.008 4.235171795 54.01 0 1632.927071 2 816.96698 -0.237462572 -0.00019388 65.31882866AAGMNMEEEEELQQNLWGLK 8 83267879 2xTMT6plex [N-Term; K20] 1.132 0.982 1.071 5.282983303 59.86 0 2778.384272 3 926.795105 -4.86252702 -0.004503323 84.71478696WVYPLTPEANFTDSTTQSCTHSR 6 83267879 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.98 1.094 1.079 4.263084888 36.91 0 2927.383137 3 976.4625244 -3.455925426 -0.003372273 67.81950558
YCALLLPLLK 12 83267879 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.468 1.397 1.276 4.044599056 43.07 0 1662.042842 2 831.524231 -0.9970236 -0.000828548 104.7568673

YAYNISLK 4 83267879 2xTMT6plex [N-Term; K8] 1.631 1.592 3.387900114 26.04 0 1429.845523 2 715.4251709 -1.718621408 -0.001228682 52.2537541ESSPSHPTR 4 83267879 1xTMT6plex [N-Term] 1.08 1.372 2.203192234 18.29 0 1226.63268 3 409.5490723 -0.013543684 -5.54E-06 13.74513584



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SLGDVLR 6 83267879 1xTMT6plex [N-Term] 1.035 1.008 1.496 2.427450657 25.78 0 988.598861 2 494.8042297 2.348649941 0.001160936 40.3977919829826335 EIF2S2 eukaryotic translation initiation factor 2 subunit 2 isoform 1 8894 NP_003899.2 51.65165165 1 16 16 180 333 38.364 5.8 1.16 1.18 1.2 1.18 Significant 0.0000957
DASDDLDDLNFFNQK 16 29826335 2xTMT6plex [N-Term; K15] 0.863 1.079 1.073 4.667501926 60.74 0 2215.091913 2 1108.04834 -1.133064721 -0.001254921 74.1231657IESDVQEPTEPEDDLDIMLGNK 18 29826335 2xTMT6plex [N-Term; K22] 1.017 1.053 1.337 4.515324593 49.2 0 2945.470169 3 982.4926147 -2.335165975 -0.002292721 78.60503525KKPFMLDEEGDTQTEETQPSETK 4 29826335 4xTMT6plex [N-Term; K1; K2; K23] 2.204 1.408 5.250572681 11.63 1 3584.88116 4 896.9747925 -1.065485285 -0.00095491 49.88446335

TSFVNFTDICK 14 29826335 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.299 1.325 1.338 4.954735279 67.92 0 1789.955878 2 895.4816895 0.125442338 0.000112268 68.83040926
KTSFVNFTDICK 6 29826335 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C11] 1.731 1.496 1.608 4.534925938 32.64 1 2147.213773 3 716.4086914 -1.048680517 -0.00075058 66.22991233

KIFDIDEAEEGVK 6 29826335 3xTMT6plex [N-Term; K1; K13] 1.215 1.096 0.869 5.258406162 36.14 1 2180.241761 3 727.4185181 -0.348695633 -0.000253414 61.6587887EVEPEPTEDKDLEADEEDTR 12 29826335 2xTMT6plex [N-Term; K10] 1.04 0.786 0.891 5.832062244 34.83 1 2804.336178 3 935.4506226 0.405210256 0.000378782 37.85090002
LYFLQCETCHSR 8 29826335 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 1.352 1.274 1.418 4.33767128 58.93 0 1842.88284 3 614.9658203 0.03652294 2.24E-05 54.87374516
IFDIDEAEEGVK 24 29826335 2xTMT6plex [N-Term; K12] 0.975 1.048 1.054 5.118116856 78.91 0 1822.983866 2 911.9955444 -0.029612337 -2.70E-05 68.38504716EKNPDMVAGEK 10 29826335 3xTMT6plex [N-Term; K2; K11] 1.168 1.253 1.097 4.553189754 33.81 1 1905.071859 2 953.0385742 -1.04323755 -0.000993721 33.34027728DYTYEELLNR 12 29826335 1xTMT6plex [N-Term] 0.974 1.118 1.051 4.090655327 45.9 0 1544.779404 2 772.8933105 -0.038417297 -2.97E-05 54.30948933EYVTCHTCR 6 29826335 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 1.565 1.785 1.353 4.322000027 57.16 0 1454.671785 3 485.5618896 -0.460203253 -0.000223148 17.03657149
NPDMVAGEK 2 29826335 2xTMT6plex [N-Term; K9] 1.011 2.872752428 30.74 0 1418.771371 2 709.8916016 3.210675865 0.002277607 31.20906764IESDVQEPTEPEDDLDIMLGNK 2 29826335 2xTMT6plex [N-Term; K22]; 1xOxidation [M18] 0.956 2.519103765 17.61 0 2961.465084 3 982.4926147 -2.335165975 -0.002292721 78.60503525SPDTILQK 18 29826335 2xTMT6plex [N-Term; K8] 1.146 1.17 1.133 3.497819901 34.89 0 1359.824787 2 680.4157104 -0.472709108 -0.000321401 45.11113999FVMKPPQVVR 10 29826335 2xTMT6plex [N-Term; K4] 1.145 1.035 1.02 3.35035634 10.2 0 1659.018024 3 553.6759644 -2.823666485 -0.001561505 54.99339976QIENVLR 10 29826335 1xTMT6plex [N-Term] 1.013 1.139 1.098 2.793689489 31.85 0 1100.662524 2 550.8295898 -9.649417755 -0.005310376 40.23889832EKNPDMVAGEK 2 29826335 3xTMT6plex [N-Term; K2; K11]; 1xOxidation [M6] 1.006 2.507606745 7.05 1 1921.066774 2 953.0385742 -1.04323755 -0.000993721 33.340277284503015 CPNE3 copine-3 8895 NP_003900.1 47.48603352 1 20 21 161 537 60.092 5.85 1.78 1.81 1.62 1.74 Significant 0.00115 LYGPTNFSPIINHVAR 10 4503015 1xTMT6plex [N-Term] 1.848 1.824 1.416 5.222903728 34.58 0 2028.122811 3 676.7111206 -1.973294503 -0.001334028 65.02790822SDPLCVLFLNTSGQQWYEVER 24 4503015 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.81 1.619 1.874 6.187617779 46.58 0 2770.370781 3 924.1291504 0.764013933 0.000705534 99.3452512

EALAQCVLAEIPQQVVGYFNTYK 7 4503015 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C6] 1.551 1.707 2.23 6.12895155 50.62 0 3099.658914 3 1033.888306 -2.758386665 -0.002850019 112.4809016
GSITISAEEIK 6 4503015 2xTMT6plex [N-Term; K11] 1.253 1.357 1.168 3.958731174 62.23 0 1605.946359 2 803.4772949 0.594418204 0.000477302 54.65979443

ISLNSLCYGDMDK 10 4503015 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.404 1.358 1.168 4.304028988 52.34 0 1974.007655 2 987.5083008 0.845859182 0.000834866 68.55311407
TIELSDDDFLGECECTLGQIVSSK 12 4503015 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C13; C15] 2.184 2.045 2.136 5.789937019 76.35 0 3174.558667 3 1058.854858 -2.723268206 -0.002881725 93.7524798

SSPVEFECINEK 6 4503015 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.93 2.25 1.831 4.477835178 49.47 0 1896.977735 2 948.991394 -1.172303724 -0.001111917 52.72102889
VALNVSCANLLDKDIGSK 4 4503015 3xTMT6plex [N-Term; K13; K18]; 1xCarbamidomethyl [C7] 2.488 2.819 5.617368698 25.15 1 2604.499784 3 868.8369141 -1.380204568 -0.001198247 75.71814509VVLFEMEAR 6 4503015 1xTMT6plex [N-Term] 1.758 1.697 1.736 3.801129818 43.16 0 1322.733974 2 661.8709717 0.523611995 0.0003463 68.60486756NCLNPQFSK 6 4503015 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.946 2.476 1.949 3.989577532 33.76 0 1565.851019 2 783.4291992 0.065745399 5.15E-05 40.74317099

SDPYLEFHK 9 4503015 2xTMT6plex [N-Term; K9] 1.769 1.741 1.648 3.704796314 32.07 0 1593.867714 3 531.9612427 0.916209878 0.000486772 46.91244342FGVYDIDNK 6 4503015 2xTMT6plex [N-Term; K9] 1.847 1.777 1.716 3.92070055 38.86 0 1528.841165 2 764.9244995 0.364350104 0.000278517 59.09019548DIVQFVPFR 14 4503015 1xTMT6plex [N-Term] 1.741 1.967 1.641 3.346635342 42.26 0 1349.777888 3 450.59729 -0.423034647 -0.000190334 75.87992669SPLGEVAIR 6 4503015 1xTMT6plex [N-Term] 1.823 2.137 1.886 3.237145185 34.15 0 1170.704389 2 585.8555298 -0.517337847 -0.000302825 46.78859806NSGVISVK 6 4503015 2xTMT6plex [N-Term; K8] 1.329 1.849 1.834 3.649364233 34.72 0 1261.788008 2 631.3978271 0.293216351 0.000184988 37.3811524NNLNPVWRPFK 5 4503015 2xTMT6plex [N-Term; K11] 1.246 1.482 1.335 2.833083153 2.09 0 1843.074294 3 615.0296631 0.077293581 4.75E-05 61.74431439QAIVNASR 7 4503015 1xTMT6plex [N-Term] 1.302 1.167 2.772015333 26.39 0 1087.642123 2 544.3251343 0.799164237 0.000434602 21.05919567LLPPKNPATK 4 4503015 3xTMT6plex [N-Term; K5; K10] 2.029 3.045 2.277 2.673347712 6.6 1 1766.150702 3 589.3882446 -0.295225815 -0.000173804 48.12570639QFQNAPK 6 4503015 2xTMT6plex [N-Term; K7] 1.856 1.562 1.365 2.752489805 20.94 0 1290.757042 2 645.881958 -0.31187463 -0.000201277 28.86757555
SCLPQIK 6 4503015 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 2.219 2.297 2.105 2.891513109 25.92 0 1303.780814 2 652.3930664 -1.501768916 -0.000978989 46.16487355QTSDGNWLMVHR 1 4503015 1xTMT6plex [N-Term] 0.749 2.187085867 0 1672.84269 3 558.2869263 2.113766355 0.001178666 39.9702445132171175 BUD31 protein BUD31 homolog 8896 NP_003901.2 40.27777778 1 7 7 35 144 16.989 8.82 1.01 1.06 1.56 1.21 Significant 0.0204 KQGYENLCCLR 4 32171175 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C8; C9] 1.257 1.773 2.662322283 14.14 1 1898.998094 3 633.671814 1.471657365 0.000931558 39.29016278

KVESLWPIFR 11 32171175 2xTMT6plex [N-Term; K1] 0.72 0.83 1.228 4.287241936 20.3 1 1733.051433 3 578.3555908 0.453720486 0.000262107 77.83828677
IIECTHCGCR 6 32171175 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C4; C7; C9] 2 2.06 2.106 4.885722637 31.04 0 1534.712604 3 512.2422485 -0.268476671 -0.000137345 36.01346732

EAETEPHEGK 4 32171175 2xTMT6plex [N-Term; K10] 1.112 1.113 3.640893936 20 0 1584.826972 3 528.9468384 -0.637219898 -0.000336628 16.9470354
ELYEYCIK 2 32171175 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.218 2.915367126 28.57 0 1575.849288 2 788.4274292 -1.082433184 -0.000852876 55.056323

EAETEPHEGKR 2 32171175 2xTMT6plex [N-Term; K10] 1.589 3.847498655 19.66 1 1740.928083 4 435.9873352 -0.328439579 -0.000142947 16.55230966YIFDLFYK 6 32171175 2xTMT6plex [N-Term; K8] 1.117 1.31 0.856 3.897629023 30.15 0 1566.897224 2 783.9522705 0.025940199 2.03E-05 103.579636489276756 PRPF4B serine/threonine-protein kinase PRP4 homolog 8899 NP_003904.3 15.49155909 1 15 15 64 1007 116.916 10.26 1.33 1.39 1.28 1.33 Significant 0.000568 AELDNELMEGK 4 89276756 2xTMT6plex [N-Term; K11] 1.14 4.05368042 55.17 0 1706.903507 2 853.9542847 -1.297539113 -0.001107387 55.00568902ISINQALQHAFIQEK 4 89276756 2xTMT6plex [N-Term; K15] 1.539 1.17 6.814352512 49.95 0 2198.269758 3 733.4283447 0.328762967 0.000240903 75.54071495TKLDDLALLEDLEK 8 89276756 3xTMT6plex [N-Term; K2; K14] 1.618 1.554 1.511 5.380403042 40.32 1 2303.36769 3 768.4598389 -1.18372262 -0.000908849 91.92724805DLLDQILMLDPAK 6 89276756 2xTMT6plex [N-Term; K13] 1.145 1.384 3.704102755 35.53 0 1943.128756 3 648.3803711 -1.13028987 -0.0007321 111.2615303DLLADLIGCQR 12 89276756 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.466 1.475 1.947 4.342560768 43.08 0 1502.819829 3 501.6114807 0.039711129 1.99E-05 78.95275123YNVYGYTGQGVFSNVVR 4 89276756 1xTMT6plex [N-Term] 1.583 1.245 3.865312576 38.73 0 2152.102469 2 1076.555664 0.73530653 0.000791227 67.18860761LDDLALLEDLEK 6 89276756 2xTMT6plex [N-Term; K12] 1.129 1.075 1.015 3.762138367 44.17 0 1845.062117 3 615.6921997 -0.038296221 -2.36E-05 99.21152084VTVMSTINPTK 6 89276756 2xTMT6plex [N-Term; K11] 1.413 1.119 2.155920982 17.5 0 1648.970799 3 550.3271484 -2.369482529 -0.001302402 55.83527997DNWTDAEGYYR 2 89276756 1xTMT6plex [N-Term] 1.464 3.725500822 24.74 0 1618.733516 2 809.8689575 -1.777822544 -0.00143891 41.37517313ANQEVAVK 2 89276756 2xTMT6plex [N-Term; K8] 1.355 3.384979248 39.8 0 1316.793821 2 658.901062 0.77922103 0.000513037 36.03906288DLLDQILMLDPAKR 2 89276756 2xTMT6plex [N-Term; K13] 1.15 2.498540401 6.79 1 2099.229867 3 700.4144287 -0.540392077 -0.000378136 103.9544751GSLSEGMK 2 89276756 2xTMT6plex [N-Term; K8] 0.95 2.105168343 11.63 0 1266.712794 2 633.8594971 -0.849702774 -0.000538165 31.08122572DVGLHIK 4 89276756 2xTMT6plex [N-Term; K7] 1.485 1.467 2.546619415 15.54 0 1239.782528 3 413.9318848 -1.151325408 -0.000475798 40.82480327
SYDYGIDMWSVGCTLYELYTGK 1 89276756 2xTMT6plex [N-Term; K22]; 1xOxidation [M8]; 1xCarbamidomethyl [C13] 0.798 2.133134127 0 3095.478232 3 1032.494873 -2.638147893 -0.00272211 106.3433663

GGIEIVK 1 89276756 2xTMT6plex [N-Term; K7] 1.282 6.57 0 1173.76073 2 587.3833618 -1.093380579 -0.000641684 47.32084833197333761 CPNE1 copine-1 isoform b 8904 NP_003906.2 27.8597786 1 13 13 108 542 59.68 6.04 1.81 1.81 1.67 1.76 Significant 0.0007 GTITVSAQELK 10 197333761 2xTMT6plex [N-Term; K11] 1.862 1.912 1.957 4.68243742 60.62 0 1604.962343 2 802.9840698 -0.92215345 -0.000740011 50.10961879SDPLCVLLQDVGGGSWAELGR 8 197333761 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 2.064 2.425 2.317 5.936631203 68.22 0 2458.259774 2 1229.629883 -2.963655459 -0.003642717 112.3953876EALAQTVLAEVPTQLVSYFR 14 197333761 1xTMT6plex [N-Term] 1.691 2.026 0.938 5.43559885 51.28 0 2464.364891 2 1232.684814 -1.030222334 -0.001269422 112.3944831LYGPTNFAPIINHVAR 8 197333761 1xTMT6plex [N-Term] 1.913 1.379 1.865 5.003261566 40.49 0 2012.127896 3 671.3815918 1.156035175 0.000775364 73.60920809AQGWAPLKPLPPSAK 6 197333761 3xTMT6plex [N-Term; K8; K15] 1.604 1.338 1.6 4.08574152 27.9 0 2248.37847 3 750.1296997 -1.745292867 -0.001308026 63.17298396SDPFLEFFR 8 197333761 1xTMT6plex [N-Term] 1.737 1.628 1.516 3.738825083 41.04 0 1386.725518 2 693.8667603 0.523512262 0.000362984 89.26663934DIVQFVPYR 8 197333761 1xTMT6plex [N-Term] 1.869 2.088 1.734 3.703384399 34.57 0 1365.772802 2 683.3902588 0.321054955 0.000219244 70.37984622FGIYDIDNK 10 197333761 2xTMT6plex [N-Term; K9] 1.547 1.546 1.506 3.504914999 36.12 0 1542.856815 3 514.956543 -1.127631374 -0.000579925 62.75751753VVTMEVEAR 4 197333761 1xTMT6plex [N-Term] 1.652 1.273 3.65167284 24.42 0 1262.697589 2 631.8518066 -0.99149532 -0.000625979 39.09757877NNLNPTWK 11 197333761 2xTMT6plex [N-Term; K8] 1.576 1.856 1.407 3.274836063 27.94 0 1444.831269 2 722.9169312 -3.241738611 -0.002341883 43.01449109
NCSSPEFSK 8 197333761 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.95 2.347 2.057 4.20430088 39.59 0 1513.7721 2 757.3884277 -1.665363796 -0.001260491 29.86616792TLQLEYR 6 197333761 1xTMT6plex [N-Term] 2.404 2.213 1.947 2.649845839 20.65 0 1151.662189 2 576.3338623 -1.512127984 -0.00087073 40.83336371DPAQAPQA 7 197333761 1xTMT6plex [N-Term] 2.001 1.907 2.003 2.088896513 32.42 0 1026.54174 2 513.774231 -0.540363744 -0.000277353 20.403999954503843 AP1G2 AP-1 complex subunit gamma-like 2 isoform 1 8906 NP_003908.1 14.01273885 1 7 8 42 785 87.062 6.55 1.32 1.26 1.3 1.29 Significant 0.000186 AMMQELQAFLESCPPDLR 6 4503843 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.832 1.69 1.549 6.194887638 53.22 0 2365.155175 3 789.0561523 -0.537406071 -0.000423683 108.292219DDAVANLTQLIGGAQELHAYSVR 2 4503843 1xTMT6plex [N-Term] 1.107 6.920763016 59.87 0 2670.404858 3 890.8051147 -1.523110515 -0.001355774 89.25507082

KVPELSSVFLPPCAQLLHER 6 4503843 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C13] 1.401 1.469 1.249 5.972978592 31.95 1 2778.574062 4 695.4013062 3.358765743 0.002333145 83.48380834VVPQLVHILR 4 4503843 1xTMT6plex [N-Term] 0.878 0.971 4.04742527 42.38 0 1402.909571 3 468.3080139 -0.058608163 -2.74E-05 71.11066385DGPQADEEAK 6 4503843 2xTMT6plex [N-Term; K10] 0.969 1.317 100 3.736783504 32.84 0 1517.784773 2 759.395752 -0.359295837 -0.000272667 19.73572705GGLPITQLFR 6 4503843 1xTMT6plex [N-Term] 1.256 1.221 1.677 4.2060709 36.91 0 1330.804437 2 665.9065552 1.049569361 0.000698386 85.8211409GYALTAIMK 16 4503843 2xTMT6plex [N-Term; K9] 1.282 1.171 1.397 3.669661283 47.71 0 1425.853979 2 713.4301758 -0.633878022 -0.000451909 67.31345795LLLQPSPYVR 4 4503843 1xTMT6plex [N-Term] 1.392 1.406 3.333900213 21.78 0 1414.861952 2 707.9342651 -0.493437937 -0.000349073 64.535617394502379 BCL10 B-cell lymphoma/leukemia 10 isoform 1 8915 NP_003912.1 17.16738197 1 4 4 20 233 26.235 5.74 1.21 1.19 0.82 1.07 Significant 0.0137 GLDTLVESIR 4 4502379 1xTMT6plex [N-Term] 0.745 0.69 3.705190182 33.5 0 1331.773196 2 666.3901978 -0.058149682 -3.87E-05 66.84580763SNSDESNFSEK 6 4502379 2xTMT6plex [N-Term; K11] 1.124 1.695 1.225 3.220065117 53.84 0 1701.833179 2 851.4193115 -1.076975785 -0.000916417 25.04229694EDTEEISCR 6 4502379 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.214 1.065 1.198 3.924548149 52.16 0 1367.631025 2 684.3182983 -1.246915492 -0.00085266 18.41450535LLDYLQENPK 4 4502379 2xTMT6plex [N-Term; K10] 1.217 1.339 2.754474163 30.14 0 1690.977993 3 564.3296509 -2.12523362 -0.001197908 70.25646805
4505117 MBD2 methyl-CpG-binding domain protein 2 isoform 1 8932 NP_003918.1 27.00729927 1 7 7 30 411 43.228 10.04 0.96 1.11 1.13 1.07 Significant 0.00252

GLQGVGPGSNDETLLSAVASALHTSSAPITGQVSAAVEK 2 4505117 2xTMT6plex [N-Term; K39] 0.88 5.560270786 27.63 0 4178.2345 4 1045.315308 1.172806062 0.001225065 107.3700755YLGNTVDLSSFDFR 6 4505117 1xTMT6plex [N-Term] 1.755 1.139 1.214 5.128388882 62.8 0 1862.948594 2 931.9793701 1.540211246 0.001434667 78.72650479KLEEALMADILSR 6 4505117 2xTMT6plex [N-Term; K1] 1.1 0.989 0.976 5.489684582 35.35 1 1947.134904 3 649.7160645 -0.649272232 -0.000421407 91.27682293LQGLSASDVTEQIIK 2 4505117 2xTMT6plex [N-Term; K15] 0.737 4.050096035 27.22 0 2060.200341 3 687.4046631 -0.439390369 -0.000301744 79.05654289AFIVTDEDIR 6 4505117 1xTMT6plex [N-Term] 1.06 1.02 1.123 3.465335131 35.74 0 1407.768111 2 704.3865356 -1.645342667 -0.00115813 53.85716098GKPDLNTTLPIR 6 4505117 2xTMT6plex [N-Term; K2] 1.132 1.217 1.238 3.470826626 15.57 0 1783.084189 3 595.0322876 -1.054311985 -0.000626642 53.35210353NDPLNQNK 2 4505117 2xTMT6plex [N-Term; K8] 1.032 2.146858454 21.64 0 1400.789799 2 700.8971558 -1.972905975 -0.001381813 34.657024634506375 RAB29 ras-related protein Rab-7L1 isoform 1 8934 NP_003920.1 14.77832512 1 2 3 16 203 23.14 7.18 1.38 1.27 0.99 1.22 Significant 0.00903 VLVVGDAAVGK 8 4506375 2xTMT6plex [N-Term; K11] 1.381 1.308 0.981 4.108488083 66.33 0 1485.940485 2 743.4733276 -0.744879471 -0.000553423 58.23626224LQLWDIAGQER 4 4506375 1xTMT6plex [N-Term] 1.148 4.065485477 39.88 0 1557.858657 2 779.4324341 -0.684071005 -0.000532843 73.24338979YSQDSFSK 4 4506375 2xTMT6plex [N-Term; K8] 1.169 1.007 2.404774189 19.36 0 1419.752016 2 710.3797607 0.161172073 0.000114412 32.0341295819923193 ST13 hsc70-interacting protein isoform 1 6767 NP_003923.2 35.2303523 1 12 12 106 369 41.305 5.27 1 1.05 1.03 1.02 Significant 0.0002 VAAIEALNDGELQK 17 19923193 2xTMT6plex [N-Term; K14] 0.985 1.019 4.98130846 46.6 0 1929.105713 3 643.7062378 -0.804787982 -0.000517507 68.57616057
LLGHWEEAAHDLALACK 20 19923193 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C16] 0.994 1.029 1.011 6.647582531 43.01 0 2392.284757 3 798.1000366 0.334409722 0.000266668 77.35391161

LDYDEDASAMLK 12 19923193 2xTMT6plex [N-Term; K12] 1.082 1.039 0.986 5.017907143 62.23 0 1828.940287 2 914.9699097 -4.234230127 -0.003872077 60.27524211QDPSVLHTEEMR 6 19923193 1xTMT6plex [N-Term] 0.817 1.035 0.867 4.792580128 33.01 0 1670.836935 3 557.6164551 -1.270881425 -0.000707812 27.52534052AIDLFTDAIK 10 19923193 2xTMT6plex [N-Term; K10] 1.002 0.922 0.837 3.792646885 32.71 0 1564.935066 2 782.9708252 -0.442164912 -0.00034598 114.2625031EWVESMGGK 4 19923193 2xTMT6plex [N-Term; K9] 1.294 1.196 3.696300507 25.54 0 1480.787021 2 748.8946533 0.062581344 4.68E-05 39.03160288LDYDEDASAMLK 2 19923193 2xTMT6plex [N-Term; K12]; 1xOxidation [M10] 0.794 2.339358807 30.83 0 1844.935202 2 914.9699097 -4.234230127 -0.003872077 60.27524211SEENTKEEKPDSK 3 19923193 4xTMT6plex [N-Term; K6; K9; K13] 0.869 2.198423147 2.56 1 2437.359199 3 813.1236572 -1.141005525 -0.000927013 22.31184442LAILYAK 6 19923193 2xTMT6plex [N-Term; K7] 1.066 1.16 1.174 2.987683296 32.67 0 1249.828416 2 625.4174805 -0.585442362 -0.000365851 70.2210939EWVESMGGK 6 19923193 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.988 1.192 1.145 2.37582922 28.92 0 1496.781936 2 748.8946533 0.062581344 4.68E-05 39.03160288VMNLISK 6 19923193 2xTMT6plex [N-Term; K7] 1.01 0.933 0.989 2.744585037 37.55 0 1262.79065 2 631.8989258 -0.059667452 -3.77E-05 62.82941322VPPATQK 9 19923193 2xTMT6plex [N-Term; K7] 1.022 0.999 0.974 2.224613667 23.96 0 1198.755979 2 599.8812256 -0.671361093 -0.000402399 36.44430849LQKPNAAIR 4 19923193 2xTMT6plex [N-Term; K3] 1.659 1.313 1.106 2.903632402 1.79 0 1468.936403 3 490.3172607 0.562152698 0.000275256 32.63854339AIEINPDSAQPYK 1 19923193 2xTMT6plex [N-Term; K13] 0.724 2.172536135 0 1904.052949 3 635.3551636 -1.056361035 -0.000670456 53.25957719100816392 FUBP3 far upstream element-binding protein 3 8939 NP_003925.1 44.93006993 1 19 23 177 572 61.602 8.38 1.27 1.29 1.25 1.27 Significant 0.0000827 SINQQSGAHVELQR 12 100816392 1xTMT6plex [N-Term] 1.693 1.259 1.438 6.720180035 62.72 0 1795.961225 3 599.3251343 -0.208839681 -0.000125023 25.72376488MGGGSIEVSVPR 6 100816392 1xTMT6plex [N-Term] 1.027 1.028 0.831 4.282528877 49.64 0 1417.767065 2 709.3867798 -0.551670092 -0.00039107 48.29843913IDSIPHLNNSTPLVDPSVYGYGVQK 6 100816392 2xTMT6plex [N-Term; K25] 1.343 1.511 1.731 5.288619518 59.46 0 3171.709035 3 1057.906982 -0.832577751 -0.000880231 77.84099081MVMIQDGPLPTGADKPLR 6 100816392 2xTMT6plex [N-Term; K15] 1.232 1.795 1.66 5.263597012 35.42 0 2397.339828 3 799.7839355 -1.074081924 -0.000858313 66.55217685GDWSVGAPGGVQEITYTVPADK 12 100816392 2xTMT6plex [N-Term; K22] 0.97 1.18 1.063 4.623832226 40.19 0 2705.418667 3 902.4758301 -2.117818471 -0.001909862 70.24218198RPLDDGVGNQLGALVHQR 9 100816392 1xTMT6plex [N-Term] 1.414 1.605 0.999 6.676282883 34.87 0 2174.199163 4 544.3033447 -3.502127992 -0.001903581 51.31652235
SSGCFPNMAAK 6 100816392 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.627 1.642 1.442 4.280181408 50.23 0 1627.833654 2 814.4191284 -1.642682627 -0.001337007 52.43665706GVPQQIEVAR 6 100816392 1xTMT6plex [N-Term] 1.24 1.101 1.317 3.820466042 41.72 0 1325.773865 2 663.3899536 -0.931126695 -0.000617232 35.14005945TVITEEFKVPDK 6 100816392 3xTMT6plex [N-Term; K8; K12] 1.695 1.4 3.881755114 12.71 1 2093.246118 4 524.0672607 0.522981383 0.000273682 62.16642767DGFGGLAAAR 6 100816392 1xTMT6plex [N-Term] 0.911 0.984 0.902 3.023957014 35 0 1163.637037 2 582.3217773 -0.652490833 -0.000379631 38.32725437QQVAFYGQTLGQAQAHSQEQ 6 100816392 1xTMT6plex [N-Term] 1.175 1.161 1.27 3.961028814 39.63 0 2448.210516 3 816.7404175 -1.558909485 -0.00127218 47.84790231AEGFVDALHR 12 100816392 1xTMT6plex [N-Term] 1.21 1.178 1.32 3.886242867 52.15 0 1343.726915 3 448.5804749 -0.032431778 -1.45E-05 41.43898902AAQVMGPPDR 2 100816392 1xTMT6plex [N-Term] 1.789 3.496624231 35.69 0 1270.677522 2 635.8421021 -0.467796453 -0.000297209 25.88817026TVITEEFK 4 100816392 2xTMT6plex [N-Term; K8] 1.101 1.241 3.08667922 42.43 0 1424.840103 2 712.9237061 0.022963542 1.64E-05 53.5439532EMVLELIR 48 100816392 1xTMT6plex [N-Term] 1.192 1.284 1.401 3.5367167 45.37 0 1231.728161 2 616.3686523 1.516209144 0.000933779 75.19912201KIQNDAGVR 6 100816392 2xTMT6plex [N-Term; K1] 1.599 1.513 1.711 2.981290817 22.34 1 1458.879282 3 486.9655762 1.983053472 0.000964345 21.1873683LLGQIVDR 6 100816392 1xTMT6plex [N-Term] 1.195 1.179 1.381 3.155596733 41.85 0 1142.709474 2 571.8575439 -1.455076214 -0.000831365 55.46532116IQNDAGVR 4 100816392 1xTMT6plex [N-Term] 1.235 1.02 2.805648565 38.27 0 1101.621387 2 551.3139648 -0.666474443 -0.000367101 19.95101111MVGFIIGR 10 100816392 1xTMT6plex [N-Term] 1.452 1.968 1.709 2.870549202 33.66 0 1121.670252 2 561.3394165 1.163067141 0.000652289 65.33954788NPPPNSDPNLR 6 100816392 1xTMT6plex [N-Term] 1.246 1.417 1.125 3.252862692 25.35 0 1449.764757 2 725.385437 -0.799761863 -0.000579733 20.5706656AAQVMGPPDR 8 100816392 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.335 1.311 1.488 2.229234457 29.15 0 1286.672437 2 635.8421021 -0.467796453 -0.000297209 25.88817026GGEQISR 3 100816392 1xTMT6plex [N-Term] 1.05 1.188 2.263135195 23.11 0 975.5420744 2 488.2747192 0.089679948 4.37E-05 15.72447311AWEDYYK 4 100816392 2xTMT6plex [N-Term; K7] 1.139 1.305 3.04999876 28.04 0 1432.751288 2 716.87854 -1.036015035 -0.000742176 47.6721841VGLVIGR 7 100816392 1xTMT6plex [N-Term] 0.907 1.113 1.005 2.154112101 13.83 0 942.6297672 2 471.8185425 0.043602418 2.06E-05 44.879424634504937 KYNU kynureninase isoform a 8942 NP_003928.1 30.32258065 1 12 12 82 465 52.318 7.03 0.48 0.45 0.44 0.46 Significant 0.000692 VAPVPLYNSFHDVYK 6 4504937 2xTMT6plex [N-Term; K15] 0.484 0.517 0.447 5.944877148 46.06 0 2207.226496 3 736.4119263 -2.388024706 -0.00175697 69.98343535FTNLLTSILDSAETKN 6 4504937 2xTMT6plex [N-Term; K15] 0.934 1.048 0.785 4.445325375 32.53 1 2225.242934 3 742.4190063 -0.210519501 -0.000156152 112.5666681KPVVNIITPSHVEER 18 4504937 2xTMT6plex [N-Term; K1] 0.492 0.501 0.451 5.407214165 45.72 0 2176.285408 4 544.8255005 -2.406029492 -0.001309052 47.29649023AFPSDHYAIESQLQLHGLNIEESMR 6 4504937 1xTMT6plex [N-Term] 0.52 0.479 0.402 6.455667019 31.21 0 3114.551599 4 779.3933716 0.018531761 1.44E-05 72.31154917RPWITGDESIVGLMK 10 4504937 2xTMT6plex [N-Term; K15] 0.358 0.333 0.336 5.211658955 29.99 0 2160.225116 3 720.7451172 -1.998841448 -0.001439316 77.04346747IEDILEVIEK 10 4504937 2xTMT6plex [N-Term; K10] 0.459 0.369 0.372 4.131085873 43.49 0 1658.99806 2 830.0012817 -1.671474792 -0.001386487 104.7133415TYLEEELDKWAK 6 4504937 3xTMT6plex [N-Term; K9; K12] 0.725 0.738 0.684 3.93938446 10.85 1 2212.246847 3 738.0863647 -1.042199121 -0.000768534 80.23584252TYLEEELDK 6 4504937 2xTMT6plex [N-Term; K9] 0.428 0.884 0.433 3.914304972 47.87 0 1597.872525 2 799.4400635 0.203616446 0.000162677 53.46999745IAAYGHEVGK 2 4504937 2xTMT6plex [N-Term; K10] 0.457 2.962976694 18.89 0 1502.873134 3 501.6285706 -1.314688534 -0.000658603 36.52205765DIVGANEK 6 4504937 2xTMT6plex [N-Term; K8] 0.369 0.397 0.379 3.369438171 33.98 0 1303.762187 2 652.3851318 0.613771348 0.000400106 31.11638175DVFQELEK 2 4504937 2xTMT6plex [N-Term; K8] 0.508 3.310995579 32.38 0 1465.830266 2 733.4135132 -7.174495611 -0.005258296 61.43411278

ECFYIPK 4 4504937 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.539 0.444 2.1226964 19.24 0 1414.78048 2 707.8934326 -0.629910886 -0.000445593 55.47612701
51702526 WASL neural Wiskott-Aldrich syndrome protein 8976 NP_003932.3 4.95049505 1 2 2 10 505 54.793 7.93 1 1.07 0.97 1.01 Significant 0.000854 LLWEQELYNNFVYNSPR 4 51702526 1xTMT6plex [N-Term] 1.036 100 4.574908257 29.15 0 2414.234211 3 805.4168091 0.688668103 0.000554202 97.46552788AALLDQIR 6 51702526 1xTMT6plex [N-Term] 0.989 0.998 0.972 3.147440434 22.2 0 1128.693824 2 564.8486938 -3.289523349 -0.001856432 60.113320764506735 RPS6KA4 ribosomal protein S6 kinase alpha-4 isoform a 8986 NP_003933.1 17.61658031 1 12 12 45 772 85.552 8.28 0.94 1.13 1.09 1.05 Significant 0.003 LENVLLDSEGHIVLTDFGLSK 4 4506735 2xTMT6plex [N-Term; K21] 0.9 1.064 4.441259861 21.92 0 2757.543867 4 690.1413574 -0.096913236 -6.68E-05 103.8293896TPDVLESSGPAVR 2 4506735 1xTMT6plex [N-Term] 1.116 3.526893139 47.18 0 1556.848152 2 778.9265137 -1.542434467 -0.001200668 41.18117285GGELLEHIR 6 4506735 1xTMT6plex [N-Term] 0.948 0.989 1.248 3.563757658 30.4 0 1252.721101 3 418.2445068 -1.703493447 -0.000711334 50.78525253VLGTGAYGK 4 4506735 2xTMT6plex [N-Term; K9] 0.994 0.945 3.142909288 33.41 0 1323.803658 2 662.4054565 -0.016085514 -1.06E-05 41.03100376GLLTVDPAK 4 4506735 2xTMT6plex [N-Term; K9] 1.123 1.115 2.061281681 21.72 0 1371.861173 2 686.4346313 0.592972036 0.000406738 55.70198081SELDVGNFAEEFTR 2 4506735 1xTMT6plex [N-Term] 1.039 2.743960857 0.54 0 1842.907123 2 921.9560547 -1.242930244 -0.001145303 71.18253011IIDFGFAR 4 4506735 1xTMT6plex [N-Term] 1.012 0.967 2.823351145 31.14 0 1167.67236 2 584.3398438 0.043359766 2.53E-05 71.42737935VSVENFELLK 8 4506735 2xTMT6plex [N-Term; K10] 0.784 1.444 1.044 3.747879744 29.91 0 1635.972179 2 818.4823608 -9.006522542 -0.00736721 76.93178547GSSWLQDGSAR 4 4506735 1xTMT6plex [N-Term] 0.58 1.128 2.635717869 7.47 0 1392.706908 2 696.8549805 -3.032470419 -0.002111671 33.77072286IGPVAQDLLQR 2 4506735 1xTMT6plex [N-Term] 0.824 2.491396427 10.35 0 1438.857929 2 719.9324341 -0.234530408 -0.000168728 63.66694566QSGQEFAVK 2 4506735 2xTMT6plex [N-Term; K9] 1.152 2.9400208 0 1451.82585 2 726.4139404 -3.61299575 -0.00262272 36.00749391LGAGPQGAQEVR 3 4506735 1xTMT6plex [N-Term] 2.797 1.302 2.868003845 21.54 0 1411.785492 2 706.3968506 0.660314106 0.000466111 27.057968864503977 STBD1 starch-binding domain-containing protein 1 8987 NP_003934.1 13.96648045 1 3 3 10 358 38.983 5.73 1.07 1.1 0.89 1.02 Significant 0.00411 EHVPSGQFPDTEAPATSETSNSR 2 4503977 1xTMT6plex [N-Term] 1.06 3.643577576 25.9 0 2673.258982 3 891.7556763 -2.433846272 -0.002168767 31.47863517DGFWSHSIFLPADTVVEWK 2 4503977 2xTMT6plex [N-Term; K19] 0.705 4.736614704 18.84 0 2692.417544 3 898.1428223 -1.348577279 -0.001210311 98.17655034LPSSNLLK 6 4503977 2xTMT6plex [N-Term; K8] 1.112 1.098 0.886 3.05989337 28.98 0 1329.850608 2 665.4283447 -0.898677541 -0.000597553 59.10254668
4506357 MPZL1 myelin protein zero-like protein 1 isoform a precursor 9019 NP_003944.1 16.72862454 1 4 4 24 269 29.064 8.72 1.05 0.93 0.92 0.97 Significant 0.00186

KSPSDTEGLVK 4 4506357 3xTMT6plex [N-Term; K1; K11] 1.057 1.35 4.495755196 38.11 1 1848.10454 3 616.7053833 -1.592408651 -0.000980979 36.63648716
DYTGCSTSESLSPVK 10 4506357 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 0.992 1.043 0.936 4.412473202 46.37 0 2089.052357 2 1045.030518 0.671058456 0.000700938 43.27185806

ISWAGDLDK 6 4506357 2xTMT6plex [N-Term; K9] 0.912 0.887 0.919 3.738423347 39.78 0 1462.830601 2 731.9185791 -0.491599557 -0.000359563 61.04001804SESVVYADIR 4 4506357 1xTMT6plex [N-Term] 1.513 0.798 3.069326162 58.23 0 1367.736811 2 684.3712158 -1.210605258 -0.000827895 39.6964491548762942 HIP1R huntingtin-interacting protein 1-related protein isoform 1 9026 NP_003950.1 9.925093633 1 8 8 24 1068 119.315 6.67 1.21 1.23 1.16 1.2 Significant 0.000301
TPLQGILQLGQELKPK 4 48762942 3xTMT6plex [N-Term; K14; K16] 1.274 1.23 5.546772003 31.34 0 2450.531342 4 613.3883667 0.120507284 7.38E-05 102.8163011GAAAEAAGILQDAVSK 4 48762942 2xTMT6plex [N-Term; K16] 1.243 1.197 4.24292469 48.37 0 1930.100962 3 644.0383911 -0.176949374 -0.000113843 73.98206669GAATQQEFYAK 2 48762942 2xTMT6plex [N-Term; K11] 1.174 4.046922684 72.16 0 1671.910642 2 836.4592896 0.39514167 0.000330321 37.90990715ALELMGQLQDQQALR 2 48762942 1xTMT6plex [N-Term] 1.135 3.138739824 26.65 0 1943.058161 3 648.3590698 2.313241439 0.001498254 77.34940637LLDEQFAVLR 4 48762942 1xTMT6plex [N-Term] 1.197 1.307 3.596080065 61.07 0 1432.836131 2 716.9210815 -0.868539001 -0.000622237 73.08226156HPQFPAGLEVTDEVLEK 2 48762942 2xTMT6plex [N-Term; K17] 1.227 4.322990417 10.99 0 2367.296032 3 789.7698364 -0.454697106 -0.000358801 73.19627027AANVVASTK 2 48762942 2xTMT6plex [N-Term; K9] 0.866 3.180579901 31.89 0 1318.809471 2 659.9077148 -0.999630749 -0.000659161 31.55954361AQEALSHTEQSK 4 48762942 2xTMT6plex [N-Term; K12] 1.176 1.493 3.691729546 15.47 0 1786.969948 3 596.3283691 0.339491929 0.000202221 23.6584436

38045942 UBA3 NEDD8-activating enzyme E1 catalytic subunit isoform 1 9039 NP_003959.3 46.00431965 1 16 16 85 463 51.819 5.45 1.03 0.99 1 1.01 Significant 0.000143
SPAITATLEGK 6 38045942 2xTMT6plex [N-Term; K11] 0.961 1.021 4.007342339 75.29 0 1545.925229 2 773.4663696 0.150937321 0.000116669 53.42947096EQPFGEGVPLDGDDPEHIQWIFQK 6 38045942 2xTMT6plex [N-Term; K24] 1.005 1.436 1.297 6.011716366 51.67 0 3239.641349 3 1080.550537 -1.324526826 -0.001430331 87.95503692MAVDGGCGDTGDWEGR 4 38045942 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.98 0.811 4.450075626 45.83 0 1911.816277 2 956.4119873 0.220454957 0.000210735 36.91061437ELGLVDGQELAVADVTTPQTVLFK 18 38045942 2xTMT6plex [N-Term; K24] 1.03 0.968 1.044 6.433880329 78.03 0 3001.686174 3 1001.23291 -0.665236515 -0.00066561 97.84383341

KENCPACSQLPQNIQFSPSAK 2 38045942 3xTMT6plex [N-Term; K1; K21]; 2xCarbamidomethyl [C4; C7] 1.418 5.337877274 25.97 1 3091.627186 3 1031.212524 -1.34748712 -0.001388643 54.9189425
LQEVLDYLTNSASLQMK 4 38045942 2xTMT6plex [N-Term; K17] 0.815 0.951 5.000360966 45.83 0 2411.325618 3 804.4467773 0.066689977 5.36E-05 112.5299741

ENCPACSQLPQNIQFSPSAK 4 38045942 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C3; C6] 0.739 1.419 4.174936771 29.48 0 2734.369291 3 912.128418 0.515547134 0.000469899 58.5110189
SGPFTHPDFEPSTESLQFLLDTCK 10 38045942 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C23] 1.255 1.269 1.987 5.827181816 46.11 0 3211.602187 3 1071.203857 -1.609061171 -0.001722555 92.29287178

RIEELLAEK 4 38045942 2xTMT6plex [N-Term; K9] 1.032 0.883 4.959445477 21.32 1 1558.956864 3 520.3239746 0.325081557 0.000168929 58.08964795LPEHCIEYVR 4 38045942 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.191 1.079 3.27325654 26.29 0 1544.809265 2 772.9069824 -1.667730968 -0.001288163 40.47771061TLYLQSVTSIEER 3 38045942 1xTMT6plex [N-Term] 0.944 2.672674417 13.87 0 1767.968995 2 884.4914551 3.754684764 0.003319083 62.82859184IEELLAEK 2 38045942 2xTMT6plex [N-Term; K8] 0.983 2.658462763 26.66 0 1402.855753 2 701.9299927 -2.169929753 -0.001522049 71.33248717NLALSGFR 6 38045942 1xTMT6plex [N-Term] 0.861 0.999 0.873 2.113064766 18.33 0 1106.651959 2 553.8287964 -1.484664215 -0.000821503 49.26655728LTQGVVK 6 38045942 2xTMT6plex [N-Term; K7] 1.055 1.082 0.998 2.545255899 24.34 0 1202.787279 2 601.8973389 0.101135402 6.08E-05 40.07361349
IIPAVASTNAVIAAVCATEVFK 2 38045942 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C16] 1.182 0.819 2.943620443 0 2703.55193 3 901.854248 -1.382932332 -0.001246276 112.6286561

QFLFRPK 4 38045942 2xTMT6plex [N-Term; K7] 1.37 1.786 2.814167976 11.44 0 1393.872012 3 465.2954407 -0.174598897 -8.11E-05 51.649115124507791 UBE2M NEDD8-conjugating enzyme Ubc12 9040 NP_003960.1 46.99453552 1 9 9 66 183 20.887 7.69 1.04 1 1.04 1.03 Significant 0.000169 GGYIGSTYFER 6 4507791 1xTMT6plex [N-Term] 1.225 1.086 0.867 3.306609869 61.56 0 1478.74771 2 739.8772583 -0.317740771 -0.000234929 46.57438942TCDISFSDPDDLLNFK 14 4507791 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 1.205 1.214 1.315 3.650461435 39.85 0 2345.173534 2 1173.084106 -5.371913503 -0.006299035 85.54166959
KEEESAGGTK 2 4507791 3xTMT6plex [N-Term; K1; K10] 1.305 4.688555241 26.58 1 1722.98409 3 574.9992065 -0.594179076 -0.000341254 18.7351904EAAEVLQNNR 8 4507791 1xTMT6plex [N-Term] 0.972 0.925 1.072 4.084805012 54.36 0 1372.738208 2 686.8726196 -0.178578979 -0.000122571 26.8505912VGQGYPHDPPK 6 4507791 2xTMT6plex [N-Term; K11] 0.998 0.927 1.04 3.980448484 27.6 0 1652.916062 3 551.6434326 -0.191787378 -0.000105669 29.4581706
LVICPDEGFYK 6 4507791 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.285 1.247 1.451 4.06876421 54.42 0 1798.981364 2 899.9922485 -2.303408901 -0.002071895 70.15845578

EEESAGGTK 4 4507791 2xTMT6plex [N-Term; K9] 1.064 1.284 3.68003726 36.13 0 1365.726195 2 683.3665161 -0.321860589 -0.000219787 16.75898585
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

DINELNLPK 18 4507791 2xTMT6plex [N-Term; K9] 0.973 0.876 0.975 2.909677267 33.06 0 1513.899015 3 505.3041687 -0.701319225 -0.000353909 56.76432022LFEQNVQR 2 4507791 1xTMT6plex [N-Term] 0.633 2.960867167 25.82 0 1262.705451 2 631.8552246 -1.804539014 -0.001139301 33.8099375178000181 RPL14 60S ribosomal protein L14 9045 NP_003964.3 31.1627907 1 7 7 79 215 23.417 10.93 1.04 1.04 1.06 1.05 Significant 0.0000406 LVAIVDVIDQNR 12 78000181 1xTMT6plex [N-Term] 1.007 0.981 0.904 4.210244656 46.8 0 1583.931822 2 792.4682617 -1.62589858 -0.001287656 114.4676731VAYVSFGPHAGK 16 78000181 2xTMT6plex [N-Term; K12] 0.986 1.017 0.958 5.333805084 48.77 0 1690.968097 3 564.3270264 -0.929253745 -0.000523779 48.99247235
CMQLTDFILK 17 78000181 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C1] 0.893 0.971 1.042 4.12206459 52.88 0 1726.963606 2 863.9841919 -1.446799996 -0.001249285 87.6067088

FPHSAHQK 2 78000181 2xTMT6plex [N-Term; K8] 1.003 4.218366623 29.54 0 1409.805389 3 470.6059875 -1.404238862 -0.000659901 20.71962805ALVDGPCTQVR 18 78000181 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.046 1.068 1.106 3.633937597 24.82 0 1444.777964 2 722.8922119 -0.565638385 -0.000408611 47.94114585KITAASK 6 78000181 3xTMT6plex [N-Term; K1; K7] 0.873 0.913 0.843 3.387786627 13.56 1 1405.934561 3 469.3153687 -2.140002139 -0.001002901 29.04053252IIKNEVK 8 78000181 3xTMT6plex [N-Term; K3; K7] 1.751 1.78 1.986 3.100076675 15.59 1 1531.018625 2 766.0133057 0.463330827 0.000354684 39.36200442729042247 AIP AH receptor-interacting protein isoform 1 9049 NP_003968.3 43.93939394 1 11 11 81 330 37.64 6.42 1.12 1.23 1.08 1.14 Significant 0.00153 VLELDPALAPVVSR 14 729042247 1xTMT6plex [N-Term] 1.396 1.307 1.181 4.367647648 37.05 0 1708.020637 3 570.0114746 -0.448772022 -0.000255504 79.30203078TLHSDDEGTVLDDSR 6 729042247 1xTMT6plex [N-Term] 1.07 1.136 0.939 4.673235416 38.55 0 1888.90858 3 630.3076782 -0.05209465 -3.28E-05 26.972546LVVEEYYEVLDHCSSILNK 6 729042247 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C13] 1.107 1.254 1.332 6.533436298 68.8 0 2768.458089 3 923.4910278 0.159437521 0.000147132 95.38105323
LPVWETIVCTMR 12 729042247 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.798 0.834 0.741 3.847042322 43.54 0 1733.927999 3 578.6474609 -0.097961103 -5.66E-05 98.77710509
EGEIAQFLCDIK 14 729042247 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.081 1.337 1.217 3.473207474 44.22 0 1881.019206 2 941.012146 -1.164713154 -0.001095424 90.76949175

VESPGTYQQDPWAMTDEEK 4 729042247 2xTMT6plex [N-Term; K19] 1.37 1.487 4.256259918 49.84 0 2669.280518 3 890.4301758 -1.702337472 -0.001514672 58.15200761GELPDFQDGTK 2 729042247 2xTMT6plex [N-Term; K11] 1.092 2.853615046 34.17 0 1664.889572 2 832.9480591 -0.43874738 -0.000365233 49.67886122GKPMELIIGK 6 729042247 3xTMT6plex [N-Term; K2; K10] 1.338 1.161 1.405 4.068399429 14.63 0 1773.127524 3 591.7143555 0.557983697 0.000329792 67.23557229AVPLIHQEGNR 6 729042247 1xTMT6plex [N-Term] 0.964 1.077 1.085 3.308231831 24.44 0 1462.832777 3 488.2825317 0.181213361 8.84E-05 31.66181487YYDAIACLK 6 729042247 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.325 1.412 1.342 3.765565157 37.41 0 1574.865272 2 787.9356079 -0.846269018 -0.00066638 63.24200411
NIAVGKDPLEGQR 5 729042247 2xTMT6plex [N-Term; K6] 1.53 1.378 2.016 3.983813524 12.42 1 1855.080167 3 619.0307007 -1.411189266 -0.000872623 44.001524814506403 GPRC5A retinoic acid-induced protein 3 9052 NP_003970.1 21.00840336 1 4 4 16 357 40.225 8.15 0.77 0.8 0.84 0.8 Significant 0.000636 AYSQEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 2 4506403 2xTMT6plex [N-Term; K35] 1.021 6.300181389 32.45 0 4504.198509 4 1126.802002 -2.737609694 -0.003082684 78.01992876

NPMDYPVEDAFCKPQLVK 6 4506403 3xTMT6plex [N-Term; K13; K18]; 1xCarbamidomethyl [C12] 0.835 1.051 0.781 4.136755466 19.01 0 2838.513719 3 946.8395386 -3.402022431 -0.003218896 75.90444348
AHAWPSPYK 6 4506403 2xTMT6plex [N-Term; K9] 0.817 0.775 0.843 2.916665792 12.73 0 1514.852005 3 505.6219482 -0.470959166 -0.000237811 39.82763917TNVNVFSELSAPR 2 4506403 1xTMT6plex [N-Term] 0.617 1.592883229 2.51 0 1662.90125 3 554.9707642 -2.111375844 -0.001170337 60.388717534577122 NFKB1 nuclear factor NF-kappa-B p105 subunit isoform 1 4790 NP_003989.2 10.83591331 1 8 8 49 969 105.361 5.4 1.17 1.06 1.23 1.15 Significant 0.00186 LMFTAFLPDSTGSFTR 18 34577122 1xTMT6plex [N-Term] 1.126 0.979 1.197 4.252952576 52.83 0 2020.041114 2 1010.523865 -0.327497202 -0.000330779 101.6386305DLLEVTSGLISDDIINMR 7 34577122 1xTMT6plex [N-Term] 1.144 1.286 5.067282677 47.91 0 2233.194714 3 745.0709229 1.567702389 0.001166995 110.8649432HCEDGICTVTAGPK 4 34577122 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C7] 1.104 1.296 4.743075848 31.25 0 2003.009052 3 668.3406982 -0.754371747 -0.000503671 31.48279711

YVCEGPSHGGLPGASSEK 2 34577122 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C3] 0.603 5.48208046 37.37 0 2290.153802 3 764.0560913 -0.035506008 -2.71E-05 34.94074064
ICNYVGPAK 8 34577122 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.036 1.108 1.168 3.236589193 39.29 0 1479.839392 2 740.4220581 -1.724524348 -0.00127601 44.45513097

DINITKPASVFVQLR 1 34577122 2xTMT6plex [N-Term; K6] 1.1 3.77199769 0 2159.295245 3 720.4362793 -0.444621632 -0.000320023 76.34374015APNASNLK 4 34577122 2xTMT6plex [N-Term; K8] 0.967 0.988 2.713274002 16.92 0 1272.767607 2 636.8870239 -0.656347972 -0.000417689 30.31733022DKEEVQR 5 34577122 2xTMT6plex [N-Term; K2] 1.292 1.083 1.526 2.186184168 3.68 1 1361.778899 3 454.5978699 0.115194281 5.23E-05 16.6203938442558283 GJB2 gap junction beta-2 protein 2706 NP_003995.2 11.0619469 1 2 2 12 226 26.198 8.88 1.41 1.57 1.78 1.59 Significant 0.00453 MDWGTLQTILGGVNK 4 42558283 2xTMT6plex [N-Term; K15]; 1xOxidation [M1] 1.202 1.224 3.537063599 15.19 0 2107.162182 3 697.7271729 -0.144295159 -0.000100582 99.68195386MDWGTLQTILGGVNK 4 42558283 2xTMT6plex [N-Term; K15] 100 1.644 3.135991335 22.37 0 2091.167267 3 697.7271729 -0.144295159 -0.000100582 99.68195386SEFKDIEEIK 4 42558283 3xTMT6plex [N-Term; K4; K10] 1.603 1.961 1.78 2.388803244 0.38 1 1925.119855 3 642.3772583 -1.368033086 -0.000877876 56.768383044809279 ANXA7 annexin A7 isoform 2 310 NP_004025.1 31.96721311 1 15 15 139 488 52.706 5.68 1.15 1.13 1.16 1.15 Significant 0.0000591 GFGTDEQAIVDVVANR 22 4809279 1xTMT6plex [N-Term] 1.243 1.224 1.222 6.196945667 73.64 0 1920.002421 2 960.5067139 1.942926912 0.001865212 72.09258207EFSGYVESGLK 12 4809279 2xTMT6plex [N-Term; K11] 1.345 1.144 0.913 4.74904108 51.25 0 1673.915058 2 837.4605103 -0.78535179 -0.000657306 56.31497526GAGTDDSTLVR 12 4809279 1xTMT6plex [N-Term] 0.459 0.629 1.487 4.82973814 64.16 0 1320.695674 2 660.8515015 0.039410811 2.60E-05 21.72391775TLGTMIAGDTSGDYR 14 4809279 1xTMT6plex [N-Term] 1.625 1.025 1.078 5.48162508 57.33 0 1786.884279 2 893.9463501 0.640285063 0.000572058 49.16530407DENQSINHQMAQEDAQR 12 4809279 1xTMT6plex [N-Term] 0.965 0.834 1.028 6.534746647 54.55 0 2243.030837 3 748.3474731 -1.324402838 -0.000990225 18.96921603LGTDESCFNMILATR 10 4809279 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.828 1.069 1.255 4.835374832 48.26 0 1956.972049 2 978.9891357 -0.538600245 -0.000527013 73.77280663SDTSGHFER 6 4809279 1xTMT6plex [N-Term] 1.15 1.23 1.254 5.38477087 56.11 0 1264.611945 3 422.2085876 -0.581214301 -0.000245004 15.69671916LLVSMCQGNRDENQSINHQMAQEDAQR 2 4809279 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.248 5.451280594 28.11 1 3401.594619 4 851.1538696 -0.285393906 -0.000242699 44.12706787SEIDLVQIK 10 4809279 2xTMT6plex [N-Term; K9] 1.267 1.173 1.379 3.666360855 54.47 0 1502.919416 2 751.9637451 0.530929581 0.000398972 63.42689273AMQGAGTQER 2 4809279 1xTMT6plex [N-Term] 1.585 2.992198229 54.93 0 1277.64695 2 639.3260498 -1.66479529 -0.00106351 16.65302804LLVSMCQGNR 6 4809279 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.898 0.962 1.05 3.39731288 27.94 0 1406.744556 2 703.8754272 -0.695220613 -0.000488999 48.27442796VLIEILCTR 4 4809279 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.508 1.361 2.956624031 39.8 0 1345.807474 2 673.4064941 -1.309294817 -0.000881029 86.16611833LYQAGEGR 9 4809279 1xTMT6plex [N-Term] 1.251 1.275 1.034 3.466990232 39.86 0 1122.610488 2 561.809082 0.355601969 0.000199601 23.21974398LLLAIVGQ 12 4809279 1xTMT6plex [N-Term] 1.213 1.21 1.287 3.047759295 54.34 0 1055.702598 2 528.3543091 -1.18994302 -0.000628113 96.25023491DLLSSVSR 6 4809279 1xTMT6plex [N-Term] 0.907 1.126 0.827 3.179058552 36.72 0 1105.641454 2 553.3244019 0.066116314 3.66E-05 42.0833543730089972 ACOX1 peroxisomal acyl-coenzyme A oxidase 1 isoform a 51 NP_004026.2 28.93939394 1 12 12 55 660 74.62 7.62 0.91 1.02 0.9 0.94 Significant 0.00166
GRPEPLDLHLGMFLPTLLHQATAEQQER 8 30089972 1xTMT6plex [N-Term] 1.055 1.153 0.833 7.795965672 35.37 0 3426.815358 5 686.1680298 -1.259441717 -0.000863175 94.45777652INEGIGQGDLSELPELHALTAGLK 4 30089972 2xTMT6plex [N-Term; K24] 0.813 0.977 6.375427246 75.16 0 2933.634807 3 978.5477295 -2.103869037 -0.002057328 93.22852656YDGNVYENLFEWAK 6 30089972 2xTMT6plex [N-Term; K14] 0.928 1.028 3.718183279 40.62 0 2206.122091 3 736.0458984 0.476457085 0.000350374 93.00961835EIENMILNDPDFQHEDLNFLTR 4 30089972 1xTMT6plex [N-Term] 0.485 0.866 5.14754343 41.31 0 2932.434838 3 978.1489258 -0.891278543 -0.000871205 90.07619082DSASFNPELLTHILDGSPEK 2 30089972 2xTMT6plex [N-Term; K20] 1.01 3.611984491 12.3 0 2628.392117 3 876.8008423 -1.576581555 -0.001381292 90.98764945EFGIADPDEIMWFK 10 30089972 2xTMT6plex [N-Term; K14] 1.253 1.071 1.129 3.196416378 38.14 0 2156.113834 2 1078.556519 -3.744705171 -0.004037005 99.06080257EVAWNLTSVDLVR 2 30089972 1xTMT6plex [N-Term] 1.716 3.964544058 17.58 0 1730.96385 2 865.9871216 1.800190144 0.001558032 74.72086019LVCGMVSYLNDLPSQR 1 30089972 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.973 3.631730318 0 2081.072097 3 694.3618164 -0.577241534 -0.000400427 82.43156994YAQVKPDGTYVKPLSNK 2 30089972 4xTMT6plex [N-Term; K5; K12; K17] 1.104 1.073 3.01555109 0 2824.674266 4 706.918396 -7.969866081 -0.005628069 51.63165285ELLTLIR 8 30089972 1xTMT6plex [N-Term] 0.436 0.741 0.67 2.586103916 22.42 0 1086.708411 2 543.8580322 0.346397544 0.000188217 70.21200315LVEIAAK 6 30089972 2xTMT6plex [N-Term; K7] 0.962 1.038 0.945 2.188672066 29.01 0 1201.79203 2 601.3996582 0.007727003 4.64E-06 54.5698238SFLVGEAAR 2 30089972 1xTMT6plex [N-Term] 1.01 2.10287118 14.72 0 1178.673088 2 589.8397827 -0.678449623 -0.000399835 54.5082881421264318 AMPD2 AMP deaminase 2 isoform 1 271 NP_004028.3 13.08304892 1 10 11 44 879 100.624 6.93 1.11 1.07 1.13 1.1 Significant 0.000255 SAPYEFPEESPIEQLEER 4 21264318 1xTMT6plex [N-Term] 0.817 0.927 5.090024948 46.36 0 2379.155352 3 793.723999 0.879295381 0.000697327 69.57672129EPLMEEYSIATQVWK 4 21264318 2xTMT6plex [N-Term; K15] 1.055 0.993 3.873263597 25.31 0 2282.214277 3 761.4099731 0.477371299 0.000363155 88.00616784EVMSDLEESK 2 21264318 2xTMT6plex [N-Term; K10] 0.913 4.37916708 48.69 0 1624.850409 2 812.927063 -2.190942266 -0.001779977 47.35743542HLEEIVHVEQGR 6 21264318 1xTMT6plex [N-Term] 1.442 1.235 1.318 4.370389938 19.03 0 1674.912484 4 419.4833984 -0.429735886 -0.000179942 35.25949981SHWLGPNYTK 4 21264318 2xTMT6plex [N-Term; K10] 1.042 1.085 3.974555254 23.56 0 1660.921147 3 554.31073 -2.11347697 -0.001170106 38.60972244

SLPGPAPCLK 6 21264318 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.039 1.162 1.105 3.716151237 59.16 0 1497.886342 2 749.4451904 -2.161412742 -0.001618775 53.07175257EIAEELFTR 4 21264318 1xTMT6plex [N-Term] 0.831 0.763 2.997266054 31.71 0 1336.730997 2 668.8696899 0.827453553 0.000553041 60.52143212LEPDILLR 6 21264318 1xTMT6plex [N-Term] 0.715 1.219 0.991 2.676900387 20.15 0 1197.74044 2 599.3734131 -0.743231251 -0.000445099 65.33433936YFAHIIK 2 21264318 2xTMT6plex [N-Term; K7] 1.142 2.615875006 18.97 0 1349.834564 3 450.6161499 -0.494551693 -0.000222521 53.36269896EGPEGNDIR 2 21264318 1xTMT6plex [N-Term] 0.764 2.973933697 23.73 0 1215.616696 2 608.3128052 1.347465503 0.000819001 17.32613421WLVQVPR 4 21264318 1xTMT6plex [N-Term] 1.072 0.767 2.406897068 23.97 0 1126.69343 2 563.8513184 1.712993702 0.000965009 69.6777096620127454 ATIC bifunctional purine biosynthesis protein PURH 471 NP_004035.2 73.98648649 1 34 34 385 592 64.575 6.71 1 0.99 0.99 0.99 Significant 0.0000113
EALGIPAAASFK 16 20127454 2xTMT6plex [N-Term; K12] 1.054 1.194 3.681866169 55.01 0 1632.972514 2 816.989563 -0.40692261 -0.000332247 68.15468689NLTALGLNLVASGGTAK 20 20127454 2xTMT6plex [N-Term; K17] 1.048 0.952 1.004 6.261861324 68.21 0 2058.23231 2 1029.617676 -2.057667387 -0.002117579 86.4051436DVSELTGFPEMLGGR 34 20127454 1xTMT6plex [N-Term] 0.78 0.739 0.994 5.169998169 65.36 0 1836.936315 2 918.9729614 1.269064988 0.001165596 75.02328655SGVAYIAAPSGSAADK 12 20127454 2xTMT6plex [N-Term; K16] 0.997 1.09 0.971 4.376718521 70.21 0 1923.058762 2 962.0327148 -0.316892293 -0.000304701 46.8293474AEISNAIDQYVTGTIGEDEDLIK 10 20127454 2xTMT6plex [N-Term; K23] 0.821 1.036 5.976620197 67.28 0 2952.545383 3 984.8512573 -2.087784113 -0.002054759 98.98984813ALFEEVPELLTEAEK 18 20127454 2xTMT6plex [N-Term; K15] 0.85 0.895 0.874 4.873894215 51.79 0 2176.215323 3 726.0761719 -0.62502317 -0.000453395 104.4239863TVASPGVTVEEAVEQIDIGGVTLLR 18 20127454 1xTMT6plex [N-Term] 1.215 1.025 0.985 7.877040863 60.2 0 2782.539955 3 928.1851196 0.305809344 0.000283642 109.2211132YGMNPHQTPAQLYTLQPK 6 20127454 2xTMT6plex [N-Term; K18] 0.861 0.861 0.9 5.488148212 38.77 0 2545.363735 3 849.1245117 -1.867286661 -0.001584308 57.11742914
YTQSNSVCYAK 6 20127454 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 0.972 1.084 1.05 5.003417492 45.49 0 1778.914741 2 889.9598999 -1.246836209 -0.001109008 34.10800038

RAEISNAIDQYVTGTIGEDEDLIK 6 20127454 2xTMT6plex [N-Term; K24] 1.271 1.479 1.223 6.93661356 33.73 1 3108.646494 3 1036.886719 -0.28660705 -0.000296987 91.08834745TLHPAVHAGILAR 10 20127454 1xTMT6plex [N-Term] 0.949 0.901 0.982 5.464850903 33.27 0 1584.953561 3 528.9883423 -1.947750778 -0.001029032 34.36440912EVSDGIIAPGYEEEALTILSK 48 20127454 2xTMT6plex [N-Term; K21] 0.939 0.99 0.991 5.054498672 46.43 0 2692.469699 3 898.1602173 -1.337223788 -0.001200145 98.95497581VVIEACDELGIILAHTNLR 7 20127454 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.566 0.668 6.622632027 51.34 0 2365.311082 3 789.1085205 -0.031081139 -2.45E-05 105.070972
MSSFGDFVALSDVCDVPTAK 26 20127454 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C14] 1.091 1.019 1.064 5.2357831 61.91 0 2604.308982 3 868.7733765 -1.307727114 -0.001135242 90.06245239

ALFEEVPELLTEAEKK 16 20127454 3xTMT6plex [N-Term; K15; K16] 2.625 2.533 2.131 5.412261009 36.05 1 2533.473218 4 634.123291 -0.74338165 -0.000470834 102.1951119
VTVVCEPEDYVVVSTEMQSSESK 2 20127454 2xTMT6plex [N-Term; K23]; 1xOxidation [M17]; 1xCarbamidomethyl [C5] 1.027 4.574482918 68.61 0 3076.510654 3 1020.844116 0.671766783 0.000685318 72.85945598
VTVVCEPEDYVVVSTEMQSSESK 6 20127454 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C5] 0.971 1.077 1.259 5.27499485 74.35 0 3060.515739 3 1020.844116 0.671766783 0.000685318 72.85945598

HVSPAGAAVGIPLSEDEAK 10 20127454 2xTMT6plex [N-Term; K19] 0.929 0.954 0.934 6.439013004 59.6 0 2306.275631 3 769.4297485 -0.407143239 -0.000312995 52.07233368TLFGLHLSQK 14 20127454 2xTMT6plex [N-Term; K10] 1.207 0.981 0.96 3.203246117 37.61 0 1601.977934 3 534.6593628 -8.987945958 -0.004799497 61.88411613APGQLALFSVSDK 3 20127454 2xTMT6plex [N-Term; K13] 0.978 1.024 38.16 0 1791.041656 3 597.6841431 -2.110504113 -0.00126 71.38054606DLIVATIAVK 8 20127454 2xTMT6plex [N-Term; K10] 1.123 1.188 1.014 4.610028744 69.14 0 1500.976537 2 750.9876099 -5.725301647 -0.004296772 82.30534957
MSSFGDFVALSDVCDVPTAK 4 20127454 2xTMT6plex [N-Term; K20]; 1xOxidation [M1]; 1xCarbamidomethyl [C14] 0.886 4.287701607 17.88 0 2620.303897 3 868.7733765 -1.307727114 -0.001135242 90.06245239

DVSELTGFPEMLGGR 5 20127454 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.007 0.785 2.949104548 15.9 0 1852.93123 2 918.9729614 1.269064988 0.001165596 75.02328655SLFSNVVTK 12 20127454 2xTMT6plex [N-Term; K9] 0.92 0.96 0.999 4.156373978 49.83 0 1452.882636 2 726.9451904 0.322083397 0.000233975 61.07566155HHPQVLSMK 6 20127454 2xTMT6plex [N-Term; K9] 0.923 0.982 0.966 3.712743282 28.2 0 1534.892824 3 512.3047485 4.474908842 0.002289502 26.76581838
VVACNLYPFVK 6 20127454 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.269 1.498 1.235 3.859658718 30.39 0 1768.02317 2 884.5153809 0.178486773 0.000157784 76.53660544
NIPEDNADMAR 4 20127454 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.96 0.993 2.599918604 40.36 0 1490.710673 2 745.8585815 -0.52744914 -0.000393137 20.25523368TLTPISAAYAR 8 20127454 1xTMT6plex [N-Term] 1.034 0.945 1.042 3.96809411 29.1 0 1392.804831 2 696.9046631 -1.996882882 -0.001390634 55.72974397LTEVSISSDAFFPFR 3 20127454 1xTMT6plex [N-Term] 1.131 3.890568733 16.61 0 1945.026845 3 649.0131226 -1.043766683 -0.000676718 93.11318779DLPESALR 6 20127454 1xTMT6plex [N-Term] 0.916 1.148 0.985 2.718693733 33.62 0 1129.641454 2 565.324646 0.496956079 0.000280691 36.10433762VCMVYDLYK 6 20127454 2xTMT6plex [N-Term; K9]; 1xOxidation [M3]; 1xCarbamidomethyl [C2] 0.892 0.955 0.964 2.141849518 25.42 0 1664.879208 2 832.9429932 -0.299200009 -0.000249066 56.49243408TGLVEFAR 6 20127454 1xTMT6plex [N-Term] 0.967 0.889 1.016 2.759620667 27.21 0 1121.651625 2 561.3295288 0.139265334 7.81E-05 45.05410868DTSLETR 6 20127454 1xTMT6plex [N-Term] 0.944 1.059 0.714 2.489740849 25.35 0 1050.562869 2 525.7841187 -1.816774006 -0.000954318 17.91577953LDFNLIR 7 20127454 1xTMT6plex [N-Term] 0.858 0.82 1.15 2.48891902 35.1 0 1119.67236 2 560.3394165 -0.71794412 -0.000401931 69.8391808ANYWWLR 5 20127454 1xTMT6plex [N-Term] 0.951 0.982 0.889 2.362897635 18.09 0 1237.667944 2 619.3324585 -8.324702814 -0.005151609 62.09594857DAGLAVR 4 20127454 1xTMT6plex [N-Term] 1.227 1.053 2.044609547 21.29 0 930.5569962 2 465.7816467 -1.052448128 -0.000489681 23.28796837AFTHTAQYDEAISDYFR 1 20127454 1xTMT6plex [N-Term] 0.769 1.02134347 0 2264.082127 3 755.3649292 -0.836145615 -0.000631034 3.1547499224757804 ATOX1 copper transport protein ATOX1 475 NP_004036.1 51.47058824 1 5 5 38 68 7.397 7.24 0.95 0.9 0.9 0.91 Significant 0.00033

VCIESEHSMDTLLATLKK 4 4757804 3xTMT6plex [N-Term; K17; K18]; 1xCarbamidomethyl [C2] 1.285 1.465 4.807323933 27.5 1 2762.539934 4 691.3904419 0.001382107 9.55E-07 82.25756171
VCIESEHSMDTLLATLK 10 4757804 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C2] 0.941 0.806 0.852 6.423324585 46.36 0 2405.282039 3 802.4315796 -0.770554321 -0.0006178 87.77367157

YDIDLPNKK 5 4757804 3xTMT6plex [N-Term; K8; K9] 0.921 0.912 1.003 3.49794507 4.76 1 1793.077597 3 598.3634644 -0.97978113 -0.000585608 52.21622075TVSYLGLE 17 4757804 1xTMT6plex [N-Term] 0.968 0.865 0.878 3.089650869 58 0 1110.624407 2 555.8150635 -1.401578126 -0.000778313 59.6451176YDIDLPNK 2 4757804 2xTMT6plex [N-Term; K8] 0.826 2.300445795 16.83 0 1435.819702 3 479.2770081 -2.250115439 -0.00107692 54.1847969
4757810 ATP5A1 ATP synthase subunit alpha, mitochondrial isoform a precursor 498 NP_004037.1 67.26943942 1 1 33 969 553 59.714 9.13 0.91 0.9 0.91 0.9 Significant 0.0000135

TGTAEMSSILEER 13 4757810 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.741 0.729 0.87 3.780564785 53.79 0 1668.831182 2 826.9212036 -0.68734784 -0.000568037 51.87492397TGTAEMSSILEER 30 4757810 1xTMT6plex [N-Term] 0.814 0.813 0.811 5.240813732 68.63 0 1652.836267 2 826.9212036 -0.68734784 -0.000568037 51.87492397GMSLNLEPDNVGVVVFGNDK 22 4757810 2xTMT6plex [N-Term; K20] 0.868 0.881 0.751 5.727870464 64.45 0 2562.363794 2 1281.684326 -0.94389261 -0.001209298 86.75045183FENAFLSHVVSQHQALLGTIR 40 4757810 1xTMT6plex [N-Term] 0.928 0.836 1.004 8.481318474 77.94 0 2596.419721 4 649.8591919 -1.842133549 -0.001195738 80.47076656TSIAIDTIINQK 22 4757810 2xTMT6plex [N-Term; K12] 0.862 0.892 0.889 5.660612106 68.73 0 1775.067871 2 888.0375366 -0.041715482 -3.70E-05 70.18279159YTIVVSATASDAAPLQYLAPYSGCSMGEYFR 6 4757810 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C24] 4.66182518 30.8 0 3617.749372 3 1206.588623 0.537339773 0.000647987 99.05257315
KLYCIYVAIGQK 6 4757810 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C4] 1.679 1.685 1.672 5.242189884 20.82 1 2143.291629 3 715.1019897 -0.099455303 -7.11E-05 76.39824612

NVQAEEMVEFSSGLK 112 4757810 2xTMT6plex [N-Term; K15] 0.9 0.898 0.866 5.406357288 73.5 0 2126.120376 2 1063.563354 -0.443999143 -0.000471998 70.6488824VVDALGNAIDGK 52 4757810 2xTMT6plex [N-Term; K12] 0.962 0.942 0.96 4.838664055 63.86 0 1629.957592 2 815.4828491 0.508971639 0.000414801 56.28290363TGAIVDVPVGEELLGR 26 4757810 1xTMT6plex [N-Term] 0.797 0.757 0.789 5.014219284 70.98 0 1854.053394 2 927.52948 -0.922481018 -0.000855165 77.44422333DDNLVSQLVHSLNQVSTDHIELK 2 47578105 2xTMT6plex [N-Term; K23] 0.01 3.950587988 20.8 0 3062.652248 4 766.4186401 0.157565024 0.000120642 101.291799EVAAFAQFGSDLDAATQQLLSR 89 4757810 1xTMT6plex [N-Term] 0.97 0.926 0.912 7.323462486 109.22 0 2567.330296 3 856.4486084 0.379968761 0.000325168 109.3046716ILNITDVVAACR 2 47578105 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.116 3.555033207 23.28 0 1573.893328 2 787.4493408 -1.222102756 -0.00096173 73.49513104HALIIYDDLSK 32 4757810 2xTMT6plex [N-Term; K11] 0.85 0.919 0.89 4.87237215 63.67 0 1746.020192 2 873.5126953 -1.190281195 -0.001039128 66.07678142
ACTQLVDNLVEHILK 4 47578105 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 1.939 1.869 5.269503117 47.9 0 2211.257145 3 737.7562866 -1.283571531 -0.000946102 105.5634457ILGADTSVDLEETGR 78 4757810 1xTMT6plex [N-Term] 0.885 0.877 0.891 5.507688046 93.93 0 1804.948988 2 902.9763184 -2.010051959 -0.001814021 63.67461788ITKFENAFLSHVVSQHQALLGTIR 8 4757810 2xTMT6plex [N-Term; K3] 0.01 0.242 0.01 8.215247154 62.59 1 3167.809358 5 634.3666992 -1.568391809 -0.000993673 95.42538276ELPPELLAEIESTMPLCER 7 47578105 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.48 1.426 0.682 5.945630074 50.19 0 2456.261414 3 819.4234009 -2.346872873 -0.001921511 108.8793287LSSDDGDSSTMR 2 47578105 1xTMT6plex [N-Term] 0.977 3.799972057 44.07 0 1499.684517 2 750.3452759 -0.828155638 -0.000620986 20.89635574GIRPAINVGLSVSR 44 4757810 1xTMT6plex [N-Term] 1.089 1.131 1.035 6.721364498 55.22 0 1668.011804 3 556.6749878 -0.835510331 -0.000464547 52.6744003EAYPGDVFYLHSR 30 4757810 1xTMT6plex [N-Term] 0.885 0.892 0.945 5.330590248 55.57 0 1782.90125 3 594.9718018 -0.223353123 -0.000132739 60.41992499YTIVVSATASDAAPLQYLAPYSGCSMGEYFR 2 4757810 1xTMT6plex [N-Term]; 1xOxidation [M26]; 1xCarbamidomethyl [C24] 100 3.301193714 15.21 0 3633.744287 3 1206.588623 0.537339773 0.000647987 99.05257315AVDSLVPIGR 18 4757810 1xTMT6plex [N-Term] 0.839 0.847 0.835 3.839449167 39.74 0 1255.757152 2 628.3817749 -0.700155528 -0.000439613 52.33830522QGQYSPMAIEEQVAVIYAGVR 4 4757810 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.831 0.906 5.533357143 30.5 0 2554.317289 3 852.1103516 -0.308470879 -0.000262644 88.77077609GMSLNLEPDNVGVVVFGNDK 14 4757810 2xTMT6plex [N-Term; K20]; 1xOxidation [M2] 0.837 0.887 0.914 3.629010439 25.25 0 2578.358709 2 1281.684326 -0.94389261 -0.001209298 86.75045183HQLNELGSESAK 8 47578105 2xTMT6plex [N-Term; K12] 1.178 1.188 1.617 4.114541531 24.1 0 1770.975033 3 590.9955444 -1.66736355 -0.000984286 39.11042618VLSIGDGIAR 20 4757810 1xTMT6plex [N-Term] 0.835 0.891 0.878 4.021640301 64.7 0 1229.741502 2 615.373291 -1.786504518 -0.001098469 54.57571251LYCIYVAIGQK 8 4757810 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.426 1.19 1.008 3.783689976 28.14 0 1786.033734 3 596.0165405 0.746985908 0.000444714 83.46441526EIVTNFLAGFEA 64 4757810 1xTMT6plex [N-Term] 0.635 0.617 0.653 3.555374622 68.43 0 1539.825626 2 770.4158325 -0.803565622 -0.000618675 103.695332VETQTEELK 4 47578105 2xTMT6plex [N-Term; K9] 1.104 1.202 3.554623842 27.36 0 1534.872859 2 767.9404907 0.550843874 0.000422738 35.62402189

DICIEQPTFPK 4 47578105 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 0.993 1.128 2.345472813 12.74 0 1805.987178 3 602.6677856 0.900235402 0.000541938 65.15066829
STVAQLVK 12 4757810 2xTMT6plex [N-Term; K8] 0.95 0.96 1.026 3.723676443 46.15 0 1303.834958 2 652.4192505 -2.863493892 -0.001866762 47.58787165LKEIVTNFLAGFEA 25 4757810 2xTMT6plex [N-Term; K2] 1.312 1.335 1.364 4.496935844 45.5 1 2010.167585 2 1005.588806 1.368554895 0.001375512 112.8027273YEESLADSDNK 3 47578105 2xTMT6plex [N-Term; K11] 0.934 2.120402575 25.07 0 1728.86923 2 864.9379272 -0.377436188 -0.000326269 34.15024513LTDADAMK 18 4757810 2xTMT6plex [N-Term; K8] 0.793 0.889 0.862 3.522918701 45.94 0 1322.739009 2 661.8730469 -0.144729987 -9.57E-05 39.96755178EPMQTGIK 24 4757810 2xTMT6plex [N-Term; K8] 0.894 0.874 0.802 3.742975473 35.51 0 1361.786293 2 681.3961792 -0.889523979 -0.000605671 35.98099598DTTLETEK 6 47578105 2xTMT6plex [N-Term; K8] 1.242 1.669 1.527 3.400679588 34.31 0 1394.777896 2 697.8919067 -0.974731132 -0.000679767 29.87082129ISEQSDAK 20 4757810 2xTMT6plex [N-Term; K8] 0.839 0.892 1.041 3.37309885 37.04 0 1335.752016 2 668.3794556 -0.285627259 -0.000190764 22.32662039VGSAAQTR 12 4757810 1xTMT6plex [N-Term] 1.029 0.946 0.894 2.774677992 44.37 0 1018.584274 2 509.7960815 0.601762616 0.000306473 17.00482156FNDGSDEK 15 4757810 2xTMT6plex [N-Term; K8] 0.988 1.094 1.099 3.002040863 23.65 0 1369.69998 2 685.3533936 -0.343119392 -0.000234985 24.18734454VASLDYLGTVAAR 2 47578105 1xTMT6plex [N-Term] 1.329 2.964746475 3.58 0 1564.889623 2 782.9458618 -3.307560553 -0.002587984 64.34339073QMSLLLR 6 4757810 1xTMT6plex [N-Term] 0.869 0.827 0.841 2.491629124 35.26 0 1089.665166 2 545.3356934 -0.969390674 -0.000528156 54.59175987QVAGTMK 8 4757810 2xTMT6plex [N-Term; K7] 0.938 0.979 0.994 2.657109976 29.28 0 1192.7124 2 596.8601685 0.553615492 0.000330152 26.53064311LTDADAMK 14 4757810 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.962 0.942 0.924 2.203086376 30.79 0 1338.733924 2 661.8730469 -0.144729987 -9.57E-05 39.96755178LELAQYR 19 4757810 1xTMT6plex [N-Term] 0.926 0.952 0.869 2.307897091 26.32 0 1121.651625 2 561.3292847 -0.296058112 -0.000166037 43.98562435ADGKISEQSDAK 3 4757810 3xTMT6plex [N-Term; K4; K12] 2.705 1.198 2.747 2.045027494 1 1936.095431 3 646.0366821 0.031892394 2.06E-05 26.38219378ELIIGDR 26 4757810 1xTMT6plex [N-Term] 0.963 0.885 0.897 3.057019234 30.98 0 1044.625076 2 522.8161621 -0.0269008 -1.41E-05 38.20185728EPMQTGIK 20 4757810 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 0.87 1.016 0.925 2.057180405 29.1 0 1377.781208 2 681.3961792 -0.889523979 -0.000605671 35.98099598YSPSESAK 6 47578105 2xTMT6plex [N-Term; K8] 1.282 0.827 1.025 2.917381525 30.97 0 1326.730552 2 663.8687744 -0.211152049 -0.000140071 24.97844086APGIIPR 7 4757810 1xTMT6plex [N-Term] 0.847 0.941 0.872 2.42779088 27.58 0 952.6141172 2 476.81073 0.069451981 3.31E-05 37.50349331FVPPQTSSGNR 1 47578105 1xTMT6plex [N-Term] 1.356 2.717891216 0 1418.758943 2 709.8845825 2.075884051 0.00147259 30.973060844757826 B2M beta-2-microglobulin precursor 567 NP_004039.1 37.81512605 1 4 4 35 119 13.706 6.52 0.53 0.51 0.85 0.63 Significant 0.0292

SNFLNCYVSGFHPSDIEVDLLK 17 4757826 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C6] 0.415 0.451 0.431 6.969335556 54.81 0 3012.554114 3 1004.855103 -1.115346873 -0.001120014 95.57033006
VEHSDLSFSK 10 4757826 2xTMT6plex [N-Term; K10] 0.652 0.58 0.536 4.071214199 57.27 0 1606.884093 2 803.9454956 -0.235336863 -0.00018908 39.86228244IEKVEHSDLSFSK 4 4757826 3xTMT6plex [N-Term; K3; K13] 1.557 4.793207645 8.63 1 2206.268645 4 552.3237305 2.015776733 0.001111836 50.54588315VNHVTLSQPK 4 4757826 2xTMT6plex [N-Term; K10] 0.503 0.577 4.067821503 20.16 0 1580.952447 3 527.656189 0.990867584 0.000522172 34.7071964251173724 BYSL bystin 705 NP_004044.3 23.56979405 1 8 8 52 437 49.57 8.12 1.52 1.64 1.9 1.69 Significant 0.00439 QTEVETVMSEVSGFPMPQLDPR 6 51173724 1xTMT6plex [N-Term] 0.557 3.509 5.128514767 43.01 0 2706.331618 3 902.7825317 0.526045971 0.000474552 95.48471248

GILIPLCESGTCTLR 14 51173724 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C12] 1.905 2.605 1.885 3.43035984 36.96 0 1919.02917 3 640.3474121 -0.774924059 -0.000495701 71.90212197
ELPVLWHQCLLTLVQR 4 51173724 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 2.447 1.775 4.629612923 16.09 0 2234.268095 3 745.4268799 -0.898961752 -0.000669507 94.65663944GTGEAEEEYVGPR 8 51173724 1xTMT6plex [N-Term] 100 100 100 4.630194187 66.39 0 1622.785946 2 811.8963013 -0.381911699 -0.00030988 26.47542232EAIIVGSIITK 4 51173724 2xTMT6plex [N-Term; K11] 1.744 1.018 4.090760708 34.88 0 1602.024215 2 801.5149536 -0.98903214 -0.000792227 74.61017633FYNLVLLPR 6 51173724 1xTMT6plex [N-Term] 1.02 1.255 2.767 3.794794559 46.64 0 1363.829923 2 682.4190063 0.595840653 0.000406313 83.25797213TLADIIMEK 4 51173724 2xTMT6plex [N-Term; K9] 0.981 1.296 3.207228899 51.59 0 1491.885673 2 746.4470825 0.814860739 0.00060784 82.26606585EALLELLR 6 51173724 1xTMT6plex [N-Term] 1.439 2.115 1.531 3.079803228 35.01 0 1185.74044 2 593.3739014 0.072835818 4.32E-05 79.669880714758044 COX8A cytochrome c oxidase subunit 8A, mitochondrial 1351 NP_004065.1 13.04347826 1 1 1 8 69 7.574 10.24 0.92 0.81 0.84 0.86 Significant 0.00147

IHSLPPEGK 8 4758044 2xTMT6plex [N-Term; K9] 0.923 0.812 0.84 3.396347523 20.2 0 1435.867321 3 479.2937012 -0.53649412 -0.000256778 33.8719664238327625 CS citrate synthase, mitochondrial precursor 1431 NP_004068.2 46.56652361 1 17 17 232 466 51.68 8.32 1.03 1.03 1 1.02 Significant 0.0000961 TKYWELIYEDSMDLIAK 10 38327625 3xTMT6plex [N-Term; K2; K17] 1.959 2.028 1.752 5.970607281 35.51 1 2805.535166 3 935.8511353 1.314092143 0.001228911 109.7059088IVPNVLLEQGK 44 38327625 2xTMT6plex [N-Term; K11] 1.032 1.104 1.078 4.240660191 57.89 0 1668.046013 2 834.5263062 -0.406125075 -0.000338718 75.71945684EGSGIGAIDSNLDWSHNFTNMLGYTDHQFTELTR 10 38327625 1xTMT6plex [N-Term] 0.962 0.875 0.942 11.3107233 66.18 0 4055.903123 4 1014.729431 -1.782126053 -0.001807033 93.55638846GLVYETSVLDPDEGIR 15 38327625 1xTMT6plex [N-Term] 1.046 1.034 1.263 5.20861721 71.13 0 1992.048702 2 996.5273438 -0.648202024 -0.000645625 65.01188305VVPGYGHAVLR 20 38327625 1xTMT6plex [N-Term] 1.005 1.019 1.139 4.53441143 67.51 0 1396.826235 3 466.2800903 -0.37032087 -0.000172425 49.25880775AALPSHVVTMLDNFPTNLHPMSQLSAAVTALNSESNFAR 3 38327625 1xTMT6plex [N-Term]; 1xOxidation [M] 100 3.925848961 22.9 0 4397.221955 4 1100.057495 -3.139314184 -0.003451065 98.77114742
AALPSHVVTMLDNFPTNLHPMSQLSAAVTALNSESNFAR 2 38327625 1xTMT6plex [N-Term] 100 4.177217484 11.48 0 4381.22704 4 1100.057495 -3.139314184 -0.003451065 98.77114742

YWELIYEDSMDLIAK 2 38327625 2xTMT6plex [N-Term; K15]; 1xOxidation [M10] 0.71 2.72160387 25.8 0 2363.224507 3 788.4130249 0.005944011 4.68E-06 104.4592885ALGFPLERPK 15 38327625 2xTMT6plex [N-Term; K10] 1.465 1.806 1.155 4.717256069 28.11 0 1585.983019 3 529.3320313 -0.932242012 -0.00049284 68.97338792DYIWNTLNSGR 12 38327625 1xTMT6plex [N-Term] 0.827 0.848 0.82 4.208527088 43.93 0 1567.806622 2 784.4072266 0.353905254 0.000277428 59.57087104HLPNDPMFK 6 38327625 2xTMT6plex [N-Term; K9] 1.091 0.954 0.933 3.659005404 29.44 0 1556.86594 3 519.6269531 0.234917465 0.000121912 47.85678356EVGKDVSDEK 11 38327625 3xTMT6plex [N-Term; K4; K10] 1.147 1.145 1.391 3.240243435 25.27 1 1793.025955 2 897.0162354 -0.424331211 -0.000380418 28.37386188SMSTEGLMK 10 38327625 2xTMT6plex [N-Term; K9] 1.068 0.971 1.036 4.027703285 55.81 0 1441.779493 2 721.3925171 -1.203776528 -0.00086779 44.08292329DILADLIPK 24 38327625 2xTMT6plex [N-Term; K9] 0.962 0.91 0.913 3.150203705 38.79 0 1455.918687 2 728.4630737 0.125969217 9.17E-05 91.38394994
GFSIPECQK 13 38327625 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.001 1.046 0.912 3.77183485 40.68 0 1523.829221 2 762.4158325 -3.171215561 -0.002416195 59.00266981AYAQGISR 6 38327625 1xTMT6plex [N-Term] 1.01 1.093 0.812 3.001749516 38.17 0 1094.615574 2 547.8115845 0.291139026 0.000159343 21.0809774HLPNDPMFK 3 38327625 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.067 0.887 2.517058849 4.55 0 1572.860855 3 519.6269531 0.234917465 0.000121912 47.85678356LVAQLYK 14 38327625 2xTMT6plex [N-Term; K7] 1.053 1.024 1.003 3.308310509 34.13 0 1292.83423 2 646.9199219 -1.285949863 -0.00083126 58.55016083SMSTEGLMK 6 38327625 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 1.054 1.062 2.264848948 24.38 0 1457.774408 2 721.3925171 -1.203776528 -0.00086779 44.08292329
LPCVAAK 6 38327625 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.177 1.05 1.07 2.620999813 33.72 0 1216.748786 2 608.8780518 0.033758509 2.05E-05 48.322763

4758152 TIMM8A mitochondrial import inner membrane translocase subunit Tim8 A isoform 1 1678 NP_004076.1 49.48453608 1 4 4 25 97 10.991 5.16 0.84 0.75 0.85 0.81 Significant 0.00152
FIDTSQFILNR 12 4758152 1xTMT6plex [N-Term] 1.022 0.751 0.724 4.610416412 44.09 0 1582.879058 2 791.9429932 -0.22023911 -0.000174306 70.45046596FQQLVHQMTELCWEK 6 4758152 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 0.964 1.135 1 5.659227848 42.63 0 2435.261578 3 812.4237671 -1.983491429 -0.001610107 94.09240759

AEACFVNCVER 2 4758152 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C8] 1.355 3.448925734 24.69 0 1583.750764 2 792.3789063 -0.143829449 -0.000113895 40.97263498
SKPVFSESLSD 5 4758152 2xTMT6plex [N-Term; K2] 0.762 0.648 2.452562094 38.28 0 1653.909973 2 827.4580078 -0.746168183 -0.000617047 50.65114882148539578 DLG1 disks large homolog 1 isoform 2 1739 NP_004078.2 25.2699784 1 15 15 85 926 103.258 5.92 1 0.91 0.89 0.93 Significant 0.00131 IITGGAAAQDGR 6 148539578 1xTMT6plex [N-Term] 0.912 0.928 0.962 3.86789608 61.55 0 1358.758943 2 679.8828125 -0.437796567 -0.00029743 27.92492925GNSGLGFSIAGGTDNPHIGDDSSIFITK 4 148539578 2xTMT6plex [N-Term; K28] 100 1.319 4.944297791 57.31 0 3235.663541 3 1079.226318 0.26604686 0.000286946 77.22985076



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

FGDILHVINASDDEWWQAR 4 148539578 1xTMT6plex [N-Term] 0.821 1.065 4.358293533 12.74 0 2501.241088 3 834.4187012 0.184966426 0.000154215 96.62069006DSGLPSQGLNFK 2 148539578 2xTMT6plex [N-Term; K12] 0.808 4.218560219 58.83 0 1720.963406 2 860.9848022 -0.626264224 -0.000538889 54.45868621
LLAVNNVCLEEVTHEEAVTALK 6 148539578 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C8] 0.846 1.063 1.068 7.879750252 93.8 0 2910.601065 3 970.8722534 0.392501027 0.000380805 89.50002477

INDDLISEFPDK 12 148539578 2xTMT6plex [N-Term; K12] 0.971 0.958 0.845 5.226315022 59.37 0 1864.010415 2 932.5092163 0.397356786 0.000370339 70.54868668FIEAGQYNNHLYGTSVQSVR 6 148539578 1xTMT6plex [N-Term] 0.607 0.381 0.586 5.769105434 46.38 0 2512.278201 3 838.0974731 -0.133419303 -0.000111729 55.04588046
SKPSEPIQPVNTWEISSLPSSTVTSETLPSSLSPSVEK 2 148539578 3xTMT6plex [N-Term; K2; K38] 1.228 6.10169363 40.13 0 4713.532923 5 943.5112915 -1.182039154 -0.001114316 85.88530992

QVTPDGESDEVGVIPSKR 4 148539578 2xTMT6plex [N-Term; K17] 1.04 1.07 5.042144775 27.8 1 2371.286924 3 791.1005249 0.0410018 3.24E-05 43.22641458IISVNSVDLR 6 148539578 1xTMT6plex [N-Term] 0.943 0.904 0.946 4.060748577 43.99 0 1344.804831 2 672.9052124 -1.251211532 -0.000841318 58.6576502IIEGGAAHK 11 148539578 2xTMT6plex [N-Term; K9] 1.194 0.894 0.825 3.818146467 36.3 0 1353.825456 3 451.9470215 0.779556272 0.000351794 27.98422094ALHLLEEYR 10 148539578 1xTMT6plex [N-Term] 0.802 0.942 0.846 3.683673859 38.85 0 1372.778616 3 458.263916 -1.035347658 -0.000473768 51.70660988SMENIMEMNKR 2 148539578 2xTMT6plex [N-Term; K10] 1.36 2.9639256 6.45 1 1840.948366 3 614.3214111 0.713848613 0.000438053 46.87722689ALFDYDK 4 148539578 2xTMT6plex [N-Term; K7] 1.269 1.098 2.861694574 19.4 0 1329.745474 2 665.3756714 -1.058869227 -0.000704013 54.90167361EAGSIVR 6 148539578 1xTMT6plex [N-Term] 0.73 0.764 0.954 2.439651012 24.97 0 960.5675609 2 480.7869263 -1.025373933 -0.00049247 21.256880914758208 DUSP3 dual specificity protein phosphatase 3 1845 NP_004081.1 11.89189189 1 2 2 10 185 20.465 7.8 0.91 0.76 0.89 0.85 Significant 0.00302 AADFIDQALAQK 6 4758208 2xTMT6plex [N-Term; K12] 0.883 0.759 0.935 4.568257809 87.42 0 1748.994706 2 875.0001221 -0.993856282 -0.000869125 75.16012DSGITYLGIK 4 4758208 2xTMT6plex [N-Term; K10] 0.927 0.86 4.425466537 60.85 0 1524.903766 2 762.9545288 -1.301467579 -0.000992306 68.53226767194097323 ECHS1 enoyl-CoA hydratase, mitochondrial 1892 NP_004083.3 60 1 17 17 184 290 31.367 8.07 0.84 0.87 0.89 0.87 Significant 0.000281 LFYSTFATDDR 6 194097323 1xTMT6plex [N-Term] 0.785 0.577 0.899 4.424172401 47.34 0 1564.784489 2 782.8954468 -0.557447571 -0.000436143 59.9201978ALNALCDGLIDELNQALK 29 194097323 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C6] 0.882 0.857 0.879 5.12424469 66.17 0 2429.347416 2 1215.177734 0.319340904 0.000387895 111.2724868
ESVNAAFEMTLTEGSK 15 194097323 2xTMT6plex [N-Term; K16] 0.791 1.003 0.904 5.00431633 42.88 0 2172.125856 3 724.7131958 -0.378186031 -0.000273823 69.83999394

EMQNLSFQDCYSSK 13 194097323 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 0.826 0.858 0.861 5.126999855 50.16 0 2195.051311 2 1098.029785 0.447767437 0.000491436 52.00081319
KLFYSTFATDDR 6 194097323 2xTMT6plex [N-Term; K1] 0.872 0.829 0.534 4.983623028 33.64 1 1922.042384 3 641.3532104 1.401591182 0.000897973 55.54861843SLAMEMVLTGDR 10 194097323 1xTMT6plex [N-Term] 0.823 1.08 0.927 4.333259583 51.62 0 1551.807215 2 776.4074097 0.21099653 0.000163713 67.71830562AQFAQPEILIGTIPGAGGTQR 30 194097323 1xTMT6plex [N-Term] 0.88 0.859 0.859 5.703588963 52.58 0 2354.30296 2 1177.655518 0.339338761 0.000399453 79.55955795

ICPVETLVEEAIQCAEK 3 194097323 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C2; C14] 0.952 2.375372171 4.33 0 2447.292604 3 816.4355469 -0.211055678 -0.000172172 119.974082
NNTVGLIQLNRPK 6 194097323 2xTMT6plex [N-Term; K13] 0.976 1.237 1.076 4.077910423 13.5 0 1925.16965 3 642.3947144 -0.03145364 -2.02E-05 50.84376994EGMTAFVEK 8 194097323 2xTMT6plex [N-Term; K9] 0.74 0.673 0.61 3.561073303 50.38 0 1469.807422 2 735.4058838 -1.994466643 -0.001465741 50.75087843AFAAGADIK 6 194097323 2xTMT6plex [N-Term; K9] 0.809 0.835 0.927 3.796210051 48.21 0 1321.788008 2 661.3972778 -0.551265357 -0.000364328 56.9412432GKNNTVGLIQLNRPK 4 194097323 3xTMT6plex [N-Term; K2; K15] 1.254 1.22 3.650657654 12.71 1 2339.449009 4 585.6188965 2.029126295 0.001186759 48.97350064LFYSTFATDDRK 8 194097323 2xTMT6plex [N-Term; K12] 0.847 0.912 0.937 4.920583725 30.93 1 1922.042384 3 641.3514404 -1.361125519 -0.000872047 60.13072722HWDHLTQVK 11 194097323 2xTMT6plex [N-Term; K9] 0.831 0.844 0.879 3.195163488 12.4 0 1621.921481 3 541.3123779 0.677689441 0.000366386 36.54651474QAGLVSK 8 194097323 2xTMT6plex [N-Term; K7] 0.779 0.864 0.855 2.931750536 28.96 0 1160.740329 2 580.8735352 -0.461427493 -0.000267799 43.7018262IVVAMAK 10 194097323 2xTMT6plex [N-Term; K7] 0.769 0.75 0.878 2.936796665 28.4 0 1189.774272 2 595.3917236 1.595803229 0.000949323 55.18247396ISAQDAK 6 194097323 2xTMT6plex [N-Term; K7] 0.819 0.834 0.867 2.705757856 30.73 0 1190.714508 2 595.8610229 0.219068833 0.000130424 26.43932264EGMTAFVEK 3 194097323 2xTMT6plex [N-Term; K9]; 1xOxidation [M3] 0.703 0.883 1.512930989 31.77 0 1485.802337 2 735.4058838 -1.994466643 -0.001465741 50.75087843SLAMEMVLTGDR 2 194097323 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.838 1.827105045 4.49 0 1567.80213 2 776.4074097 0.21099653 0.000163713 67.718305624758250 EFNB2 ephrin-B2 precursor 1948 NP_004084.1 22.82282282 1 5 6 22 333 36.9 8.85 1.13 1.14 1.13 1.13 Significant 0.00000865 FLPGQGLVLYPQIGDKLDIICPK 6 4758250 3xTMT6plex [N-Term; K16; K23]; 1xCarbamidomethyl [C21] 1.291 1.462 1.762 5.943870544 16.27 1 3271.909539 4 818.7321167 -0.886868384 -0.000725438 109.0155044

FQEFSPNLWGLEFQK 8 4758250 2xTMT6plex [N-Term; K15] 1.139 1.24 0.862 5.116138935 48.44 0 2328.242875 3 776.7509766 -1.932067547 -0.001499441 99.45342235VSGDYGHPVYIVQEMPPQSPANIYYK 2 4758250 2xTMT6plex [N-Term; K26]; 1xOxidation [M15] 1.111 3.964463949 14.58 0 3426.744434 3 1142.909546 -8.856754646 -0.010116612 62.85350775FLPGQGLVLYPQIGDK 2 4758250 2xTMT6plex [N-Term; K16] 0.935 4.208632469 18.37 0 2203.289097 3 735.100647 -0.775677615 -0.000569681 92.79909365VGQDASSAGSTR 3 4758250 1xTMT6plex [N-Term] 0.541 2.436766863 11.12 0 1364.696737 2 682.8517456 -0.382699723 -0.000261135 16.11347455LDIICPK 1 4758250 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 21.75 0 1316.801215 2 658.9031372 -1.683979261 -0.001108733 57.89865094
4758256 EIF2S1 eukaryotic translation initiation factor 2 subunit 1 1965 NP_004085.1 58.41269841 1 19 19 158 315 36.089 5.08 1.04 1.05 1.05 1.04 Significant 0.0000101

HVAEVLEYTKDEQLESLFQR 12 4758256 2xTMT6plex [N-Term; K10] 1.03 1.236 1.086 7.496679783 43.86 1 2892.550743 4 723.8921509 -1.372368102 -0.000992411 78.86289926TEGLSVLSQAMAVIK 19 4758256 2xTMT6plex [N-Term; K15] 1.201 1.149 1.182 5.04530859 59.02 0 2005.176769 2 1003.091125 -0.895059959 -0.000897377 100.7454327
AGLNCSTENMPIK 4 4758256 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 0.827 0.763 3.394145966 50.44 0 1892.997425 2 947.0015259 -0.871518453 -0.000824891 46.24288376

ENAEVDGDDDAEEMEAK 14 4758256 2xTMT6plex [N-Term; K17] 0.835 0.796 0.828 5.444275379 77.68 0 2325.044036 2 1163.024658 -0.858514385 -0.000998042 35.36436294VVTDTDETELAR 16 4758256 1xTMT6plex [N-Term] 1.089 1.075 1.108 4.868787766 60.75 0 1577.821997 2 789.4147339 0.12315929 9.72E-05 33.9533483ADIEVACYGYEGIDAVK 8 4758256 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C7] 1.351 1.192 1.228 5.060938358 58.49 0 2331.19427 3 777.7369385 0.854660512 0.000664127 69.65552208
ENAEVDGDDDAEEMEAKAED 2 4758256 2xTMT6plex [N-Term; K17] 2.888 5.43935442 68.52 1 2640.150686 3 880.7219238 0.201751505 0.000177551 44.60747382YVMTTTTLER 10 4758256 1xTMT6plex [N-Term] 0.885 1.159 1.032 3.404559851 37.47 0 1443.771482 2 722.3887329 -0.89525919 -0.000646275 41.37530234GVFNVQMEPK 12 4758256 2xTMT6plex [N-Term; K10] 0.936 1.004 0.945 3.683974504 51.12 0 1606.90272 2 803.9544678 -0.66017881 -0.000530422 58.54793785DEQLESLFQR 6 4758256 1xTMT6plex [N-Term] 0.788 0.767 1.045 4.673594952 49.89 0 1493.779738 2 747.3931885 -0.427008654 -0.000318928 60.89346437EVLINNINR 4 4758256 1xTMT6plex [N-Term] 0.555 0.619 3.542689085 29.91 0 1313.773865 2 657.3905029 -0.103389654 -6.79E-05 43.17009508RPGYGAYDAFK 12 4758256 2xTMT6plex [N-Term; K11] 1.031 1.036 0.951 4.825454712 29.93 0 1702.931712 3 568.3148804 -0.953536015 -0.000541269 44.03988525GVFNVQMEPK 3 4758256 2xTMT6plex [N-Term; K10]; 1xOxidation [M7] 1.118 2.449230909 16.56 0 1622.897635 2 803.9544678 -0.66017881 -0.000530422 58.54793785VSPEEAIK 8 4758256 2xTMT6plex [N-Term; K8] 1.029 1.038 1.073 3.594899178 35.85 0 1330.798238 2 665.9022217 -0.804968473 -0.000535625 51.87682201TAWVFDDK 6 4758256 2xTMT6plex [N-Term; K8] 1.044 0.931 0.978 3.397322893 33.33 0 1439.793487 2 720.3998413 -0.75077629 -0.000540481 60.83054634INLIAPPR 6 4758256 1xTMT6plex [N-Term] 0.922 0.956 1.043 2.772902489 28.53 0 1122.719645 2 561.862793 -1.189506665 -0.000667741 53.32970923TAWVFDDKYK 2 4758256 3xTMT6plex [N-Term; K8; K10] 1.451 2.012642384 1 1960.11471 3 654.0431519 0.097915905 6.40E-05 61.66094283GYIDLSK 6 4758256 2xTMT6plex [N-Term; K7] 1.053 1.064 1.061 3.213883162 30.54 0 1253.75056 2 627.3786621 -0.408359738 -0.000255991 48.19858111TVYSILR 6 4758256 1xTMT6plex [N-Term] 1.119 1.133 1.265 3.175378084 40.06 0 1080.661461 2 540.8341064 -0.485766721 -0.000262475 50.65092284LTPQAVK 2 4758256 2xTMT6plex [N-Term; K7] 0.953 2.540588617 13.43 0 1214.787279 2 607.897583 0.502084303 0.000304963 113.1302756

4758258 EIF4EBP1 eukaryotic translation initiation factor 4E-binding protein 1 1978 NP_004086.1 58.47457627 1 3 3 12 118 12.572 5.48 1.35 1.05 1.34 1.25 Significant 0.00617
DLPTIPGVTSPSSDEPPMEASQSHLR 6 4758258 1xTMT6plex [N-Term] 1.192 1.051 1.984 5.486871243 51.17 0 2977.477431 3 993.1641235 0.129853367 0.000128878 65.15232856VVLGDGVQLPPGDYSTTPGGTLFSTTPGGTR 4 4758258 1xTMT6plex [N-Term] 100 100 4.435410976 29.62 0 3276.694952 3 1092.900757 -2.207807652 -0.002411437 86.40811615AGGEESQFEMDI 2 4758258 1xTMT6plex [N-Term] 0.967 2.450157642 7.59 0 1541.699105 2 771.3529053 -0.370139104 -0.000285322 60.2100389141872631 FASN fatty acid synthase 2194 NP_004095.4 56.55117483 1 99 100 1509 2511 273.254 6.44 1.09 1.08 1.07 1.08 Significant 0.0000286 EQGVTFPSGDIQEQLIR 14 41872631 1xTMT6plex [N-Term] 1.02 1.145 1.045 5.29912281 82.32 0 2146.134163 2 1073.569092 -1.517172741 -0.001628028 65.10649614VFTTVGSAEK 18 41872631 2xTMT6plex [N-Term; K10] 1.136 1.362 1.266 3.972103834 63.1 0 1496.872465 2 748.9395142 -0.476854043 -0.000356895 48.98952395SNMGHPEPASGLAALAK 14 41872631 2xTMT6plex [N-Term; K17]; 1xOxidation [M3] 0.985 1.09 1.144 5.779278278 58.39 0 2125.147595 3 709.0536499 -0.563788121 -0.000399378 49.30554288

TGGAYGEDLGADYNLSQVCDGK 8 41872631 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C19] 0.869 1.346 0.938 5.943918705 65.63 0 2748.318695 3 916.7758179 -2.108345997 -0.001931469 56.43678828EVWALVQAGIR 18 41872631 1xTMT6plex [N-Term] 0.585 0.605 0.614 4.02619648 43.03 0 1470.863014 2 735.9354248 0.379769815 0.000279295 80.46400795DTSFEQHVLWHTGGK 12 41872631 2xTMT6plex [N-Term; K15] 1.159 1.076 1.051 5.346076488 48.18 0 2200.155122 4 550.7944336 0.355472663 0.000195524 46.1824415LSIPTYGLQCTR 24 41872631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.15 1.13 1.078 4.03334713 66.36 0 1637.888243 3 546.6343384 0.13359075 7.29E-05 62.35426582SLLVNPEGPTLMR 20 41872631 1xTMT6plex [N-Term] 1.123 1.065 1.124 4.853349209 45.01 0 1655.935193 2 828.4708862 -0.420976054 -0.000348555 64.85183796VLQGDLVMNVYR 14 41872631 1xTMT6plex [N-Term] 0.974 1.062 1.074 4.53538847 64.94 0 1635.908978 2 818.4581909 0.077624085 6.35E-05 68.14863472RPTPQDSPIFLPVDDTSFR 26 41872631 1xTMT6plex [N-Term] 1.094 1.115 1.15 7.38321209 39.87 0 2417.26624 3 806.4259033 -1.275419733 -0.001027676 68.6291908FDASFFGVHPK 19 41872631 2xTMT6plex [N-Term; K11] 1.052 1.063 1.089 3.796008587 55.84 0 1709.941548 2 855.4744263 0.016269014 1.39E-05 68.51557087HFLLEEDKPEEPTAHAFVSTLTR 26 41872631 2xTMT6plex [N-Term; K8] 1.187 1.112 1.019 7.86360836 31.25 0 3125.66717 5 625.93396 -8.47071485 -0.005295327 60.97686167
ACLDTAVENMPSLK 16 41872631 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.155 1.291 1.3 4.276340485 52.11 0 2007.065504 2 1004.037598 1.202886749 0.001207136 66.35010085
ACLDTAVENMPSLK 16 41872631 2xTMT6plex [N-Term; K14]; 1xOxidation [M10]; 1xCarbamidomethyl [C2] 1.141 1.163 1.352 4.364223003 47.85 0 2023.060419 2 1004.037598 1.202886749 0.001207136 66.35010085

VRPGETLLIHSGSGGVGQAAIAIALSLGCR 6 41872631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C29] 1.328 1.241 1.42 6.672991753 22.86 0 3189.772766 4 798.199585 1.173868493 0.000936093 96.47578238FDLSQNHPLGMAIFLK 10 41872631 2xTMT6plex [N-Term; K16]; 1xOxidation [M11] 1.372 1.12 1.108 4.979286194 43.39 0 2305.27788 3 763.7653198 -0.681107302 -0.000519749 91.92086872FDLSQNHPLGMAIFLK 15 41872631 2xTMT6plex [N-Term; K16] 1.136 1.075 1.019 6.25180912 47 0 2289.282965 3 763.7653198 -0.681107302 -0.000519749 91.92086872ALGLGVEQLPVVFEDVVLHQATILPK 20 41872631 2xTMT6plex [N-Term; K26] 1.117 0.991 1.283 7.882658958 56.55 0 3243.912092 4 811.7329712 -0.627866699 -0.000509186 112.7393057VLLSLEHGLWAPNLHFHSPNPEIPALLDGR 18 41872631 1xTMT6plex [N-Term] 0.935 0.93 1.478 8.33240509 50.99 0 3571.937522 4 893.739563 -0.30802523 -0.000275062 100.5426017HSQDLAFLSMLNDIAAVPATAMPFR 28 41872631 1xTMT6plex [N-Term]; 1xOxidation [M] 1.162 1.049 1.054 6.223579407 48.24 0 2961.5164 3 987.8406372 -3.052952503 -0.00301379 102.2589598HSQDLAFLSMLNDIAAVPATAMPFR 8 41872631 1xTMT6plex [N-Term]; 2xOxidation [M10; M22] 1.051 1.136 1.251 5.39055872 44.67 0 2977.511315 3 987.8406372 -3.052952503 -0.00301379 102.2589598WLSTSIPEAQWHSSLAR 6 41872631 1xTMT6plex [N-Term] 1.007 0.918 1.579 6.048884869 41.96 0 2198.155567 3 733.3898315 -0.28471647 -0.000208617 67.64411988VLFPATGYLSIVWK 12 41872631 2xTMT6plex [N-Term; K14] 1.35 1.314 1.295 5.609866142 79.64 0 2052.229791 2 1026.616577 -1.906883499 -0.001956682 112.2849629DNLEFFLAGIGR 36 41872631 1xTMT6plex [N-Term] 1.035 1.03 1.062 4.938700676 73.36 0 1580.863408 2 790.9350586 -0.359102815 -0.000283846 91.83339027SLYQSAGVAPESFEYIEAHGTGTK 8 41872631 2xTMT6plex [N-Term; K24] 0.867 0.83 1.079 6.299276829 50.61 0 3000.535487 3 1000.847229 -2.783942505 -0.002784439 67.62376704CTVFHGAQVEDAFR 8 41872631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.299 1.398 1.322 5.30317831 43.58 0 1865.916583 3 622.6428833 -1.332507401 -0.000828783 47.30701887
AINCATSGVVGLVNCLR 12 41872631 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C15] 1.248 1.495 1.563 6.274949074 77.74 0 2033.083331 2 1017.044495 -0.795994027 -0.000809161 77.99339936

LNSVQSSERPLFLVHPIEGSTTVFHSLASR 6 41872631 1xTMT6plex [N-Term] 100 2.232 1.473 8.802688599 52.44 0 3537.901531 5 708.3852539 -1.23452807 -0.000873528 76.12172562
EAHLPPGAMAAVGLSWEECK 16 41872631 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C19] 1.196 1.28 1.059 5.571282387 42.28 0 2611.341285 3 871.1168823 -1.988011821 -0.001730459 73.99774394

DGLLENQTPEFFQDVCKPK 18 41872631 3xTMT6plex [N-Term; K17; K19]; 1xCarbamidomethyl [C16] 1.016 0.917 1.027 6.179009914 28.57 0 2952.574405 4 738.8963623 -3.652982032 -0.002696425 72.72705385
DTVTISGPQAPVFEFVEQLR 24 41872631 1xTMT6plex [N-Term] 1.132 1.302 1.043 5.530192375 59.07 0 2462.312856 3 821.4421997 -0.328828607 -0.000269893 111.8019941LHLSGIDANPNALFPPVEFPAPR 24 41872631 1xTMT6plex [N-Term] 0.904 1.044 1.031 7.893093586 58.65 0 2701.466336 3 901.1604614 0.183073665 0.000164856 94.33274542SEGVVAVLLTK 28 41872631 2xTMT6plex [N-Term; K11] 1.181 1.18 1.159 4.546210289 66.83 0 1573.992915 2 787.500061 -0.044148666 -3.47E-05 82.94372995GILADEDSSRPVWLK 21 41872631 2xTMT6plex [N-Term; K15] 1.245 1.211 1.359 4.864686012 36.22 0 2144.211575 3 715.4076538 -1.476749896 -0.001055488 64.12998412QGVQVQVSTSNISSLEGAR 2 41872631 1xTMT6plex [N-Term] 0.938 3.192733765 47.13 0 2189.172339 2 1095.089111 -0.636470562 -0.000696672 51.76108629GNAGQSNYGFANSAMER 8 41872631 1xTMT6plex [N-Term] 1.051 1.005 1.024 5.87630415 49.65 0 2002.923853 2 1001.964783 -0.78084362 -0.000781985 36.00062101

CVLLSNLSSTSHVPEVDPGSAELQK 6 41872631 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C1] 1.337 2.941 0.961 7.999153137 58.5 0 3125.655285 3 1042.55603 -0.559015479 -0.00058243 71.21859113
GYDYGPHFQGILEASLEGDSGR 24 41872631 1xTMT6plex [N-Term] 1.049 1.092 1.008 6.126227379 51.4 0 2597.246961 3 866.4196777 -0.95516018 -0.000826929 71.27975909

ADEASELACPTPK 36 41872631 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 1.344 1.008 1.137 3.632123709 56.64 0 1846.962085 2 923.9836426 -1.124388945 -0.001038352 109.6932276
AALQEELQLCK 20 41872631 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.322 0.932 1.024 4.950753212 66.75 0 1760.998077 2 881.0021973 -0.544571151 -0.000479494 61.85819074

GGPEVQQVPAGERPLWFICSGMGTQWR 10 41872631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.868 1.569 100 4.585628986 16.14 0 3272.629472 3 1091.543335 -4.284202445 -0.004673536 83.34711885VVVQVLAEEPEAVLK 35 41872631 2xTMT6plex [N-Term; K15] 1.249 1.086 1.17 5.24406004 62.75 0 2081.262213 2 1041.135376 0.606402748 0.000631042 89.812584WTSQDSLLGMEFSGR 14 41872631 1xTMT6plex [N-Term] 1.066 1.238 100 5.273181915 55.8 0 1942.953028 2 971.9797363 -0.428041099 -0.000415832 72.64913867DPETLVGYSMVGCQR 12 41872631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.972 1.006 1.083 5.063244343 45.15 0 1940.940749 3 647.6523438 0.890923642 0.00057641 57.60975857LPEDPLLSGLLDSPALK 34 41872631 2xTMT6plex [N-Term; K17] 1.179 1.066 1.114 5.510912418 63.62 0 2236.320456 3 746.1127319 1.424764851 0.001062077 108.7688666MVVPGLDGAQIPR 28 41872631 1xTMT6plex [N-Term] 1.097 1.022 0.931 4.556305885 60.52 0 1581.898414 2 791.4519653 -1.112287567 -0.000879763 66.88512771GVDLVLNSLAEEK 20 41872631 2xTMT6plex [N-Term; K13] 1.082 1.128 1.032 5.7454319 78.41 0 1845.07335 2 923.0388794 -1.554280179 -0.00143388 86.98412517GTPLISPLIK 28 41872631 2xTMT6plex [N-Term; K10] 1.068 1.097 1.077 4.425792694 55.3 0 1496.981622 2 748.9932251 -1.635607713 -0.001224237 73.82397151AAPLDSIHSLAAYYIDCIR 33 41872631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.498 1.341 1.423 6.983868122 45.81 0 2378.237583 3 793.4174805 0.128513758 0.000101879 96.14268281EDGLAQQQTQLNLR 22 41872631 1xTMT6plex [N-Term] 1.09 1.01 1.026 4.967453957 74.16 0 1842.987105 2 921.9959717 -1.32299386 -0.00121913 41.76312498IPGLLSPHPLLQLSYTATDR 14 41872631 1xTMT6plex [N-Term] 0.996 1.053 1.005 6.060175419 60.94 0 2421.370311 3 807.7950439 0.110551425 8.92E-05 87.8428102TLLEGSGLESIISIIHSSLAEPR 7 41872631 1xTMT6plex [N-Term] 0.93 0.594 1.81 8.393520355 66.14 0 2651.481712 3 884.4986572 -0.11058357 -9.77E-05 112.6084907SFYGSTLFLCR 13 41872631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.325 1.487 1.495 4.721226215 58.77 0 1579.814016 2 790.4107056 0.075282794 5.95E-05 70.02608489FPQLDSTSFANSR 20 41872631 1xTMT6plex [N-Term] 1.043 1.131 1.076 3.894579411 42.57 0 1698.864865 2 849.9354248 -0.76034925 -0.000645865 58.98987606VYATILNAGTNTDGFK 6 41872631 2xTMT6plex [N-Term; K16] 0.786 0.771 5.301476002 52.49 0 2143.17994 3 715.0637817 -1.468931795 -0.001049395 73.79632675LFDHPESPTPNPTEPLFLAQAEVYK 20 41872631 2xTMT6plex [N-Term; K25] 1.139 1.114 1.046 7.397334576 48.12 0 3298.74 3 1100.253418 1.727991975 0.001900065 90.49401906GTHTGVWVGVSGSETSEALSR 12 41872631 1xTMT6plex [N-Term] 0.984 1.176 1.099 6.267744064 47.93 0 2346.188718 3 782.7330933 -1.701114158 -0.001330378 45.2499758VAAAVDLIIK 16 41872631 2xTMT6plex [N-Term; K10] 1.134 1.124 1.086 4.390976429 63.43 0 1470.965972 2 735.984436 -2.975282753 -0.00218827 85.3726801HSQDLAFLSMLNDIAAVPATAMPFR 6 41872631 1xTMT6plex [N-Term] 0.786 1.043 1.123 4.853601933 25.66 0 2945.521485 3 987.8406372 -3.052952503 -0.00301379 102.2589598EGGFLLLHTLLR 17 41872631 1xTMT6plex [N-Term] 0.278 0.324 0.29 4.409920216 41.7 0 1597.962728 3 533.3257446 -0.029883852 -1.59E-05 88.3306826QEPLLIGSTK 10 41872631 2xTMT6plex [N-Term; K10] 1.13 1.17 1.241 3.548573494 55.37 0 1543.945965 2 772.475769 -1.103208338 -0.000851647 51.82883769WDHSLAWDVPAAEDFPNGSGSPSAAIYNIDTSSESPDHYLVDHTLDGR 2 41872631 1xTMT6plex [N-Term] 3.297152281 9.12 0 5441.509675 4 1361.128784 -3.008101102 -0.004092153 86.02837541LQVVDQPLPVR 20 41872631 1xTMT6plex [N-Term] 1.063 1.055 1.082 4.034414291 39.71 0 1492.904879 3 498.306427 -0.101429195 -5.05E-05 57.69531624WTSQDSLLGMEFSGR 4 41872631 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.99 0.01 2.756394386 35.86 0 1958.947943 2 971.9797363 -0.428041099 -0.000415832 72.64913867
GLKPSCTIIPLMK 8 41872631 3xTMT6plex [N-Term; K3; K13]; 1xCarbamidomethyl [C6] 0.963 1.097 1.053 4.602662086 18.31 0 2145.31065 3 715.7750244 -0.06061491 -4.33E-05 75.02652766

FCFTPHTEEGCLSER 6 41872631 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C11] 0.845 0.585 0.51 5.196374893 17.79 0 2098.952376 3 700.3207397 -2.244144161 -0.001570117 46.16033163
DNWVSFMDTMLQMSILGSAK 7 41872631 2xTMT6plex [N-Term; K20]; 1xOxidation [M] 1.035 2.794465065 7.25 0 2748.381101 3 916.7983398 -0.230950049 -0.00021158 110.023413AQVADVVVSR 12 41872631 1xTMT6plex [N-Term] 1.059 1.107 1.178 3.737123728 55.41 0 1272.747316 2 636.8771973 -0.155622996 -9.90E-05 36.8396114QQEQQVPILEK 10 41872631 2xTMT6plex [N-Term; K11] 0.873 0.934 0.95 4.788339138 49.3 0 1798.04747 2 899.5271606 -0.236317975 -0.000212455 51.81066678

DPETLVGYSMVGCQR 4 41872631 1xTMT6plex [N-Term]; 1xOxidation [M10]; 1xCarbamidomethyl [C13] 1.292 0.837 2.988970757 28.29 0 1956.935664 3 647.6523438 0.890923642 0.00057641 57.60975857
VLEALLPLK 45 41872631 2xTMT6plex [N-Term; K9] 1.146 1.167 1.253 3.650728941 41.25 0 1453.975808 2 727.4914551 -0.120279683 -8.74E-05 112.2406658MVVPGLDGAQIPR 2 41872631 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.056 2.329171419 30.38 0 1597.893329 2 791.4519653 -1.112287567 -0.000879763 66.88512771YSGTLNLDR 12 41872631 1xTMT6plex [N-Term] 1.153 1.124 1.107 3.765243292 53.7 0 1267.684381 2 634.3455811 -0.391170414 -0.00024794 37.84859511GLVQALQTK 8 41872631 2xTMT6plex [N-Term; K9] 1.105 1.145 1.053 3.741047382 60.84 0 1415.898621 2 708.4523315 -0.87171076 -0.000617127 55.98606707YHGNVMLLR 2 41872631 1xTMT6plex [N-Term] 1.07 2.916715622 33.14 0 1331.745542 2 666.3756104 -1.199798929 -0.000798913 40.9809056ELNLVLSVR 6 41872631 1xTMT6plex [N-Term] 1.267 1.339 1.022 3.496888638 39.11 0 1271.788453 2 636.3972168 -1.018688483 -0.000647778 74.2940456DLVEAVAHILGIR 4 41872631 1xTMT6plex [N-Term] 0.566 0.829 2.916935444 25.53 0 1634.979107 3 545.6647339 0.331337663 0.000180577 114.8845503VLEALLPLKGLEER 6 41872631 2xTMT6plex [N-Term; K9] 0.902 0.647 0.673 3.579873562 27.45 1 2038.267633 3 680.0943604 0.438992737 0.000298262 96.9369803GYAVLGGER 16 41872631 1xTMT6plex [N-Term] 1.07 1.009 1.071 3.471885204 47.73 0 1150.641788 2 575.8244019 -0.22706377 -0.000130635 33.46249158QAHTMDPQLR 6 41872631 1xTMT6plex [N-Term] 1.232 0.998 0.982 3.786633253 27.18 0 1425.746998 3 475.9202881 -0.482106705 -0.000229121 21.37384501SDEAVKPFGLK 11 41872631 3xTMT6plex [N-Term; K6; K11] 1.21 1.259 1.186 3.334146976 31.65 0 1878.13036 2 939.5684814 -0.358963035 -0.00033709 53.48631106DPSQQELPR 16 41872631 1xTMT6plex [N-Term] 1.005 1.054 1.154 3.360993624 32.41 0 1298.690195 2 649.8481445 -0.91057706 -0.000591279 21.95523321LGMLSPEGTCK 6 41872631 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.056 1.091 3.376995087 41.56 0 1650.89592 2 825.9511108 -0.590612831 -0.00048752 53.62612455

GGPEVQQVPAGERPLWFICSGMGTQWR 2 41872631 1xTMT6plex [N-Term]; 1xOxidation [M22]; 1xCarbamidomethyl [C19] 0.788 2.666842461 0.52 0 3288.624387 3 1091.543335 -4.284202445 -0.004673536 83.34711885
VTVAGGVHISGLHTESAPR 3 41872631 1xTMT6plex [N-Term] 0.449 0.563 3.545695782 6.12 0 2117.166466 4 530.0474854 0.777107647 0.000411317 43.74402965LSPDAIPGK 19 41872631 2xTMT6plex [N-Term; K9] 1.049 1.097 1.059 3.540313005 33.98 0 1355.829872 2 678.418396 -0.263386889 -0.000178554 60.27065237KLQELSSK 11 41872631 3xTMT6plex [N-Term; K1; K8] 0.99 1.537 1.235 4.037592411 22.29 1 1620.029918 3 540.6810303 -0.852243327 -0.00046022 42.73229695LSFFFDFR 6 41872631 1xTMT6plex [N-Term] 0.638 0.948 100 2.927069426 31.83 0 1307.698575 2 654.3525391 -0.591470401 -0.000386732 101.5188802

GLKPSCTIIPLMK 4 41872631 3xTMT6plex [N-Term; K3; K13]; 1xOxidation [M12]; 1xCarbamidomethyl [C6] 1.114 100 3.466973305 10.36 0 2161.305565 3 715.7750244 -0.06061491 -4.33E-05 75.02652766
LGMLSPEGTCK 12 41872631 2xTMT6plex [N-Term; K11]; 1xOxidation [M3]; 1xCarbamidomethyl [C10] 0.951 1.07 0.986 3.186570644 31.22 0 1666.890835 2 825.9511108 -0.590612831 -0.00048752 53.62612455VYQWDDPDPR 13 41872631 1xTMT6plex [N-Term] 1.095 1.273 0.948 3.011096239 58.03 0 1519.737873 2 760.3717651 -1.065813119 -0.000809878 42.68528616QVQPEGPYR 6 41872631 1xTMT6plex [N-Term] 1.44 1.229 1.056 3.304305553 20.87 0 1302.700366 2 651.854126 0.467899711 0.000304767 23.0193935DIMLATGK 6 41872631 2xTMT6plex [N-Term; K8] 1.126 1.187 1.161 3.539135933 36.36 0 1306.780479 2 653.8930664 -1.242211317 -0.000811649 51.46110517YHGNVMLLR 6 41872631 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.008 1.026 2.943778038 17.31 0 1347.740457 2 666.3756104 -1.199798929 -0.000798913 40.9809056QELSFAAR 6 41872631 1xTMT6plex [N-Term] 1.229 1.308 1.362 3.262839794 35.77 0 1150.641788 2 575.8250732 0.939914043 0.000540752 44.81958592GMGLSLMR 6 41872631 1xTMT6plex [N-Term] 1.074 1.202 1.18 2.526877165 29.38 0 1093.605937 2 547.3070679 0.843203348 0.000461066 51.3430328AAEQYTPK 24 41872631 2xTMT6plex [N-Term; K8] 1.148 1.146 1.149 3.415821791 36.03 0 1365.777837 3 455.9312744 1.049286457 0.000477697 25.92633063SLLVNPEGPTLMR 14 41872631 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.941 1.027 0.864 2.741895437 29.71 0 1671.930108 2 828.4708862 -0.420976054 -0.000348555 64.85183796

TFCPAHK 14 41872631 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.133 1.157 1.17 3.17132163 20.6 0 1318.734198 3 440.2496643 0.18298602 8.04E-05 27.63141163TGTVSLEVR 8 41872631 1xTMT6plex [N-Term] 0.911 0.389 1.256 3.0327034 32.29 0 1190.694218 2 595.8504639 -0.475928762 -0.000283343 35.09217405VSVHVIEGDHR 6 41872631 1xTMT6plex [N-Term] 0.976 0.936 3.771127939 28.49 0 1476.812041 3 492.9411316 -2.166758206 -0.001066632 24.87453431VTQQGLK 12 41872631 2xTMT6plex [N-Term; K7] 1.082 1.049 1.09 3.204516411 36.44 0 1231.777443 2 616.3919067 -0.735671401 -0.000453092 39.10654997LMSAISK 2 41872631 2xTMT6plex [N-Term; K7] 1.001 2.835173368 36.66 0 1207.748451 2 604.3775024 -0.598532904 -0.000361439 52.64962774TPEAVQK 8 41872631 2xTMT6plex [N-Term; K7] 1.084 0.993 1.164 2.59647584 38.14 0 1230.745809 2 615.8770752 0.865508229 0.00053261 26.63665626LYTLQDK 18 41872631 2xTMT6plex [N-Term; K7] 1.089 1.086 1.122 3.318141937 34.61 0 1338.803323 2 669.9049683 -0.495581801 -0.000331743 47.32041763AGLYGLPR 5 41872631 1xTMT6plex [N-Term] 1.339 1.094 100 2.632353067 31.58 0 1075.646146 2 538.3273315 1.153665583 0.000620468 44.68126914LQELSSK 4 41872631 2xTMT6plex [N-Term; K7] 1.228 2.813426256 34.07 0 1262.772023 2 631.8900146 0.577623563 0.000364703 53.81477303LLSAACR 6 41872631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.983 1.123 2.678474188 27.84 0 1019.586916 2 510.2970886 -0.015490495 -7.90E-06 33.2312104WVCSSLR 8 41872631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.307 1.205 0.971 2.972375631 27.75 0 1136.60838 2 568.8071899 -1.123383577 -0.000638424 39.96868319KEGVFAK 6 41872631 3xTMT6plex [N-Term; K1; K7] 1.773 1.396 1.394 3.171960354 15.88 1 1465.934561 3 489.3160706 -0.615982529 -0.000300997 39.80684827LLEQGLR 16 41872631 1xTMT6plex [N-Term] 1.192 1.397 1.111 2.784785748 26.39 0 1057.65671 2 529.3330078 1.918216923 0.001014408 40.07019482DGVVRPLK 11 41872631 2xTMT6plex [N-Term; K8] 0.69 0.702 0.699 2.726660967 11.57 0 1341.861841 2 671.4333496 -1.802526293 -0.001209371 32.561259034758352 FDX1 adrenodoxin, mitochondrial precursor 2230 NP_004100.1 29.89130435 1 5 5 38 184 19.381 5.83 0.9 1.13 0.91 0.98 Significant 0.00581 LDAITDEENDMLDLAYGLTDR 16 4758352 1xTMT6plex [N-Term] 0.695 1.628 0.723 6.031738758 70.01 0 2612.259893 3 871.4240112 -0.923594394 -0.000804223 105.7332381
LGCQICLTK 4 4758352 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C3; C6] 0.793 1.717 2.910545111 10.59 0 1550.879876 2 775.9425049 -1.382018303 -0.001071672 52.9682737
DGETLTTK 6 4758352 2xTMT6plex [N-Term; K8] 0.837 0.821 1.273 3.00972271 19.92 0 1322.756767 2 661.8815308 -0.742514865 -0.000491083 27.84699631VPETVADAR 6 4758352 1xTMT6plex [N-Term] 1.203 0.9 2.661603928 32.43 0 1186.662918 2 593.8352661 0.284770475 0.000168963 113.6284683ITVHFINR 6 4758352 1xTMT6plex [N-Term] 0.929 1.031 3.543216467 36.02 0 1228.736357 3 410.2502136 -0.219608428 -8.99E-05 44.484844224758356 FEN1 flap endonuclease 1 2237 NP_004102.1 46.84210526 1 12 12 109 380 42.566 8.62 1.23 1.33 1.34 1.3 Significant 0.000729 HLLSLMGIPYLDAPSEAEASCAALVK 14 4758356 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C21] 1.582 1.516 1.537 6.466859341 56.35 0 3214.725613 3 1072.245728 -0.928142296 -0.000994574 98.22429412

HLLSLMGIPYLDAPSEAEASCAALVK 4 4758356 2xTMT6plex [N-Term; K26]; 1xOxidation [M6]; 1xCarbamidomethyl [C21] 1.639 5.797892094 50.81 0 3230.720528 3 1072.245728 -0.928142296 -0.000994574 98.22429412
VYAAATEDMDCLTFGSPVLMR 12 4758356 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.313 1.345 1.283 6.400580406 75.8 0 2576.239633 3 859.4175415 -0.606060966 -0.000520453 87.65705074QLQQAQAAGAEQEVEK 12 4758356 2xTMT6plex [N-Term; K16] 1.273 1.486 1.577 6.196870327 54.2 0 2186.181731 2 1093.593506 -0.912953037 -0.000997941 35.79122535KLPIQEFHLSR 8 4758356 2xTMT6plex [N-Term; K1] 0.989 1.124 1.465 4.910019875 25.68 1 1826.105259 4 457.2814941 -0.609284429 -0.000278154 56.58011301WSEPNEEELIK 7 4758356 2xTMT6plex [N-Term; K11] 1.214 1.236 100 4.130115986 32.21 0 1831.984201 2 916.4946899 -1.144844583 -0.001048669 58.41728823QGGDVLQNEEGETTSHLMGMFYR 6 4758356 1xTMT6plex [N-Term] 1.1 1.282 1.497 5.610207081 57.96 0 2828.318093 3 943.4435425 -0.713943244 -0.000673086 72.91609946RLDPNKYPVPENWLHK 4 4758356 3xTMT6plex [N-Term; K6; K16] 1.904 1.34 5.729275227 24.3 2 2693.549451 5 539.5158081 0.179234632 9.66E-05 60.47037107EAHQLFLEPEVLDPESVELK 12 4758356 2xTMT6plex [N-Term; K20] 1.25 1.291 1.375 6.12168169 40.51 0 2780.512233 3 927.5073242 -1.731031316 -0.001604385 83.37530287VTGSLSSAK 12 4758356 2xTMT6plex [N-Term; K9] 1.321 1.239 1.169 4.226210117 55.78 0 1307.793487 2 654.4007568 0.573555292 0.000375046 34.58288215LIADVAPSAIR 6 4758356 1xTMT6plex [N-Term] 1.501 1.449 3.460153103 45.04 0 1354.825566 2 677.9158936 -0.779281593 -0.000527895 59.45960874AVDLIQK 6 4758356 2xTMT6plex [N-Term; K7] 1.276 1.153 1.222 3.145197392 37.12 0 1244.797844 2 622.9023438 -0.348048482 -0.000216625 51.65634031SIEEIVR 6 4758356 1xTMT6plex [N-Term] 0.697 1.049 1.192 2.540849924 31.13 0 1074.63564 2 537.8215332 0.139048292 7.47E-05 41.818005234758442 GMFB glia maturation factor beta 2764 NP_004115.1 54.22535211 1 3 5 26 142 16.702 5.29 1 0.9 0.89 0.93 Significant 0.00142

VSYPLCFIFSSPVGCKPEQQMMYAGSK 4 4758442 3xTMT6plex [N-Term; K16; K27]; 2xCarbamidomethyl [C6; C15] 1.558 1.369 6.60842371 16.48 0 3798.933463 4 950.4899292 1.164412833 0.001105882 101.0424113
LVVLDEELEGISPDELKDELPER 8 4758442 2xTMT6plex [N-Term; K17] 0.92 0.95 7.181344032 45.92 1 3095.676397 4 774.6738281 -0.941471144 -0.000728622 96.24618326LVQTAELTK 6 4758442 2xTMT6plex [N-Term; K9] 0.825 0.827 0.873 4.144530773 40.9 0 1460.908851 2 730.9576416 -0.578014757 -0.000422213 53.04338024NTEDLTEEWLR 4 4758442 1xTMT6plex [N-Term] 1.017 0.811 3.778146505 28.72 0 1634.822331 2 817.9156494 1.034368135 0.000845504 59.27128019FIVYSYK 4 4758442 2xTMT6plex [N-Term; K7] 1.266 1.421 2.829435587 27.04 0 1377.818245 2 689.4130249 0.383188922 0.000263982 63.3882230621361097 DNAJC25-GNG10 DNAJC25-GNG10 protein precursor 552891 NP_004116.2 17.64705882 1 1 2 12 153 16.488 8.6 0.9 0.88 0.93 0.9 Significant 0.000259 DALLVGVPAGSNPFR 8 21361097 1xTMT6plex [N-Term] 0.903 0.877 0.931 4.860311031 42.64 0 1741.979835 2 871.4927979 -0.870174754 -0.000757913 71.72525071YRPQPGDEGPGR 4 21361097 1xTMT6plex [N-Term] 0.896 0.968 5.301608562 15.65 0 1557.79712 3 519.9366455 -1.114597364 -0.000578772 18.106474554758488 GTF2F2 general transcription factor IIF subunit 2 2963 NP_004119.1 30.52208835 1 6 6 29 249 28.363 9.23 0.67 0.78 0.8 0.75 Significant 0.00289 VVTTNYKPVANHQYNIEYER 5 4758488 2xTMT6plex [N-Term; K7] 0.806 1.081 0.87 4.921681881 10.76 0 2896.535762 4 724.8886719 -1.002694335 -0.000726085 47.63028164QHVLDMLFSAFEK 8 4758488 2xTMT6plex [N-Term; K13] 0.466 0.438 0.501 4.633874416 42.35 0 2023.10869 3 675.038208 -4.260194525 -0.002872946 101.7491757EHPFVLQSVGGQTLTVFTESSSDK 4 4758488 2xTMT6plex [N-Term; K24] 1.42 1.136 4.088094234 13.44 0 3051.603901 3 1017.876587 3.705114607 0.003768847 79.66828305

ADKQHVLDMLFSAFEK 2 4758488 3xTMT6plex [N-Term; K3; K16]; 1xOxidation [M9] 1.004 4.058006763 8.73 1 2582.425556 4 646.3618164 -0.046671239 -3.01E-05 94.64619351
GELDLTGAK 6 4758488 2xTMT6plex [N-Term; K9] 1.06 1.019 0.997 3.689736843 55.94 0 1361.804052 2 681.4051514 -0.753049327 -0.000512753 45.36297063
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LSQQLDK 4 4758488 2xTMT6plex [N-Term; K7] 0.984 1 2.733258247 32.01 0 1289.782922 2 645.3950806 -0.029297323 -1.89E-05 37.2286610920127457 GYG1 glycogenin-1 isoform 1 2992 NP_004121.2 20.28571429 1 6 6 26 350 39.359 5.53 1.32 1.22 1.11 1.22 Significant 0.00248 GALVLGSSLK 6 20127457 2xTMT6plex [N-Term; K10] 1.081 1.268 1.16 3.772777319 62.54 0 1402.903372 2 701.9544067 -1.307925745 -0.000917447 60.50303006RPELGVTLTK 10 20127457 2xTMT6plex [N-Term; K10] 1.337 1.181 1.206 5.072964191 25.73 0 1571.988498 3 524.668396 1.359080098 0.000712153 46.89095354LVVLATPQVSDSMR 4 20127457 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.102 1.061 2.858038902 28.3 0 1760.977786 2 880.9887695 -4.272579449 -0.003761959 59.55699046LVVLATPQVSDSMR 2 20127457 1xTMT6plex [N-Term] 2.063120365 15.1 0 1744.982871 2 880.9887695 -4.272579449 -0.003761959 59.55699046WEQGQADYMGADSFDNIKR 1 20127457 2xTMT6plex [N-Term; K18] 0.898 3.851471186 1 2689.30807 3 897.1070557 -0.541614339 -0.000485523 58.37775094VKPWNYTYDPK 1 20127457 3xTMT6plex [N-Term; K2; K11] 0.902 2.157237053 0 2098.194023 3 700.0700684 0.776161836 0.000542846 55.51283444VFGASAK 2 20127457 2xTMT6plex [N-Term; K7] 1.742 1.627392292 8.28 0 1137.703216 2 569.3536377 -2.827423999 -0.001608385 37.903609224234688 HSPA9 stress-70 protein, mitochondrial precursor 3313 NP_004125.3 61.8556701 1 42 43 1000 679 73.635 6.16 0.9 0.85 0.91 0.89 Significant 0.000438
CELSSSVQTDINLPYLTMDSSGPK 24 24234688 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C1] 0.973 0.987 6.350018501 75.3 0 3100.558273 3 1034.190552 -0.377650236 -0.000390309 91.46915124

SQVFSTAADGQTQVEIK 49 24234688 2xTMT6plex [N-Term; K17] 0.894 0.873 0.878 6.387538433 93.03 0 2267.228347 2 1134.11731 -0.442950255 -0.000502135 54.47035857QAASSLQQASLK 20 24234688 2xTMT6plex [N-Term; K12] 0.977 0.842 0.933 6.065361023 65.42 0 1689.989955 2 845.4973755 -1.467691231 -0.001240192 39.67347111VQQTVQDLFGR 20 24234688 1xTMT6plex [N-Term] 0.847 0.947 0.906 4.317830563 53.31 0 1519.843007 2 760.4235229 -2.130411856 -0.001618946 68.59700688NAVITVPAYFNDSQR 18 24234688 1xTMT6plex [N-Term] 0.869 0.959 0.828 4.985088348 67.28 0 1924.012591 2 962.5099487 0.015255065 1.47E-05 59.77263354MEEFKDQLPADECNK 23 24234688 3xTMT6plex [N-Term; K5; K15]; 1xCarbamidomethyl [C13] 0.922 0.887 0.92 5.331650257 36.61 1 2541.293221 2 1271.1521 1.456443011 0.001850624 53.14278951
EQQIVIQSSGGLSKDDIENMVK 10 24234688 3xTMT6plex [N-Term; K14; K22] 1.311 1.468 1.189 4.949663162 17.35 1 3105.706875 3 1035.904907 -2.159531012 -0.002235623 69.46545166KSQVFSTAADGQTQVEIK 8 24234688 3xTMT6plex [N-Term; K1; K18] 1.06 1.041 1.172 6.976262569 34.18 1 2624.486242 3 875.4996948 -0.651757024 -0.000570176 52.32425961EQQIVIQSSGGLSK 13 24234688 2xTMT6plex [N-Term; K14] 0.817 0.858 0.703 4.160413742 49.16 0 1932.116612 2 966.5619507 0.006763146 6.53E-06 50.06738549SDIGEVILVGGMTR 22 24234688 1xTMT6plex [N-Term] 0.872 0.874 0.881 5.005914688 73.04 0 1675.925022 2 838.4660645 -0.10135522 -8.49E-05 69.10300169MKETAENYLGHTAK 28 24234688 3xTMT6plex [N-Term; K2; K14] 1.26 1.14 1.144 5.727026463 35.51 1 2280.262513 2 1140.634399 -0.434687616 -0.000495601 47.90017421LYSPSQIGAFVLMK 28 24234688 2xTMT6plex [N-Term; K14] 1.056 0.442 0.993 5.283692837 58.12 0 2012.165476 2 1014.582642 -1.175763458 -0.001192318 91.35241859LYSPSQIGAFVLMK 42 24234688 2xTMT6plex [N-Term; K14]; 1xOxidation [M13] 1.084 1.151 1.082 5.650841236 62.63 0 2028.160391 2 1014.582642 -1.175763458 -0.001192318 91.35241859DAGQISGLNVLR 18 24234688 1xTMT6plex [N-Term] 0.894 0.988 0.946 4.401819706 63.84 0 1471.843007 2 736.4238892 -1.702266937 -0.001252735 53.55348016GAVVGIDLGTTNSCVAVMEGK 12 24234688 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C14] 0.916 0.819 0.931 7.18027401 88.79 0 2536.351515 3 846.1213379 -0.810206359 -0.000684989 73.43511956
GAVVGIDLGTTNSCVAVMEGK 4 24234688 2xTMT6plex [N-Term; K21]; 1xOxidation [M18]; 1xCarbamidomethyl [C14] 1.531 3.931167603 48.96 0 2552.34643 3 846.1213379 -0.810206359 -0.000684989 73.43511956

VINEPTAAALAYGLDK 39 24234688 2xTMT6plex [N-Term; K16] 0.879 0.815 0.968 5.499787331 79.33 0 2104.205427 2 1052.606079 -0.259032159 -0.000272528 76.74683836LLGQFTLIGIPPAPR 98 24234688 1xTMT6plex [N-Term] 0.608 0.701 0.712 6.556092262 74.52 0 1822.115206 2 911.5610962 -0.159390134 -0.000145214 101.76551EGSGSSGTGEQK 14 24234688 2xTMT6plex [N-Term; K12] 0.588 0.613 0.714 4.925430775 59.63 0 1581.81205 2 791.4090576 -0.765783536 -0.000605663 16.27032417TTPSVVAFTADGER 36 24234688 1xTMT6plex [N-Term] 0.933 1.078 0.987 5.113519192 64.91 0 1679.88018 3 560.6295776 -3.572129675 -0.00200025 48.40211516QAVTNPNNTFYATK 18 24234688 2xTMT6plex [N-Term; K14] 0.928 0.95 0.91 4.594015121 62.64 0 2027.096211 2 1014.051941 0.194675485 0.000197313 44.38145397
AKCELSSSVQTDINLPYLTMDSSGPK 8 24234688 3xTMT6plex [N-Term; K2; K26]; 1xCarbamidomethyl [C3] 1.878 1.813 1.42 6.503347874 23.32 1 3528.853282 4 882.96698 -2.037947614 -0.001797905 83.99631981AQFEGIVTDLIR 60 24234688 1xTMT6plex [N-Term] 0.877 0.892 0.938 4.68213129 74.2 0 1590.905273 2 795.9559937 -0.35348133 -0.000281178 86.35039738ETAENYLGHTAK 26 24234688 2xTMT6plex [N-Term; K12] 0.745 0.68 0.688 4.878182411 75.96 0 1791.964134 2 896.4859009 0.218340203 0.000195629 34.45272034VIAVYDLGGGTFDISILEIQK 14 24234688 2xTMT6plex [N-Term; K21] 0.723 4.952904224 38.06 0 2709.54789 3 903.8537598 -0.429519304 -0.000387934 112.5177089VINEPTAAALAYGLDKSEDK 12 24234688 3xTMT6plex [N-Term; K16; K20] 1.652 1.639 1.651 6.865775108 44.03 1 2792.564886 3 931.5283813 2.04288287 0.001901628 76.99960805VEAVNMAEGIIHDTETK 10 24234688 2xTMT6plex [N-Term; K17]; 1xOxidation [M6] 0.765 0.866 0.696 6.344933033 61.66 0 2331.226633 3 772.4143066 -1.4473446 -0.001116979 77.60774439VEAVNMAEGIIHDTETK 16 24234688 2xTMT6plex [N-Term; K17] 0.836 0.808 0.813 7.353330612 83.23 0 2315.231718 3 772.4143066 -1.4473446 -0.001116979 77.60774439SDIGEVILVGGMTR 18 24234688 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.944 0.887 0.988 3.417708635 67 0 1691.919937 2 838.4660645 -0.10135522 -8.49E-05 69.10300169

DQLPADECNK 6 24234688 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 0.606 0.67 0.617 3.544431448 33.18 0 1647.841242 2 824.4223633 -2.301184971 -0.001895994 29.0588136
EGSGSSGTGEQKEDQK 4 24234688 3xTMT6plex [N-Term; K12; K16] 0.611 0.536 3.507897615 15.98 1 2311.198058 3 771.0707397 -0.169743877 -0.000130771 18.46421378AMQDAEVSK 22 24234688 2xTMT6plex [N-Term; K9] 0.912 0.894 0.835 3.995867729 57.06 0 1436.781936 2 718.8947144 0.150434058 0.00010807 28.89995121VLENAEGAR 12 24234688 1xTMT6plex [N-Term] 0.818 0.949 0.935 3.426110744 54.88 0 1187.658167 2 594.3324585 -0.443122295 -0.000263139 25.20623133KDSETGENIR 13 24234688 2xTMT6plex [N-Term; K1] 1.324 1.014 0.908 3.641963482 32.57 1 1606.88007 3 536.2979736 -0.437059103 -0.000234101 17.94186635RYDDPEVQK 25 24234688 2xTMT6plex [N-Term; K9] 0.859 0.891 0.84 4.258075714 48.09 1 1607.879342 2 804.4432983 -0.013471355 -1.08E-05 23.28526051DSETGENIR 8 24234688 1xTMT6plex [N-Term] 0.804 0.788 0.895 3.431753874 37.02 0 1249.622175 2 625.3136597 -1.706335007 -0.001066137 16.10775998AMQDAEVSK 42 24234688 2xTMT6plex [N-Term; K9]; 1xOxidation [M2] 0.888 0.872 1.093 2.693236589 34.92 0 1452.776851 2 718.8947144 0.150434058 0.00010807 28.89995121EGSGSSGTGEQKEDQKEEK 5 24234688 4xTMT6plex [N-Term; K12; K16; K19] 1.247 1.463 2.434137106 2.96 2 2926.541139 4 732.3901978 -0.744272597 -0.000544536 20.13525874DDIENMVK 14 24234688 2xTMT6plex [N-Term; K8] 0.683 0.63 0.665 3.245057344 43.64 0 1421.771037 2 711.3894653 0.434053055 0.000308562 45.30854242ETGVDLTK 12 24234688 2xTMT6plex [N-Term; K8] 0.722 0.945 0.838 3.648804426 45.74 0 1320.777503 2 660.892395 0.008244434 5.44E-06 35.93070535YDDPEVQK 13 24234688 2xTMT6plex [N-Term; K8] 0.806 0.877 0.938 3.009477615 37.62 0 1451.778231 2 726.3930664 0.430804435 0.000312716 32.15039629
MEEFKDQLPADECNK 6 24234688 3xTMT6plex [N-Term; K5; K15]; 1xOxidation [M1]; 1xCarbamidomethyl [C13] 0.834 0.947 1.127 3.546541452 21.67 1 2557.288136 2 1271.1521 1.456443011 0.001850624 53.14278951

LFEMAYK 12 24234688 2xTMT6plex [N-Term; K7] 0.941 0.882 0.899 3.439607143 38.25 0 1359.774666 2 680.3910522 0.11914635 8.10E-05 69.18099284LKEEISK 20 24234688 3xTMT6plex [N-Term; K2; K7] 1.2 1.214 1.156 3.008319139 27.88 1 1533.981905 2 767.494812 0.288108638 0.000220977 41.33789151DNMALQR 12 24234688 1xTMT6plex [N-Term] 0.86 0.888 0.905 2.988821507 45.92 0 1076.571994 2 538.7894897 -0.270681212 -0.000145704 22.80542315NTTIPTK 14 24234688 2xTMT6plex [N-Term; K7] 1.038 0.964 1.03 2.733094454 27.09 0 1232.761459 2 616.8839722 -0.641562937 -0.000395447 29.00543332
TIAPCQK 10 24234688 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.911 0.904 0.92 2.835002899 26.93 0 1275.749514 2 638.3776855 -1.112739009 -0.000709788 29.11459888

EMAGDNK 6 24234688 2xTMT6plex [N-Term; K7] 1.149 1.021 0.99 2.420607567 23.02 0 1222.650194 2 611.8284912 -0.398976034 -0.000243904 19.84646394
MKETAENYLGHTAK 5 24234688 3xTMT6plex [N-Term; K2; K14]; 1xOxidation [M1] 0.881 0.721 0.592 2.685751915 5.49 1 2296.257428 2 1140.634399 -0.434687616 -0.000495601 47.90017421

DDIENMVK 13 24234688 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 0.818 0.665 0.737 2.010591745 27.04 0 1437.765952 2 711.3894653 0.434053055 0.000308562 45.30854242LVGMPAK 12 24234688 2xTMT6plex [N-Term; K7] 0.827 0.815 0.88 2.79024148 20.82 0 1173.742972 2 587.3726196 -4.267750528 -0.002504621 49.38604179LFEMAYK 6 24234688 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 0.853 0.936 1.254 2.09706974 7.66 0 1375.769581 2 680.3910522 0.11914635 8.10E-05 69.18099284
4758582 IDH3G isocitrate dehydrogenase [NAD] subunit gamma, mitochondrial isoform a precursor 3421 NP_004126.1 34.86005089 1 8 8 45 393 42.767 8.5 0.98 0.94 0.96 0.96 Significant 0.000145

ENTEGEYSSLEHESVAGVVESLK 4 4758582 2xTMT6plex [N-Term; K23] 1.108 1.13 7.116472244 43.89 0 2951.488596 3 984.5018311 0.79401427 0.000781175 75.18730264AVLASMDNENMHTPDIGGQGTTSEAIQDVIR 8 4758582 1xTMT6plex [N-Term] 0.94 0.567 0.758 7.288488388 66.13 0 3499.699461 3 1167.23645 -1.332658451 -0.001554635 72.35989174
NIANPTATLLASCMMLDHLK 6 4758582 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C13] 1.042 1.011 1.287 7.322696686 61.42 0 2672.433805 3 891.4825439 -0.271910968 -0.000242221 100.2121745

KAVLASMDNENMHTPDIGGQGTTSEAIQDVIR 2 4758582 2xTMT6plex [N-Term; K1] 1.128 8.661263466 75.81 1 3856.957356 4 964.991394 -3.528664403 -0.003402477 74.26480768HTVTMIPGDGIGPELMLHVK 4 4758582 2xTMT6plex [N-Term; K20] 0.891 0.95 6.560065269 60.1 0 2603.445356 4 651.6160889 -1.087159845 -0.00070759 79.41858441HACVPVDFEEVHVSSNADEEDIR 6 4758582 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.1 0.9 0.889 5.723702908 46.04 0 2883.341666 4 721.5912476 0.518309846 0.000373616 50.51397233HKDIDILIVR 9 4758582 2xTMT6plex [N-Term; K2] 0.97 0.95 1.079 3.263509274 20.17 1 1680.057247 4 420.7698364 0.160294017 6.73E-05 53.05506416LHSYATSIR 6 4758582 1xTMT6plex [N-Term] 0.879 0.95 0.939 3.799968958 25.58 0 1276.721101 3 426.2458801 1.555446101 0.000661957 27.5947066241352693 IREB2 iron-responsive element-binding protein 2 3658 NP_004127.1 0.726895119 1 1 1 6 963 104.98 7.05 1.12 1.04 1.26 1.14 Significant 0.00317 AVEAGLR 6 41352693 1xTMT6plex [N-Term] 1.117 1.038 1.264 2.026372194 18.62 0 944.5726463 2 472.7897949 -0.352578757 -0.000166518 22.6032999962912476 LLGL1 lethal(2) giant larvae protein homolog 1 3996 NP_004131.3 15.88345865 1 11 11 51 1064 115.316 6.29 1 0.99 0.96 0.98 Significant 0.000149 APVVAIAVLDGR 6 62912476 1xTMT6plex [N-Term] 1.051 0.964 1.013 4.109045982 33.74 0 1409.867765 2 705.4367676 -1.068819209 -0.000753447 75.70165891TVEHGFPNQPSALAFDPELR 6 62912476 1xTMT6plex [N-Term] 0.855 0.748 1.33 5.489731789 33.5 0 2454.261489 3 818.7575073 -1.434234844 -0.001173329 70.53146636IVSAGEQQSPQPVSSALSWPITGGR 6 62912476 1xTMT6plex [N-Term] 1.086 0.833 0.663 6.450442791 60.74 0 2781.473272 3 927.8267822 -2.688773028 -0.002492917 75.71659377RPEQAVEAVLGK 11 62912476 2xTMT6plex [N-Term; K12] 1.352 0.877 0.746 5.146329403 35.13 0 1755.052889 3 585.6891479 0.000710894 4.16E-07 56.97560935SADDSLSGVVR 4 62912476 1xTMT6plex [N-Term] 1.087 0.998 3.607441425 54.66 0 1334.711324 2 667.8603516 1.575010987 0.001051092 33.12046916NITEPLCSLDINWPR 4 62912476 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.153 1.259 4.3062253 17.07 0 2057.068726 3 686.3604736 -0.903606933 -0.000619594 82.90561945IYGAPGVEFTGLHR 2 62912476 1xTMT6plex [N-Term] 0.993 4.74525404 33.1 0 1745.95362 3 582.6569214 1.483842484 0.000863573 55.78483783GLLLTGHEDGTVR 6 62912476 1xTMT6plex [N-Term] 0.767 1.071 0.94 3.455126762 25.81 0 1596.890686 3 532.9684448 0.059893052 3.19E-05 54.00161686LKQELFAFNK 3 62912476 3xTMT6plex [N-Term; K2; K10] 0.985 1.344 4.017421722 10.37 1 1925.18273 3 642.3997192 0.973447774 0.000624688 71.58700832DLAQAPDMQGGHAVLIASEEQFK 2 62912476 2xTMT6plex [N-Term; K23] 0.556 2.988890886 7.01 0 2913.518063 3 971.8447266 0.536632163 0.000521163 72.10330225FWDASGVALRPLYK 1 62912476 2xTMT6plex [N-Term; K14] 1.277 2.069722176 0 2081.194802 3 694.4033203 0.290793298 0.000201733 79.6578776533356170 MYO9B unconventional myosin-IXb isoform 1 4650 NP_004136.2 8.020398702 1 13 13 47 2157 243.249 8.75 1.17 1.42 1.19 1.26 Significant 0.00403 YTFQDFTEQFQVLLPK 6 33356170 2xTMT6plex [N-Term; K16] 1.155 1.342 1.802 4.210424423 31.18 0 2462.337169 3 821.4512329 0.802692862 0.000658833 109.8653748TILGAGPVLEAFGNAK 2 33356170 2xTMT6plex [N-Term; K16] 1.019 4.751707077 43.38 0 2016.189383 3 672.7325439 -3.126756899 -0.002101378 89.88101198AAGMSSPGAQSHPEELPR 6 33356170 1xTMT6plex [N-Term] 1.091 0.967 1.001 6.274084091 59.33 0 2051.017753 3 684.3433228 -1.139984419 -0.000779376 29.74380182DIQEEELEVLLEEEAAGGDEDREK 2 33356170 2xTMT6plex [N-Term; K24] 1.494 7.066557407 47.62 1 3203.584347 3 1068.528076 -4.579808984 -0.004890601 81.1377978TPIESLFIEATEK 4 33356170 2xTMT6plex [N-Term; K13] 1.28 1.076 4.1143713 35.09 0 1936.104316 3 646.0396729 0.077281315 4.99E-05 97.29901003ASVPIVLEK 6 33356170 2xTMT6plex [N-Term; K9] 1.144 1.033 1.152 3.531478405 39.49 0 1413.908123 2 707.4580078 0.435831006 0.000308113 63.01711625MYENQQLGK 2 33356170 2xTMT6plex [N-Term; K9] 1.315 3.588869333 25.49 0 1568.850684 2 784.9293823 0.512374087 0.000401919 35.46145927ATGAALTPTEER 4 33356170 1xTMT6plex [N-Term] 1.821 1.427 3.674394369 40.72 0 1445.779738 2 723.3914185 -2.889718141 -0.002088948 27.51775755VALLEDVNR 6 33356170 1xTMT6plex [N-Term] 1.327 2.811 1.063 3.297520161 33.92 0 1257.736417 2 629.371521 -0.518055933 -0.000325789 55.14873841QPEDYFYLNQHNLK 2 33356170 2xTMT6plex [N-Term; K14] 0.968 2.555828571 13.36 0 2267.186088 3 756.3984375 -2.350446674 -0.0017763 54.92028684LIFHLVK 4 33356170 2xTMT6plex [N-Term; K7] 1.421 1.023 2.208271265 15.24 0 1327.8866 3 443.2996216 -1.723116949 -0.000762701 71.78458281VQEKPDSPGGSTQIQR 2 33356170 2xTMT6plex [N-Term; K4] 100 2.885168314 0.59 0 2185.197715 3 729.0708008 0.061176959 4.46E-05 27.46449009TSFSTSDVSK 1 33356170 2xTMT6plex [N-Term; K10] 0.993 0.21 0 1516.825909 2 758.9136963 -3.81929913 -0.002896606 34.60843219
10764847 NDUFB7 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 7 4713 NP_004137.2 33.57664234 1 3 3 19 137 16.391 8.92 1.46 1.61 1.7 1.59 Significant 0.00193

YLGDASVEPDPLQMPTFPPDYGFPER 8 10764847 1xTMT6plex [N-Term] 1.124 100 6.721 5.52868557 36.85 0 3167.523318 3 1056.512451 -0.16354556 -0.000172678 96.98676953
DSFPNFLACK 4 10764847 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.898 2.142 4.229476452 48.78 0 1656.881985 2 828.9447632 0.160015734 0.000132564 69.9091684
GQGPGEVDPK 7 10764847 2xTMT6plex [N-Term; K10] 1.419 1.427 1.584 2.731246471 37.05 0 1441.805114 2 721.4061279 -0.093619189 -6.75E-05 26.03534043

4758796 DRG1 developmentally-regulated GTP-binding protein 1 4733 NP_004138.1 47.13896458 1 14 15 93 367 40.517 8.9 1.26 1.12 1.2 1.19 Significant 0.00115 IIENELEGFGIR 6 4758796 1xTMT6plex [N-Term] 1.246 1.272 1.195 4.346730232 59.41 0 1618.900188 2 809.9525757 -1.42868154 -0.001156446 79.06201132SDATADDLIDVVEGNR 4 4758796 1xTMT6plex [N-Term] 0.945 3.894788265 47.48 0 1918.95553 2 959.9806519 -0.783191189 -0.000751455 67.75426885GGINLTATCPQSELDAETVK 8 4758796 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9] 1.265 1.176 1.078 5.318549156 43.52 0 2562.348538 3 854.7869873 -0.831177299 -0.000709922 60.67946148
GGGGGGPGEGFDVAK 7 4758796 2xTMT6plex [N-Term; K15] 1.09 1.109 1.04 4.756171703 93.96 0 1719.906619 2 860.4558105 -1.322494038 -0.001137283 40.89783618IDQISIEELDIIYK 4 4758796 2xTMT6plex [N-Term; K14] 1.453 1.432 4.216237068 36.85 0 2150.236058 3 717.4165649 -0.426207056 -0.000305482 97.80229713

DKGGINLTATCPQSELDAETVK 2 4758796 3xTMT6plex [N-Term; K2; K22]; 1xCarbamidomethyl [C11] 0.846 5.363911629 37.65 1 3034.633376 3 1012.213806 -2.145607776 -0.002170378 58.6000032
IQLLDLPGIIEGAK 20 4758796 2xTMT6plex [N-Term; K14] 1.271 1.302 1.331 4.398030758 59.49 0 1938.20397 2 969.6035156 -2.174977487 -0.002107775 109.2839229IAEIEAEMAR 4 4758796 1xTMT6plex [N-Term] 1.385 1.216 3.773565054 48.61 0 1361.729617 2 681.367981 -0.684185705 -0.000465838 58.75840767VYIPCIYVLNK 10 4758796 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 2.371 1.681 1.736 3.386908531 34.19 0 1840.080684 2 920.5437622 -0.237259127 -0.000218288 89.09751218

WNFDDLLEK 12 4758796 2xTMT6plex [N-Term; K9] 0.996 1.403 1.02 3.784214735 39.2 0 1637.893929 2 819.4505615 -0.050524105 -4.14E-05 88.08594432IGFVGFPSVGK 4 4758796 2xTMT6plex [N-Term; K11] 1.455 0.755 3.727183342 30.38 0 1565.945571 3 522.6533813 0.012703487 6.63E-06 81.40161979SILAEYK 4 4758796 2xTMT6plex [N-Term; K7] 1.007 1.192 2.943514347 33.31 0 1281.78186 2 641.3937988 -1.20040999 -0.000769332 51.11366883IHNADVTLR 2 4758796 1xTMT6plex [N-Term] 0.856 2.730246782 26.86 0 1267.732 3 423.2490234 0.407635447 0.000172258 28.50367529QVIAVAR 4 4758796 1xTMT6plex [N-Term] 1.113 1.159 2.692063093 20.12 0 985.6355809 2 493.3209229 -1.026532417 -0.000505893 30.87196183GQLPDYTSPVVLPYSR 2 4758796 1xTMT6plex [N-Term] 1.359 3.420909882 19.8 0 2021.090507 2 1011.05249 3.560666246 0.003598214 65.295140444758958 PRKAR2A cAMP-dependent protein kinase type II-alpha regulatory subunit 5576 NP_004148.1 44.30693069 1 16 16 116 404 45.49 5.07 1.01 1.01 0.97 1 Significant 0.000179
GQYFGELALVTNKPR 12 4758958 2xTMT6plex [N-Term; K13] 0.827 1.209 0.733 5.726696968 50.78 0 2151.232644 3 717.7476807 -1.931789118 -0.001385243 66.02387627APASVLPAATPR 8 4758958 1xTMT6plex [N-Term] 1.002 0.967 0.993 4.226433754 34.46 0 1379.820815 2 690.413147 -1.303013165 -0.000898962 43.40374234GSFGELALMYNTPR 10 4758958 1xTMT6plex [N-Term] 0.981 1.354 1.029 5.140371799 59.27 0 1784.920271 2 892.9638062 0.036172309 3.23E-05 72.58212742MFESFIESVPLLK 10 4758958 2xTMT6plex [N-Term; K13] 0.866 0.921 0.835 3.862934589 35.44 0 1998.138593 2 999.5715332 -1.402792459 -0.001401487 112.3925798NLDQEQLSQVLDAMFER 6 4758958 1xTMT6plex [N-Term] 0.881 0.904 6.30880928 57.03 0 2265.138262 3 755.7182007 0.788791047 0.000595574 104.0755844AATIVATSEGSLWGLDR 2 4758958 1xTMT6plex [N-Term] 0.913 4.554416656 53.12 0 1976.065021 3 659.3602905 0.656558371 0.000432467 74.34413375DGGNQEVEIAR 4 4758958 1xTMT6plex [N-Term] 0.905 1.06 4.134456635 58.69 0 1416.728037 2 708.8675537 -0.145531196 -0.000103089 22.7666261MFGSSVDLGNLGQ 6 4758958 1xTMT6plex [N-Term] 0.894 0.872 1.21 4.071893215 91.83 0 1553.783109 2 777.394165 -1.322933595 -0.001027776 73.38726027NISHYEEQLVK 6 4758958 2xTMT6plex [N-Term; K11] 1.015 1.039 0.99 4.820713997 29.29 0 1818.016169 3 606.6746826 -3.67150664 -0.002224953 46.54201438QSLGHPPPEPGPDR 6 4758958 1xTMT6plex [N-Term] 1.036 0.973 0.856 3.945385456 29.9 0 1712.891748 3 571.6350708 -0.635783118 -0.000363009 23.43402329GTYDILVTK 12 4758958 2xTMT6plex [N-Term; K9] 0.982 0.959 0.976 3.842746973 40.84 0 1467.882302 2 734.4447632 -0.035542913 -2.61E-05 57.89111653NLDQEQLSQVLDAMFER 2 4758958 1xTMT6plex [N-Term]; 1xOxidation [M14] 1.527 3.868882895 16.15 0 2281.133177 3 755.7182007 0.788791047 0.000595574 104.0755844KMFESFIESVPLLK 2 4758958 3xTMT6plex [N-Term; K1; K14] 1.334 3.022780895 5.36 1 2355.396488 3 791.1337891 -1.935059094 -0.001529594 96.31563536IVDVIGEK 2 4758958 2xTMT6plex [N-Term; K8] 0.997 3.226399422 47.66 0 1330.834624 2 665.9209595 0.014137979 9.41E-06 68.82625378

KMFESFIESVPLLK 6 4758958 3xTMT6plex [N-Term; K1; K14]; 1xOxidation [M2] 1.157 1.086 1.134 3.167536497 8 1 2371.391403 3 791.1337891 -1.935059094 -0.001529594 96.31563536
LLGPCMDIMK 6 4758958 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.034 0.95 1.008 4.142614365 42.56 0 1635.903648 2 818.4519653 -4.275340999 -0.003497023 76.83164026SLEVSER 6 4758958 1xTMT6plex [N-Term] 0.8 1.162 1.098 2.620834112 18.55 0 1048.583605 2 524.795105 -0.640329545 -0.00033572 24.68048988IITQGEK 10 4758958 2xTMT6plex [N-Term; K7] 1.038 1.033 1.117 3.062716246 26.28 0 1246.777109 2 623.8924561 0.422544953 0.00026341 35.973046894758988 RAB1A ras-related protein Rab-1A isoform 1 5861 NP_004152.1 75.12195122 1 6 14 431 205 22.663 6.21 1.22 1.24 1.21 1.22 Significant 0.000052 NATNVEQSFMTMAAEIK 16 4758988 2xTMT6plex [N-Term; K17] 1.332 1.541 1.273 6.061802387 58.27 0 2343.208874 2 1172.104858 -2.745608041 -0.003216767 93.55826495NATNVEQSFMTMAAEIK 4 4758988 2xTMT6plex [N-Term; K17]; 1xOxidation [M] 1.642 4.864379883 44.99 0 2359.203789 2 1172.104858 -2.745608041 -0.003216767 93.55826495LLIIGDSGVGK 80 4758988 2xTMT6plex [N-Term; K11] 1.232 1.135 1.119 4.134413719 54.76 0 1529.9667 2 765.4852905 -2.219515831 -0.001697893 71.87338775GAHGIIVVYDVTDQESFNNVK 11 4758988 2xTMT6plex [N-Term; K21] 1.168 1.315 1.424 6.694468021 68.85 0 2763.471765 3 921.8276367 -1.233174803 -0.001135948 65.86423774FADDTYTESYISTIGVDFK 130 4758988 2xTMT6plex [N-Term; K19] 1.121 1.287 1.115 5.355629444 47.94 0 2630.327786 2 1315.66394 -2.730329149 -0.00359083 87.61465826IQIWDTAGQER 220 4758988 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161EFADSLGIPFLETSAK 56 4758988 2xTMT6plex [N-Term; K16] 1.276 1.262 1.364 5.3849473 66.34 0 2183.200007 3 728.404541 -0.429220008 -0.000312358 95.85438186MGPGATAGGAEK 16 4758988 2xTMT6plex [N-Term; K12] 1.177 1.185 1.083 4.977449417 73.46 0 1504.819384 2 752.9118042 -2.028344129 -0.001526146 27.62074902KVVDYTTAK 8 4758988 3xTMT6plex [N-Term; K1; K9] 1.787 1.482 1.386 3.993442059 42.39 1 1712.056133 2 856.5287476 -3.454590477 -0.002957226 34.65981372VVDYTTAK 16 4758988 2xTMT6plex [N-Term; K8] 1.193 1.164 1.059 3.460212708 43.35 0 1354.798238 2 677.90271 -0.069890942 -4.73E-05 39.22209198YASENVNK 22 4758988 2xTMT6plex [N-Term; K8] 1.287 1.227 1.147 3.637708664 38.25 0 1382.768 2 691.887146 -0.712410044 -0.000492549 23.97342083QWLQEIDR 14 4758988 1xTMT6plex [N-Term] 1.427 1.207 1.153 3.536239862 27.21 0 1316.716016 2 658.8612671 -0.575902703 -0.00037915 55.55851093MGPGATAGGAEK 6 4758988 2xTMT6plex [N-Term; K12]; 1xOxidation [M1] 1.28 1.173 0.894 2.728881359 34.89 0 1520.814299 2 752.9118042 -2.028344129 -0.001526146 27.62074902TITSSYYR 10 4758988 1xTMT6plex [N-Term] 1.266 1.384 1.519 3.298510075 32.54 0 1219.652019 2 610.3292847 -0.595197689 -0.000362967 30.26133156IQSTPVK 12 4758988 2xTMT6plex [N-Term; K7] 1.248 1.168 1.142 3.073354483 27.34 0 1230.782194 2 615.8956909 1.552789719 0.000955573 32.15138739TIELDGK 15 4758988 2xTMT6plex [N-Term; K7] 1.228 1.279 1.4 2.611140728 35.09 0 1233.745474 2 617.3760376 -0.547604592 -0.000337802 43.2325100119923262 RAB5A ras-related protein Rab-5A isoform 1 5868 NP_004153.2 62.3255814 1 6 10 110 215 23.644 8.15 1.11 1.09 1.03 1.08 Significant 0.000498 FEIWDTAGQER 16 19923262 1xTMT6plex [N-Term] 1.11 1.106 1.118 3.967002869 47.82 0 1580.790637 2 790.8987427 -0.271059574 -0.000214244 58.33923008LVLLGESAVGK 26 19923262 2xTMT6plex [N-Term; K11] 1.197 1.206 1.133 4.753948212 64.42 0 1543.98235 2 772.4952393 0.551570829 0.000425808 74.25656148GAQAAIVVYDITNEESFAR 12 19923262 1xTMT6plex [N-Term] 1.158 1.199 1.083 6.266006947 45.11 0 2283.181841 2 1142.092896 -1.457196407 -0.001663522 84.33053412TSMNVNEIFMAIAK 24 19923262 2xTMT6plex [N-Term; K14] 1.217 2.236 1.474 4.265721798 67.61 0 2027.106975 2 1014.058228 1.08698167 0.001101714 101.2180214AVDFQEAQSYADDNSLLFMETSAK 4 19923262 2xTMT6plex [N-Term; K24] 1.024 1.278 5.720026016 57.91 0 3138.534166 3 1046.848145 -1.365610831 -0.001428672 89.88328304YHSLAPMYYR 6 19923262 1xTMT6plex [N-Term] 1.192 1.073 1.096 3.980209827 25.41 0 1529.777236 3 510.596344 -1.802326191 -0.000919053 51.97755522NEPQNPGANSAR 6 19923262 1xTMT6plex [N-Term] 1.039 0.938 1.136 3.047855139 37.51 0 1483.745084 2 742.3759155 -0.35691799 -0.000264788 15.4014938QASPNIVIALSGNK 4 19923262 2xTMT6plex [N-Term; K14] 1.096 1.055 3.680159092 24.32 0 1870.116218 3 624.0429688 -0.997167974 -0.000621607 68.89490949GVDLTEPTQPTR 6 19923262 1xTMT6plex [N-Term] 0.94 0.858 0.692 3.485754013 13.14 0 1542.832502 2 771.9194336 -0.590752722 -0.000455716 34.46303449ADLANKR 6 19923262 2xTMT6plex [N-Term; K6] 1.166 1.436 1.124 2.844928503 2.16 1 1245.767941 3 415.9273376 -0.38634045 -0.00016043 21.65846406

156416003 SDHA succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial isoform 1 6389 NP_004159.2 56.02409639 1 24 24 341 664 72.645 7.39 0.89 0.9 0.95 0.91 Significant 0.000413
TYFSCTSAHTSTGDGTAMITR 6 156416003 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.817 0.954 0.911 6.368136406 56.02 0 2494.153989 3 832.0563354 0.18619446 0.000154799 40.67297332TLNEADCATVPPAIR 28 156416003 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.818 0.974 0.899 5.844858646 61.73 0 1856.973763 2 928.9898071 -0.767825704 -0.000712916 46.67079372IDEYDYSKPIQGQQK 10 156416003 3xTMT6plex [N-Term; K8; K15] 0.894 1.09 0.887 4.364121914 7.33 0 2499.369815 3 833.7950439 0.305471377 0.000254495 47.38469045

AAFGLSEAGFNTACVTK 2 156416003 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C14] 0.899 4.662444115 38.43 0 2202.16291 3 734.7260742 0.344759348 0.000253072 69.80255381
GVIALCIEDGSIHR 18 156416003 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.369 1.397 1.336 4.820811272 66.33 0 1768.95772 2 884.9824219 -0.086163733 -7.62E-05 54.46523336KHTLSYVDVGTGK 16 156416003 3xTMT6plex [N-Term; K1; K13] 0.954 0.939 1.013 5.258570671 34.6 1 2092.236951 3 698.0826416 -1.710664421 -0.001193038 43.50007336LGANSLLDLVVFGR 42 156416003 1xTMT6plex [N-Term] 0.752 0.887 0.828 5.208595276 85.9 0 1703.005321 2 852.0050659 -1.448136439 -0.001233092 112.0628158GSDWLGDQDAIHYMTEQAPAAVVELENYGMPFSR 16 156416003 1xTMT6plex [N-Term] 100 100 2.222 8.408776283 54.3 0 4026.883967 4 1007.476318 -0.130083833 -0.000130958 105.4197346

LPGISETAMIFAGVDVTK 24 156416003 2xTMT6plex [N-Term; K18] 0.777 0.801 0.851 6.084834576 45.49 0 2307.303426 2 1154.154053 -1.125643563 -0.001298601 105.2718249NTVVATGGYGR 12 156416003 1xTMT6plex [N-Term] 1.003 0.959 1.106 4.173220158 52.5 0 1323.721829 2 662.3648682 0.47609559 0.000315109 25.78686459EPIPVLPTVHYNMGGIPTNYK 12 156416003 2xTMT6plex [N-Term; K21] 0.688 0.805 0.725 6.505342007 49.5 0 2798.531528 3 933.5145874 -0.828778574 -0.000773121 80.16362115GEGGILINSQGER 14 156416003 1xTMT6plex [N-Term] 0.891 0.841 0.923 5.000842094 79.11 0 1558.83865 2 779.9230957 0.16986123 0.000132393 35.5962745DHVYLQLHHLPPEQLATR 6 156416003 1xTMT6plex [N-Term] 0.946 0.84 6.345857143 35.59 0 2396.303628 4 599.831604 0.399684587 0.000239441 46.97222975VSDSISAQYPVVDHEFDAVVVGAGGAGLR 14 156416003 1xTMT6plex [N-Term] 0.714 0.685 0.732 9.375587463 74.18 0 3144.616307 3 1048.877563 0.581873751 0.000609923 78.358519
VGSVLQEGCGK 10 156416003 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.033 0.868 1.189 4.602278709 61.02 0 1591.887798 2 796.4473877 -0.188128444 -0.00014974 44.91907551

HTLSYVDVGTGK 8 156416003 2xTMT6plex [N-Term; K12] 0.814 0.902 0.931 4.310994148 59.67 0 1734.979056 2 867.993042 -0.143140417 -0.000124173 42.28021919
AGLPCQDLEFVQFHPTGIYGAGCLITEGCR 12 156416003 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C5; C23; C29] 0.852 0.956 1.169 6.281494617 46.8 0 3595.733345 3 1199.248779 -0.434055928 -0.00052025 86.80954369

ACALSIEESCRPGDK 14 156416003 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C2; C10] 1.127 1.085 1.26 5.055467129 38 0 2151.093845 3 717.7020264 -1.077962472 -0.000772933 40.48729626
VPPIKPNAGEESVMNLDK 21 156416003 3xTMT6plex [N-Term; K5; K18] 0.788 0.78 0.808 5.048542976 24.66 0 2625.488884 3 875.8335571 -1.053595503 -0.000922068 66.04688202SMQNHAAVFR 8 156416003 1xTMT6plex [N-Term] 0.906 0.884 0.904 4.280098438 35.16 0 1389.725869 2 695.3661499 -0.608656233 -0.000422933 25.42620086VTLEYRPVIDK 16 156416003 2xTMT6plex [N-Term; K11] 0.862 0.998 0.987 3.171016693 20.98 0 1791.078041 2 896.0415039 -1.28988098 -0.001155139 57.30792407KPFEEHWR 10 156416003 2xTMT6plex [N-Term; K1] 0.932 0.909 1.238 3.76235652 25.51 0 1586.884368 3 529.6331177 0.272324407 0.000144049 34.20319816AFGGQSLK 6 156416003 2xTMT6plex [N-Term; K8] 0.911 0.97 0.887 3.04544425 37.53 0 1265.761793 2 633.383606 -1.467642607 -0.000928843 41.25149498WHFYDTVK 14 156416003 2xTMT6plex [N-Term; K8] 0.907 0.944 0.869 3.289975166 24.32 0 1553.851671 2 777.4285889 -1.138735221 -0.000884713 57.36140099

TYFSCTSAHTSTGDGTAMITR 2 156416003 1xTMT6plex [N-Term]; 1xOxidation [M18]; 1xCarbamidomethyl [C5] 2.331170797 13.62 0 2510.148904 3 832.0563354 0.18619446 0.000154799 40.67297332
22547186 SHMT1 serine hydroxymethyltransferase, cytosolic isoform 1 6470 NP_004160.3 8.488612836 1 2 3 34 483 53.049 7.71 0.96 1.78 1.27 1.34 Significant 0.0305

ISATSIFFESMPYK 26 22547186 2xTMT6plex [N-Term; K14] 1.085 1.076 1.063 4.669026375 69.72 0 2079.123671 2 1040.063721 -1.686356516 -0.001753072 93.25220849EEVESFASLFPLPGLPDF 2 22547186 1xTMT6plex [N-Term] 1.825 3.63256669 8.27 0 2223.142268 3 741.7196655 0.97844032 0.000725071 113.0574313YSEGYPGQR 6 22547186 1xTMT6plex [N-Term] 0.665 1.783 1.269 2.829271793 20.02 0 1285.637431 2 643.3224487 0.147515103 9.48E-05 21.646311674759184 STX3 syntaxin-3 isoform 1 6809 NP_004168.1 24.91349481 1 6 6 30 289 33.134 5.44 0.84 0.94 0.81 0.86 Significant 0.00207 TTDEELEEMLESGNPAIFTSGIIDSQISK 4 4759184 2xTMT6plex [N-Term; K29] 0.781 5.085132599 65.51 0 3612.82426 3 1204.946411 0.116398808 0.000140176 109.9389683TKDDLEQLTTEIK 4 4759184 3xTMT6plex [N-Term; K2; K13] 0.925 0.868 5.025785446 19.91 1 2221.28944 3 741.1002197 -1.500781597 -0.001111223 63.44831203LYSIILSAPIPEPK 10 4759184 2xTMT6plex [N-Term; K14] 0.785 0.943 0.768 3.88085866 27.4 0 1999.224371 3 667.079834 0.288828574 0.000192478 99.99899448KLYSIILSAPIPEPK 6 4759184 3xTMT6plex [N-Term; K1; K15] 1.013 0.906 0.887 3.299284935 10.76 1 2356.482266 3 786.1650391 -0.722387146 -0.000567431 92.56238832HIEEDEVR 2 4759184 1xTMT6plex [N-Term] 0.82 2.968029261 25.69 0 1255.647996 3 419.2202759 -1.370976012 -0.000573821 18.43786828QLEITGK 4 4759184 2xTMT6plex [N-Term; K7] 0.931 0.764 2.878433704 19.77 0 1246.777109 2 623.8924561 0.422544953 0.00026341 43.24630252
47419914 WARS tryptophan--tRNA ligase, cytoplasmic isoform a 7453 NP_004175.2 55.41401274 1 21 21 183 471 53.132 6.23 0.83 0.85 0.85 0.84 Significant 0.0000625

GIFGFTDSDCIGK 22 47419914 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 0.931 1.023 0.853 5.162651062 69.08 0 1874.972256 2 937.9884033 -1.453898513 -0.00136301 73.8461611
DYTSGAMLTGELK 12 47419914 2xTMT6plex [N-Term; K13] 0.664 0.652 0.677 5.570159435 76.76 0 1843.987571 2 922.4966431 -0.84702696 -0.000780954 58.73204072MSASDPNSSIFLTDTAK 4 47419914 2xTMT6plex [N-Term; K17]; 1xOxidation [M1] 0.778 0.547 3.789515495 51.63 0 2259.157884 2 1130.080078 -2.21531219 -0.00250237 53.95592511MSASDPNSSIFLTDTAK 8 47419914 2xTMT6plex [N-Term; K17] 0.693 0.751 0.72 5.099451065 44.57 0 2243.162969 2 1130.080078 -2.21531219 -0.00250237 53.95592511DYTSGAMLTGELKK 4 47419914 3xTMT6plex [N-Term; K13; K14] 1.054 1.206 3.870811224 20.12 1 2201.245466 3 734.4200439 0.050973842 3.74E-05 58.99468807PNSEPASLLELFNSIATQGELVR 2 47419914 1xTMT6plex [N-Term] 0.886 0.737 55.24 0 2714.456225 3 905.4894409 -0.904654888 -0.000818549 112.8101762TFIFSDLDYMGMSSGFYK 20 47419914 2xTMT6plex [N-Term; K18] 0.807 0.76 0.818 4.504777908 53.84 0 2567.260241 3 856.4244385 -0.57585526 -0.00049279 105.3722468

ADCPPGNPAPTSNHGPDATEAEEDFVDPWTVQTSSAK 7 47419914 2xTMT6plex [N-Term; K37]; 1xCarbamidomethyl [C3] 0.608 0.507 5.291362286 29.78 0 4354.024644 4 1089.254395 -6.6365024 -0.007223874 65.47869998
TDIQCLIPCAIDQDPYFR 6 47419914 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C9] 1.288 1.139 1.173 4.840147972 17.62 0 2454.199483 3 818.7373047 -0.864606775 -0.000707306 88.24453548

DMNQVLDAYENK 19 47419914 2xTMT6plex [N-Term; K12] 0.817 0.802 0.984 4.799399853 61.17 0 1897.972984 2 949.4892578 -0.919378208 -0.000872477 61.1604377WLQDVFNVPLVIQMTDDEK 2 47419914 2xTMT6plex [N-Term; K19]; 1xOxidation [M14] 1.036 4.055498123 27.62 0 2764.463174 3 922.1588745 -0.399374046 -0.000368018 111.7989875
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DIIACGFDINK 20 47419914 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 0.87 0.966 0.938 4.760757446 59.31 0 1723.945313 2 862.4755859 -0.822436181 -0.000708917 68.40065728
AGNASKDEIDSAVK 6 47419914 3xTMT6plex [N-Term; K6; K14] 0.894 0.709 0.829 4.275218964 23.04 1 2092.185309 3 698.0665283 -0.132511715 -9.24E-05 37.08149905KDYTSGAMLTGELK 3 47419914 3xTMT6plex [N-Term; K1; K14] 1.193 0.869 3.159689665 4.08 1 2201.245466 3 734.4187622 -1.695862167 -0.001244336 55.31707373ALIEVLQPLIAEHQAR 6 47419914 1xTMT6plex [N-Term] 1.285 1.123 0.897 3.465047359 9.28 0 2030.195976 3 677.4032593 -0.36989925 -0.000250323 117.269055EVTDEIVK 6 47419914 2xTMT6plex [N-Term; K8] 0.781 0.827 0.728 3.473735809 42.98 0 1390.819367 2 695.9138794 0.801584367 0.00055743 42.07800843KPFYLYTGR 4 47419914 2xTMT6plex [N-Term; K1] 0.951 0.835 3.443328857 9.65 0 1602.94082 3 534.9849854 -0.260187592 -0.000139022 50.64411202DEIDSAVK 12 47419914 2xTMT6plex [N-Term; K8] 0.614 0.705 0.759 3.594572544 46.79 0 1334.756767 2 667.8817749 -0.370018961 -0.000246943 33.68351201AAAGEDYK 6 47419914 2xTMT6plex [N-Term; K8] 0.687 0.648 0.6 3.271267414 45.22 0 1282.704338 2 641.8555298 -0.432429884 -0.00027734 23.46785955HVTFNQVK 6 47419914 2xTMT6plex [N-Term; K8] 0.856 0.853 0.84 3.964645863 29.68 0 1430.852005 3 477.6218872 -0.626576965 -0.000298846 35.49578014DTIEEHR 2 47419914 1xTMT6plex [N-Term] 100 2.072665453 22.58 0 1128.584667 2 564.7952881 -1.211985387 -0.000683914 23.10007577IDKELINR 6 47419914 2xTMT6plex [N-Term; K3] 0.929 0.922 0.812 3.319357395 2.93 1 1458.904434 3 486.9724731 -1.074893166 -0.000522722 43.20641335

117553627 ASMTL N-acetylserotonin O-methyltransferase-like protein isoform 1 8623 NP_004183.2 28.18035427 1 12 12 47 621 68.813 6.07 0.99 1.05 1.13 1.05 Significant 0.00147
SLGEYQCLLELHGFHQVQVVHLGGVLDAILATK 4 117553627 2xTMT6plex [N-Term; K33]; 1xCarbamidomethyl [C7] 0.919 0.768 6.772184372 14.39 0 4103.251612 5 821.4594116 3.982179748 0.003267977 111.3564683

AEAGEAGQATAEAECHR 2 117553627 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.486 5.416318893 36.94 0 1986.913682 3 662.9748535 -1.849598781 -0.001224998 20.02932867
VAESCKPGAGLLLVETLLDEEKR 4 117553627 3xTMT6plex [N-Term; K6; K22]; 1xCarbamidomethyl [C5] 1.049 100 5.862843513 13.07 1 3214.83241 4 804.4650269 1.825003959 0.00146677 106.2392878

FSSACDVGGCTGALAR 2 117553627 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C10] 0.797 3.631577492 42.08 0 1857.878483 2 929.4430542 0.187616381 0.000174284 41.78925484
VDASACGMER 6 117553627 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.942 0.802 0.733 3.536881447 36.48 0 1324.618687 2 662.8131104 0.19434508 0.000128717 22.7451669ASFATPYGYAMETAK 2 117553627 2xTMT6plex [N-Term; K15] 1.078 3.562263727 38.91 0 2066.066884 2 1033.537231 0.146147556 0.000150975 64.30149082LLELIEGFMLSK 4 117553627 2xTMT6plex [N-Term; K12] 1.137 1.345 3.084326267 21.81 0 1851.106564 3 617.7068481 -0.309666886 -0.000191075 113.4882453ILHDWPDDK 2 117553627 2xTMT6plex [N-Term; K9] 0.68 3.147567034 15.62 0 1596.878613 3 532.9643555 -0.062831169 -3.34E-05 53.8785698

LLDICAAMGLLEK 14 117553627 2xTMT6plex [N-Term; K13]; 1xOxidation [M8]; 1xCarbamidomethyl [C5] 1.105 1.135 1.239 2.280391455 7.85 0 1921.090263 4 481.0273438 -1.414800779 -0.00067949 79.44934669
VFDLLKDEAPQK 2 117553627 3xTMT6plex [N-Term; K6; K12] 0.991 3.471972942 6.71 1 2090.246453 4 523.3157959 -2.439433036 -0.001274754 70.96542938

VLCPVIGK 1 117553627 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.914 26.63 0 1343.8485 2 672.4284058 0.770245632 0.000517547 60.48174961
FEVVPSK 4 117553627 2xTMT6plex [N-Term; K7] 0.801 0.819 2.340866804 12.49 0 1263.771295 2 632.3898315 0.86362615 0.000545713 51.73143513

4758416 GBF1 Golgi-specific brefeldin A-resistance guanine nucleotide exchange factor 1 isoform 1 8729 NP_004184.1 14.03980635 1 19 19 113 1859 206.315 5.73 1.16 1.18 1.22 1.19 Significant 0.000221
SEDTTGPITGLALTSVNK 2 4758416 2xTMT6plex [N-Term; K18] 1.205 4.164003372 50.1 0 2262.259313 2 1131.633667 0.329239168 0.000372412 66.98723572FTALSSESIENLPSVFGSNPK 10 4758416 2xTMT6plex [N-Term; K21] 1.438 1.238 1.324 6.290718079 63.41 0 2682.439068 3 894.817627 -0.275887208 -0.000246684 91.9642566DFEQDILEDMYHAIK 4 4758416 2xTMT6plex [N-Term; K15] 0.689 0.663 4.537124157 37.1 0 2325.183705 3 775.7315674 -1.529312095 -0.001185311 102.2429266GLLTIPMDNTEVAQWLR 12 4758416 1xTMT6plex [N-Term] 1.069 0.976 1.097 5.235916138 57.04 0 2186.18409 3 729.3996582 0.151491988 0.000110396 101.0807095FLSYALIDPTHEGTAEGMENMADAVTHAR 6 4758416 1xTMT6plex [N-Term] 1.427 1.209 3.013 7.110775471 44.83 0 3376.613941 4 844.9067993 -2.539071545 -0.002143366 84.43087909AASSSSPGSPVASSPSR 6 4758416 1xTMT6plex [N-Term] 1.255 1.272 0.416 5.422540665 82.87 0 1760.897621 2 880.9523315 -0.133360429 -0.000117417 18.86421554FLQLESLQELMK 24 4758416 2xTMT6plex [N-Term; K12] 1.133 1.154 1.167 4.47025013 62.43 0 1937.118192 2 969.0613403 -1.439058262 -0.001393813 107.4550503LLENISPADVGGMEETR 4 4758416 1xTMT6plex [N-Term] 1.309 1.223 4.036293983 33.66 0 2060.053136 2 1030.530151 -0.05312272 -5.47E-05 67.75839855GPSTENQEAK 6 4758416 2xTMT6plex [N-Term; K10] 1.499 1.045 1.293 2.734688759 25.43 0 1518.816407 2 759.9113159 -0.692574861 -0.000525947 99.1700904

DAAHITPDNFELCVK 6 4758416 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 1.343 1.29 1.405 5.280716419 42.48 0 2188.14726 3 730.0540771 0.191059039 0.000139355 62.05341347
ALLVHDLQK 6 4758416 2xTMT6plex [N-Term; K9] 1.171 1.126 1.07 3.785606384 33.06 0 1494.94082 3 498.9850769 -0.095259362 -4.75E-05 49.86525486MQALTYLQR 4 4758416 1xTMT6plex [N-Term] 1.331 1.258 3.680705786 34.77 0 1352.755772 2 676.8813477 -0.261323964 -0.000176754 53.60447771ILLLMKPSVLSR 4 4758416 2xTMT6plex [N-Term; K6] 1.01 1.48 4.365386486 4.93 0 1828.185818 3 610.0670166 0.371261324 0.000226245 91.47599485KGIQFLQEK 3 4758416 3xTMT6plex [N-Term; K1; K9] 1.089 1.165 2.979514837 6.43 1 1778.114317 3 593.3760986 -0.322747282 -0.000191294 55.58132875VLFPLLTK 6 4758416 2xTMT6plex [N-Term; K8] 1.543 1.244 1.227 3.04703021 40.94 0 1388.92813 2 694.9672241 -0.690019729 -0.000479194 95.63351231FVGTDPASDEVVLMK 2 4758416 2xTMT6plex [N-Term; K15]; 1xOxidation [M14] 2.125 2.031583786 43.41 0 2082.119314 2 1041.559326 -3.812671155 -0.003969218 63.72027975

LDALEWESCFNK 2 4758416 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.728 2.750950575 5.83 0 1970.00937 2 985.4985352 -9.937058067 -0.009788049 79.72401989
FTQSSQK 4 4758416 2xTMT6plex [N-Term; K7] 1.215 0.9 2.516254902 13.98 0 1283.735972 2 642.3706055 -1.587400014 -0.001018901 24.87229596AGGMSDSSK 2 4758416 2xTMT6plex [N-Term; K9] 0.956 1.840262055 13.96 0 1297.682222 2 649.3423462 -3.70367807 -0.002403099 19.70823572

4757732 AIFM1 apoptosis-inducing factor 1, mitochondrial isoform AIF precursor 9131 NP_004199.1 43.06688418 1 23 23 260 613 66.859 8.95 0.92 0.95 0.99 0.95 Significant 0.000452
ELWFSDDPNVTK 12 4757732 2xTMT6plex [N-Term; K12] 0.961 0.934 0.966 4.089393616 53.79 0 1909.01075 2 955.0078125 -1.257881864 -0.001200655 66.59321345AALSASEGEEVPQDK 10 4757732 2xTMT6plex [N-Term; K15] 0.754 0.777 0.899 4.924394608 75.94 0 1989.054071 2 995.0292969 -1.384477195 -0.0013769 38.09066907

SNIWVAGDAACFYDIK 16 4757732 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 1.083 1.158 1.082 5.317238808 47.14 0 2288.17856 2 1144.592529 -0.340129159 -0.000389138 82.8032618SATEQSGTGIR 6 4757732 1xTMT6plex [N-Term] 0.999 0.917 0.906 4.955643177 69.06 0 1335.706573 2 668.3565674 -0.535405297 -0.000357572 18.01224022APSHVPFLLIGGGTAAFAAAR 10 4757732 1xTMT6plex [N-Term] 1.007 1.011 1.056 6.411324501 35.35 0 2253.270537 3 751.7614136 -0.377206079 -0.000283316 83.71693735LNDGSQITYEK 8 4757732 2xTMT6plex [N-Term; K11] 0.744 0.859 0.991 4.075417519 54.05 0 1725.942336 2 863.4740601 -0.864642336 -0.000746161 42.48892299VLIVSEDPELPYMRPPLSK 25 4757732 2xTMT6plex [N-Term; K19] 0.948 0.986 0.937 4.903945446 26.11 0 2641.503917 3 881.1717529 -1.215629822 -0.001070364 84.36872937ALGTEVIQLFPEK 29 4757732 2xTMT6plex [N-Term; K13] 0.982 1.073 1.091 4.653590202 51.76 0 1903.130471 2 952.0681763 -0.732998057 -0.000697495 89.74032931DGEQHEDLNEVAK 8 4757732 2xTMT6plex [N-Term; K13] 0.787 0.815 0.828 4.756893635 26.16 0 1941.991805 3 648.0015259 -0.916931409 -0.000593558 26.55467173ILPEYLSNWTMEK 34 4757732 2xTMT6plex [N-Term; K13] 0.966 0.941 1.105 4.436478615 42.44 0 2082.13457 3 694.7164307 0.081062094 5.63E-05 93.70340268KVETDHIVAAVGLEPNVELAK 10 4757732 3xTMT6plex [N-Term; K1; K21] 0.935 0.986 1.055 6.561704159 33.75 1 2919.712219 3 973.9091797 0.262694554 0.000255664 69.59028336KAALSASEGEEVPQDK 6 4757732 3xTMT6plex [N-Term; K1; K16] 1.1 1.515 6.263960361 35.12 1 2346.311966 3 782.7750244 -0.616242782 -0.000481966 37.01023505TGGLEIDSDFGGFR 6 4757732 1xTMT6plex [N-Term] 0.614 1.135 1.375 4.9772892 54.31 0 1699.84888 2 850.4273682 -0.835710687 -0.000710291 70.13157987VMPNAIVQSVGVSSGK 4 4757732 2xTMT6plex [N-Term; K16] 1.432 4.921445847 56.9 0 2031.167267 2 1016.086548 -0.712874266 -0.000723983 68.81691865ISGLGLTPEQK 14 4757732 2xTMT6plex [N-Term; K11] 0.877 0.97 0.949 4.249808311 39.49 0 1600.967428 2 800.9870605 -0.364764604 -0.000291988 57.84031591VEHHDHAVVSGR 6 4757732 1xTMT6plex [N-Term] 1.257 1.019 0.969 4.851029396 32.17 0 1571.824003 3 524.6124878 -0.695320272 -0.000364307 14.78429773VMPNAIVQSVGVSSGK 4 4757732 2xTMT6plex [N-Term; K16]; 1xOxidation [M2] 0.961 4.425177097 44.63 0 2047.162182 2 1016.086548 -0.712874266 -0.000723983 68.81691865RVEHHDHAVVSGR 4 4757732 1xTMT6plex [N-Term] 0.01 0.693 3.804380655 22.6 1 1727.925114 4 432.7365723 -0.378967523 -0.000163707 14.10637487VNAELQAR 8 4757732 1xTMT6plex [N-Term] 1.129 0.966 1.077 3.364706278 33 0 1129.652687 2 565.3297119 -0.47818403 -0.000270091 24.58959293ATAQDNPK 10 4757732 2xTMT6plex [N-Term; K8] 0.971 0.955 0.805 2.944251299 33.82 0 1302.741786 2 651.874939 0.62603326 0.00040778 18.0674555GVIFYLR 6 4757732 1xTMT6plex [N-Term] 0.713 0.807 0.797 2.404411077 24.86 0 1096.671632 2 548.8392334 -0.402894642 -0.000220922 64.74143573ILPEYLSNWTMEK 2 4757732 2xTMT6plex [N-Term; K13]; 1xOxidation [M11] 0.906 2.719283104 7.2 0 2098.129485 3 694.7164307 0.081062094 5.63E-05 93.70340268VVQLDVR 6 4757732 1xTMT6plex [N-Term] 0.964 1.067 0.965 2.168230772 33.67 0 1057.65671 2 529.3317871 -0.390099402 -0.000206296 43.64598447LFNIHED 8 4757732 1xTMT6plex [N-Term] 1.01 1.097 1.027 2.319841385 23.75 0 1116.58869 2 558.7974854 -0.892089347 -0.000498048 48.86878765SLSAIDR 8 4757732 1xTMT6plex [N-Term] 0.825 0.988 1.16 2.70323205 27.62 0 990.5781255 2 495.7905273 -4.388803253 -0.002173726 28.84385479190358517 RAB11B ras-related protein Rab-11B 9230 NP_004209.2 63.30275229 1 12 13 176 218 24.473 5.94 1.04 1.09 1.02 1.05 Significant 0.000393 VVLIGDSGVGK 22 190358517 2xTMT6plex [N-Term; K11] 1.088 1.109 1.108 4.055634022 56.98 0 1501.9354 2 751.4699097 -1.902468017 -0.001428692 57.58029423DHADSNIVIMLVGNK 20 190358517 2xTMT6plex [N-Term; K15] 1.069 1.098 1.076 5.662669182 69.98 0 2084.157431 2 1042.578857 -3.355023065 -0.003496198 77.03071023NNLSFIETSALDSTNVEEAFK 11 190358517 2xTMT6plex [N-Term; K21] 1.133 1.2 1.274 6.301564693 58.71 0 2787.445275 3 929.8183594 -1.704167986 -0.001583425 89.68981079AQIWDTAGQER 18 190358517 1xTMT6plex [N-Term] 1.144 1.033 1.032 4.301567554 52.94 0 1503.775322 2 752.3903809 -1.22121385 -0.000918216 38.71218685GAVGALLVYDIAK 28 190358517 2xTMT6plex [N-Term; K13] 1.057 1.132 1.172 4.929295063 89.31 0 1748.072228 2 874.5390625 -0.789132153 -0.00068973 90.09430774STIGVEFATR 14 190358517 1xTMT6plex [N-Term] 0.377 1.138 1.113 4.330235004 57.42 0 1309.731332 2 655.3685303 -1.18163404 -0.000773812 44.68121007DDEYDYLFK 12 190358517 2xTMT6plex [N-Term; K9] 0.934 0.813 0.809 4.10332346 38.76 0 1665.841225 2 833.4244385 0.225395506 0.000187737 62.22353068HLTYENVER 11 190358517 1xTMT6plex [N-Term] 1.136 1.116 1.101 3.899147511 38.77 0 1389.732394 3 463.9169922 2.899236225 0.001343054 25.279754AVPTDEAR 11 190358517 1xTMT6plex [N-Term] 1.253 1.069 1.276 3.230370045 39.44 0 1087.594504 2 544.3005371 -0.649333228 -0.000353106 18.90372135AITSAYYR 8 190358517 1xTMT6plex [N-Term] 1.226 1.173 0.533 3.089075565 35.36 0 1173.646539 2 587.3265381 -0.630375586 -0.000369919 31.26431641NILTEIYR 6 190358517 1xTMT6plex [N-Term] 1.254 1.189 1.71 3.332571745 38.48 0 1250.730603 2 625.8679199 -1.631123636 -0.001020048 61.59263878NEFNLESK 7 190358517 2xTMT6plex [N-Term; K8] 1.121 1.139 3.429427147 40.46 0 1438.794215 2 719.9000244 -1.002910534 -0.000721491 45.44661077SIQVDGK 8 190358517 2xTMT6plex [N-Term; K7] 1.034 1.031 1.017 2.816728592 35.75 0 1204.730158 2 602.8682251 -0.817539663 -0.000492457 32.268102464758194 STK17B serine/threonine-protein kinase 17B 9262 NP_004217.1 6.182795699 1 2 2 6 372 42.317 5.25 0.88 0.77 0.85 0.83 Significant 0.00155 AEILHEIAVLELAK 4 4758194 2xTMT6plex [N-Term; K14] 0.88 0.85 3.497084141 27.07 0 2007.225434 3 669.7466431 -0.028856141 -1.93E-05 98.98877627STGQEYAAK 2 4758194 2xTMT6plex [N-Term; K9] 0.77 2.381075144 20.32 0 1412.778565 2 706.8931274 0.292425737 0.000206566 22.52775945
28558973 MED14 mediator of RNA polymerase II transcription subunit 14 9282 NP_004220.2 5.295735901 1 6 6 15 1454 160.504 8.73 1.37 1.16 0.42 0.99 Non-Significant 0.0762

LELSNLEIPHQGVQVEGDGFSHAIR 2 28558973 1xTMT6plex [N-Term] 0.42 4.424948215 15.59 0 2974.558399 4 744.3962402 1.590941197 0.001183087 69.7092409LVEGFYPAPGLK 4 28558973 2xTMT6plex [N-Term; K12] 1.618 1.028 3.542714596 31.53 0 1749.035114 3 583.6835327 0.532181729 0.000310268 73.35690038LLGAPTHILR 2 28558973 1xTMT6plex [N-Term] 1.535 4.290239811 55.63 0 1319.836071 3 440.6172485 0.84927628 0.000373635 56.26799892GITEETQK 4 28558973 2xTMT6plex [N-Term; K8] 1.75 1.398 3.074612617 37.5 0 1363.783316 2 682.3956299 0.489070087 0.000333493 25.15110994FLGSVIMR 2 28558973 1xTMT6plex [N-Term] 0.857 2.551775455 21.87 0 1151.680816 2 576.3425293 -2.634841361 -0.001517248 65.67116991LEILVEDKETGDGR 1 28558973 2xTMT6plex [N-Term; K8] 0.922 1.908118844 1 2032.132656 3 678.0485229 -0.807035082 -0.000546667 61.16274265
11321607 TRIP13 pachytene checkpoint protein 2 homolog isoform 1 9319 NP_004228.1 43.98148148 1 15 15 96 432 48.52 6.09 1.26 1.35 1.3 1.3 Significant 0.000399

NVQSVSIIDTELK 6 11321607 2xTMT6plex [N-Term; K13] 1.306 1.249 4.407227516 38.97 0 1904.110464 3 635.3740845 -1.451340184 -0.000921171 67.3209224ELEMIGFIENNVSK 6 11321607 2xTMT6plex [N-Term; K14] 1.432 1.429 3.586983681 34.42 0 2081.135298 3 694.3835449 0.376393417 0.000261109 89.5930212VVLLHGPPGTGK 8 11321607 2xTMT6plex [N-Term; K12] 1.374 1.439 1.41 4.22193861 40.69 0 1633.020133 3 545.0108032 -1.393952215 -0.000758784 51.01758885YGQLIEINSHSLFSK 2 11321607 2xTMT6plex [N-Term; K15] 1.633 3.844240665 24.04 0 2194.227225 3 732.0795898 -1.371060716 -0.001002806 75.52697273VVNAVLTQIDQIK 17 11321607 2xTMT6plex [N-Term; K13] 1.138 1.149 1.232 5.117475033 56.52 0 1899.167919 3 633.7231445 -6.865473094 -0.004346229 96.31355023HSNVVILTTSNITEK 6 11321607 2xTMT6plex [N-Term; K15] 1.227 1.489 1.367 5.158541203 48.33 0 2114.222139 3 705.4130859 1.213336315 0.000855088 53.06244806
IYLSCLEELMK 10 11321607 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.391 2.065 1.696 5.014624596 64.21 0 1857.0266 2 929.0170898 0.163286568 0.000151614 104.0895442

HNIVFGDYTWTEFDEPFLTR 11 11321607 1xTMT6plex [N-Term] 1.049 2.016 1.808 5.946137428 52.77 0 2716.324483 3 906.1101685 -3.140526458 -0.002843563 88.96165354LSLLLNDISR 8 11321607 1xTMT6plex [N-Term] 0.439 0.311 0.324 3.6603899 35.06 0 1372.836131 2 686.9151001 -9.620496132 -0.006603682 85.42598146VVNAVLTQIDQIKR 4 11321607 2xTMT6plex [N-Term; K13] 1.302 1.848 4.926971436 16.02 1 2055.26903 3 685.7611694 -0.036461999 -2.50E-05 86.81261044IQDLIDDKDALVFVLIDEVESLTAAR 2 11321607 2xTMT6plex [N-Term; K8] 3.611320496 9.82 1 3359.871408 3 1120.628418 -0.210655011 -0.000235925 113.5970333KEDINLSVR 6 11321607 2xTMT6plex [N-Term; K1] 1.399 1.546 1.442 3.868099689 20.03 1 1531.920813 3 511.3118286 0.07830029 4.00E-05 36.91792834NVNSNLITWNR 4 11321607 1xTMT6plex [N-Term] 1.549 1.222 3.150740147 21.96 0 1559.849155 2 780.428833 0.791246782 0.000617113 47.79379879QYIGPPSAAAIFK 2 11321607 2xTMT6plex [N-Term; K13] 1.379 2.963363409 3.49 0 1821.067477 3 607.6936035 -0.669669378 -0.000406504 72.81334249WFSESGK 4 11321607 2xTMT6plex [N-Term; K7] 1.594 1.268 2.501852036 28.72 0 1298.714508 2 649.8598633 -1.585019253 -0.001029244 46.67885383190194412 TRIP11 thyroid receptor-interacting protein 11 9321 NP_004230.2 7.326932794 1 13 13 44 1979 227.447 5.26 0.87 0.63 1.14 0.88 Significant 0.0269 VISLQECLDEANAALDSASR 4 190194412 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.132 1.243 6.906407356 60.86 0 2391.202319 3 797.7379761 -1.231228876 -0.000981372 86.45545767ILAQSASVEEVFR 2 190194412 1xTMT6plex [N-Term] 1.729 4.383921146 49.45 0 1677.937301 2 839.4713745 -1.090020802 -0.000914493 71.17934796AQGTDNSDQSEICK 4 190194412 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 1.473 1.189 3.230123758 22.31 0 2010.980254 3 670.9974365 -1.242200008 -0.00083268 25.43923328
SQESNVSIQK 2 190194412 2xTMT6plex [N-Term; K10] 0.782 4.551761627 29.21 0 1577.889906 2 789.4469604 -2.067382236 -0.001631051 38.28595085ALAFEQLLK 4 190194412 2xTMT6plex [N-Term; K9] 1.133 1.22 4.323832035 39.39 0 1490.934672 2 745.9699097 -1.428066637 -0.001064577 86.14760977QIALQDQLLK 2 190194412 2xTMT6plex [N-Term; K10] 0.75 3.977155685 30.58 0 1628.014713 2 814.5097656 -1.510041635 -0.001229185 62.82233469IIEDQNQSK 4 190194412 2xTMT6plex [N-Term; K9] 1.032 1.306 3.737503767 23.56 0 1532.868443 2 766.9375 -0.469257491 -0.000359655 31.28777383EQEQLNVEK 6 190194412 2xTMT6plex [N-Term; K9] 1.056 1.204 2.042 3.435449362 43.12 0 1574.879007 2 787.942688 -0.576548061 -0.000453997 33.73262107DLEIQALHAR 4 190194412 1xTMT6plex [N-Term] 1.243 1.147 3.78464818 34.62 0 1394.795329 3 465.6030273 -0.573545619 -0.00026666 43.98551669ETLIAEIEELDR 2 190194412 1xTMT6plex [N-Term] 0.336 3.040486813 10.01 0 1659.900247 2 830.4492798 -5.400432769 -0.00448209 88.58366571LESEVGHWR 6 190194412 1xTMT6plex [N-Term] 1.262 1.573 1.156 3.72210288 29.82 0 1341.711265 3 447.9092102 1.350913033 0.000604178 38.96193948LLEEANKYEK 2 190194412 3xTMT6plex [N-Term; K7; K10] 1.128 1.096 1.868778825 1 1924.13584 3 642.0471802 -4.60073165 -0.002950811 51.10293079ILILEMDIGK 2 190194412 2xTMT6plex [N-Term; K10]; 1xOxidation [M6] 0.059 0.033 1.469966888 2.2 0 1618.985387 3 540.335144 3.392092943 0.001830583 88.08319341

217272892 EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component isoform a 9343 NP_004238.3 61.6255144 1 41 42 385 972 109.366 5 1.29 1.31 1.34 1.31 Significant 0.000122
YDQDLCYTDILFTEQER 10 217272892 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.184 1.081 1.585 5.467226982 45.84 0 2438.138322 3 813.3855591 1.559434122 0.001267372 75.07754273YYPTAEEVYGPEVETIVQEEDTQPLTEPIIKPVK 6 217272892 3xTMT6plex [N-Term; K31; K34] 1.139 1.196 5.383077621 21.67 0 4592.451819 4 1148.866333 -1.81095177 -0.002079177 94.36360749FFDDPMLLELAK 24 217272892 2xTMT6plex [N-Term; K12] 1.329 1.293 1.382 4.98310709 63.01 0 1897.054529 2 949.0297852 -1.178214683 -0.001117569 105.5151187LMEPYYFVEVQAPADCVSAVYTVLAR 6 217272892 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.302 0.958 100 5.660046577 30.99 0 3220.62601 3 1074.212402 -1.041964742 -0.001118593 111.1929419VPAGNWVLIEGVDQPIVK 24 217272892 2xTMT6plex [N-Term; K18] 1.358 1.404 1.353 5.490673065 50.75 0 2392.400438 3 798.1364746 -2.327111209 -0.001855794 92.06903658ILAQVVGDVDTSLPR 28 217272892 1xTMT6plex [N-Term] 1.286 1.233 1.279 5.27996397 70.04 0 1812.042829 3 604.685791 -0.005084386 -3.07E-06 88.20733412TLDELGIHLTK 6 217272892 2xTMT6plex [N-Term; K11] 1.387 1.327 1.383 3.59127593 38.49 0 1698.020192 3 566.6775513 -1.231847192 -0.000697234 63.87389862IAVEPVNPSELPK 24 217272892 2xTMT6plex [N-Term; K13] 1.303 1.299 1.288 4.887417793 67.04 0 1851.099171 2 926.0529175 -0.33085697 -0.000306225 65.14507326SYLFNIMDTPGHVNFSDEVTAGLR 6 217272892 1xTMT6plex [N-Term] 1.582 0.669 2.781 6.98598814 58.6 0 2912.445009 3 971.4848633 -1.707127941 -0.001657305 88.97644558GLAEDIENEVVQITWNR 16 217272892 1xTMT6plex [N-Term] 1.275 1.373 1.136 6.095402241 66.22 0 2215.155627 3 739.0567017 -0.03385294 -2.50E-05 100.7336969SIWAFGPDATGPNILVDDTLPSEVDK 20 217272892 2xTMT6plex [N-Term; K26] 1.545 1.356 1.274 6.462568283 68.38 0 3215.687631 3 1072.567139 -0.238749674 -0.000255915 101.6485623GHVTQDAPIPGSPLYTIK 6 217272892 2xTMT6plex [N-Term; K18] 1.084 1.679 1.684 5.518544197 38.99 0 2352.332752 3 784.7814941 -1.200148288 -0.000941049 60.95644365

DLDEMDDDDDDDDVGDHDDDHPGMEVVLHEDKK 2 217272892 3xTMT6plex [N-Term; K32; K33] 1.12 5.046226978 16.66 1 4482.955252 6 747.9984741 -0.176255036 -0.000131691 48.86338014
TCFVDCLIEQTHPEIR 6 217272892 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C6] 1.192 1.664 1.669 5.87547493 64.63 0 2247.10994 3 749.7075195 -0.860748384 -0.000644732 71.8532787DSIVQGFQWGTR 12 217272892 1xTMT6plex [N-Term] 1.16 1.295 1.387 4.316871643 47.52 0 1622.848821 2 811.9279175 -0.161727364 -0.00013123 62.55462857VLSGTIHAGQPVK 4 217272892 2xTMT6plex [N-Term; K13] 1.358 1.468 3.942642212 27.57 0 1765.073625 3 589.0297241 0.563321137 0.000331434 45.03075609VLGENYTLEDEEDSQICTVGR 2 217272892 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.32 5.356853008 44.14 0 2656.260956 3 886.0906372 -1.354403413 -0.001199216 58.33490736

VADPVVTFCETVVETSSLK 16 217272892 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C9] 1.579 1.415 1.528 6.248738289 70.52 0 2539.372962 3 847.1270142 -2.549089727 -0.002157697 92.24430827
VEESGEHVILGTGELYLDCVMHDLR 2 217272892 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.971 5.053009987 25.75 0 3100.528086 4 779.8867188 0.655769266 0.00051093 84.02627114
VEESGEHVILGTGELYLDCVMHDLR 12 217272892 1xTMT6plex [N-Term]; 1xOxidation [M21]; 1xCarbamidomethyl [C19] 1.136 1.5 1.181 5.466003895 39.35 0 3116.523001 4 779.8867188 0.655769266 0.00051093 84.02627114

IYADTFGDINYQEFAK 14 217272892 2xTMT6plex [N-Term; K16] 1.401 1.264 2.513 5.176504612 61.97 0 2353.211634 3 785.0742798 -1.422746889 -0.001116008 82.2799917SIVIRPLEPQPAPHLAR 7 217272892 1xTMT6plex [N-Term] 1.377 1.5 1.162 4.934039116 22.15 0 2123.265058 4 531.5709229 -1.505527413 -0.000799158 62.05961214MYSTDDGVQFHAFGR 2 217272892 1xTMT6plex [N-Term] 1.058 2.834737062 1.37 0 1959.922062 3 653.9781494 -1.105634685 -0.000722319 48.96304839SFVEFILEPLYK 8 217272892 2xTMT6plex [N-Term; K12] 1.293 1.445 1.188 4.485001087 38.86 0 1943.129408 2 972.0678711 -0.485167121 -0.000471371 112.5317377ITMIAEPLEK 6 217272892 2xTMT6plex [N-Term; K10] 1.339 1.214 1.466 4.067862988 43.37 0 1602.954087 2 801.9785767 -2.626344524 -0.002104955 70.4452119ILDAVVAQEPLHR 6 217272892 1xTMT6plex [N-Term] 0.829 0.801 1.09 4.423714638 45.76 0 1689.98492 3 563.9995117 -0.555273446 -0.000312801 60.73747321GNEEAQIFRPLK 8 217272892 2xTMT6plex [N-Term; K12] 1.321 1.296 1.017 3.996291637 26.11 0 1860.074353 3 620.6953125 -1.596059854 -0.000989597 52.77083689GLSEDVSISK 6 217272892 2xTMT6plex [N-Term; K10] 1.436 1.621 1.422 3.712244272 60.74 0 1492.862295 2 746.9352417 0.610966223 0.000456044 46.41513868EGPLCDELIR 8 217272892 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.228 1.285 1.033 3.942688227 53.94 0 1430.751081 2 715.880249 1.496037224 0.001070228 49.11084362KLGEFFQTK 4 217272892 3xTMT6plex [N-Term; K1; K9] 1.146 1.236 3.228023767 10.02 1 1785.087767 3 595.7004395 -0.561502153 -0.00033411 60.64999949GGGQIIPTAR 16 217272892 1xTMT6plex [N-Term] 1.143 1.227 1.219 3.508578777 31.02 0 1198.710537 2 599.8591919 0.475985691 0.000285285 31.1530865YDWDLLAAR 6 217272892 1xTMT6plex [N-Term] 1.214 1.302 1.553 3.549008369 36.8 0 1351.720767 2 676.3617554 -3.353331489 -0.002266384 65.7144865FNTTSVIK 6 217272892 2xTMT6plex [N-Term; K8] 1.135 1.438 1.186 3.406146049 42.16 0 1367.829872 2 684.4177856 -1.153514022 -0.000788905 49.12040035STPVTVVLPDTK 6 217272892 2xTMT6plex [N-Term; K12] 0.919 1.137 3.954932451 28.7 0 1715.035508 2 858.0211792 -0.248491393 -0.000213086 62.72558949LWGDIYFNPK 2 217272892 2xTMT6plex [N-Term; K10] 1.019 2.902923584 17.3 0 1710.961949 3 570.9926147 0.784236191 0.000447266 83.58256788TATITEPR 8 217272892 1xTMT6plex [N-Term] 0.803 1.04 1.351 2.564492702 30.83 0 1117.641454 2 559.3239136 -0.808364399 -0.000451731 22.44896114LGEFFQTK 2 217272892 2xTMT6plex [N-Term; K8] 1.202 3.36461544 31.87 0 1427.829872 2 714.4185181 -0.079118101 -5.65E-05 69.21602817SYPSLTTK 10 217272892 2xTMT6plex [N-Term; K8] 1.17 1.357 1.36 3.177747965 28.99 0 1354.798238 2 677.8999634 -4.124490297 -0.002793926 52.22989246RLWGDIYFNPK 4 217272892 2xTMT6plex [N-Term; K11] 2.309 2.338 3.859903097 9.81 1 1867.06306 3 623.0264282 0.895132042 0.000557089 70.29420907LPPTDAYYK 14 217272892 2xTMT6plex [N-Term; K9] 1.362 1.525 1.331 3.261733294 46.23 0 1525.866652 2 763.4364624 -0.657773935 -0.000501838 49.7163668LNIRPLLR 8 217272892 1xTMT6plex [N-Term] 1.58 0.737 1.663 3.483004093 18.48 0 1223.814942 3 408.6098022 -0.072430656 -2.95E-05 55.68263728RYDQDLCYTDILFTEQER 1 217272892 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.648 4.094358444 1 2594.239433 3 865.4199219 2.227834072 0.001926512 68.69324715ISDGVVLFIDAAEGVMLNTER 1 217272892 1xTMT6plex [N-Term] 100 2.410910606 0 2478.311141 3 826.7748413 -0.472214404 -0.000390098 113.1731536
4759140 SLC9A3R1 Na(+)/H(+) exchange regulatory cofactor NHE-RF1 9368 NP_004243.1 16.48044693 1 4 4 14 358 38.845 5.77 1.05 0.98 0.97 1 Significant 0.000633

LLVVDPETDEQLQK 6 4759140 2xTMT6plex [N-Term; K14] 0.923 0.97 3.788669109 47.19 0 2085.184357 2 1043.096436 0.593551235 0.000618832 67.83632641AQEAPGQAEPPAAAEVQGAGNENEPR 4 4759140 1xTMT6plex [N-Term] 1.052 0.654 5.798951149 67.19 0 2817.360093 3 939.7922363 0.732215374 0.000687638 34.90734903QHGDVVSAIR 2 4759140 1xTMT6plex [N-Term] 1.144 3.516732216 25.41 0 1310.737814 3 437.584259 0.312747222 0.000136643 22.46857611ETHQQVVSR 2 4759140 1xTMT6plex [N-Term] 1.187 2.922610283 23.15 0 1312.717078 3 438.2437134 -0.374470089 -0.000163858 14.82590503190885499 COX5A cytochrome c oxidase subunit 5A, mitochondrial precursor 9377 NP_004246.2 36.66666667 1 5 5 61 150 16.752 6.79 1.3 1.17 1.04 1.17 Significant 0.00409
GINTLVTYDMVPEPK 22 190885499 2xTMT6plex [N-Term; K15] 1.282 1.153 1.187 4.500873089 63.08 0 2135.182248 2 1068.093628 -1.062733931 -0.001134565 80.95440753WVTYFNKPDIDAWELR 13 190885499 2xTMT6plex [N-Term; K7] 0.996 1.114 1.149 4.91100502 25.62 0 2511.343651 3 837.7857666 -0.360283353 -0.000301598 90.65087054LNDFASTVR 12 190885499 1xTMT6plex [N-Term] 1.197 1.16 0.918 4.188436985 43.05 0 1251.689467 2 626.3480225 -0.558020295 -0.000349234 44.43454999ILEVVKDK 8 190885499 3xTMT6plex [N-Term; K6; K8] 1.468 1.247 1.734 2.610721111 17.52 1 1631.071055 2 816.0386353 -0.650426715 -0.000530446 62.61107155IIDAALR 6 190885499 1xTMT6plex [N-Term] 1.452 1.216 0.983 2.707817078 25.46 0 1000.635246 2 500.821228 -0.067022736 -3.35E-05 50.8492921742741648 Sep-15 15 kDa selenoprotein isoform 1 precursor 9403 NP_004252.2 24.84848485 1 4 4 28 165 18.081 5.03 1.13 1.1 1.09 1.11 Non-Significant #N/A

GCCQEEAQFETK 12 42741648 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C2; C3] 1.18 1.459 1.253 4.278991222 58.31 0 1944.919569 2 972.9619751 -1.488603814 -0.001447607 33.20730405
WNTDSVEEFLSEK 4 42741648 2xTMT6plex [N-Term; K13] 0.94 0.887 3.569341421 15.2 0 2042.048257 3 681.3539429 -0.480858724 -0.000327312 86.9549822FPQVQAFVR 6 42741648 1xTMT6plex [N-Term] 1.039 0.877 0.858 2.843780279 28.98 0 1320.762572 2 660.8851929 0.406539524 0.000268471 63.06509232GSDPVLK 6 42741648 2xTMT6plex [N-Term; K7] 1.156 1.126 1.365 2.271038294 21.91 0 1173.724345 2 587.3660889 0.473922499 0.000278127 33.42984726

30023851 MED20 mediator of RNA polymerase II transcription subunit 20 isoform 1 9477 NP_004266.2 19.81132075 1 3 3 11 212 23.206 6.87 1.2 1.58 1.07 1.28 Significant 0.0139
HDAVYGPADTMVQYMELFNK 3 30023851 2xTMT6plex [N-Term; K20] 1.141 5.584510326 38.38 0 2787.388629 3 929.7998657 -1.286118482 -0.001194971 95.51895129SVQQTVELLTR 6 30023851 1xTMT6plex [N-Term] 1.225 1.584 0.991 4.354632378 33.25 0 1502.873973 2 751.9395142 -1.477981339 -0.00111061 63.64130499KQQQVPVAGIR 2 30023851 2xTMT6plex [N-Term; K1] 1.19 3.568024397 18.64 1 1682.047744 3 561.354126 0.047691683 2.67E-05 47.30728445

94538354 PMPCB mitochondrial-processing peptidase subunit beta precursor 9512 NP_004270.2 39.46830266 1 16 17 134 489 54.331 6.83 1.03 1.03 1.04 1.03 Significant 0.0000104 RIPIPELEAR 7 94538354 1xTMT6plex [N-Term] 1.238 1.14 1.073 5.185610294 56.57 1 1422.863014 3 474.9586487 -1.139677581 -0.000540535 52.24633939IVLAAAGGVSHDELLDLAK 28 94538354 2xTMT6plex [N-Term; K19] 1.083 1.075 1.032 8.135781288 71.24 0 2350.374617 3 784.1287231 -1.276782171 -0.001000305 85.41305503DLVDYITTHYK 12 94538354 2xTMT6plex [N-Term; K11] 1.026 1.054 1.011 4.244847775 52.47 0 1826.010021 2 913.510498 2.025188091 0.001849007 69.90894629STQAATQVVLNVPETR 6 94538354 1xTMT6plex [N-Term] 1.08 1.08 5.78681612 64.79 0 1943.07592 2 972.0406494 -0.976674074 -0.000948876 50.32046113LCTSVTESEVAR 12 94538354 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.831 0.882 0.01 5.152590752 64.72 0 1580.815138 2 790.911377 0.214836158 0.000169808 36.77428791SFGGGMNLSSK 4 94538354 2xTMT6plex [N-Term; K11] 1.322 1.101 4.399923325 47.49 0 1542.835034 2 771.9212646 0.141652782 0.000109273 48.34181589
FHFGDSLCTHK 6 94538354 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.013 1.025 1.025 4.743329525 29.27 0 1806.936145 4 452.4894714 -0.049552284 -2.24E-05 44.3244715IDAVNAETIR 12 94538354 1xTMT6plex [N-Term] 0.832 0.787 1.059 4.043971062 49.45 0 1330.752795 2 665.8794556 -0.872233514 -0.000580364 41.12467932SQLDLELEIENMGAHLNAYTSR 2 94538354 1xTMT6plex [N-Term] 0.707 2.83781147 8.31 0 2733.371509 3 911.7927246 -2.886055499 -0.002629554 90.43893576KDLVDYITTHYK 4 94538354 3xTMT6plex [N-Term; K1; K12] 1.026 1.084 4.264226913 19.45 1 2183.267916 4 546.5726929 0.469564165 0.000256296 69.77536
GEIPALPPCK 6 94538354 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.219 1.086 0.979 2.730213881 32.92 0 1539.896906 2 770.4490356 -3.968954618 -0.00305589 53.13935128

TNMLLQLDGSTPICEDIGR 2 94538354 1xTMT6plex [N-Term]; 1xOxidation [M3]; 1xCarbamidomethyl [C14] 2.56081295 29.97 0 2378.189312 2 1189.596558 -1.460525286 -0.001736703 67.76555982
VTCLESGLR 6 94538354 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.909 1.124 0.933 3.475463152 31.45 0 1263.692838 2 632.3493042 -1.191841496 -0.000753061 42.22700927EQTVYYAK 6 94538354 2xTMT6plex [N-Term; K8] 1.104 1.055 1.095 3.68333292 39.16 0 1459.819702 2 730.4135132 0.032926797 2.40E-05 34.63526162TILGPTENIK 10 94538354 2xTMT6plex [N-Term; K10] 1.073 0.944 1.102 3.878367662 46.89 0 1543.945965 2 772.4758911 -0.945080638 -0.000729577 53.51338089FTGSEIR 6 94538354 1xTMT6plex [N-Term] 1.041 1.02 1.076 2.995422125 39.85 0 1038.578126 2 519.7929077 0.397937986 0.000206645 29.80452247QMLCYNR 5 94538354 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.415 1.092 2.387539864 10.54 0 1213.601914 2 607.3058472 2.062633478 0.001251608 29.64479229

4758862 EEF1E1 eukaryotic translation elongation factor 1 epsilon-1 isoform 1 9521 NP_004271.1 36.7816092 1 7 7 38 174 19.798 8.54 0.87 0.84 0.83 0.85 Significant 0.000201 AIVQQWLEYR 8 4758862 1xTMT6plex [N-Term] 1.021 0.959 1.11 4.407923698 41.32 0 1534.857929 2 767.9325562 -0.060797362 -4.67E-05 74.4519761VTQVDGHSSK 6 4758862 2xTMT6plex [N-Term; K10] 0.89 0.851 0.915 4.270967007 45.17 0 1515.853127 3 505.9553833 -1.009561962 -0.000510116 21.4709327QHLSSVVFIK 2 4758862 2xTMT6plex [N-Term; K10] 1.09 4.308012962 24.31 0 1615.993584 3 539.3366699 1.158937538 0.000624279 55.978175FIVDLTVQEK 6 4758862 2xTMT6plex [N-Term; K10] 1.059 0.676 3.521414042 42.63 0 1649.98783 2 825.4993286 2.152177428 0.001775533 76.33371622DLNSYLEDK 6 4758862 2xTMT6plex [N-Term; K9] 0.649 0.728 0.688 4.187155724 52.84 0 1554.841559 2 777.9244995 0.10494538 8.16E-05 54.03001686YSAQGER 6 4758862 1xTMT6plex [N-Term] 0.788 1.367 1.076 2.675182104 24.17 0 1039.536989 2 520.2718506 -0.542951459 -0.000282209 15.59444144NDIHTLLK 4 4758862 2xTMT6plex [N-Term; K8] 0.711 0.755 2.28740263 20.68 0 1411.867321 3 471.2936401 -0.675304138 -0.000317813 54.1971997514043024 BAG3 BAG family molecular chaperone regulator 3 9531 NP_004272.2 48.34782609 1 16 16 72 575 61.557 6.95 0.64 0.67 0.6 0.64 Significant 0.00101 THYPAQQGEYQTHQPVYHK 8 14043024 2xTMT6plex [N-Term; K19] 0.7 0.677 0.623 4.400396824 23.69 0 2770.410168 4 693.3575439 -0.65756283 -0.00045543 27.18542401VQGLEQAVDNFEGK 4 14043024 2xTMT6plex [N-Term; K14] 0.652 0.694 4.760597229 56.2 0 1992.080226 3 664.6970825 -1.77294637 -0.001177284 74.06067738



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

QCGQVAAAAAAQPPASHGPER 2 14043024 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.454 7.010061264 53.3 0 2303.151227 3 768.3873291 -1.646906754 -0.001264358 39.69233299AAPSTAPAEATPPKPGEAEAPPK 4 14043024 3xTMT6plex [N-Term; K14; K23] 0.794 0.693 5.429122448 30.24 0 2872.602334 3 958.2057495 0.125758846 0.000120418 42.56550667SQSPAASDCSSSSSSASLPSSGR 2 14043024 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.554 6.641089916 58.82 0 2429.10479 3 810.3723755 -0.912507013 -0.000738858 19.48642625ETAPVSQPENKPESKPGPVGPELPPGHIPIQVIR 2 14043024 3xTMT6plex [N-Term; K11; K15] 0.686 5.937043667 7.47 0 4282.416652 5 857.2825317 -7.729200889 -0.006619932 67.14548878
AIDVPGQVQVYELQPSNLEADQPLQAIMEMGAVAADK 2 14043024 2xTMT6plex [N-Term; K37] 0.623 5.428763866 25.27 0 4397.277293 4 1100.072876 -1.732684396 -0.001904773 112.6125406IDPQTGWPFFVDHNSR 4 14043024 1xTMT6plex [N-Term] 0.641 0.575 3.949918747 18.95 0 2145.071503 3 715.6931152 -3.128495654 -0.002236949 73.07368291SSTPLHSPSPIR 6 14043024 1xTMT6plex [N-Term] 0.955 0.77 0.622 4.65865612 31.32 0 1507.843007 3 503.2857666 -0.172839819 -8.69E-05 27.30250017SSLGSHQLPR 6 14043024 1xTMT6plex [N-Term] 0.518 0.663 0.498 5.280731678 47.59 0 1310.737814 3 437.583374 -1.712851848 -0.000748367 22.29105464TEAAAAAPQR 6 14043024 1xTMT6plex [N-Term] 0.775 0.761 0.45 3.317759991 46.03 0 1214.669066 2 607.8378296 -0.562392121 -0.00034156 17.86120747YLMIEEYLTK 6 14043024 2xTMT6plex [N-Term; K10] 0.585 0.713 3.327340841 30.97 0 1760.990866 3 587.6685181 0.076638228 4.50E-05 90.54853411YLMIEEYLTK 6 14043024 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 0.737 0.476 0.451 2.26987505 29.07 0 1776.985781 3 587.6685181 0.076638228 4.50E-05 90.54853411GMPETTQPDK 4 14043024 2xTMT6plex [N-Term; K10] 0.628 0.501 2.740726948 32.59 0 1561.829614 2 781.4179077 -0.688647662 -0.000537775 28.4330592EVDSKPVSQKPPPPSEK 2 14043024 4xTMT6plex [N-Term; K5; K10; K17] 0.717 1.002 3.84658432 0 2765.621896 4 692.1613159 0.555882884 0.00038434 35.79597487VEAILEK 2 14043024 2xTMT6plex [N-Term; K7] 0.663 2.818907499 26.2 0 1259.79751 2 630.4016724 -1.1443533 -0.000720827 65.30156108VHTVVDRPQQPMTHR 1 14043024 1xTMT6plex [N-Term] 0.87 3.936828136 0 2030.091527 5 406.8241577 0.07624002 3.10E-05 19.93236513GMPETTQPDK 5 14043024 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.459 0.573 0.471 2.129700184 18.12 0 1577.824529 2 781.4179077 -0.688647662 -0.000537775 28.43305924759000 RAB3D ras-related protein Rab-3D 9545 NP_004274.1 52.05479452 1 3 10 125 219 24.252 4.93 1.42 1.47 1.06 1.32 Significant 0.00948 LADDLGFEFFEASAK 14 4759000 2xTMT6plex [N-Term; K15] 1.51 1.297 1.205 4.622885227 52.3 0 2118.115943 2 1059.560791 -0.773106286 -0.000818764 96.17237463DAADQNFDYMFK 6 4759000 2xTMT6plex [N-Term; K12] 1.243 1.167 1.473 4.766472816 55.51 0 1922.93587 2 961.9732666 1.761043193 0.001693187 65.0042662TYSWDNAQVILVGNK 22 4759000 2xTMT6plex [N-Term; K15] 1.278 1.563 0.901 4.814286709 61.03 0 2166.195925 2 1083.602539 0.866461329 0.000938462 72.73461751YADDSFTPAFVSTVGIDFK 14 4759000 2xTMT6plex [N-Term; K19] 1.626 1.671 1.674 5.076102257 38.01 0 2538.316827 3 846.7758179 -1.547094782 -0.001309006 95.07459716IQIWDTAGQER 220 4759000 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161ILIIGNSSVGK 9 4759000 2xTMT6plex [N-Term; K11] 0.95 2.327868938 14.55 0 1558.993249 2 779.999939 -0.415653059 -0.000324 69.33798571

LVDVICEK 2 4759000 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.53 3.322137117 36.48 0 1433.843808 2 717.4257813 0.333097648 0.000238805 68.87241505TITTAYYR 6 4759000 1xTMT6plex [N-Term] 1.199 1.098 1.02 3.291759253 29.93 0 1217.672754 2 609.3400269 0.018872835 1.15E-05 34.14626649CDLEDER 8 4759000 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.477 0.252 0.94 2.716638803 22.62 0 1165.535669 2 583.2713013 -0.293977222 -0.00017132 24.72200496VVPAEDGR 6 4759000 1xTMT6plex [N-Term] 2.393 1.526 2.816842318 36.71 0 1071.599589 2 536.3029785 -0.848076799 -0.000454399 113.587374682546879 GTPBP1 GTP-binding protein 1 9567 NP_004277.2 17.63826607 1 9 9 52 669 72.408 8.34 1.06 0.93 0.97 0.99 Significant 0.00151 IDMCPANILQETLK 8 82546879 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 1.114 0.984 0.94 4.429512501 35.17 0 2104.154654 3 702.0551147 -1.835778426 -0.001287587 92.5677336
VITFIDLAGHEK 4 82546879 2xTMT6plex [N-Term; K12] 0.99 0.891 5.935516834 47.51 0 1801.062391 3 601.0249023 -1.242393801 -0.000745876 76.96559282DDVIVTASNFSSER 2 82546879 1xTMT6plex [N-Term] 0.965 3.810917377 43.75 0 1768.891473 2 884.9480591 -1.48779955 -0.001315878 48.19786438MCPIFQISNVTGENLDLLK 6 82546879 2xTMT6plex [N-Term; K19]; 1xOxidation [M1]; 1xCarbamidomethyl [C2] 1.468 1.105 1.191 4.442689896 32.48 0 2666.429766 3 884.1502686 0.528714774 0.000467108 100.6253685

MCPIFQISNVTGENLDLLK 4 82546879 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C2] 1.168 1.153 4.007417202 35.7 0 2650.434851 3 884.1502686 0.528714774 0.000467108 100.6253685VGDNDFLEVR 4 82546879 1xTMT6plex [N-Term] 0.94 0.575 3.573038101 43.38 0 1392.73206 2 696.8691406 -0.757611626 -0.000527575 50.18324459LVLVSPTSEQYDSLLR 10 82546879 1xTMT6plex [N-Term] 0.829 0.94 1.034 4.539178371 44.62 0 2049.142937 3 683.7186279 -0.783898921 -0.00053544 79.4116086KIPVLVQSK 6 82546879 3xTMT6plex [N-Term; K1; K9] 1.192 0.917 0.899 5.263100147 33.54 1 1699.144888 3 567.0527954 -0.62115923 -0.000351813 56.72960851GGQTASFALK 6 82546879 2xTMT6plex [N-Term; K10] 1.039 0.962 1.049 3.688266039 50.01 0 1437.846585 2 719.4259033 -1.429303652 -0.00102756 46.86379346SMAEQIEADVILLR 2 82546879 1xTMT6plex [N-Term] 1.625 3.02931118 9.47 0 1817.004001 2 909.001709 -4.325434202 -0.003929666 95.1253119268989256 RIN1 ras and Rab interactor 1 9610 NP_004283.2 31.2899106 1 14 14 74 783 84.047 8.02 0.84 1.01 0.79 0.88 Significant 0.00568 VSTETSSPLSPPAVPPPPVPVLPGAVPSQTER 4 68989256 1xTMT6plex [N-Term] 5.857467175 22.02 0 3419.862351 3 1140.625 -0.556879139 -0.000634817 88.65455674DILLLPLQLPR 8 68989256 1xTMT6plex [N-Term] 0.834 0.797 0.838 4.323596954 40.71 0 1519.977316 2 760.4921875 -0.143074504 -0.000108735 103.0006674SPQELDQGTGAALCFFNPLFPGDLGPTK 8 68989256 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C14] 0.676 0.485 0.586 5.68395853 56.12 0 3435.765898 4 859.6959839 -1.103746075 -0.000948053 106.024197
EQSETTAEGGQGQAQEGPAQPGEPEAEGSR 6 68989256 1xTMT6plex [N-Term] 4.260150433 58.82 0 3241.467865 3 1081.157227 -3.312753033 -0.003579394 20.80365156HTAAGQLVQDLLTQVR 10 68989256 1xTMT6plex [N-Term] 0.956 1.138 1.157 5.831692696 34.34 0 1979.123539 3 660.3770752 -3.46948734 -0.002288848 82.60034059AGPEPQELQGIR 8 68989256 1xTMT6plex [N-Term] 0.445 0.771 0.683 3.978008032 39.51 0 1523.837922 2 762.421936 -0.870381074 -0.00066316 51.09460552EKPAQDPLYDVPNASGGQAGGPQRPGR 5 68989256 2xTMT6plex [N-Term; K2] 0.95 0.863 0.72 4.87686491 10.33 0 3220.686342 4 805.9273071 0.328028101 0.000264119 41.73754738AQGPGAFGSHLSLPSPVELEQVR 2 68989256 1xTMT6plex [N-Term] 0.702 5.83547163 31.43 0 2605.393565 3 869.1347656 -1.466878191 -0.001273932 78.4909031AAAALMQDR 2 68989256 1xTMT6plex [N-Term] 0.969 3.596429348 39.09 0 1175.640408 2 588.3236084 -0.398058047 -0.000233987 33.36188527LPTTGYLVYR 4 68989256 1xTMT6plex [N-Term] 0.749 0.847 3.023126602 27.6 0 1411.814667 2 706.4105225 -0.636732388 -0.000449474 59.58858182TYSPSAQVK 6 68989256 2xTMT6plex [N-Term; K9] 0.788 0.903 0.653 3.54919219 37.17 0 1438.830601 2 719.9187622 -0.2452797 -0.000176458 30.09405099SLSLWEQR 4 68989256 1xTMT6plex [N-Term] 1.319 1.061 2.581056833 13.39 0 1247.694552 2 624.3496704 -1.994053499 -0.001243985 49.8709883TLAVPPEASIATLNQLCATK 1 68989256 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C17] 0.915 2.637172699 0 2556.44713 3 852.8197021 -1.008092308 -0.000859045 83.66124892TEPPGTFLVR 6 68989256 1xTMT6plex [N-Term] 0.944 0.781 0.702 3.716200829 28.58 0 1345.767717 2 673.3861084 -2.063426763 -0.001388447 49.3655096742490749 ABCB7 ATP-binding cassette sub-family B member 7, mitochondrial isoform 1 22 NP_004290.2 8.100929615 1 5 5 20 753 82.717 9.33 0.92 0.91 0.96 0.93 Significant 0.00027

VLSGISFEVPAGK 8 42490749 2xTMT6plex [N-Term; K13] 0.982 1.121 4.026733875 47.89 0 1762.051492 3 588.022522 0.862794291 0.000506763 77.28834429ADNDAGNAAIDSLLNYETVK 2 42490749 2xTMT6plex [N-Term; K20] 0.601 4.019767284 24.1 0 2552.324432 3 851.4434814 -3.346265058 -0.002846918 78.47877557LQEEIVNSVK 6 42490749 2xTMT6plex [N-Term; K10] 0.71 0.846 0.956 4.22935915 44.95 0 1616.962343 2 808.9863281 1.877953444 0.00151829 58.9941446AGAAFFNEVR 2 42490749 1xTMT6plex [N-Term] 0.828 2.885451078 33.42 0 1310.705451 2 655.8551636 -1.831587379 -0.001200336 49.34917195VQNHDNPK 2 42490749 2xTMT6plex [N-Term; K8] 0.909 3.154158115 13.82 0 1409.790133 3 470.6014404 -0.258805143 -0.00012162 29.10038151
4757714 ACP1 low molecular weight phosphotyrosine protein phosphatase isoform c 52 NP_004291.1 58.86075949 1 7 7 72 158 18.031 6.74 0.84 0.9 0.82 0.86 Significant 0.000793

VDSAATSGYEIGNPPDYR 10 4757714 1xTMT6plex [N-Term] 0.921 0.981 1.88 4.709730625 51.23 0 2141.034843 2 1071.020142 -0.857677249 -0.000918158 45.62992561LVTDQNISENWR 6 4757714 1xTMT6plex [N-Term] 0.695 0.771 0.636 4.181207657 45.23 0 1703.891414 2 852.4495239 0.209767805 0.000178711 51.25246338KLVTDQNISENWR 4 4757714 2xTMT6plex [N-Term; K1] 1.021 1.237 5.049123764 37.79 1 2061.149309 3 687.7212524 -0.050794855 -3.49E-05 47.66046531EDFATFDYILCMDESNLR 12 4757714 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.068 0.819 0.891 5.418263912 38.56 0 2468.131128 3 823.3841553 2.748853266 0.00226151 98.23478061QLIIEDPYYGNDSDFETVYQQCVR 6 4757714 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 0.717 1.255 0.66 4.572082996 41.38 0 3181.49856 3 1061.172119 1.019589295 0.001081274 78.15721756IELLGSYDPQK 28 4757714 2xTMT6plex [N-Term; K11] 0.853 0.889 0.808 3.987846136 43.87 0 1720.988558 2 860.9990234 1.285589605 0.001106243 65.76066604SPIAEAVFR 6 4757714 1xTMT6plex [N-Term] 0.89 0.837 0.805 3.042723656 31.23 0 1218.704389 2 609.8556519 -0.296633922 -0.000180755 56.240028054757718 ACTL6A actin-like protein 6A isoform 1 86 NP_004292.1 37.06293706 1 13 13 67 429 47.43 5.6 1.51 1.33 1.42 1.42 Significant 0.00134
EKLTELMFEHYNIPAFFLCK 6 4757718 3xTMT6plex [N-Term; K2; K20]; 1xCarbamidomethyl [C19] 2.177 4.312 2.831 6.187024593 33.63 1 3217.739696 4 805.1899414 -0.547118526 -0.000440121 108.0138094

LTELMFEHYNIPAFFLCK 6 4757718 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C17] 1.228 1.418 1.595 5.5803442 45.91 0 2731.439208 3 911.1480713 -3.495462313 -0.003182548 112.2358983
SEASLHPVLMSEAPWNTR 6 4757718 1xTMT6plex [N-Term] 1.197 0.904 1.121 4.433956623 13.81 0 2254.148767 3 752.0536499 -1.051746452 -0.000790264 62.36023656STGLILDSGATHTTAIPVHDGYVLQQGIVK 2 4757718 2xTMT6plex [N-Term; K30] 1.502 8.374515533 30.64 0 3549.968103 4 888.2472534 -0.258858136 -0.000229735 70.7486011SPLAGDFITMQCR 12 4757718 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.854 1.043 1.446 5.077039242 51.09 0 1724.866127 2 862.9372559 0.642188244 0.000553844 69.70625194

AGYAGEDCPK 4 4757718 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.227 1.184 3.707015991 47.75 0 1525.7721 2 763.3884888 -1.572260325 -0.001199455 24.58555505VDFPTAIGMVVER 6 4757718 1xTMT6plex [N-Term] 1.524 0.779 1.247 3.489962339 35.71 0 1662.908644 3 554.9741211 -0.501427876 -0.000277943 81.58237092LIANNTTVER 12 4757718 1xTMT6plex [N-Term] 1.13 1.414 1.24 3.514425516 39.84 0 1359.779344 2 680.3916626 -2.423742279 -0.001647877 31.68134438DDGSTLMEIDGDK 2 4757718 2xTMT6plex [N-Term; K13] 1.408 3.497339964 46 0 1853.92028 2 927.4642334 0.491141332 0.000455268 50.06594359
DDGSTLMEIDGDKGK 2 4757718 3xTMT6plex [N-Term; K13; K15]; 1xOxidation [M7] 1.227 1.723214269 7.07 1 2284.194553 3 762.0689087 -1.042146685 -0.000793489 43.33357279

QEYEEGGK 3 4757718 2xTMT6plex [N-Term; K8] 1.058 3.019062996 23.09 0 1397.731281 2 699.3677979 -2.118788437 -0.001480748 20.50231761LKIPEGLFDPSNVK 2 4757718 3xTMT6plex [N-Term; K2; K14] 1.773 4.41174078 7.65 1 2244.357066 3 748.7890015 -2.056092384 -0.001538202 81.94837036EKLPQVTR 4 4757718 2xTMT6plex [N-Term; K2] 1.534 1.157 3.255395174 2.52 1 1428.89387 3 476.9691162 -0.751845333 -0.000358102 32.135194384757766 ARHGAP1 rho GTPase-activating protein 1 392 NP_004299.1 57.85876993 1 19 19 177 439 50.404 6.29 1.03 1.06 1.02 1.04 Significant 0.000134 HQIVEVAGDDK 10 4757766 2xTMT6plex [N-Term; K11] 0.823 0.809 0.82 4.6318326 58.25 0 1668.932106 2 834.9706421 1.139668703 0.000951015 31.21294238FLLDHQGELFPSPDPSGL 30 4757766 1xTMT6plex [N-Term] 0.887 1.042 0.924 5.477088451 41.58 0 2198.1331 2 1099.569702 -0.442536043 -0.000486377 89.66659673IFYVNYLSELSEHVK 6 4757766 2xTMT6plex [N-Term; K15] 1.263 1.34 1.282 5.062892914 36.06 0 2299.273841 3 767.0960083 -0.160423543 -0.000122953 97.08995085VPATLQVLQTLPEENYQVLR 14 4757766 1xTMT6plex [N-Term] 1.059 1.354 1.18 5.684998989 42.69 0 2540.428554 2 1270.717041 -0.688292826 -0.000874279 92.56288835HTLDQYVESDYTLLYLHHGLTSDNKPSLSWLR 4 4757766 2xTMT6plex [N-Term; K25] 0.814 0.861 7.349019527 16.3 0 4260.212977 6 710.8727417 -3.030387156 -0.002151682 83.83969444ETVAYLQAHALTTEGIFR 4 4757766 1xTMT6plex [N-Term] 3.007 1.036 5.760155201 37.15 0 2249.212748 3 750.40802 -1.440900337 -0.001080297 73.12705598MTNTNLAVVFGPNLLWAK 8 4757766 2xTMT6plex [N-Term; K18] 1.133 1.374 5.228795528 51.86 0 2447.388493 3 816.4671631 -0.636221912 -0.000519027 108.6470874AINPINTFTK 11 4757766 2xTMT6plex [N-Term; K10] 0.965 0.926 1.017 3.819704533 59.56 0 1576.946299 2 788.977478 0.875302278 0.000690152 63.8418799NPEQEPIPIVLR 10 4757766 1xTMT6plex [N-Term] 1.245 1.082 0.969 4.372827053 40.07 0 1633.947472 2 817.4766846 -0.844378047 -0.000689835 60.42247151HQIVEVAGDDKYGR 5 4757766 2xTMT6plex [N-Term; K11] 1.388 1.63 5.653342247 19.21 1 2045.118009 4 512.0344238 -1.047967643 -0.000535804 32.90999273WDDPYYDIAR 14 4757766 1xTMT6plex [N-Term] 1.094 1.023 0.921 3.295761585 37.36 0 1542.742624 2 771.8741455 -1.043624743 -0.000805022 57.39818743SSSPELVTHLK 10 4757766 2xTMT6plex [N-Term; K11] 1.154 0.973 1.035 4.216951847 23.37 0 1655.973242 3 552.6619263 -1.217725839 -0.000672174 43.23713972YNMGLPVDFDQYNELHLPAVILK 6 4757766 2xTMT6plex [N-Term; K23]; 1xOxidation [M3] 0.52 2.216 1.356 2.568284273 31.8 0 3163.690214 3 1055.233765 -1.097868139 -0.001157772 101.4376147MPPSHQLDHSK 10 4757766 2xTMT6plex [N-Term; K11] 0.963 1.049 0.97 4.672109127 26.75 0 1734.936145 4 434.4894409 -0.121790145 -5.28E-05 24.27323587MTNTNLAVVFGPNLLWAK 2 4757766 2xTMT6plex [N-Term; K18]; 1xOxidation [M1] 2.023 2.798958778 17.91 0 2463.383408 3 816.4671631 -0.636221912 -0.000519027 108.6470874LEQLGIPR 6 4757766 1xTMT6plex [N-Term] 1.082 0.881 1.001 3.454165936 50.04 0 1154.709474 2 577.8572998 -1.86281543 -0.001075505 62.20534567SANTQVVR 6 4757766 1xTMT6plex [N-Term] 1.475 1.525 1.363 2.445579052 23.58 0 1103.637037 2 552.3220825 -0.134927456 -7.45E-05 17.57815234NWPSDEMPDFPK 9 4757766 2xTMT6plex [N-Term; K12] 1.072 0.882 2.958246469 20.4 0 1920.956606 3 640.9907227 0.52528451 0.00033635 70.36072974DAAITLK 6 4757766 2xTMT6plex [N-Term; K7] 1.041 1.059 1.115 2.906321526 39.49 0 1189.755645 2 595.3815918 0.220208033 0.000130997 41.04017252LASIDEK 6 4757766 2xTMT6plex [N-Term; K7] 1.029 1.144 0.984 2.449792624 27.23 0 1233.745474 2 617.3764038 0.046052601 2.84E-05 39.353120464757774 ARL3 ADP-ribosylation factor-like protein 3 403 NP_004302.1 37.36263736 1 6 6 52 182 20.443 7.24 1.12 1.2 1.16 1.16 Significant 0.000396 QDLLTAAPASEIAEGLNLHTIR 8 4757774 1xTMT6plex [N-Term] 1.126 0.96 1.018 6.861111641 65.25 0 2562.408881 3 854.8078613 0.058392077 4.99E-05 81.95908887ILLLGLDNAGK 14 4757774 2xTMT6plex [N-Term; K11] 0.881 1.089 1.144 4.473198414 56.27 0 1585.008899 2 793.0084229 0.422529568 0.000334857 86.43218341
LSCVPVLIFANK 12 4757774 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 1.408 1.325 1.28 4.394702911 48.07 0 1819.091583 2 910.0457153 -4.0841022 -0.003714678 96.6857671

SVQSQGFK 6 4757774 2xTMT6plex [N-Term; K8] 1.349 1.192 1.181 3.555264711 33.74 0 1338.778171 2 669.8920898 -0.947283521 -0.000634101 30.22358401SAPDQEVR 8 4757774 1xTMT6plex [N-Term] 1.003 1.215 0.817 3.120836496 25.33 0 1130.600317 2 565.8037109 -0.152295199 -8.61E-05 16.73338706GLLSILR 4 4757774 1xTMT6plex [N-Term] 1.1 1.306 1.206 26.18 0 1000.671632 2 500.8389893 -0.929500093 -0.000465062 72.11720181189011546 ASAH1 acid ceramidase isoform b 427 NP_004306.3 30.1703163 1 10 10 64 411 46.474 7.85 0.95 0.87 0.84 0.89 Significant 0.00137 TSQENISFETMYDVLSTKPVLNK 3 189011546 3xTMT6plex [N-Term; K18; K23] 100 1.669 5.51963377 39.39 0 3331.806255 3 1111.273071 -0.47851006 -0.000531434 97.96655698LTVYTTLIDVTK 10 189011546 2xTMT6plex [N-Term; K12] 1.202 1.205 1.192 5.276696682 58.95 0 1825.108673 2 913.0571899 -0.859996564 -0.000784794 89.70272239ESLDVYELDAK 8 189011546 2xTMT6plex [N-Term; K11] 1.307 1.166 0.95 3.408537388 65.96 0 1739.946752 2 870.4761963 -0.940558596 -0.000818261 60.44768831GAVPWYTINLDLPPYK 4 189011546 2xTMT6plex [N-Term; K16] 0.754 0.739 5.098755836 31.61 0 2305.299661 3 769.1044922 -0.320156859 -0.000246019 97.80234607LPGLLGNFPGPFEEEMK 2 189011546 2xTMT6plex [N-Term; K17]; 1xOxidation [M16] 0.955 4.32481432 31.6 0 2349.256476 3 778.4248657 -0.650313731 -0.000505784 104.8971715LPGLLGNFPGPFEEEMK 13 189011546 2xTMT6plex [N-Term; K17] 0.856 0.829 1.003 5.506091595 44.5 0 2333.261561 3 778.4248657 -0.650313731 -0.000505784 104.8971715NMINTFVPSGK 6 189011546 2xTMT6plex [N-Term; K11] 0.601 0.443 0.622 3.239338875 30.03 0 1665.939834 2 833.4711914 -2.837633992 -0.002363664 62.30588484GQFETYLR 6 189011546 1xTMT6plex [N-Term] 1.774 1.034 0.697 2.858204603 27.36 0 1242.668003 2 621.8375854 -0.087554811 -5.44E-05 45.54412768HPFFLDDR 4 189011546 1xTMT6plex [N-Term] 0.936 0.912 2.549293518 22.25 0 1275.668337 3 425.894989 1.627649566 0.000692114 42.13940433VIVNSLK 6 189011546 2xTMT6plex [N-Term; K7] 0.462 0.401 0.474 2.734556675 8.41 0 1230.81858 2 615.9124756 -0.735313993 -0.000452519 51.70059144STYPPSGPTYR 2 189011546 1xTMT6plex [N-Term] 0.836 3.209384918 18.75 0 1454.74771 2 727.8766479 -1.162099484 -0.000845281 27.1179229250428938 ASNA1 ATPase ASNA1 439 NP_004308.2 40.8045977 1 10 10 69 348 38.767 4.91 0.95 0.87 0.96 0.92 Significant 0.000943 YLDQMEDLYEDFHIVK 14 50428938 2xTMT6plex [N-Term; K16] 0.985 1.107 1.027 4.775849342 48.09 0 2516.278333 3 839.4298096 -1.374235519 -0.001152653 95.39673604
NQISPFISQMCNMLGLGDMNADQLASK 6 50428938 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C11] 1.419 3.579 3.97446084 60.44 0 3441.703908 3 1147.903931 -1.937789534 -0.002223099 110.7395455

ESVLIISTDPAHNISDAFDQK 10 50428938 2xTMT6plex [N-Term; K21] 1.445 1.076 0.871 5.502162933 64.56 0 2758.466345 3 920.1593018 -1.08500746 -0.000997652 75.3269309
TTCSCSLAVQLSK 4 50428938 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C3; C5] 1.383 2.222 3.556950808 43.8 0 1913.02364 2 957.0177002 2.343839632 0.00224191 52.62352748

MMQEAMSAFPGIDEAMSYAEVMR 4 50428938 1xTMT6plex [N-Term] 1.004 6.491667271 49.01 0 2824.268566 3 942.0916748 -2.866124715 -0.002698235 110.2208347LLNFPTIVER 13 50428938 1xTMT6plex [N-Term] 0.93 0.69 0.853 3.819808245 21.35 0 1430.856866 2 715.9318848 -0.261024536 -0.000186744 78.89786732LEETLPVIR 2 50428938 1xTMT6plex [N-Term] 1.157 3.611108303 40 0 1298.788118 2 649.8980103 0.481778208 0.000312864 60.37145419LPLLPHEVR 6 50428938 1xTMT6plex [N-Term] 0.905 0.917 0.664 3.790271282 54.63 0 1302.809522 3 434.9414063 0.109870244 4.77E-05 52.18691848LIQELAK 6 50428938 2xTMT6plex [N-Term; K7] 0.884 0.691 0.628 2.885623455 30.67 0 1272.829144 2 636.9177246 -0.763379165 -0.000485826 61.27848671WIFVGGK 4 50428938 2xTMT6plex [N-Term; K7] 0.935 0.97 2.807563066 18.33 0 1264.7818 2 632.8942261 -0.493904611 -0.000312341 72.6100985114589866 ASPH aspartyl/asparaginyl beta-hydroxylase isoform a 444 NP_004309.2 36.14775726 1 21 21 187 758 85.809 5.01 1.44 1.46 1.41 1.44 Significant 0.000102 KVYEEVLSVTPNDGFAK 6 14589866 3xTMT6plex [N-Term; K1; K17] 1.659 1.701 1.909 4.908483505 33.39 1 2583.463715 3 861.8248291 -1.463695925 -0.001260468 72.2874873STSEPAVPPEEAEPHTEPEEQVPVEAEPQNIEDEAK 22 14589866 2xTMT6plex [N-Term; K36] 2.035 1.842 1.488 5.455062866 31.79 0 4397.119649 4 1100.031738 -3.30349778 -0.003631469 54.89635048LGIYDADGDGDFDVDDAK 16 14589866 2xTMT6plex [N-Term; K18] 1.517 1.459 1.632 4.662956238 68.81 0 2359.134172 3 787.0485229 -1.337758734 -0.001051984 65.21626055GAIETYQEVASLPDVPADLLK 12 14589866 2xTMT6plex [N-Term; K21] 1.731 1.752 1.124 5.516757011 69.72 0 2687.490769 3 896.5012207 -0.617680494 -0.000553337 95.25279709VLIFDDSFEHEVWQDASSFR 12 14589866 1xTMT6plex [N-Term] 2.193 1.77 1.646 6.049458027 54.16 0 2656.288097 3 886.0996094 -1.439006184 -0.001274138 95.64273623
AQCEDDLAEK 8 14589866 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.498 1.414 1.593 3.888156891 47.94 0 1636.825257 2 818.9168091 0.66228454 0.000542022 28.7043946

MHLGLVIPK 10 14589866 2xTMT6plex [N-Term; K9] 1.551 1.504 1.581 2.997517824 35.35 0 1465.932898 3 489.31604 0.456410514 0.000223022 66.16161703GKIEEAVNAFK 6 14589866 3xTMT6plex [N-Term; K2; K11] 1.503 1.551 1.796 4.632718563 23.39 1 1893.141259 3 631.7177124 -1.413271701 -0.000891841 61.61164084SSGNSSSSGSGSGSTSAGSSSPGAR 6 14589866 1xTMT6plex [N-Term] 3.494179964 27.44 0 2332.044632 3 778.0189819 -0.960315762 -0.0007465 14.23750527
AQCEDDLAEKR 6 14589866 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.538 1.066 1.473 3.917819977 20.17 1 1792.926368 3 598.3134766 -0.274424264 -0.000164007 39.54228608

ETGYTELVK 10 14589866 2xTMT6plex [N-Term; K9] 1.898 1.46 1.337 4.212861538 52.91 0 1497.856481 2 749.4318848 0.00791214 5.93E-06 45.44130286EGIESGDPGTDDGR 6 14589866 1xTMT6plex [N-Term] 1.642 2.27 2.571 5.07084322 61.86 0 1633.750288 2 817.37854 -0.296821294 -0.000242466 18.5179051LIRDEGLAVMDK 4 14589866 2xTMT6plex [N-Term; K12] 1.839 1.171 3.555197001 16.63 1 1818.055926 3 606.6916504 2.459837353 0.001490707 59.03332277GHFASVWQR 12 14589866 1xTMT6plex [N-Term] 1.49 1.645 1.419 3.461274385 31.65 0 1316.70612 3 439.5737 0.32403853 0.000142221 34.83360559IAESIPYLK 14 14589866 2xTMT6plex [N-Term; K9] 1.215 1.439 3.637427568 36.34 0 1491.918687 2 746.4620972 -1.18620678 -0.000884862 70.17585656FYFHLGDAMQR 5 14589866 1xTMT6plex [N-Term] 1.049 0.982 1.093 2.65689373 6.84 0 1613.809599 3 538.6074219 -1.168808886 -0.000628745 63.73380348GLFLPEDENLR 14 14589866 1xTMT6plex [N-Term] 1.301 1.232 1.272 4.297796726 41.87 0 1531.831774 2 766.4188232 -0.916488122 -0.000701953 61.28197182GSLLTLQR 6 14589866 1xTMT6plex [N-Term] 1.589 1.47 1.406 2.599694729 30.18 0 1116.693824 2 558.8505859 0.063862626 3.57E-05 46.23058116LIRDEGLAVMDK 2 14589866 2xTMT6plex [N-Term; K12]; 1xOxidation [M10] 1.499 2.914237738 8.29 1 1834.050841 3 606.6916504 2.459837353 0.001490707 59.03332277AQPWWTPK 6 14589866 2xTMT6plex [N-Term; K8] 1.624 0.591 1.235 2.481161118 25.28 0 1471.846191 2 736.4259644 -1.045754014 -0.000769595 59.49314074
TCTLLEK 2 14589866 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.188 2.987309694 23.33 0 1322.775394 2 661.8912354 -0.151436802 -0.000100158 53.58237038

QQFLGHMR 2 14589866 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.524 2.337528944 11.78 0 1261.667292 3 421.2270813 -0.476641916 -0.000200455 22.5245512982546843 BCR breakpoint cluster region protein isoform 1 613 NP_004318.3 4.48465775 1 3 4 15 1271 142.73 7.03 1.16 1.38 1.26 1.27 Significant 0.00251 AAATTSQPVLTSQQIETIFFK 6 82546843 2xTMT6plex [N-Term; K21] 1.2 1.381 1.157 5.163250923 64.42 0 2739.533302 3 913.8538818 5.033655842 0.004596623 96.15818011GQVQLDPQALQDR 2 82546843 1xTMT6plex [N-Term] 1.346 3.46592021 29.98 0 1696.917963 2 848.963623 1.182481295 0.001003287 46.32596266STLVLHDLLK 6 82546843 2xTMT6plex [N-Term; K10] 0.904 0.897 1.025 3.972712517 29.26 0 1597.008899 3 533.0075684 -0.468088735 -0.000249181 66.7317274NSLETLLYKPVDR 1 82546843 2xTMT6plex [N-Term; K9] 1.143 2.028885841 0 2006.168647 3 669.394104 -0.442883146 -0.000296166 65.7701651221316588 BPHL valacyclovir hydrolase isoform 1 precursor 670 NP_004323.2 15.12027491 1 4 4 14 291 32.522 9.14 1.16 1.07 1.51 1.25 Significant 0.0114
VQCPALIVHGEKDPLVPR 2 221316588 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.942 5.047663689 25.92 1 2486.431755 4 622.3640747 1.091442836 0.00067845 59.6817956

KLFTVVAWDPR 2 221316588 2xTMT6plex [N-Term; K1] 1.494 3.568609238 12.49 1 1790.072897 3 597.362854 0.621305267 0.000370727 75.75172524FADEFNK 6 221316588 2xTMT6plex [N-Term; K7] 0.971 1.308 1.506 2.868859291 28.89 0 1328.725073 2 664.8666382 0.697403252 0.000463329 47.3858303LHLMPEGK 4 221316588 2xTMT6plex [N-Term; K8] 1.183 1.063 2.943025589 14.86 0 1382.823013 3 461.6130676 1.18353603 0.00054554 44.00490253
4757886 PTTG1IP pituitary tumor-transforming gene 1 protein-interacting protein isoform 1 precursor 754 NP_004330.1 13.88888889 1 2 2 14 180 20.31 8.79 1.15 1.33 1.71 1.4 Significant 0.0137

ACLDYPVTSVLPPASLCK 8 4757886 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C2; C17] 1.248 1.36 4.721947193 37.12 0 2449.32351 3 817.1119995 -0.843034754 -0.000688288 82.08754595
TCEECLK 6 4757886 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C2; C5] 1.037 1.259 1.71 2.741333485 34.81 0 1397.716894 2 699.3619995 -0.122425767 -8.56E-05 26.7209651218105007 CAD CAD protein isoform 1 790 NP_004332.2 30.29213483 1 51 55 346 2225 242.829 6.46 1.28 1.29 1.3 1.29 Significant 0.00002 ATGYPLAYVAAK 10 18105007 2xTMT6plex [N-Term; K12] 1.29 1.404 1.402 4.5073452 74.17 0 1682.988164 2 841.9967651 -1.13503862 -0.000955128 63.35997704TLGVDLVALATR 10 18105007 1xTMT6plex [N-Term] 1.377 1.677 1.06 4.506685734 57.56 0 1457.888895 2 729.4484863 0.54962093 0.000400643 82.00911416LGGAVLSFSEATSSVQK 8 18105007 2xTMT6plex [N-Term; K17] 1.265 1.206 1.163 5.289656162 73.8 0 2139.206155 2 1070.106079 -0.595214665 -0.000636643 74.83238933LLDTIGISQPQWR 12 18105007 1xTMT6plex [N-Term] 1.346 1.37 1.257 5.374104977 49.32 0 1755.995485 3 586.003418 0.122828477 7.19E-05 75.60139214VNEISVEVDSDPR 6 18105007 1xTMT6plex [N-Term] 1.002 1.453 0.957 4.31114912 101.36 0 1687.87001 2 844.4385986 -0.052708072 -4.45E-05 46.51072566TLHEWLQQHGIPGLQGVDTR 4 18105007 1xTMT6plex [N-Term] 0.727 1.012 5.181472301 19.83 0 2514.34147 4 629.338562 -3.600220269 -0.002263046 65.3138929ASDPGLPAEEPK 6 18105007 2xTMT6plex [N-Term; K12] 1.427 1.111 1.378 4.123398304 44.61 0 1668.920872 2 834.9641724 0.117427115 9.80E-05 37.54665473TIMVNYNPETVSTDYDMCDR 4 18105007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.834 4.769996643 35.86 0 2653.178154 3 885.0635986 -0.720577907 -0.000637274 62.06820348TVHSLACLLTQYR 4 18105007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.745 1.828 5.638725758 43.02 0 1790.978455 3 597.6636963 -1.071700671 -0.000639798 69.13587606DQMSHLFNVAHTLR 6 18105007 1xTMT6plex [N-Term] 1.425 1.419 1.461 5.479895115 48.02 0 1897.990416 4 475.2527466 -0.663797806 -0.00031497 54.84117136VLGTSPEAIDSAENR 12 18105007 1xTMT6plex [N-Term] 1.18 1.141 1.35 5.141572475 60.17 0 1787.933672 2 894.4692383 -1.382885472 -0.001236254 43.16279491LFVEALGQIGPAPPLK 8 18105007 2xTMT6plex [N-Term; K16] 1.672 1.303 5.29372263 45.9 0 2108.288368 3 703.4348755 0.808587131 0.000568245 100.5731592GEVAYIDGQVLVPPGYGQDVR 4 18105007 1xTMT6plex [N-Term] 0.876 1.406 5.937522888 49.71 0 2461.292454 3 821.1013184 -1.240255651 -0.001017544 68.84282597GTKQEEFESIEEALPDTDVLYMTR 4 18105007 2xTMT6plex [N-Term; K3]; 1xOxidation [M22] 100 3.567 3.294653177 22.88 1 3275.63936 3 1092.55188 0.527038617 0.000575463 79.82876233EIDVDAVASDGVVAAIAISEHVENAGVHSGDATLVTPPQDITAK 6 18105007 2xTMT6plex [N-Term; K44] 1.102 1.588 6.379005432 26.41 0 4840.525656 5 968.9089355 -2.083444308 -0.002016993 111.88575

VIMGEEVEPVGLMTGSGVVGVK 10 18105007 2xTMT6plex [N-Term; K22] 1.343 1.135 1.392 5.818241596 83.28 0 2645.465817 3 882.4951782 1.952354832 0.001721629 89.3364345QEEFESIEEALPDTDVLYMTR 9 18105007 1xTMT6plex [N-Term] 0.641 0.908 1.877 5.001863003 41.22 0 2744.317408 3 915.4414063 -2.82126622 -0.002580817 90.63836649AAFALGGLGSGFASNR 12 18105007 1xTMT6plex [N-Term] 1.189 1.322 1.253 5.440432549 63.43 0 1724.928134 3 575.6468506 -1.237844143 -0.000711731 69.43598318VYFLPITPHYVTQVIR 6 18105007 1xTMT6plex [N-Term] 1.023 1.495 1.792 5.269514561 38.59 0 2175.252762 3 725.7559814 0.28912775 0.000209642 90.03484543GQPLPPDLLQQAK 12 18105007 2xTMT6plex [N-Term; K13] 1.177 1.306 1.203 4.110620499 51.89 0 1863.110404 2 932.0574951 -1.444131072 -0.001345288 61.4406015KNILLTIGSYK 6 18105007 3xTMT6plex [N-Term; K1; K11] 1.504 1.552 1.674 3.910036564 17.69 1 1937.240245 3 646.4163208 -3.012578161 -0.001945363 74.91576308LAADFSVPLIIDIK 10 18105007 2xTMT6plex [N-Term; K14] 1.225 1.306 1.366 3.993803501 32.45 0 1973.208721 3 658.4072876 -0.715416983 -0.000470556 115.1933392FLSSAAAVSK 4 18105007 2xTMT6plex [N-Term; K10] 1.207 1.396 4.420897961 64.98 0 1438.866986 2 719.9380493 1.275853036 0.000917891 55.57468032SILEQLAEK 14 18105007 2xTMT6plex [N-Term; K9] 1.354 1.517 4.273481846 51.27 0 1488.903766 2 744.9545288 -1.332935585 -0.000992306 69.49730402LALGIPLPELR 10 18105007 1xTMT6plex [N-Term] 1.191 1.174 1.322 4.355832577 45.57 0 1420.908902 2 710.9578857 -0.286517752 -0.000203558 94.23329444GHNQPCLLVGSGR 6 18105007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.456 1.041 1.098 4.929007053 30.66 0 1623.858674 3 541.9577026 -0.073676266 -3.99E-05 42.96488297
ILALDCGLK 6 18105007 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.269 1.353 1.099 3.862048149 30.98 0 1460.891093 2 730.9483643 -1.123235252 -0.000820462 71.35927453IIAHAQLLEQHR 6 18105007 1xTMT6plex [N-Term] 1.139 1.168 1.208 3.621634245 31.82 0 1657.969939 4 415.2478638 -0.189262704 -7.84E-05 40.82653573LSLDDLLQR 6 18105007 1xTMT6plex [N-Term] 1.337 1.315 1.234 3.572844267 30.18 0 1301.762632 2 651.3852539 0.460546712 0.000299761 74.72805724SVGEVMGIGR 2 18105007 1xTMT6plex [N-Term] 1.56 3.489354134 28.04 0 1233.682273 2 617.3443604 -0.671847925 -0.000414423 41.26443959QELGICPAVK 4 18105007 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.351 1.139 3.742287874 39.17 0 1572.91837 2 786.961792 -1.31143209 -0.001031388 48.65757151ELSDLESAR 8 18105007 1xTMT6plex [N-Term] 1.178 1.223 1.497 3.687694788 39.37 0 1248.663312 2 624.835022 -0.435837813 -0.000272107 34.90306437VTAVDWHFEEAVDGECPPQR 2 18105007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.306 3.42734313 11.14 0 2571.213552 3 857.739624 -3.591171833 -0.00307789 60.75937112KEEILLIK 12 18105007 3xTMT6plex [N-Term; K1; K8] 1.306 1.329 1.354 4.120336056 22.58 1 1673.118005 3 558.3771362 -0.687051714 -0.000383173 62.34244571EIEYEVVR 4 18105007 1xTMT6plex [N-Term] 1.298 1.09 3.614817619 42.14 0 1265.693883 2 633.3504639 -0.183548035 -0.000116158 49.91046095VFNTGGAPR 2 18105007 1xTMT6plex [N-Term] 1.228 3.059944391 26.59 0 1147.642123 2 574.3250122 0.54465068 0.000312532 29.64460731EQGSLLGK 6 18105007 2xTMT6plex [N-Term; K8] 1.136 1.146 1.09 3.205693722 46.41 0 1289.782922 2 645.395752 1.011787509 0.000652493 37.30010995AHWTPFEGQK 2 18105007 2xTMT6plex [N-Term; K10] 1.175 2.899068356 9.55 0 1658.905497 3 553.6393433 -1.217920398 -0.000673472 45.32847119SELLPTVR 6 18105007 1xTMT6plex [N-Term] 0.993 1.203 1.218 2.963608503 22.03 0 1143.69349 2 572.3496704 -1.24628644 -0.000712685 45.37483359SFEEAFQK 8 18105007 2xTMT6plex [N-Term; K8] 1.18 1.039 1.824 3.044509888 27.11 0 1443.788402 2 722.3977051 -0.185639218 -0.000134012 64.11018133GEVRPELGSR 6 18105007 1xTMT6plex [N-Term] 1.114 1.312 1.226 4.275388718 16.3 0 1328.748379 3 443.5877075 0.143540039 6.36E-05 21.58225EHPVVISK 6 18105007 2xTMT6plex [N-Term; K8] 1.327 1.6 1.4 2.535771132 18.87 0 1366.845857 3 456.2863464 -1.002931934 -0.000456951 32.03257178VLGTPVETIELTEDRR 6 18105007 1xTMT6plex [N-Term] 1.22 1.096 1.176 4.765882015 18.21 1 2057.143999 3 686.3853149 -1.267721551 -0.000869295 61.95019063LGYPVLVR 6 18105007 1xTMT6plex [N-Term] 1.052 0.86 2.393023252 17.01 0 1145.724396 2 573.3661499 0.547561604 0.000313677 56.84521196EEILLIK 8 18105007 2xTMT6plex [N-Term; K7] 1.217 0.937 2.664520502 23.93 0 1315.86011 2 658.4335938 -0.151323076 -9.96E-05 73.68440368LSSFVTK 4 18105007 2xTMT6plex [N-Term; K7] 1.098 1.137 2.787170887 29.13 0 1239.771295 2 620.3882446 -1.6796664 -0.001041201 56.20651622SVGEVMGIGR 4 18105007 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.134 1.124 2.114259243 24.52 0 1249.677188 2 617.3443604 -0.671847925 -0.000414423 41.26443959VIECNVR 2 18105007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.256 2.32304287 15.09 0 1118.618945 2 559.8133545 0.43588961 0.000243797 26.13189247SFPFVSK 5 18105007 2xTMT6plex [N-Term; K7] 1.258 1.327 1.058 2.567848444 33.55 0 1269.76073 2 635.3847046 1.104286543 0.00070109 61.72779621

CLGFSDK 6 18105007 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 1.347 1.496 1.332 2.748559713 17.61 0 1284.702229 2 642.8527832 -3.066635723 -0.001969857 44.29663952
QIDTVAAEWPAQTNYLYLTYWGTTHDLTFR 1 18105007 1xTMT6plex [N-Term] 1.465665102 0 3803.890691 3 1268.633667 -1.11554032 -0.001414464 104.4796923GIPGLPDGR 2 18105007 1xTMT6plex [N-Term] 0.947 1.818251133 29.49 0 1110.646874 2 555.8261719 -1.626646635 -0.000903315 43.74980866VPQFSFSR 5 18105007 1xTMT6plex [N-Term] 1.392 1.178 1.265 2.078189611 7.15 0 1196.662524 2 598.8345337 -0.612584729 -0.000366529 54.20907082SSALASK 6 18105007 2xTMT6plex [N-Term; K7] 0.927 1.046 0.978 2.085587025 14.6 0 1121.693045 2 561.3503418 0.322934828 0.000181117 37.92767562LYLNETFSELR 2 18105007 1xTMT6plex [N-Term] 1.036 2.205307245 12.82 0 1613.873639 2 807.4437866 4.125522611 0.003329036 73.06743407VLGTPVETIELTEDR 4 18105007 1xTMT6plex [N-Term] 1.453 1.425 1.785107851 3.12 0 1901.042888 2 951.0213623 -3.913909923 -0.003720255 69.890153854757900 CALR calreticulin precursor 811 NP_004334.1 68.34532374 1 28 28 768 417 48.112 4.44 1.14 1.15 1.13 1.14 Significant 0.0000256 IDNSQVESGSLEDDWDFLPPKK 42 4757900 3xTMT6plex [N-Term; K21; K22] 1.118 1.186 1.145 6.881940365 57.19 1 3206.682435 3 1069.563477 -2.045170557 -0.002186071 80.65718311EQFLDGDGWTSR 48 4757900 1xTMT6plex [N-Term] 1.059 1.092 1.164 4.280203342 57.63 0 1639.791365 2 820.3988647 -0.556520684 -0.000456289 47.18620283GQTLVVQFTVK 48 4757900 2xTMT6plex [N-Term; K11] 1.125 1.245 1.217 4.994621277 78.53 0 1678.030363 2 839.5187378 -0.097789686 -8.20E-05 70.22462059KPEDWDEEMDGEWEPPVIQNPEYK 34 4757900 3xTMT6plex [N-Term; K1; K24] 1.351 1.025 1.072 7.323282719 47.59 0 3647.781891 3 1216.597168 -1.354210284 -0.001646621 71.27867821
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

KPEDWDEEMDGEWEPPVIQNPEYK 39 4757900 3xTMT6plex [N-Term; K1; K24]; 1xOxidation [M9] 0.971 1.161 1.005 7.289741039 42.81 0 3663.776806 3 1216.597168 -1.354210284 -0.001646621 71.27867821
SGTIFDNFLITNDEAYAEEFGNETWGVTK 51 4757900 2xTMT6plex [N-Term; K29] 0.961 1.199 1.069 5.223844528 42.59 0 3726.821558 3 1242.945068 -0.243025286 -0.000301904 107.4465136

CKDDEFTHLYTLIVRPDNTYEVK 10 4757900 3xTMT6plex [N-Term; K2; K23]; 1xCarbamidomethyl [C1] 1.146 1.142 1.126 6.862491608 15.84 1 3543.876066 5 709.5793457 -2.382719999 -0.001688813 77.47058594
FYALSASFEPFSNK 50 4757900 2xTMT6plex [N-Term; K14] 1.369 1.348 1.13 4.717000484 62 0 2066.099899 2 1033.551758 -1.77146081 -0.001830008 88.13542437
HEQNIDCGGGYVK 56 4757900 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.25 1.136 1.316 5.652537823 60.45 0 1934.979467 2 967.9931641 -0.214542328 -0.000207568 26.59619579

LFPNSLDQTDMHGDSEYNIMFGPDICGPGTK 32 4757900 2xTMT6plex [N-Term; K31]; 1xCarbamidomethyl [C26] 1.194 1.14 1.362 8.20759964 38.32 0 3914.843966 4 979.460144 -6.44215155 -0.006305005 88.01664113
LFPNSLDQTDMHGDSEYNIMFGPDICGPGTK 25 4757900 2xTMT6plex [N-Term; K31]; 1xOxidation [M]; 1xCarbamidomethyl [C26] 1.19 1.46 1.291 7.092612267 25.88 0 3930.838881 4 979.460144 -6.44215155 -0.006305005 88.01664113
LFPNSLDQTDMHGDSEYNIMFGPDICGPGTK 4 4757900 2xTMT6plex [N-Term; K31]; 2xOxidation [M11; M20]; 1xCarbamidomethyl [C26] 1.263 1.777 6.885385513 28.74 0 3946.833796 4 979.460144 -6.44215155 -0.006305005 88.01664113

IDNSQVESGSLEDDWDFLPPK 34 4757900 2xTMT6plex [N-Term; K21] 0.905 0.938 0.9 5.837610245 57.63 0 2849.42454 3 950.4789429 -0.794661058 -0.000754776 91.63304841DDEFTHLYTLIVRPDNTYEVK 6 4757900 2xTMT6plex [N-Term; K21] 0.738 0.764 0.654 5.713384151 17.78 0 3026.587523 4 757.4012451 -1.444554706 -0.001093018 78.69501009IDDPTDSKPEDWDKPEHIPDPDAK 9 4757900 4xTMT6plex [N-Term; K8; K14; K24] 1.019 1.078 5.783477783 9.62 0 3676.915237 4 919.9848022 0.582587369 0.000535531 52.37127715FYGDEEKDKGLQTSQDAR 8 4757900 3xTMT6plex [N-Term; K7; K9] 0.649 0.802 0.826 3.758262634 10.16 2 2774.456398 3 925.4908447 0.570504438 0.000527613 36.92384673KVHVIFNYK 18 4757900 3xTMT6plex [N-Term; K1; K9] 1.231 1.231 1.332 4.289684296 39.19 1 1835.151036 3 612.3883057 -0.366551744 -0.000224226 59.75930304GLQTSQDAR 12 4757900 1xTMT6plex [N-Term] 1.201 1.117 1.2 3.059230089 56.58 0 1204.64833 2 602.8276978 -0.175430607 -0.000105666 16.96765165VHVIFNYK 24 4757900 2xTMT6plex [N-Term; K8] 0.945 0.999 1.033 3.477839708 38.16 0 1477.893141 2 739.449585 -0.84455235 -0.000624079 57.3658839IKDPDASKPEDWDER 18 4757900 3xTMT6plex [N-Term; K2; K8] 1.003 1.111 0.965 4.053404331 5.23 1 2488.328679 3 830.1131592 -1.508748008 -0.00125142 40.07865435FYGDEEKDK 25 4757900 3xTMT6plex [N-Term; K7; K9] 1.289 1.256 0.936 2.984337091 18.02 1 1817.988841 2 909.4989624 0.993963575 0.000903507 33.59115381LKEEEEDKK 10 4757900 4xTMT6plex [N-Term; K2; K8; K9] 1.386 1.192 1.003 3.235247135 3.49 2 2064.235837 3 688.7507324 0.875343598 0.000602305 29.22679509DKGLQTSQDAR 6 4757900 2xTMT6plex [N-Term; K2] 0.923 1.034 0.943 3.460409164 6.25 1 1676.933168 3 559.6490479 -0.344572654 -0.000192608 20.65722549QIDNPDYK 19 4757900 2xTMT6plex [N-Term; K8] 1.146 1.106 1.21 3.421647549 33.48 0 1450.794215 2 725.9006958 -0.069071434 -5.01E-05 29.91422743GKNVLINK 6 4757900 3xTMT6plex [N-Term; K2; K8] 1.066 1.153 0.963 2.975059271 4.32 1 1573.040423 3 525.0184937 0.320593815 0.000168102 41.05204601KIKDPDASKPEDWDER 7 4757900 4xTMT6plex [N-Term; K1; K3; K9] 1.657 1.712 1.611 4.078551292 4.34 2 2845.586574 5 569.9246826 2.717564811 0.001546613 38.61304091LKEEEEDK 12 4757900 3xTMT6plex [N-Term; K2; K8] 1.111 1.077 1.108 2.841496468 16.26 1 1706.977942 2 853.9929199 0.363849898 0.000310542 29.6431684DKQDEEQR 24 4757900 2xTMT6plex [N-Term; K2] 1.206 1.272 1.272 3.218600035 25.57 1 1505.796006 2 753.4006958 -1.255839722 -0.000945519 15.3627519FVLSSGK 79 4757900 2xTMT6plex [N-Term; K7] 1.156 1.197 1.048 2.724280357 30.21 0 1195.74508 2 598.3756104 -0.950233368 -0.000568118 113.8269232DPDASKPEDWDER 2 4757900 2xTMT6plex [N-Term; K6] 0.801 1.13 3.645085573 0 2017.98672 3 673.3352051 2.151810184 0.001447441 30.83057678FYGDEEK 10 4757900 2xTMT6plex [N-Term; K7] 0.809 0.865 0.988 3.007981539 19.2 0 1345.704003 2 673.3555908 -0.073002217 -4.91E-05 34.460859684757902 CETN2 centrin-2 1069 NP_004335.1 53.48837209 1 6 6 32 172 19.726 5 1 1.03 0.93 0.99 Significant 0.0009 MNFGDFLTVMTQK 6 4757902 2xTMT6plex [N-Term; K13] 0.917 0.881 3.749307156 28.17 0 1990.054211 3 664.0230103 0.133811289 8.88E-05 103.8145315ELGENLTDEELQEMIDEADRDGDGEVSEQEFLR 6 4757902 1xTMT6plex [N-Term] 100 3.548146248 12.94 1 4039.839973 3 1347.284546 -0.219913336 -0.000296138 89.55441078MNFGDFLTVMTQK 3 4757902 2xTMT6plex [N-Term; K13]; 1xOxidation [M] 0.999 2.641245365 16.94 0 2006.049126 3 664.0230103 0.133811289 8.88E-05 103.8145315LFDDDETGK 10 4757902 2xTMT6plex [N-Term; K9] 0.883 1.043 0.922 3.752422094 35.36 0 1497.78371 2 749.3945923 -1.203157489 -0.000901035 56.57274799EAFDLFDADGTGTIDVK 2 4757902 2xTMT6plex [N-Term; K17] 0.822 2.786406755 22.1 0 2272.174914 2 1136.591431 0.29507769 0.000335234 83.06843057MISEIDKEGTGK 3 4757902 3xTMT6plex [N-Term; K7; K12] 1.066 0.974 3.823059559 1.78 1 1995.139939 3 665.7167358 -2.147463637 -0.001428163 47.09519573DTKEEILK 2 4757902 3xTMT6plex [N-Term; K3; K8] 1.252 1.165 1.915801406 1 1663.024498 3 555.0128784 -0.250420901 -0.000138819 41.084785214790119 CASP3 caspase-3 preproprotein 836 NP_004337.2 18.77256318 1 3 4 18 277 31.587 6.54 0.93 0.97 1.06 0.99 Significant 0.00151
GTELDCGIETDSGVDDDMACHK 2 14790119 2xTMT6plex [N-Term; K22]; 1xOxidation [M18]; 2xCarbamidomethyl [C6; C20] 1.82 3.202916145 44.64 0 2899.279609 3 967.0958862 -2.243173985 -0.002167863 39.6925479

SGTDVDAANLR 6 14790119 1xTMT6plex [N-Term] 0.961 0.847 0.961 4.184004784 47.4 0 1347.706573 2 674.3563843 -0.802367024 -0.000540678 24.77994231QIPCIVSMLTK 8 14790119 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.956 1.089 0.987 3.511656284 34.58 0 1748.021455 3 583.3453369 0.001454323 8.47E-07 93.16077717
IFIIQACR 4 14790119 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.911 1.936106086 2.23 0 1249.72883 2 625.3674316 -0.994534751 -0.000621449 62.6153498421237748 CD151 CD151 antigen 977 NP_004348.2 13.83399209 1 4 4 32 253 28.276 7.47 1.1 1.12 1.1 1.1 Significant 0.0000363 LETFIQEHLR 12 21237748 1xTMT6plex [N-Term] 0.895 1.035 0.944 4.598120213 56.38 0 1514.852844 3 505.6223145 -0.299362824 -0.000151164 69.60077323TVVALCGQR 2 21237748 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.28 2.953174114 27.2 0 1232.698258 2 616.8518677 -1.459350191 -0.000899469 32.45860838DHASNIYK 12 21237748 2xTMT6plex [N-Term; K8] 1.025 1.054 1.031 3.86403656 32.2 0 1405.783985 2 703.3950806 -0.782756952 -0.000550194 22.45079693

VVPDSCCK 6 21237748 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C6; C7] 1.525 1.508 1.566 2.398129702 27.17 0 1422.748528 2 711.8774414 -0.647913164 -0.000460909 30.1989246
4757960 CDH1 cadherin-1 isoform 1 preproprotein 999 NP_004351.1 19.16099773 1 12 15 109 882 97.396 4.73 0.73 0.77 0.72 0.74 Significant 0.000426 GQVPENEANVVITTLK 12 4757960 2xTMT6plex [N-Term; K16] 0.793 0.787 0.677 5.15693903 67.04 0 2170.248354 2 1085.626465 -1.244536136 -0.001350476 69.22666406NTGVISVVTTGLDR 6 4757960 1xTMT6plex [N-Term] 0.778 0.773 0.836 5.193080425 45.21 0 1660.943115 3 554.3184204 -1.449200463 -0.000802347 64.07568502DTANWLEINPDTGAISTR 10 4757960 1xTMT6plex [N-Term] 0.759 0.749 0.734 5.329683781 51.41 0 2203.119241 2 1102.060547 -2.461995655 -0.002712035 67.24383899VFYSITGQGADTPPVGVFIIER 16 4757960 1xTMT6plex [N-Term] 0.804 0.814 0.892 7.62451458 86.92 0 2595.402005 3 865.8052368 -0.326608664 -0.00028256 96.64193454

DWVIPPISCPENEK 8 4757960 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 0.726 0.478 0.574 3.585787296 34.82 0 2142.130547 2 1071.567383 -1.427767791 -0.001529233 74.74827141
VGTDGVITVK 6 4757960 2xTMT6plex [N-Term; K10] 0.689 0.844 0.678 3.535324574 35.49 0 1446.893201 2 723.9502563 0.024276369 1.76E-05 49.71316829NDVAPTLMSVPR 6 4757960 1xTMT6plex [N-Term] 0.59 0.778 0.652 3.997420549 49.76 0 1528.835479 2 764.9205322 -1.106153604 -0.000845563 52.85802174MALEVGDYK 4 4757960 2xTMT6plex [N-Term; K9] 0.903 0.782 3.740933418 41 0 1483.823072 2 742.414917 -0.347167822 -0.000257568 57.09535583LADMYGGGEDD 10 4757960 1xTMT6plex [N-Term] 0.836 0.901 0.9 2.943082333 58.95 0 1371.593577 2 686.3008423 0.605864832 0.0004155 43.86574437VNFEDCTGR 4 4757960 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.833 1.154 3.517955542 17.52 0 1326.630966 2 663.8189087 -0.320456252 -0.000212564 29.95432495GLDARPEVTR 8 4757960 1xTMT6plex [N-Term] 0.69 0.734 0.759 3.507776022 15.35 0 1342.764029 3 448.2600098 1.077930928 0.000482469 24.04448832TAYFSLDTR 4 4757960 1xTMT6plex [N-Term] 0.791 0.73 2.912717819 28.27 0 1302.689132 2 651.8480835 -0.18579092 -0.000121014 48.29106293KLADMYGGGEDD 3 4757960 2xTMT6plex [N-Term; K1]; 1xOxidation [M5] 0.964 0.927 1.629358292 40.98 1 1744.846387 2 872.9262695 -0.644450714 -0.000562234 28.90307521GLDFEAK 6 4757960 2xTMT6plex [N-Term; K7] 0.895 0.92 0.877 3.122663498 23.41 0 1237.719259 2 619.362854 -0.669030704 -0.000414036 46.84946479LMDNQNK 4 4757960 2xTMT6plex [N-Term; K7] 0.717 0.696 2.569355726 15.02 0 1320.734592 2 660.871521 0.888492052 0.000586731 28.96206407MALEVGDYK 2 4757960 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 0.626 1.706642747 0.66 0 1499.817987 2 742.414917 -0.347167822 -0.000257568 57.095355834758040 COX6C cytochrome c oxidase subunit 6C 1345 NP_004365.1 50.66666667 1 6 6 35 75 8.776 10.39 0.96 0.98 0.91 0.95 Significant 0.00048 KAGIFQSVK 4 4758040 3xTMT6plex [N-Term; K1; K9] 0.961 0.835 4.095190048 36.14 1 1665.066638 3 555.6932983 -0.77855771 -0.000432117 48.7523026AGIFQSVK 12 4758040 2xTMT6plex [N-Term; K8] 0.88 0.936 0.816 3.625713348 48.61 0 1307.808743 2 654.4078369 -0.26452788 -0.000172976 53.06488928NYDVMKDFEEMR 6 4758040 2xTMT6plex [N-Term; K6] 1.02 1.179 1.032 4.295577049 9.25 1 2035.002904 3 679.0048828 -1.380185991 -0.000936227 63.54905951AYADFYR 6 4758040 1xTMT6plex [N-Term] 1.054 0.928 0.968 2.710760593 24.99 0 1134.578126 2 567.7927856 0.149085426 8.46E-05 38.46195874MAPEVLPKPR 6 4758040 2xTMT6plex [N-Term; K8] 1.224 1.06 1.328 4.492407322 20.87 0 1595.97074 3 532.6616821 -0.15454123 -8.22E-05 47.70968903APEVLPKPR 1 4758040 2xTMT6plex [N-Term; K7] 0.932 15.66 0 1464.930255 3 488.9812012 -0.822526786 -0.000401648 38.482483664758078 CSK tyrosine-protein kinase CSK 1445 NP_004374.1 38.22222222 1 15 15 77 450 50.672 7.06 1.02 0.99 1.01 1 Significant 0.0000767 GDVLTIVAVTK 10 4758078 2xTMT6plex [N-Term; K11] 1.11 1.035 1.001 4.674980164 61.42 0 1573.992915 2 787.4998169 -0.354366867 -0.000278885 74.37619455HSNLVQLLGVIVEEK 2 4758078 2xTMT6plex [N-Term; K15] 0.897 4.828062534 38.84 0 2136.27926 3 712.7648926 0.404537174 0.000288068 104.7652509

MDAPDGCPPAVYEVMK 6 4758078 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C7] 1.062 0.925 0.84 3.666672468 39.59 0 2238.100904 2 1119.554688 0.533840989 0.000597395 66.11950807LLYPPETGLFLVR 18 4758078 1xTMT6plex [N-Term] 0.97 0.964 0.976 4.084392548 39.52 0 1747.035559 2 874.0180664 -3.836629121 -0.003351364 95.75330929LSLMPWFHGK 6 4758078 2xTMT6plex [N-Term; K10] 0.926 0.856 0.913 4.23711586 36.74 0 1673.960175 3 558.6580811 -0.289855126 -0.000161735 82.34152875GEFGDVMLGDYR 6 4758078 1xTMT6plex [N-Term] 0.653 0.613 3.746113062 35.73 0 1587.767459 2 794.3875122 0.181918367 0.000144422 60.02422563ESTNYPGDYTLCVSCDGK 2 4758078 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C12; C15] 1.175 4.084819794 21.92 0 2524.173611 3 842.0639038 1.405321633 0.001182425 49.66235131GSLVDYLR 6 4758078 1xTMT6plex [N-Term] 0.944 1.043 0.95 2.65245676 32.54 0 1151.662189 2 576.3342285 -0.876158616 -0.000504519 64.12871134EQLEHIK 6 4758078 2xTMT6plex [N-Term; K7] 0.983 0.99 1.047 3.104393721 34.71 0 1354.809471 3 452.2749634 0.638832793 0.000288499 32.04034741EGIIPANYVQK 2 4758078 2xTMT6plex [N-Term; K11] 0.881 2.150758266 18.73 0 1689.993978 2 845.4987183 -2.258964596 -0.001908818 66.93126637WTAPEAIR 4 4758078 1xTMT6plex [N-Term] 1.292 2.671649933 5.44 0 1172.662524 2 586.8352051 0.519941789 0.000304858 45.54609251VSDFGLTK 2 4758078 2xTMT6plex [N-Term; K8] 0.919 2.850734472 0.35 0 1324.787673 2 662.8973999 -0.113335379 -7.51E-05 54.30840323EASSTQDTGKLPVK 3 4758078 3xTMT6plex [N-Term; K10; K14] 1.806 1.407 1.241 2.509615183 1 2148.247909 3 716.7539063 -0.34618444 -0.000247897 39.23799257GGLYIVTEYMAK 2 4758078 2xTMT6plex [N-Term; K12] 2.282593727 7.78 0 1803.012664 3 601.6762695 0.882574916 0.000530431 85.52605371IPLKDVVPR 4 4758078 2xTMT6plex [N-Term; K4] 1.067 1.082 1.104 2.670545816 3.57 1 1494.977205 3 498.9975891 0.674721983 0.000336231 58.959678264758120 DAP death-associated protein 1 isoform 2 1611 NP_004385.1 23.52941176 1 3 3 16 102 11.158 9.32 0.74 0.82 0.89 0.82 Significant 0.0028 TQHIQQPR 6 4758120 1xTMT6plex [N-Term] 0.83 0.901 0.887 3.568147182 22.42 0 1236.701035 3 412.9048767 -0.774369084 -0.000319221 15.44855423HPHTGDTK 4 4758120 2xTMT6plex [N-Term; K8] 0.638 0.616 2.846339226 27.69 0 1350.753019 3 450.9225464 0.049424399 2.23E-05 14.11277449AGHPPAVK 6 4758120 2xTMT6plex [N-Term; K8] 0.747 0.829 0.894 2.737249374 19.5 0 1234.767213 3 412.2606812 0.224703919 9.25E-05 21.9849734118426915 DBN1 drebrin isoform a 1627 NP_004386.2 50.23112481 1 21 21 165 649 71.395 4.45 0.97 0.95 0.93 0.95 Significant 0.000148 KQQTLEAEEAK 8 18426915 3xTMT6plex [N-Term; K1; K11] 1.078 1.131 1.092 4.64731741 36.58 1 1962.147467 3 654.7207642 0.138756374 9.08E-05 31.20303986LAASGEGGLQELSGHFENQK 14 18426915 2xTMT6plex [N-Term; K20] 1.154 0.985 1.211 7.832924366 90.46 0 2530.330186 3 844.1149902 0.091479415 7.72E-05 60.82872505LELLAAYEEVIR 26 18426915 1xTMT6plex [N-Term] 0.992 0.913 0.832 5.093379498 61.23 0 1647.951889 2 824.4801025 0.63084859 0.000519804 98.95003836LREDENAEPVGTTYQK 6 18426915 2xTMT6plex [N-Term; K16] 0.914 0.937 1.008 5.892793655 29.35 1 2308.21851 3 770.0768433 -1.097740458 -0.000844608 34.50166448VAEFFQGVDVIVNASSVEDIDAGAIGQR 2 18426915 1xTMT6plex [N-Term] 1.803 5.791933537 40.09 0 3135.615973 3 1045.879395 2.442041314 0.002552435 110.5678626EESAADWALYTYEDGSDDLK 9 18426915 2xTMT6plex [N-Term; K20] 0.964 1.038 0.932 5.0064888 58.28 0 2736.292857 3 912.769043 -0.102760839 -9.37E-05 75.45765728SPSDSSTASTPVAEQIER 12 18426915 1xTMT6plex [N-Term] 1.002 1.019 1.191 6.212444305 64.06 0 2091.040322 2 1046.026245 2.339244405 0.002445727 34.49747662AAAPQAWAGPMEEPPQAQAPPR 2 18426915 1xTMT6plex [N-Term] 0.901 4.330448151 26.97 0 2500.260443 3 839.4223022 -1.193989199 -0.001001461 46.14723905AAAPQAWAGPMEEPPQAQAPPR 6 18426915 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.213 1.358 0.948 5.55222559 67.94 0 2516.255358 3 839.4223022 -1.193989199 -0.001001461 46.14723905ALDEVTSSQPPPLPPPPPPAQETQEPSPILDSEETR 6 18426915 1xTMT6plex [N-Term] 0.59 100 5.351923943 24.27 0 4076.054915 4 1019.763611 -5.471388656 -0.00557542 72.42978759QQTLEAEEAK 6 18426915 2xTMT6plex [N-Term; K10] 0.774 1.034 1.085 5.335603714 60.83 0 1604.889572 2 802.9483032 -0.150904269 -0.000121092 30.46358598KSESEVEEAAAIIAQRPDNPR 10 18426915 2xTMT6plex [N-Term; K1] 1.223 0.882 1.164 6.613064766 32.67 1 2768.494291 4 692.8770752 -2.824690221 -0.001955035 56.49651746SESEVEEAAAIIAQRPDNPR 4 18426915 1xTMT6plex [N-Term] 0.785 1.021 5.721820831 14.65 0 2411.236396 3 804.4151611 -2.266858435 -0.001821977 60.51667638VASASAGSCDVPSPFNHRPGSHLDSHR 4 18426915 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.761 0.787 2.542557478 0.39 0 3074.481228 4 769.3743896 -1.788713556 -0.001374842 34.71620819EQSIFGDHRDEEEETHMK 11 18426915 2xTMT6plex [N-Term; K18] 0.801 0.846 0.729 4.180632114 10.27 1 2675.277164 5 535.8610229 -0.4320352 -0.000231163 33.95343914
VMYGFCSVK 6 18426915 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 0.953 1.022 1.167 3.799660683 57.74 0 1548.831863 2 774.918335 -1.594813603 -0.001235049 59.47458472
EQFWEQAK 12 18426915 2xTMT6plex [N-Term; K8] 1.058 1.101 4.020032883 45.83 0 1523.82585 2 762.4160156 -0.718618863 -0.000547525 48.1004869DSQAALPK 12 18426915 2xTMT6plex [N-Term; K8] 1.056 0.941 0.948 2.916734219 32.46 0 1287.767272 2 644.3881226 1.317207871 0.000848129 44.41873249EQQIEEHR 2 18426915 1xTMT6plex [N-Term] 0.828 3.75638485 34.95 0 1297.669794 3 433.2279968 -0.274863055 -0.000118894 15.51280737TDAAVEMK 2 18426915 2xTMT6plex [N-Term; K8] 1.182 2.684717417 27.14 0 1322.739009 2 661.8726807 -0.69844608 -0.000461931 46.19567903

APPPVFYNKPPEIDITCWDADPVPEEEEGFEGGD 4 18426915 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C17] 1.494 1.533 100 4.025493145 0 4275.015642 4 1069.503906 -5.110435102 -0.005461797 93.39833588
LKEQSIFGDHRDEEEETHMK 1 18426915 3xTMT6plex [N-Term; K2; K20]; 1xOxidation [M19] 0.934 2.049772501 2.11 2 3161.614038 6 527.7727661 -4.372576838 -0.002304067 33.90958104

13514831 DDX10 probable ATP-dependent RNA helicase DDX10 1662 NP_004389.2 6.285714286 1 5 5 18 875 100.825 8.63 1.29 1.45 1.46 1.4 Significant 0.00154 APSLTNDEVEEFR 6 13514831 1xTMT6plex [N-Term] 1.083 1.235 1.337 4.842228889 62.03 0 1735.87001 2 868.437561 -1.246729119 -0.00108208 49.55452563GSQAPSLPNTSEAQK 2 13514831 2xTMT6plex [N-Term; K15] 1.531 3.815814018 27.24 0 1973.07039 3 658.3614502 -0.3002397 -0.000197465 35.7946776AMVQQLLQK 2 13514831 2xTMT6plex [N-Term; K9] 1.376 3.910042763 43.13 0 1516.928541 2 758.9660645 -2.431455175 -0.001844172 74.78479871
SIVFFSSCK 4 13514831 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.393 1.749 2.929065943 29.9 0 1532.854707 2 766.9308472 -0.188918142 -0.000144792 65.57344524ISVLYSFLR 4 13514831 1xTMT6plex [N-Term] 1.341 1.592 3.555164814 38.17 0 1326.798289 2 663.9022217 -0.845811028 -0.00056111 98.638510374758148 DFFA DNA fragmentation factor subunit alpha isoform 1 1676 NP_004392.1 35.95166163 1 9 9 58 331 36.5 4.79 1.03 1.1 1.13 1.08 Significant 0.000743 ETSSDVALASHILTALR 8 4758148 1xTMT6plex [N-Term] 1.403 1.002 1.342 6.951163769 62.16 0 2013.117785 3 671.7104492 -0.491940291 -0.000330111 82.51014898QLLQLYLQALEK 8 4758148 2xTMT6plex [N-Term; K12] 1.132 1.201 1.252 4.043270111 34.85 0 1918.177755 3 640.0640869 -0.025006969 -1.60E-05 109.481346EQHGVAASCLEDLR 6 4758148 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.103 1.145 1.142 5.980498314 60.21 0 1813.906412 3 605.3066406 -0.575319097 -0.000347858 38.04815497AAFGEEVDAVDTGISR 6 4758148 1xTMT6plex [N-Term] 0.897 0.882 1.343 4.892960072 38.84 0 1865.944237 2 933.4735718 -2.342071765 -0.002185088 55.18170655QAPELSLSSQDLELVTK 8 4758148 2xTMT6plex [N-Term; K17] 1.027 1.021 1.097 3.764812708 35.45 0 2316.306263 3 772.7723389 -1.64027033 -0.001266456 77.92323734

KTETVQEACER 2 4758148 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C9] 1.129 4.210282326 16.86 1 1808.957669 3 603.6569214 -0.805806498 -0.00048589 34.86240688
ASPPGDLQNPK 8 4758148 2xTMT6plex [N-Term; K11] 0.826 1.218 1.496 4.102761269 43.71 0 1581.900077 2 791.4533081 -0.466267796 -0.000368795 35.1243405LQHTLQQVLDQR 6 4758148 1xTMT6plex [N-Term] 0.879 1.056 0.992 4.072441101 24.54 0 1707.970333 3 569.9946899 -0.477921522 -0.000272092 61.04396732FVALASNEK 6 4758148 2xTMT6plex [N-Term; K9] 1.138 1.273 3.528330088 30.39 0 1436.851336 2 718.9272461 -2.867800166 -0.002060301 53.4820851558530840 DSP desmoplakin isoform I 1832 NP_004406.2 48.55451062 1 129 129 952 2871 331.569 6.81 0.77 0.77 0.79 0.78 Significant 0.0000737 FLEFQYLTGGLVDPEVHGR 16 58530840 1xTMT6plex [N-Term] 0.896 0.848 0.801 6.599777222 51.33 0 2406.265512 3 802.7590332 -1.232262446 -0.000988384 91.56257085GAGSIAGASASPK 13 58530840 2xTMT6plex [N-Term; K13] 0.803 0.781 0.75 4.99076128 80.97 0 1531.884427 2 766.4457397 -0.1463869 -0.000112124 29.08546327KTGSQYDIQDAIDK 4 58530840 3xTMT6plex [N-Term; K1; K14] 1.131 0.923 3.882719994 23.95 1 2269.264287 3 757.0927734 -0.229333138 -0.000173472 47.42234428AQQIHSQTSQQYPLYDLDLGK 8 58530840 2xTMT6plex [N-Term; K21] 0.773 0.678 6.959231377 55.26 0 2891.530342 3 964.5122681 -2.798255534 -0.00269708 65.94977658

GGGGYTCQSGSGWDEFTK 6 58530840 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C7] 0.527 0.573 5.224309444 46.66 0 2352.096681 3 784.7028198 -1.179708031 -0.000924929 53.69954681
SSSFSDTLEESSPIAAIFDTENLEK 8 58530840 2xTMT6plex [N-Term; K25] 0.689 0.569 0.739 7.518526077 45.45 0 3175.593455 3 1059.20105 -1.53014106 -0.001619702 102.6123903AVTGYNDPETGNIISLFQAMNK 2 58530840 2xTMT6plex [N-Term; K22]; 1xOxidation [M20] 0.84 5.490334511 58.63 0 2857.480615 3 947.8341675 0.791473772 0.000749654 100.842373AVTGYNDPETGNIISLFQAMNK 8 58530840 2xTMT6plex [N-Term; K22] 1.002 0.774 0.874 6.357205868 91.13 0 2841.4857 3 947.8341675 0.791473772 0.000749654 100.842373LLEAQIATGGIIDPK 8 58530840 2xTMT6plex [N-Term; K15] 0.79 0.762 0.898 4.769471169 75.49 0 1997.204698 2 999.1047974 -1.191817463 -0.001190152 80.25873855TGSQYDIQDAIDK 2 58530840 2xTMT6plex [N-Term; K13] 0.745 4.441078186 49.43 0 1912.006393 2 956.5047607 -2.169268702 -0.002073828 50.01771608NTLTQTTENLR 9 58530840 1xTMT6plex [N-Term] 0.919 0.917 0.955 4.779240131 45.75 0 1519.827751 2 760.4175415 0.036463219 2.77E-05 32.16894138QPVTVTELVDSGILRPSTVNELESGQISYDEVGER 4 58530840 1xTMT6plex [N-Term] 0.982 0.657 7.931184292 50.77 0 4046.076713 4 1012.274231 -0.400207902 -0.000404818 92.80758354GFFDPNTEENLTYLQLK 24 58530840 2xTMT6plex [N-Term; K17] 0.761 0.786 0.773 5.496676445 45.83 0 2487.317162 3 829.7775269 0.347991973 0.000288522 87.05847124

YCYLQNEVFGLFQK 8 58530840 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 0.332 0.337 0.343 5.157247066 39.85 0 2267.193482 3 756.4028931 0.283993944 0.000214623 98.78160352
SAIYQLEEEYENLLK 28 58530840 2xTMT6plex [N-Term; K15] 0.784 0.818 0.807 4.631281853 65.12 0 2300.2426 2 1150.624146 -0.68926833 -0.000792742 102.1748486LISPESTVMLLEAQAATGGIIDPHRNEK 5 58530840 2xTMT6plex [N-Term; K28] 1.405 1.469 1.099 7.48606205 25.58 1 3448.88741 4 862.9768677 -0.512860139 -0.000442199 101.5524562LISPESTVMLLEAQAATGGIIDPHR 12 58530840 1xTMT6plex [N-Term] 0.612 0.509 0.587 6.782810211 52.2 0 2848.543994 3 950.1859131 -0.283745727 -0.000269421 105.5540854SVEEVASEIQPFLR 28 58530840 1xTMT6plex [N-Term] 0.882 0.827 0.83 5.515786171 68.82 0 1832.995544 2 917.0032349 1.990537606 0.001824323 85.33117444HQNQNTIQELLQNCSDCLMR 6 58530840 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C14; C17] 1.647 1.656 1.665 6.076020718 46.75 0 2731.291168 3 911.1017456 -0.177320382 -0.000161438 68.84175021YEVTSGGGGTSR 13 58530840 1xTMT6plex [N-Term] 1.182 0.969 1.039 3.342935801 50.88 0 1399.701488 2 700.3536377 -1.063883541 -0.00074456 19.96741601IKDFLQGSSCIAGIYNETTK 8 58530840 3xTMT6plex [N-Term; K2; K20]; 1xCarbamidomethyl [C10] 0.968 0.647 1.091 6.51800251 44.43 1 2932.605705 3 978.2063599 -0.401970218 -0.00039294 81.03435867
ITNLTQQLEQASIVK 12 58530840 2xTMT6plex [N-Term; K15] 0.829 0.84 0.811 5.152859688 89.45 0 2144.269089 2 1072.636963 -1.138065536 -0.001220159 82.10967792LLEAQIASGGVVDPVNSVFLPK 37 58530840 2xTMT6plex [N-Term; K22] 0.718 0.726 0.765 6.25027895 70.5 0 2711.574773 4 678.6494141 0.388357352 0.000263265 100.4277151KIQSQFTDAQK 6 58530840 3xTMT6plex [N-Term; K1; K11] 0.925 1.122 0.927 4.553636551 27.73 1 1981.168537 3 661.0611572 0.192628583 0.00012721 38.03655781
ETQTECEWTVDTSK 8 58530840 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 0.904 0.792 3.872738838 62.68 0 2172.053085 2 1086.529663 -0.476663362 -0.000517669 43.51990819LNDSILQATEQR 6 58530840 1xTMT6plex [N-Term] 0.896 0.762 0.638 4.796002865 62.11 0 1616.880515 2 808.9437866 -0.134925129 -0.000109079 52.60837553SVQNDSQAIAEVLNQLK 8 58530840 2xTMT6plex [N-Term; K17] 0.303 0.298 6.442846775 52.86 0 2315.297095 3 772.4363403 -1.134750228 -0.000875761 97.47157504AITGFDDPFSGK 14 58530840 2xTMT6plex [N-Term; K12] 0.886 0.845 0.904 4.560012341 54.46 0 1712.925958 2 856.9660034 -0.716501526 -0.000613657 68.80564337ANSSATETINK 6 58530840 2xTMT6plex [N-Term; K11] 0.791 0.818 0.705 4.341591835 41.81 0 1593.884821 2 797.4457397 -0.387799548 -0.000309054 25.75549482SGSLSLTQFADMISLK 24 58530840 2xTMT6plex [N-Term; K16] 0.67 0.676 0.647 5.629886627 61.77 0 2156.203712 2 1078.606201 0.655626248 0.000706832 104.6892815ENDKQETWMLMELQK 4 58530840 3xTMT6plex [N-Term; K4; K15] 0.889 0.717 4.794032097 10.39 1 2610.387456 3 870.8001709 -0.573219383 -0.000498775 74.70926363
VTAMQLYECQLIDK 4 58530840 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 0.713 0.765 3.755189419 34.58 0 2170.165218 2 1085.586426 0.164288183 0.000178266 77.97736496

IGLVRPGTALELLEAQAATGFIVDPVSNLR 2 58530840 1xTMT6plex [N-Term] 1.171 5.197381496 20.23 0 3349.904491 4 838.2299194 -1.98304329 -0.001660751 112.3958287LKQESDQLVLNQHPASDK 4 58530840 3xTMT6plex [N-Term; K2; K18] 0.535 0.563 5.961647034 23.75 1 2737.545154 4 685.1427002 1.394439557 0.000954335 46.74818408TLELQGLINDLQR 20 58530840 1xTMT6plex [N-Term] 0.827 0.859 0.767 4.919005394 52.47 0 1742.000964 2 871.5039063 -0.245895386 -0.000214175 91.23735562IEPHTGLLLLSVQK 6 58530840 2xTMT6plex [N-Term; K14] 0.878 0.849 0.871 6.313198566 37.3 0 2006.241418 3 669.4186401 -0.025490374 -1.70E-05 76.28555704ALLQAILQTEDMLK 12 58530840 2xTMT6plex [N-Term; K14] 0.522 0.478 0.538 4.640421867 52.57 0 2045.208069 3 682.4076538 0.165726796 0.000112982 112.7640446
ELDECFAQANDQMEILDSLIR 6 58530840 1xTMT6plex [N-Term]; 1xOxidation [M13]; 1xCarbamidomethyl [C5] 0.637 1.428 4.704961777 74.97 0 2755.311612 3 913.7753296 -1.920650677 -0.001753757 101.8069716
ELDECFAQANDQMEILDSLIR 9 58530840 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.687 0.892 6.622264862 86.1 0 2739.316697 3 913.7753296 -1.920650677 -0.001753757 101.8069716QLQNIIQATSR 8 58530840 1xTMT6plex [N-Term] 1.055 0.86 0.994 3.701530457 34.67 0 1500.869556 2 750.9378052 -0.814546762 -0.000611264 61.47364583LTEEETVCLDLDKVEAYR 5 58530840 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 1.294 0.935 0.928 6.016104698 16.12 1 2641.379504 3 881.1305542 -0.906659698 -0.000798277 75.50303925

GYFNEELSEILSDPSDDTK 8 58530840 2xTMT6plex [N-Term; K19] 0.883 0.665 0.787 6.176004887 62.28 0 2617.292129 3 873.1005859 -1.881351893 -0.001641349 87.7104962GIVDSITGQR 4 58530840 1xTMT6plex [N-Term] 0.759 0.913 3.968162775 62.07 0 1274.726581 2 637.8660278 -1.413225365 -0.000900738 41.06400251SMVEDITGLR 12 58530840 1xTMT6plex [N-Term] 0.94 0.828 0.838 4.556484222 40.39 0 1349.729617 2 675.368042 -0.599828006 -0.000404803 56.64972053NQCTQVVQER 2 58530840 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.835 3.636433125 33.8 0 1490.758292 2 745.8830566 0.365646969 0.000272546 19.61411629TIADLELHYQEFIR 2 58530840 1xTMT6plex [N-Term] 0.929 3.518711805 8.88 0 1977.064293 3 659.6950073 3.123835011 0.002058674 77.05822701QLLQEQESVK 2 58530840 2xTMT6plex [N-Term; K10] 0.694 3.708393335 41.55 0 1659.968157 2 830.4882202 0.60671627 0.000503565 42.20209686IQSQFTDAQK 10 58530840 2xTMT6plex [N-Term; K10] 0.697 0.679 0.724 4.343253136 49.1 0 1623.910642 2 812.4580078 -1.171760903 -0.000951417 39.8665515LQSLTENLTK 4 58530840 2xTMT6plex [N-Term; K10] 1.113 0.944 4.42049551 39.22 0 1604.962343 2 802.9849854 0.218717359 0.000175517 62.18863573NNYDEEIISLK 5 58530840 2xTMT6plex [N-Term; K11] 0.866 1.269 3.234266996 32.89 0 1795.984201 2 898.4945679 -1.303729627 -0.001170739 61.11817246LTYEIEDEKR 6 58530840 2xTMT6plex [N-Term; K9] 0.926 1.036 0.991 4.826105118 40.51 1 1753.973636 3 585.3286743 -1.235047516 -0.00072208 45.10584476ALLQAILQTEDMLK 6 58530840 2xTMT6plex [N-Term; K14]; 1xOxidation [M12] 0.349 0.618 0.527 3.137415886 32.79 0 2061.202984 3 682.4076538 0.165726796 0.000112982 112.7640446YETEINITK 6 58530840 2xTMT6plex [N-Term; K9] 0.863 0.762 0.657 3.208423615 46.94 0 1568.893595 2 784.9495239 -1.162334045 -0.000911789 50.05714422NMPLQHLLEQIK 6 58530840 2xTMT6plex [N-Term; K12] 0.705 0.69 0.733 4.674889088 27.9 0 1922.129759 3 641.3814697 0.050199362 3.22E-05 87.02915597NQFETEINITK 6 58530840 2xTMT6plex [N-Term; K11] 0.972 0.892 0.949 3.541832209 33.79 0 1795.000185 2 898.0025024 -1.368672387 -0.001228384 57.25383169KSVEEVASEIQPFLR 2 58530840 2xTMT6plex [N-Term; K1] 1.247 3.988495588 10.45 1 2190.253439 3 730.755249 -1.025269335 -0.000748533 82.49435107LKAEFQEEAK 10 58530840 3xTMT6plex [N-Term; K2; K10] 1.131 1.013 1.053 4.153420925 22.71 1 1880.109625 3 627.3747559 0.047517508 2.98E-05 46.45026533LLEAASVSSK 10 58530840 2xTMT6plex [N-Term; K10] 0.781 0.757 0.712 4.058876514 50.94 0 1462.888116 2 731.9476929 -0.004393919 -3.21E-06 51.49370916ETQSQLETER 10 58530840 1xTMT6plex [N-Term] 0.756 0.741 0.638 4.46663475 47.96 0 1449.738267 2 725.3728638 0.126677392 9.18E-05 18.34594271GVITDQNSDGYCQTGTMSR 2 58530840 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.598 3.141136646 38.02 0 2319.054275 2 1160.030518 -0.222579418 -0.000258087 33.90952872
DANSENCNK 4 58530840 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.654 0.519 3.920722008 43.8 0 1509.736777 2 755.3713379 -0.912575471 -0.000688874 16.09168475ATGSEVSQR 6 58530840 1xTMT6plex [N-Term] 0.93 1.148 0.654 3.21036315 38.08 0 1163.621781 2 582.3138428 -1.179251839 -0.000686102 16.19072413EMSVQEAYK 8 58530840 2xTMT6plex [N-Term; K9] 0.828 0.849 1.075 3.420504808 40.01 0 1542.823801 2 771.9169312 1.805102233 0.001392477 39.24190544LTVDSAIAR 6 58530840 1xTMT6plex [N-Term] 0.795 0.703 0.679 3.376928329 48.01 0 1174.699303 2 587.8533325 0.072545427 4.26E-05 41.55923774LSSEVEALR 6 58530840 1xTMT6plex [N-Term] 0.826 0.768 0.618 3.302052498 30.54 0 1232.704782 2 616.8554077 -1.008879279 -0.000621825 46.31139616AELIVQPELK 8 58530840 2xTMT6plex [N-Term; K10] 0.842 0.832 0.769 4.135331154 43.46 0 1597.992915 2 799.5006104 0.644022333 0.000514572 63.71978493RQDSLESMK 6 58530840 2xTMT6plex [N-Term; K9] 0.934 0.799 0.909 4.012553692 17.56 1 1551.856498 3 517.956543 -0.916427358 -0.000474055 27.96960581LLQLQEQMR 6 58530840 1xTMT6plex [N-Term] 0.791 0.765 0.692 3.873570442 39.41 0 1387.792886 2 694.3997803 -0.43379897 -0.000301012 56.46415239RAEENALQQK 2 58530840 2xTMT6plex [N-Term; K10] 0.897 4.271118164 11.87 1 1644.943339 3 548.9860229 0.107400451 5.89E-05 24.26607867IEVLEEELR 7 58530840 1xTMT6plex [N-Term] 0.804 1.357 0.96 3.630089998 32.69 0 1358.772862 2 679.8900146 -0.08042781 -5.46E-05 71.20423464TVSVSEAIK 6 58530840 2xTMT6plex [N-Term; K9] 0.728 0.8 0.727 4.066756725 44.8 0 1391.851002 2 696.4282227 -1.317028545 -0.000916554 43.99665851LQDTSSYAK 6 58530840 2xTMT6plex [N-Term; K9] 0.827 0.638 0.904 3.635022879 45.09 0 1470.82043 2 735.9168091 4.01927655 0.002955817 32.62104206VVIVDPETNK 12 58530840 2xTMT6plex [N-Term; K10] 0.78 0.641 0.793 3.785250664 44.65 0 1571.940879 2 786.4736328 -0.566404889 -0.000445178 49.58190548RVEEDIQQQK 4 58530840 2xTMT6plex [N-Term; K10] 0.791 0.741 4.000753403 14 1 1730.980118 3 577.6653442 0.786349207 0.000453718 25.43523484LTYEIEDEK 4 58530840 2xTMT6plex [N-Term; K9] 0.799 0.948 4.151999474 39.45 0 1597.872525 2 799.4412842 1.731526972 0.00138338 51.75473443KLEEELEGMR 3 58530840 2xTMT6plex [N-Term; K1] 0.913 0.92 3.414333582 9.14 1 1691.940227 3 564.651123 -0.834243049 -0.000470496 59.65686163QIEHCEGR 5 58530840 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.793 0.767 1.21 3.732016563 41.94 0 1257.620736 3 419.8781433 -0.682970895 -0.000286306 14.90465601YGDGIQLTR 10 58530840 1xTMT6plex [N-Term] 0.777 0.695 0.732 3.252416134 41.2 0 1251.689467 2 626.3483887 0.027126337 1.70E-05 36.3759911NKYETEINITK 2 58530840 3xTMT6plex [N-Term; K2; K11] 0.973 3.571864367 4.43 1 2040.194417 3 680.7355957 -1.070138516 -0.000727764 49.50986131
DNYQAFCK 6 58530840 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.29 1.284 1.421 3.168416977 29.63 0 1503.766621 2 752.3867798 -0.224516014 -0.00016881 38.16774194EHLMLEEELR 2 58530840 1xTMT6plex [N-Term] 0.887 3.459010124 24.5 0 1527.803844 3 509.9391174 -0.684266558 -0.000348475 46.80466883EYENELAK 10 58530840 2xTMT6plex [N-Term; K8] 0.843 0.775 0.722 2.904523373 41.76 0 1453.793881 2 727.4008179 0.329002752 0.000239151 36.30304456WLPYEAGQR 6 58530840 1xTMT6plex [N-Term] 0.81 0.766 3.233962059 16.91 0 1348.721101 2 674.864563 0.55467106 0.000374048 50.50278076MSAAEAVK 12 58530840 2xTMT6plex [N-Term; K8] 0.703 0.754 0.795 3.182579756 31.65 0 1264.733529 2 632.8701172 -0.45191733 -0.000285777 33.36243393GLVGIEFK 6 58530840 2xTMT6plex [N-Term; K8] 0.763 0.757 0.695 3.1710186 40.11 0 1320.829144 2 660.9187012 0.743073966 0.000490737 64.50139069

IVHKGDECILK 4 58530840 3xTMT6plex [N-Term; K4; K11]; 1xCarbamidomethyl [C8] 0.78 1.082 2.9599967 6.02 1 1999.197729 3 667.0707397 -0.03141346 -2.09E-05 41.43907747



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AEENALQQK 6 58530840 2xTMT6plex [N-Term; K9] 0.782 0.842 0.83 3.533801079 55.07 0 1488.842228 2 744.9249878 0.316350469 0.000235498 27.18121428
TASEDSCK 4 58530840 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 0.543 0.824 2.592733383 32.77 0 1355.687702 2 678.3475342 0.066541413 4.51E-05 99.88655904
QVQNLVNK 4 58530840 2xTMT6plex [N-Term; K8] 0.661 0.714 3.660171032 33.33 0 1400.86257 2 700.9331055 -2.595010088 -0.001817626 41.10188219QQIQNDLNQWK 4 58530840 2xTMT6plex [N-Term; K11] 1.405 0.684 3.369981289 24.87 0 1873.033216 2 937.0218506 1.712762938 0.001604031 54.30601011VQEQELTR 12 58530840 1xTMT6plex [N-Term] 1.501 0.868 0.812 3.288060188 37.98 0 1231.684381 2 616.345459 -0.60082052 -0.000370011 23.09688814NFVDPVTK 6 58530840 2xTMT6plex [N-Term; K8] 0.711 0.726 0.78 3.736079693 33.37 0 1377.814222 2 689.4104004 -0.5067873 -0.000349129 48.8110424GIHNSIGDYR 8 58530840 1xTMT6plex [N-Term] 0.723 0.755 0.805 3.835791588 29.17 0 1360.717078 3 454.2446289 1.657220877 0.00075167 23.96710954QDSLESMK 6 58530840 2xTMT6plex [N-Term; K8] 0.779 0.768 0.754 3.485404253 40.29 0 1395.755387 2 698.3818359 0.722472583 0.000504197 35.72118936STLEAETR 6 58530840 1xTMT6plex [N-Term] 0.893 0.696 1.251 2.635887384 44.05 0 1135.615633 2 568.3111572 -0.524206305 -0.000297648 29.75088715TTIHQLTMQK 2 58530840 2xTMT6plex [N-Term; K10] 0.819 3.557283878 22.92 0 1658.966383 3 553.6601563 -0.281566887 -0.000155703 41.92410417FGDSNTVMR 6 58530840 1xTMT6plex [N-Term] 1.037 1.004 0.873 3.092315912 15.83 0 1255.630237 2 628.3181763 -0.924978471 -0.000580715 33.13929301LGIYEAMK 6 58530840 2xTMT6plex [N-Term; K8] 0.668 0.783 0.624 2.889521599 27.48 0 1382.81178 2 691.9089966 -0.768771248 -0.000531533 58.51147985LPVEEAYK 8 58530840 2xTMT6plex [N-Term; K8] 0.664 0.741 2.86073184 38.77 0 1406.829538 2 703.9165649 -2.61925634 -0.001842424 49.99642189SMSFQGIR 4 58530840 1xTMT6plex [N-Term] 1.558 0.52 3.130344391 38.31 0 1154.618944 2 577.8126831 -0.740390643 -0.000427435 38.98997619LENINGVTDGYLNSLCTVR 4 58530840 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.96 1.022 2.591246128 5.05 0 2367.217575 3 789.7460327 2.521781096 0.001989868 73.7311081QSLDDAAK 6 58530840 2xTMT6plex [N-Term; K8] 0.886 0.88 0.75 3.051446676 33.6 0 1305.741451 2 653.3742065 -0.241176431 -0.000157457 26.11298621

QMGQPCDAYQK 6 58530840 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 0.688 0.685 0.956 3.660205364 22.71 0 1783.887146 2 892.4474487 0.266031928 0.000237285 31.80819435DLIDFDDR 6 58530840 1xTMT6plex [N-Term] 0.797 0.975 0.796 3.858067036 36.22 0 1237.626198 2 619.3164063 -0.534822228 -0.000330955 50.651293EEDTSGYR 6 58530840 1xTMT6plex [N-Term] 0.801 0.855 0.301 2.689929008 22.5 0 1185.558512 2 593.2824707 -0.714738025 -0.000423682 15.56388825NDYDQLQK 8 58530840 2xTMT6plex [N-Term; K8] 0.705 0.686 0.711 3.469390392 41.17 0 1481.800029 2 741.4036865 0.04562483 3.38E-05 31.30017193ISITEGIER 6 58530840 1xTMT6plex [N-Term] 0.722 0.875 0.776 3.352787256 35.45 0 1246.720433 2 623.8620605 -2.877987844 -0.001794023 47.98502878LPVDIAYK 12 58530840 2xTMT6plex [N-Term; K8] 0.738 0.78 0.731 2.711782217 38.53 0 1376.855359 2 688.9278564 -5.02790604 -0.00346135 66.12778183LASLEELKR 11 58530840 2xTMT6plex [N-Term; K8] 1.069 0.818 1.139 4.15656662 15.93 1 1516.946299 3 506.3211975 1.8063588 0.000913383 56.87400798DKSEEVQK 6 58530840 3xTMT6plex [N-Term; K2; K8] 0.812 0.808 3.276717186 14.89 1 1649.967712 2 825.4871826 -0.377725952 -0.000311618 23.44316621NSQGSEMFGDDDKR 3 58530840 2xTMT6plex [N-Term; K13] 1.261 1.317 2.70544529 4.8 1 2043.980588 3 681.9974976 -1.295997738 -0.000882998 28.95495553YSLVEAK 6 58530840 2xTMT6plex [N-Term; K7] 0.846 0.721 0.694 3.264826059 33.72 0 1267.76621 2 634.3864746 -0.423612213 -0.000268521 43.88680643NLHSEISGK 2 58530840 2xTMT6plex [N-Term; K9] 0.7 4.133098125 19.68 0 1442.836749 3 481.6168823 -0.453958041 -0.000218329 26.74993077VSYVQLK 6 58530840 2xTMT6plex [N-Term; K7] 0.837 0.725 0.777 3.311975002 36.09 0 1294.813494 2 647.9106445 0.400252625 0.000259126 48.16028853SLLATMK 6 58530840 2xTMT6plex [N-Term; K7] 0.759 0.788 0.72 2.753684044 37.86 0 1221.764101 2 611.3851318 -0.911917549 -0.000557074 55.31748811QVQTSQK 2 58530840 2xTMT6plex [N-Term; K7] 0.752 2.522245884 19.17 0 1276.762521 2 638.8848877 -0.017575214 -1.12E-05 19.25613458LEDELNR 12 58530840 1xTMT6plex [N-Term] 0.879 0.981 1.044 2.542419195 23.07 0 1117.605068 2 559.3060913 -0.145375873 -8.12E-05 30.21076641ENLGWQK 6 58530840 2xTMT6plex [N-Term; K7] 0.674 0.617 3.104157209 32.45 0 1332.767607 2 666.8873291 -0.168841795 -0.000112513 41.7787632DMLANFR 6 58530840 1xTMT6plex [N-Term] 0.263 0.311 0.324 2.784454107 27.16 0 1095.581831 2 548.2940674 -0.887714954 -0.000486282 58.15638915FLSEMLK 4 58530840 2xTMT6plex [N-Term; K7] 0.758 0.799 3.074269295 34.62 0 1325.790316 2 663.3970337 -2.658910044 -0.001762579 76.39936599DLKDEIVR 9 58530840 2xTMT6plex [N-Term; K3] 0.78 0.915 0.966 3.299709797 22.31 1 1445.8728 2 723.4407349 0.963602443 0.000696623 40.79451144IKNDLNLK 6 58530840 3xTMT6plex [N-Term; K2; K8] 0.73 1.004 0.93 3.145429611 10.54 1 1645.061553 3 549.0230713 -4.189571388 -0.002297368 50.45277133QAELDGK 6 58530840 2xTMT6plex [N-Term; K7] 0.773 0.895 0.839 2.635128975 24.96 0 1218.709423 2 609.8574219 -1.522840445 -0.00092795 26.34786751YIELLTR 6 58530840 1xTMT6plex [N-Term] 0.785 0.786 0.699 2.742568016 21.81 0 1136.687676 2 568.8479614 0.853613163 0.000485146 60.24681034GLQDSIR 6 58530840 1xTMT6plex [N-Term] 0.818 0.85 0.797 2.229898453 22.78 0 1017.589025 2 509.2977905 -0.70766812 -0.000360058 25.65965306KLEDSTR 6 58530840 2xTMT6plex [N-Term; K1] 1.025 2.039 0.895 1.941864014 5.2 1 1306.773086 3 436.2623901 -0.358677301 -0.000156237 18.75744812AESGPDLR 2 58530840 1xTMT6plex [N-Term] 0.736 2.625814438 31.43 0 1073.578854 2 537.2926636 -0.748171929 -0.000401611 19.54012948CIDVHLK 2 58530840 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 0.856 2.279204845 9.98 0 1342.791713 3 448.2685242 -0.516789184 -0.000231313 43.90101798
GDECILK 2 58530840 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.6 1.991585732 19.6 0 1292.728444 2 646.8657227 -3.30736708 -0.002137764 41.00906906AQIDNLTR 6 58530840 1xTMT6plex [N-Term] 1.094 0.972 0.879 2.901248932 16.74 0 1159.663252 2 580.3345337 -1.26009614 -0.000730644 29.69991813SQLQISNNR 2 58530840 1xTMT6plex [N-Term] 1.214 2.712253332 18.68 0 1288.717078 2 644.8621826 0.007879445 5.08E-06 23.07057096LPVEEAYKR 2 58530840 2xTMT6plex [N-Term; K8] 2.04 1.549 2.854605675 1 1562.930649 3 521.6495361 2.179289554 0.001135359 42.39856561

32479521 DVL1 segment polarity protein dishevelled homolog DVL-1 1855 NP_004412.2 7.313432836 1 2 2 8 670 72.836 7.44 0.73 0.88 0.89 0.83 Significant 0.00383
ADPVRPIDPAAWLSHTAALTGALPR 6 32479521 1xTMT6plex [N-Term] 0.853 0.878 0.89 7.093182087 28.08 0 2825.562362 4 707.1456909 -0.505466857 -0.000357057 91.16055593AAGAGGSGSESDHTAPSGVGSSWR 2 32479521 1xTMT6plex [N-Term] 0.376 3.362161875 7.94 0 2417.127908 3 806.3820801 1.563311715 0.001259575 26.1774977

4758216 DVL2 segment polarity protein dishevelled homolog DVL-2 1856 NP_004413.1 5.298913043 1 2 3 10 736 78.899 6.02 1.01 0.72 1 0.91 Significant 0.0107
VIYHLDEEETPYLVK 6 4758216 2xTMT6plex [N-Term; K15] 1.009 0.952 4.937954426 28.8 0 2306.268421 3 769.4274292 -0.297620319 -0.000228797 65.20475548FSSSTEQSSASR 2 4758216 1xTMT6plex [N-Term] 0.721 3.833140373 29.56 0 1502.728431 2 751.8673706 -0.642996461 -0.000483125 18.35181419AMAAPESGLEVR 2 4758216 1xTMT6plex [N-Term] 1.221 4.280991077 57.18 0 1459.77763 2 730.3929443 0.672911994 0.000491151 38.175858284758248 EFNB1 ephrin-B1 precursor 1947 NP_004420.1 38.15028902 1 7 8 40 346 37.982 8.94 1.02 0.92 1 0.98 Significant 0.00097 LYLVRPEQAAACSTVLDPNVLVTCNRPEQEIR 6 4758248 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C24] 2.055 5.619008541 17.07 0 3941.057456 4 986.0202637 0.448777395 0.000442164 75.58364449

AAALSLSTLASPK 10 4758248 2xTMT6plex [N-Term; K13] 0.994 0.873 0.943 4.47981596 50.57 0 1688.035842 2 844.5205078 -1.246013235 -0.001051657 68.18977574GGSGTAGTEPSDIIIPLR 4 4758248 1xTMT6plex [N-Term] 100 100 4.685417175 77.42 0 1970.075586 2 985.539978 -1.475149143 -0.001453078 64.43857135TTENNYCPHYEK 6 4758248 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 0.729 0.602 0.747 4.138656139 30.33 0 2013.974047 3 671.9957886 -0.612916212 -0.000411466 25.85567515
VSGDYGHPVYIVQEMPPQSPANIYYK 2 4758248 2xTMT6plex [N-Term; K26]; 1xOxidation [M15] 1.111 3.964463949 14.58 0 3426.744434 3 1142.909546 -8.856754646 -0.010116612 62.85350775AEAGRPYEYYK 6 4758248 2xTMT6plex [N-Term; K11] 1.117 1.135 1.09 3.036611319 6.51 0 1804.963406 3 602.3256226 -0.604568611 -0.000363741 34.01831813GLVIYPK 4 4758248 2xTMT6plex [N-Term; K7] 1.256 1.171 2.037964821 23.25 0 1247.812766 2 624.4107666 1.194588776 0.000745312 59.14335087NLEPVSWSSLNPK 2 4758248 2xTMT6plex [N-Term; K13] 1.644 2.311278343 17.4 0 1929.084583 2 965.0383911 -7.815999136 -0.007538862 69.5094879832967311 EPHA2 ephrin type-A receptor 2 precursor 1969 NP_004422.2 34.73360656 1 24 26 182 976 108.197 6.23 0.93 0.93 0.92 0.93 Significant 0.0000129 LPSTSGSEGVPFR 6 32967311 1xTMT6plex [N-Term] 0.887 1.062 1.071 4.299925327 38.44 0 1562.837587 2 781.9234619 1.31799244 0.001029904 49.63829774VDFLGEAGIMGQFSHHNIIR 6 32967311 1xTMT6plex [N-Term] 0.791 0.775 0.903 6.783569813 68 0 2470.286264 4 618.3257446 -2.07064843 -0.001278774 79.8576658VLEDDPEATYTTSGGK 8 32967311 2xTMT6plex [N-Term; K16] 0.959 0.924 0.927 4.749914646 64.52 0 2141.101415 2 1071.054565 0.205160471 0.000219635 47.55092281VIGAGEFGEVYK 10 32967311 2xTMT6plex [N-Term; K12] 0.869 0.951 0.801 4.736262798 68.66 0 1726.977993 2 863.9923096 -0.376721289 -0.000325295 64.00994217

VEDACQACSPGFFK 2 32967311 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C5; C8] 1.299 3.743733644 28.1 0 2074.013804 3 692.0092163 -0.341291952 -0.000235948 55.10457593
FEASESPCLECPEHTLPSPEGATSCECEEGFFR 8 32967311 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C8; C11; C25; C27] 1.209 1.248 5.429120064 33.38 0 4075.729184 4 1019.687378 -0.368503691 -0.00037548 66.74993933

TYVDPHTYEDPNQAVLK 4 32967311 2xTMT6plex [N-Term; K17] 0.872 0.988 4.185516357 27.34 0 2448.281111 3 816.7657471 0.644272805 0.000525787 58.01048587
MHCAVDGEWLVPIGQCLCQAGYEK 6 32967311 2xTMT6plex [N-Term; K24]; 3xCarbamidomethyl [C3; C16; C18] 4.658 2.146 1.613 5.892739773 46.78 0 3279.582337 3 1093.86499 -0.585338826 -0.000639889 83.22823836

EKDGEFSVLQLVGMLR 6 32967311 2xTMT6plex [N-Term; K2] 0.873 0.808 1.027 5.927536488 43.81 1 2279.283359 3 760.4321289 -0.669447809 -0.00050862 101.6851017TASVSINQTEPPK 6 32967311 2xTMT6plex [N-Term; K13] 0.941 0.985 0.855 3.303984165 48.14 0 1830.037299 2 915.5212402 -1.144747843 -0.001047466 39.94595865VVQMTNDDIK 2 32967311 2xTMT6plex [N-Term; K10] 0.739 4.354264736 33.12 0 1620.903114 2 810.9540405 -1.424635003 -0.001154598 47.12226785EKDGEFSVLQLVGMLR 3 32967311 2xTMT6plex [N-Term; K2]; 1xOxidation [M14] 1.087 4.955630779 23.2 1 2295.278274 3 760.4321289 -0.669447809 -0.00050862 101.6851017TVSEWLESIK 14 32967311 2xTMT6plex [N-Term; K10] 0.955 0.875 1.04 3.992628813 47.5 0 1649.951444 2 825.4787598 -0.727966119 -0.000600554 83.10452501QSPEDVYFSK 6 32967311 2xTMT6plex [N-Term; K10] 0.911 0.892 0.876 3.727717638 43.28 0 1657.883758 2 829.4477539 2.69790477 0.002236406 49.10828157FADIVSILDK 16 32967311 2xTMT6plex [N-Term; K10] 0.921 0.919 0.877 4.180596352 49.22 0 1578.950716 2 789.9745483 -5.633950587 -0.004447865 100.181489FTTEIHPSCVTR 6 32967311 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.908 1.039 0.988 4.348189831 23.72 0 1676.862757 3 559.6259155 0.260451864 0.000145581 38.25415392
DCNSFPGGASSCK 4 32967311 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C2; C12] 1.618 1.071 3.500500917 35.22 0 1844.867139 2 922.9376221 0.448905294 0.000414085 29.29715952

LPTPMDCPSAIYQLMMQCWQQER 6 32967311 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C18] 1.803 1.169 1.191 5.918587685 30.15 0 3112.438426 3 1038.142944 -7.75788269 -0.008048644 112.0215079WTAPEAISYR 12 32967311 1xTMT6plex [N-Term] 0.863 0.761 0.681 3.825645447 27.2 0 1422.757881 2 711.882019 -0.786622993 -0.000559587 50.09368613IAYSLLGLK 8 32967311 2xTMT6plex [N-Term; K9] 0.859 0.793 0.89 4.015560627 45.17 0 1435.928858 2 718.4676514 -0.579503379 -0.000416063 84.75733706YLANMNYVHR 4 32967311 1xTMT6plex [N-Term] 0.99 0.862 3.985021591 31.89 0 1509.783384 3 503.9324951 -0.299240568 -0.000150596 40.63397636YSEPPHGLTR 6 32967311 1xTMT6plex [N-Term] 1.021 1.038 0.992 4.113350868 33.66 0 1385.73748 3 462.5838318 -0.387835849 -0.000179146 24.27189243VSDFGLSR 6 32967311 1xTMT6plex [N-Term] 0.864 1.093 0.876 3.401028872 35.37 0 1109.615239 2 555.310791 -0.841605916 -0.000466929 39.94862013DQVNTVGIPI 6 32967311 1xTMT6plex [N-Term] 0.943 0.931 2.575060606 32.02 0 1284.736083 2 642.8703613 -2.052206508 -0.001318272 63.00626101VVQMTNDDIKR 6 32967311 2xTMT6plex [N-Term; K10] 1.08 1.023 0.977 3.868770123 4.46 1 1777.004225 3 593.005127 -1.911633398 -0.001132327 39.57149578GIAAGMK 6 32967311 2xTMT6plex [N-Term; K7] 0.833 0.708 0.875 1.741798639 16.34 0 1105.680372 2 553.3435669 -0.465298065 -0.000257235 35.24073207TLADFDPR 9 32967311 1xTMT6plex [N-Term] 0.81 0.997 0.705 2.465593815 31.12 0 1163.625804 2 582.3173828 1.44812447 0.000842538 42.8755990753759134 ENDOG endonuclease G, mitochondrial precursor 2021 NP_004426.2 4.377104377 1 1 1 6 297 32.6 9.5 1.15 1.34 0.78 1.09 Significant 0.022 GALWVVEQLRPER 6 53759134 1xTMT6plex [N-Term] 1.145 1.337 0.782 4.33286047 18.44 0 1782.022368 3 594.6802979 2.22885793 0.001323958 71.2305912862241042 EPRS bifunctional glutamate/proline--tRNA ligase 2058 NP_004437.2 54.2989418 1 65 66 579 1512 170.483 7.33 0.92 0.9 0.9 0.91 Significant 0.0000541
TELAEPIAIRPTSETVMYPAYAK 12 62241042 2xTMT6plex [N-Term; K23] 0.901 0.896 0.811 6.42893219 24.97 0 3009.637115 4 753.1641846 -0.733320552 -0.000551757 70.72300459GNAAWQEQLK 22 62241042 2xTMT6plex [N-Term; K10] 0.907 0.819 0.912 4.226012707 64.85 0 1602.900412 2 801.9534302 -0.516450324 -0.000413909 44.6140454AYVDDTPAEQMK 16 62241042 2xTMT6plex [N-Term; K12] 0.824 0.895 0.955 4.449118137 54.3 0 1825.940621 2 913.4743042 0.389135566 0.000355269 40.93824206TGQEYKPGNPPAEIGQNISSNSSASILESK 4 62241042 3xTMT6plex [N-Term; K6; K30] 0.864 0.782 7.021550179 25.35 0 3791.006622 4 948.5075073 0.416102379 0.000394362 61.94421857EVIPVNVPEAQEEMK 10 62241042 2xTMT6plex [N-Term; K15]; 1xOxidation [M14] 0.921 0.793 0.75 3.923061609 44.34 0 2186.177892 3 729.3972778 -0.279645087 -0.000203785 57.01202161SLIGVEYKPVSATGAEDKDKK 6 62241042 5xTMT6plex [N-Term; K8; K18; K20; K21] 1.127 1.187 1.133 5.650493622 13.35 2 3381.001363 5 677.0048218 -1.881263152 -0.001272111 52.44363285

HEELMLGDPCLK 8 62241042 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 0.836 0.728 0.793 4.545176983 23.63 0 1900.007261 3 634.0070801 -0.302296542 -0.000191455 53.58014775
EAPCVLIYIPDGHTK 14 62241042 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 0.93 0.986 1.135 5.540162086 39.43 0 2171.193482 2 1086.099854 -0.484373575 -0.000525834 67.61445186

THMVVANTMEDFQK 6 62241042 2xTMT6plex [N-Term; K14]; 2xOxidation [M3; M9] 0.876 0.821 0.93 5.631878376 42.56 0 2141.077132 3 714.3618164 -2.912646703 -0.002078734 32.0149171
NQGGGLSSSGAGEGQGPK 6 62241042 2xTMT6plex [N-Term; K18] 0.97 0.791 0.62 6.925912857 62.4 0 2046.061616 3 682.6915894 -0.684770968 -0.000467028 21.68665435

KLGVENCYFPMFVSQSALEK 6 62241042 3xTMT6plex [N-Term; K1; K20]; 1xCarbamidomethyl [C7] 1.032 1.054 0.865 5.567567825 34.02 1 3034.634897 3 1012.214783 -1.681238647 -0.001700648 87.70657558
DQDLEPGAPSMGAK 17 62241042 2xTMT6plex [N-Term; K14] 0.954 0.89 0.91 4.3088274 54.78 0 1873.972984 2 937.491333 1.283602083 0.001202718 41.2715467KEENLADWYSQVITK 12 62241042 3xTMT6plex [N-Term; K1; K15] 0.878 0.873 0.911 5.192958832 30.28 1 2511.406201 4 628.6060181 -1.576102812 -0.000989559 75.49719714TIGVMTMVHGDNMGLVLPPR 6 62241042 1xTMT6plex [N-Term] 1.104 1.138 1.34 6.696311951 36.83 0 2367.254829 3 789.7556763 -0.994173241 -0.000784487 78.70020796LTWFVNEGLVDGWDDPR 18 62241042 1xTMT6plex [N-Term] 0.75 0.832 0.856 4.406190872 43.67 0 2248.123598 2 1124.568604 2.816589468 0.003166021 98.59177876SLYDEVAAQGEVVR 6 62241042 1xTMT6plex [N-Term] 0.89 0.713 0.876 5.230971813 62.91 0 1764.932944 2 882.9697876 -0.365818254 -0.000322822 51.65329019VATTAGLYGSNLMEHTEIDHWLEFSATK 2 62241042 2xTMT6plex [N-Term; K28] 0.871 8.342077255 52.79 0 3579.81939 4 895.7103271 0.024890571 2.23E-05 94.53120993AIQGGTSHHLGQNFSK 9 62241042 2xTMT6plex [N-Term; K16] 0.931 0.856 0.847 5.881788731 31.12 0 2140.166356 4 535.7965698 -0.890763991 -0.000476596 30.30900019YNVYPTYDFACPIVDSIEGVTHALR 14 62241042 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.036 0.807 0.815 5.762039661 86.26 0 3129.555287 3 1043.855469 -1.097430684 -0.001144823 110.8958911ERPTPSLNNNCTTSEDSLVLYNR 2 62241042 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 7.220863342 41.93 0 2909.426064 3 970.4786377 -1.616935423 -0.001568118 47.3563012THVADFAPEVAWVTR 2 62241042 1xTMT6plex [N-Term] 0.897 4.450691223 11.9 0 1928.022762 3 643.3450928 -1.05663674 -0.000679073 67.62333534DQVDIAVQELLQLK 18 62241042 2xTMT6plex [N-Term; K14] 0.914 0.91 0.913 4.814164639 72.91 0 2070.221077 2 1035.615479 1.257697199 0.001301856 106.9992453

IVQIPFCGEIDCEDWIK 15 62241042 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C7; C12] 1.263 1.342 1.188 4.242996693 31.77 0 2580.324238 3 860.7814331 2.134493923 0.001835895 99.73837114
LSSCDSFTSTINELNHCLSLR 10 62241042 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C17] 1.136 1.511 1.06 7.783141136 70.28 0 2683.301716 3 895.1049805 -0.494772445 -0.000442541 85.92323419
EVIPVNVPEAQEEMKEVAK 6 62241042 3xTMT6plex [N-Term; K15; K19] 2.197 2.181 3.084 4.665961266 22.31 1 2826.588992 3 942.868103 0.270163803 0.000254547 79.78017643
LGVENCYFPMFVSQSALEK 10 62241042 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C6] 1.09 0.899 0.939 4.978885174 39.76 0 2677.377002 3 893.1293335 -1.32765827 -0.001184881 94.78801416

NSEPAGLETPEAK 14 62241042 2xTMT6plex [N-Term; K13] 0.772 1.016 0.899 4.72517395 64.97 0 1800.974364 2 900.9901123 -0.786341357 -0.00070809 35.97888831
GSQFGQSCCLR 10 62241042 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C8; C9] 1.366 0.959 1.305 4.636133194 54.27 0 1528.719798 2 764.8625488 -1.293162915 -0.000988442 25.43937551

WFGFLEAQQAFQSVGTK 21 62241042 2xTMT6plex [N-Term; K17] 1.147 0.815 0.96 4.922773838 49.72 0 2402.290888 3 801.4334106 -2.168287127 -0.001736285 103.3598519LQAILEDIQVTLFTR 8 62241042 1xTMT6plex [N-Term] 0.911 100 1.131 5.203094006 64.48 0 1989.158193 3 663.7240601 -0.284609952 -0.000188711 113.1273442LTVAENEAETK 16 62241042 2xTMT6plex [N-Term; K11] 0.894 0.914 0.815 5.562997341 68.07 0 1662.931437 2 831.9684448 -1.096714827 -0.000911881 40.96616343AALLNQHYQVNFK 8 62241042 2xTMT6plex [N-Term; K13] 0.918 0.925 0.916 4.859638214 65.67 0 2004.143101 2 1002.575623 0.432712208 0.000433609 59.32247621EYIPGQPPLSQSSDSSPTR 6 62241042 1xTMT6plex [N-Term] 0.888 0.882 3.153925896 39.83 0 2275.140371 2 1138.072876 -0.832997779 -0.000947593 43.37073995ENILHVSENVIFTDVNSILR 2 62241042 1xTMT6plex [N-Term] 100 3.865419149 24.58 0 2541.387417 3 847.8015137 1.011394645 0.000856782 106.7528006LNLNNTVLSK 4 62241042 2xTMT6plex [N-Term; K10] 0.988 0.936 4.565549374 38.68 0 1573.967763 2 787.484375 -3.995914115 -0.00314472 61.72114113FPPEASGYLHIGHAK 4 62241042 2xTMT6plex [N-Term; K15] 0.911 0.91 4.32487011 21.79 0 2082.153666 4 521.293457 -0.800947128 -0.000416924 54.96706163THMVVANTMEDFQK 4 62241042 2xTMT6plex [N-Term; K14]; 1xOxidation [M9] 0.743 1.111 3.471114397 27.25 0 2125.082217 3 714.3618164 -2.912646703 -0.002078734 32.0149171KLTWFVNEGLVDGWDDPRFPTVR 2 62241042 2xTMT6plex [N-Term; K1] 1.008 3.537002325 5.5 2 3205.719874 4 802.1845703 -1.067741454 -0.00085572 94.55246757FVELPGAEMGK 19 62241042 2xTMT6plex [N-Term; K11] 0.82 0.797 0.862 3.799217224 48.65 0 1635.918035 3 545.9771118 -0.766090204 -0.000417754 69.30737057
SLCIPFKPLCELQPGAK 11 62241042 3xTMT6plex [N-Term; K7; K17]; 2xCarbamidomethyl [C3; C10] 1.101 1.355 1.078 3.878494978 19.45 0 2645.512597 3 882.5088501 -0.226926544 -0.000200112 89.52857273

MFEIVFEDPK 10 62241042 2xTMT6plex [N-Term; K10] 0.723 0.729 0.652 3.566095114 50.74 0 1712.933351 2 856.9696045 -0.828278359 -0.000709393 88.55924552NPEVGLKPVWYSPK 2 62241042 3xTMT6plex [N-Term; K7; K14] 0.908 4.158407688 9.28 0 2301.3574 3 767.7904053 -0.320484635 -0.00024585 72.85095153VASQGEVVR 6 62241042 1xTMT6plex [N-Term] 0.782 0.745 0.851 3.64986062 60.97 0 1173.678902 2 587.3428955 -0.330341096 -0.000193857 22.29938859SVVNMEWDK 6 62241042 2xTMT6plex [N-Term; K9] 0.945 0.802 0.818 3.609218836 45.32 0 1565.839785 2 783.4221802 -1.725226593 -0.001350714 66.77207522LNQWCNVVR 6 62241042 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.126 1.006 0.872 3.734711647 44.7 0 1417.757169 2 709.382019 -0.287788396 -0.000204007 53.20583202VAVQGDVVR 8 62241042 1xTMT6plex [N-Term] 0.803 0.894 0.802 3.361245632 54.26 0 1171.699638 2 586.3533325 -0.21264062 -0.000124575 33.54329733NLQMWEEMK 6 62241042 2xTMT6plex [N-Term; K9] 0.847 0.825 0.836 4.169203281 35.95 0 1666.869705 2 833.9387207 0.275796152 0.000229858 73.86411981
INEAVECLLSLK 8 62241042 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 0.946 1.275 1.094 2.513810158 25.85 0 1847.071242 2 924.0401611 0.976597753 0.000901923 105.5303209

KPYIWEYSR 6 62241042 2xTMT6plex [N-Term; K1] 1.115 1.046 0.976 3.291909933 9.14 0 1699.957198 3 567.3237915 -0.221710453 -0.000125633 51.99532744KAPKEDVDAAVK 6 62241042 4xTMT6plex [N-Term; K1; K4; K12] 1.717 1.765 1.895 4.009334564 8.52 2 2187.35187 4 547.5938721 0.817660512 0.000447128 37.17270128DNYSPGWK 12 62241042 2xTMT6plex [N-Term; K8] 0.84 0.953 0.847 3.123678923 37.75 0 1424.757436 2 712.881958 -0.558982431 -0.000398207 39.8800488EDVDAAVK 14 62241042 2xTMT6plex [N-Term; K8] 0.825 0.789 0.819 3.034918785 50.64 0 1304.746202 2 652.8764038 -0.514592655 -0.000335706 44.24718307GMTVEGLK 6 62241042 2xTMT6plex [N-Term; K8] 0.802 0.912 0.832 3.57911849 52.2 0 1292.764829 2 646.885376 -1.047442539 -0.000677048 54.8541317FDDTNPEKEKEDFEK 5 62241042 4xTMT6plex [N-Term; K8; K10; K15] 1.307 1.358 3.588018656 3.52 2 2787.485856 4 697.6257324 -1.706413143 -0.001189151 50.35444455KVIDPVAPR 6 62241042 2xTMT6plex [N-Term; K1] 0.998 1.127 1.002 3.517610788 14.63 1 1452.930255 3 484.9814453 -0.325220359 -0.000157507 38.28480793KGDIIQLQR 8 62241042 2xTMT6plex [N-Term; K1] 0.777 0.813 0.961 3.126107454 13.19 1 1528.957533 3 510.3241882 0.313231241 0.000159639 41.41506609LTWFVNEGLVDGWDDPRFPTVR 2 62241042 1xTMT6plex [N-Term] 1.018 2.78140521 3.02 1 2848.461979 3 950.15802 -0.86800576 -0.00082416 102.8422412FDDTNPEK 6 62241042 2xTMT6plex [N-Term; K8] 0.775 0.642 0.664 3.262583256 32.52 0 1423.746931 2 712.376709 -0.554376085 -0.000394646 32.35994982SCQFVAVR 6 62241042 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.752 0.888 3.159176826 32.97 0 1195.645494 2 598.3253784 -1.68414808 -0.001006822 30.92945214NETSAPFK 2 62241042 2xTMT6plex [N-Term; K8] 1.033 2.748368263 19.97 0 1351.762187 2 676.3826294 -3.110510842 -0.002102335 33.74947883EMPTSGSK 6 62241042 2xTMT6plex [N-Term; K8] 0.933 0.949 0.972 2.057248116 14.59 0 1294.707708 2 647.8571167 -0.580572401 -0.000375836 24.61325556VIDPVAPR 6 62241042 1xTMT6plex [N-Term] 0.754 1.036 0.849 3.017490864 43.48 0 1095.67236 2 548.3397827 -0.065202258 -3.57E-05 40.69422358FNHWELK 18 62241042 2xTMT6plex [N-Term; K7] 0.865 0.822 0.828 3.223346233 25.79 0 1431.814891 3 477.9428406 -0.644413946 -0.00030756 50.94312505LLSVNIR 6 62241042 1xTMT6plex [N-Term] 0.943 0.779 1.146 2.8442204 24.23 0 1043.677446 2 522.3421631 -0.379521591 -0.000198049 52.2379921WDVSTTK 6 62241042 2xTMT6plex [N-Term; K7] 0.883 0.934 0.762 2.969904661 30.85 0 1294.740723 2 647.8729858 -1.566406522 -0.001014045 43.4624438IISLDAK 12 62241042 2xTMT6plex [N-Term; K7] 0.882 0.905 0.852 2.801999569 27.94 0 1217.786945 2 609.3970337 -0.126735788 -7.72E-05 54.89997658YYTLFGR 8 62241042 1xTMT6plex [N-Term] 0.958 0.943 1.18 2.855870008 16.04 0 1148.630161 2 574.8171387 -2.751430667 -0.001580188 58.289010764758302 ERH enhancer of rudimentary homolog 2079 NP_004441.1 45.19230769 1 6 6 74 104 12.251 5.92 1.02 1.02 1.01 1.02 Significant 0.0000107
TYADYESVNECMEGVCK 16 4758302 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C11; C16] 1.781 1.704 1.689 5.420113087 50.87 0 2513.139868 3 838.3839722 -0.996648108 -0.000834905 52.05032702

ADTQTYQPYNK 30 4758302 2xTMT6plex [N-Term; K11] 1.054 1.055 1.142 4.733433723 51.82 0 1786.937585 2 893.9720459 -0.430688308 -0.000384807 31.96411925ADTQTYQPYNKDWIK 6 4758302 3xTMT6plex [N-Term; K11; K15] 1.859 1.319 1.736 3.78647542 23.08 1 2558.3858 3 853.4650269 -2.06075784 -0.001757405 54.81410131MYEEHLK 12 4758302 2xTMT6plex [N-Term; K7] 0.851 0.839 0.85 3.21176362 30.43 0 1407.770643 3 469.9285583 0.340068768 0.00015958 33.07320408QAQQAGK 6 4758302 2xTMT6plex [N-Term; K7] 1.255 1.133 1.036 3.055716276 32.67 0 1188.710092 2 594.8579712 -1.19962571 -0.000713004 20.45556051MYEEHLKR 4 4758302 2xTMT6plex [N-Term; K7] 1.375 1.748 3.212057352 11.93 1 1563.871754 3 521.9614258 -1.298013245 -0.000676642 24.13897811
119703746 ETFDH electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial isoform 1 precursor 2110 NP_004444.2 20.42139384 1 9 9 45 617 68.452 7.55 0.87 0.95 0.97 0.93 Significant 0.00108

IPVPILPGLPMNNHGNYIVR 2 119703746 1xTMT6plex [N-Term] 0.652 5.290765762 39.46 0 2443.384521 3 815.1326904 -0.410586598 -0.000334407 94.57702117SGILAAESIFNQLTSENLQSK 6 119703746 2xTMT6plex [N-Term; K21] 0.809 0.953 5.387108326 44.46 0 2708.48708 3 903.4986572 -2.090469751 -0.001887337 107.6609534
LTFPGGLLIGCSPGFMNVPK 7 119703746 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C11] 0.823 1.103 0.864 4.203726768 44.11 0 2563.418079 3 855.1446533 0.517968937 0.00044259 108.5358248
FCPAGVYEFVPVEQGDGFR 5 119703746 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.1 0.998 4.688394547 22.73 0 2403.164083 3 801.7250366 -1.467497265 -0.001175546 82.56550907ALNEGGFQSIPK 5 119703746 2xTMT6plex [N-Term; K12] 0.883 0.948 0.689 3.316875458 34.91 0 1718.984141 3 573.6658325 -0.696225973 -0.000398934 54.56713852ELWVIDEK 6 119703746 2xTMT6plex [N-Term; K8] 1.231 0.783 1.031 3.473736286 38.15 0 1489.866652 2 745.4364624 -0.673667882 -0.000501838 67.36684909GAPLNTPVTEDR 2 119703746 1xTMT6plex [N-Term] 0.819 4.08147049 33.28 0 1498.806287 2 749.9050293 -2.338732016 -0.001752653 33.72467605GLELHAK 8 119703746 2xTMT6plex [N-Term; K7] 0.885 0.997 2.705917597 20.71 0 1225.766878 3 409.2601013 -0.919975031 -0.000375892 34.71974285ELFPDWK 4 119703746 2xTMT6plex [N-Term; K7] 0.699 0.882 2.826292038 24.59 0 1392.792759 2 696.8997192 -0.428544328 -0.000298437 70.7757733142794752 ACSL3 long-chain-fatty-acid--CoA ligase 3 2181 NP_004448.2 55.27777778 1 27 29 340 720 80.368 8.38 1.58 1.6 1.55 1.58 Significant 0.0000849

NLPLVDNICAYANSYHSYVIGFVVPNQK 8 42794752 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C9] 2.685 1.914 1.463 5.237900257 16.67 0 3653.919044 3 1218.646606 1.702737762 0.002073889 104.2391095
LLLCGGAPLSATTQR 12 42794752 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.894 1.819 1.942 4.916929245 64.22 0 1787.00467 2 894.0053711 -0.67384407 -0.000602081 64.56546006LKNWEEGGYFNTDKPHPR 4 42794752 3xTMT6plex [N-Term; K2; K14] 2.053 2.036 5.18391943 16.39 1 2875.545822 5 575.9147339 -0.43796082 -0.000251875 48.62753212LQAGEYVSLGK 18 42794752 2xTMT6plex [N-Term; K11] 1.515 1.597 1.634 4.795201778 59.59 0 1622.951778 2 811.9788208 -0.870887513 -0.000706704 58.58990068

GTWEELCNSCEMENEVLK 8 42794752 2xTMT6plex [N-Term; K18]; 1xOxidation [M12]; 2xCarbamidomethyl [C7; C10] 2.065 2.457 2.282 4.279640198 64.42 0 2702.25121 3 901.4196777 -2.49039277 -0.002243222 58.12613292
GIIVHTMAAVEALGAK 16 42794752 2xTMT6plex [N-Term; K16] 1.441 1.447 1.569 5.939241886 51.71 0 2039.208738 3 680.4085693 1.1851596 0.000805596 87.8345106VILGQYNWLSYEDVFVR 24 42794752 1xTMT6plex [N-Term] 1.825 1.7 1.469 5.186191082 53.09 0 2330.238234 3 777.4190063 1.815952938 0.001410534 103.8844914ASMENQPHSKPLPSDIAVIMYTSGSTGLPK 7 42794752 3xTMT6plex [N-Term; K10; K30] 2.126 1.719 2.648 6.992853165 12.34 0 3844.059192 4 961.769165 -1.134588083 -0.001090356 83.0894447HIITVDGKPPTWSEFPK 11 42794752 3xTMT6plex [N-Term; K8; K17] 1.435 1.536 1.524 6.823552608 27.27 0 2639.51642 3 880.5097656 -0.635023517 -0.000558718 64.53127761

SVNSLDGLASVLYPGCDTLDK 28 42794752 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C16] 1.867 1.733 1.915 7.935055256 63.26 0 2682.406053 3 894.8035889 -3.668318011 -0.003279973 90.52269054
IGYSSPQTLADQSSK 12 42794752 2xTMT6plex [N-Term; K15] 1.217 1.277 1.202 5.397905827 56.94 0 2040.101355 2 1020.553406 -0.892395154 -0.000910288 46.91785629GVMISHSNIIAGITGMAER 4 42794752 1xTMT6plex [N-Term] 1.898 1.042 6.320327759 23.9 0 2186.162309 3 734.7241211 0.266175931 0.000195387 68.90129604GVMISHSNIIAGITGMAER 4 42794752 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.579 2.204 5.257597446 26.04 0 2202.157224 3 734.7241211 0.266175931 0.000195387 68.90129604VLSEAAISASLEKFEIPVK 6 42794752 3xTMT6plex [N-Term; K13; K19] 1.371 2.256 5.08821249 25.38 1 2718.62603 3 906.8782959 -2.094898167 -0.001898415 105.423187VLSEAAISASLEK 18 42794752 2xTMT6plex [N-Term; K13] 1.493 1.548 1.591 6.270712852 66.79 0 1776.051886 2 888.5280762 -1.695060979 -0.001505258 76.16051602KVILGQYNWLSYEDVFVR 5 42794752 2xTMT6plex [N-Term; K1] 1.301 0.134 5.640586376 31.13 1 2687.496129 3 896.5019531 -1.794616538 -0.001607675 93.01124827

WLCTGDIGEFEPDGCLK 12 42794752 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C3; C15] 1.46 1.581 1.515 5.036197662 46.77 0 2455.203789 2 1228.105347 -0.151592559 -0.000186095 82.60587452
VGAPLVCCEIK 16 42794752 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C7; C8] 2.101 2.049 2.053 4.449541569 50.31 0 1703.958855 2 852.4829102 -0.182708344 -0.000155664 58.04682433
TNIAIFCETR 10 42794752 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.013 1.241 0.916 3.807809591 28.48 0 1453.767065 2 727.3850098 -2.973302156 -0.002161244 49.76116127NTPLCDSFVFR 4 42794752 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 2.192 1.625 3.870581865 32.72 0 1584.804179 2 792.9041138 -2.036990424 -0.001614115 61.46526489NLFILAYNYK 12 42794752 2xTMT6plex [N-Term; K10] 2.127 2.113 2.465 4.45430994 54.26 0 1717.008899 3 573.0083008 0.844330947 0.000483241 88.7923779LSPEPWTPETGLVTDAFK 24 42794752 2xTMT6plex [N-Term; K18] 1.541 1.396 1.142 4.862445354 34.3 0 2446.326998 3 816.1137085 -0.174114793 -0.000141981 88.23202641THYQADIER 10 42794752 1xTMT6plex [N-Term] 1.744 1.628 1.488 3.736109495 35.91 0 1361.701094 3 454.5716553 -0.500447338 -0.000227153 18.89481509VSEMSSFQR 14 42794752 1xTMT6plex [N-Term] 1.526 2.221 1.565 3.354474306 44.59 0 1299.656452 2 650.3309326 -1.433806312 -0.000931728 48.04510367LKDIVSLVPR 25 42794752 2xTMT6plex [N-Term; K2] 1.531 1.92 1.633 4.167845726 29.61 1 1598.040534 2 799.5220947 -2.265916789 -0.001810513 71.26820461AKPVNSKPDSAYR 9 42794752 3xTMT6plex [N-Term; K2; K7] 1.686 1.648 2.124 3.373511553 13.42 0 2120.243099 3 707.4189453 -0.384853275 -0.000271994 24.43884235DIVSLVPR 4 42794752 1xTMT6plex [N-Term] 1.196 1.336 2.98156333 33.48 0 1127.698575 2 564.3526001 -0.577631915 -0.000325697 58.7534679GDTSMLKPTLMAAVPEIMDR 3 42794752 2xTMT6plex [N-Term; K7]; 1xOxidation [M5] 1.472 1.553 3.151740313 2.05 0 2650.401836 3 884.1380615 -0.832009568 -0.000735053 84.060992SLLGGNIR 6 42794752 1xTMT6plex [N-Term] 1.46 1.288 1.923 2.5925138 33.6 0 1058.651959 2 529.8275146 -3.973433467 -0.002103242 39.27601345ELTELAR 6 42794752 1xTMT6plex [N-Term] 1.158 1.396 1.202 2.651089191 23.81 0 1060.61999 2 530.8128662 -1.446793516 -0.000767249 35.088910144758340 FARSA phenylalanine--tRNA ligase alpha subunit 2193 NP_004452.1 33.07086614 1 13 13 144 508 57.528 7.8 0.99 1.02 0.99 1 Significant 0.0001 SLQALGEVIEAELR 52 4758340 1xTMT6plex [N-Term] 0.971 1.028 0.994 5.559588432 71.81 0 1757.00063 2 879.0038452 -0.122965415 -0.000108025 103.7218189VNLQMVYDSPLCR 8 4758340 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.084 1.106 0.918 4.33123827 40.93 0 1823.934541 3 608.6499634 0.436203548 0.000265202 70.62055989
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FKPAYNPYTEPSMEVFSYHQGLK 4 4758340 3xTMT6plex [N-Term; K2; K23] 0.943 0.86 7.468088627 48.4 0 3420.790545 4 855.951355 -2.033251681 -0.001738832 74.17170179THSQGGYGSQGYK 4 4758340 2xTMT6plex [N-Term; K13] 0.887 0.942 3.533211231 29.6 0 1827.938982 3 609.9840698 -0.725154043 -0.000441846 20.28029829RLEASDGGLDSAELAAELGMEHQAVVGAVK 2 4758340 2xTMT6plex [N-Term; K30] 1.243 7.795087814 35.71 1 3481.836102 4 871.2136841 -0.917855345 -0.000798955 74.69750169DPAEALQLPMDYVQR 20 4758340 1xTMT6plex [N-Term] 0.798 0.848 1.095 4.972975731 54.34 0 1975.015628 2 988.0118408 0.393455431 0.00038854 75.24276677VVDSMEDEVQR 10 4758340 1xTMT6plex [N-Term] 0.937 1.103 1.404 4.153918266 65.07 0 1535.757288 2 768.3814697 -1.058316238 -0.000812658 38.6688802GSAFSTSISK 10 4758340 2xTMT6plex [N-Term; K10] 0.94 0.974 0.985 4.522305489 72.06 0 1442.825515 2 721.9161987 -0.273400393 -0.000197235 41.24066569KLLAEVTLK 6 4758340 3xTMT6plex [N-Term; K1; K9] 1.628 1.393 1.177 3.6664083 20.42 1 1702.144554 3 568.0523071 -1.284211306 -0.000728638 65.54513573LDAEPRPPPTQEAA 7 4758340 1xTMT6plex [N-Term] 1.155 1.302 1.063 2.983326674 26.98 0 1720.906729 2 860.956665 -0.392840509 -0.000338021 34.88652363DQHDTFFLR 6 4758340 1xTMT6plex [N-Term] 1.045 1.044 1.011 3.871542692 34.09 0 1407.721829 3 469.9121399 0.02623937 1.23E-05 40.72254472LLAEVTLK 4 4758340 2xTMT6plex [N-Term; K8] 0.991 0.982 3.069350719 33.7 0 1344.886659 2 672.9470825 0.170519249 0.000114665 72.85835887VVDSMEDEVQR 7 4758340 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.964 1.017 1.104 2.712075233 28.29 0 1551.752203 2 768.3814697 -1.058316238 -0.000812658 38.6688802LGITQLR 4 4758340 1xTMT6plex [N-Term] 0.793 0.683 2.394700766 17.4 0 1029.661796 2 515.3345337 -0.004688129 -2.41E-06 46.5926657354112385 FHL3 four and a half LIM domains protein 3 isoform 1 2275 NP_004459.2 17.5 1 4 4 22 280 31.171 6.2 0.87 0.86 0.79 0.84 Significant 0.000896
DEDPYCVACFGELFAPK 4 54112385 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C6; C9] 1.202 0.914 3.541367769 24.77 0 2476.19289 3 826.0701294 1.18933933 0.000981678 91.02562778

RPIVGLGGGK 6 54112385 2xTMT6plex [N-Term; K10] 0.715 0.894 0.704 4.684699535 38.15 0 1411.91494 3 471.3099365 0.224376344 0.0001056 36.97964301TLTQGGVTYR 6 54112385 1xTMT6plex [N-Term] 1.005 0.955 0.912 3.555223227 29.05 0 1324.742231 2 662.8751221 0.556289826 0.00036847 29.62731744GAHYCVPCYENK 6 54112385 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C5; C8] 0.704 0.628 0.857 3.385127544 21.98 0 1955.950809 3 652.6541748 -1.451087586 -0.000946085 35.5773992994538362 FLOT2 flotillin-2 2319 NP_004466.2 35.51401869 1 12 12 55 428 47.035 5.25 1.43 1.36 1.27 1.35 Significant 0.00117 LLAELPASVHALTGVDLSK 6 94538362 2xTMT6plex [N-Term; K19] 1.364 1.41 1.441 6.208326817 58.33 0 2392.421567 3 798.1449585 -0.520410673 -0.000415014 96.3680449QIAVEAQEILR 2 94538362 1xTMT6plex [N-Term] 1.546 4.229306221 50.64 0 1498.879058 2 749.9417114 -1.942844168 -0.001456044 63.92765499ELLAVACEQFLGK 6 94538362 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.264 1.441 4.217568398 32.36 0 1936.097791 3 646.0374756 0.042672334 2.75E-05 88.33382424
MALVLEALPQIAAK 14 94538362 2xTMT6plex [N-Term; K14] 1.718 1.518 1.56 4.094154358 42.86 0 1926.186212 2 963.5967407 -0.003558684 -3.43E-06 108.773755QVLLAQAEAEK 2 94538362 2xTMT6plex [N-Term; K11] 1.336 3.978704453 62.95 0 1657.988892 2 829.498291 0.249260566 0.000206636 52.78266829SILGTLTVEQIYQDRDQFAK 4 94538362 2xTMT6plex [N-Term; K20] 1.646 1.3 5.491494179 22.17 1 2783.534365 4 696.6394653 0.598684229 0.000416615 83.60029531TAEAQLAYELQGAR 4 94538362 1xTMT6plex [N-Term] 0.854 0.808 3.678500652 19.14 0 1749.933279 3 583.9829712 0.618157407 0.000360578 55.25334396VDYLSSLGK 2 94538362 2xTMT6plex [N-Term; K9] 1.335 3.994026899 32.55 0 1439.851002 2 720.428894 -0.340545002 -0.000245167 59.51676193IQQIAEGEK 2 94538362 2xTMT6plex [N-Term; K9] 0.966 3.062631369 18.42 0 1473.867714 2 737.437439 -0.07677101 -5.66E-05 43.20071789MALVLEALPQIAAK 2 94538362 2xTMT6plex [N-Term; K14]; 1xOxidation [M1] 1.479 2.536643267 20.79 0 1942.181127 2 963.5967407 -0.003558684 -3.43E-06 108.773755KIGEAEAAVIEAMGK 2 94538362 3xTMT6plex [N-Term; K1; K15] 1.502 3.774799824 8.04 1 2204.292751 3 735.4346924 -1.463975945 -0.001075677 81.08931703LKAEAYQK 2 94538362 3xTMT6plex [N-Term; K2; K8] 1.693 3.111949682 6.43 1 1638.019354 3 546.6775513 -0.76495519 -0.00041767 35.74667761EVAAPDVGR 7 94538362 1xTMT6plex [N-Term] 1.296 1.092 1.475 3.101028204 23.38 0 1142.636703 2 571.822876 1.551125673 0.000886187 25.763981014758404 FRG1 protein FRG1 2483 NP_004468.1 8.139534884 1 2 2 8 258 29.154 9.01 1.24 1.81 1.3 1.45 Significant 0.0152 YLGINSDGLVVGR 2 4758404 1xTMT6plex [N-Term] 1.164 4.118074417 31.81 0 1591.900522 2 796.4528809 -1.27954682 -0.001018456 68.88852928QCEINYVK 6 4758404 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.406 1.807 1.304 3.101648331 35.65 0 1511.829221 2 756.416687 -2.065978432 -0.001561703 37.90560569

4758412 GALNT2 polypeptide N-acetylgalactosaminyltransferase 2 precursor 2590 NP_004472.1 46.9352014 1 21 22 135 571 64.691 8.35 1.04 1.14 1.2 1.13 Significant 0.00171
VVSPIIDVINMDNFQYVGASADLK 8 4758412 2xTMT6plex [N-Term; K24] 1.078 1.331 1.023 5.222446918 58.86 0 3066.658579 3 1022.893799 2.694827012 0.002754705 109.3897884EIILVDDYSNDPEDGALLGK 8 4758412 2xTMT6plex [N-Term; K20] 1.37 1.611 1.178 5.780512333 61.29 0 2634.391449 3 878.802124 0.14048038 0.00012336 80.57464492VDLPATSVVITFHNEAR 10 4758412 1xTMT6plex [N-Term] 1.107 0.668 1.581 5.542512894 35.5 0 2098.149419 3 700.0549316 0.391984416 0.000274147 81.68783701VLTFLDSHCECNEHWLEPLLER 4 4758412 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C11] 0.84 1.041 4.440896034 42.39 0 3026.470178 3 1009.492188 -2.699104739 -0.00272292 92.06883204

KQHPYTFPGGSGTVFAR 4 4758412 2xTMT6plex [N-Term; K1] 1.394 4.048262119 17.92 1 2308.260256 4 577.8201904 -0.57373134 -0.00033108 45.66797703AAEVWMDEYK 6 4758412 2xTMT6plex [N-Term; K10] 1.267 1.207 1.215 4.124799728 55.13 0 1699.876565 2 850.4412842 -0.748760617 -0.0006364 62.04565048GGFDWNLVFK 14 4758412 2xTMT6plex [N-Term; K10] 1.174 1.16 1.189 4.006241798 62.32 0 1640.920084 2 820.9629517 -0.888348983 -0.000728855 91.90145372WYLENVYPELR 6 4758412 1xTMT6plex [N-Term] 1.038 1.263 0.947 4.416175842 41.05 0 1710.905273 2 855.9550781 -1.398914386 -0.001196705 78.06915495TPMIAGGLFVMDK 6 4758412 2xTMT6plex [N-Term; K13] 1.528 1.749 2.049 3.427850246 23 0 1838.032019 3 613.3485107 -0.565998539 -0.000346774 88.56217208KEDWNEIDPIK 3 4758412 3xTMT6plex [N-Term; K1; K11] 0.978 0.981 3.944013357 9.12 1 2074.178767 3 692.0647583 0.460212186 0.000318187 58.40892181NVPYGNIQSR 8 4758412 1xTMT6plex [N-Term] 1.241 1.307 3.561920166 28.46 0 1376.748379 2 688.8786621 1.212290333 0.000834509 30.74741394WEQIEGNSK 6 4758412 2xTMT6plex [N-Term; K9] 0.976 0.855 1.129 3.456876516 34.72 0 1548.842228 2 774.9241943 -0.720485344 -0.000557959 42.2957501QGNPVAPIK 6 4758412 2xTMT6plex [N-Term; K9] 1.022 1.074 1.107 3.251750231 28.52 0 1381.856756 2 691.430603 -2.045440166 -0.001413253 37.07427216WPDFNQEAYVGGTMVR 8 4758412 1xTMT6plex [N-Term] 0.323 0.401 0.608 3.770139217 17.89 0 2099.021776 3 700.3424683 -4.251697122 -0.002974802 76.54829474GADAAQAK 6 4758412 2xTMT6plex [N-Term; K8] 1.077 1.348 1.163 2.821251869 40.64 0 1189.694107 2 595.3498535 -1.409546151 -0.000838464 17.93171484SPPHLIK 6 4758412 2xTMT6plex [N-Term; K7] 1.097 1.135 1.165 2.984772205 28.8 0 1249.803264 3 417.2727051 0.238505038 9.94E-05 36.84159023FNQVESDKLR 2 4758412 2xTMT6plex [N-Term; K8] 1.708 2.759121895 5.67 1 1693.96374 3 565.3264771 0.671727686 0.000379294 41.88632975SGQDPYAR 4 4758412 1xTMT6plex [N-Term] 1.022 1.013 2.349163771 24.65 0 1122.574103 2 561.7894897 -2.137807924 -0.001199924 16.59757649VWQCGGSLEIIPCSR 2 4758412 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C13] 1.552 3.54980731 13.36 0 1991.004018 2 996.0032959 -2.362066115 -0.002351442 68.00888453FTLNLQQ 10 4758412 1xTMT6plex [N-Term] 1.135 1.23 1.139 2.803505898 53.19 0 1092.625076 2 546.8157959 -0.696051319 -0.000380262 64.12041645TVVSVLK 6 4758412 2xTMT6plex [N-Term; K7] 1.132 1.393 3.204370499 35.57 0 1203.807681 2 602.4080811 1.000931789 0.000602465 62.0029986APGSLIK 2 4758412 2xTMT6plex [N-Term; K7] 1.272 2.616559505 6.64 0 1143.750166 2 572.3781738 -0.957100408 -0.000547342 43.04179986
153266878 GALNT3 polypeptide N-acetylgalactosaminyltransferase 3 2591 NP_004473.2 18.00947867 1 9 9 34 633 72.564 7.99 1.45 1.46 1.34 1.41 Significant 0.000736

DLGPDTRPPECIEQK 4 153266878 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 1.357 1.562 4.419215679 17.18 0 2213.163638 3 738.392334 -0.537563899 -0.000396572 41.47142773
EIILVDDASVDEYLHDKLDEYVK 6 153266878 3xTMT6plex [N-Term; K17; K23] 1.408 1.324 1.729 6.993609428 37.98 1 3408.839329 4 852.9660645 0.909055019 0.000774706 101.6418827TVHSVLYSSPAILLK 2 153266878 2xTMT6plex [N-Term; K15] 1.503 5.034945488 50.1 0 2086.267633 3 696.0935059 -0.799845546 -0.000556231 75.10135916TVVTGEQIWEIQK 6 153266878 2xTMT6plex [N-Term; K13] 1.415 1.453 4.041778088 37.02 0 1989.142098 3 663.718689 -0.293858075 -0.000194842 68.2095481MLDLMLEAVNNIK 2 153266878 2xTMT6plex [N-Term; K13] 1.254 3.012833118 31.11 0 1962.116811 3 654.710083 -0.568613732 -0.000371896 112.7828082LAEVWMDEYK 2 153266878 2xTMT6plex [N-Term; K10] 1.002 3.673839808 45.33 0 1741.923515 2 871.4653931 -0.002989332 -2.60E-06 75.9926874DQLLYNPFLK 6 153266878 2xTMT6plex [N-Term; K10] 1.548 1.339 1.325 4.803007603 49.7 0 1709.003814 2 855.0045776 -1.132423782 -0.000967658 83.70155133MQIGAPVR 2 153266878 1xTMT6plex [N-Term] 1.601 2.678845406 32.04 0 1100.644765 2 550.8253174 -1.278500039 -0.000703587 36.39795925AFGDLSK 4 153266878 2xTMT6plex [N-Term; K7] 1.509 1.359 2.606305599 28.66 0 1195.708695 2 598.357666 -0.534736222 -0.000319694 45.61449948

49574537 GCSH glycine cleavage system H protein, mitochondrial precursor 2653 NP_004474.2 34.10404624 1 3 3 34 173 18.873 4.88 0.81 0.8 0.88 0.83 Significant 0.000918
MTLSNPSELDELMSEEAYEK 18 49574537 2xTMT6plex [N-Term; K20] 0.775 0.732 0.81 6.151734352 53.52 0 2774.351634 3 925.4561768 0.844508464 0.000780988 88.67674785

SCYEDGWLIK 14 49574537 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.913 1.01 0.989 3.712107182 52.75 0 1728.903114 2 864.9534912 -1.971271899 -0.001704069 62.43960721
AASELYSPLSGEVTEINEALAENPGLVNK 2 49574537 2xTMT6plex [N-Term; K29] 2.996695518 10.9 0 3473.841565 3 1158.613892 -4.157706978 -0.004814405 99.18650695194097392 GOLGA2 golgin subfamily A member 2 2801 NP_004477.3 35.72854291 1 27 27 143 1002 113.017 5.02 1.28 1.29 1.09 1.22 Significant 0.00283 DQYLGHLQQYVAAYQQLTSEK 8 194097392 2xTMT6plex [N-Term; K21] 1.043 1.52 1.244 5.621342659 42.95 0 2941.545992 3 981.1865234 -0.331522098 -0.000325062 86.72336254ELKEQLAELQSGFVK 6 194097392 3xTMT6plex [N-Term; K3; K15] 2.112 1.801 1.572 6.040253162 30.46 1 2406.421122 3 802.8101807 -2.133337247 -0.001711236 77.98812904EVLHNQLLLQTQLVDQLQQQEAQGK 4 194097392 2xTMT6plex [N-Term; K25] 1.324 1.133 5.901700974 27.28 0 3359.868723 3 1120.628418 0.588578428 0.000659182 82.40838014SQEAQSLQQQR 6 194097392 1xTMT6plex [N-Term] 1.339 1.18 1.13 4.783569813 48.45 0 1531.802599 2 766.4043579 -0.75704904 -0.000579825 19.10020018LTNENMEITSALQSEQHVK 6 194097392 2xTMT6plex [N-Term; K19] 1.156 1.22 1.519 6.477357864 61.61 0 2630.385986 3 877.4675903 0.848356897 0.000743835 60.65746927ELEGLAGQLQAQVQDNEGLSR 6 194097392 1xTMT6plex [N-Term] 1.352 1.046 100 6.32331562 59.94 0 2484.28916 3 828.7679443 0.048250347 4.00E-05 72.16399083YQQLAVALDSSYVTNK 2 194097392 2xTMT6plex [N-Term; K16] 1.218 4.405082703 33.68 0 2258.243269 3 753.4188843 -0.517675835 -0.000389679 73.84381725DNPTAQQIMQLLR 4 194097392 1xTMT6plex [N-Term] 1.041 1.246 3.830785513 25 0 1756.957719 2 878.9780273 -5.089008348 -0.004470586 82.74496539LEAATQQNQQLR 4 194097392 1xTMT6plex [N-Term] 1.254 1.278 4.175442219 50.22 0 1628.891748 2 814.949585 0.0890924 7.26E-05 28.33096523VQELETSLAELR 6 194097392 1xTMT6plex [N-Term] 1.509 1.334 1.048 5.647439003 56.76 0 1616.905667 2 808.9568481 0.465561522 0.000376385 80.31081058EPEAAAPAPGTGGDSVCGETHR 4 194097392 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.922 0.978 5.948251247 61.65 0 2395.114567 3 799.0426636 -0.471483644 -0.000376419 23.32079912KLEMTELLLQQFSSR 8 194097392 2xTMT6plex [N-Term; K1] 1.741 1.416 1.196 5.700827122 48.94 1 2281.299009 3 761.1040649 -0.599577598 -0.000455939 94.58614074AAELWGEQAEAR 6 194097392 1xTMT6plex [N-Term] 1.692 1.096 3.921562195 26.9 0 1559.801536 2 780.4035645 -1.07960129 -0.000841982 42.70004576LLELQELVLR 12 194097392 1xTMT6plex [N-Term] 1.071 1.3 0.775 3.977532864 47.05 0 1454.914381 2 727.9596558 -1.612697347 -0.001173168 95.28344145ALSAVSTQQK 8 194097392 2xTMT6plex [N-Term; K10] 1.218 1.498 1.398 4.376720905 40.12 0 1490.894264 2 745.9503784 -0.525412219 -0.000391667 36.31092854AELQTALAHTQHAAR 6 194097392 1xTMT6plex [N-Term] 0.917 1.275 0.695 3.834900379 36 0 1847.008509 4 462.5082397 1.418458205 0.000654976 34.52475252QELQETQER 6 194097392 1xTMT6plex [N-Term] 1.241 1.17 1.598 3.53513217 39.51 0 1389.717138 2 695.3619385 -0.386853454 -0.000268808 18.65734711TFSSTESLR 6 194097392 1xTMT6plex [N-Term] 0.894 1.162 1.472 4.15620327 36.07 0 1256.668397 2 628.8372803 -0.885685617 -0.000556507 30.07175206LAHLLASAQK 6 194097392 2xTMT6plex [N-Term; K10] 1.318 0.902 1.006 3.84778738 32.02 0 1509.951719 3 503.9884644 -0.582193181 -0.000293028 56.16139548KLEMTELLLQQFSSR 4 194097392 2xTMT6plex [N-Term; K1]; 1xOxidation [M4] 0.955 1.012 2.971426964 10.35 1 2297.293924 3 761.1040649 -0.599577598 -0.000455939 94.58614074NTQSNEDLKQEK 4 194097392 3xTMT6plex [N-Term; K9; K12] 1.452 1.35 3.259083509 8.81 1 2121.175473 3 707.7295532 -0.644030656 -0.000455367 25.14586636QKEGESEDLASR 4 194097392 2xTMT6plex [N-Term; K2] 1.357 1.213 2.11051631 10.22 1 1806.959777 3 602.9919434 0.830188997 0.000500039 19.27204788ALQGAMEK 4 194097392 2xTMT6plex [N-Term; K8] 1.304 1.374 2.840264559 50.47 0 1305.760078 2 653.3837891 0.17086217 0.000111553 36.94493385EGESEDLASR 2 194097392 1xTMT6plex [N-Term] 1.131 2.85182333 25.66 0 1321.643304 2 661.3240967 -1.806516643 -0.001193785 17.59111309AQLEAHLGQVMESVR 2 194097392 1xTMT6plex [N-Term] 1.024 2.946746349 9.5 0 1897.016297 3 633.0054321 -7.671807199 -0.004851181 61.32406801NSPGVPTGAK 2 194097392 2xTMT6plex [N-Term; K10] 1.183 2.718116283 25.66 0 1385.815285 2 693.40979 -2.151485777 -0.001490781 29.52355558ADENDEVK 6 194097392 2xTMT6plex [N-Term; K8] 1.398 1.353 1.669 2.973273039 29.26 0 1377.726195 2 689.3656006 -1.648098245 -0.001135314 19.87269644ERPGLGSNPCIPFFYR 1 194097392 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.586 4.278107643 0 2139.100695 3 713.7023315 -3.858589318 -0.002751304 64.45549129

4758504 HSD17B10 3-hydroxyacyl-CoA dehydrogenase type-2 isoform 1 3028 NP_004484.1 69.73180077 1 15 15 216 261 26.906 7.78 0.85 0.82 0.87 0.85 Significant 0.000294
KLGNNCVFAPADVTSEK 6 4758504 3xTMT6plex [N-Term; K1; K17]; 1xCarbamidomethyl [C6] 0.616 0.777 5.31321764 39.66 1 2537.40007 3 846.4707642 -0.918443867 -0.00077682 54.59769233

VDVAVNCAGIAVASK 18 4758504 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 0.836 0.875 0.907 5.751803398 84.18 0 1932.098853 2 966.5516357 -1.479544186 -0.001429313 61.86653967
LGNNCVFAPADVTSEKDVQTALALAK 8 4758504 3xTMT6plex [N-Term; K16; K26]; 1xCarbamidomethyl [C5] 0.938 0.77 0.981 5.668560982 17.79 1 3419.881151 3 1140.630127 -1.556738492 -0.00177462 88.01237667GQTHTLEDFQR 10 4758504 1xTMT6plex [N-Term] 0.837 0.79 0.767 4.932339191 47.72 0 1560.796785 2 780.9017944 -0.303032923 -0.000236486 27.31338862LVAGEMGQNEPDQGGQR 12 4758504 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.033 0.882 0.895 4.98582077 41.94 0 2030.976283 2 1007.993347 -0.967703272 -0.000974952 33.87577382LVAGEMGQNEPDQGGQR 12 4758504 1xTMT6plex [N-Term] 0.907 0.801 0.858 5.029093266 66.94 0 2014.981368 2 1007.993347 -0.967703272 -0.000974952 33.87577382GLVAVITGGASGLGLATAER 36 4758504 1xTMT6plex [N-Term] 0.865 0.844 0.859 6.769710541 88.67 0 2042.180719 3 681.3972168 -1.773696784 -0.001207403 92.30325307GGIVGMTLPIAR 16 4758504 1xTMT6plex [N-Term] 0.825 0.991 0.833 4.182984829 61.75 0 1413.844922 2 707.425415 -0.967625129 -0.000684036 68.41419194VMTIAPGLFGTPLLTSLPEK 12 4758504 2xTMT6plex [N-Term; K20] 0.925 1.024 1.35 6.20563221 58.38 0 2543.492289 3 848.5030518 0.909243345 0.000770884 112.1130643VMTIAPGLFGTPLLTSLPEK 14 4758504 2xTMT6plex [N-Term; K20]; 1xOxidation [M2] 1.048 0.899 100 5.155797958 41.02 0 2559.487204 3 848.5030518 0.909243345 0.000770884 112.1130643LVGQGASAVLLDLPNSGGEAQAK 28 4758504 2xTMT6plex [N-Term; K23] 0.914 0.837 0.89 7.735761166 88.82 0 2653.4925 2 1327.24939 -0.375932144 -0.000498767 79.87092404

KLGNNCVFAPADVTSEKDVQTALALAK 6 4758504 4xTMT6plex [N-Term; K1; K17; K27]; 1xCarbamidomethyl [C6] 1.079 1.403 6.164188385 37.01 2 3777.139046 4 945.0401611 -0.061363574 -5.79E-05 81.52929476
VCNFLASQVPFPSR 16 4758504 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.82 0.993 0.952 5.611241817 61.95 0 1850.978455 2 925.9921875 -0.732925873 -0.000678315 75.68012671VLDVNLMGTFNVIR 4 4758504 1xTMT6plex [N-Term] 0.765 0.724 3.635160446 46.5 0 1820.030156 2 910.5176392 -1.183612085 -0.001077105 97.69536847DVQTALALAK 8 4758504 2xTMT6plex [N-Term; K10] 0.693 0.673 0.697 3.904818535 59.98 0 1487.91975 2 744.4620361 -1.985587176 -0.001477197 60.69977564KGQTHTLEDFQR 6 4758504 2xTMT6plex [N-Term; K1] 0.776 0.821 0.815 4.49223423 19.02 1 1918.05468 4 480.2689209 -0.430887742 -0.000206617 27.08483062DLAPIGIR 4 4758504 1xTMT6plex [N-Term] 0.733 0.699 1.938457847 40.08 0 1083.67236 2 542.3399048 0.1593658 8.64E-05 49.424262724758516 HDGF hepatoma-derived growth factor isoform a 3068 NP_004485.1 70.83333333 1 21 22 261 240 26.772 4.73 0.86 0.91 0.89 0.89 Significant 0.000268 GFSEGLWEIENNPTVK 12 4758516 2xTMT6plex [N-Term; K16] 0.853 0.825 0.822 4.588894844 70.94 0 2278.211968 2 1139.60791 -1.503287467 -0.001712404 75.532956KGFSEGLWEIENNPTVK 12 4758516 3xTMT6plex [N-Term; K1; K17] 0.814 0.834 1.032 6.414567471 38.19 1 2635.469863 3 879.1607666 -0.803236395 -0.000705635 70.58839119GPPQEEEEEEDEEEEATK 11 4758516 2xTMT6plex [N-Term; K18] 0.586 0.533 0.592 4.763159752 54.48 0 2562.161902 3 854.725708 0.26093333 0.000222851 32.0627814

SCVEEPEPEPEAAEGDGDK 30 4758516 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C2] 0.709 0.886 0.732 4.766793251 76.43 0 2503.154649 3 835.0574951 1.311505689 0.001094301 33.54872973
YQVFFFGTHETAFLGPK 8 4758516 2xTMT6plex [N-Term; K17] 1.221 1.136 0.897 6.012942314 47.3 0 2447.316374 3 816.4437866 0.176758218 0.000144194 88.75894485EAATLEVERPLPMEVEK 12 4758516 2xTMT6plex [N-Term; K17] 0.703 0.656 0.504 5.468894005 30.23 0 2399.325618 3 800.4463501 -0.467184205 -0.000373642 59.98886322

SCVEEPEPEPEAAEGDGDKK 16 4758516 3xTMT6plex [N-Term; K19; K20]; 1xCarbamidomethyl [C2] 0.898 0.85 0.804 6.457480907 58.17 1 2860.412544 3 954.1407471 -1.697726809 -0.001618733 33.60633374
KSCVEEPEPEPEAAEGDGDK 2 4758516 3xTMT6plex [N-Term; K1; K20]; 1xCarbamidomethyl [C3] 1.09 6.158688068 30.61 1 2860.412544 3 954.1422119 -0.161399031 -0.000153889 32.13873301

GPPQEEEEEEDEEEEATKEDAEAPGIRDHESL 10 4758516 2xTMT6plex [N-Term; K18] 1.489 1.153 1.484 7.567342758 33.24 2 4081.852201 4 1021.217529 -0.958834938 -0.000978456 46.79225752GPPQEEEEEEDEEEEATKEDAEAPGIR 32 4758516 2xTMT6plex [N-Term; K18] 0.819 0.709 0.884 7.919696331 54.15 1 3500.607661 4 875.9055786 -2.050074607 -0.001794127 43.92037632
KSCVEEPEPEPEAAEGDGDKK 2 4758516 4xTMT6plex [N-Term; K1; K20; K21]; 1xCarbamidomethyl [C3] 0.712 4.348943233 9.22 2 3217.670439 4 805.1715698 -1.861502984 -0.001497426 35.67498004

EAENPEGEEK 24 4758516 2xTMT6plex [N-Term; K10] 0.851 0.876 0.859 3.919133663 47.03 0 1589.805902 2 795.406311 -0.350036245 -0.000278245 20.25973475EAATLEVERPLPMEVEK 6 4758516 2xTMT6plex [N-Term; K17]; 1xOxidation [M13] 0.778 0.827 0.922 3.953409195 14.02 0 2415.320533 3 800.4463501 -0.467184205 -0.000373642 59.98886322IDEMPEAAVK 18 4758516 2xTMT6plex [N-Term; K10] 0.901 0.913 0.954 4.466619492 49.67 0 1560.870751 2 780.9388428 -0.219097657 -0.000170992 51.26888434ASGYQSSQK 14 4758516 2xTMT6plex [N-Term; K9] 0.877 1.034 1.008 4.028290749 53.3 0 1413.773814 2 707.3902588 -0.405398565 -0.000286571 18.98504595DLFPYEESKEK 11 4758516 3xTMT6plex [N-Term; K9; K11] 2.611 2.336 1.903 3.505008459 10.95 1 2072.151884 3 691.3881836 -0.910212598 -0.0006287 51.19994445DLFPYEESK 6 4758516 2xTMT6plex [N-Term; K9] 0.871 0.906 0.818 3.208784342 36.96 0 1585.851396 2 793.4301147 0.9819408 0.000778606 55.64084635EAENPEGEEKEAATLEVERPLPMEVEK 2 4758516 3xTMT6plex [N-Term; K10; K27] 100 4.202778339 3.35 1 3740.950747 4 935.9924927 -0.696557387 -0.000651447 63.79993973EDAEAPGIR 4 4758516 1xTMT6plex [N-Term] 0.401 0.792 3.498107195 35.6 0 1186.626532 2 593.8170166 0.189127008 0.000112212 22.21084186GYPHWPAR 12 4758516 1xTMT6plex [N-Term] 0.845 0.949 0.955 3.114143848 31.98 0 1212.647542 3 404.8874512 0.21256434 8.59E-05 31.78204561LVIDEPAK 2 4758516 2xTMT6plex [N-Term; K8] 0.522 2.873879433 22.85 0 1342.834624 2 671.9209595 0.014011638 9.41E-06 48.17927719
CGDLVFAK 6 4758516 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 0.924 0.939 1.152 2.779711485 11.85 0 1367.775729 2 684.390625 -1.283390225 -0.000877695 54.57841278

IDEMPEAAVK 5 4758516 2xTMT6plex [N-Term; K10]; 1xOxidation [M4] 1.057 0.908 0.868 2.636011362 37.09 0 1576.865666 2 780.9388428 -0.219097657 -0.000170992 51.26888434LVIDEPAKEK 4 4758516 3xTMT6plex [N-Term; K8; K10] 0.984 0.989 2.965256214 2.01 1 1829.135111 3 610.3834229 0.330114863 0.000201275 49.18569013
55956921 HNRNPAB heterogeneous nuclear ribonucleoprotein A/B isoform b 3182 NP_004490.2 52.28070175 1 16 18 263 285 30.569 7.91 1.44 1.44 1.42 1.43 Significant 0.0000216

IFVGGLNPEATEEK 32 55956921 2xTMT6plex [N-Term; K14] 1.311 1.396 1.404 5.730093479 73.6 0 1962.094814 2 981.5489502 -2.135395979 -0.002094925 67.62053208GSGGGGGGGGQGSTNYGK 12 55956921 2xTMT6plex [N-Term; K18] 1.313 1.325 1.419 6.70474577 141.73 0 1912.951337 2 956.9790649 -0.253005488 -0.000241994 17.66724987KIFVGGLNPEATEEK 2 55956921 3xTMT6plex [N-Term; K1; K15] 2.089 5.511901855 22.18 1 2319.352709 3 773.7877808 -1.689930483 -0.001306515 62.38564004EVYQQQQYGSGGR 28 55956921 1xTMT6plex [N-Term] 1.437 1.631 1.412 4.377171993 48.85 0 1728.850277 2 864.9290161 0.276684782 0.000239173 21.29770724EYFGEFGEIEAIELPMDPK 12 55956921 2xTMT6plex [N-Term; K19]; 1xOxidation [M16] 1.126 1.404 1.317 4.737278938 51.83 0 2688.351893 3 891.4558105 -1.533922829 -0.001366396 100.7985402EYFGEFGEIEAIELPMDPK 38 55956921 2xTMT6plex [N-Term; K19] 1.437 1.55 1.467 5.125497818 62.62 0 2672.356978 3 891.4558105 -1.533922829 -0.001366396 100.7985402
FGEVVDCTIK 60 55956921 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.301 1.332 1.379 4.480134964 61.25 0 1625.8973 2 813.4528198 0.653619658 0.000531359 62.45080407

MFVGGLSWDTSKK 4 55956921 3xTMT6plex [N-Term; K12; K13] 1.803 2.724 4.797392368 21.9 1 2143.218858 3 715.0762329 -2.198711305 -0.001570773 71.86262202GFVFITFKEEEPVK 6 55956921 3xTMT6plex [N-Term; K8; K14] 0.934 1.089 0.971 3.42233181 1.43 1 2357.372381 3 786.4603882 -2.447699508 -0.00192338 84.18682068KFHTVSGSK 16 55956921 3xTMT6plex [N-Term; K1; K9] 1.425 1.442 1.4 4.055995464 22.67 1 1678.025502 2 839.5137329 -3.165845622 -0.002656185 26.85129634GFVFITFK 8 55956921 2xTMT6plex [N-Term; K8] 1.04 1.071 1.097 3.331862211 34.82 0 1416.86553 2 708.9361572 -0.347200821 -0.000245968 89.77758472GFGFILFK 13 55956921 2xTMT6plex [N-Term; K8] 1.647 1.536 1.516 3.49192071 48.64 0 1386.854965 2 693.930481 -0.922818874 -0.000639908 98.17992356GFVFITFKEEEPVKK 2 55956921 4xTMT6plex [N-Term; K8; K14; K15] 1.888 2.504555702 2.33 2 2714.630276 4 679.4119873 -1.531354485 -0.001039265 78.76166984DLKDYFTK 12 55956921 3xTMT6plex [N-Term; K3; K8] 2.216 2.188 1.472 2.947700262 19.39 1 1717.013934 2 859.010437 -0.19591953 -0.000168198 58.97860644FHTVSGSK 10 55956921 2xTMT6plex [N-Term; K8] 1.709 1.451 1.326 2.774227619 24.09 0 1320.767607 3 440.9274902 0.235350355 0.000103614 23.61713843DAASVEK 12 55956921 2xTMT6plex [N-Term; K7] 1.47 1.455 1.547 3.170145273 38.86 0 1177.682874 2 589.3452148 0.237014145 0.000139564 23.84018943
MFVGGLSWDTSKK 5 55956921 3xTMT6plex [N-Term; K12; K13]; 1xOxidation [M1] 2.924 1.769 2.317 3.205018759 8.83 1 2159.213773 3 715.0762329 -2.198711305 -0.001570773 71.86262202

NEEDAGK 6 55956921 2xTMT6plex [N-Term; K7] 1.339 1.158 1.264 2.536898851 28.79 0 1220.652302 2 610.8293457 -0.726876727 -0.000443632 16.80494407EEEPVKK 9 55956921 3xTMT6plex [N-Term; K6; K7] 1.346 1.247 1.564 2.522704601 22.12 1 1545.94552 2 773.4758911 -0.656118488 -0.000507162 25.23811794MDPNTGR 6 55956921 1xTMT6plex [N-Term] 1.349 1.508 1.38 2.660358667 29.64 0 1019.514145 2 510.2608032 0.181218979 9.24E-05 17.6112777117190174 HNRNPC heterogeneous nuclear ribonucleoproteins C1/C2 isoform b 3183 NP_004491.2 58.02047782 1 1 23 465 293 32.318 5.08 1.23 1.16 1.13 1.17 Significant 0.000637
MIAGQVLDINLAAEPK 6 117190174 2xTMT6plex [N-Term; K16]; 1xOxidation [M1] 1.371 1.371 1.867 4.362015724 40.66 0 2157.235347 2 1071.124634 0.728086441 0.000779504 84.25769142MIAGQVLDINLAAEPK 39 117190174 2xTMT6plex [N-Term; K16] 1.207 1.266 1.277 4.500713348 56.29 0 2141.240432 2 1071.124634 0.728086441 0.000779504 84.25769142NDKSEEEQSSSSVK 28 117190174 3xTMT6plex [N-Term; K3; K14] 1.287 1.271 1.332 5.370146275 36.79 1 2241.181346 3 747.7312622 -0.942480139 -0.00070409 19.48395321GFAFVQYVNER 2 117190174 1xTMT6plex [N-Term] 1.069 4.022183418 28.84 0 1558.821543 2 779.9140625 -0.445913776 -0.00034755 67.39955968QKVDSLLENLEK 30 117190174 3xTMT6plex [N-Term; K2; K12] 1.538 1.442 1.003 6.485857964 42.49 1 2103.262831 3 701.7588501 -0.396515841 -0.000277992 72.97375494SAAEMYGSSFDLDYDFQR 29 117190174 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.179 0.658 1.107 5.57363081 48.3 0 2347.038608 2 1166.022095 -2.908631398 -0.003390073 70.31843542SAAEMYGSSFDLDYDFQR 48 117190174 1xTMT6plex [N-Term] 1.126 1.175 1.209 5.955886841 55.9 0 2331.043693 2 1166.022095 -2.908631398 -0.003390073 70.31843542SEEEQSSSSVK 14 117190174 2xTMT6plex [N-Term; K11] 0.938 0.961 1.09 4.975101471 63.3 0 1654.85358 2 827.9293213 -1.338119518 -0.001107196 17.64481222VFIGNLNTLVVK 58 117190174 2xTMT6plex [N-Term; K12] 1.448 1.47 1.344 5.963054657 84.91 0 1775.119512 2 888.0627441 -0.732755593 -0.000650364 89.75778891KSDVEAIFSK 29 117190174 3xTMT6plex [N-Term; K1; K10] 1.498 0.657 0.889 5.27645731 33.51 1 1811.088161 2 906.0471191 -0.662385617 -0.000599819 57.42340668LKGDDLQAIK 25 117190174 3xTMT6plex [N-Term; K2; K10] 0.855 1.119 1.159 4.131940842 34.75 1 1788.119796 2 894.5630493 -0.544581627 -0.000486889 50.49376532VDSLLENLEK 22 117190174 2xTMT6plex [N-Term; K10] 1.02 0.988 1.06 4.956207752 67.83 0 1617.946359 2 809.4765625 -0.315362742 -0.00025512 78.98762245

IVGCSVHK 16 117190174 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.516 1.536 1.543 3.481662035 37.43 0 1357.802612 3 453.2724304 0.092634794 4.19E-05 31.25452616
QAVEMKNDKSEEEQSSSSVK 2 117190174 4xTMT6plex [N-Term; K6; K9; K20] 1.964 3.505533934 5.12 2 3156.686423 4 789.9208374 -7.889130337 -0.006225878 46.91618869AAVAGEDGR 10 117190174 1xTMT6plex [N-Term] 1.983 1.365 1.324 3.786776066 58.98 0 1074.574103 2 537.7893066 -2.574097722 -0.001383029 15.72556024SDVEAIFSK 10 117190174 2xTMT6plex [N-Term; K9] 1.447 1.374 1.521 3.541951656 43.68 0 1453.830266 2 727.4175415 -1.692049096 -0.001229976 60.83574136LKGDDLQAIKK 13 117190174 4xTMT6plex [N-Term; K2; K10; K11] 2.348 1.434 2.516 4.176915646 16.68 2 2145.377691 2 1073.190918 -1.459618282 -0.001565716 59.3883169GDDLQAIK 6 117190174 2xTMT6plex [N-Term; K8] 0.765 0.778 0.807 3.328926325 47.56 0 1317.777837 2 659.3925781 0.0324258 2.14E-05 41.07493858GDDLQAIKK 3 117190174 3xTMT6plex [N-Term; K8; K9] 0.887 1.205 2.389420509 4.55 1 1675.035732 3 559.0165405 -0.39612765 -0.000221176 43.03404232KELTQIK 12 117190174 3xTMT6plex [N-Term; K1; K7] 1.828 1.455 1.353 3.595282555 19.7 1 1547.01354 2 774.0108643 0.589494275 0.000455978 37.79720943VSGNTSR 12 117190174 1xTMT6plex [N-Term] 1.398 1.33 1.203 2.733576059 32.66 0 949.5264243 2 475.2667847 -0.138589153 -6.58E-05 15.19048731KDETNVK 13 117190174 3xTMT6plex [N-Term; K1; K7] 1.346 1.194 1.197 2.741537333 21.11 1 1520.925119 2 760.9658203 -0.49629991 -0.000377417 21.0765785MYSYPAR 13 117190174 1xTMT6plex [N-Term] 1.109 1.246 1.279 2.692968845 24.16 0 1116.570932 2 558.7888794 -0.402581623 -0.000224755 27.77798811IEKEQSK 8 117190174 3xTMT6plex [N-Term; K3; K7] 1.202 1.094 1.506 3.251125813 17.37 1 1548.956419 2 774.9805908 -1.622989094 -0.00125697 32.94089634VPPPPPIAR 17 117190174 1xTMT6plex [N-Term] 1.225 1.258 1.304 2.565793514 28.62 0 1172.735295 2 586.8711548 -0.223332314 -0.000130955 44.6381008940018633 IDI1 isopentenyl-diphosphate Delta-isomerase 1 isoform a 3422 NP_004499.2 40.49295775 1 10 10 116 284 32.465 7.88 0.83 0.91 0.84 0.86 Significant 0.000855
AELGIPLEEVPPEEINYLTR 22 40018633 1xTMT6plex [N-Term] 0.672 0.781 0.746 4.457100391 43.23 0 2511.354386 2 1256.181152 0.255681756 0.000321054 90.05068349AQSDGIWGEHEIDYILLVR 12 40018633 1xTMT6plex [N-Term] 0.881 0.865 0.923 6.974500656 48.81 0 2443.28189 3 815.0971069 -2.096462647 -0.001707416 88.0549163KNVTLNPDPNEIK 6 40018633 3xTMT6plex [N-Term; K1; K13] 1.034 1.08 0.916 4.87178278 21.91 1 2169.284629 3 723.765564 -1.148044584 -0.000830145 49.04024057LKAELGIPLEEVPPEEINYLTR 6 40018633 2xTMT6plex [N-Term; K2] 1.447 1.515 2.335 6.412327766 34.27 1 2981.696345 3 994.5695801 -0.723704018 -0.000719289 92.61462125

ITFPGCFTNTCCSHPLSNPAELEESDALGVR 10 40018633 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C6; C11; C12] 1.17 1.842 1.112 6.18262291 31.65 0 3708.729382 3 1236.911011 -2.93984875 -0.003634368 77.74526466
KNCHLNENIEK 4 40018633 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C3] 0.814 0.786 4.228091717 10.81 1 2086.168219 4 522.2974243 -0.168785226 -8.80E-05 28.31750129
AFSVFLFNTENK 34 40018633 2xTMT6plex [N-Term; K12] 0.58 0.97 0.766 3.436115265 44.8 0 1875.041656 2 938.022583 -2.008784372 -0.001883277 89.32429307NVTLNPDPNEIK 10 40018633 2xTMT6plex [N-Term; K12] 0.952 0.866 0.858 4.050096989 47.52 0 1812.026734 2 906.515686 -1.45619799 -0.001319335 51.77456189

NCHLNENIEK 4 40018633 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.89 0.912 2.887313366 18.11 0 1728.910325 3 576.9748535 -0.183493106 -0.000105748 29.81652792
SYCYVSK 8 40018633 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.853 0.89 0.895 3.002105713 17.25 0 1364.728444 2 682.8670654 -1.165052749 -0.00079499 42.80522679

24234747 ILF2 interleukin enhancer-binding factor 2 isoform 1 3608 NP_004506.2 72.56410256 1 18 18 337 390 43.035 5.26 1.26 1.28 1.27 1.27 Significant 0.0000207
ILGQEGDASYLASEISTWDGVIVTPSEK 18 24234747 2xTMT6plex [N-Term; K28] 1.283 1.222 1.235 6.436698914 65.16 0 3423.793552 3 1141.935547 -0.4277755 -0.000488205 104.5624777VKPAPDETSFSEALLK 14 24234747 3xTMT6plex [N-Term; K2; K16] 1.195 1.269 1.341 7.38403511 34.78 0 2419.405138 3 807.1402588 0.448497513 0.000361699 67.94776381KILGQEGDASYLASEISTWDGVIVTPSEK 8 24234747 3xTMT6plex [N-Term; K1; K29] 1.19 2.095 1.173 7.007472992 43.56 1 3781.051447 4 946.0217896 3.671299722 0.003470343 95.99499324
CLQILAAGLFLPGSVGITDPCESGNFR 8 24234747 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C1; C21] 1.727 1.467 5.782974243 41.94 0 3121.601192 3 1041.205933 0.657509219 0.000684161 111.9754259

INNVIDNLIVAPGTFEVQIEEVR 6 24234747 1xTMT6plex [N-Term] 1.347 1.127 7.792639732 67.95 0 2811.545374 3 937.8530884 -0.235668713 -0.000220864 111.4550511AQDPSEVLTMLTNETGFEISSSDATVK 78 24234747 2xTMT6plex [N-Term; K27] 1.289 1.284 1.292 7.866902828 93.77 0 3328.687038 3 1110.234375 0.46076125 0.000511243 108.2376957AQDPSEVLTMLTNETGFEISSSDATVK 26 24234747 2xTMT6plex [N-Term; K27]; 1xOxidation [M10] 1.322 1.351 5.505223274 55.31 0 3344.681953 3 1110.234375 0.46076125 0.000511243 108.2376957KEGEEEEENTEEPPQGEEEESMETQE 4 24234747 2xTMT6plex [N-Term; K1] 1.023 1.249 4.912330627 21.54 1 3510.511377 3 1170.843506 1.306626765 0.001528976 30.46828007VHTVMTLEQQDMVCYTAQTLVR 8 24234747 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.96 1.432 1.825 7.564911842 44.59 0 2852.430621 3 951.4799194 -1.898762823 -0.001805363 78.32318452NQDLAPNSAEQASILSLVTK 31 24234747 2xTMT6plex [N-Term; K20] 1.271 1.277 1.169 4.631271362 50.71 0 2557.423752 3 853.1454468 -0.768307547 -0.000654963 84.59213428
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ILPTLEAVAALGNK 34 24234747 2xTMT6plex [N-Term; K14] 1.392 1.246 1.268 5.312897682 83.81 0 1868.162105 2 934.585022 0.354318991 0.000330963 105.221217WFEENASQSTVK 10 24234747 2xTMT6plex [N-Term; K12] 1.134 1.15 1.168 5.299144268 75.6 0 1883.990349 2 942.4985962 -0.229744907 -0.000216419 53.06303926QPLALNVAYR 15 24234747 1xTMT6plex [N-Term] 1.343 1.32 1.441 3.740707874 47.13 0 1373.810251 2 687.4083862 -0.549383776 -0.000377375 52.50104223GTMTTGHNVADLVVILK 2 24234747 2xTMT6plex [N-Term; K17] 1.375 3.830123663 13.14 0 2227.288445 3 743.1019287 1.251814878 0.000929384 79.41547453VLQSALAAIR 16 24234747 1xTMT6plex [N-Term] 1.24 1.438 1.257 3.89477706 62.37 0 1270.804437 2 635.9053955 -0.725968802 -0.000461282 79.52736184ILITTVPPNLR 22 24234747 1xTMT6plex [N-Term] 1.287 1.325 1.376 3.844558477 30.97 0 1465.930366 3 489.3135376 -2.937470382 -0.001435376 72.42920987KLDPELHLDIK 16 24234747 3xTMT6plex [N-Term; K1; K11] 1.247 1.388 1.315 4.775113106 19.96 1 2008.240973 3 670.0844727 -1.050048912 -0.000702917 63.23030455LDPELHLDIK 6 24234747 2xTMT6plex [N-Term; K10] 1.103 1.106 1.193 3.738188982 28.91 0 1650.983079 3 550.9988403 -0.672789395 -0.000370255 64.60375169GTMTTGHNVADLVVILK 2 24234747 2xTMT6plex [N-Term; K17]; 1xOxidation [M3] 0.84 3.204245806 5.69 0 2243.28336 3 743.1019287 1.251814878 0.000929384 79.41547453AYEKPPEK 13 24234747 3xTMT6plex [N-Term; K4; K8] 1.457 1.13 0.962 2.720808744 26.62 0 1648.987719 2 824.9979858 0.591865953 0.00048799 27.967894244758606 ILK integrin-linked protein kinase isoform 1 3611 NP_004508.1 40.92920354 1 16 16 108 452 51.386 8.07 0.85 0.86 0.83 0.85 Significant 0.000108 EVPFADLSNMEIGMK 8 4758606 2xTMT6plex [N-Term; K15] 0.84 0.844 0.84 4.563021183 42.65 0 2139.123019 3 713.7111206 -1.968275577 -0.001403461 87.03654355MYAPAWVAPEALQK 6 4758606 2xTMT6plex [N-Term; K14]; 1xOxidation [M1] 0.756 0.73 0.756 3.275246382 27.58 0 2049.12434 3 678.3804932 -1.229054964 -0.000832943 79.45010789
VALEGLRPTIPPGISPHVCK 6 4758606 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C19] 0.991 0.811 4.991981506 21.28 0 2599.515819 4 650.6343384 -0.113653617 -7.39E-05 71.54759919GMAFLHTLEPLIPR 6 4758606 1xTMT6plex [N-Term] 0.737 0.841 0.689 4.17194891 35.61 0 1824.040327 3 608.6845093 -0.741281839 -0.000450709 88.99674689MYAPAWVAPEALQK 2 4758606 2xTMT6plex [N-Term; K14] 0.935 4.407063961 28.49 0 2033.129425 3 678.3804932 -1.229054964 -0.000832943 79.45010789LNENHSGELWK 6 4758606 2xTMT6plex [N-Term; K11] 0.84 0.839 0.779 4.350272655 24.02 0 1784.969554 3 595.6596069 -2.961450635 -0.001762033 41.95874542FDMIVPILEK 14 4758606 2xTMT6plex [N-Term; K10] 0.777 0.81 0.806 4.178301811 47.87 0 1662.990472 2 831.9985962 -0.334558253 -0.000278184 102.3493581SAVVEMLIMR 6 4758606 1xTMT6plex [N-Term] 0.794 0.947 0.876 4.047096252 52.09 0 1377.779544 2 689.3948975 2.158684884 0.001487096 82.0599457LWLDNTENDLNQGDDHGFSPLHWACR 4 4758606 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C25] 1.098 1.008 3.369821072 7.9 0 3339.543888 4 835.6383667 -3.668433036 -0.003062723 80.89595088WQGNDIVVK 6 4758606 2xTMT6plex [N-Term; K9] 0.925 0.86 0.963 3.809886694 35.2 0 1516.888784 2 758.9475098 -0.686522809 -0.000520689 53.01941132

EVPFADLSNMEIGMK 2 4758606 2xTMT6plex [N-Term; K15]; 2xOxidation [M10; M14] 0.978 2.87791872 14.75 0 2171.112849 3 713.7111206 -1.968275577 -0.001403461 87.03654355
DFNEECPR 8 4758606 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.712 0.964 0.934 3.299180031 36.08 0 1295.588767 2 648.2977295 -0.451050241 -0.000292188 23.67905278YGEMPVDK 6 4758606 2xTMT6plex [N-Term; K8] 0.674 0.696 0.881 3.034584284 32.24 0 1396.754659 2 698.8806152 -0.504584857 -0.000352391 42.0992823HSGIDFK 6 4758606 2xTMT6plex [N-Term; K7] 0.783 0.86 0.78 3.111225843 10.56 0 1261.730493 3 421.2488708 1.241500334 0.000522146 31.90614523ISMADVK 8 4758606 2xTMT6plex [N-Term; K7] 0.905 0.892 2.686813354 25.2 0 1221.727716 2 611.3671875 -0.505268066 -0.00030865 48.32935008FSFQCPGR 6 4758606 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.941 0.915 0.674 2.882707834 17.51 0 1227.614194 2 614.3106689 -0.107907986 -6.62E-05 42.30061741GMAFLHTLEPLIPR 2 4758606 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.487 3.153267622 20.65 0 1840.035242 3 608.6845093 -0.741281839 -0.000450709 88.99674689

ICMNEDPAK 2 4758606 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.826 2.424540997 1.36 0 1535.796206 2 768.4002075 -1.99745964 -0.001533845 40.13024904
IPYKDTFWK 4 4758606 3xTMT6plex [N-Term; K4; K9] 1.062 1.111 1.201 2.280488729 2.28 1 1885.119068 3 629.0420532 -3.957915529 -0.002487047 66.134702834758648 KIF5B kinesin-1 heavy chain 3799 NP_004512.1 54.10176532 1 33 43 338 963 109.617 6.51 0.98 0.97 0.95 0.97 Significant 0.0000832 TGAEGAVLDEAK 6 4758648 2xTMT6plex [N-Term; K12] 0.919 0.941 0.872 4.610132694 85.67 0 1618.905222 2 809.9561768 -0.089674413 -7.26E-05 41.14347655ILQDSLGGNCR 7 4758648 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.933 0.948 0.972 3.937148333 45.8 0 1461.768128 2 731.3877563 0.073934648 5.40E-05 39.25742145LYLVDLAGSEK 14 4758648 2xTMT6plex [N-Term; K11] 0.965 0.95 0.954 4.594627857 51.57 0 1665.982744 2 833.4945679 -0.531228679 -0.000442509 77.71328132EVLQALEELAVNYDQK 18 4758648 2xTMT6plex [N-Term; K16] 0.808 0.798 0.815 5.304395676 52.33 0 2320.280048 3 774.0974731 -0.940324599 -0.000727272 111.8922335ANLEAFTVDKDITLTNDKPATAIGVIGNFTDAER 2 4758648 3xTMT6plex [N-Term; K10; K18] 0.882 6.523141861 9.8 1 4308.333041 5 862.4709473 -1.720257418 -0.001482288 93.86637933AAEMMASLLK 6 4758648 2xTMT6plex [N-Term; K10] 1.142 1.085 1.096 4.248426437 67.55 0 1522.873728 2 761.9406128 0.145183369 0.000110548 82.19937265DQDNMQAELNR 6 4758648 1xTMT6plex [N-Term] 0.9 0.921 0.937 3.902620554 44.06 0 1562.743035 2 781.8754883 0.425458623 0.000332441 26.27101575QLEESVDALSEELVQLR 26 4758648 1xTMT6plex [N-Term] 0.866 0.888 100 6.019929886 67.65 0 2187.170608 3 729.7307739 3.273858618 0.002386829 110.8433696ISFLENNLEQLTK 22 4758648 2xTMT6plex [N-Term; K13] 0.964 0.978 0.957 5.524603367 57.84 0 2007.152663 2 1004.081543 1.567637359 0.001573244 92.21967815SLTEYLQNVEQK 12 4758648 2xTMT6plex [N-Term; K12] 1.055 1.048 0.994 4.837701321 37.41 0 1910.063513 2 955.5326538 -2.870324873 -0.002741251 69.82694818

FVCSPDEVMDTIDEGK 20 4758648 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C3] 1.039 1.045 1.075 4.577686787 49.41 0 2300.119056 2 1150.563599 0.37593516 0.000432348 75.44496922
SLSALGNVISALAEGSTYVPYR 8 4758648 1xTMT6plex [N-Term] 1.108 0.905 0.854 6.941221237 63.17 0 2497.349969 3 833.1206055 -1.083606136 -0.000902048 112.3312398FQGEDTVVIASKPYAFDR 6 4758648 2xTMT6plex [N-Term; K12] 1.136 1.493 100 5.785116196 31.48 0 2501.344045 3 834.4498901 -3.569301017 -0.002976017 64.7654508GGGAFVQNSQPVAVR 6 4758648 1xTMT6plex [N-Term] 0.638 0.617 0.647 5.353387833 69.52 0 1715.939033 2 858.4714966 -1.93257795 -0.001658093 45.86416918QLDDKDEEINQQSQLVEK 3 4758648 3xTMT6plex [N-Term; K5; K18] 0.983 0.735 6.739028931 41.57 1 2846.535042 3 949.5169067 0.395117161 0.000374905 45.59374517QPEGTGMIDEEFTVAR 6 4758648 1xTMT6plex [N-Term] 0.954 0.795 0.959 4.711150646 46.69 0 2008.984722 2 1004.990845 -5.131371465 -0.005154423 55.06661797SAEIDSDDTGGSAAQK 12 4758648 2xTMT6plex [N-Term; K16] 1.007 1.006 0.977 5.876076698 78.36 0 2010.002764 2 1005.504395 -0.622455612 -0.000625569 24.07220211DLAEIGIAVGNNDVK 2 4758648 2xTMT6plex [N-Term; K15] 0.837 4.294101238 54.96 0 1986.127176 3 662.7134399 -0.7098064 -0.000469922 70.6111408

VFQSSTSQEQVYNDCAK 4 4758648 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C15] 1.041 0.826 5.563291073 58.46 0 2449.20696 3 817.0725098 -1.62649102 -0.001327871 44.60418322
LITDLQDQNQK 8 4758648 2xTMT6plex [N-Term; K11] 0.948 1.037 1.216 3.868479729 50.37 0 1774.011084 2 887.5084839 -0.78517354 -0.000696453 53.07815046TQMLDQEELLASTR 6 4758648 1xTMT6plex [N-Term] 0.956 0.885 0.863 4.470127106 44.53 0 1863.968343 2 932.4879761 0.178188883 0.000166069 56.88842179NTIQWLENELNR 8 4758648 1xTMT6plex [N-Term] 0.965 1.365 1.433 4.170533657 31.08 0 1758.933613 2 879.9694214 -1.16366334 -0.001023403 80.7324767EYELLSDELNQK 18 4758648 2xTMT6plex [N-Term; K12] 0.913 0.919 0.952 4.438943863 45.43 0 1939.042444 3 647.0185547 -0.687379229 -0.000444286 64.85324127VSYFEIYLDK 8 4758648 2xTMT6plex [N-Term; K10] 1.145 1.066 1.119 4.174686432 52.19 0 1734.971845 2 867.9885254 -1.193649773 -0.001035474 87.1577788SHSIFLINVK 6 4758648 2xTMT6plex [N-Term; K10] 1.068 0.991 1.056 4.750267982 36.7 0 1615.993584 3 539.3358765 -0.314070225 -0.000169178 63.02661064QENTQTEQK 12 4758648 2xTMT6plex [N-Term; K9] 1.064 0.878 0.983 4.359466553 53.51 0 1563.837871 2 782.4217529 -1.049700008 -0.00082078 16.45700844KSAEIDSDDTGGSAAQK 2 4758648 3xTMT6plex [N-Term; K1; K17] 1.02 3.5917027 4.9 1 2367.260659 3 789.7582397 -0.208068223 -0.000164184 28.33902782ELQTLHNLR 8 4758648 1xTMT6plex [N-Term] 1.03 0.882 0.849 3.993277073 36.08 0 1352.784764 3 451.5993958 -0.835383551 -0.000376698 35.62627988QAVEQQIQSHR 4 4758648 1xTMT6plex [N-Term] 1.159 1.172 3.841557503 31.62 0 1552.839319 3 518.2848511 0.438701318 0.000227078 23.37868814LFVQDLATR 14 4758648 1xTMT6plex [N-Term] 0.893 0.934 0.828 3.111532211 43.2 0 1291.757152 2 646.3816528 -0.86964174 -0.000561683 59.23331061VQTANEVK 6 4758648 2xTMT6plex [N-Term; K8] 1.021 0.995 0.964 3.548196316 48.31 0 1346.804386 2 673.9051514 -1.009705373 -0.000679938 27.87867443QLESTQTESNKK 5 4758648 3xTMT6plex [N-Term; K11; K12] 1.284 1.242 1.316 3.806320906 4.31 1 2080.185309 3 694.067627 1.451149262 0.00100622 24.96588643GLEETVAK 9 4758648 2xTMT6plex [N-Term; K8] 1.041 1.088 1.08 3.762159348 47.77 0 1304.782588 2 652.8956299 1.069308893 0.000697608 49.40420067STLLFGQR 4 4758648 1xTMT6plex [N-Term] 0.996 0.849 3.2621696 25.21 0 1150.678174 2 575.8424683 -0.446672731 -0.000256988 46.34608768ELAACQLR 6 4758648 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.032 1.267 0.788 2.723662615 18.13 0 1189.656059 2 595.3312378 -0.722523167 -0.000429777 31.06093184QISSLRDEVEAK 2 4758648 2xTMT6plex [N-Term; K12] 1.183 2.15071702 4.49 1 1833.048198 3 611.6870728 -0.836201843 -0.000510933 54.51899608TNLSVHEDKNR 4 4758648 2xTMT6plex [N-Term; K9] 1.02 1.146 3.421818018 7.17 1 1770.986266 4 443.5020447 0.046596035 2.06E-05 21.96413811SQEVEDK 6 4758648 2xTMT6plex [N-Term; K7] 1.048 1.134 1.075 2.855596542 34.96 0 1292.709817 2 646.8583374 -0.323897372 -0.000209353 19.61159699YQQEVDR 4 4758648 1xTMT6plex [N-Term] 1.085 1.199 3.000360727 33.62 0 1166.600317 2 583.8034058 -0.670783773 -0.000391268 17.41895928THTMEGK 2 4758648 2xTMT6plex [N-Term; K7] 0.941 2.85819149 14.26 0 1261.697478 3 421.2372742 -0.165570779 -6.96E-05 18.49845495EMTNHQK 2 4758648 2xTMT6plex [N-Term; K7] 0.721 1.924381256 7.96 0 1345.729841 3 449.2477722 -0.800665614 -0.00035916 27.98719411DLLDVSK 6 4758648 2xTMT6plex [N-Term; K7] 0.812 0.777 0.894 2.689718485 26.46 0 1247.761124 2 624.3839111 -0.463706044 -0.000289297 51.51270396FRPLNESEVNR 2 4758648 1xTMT6plex [N-Term] 1.019 2.3489573 6.01 0 1589.85972 3 530.625061 0.572393562 0.000303342 32.4742623333356547 MCM2 DNA replication licensing factor MCM2 4171 NP_004517.2 35.50884956 1 24 24 170 904 101.832 5.52 1.39 1.44 1.35 1.39 Significant 0.000349 VMLESFIDTQK 8 33356547 2xTMT6plex [N-Term; K11] 0.979 1.434 1.55 4.563232899 40.15 0 1768.991929 2 884.9996338 0.035256309 3.12E-05 78.08784162

TSGVVTSCTGVLPQLSMVK 4 33356547 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C8] 1.942 1.433 5.35699749 36.62 0 2422.344974 3 808.1181641 -2.078396164 -0.001678197 78.66475814
TSIHEAMEQQSISISK 5 33356547 2xTMT6plex [N-Term; K16] 1.486 1.466 1.451 5.0232687 29.02 0 2247.205503 3 749.7382813 -2.319498592 -0.001737463 46.54125977QINIHNLSAFYDSELFR 5 33356547 1xTMT6plex [N-Term] 1.062 1.446 1.333 5.760948181 33.63 0 2296.192347 3 766.0671387 -2.388233888 -0.001827948 84.43200361ATEDGEEDEEMIESIENLEDLK 26 33356547 2xTMT6plex [N-Term; K22] 1.532 1.248 1.182 5.874181747 65.97 0 2996.418193 3 999.4786987 1.11796191 0.001116627 95.38067146GLALALFGGEPK 16 33356547 2xTMT6plex [N-Term; K12] 1.477 1.389 2.69 4.328077316 50.58 0 1630.993249 3 544.3359375 0.006094446 3.31E-06 85.81458369FGAQQDTIEVPEKDLVDK 2 33356547 3xTMT6plex [N-Term; K13; K18] 1.527 4.48611927 32.88 1 2719.512122 3 907.1749268 -0.696844315 -0.000631692 67.01311367AIPELDAYEAEGLALDDEDVEELTASQR 10 33356547 1xTMT6plex [N-Term] 1.47 0.987 1.004 5.629722595 46.92 0 3291.595357 3 1097.868652 -1.200870193 -0.001317593 92.1672749
GDINVLLCGDPGTAK 8 33356547 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 1.14 1.074 4.763730526 34.76 0 1988.088683 3 663.3689575 1.829203408 0.001212206 65.86981117ESLVVNYEDLAAR 6 33356547 1xTMT6plex [N-Term] 0.914 1.398 1.297 4.303867817 37.02 0 1707.911481 2 854.4557495 -4.249708867 -0.003629063 59.77108493GVCLIDEFDKMNDQDR 6 33356547 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.304 1.926 1.677 3.896446943 10.39 1 2413.189201 3 805.0662231 -2.107160269 -0.001694992 68.93027052DTVDPVQDEMLAR 2 33356547 1xTMT6plex [N-Term] 1.915 3.509007215 31.06 0 1717.862816 2 859.4342041 -0.980396606 -0.000842093 47.13198454DNNELLLFILK 12 33356547 2xTMT6plex [N-Term; K11] 1.566 1.519 1.622 3.436727524 36.83 0 1790.082792 3 597.3652954 -0.815336328 -0.000486507 108.8735413IFASIAPSIYGHEDIKR 4 33356547 2xTMT6plex [N-Term; K16] 1.537 1.42 5.047347069 7.8 1 2375.348737 4 594.5913696 -2.142049416 -0.001272029 68.76164288YDPSLTFSENVDLTEPIISR 8 33356547 1xTMT6plex [N-Term] 1.185 1.589 1.193 4.844321728 20.86 0 2525.297265 3 842.4344482 -3.355447913 -0.002824501 81.25581033ESMATGSIPITVR 6 33356547 1xTMT6plex [N-Term] 1.594 1.155 1.498 4.819182873 48.25 0 1590.872258 2 795.9389648 -1.00905179 -0.000802636 51.94860693ISHLPLVEELR 10 33356547 1xTMT6plex [N-Term] 1.152 1.482 1.334 3.66005969 42.33 0 1534.915444 3 512.3098145 -0.360756436 -0.000184577 64.17570705QLHLNQLIR 6 33356547 1xTMT6plex [N-Term] 1.639 1.572 1.515 3.809978008 38.88 0 1363.837134 3 455.2836914 -0.449526732 -0.00020436 52.79854619RDNNELLLFILK 2 33356547 2xTMT6plex [N-Term; K12] 1.55 4.023619175 17.48 1 1946.183903 3 649.3994141 -0.11022725 -7.15E-05 94.52826643FDILCVVR 4 33356547 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.646 1.595 3.038928986 20.81 0 1250.712845 2 625.8598633 -0.31596981 -0.000197594 78.02871876LNQMDQDK 6 33356547 2xTMT6plex [N-Term; K8] 1.117 1.342 1.166 2.998125315 29.34 0 1449.777185 2 725.3922729 0.058187174 4.22E-05 33.44604613MITSLSK 6 33356547 2xTMT6plex [N-Term; K7] 1.531 1.359 1.304 2.905032635 28.99 0 1237.759016 2 619.3825684 -0.93370457 -0.000577851 59.52331089EWVSMAGPR 4 33356547 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.539 1.546 1.865011096 17.92 0 1277.650973 2 639.3278198 -2.042953527 -0.001305091 30.16704722DQQIGEK 4 33356547 2xTMT6plex [N-Term; K7] 1.516 1.219 2.746792555 25.6 0 1275.730887 2 638.3685913 -0.768753679 -0.000490361 22.844164884758714 MGST3 microsomal glutathione S-transferase 3 4259 NP_004519.1 39.47368421 1 5 5 50 152 16.506 9.38 0.79 0.86 0.87 0.84 Significant 0.000896

YKVEYPIMYSTDPENGHIFNCIQR 2 4758714 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C21] 1.049 5.790026665 27.66 1 3432.712088 4 858.9329834 -0.578119049 -0.000496129 68.37276483IASGLGLAWIVGR 12 4758714 1xTMT6plex [N-Term] 0.907 0.89 1 5.304498672 70.72 0 1541.936514 2 771.4713135 -0.754464833 -0.000581668 96.24999524VLYAYGYYTGEPSKR 8 4758714 2xTMT6plex [N-Term; K14] 0.918 1.382 1.205 5.34967804 22.03 1 2225.200676 3 742.4020996 -4.013135522 -0.002976677 55.71545909VLYAYGYYTGEPSK 16 4758714 2xTMT6plex [N-Term; K14] 0.703 0.777 0.836 4.916589737 48.33 0 2069.099565 2 1035.053589 0.162613912 0.000168232 63.96664219SGLGSGPK 12 4758714 2xTMT6plex [N-Term; K8] 0.82 0.822 0.752 3.32352829 35.97 0 1160.703944 2 580.8555908 -0.033384374 -1.94E-05 23.72060941
4758732 MOCS2 molybdopterin synthase catalytic subunit large subunit MOCS2B 4338 NP_004522.1 17.0212766 1 2 2 14 188 20.931 5.44 1.27 1.19 1.41 1.29 Significant 0.00247

AASLEAVSYAIDTLK 10 4758732 2xTMT6plex [N-Term; K15] 1.272 1.22 1.494 4.680167198 32.05 0 2010.152328 2 1005.579956 0.152739357 0.000153515 94.96383234LPLSPPLVEDSAFEPSR 4 4758732 1xTMT6plex [N-Term] 1.105 1.205 3.795157194 44.88 0 2083.127287 2 1042.063477 -3.65330292 -0.003805148 82.494835484758756 NAP1L1 nucleosome assembly protein 1-like 1 isoform 1 4673 NP_004528.1 24.29667519 1 6 7 121 391 45.346 4.46 1.15 1.21 1.25 1.21 Significant 0.000583 LDGLVETPTGYIESLPR 36 4758756 1xTMT6plex [N-Term] 1.161 1.283 2.057 5.907844067 67.24 0 2089.137851 3 697.0505981 -0.292118783 -0.000203425 83.280203NVDLLSDMVQEHDEPILK 14 4758756 2xTMT6plex [N-Term; K18] 1.184 1.243 1.199 6.147942066 56.26 0 2553.36346 3 851.7915649 -1.299609646 -0.001106125 81.06003309NVDLLSDMVQEHDEPILK 2 4758756 2xTMT6plex [N-Term; K18]; 1xOxidation [M8] 0.922 3.482491732 22.79 0 2569.358375 3 851.7915649 -1.299609646 -0.001106125 81.06003309YAVLYQPLFDK 12 4758756 2xTMT6plex [N-Term; K11] 1.033 1.05 0.965 3.982909203 49.22 0 1815.045679 2 908.0261841 -0.3235213 -0.000293603 82.54787924GIPEFWLTVFK 20 4758756 2xTMT6plex [N-Term; K11] 1.276 1.129 1.158 4.559506416 48.76 0 1795.05585 2 898.0316772 0.127195033 0.000114161 112.5542205
SEPDDSDPFSFDGPEIMGCTGCQIDWK 8 4758756 2xTMT6plex [N-Term; K27]; 1xOxidation [M17]; 2xCarbamidomethyl [C19; C22] 1.26 1.858 4.129583359 60.27 0 3564.564557 3 1188.858765 -0.790196009 -0.000938902 78.91869707

FYEEVHDLER 14 4758756 1xTMT6plex [N-Term] 1.344 0.946 1.126 4.102136612 43.65 0 1565.779738 3 522.5980225 -0.143096236 -7.47E-05 48.43174904KYAVLYQPLFDK 13 4758756 3xTMT6plex [N-Term; K1; K12] 1.349 1.347 1.326 5.250744343 19.96 1 2172.303574 3 724.772644 -0.089688705 -6.49E-05 78.21498772
SEPDDSDPFSFDGPEIMGCTGCQIDWK 2 4758756 2xTMT6plex [N-Term; K27]; 2xCarbamidomethyl [C19; C22] 2.092 1.824567914 5.52 0 3548.569642 3 1188.858765 -0.790196009 -0.000938902 78.91869707

4758762 NARS asparagine--tRNA ligase, cytoplasmic 4677 NP_004530.1 41.60583942 1 21 21 245 548 62.903 6.25 0.91 0.91 0.88 0.9 Significant 0.000123 EDGTFYEFGEDIPEAPER 4 4758762 1xTMT6plex [N-Term] 0.563 0.796 4.427093983 37.22 0 2330.066203 3 777.3604736 0.28545903 0.000221713 65.54252901EPFPTIYVDSQK 20 4758762 2xTMT6plex [N-Term; K12] 0.758 0.769 0.741 3.827770233 61.15 0 1882.036236 2 941.5199585 -1.910594357 -0.001797904 65.31668868KEDGTFYEFGEDIPEAPER 14 4758762 2xTMT6plex [N-Term; K1] 0.816 0.878 0.923 7.369015217 37.37 1 2687.324097 3 896.4467163 0.557508409 0.000499402 59.21706306LEDLVCDVVDR 6 4758762 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.437 0.71 0.616 4.395913124 48.92 0 1561.809324 2 781.4081421 -0.202636972 -0.00015824 76.45499672GYYEVTPPTLVQTQVEGGATLFK 14 4758762 2xTMT6plex [N-Term; K23] 1.06 1.11 0.979 5.30587101 47.74 0 2956.607196 3 986.2094727 2.255693201 0.002223066 90.74465723IFDSEEILAGYK 30 4758762 2xTMT6plex [N-Term; K12] 0.885 0.946 0.886 5.067035198 54.95 0 1843.025337 2 922.0159912 -0.342560741 -0.000315674 80.37539485LTESVDVLMPNVGEIVGGSMR 12 4758762 1xTMT6plex [N-Term] 0.798 1.315 0.961 5.82488203 57.92 0 2432.272647 3 811.428772 -0.363586719 -0.000294781 100.8821516EGSDATGDGTK 8 4758762 2xTMT6plex [N-Term; K11] 0.785 0.838 0.695 3.089366436 59.7 0 1495.764037 2 748.3850708 -0.783665343 -0.000586089 16.97514305MNYSDAIVWLK 12 4758762 2xTMT6plex [N-Term; K11] 0.904 0.883 0.871 4.257734776 47.13 0 1797.997348 2 899.5018311 -0.53552394 -0.000481435 86.87295984SPAGSIVHELNPNFQPPK 10 4758762 2xTMT6plex [N-Term; K18] 0.764 0.709 0.729 4.886229992 36.62 0 2390.32325 4 598.3366699 0.66917623 0.000399887 65.66965LMTDTINEPILLCR 14 4758762 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.892 0.876 1.014 5.080224991 51.37 0 1918.033921 2 959.5209351 0.350670121 0.000336299 76.74454686
LMTDTINEPILLCR 14 4758762 1xTMT6plex [N-Term]; 1xOxidation [M2]; 1xCarbamidomethyl [C13] 1.259 0.731 1 4.285028934 49.85 0 1934.028836 2 959.5209351 0.350670121 0.000336299 76.74454686

MNYSDAIVWLK 12 4758762 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 0.836 0.89 0.79 3.384319544 34.5 0 1813.992263 2 899.5018311 -0.53552394 -0.000481435 86.87295984VLAELYVSDR 3 4758762 1xTMT6plex [N-Term] 0.947 0.988 0.912 30.23 0 1393.788846 2 697.3974609 -0.861776877 -0.000600567 73.18251723EGIDPTPYYWYTDQR 10 4758762 1xTMT6plex [N-Term] 0.831 0.755 0.921 3.942494869 25.21 0 2133.012651 2 1067.004761 -4.878600049 -0.005203058 61.76969272NDPSLPEPK 16 4758762 2xTMT6plex [N-Term; K9] 0.93 0.939 0.934 3.172742844 41.16 0 1454.825515 2 727.9160156 -0.522866826 -0.00038034 36.78409707EPFPTIYVDSQKENER 6 4758762 2xTMT6plex [N-Term; K12] 1.458 1.461 1.655 4.742142677 18.62 1 2410.265461 3 804.0934448 0.133048688 0.000106894 57.49668736NLMFLVLR 6 4758762 1xTMT6plex [N-Term] 1.171 1.163 1.049 3.191256762 40.17 0 1234.754316 2 617.8800049 -1.281707911 -0.000791297 92.49356152KEAEDSLR 4 4758762 2xTMT6plex [N-Term; K1] 0.929 1.131 2.536623955 14.38 1 1405.805114 3 469.272644 -1.234410855 -0.000578447 20.00069753EAEDSLR 6 4758762 1xTMT6plex [N-Term] 0.798 0.721 0.941 2.608085394 25.3 0 1048.547219 2 524.7769165 -0.632181532 -0.000331436 17.51740269EKNLEEAK 6 4758762 3xTMT6plex [N-Term; K2; K8] 1.004 1.199 1.169 3.116162062 20.35 1 1647.988447 3 549.9993896 -2.931825581 -0.001610538 30.4421287DVCLYPR 12 4758762 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.244 1.122 1.058 2.903878212 30.86 0 1151.608046 2 576.3074341 -0.394401497 -0.000227098 49.75185762ALMTVGK 6 4758762 2xTMT6plex [N-Term; K7] 0.93 0.886 0.871 2.94579649 29.73 0 1177.737886 2 589.3729858 0.686553177 0.00040429 47.57608358
4758768 NDUFA10 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial precursor 4705 NP_004535.1 28.16901408 1 10 10 73 355 40.725 8.48 1.16 1.2 1.18 1.18 Significant 0.0000957

VITVDGNICTGK 4 4758768 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.153 1.273 4.249292374 59.89 0 1734.982427 2 867.9898071 -5.815161025 -0.005044601 53.3355492
YSPGYNTEVGDK 6 4758768 2xTMT6plex [N-Term; K12] 1.164 1.087 1.165 4.511297703 55.11 0 1787.9216 2 894.4653931 1.067805665 0.000954576 49.06353484KVVEDIEYLK 8 4758768 3xTMT6plex [N-Term; K1; K10] 1.142 1.273 1.095 5.021080494 38.12 1 1923.176976 2 962.090271 -1.929561272 -0.001855444 66.46850202LLQYSDALEHLLTTGQGVVLER 20 4758768 1xTMT6plex [N-Term] 1.365 1.254 1.238 8.151768684 65.5 0 2684.482046 4 671.8748779 -1.625703274 -0.001091043 108.1105048KYSPGYNTEVGDK 4 4758768 3xTMT6plex [N-Term; K1; K13] 1.6 1.96 4.578948498 20.63 1 2145.179495 3 715.730896 -0.634250757 -0.000453527 37.02897116ITSAYLQDIENAYK 6 4758768 2xTMT6plex [N-Term; K14] 0.998 1.081 1.081 3.599095583 25.51 0 2087.142492 3 696.3848877 -1.14136628 -0.000794065 80.87197656VVEDIEYLK 6 4758768 2xTMT6plex [N-Term; K9] 1.195 1.128 1.045 4.083623409 54.85 0 1565.919081 2 783.4630737 -0.134399705 -0.00010523 70.34501907LQSWLYSSR 7 4758768 1xTMT6plex [N-Term] 1.376 0.849 1.141 3.37057209 27.99 0 1368.747316 2 684.8777466 0.657947637 0.000450282 58.88598829KQCVDHYNEVK 6 4758768 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C3] 1.262 1.225 1.346 3.466176748 13.24 1 2107.15732 4 527.5441895 -1.135433732 -0.000598134 28.82795407

TFLPEMSEK 6 4758768 2xTMT6plex [N-Term; K9] 1.115 1.117 1.118 3.092210054 27.04 0 1539.849287 2 770.427002 -1.66245734 -0.001279967 61.87780072
38569473 NDUFB1 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 1 4707 NP_004536.2 10.47619048 1 1 1 12 105 11.904 8.73 1.3 1.17 1.3 1.26 Significant 0.00119

ELQPSEEVTWK 12 38569473 2xTMT6plex [N-Term; K11] 1.304 1.172 1.301 3.90981698 55.23 0 1803.989286 2 902.4975586 -0.801242286 -0.000722716 53.54255058
6041669 NDUFB4 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 4 isoform 1 4710 NP_004538.2 33.33333333 1 3 3 13 129 15.199 9.85 1.31 1.07 1.32 1.23 Significant 0.00436

TLPETLDPAEYNISPETR 8 6041669 1xTMT6plex [N-Term] 1.308 1.151 1.606 5.475463867 48.92 0 2275.165523 3 759.0599976 -0.036575017 -2.77E-05 64.90390801EYLLQYNDPNRR 4 6041669 1xTMT6plex [N-Term] 1.012 1.254 3.120696068 16.94 1 1809.944512 3 603.986084 -0.44934354 -0.000271096 41.11099163TINVYPNFRPTPK 1 6041669 2xTMT6plex [N-Term; K13] 1.013 1.852478743 0 2005.163502 3 669.0594482 0.144181042 9.64E-05 55.55761286
4758774 NDUFB10 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 10 4716 NP_004539.1 35.46511628 1 6 6 52 172 20.763 8.48 1.54 1.35 1.38 1.42 Significant 0.00171

DYKVDQEIINIMQDR 6 4758774 2xTMT6plex [N-Term; K3] 2.061 2.249 1.605 4.809981346 17.98 1 2338.247702 3 780.0842896 -4.01438977 -0.003128879 76.5157733YQDLGAYSSAR 12 4758774 1xTMT6plex [N-Term] 1.265 1.224 1.12 4.054713249 35.31 0 1459.737873 2 730.373291 0.980998901 0.000716001 35.20247972VDQEIINIMQDR 8 4758774 1xTMT6plex [N-Term] 1.549 1.372 1.348 4.47666502 44.55 0 1702.899536 2 851.9518433 -1.8355496 -0.001562878 80.63908683AFDLIVDRPVTLVR 13 4758774 1xTMT6plex [N-Term] 1.543 1.145 1.456 4.808826923 16.93 0 1843.100284 3 615.0388184 0.877580096 0.000539156 75.74372073EVEQFTQVAK 2 4758774 2xTMT6plex [N-Term; K10] 1.58 4.038993359 59.43 0 1636.931043 2 818.9685669 -0.724380506 -0.00059288 48.5104925
EGQNYQQNCIK 11 4758774 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.563 1.675 1.171 3.429357052 37.68 0 1839.942353 2 920.4740601 -0.820347882 -0.000754696 25.46473212

4758784 NDUFC2 NADH dehydrogenase [ubiquinone] 1 subunit C2 isoform 1 4718 NP_004540.1 16.80672269 1 2 2 9 119 14.178 8.98 1.22 1.25 1.21 1.23 Significant 0.000096
LHPEDFPEEDKK 3 4758784 3xTMT6plex [N-Term; K11; K12] 1.358 1.233 3.298633099 2.96 1 2171.195145 3 724.4033813 0.205146447 0.000148471 53.17332536TYGEIFEK 6 4758784 2xTMT6plex [N-Term; K8] 1.115 1.269 1.213 3.312574625 39.55 0 1444.808803 2 722.9082642 0.310802586 0.000224525 51.86469663

4758786 NDUFS2 NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial isoform 1 precursor 4720 NP_004541.1 36.93304536 1 13 13 122 463 52.512 7.55 1.09 1.09 1.04 1.07 Significant 0.000241
GHMLADVVAIIGTQDIVFGEVDR 10 4758786 1xTMT6plex [N-Term] 0.815 0.921 1.155 6.241720676 63.07 0 2684.427902 3 895.4798584 -1.07287094 -0.000960015 109.981097LYTEGYQVPPGATYTAIEAPK 6 4758786 2xTMT6plex [N-Term; K21] 1.128 1.148 0.952 5.000209332 31.81 0 2727.464554 3 909.8253784 -1.089710255 -0.000990715 67.10818632

LDYVSMMCNEQAYSLAVEK 6 4758786 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C8] 1.328 1.229 0.984 5.450595856 50.46 0 2709.333816 3 903.7821045 -0.758914765 -0.000685384 83.12901485
QWQPDVEWAQQFGGAVMYPSK 6 4758786 2xTMT6plex [N-Term; K21] 0.99 1.033 1.168 5.098749638 59.94 0 2910.464905 3 970.8217163 -4.916604283 -0.004769868 89.41434929NITLNFGPQHPAAHGVLR 12 4758786 1xTMT6plex [N-Term] 1.123 1.07 1.16 6.004752636 52.69 0 2171.203521 4 543.555542 -1.465745251 -0.000795608 52.64953771LDELEELLTNNR 24 4758786 1xTMT6plex [N-Term] 1.035 0.98 1.014 4.276605129 75.42 0 1687.906395 2 844.4564209 -0.491705658 -0.000414977 90.13698255TSMESLIHHFK 10 4758786 2xTMT6plex [N-Term; K11] 1.049 1.041 1.052 4.112313271 23.77 0 1787.987846 4 447.7524719 0.118297959 5.29E-05 57.33765601APGFAHLAGLDK 6 4758786 2xTMT6plex [N-Term; K12] 1.004 0.875 0.957 3.619791508 26.84 0 1654.968097 3 552.3276978 0.267571151 0.000147607 55.94251113IKAPGFAHLAGLDK 6 4758786 3xTMT6plex [N-Term; K2; K14] 1.546 1.892 2.022 3.704226494 21.22 1 2125.310056 4 532.0834961 0.98734535 0.000524604 64.36968488LLNIRPPPR 14 4758786 1xTMT6plex [N-Term] 1.118 1.03 0.914 3.938618183 28.71 0 1304.836406 3 435.6168823 -0.239185037 -0.000104032 50.92662962IIAQCLNK 10 4758786 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.106 1.23 1.151 3.636752844 35.63 0 1417.860127 2 709.4335938 -0.152476253 -0.000108095 50.74903415

TSMESLIHHFK 2 4758786 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 1.044 2.980571985 23.37 0 1803.982761 4 447.7524719 0.118297959 5.29E-05 57.33765601MFEFYER 8 4758786 1xTMT6plex [N-Term] 1.112 1.14 0.819 2.529116869 14.81 0 1250.607711 2 625.8075562 0.099651303 6.23E-05 70.3825227VLFGEITR 2 4758786 1xTMT6plex [N-Term] 0.65 2.444717407 18.06 0 1163.698575 2 582.3532715 0.59412185 0.000345689 57.66511705
4758788 NDUFS3 NADH dehydrogenase [ubiquinone] iron-sulfur protein 3, mitochondrial precursor 4722 NP_004542.1 48.86363636 1 12 12 116 264 30.223 7.5 1.04 1.08 1.11 1.08 Significant 0.000354

ILTDYGFEGHPFR 9 4758788 1xTMT6plex [N-Term] 0.958 0.976 1.254 5.220815659 55.42 0 1780.921986 3 594.3114624 -1.208218544 -0.000717248 63.06102329VVAEPVELAQEFR 17 4758788 1xTMT6plex [N-Term] 0.853 1.008 1.06 4.415110111 46.85 0 1715.952951 2 858.4793091 -0.938199346 -0.000804953 74.60365095FEIVYNLLSLR 6 4758788 1xTMT6plex [N-Term] 1.597 1.535 1.703 4.311737061 39.94 0 1595.935845 2 798.4716797 0.149019148 0.000118913 111.3032895DFPLSGYVELR 10 4758788 1xTMT6plex [N-Term] 1.016 0.995 0.942 4.369562149 66.2 0 1524.82596 2 762.9186401 2.651786855 0.002021757 70.33980406KFDLNSPWEAFPVYR 12 4758788 2xTMT6plex [N-Term; K1] 1.011 1.132 1.191 6.149657726 31.37 1 2327.258859 3 776.4234009 -1.379220566 -0.001069934 83.95618803TYTDELTPIESAVSVFK 24 4758788 2xTMT6plex [N-Term; K17] 1.008 1.121 1.151 4.955183029 39.38 0 2358.284465 3 786.7655029 -1.063960254 -0.000836374 94.92020968SLVDLTAVDVPTR 12 4758788 1xTMT6plex [N-Term] 1.1 1.095 0.984 5.463339806 60.74 0 1614.926402 2 807.9664917 -0.430720286 -0.000347791 63.82721831FDLNSPWEAFPVYR 4 4758788 1xTMT6plex [N-Term] 0.886 0.95 4.448892593 22.93 0 1970.000964 2 985.5053101 1.20774925 0.001189634 90.63785203ESAGADTRPTVRPR 6 4758788 1xTMT6plex [N-Term] 1.172 1.232 1.326 5.154901981 22.79 0 1741.95066 4 436.2431335 0.025436821 1.11E-05 15.57462619DHTNAQFK 6 4758788 2xTMT6plex [N-Term; K8] 1.093 1.058 1.107 3.765976667 20.63 0 1418.779234 3 473.5978394 -0.189637392 -8.97E-05 21.47784111AANWYER 4 4758788 1xTMT6plex [N-Term] 0.954 1.033 2.904935837 23.32 0 1138.584274 2 569.7955933 -0.319358497 -0.000181808 30.37227304YDDEVKR 6 4758788 2xTMT6plex [N-Term; K6] 1.093 1.12 1.091 2.986719131 20.63 1 1382.768 3 461.594574 0.844829955 0.000389401 20.64798756
4758792 NDUFS6 NADH dehydrogenase [ubiquinone] iron-sulfur protein 6, mitochondrial precursor 4726 NP_004544.1 48.38709677 1 4 4 15 124 13.703 8.28 1.06 1.04 1.16 1.08 Significant 0.00116

VIACDGGGGALGHPK 4 4758792 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 1.094 1.116 4.203994274 23.15 0 1867.026023 3 623.0137939 0.431502254 0.000268542 36.59550458
QKEVNENFAIDLIAEQPVSEVETR 4 4758792 2xTMT6plex [N-Term; K2] 0.974 1.911 4.978061676 39.04 1 3216.715242 3 1072.907349 -2.409150633 -0.002583184 78.98862912VTHTGQVYDDKDYR 3 4758792 2xTMT6plex [N-Term; K11] 1.223 1.016 5.100346565 10.1 1 2155.118403 4 539.5344849 -1.063949374 -0.000573234 25.74159793VYINLDK 4 4758792 2xTMT6plex [N-Term; K7] 0.975 1.08 2.342084408 32.15 0 1322.808409 2 661.9093018 2.205992648 0.001459053 55.5782161134098946 YBX1 nuclease-sensitive element-binding protein 1 4904 NP_004550.2 51.54320988 1 9 11 166 324 35.903 9.88 1.32 1.37 1.32 1.34 Significant 0.000155 NEGSESAPEGQAQQR 12 34098946 1xTMT6plex [N-Term] 0.985 0.95 1.229 5.452251434 65.03 0 1816.862298 2 908.9346924 -0.104704894 -9.51E-05 14.79782222EDVFVHQTAIK 10 34098946 2xTMT6plex [N-Term; K11] 1.09 1.051 1.161 4.016389847 39.69 0 1744.999791 2 873.0031128 -0.482638489 -0.000421102 45.71671718RPQYSNPPVQGEVMEGADNQGAGEQGRPVR 8 34098946 1xTMT6plex [N-Term] 1.691 1.947 7.682217121 28.29 0 3452.692677 4 863.9267578 -2.165121747 -0.001868875 33.66205938RPQYSNPPVQGEVMEGADNQGAGEQGRPVR 2 34098946 1xTMT6plex [N-Term]; 1xOxidation [M14] 0.564 2.953728914 16.26 0 3468.687592 4 863.9267578 -2.165121747 -0.001868875 33.66205938AADPPAENSSAPEAEQGGAE 25 34098946 1xTMT6plex [N-Term] 1.368 1.273 1.452 5.066665649 44.84 0 2126.967551 2 1063.987671 0.24168534 0.000257028 21.9827042EDGNEEDKENQGDETQGQQPPQR 19 34098946 2xTMT6plex [N-Term; K8] 1.654 1.444 1.925 8.303461075 42.82 1 3086.429912 4 772.362854 -0.10563803 -8.15E-05 16.54138554GAEAANVTGPGGVPVQGSK 20 34098946 2xTMT6plex [N-Term; K19] 1.447 1.522 1.401 5.739932537 84.3 0 2154.191902 2 1077.599487 -0.09460189 -0.000101895 49.77275932NYQQNYQNSESGEKNEGSESAPEGQAQQR 7 34098946 2xTMT6plex [N-Term; K14] 0.805 100 100 5.787265301 36.32 1 3715.722071 4 929.6860962 0.13018617 0.000120934 22.04973313NYQQNYQNSESGEK 6 34098946 2xTMT6plex [N-Term; K14] 1.253 0.996 4.643745899 44.96 0 2147.040546 2 1074.023682 -0.21397302 -0.000229704 21.94519242SVGDGETVEFDVVEGEK 49 34098946 2xTMT6plex [N-Term; K17] 1.452 1.59 1.45 5.476432323 78.97 0 2254.149093 2 1127.577393 -0.703078494 -0.000792422 59.71504628RPENPKPQDGK 2 34098946 3xTMT6plex [N-Term; K6; K11] 1.377 1.339 3.050837517 0 1953.14847 4 489.0422974 -0.568572688 -0.000277627 19.67791548FPPYYMR 6 34098946 1xTMT6plex [N-Term] 1.36 1.668 1.31 2.378482103 14.44 0 1202.622967 2 601.8150635 -0.097226544 -5.85E-05 51.49760804

614458221 PCK2 phosphoenolpyruvate carboxykinase [GTP], mitochondrial isoform 1 precursor 5106 NP_004554.3 40.78125 1 21 21 202 640 70.654 7.62 0.75 0.75 0.74 0.75 Significant 0.0000199
EVLAELEALER 32 614458221 1xTMT6plex [N-Term] 0.7 0.66 0.607 4.531751156 58.27 0 1500.847089 2 750.927002 -0.241312891 -0.000181087 82.39336776
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DEGWLAEHMLILGITSPAGK 12 614458221 2xTMT6plex [N-Term; K20] 0.749 0.838 0.84 5.911724567 52.59 0 2596.420915 3 866.1454468 0.335762983 0.000290594 97.31618189LGTPVLQALGDGDFVK 10 614458221 2xTMT6plex [N-Term; K16] 0.8 0.719 4.857584953 34.63 0 2088.210512 3 696.7411499 -0.773668631 -0.000538528 93.56445819SESTAAAEHK 6 614458221 2xTMT6plex [N-Term; K10] 0.735 0.768 0.749 4.485558033 45.67 0 1488.805842 3 496.9401245 -0.014887666 -7.39E-06 16.67903943VECVGDDIAWMR 6 614458221 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.853 0.645 100 3.550841808 53.99 0 1679.808278 2 840.4068604 -1.091860838 -0.000917058 63.2145805AIDTTQLFSLPK 12 614458221 2xTMT6plex [N-Term; K12] 0.798 0.743 0.735 3.685362101 31.55 0 1792.062057 3 598.0247192 -1.368577135 -0.000817525 79.03073317GVPLVYEAFNWR 11 614458221 1xTMT6plex [N-Term] 0.818 0.821 0.786 3.999800205 36.07 0 1679.910693 3 560.6416626 -0.153738548 -8.61E-05 88.99995628GQLGNWMSPADFQR 15 614458221 1xTMT6plex [N-Term] 0.723 0.795 0.695 4.340395927 55.32 0 1835.906018 2 918.4560547 -0.645607666 -0.000592637 65.40690141LCQPEGIHICDGTEAENTATLTLLEQQGLIR 6 614458221 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C10] 0.551 2.115 0.582 6.290016651 41.84 0 3709.872675 3 1237.294678 -0.861260522 -0.001065056 84.62203434VLSGDLGQLPTGIR 14 614458221 1xTMT6plex [N-Term] 0.748 0.761 0.696 4.698874474 56.71 0 1654.968936 3 552.3271484 -1.234958225 -0.000681272 68.50768191EIISFGSGYGGNSLLGK 10 614458221 2xTMT6plex [N-Term; K17] 0.802 0.931 0.758 6.397038937 70.1 0 2157.19559 2 1079.10022 -1.125246541 -0.001213688 78.44510113
YVAAAFPSACGK 13 614458221 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 0.736 0.768 0.761 4.399078369 56.6 0 1699.924184 2 850.4647217 -1.18654152 -0.001008515 52.18189489EGALDLSGLR 4 614458221 1xTMT6plex [N-Term] 0.78 0.364 3.724355221 36.22 0 1259.715681 2 630.3618164 0.535599032 0.000337351 60.06766809TLIGHVPDQR 6 614458221 1xTMT6plex [N-Term] 0.812 0.79 0.66 3.666019201 29.74 0 1364.784764 3 455.5999756 0.446523019 0.000203136 31.32347517IFHVNWFR 8 614458221 1xTMT6plex [N-Term] 0.763 0.716 1.264 3.463961363 31.85 0 1347.752342 3 449.9220886 -0.466903926 -0.000209757 69.90596576ETPIGLVPK 6 614458221 2xTMT6plex [N-Term; K9] 0.635 0.64 0.756 3.068597794 31.73 0 1411.892473 2 706.4492798 -0.842677265 -0.000594885 68.7614156RLEGEDSAR 6 614458221 1xTMT6plex [N-Term] 0.805 0.94 0.627 4.758491039 50.01 1 1261.669794 3 421.2280884 -0.065011687 -2.73E-05 15.85251917DFWEQEVR 6 614458221 1xTMT6plex [N-Term] 0.629 0.84 0.781 3.318361759 32.82 0 1337.668731 2 669.3372803 -1.082019106 -0.000723692 47.11250219DTVPLPPGGAR 5 614458221 1xTMT6plex [N-Term] 1.011 0.817 0.926 3.292715549 17.67 0 1308.747316 2 654.8772583 -0.058069603 -3.80E-05 36.49610752VLDWICR 10 614458221 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.922 0.98 0.93 2.736545801 13.16 0 1190.65533 2 595.8306274 -1.135531966 -0.000676014 63.92468816FPGCMQGR 4 614458221 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.716 0.713 2.647176266 18.82 0 1181.5757 2 591.2911377 -0.593283507 -0.000350505 31.50866305

4758894 GATB glutamyl-tRNA(Gln) amidotransferase subunit B, mitochondrial precursor 5188 NP_004555.1 11.49012567 1 6 6 16 557 61.825 8.63 1.02 0.86 1.03 0.97 Significant 0.00321
ELQLILQALGTSQANMAEGQLR 4 4758894 1xTMT6plex [N-Term] 0.844 5.903877258 64.27 0 2613.423151 3 871.812561 -0.008075436 -7.03E-06 109.0406263QIQLEQDSGK 2 4758894 2xTMT6plex [N-Term; K10] 1.028 3.235246897 23.64 0 1603.905556 2 802.456665 0.30987992 0.000248509 38.1115717QVFEELWK 2 4758894 2xTMT6plex [N-Term; K8] 0.957 3.476547241 32.63 0 1536.882636 2 768.9434814 -1.919482533 -0.00147501 77.0280622TPGQIVSEK 5 4758894 2xTMT6plex [N-Term; K9] 0.985 0.859 1.029 2.412042379 22.49 0 1416.846251 2 708.9260254 -1.042179947 -0.000738304 37.9615822ADPVMIK 2 4758894 2xTMT6plex [N-Term; K7] 1.188 2.141461372 16.86 0 1231.748451 2 616.3764038 -2.370729843 -0.001460071 45.81155071KQSQVIPK 1 4758894 3xTMT6plex [N-Term; K1; K8] 1.267 1.96519208 1 1615.050988 3 539.0209961 -1.580772848 -0.00085101 31.583425784758896 PEX14 peroxisomal membrane protein PEX14 5195 NP_004556.1 31.83023873 1 9 9 58 377 41.212 4.94 0.98 1.01 1.04 1.01 Significant 0.000294 SPSPSSPAAVNHHSSSDISPVSNESTSSSPGK 6 4758896 2xTMT6plex [N-Term; K32] 0.7 0.738 0.81 8.892355919 39.47 0 3579.756331 4 895.6967163 2.43141811 0.002175971 29.77937469GGDGQINEQVEK 6 4758896 2xTMT6plex [N-Term; K12] 0.881 0.968 0.682 4.182554722 70.3 0 1731.927748 2 866.4666748 -0.967344409 -0.000837685 29.5128509ATTSTNWILESQNINELK 6 4758896 2xTMT6plex [N-Term; K18] 0.851 0.965 3.874289751 39.62 0 2520.370988 2 1260.689819 0.545114938 0.000686946 76.38024761IQELAHELAAAK 8 4758896 2xTMT6plex [N-Term; K12] 1.029 1.045 1.114 4.36745739 35.17 0 1752.04199 3 584.6848145 -1.198721627 -0.00070007 73.72924754RPEGASNESERD 6 4758896 1xTMT6plex [N-Term] 1.026 1.086 1.105 5.230241776 43.97 1 1575.756043 3 525.9233398 -0.365696678 -0.000192083 13.84262361MEVQGEEEK 2 4758896 2xTMT6plex [N-Term; K9] 0.824 2.947740078 27.78 0 1536.79798 2 768.9008179 -2.356033688 -0.001810374 30.08270505EPLIATAVK 10 4758896 2xTMT6plex [N-Term; K9] 1.147 1.299 1.185 4.124613285 44.8 0 1399.892473 2 700.4498901 0.02209701 1.55E-05 63.86661864IPSWQIPVK 10 4758896 2xTMT6plex [N-Term; K9] 1.029 0.963 0.971 2.81825304 23.04 0 1525.950656 3 509.3219299 0.380251432 0.000193415 75.93536593SEINSLK 4 4758896 2xTMT6plex [N-Term; K7] 1.288 1 2.626901388 16.14 0 1248.756373 2 624.880127 -2.719444579 -0.001697962 34.5513252946249388 PSPH phosphoserine phosphatase 5723 NP_004568.2 25.33333333 1 5 5 24 225 24.992 5.69 0.63 0.64 0.89 0.72 Significant 0.0137 ICGVEDAVSEMTR 6 46249388 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.01 0.689 0.577 4.882313251 59.47 0 1695.824322 2 848.4143677 -1.688493555 -0.001431694 64.27181163LNIPATNVFANR 8 46249388 1xTMT6plex [N-Term] 0.684 0.641 0.672 4.819848061 54.72 0 1558.890292 3 520.3010864 -1.017193233 -0.000528564 67.13142761LIAEQPPHLTPGIR 4 46249388 1xTMT6plex [N-Term] 0.625 1.111 3.915870905 27.97 0 1771.04277 3 591.0192261 0.200702469 0.000118484 51.4980505AMGGAVPFK 2 46249388 2xTMT6plex [N-Term; K9] 0.542 2.2758286 11.24 0 1335.785899 2 668.395752 -1.251677945 -0.000835987 51.89540894SIVEHVASK 4 46249388 2xTMT6plex [N-Term; K9] 0.611 0.641 2.931409836 20.47 0 1427.862235 3 476.6253662 -0.483111865 -0.000229939 35.0158176119923260 RAB4A ras-related protein Rab-4A isoform 1 5867 NP_004569.2 38.99082569 1 4 7 83 218 24.374 6.07 0.89 0.98 0.86 0.91 Significant 0.00157 GAAGALLVYDITSR 8 19923260 1xTMT6plex [N-Term] 1.109 1.118 0.733 4.91489315 60.28 0 1635.926737 2 818.4655762 -1.748859644 -0.001430503 75.06024129FKDDSNHTIGVEFGSK 6 19923260 3xTMT6plex [N-Term; K2; K16] 0.864 1.002 0.907 5.709823608 32 1 2468.338849 4 617.8410645 1.449793857 0.000894646 51.39100238IQIWDTAGQER 220 19923260 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161ETYNALTNWLTDAR 2 19923260 1xTMT6plex [N-Term] 1.262 4.70914793 51.23 0 1896.965307 2 948.9860229 -0.28343247 -0.000268831 85.48383736FLVIGNAGTGK 2 19923260 2xTMT6plex [N-Term; K11] 1.096 3.326381922 31.38 0 1534.935734 2 767.9699707 -1.999877702 -0.001534842 63.61685339EVTFLEASR 6 19923260 1xTMT6plex [N-Term] 0.75 0.864 0.93 3.511933088 52.2 0 1280.704782 2 640.8565674 0.839916927 0.000537843 46.71867926IESGELDPER 4 19923260 1xTMT6plex [N-Term] 0.845 0.658 3.045392752 31.2 0 1373.71099 2 687.3604126 1.862564492 0.001279313 34.409850519923264 RAB27A ras-related protein Rab-27A 5873 NP_004571.2 20.36199095 1 3 4 18 221 24.852 5.22 1.21 1.08 1.27 1.19 Significant 0.00223 VVKEEEAIALAEK 6 19923264 3xTMT6plex [N-Term; K3; K13] 1.042 1.177 1.215 3.694421768 14.65 1 2116.283232 3 706.0982666 -1.410754131 -0.000995185 61.55467023FLALGDSGVGK 4 19923264 2xTMT6plex [N-Term; K11] 1.31 1.319 4.76327467 47.34 0 1521.9041 2 761.4557495 0.080440967 6.12E-05 72.4211952IHLQLWDTAGQER 4 19923264 1xTMT6plex [N-Term] 1.364 1.26 3.675519705 19.84 0 1795.965247 3 599.3262329 -0.613580654 -0.000367323 59.23083879SLTTAFFR 4 19923264 1xTMT6plex [N-Term] 0.918 0.645 2.813203812 38.32 0 1171.667275 2 586.3372803 0.007746973 4.54E-06 62.7283029721359854 RABGGTB geranylgeranyl transferase type-2 subunit beta 5876 NP_004573.2 9.365558912 1 3 3 14 331 36.9 5.03 0.9 0.84 0.94 0.9 Significant 0.00106

SDAPDTLLLEK 8 21359854 2xTMT6plex [N-Term; K11] 0.878 0.895 0.943 4.752914906 58.12 0 1659.956923 2 830.4784546 -4.392114163 -0.00364536 61.38203936HADYIASYGSK 2 21359854 2xTMT6plex [N-Term; K11] 0.876 4.314007282 26.24 0 1669.894992 3 557.3007202 -4.422065762 -0.002461462 31.52851186VNVQPELVS 4 21359854 1xTMT6plex [N-Term] 0.938 0.74 2.401801586 40.6 0 1213.698969 2 607.3532715 0.24513389 0.000148759 51.327169244759050 RPS6KA3 ribosomal protein S6 kinase alpha-3 6197 NP_004577.1 16.75675676 1 5 11 65 740 83.683 6.89 0.85 0.83 0.9 0.86 Significant 0.000585 DLKPSNILYVDESGNPESIR 6 4759050 2xTMT6plex [N-Term; K3] 0.849 0.961 0.86 5.124602795 20.3 0 2704.45578 3 902.1560059 -0.856361525 -0.000771997 59.66804125DLKPENILLDEEGHIK 4 4759050 3xTMT6plex [N-Term; K3; K16] 0.799 0.825 5.322542667 30.59 0 2550.474614 4 638.3735962 -0.807537689 -0.000514901 67.10892612EASAVLFTITK 6 4759050 2xTMT6plex [N-Term; K11] 0.294 0.123 0.01 3.232186317 31.01 0 1637.98783 2 819.4968872 -0.813037749 -0.000665873 74.48351746
EDIGVGSYSVCK 4 4759050 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 0.632 0.935 4.383134842 40.76 0 1771.930057 2 886.467041 -1.834992717 -0.001625739 57.9607214
EVMFTEEDVK 6 4759050 2xTMT6plex [N-Term; K10] 0.956 0.956 0.98 4.134188652 49.74 0 1684.886795 2 842.9458008 -1.465907091 -0.001234944 51.98390937DILVEVNHPFIVK 6 4759050 2xTMT6plex [N-Term; K13] 1.009 0.964 0.962 4.172316074 38.97 0 1981.188654 3 661.065918 -2.752808895 -0.001817945 77.49312031RDPTEEIEILLR 2 4759050 1xTMT6plex [N-Term] 0.94 4.410216331 18.45 1 1712.974415 3 571.6622925 -1.220653721 -0.000696983 67.59611364ITDFGLSK 10 4759050 2xTMT6plex [N-Term; K8] 0.841 0.981 0.864 2.966740608 14.01 0 1338.803323 2 669.9050903 -0.313224452 -0.000209673 61.73068835

ICDFGFAK 16 4759050 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.938 0.866 0.974 3.123845577 31.7 0 1415.775729 2 708.3855591 -8.396263402 -0.005943613 62.05883253
DVYDDGK 12 4759050 2xTMT6plex [N-Term; K7] 0.942 1.12 1.013 2.762589216 31.04 0 1269.672703 2 635.3405151 0.827389165 0.000525257 26.2348978GGELLDK 6 4759050 2xTMT6plex [N-Term; K7] 1.003 0.943 0.857 2.182824373 20.41 0 1189.719259 2 595.3621216 -1.927274791 -0.001146458 39.74514982110611220 RRBP1 ribosome-binding protein 1 6238 NP_004578.2 57.31832139 1 47 48 506 977 108.589 5.54 0.66 0.66 0.68 0.67 Significant 0.0001 TAGPLESSETEEASQLK 14 110611220 2xTMT6plex [N-Term; K17] 0.627 0.609 0.715 6.75992775 72.41 0 2235.175642 2 1118.091919 0.411064172 0.0004594 47.81354584TLVSTVGSMVFNEGEAQR 16 110611220 1xTMT6plex [N-Term] 0.651 0.579 0.687 6.967102528 68.31 0 2154.106234 2 1077.556885 0.120319623 0.000129591 77.63714012TQLEWTEAILEDEQTQR 6 110611220 1xTMT6plex [N-Term] 0.853 0.737 6.563542366 56.83 0 2319.166585 3 773.727478 0.558645524 0.000431864 78.45363455LTAEFEEAQTSACR 14 110611220 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.622 0.611 1.09 5.464380741 51.64 0 1841.890093 3 614.6340942 -1.283428998 -0.000787978 46.93676986LLATEQEDAAVAK 12 110611220 2xTMT6plex [N-Term; K13] 0.752 0.732 0.423 4.707793236 72.23 0 1817.04205 2 909.0228271 -2.020940091 -0.001836067 51.71143765ETSYEEALANQR 8 110611220 1xTMT6plex [N-Term] 0.703 0.69 0.767 4.967909336 75.84 0 1639.812495 2 820.40979 -0.116666921 -9.57E-05 32.71798475AQEQQQQMAELHSK 6 110611220 2xTMT6plex [N-Term; K14] 0.574 0.554 0.621 6.506143093 64.28 0 2114.106458 3 705.3721924 -2.097217738 -0.001477914 28.61752842AQEQQQQMAELHSK 8 110611220 2xTMT6plex [N-Term; K14]; 1xOxidation [M8] 0.579 0.736 0.651 4.083209515 42.49 0 2130.101373 3 705.3721924 -2.097217738 -0.001477914 28.61752842HPPAPAEPSSDLASK 6 110611220 2xTMT6plex [N-Term; K15] 0.63 0.589 0.619 6.348358631 49.79 0 1962.069661 3 654.6942139 -0.801780114 -0.000524383 31.59600074APAVAVAPTPVQPPIIVAPVATVPAMPQEK 16 110611220 2xTMT6plex [N-Term; K30] 0.635 0.578 0.635 6.118676186 61 0 3417.994775 4 855.253479 -0.786781301 -0.000672304 99.83736031

HMAAASAECQNYAK 10 110611220 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 0.642 0.696 0.611 5.210354328 44.68 0 2009.993736 3 670.6693726 -0.085604356 -5.74E-05 26.97739645SILAETEGMLR 12 110611220 1xTMT6plex [N-Term] 0.837 0.729 0.612 4.922897339 56.38 0 1448.798031 2 724.9017944 -1.186219732 -0.000859296 66.52021966SKCEELSGLHGQLQEAR 16 110611220 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C3] 1.094 0.962 0.843 6.091667652 35.16 1 2400.270563 4 600.8228149 -0.472081936 -0.000283281 37.56372498
LKELESQVSGLEK 14 110611220 3xTMT6plex [N-Term; K2; K13] 0.781 0.755 0.733 5.343361855 31.1 1 2147.289046 2 1074.148071 -0.083725046 -8.99E-05 67.61738938EAEETQSTLQAECDQYR 14 110611220 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.733 0.654 0.742 6.269781113 52.15 0 2287.034585 3 763.0160522 -0.429202831 -0.000327201 32.38315432VEPAVSSVVNSIQVLTSK 26 110611220 2xTMT6plex [N-Term; K18] 0.653 0.594 0.592 6.146128654 80.61 0 2315.358633 2 1158.182861 -0.080606843 -9.33E-05 103.331484SIEALLEAGQAR 14 110611220 1xTMT6plex [N-Term] 0.754 0.719 0.503 4.343071461 48.1 0 1486.842673 3 496.2857056 -0.07354563 -3.65E-05 67.51761612DALNQATSQVESK 18 110611220 2xTMT6plex [N-Term; K13] 0.599 0.628 0.671 6.07022953 64.37 0 1849.006727 2 925.0063477 -0.707513651 -0.000654099 49.98308879ELESQVSGLEK 4 110611220 2xTMT6plex [N-Term; K11] 0.408 0.49 4.201766491 64.68 0 1676.947087 2 838.9764404 -0.884112943 -0.000741305 46.67750794QLLLESQSQLDAAK 8 110611220 2xTMT6plex [N-Term; K14] 0.688 0.626 0.576 5.389615059 76.52 0 2002.158476 2 1001.582458 -0.417593224 -0.000418044 62.33995037DAQDVQASQAEADQQQTR 12 110611220 1xTMT6plex [N-Term] 0.662 0.657 0.615 7.48970747 90.5 0 2218.053346 3 740.0228271 0.262304472 0.000193935 18.73487215SHVEDGDIAGAPASSPEAPPAEQDPVQLK 12 110611220 2xTMT6plex [N-Term; K29] 0.647 0.906 0.691 6.801783085 58.93 0 3370.716699 3 1124.244263 0.455741634 0.000512059 50.28827511VGAAEEELQK 12 110611220 2xTMT6plex [N-Term; K10] 0.725 0.541 0.596 4.638140202 53.37 0 1531.873194 2 766.4400024 -0.303848379 -0.000232729 42.12771912SVEEEEQVWR 8 110611220 1xTMT6plex [N-Term] 0.801 1.127 0.651 4.201672554 55.19 0 1519.759003 2 760.3832397 0.131693372 0.000100071 37.26810948EQEITAVQAR 8 110611220 1xTMT6plex [N-Term] 0.733 0.706 0.562 4.149639606 59.14 0 1373.758609 2 687.3828735 -0.100759833 -6.92E-05 25.9381683APAVAVAPTPVQPPIIVAPVATVPAMPQEK 4 110611220 2xTMT6plex [N-Term; K30]; 1xOxidation [M26] 0.557 0.58 5.145704746 29.83 0 3433.98969 4 855.253479 -0.786781301 -0.000672304 99.83736031NTDVAQSPEAPK 28 110611220 2xTMT6plex [N-Term; K12] 0.669 0.735 0.712 4.275568485 38.07 0 1714.937585 2 857.9732666 0.974841965 0.000835897 27.30055227AGIIQDTWHK 6 110611220 2xTMT6plex [N-Term; K10] 0.558 0.558 0.591 4.497888088 43.62 0 1626.936797 3 542.9841309 0.640626069 0.000347419 49.66187639GELESSDQVR 6 110611220 1xTMT6plex [N-Term] 0.617 0.378 0.648 3.875834227 57.84 0 1348.690589 2 674.848999 0.098293023 6.63E-05 21.66292764AAILETAPK 12 110611220 2xTMT6plex [N-Term; K9] 0.542 0.578 0.6 4.277738571 58.11 0 1371.861173 2 686.434021 -0.296843311 -0.000203614 47.6003371LQSSEAEVR 8 110611220 1xTMT6plex [N-Term] 0.668 0.724 0.845 3.742994308 42.92 0 1247.679296 2 624.3434448 0.254118537 0.000158529 23.45764672QSDELALVR 6 110611220 1xTMT6plex [N-Term] 0.834 1.009 0.938 3.379517794 29.13 0 1259.715681 2 630.3613892 -0.142722433 -8.99E-05 39.21924154AENSQLTER 6 110611220 1xTMT6plex [N-Term] 0.616 0.663 0.56 3.587805033 57.7 0 1276.66946 2 638.8380737 -0.461120972 -0.00029435 17.29469995LQQENSILR 6 110611220 1xTMT6plex [N-Term] 0.775 0.932 0.848 4.06228447 36.25 0 1329.76878 2 665.3880615 0.050201867 3.34E-05 40.69918759QVLQLQASHR 6 110611220 1xTMT6plex [N-Term] 0.707 0.741 0.663 3.782069206 28.94 0 1408.822212 3 470.2789917 0.148796388 6.99E-05 29.50364661HLEEIVEK 16 110611220 2xTMT6plex [N-Term; K8] 0.636 0.634 0.684 3.974356174 33.53 0 1454.861901 2 727.9346313 0.058593405 4.26E-05 50.1015555TTQEQLAR 6 110611220 1xTMT6plex [N-Term] 0.69 0.78 3.014151335 46.08 0 1175.658167 2 588.333252 0.902163809 0.000530318 17.33235696ESEEALQK 14 110611220 2xTMT6plex [N-Term; K8] 0.659 0.733 0.799 3.585111618 40.85 0 1391.778231 2 696.3920898 -0.953954064 -0.000663846 28.38143574LIEILSEK 11 110611220 2xTMT6plex [N-Term; K8] 0.66 0.656 0.75 3.499945879 41.92 0 1402.892138 2 701.9506836 1.391566355 0.000976109 79.6532619EVQQLQGK 6 110611220 2xTMT6plex [N-Term; K8] 0.634 0.629 0.657 3.850295305 36.96 0 1387.830935 2 694.4191895 0.120480273 8.36E-05 31.556549GDPVAILK 6 110611220 2xTMT6plex [N-Term; K8] 0.628 0.667 0.808 2.667608976 27.6 0 1270.813494 2 635.9102173 -0.26458618 -0.00016812 68.38240335KLQEQLEK 11 110611220 3xTMT6plex [N-Term; K1; K8] 0.719 0.835 0.822 4.29971838 22.65 1 1703.067032 3 568.3610229 0.871144605 0.000494539 38.99937647AEDGSSSK 7 110611220 2xTMT6plex [N-Term; K8] 0.62 0.75 0.802 3.225793123 27.82 0 1238.662867 2 619.8346558 -0.671535883 -0.000415903 15.87480425LHSLTQAK 8 110611220 2xTMT6plex [N-Term; K8] 0.649 0.671 0.681 3.930558681 25.04 0 1355.841106 3 452.6186218 0.152192255 6.88E-05 33.75768208ELNKEMAAEK 5 110611220 3xTMT6plex [N-Term; K4; K10] 1.856 0.752 1.399 1.927057981 2.58 1 1850.066046 3 617.3590088 -1.931019069 -0.001190838 37.96734423IQEELEK 40 110611220 2xTMT6plex [N-Term; K7] 0.842 0.708 0.868 3.169478655 33.09 0 1346.793153 2 673.899231 -1.460726121 -0.000983648 56.56107576AAAGEAK 8 110611220 2xTMT6plex [N-Term; K7] 0.748 0.597 0.589 3.047685623 34.37 0 1075.65118 2 538.3291016 -0.235629361 -0.000126728 23.98024306EAVEQQK 6 110611220 2xTMT6plex [N-Term; K7] 1.125 0.931 0.937 2.821744204 29.23 0 1289.746537 2 645.3764648 -0.685183077 -0.000441856 20.35520292QNAELAK 4 110611220 2xTMT6plex [N-Term; K7] 0.751 0.688 3.027569532 20.75 0 1231.741058 2 616.3740234 -0.233218661 -0.000143632 25.38194747LTSDLGR 6 110611220 1xTMT6plex [N-Term] 0.639 0.737 0.692 2.512533188 26.25 0 990.5781255 2 495.792511 -0.383783302 -0.000190084 30.840957074759068 SCO1 protein SCO1 homolog, mitochondrial 6341 NP_004580.1 5.315614618 1 2 2 12 301 33.793 8.88 0.91 1.03 0.99 0.98 Significant 0.0013 EEVDQVAR 6 4759068 1xTMT6plex [N-Term] 0.914 1.048 0.999 3.101164341 44.68 0 1174.626532 2 587.8165283 -0.64032214 -0.00037607 27.52876526LVGLTGTR 6 4759068 1xTMT6plex [N-Term] 0.751 0.973 0.976 2.36934495 31.12 0 1045.65671 2 523.3321533 0.305865799 0.000159915 41.112758884759098 TRA2B transformer-2 protein homolog beta isoform 1 6434 NP_004584.1 16.66666667 1 4 4 38 288 33.646 11.25 1.47 1.22 1.42 1.37 Significant 0.00309

ANPDPNCCLGVFGLSLYTTER 10 4759098 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C8] 2.003 0.67 2.044 5.721121788 46.41 0 2613.263874 2 1307.134644 -0.713020466 -0.000931655 86.44877633AAQDRDQIYR 6 4759098 1xTMT6plex [N-Term] 1.48 1.751 1.54 4.894565582 14.49 1 1464.775656 3 488.9299927 -0.157787068 -7.70E-05 17.54308526GYDDRDYYSR 8 4759098 1xTMT6plex [N-Term] 1.42 1.33 2.711 3.964495897 19.41 1 1538.707302 2 769.8561401 -1.493374705 -0.001148933 18.79543141VDFSITK 14 4759098 2xTMT6plex [N-Term; K7] 1.456 1.444 1.347 2.78448081 37.36 0 1267.76621 2 634.3864746 -0.423612213 -0.000268521 57.7342281821264341 SMS spermine synthase isoform 1 6611 NP_004586.2 67.4863388 1 18 18 146 366 41.242 5.02 1 1.02 1.01 1.01 Significant 0.0000327
EDYTGKDVLILGGGDGGILCEIVK 6 21264341 3xTMT6plex [N-Term; K6; K24]; 1xCarbamidomethyl [C20] 1.954 1.503 1.305 6.560334682 36.54 1 3208.774227 3 1070.262573 -0.330469943 -0.000353468 94.377667

EFDYVINDLTAVPISTSPEEDSTWEFLR 10 21264341 1xTMT6plex [N-Term] 2.748 1.655 100 4.836718559 24.23 0 3502.710327 3 1168.240479 -0.983367965 -0.001148151 109.6085275IYPHGLVLLDLQSYDGDAQGKEEIDSILNKVEER 4 21264341 3xTMT6plex [N-Term; K21; K30] 1.716 1.066 7.897918701 6.48 2 4544.449134 5 909.6939087 -1.91367374 -0.001739319 106.5472744IYPHGLVLLDLQSYDGDAQGK 6 21264341 2xTMT6plex [N-Term; K21] 0.7 0.671 0.706 6.818707466 58.07 0 2760.497251 3 920.8378296 0.610136283 0.000561427 83.29561628YFTQGNCVNLTEALSLYEEQLGR 6 21264341 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.513 0.795 7.660092831 74.53 0 2934.450488 3 978.822937 1.284637506 0.001256568 100.6609591
MVTMVEIDQMVIDGCK 19 21264341 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 0.553 0.582 0.6 5.187648773 37.7 0 2327.188338 3 776.3998413 -1.447095692 -0.001122555 96.47537523
DVLILGGGDGGILCEIVK 12 21264341 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C14] 0.989 1.029 0.937 5.196359158 55.3 0 2286.314325 3 762.7759399 -0.46311033 -0.000352939 101.4585355

GLQSIFQEQGMAESVHTWQDHGYLATYTNK 4 21264341 2xTMT6plex [N-Term; K30] 0.988 0.812 6.632610321 60.51 0 3897.927042 4 975.2358398 -1.41432483 -0.001378234 80.2618606LVEYDIDEVVYDEDSPYQNIK 12 21264341 2xTMT6plex [N-Term; K21] 0.843 1.132 1.371 5.45390892 68.37 0 3004.507935 3 1002.174072 -0.090308673 -9.04E-05 82.61255886
MVTMVEIDQMVIDGCK 3 21264341 2xTMT6plex [N-Term; K16]; 1xOxidation [M]; 1xCarbamidomethyl [C15] 0.761 4.529725075 19.96 0 2343.183253 3 776.3998413 -1.447095692 -0.001122555 96.47537523

HSTLDFMLGAK 8 21264341 2xTMT6plex [N-Term; K11] 1.036 1.034 1.03 3.814834833 27.47 0 1677.939834 3 559.9842529 -0.97022605 -0.00054266 59.52774145EEIDSILNK 6 21264341 2xTMT6plex [N-Term; K9] 0.777 1.026 0.769 3.313134193 25.54 0 1518.877945 2 759.9415283 -1.425216149 -0.001082365 61.14769673ELSQDSTGR 6 21264341 1xTMT6plex [N-Term] 0.724 0.952 0.867 3.655914783 33.83 0 1221.62726 2 611.3165894 -1.111876844 -0.00067915 17.03793992LYCPVEFSK 10 21264341 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.274 1.28 1.27 3.299422264 36.46 0 1600.880922 2 800.9434814 -0.771918359 -0.000617875 60.94240829
LILDLSMK 4 21264341 2xTMT6plex [N-Term; K8] 1.215 1.051 2.888270617 26.7 0 1390.87438 2 695.940979 0.216797302 0.000150769 84.33946109ADGETILK 10 21264341 2xTMT6plex [N-Term; K8] 1.002 1.066 1.059 3.509611607 35.42 0 1304.782588 2 652.8937988 -1.737372778 -0.001133447 48.77442098

KTCGDVLDNLK 6 21264341 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C3] 1.063 1.266 1.177 3.434945583 9.17 1 1950.129709 3 650.7145386 -0.331417618 -0.000215436 52.1276873YWPTADGR 10 21264341 1xTMT6plex [N-Term] 0.983 1.119 1.013 3.088992357 24.08 0 1194.610488 2 597.8084106 -0.789856566 -0.000471785 33.79958097AIMGSGK 4 21264341 2xTMT6plex [N-Term; K7] 0.822 0.849 2.020117521 16.17 0 1121.675286 2 561.3408203 -0.822194276 -0.000461117 30.603994759156 SNRPA U1 small nuclear ribonucleoprotein A 6626 NP_004587.1 36.17021277 1 6 8 88 282 31.259 9.83 1.2 1.24 1.21 1.22 Significant 0.0000976 KAVQGGGATPVVGAVQGPVPGMPPMTQAPR 4 4759156 2xTMT6plex [N-Term; K1] 0.962 100 4.505583286 30.07 1 3313.827727 3 1105.280518 -0.219494097 -0.000242455 66.3764369HDIAFVEFDNEVQAGAAR 6 4759156 1xTMT6plex [N-Term] 1.021 1.137 0.957 5.369066238 42.15 0 2218.109011 3 740.0414429 0.34464189 0.000254818 58.54101858EVSSATNALR 24 4759156 1xTMT6plex [N-Term] 1.304 1.43 1.477 3.550507069 66.68 0 1276.705845 2 638.8557739 -1.232725959 -0.000786914 108.5906095SMQGFPFYDKPMR 4 4759156 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.008 1.843 1.371 3.09964323 12.27 0 2078.06036 3 688.0258179 -1.233838977 -0.000848086 73.7606939SMQGFPFYDKPMR 6 4759156 2xTMT6plex [N-Term; K10] 1.39 1.083 100 4.132912159 14.04 0 2062.065445 3 688.0258179 -1.233838977 -0.000848086 73.7606939GQAFVIFK 16 4759156 2xTMT6plex [N-Term; K8] 1.348 1.337 1.449 3.342834949 46.19 0 1367.845129 2 684.4203491 -8.558759736 -0.005853529 69.88738179SQETPATK 6 4759156 2xTMT6plex [N-Term; K8] 1.164 1.307 1.133 3.570180416 35.97 0 1319.757101 2 660.3818359 -0.5350871 -0.000353092 19.03302901TDSDIIAK 13 4759156 2xTMT6plex [N-Term; K8] 1.193 1.17 1.147 3.683091164 46.04 0 1320.777503 2 660.8920898 -0.45387092 -0.000299731 37.54610038DALQGFK 8 4759156 2xTMT6plex [N-Term; K7] 1.187 1.194 1.072 3.296316624 25.11 0 1236.735244 2 618.8708496 -0.664080088 -0.000410646 47.12834682
SMQGFPFYDKPMR 1 4759156 2xTMT6plex [N-Term; K10]; 2xOxidation [M2; M12] 1.041 1.206158519 1.55 0 2094.055275 3 688.0258179 -1.233838977 -0.000848086 73.7606939

4759158 SNRPD2 small nuclear ribonucleoprotein Sm D2 isoform 1 6633 NP_004588.1 61.86440678 1 8 8 167 118 13.518 9.91 1.34 1.31 1.35 1.33 Significant 0.0000812
EEEEFNTGPLSVLTQSVK 22 4759158 2xTMT6plex [N-Term; K18] 1.355 1.307 1.514 5.702273846 64.13 0 2465.317556 3 822.4439697 -0.080995778 -6.66E-05 87.82630629REEEEFNTGPLSVLTQSVK 35 4759158 2xTMT6plex [N-Term; K19] 1.331 1.302 1.441 7.155301094 41.75 1 2621.418667 3 874.4772949 -0.509286972 -0.000445018 76.26986745

HCNMVLENVK 10 4759158 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.497 1.391 1.529 4.867899895 54.35 0 1701.918053 2 851.4624023 -0.308159667 -0.000262231 38.63379513
NNTQVLINCR 13 4759158 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.327 1.108 1.301 4.182951927 39.85 0 1460.784112 2 730.8956299 -0.08850341 -6.46E-05 32.16910199SEMTPEELQK 28 4759158 2xTMT6plex [N-Term; K10] 1.271 1.249 1.226 4.167840004 50.5 0 1649.882044 2 825.4439087 -0.910996755 -0.000751519 42.53752743GDSVIVVLR 4 4759158 1xTMT6plex [N-Term] 1.251 0.915 3.413668871 46.75 0 1186.735689 2 593.8717041 0.373177557 0.000221432 53.80189653HCNMVLENVK 5 4759158 2xTMT6plex [N-Term; K10]; 1xOxidation [M4]; 1xCarbamidomethyl [C2] 1.389 1.357 1.341 2.793776751 14.04 0 1717.912968 2 851.4624023 -0.308159667 -0.000262231 38.63379513
EMWTEVPK 19 4759158 2xTMT6plex [N-Term; K8] 1.315 1.312 1.337 2.991718054 25.31 0 1477.812508 2 739.4095459 -0.468708392 -0.000346332 55.5819938EMWTEVPK 15 4759158 2xTMT6plex [N-Term; K8]; 1xOxidation [M2] 1.374 1.266 1.366 2.129602671 22.88 0 1493.807423 2 739.4095459 -0.468708392 -0.000346332 55.5819938NPLIAGK 8 4759158 2xTMT6plex [N-Term; K7] 1.384 1.517 1.408 2.793097019 28.05 0 1170.761065 2 585.8838501 -0.547656312 -0.000320587 44.68176929SEMTPEELQK 8 4759158 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 1.407 1.258 1.083 2.892986536 32.59 0 1665.876959 2 825.4439087 -0.910996755 -0.000751519 42.53752743

31377800 TROVE2 60 kDa SS-A/Ro ribonucleoprotein isoform 2 6738 NP_004591.2 39.21933086 1 19 19 150 538 60.631 8.03 1.1 1.14 1.08 1.11 Significant 0.000254 LGLENAEALIR 8 31377800 1xTMT6plex [N-Term] 0.944 0.958 1.079 3.331592321 43.57 0 1427.841945 2 714.4242554 -0.497567546 -0.000355224 67.93650218TNTPADVFIVFTDNETFAGGVHPAIALR 10 31377800 1xTMT6plex [N-Term] 0.831 0.85 0.83 5.762928486 53.23 0 3202.673428 3 1068.229004 -0.302847378 -0.000323307 102.4820666
FLCFGSEGGTYYIK 20 31377800 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 1.128 1.063 1.151 4.603281021 74.83 0 2100.08762 2 1050.545654 -1.708555498 -0.001794058 82.77104251

IPTHLFTFIQFK 10 31377800 2xTMT6plex [N-Term; K12] 1.312 1.339 1.462 5.231171131 22.88 0 1950.161712 3 650.7260132 0.910058264 0.000591587 98.78561408
MTANSVLEPGNSEVSLVCEK 6 31377800 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C18] 1.363 1.263 1.043 4.609579086 31.07 0 2622.351909 3 874.7890015 0.206644474 0.000180632 66.88041745ALLQEMPLTALLR 14 31377800 1xTMT6plex [N-Term] 0.912 1.351 1.109 3.475962639 53.41 0 1698.018529 3 566.677124 -1.006955848 -0.000569943 106.276701GMLDMCGFDTGALDVIR 6 31377800 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.274 1.964 1.239 2.844883442 45.75 0 2100.012533 2 1050.507202 -2.574167077 -0.002702892 87.47497265EHLLTNHLK 6 31377800 2xTMT6plex [N-Term; K9] 0.997 1.213 0.918 4.513691902 25.5 0 1562.941882 3 521.6514282 -1.37628408 -0.000717017 35.43306192LSHLKPSSEGLAIVTK 4 31377800 3xTMT6plex [N-Term; K5; K16] 1.103 1.055 3.860459089 13.65 0 2367.457842 4 592.618042 -3.169750741 -0.001876063 60.68257771AIADWYNEK 6 31377800 2xTMT6plex [N-Term; K9] 1.149 0.941 0.931 3.806798458 44.61 0 1567.852064 2 784.4284058 -1.613351553 -0.001264748 57.31655089

GCEVIQEIK 14 31377800 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.095 1.309 1.166 3.544885397 51.25 0 1533.871086 2 767.4367676 -3.146974863 -0.002413527 59.38741764
GMLDMCGFDTGALDVIR 4 31377800 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C6] 1.602 2.355581284 29.12 0 2116.007448 2 1050.507202 -2.574167077 -0.002702892 87.47497265

ALDAAFYK 8 31377800 2xTMT6plex [N-Term; K8] 1.039 1.139 1.172 3.453932524 41.18 0 1356.792759 2 678.9001465 0.189873323 0.000128809 57.01693001WRPDEEILK 2 31377800 2xTMT6plex [N-Term; K9] 1.11 3.516321421 14.2 0 1643.952113 3 548.6548462 -1.294098389 -0.000709145 50.84392512
GMLDMCGFDTGALDVIR 2 31377800 1xTMT6plex [N-Term]; 2xOxidation [M2; M5]; 1xCarbamidomethyl [C6] 100 1.920302987 29.38 0 2132.002363 2 1050.507202 -2.574167077 -0.002702892 87.47497265

KMDIPAK 6 31377800 3xTMT6plex [N-Term; K1; K7] 1.015 1.03 2.847143173 14.87 1 1489.937932 3 497.3190002 3.030496992 0.001505084 41.329638YLEAVEK 8 31377800 2xTMT6plex [N-Term; K7] 0.929 1.316 1.112 3.009644985 35.46 0 1309.776774 2 655.3927002 1.030305814 0.000674735 47.52016466KAIADWYNEK 2 31377800 3xTMT6plex [N-Term; K1; K10] 1.271 1.445227861 1.56 1 1925.109959 3 642.375061 0.34828944 0.000223498 50.45516482ALLQEMPLTALLR 2 31377800 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.678 1.220359325 6.17 0 1714.013444 3 566.677124 -1.006955848 -0.000569943 106.276701SFSQEGR 4 31377800 1xTMT6plex [N-Term] 1.184 0.516 2.472455025 14.37 0 1039.536989 2 520.2712402 -1.717227255 -0.000892561 17.56636737TVEPTGK 6 31377800 2xTMT6plex [N-Term; K7] 1.094 1.113 0.738 2.870050669 20.63 0 1189.719259 2 595.364502 2.074292931 0.001233913 23.94153403NFTLDMI 2 31377800 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.237 1.970039845 26.12 0 1098.570263 2 549.7884521 -0.578627646 -0.000317832 66.6993047420149560 STX4 syntaxin-4 isoform 3 6810 NP_004595.2 15.48821549 1 4 4 24 297 34.159 6.28 0.89 0.94 0.87 0.9 Significant 0.000535 AIEPQKEEADENYNSVNTR 6 20149560 2xTMT6plex [N-Term; K6] 0.64 0.858 1.067 4.756540775 17.7 1 2665.346958 3 889.118103 -2.702199032 -0.002400766 33.77420053NILSSADYVER 6 20149560 1xTMT6plex [N-Term] 0.754 0.843 0.819 3.887919188 49.56 0 1495.795388 2 748.3999023 -1.912148227 -0.001430091 48.24259553HSEIQQLER 6 20149560 1xTMT6plex [N-Term] 1.044 0.952 3.936597109 20.31 0 1368.743293 3 456.919281 -0.002493106 -1.14E-06 21.96866322TALENQK 6 20149560 2xTMT6plex [N-Term; K7] 1.265 1.257 0.919 3.034988403 31 0 1261.751622 2 631.3807373 2.041455172 0.001287905 26.327739484759212 TBCA tubulin-specific chaperone A isoform 2 6902 NP_004598.1 59.25925926 1 10 10 74 108 12.847 5.29 1.02 0.99 0.95 0.99 Significant 0.000422 RLEAAYLDLQR 8 4759212 1xTMT6plex [N-Term] 1.13 1.065 0.964 5.576041698 51.08 1 1576.900856 3 526.3050537 -0.157585803 -8.28E-05 48.64924068ILENEKDLEEAEEYK 6 4759212 3xTMT6plex [N-Term; K6; K15] 0.767 0.909 0.858 4.26982832 14.5 1 2539.374626 3 847.1286011 -1.32932231 -0.001125216 70.8285498AEDGENYDIK 18 4759212 2xTMT6plex [N-Term; K10] 0.894 0.867 0.791 4.329774857 48.51 0 1611.826637 2 806.4176025 0.800990687 0.000645529 32.87397626KQAEILQESR 2 4759212 2xTMT6plex [N-Term; K1] 1.068 3.662657499 23.55 1 1659.97939 3 553.9974365 -0.984204802 -0.000544587 32.24645152ILENEKDLEEAEEYKEAR 6 4759212 3xTMT6plex [N-Term; K6; K15] 1.767 1.072 1.226 4.593817234 6.87 2 2895.555443 3 965.8569946 0.340969717 0.000329099 58.27859773AEDGENYDIKK 2 4759212 3xTMT6plex [N-Term; K10; K11] 1.367 3.122762442 14.97 1 1969.084532 3 657.0338135 1.195895681 0.00078494 37.00282998QAEILQESR 8 4759212 1xTMT6plex [N-Term] 0.971 0.921 0.936 3.455790758 47.95 0 1302.721495 2 651.8646851 0.459328559 0.000299189 28.44379849LEAAYLDLQR 2 4759212 1xTMT6plex [N-Term] 0.792 3.328550816 44.57 0 1420.799745 3 474.271698 0.559772159 0.000265108 60.80005893LVLDSVK 16 4759212 2xTMT6plex [N-Term; K7] 1.028 1.091 0.947 2.67037797 38.32 0 1231.802595 2 616.4046631 -0.44293471 -0.000272804 55.28471085MMIPDCQR 6 4759212 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.05 1.005 0.935 2.868755102 19.99 0 1279.61585 2 640.3115234 -0.062303855 -3.99E-05 36.23314014
39777597 TGM2 protein-glutamine gamma-glutamyltransferase 2 isoform a 7052 NP_004604.2 33.62445415 1 22 22 260 687 77.28 5.22 0.83 0.84 0.81 0.83 Significant 0.000114

TVEIPDPVEAGEEVK 4 39777597 2xTMT6plex [N-Term; K15] 1.007 0.883 4.022904396 28.77 0 2070.137072 3 690.7180176 1.172494521 0.000809075 65.77639479YLLNLNLEPFSEK 12 39777597 2xTMT6plex [N-Term; K13] 0.862 0.791 0.82 4.443688869 44.88 0 2038.162499 2 1019.581787 -3.042770757 -0.003100831 95.20598783WDNNYGDGVSPMSWIGSVDILR 18 39777597 1xTMT6plex [N-Term] 0.679 1.101 1.064 6.039209366 76.25 0 2710.313266 3 904.1082764 -1.103310999 -0.000996773 105.6043993MDLLPLHMGLHK 14 39777597 2xTMT6plex [N-Term; K12] 0.753 0.814 0.764 4.976053238 45.59 0 1863.074887 3 621.6958008 -1.093942205 -0.000679365 72.2093117VVTNYNSAHDQNSNLLIEYFR 12 39777597 1xTMT6plex [N-Term] 0.73 0.721 0.983 8.420696259 71.28 0 2726.373558 3 909.4625854 -0.130243467 -0.000118364 71.6522532ALLVEPVINSYLLAER 48 39777597 1xTMT6plex [N-Term] 0.852 0.876 0.897 5.097864628 65.52 0 2029.189493 3 677.067749 -0.393930527 -0.000266453 98.78617204SEGTYCCGPVPVR 17 39777597 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C7] 0.807 0.79 0.952 4.243057251 57.94 0 1710.814092 2 855.9104004 -0.331993261 -0.000283989 33.25076128



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
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GQPFWLTLHFEGR 6 39777597 1xTMT6plex [N-Term] 1.118 0.89 0.957 5.183574677 48.82 0 1816.969605 3 606.3276367 -0.686700398 -0.000415905 79.50244748SVPLCILYEK 26 39777597 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.937 0.973 0.957 4.214790821 52.49 0 1679.980636 2 840.4932251 -0.870506871 -0.000731217 75.23021374
NEFGEIQGDK 12 39777597 2xTMT6plex [N-Term; K10] 0.852 0.852 0.849 4.117239952 47.91 0 1594.847707 2 797.9276123 0.150960731 0.00012038 39.33835673
DCLTESNLIK 12 39777597 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.839 0.798 0.78 3.973497868 59.59 0 1650.913679 2 825.960083 -0.478040969 -0.000394602 51.76722845

LVVNFESDKLK 7 39777597 3xTMT6plex [N-Term; K9; K11] 1.521 1.064 1.558 5.090687275 18.38 1 1979.214424 3 660.4068604 -4.242377788 -0.002798858 68.12558236DLYLENPEIK 14 39777597 2xTMT6plex [N-Term; K10] 0.855 0.872 0.811 4.169630051 43.88 0 1691.962009 2 846.4832153 -1.687174962 -0.001427318 67.9845304MDLLPLHMGLHK 6 39777597 2xTMT6plex [N-Term; K12]; 1xOxidation [M8] 0.782 0.777 2.451734781 28.2 0 1879.069802 3 621.6958008 -1.093942205 -0.000679365 72.2093117YPEGSSEER 12 39777597 1xTMT6plex [N-Term] 0.77 0.866 0.721 3.698230267 40.62 0 1282.611276 2 641.8091431 -0.207738067 -0.000133224 16.46965965LVVNFESDK 5 39777597 2xTMT6plex [N-Term; K9] 0.691 0.887 3.462481022 28.64 0 1508.872465 2 754.9385986 -1.686586795 -0.001272422 61.04676695EDITHTYKYPEGSSEER 2 39777597 2xTMT6plex [N-Term; K8] 1.865 4.458255768 0.76 1 2499.240368 4 625.5651855 -0.582417969 -0.000363901 29.78370757EDITHTYK 12 39777597 2xTMT6plex [N-Term; K8] 0.697 0.663 0.655 3.202663898 17.79 0 1464.809865 3 488.9414368 -0.073864375 -3.61E-05 25.61384891DHHTADLCR 6 39777597 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.705 0.754 0.754 3.749074697 31.46 0 1353.653098 3 451.8891296 -0.194033453 -8.76E-05 14.39159412SSPVYVGR 4 39777597 1xTMT6plex [N-Term] 0.901 0.764 2.670318604 24.5 0 1093.620325 2 547.3132324 -1.039159774 -0.000568223 22.78128477SLIVGLK 6 39777597 2xTMT6plex [N-Term; K7] 0.89 0.918 0.882 3.03136301 37.7 0 1187.812766 2 594.4099121 -0.183834739 -0.000109181 61.49095273EGDLSTK 4 39777597 2xTMT6plex [N-Term; K7] 0.67 0.728 2.333509445 32.27 0 1207.693439 2 604.3504639 0.175967152 0.000106257 23.20899978NVIIGPA 1 39777597 1xTMT6plex [N-Term] 0.822 2.208034754 43.52 0 912.5715837 2 456.7868652 -5.621269982 -0.002564906 46.821036254759270 TSN translin isoform 1 7247 NP_004613.1 39.9122807 1 10 10 71 228 26.167 6.44 0.9 0.96 0.87 0.91 Significant 0.000844 KVEEVVYDLSIR 12 4759270 2xTMT6plex [N-Term; K1] 1.021 1.046 1.172 4.917932034 41.9 1 1908.120634 3 636.7109985 -1.148839592 -0.000730708 66.9698392EAVTEILGIEPDREK 8 4759270 2xTMT6plex [N-Term; K15] 0.958 0.941 0.964 6.509876251 47.37 1 2157.21672 2 1079.109375 -2.431906796 -0.002623075 64.52681514EILTLLQGVHQGAGFQDIPK 14 4759270 2xTMT6plex [N-Term; K20] 0.776 0.754 0.745 7.213171959 46.53 0 2622.501943 3 874.8383179 -0.588147026 -0.000514139 93.49682903KVVQSLEQTAR 8 4759270 2xTMT6plex [N-Term; K1] 0.843 0.609 0.945 4.220024586 29.77 1 1717.037239 3 573.0167847 -0.837801336 -0.000479512 40.47574264
ETAAACVEK 12 4759270 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 0.989 1.038 0.981 3.974948645 57.68 0 1436.781936 2 718.8934937 -1.549000065 -0.001112788 27.11362432EAVTEILGIEPDR 2 4759270 1xTMT6plex [N-Term] 0.949 3.819038153 14.33 0 1670.916232 2 835.9614868 -0.319912619 -0.000267274 74.7591718TKFPAEQYYR 3 4759270 2xTMT6plex [N-Term; K2] 1.233 1.421 3.483464241 3.72 1 1760.973576 3 587.6610718 -2.790710794 -0.001638123 40.82710013FPAEQYYR 4 4759270 1xTMT6plex [N-Term] 0.8 1.009 2.870296478 18.74 0 1302.668003 2 651.8363647 -1.95768055 -0.001275104 42.68440978THLTSLK 6 4759270 2xTMT6plex [N-Term; K7] 1.007 1.083 1.043 2.940674782 22.05 0 1257.793093 3 419.9356384 -0.581229775 -0.000243689 33.53887446EHFGTVK 2 4759270 2xTMT6plex [N-Term; K7] 1.053 2.57006216 5.62 0 1275.746143 3 425.9201965 -0.083535734 -3.55E-05 27.43256429156627581 TTC4 tetratricopeptide repeat protein 4 isoform 1 7268 NP_004614.3 27.64857881 1 6 6 20 387 44.65 5.6 1.05 1.29 1.47 1.27 Significant 0.00905

ALTPAFLVCVGSSPFCK 4 156627581 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C9; C16] 1.46 2.312 4.251312733 48.73 0 2312.254702 3 771.4222412 -1.095051157 -0.000844012 98.49294531
ENPDLACLQSIIFDEER 2 156627581 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.019 5.227278709 35.52 0 2278.122278 3 760.0432739 -3.076846543 -0.002336478 91.32343376LSEAACEDEDSASEGLGELFLDGLSTENPHGAR 4 156627581 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 3.76164937 31.68 0 3705.702358 3 1235.907837 1.780980109 0.002199927 88.27216071

HFAEAVNWCDEGLQIDAK 2 156627581 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 1.386 3.294426918 15.13 0 2561.285879 3 854.4335938 0.136376811 0.000116433 65.86165329
NQNEALLQAIK 2 156627581 2xTMT6plex [N-Term; K11] 0.979 3.189931631 22.08 0 1700.01069 2 850.5081177 -1.018504441 -0.000865734 58.88380824STLLQVLQHQR 6 156627581 1xTMT6plex [N-Term] 1.045 1.209 4.703362465 42.68 0 1551.916841 3 517.9768677 -0.509713301 -0.000263678 58.6781477224809295 XPC DNA repair protein complementing XP-C cells 7508 NP_004619.3 6.914893617 1 4 4 20 940 105.887 8.9 0.85 0.97 0.96 0.93 Significant 0.00172

SLLPVKPVEIEIETPEQAK 6 224809295 3xTMT6plex [N-Term; K6; K19] 0.973 0.854 0.769 5.731406212 16.87 0 2807.673708 3 936.5623169 -0.466815785 -0.000436889 84.62909403KDPSLPAASSSSSSSK 4 224809295 3xTMT6plex [N-Term; K1; K16] 0.811 0.984 6.109402657 57.92 1 2223.243552 3 741.7528076 0.142846051 0.000105861 31.32049105
SIAGIDQWLEVFCEQEEK 6 224809295 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C13] 0.95 1.352 1.865 5.290596485 62.06 0 2639.342725 3 880.4523926 -0.038007806 -3.34E-05 110.1073681

DVDTYYLSNLVK 4 224809295 2xTMT6plex [N-Term; K12] 0.906 1.041 3.927637577 37.68 0 1888.046801 2 944.5234985 -3.750113442 -0.003540195 75.0061672734147513 RAB7A ras-related protein Rab-7a 7879 NP_004628.4 80.19323671 1 17 17 219 207 23.475 6.7 1.32 1.34 1.27 1.31 Significant 0.000252 DPENFPFVVLGNK 26 34147513 2xTMT6plex [N-Term; K13] 1.332 1.451 1.33 3.89290905 41.12 0 1934.07877 3 645.3643799 -0.094774611 -6.11E-05 87.88725353EAINVEQAFQTIAR 15 34147513 1xTMT6plex [N-Term] 1.232 1.1 1.224 4.931401253 62.28 0 1818.991128 3 607.0022583 0.601351116 0.000364617 76.89472468LVTMQIWDTAGQER 30 34147513 1xTMT6plex [N-Term] 1.308 1.424 1.233 4.400961876 49.91 0 1876.978849 2 938.9926758 -0.412161011 -0.000386809 71.46252675NALKQETEVELYNEFPEPIK 2 34147513 3xTMT6plex [N-Term; K4; K20] 1.517 3.63947773 20.58 1 3078.696628 4 770.4289551 -0.856796826 -0.000659454 76.06958998TSLMNQYVNKK 6 34147513 3xTMT6plex [N-Term; K10; K11] 1.337 1.687 1.852 3.82476902 41.13 1 2013.176993 3 671.7298584 -0.979086635 -0.000657025 50.2315974
GADCCVLVFDVTAPNTFK 18 34147513 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C4; C5] 2.844 2.384 3.007 5.471567154 48.6 0 2472.266724 3 824.7589722 -1.763679482 -0.001453429 82.4458299
QETEVELYNEFPEPIKLDK 10 34147513 3xTMT6plex [N-Term; K16; K19] 1.148 1.163 1.185 6.158080578 32.76 1 3008.64353 3 1003.550903 -1.785973981 -0.00179112 83.05614824TLDSWRDEFLIQASPR 13 34147513 1xTMT6plex [N-Term] 1.493 1.233 1.138 4.553990364 34.5 1 2163.139583 3 721.7171021 -1.308236268 -0.000943299 81.34809623NALKQETEVELYNEFPEPIKLDK 4 34147513 4xTMT6plex [N-Term; K4; K20; K23] 4.408 1.428 5.861225605 9.21 2 3664.06553 4 916.7714844 -0.388221769 -0.000355618 82.50797205VIILGDSGVGK 24 34147513 2xTMT6plex [N-Term; K11] 1.302 1.37 1.327 4.394892693 66.69 0 1515.95105 2 758.4790649 -0.129883605 -9.84E-05 70.40814965TSLMNQYVNK 14 34147513 2xTMT6plex [N-Term; K10] 1.312 1.229 1.202 4.690710068 39.08 0 1655.919098 2 828.4627686 -0.505804073 -0.000418785 49.14985429NNIPYFETSAK 6 34147513 2xTMT6plex [N-Term; K11] 1.418 1.249 4.451758385 48.99 0 1741.952507 3 581.3220825 -0.466322361 -0.00027077 55.93702998FQSLGVAFYR 10 34147513 1xTMT6plex [N-Term] 1.387 1.726 1.169 4.425274372 53.12 0 1416.783701 2 708.8942871 -1.696731299 -0.001201951 69.60182065ATIGADFLTK 21 34147513 2xTMT6plex [N-Term; K10] 1.299 1.273 4.31256628 58.97 0 1494.893201 2 747.9501953 -0.058161345 -4.35E-05 67.10080764DEFLIQASPR 6 34147513 1xTMT6plex [N-Term] 0.883 1.101 0.995 4.195269108 50.39 0 1404.768445 2 702.8847656 -4.406897109 -0.003095335 50.25066862LVTMQIWDTAGQER 4 34147513 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.212 3.33869791 18.7 0 1892.973764 2 938.9926758 -0.412161011 -0.000386809 71.46252675

AQAWCYSK 4 34147513 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.36 1.116 2.880315542 20.37 0 1471.776791 2 736.3922119 0.241774518 0.000177919 40.45720811
EVMVDDR 6 34147513 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.188 1.19 1.198 2.268180609 30.41 0 1108.55059 2 554.7779541 -1.767079366 -0.000979448 20.57917703149158692 BAG6 large proline-rich protein BAG6 isoform a 7917 NP_004630.3 23.14487633 1 16 16 82 1132 119.334 5.6 1.09 1.06 1.05 1.07 Significant 0.000127 APPQTHLPSGASSGTGSASATHGGGSPPGTR 2 149158692 1xTMT6plex [N-Term] 1.009 7.547277927 24.64 0 3014.487753 4 754.3776245 0.30363264 0.000228824 25.4768753ESFSLVQVQPGVDIIR 10 149158692 1xTMT6plex [N-Term] 1.381 1.15 5.61397028 45.55 0 2016.132707 2 1008.570251 0.257790415 0.00025987 79.8065479DLEAPEVQESYR 6 149158692 1xTMT6plex [N-Term] 1.052 1.04 1.054 4.127669334 43.58 0 1664.832896 2 832.9200439 -0.050809529 -4.23E-05 38.79321454APAQNPELTPGPAPAGPTPAPETNAPNHPSPAEYVEVLQELQR 2 149158692 1xTMT6plex [N-Term] 1.567 3.971810341 19.99 0 4682.368813 4 1171.3479 0.204807126 0.000239746 87.35533535LLGNTFVALSDLR 6 149158692 1xTMT6plex [N-Term] 0.857 1.008 1.475 5.533642292 82.68 0 1647.963122 2 824.484314 -1.074623751 -0.00088547 93.95104752LQVVLEHMPVGPDAILR 6 149158692 1xTMT6plex [N-Term] 1.098 1.094 1.059 5.217261314 49.12 0 2116.214996 3 706.0774536 1.328390475 0.000937053 94.47219724MATHTLITGLEEYVR 6 149158692 1xTMT6plex [N-Term] 1.131 1.389 0.897 4.665688038 31.21 0 1963.052013 3 655.0223999 0.322455557 0.000210999 75.64655425LINLVGESLR 8 149158692 1xTMT6plex [N-Term] 0.816 0.967 1.2 4.072659969 42.63 0 1342.825566 2 671.9139404 -3.695223527 -0.00248102 76.44186464ENASPAPGTTAEEAMSR 4 149158692 1xTMT6plex [N-Term] 0.814 2.12 3.511290789 48.73 0 1947.927935 2 974.4666138 -1.018595658 -0.000992075 30.85274649LVMAQHMIR 2 149158692 1xTMT6plex [N-Term] 1.218 4.109961033 46.29 0 1327.753998 3 443.2558289 -0.80196161 -0.000354936 45.34240498LQEYNVGGK 6 149158692 2xTMT6plex [N-Term; K9] 1.22 0.993 0.969 4.018651962 40.53 0 1465.8415 2 733.4240112 -0.514311447 -0.00037695 41.65590159DEQDGASAETEPWAAAVPPEWVPIIQQDIQSQR 2 149158692 1xTMT6plex [N-Term] 2.698955536 3.22 0 3890.90344 3 1297.637695 -1.261347801 -0.001635928 100.6482432LQVVLEHMPVGPDAILR 2 149158692 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.106 3.012922287 26.05 0 2132.209911 3 706.0774536 1.328390475 0.000937053 94.47219724LQEDPNYSPQR 10 149158692 1xTMT6plex [N-Term] 1.069 1.071 1.288 3.715913057 39.31 0 1575.796451 2 788.4014282 -0.55275203 -0.000435512 27.81451969DIQTLLSR 2 149158692 1xTMT6plex [N-Term] 0.917 2.953743696 27.37 0 1174.699303 2 587.8535156 0.38429409 0.000225715 54.16168828GPPPAPEGGSR 4 149158692 1xTMT6plex [N-Term] 0.984 0.931 3.331581354 25.49 0 1250.669066 2 625.8378296 -0.546203893 -0.00034156 18.08440075VLQDDKK 4 149158692 3xTMT6plex [N-Term; K6; K7] 1.147 1.072 1.046 2.733893394 0.96 1 1532.961504 3 511.6583252 -0.705839031 -0.000360675 31.334742374758876 PABPN1 polyadenylate-binding protein 2 8106 NP_004634.1 31.04575163 1 8 8 59 306 32.729 5.06 1.27 1.39 1.45 1.37 Significant 0.00149 GFAYIEFSDKESVR 6 4758876 2xTMT6plex [N-Term; K10] 1.433 2.069 1.472 5.500223637 28.09 1 2106.127176 3 702.713623 -0.408545782 -0.000286816 64.0287346TSLALDESLFR 13 4758876 1xTMT6plex [N-Term] 1.306 1.477 1.754 5.06293726 62.29 0 1480.820875 2 740.9108887 -4.304380333 -0.003187008 65.06997946APPGAPGPGPGSGAPGSQEEEEEPGLVEGDPGDGAIEDPELEAIK 3 4758876 2xTMT6plex [N-Term; K45] 1.585 4.367887974 23.42 0 4764.305218 4 1191.831787 0.021133721 2.52E-05 73.41607585

GFAYIEFSDK 6 4758876 2xTMT6plex [N-Term; K10] 1.045 1.091 3.98118639 52.18 0 1634.88303 2 817.9442749 -1.074673405 -0.000878483 69.07168089LKELQNEVEK 7 4758876 3xTMT6plex [N-Term; K2; K10] 1.475 1.587 1.754 5.603496075 26.45 1 1917.162389 3 639.7236938 -3.056865222 -0.001953502 51.60800079EMEEEAEK 6 4758876 2xTMT6plex [N-Term; K8] 1.335 1.366 1.603 3.588579178 39.35 0 1452.729232 2 726.8672485 -1.384414689 -0.00100559 23.96962084ELQNEVEK 6 4758876 2xTMT6plex [N-Term; K8] 1.65 1.271 1 2.818849802 22.32 0 1446.82043 2 723.9135132 -0.470108659 -0.000340081 33.59105107
VTILCDK 12 4758876 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.112 1.485 1.275 2.772895098 37.62 0 1306.78048 2 653.8939209 0.065333754 4.27E-05 50.510831064758024 COIL coilin 8161 NP_004636.1 13.02083333 1 7 7 42 576 62.57 9.07 1.1 1.4 1.03 1.18 Significant 0.00917 DYSLLPLLAAAPQVGEK 6 4758024 2xTMT6plex [N-Term; K17] 1.42 1.382 0.889 5.243477345 45.4 0 2243.305141 3 748.4394531 -0.594883405 -0.000444835 99.38496591KDYSLLPLLAAAPQVGEK 6 4758024 3xTMT6plex [N-Term; K1; K18] 1.011 1.381 1.453 6.128603935 46.24 1 2600.563036 3 867.5239258 -2.234706935 -0.001937165 92.41918895

ATCGTVGDDNEEAK 6 4758024 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 0.955 100 1.229 3.360594034 74.47 0 1924.932242 2 962.9683838 -1.428944778 -0.001375311 37.05993557
LLELTSSYSPDVSDYK 6 4758024 2xTMT6plex [N-Term; K16] 0.818 2.101 1.327 3.974802732 34.27 0 2275.210965 2 1138.107666 -1.278992935 -0.001454989 76.67820605VVTDLISLIR 6 4758024 1xTMT6plex [N-Term] 1.472 1.633 4.206592083 31.37 0 1357.861617 2 679.4336548 -1.166893347 -0.00079224 103.1728AVTDQTVSK 6 4758024 2xTMT6plex [N-Term; K9] 1.349 1.271 0.883 3.266135216 53.38 0 1406.825515 2 703.9161377 -0.367166624 -0.00025827 28.20730461EENLFSWK 6 4758024 2xTMT6plex [N-Term; K8] 0.739 0.8 0.51 3.001589537 15.15 0 1510.830601 2 755.9188232 -0.152793851 -0.000115423 68.6606482524234683 USP11 ubiquitin carboxyl-terminal hydrolase 11 8237 NP_004642.2 7.061266874 1 4 4 13 963 109.747 5.45 1.11 1.04 0.93 1.03 Significant 0.00259 VEVYPVELLLVR 4 24234683 1xTMT6plex [N-Term] 1.082 1.062 3.537860394 49.52 0 1658.00901 2 829.5077515 -0.472566981 -0.00039176 103.1800883ISDLCVALSK 2 24234683 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.163 3.757525444 34.78 0 1563.918036 2 782.4609985 -2.119880717 -0.00165766 68.15795093

LYQLEEPLSSILDRDDIFVYEVSGR 5 24234683 1xTMT6plex [N-Term] 1.19 1.193 0.931 4.430583954 9.25 1 3185.656775 3 1062.561646 4.271663396 0.004536018 110.0701764DLDFSEFVIQPQNESNPELYK 2 24234683 2xTMT6plex [N-Term; K21] 0.632 2.758661985 17.35 0 2970.513689 3 990.8407593 -2.007880991 -0.001988146 87.01009827118402596 CDC23 cell division cycle protein 23 homolog 8697 NP_004652.2 11.22278057 1 5 5 14 597 68.79 7.02 1.04 1.14 1.03 1.07 Significant 0.00108
LHEQLTESEQAAQCYIK 2 118402596 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C14] 1.143 4.391066074 10.96 0 2506.301194 3 836.1051636 -0.102508567 -8.56E-05 55.82028614

LWDEASTCAQK 2 118402596 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 0.817 3.162648201 33.24 0 1766.914741 2 883.9597168 -1.462564203 -0.001292113 47.19981987ALSIFNELR 6 118402596 1xTMT6plex [N-Term] 1.043 1.142 1.241 3.344001532 33.23 0 1291.757152 2 646.3820801 -0.208145741 -0.000134437 75.8147536AWYGLGQTYEILK 2 118402596 2xTMT6plex [N-Term; K13] 1.267 3.534591675 21.19 0 2000.12572 2 1000.566467 -0.030962897 -3.10E-05 83.83871904
SELSYLAHNLCEIDKYR 2 118402596 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 0.983 3.669125319 2.67 1 2569.348479 4 643.0916748 -1.404870254 -0.0009024 73.21006841

157412280 ASH2L set1/Ash2 histone methyltransferase complex subunit ASH2 isoform a 9070 NP_004665.2 10.82802548 1 6 6 31 628 68.679 5.69 1.49 0.87 1.32 1.23 Significant 0.022
LGWSQPLGNLQAPLGYDK 6 157412280 2xTMT6plex [N-Term; K18] 1.525 0.875 1.092 4.807784081 52.24 0 2415.343651 3 805.7872314 1.444819637 0.001163245 84.81635388DIFEGVYFPAISLYK 8 157412280 2xTMT6plex [N-Term; K15] 2.197 1.883 2.391 4.360998154 32.58 0 2220.235664 3 740.7497559 -0.427806782 -0.000316611 108.673878SDPLFSAQR 6 157412280 1xTMT6plex [N-Term] 1.374 1.355 1.224 3.059254646 11.89 0 1249.673817 2 625.3393555 -1.906411472 -0.001191196 46.07210007DKDIIPFIDK 6 157412280 3xTMT6plex [N-Term; K2; K10] 1.469 1.273 1.304 3.886628151 13.85 1 1891.150762 3 631.0548096 -0.468539622 -0.00029536 73.55045544FHQSIGK 4 157412280 2xTMT6plex [N-Term; K7] 1.174 0.563 2.405538321 4.22 0 1274.762127 3 425.5921326 -0.221919773 -9.43E-05 28.19258266SLPDTYKDK 1 157412280 3xTMT6plex [N-Term; K7; K9] 1.383 2.421765566 1.54 1 1754.030312 3 585.34729 -1.707623176 -0.000998408 50.65420682134142348 MTMR6 myotubularin-related protein 6 9107 NP_004676.3 8.695652174 1 4 4 13 621 71.922 7.66 1.16 0.84 0.84 0.94 Significant 0.0125 LQGWQLIDLAEEYKR 6 134142348 2xTMT6plex [N-Term; K14] 1.156 1.001 1.004 5.42762804 35.82 1 2320.306538 3 774.105896 -1.466556967 -0.001134287 93.98880309ELLHSVHPESPNLK 3 134142348 2xTMT6plex [N-Term; K14] 0.741 0.818 4.501161575 18.08 0 2058.174795 4 515.2974243 -3.366028187 -0.001731969 43.66423734GYENEDNYSNIR 3 134142348 1xTMT6plex [N-Term] 100 2.395292044 7.29 0 1702.787008 2 851.8973999 0.302389368 0.000257452 24.67989173TYSLWPFLLEDQK 1 134142348 2xTMT6plex [N-Term; K13] 1.124 1.373557448 0 2098.162499 3 700.0579224 -1.565855913 -0.00109514 102.8428996188219599 NMI N-myc-interactor 9111 NP_004679.2 28.99022801 1 8 8 34 307 35.035 5.34 0.76 0.73 0.76 0.75 Significant 0.000178 DVNLEVTAKPVPLNSGVR 2 188219599 2xTMT6plex [N-Term; K9] 1.213 4.011660099 20.92 0 2366.380765 3 789.4659424 1.060183752 0.000836266 58.65468412LETELQEATK 6 188219599 2xTMT6plex [N-Term; K10] 0.57 0.796 0.718 3.752750158 63.25 0 1619.925623 2 810.465332 -1.380135895 -0.001117859 54.42846878KYQIFSGTSK 6 188219599 3xTMT6plex [N-Term; K1; K10] 0.801 0.775 0.829 3.636389494 24.24 1 1846.104146 3 616.0384521 -1.810588365 -0.001114178 46.34073639INVTEIPDTLREDQMR 2 188219599 1xTMT6plex [N-Term] 0.981 4.324441433 16.13 1 2159.132783 3 720.3814087 -1.440391163 -0.001036665 62.5152542VTVSPYTEIHLK 6 188219599 2xTMT6plex [N-Term; K12] 0.795 0.79 0.794 4.492841244 30.52 0 1845.088606 3 615.7011108 0.093838058 5.77E-05 60.34664566DKLELSFSK 4 188219599 3xTMT6plex [N-Term; K2; K9] 0.897 0.721 3.122223377 13.86 1 1754.066698 3 585.361145 1.245219807 0.000728066 59.67892936VPYEIQK 2 188219599 2xTMT6plex [N-Term; K7] 0.765 2.860392332 31.01 0 1334.808409 2 667.9078369 -0.008676807 -5.79E-06 46.99533686EDIPETK 6 188219599 2xTMT6plex [N-Term; K7] 0.671 0.611 0.649 2.480355024 20.46 0 1289.735303 2 645.3713989 0.168911839 0.000108926 44.11096072

115527080 MTA1 metastasis-associated protein MTA1 isoform MTA1 9112 NP_004680.2 13.84615385 1 5 9 40 715 80.735 9.26 1.29 1.29 1.07 1.21 Significant 0.00361
DISSTLIALADK 10 115527080 2xTMT6plex [N-Term; K12] 1.406 1.393 1.168 3.372292995 28.86 0 1705.014772 3 569.0095215 -0.446498697 -0.000253762 84.29835283LETQVWEAHNPLTDK 3 115527080 2xTMT6plex [N-Term; K15] 1.001 0.956 3.633486748 19.3 0 2239.212303 3 747.0744629 -1.548512448 -0.001155816 63.70456182YQADITDLLK 4 115527080 2xTMT6plex [N-Term; K10] 1.129 1.185 3.318736792 23.32 0 1637.951444 2 819.479248 -0.137089687 -0.000112273 75.63614538QIDQFLVVAR 6 115527080 1xTMT6plex [N-Term] 1.631 1.495 2.124 4.149220467 34.8 0 1417.836465 2 709.4223022 0.608365075 0.000431281 67.66999759DFTDIQQDFLPWK 4 115527080 2xTMT6plex [N-Term; K13] 1.463 1.172 3.159743309 7.82 0 2111.121363 3 704.3781738 -0.660537878 -0.000464825 93.69117449ALDCSSSVR 6 115527080 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.489 1.56 1.144 3.643798351 37.11 0 1223.625152 2 612.3163452 0.213749846 0.000130775 20.52689485QPSLHMSAAAASR 4 115527080 1xTMT6plex [N-Term] 1.949 1.852 3.703778028 11.43 0 1555.821226 3 519.2775879 -1.93817135 -0.001005149 26.76755167AAEAESK 2 115527080 2xTMT6plex [N-Term; K7] 0.897 1.789522648 1.5 0 1163.667224 2 582.3364258 -1.417018084 -0.000824469 105.2473823LDGERPGPNR 1 115527080 1xTMT6plex [N-Term] 0.797 2.571839809 0 1339.727977 3 447.2471619 -0.780116796 -0.000348381 19.0000826919913432 ATP6V0D1 V-type proton ATPase subunit d 1 9114 NP_004682.2 43.3048433 1 12 12 86 351 40.303 5 0.94 0.94 0.96 0.94 Significant 0.0000496 LLFEGAGSNPGDK 10 19913432 2xTMT6plex [N-Term; K13] 0.909 0.954 0.928 4.642873764 43.84 0 1762.97397 2 881.9902954 -0.372160734 -0.000328055 58.85131341

AGVLSQADYLNLVQCETLEDLK 2 19913432 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C15] 6.887070179 39.44 0 2937.564345 3 979.8601685 0.547195195 0.000535807 96.1780768
LHLQSTDYGNFLANEASPLTVSVIDDR 6 19913432 1xTMT6plex [N-Term] 1.224 100 0.603 7.595361233 64.32 0 3204.637437 3 1068.884277 0.262760224 0.000280684 83.37301842LYPEGLAQLAR 6 19913432 1xTMT6plex [N-Term] 0.722 0.683 0.655 3.503639936 25.47 0 1459.84703 2 730.427063 -0.123720796 -9.03E-05 68.44407549NVADYYPEYK 6 19913432 2xTMT6plex [N-Term; K10] 1.045 0.975 1.029 3.778710365 41.86 0 1719.899408 2 860.4525146 -0.962709282 -0.000827882 48.97657718NIVWIAECIAQR 12 19913432 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.172 1.315 1.194 4.294622421 29.68 0 1701.930777 3 567.9818726 0.169117208 9.59E-05 91.86321153AFIITINSFGTELSKEDR 8 19913432 2xTMT6plex [N-Term; K15] 1.068 1.223 3.668979883 15.79 1 2499.38591 3 833.7985229 -1.958237951 -0.001631464 88.99104661AYLESFYK 6 19913432 2xTMT6plex [N-Term; K8] 1.295 1.065 1.146 3.375357151 43.15 0 1478.829538 2 739.9172363 -1.583734764 -0.001171037 59.4038022SIAELVPK 12 19913432 2xTMT6plex [N-Term; K8] 0.919 0.946 1.002 3.047526836 28.8 0 1314.839709 2 657.9230957 -0.603970008 -0.000397062 61.28976377ADDYEQVK 6 19913432 2xTMT6plex [N-Term; K8] 0.851 0.922 0.894 2.963418245 38.21 0 1425.762581 2 713.3853149 0.541859369 0.000386281 28.87087551FFEHEVK 6 19913432 2xTMT6plex [N-Term; K7] 0.849 0.883 0.9 3.501410723 23.89 0 1393.788008 3 465.2677307 0.452858447 0.000210396 51.81363816IDNYIPIF 10 19913432 1xTMT6plex [N-Term] 0.948 0.992 0.829 2.532366991 49.65 0 1223.687342 2 612.3466797 -1.0287064 -0.000629407 95.7122663424431950 PRPF4 U4/U6 small nuclear ribonucleoprotein Prp4 isoform 1 9128 NP_004688.2 29.31034483 1 13 13 90 522 58.412 7.42 1.24 1.28 1.25 1.26 Significant 0.0000915 ALGEPITLFGEGPAER 20 24431950 1xTMT6plex [N-Term] 1.386 1.211 0.914 5.179566383 66 0 1886.022094 2 943.5142212 -0.491928059 -0.000463894 73.17511048NILSVVGTDALK 12 24431950 2xTMT6plex [N-Term; K12] 1.292 1.323 1.274 5.0867939 55.55 0 1688.035842 2 844.5201416 -1.679903237 -0.001417868 83.98228607SKEEYQQTWYHEGPNSLK 6 24431950 3xTMT6plex [N-Term; K2; K18] 1.313 1.315 1.291 5.185889244 27.06 1 2911.519333 4 728.6342773 -1.392127112 -0.001013301 48.79879514

DVNLASCAADGSVK 10 24431950 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 1.379 1.348 1.527 5.296669483 69.53 0 1864.983883 2 932.9955444 -0.038098352 -3.55E-05 44.30527309
KPHIYYGSLEEK 4 24431950 3xTMT6plex [N-Term; K1; K12] 1.117 1.321 3.688636541 14.1 0 2151.241702 4 538.56604 0.292192295 0.000157144 44.46057286QAEVLAEFER 6 24431950 1xTMT6plex [N-Term] 1.603 1.457 1.445 3.885893106 42.22 0 1420.76336 2 710.8852539 -0.090590385 -6.44E-05 54.52597345LWIANYSLPR 2 24431950 1xTMT6plex [N-Term] 1.073 3.463639259 27.59 0 1461.841551 2 731.4246826 0.367963528 0.000268952 74.18241799LWSVPDCNLLHTLR 6 24431950 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.981 1.027 100 5.340617657 35.94 0 1953.057768 3 651.6887817 -3.059789246 -0.001991982 77.43285971IWTHPGWSPLK 8 24431950 2xTMT6plex [N-Term; K11] 0.77 1.122 1.355 3.477050304 38.22 0 1780.031032 3 594.0137939 -2.361315049 -0.001401071 67.28914766TSQMQELHK 4 24431950 2xTMT6plex [N-Term; K9] 1.063 1.063 3.505606413 19.61 0 1559.861583 3 520.6248169 -1.080728203 -0.000561929 30.48897867GESGILGK 6 24431950 2xTMT6plex [N-Term; K8] 1.113 1.298 1.235 2.588866472 31.85 0 1218.745809 2 609.8764038 -0.227736424 -0.000138776 37.41337744QINVSTDDSEVK 4 24431950 2xTMT6plex [N-Term; K12] 1.453 1.533 3.16685915 34.24 0 1792.969279 2 896.9882202 -0.06411728 -5.75E-05 39.89616289EIPETTR 2 24431950 1xTMT6plex [N-Term] 1.377 2.471751213 28.53 0 1074.599255 2 537.8031006 -0.307359347 -0.000165144 21.589192334758556 PRPF3 U4/U6 small nuclear ribonucleoprotein Prp3 9129 NP_004689.1 31.47877013 1 18 18 74 683 77.481 9.5 1.26 1.21 1.28 1.25 Significant 0.000277 DVNVVVVEGGPK 6 4758556 2xTMT6plex [N-Term; K12] 1.256 1.606 1.402 4.76248455 54.55 0 1669.988892 2 835.4987793 0.832241314 0.000694917 54.06964673

VLGFSEPTVVTAALNCVGK 6 4758556 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C16] 1.265 1.395 1.358 6.106604099 63.1 0 2420.362338 3 807.4594116 0.555058745 0.000447814 98.054227
FEEVEEEPEVIPGPPSESPGMLTK 2 4758556 2xTMT6plex [N-Term; K24] 1.33 5.205776215 32.93 0 3085.569155 3 1029.192749 -1.769880827 -0.001820363 74.90414103EVFGDDSEISK 6 4758556 2xTMT6plex [N-Term; K11] 1.334 1.253 1.155 4.36655283 60.97 0 1683.884152 2 842.4454956 -0.259904496 -0.000218825 47.79175208LKEDISQGVHISVYR 2 4758556 2xTMT6plex [N-Term; K2] 1.254 4.771789074 35.65 1 2202.264673 4 551.3218994 0.497195575 0.000273739 56.71855756LQAEISQAAR 4 4758556 1xTMT6plex [N-Term] 1.165 1.461 3.715438366 36.76 0 1315.75313 2 658.3790894 -1.69296125 -0.00111376 38.78427785ELDELKPWIEK 6 4758556 3xTMT6plex [N-Term; K6; K11] 1.269 1.335 2.29 2.645202875 9.14 0 2087.235554 3 696.4169312 0.32890731 0.000228836 74.2434247AADHLKPFLDDSTLR 2 4758556 2xTMT6plex [N-Term; K6] 1.229 3.651246786 13.91 0 2157.206824 4 540.0574951 0.615137471 0.000331745 54.29152328LFEAVEEGR 4 4758556 1xTMT6plex [N-Term] 1.116 1.414 3.365177393 34.95 0 1278.689132 2 639.8476563 -0.857534464 -0.00054826 52.09027611QMMEAATR 2 4758556 1xTMT6plex [N-Term] 1.083 2.955768824 29.46 0 1166.58593 2 583.7957764 -1.417508632 -0.000826823 22.49437768KAAELQAR 6 4758556 2xTMT6plex [N-Term; K1] 2.282 1.653 1.351 2.995333672 12.66 1 1344.836355 3 448.9502258 -0.171477938 -7.69E-05 23.60489475AHEEANAAR 5 4758556 1xTMT6plex [N-Term] 100 2.062 1.187 2.444041014 18.66 0 1197.617364 3 399.8769226 -0.960154527 -0.000383299 13.30520776TPSSSQPER 5 4758556 1xTMT6plex [N-Term] 1.335 1.221 100 2.508858442 17.58 0 1217.632346 2 609.319397 -0.680389849 -0.000414232 15.02113666LALIAPK 4 4758556 2xTMT6plex [N-Term; K7] 1.379 1.266 2.188862324 23.18 0 1183.817851 2 592.4125366 -0.046238374 -2.74E-05 66.60495204LGLMPPPEPK 2 4758556 2xTMT6plex [N-Term; K10]; 1xOxidation [M4] 1.493 2.392585754 17.12 0 1552.917308 2 776.9623413 0.063343481 4.92E-05 52.85214643EKPSEDMESNTFFDPR 6 4758556 2xTMT6plex [N-Term; K2]; 1xOxidation [M7] 1.523 1.209 1.828 2.165170908 14.52 0 2403.153862 3 801.7219238 -1.099944397 -0.000881112 45.50081593NLSNPAK 4 4758556 2xTMT6plex [N-Term; K7] 0.65 0.67 2.056997538 17.24 0 1201.730493 2 601.3688354 -0.082033004 -4.93E-05 26.49958349DQTKPTPLILDEQGR 2 4758556 2xTMT6plex [N-Term; K4] 1.142 0.986 3.463156223 0 2169.227953 3 723.7462769 -1.694433998 -0.001225205 48.718809944758220 FAM50A protein FAM50A 9130 NP_004690.1 17.99410029 1 4 4 11 339 40.216 6.83 1.07 0.99 1.2 1.08 Significant 0.00316 SGPLFNFDVHDDVR 4 4758220 1xTMT6plex [N-Term] 0.986 1.056 4.508473396 34.32 0 1846.928528 3 616.31427 -0.146595497 -9.03E-05 58.03039666SAGVEQLMYIK 2 4758220 2xTMT6plex [N-Term; K11] 1.082 3.857773542 57.89 0 1696.970799 2 848.9820557 -8.229111474 -0.006982281 68.85431059LLSDATVEKDESHAGK 4 4758220 3xTMT6plex [N-Term; K9; K16] 1.406 1.306 4.590017796 8.88 1 2387.338515 4 597.5891113 -1.633428806 -0.000974887 42.63305553NPDVDTSFLPDRDREEEENR 1 4758220 1xTMT6plex [N-Term] 0.876 4.579079151 2 2662.254231 4 666.3192139 0.298528496 0.00019869 40.24902979

31377798 RABEP1 rab GTPase-binding effector protein 1 isoform 1 9135 NP_004694.2 4.872389791 1 3 3 11 862 99.229 5.01 0.81 1.09 0.98 0.96 Significant 0.00712
AQASEILLEELQQGLSQAK 7 31377798 2xTMT6plex [N-Term; K19] 0.807 1.099 1.007 6.162100315 44.68 0 2514.417938 3 838.8100586 -0.921011863 -0.000771936 105.5245214ELHEVCHLLEQER 2 31377798 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.978 5.307159901 15.97 0 1920.979911 3 640.9976196 -0.835944859 -0.000535278 46.0203522

EQIQAEQCLK 2 31377798 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.052 3.77774477 38.38 0 1704.935477 2 852.970459 -1.076469623 -0.000917656 36.45679974
4759276 RRP9 U3 small nucleolar RNA-interacting protein 2 9136 NP_004695.1 29.68421053 1 10 10 64 475 51.809 7.85 1.19 1.19 1.16 1.18 Significant 0.0000718

GHQLSITCLVVTPDDSAIFSAAK 4 4759276 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C8] 1.579 2.098 6.767197132 47.27 0 2888.5592 3 963.5220947 -2.585676732 -0.002489627 86.62726093
VWNVAENSYVETLFGHQDAVAALDALSR 6 4759276 1xTMT6plex [N-Term] 1.189 1.635 7.20333004 63.19 0 3304.67997 3 1102.232544 0.940586067 0.001036112 106.9316751KPEEEEEEELEETAQEK 4 4759276 3xTMT6plex [N-Term; K1; K17] 1.235 6.261457443 28.15 0 2763.402691 3 921.8059692 0.240212853 0.000221268 48.51346481

QLDLLCDIPLVGFINSLK 5 4759276 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C6] 1.84 1.691 1.026 4.222833633 46.19 0 2516.456239 3 839.4898682 -0.471809442 -0.000395763 113.0290371EIQAPASADIR 6 4759276 1xTMT6plex [N-Term] 1.354 1.459 1.453 4.096980572 48.64 0 1399.774259 2 700.388916 -2.645797154 -0.001851759 36.45800508AFEEDQVAGR 14 4759276 1xTMT6plex [N-Term] 0.939 0.922 0.984 3.901403189 31.7 0 1350.68511 2 675.8444824 -2.533067275 -0.001710688 27.12696101LWQCGEGFR 6 4759276 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.397 1.636 1.044 3.548370361 32.2 0 1381.688421 2 691.347168 -0.985694372 -0.000680961 52.39951519
ECCVTAGGR 6 4759276 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C3] 1.792 1.127 1.329 3.255725622 35.37 0 1238.581908 2 619.7937622 -1.340069581 -0.000829893 16.90724803
LKEDVLEQR 8 4759276 2xTMT6plex [N-Term; K2] 1.354 1.444 1.053 2.62799859 24.46 1 1587.947027 2 794.4767456 -0.511836383 -0.000406385 40.36938386LYLEQLR 5 4759276 1xTMT6plex [N-Term] 0.888 0.849 0.966 2.708328009 17.94 0 1163.698575 2 582.3516846 -2.133240882 -0.001241225 55.596719994759224 PDCD5 programmed cell death protein 5 9141 NP_004699.1 53.6 1 9 9 68 125 14.276 6.04 1.01 0.99 1.02 1.01 Significant 0.0000767 VSEQGLIEILK 24 4759224 2xTMT6plex [N-Term; K11] 0.957 1.012 0.991 4.731082916 69.79 0 1687.040593 2 844.022583 -1.602779676 -0.001351977 84.18923407AVENYLIQMAR 10 4759224 1xTMT6plex [N-Term] 1.028 1.119 100 4.413858891 46.79 0 1536.840564 2 768.9235229 -0.517348111 -0.000397541 70.28250173HGDPGDAAQQEAK 8 4759224 2xTMT6plex [N-Term; K13] 0.942 0.936 0.952 4.133886337 31.83 0 1781.918246 3 594.6437988 -0.787390571 -0.000467689 17.32086914VSEQGLIEILKK 3 4759224 3xTMT6plex [N-Term; K11; K12] 1.589 1.312 2.459686518 1.84 1 2044.298488 3 682.1033936 -1.399451183 -0.000953632 85.36614094KVSQQTEK 2 4759224 3xTMT6plex [N-Term; K1; K8] 1.445 2.781843424 6.39 1 1635.004432 3 545.6732178 0.408763609 0.000222777 20.99958827VSQQTEK 7 4759224 2xTMT6plex [N-Term; K7] 1.006 0.925 0.968 3.161159039 35.39 0 1277.746537 2 639.3756104 -2.02911673 -0.001296348 19.53253949LAELQAK 6 4759224 2xTMT6plex [N-Term; K7] 0.988 0.961 1.135 2.604408741 24.31 0 1230.782194 2 615.8944092 -0.53001305 -0.000326165 47.67915385YGQLSEK 6 4759224 2xTMT6plex [N-Term; K7] 1.021 0.981 1.025 2.993829012 30.5 0 1282.740723 2 641.8745117 0.798031497 0.000511834 31.53172883VMDSDEDDDY 2 4759224 1xTMT6plex [N-Term] 1.416 1.095 1.208506107 0 1432.562336 2 716.7850952 0.40311662 0.000288745 75.403604124758528 HGS hepatocyte growth factor-regulated tyrosine kinase substrate 9146 NP_004703.1 20.72072072 1 14 14 92 777 86.138 6.16 0.99 1.02 1.01 1.01 Significant 0.0000767

VNDKNPHVALYALEVMESVVK 6 4758528 3xTMT6plex [N-Term; K4; K21] 1.055 1.153 0.975 7.368562698 16.82 1 3042.726489 4 761.4367065 -0.490473965 -0.000373095 105.4134067ATSTTELPPEYLTSPLSQQSQLPPK 2 4758528 2xTMT6plex [N-Term; K25] 0.713 2.240284681 9.56 0 3171.718931 3 1057.910034 -1.066090978 -0.001127114 73.99428065ALQNAVTTFVNR 9 4758528 1xTMT6plex [N-Term] 0.953 0.815 0.88 4.412085533 34.06 0 1562.885206 3 521.6333618 0.208511295 0.000108626 63.05072617VCEPCYEQLNR 12 4758528 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C5] 1.61 1.254 1.276 3.649354935 35.52 0 1696.798442 2 848.9005737 -2.694037753 -0.00228562 35.31231695
VVQDTYQIMK 6 4758528 2xTMT6plex [N-Term; K10] 0.98 1.053 1.089 4.406831264 53.16 0 1682.955149 2 841.9789429 -2.697687942 -0.002270044 64.71434145VEGHVFPEFK 6 4758528 2xTMT6plex [N-Term; K10] 0.972 0.977 1.045 3.560811043 25.72 0 1646.930649 3 549.6480103 -0.7113586 -0.000390519 58.37032501

ACGQIFCGK 6 4758528 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C2; C7] 1.147 1.314 1.252 3.888371944 41.88 0 1498.791062 2 749.8983765 -1.057665977 -0.00079261 41.53023272
LYYEGLQDK 2 4758528 2xTMT6plex [N-Term; K9] 0.909 3.879068613 37.59 0 1586.88303 2 793.9451294 -0.030235964 -2.40E-05 61.64359273
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

KQEYLEVQR 6 4758528 2xTMT6plex [N-Term; K1] 0.971 0.852 0.978 3.430519342 18.81 1 1650.957926 3 550.9910889 0.476669666 0.000262321 31.60875753APDWVDAEECHR 4 4758528 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.067 1.013 3.127128124 19.17 0 1713.785235 3 571.9320068 -2.198211369 -0.001255754 36.78147096ESDAMFAAER 6 4758528 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.025 1.21 1.024 2.417177916 38.73 0 1371.641196 2 686.3239136 -0.470780233 -0.000322871 22.29753178STYTSYPK 6 4758528 2xTMT6plex [N-Term; K8] 1.039 1.05 0.878 3.45379138 32.14 0 1404.777503 2 702.8909912 -1.990869102 -0.001398364 30.2151305VQFGVMTR 7 4758528 1xTMT6plex [N-Term] 0.867 0.937 0.954 2.893440962 29.52 0 1166.65533 2 583.8309937 -0.530829712 -0.000309648 47.43386018ESDAMFAAER 8 4758528 1xTMT6plex [N-Term] 0.967 0.646 2.990144968 17.31 0 1355.646281 2 686.3239136 -0.470780233 -0.000322871 22.29753178YAVNSIK 6 4758528 2xTMT6plex [N-Term; K7] 1.003 0.929 0.948 2.978758335 32.78 0 1252.766544 2 626.887085 0.278816414 0.000174646 39.0243080132130516 NEMF nuclear export mediator factor NEMF isoform 1 9147 NP_004704.2 6.87732342 1 6 6 20 1076 122.894 6.35 1.03 1.03 1 1.02 Significant 0.0000961 ESTVHIETHQNTSK 4 32130516 2xTMT6plex [N-Term; K14] 0.989 1.057 4.823461533 22.07 0 2069.102752 4 518.03125 0.201860444 0.000104418 21.65044895AAEPLLTLER 6 32130516 1xTMT6plex [N-Term] 1.152 1.098 0.966 3.570176601 40.34 0 1341.793932 2 671.399353 -1.86493265 -0.001251178 57.13642011EAQAQGDPVASAIK 2 32130516 2xTMT6plex [N-Term; K14] 1.083 3.853851318 58.98 0 1843.032548 2 922.019104 -0.877012286 -0.000808181 41.1777835YKDQDEEDRELIMK 2 32130516 3xTMT6plex [N-Term; K2; K14] 0.965 2.904540777 2.87 2 2499.3368 4 625.5895996 -0.092761608 -5.80E-05 43.93925746TVEAAEK 4 32130516 2xTMT6plex [N-Term; K7] 0.763 0.936 2.641807795 21.27 0 1205.714174 2 603.3604126 -0.518766969 -0.000312742 23.40323398KLPSDSGDLEALEGK 2 32130516 3xTMT6plex [N-Term; K1; K15] 1.137 3.823509216 11.6 1 2246.284689 3 749.432251 -1.108003062 -0.00082963 55.40421663
67188445 CTDP1 RNA polymerase II subunit A C-terminal domain phosphatase isoform 1 9150 NP_004706.3 5.411030177 1 4 4 12 961 104.335 5.27 1.11 0.94 0.98 1.01 Significant 0.00257

IGSVLAVFEAAASAQSSGASQSR 4 67188445 1xTMT6plex [N-Term] 0.572 0.01 4.112318993 32.69 0 2423.272782 3 808.4294434 0.410695871 0.000331743 108.9406179ALEAELNDLM 2 67188445 1xTMT6plex [N-Term] 0.954 2.623710632 39.52 0 1347.702734 2 674.3544312 -0.851690276 -0.000573913 84.8570043FAPNLITVK 4 67188445 2xTMT6plex [N-Term; K9] 1.111 1.048 3.181589365 22.75 0 1460.924107 2 730.9647827 -1.244691838 -0.0009092 70.85976282LVLSPDAPDR 2 67188445 1xTMT6plex [N-Term] 1.003 3.275803089 19.93 0 1311.746982 2 656.3771362 0.010848843 7.12E-06 44.34620996
18105037 COX7A2L cytochrome c oxidase subunit 7A-related protein, mitochondrial isoform a 9167 NP_004709.2 48.24561404 1 3 3 14 114 12.607 9.42 0.94 0.86 0.97 0.92 Significant 0.00126

LTSDSTVYDYAGK 8 18105037 2xTMT6plex [N-Term; K13] 0.898 0.859 0.955 5.524338722 75.74 0 1877.98968 2 939.4989014 0.450617159 0.000423127 49.46926361LAGAWASEAYSPQGLKPVVSTEAPPIIFATPTK 4 18105037 3xTMT6plex [N-Term; K16; K33] 1.093 1.222 6.176059723 39.52 0 4085.293015 4 1022.076721 -1.948380287 -0.001989926 102.8893179ADGVPVYLK 2 18105037 2xTMT6plex [N-Term; K9] 0.797 2.837148428 24.72 0 1419.861173 2 710.4315796 -3.725744752 -0.00264502 66.88578581117676384 SCAF11 protein SCAF11 9169 NP_004710.2 4.442925496 1 4 4 19 1463 164.551 8.41 1.2 1.16 1 1.12 Significant 0.00296 KLENTGIEANVLCLESEISENILEK 5 117676384 3xTMT6plex [N-Term; K1; K25]; 1xCarbamidomethyl [C13] 1.077 0.581 4.230678082 22.33 1 3532.938726 4 883.9896851 -0.513862754 -0.000453861 109.4618884
VYQPVSCPLSDLSENVESVVNEEK 8 117676384 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C7] 1.031 1.692 1.142 5.203166485 65.03 0 3179.618231 3 1060.544922 0.623274512 0.000660592 90.92411582

FVEQQSYK 4 117676384 2xTMT6plex [N-Term; K8] 1.509 0.962 3.100604296 39.5 0 1486.830601 2 743.9185181 -0.565765318 -0.000420599 39.44123318SGEVNSTK 2 117676384 2xTMT6plex [N-Term; K8] 1.221 1.823441505 2.83 0 1279.725801 2 640.3671875 1.013545244 0.00064853 17.603729334759344 ZW10 centromere/kinetochore protein zw10 homolog 9183 NP_004715.1 21.30937099 1 12 12 53 779 88.773 6.27 1.1 1.22 1.23 1.18 Significant 0.00124 AMGTLLNTAISEVIGK 7 4759344 2xTMT6plex [N-Term; K16] 1.364 1.243 1.269 4.913153648 35.56 0 2076.213883 3 692.7421875 -0.902416661 -0.000624537 112.1040952LQQYEEIIQSTEEFENALK 12 4759344 2xTMT6plex [N-Term; K19] 1.235 1.277 1.434 4.964737892 55.83 0 2770.455112 3 924.1561279 -0.462393681 -0.000427014 108.2810917TVMDEGPQVFAPLSEESK 4 4759344 2xTMT6plex [N-Term; K18] 1.209 1.123 4.98375845 32.37 0 2422.257598 3 808.09021 -0.628061685 -0.000507109 70.8977566LAPILCDGTATFVDLVPGFR 6 4759344 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.574 1.947 6.009497643 61.93 0 2391.294369 3 797.769165 -0.596857849 -0.000475754 112.3185373QNILYHLGEEWQK 4 4759344 2xTMT6plex [N-Term; K13] 1.629 1.441 3.73501873 16.89 0 2116.159145 3 706.0552368 -3.774763727 -0.002662667 69.1850883
GEVCNMISK 2 4759344 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 0.958 2.44465661 20.42 0 1495.801292 2 748.4030151 -1.696653544 -0.001268928 42.8500716

YQEEVPVYVPK 2 4759344 2xTMT6plex [N-Term; K11] 1.191 2.889558077 24.12 0 1809.019858 2 905.0123901 -1.301387905 -0.001177118 59.31141486LSEDIDLLK 4 4759344 2xTMT6plex [N-Term; K9] 1.134 1.031 3.258466005 20.95 0 1503.903431 2 752.4536743 -2.233672135 -0.001679614 65.62056378INVPELPTPDEDNKLEVQK 4 4759344 3xTMT6plex [N-Term; K14; K19] 1.482 1.095 3.387580872 5.62 1 2865.61765 4 717.1596069 -0.367064191 -0.000262966 70.5346044LVLEVLQK 4 4759344 2xTMT6plex [N-Term; K8] 0.61 0.58 3.188464403 33.28 0 1399.928858 2 700.4678345 -0.332813117 -0.000232957 82.11891008
LGIVWQDVLPVNIYCK 2 4759344 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 100 3.124732733 20.84 0 2375.356131 2 1188.185181 2.927572853 0.003477014 110.5508818ALFQNTER 2 4759344 1xTMT6plex [N-Term] 1.164 1.492950916 4.69 0 1207.663252 2 604.3347778 -0.80569309 -0.000486503 32.243460894757880 BUB3 mitotic checkpoint protein BUB3 isoform a 9184 NP_004716.1 41.15853659 1 10 10 72 328 37.131 6.84 1.32 1.37 1.36 1.35 Significant 0.000128 QGYVLSSIEGR 6 4757880 1xTMT6plex [N-Term] 0.973 0.93 1.345 4.385361671 49.31 0 1437.789909 2 719.3995972 1.397092805 0.001004363 48.80251944LNQPPEDGISSVK 12 4757880 2xTMT6plex [N-Term; K13] 1.338 1.328 1.29 4.557113647 58.64 0 1842.037299 2 921.5227661 0.519439299 0.000478413 47.21702523VAVEYLDPSPEVQK 6 4757880 2xTMT6plex [N-Term; K14] 1.195 1.515 1.48 4.71384716 53.02 0 2032.136678 2 1016.57074 -1.218189622 -0.001237764 62.13773863

YQHTGAVLDCAFYDPTHAWSGGLDHQLK 10 4757880 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C10] 1.382 1.497 1.405 9.855100632 47.53 0 3645.794907 5 729.9636841 -1.533997382 -0.001118528 69.06156394
FSPNTSQFLLVSSWDTSVR 8 4757880 1xTMT6plex [N-Term] 1.239 1.708 5.354725838 19.17 0 2400.239691 2 1200.622925 -0.465645423 -0.00055883 91.6582631

TPCNAGTFSQPEK 12 4757880 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.322 1.418 1.329 3.870972157 46.57 0 1894.973319 2 947.9891968 -1.161866128 -0.001100853 35.21548691
QVTDAETKPK 6 4757880 3xTMT6plex [N-Term; K8; K10] 1.368 1.349 1.461 3.307366848 13.97 0 1804.078325 3 602.0307007 -0.430174903 -0.00025869 27.27579486LYDVPANSMR 2 4757880 1xTMT6plex [N-Term] 1.439 3.826812744 30.46 0 1394.729951 2 697.868103 -0.732690448 -0.000510953 43.12116953VYTLSVSGDR 4 4757880 1xTMT6plex [N-Term] 1.486 1.314 3.604200125 33.61 0 1325.726246 2 663.3677979 1.563620793 0.001036467 42.19791549VLVWDLR 6 4757880 1xTMT6plex [N-Term] 1.371 1.456 1.445 2.744878292 31.34 0 1129.693096 2 565.3475342 -4.695054476 -0.002651985 71.202622584759034 ETF1 eukaryotic peptide chain release factor subunit 1 isoform 1 2107 NP_004721.1 33.40961098 1 13 13 154 437 49 5.71 1.15 1.17 1.1 1.14 Significant 0.000333
YFDEISQDTGK 14 4759034 2xTMT6plex [N-Term; K11] 1.159 1.164 1.204 4.219587326 46.79 0 1760.910701 2 880.9577637 -1.391669804 -0.001225303 53.46696706VNVAGLVLAGSADFK 18 4759034 2xTMT6plex [N-Term; K15] 1.163 1.156 1.12 5.836129665 77.05 0 1919.136619 2 960.0725708 0.649287576 0.000623036 92.81058954

KVNIDFEPFKPINTSLYLCDNK 4 4759034 4xTMT6plex [N-Term; K1; K10; K22]; 1xCarbamidomethyl [C19] 1.47 1.296 4.307617664 6.09 1 3572.000428 4 893.7553101 -0.284855964 -0.000254376 88.55860574
FGATLEIVTDK 12 4759034 2xTMT6plex [N-Term; K11] 0.981 1.05 1.004 4.293702126 57.35 0 1651.967094 2 826.4867554 -0.520565946 -0.000429979 75.088188LSVLGAITSVQQR 26 4759034 1xTMT6plex [N-Term] 1.407 1.389 1.099 5.128720284 70.58 0 1600.958371 3 534.3240356 -0.510654381 -0.000272512 75.31326075VAETAVQLFISGDK 10 4759034 2xTMT6plex [N-Term; K14] 0.95 0.963 0.904 5.236870766 44.26 0 1936.115549 2 968.5625 1.123021816 0.00108715 92.32806762
YCFGVEDTLK 6 4759034 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.367 1.325 1.542 4.15634203 48.41 0 1689.892215 2 845.4492188 -0.623726171 -0.000527015 61.9081215

SQEGSQFVK 12 4759034 2xTMT6plex [N-Term; K9] 1.039 1.18 1.182 3.795631886 50.63 0 1467.820764 2 734.4141235 0.140460142 0.000103085 31.92233335
YVLHCQGTEEEK 8 4759034 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.355 1.141 1.24 3.545199633 33.14 0 1950.999533 3 651.0043945 -0.462848009 -0.000301005 31.18138601
ILYLTPEQEKDK 6 4759034 3xTMT6plex [N-Term; K10; K12] 1.027 1.249 0.979 4.470882893 24.45 1 2164.283232 3 722.0982056 -1.464069367 -0.00105622 58.07642382GFGGIGGILR 6 4759034 1xTMT6plex [N-Term] 1.178 1.034 0.904 2.900863647 64.45 0 1175.709808 2 588.3583984 -0.245056219 -0.000144057 63.17453238ILYLTPEQEK 12 4759034 2xTMT6plex [N-Term; K10] 0.873 0.902 0.805 3.499797583 30.18 0 1691.998394 2 846.5021362 -0.826454131 -0.00069918 63.47668974FTVDLPK 20 4759034 2xTMT6plex [N-Term; K7] 1.187 1.158 1.133 2.625706911 24.3 0 1277.786945 3 426.6000671 -1.014984532 -0.000432311 65.77643651

212276070 LRRFIP1 leucine-rich repeat flightless-interacting protein 1 isoform 4 9208 NP_004726.2 30.73979592 1 17 18 141 784 86.351 4.65 0.81 0.8 0.76 0.79 Significant 0.000374
IAAESSENVDCPENPK 10 212276070 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 0.769 0.817 0.732 5.320937634 65.87 0 2218.106183 2 1109.556763 0.029620144 3.29E-05 36.16104631

EFTNQEAAEPK 11 212276070 2xTMT6plex [N-Term; K11] 0.728 0.714 0.666 4.422397137 43.86 0 1721.911036 2 861.4634399 4.975612929 0.004283781 31.73974586
EIDCLSPEAQK 16 212276070 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.937 0.847 0.797 4.513823032 51.78 0 1747.930057 2 874.4671631 -1.720513995 -0.001503669 43.02091218

ELTYQNTDLSEIKEEEQVK 5 212276070 3xTMT6plex [N-Term; K13; K19] 0.874 0.751 0.669 7.20587492 27.61 1 2983.607873 3 995.2054443 -2.042165877 -0.002031007 58.91741899AMVSNAQLDNEK 10 212276070 2xTMT6plex [N-Term; K12] 0.773 0.784 0.803 5.636356831 68.54 0 1777.951855 2 889.4785156 -1.18113997 -0.001050005 38.24550245NMPGLSAATLASLGGTSSR 6 212276070 1xTMT6plex [N-Term] 0.67 0.669 0.603 5.522840977 58.31 0 2020.069454 2 1010.538269 -0.095483877 -9.64E-05 69.67452756
LDQEGDDVQTAAEEVLADGDTLDFEDDTVQSSGPR 6 212276070 1xTMT6plex [N-Term] 5.236757755 44.56 0 3966.804968 3 1322.942261 1.830547915 0.002420476 88.34615328

SAVEAQNEVTENPK 6 212276070 2xTMT6plex [N-Term; K14] 0.822 0.89 0.685 5.493823051 84.22 0 1974.054405 2 987.5303955 -0.4513069 -0.000445452 31.49746147IDGATQSSPAEPK 12 212276070 2xTMT6plex [N-Term; K13] 0.891 0.84 0.703 4.912376404 55.61 0 1758.9638 2 879.9846191 -1.044847398 -0.000918924 30.10594013AGGEELDEGVAK 6 212276070 2xTMT6plex [N-Term; K12] 0.693 0.715 0.739 5.178339005 90.47 0 1632.884487 2 816.9458008 -0.09900731 -8.08E-05 34.69866847SDQQGEALDSSQK 8 212276070 2xTMT6plex [N-Term; K13] 0.659 0.498 0.47 4.20450592 61.68 0 1850.949606 2 925.9777222 -0.77700336 -0.000719097 22.73998501DMLLELEEQLAESR 14 212276070 1xTMT6plex [N-Term] 0.747 0.881 0.957 4.849585056 64.25 0 1904.983659 3 635.666626 0.874338045 0.0005552 98.68860405DMLLELEEQLAESR 6 212276070 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.71 0.999 4.529263496 39.35 0 1920.978574 3 635.666626 0.874338045 0.0005552 98.68860405EIKDSLAEVEEK 3 212276070 3xTMT6plex [N-Term; K3; K12] 0.972 0.95 5.011929989 17.65 1 2077.199562 3 693.0712891 -0.119440859 -8.27E-05 56.81258077KSPVPVETLK 4 212276070 3xTMT6plex [N-Term; K1; K10] 0.805 0.825 4.320069313 18.94 1 1785.145282 3 595.7201538 0.350613358 0.000208632 48.63639324HAHSILQFQFAEVK 2 212276070 2xTMT6plex [N-Term; K14] 0.951 4.641475201 22.97 0 2113.195865 4 529.0549927 1.076915379 0.000568933 63.34811174DSLAEVEEK 6 212276070 2xTMT6plex [N-Term; K9] 0.708 0.751 0.573 4.181540012 53.24 0 1477.81501 2 739.4113159 0.23350415 0.000172538 42.04340633STGDGTLGR 4 212276070 1xTMT6plex [N-Term] 0.793 0.804 3.344269753 37.37 0 1092.584667 2 546.7961426 0.312246968 0.000170578 17.07688463EELNALK 6 212276070 2xTMT6plex [N-Term; K7] 0.841 0.822 0.718 2.931462765 12.63 0 1274.772023 2 637.8896484 -0.002365129 -1.51E-06 42.37100649
4759302 VAPB vesicle-associated membrane protein-associated protein B/C isoform 1 9217 NP_004729.1 48.14814815 1 10 11 134 243 27.211 7.3 1.58 1.53 1.47 1.53 Significant 0.000434

VEQVLSLEPQHELK 12 4759302 2xTMT6plex [N-Term; K14] 1.582 1.535 1.623 6.450404167 42.36 0 2107.216326 3 703.0772705 0.442576031 0.000310868 61.8710531GPFTDVVTTNLK 51 4759302 2xTMT6plex [N-Term; K12] 1.101 1.077 1.145 4.80256319 56.26 0 1750.015107 2 875.5102539 -1.071800748 -0.000937834 68.87427449FMVQSMFAPTDTSDMEAVWK 11 4759302 2xTMT6plex [N-Term; K20] 1.313 1.615 1.559 4.774143219 28.16 0 2779.354552 3 932.4547119 0.041483968 3.87E-05 92.86594231FMVQSMFAPTDTSDMEAVWK 9 4759302 2xTMT6plex [N-Term; K20]; 1xOxidation [M] 1.619 2.417 1.617 4.011100769 34.45 0 2795.349467 3 932.4547119 0.041483968 3.87E-05 92.86594231SLSSSLDDTEVKK 12 4759302 3xTMT6plex [N-Term; K12; K13] 1.353 1.442 1.498 4.168100834 22.06 1 2096.205376 3 699.4048462 -2.571477892 -0.001796782 44.4188178SLSSSLDDTEVK 8 4759302 2xTMT6plex [N-Term; K12] 1.581 1.222 1.438 5.202597618 77.46 0 1738.947481 2 869.9770508 -0.377105984 -0.000327884 46.25881048KTVQSNSPISALAPTGK 2 4759302 3xTMT6plex [N-Term; K1; K17] 1.929 3.643304586 15.07 1 2386.42727 3 796.1465454 -0.916629456 -0.000729157 54.32378866EAKPEDLMDSK 6 4759302 3xTMT6plex [N-Term; K3; K11] 1.943 1.589 2.131 3.590755224 12.16 0 1950.08209 3 650.6997681 1.36476266 0.000887133 52.31049962IISTTASK 10 4759302 2xTMT6plex [N-Term; K8] 1.579 1.493 1.4 3.044348955 35.59 0 1278.803323 2 639.9047241 -0.900660634 -0.000575884 39.23053032TETPIVSK 4 4759302 2xTMT6plex [N-Term; K8] 1.513 0.343 3.281769991 35.73 0 1332.813888 2 666.9133301 4.123221028 0.002747743 115.1584199
KVMEECKR 3 4759302 3xTMT6plex [N-Term; K1; K7]; 1xCarbamidomethyl [C6] 1.7 1.57 3.332689762 4.18 2 1767.022407 4 442.5110779 0.042191563 1.86E-05 24.93319453LQGEVQR 6 4759302 1xTMT6plex [N-Term] 1.424 1.653 1.573 2.529229641 20.84 0 1058.615574 2 529.8111572 -0.506139233 -0.000267903 20.5059545114141170 MTA2 metastasis-associated protein MTA2 9219 NP_004730.2 35.77844311 1 18 21 127 668 74.976 9.66 1.48 1.45 1.48 1.47 Significant 0.0000463 LNPADAPNPVVFVATK 12 14141170 2xTMT6plex [N-Term; K16] 1.497 1.449 1.642 4.869970322 63.2 0 2111.226496 2 1056.117188 0.28509968 0.000300955 85.56109149

EDCFFYSLVFDPVQK 6 14141170 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 2.145 1.11 1.432 4.015076637 36.79 0 2352.198627 3 784.7364502 -1.628108281 -0.001276545 102.1821246DITLFHAMDTLQR 6 14141170 1xTMT6plex [N-Term] 1.593 1.575 1.791 4.814908028 36.08 0 1789.94682 3 597.3206787 0.370219274 0.000220891 67.45620976DLVAQAPLKPK 8 14141170 3xTMT6plex [N-Term; K9; K11] 1.666 1.635 1.427 4.332267761 27.73 0 1867.19838 3 623.0704956 -0.77490084 -0.000482298 50.23972801AMSTLVPQGGPVLCR 10 14141170 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.083 1.29 1.285 4.882469177 51.45 0 1814.981826 2 907.9954834 1.027198646 0.000932173 60.05989146QFESLPATHIR 6 14141170 1xTMT6plex [N-Term] 1.536 1.418 1.491 3.824345827 30.98 0 1527.848093 3 509.9544983 0.555718236 0.000283018 40.78550044QIDQFLVVAR 6 14141170 1xTMT6plex [N-Term] 1.631 1.495 2.124 4.149220467 34.8 0 1417.836465 2 709.4223022 0.608365075 0.000431281 67.66999759EFEEESKQPGVSEQQR 6 14141170 2xTMT6plex [N-Term; K7] 3.045 0.817 100 3.979895353 7.45 1 2365.203589 3 789.0721436 -0.723453975 -0.000570372 28.88408788ALDCSSSIR 6 14141170 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.746 1.319 1.649 4.181922436 36.33 0 1237.640802 2 619.3240356 -0.006181872 -3.83E-06 22.7227363VKPTLIAVRPPVPLPAPSHPASTNEPIVLED 5 14141170 2xTMT6plex [N-Term; K2] 1.486 1.606 0.966 6.58763504 8.03 0 3713.140588 4 929.0394897 -1.200777487 -0.001114664 90.81430443GLGGIMVK 8 14141170 2xTMT6plex [N-Term; K8] 1.299 1.298 3.096888542 42.92 0 1232.780086 2 616.8932495 -0.700227536 -0.000431613 65.06485379QPSLHMSAAAASR 4 14141170 1xTMT6plex [N-Term] 1.949 1.852 3.703778028 11.43 0 1555.821226 3 519.2775879 -1.93817135 -0.001005149 26.76755167ALTHLEMR 6 14141170 1xTMT6plex [N-Term] 1.569 1.538 1.334 3.519795656 46.72 0 1199.676794 3 400.5634155 -0.917195343 -0.000366779 32.89636035LPLATIVK 6 14141170 2xTMT6plex [N-Term; K8] 1.471 1.478 1.351 2.820132256 35.88 0 1312.89683 2 656.9534302 2.097530819 0.001376921 78.05405942VWDPDNPLTDR 12 14141170 1xTMT6plex [N-Term] 1.435 1.601 1.598 3.326673985 29.32 0 1556.790637 2 778.8980103 -1.216176499 -0.000946666 55.27000752TLLADQGEIR 2 14141170 1xTMT6plex [N-Term] 1.643 3.016360283 8.78 0 1344.768445 2 672.8834229 -6.6005541 -0.004438108 40.65660472SSSQPAAK 4 14141170 2xTMT6plex [N-Term; K8] 0.791 2.556533337 30.04 0 1233.720322 2 617.3630981 -1.13671706 -0.000701195 22.46536843TPTQLEGATR 6 14141170 1xTMT6plex [N-Term] 1.093 1.391 1.646 2.806442499 21.78 0 1302.721495 2 651.8635254 -1.321048863 -0.000860479 104.3376595EFEEESK 4 14141170 2xTMT6plex [N-Term; K7] 0.997 0.98 2.953716755 23.09 0 1355.709483 2 678.3582764 -0.152249156 -0.000103203 27.17144758QDFLPWK 2 14141170 2xTMT6plex [N-Term; K7] 1.552 2.717148066 23.85 0 1391.808743 2 696.4077148 -0.423975279 -0.000295046 66.73556983QTFLLQTTK 2 14141170 2xTMT6plex [N-Term; K9] 1.501 1.136300206 0.6 0 1537.9354 2 769.4709473 -0.508596622 -0.000391094 56.6967717395089461 DLG5 disks large homolog 5 9231 NP_004738.3 2.813965607 1 4 4 17 1919 213.735 7.42 1.19 1.02 1.07 1.09 Significant 0.00212 LAPVVIPAQFLEEQK 6 95089461 2xTMT6plex [N-Term; K15] 1.137 0.952 1.042 4.035293102 43.85 0 2140.278198 3 714.0979004 0.443980542 0.000316747 97.0182788DQVISELDKLQTEVELAESK 2 95089461 3xTMT6plex [N-Term; K9; K20] 0.85 2.935809612 2.89 1 2961.659908 3 987.8896484 -1.862569529 -0.001838766 101.8953718VQYRPEEFTK 2 95089461 2xTMT6plex [N-Term; K10] 1.296 2.12505126 3.96 0 1754.984141 3 585.664856 -2.351296977 -0.001375496 41.48975914VLWIPACPL 7 95089461 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.584 100 0.68 2.119103909 21.77 0 1297.753982 2 649.380249 -0.585822225 -0.000380127 101.8064052
31543615 DHRS3 short-chain dehydrogenase/reductase 3 isoform 1 9249 NP_004744.2 23.50993377 1 6 6 26 302 33.527 8.84 1.44 1.31 1.49 1.42 Significant 0.00144

SLMDSDDDALLK 6 31543615 2xTMT6plex [N-Term; K12] 1.566 1.516 1.801 4.855891228 62.62 0 1780.940287 2 890.9702148 -4.005638231 -0.003566901 60.73392772SILPQAALEEIHK 2 31543615 2xTMT6plex [N-Term; K13] 1.402 6.309268475 58.93 0 1907.136619 3 636.3838501 0.198272617 0.000126044 76.35174107SQHINTLGQFWTTK 6 31543615 2xTMT6plex [N-Term; K14] 1.578 0.878 1.598 4.836501122 37.43 0 2119.170044 3 707.0599976 -2.172928138 -0.001534935 61.44702828ENVLITGGGR 2 31543615 1xTMT6plex [N-Term] 1.162 3.47786808 29.18 0 1244.716016 2 622.8609619 -1.099569587 -0.000684326 33.72435521FPNLFPPLKPETVAR 4 31543615 2xTMT6plex [N-Term; K9] 1.052 1.279 4.236122608 6.53 0 2184.294516 3 728.7695313 -0.217910175 -0.00015866 86.42011443ETTEEIR 6 31543615 1xTMT6plex [N-Term] 1.794 1.63 1.274 2.344124079 19.01 0 1106.589084 2 553.7973022 -1.587009883 -0.000878084 18.09762347109255245 STK17A serine/threonine-protein kinase 17A 9263 NP_004751.2 9.903381643 1 2 2 9 414 46.529 5.15 0.97 1.28 0.89 1.05 Significant 0.0127 DVVHLDLKPQNILLTSESPLGDIK 4 109255245 3xTMT6plex [N-Term; K8; K24] 1.202 1.303 7.106966019 33.95 0 3331.944403 4 833.7404785 -1.296299391 -0.001079799 91.13725459FKFEEPLLQEIPGEFIY 5 109255245 2xTMT6plex [N-Term; K2] 0.597 1.109 0.89 3.294190168 7.23 1 2557.399435 3 853.1380615 0.076824258 6.55E-05 109.81169514758032 COPB2 coatomer subunit beta' 9276 NP_004757.1 44.59161148 1 37 37 306 906 102.422 5.27 1.11 1.12 1.12 1.12 Significant 0.00000891 GVNCIDYYSGGDKPYLISGADDR 5 4758032 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 0.938 1.205 4.933485031 35.26 0 2993.471507 3 998.4959717 0.619631441 0.000618283 60.52738274
TCVQTLEGHAQNVSCASFHPELPIIITGSEDGTVR 4 4758032 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C15] 100 8.304757118 39.59 0 4053.000729 4 1014.005066 -0.566305875 -0.00057381 75.31702843

SFKPDFGAESIYGGFLLGVR 8 4758032 2xTMT6plex [N-Term; K3] 1.637 1.178 1.422 5.973308563 32.29 0 2618.43828 3 873.4793091 -5.692684842 -0.004968648 95.46145436LESTLNYGMER 6 4758032 1xTMT6plex [N-Term] 1.091 1.289 1.174 4.337213039 51.65 0 1541.783109 2 771.3946533 -0.699832141 -0.000539495 48.4581191SFGSAQEFAWAHDSSEYAIR 8 4758032 1xTMT6plex [N-Term] 0.804 0.871 1.098 8.425087929 58.6 0 2488.173068 3 830.0617676 -0.931657711 -0.000772709 61.68476427IAYQLAVEAESEQK 12 4758032 2xTMT6plex [N-Term; K14] 1.187 1.247 1.071 5.192331314 64.48 0 2037.126842 2 1019.06665 -0.401452052 -0.000408904 67.45768889AAESLADPTEYENLFPGLK 38 4758032 2xTMT6plex [N-Term; K19] 1.13 1.14 1.128 5.410687447 55.84 0 2523.338291 2 1262.172485 -0.236586144 -0.000298493 89.67263881GSNNVALGYDEGSIIVK 18 4758032 2xTMT6plex [N-Term; K17] 1.145 1.219 1.209 4.935500145 82.92 0 2194.211968 2 1097.607788 -1.672102868 -0.001834474 61.46182427KNWVVTGADDMQIR 8 4758032 2xTMT6plex [N-Term; K1] 1.037 1.218 1.127 5.19563818 36.56 1 2091.142115 3 697.7172852 -2.301474976 -0.001604237 56.37620071DNNQFASASLDR 14 4758032 1xTMT6plex [N-Term] 1.057 1.149 1.047 5.595336914 74.63 0 1566.770964 2 783.8881836 -1.195958147 -0.000936896 29.07355984VHMFEAHSDYIR 6 4758032 1xTMT6plex [N-Term] 1.329 1.04 1.025 5.173974514 45.55 0 1733.863091 4 434.2210693 -0.370955615 -0.000160797 40.35269466KSFKPDFGAESIYGGFLLGVR 4 4758032 3xTMT6plex [N-Term; K1; K4] 1.776 1.557 5.459860802 10.31 1 2975.696175 4 744.6780396 -1.96477615 -0.001461644 89.88345941FELALQLGELK 10 4758032 2xTMT6plex [N-Term; K11] 1.24 1.301 1.167 4.600088596 50.97 0 1719.045679 2 860.0266724 0.226495763 0.000194678 96.56428813TMYLLGYIPK 12 4758032 2xTMT6plex [N-Term; K10] 1.226 1.233 1.28 3.530527115 47.28 0 1656.979907 2 828.9931641 -0.5165814 -0.000427982 88.29417659NWVVTGADDMQIR 2 4758032 1xTMT6plex [N-Term] 0.903 3.77243638 22.54 0 1733.88422 2 867.4473267 1.82061194 0.001578365 58.91339243TFEVCDLPVR 6 4758032 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.426 1.391 1.477 3.877851963 35.92 0 1464.771816 2 732.8928833 4.556034932 0.003336776 60.1506326HSEVQQANLK 10 4758032 2xTMT6plex [N-Term; K10] 0.948 1.097 1.049 4.265348434 42.22 0 1611.921875 2 806.4627686 -2.242509814 -0.001807375 22.24116695VFNYNTLER 8 4758032 1xTMT6plex [N-Term] 1.207 1.035 1.164 3.747969151 35.56 0 1384.742231 2 692.8748169 0.091417059 6.33E-05 51.0319538CIAVHPTQPFILTSSDDMLIK 2 4758032 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C1] 1.333 4.021441936 0.53 0 2844.540379 3 948.852478 0.87962261 0.000834041 83.90530361TYLPSQVSR 6 4758032 1xTMT6plex [N-Term] 1.192 1.173 1.196 3.825679064 39.25 0 1279.720767 2 640.3634644 -0.871126805 -0.0005574 34.32251248QYPLVTPNEER 12 4758032 1xTMT6plex [N-Term] 1.058 1.164 1.122 3.723447084 36.61 0 1574.837587 2 787.921875 -0.707387231 -0.00055701 42.00961574QLAELAISK 6 4758032 2xTMT6plex [N-Term; K9] 1.223 1.16 1.112 3.638534784 39.55 0 1430.898286 2 715.9520874 -0.970135561 -0.000694083 60.34179621LPEAAFLAR 6 4758032 1xTMT6plex [N-Term] 1.118 1.093 1.209 3.004194498 27.49 0 1216.725124 2 608.8659668 -0.383888062 -0.000233543 63.5417941NVMEEGKDFQPSR 4 4758032 2xTMT6plex [N-Term; K7] 1.205 1.312 1.366 3.24683094 3.37 1 1995.036981 3 665.6787109 -7.719960906 -0.005133869 40.14409724VHMFEAHSDYIR 4 4758032 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.183 1.486 2.85966754 12.04 0 1749.858006 4 434.2210693 -0.370955615 -0.000160797 40.35269466VWCVASLR 12 4758032 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.13 1.123 1.13 3.576353312 30.34 0 1219.681879 2 610.3439941 -0.957396162 -0.000583859 57.78096914AMGDAEIK 6 4758032 2xTMT6plex [N-Term; K8] 0.944 0.865 0.916 3.311371803 29.58 0 1292.728444 2 646.8673096 -0.851988196 -0.000550695 48.23778085LAEGAER 4 4758032 1xTMT6plex [N-Term] 1.046 0.953 2.893680096 40.96 0 974.5468254 2 487.7775574 1.039176433 0.000506363 18.99465757LESTLNYGMER 2 4758032 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.128 1.593833804 7.31 0 1557.778024 2 771.3946533 -0.699832141 -0.000539495 48.4581191VAHFLEK 12 4758032 2xTMT6plex [N-Term; K7] 1.059 1.05 1.063 3.175768614 25.21 0 1301.798178 3 434.6049805 1.697387726 0.000736552 42.91541018AMGDAEIKDGER 3 4758032 2xTMT6plex [N-Term; K8] 1.044 1.747 2.246981621 1.51 1 1749.920555 3 583.9786987 0.564837874 0.000329474 28.85322395NVMEEGK 4 4758032 2xTMT6plex [N-Term; K7] 0.908 0.958 3.29018712 29.31 0 1264.697144 2 632.8526001 0.616578693 0.000389893 36.59968842RIEIQPK 6 4758032 2xTMT6plex [N-Term; K7] 1.22 1.302 1.223 3.595811844 12.87 1 1341.861841 3 447.9581909 -1.35769275 -0.000607279 34.19907893IWDYQNK 12 4758032 2xTMT6plex [N-Term; K7] 1.149 1.094 1.178 2.833090067 31.29 0 1424.793821 2 712.9000854 -0.650656641 -0.000463526 49.33193511DFSMADK 6 4758032 2xTMT6plex [N-Term; K7] 1.03 1.1 1.185 2.568905115 24.78 0 1271.670595 2 636.3388062 -0.203681137 -0.000129508 40.78933908ESNSIVK 6 4758032 2xTMT6plex [N-Term; K7] 0.993 1.183 0.917 2.39930439 14.73 0 1234.740723 2 617.8728027 -1.939112564 -0.001197151 35.10336903VLPTIPK 4 4758032 2xTMT6plex [N-Term; K7] 1.058 1.114 2.325732708 32.56 0 1225.828416 2 613.4173584 -0.796068285 -0.000487922 63.81594001IWHSSTYR 6 4758032 1xTMT6plex [N-Term] 1.216 1.035 1.183 3.062613964 26.62 0 1278.679236 3 426.8974304 -1.17188908 -0.00049949 28.94922038LWDWDKK 4 4758032 3xTMT6plex [N-Term; K6; K7] 1.019 1.082 1.15 2.200630903 1 1677.993139 3 560.0016479 -1.637820966 -0.000916084 62.85234724
4759100 SRSF11 serine/arginine-rich splicing factor 11 isoform 1 9295 NP_004759.1 20.45454545 1 7 7 52 484 53.51 10.52 1.25 1.28 1.23 1.25 Significant 0.000134

ALIVVPYAEGVIPDEAK 18 4759100 2xTMT6plex [N-Term; K17] 1.343 1.382 1.298 3.87853384 35.22 0 2242.309892 2 1121.653809 -4.259488189 -0.004775546 88.40615879EAQSLISAAIEPDKKEEK 6 4759100 4xTMT6plex [N-Term; K14; K15; K18] 0.761 1.559 1.057 6.222320557 12.3 2 2902.690704 4 726.4259033 -3.073272236 -0.00223019 62.37142814LNHVAAGLVSPSLK 2 4759100 2xTMT6plex [N-Term; K14] 1.062 4.943943977 21.69 0 1864.142039 3 622.0510864 -1.787767556 -0.001110884 60.36294322FHDPDSAVVAQHLTNTVFVDR 4 4759100 1xTMT6plex [N-Term] 1.001 1.231 7.025774479 48.54 0 2597.330965 3 866.4471436 -1.57383329 -0.001362589 60.91030701LFPPDDSPLPVSSR 10 4759100 1xTMT6plex [N-Term] 1.301 1.587 1.231 3.745075226 61.23 0 1755.947866 2 878.4775391 -0.036757925 -3.23E-05 66.87964132TLFGFLGK 6 4759100 2xTMT6plex [N-Term; K8] 1.352 1.154 1.213 3.588557243 43.05 0 1340.83423 2 670.9202881 -0.693671227 -0.000465049 86.39718411EIEEAMK 6 4759100 2xTMT6plex [N-Term; K7] 1.082 1.154 1.25 2.978964567 31.09 0 1307.72811 2 654.3668823 -1.239945483 -0.000810756 37.733339684759300 VAMP3 vesicle-associated membrane protein 3 9341 NP_004772.1 40 1 1 3 20 100 11.302 8.79 0.91 0.84 0.55 0.77 Significant 0.02 LQQTQNQVDEVVDIMR 10 4759300 1xTMT6plex [N-Term] 0.908 0.857 0.549 5.709522247 69.05 0 2145.117133 2 1073.061523 -0.635165781 -0.000681252 71.88275019LQQTQNQVDEVVDIMR 2 4759300 1xTMT6plex [N-Term]; 1xOxidation [M15] 0.802 5.268534184 45.09 0 2161.112048 2 1073.061523 -0.635165781 -0.000681252 71.88275019ADALQAGASQFETSAAK 2 4759300 2xTMT6plex [N-Term; K17] 0.936 5.361067295 45.27 0 2124.133718 3 708.7153931 -0.984990146 -0.000697417 112.6087199LSELDDR 6 4759300 1xTMT6plex [N-Term] 1.056 0.915 0.88 3.24131608 38.11 0 1076.578519 2 538.7924194 -0.889050631 -0.000478566 32.946511394759154 SNAP29 synaptosomal-associated protein 29 9342 NP_004773.1 33.72093023 1 6 6 32 258 28.953 5.81 1.04 1.06 1.19 1.1 Significant 0.00183 SVFGGLVNYFK 8 4759154 2xTMT6plex [N-Term; K11] 0.982 1.112 1.08 5.068807125 71.84 0 1688.977599 2 844.9918823 -0.657925578 -0.000555611 92.60316936IDSNLDELSMGLGR 8 4759154 1xTMT6plex [N-Term] 1.097 0.888 0.964 4.746771812 56.82 0 1748.905015 2 874.9526367 -4.012855152 -0.003509051 68.93605868LKDIALGMQTEIEEQDDILDR 6 4759154 2xTMT6plex [N-Term; K2] 1.053 1.07 1.379 6.656187534 37.2 1 2903.543609 3 968.5183716 -1.049556789 -0.001015811 89.77335392SYNPFDDDGEDEGARPAPWR 2 4759154 1xTMT6plex [N-Term] 0.915 4.286922455 13.89 0 2523.13741 3 841.7161865 -1.349113874 -0.001134667 50.79230677DLPDGPDAPADR 6 4759154 1xTMT6plex [N-Term] 1.066 1.112 1.465 3.556700706 33.96 0 1467.727703 2 734.3673706 -0.162168406 -0.00011901 28.90984297YQASHPNLR 2 4759154 1xTMT6plex [N-Term] 1.137 3.196550131 13.43 0 1314.711599 3 438.9086914 -0.059504495 -2.61E-05 21.014074254759274 TXNL1 thioredoxin-like protein 1 9352 NP_004777.1 58.13148789 1 12 12 61 289 32.231 4.96 1.06 1.03 1.22 1.1 Significant 0.00284 IDQYQGADAVGLEEK 6 4759274 2xTMT6plex [N-Term; K15] 1.164 1.147 5.353014946 40.68 0 2094.11192 3 698.7092896 0.666278784 0.000465087 51.65204868GYMDLMPFINK 8 4759274 2xTMT6plex [N-Term; K11] 1.027 1.103 1.054 4.063492775 49.37 0 1786.963605 2 893.9837036 -1.944540687 -0.001737412 91.71953577SEPTQALELTEDDIKEDGIVPLR 17 4759274 2xTMT6plex [N-Term; K15] 1.246 1.087 0.956 6.534305573 31.6 1 3026.629781 3 1009.546936 -1.165139044 -0.001175482 80.82704586
AGCECLNESDEHGFDNCLR 6 4759274 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C3; C5; C17] 1.227 1.108 0.744 7.155051708 66.45 0 2512.048872 3 838.0192261 -2.287912232 -0.001915782 34.71259419

QHLENDPGSNEDTDIPK 6 4759274 2xTMT6plex [N-Term; K17] 1.069 1.08 0.892 3.520480394 29.89 0 2367.182853 3 789.732666 0.24997092 0.000197242 30.93479535VGVKPVGSDPDFQPELSGAGSR 3 4759274 2xTMT6plex [N-Term; K4] 1.011 0.987 0.01 25.01 0 2657.4299 3 886.4816284 0.162575843 0.000144011 54.75359339ISYFTFIGTPVQATNMNDFK 2 4759274 2xTMT6plex [N-Term; K20] 0.862 5.718870163 47.71 0 2752.442045 3 918.1503296 -2.037863242 -0.0018697 98.6916335SMDFEEAER 6 4759274 1xTMT6plex [N-Term] 0.926 0.89 0.975 3.729946852 32.85 0 1342.614647 2 671.8101196 -1.254374955 -0.000842071 41.56351235IKQHLENDPGSNEDTDIPK 2 4759274 3xTMT6plex [N-Term; K2; K19] 1.659 4.092672348 9.42 1 2837.524812 4 710.1366577 -0.00386979 -2.75E-06 39.94483329MVGVKPVGSDPDFQPELSGAGSR 2 4759274 2xTMT6plex [N-Term; K5] 0.626 3.493048668 0.84 0 2788.470385 3 930.1617432 0.104610108 9.72E-05 60.1080814IFINLPR 2 4759274 1xTMT6plex [N-Term] 1.039 2.269657612 20.05 0 1101.698181 2 551.3529053 0.320248214 0.000176408 71.24882048FQNVNSVTIFVQSNQGEEETTR 1 4759274 1xTMT6plex [N-Term] 1.968998075 0 2756.368867 3 919.4590454 -2.279691085 -0.002094557 75.130455538327029 UBE4A ubiquitin conjugation factor E4 A isoform 1 9354 NP_004779.2 8.667287978 1 8 8 26 1073 123.442 5.24 1.1 1.14 1.03 1.09 Significant 0.000869 IFLITLDNSDPSLK 6 38327029 2xTMT6plex [N-Term; K14] 1.068 1.073 1.049 4.88918066 43.1 0 2034.188714 3 678.7349243 0.740206259 0.000501906 94.3742704
VFCNFQYAPQLAEALIK 4 38327029 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C3] 1.464 1.031 5.25647068 52.42 0 2470.356859 3 824.1242676 0.56290425 0.000463525 106.6073529

LLTFNPTYCALK 2 38327029 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 0.742 3.44739151 21.46 0 1899.081413 2 950.0413208 -3.184496672 -0.003023809 82.56492959SYSPTLFAQTVR 2 38327029 1xTMT6plex [N-Term] 1.036 3.574633121 24.49 0 1598.873973 2 799.940979 0.443104225 0.000354234 57.20682664SPLTMDQIRPNTELK 5 38327029 2xTMT6plex [N-Term; K15] 1.313 1.024 1.205 4.132472515 6.19 0 2201.236409 3 734.4127197 -5.816376769 -0.00426774 56.70353998VFVEYIQPK 4 38327029 2xTMT6plex [N-Term; K9] 1.288 1.17 2.44040823 12.47 0 1580.945237 3 527.6533813 0.224083011 0.000118088 69.64233149ELNDEER 2 38327029 1xTMT6plex [N-Term] 1.068 2.529625893 17.46 0 1133.563598 2 567.2852173 -0.387803285 -0.0002198 27.91973691SSPQEIK 1 38327029 2xTMT6plex [N-Term; K7] 0.948 2.164270163 15.54 0 1246.740723 2 623.8731079 -1.430890685 -0.000891975 32.84330661



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

42560244 PPIG peptidyl-prolyl cis-trans isomerase G 9360 NP_004783.2 7.957559682 1 6 6 33 754 88.564 10.29 1.21 1.24 1.22 1.22 Significant 0.000052
VVFELFSDVCPK 12 42560244 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.267 1.279 1.238 3.977147818 52.1 0 1898.049778 3 633.3549805 0.321406876 0.000203349 101.4037912

ILSCGELIPK 7 42560244 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.193 1.248 1.291 3.494753599 33.76 0 1587.954421 2 794.480896 0.059247411 4.70E-05 68.23412007
STQKPLHYK 6 42560244 3xTMT6plex [N-Term; K4; K9] 1.218 1.32 1.205 2.898106098 10.5 0 1789.093915 4 448.0285339 -0.899660883 -0.000402394 28.45649947SELNEIK 2 42560244 2xTMT6plex [N-Term; K7] 0.935 2.492522001 27.32 0 1290.766938 2 645.8880615 1.478622375 0.000954278 39.07712304GQENDHVHEK 2 42560244 2xTMT6plex [N-Term; K10] 0.827 2.318809509 16.12 0 1650.860003 4 413.4707642 0.741147416 0.000305883 18.13267953TDAASKPFAEVR 4 42560244 2xTMT6plex [N-Term; K6] 0.937 1.054 1.243 3.283156633 4.27 0 1749.989955 3 584.0003662 -1.94821529 -0.001136452 38.57753064

21396489 LONP1 lon protease homolog, mitochondrial isoform 1 precursor 9361 NP_004784.2 42.85714286 1 34 34 282 959 106.422 6.39 0.89 0.91 0.89 0.9 Significant 0.0000553
AGVTCIVLPAENKK 6 21396489 3xTMT6plex [N-Term; K13; K14]; 1xCarbamidomethyl [C5] 2.274 1.116 2.165 4.494295597 24.69 1 2187.313821 3 729.7752075 -1.258055145 -0.000917254 57.52754948

LSSDVLTLLIK 20 21396489 2xTMT6plex [N-Term; K11] 0.809 0.856 0.873 4.217356205 53.06 0 1660.06608 2 830.5361328 -0.657103361 -0.000545417 106.6943572MEMINVSGYVAQEK 12 21396489 2xTMT6plex [N-Term; K14] 0.843 0.859 0.78 4.53192091 39.78 0 2057.081154 2 1029.043579 -0.618637175 -0.000636293 69.29494965VVDNPIYLSDMGAALTGAESHELQDVLEETNIPK 6 21396489 2xTMT6plex [N-Term; K34] 0.907 0.904 100 5.523787022 47.26 0 4127.125861 3 1376.373901 -4.533495965 -0.006236769 112.0408551DDSNESDVVESLDEIYHTGTFAQIHEMQDLGDK 6 21396489 2xTMT6plex [N-Term; K33] 0.927 1.022 1.014 7.622646809 57.38 0 4195.965397 4 1049.745117 -1.610685351 -0.001689595 88.84557815GDKDGSLEVTGQLGEVMK 6 21396489 3xTMT6plex [N-Term; K3; K18] 1.022 1.027 0.957 6.842235565 32.69 1 2550.405214 3 850.8065186 -0.08306756 -7.06E-05 61.02308809IVSGEAESVEVTPENLQDFVGKPVFTVER 16 21396489 2xTMT6plex [N-Term; K22] 1.036 0.968 1.084 7.920669556 41.27 0 3633.941613 3 1211.983887 -1.240037466 -0.001502075 89.8191763VLFICTANVTDTIPEPLR 14 21396489 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.965 0.939 0.99 5.895498276 60.72 0 2288.25217 3 763.4197388 -3.280635546 -0.002502307 96.21773711EIFDIAFPDEQAEALAVER 14 21396489 1xTMT6plex [N-Term] 0.785 1.085 0.996 5.189897537 72.96 0 2392.223372 3 798.0786743 -0.795139285 -0.00063405 90.55866316HVMDVVDEELSK 2 21396489 2xTMT6plex [N-Term; K12] 0.951 4.751288891 34.75 0 1858.99847 3 620.3377075 0.053178416 3.30E-05 58.44487111TENPLILIDEVDK 24 21396489 2xTMT6plex [N-Term; K13] 0.784 0.812 0.836 4.811257362 69.87 0 1957.125779 2 979.0675049 0.998288227 0.000976888 89.83073712FSVGGMTDVAEIK 12 21396489 2xTMT6plex [N-Term; K13] 0.932 0.861 0.924 5.780212879 66.66 0 1811.997742 2 906.501709 -0.883484131 -0.000800436 71.98337355ILEFIAVSQLR 19 21396489 1xTMT6plex [N-Term] 0.913 0.902 0.922 4.048438549 46.92 0 1517.92528 2 759.4655151 -1.005725764 -0.000763308 97.58382711LGLLDNHSSEFNVTR 2 21396489 1xTMT6plex [N-Term] 0.746 4.442468643 33.02 0 1931.018405 3 644.3446655 0.537649992 0.000346071 65.0527623AGVTCIVLPAENK 10 21396489 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 0.937 0.773 0.836 4.893077374 52.48 0 1830.055926 2 915.5306396 -1.051024232 -0.000961717 61.73559193
HVMDVVDEELSK 2 21396489 2xTMT6plex [N-Term; K12]; 1xOxidation [M3] 0.722 4.584375381 31.82 0 1874.993385 3 620.3377075 0.053178416 3.30E-05 58.44487111QLEVEPEEPEAENK 6 21396489 2xTMT6plex [N-Term; K14] 1.085 1.027 3.991167784 38.92 0 2099.09085 3 700.3673096 -1.655406702 -0.001158283 43.81412558
ILCFYGPPGVGK 22 21396489 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 1.004 1.071 1.01 4.498408318 61.33 0 1766.007519 2 883.5081787 0.88410262 0.000780666 76.39784196
LAQPYVGVFLK 4 21396489 2xTMT6plex [N-Term; K11] 1.377 1.231 3.419003248 29.23 0 1693.045285 3 565.0203857 0.779120662 0.000439696 86.0537666ESVLQMMQAGQR 10 21396489 1xTMT6plex [N-Term] 0.914 1.017 1.075 4.021458626 35.61 0 1606.824262 3 536.2796631 0.108093845 5.79E-05 57.90472171DDSNESDVVESLDEIYHTGTFAQIHEMQDLGDKLR 2 21396489 2xTMT6plex [N-Term; K33] 0.593 5.50303936 13.97 1 4465.150572 5 893.8345947 -1.501632941 -0.001341003 93.59756281TKTENPLILIDEVDK 2 21396489 3xTMT6plex [N-Term; K2; K15] 1.067 4.257332802 18.16 1 2415.431353 3 805.8154907 0.234400356 0.000188726 83.54528038EAEDELSAR 8 21396489 1xTMT6plex [N-Term] 0.809 0.896 0.898 3.696842432 30.6 0 1248.626926 2 624.8168945 -0.331225838 -0.000206789 20.32410785KYLLQEQLK 6 21396489 3xTMT6plex [N-Term; K1; K9] 0.986 1.018 0.972 4.683512211 16.18 1 1850.171831 3 617.3947754 -1.112571324 -0.000686149 56.24849121DIIALNPLYR 8 21396489 1xTMT6plex [N-Term] 1.077 0.835 3.915972948 32.11 0 1416.841216 3 472.9517822 -0.298488149 -0.00014097 73.95256536ALCGLDESK 6 21396489 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.825 0.855 0.819 3.443931341 21.36 0 1450.797586 2 725.9013672 -1.467168832 -0.001064283 41.38922637

NYLDWLTSIPWGK 2 21396489 2xTMT6plex [N-Term; K13] 1.011 3.291295767 10.95 0 2051.136619 3 684.3831177 -0.886890049 -0.000606378 112.3132841YLLQEQLK 6 21396489 2xTMT6plex [N-Term; K8] 0.959 0.876 0.798 3.71620512 38.66 0 1492.913936 2 746.9606934 0.116342105 8.68E-05 57.48055625TYVGAMPGK 6 21396489 2xTMT6plex [N-Term; K9] 0.933 0.939 0.927 3.27234292 27.35 0 1381.791379 2 691.3988037 -0.758231772 -0.000523859 42.13370774ALTAEIVK 6 21396489 2xTMT6plex [N-Term; K8] 0.885 0.87 0.944 3.648317814 46.41 0 1302.839709 2 651.9232178 -0.422141819 -0.000274992 52.60281686ILPVGGIK 4 21396489 2xTMT6plex [N-Term; K8] 0.847 0.904 2.588194609 26.13 0 1254.854965 2 627.9307251 -0.630777826 -0.000395767 68.0235878DDKDAIEEK 5 21396489 3xTMT6plex [N-Term; K3; K9] 0.7 0.698 0.614 2.888705969 4.41 1 1749.983756 3 583.9995117 0.129221914 7.54E-05 31.34948322ELGLEKDDKDAIEEK 1 21396489 4xTMT6plex [N-Term; K6; K9; K15] 1.16 2.851309299 2 2648.516428 4 662.883606 -1.447735734 -0.000958588 49.97356296KLVELLR 5 21396489 2xTMT6plex [N-Term; K1] 1.189 0.664 0.948 3.361190557 12.9 1 1328.902978 3 443.6393738 0.444124139 0.000196733 58.07859695KEFELSK 2 21396489 3xTMT6plex [N-Term; K1; K7] 1.244 2.304913998 9.88 1 1567.966255 3 523.3256836 -2.396645168 -0.00125262 45.75042259
4758874 TM9SF2 transmembrane 9 superfamily member 2 precursor 9375 NP_004791.1 21.56862745 1 9 9 88 663 75.725 7.44 1.9 1.85 1.79 1.84 Significant 0.000296

SMLLNYQHHWIVDNMPVTWCYDVEDGQR 6 4758874 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 100 100 100 7.652896404 36.43 0 3735.734407 4 934.6879883 -1.146795926 -0.001071031 81.95204312
LDSVESVLPYEYTAFDFCQASEGK 22 4758874 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C18] 2.026 2.031 1.309 5.234707355 55.39 0 3213.570218 3 1071.861938 0.324984244 0.00034812 104.7418552RPSENLGQVLFGER 12 4758874 1xTMT6plex [N-Term] 1.28 1.178 1.401 6.490110874 54.93 0 1831.002361 3 611.005188 -0.737566037 -0.000450162 53.75330638YNQMDSTEDAQEEFGWK 10 4758874 2xTMT6plex [N-Term; K17]; 1xOxidation [M4] 1.56 1.304 1.532 4.438945293 61.85 0 2552.165154 3 851.3932495 0.015996283 1.36E-05 54.7196054

FCNPGFPIGCYITDK 16 4758874 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C2; C10] 2.737 2.377 2.4 5.063322067 43.9 0 2247.134253 2 1124.069946 -0.728488684 -0.000818506 83.53918733
DTFYIFNHVDIK 6 4758874 2xTMT6plex [N-Term; K12] 2.013 2.044 1.338 3.494808674 27.2 0 1970.07877 3 657.3651733 1.11521913 0.000732357 74.60127069DACVISSDFHER 6 4758874 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.961 1.804 2.075 4.308684826 37.75 0 1664.789986 3 555.600769 -1.340512084 -0.00074389 34.7799361IYYHVVETGSMGAR 6 4758874 1xTMT6plex [N-Term] 2.569 2.291 2.384 3.88500452 26.11 0 1811.93117 3 604.6473389 -2.045772212 -0.001235599 43.37593144QKLEFLK 4 4758874 3xTMT6plex [N-Term; K2; K7] 1.167 1.619 1.257 2.630928516 2.84 1 1593.034275 3 531.6831055 0.306180638 0.000162585 58.04864471

4757988 CIAO1 probable cytosolic iron-sulfur protein assembly protein CIAO1 9391 NP_004795.1 31.56342183 1 8 8 36 339 37.816 4.97 1.15 1.25 1.14 1.18 Significant 0.000885
SVAWAPSGNLLATCSR 6 4757988 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.102 1.122 1.147 4.211879253 54.74 0 1919.000647 2 960.0029297 -1.075651018 -0.001032087 62.99656075

NQDDFECVTTLEGHENEVK 2 4757988 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C7] 1.281 4.358522415 28.22 0 2722.303045 3 908.1069946 1.243772887 0.001128642 50.88051179
TIYDIAWCQLTGALATACGDDAIR 4 4757988 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C8; C18] 0.836 0.846 5.824068069 67.66 0 2884.41708 3 962.1433105 -0.589872868 -0.000567146 111.3492753

EPGLLASCSDDGEVAFWK 10 4757988 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 1.174 1.218 1.368 4.641343594 38.46 0 2439.226633 3 813.7457275 -1.64115657 -0.001334384 78.1669547
MKDSLVLLGR 6 4757988 2xTMT6plex [N-Term; K2] 1.277 1.302 1.237 3.409767151 13.15 1 1589.981304 3 530.664917 -0.696054371 -0.000368904 68.38171307

IWGTEGDSWICK 2 4757988 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 0.981 2.912935495 11 0 1909.98824 3 637.3317871 -3.891328605 -0.002477464 71.72398031DSLVLLGR 4 4757988 1xTMT6plex [N-Term] 1.465 1.03 2.005278349 15.93 0 1101.682925 2 551.3442383 -1.565756772 -0.000862484 51.13951396LASCSDDR 2 4757988 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.928 3.077644825 32.52 0 1152.551653 2 576.7797241 0.449986069 0.000259316 18.86537384
4758574 POLR2D DNA-directed RNA polymerase II subunit RPB4 5433 NP_004796.1 25.35211268 1 2 2 12 142 16.301 4.79 1.52 1.25 1.18 1.32 Significant 0.00614

FEDEELQQILDDIQTK 10 4758574 2xTMT6plex [N-Term; K16] 1.521 1.242 1.176 4.454325199 44.24 0 2422.275356 3 808.0953979 -1.534037959 -0.001238621 106.4760695EFETAETLLNSEVHMLLEHR 2 4758574 1xTMT6plex [N-Term] 1.283 6.825207233 39.15 0 2627.333667 4 657.5897217 1.290121157 0.000847395 106.4914673
115298668 SNRNP40 U5 small nuclear ribonucleoprotein 40 kDa protein 9410 NP_004805.2 54.34173669 1 13 13 66 357 39.286 8.1 1.26 1.37 1.17 1.26 Significant 0.00208

LILLWNVYGDCDNYATLK 6 115298668 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 2.257 1.779 0.716 4.067959309 34.63 0 2629.410017 3 877.1422119 0.785694196 0.000688637 108.7540478
GHADSVTGLSLSSEGSYLLSNAMDNTVR 4 115298668 1xTMT6plex [N-Term] 1.271 100 6.619423389 37.38 0 3110.526172 3 1037.511475 -2.02575112 -0.002100384 79.87578574

RGPQLVCTGSDDGTVK 6 115298668 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C7] 1.229 1.457 1.353 5.736485958 22.84 1 2148.148323 3 716.7207031 -0.356867816 -0.000255535 34.88426069
LPGHAGSINEVAFHPDEPIIISASSDKR 4 115298668 2xTMT6plex [N-Term; K27] 1.68 1.438 8.572854042 34.49 1 3415.837423 5 683.9736938 0.567866102 0.000387948 63.3221356HELLLGAGSGPGAGQQQATPGALLQAGPPR 6 115298668 1xTMT6plex [N-Term] 1.067 1.065 1.246 8.237129211 93 0 3078.664595 3 1026.893433 0.373386423 0.000383177 70.14299042IFQGNVHNFEK 6 115298668 2xTMT6plex [N-Term; K11] 1.488 1.698 1.197 4.808005333 41.18 0 1790.995375 3 597.6696777 -0.499474699 -0.000298186 49.24359681KGPELPLVPVK 6 115298668 3xTMT6plex [N-Term; K1; K11] 0.97 0.997 0.967 4.178563118 14.12 1 1864.223867 3 622.0797729 0.482049218 0.000299549 69.72058098

GPQLVCTGSDDGTVK 6 115298668 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.019 1.236 4.539 3.8577528 41.73 0 1992.047212 2 996.5269775 -0.2677205 -0.000266656 40.7679665
GHTSFVNSCYPAR 2 115298668 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.088 4.860992432 30.78 0 1724.837604 3 575.6167603 -1.088194202 -0.000625653 41.31408069TVAVWDSETGER 4 115298668 1xTMT6plex [N-Term] 1.181 2.271 3.97685194 19.07 0 1578.796116 2 789.901062 -0.80382549 -0.000634538 41.01757197FVYVWDTTSR 6 115298668 1xTMT6plex [N-Term] 1.156 1.072 1.297 3.863650322 21.55 0 1502.784095 2 751.895813 0.169017335 0.000126998 79.85030507VWDVRPFAPK 6 115298668 2xTMT6plex [N-Term; K10] 1.365 1.51 1.375 3.106279612 9.92 0 1672.993918 3 558.3356934 -0.83157617 -0.000463741 62.83905453LYMGEIQ 2 115298668 1xTMT6plex [N-Term] 1.454 2.415990353 38.58 0 1082.575348 2 541.7915039 0.353649749 0.000191426 58.53145586LYMGEIQ 2 115298668 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.847 2.120206356 24.33 0 1098.570263 2 541.7915039 0.353649749 0.000191426 58.53145586

41327771 DDX23 probable ATP-dependent RNA helicase DDX23 9416 NP_004809.2 19.87804878 1 16 16 92 820 95.524 9.55 1.29 1.29 1.3 1.29 Significant 0.00000664
AQPLSLEELLAK 12 41327771 2xTMT6plex [N-Term; K12] 1.458 1.368 1.418 4.894553661 66.28 0 1770.077707 2 885.5428467 0.4009086 0.00035482 90.64596376ELAQQIEEETIK 8 41327771 2xTMT6plex [N-Term; K12] 1.285 1.391 3.993167877 49.59 0 1889.063179 2 945.0332031 -2.143655143 -0.00202475 63.89347966IEESDQGPYAIILAPTR 10 41327771 1xTMT6plex [N-Term] 1 1.234 1.141 5.317091465 46.91 0 2102.1331 2 1051.568237 -1.856419379 -0.00195122 71.33983738DIIGVAETGSGK 4 41327771 2xTMT6plex [N-Term; K12] 1.233 1.255 3.829846859 39.14 0 1604.925958 3 535.6472168 0.71007053 0.00037987 49.6847251EDSAVFYELK 4 41327771 2xTMT6plex [N-Term; K10] 1.284 1.269 4.670465469 57.26 0 1658.904159 2 829.9563599 0.773785848 0.000641818 69.99329724GFIAGIDLK 8 41327771 2xTMT6plex [N-Term; K9] 1.614 1.422 1.559 3.910808563 55.23 0 1391.866258 2 696.4362793 -0.701235657 -0.000488013 74.43406491DILVATDVAGR 2 41327771 1xTMT6plex [N-Term] 0.743 3.324389696 15.13 0 1358.784095 2 679.8956299 -0.082584404 -5.61E-05 51.09755781TVAVIGGISR 2 41327771 1xTMT6plex [N-Term] 1.217 3.118212938 29.69 0 1201.746588 2 601.3773804 0.745891186 0.000448186 45.49339136MLANFESGK 6 41327771 2xTMT6plex [N-Term; K9] 1.724 1.491 0.97 4.09739542 41.31 0 1454.807757 2 727.906189 -1.825327298 -0.00132775 52.66313656TLEEKEQEEAR 6 41327771 2xTMT6plex [N-Term; K5] 1.407 1.681 1.616 3.124801397 6.36 1 1819.980178 3 607.331604 0.044484945 2.70E-05 24.63794943LIDVLENR 8 41327771 1xTMT6plex [N-Term] 1.107 1.057 1.392 3.419263124 36.57 0 1200.714953 2 600.8615112 0.660090836 0.00039629 62.09370155NIEDYIHR 10 41327771 1xTMT6plex [N-Term] 1.246 1.173 1.525 3.183512926 34.5 0 1288.684716 3 430.232666 -0.986232792 -0.000423648 38.05271146EDYSITTK 4 41327771 2xTMT6plex [N-Term; K8] 1.411 0.81 2.954419374 21.91 0 1414.782982 2 707.8948364 -0.413885695 -0.000292779 34.47689307MLEDPQER 4 41327771 1xTMT6plex [N-Term] 1.162 1.136 2.772778511 21.2 0 1246.629903 2 623.8193359 1.197047333 0.000746138 28.78043113KDEEDEHGDK 2 41327771 3xTMT6plex [N-Term; K1; K10] 0.695 2.283286333 4.18 1 1888.985547 4 473.0015259 -0.673887832 -0.000318241 17.53797096EFALSNLK 2 41327771 2xTMT6plex [N-Term; K8] 1.254 2.87472415 0.44 0 1379.829872 2 690.4140625 -6.540009156 -0.00451205 61.62626957124028529 SYMPK symplekin 8189 NP_004810.2 12.16640502 1 12 12 70 1274 141.059 6.13 1.37 1.28 1.3 1.32 Significant 0.000429 FMVHPAISSINLTTALGSLANIAR 10 124028529 1xTMT6plex [N-Term] 1.973 1.677 2.172 5.500740528 27.29 0 2726.522471 3 909.5090942 -3.57291211 -0.003247208 111.2543819VVDLLNQAALITNDSK 6 124028529 2xTMT6plex [N-Term; K16] 1.585 1.526 1.245 6.843316555 58.92 0 2172.264004 3 724.7582397 -1.766862458 -0.001279364 92.19212452LMATQMTAAGLGPGVEQTK 2 124028529 2xTMT6plex [N-Term; K19] 1.58 6.512343407 62.75 0 2362.287458 3 788.0985107 -2.742851389 -0.002159801 65.1707337VVLEAPLITESALEVVR 20 124028529 1xTMT6plex [N-Term] 1.355 1.444 1.336 6.035228729 60.05 0 2067.226273 2 1034.118042 1.226186223 0.001267402 100.7454997GMGMNSPELLLLVENCPK 6 124028529 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 1.908 1.101 1.511 5.177155972 32.56 0 2460.30648 3 820.7750244 1.642243444 0.001346807 98.14606389

ATNLCFAER 6 124028529 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.105 1.478 1.372 4.006737232 43.56 0 1310.672437 2 655.8404541 0.911572634 0.000597387 37.89228288AALEQLLK 6 124028529 2xTMT6plex [N-Term; K8] 1.467 1.279 1.232 3.5261724 42.31 0 1343.866258 2 672.4353638 -2.088809746 -0.00140354 69.24939435EVIQALPK 4 124028529 2xTMT6plex [N-Term; K8] 1.095 0.777 2.817754507 21.24 0 1355.866258 2 678.4367065 -0.08963573 -6.08E-05 53.06000076RRPEPIIPVTQPR 2 124028529 1xTMT6plex [N-Term] 1.223 3.780872583 8.26 1 1788.080552 4 447.7758179 0.49751359 0.000222399 34.8063744KYCEDESR 4 124028529 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.983 1.118 2.500716686 6.31 1 1544.777913 3 515.597168 -0.623263539 -0.000320935 17.37396605
VWEGFIK 2 124028529 2xTMT6plex [N-Term; K7] 1.434 2.780333996 18.11 0 1336.80293 2 668.9050293 -0.110379957 -7.38E-05 72.97308723GAETLVTR 2 124028529 1xTMT6plex [N-Term] 1.143 2.553675652 22.42 0 1075.630889 2 538.3200684 1.832197987 0.000985384 25.40790582

28558971 MED23 mediator of RNA polymerase II transcription subunit 23 isoform a 9439 NP_004821.2 5.628654971 1 6 6 19 1368 156.372 7.4 1.33 1.27 1.12 1.24 Significant 0.00253
TEVIEEAFPGMFMDTPEDEK 2 28558971 2xTMT6plex [N-Term; K20] 0.896 4.17883873 25.55 0 2773.335256 3 925.1162109 -0.424112987 -0.000392069 91.64798459GLLPYDKDLFEPQTALLR 7 28558971 2xTMT6plex [N-Term; K7] 1.154 1.272 1.183 3.734895468 16.3 1 2547.458681 3 849.8242798 -0.155026864 -0.000131642 88.05993485LFDLLYPEK 2 28558971 2xTMT6plex [N-Term; K9] 1.1 3.47007966 34.95 0 1595.944902 2 798.4763794 0.363426746 0.000290005 92.8723769LQIPIPHSLR 4 28558971 1xTMT6plex [N-Term] 1.753 1.297 3.753396273 24.38 0 1402.873185 3 468.2954407 -1.009662548 -0.000472143 60.78264453FLPVFDIVIHR 2 28558971 1xTMT6plex [N-Term] 100 2.767234087 26.76 0 1584.94635 3 528.9865112 -0.864167165 -0.000456553 99.49312977FLELLPVSK 2 28558971 2xTMT6plex [N-Term; K9] 0.96 2.154072285 19.13 0 1503.955073 3 501.9901733 0.594306005 0.000297937 91.913414664758484 GSTO1 glutathione S-transferase omega-1 isoform 1 9446 NP_004823.1 64.3153527 1 17 17 183 241 27.548 6.6 0.87 0.91 0.89 0.89 Significant 0.000168

NPFGLVPVLENSQGQLIYESAITCEYLDEAYPGKK 2 4758484 3xTMT6plex [N-Term; K34; K35]; 1xCarbamidomethyl [C24] 0.856 6.575728416 38.33 1 4630.435792 4 1158.36377 -0.54935758 -0.000635941 111.818007GSAPPGPVPEGSIR 18 4758484 1xTMT6plex [N-Term] 0.914 0.891 1.012 4.644196033 65.46 0 1549.853572 2 775.4293823 -1.344515121 -0.001041901 35.6563906KNPFGLVPVLENSQGQLIYESAITCEYLDEAYPGK 8 4758484 3xTMT6plex [N-Term; K1; K35]; 1xCarbamidomethyl [C25] 0.798 0.901 7.635686874 28.47 1 4630.435792 4 1158.362549 -1.603861458 -0.001856644 109.7106212
EDPTVSALLTSEK 12 4758484 2xTMT6plex [N-Term; K13] 0.625 0.625 0.619 5.127552032 63.82 0 1848.03663 2 924.5214233 -0.573571051 -0.00052999 62.14671419SQNKEDYAGLKEEFR 4 4758484 3xTMT6plex [N-Term; K4; K11] 1.023 1.085 1.072 3.420332193 19.35 2 2501.360313 3 834.4584351 0.175458841 0.000146295 44.70773763HEVININLK 12 4758484 2xTMT6plex [N-Term; K9] 0.885 0.971 0.889 4.15500021 51.41 0 1537.946633 2 769.4755859 -1.780455147 -0.001369122 52.51395058VPSLVGSFIR 24 4758484 1xTMT6plex [N-Term] 1.013 1.01 0.952 3.816331148 53.42 0 1303.793538 2 652.4005737 0.255340227 0.000166455 78.46752049LNECVDHTPK 12 4758484 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 0.921 0.926 0.874 3.669647455 43.28 0 1670.893612 2 835.9495239 -1.101595233 -0.000920324 28.63577608

LEEVLTNKK 12 4758484 3xTMT6plex [N-Term; K8; K9] 1.124 1.301 1.107 3.536966801 25.55 1 1761.108897 2 881.0568237 -1.434277612 -0.00126296 52.57154674LEEVLTNK 12 4758484 2xTMT6plex [N-Term; K8] 0.697 0.682 0.736 4.005971432 42.8 0 1403.851002 2 702.428772 -0.523185642 -0.000367237 65.04297261LLPDDPYEK 15 4758484 2xTMT6plex [N-Term; K9] 0.962 0.964 0.983 2.906141996 35.77 0 1547.872131 2 774.4389648 -0.954893153 -0.000739026 56.86804848MILELFSK 12 4758484 2xTMT6plex [N-Term; K8] 0.92 0.922 0.944 3.556806087 36.72 0 1438.87438 2 719.9422607 1.991149759 0.001432507 99.23663839NKPEWFFK 12 4758484 3xTMT6plex [N-Term; K2; K8] 0.976 1.198 0.966 4.006011486 26.04 0 1783.050988 2 892.0291748 0.04763149 4.25E-05 63.1397186LWMAAMK 12 4758484 2xTMT6plex [N-Term; K7] 0.775 0.802 0.747 3.379266262 33.97 0 1308.757242 2 654.8811646 -1.67276892 -0.001094624 72.60010299EDYAGLKEEFR 2 4758484 2xTMT6plex [N-Term; K7] 0.73 0.806 2.356250525 1 1814.968885 3 605.6615601 0.684317947 0.000414005 49.3559417KLLPDDPYEK 2 4758484 3xTMT6plex [N-Term; K1; K10] 1.174 3.76882267 16.73 1 1905.130026 3 635.7148438 -0.025237123 -1.60E-05 51.4407021MILELFSK 6 4758484 2xTMT6plex [N-Term; K8]; 1xOxidation [M1] 0.905 0.919 0.846 2.308656931 32.23 0 1454.869295 2 719.9422607 1.991149759 0.001432507 99.23663839FCPFAER 6 4758484 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.097 0.939 0.882 2.97036624 21.94 0 1155.581831 2 578.2946167 0.108826943 6.29E-05 45.86087826224809408 HOMER3 homer protein homolog 3 isoform 1 9454 NP_004829.3 24.65373961 1 9 9 35 361 39.812 5.45 1.12 1.08 1.11 1.1 Significant 0.000119 VAELEAQAASEVTPTGEK 2 224809408 2xTMT6plex [N-Term; K18] 1.053 6.744582653 53.14 0 2288.238577 3 763.4169922 -0.941233804 -0.000717922 62.56809893HALTVSYFYDATR 2 224809408 1xTMT6plex [N-Term] 1.4 4.359718323 32.18 0 1772.9169 3 591.644104 0.484208661 0.000286154 55.19325249SQSADAPGPTER 6 224809408 1xTMT6plex [N-Term] 0.904 1.228 1.152 4.56657505 55.56 0 1444.722952 2 722.8653564 0.335490361 0.000242345 16.61018439NAELEHQLR 6 224809408 1xTMT6plex [N-Term] 1.304 1.056 1.137 3.771472216 59.76 0 1338.732729 3 446.915863 0.229576316 0.000102447 37.88068029DQEIQTLK 12 224809408 2xTMT6plex [N-Term; K8] 1.049 1.011 1.076 3.347002745 42.87 0 1432.841165 2 716.9243774 0.218372294 0.000156446 40.18324311EALEAAEREETQQK 2 224809408 2xTMT6plex [N-Term; K14] 1.237 2.855564833 0.05 1 2090.112983 3 697.3745117 -1.914171044 -0.001333611 36.30340282EQPIFSTR 2 224809408 1xTMT6plex [N-Term] 1.244 2.248093367 20.47 0 1206.668003 2 603.8373413 -0.494819462 -0.000298541 36.45913421NWIPAGK 2 224809408 2xTMT6plex [N-Term; K7] 1.397 2.081786156 6.94 0 1243.756314 2 622.3823853 0.948873826 0.000590084 52.48998076EALEAAER 1 224809408 1xTMT6plex [N-Term] 1.009 11.71 0 1117.605068 2 559.3063965 0.400748675 0.000223939 22.012308514757702 EIF4E2 eukaryotic translation initiation factor 4E type 2 isoform A 9470 NP_004837.1 22.85714286 1 4 4 24 245 28.344 8.88 1.26 1.19 1.16 1.2 Significant 0.000606
FDALKDDDSGDHDQNEENSTQK 2 4757702 3xTMT6plex [N-Term; K5; K22] 1.032 4.805436134 13.4 1 3195.528119 4 799.6369629 -0.65624755 -0.000524264 38.36094122FQEDIISIWNK 14 4757702 2xTMT6plex [N-Term; K11] 1.418 1.459 1.174 3.382358074 30.95 0 1851.041656 3 617.6853027 -0.162609455 -0.000100332 89.46886072VLNLPPNTIMEYK 6 4757702 2xTMT6plex [N-Term; K13]; 1xOxidation [M10] 0.696 0.701 1.115 2.058978796 14.93 0 2006.139656 2 1003.571777 -1.683677649 -0.001688846 70.10597768TASDQATTAR 2 4757702 1xTMT6plex [N-Term] 2.662 2.714214087 19.82 0 1250.653809 2 625.8302002 -0.548280723 -0.000342855 14.711497374757798 ATG5 autophagy protein 5 isoform a 9474 NP_004840.1 9.090909091 1 2 2 6 275 32.426 5.77 1.01 0.87 1.01 0.97 Significant 0.00234 VSYLTLVTDK 2 4757798 2xTMT6plex [N-Term; K10] 1.01 3.952887535 49.52 0 1596.96128 2 798.9807739 -4.389097296 -0.003504609 80.70433304IPTCFTLYQDEITER 4 4757798 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.872 1.013 2.827861547 9.25 0 2115.062972 2 1058.036133 0.953501161 0.001008358 75.519693241872583 ROCK2 rho-associated protein kinase 2 9475 NP_004841.2 13.54466859 1 12 17 59 1388 160.799 6.02 1.11 1.12 1.08 1.1 Significant 0.000119 ELQDQLEAEQYFSTLYK 6 41872583 2xTMT6plex [N-Term; K17] 1.093 1.14 1.092 5.003317833 62.2 0 2563.333206 3 855.1126709 -3.802168468 -0.003248742 84.71000892KEQEFPVEPVGEK 4 41872583 3xTMT6plex [N-Term; K1; K13] 1.27 1.224 4.491464615 21.64 1 2203.257746 3 735.0907593 -0.009548574 -7.01E-06 49.33150104SQLQALHIGLDSSSIGSGPGDAEADDGFPESR 2 41872583 1xTMT6plex [N-Term] 100 4.889531612 29.2 0 3442.656 3 1148.224731 1.057722856 0.001213792 67.35855324GAFGEVQLVR 4 41872583 1xTMT6plex [N-Term] 1.365 1.201 3.412786961 34.55 0 1304.752401 2 652.8806763 1.283415199 0.00083727 52.42414164IFQILYANEGESK 4 41872583 2xTMT6plex [N-Term; K13] 1.092 1.18 3.853533506 37.07 0 1970.099899 3 657.3720093 0.799737126 0.000525187 83.94792367KNEESQEIQK 3 41872583 3xTMT6plex [N-Term; K1; K10] 0.902 1.073 4.094032288 12.73 1 1920.100517 3 640.7050171 -0.009775774 -6.26E-06 27.22684859LEGWLSLPVR 6 41872583 1xTMT6plex [N-Term] 0.89 0.633 1.165 3.973643541 39.02 0 1398.830652 2 699.9158936 -4.390231668 -0.003070595 84.75261064IYESIEEAK 2 41872583 2xTMT6plex [N-Term; K9] 1.355 3.299383879 22.86 0 1539.867046 2 770.4378052 0.836443358 0.000644006 55.40430405AEDYDVVK 4 41872583 2xTMT6plex [N-Term; K8] 1.025 1.274 2.792540789 32.69 0 1396.772417 2 698.8893433 -0.721110003 -0.000503613 37.6991632IQQNQSIR 4 41872583 1xTMT6plex [N-Term] 1.014 0.741 2.975415945 28.4 0 1215.7007 2 608.3546753 1.130044539 0.000686898 20.11637107SDSAFFWEER 2 41872583 1xTMT6plex [N-Term] 1.046 3.098818541 28.96 0 1502.711324 2 751.8549194 -5.830842338 -0.004381036 58.1025801NIDNFLNR 2 41872583 1xTMT6plex [N-Term] 1.057 2.803586006 18.71 0 1234.674151 2 617.8395386 -1.903782921 -0.001175276 47.84658326LTQQMIK 2 41872583 2xTMT6plex [N-Term; K7] 1.285 2.504377604 11.26 0 1319.812114 2 660.40979 0.143564469 9.47E-05 45.40867498

DVKPDNMLLDK 6 41872583 3xTMT6plex [N-Term; K3; K11]; 1xOxidation [M7] 0.95 1.054 1.098 2.959538937 24.21 0 1991.145025 3 664.3875732 1.577944612 0.001047306 45.85324403LAEIMNR 2 41872583 1xTMT6plex [N-Term] 1.058 2.3303864 19.93 0 1075.613131 2 538.3101807 -0.042879613 -2.31E-05 46.82093448KADHEADK 2 41872583 3xTMT6plex [N-Term; K1; K8] 0.992 1.99352932 3.76 1 1600.926181 4 400.9870605 0.14420871 5.77E-05 17.60458596KLEALIR 4 41872583 2xTMT6plex [N-Term; K1] 1.081 0.877 2.784437656 9.25 1 1300.871678 3 434.295105 -0.704203658 -0.00030536 50.631175784759188 STX8 syntaxin-8 9482 NP_004844.1 22.03389831 1 4 4 27 236 26.89 4.98 1 1.22 1.45 1.22 Significant 0.0111 IIQEQDAGLDALSSIISR 15 4759188 1xTMT6plex [N-Term] 1.344 1.247 1.478 6.091921806 65.14 0 2158.191678 3 720.0690308 0.399021628 0.000287055 92.59698449QNLLDDLVTR 4 4759188 1xTMT6plex [N-Term] 1.165 1.262 3.491082907 50.3 0 1415.805559 2 708.4060059 -0.58196639 -0.000411976 67.41699841GAPNPWLFEEPEETR 6 4759188 1xTMT6plex [N-Term] 0.763 1.17 1.641 2.070531368 12.39 0 2000.991522 2 1000.997864 -1.534609669 -0.00153537 65.0761642SSLMSEEAK 2 4759188 2xTMT6plex [N-Term; K9] 0.564 3.132570505 16.33 0 1439.781602 2 720.3917847 -3.687270387 -0.002654432 35.228928096754472 KIF23 kinesin-like protein KIF23 isoform 2 9493 NP_004847.2 15.42056075 1 10 10 32 856 98.044 8.47 1.03 1.19 1.08 1.1 Significant 0.00184
QVDPEFADMITVQEFCK 2 6754472 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C16] 0.979 3.671524763 50.08 0 2515.261303 3 839.0922852 0.39707952 0.00033292 85.29894947
FAEVTQEVEVARPVDK 6 6754472 2xTMT6plex [N-Term; K16] 1.276 1.344 1.313 4.966914177 51.98 0 2275.269818 3 759.0927124 -2.739786253 -0.002077918 59.77186331ALLQEFDNAVLSK 2 6754472 2xTMT6plex [N-Term; K13] 1.24 3.149191618 27.45 0 1906.104984 3 636.0393066 -0.848719319 -0.000539249 94.92784148ENQMYGTNK 4 6754472 2xTMT6plex [N-Term; K9] 0.858 1.086 4.077862263 44.03 0 1542.798649 2 771.9020386 -1.197876057 -0.000924041 25.05909863SVSPSPVPLLFQPDQNAPPIR 2 6754472 1xTMT6plex [N-Term] 1.165 4.829850674 13.43 0 2488.376125 3 830.1286621 -1.885346764 -0.001563817 89.02209598NLQQELETQNQK 4 6754472 2xTMT6plex [N-Term; K12] 0.84 0.955 3.693814993 26.93 0 1931.059825 3 644.3587036 0.897186002 0.000577507 42.36292787LQGMVTETTMK 2 6754472 2xTMT6plex [N-Term; K11] 1.205 2.968017817 25.02 0 1696.937785 2 848.9711914 -1.57835928 -0.001339189 56.24198954SHSVFNIK 6 6754472 2xTMT6plex [N-Term; K8] 1.136 1.123 1.038 3.585981846 23.24 0 1389.825456 3 463.9455566 -2.402566532 -0.001113049 40.28679747

MIVCVNPK 2 6754472 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.108 3.240120649 23.14 0 1418.826384 2 709.9172974 0.658266982 0.000466983 62.10661166
LVQAPLDADGDNVLQEK 2 6754472 2xTMT6plex [N-Term; K17] 0.88 3.964292526 18.64 0 2283.259647 3 761.7562866 -2.338891561 -0.001780099 67.37864021

259013556 FXR2 fragile X mental retardation syndrome-related protein 2 9513 NP_004851.2 20.50520059 1 7 10 56 673 74.178 6.23 1.11 1.13 1.06 1.1 Significant 0.000358
EDLMGLAIGTHGANIQQAR 6 259013556 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.457 0.835 0.964 5.690121651 55.22 0 2240.16548 3 747.3934326 0.117978589 8.81E-05 47.43045643EDLMGLAIGTHGANIQQAR 4 259013556 1xTMT6plex [N-Term] 1.197 0.714 5.191815376 40.58 0 2224.170565 3 747.3934326 0.117978589 8.81E-05 47.43045643AGYSTDESSSSSLHATR 4 259013556 1xTMT6plex [N-Term] 0.729 1.051 6.175917625 64.04 0 1984.940943 3 662.3180542 -0.671653405 -0.000444397 33.23507169ENISNAQALLEYHLSYLQEVEQLR 2 259013556 1xTMT6plex [N-Term] 1.528 5.04224062 30.56 0 3089.610494 3 1030.542725 1.012036349 0.001042266 94.87648959

KVPGVTAIELGEETCTFR 6 259013556 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C15] 1.048 1.253 0.943 7.192538738 37.46 1 2465.347416 3 822.4547729 0.952911399 0.000783086 67.33143298
TKPSEDSLSGQK 4 259013556 3xTMT6plex [N-Term; K2; K12] 1.156 1.145 3.742678404 18.67 0 1964.126732 3 655.3798828 -0.833104338 -0.000545441 28.03185269ASLLGDMHFR 6 259013556 1xTMT6plex [N-Term] 1.207 1.186 1.164 4.259078979 27.35 0 1375.735371 3 459.2496338 -0.743597086 -0.000340998 56.20030331LQIDEQLR 12 259013556 1xTMT6plex [N-Term] 1.031 1.118 1.143 3.189187765 39.81 0 1243.720767 2 622.3638916 -0.209296879 -0.000130153 44.14665204VIQEIVDK 6 259013556 2xTMT6plex [N-Term; K8] 1.278 1.103 1.258 3.463399649 50.2 0 1401.871737 2 701.4393921 -0.163852588 -0.00011485 59.84673278ANEQEPCGWWLAR 2 259013556 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.444 3.480848312 18.3 0 1845.890368 2 923.4458008 -3.273941727 -0.003021669 59.91511751LPPPADYNK 4 259013556 2xTMT6plex [N-Term; K9] 1.034 0.973 2.973819256 47.37 0 1472.851336 2 736.930542 1.677830148 0.001235597 43.933810524758668 SPTLC2 serine palmitoyltransferase 2 9517 NP_004854.1 25.26690391 1 9 9 31 562 62.884 7.78 1.31 1.29 1.16 1.26 Significant 0.0014 GVVEYFGLDPEDVDVMMGTFTK 4 4758668 2xTMT6plex [N-Term; K22] 1.285 1.673 4.441755295 37.98 0 2907.45604 3 969.8196411 -4.013646293 -0.003889833 111.950671QEIGNLDKHEELEELVAR 4 4758668 2xTMT6plex [N-Term; K8] 0.794 0.913 6.22385025 22.37 1 2580.403351 4 645.8565063 0.327325038 0.000211158 58.67554856THSHSAVYATSLSPPVVEQIITSMK 2 4758668 2xTMT6plex [N-Term; K25] 1.666 4.326711655 16.18 0 3141.701841 4 786.1801758 -0.944591546 -0.000741906 93.96851302VLEEYGAGVCSTR 2 4758668 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.375 3.760437727 41.64 0 1669.841687 2 835.4243774 -0.124860452 -0.000104249 43.53868682EIDEVGDLLQLK 2 4758668 2xTMT6plex [N-Term; K12] 0.958 3.0082376 33.78 0 1830.062451 3 610.6924438 0.178897157 0.000109131 84.17553431LVPLLDRPFDETTYEETED 6 4758668 1xTMT6plex [N-Term] 1.569 1.604 1.299 3.413757086 8.54 0 2511.233996 2 1256.121216 0.4615343 0.00057951 82.57454129NIGVVVVGFPATPIIESR 2 4758668 1xTMT6plex [N-Term] 1.338 3.824849844 14.88 0 2097.226941 3 699.7476807 0.737851568 0.000515814 90.1507406LPEVIALK 2 4758668 2xTMT6plex [N-Term; K8] 1.275 2.432623148 14.81 0 1340.891744 2 670.9489136 -0.890423531 -0.000596981 76.56328534ELIDYLR 7 4758668 1xTMT6plex [N-Term] 0.923 1.114 1.588 2.494766951 24.24 0 1150.66694 2 575.8369141 -0.338043083 -0.000194487 59.45375015153792495 GDF15 growth/differentiation factor 15 preproprotein 9518 NP_004855.2 16.55844156 1 4 4 26 308 34.119 9.66 0.39 0.63 0.68 0.57 Significant 0.0241 ASLEDLGWADWVLSPR 12 153792495 1xTMT6plex [N-Term] 0.414 0.566 0.408 5.089862823 56.01 0 2044.070106 2 1022.540588 1.8560067 0.001896904 101.3134775TDTGVSLQTYDDLLAK 8 153792495 2xTMT6plex [N-Term; K16] 0.323 0.495 0.859 4.149200916 47.85 0 2198.19565 2 1099.600708 -0.687065492 -0.000755152 73.58331131AALPEGLPEASR 2 153792495 1xTMT6plex [N-Term] 0.363 3.628292084 39.92 0 1439.805559 2 720.4057617 -0.911395634 -0.000656116 44.74306809YEDLLTR 4 153792495 1xTMT6plex [N-Term] 0.96 0.794 2.431699514 14.84 0 1138.630555 2 569.8183594 -0.977340714 -0.000556415 43.76880166



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

116256358 SCAMP1 secretory carrier-associated membrane protein 1 isoform 1 9522 NP_004857.4 23.07692308 1 6 6 42 338 37.896 7.42 1.01 1.08 1.02 1.04 Significant 0.000444
AQQEFATGVMSNK 10 116256358 2xTMT6plex [N-Term; K13] 0.97 1.059 0.907 5.432796955 76.69 0 1868.994054 2 934.9995728 -1.169025756 -0.001092451 47.11845875MPNVPNTQPAIMKPTEEHPAYTQIAK 4 116256358 3xTMT6plex [N-Term; K13; K26] 1.064 1.03 4.503498554 25.53 0 3593.942706 4 899.2392578 -2.088010471 -0.001876048 61.57798045NVPPGLDEYNPFSDSR 6 116256358 1xTMT6plex [N-Term] 0.892 1.035 0.942 3.941995859 49.72 0 2035.99225 2 1018.497742 -1.985818739 -0.002021556 64.80847601TTGASFEK 6 116256358 2xTMT6plex [N-Term; K8] 0.857 0.886 0.912 2.400405407 16.95 0 1298.735638 2 649.8711548 -0.465683446 -0.0003024 30.91438736TPPPGGVK 10 116256358 2xTMT6plex [N-Term; K8] 1.125 1.067 1.058 2.068177462 35.09 0 1210.755979 2 605.881958 0.545151654 0.000330023 26.20991099KAAELDR 6 116256358 2xTMT6plex [N-Term; K1] 1.759 1.672 1.437 2.504995584 4.32 1 1260.767607 3 420.9265137 -2.077182473 -0.000872948 21.0996169817865802 VPS4B vacuolar protein sorting-associated protein 4B 9525 NP_004860.2 52.47747748 1 13 19 143 444 49.271 7.23 0.9 0.94 0.84 0.89 Significant 0.00106 LHLGTTQNSLTEADFR 6 17865802 1xTMT6plex [N-Term] 1.001 1.08 0.705 4.490260601 34.14 0 2032.066084 3 678.0266724 -0.304955711 -0.000206563 51.15386329LQNQLQGAIVIERPNVK 6 17865802 2xTMT6plex [N-Term; K17] 0.853 0.987 0.821 6.452163696 37.2 0 2378.428384 3 793.4804688 -0.643710784 -0.00051034 63.97331139WSDVAGLEGAK 10 17865802 2xTMT6plex [N-Term; K11] 1.044 0.97 1.017 3.899207354 49.65 0 1590.889178 2 795.9473267 -1.132353977 -0.000900725 60.0514978LLEPVVSMSDMLR 14 17865802 1xTMT6plex [N-Term] 0.734 0.834 0.854 4.644862175 47.18 0 1718.938229 3 573.6506348 -0.510985857 -0.000292784 92.8071159EAVILPIKFPHLFTGK 4 17865802 3xTMT6plex [N-Term; K8; K16] 1.8 2.298 5.071065426 26.9 1 2497.551349 4 625.1435547 0.416419867 0.000260008 95.50869026

ADPNHLVDDLLTPCSPGDPGAIEMTWMDVPGDK 15 17865802 2xTMT6plex [N-Term; K33]; 1xCarbamidomethyl [C14] 0.733 0.256 1.099 5.929685593 30.81 0 4021.938595 4 1006.233032 -7.035381839 -0.007073968 99.09457489
ENKPSIIFIDEIDSLCGSR 6 17865802 2xTMT6plex [N-Term; K3]; 1xCarbamidomethyl [C16] 0.952 1.427 1.034 5.778296471 32.96 0 2651.411473 3 884.4741821 -1.312471986 -0.001159968 86.6317851

AGNYEEALQLYQHAVQYFLHVVK 6 17865802 2xTMT6plex [N-Term; K23] 1.027 0.928 1.089 5.615327835 24.87 0 3178.708975 4 795.428894 -4.790916137 -0.003807232 112.7551195GILLFGPPGTGK 14 17865802 2xTMT6plex [N-Term; K12] 0.881 0.941 0.8 3.897392035 63.31 0 1614.998335 2 808.0026245 -0.22433866 -0.000181153 77.91833455SLSNTKPTVNEHDLLK 6 17865802 3xTMT6plex [N-Term; K6; K16] 0.862 0.803 0.783 5.337178707 14.95 0 2483.443649 4 621.616333 -0.059026405 -3.66E-05 59.23286636IYIPLPEPHAR 10 17865802 1xTMT6plex [N-Term] 0.925 0.901 0.904 3.980213404 41.31 0 1534.894315 3 512.3026733 -0.552318463 -0.000282583 63.49011339VQSATHFK 6 17865802 2xTMT6plex [N-Term; K8] 0.786 0.79 0.784 3.640878439 32.22 0 1375.809806 3 459.275116 0.718769692 0.00032963 43.96039272FPHLFTGK 12 17865802 2xTMT6plex [N-Term; K8] 0.93 0.978 0.903 3.061881542 28.34 0 1404.840378 3 468.9509277 -1.528783561 -0.000715899 59.41502854KVQSATHFK 4 17865802 3xTMT6plex [N-Term; K1; K9] 0.954 1.097 3.420845032 11.61 1 1733.067701 4 434.0222473 -0.312360669 -0.000135336 28.46029841EAVILPIK 6 17865802 2xTMT6plex [N-Term; K8] 0.9 1.009 0.811 3.182936192 21.35 0 1340.891744 2 670.9494629 -0.071093547 -4.77E-05 68.19025242DALMQPVR 6 17865802 1xTMT6plex [N-Term] 0.869 0.873 0.715 3.10680294 24.29 0 1158.650245 2 579.828064 -1.202494298 -0.000696635 35.24925802NLFQLAR 6 17865802 1xTMT6plex [N-Term] 0.784 0.92 0.951 2.454887152 30.42 0 1090.657045 2 545.8311157 -1.916032815 -0.001044867 56.3788517YEAQGDK 4 17865802 2xTMT6plex [N-Term; K7] 0.894 0.85 2.183027267 9.63 0 1268.688688 2 634.8462524 -2.726679304 -0.001729654 21.4792836KTDGYSGADISIIVR 2 17865802 2xTMT6plex [N-Term; K1] 1.102 1.175 2.923513651 1 2053.169375 3 685.06073 -0.84688512 -0.0005796 55.61498446
116517313 MPDU1 mannose-P-dolichol utilization defect 1 protein 9526 NP_004861.2 9.71659919 1 2 2 28 247 26.62 8.94 1.53 1.52 1.56 1.54 Significant 0.0000612

GLGLGIVAGSLLVK 6 116517313 2xTMT6plex [N-Term; K14] 0.906 0.984 1.304 4.137561321 43.53 0 1755.150813 3 585.7214966 -0.499110333 -0.000292005 100.9445994LLVPILLPEK 22 116517313 2xTMT6plex [N-Term; K10] 1.659 1.708 1.628 3.583149195 45.69 0 1593.075522 2 797.0405273 -1.094952797 -0.000872171 107.0121466
4758456 GOSR1 Golgi SNAP receptor complex member 1 isoform 1 9527 NP_004862.1 14.8 1 4 4 29 250 28.595 9.42 1.32 1.15 1.31 1.26 Significant 0.00191

LIEETISIAMATK 4 4758456 2xTMT6plex [N-Term; K13] 1.037 1.176 4.08249712 29.56 0 1878.102207 2 947.5527954 0.629302636 0.00059598 83.59965568LIEETISIAMATK 12 4758456 2xTMT6plex [N-Term; K13]; 1xOxidation [M10] 1.274 1.325 1.367 3.963328362 35.34 0 1894.097122 2 947.5527954 0.629302636 0.00059598 83.59965568FPAVNSLIQR 2 4758456 1xTMT6plex [N-Term] 1.208 2.980227947 22.43 0 1373.810251 2 687.4083252 -0.638239069 -0.00043841 65.47726878LTGVNDK 6 4758456 2xTMT6plex [N-Term; K7] 1.242 1.095 1.311 2.791985035 34.08 0 1204.730158 2 602.8688354 0.19571888 0.000117894 31.88827867KDIESYK 5 4758456 3xTMT6plex [N-Term; K1; K7] 1.531 1.051 1.376 2.690391779 7.13 1 1569.94552 3 523.9865723 -0.227003498 -0.000118794 36.97014384758440 GMFG glia maturation factor gamma isoform 1 9535 NP_004868.1 32.3943662 1 1 3 16 142 16.79 5.26 0.98 0.97 0.83 0.92 Significant 0.00272
VSYPLCFIFSSPVGCKPEQQMMYAGSK 4 4758440 3xTMT6plex [N-Term; K16; K27]; 2xCarbamidomethyl [C6; C15] 1.558 1.369 6.60842371 16.48 0 3798.933463 4 950.4899292 1.164412833 0.001105882 101.0424113

ETDNAAIIMK 6 4758440 2xTMT6plex [N-Term; K10] 0.976 0.965 0.83 3.310420752 25.19 0 1563.88165 2 782.4432983 -1.48980603 -0.00116494 46.13634419LVQTAELTK 6 4758440 2xTMT6plex [N-Term; K9] 0.825 0.827 0.873 4.144530773 40.9 0 1460.908851 2 730.9576416 -0.578014757 -0.000422213 53.043380244758910 PTGES prostaglandin E synthase 9536 NP_004869.1 7.236842105 1 2 2 10 152 17.091 9.5 3.6 2.24 1.63 2.49 Non-Significant 0.0506 KAFANPEDALR 4 4758910 2xTMT6plex [N-Term; K1] 1.911 1.232 4.736341 26.66 1 1689.968825 3 563.9949951 0.950716687 0.000535561 45.00404833AFANPEDALR 6 4758910 1xTMT6plex [N-Term] 3.601 2.628 2.308 3.909159184 39.97 0 1332.71093 2 666.8575439 -2.340484574 -0.001559595 56.8595823555956766 EI24 etoposide-induced protein 2.4 homolog isoform 1 9538 NP_004870.3 5.588235294 1 2 2 8 340 38.94 9.72 1 0.87 1.17 1.01 Significant 0.00727
DSIWGICTISK 6 55956766 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 0.996 0.865 1.182 4.084750652 46.74 0 1737.960963 2 869.4835815 -0.619509923 -0.000538342 67.85538431ASSVLAQR 2 55956766 1xTMT6plex [N-Term] 1.159 3.158881664 25.64 0 1060.631224 2 530.8197632 0.967392968 0.000513024 24.0603826322538444 TP53I3 quinone oxidoreductase PIG3 isoform 1 9540 NP_004872.2 27.71084337 1 8 8 39 332 35.514 7.17 0.75 0.71 0.78 0.75 Significant 0.000737 IYPVTEIQEAHK 6 22538444 2xTMT6plex [N-Term; K12] 0.606 0.851 0.73 5.738587379 53.82 0 1886.07877 3 629.3635254 -1.456343271 -0.000915593 53.73919894

GAGVNLILDCIGGSYWEK 6 22538444 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 1.126 0.975 0.89 5.059152126 45.98 0 2410.284088 3 804.0985718 -1.213876814 -0.000975263 95.86651496
MAGAIPLVTAGSQK 2 22538444 2xTMT6plex [N-Term; K14] 0.68 2.918517828 10.61 0 1802.061011 3 601.3580933 -0.712886432 -0.000428222 65.30497989KEDFSEATLK 3 22538444 3xTMT6plex [N-Term; K1; K10] 0.93 0.905 2.732093573 6.54 1 1855.07799 3 619.029541 -2.113497732 -0.001306901 43.74782044EVAKPSPGEGEVLLK 4 22538444 3xTMT6plex [N-Term; K4; K15] 0.803 0.637 4.4279356 21.14 0 2240.346895 3 747.4535522 -0.353276415 -0.000263821 54.4520086GSLITSLLR 6 22538444 1xTMT6plex [N-Term] 0.745 0.587 0.662 3.239832878 43.88 0 1188.751339 2 594.8776245 -2.831859324 -0.001683188 75.46066902IVLELPQ 6 22538444 1xTMT6plex [N-Term] 0.591 0.657 0.62 2.397159576 42.35 0 1040.655313 2 520.8309326 -0.696297435 -0.000362303 81.8925183LLPVLDR 6 22538444 1xTMT6plex [N-Term] 0.764 0.716 0.665 2.621025562 19.02 0 1054.682197 2 527.8444214 -0.597835599 -0.000315263 62.307679184757818 ATP6V1G1 V-type proton ATPase subunit G 1 9550 NP_004879.1 55.08474576 1 6 6 37 118 13.749 8.79 0.92 0.77 0.86 0.85 Significant 0.00262 EEAQAEIEQYR 10 4757818 1xTMT6plex [N-Term] 0.761 0.618 0.531 4.614969254 63.74 0 1594.791031 2 797.8989868 -0.209473957 -0.000167034 33.37593759GSCSTEVEKETQEK 8 4757818 3xTMT6plex [N-Term; K9; K14]; 1xCarbamidomethyl [C3] 1.361 0.937 0.502 3.054047823 23.02 1 2299.205452 3 767.0738525 0.675075464 0.000517379 27.0340181MTILQTYFR 6 4757818 1xTMT6plex [N-Term] 0.879 0.834 1.002 3.392856359 38.71 0 1401.776173 2 701.3903809 -1.917703626 -0.001344096 77.30925171GSCSTEVEK 6 4757818 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.862 0.812 0.711 2.926143169 38.92 0 1454.756115 2 727.8806763 -1.401940102 -0.00101974 21.20473255EAAALGSR 6 4757818 1xTMT6plex [N-Term] 0.797 0.966 1.149 3.132378817 36.48 0 1003.573374 2 502.2897949 -1.057487451 -0.000530633 19.21632821DEVLDNLLAFVCDIRPEIHENYR 1 4757818 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.878 2.960665941 0 3059.545785 4 765.640564 -1.751707934 -0.001339858 112.332012118344454 SPAG7 sperm-associated antigen 7 9552 NP_004881.2 8.810572687 1 2 2 12 227 26.018 7.91 0.9 0.97 0.89 0.92 Significant 0.000747 EVSDFIQDSGQIK 8 118344454 2xTMT6plex [N-Term; K13] 0.829 1.004 0.891 4.640829563 39.93 0 1924.042778 2 962.5234375 -1.652593194 -0.00158983 61.51304892YSHLIGK 4 118344454 2xTMT6plex [N-Term; K7] 0.915 0.963 2.442991972 19.54 0 1275.782528 3 425.9321899 -0.401217112 -0.000170622 33.92711373

4759048 MRPL33 39S ribosomal protein L33, mitochondrial isoform a 9553 NP_004882.1 38.46153846 1 2 2 13 65 7.614 10.8 1.31 1.06 0.95 1.11 Significant 0.00914
MVSEAGTGFCFNTK 12 4759048 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 1.31 1.062 1.043 5.073160648 60.93 0 2007.00799 2 1004.006409 -1.220133253 -0.001224409 60.69738933

LTLLHYDPVVK 1 4759048 2xTMT6plex [N-Term; K11] 0.846 2.449915648 0 1756.077313 3 586.0274048 -5.496417759 -0.003217378 71.12556612380837121 SEC22B vesicle-trafficking protein SEC22b precursor 9554 NP_004883.3 56.27906977 1 10 10 122 215 24.725 8.51 1.03 1.01 0.9 0.98 Significant 0.0017 KLAFAYLEDLHSEFDEQHGK 14 380837121 3xTMT6plex [N-Term; K1; K20] 1.081 1.11 1.057 9.043906212 65.61 1 3064.634697 4 766.913147 -1.285223123 -0.000984685 77.2610856IMVANIEEVLQR 36 380837121 1xTMT6plex [N-Term] 0.941 0.883 0.901 4.267379761 72.92 0 1643.935193 2 822.4702148 -1.240853355 -0.001019941 85.21701993NLGSINTELQDVQR 12 380837121 1xTMT6plex [N-Term] 0.851 0.788 0.891 5.90122366 67.27 0 1815.976206 2 908.4922485 0.558641853 0.00050724 61.6713503LAFAYLEDLHSEFDEQHGK 4 380837121 2xTMT6plex [N-Term; K19] 0.628 0.688 6.805139542 51.14 0 2707.376802 4 677.5970459 -3.859114196 -0.002612019 88.50073739VADGLPLAASMQEDEQSGR 6 380837121 1xTMT6plex [N-Term] 0.832 0.838 5.348390579 44.97 0 2203.086226 2 1110.043945 -0.237708748 -0.000263747 50.57176884VADGLPLAASMQEDEQSGR 10 380837121 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.911 0.935 0.921 4.334617138 59.45 0 2219.081141 2 1110.043945 -0.237708748 -0.000263747 50.57176884KVPTVSRPYSFIEFDTFIQK 8 380837121 3xTMT6plex [N-Term; K1; K20] 1.363 1.646 1.342 5.296649456 14.16 1 3089.764254 4 773.1958008 -0.932483764 -0.000720289 87.11522095ANNLSSLSK 6 380837121 2xTMT6plex [N-Term; K9] 0.967 0.86 1.196 4.228448868 54.42 0 1391.82585 2 696.4157104 -1.225298095 -0.000852701 36.57958766DLQQYQSQAK 12 380837121 2xTMT6plex [N-Term; K10] 1.078 0.908 0.834 3.329824209 29.71 0 1666.916455 2 833.9615479 -0.381774907 -0.000318193 114.3540842KLNEQSPTR 6 380837121 2xTMT6plex [N-Term; K1] 1.195 1.238 2.045 3.31235671 12.95 1 1530.900412 3 510.971283 -0.728932489 -0.000371974 19.6077363VLLTMIAR 6 380837121 1xTMT6plex [N-Term] 1.061 0.888 0.575 29.67 0 1145.727767 2 573.3682251 1.227975226 0.000703463 75.7802414IMVANIEEVLQR 2 380837121 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.929 2.144616604 5 0 1659.930108 2 822.4702148 -1.240853355 -0.001019941 85.217019934758940 C14orf2 6.8 kDa mitochondrial proteolipid isoform 1 9556 NP_004885.1 48.27586207 1 3 3 16 58 6.658 10.08 0.96 0.95 0.96 0.96 Significant 0.0000121 NIWIPMKPYYTK 6 4758940 3xTMT6plex [N-Term; K7; K12] 1.222 1.036 1.034 3.461505651 3 0 2241.307279 3 747.7717285 -2.965502851 -0.002215534 78.71696375MLQSIIK 6 4758940 2xTMT6plex [N-Term; K7] 0.895 0.92 0.915 2.994972706 34.8 0 1290.82195 2 645.9142456 -0.570039162 -0.00036791 64.76402374ASAPAPGHH 4 4758940 1xTMT6plex [N-Term] 0.833 1.014 2.696698904 27.45 0 1073.568958 2 537.2875977 -0.967928043 -0.000519569 15.1291637617978519 VPS26A vacuolar protein sorting-associated protein 26A isoform 1 9559 NP_004887.2 47.40061162 1 11 12 81 327 38.146 6.57 0.86 0.91 0.87 0.88 Significant 0.000301
EYDLIVHQLATYPDVNNSIK 8 17978519 2xTMT6plex [N-Term; K20] 0.991 0.922 0.774 5.083837986 25.15 0 2790.507816 3 930.8400269 -0.820131583 -0.000762861 76.82236464HYLFYDGESVSGK 8 17978519 2xTMT6plex [N-Term; K13] 0.825 0.862 0.868 4.645511627 32.73 0 1960.021649 3 654.0118408 -0.346684468 -0.000226503 51.29865079IEFVGQIELFNDK 4 17978519 2xTMT6plex [N-Term; K13] 0.797 0.822 4.575479984 39.9 0 2010.131199 3 670.715332 0.121237733 8.12E-05 92.65665169KEITGIGPSTTTETETIAK 2 17978519 3xTMT6plex [N-Term; K1; K19] 0.986 4.852330208 21.06 1 2664.527438 3 888.8483887 1.191571751 0.001058325 54.01657654EITGIGPSTTTETETIAK 12 17978519 2xTMT6plex [N-Term; K18] 0.996 1.01 1.098 5.786258221 63.52 0 2307.269543 2 1154.138062 -0.301829982 -0.000348202 63.00832889SYDFEFMQVEKPYESYIGANVR 5 17978519 2xTMT6plex [N-Term; K11]; 1xOxidation [M7] 100 1.036 0.753 3.48617363 29.81 0 3146.554508 3 1049.525269 2.143313915 0.002248018 74.53620267SYDFEFMQVEKPYESYIGANVR 8 17978519 2xTMT6plex [N-Term; K11] 1.177 1.789 0.958 4.482949257 29.16 0 3130.559593 3 1049.525269 2.143313915 0.002248018 74.53620267FESPESQASAEQPEM 4 17978519 1xTMT6plex [N-Term] 1.402 0.749 4.098018169 55.08 0 1895.853039 2 948.4302368 0.083436221 7.91E-05 46.58062729YEIMDGAPVK 4 17978519 2xTMT6plex [N-Term; K10] 0.703 0.838 3.327377796 33.09 0 1580.875836 2 790.9401245 -1.811594875 -0.001431953 54.33092332LFLAGYDPTPTMR 6 17978519 1xTMT6plex [N-Term] 0.722 0.969 1.004 4.021050453 37.2 0 1710.908644 2 855.9581299 0.198307271 0.000169643 72.56558698SNTHEFVNLVK 6 17978519 2xTMT6plex [N-Term; K11] 0.927 0.869 0.771 4.326149464 27.45 0 1745.99504 3 582.6690674 -1.36955805 -0.000797081 49.61432091ELALPGELTQSR 10 17978519 1xTMT6plex [N-Term] 0.748 0.933 0.824 4.028156281 39.79 0 1542.868888 3 514.9608765 -0.525887504 -0.000270458 58.35575308IYFLLVR 4 17978519 1xTMT6plex [N-Term] 0.433 0.276 2.523810863 18.48 0 1152.734232 2 576.8701782 -0.999740144 -0.000576217 87.41491633

19923761 MINPP1 multiple inositol polyphosphate phosphatase 1 isoform 1 precursor 9562 NP_004888.2 7.802874743 1 3 3 12 487 55.016 7.81 0.98 1.24 1.05 1.09 Significant 0.00504
SSCTLFQDIFQHLDK 8 19923761 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 1.034 1.236 1.031 5.3046422 41.6 0 2297.200024 3 766.4025269 -3.045718057 -0.002332208 97.8491228
DPVASSLSPYFGTK 2 19923761 2xTMT6plex [N-Term; K14] 1.135 3.029618025 29.65 0 1927.0577 2 964.0315552 -0.968387422 -0.000933069 67.94182556VLEYLNDLK 2 19923761 2xTMT6plex [N-Term; K9] 0.701 2.961564779 3.4 0 1564.935066 2 782.9697876 -1.768223326 -0.001383577 84.7998271321361171 BRE BRCA1-A complex subunit BRE isoform 1 9577 NP_004890.2 14.69879518 1 5 5 48 415 46.944 6.14 1 0.99 0.99 0.99 Significant 0.0000113 LPVDFSNIPTYLLK 24 21361171 2xTMT6plex [N-Term; K14] 0.973 0.964 1.004 3.938971519 53.76 0 2078.230185 2 1039.616821 -1.837593305 -0.001909471 106.3363396LHIPYAGETLK 12 21361171 2xTMT6plex [N-Term; K11] 1.007 1.035 0.979 3.995890141 31.44 0 1700.014713 3 567.3427734 -0.556429008 -0.000315312 58.09634339ISPMLSPFISSVVR 4 21361171 1xTMT6plex [N-Term] 1.336 1.722 3.816027164 27.26 0 1762.013443 3 588.0090942 -0.405096317 -0.000237928 97.23341793SGCTSLTPGPNCDR 6 21361171 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C12] 0.01 3.289264202 30.57 0 1750.804984 2 875.9055786 -0.63018637 -0.000551667 23.94102402

WDGNEMAK 2 21361171 2xTMT6plex [N-Term; K8] 0.805 2.404934645 27.75 0 1408.729507 2 704.8687744 0.543538076 0.000382849 39.30260184758638 PRDX6 peroxiredoxin-6 9588 NP_004896.1 82.58928571 1 19 19 374 224 25.019 6.38 0.81 0.78 0.81 0.8 Significant 0.000156 LIALSIDSVEDHLAWSK 45 4758638 2xTMT6plex [N-Term; K17] 0.801 0.807 0.838 6.307831287 57.41 0 2355.332418 3 785.7857056 4.307459593 0.003381833 97.09719628VATPVDWKDGDSVMVLPTIPEEEAK 8 4758638 3xTMT6plex [N-Term; K8; K25] 1.518 1.301 5.083471775 18.45 1 3413.84812 3 1143.949097 -3.002443795 -0.003432637 77.63295535
VATPVDWKDGDSVMVLPTIPEEEAK 10 4758638 3xTMT6plex [N-Term; K8; K25]; 1xOxidation [M14] 1.53 2.812 1.99 5.647707462 18.82 1 3429.843035 3 1143.949097 -3.002443795 -0.003432637 77.63295535

ELAILLGMLDPAEKDEK 18 4758638 3xTMT6plex [N-Term; K14; K17] 0.775 0.795 0.838 5.229214668 31.11 1 2572.487487 4 647.8757324 -0.50321474 -0.000325641 95.75285835
ELAILLGMLDPAEKDEK 69 4758638 3xTMT6plex [N-Term; K14; K17]; 1xOxidation [M8] 0.839 0.738 0.829 5.328792095 32.81 1 2588.482402 4 647.8757324 -0.50321474 -0.000325641 95.75285835FHDFLGDSWGILFSHPR 12 4758638 1xTMT6plex [N-Term] 0.882 1.036 1.115 5.87622118 40.83 0 2260.150088 4 565.7927856 -0.343017873 -0.000193818 90.4975522DGDSVMVLPTIPEEEAK 22 4758638 2xTMT6plex [N-Term; K17] 0.684 0.656 0.674 4.532858372 44.29 0 2288.209585 2 1144.606934 -1.308714254 -0.001497306 69.46587778

DINAYNCEEPTEK 26 4758638 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.798 0.745 0.825 3.807785511 42.01 0 2040.994842 2 1020.999329 -1.695846244 -0.001730607 109.2912894
DFTPVCTTELGR 20 4758638 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.875 0.765 0.789 4.137088299 50.3 0 1624.820223 2 812.9130249 -0.892335836 -0.000724943 48.97581407DGDSVMVLPTIPEEEAKK 8 4758638 3xTMT6plex [N-Term; K17; K18] 0.71 0.966 0.821 5.38500452 26.98 1 2645.46748 3 882.4938354 -0.199224654 -0.000175681 74.67579922PGGLLLGDVAPNFEANTTVGR 11 4758638 1xTMT6plex [N-Term] 0.657 0.763 0.697 63.74 0 2327.255675 3 776.4227905 -0.797827239 -0.000618916 82.6013159ELAILLGMLDPAEK 2 4758638 2xTMT6plex [N-Term; K14] 0.569 3.864156008 40.43 0 1971.160056 3 657.7244873 -0.582289568 -0.000382595 112.8481667VVISLQLTAEK 11 4758638 2xTMT6plex [N-Term; K11] 0.803 1.037 0.786 4.275573254 48.16 0 1659.045679 2 830.0267334 0.308265699 0.000255713 77.94239735LSILYPATTGR 15 4758638 1xTMT6plex [N-Term] 0.913 0.889 0.881 3.863436699 42.25 0 1420.836131 2 710.9202271 -2.078676332 -0.001476729 62.3006977VVFVFGPDKK 19 4758638 3xTMT6plex [N-Term; K9; K10] 1.051 1.012 0.955 4.150600433 31.96 1 1823.139803 2 912.0681763 -5.883860864 -0.00536355 71.64818951VVFVFGPDK 8 4758638 2xTMT6plex [N-Term; K9] 0.798 0.904 2.974520445 38.6 0 1465.881908 2 733.444397 -0.266552637 -0.000195367 79.69089571LPFPIIDDR 22 4758638 1xTMT6plex [N-Term] 0.746 0.728 0.728 3.345298529 34.38 0 1314.761903 2 657.8844604 -0.197116726 -0.000129581 78.00200205VATPVDWK 14 4758638 2xTMT6plex [N-Term; K8] 0.794 0.752 0.798 3.069331646 39.64 0 1373.819308 2 687.4122314 -1.544271043 -0.001060775 55.58035608NFDEILR 12 4758638 1xTMT6plex [N-Term] 0.928 0.864 0.956 2.754154682 33.63 0 1135.630889 2 568.3189697 -0.199445856 -0.000113248 51.54722231LAPEFAK 10 4758638 2xTMT6plex [N-Term; K7] 0.758 0.781 0.791 2.673754454 29.87 0 1233.76073 2 617.3825073 -2.425390506 -0.001496176 53.05444157GMPVTAR 12 4758638 1xTMT6plex [N-Term] 0.763 0.857 0.863 2.639578104 30.73 0 960.5498024 2 480.7788086 0.560311916 0.000269104 22.8611776821361159 WTAP pre-mRNA-splicing regulator WTAP isoform 1 9589 NP_004897.2 25.50505051 1 8 8 31 396 44.217 5.19 1.34 1.03 1.27 1.21 Significant 0.00593

QQLAQYQQQQSQASAPSTSR 2 21361159 1xTMT6plex [N-Term] 1.675 5.148459435 28.46 0 2464.237793 3 822.085083 1.177939664 0.000967574 27.74350168STMVDPAINLFFLK 12 21361159 2xTMT6plex [N-Term; K14] 1.294 1.05 1.299 4.19942379 48.64 0 2054.176041 2 1027.592407 0.728736532 0.000748477 108.3959158TTASEPVEQSEATSK 8 21361159 2xTMT6plex [N-Term; K15] 1.343 100 1.196 3.952059269 35.78 0 2023.05955 3 675.0235596 -1.692846393 -0.001141576 26.63751084DKLEQAQNELSAWK 2 21361159 3xTMT6plex [N-Term; K2; K14] 1.394 3.346961737 8.25 1 2347.322471 3 783.1105347 -2.30914421 -0.001806769 65.71123039QVQQPSVAQLR 2 21361159 1xTMT6plex [N-Term] 1.523 4.074718952 48.22 0 1482.858992 2 741.9329834 -0.203271604 -0.000150712 34.39330145MLIQENQELGR 2 21361159 1xTMT6plex [N-Term] 1.667 2.752902508 7.92 0 1559.841293 2 780.4261475 2.38851984 0.001862856 46.5815463FTPDSQTGK 2 21361159 2xTMT6plex [N-Term; K9] 1.611 2.991248131 35.33 0 1438.794215 2 719.9020996 1.881720625 0.001353704 32.86631201LSETDFK 1 21361159 2xTMT6plex [N-Term; K7] 0.798 1.958127141 0 1297.740389 2 649.3734741 -0.5526204 -0.000358579 46.247809664758304 PDIA4 protein disulfide-isomerase A4 precursor 9601 NP_004902.1 62.17054264 1 45 46 680 645 72.887 5.07 0.82 0.88 0.89 0.86 Significant 0.00064 FAMEPEEFDSDTLR 12 4758304 1xTMT6plex [N-Term] 0.86 0.982 0.81 4.843939781 51.96 0 1915.89451 2 958.4511719 0.29092416 0.00027869 63.2361465DGDDVIIIGVFK 16 4758304 2xTMT6plex [N-Term; K12] 0.612 0.69 0.616 4.84715414 62.79 0 1749.019858 2 875.0130615 -0.578302825 -0.000505732 85.82482239DFPEYTFAIADEEDYAGEVK 100 4758304 2xTMT6plex [N-Term; K20] 0.893 0.933 0.923 5.636251926 60.23 0 2767.339079 3 923.116394 -1.608010788 -0.001483304 84.7041817DLGLSESGEDVNAAILDESGK 6 4758304 2xTMT6plex [N-Term; K21] 0.73 0.749 6.793785095 57.9 0 2577.329577 3 859.7802124 -1.35519066 -0.001164258 69.30710626VEGFPTIYFAPSGDK 10 4758304 2xTMT6plex [N-Term; K15] 0.753 0.688 0.791 5.072209358 52.57 0 2086.126114 2 1043.566895 0.191120996 0.000199351 83.78173504VDATAETDLAK 18 4758304 2xTMT6plex [N-Term; K11] 0.885 0.856 0.843 4.619808197 77.94 0 1591.894323 2 796.4503174 -0.606129666 -0.000482447 40.58701465VLEVAKDFPEYTFAIADEEDYAGEVK 10 4758304 3xTMT6plex [N-Term; K6; K26] 1.257 2.284 100 5.284786224 22.09 1 3635.897572 3 1212.637207 -0.138710247 -0.000168112 100.2749571SHMMDVQGSTQDSAIKDFVLK 6 4758304 3xTMT6plex [N-Term; K16; K21] 1.306 1.335 1.366 6.378336906 33.9 1 3024.610138 4 756.9074707 -0.689456626 -0.000521334 70.24353031EKYGIVDYMIEQSGPPSK 10 4758304 3xTMT6plex [N-Term; K2; K18] 1.737 1.344 2.318 5.335581779 39.94 1 2728.483465 3 910.1652222 -0.861766664 -0.000783772 72.85684463QVQEFLKDGDDVIIIGVFK 12 4758304 3xTMT6plex [N-Term; K7; K19] 1.072 1.247 1.148 5.926345348 39.22 1 2850.658392 3 950.8908081 -0.182885327 -0.000173781 101.4483546YGIVDYMIEQSGPPSK 28 4758304 2xTMT6plex [N-Term; K16] 0.734 0.783 0.749 4.891526222 64.27 0 2242.182977 2 1121.593994 -1.010148937 -0.001132469 77.84415228
KDVLIEFYAPWCGHCK 8 4758304 3xTMT6plex [N-Term; K1; K16]; 2xCarbamidomethyl [C12; C15] 1.271 1.393 1.468 6.257860661 35.06 1 2710.445246 4 678.3656006 -1.724309412 -0.001168412 79.37039406
DVLIEFYAPWCGHCK 6 4758304 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C11; C14] 1.213 1.533 1.815 5.205134869 55.58 0 2353.187351 3 785.06604 -1.608151944 -0.001261428 84.01487523

SHMMDVQGSTQDSAIK 13 4758304 2xTMT6plex [N-Term; K16]; 1xOxidation [M] 0.775 0.877 0.642 4.176827431 29.63 0 2209.099324 3 731.7064209 0.137136796 0.000100252 36.01522918SHMMDVQGSTQDSAIK 6 4758304 2xTMT6plex [N-Term; K16] 0.683 0.673 0.689 5.435009956 46.91 0 2193.104409 3 731.7064209 0.137136796 0.000100252 36.01522918
SHMMDVQGSTQDSAIK 10 4758304 2xTMT6plex [N-Term; K16]; 2xOxidation [M3; M4] 0.556 0.674 0.649 4.560828686 43.02 0 2225.094239 3 731.7064209 0.137136796 0.000100252 36.01522918

EVSQPDWTPPPEVTLVLTK 38 4758304 2xTMT6plex [N-Term; K19] 0.821 0.839 0.886 5.698462486 61.13 0 2594.448176 3 865.4869995 -0.66703003 -0.000576858 93.32247737YKVEGFPTIYFAPSGDK 6 4758304 3xTMT6plex [N-Term; K2; K17] 1.436 1.451 1.351 5.748447895 32.8 1 2606.447337 3 869.4866333 -0.763689957 -0.000663506 80.40296601MDATANDVPSDR 14 4758304 1xTMT6plex [N-Term] 0.999 0.742 1.41 4.157925606 53.46 0 1520.721237 2 760.8641357 -0.159224202 -0.000121068 23.74405595IDATSASVLASR 12 4758304 1xTMT6plex [N-Term] 1.087 1.329 1.196 3.897912264 62.08 0 1419.800474 2 710.4030151 -1.211435405 -0.000859998 43.53275028QLEPVYNSLAK 14 4758304 2xTMT6plex [N-Term; K11] 0.911 0.881 0.904 4.529592514 55.42 0 1720.004542 2 860.5022583 -4.245464624 -0.003651109 56.74444352DLGLSESGEDVNAAILDESGKK 22 4758304 3xTMT6plex [N-Term; K21; K22] 1.077 0.939 0.981 8.220963478 62.9 1 2934.587472 4 734.4016113 -0.973308013 -0.000714064 65.97115977VSQGQLVVMQPEK 6 4758304 2xTMT6plex [N-Term; K13] 1.215 0.913 0.912 4.273785114 52.64 0 1901.09304 2 951.0488892 -1.334942391 -0.001268925 55.09661093VSQGQLVVMQPEK 10 4758304 2xTMT6plex [N-Term; K13]; 1xOxidation [M9] 0.898 0.982 0.826 4.599291325 52 0 1917.087955 2 951.0488892 -1.334942391 -0.001268925 55.09661093GESDPAYQQYQDAANNLR 17 4758304 1xTMT6plex [N-Term] 0.87 0.77 0.79 5.647435188 60.1 0 2269.068268 3 757.0279541 0.458705761 0.000346945 44.39516725VEGFPTIYFAPSGDKK 6 4758304 3xTMT6plex [N-Term; K15; K16] 0.937 1.084 0.877 5.622255325 30.71 1 2443.384009 3 815.1317139 -1.399840723 -0.001140116 78.10710986RFDVSGYPTLK 12 4758304 2xTMT6plex [N-Term; K11] 0.907 0.909 0.909 4.993263721 22.62 1 1741.004877 2 871.0043945 -1.932290682 -0.001682064 51.17813377YKVEGFPTIYFAPSGDKK 2 4758304 4xTMT6plex [N-Term; K2; K17; K18] 1.305 5.6802845 10.49 2 2963.705232 4 741.6810303 -0.992310645 -0.000735229 75.39228394TFDSIVMDPK 10 4758304 2xTMT6plex [N-Term; K10] 0.857 0.852 1.134 3.119863987 37.94 0 1610.886401 2 805.9472046 0.454153494 0.000365795 62.43205111FDVSGYPTIK 80 4758304 2xTMT6plex [N-Term; K10] 0.852 0.824 0.9 3.831108809 38.35 0 1584.903766 2 792.9559326 0.519277191 0.000411502 61.25345109GQAVDYEGSR 4 4758304 1xTMT6plex [N-Term] 0.716 0.833 4.164962769 61.15 0 1310.653809 2 655.8312988 1.153284139 0.000755778 20.02785283GESDPAYQQYQDAANNLREDYK 6 4758304 2xTMT6plex [N-Term; K22] 1.537 1.879 1.338 3.650720119 21.42 1 3033.459028 3 1011.820801 -3.685072437 -0.003726172 54.08301309KGQAVDYEGSR 8 4758304 2xTMT6plex [N-Term; K1] 0.859 0.84 0.865 3.827875614 26.89 1 1667.911704 3 556.6412354 -1.529838364 -0.000850545 20.81032876DKDPPIPVAK 12 4758304 3xTMT6plex [N-Term; K2; K10] 0.498 0.851 0.887 3.485821009 26.19 1 1767.098332 3 589.7042847 -0.017738738 -1.04E-05 48.90052565FAMEPEEFDSDTLR 8 4758304 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.668 0.837 1.308 3.013237238 45.07 0 1931.889425 2 958.4511719 0.29092416 0.00027869 63.2361465RSPPIPLAK 8 4758304 2xTMT6plex [N-Term; K9] 1.215 1.021 0.739 3.865602493 30.95 1 1436.935341 3 479.6498718 -0.193732784 -9.28E-05 46.62574959MDATANDVPSDR 8 4758304 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.768 0.744 3.305849791 39.44 0 1536.716152 2 760.8641357 -0.159224202 -0.000121068 23.74405595TFDSIVMDPK 2 4758304 2xTMT6plex [N-Term; K10]; 1xOxidation [M7] 0.948 2.290535212 31.09 0 1626.881316 2 805.9472046 0.454153494 0.000365795 62.43205111KLAPEYEK 6 4758304 3xTMT6plex [N-Term; K1; K8] 0.796 0.885 0.93 4.15284586 23.28 1 1665.019019 3 555.677063 -1.431506264 -0.000794495 37.97690985YALPLVGHR 2 4758304 1xTMT6plex [N-Term] 0.873 3.063546896 29.16 0 1254.752008 3 418.9216614 -1.256534463 -0.000525546 47.33884073FEGGDRDLEHLSK 14 4758304 2xTMT6plex [N-Term; K13] 0.89 0.945 0.879 3.396239519 10.94 1 1961.04926 3 654.3554688 1.322042262 0.000864197 39.90754949FIEEHATK 8 4758304 2xTMT6plex [N-Term; K8] 0.824 0.777 0.874 3.683815002 40.67 0 1432.820036 2 716.913269 -0.540601082 -0.000387292 34.13033012TQEEIVAK 6 4758304 2xTMT6plex [N-Term; K8] 1.059 0.948 3.402960062 44.26 0 1375.819702 2 688.4130249 -0.674866998 -0.000464248 32.86023135KFAMEPEEFDSDTLR 6 4758304 2xTMT6plex [N-Term; K1]; 1xOxidation [M4] 0.503 0.412 0.487 2.716401339 15.8 1 2289.14732 3 763.7196655 -1.256528116 -0.000958793 48.76498216SPPIPLAK 6 4758304 2xTMT6plex [N-Term; K8] 0.788 0.913 2.842931747 41.62 0 1280.83423 2 640.9189453 -2.822882865 -0.001807822 53.82337293QFAPEYEK 10 4758304 2xTMT6plex [N-Term; K8] 0.837 0.861 0.889 2.620496511 39.58 0 1469.804052 2 735.4061279 0.631117715 0.00046381 41.50312427QVQEFLK 6 4758304 2xTMT6plex [N-Term; K7] 0.681 0.712 0.694 3.415691376 34.94 0 1349.819308 2 675.413147 -0.215210055 -0.000145247 64.10637427EFVTAFK 20 4758304 2xTMT6plex [N-Term; K7] 0.878 0.92 0.964 3.149558067 34.41 0 1299.771295 2 650.3895874 0.464039089 0.000301572 58.18647737AATQFWR 9 4758304 1xTMT6plex [N-Term] 0.991 0.943 0.847 2.563821793 22.21 0 1108.610094 2 554.8082886 -0.716078237 -0.000396926 42.02544026LAPEYEK 8 4758304 2xTMT6plex [N-Term; K7] 0.766 0.867 2.616572857 22.35 0 1307.761124 2 654.3839111 -0.442431239 -0.000289297 38.35287154KVSNDAK 2 4758304 3xTMT6plex [N-Term; K1; K7] 1.117 2.541205645 10.22 1 1448.90399 3 483.6385803 -1.933739726 -0.000933934 21.09015756FHHTFSTEIAK 1 4758304 2xTMT6plex [N-Term; K11] 0.933 2.060736418 0 1775.984475 4 444.7513428 -0.526055415 -0.000233567 37.0565662238373669 SEC24C protein transport protein Sec24C 9632 NP_004913.2 30.98720293 1 26 28 209 1094 118.249 7.06 1.01 0.98 1.01 1 Significant 0.0001
SLSGGASYVDFLCHMHK 8 38373669 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C13] 1.062 1.057 1.057 5.472157001 34.65 0 2367.198978 4 592.5501099 -8.604484483 -0.005092132 68.11650015
LFLFHTSLPIAEAPGK 12 38373669 2xTMT6plex [N-Term; K16] 0.82 0.914 0.993 5.194051266 45.27 0 2199.294182 3 733.7704468 1.184458201 0.000868324 91.30533371QLVTSMDVTETNVFFYPR 2 38373669 1xTMT6plex [N-Term] 0.764 4.240019798 36.65 0 2376.210699 3 792.7427368 1.245028153 0.00098615 85.61235053GQVPPLVTTNFLVK 18 38373669 2xTMT6plex [N-Term; K14] 0.999 0.918 0.988 4.827493191 52.16 0 1971.204305 3 657.739563 -0.085650765 -5.63E-05 86.3080876
DTLITQCAQILACYR 8 38373669 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C13] 1.313 1.813 0.761 4.725821972 54.21 0 2055.056447 3 685.6908569 0.763993993 0.00052335 77.48741054SDVLQPGAEVTTDDR 6 38373669 1xTMT6plex [N-Term] 0.984 0.788 0.959 4.979187012 62.59 0 1831.923502 2 916.4648438 -0.595423334 -0.000545385 35.89171905ETETVFVPVIQAGMEALK 22 38373669 2xTMT6plex [N-Term; K18] 1.111 0.913 1.219 5.395195484 58.48 0 2420.351104 3 807.4550171 -0.250558883 -0.000202147 105.5760979SPVESTTEPPAVR 14 38373669 1xTMT6plex [N-Term] 0.868 0.747 0.901 4.097895145 51.97 0 1598.858717 2 799.9320068 -1.238175771 -0.000989834 30.0450944QAQVPLAAVIKPLAR 8 38373669 2xTMT6plex [N-Term; K11] 1.265 0.859 1.021 5.795732975 28.51 0 2033.299936 3 678.4379272 -0.348085251 -0.000235921 78.19911444YASFQVENDQER 11 38373669 1xTMT6plex [N-Term] 0.923 1.276 0.884 4.505980015 48.82 0 1714.823394 2 857.9138794 -1.697918834 -0.001455815 36.85044859TLFQPQTGAYQTLAK 4 38373669 2xTMT6plex [N-Term; K15] 1.316 0.886 4.138799191 18.45 0 2125.205761 3 709.0736694 0.326575804 0.000231347 65.17205896GPQSNYGGPYPAAPTFGSQPGPPQPLPPK 2 38373669 2xTMT6plex [N-Term; K29] 1.113 4.017571926 15.67 0 3362.757382 4 841.442627 -2.588330502 -0.002175982 67.95359438
NCETDTLINYMAK 4 38373669 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.004 1.101 4.199163914 16.96 0 2031.029119 3 677.680603 -0.917302441 -0.000621023 66.51256212

LLPVYLNCVLK 12 38373669 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.322 1.234 1.151 4.296902657 43.46 0 1790.10142 2 895.5533447 -1.12116378 -0.001003498 100.1012945
AYMCPFMQFIEGGR 6 38373669 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.532 2 1.517 3.731976271 34.39 0 1935.911697 2 968.4598389 0.363515741 0.000351867 97.01925881ETETVFVPVIQAGMEALK 2 38373669 2xTMT6plex [N-Term; K18]; 1xOxidation [M14] 1.132 3.413602591 32.62 0 2436.346019 3 807.4550171 -0.250558883 -0.000202147 105.5760979GTEPFVTGVR 6 38373669 1xTMT6plex [N-Term] 0.743 1.065 0.899 4.457442284 45.51 0 1291.720767 2 646.3634033 -0.957536185 -0.000618435 39.86971563EGGAEESAIR 4 38373669 1xTMT6plex [N-Term] 0.88 1.02 3.093331814 36.62 0 1247.64291 2 624.324646 -0.717415059 -0.000447539 18.63287876VVGFDAVMR 10 38373669 1xTMT6plex [N-Term] 1.06 0.974 1.077 3.389337778 38.18 0 1222.681545 2 611.8439331 -0.781159302 -0.000477555 58.93452902VLHFYNVK 6 38373669 2xTMT6plex [N-Term; K8] 1.022 1.012 3.411118507 27.37 0 1477.893141 3 493.3026123 0.096220802 4.74E-05 52.46740104VGFVTYNK 4 38373669 2xTMT6plex [N-Term; K8] 1.034 1.03 3.726812363 28.08 0 1385.819308 2 693.4130249 -0.385790059 -0.000267318 50.55980213



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SLLDFLPR 4 38373669 1xTMT6plex [N-Term] 0.611 0.773 2.504515171 26.68 0 1189.714225 2 595.3604736 -0.465981126 -0.000277192 88.95726363HFLVEDK 6 38373669 2xTMT6plex [N-Term; K7] 1.062 0.967 2.814227104 21.38 0 1345.788008 3 449.2676697 0.332952293 0.000149361 39.18494389DQGNASPR 2 38373669 1xTMT6plex [N-Term] 100 2.14787674 9.82 0 1073.553702 2 537.2802734 -0.401819675 -0.000215687 14.01147459TVTVEFK 8 38373669 2xTMT6plex [N-Term; K7] 1.105 0.941 1.083 3.157342196 33.47 0 1281.78186 2 641.3942871 -0.438531132 -0.000281051 60.65008205GLIDSLR 10 38373669 1xTMT6plex [N-Term] 1.048 0.997 0.935 2.495968103 36.16 0 1002.614511 2 501.8111267 0.464543415 0.000232879 45.7788968LICEELK 8 38373669 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.253 2.835955143 15.54 0 1362.806695 2 681.9072876 0.443243576 0.000302028 56.65680673
AAECAGK 4 38373669 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.366 0.384 1.752308726 8.21 0 1164.644715 2 582.8259888 -0.011798394 -6.87E-06 17.77072356

LINTDKEK 2 38373669 3xTMT6plex [N-Term; K6; K8] 0.88 1.024 2.679780245 1 1648.024833 3 550.0128174 -0.566697506 -0.000311311 36.5746156712025678 ACTN4 alpha-actinin-4 81 NP_004915.2 72.66739846 1 43 64 1528 911 104.788 5.44 0.94 0.93 0.94 0.94 Significant 0.0000127 FAIQDISVEETSAK 46 12025678 2xTMT6plex [N-Term; K14] 1.219 1.191 1.216 4.976788521 77.42 0 1996.100293 2 998.5546265 0.843359271 0.000841715 64.81163345ASIHEAWTDGK 30 12025678 2xTMT6plex [N-Term; K11] 0.893 0.946 0.905 4.712787151 57.07 0 1672.905891 2 836.9555664 -1.216217548 -0.001017309 38.00160058QFASQANVVGPWIQTK 12 12025678 2xTMT6plex [N-Term; K16] 1.014 0.979 1.048 5.603847504 63.78 0 2232.254108 2 1116.629761 -0.834714837 -0.000931648 69.63856344ACLISLGYDVENDRQGEAEFNR 2 12025678 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 100 4.38605547 24.83 1 2785.341272 3 929.1177368 -0.938782909 -0.00087161 63.80235856VEQIAAIAQELNELDYYDSHNVNTR 61 12025678 1xTMT6plex [N-Term] 0.753 0.709 0.723 7.823295116 83.65 0 3134.559186 3 1045.523315 -1.210183223 -0.001264464 100.3593403SIVDYKPNLDLLEQQHQLIQEALIFDNK 20 12025678 3xTMT6plex [N-Term; K6; K28] 0.98 1.043 0.899 8.242536545 27.78 0 4012.236228 4 1003.812866 -1.643227336 -0.001648254 105.04444ASFNHFDKDHGGALGPEEFK 28 12025678 3xTMT6plex [N-Term; K8; K20] 0.892 0.912 0.826 7.257519722 31.26 1 2890.509102 4 723.381897 -1.157027796 -0.0008361 51.69434599MAPYQGPDAVPGALDYK 21 12025678 2xTMT6plex [N-Term; K17]; 1xOxidation [M1] 0.808 0.862 0.728 4.637864113 43.75 0 2267.178226 2 1126.096313 0.90590718 0.001019682 64.152652MAPYQGPDAVPGALDYK 22 12025678 2xTMT6plex [N-Term; K17] 0.874 0.93 0.878 4.631148815 61.22 0 2251.183311 2 1126.096313 0.90590718 0.001019682 64.152652TINEVENQILTR 31 12025678 1xTMT6plex [N-Term] 0.92 0.873 0.917 5.310241222 59.73 0 1658.927465 2 829.9666138 -0.91266253 -0.00075702 56.48561249CQLEINFNTLQTK 15 12025678 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C1] 0.992 0.998 1.026 4.444274902 39.97 0 2067.130882 3 689.7149658 -0.260084674 -0.00017921 71.11016321GYEEWLLNEIR 40 12025678 1xTMT6plex [N-Term] 1.015 0.966 0.951 4.741166115 54.26 0 1650.868888 2 825.9378052 -0.335452707 -0.000276894 82.18303177ICDQWDALGSLTHSR 18 12025678 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.067 1.057 1.071 6.431444168 56.2 0 1987.985725 2 994.49823 1.739570307 0.00172912 62.85195593LSGSNPYTTVTPQIINSK 24 12025678 2xTMT6plex [N-Term; K18] 0.937 0.973 0.975 5.697398663 65.69 0 2378.333146 2 1189.668091 -1.783248651 -0.00212058 64.46775946TFTAWCNSHLR 14 12025678 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.967 1.011 1.042 4.230982304 41.19 0 1621.810662 3 541.2753906 0.590145954 0.000319035 44.8849461GISQEQMQEFR 24 12025678 1xTMT6plex [N-Term] 0.911 0.927 0.903 4.803751469 67.98 0 1581.789257 2 791.397644 -0.787427312 -0.000622772 38.32025521VLAGDKNFITAEELR 19 12025678 2xTMT6plex [N-Term; K6] 1.781 1.727 1.841 5.156656265 17.84 1 2134.227225 3 712.0797119 -1.238016169 -0.000880736 63.87424559RDHALLEEQSK 30 12025678 2xTMT6plex [N-Term; K11] 0.926 0.969 0.942 6.593911648 46 1 1784.006667 3 595.340332 -0.125871867 -7.49E-05 21.79433674DHGGALGPEEFK 4 12025678 2xTMT6plex [N-Term; K12] 0.628 0.69 3.765506029 29.72 0 1714.916455 3 572.3099976 -0.59247447 -0.000338681 38.3202993KAGTQIENIDEDFR 12 12025678 2xTMT6plex [N-Term; K1] 0.671 0.883 0.606 4.619782925 29.71 1 2094.123154 2 1047.565308 0.08837798 9.25E-05 48.16162298
KTFTAWCNSHLR 16 12025678 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.207 1.29 1.26 5.491847992 38.27 1 1979.068556 4 495.5223694 -0.459216501 -0.000227205 44.26821574

AGTQIENIDEDFRDGLK 12 12025678 2xTMT6plex [N-Term; K17] 0.924 0.833 1.042 5.587095737 39.27 1 2379.255624 3 793.7562256 -0.630702381 -0.000500201 62.10395859KDDPVTNLNNAFEVAEK 28 12025678 3xTMT6plex [N-Term; K1; K17] 0.926 0.93 0.954 6.447237015 42.61 1 2591.428393 3 864.4807129 -0.311456851 -0.000269039 64.14395512DYETATLSDIK 15 12025678 2xTMT6plex [N-Term; K11] 0.89 0.762 0.821 4.432397842 57.65 0 1713.931102 2 857.4667358 -2.863219126 -0.00245368 52.45195366ISIEMNGTLEDQLSHLK 4 12025678 2xTMT6plex [N-Term; K17] 0.662 0.709 5.832800388 40.52 0 2386.305217 3 796.105896 -0.87253789 -0.000694047 83.12726981LVSIGAEEIVDGNAK 51 12025678 2xTMT6plex [N-Term; K15] 1.088 0.985 1.115 5.730822086 77.6 0 1973.131927 2 987.0700684 0.472714843 0.000466364 69.09268742VGWEQLLTTIAR 46 12025678 1xTMT6plex [N-Term] 0.882 0.812 0.825 4.981733799 56.88 0 1615.936908 2 808.4733276 1.529220247 0.001235562 101.1278734HRPELIEYDK 28 12025678 2xTMT6plex [N-Term; K10] 0.927 1.004 0.976 5.14880991 33.51 0 1757.99504 3 586.6693115 -0.943586102 -0.00055294 33.01027997HEAFESDLAAHQDR 12 12025678 1xTMT6plex [N-Term] 0.77 0.748 0.808 7.261692047 73.41 0 1854.893205 3 618.9686279 -1.010355169 -0.0006247 32.45086377DGLAFNALIHR 18 12025678 1xTMT6plex [N-Term] 0.912 1.006 0.768 5.041226387 55.58 0 1455.826963 3 485.9471436 -0.058960261 -2.86E-05 65.57441294VLAVNQENEHLMEDYEK 16 12025678 2xTMT6plex [N-Term; K17]; 1xOxidation [M12] 1.083 0.935 0.823 4.560443401 48.56 0 2535.280125 3 840.4332886 0.040814218 3.43E-05 57.19845449VLAVNQENEHLMEDYEK 24 12025678 2xTMT6plex [N-Term; K17] 0.959 0.821 0.711 5.853074074 57.98 0 2519.28521 3 840.4332886 0.040814218 3.43E-05 57.19845449AIMTYVSSFYHAFSGAQK 2 12025678 2xTMT6plex [N-Term; K18] 1.653 5.520950794 39.06 0 2466.289173 3 822.7682495 0.414519582 0.000340775 102.6226398AGTQIENIDEDFR 10 12025678 1xTMT6plex [N-Term] 0.826 0.515 0.706 5.808149338 77.47 0 1736.865259 2 868.9362793 0.013468949 1.17E-05 51.18109868KHEAFESDLAAHQDR 44 12025678 2xTMT6plex [N-Term; K1] 0.857 0.844 0.828 7.237498283 51.68 1 2212.1511 5 443.2362671 0.510516311 0.000225868 24.79554587DDPVTNLNNAFEVAEK 12 12025678 2xTMT6plex [N-Term; K16] 0.906 0.874 0.886 5.472140789 83.62 0 2234.170498 2 1117.590088 1.07493195 0.001200791 69.49646728MLDAEDIVNTARPDEK 21 12025678 2xTMT6plex [N-Term; K16] 1.012 1.061 1.034 5.45871067 30.55 0 2275.200417 4 569.5556641 0.179711641 0.00010222 58.7996536ACLISLGYDVENDR 26 12025678 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.924 0.885 0.923 4.990662575 67.75 0 1853.926479 2 927.4660034 -0.943243479 -0.000874352 67.96505579NVNVQNFHISWK 16 12025678 2xTMT6plex [N-Term; K12] 1.017 1.214 1.133 4.383957386 44.4 0 1944.085586 3 648.7008057 1.171400171 0.000759101 66.89171263ETTDTDTADQVIASFK 49 12025678 2xTMT6plex [N-Term; K16] 0.96 1.007 0.98 5.700048923 75.95 0 2200.138529 2 1100.572998 0.086700791 9.54E-05 67.51758691HTNYTMEHIR 6 12025678 1xTMT6plex [N-Term] 0.92 0.812 6.109405518 48.48 0 1530.768462 3 510.9278259 0.302118325 0.000154158 19.33026933LASDLLEWIR 50 12025678 1xTMT6plex [N-Term] 0.91 0.66 0.84 4.110002518 49.34 0 1444.836131 2 722.9246216 4.038938353 0.002917802 100.3939813KAGTQIENIDEDFRDGLK 11 12025678 3xTMT6plex [N-Term; K1; K18] 1.72 1.634 1.312 4.820536613 14.7 2 2736.513519 4 684.8846436 1.178605086 0.000806317 58.57369842QLEAIDQLHLEYAK 28 12025678 2xTMT6plex [N-Term; K14] 0.783 4.082520962 36.33 0 2129.200676 3 710.3998413 -7.375976534 -0.005234978 66.17835449SFSTALYGESDL 29 12025678 1xTMT6plex [N-Term] 0.912 1.142 1.219 3.483033657 75.64 0 1518.75252 2 759.8792725 -0.824399043 -0.000626029 107.6491654DLLLDPAWEK 18 12025678 2xTMT6plex [N-Term; K10] 0.472 0.525 0.464 4.64562273 48.16 0 1657.956529 2 829.4816284 -0.331253596 -0.000274602 78.01706368LMLLLEVISGER 8 12025678 1xTMT6plex [N-Term] 1.039 0.529 1.048 3.973073483 47.77 0 1601.94978 3 534.6555176 1.385233421 0.000739691 113.1775322DHALLEEQSK 14 12025678 2xTMT6plex [N-Term; K10] 0.86 0.846 0.835 4.638575077 34.99 0 1627.905556 3 543.3071289 0.784461202 0.000425676 30.20488473ELPPDQAEYCIAR 124 12025678 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.957 0.93 1.006 4.155965328 78.23 0 1790.894451 2 895.9522095 1.503022867 0.001345878 44.51083042ISIEMNGTLEDQLSHLK 2 12025678 2xTMT6plex [N-Term; K17]; 1xOxidation [M5] 0.925 2.741404772 4.39 0 2402.300132 3 796.105896 -0.87253789 -0.000694047 83.12726981HTNYTMEHIR 6 12025678 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.645 0.681 0.642 3.795146465 33.58 0 1546.763377 3 510.9278259 0.302118325 0.000154158 19.33026933GISQEQMQEFR 28 12025678 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.898 1.06 0.946 3.139270067 48.28 0 1597.784172 2 791.397644 -0.787427312 -0.000622772 38.32025521NFITAEELR 8 12025678 1xTMT6plex [N-Term] 0.892 0.937 0.88 3.886654615 66.55 0 1321.731332 2 661.3688354 -0.709124116 -0.000468636 50.54584233EGLLLWCQR 18 12025678 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.247 1.173 1.173 3.793336868 40.59 0 1403.766672 2 702.3866577 -0.450737523 -0.000316365 63.30760519ISNRPAFMPSEGK 44 12025678 2xTMT6plex [N-Term; K13] 1.078 0.952 1.029 4.420759678 27.92 0 1892.046424 3 631.3536377 -0.033775103 -2.13E-05 46.60114121MAPYQGPDAVPGALDYKSFSTALYGESDL 2 12025678 2xTMT6plex [N-Term; K17] 100 2.508535385 26.63 1 3521.755058 3 1174.593628 3.20082143 0.003757503 94.45523824EAILAIHK 16 12025678 2xTMT6plex [N-Term; K8] 0.894 0.881 0.901 3.656283617 35.17 0 1352.866592 2 676.9365234 -0.607683717 -0.000411058 48.96615682IAESNHIK 12 12025678 2xTMT6plex [N-Term; K8] 0.905 0.994 0.929 3.499189138 33.77 0 1369.82037 3 457.2784729 0.361384005 0.00016501 28.22516264QQSNEHLR 12 12025678 1xTMT6plex [N-Term] 0.903 0.871 0.881 4.812134743 57.08 0 1240.659564 3 414.2244568 -0.601703073 -0.000248836 14.13849727ALDFIASK 32 12025678 2xTMT6plex [N-Term; K8] 0.978 1.092 1.024 3.508201361 53.13 0 1322.808409 2 661.9072266 -0.931567256 -0.000616142 61.28331771TIQEMQQK 25 12025678 2xTMT6plex [N-Term; K8] 0.962 1.035 0.987 3.744302273 45.67 0 1463.82922 2 732.4181519 -0.132125428 -9.67E-05 33.74606562TIPWLEDRVPQK 4 12025678 2xTMT6plex [N-Term; K12] 2.242 1.797 3.800745249 17.94 1 1940.136953 3 647.3832397 -0.921219358 -0.000595764 65.20609682QGEAEFNR 7 12025678 1xTMT6plex [N-Term] 0.833 0.949 0.835 2.778942347 46.52 0 1179.595566 2 590.3011475 -0.464657668 -0.000274054 18.54619045STLPDADR 4 12025678 1xTMT6plex [N-Term] 0.757 2.916540384 33.88 0 1103.589418 2 552.2981567 -0.345738579 -0.000190777 27.52544912TIPWLEDR 16 12025678 1xTMT6plex [N-Term] 0.889 0.914 0.99 3.547114611 27.57 0 1258.699303 2 629.8526001 -1.096071702 -0.000689812 63.91987355LMLLLEVISGER 2 12025678 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.957 2.255149603 10.62 0 1617.944695 3 534.6555176 1.385233421 0.000739691 113.1775322MLDAEDIVNTARPDEK 12 12025678 2xTMT6plex [N-Term; K16]; 1xOxidation [M1] 1.013 1.645 1.06 2.96572113 7.53 0 2291.195332 4 569.5556641 0.179711641 0.00010222 58.7996536ISNRPAFMPSEGK 18 12025678 2xTMT6plex [N-Term; K13]; 1xOxidation [M8] 1.016 0.977 0.996 2.735078335 17.79 0 1908.041339 3 631.3536377 -0.033775103 -2.13E-05 46.60114121VQQLVPK 14 12025678 2xTMT6plex [N-Term; K7] 0.947 0.948 0.979 2.863622665 27.77 0 1269.829479 3 423.9481201 0.258681632 0.000109494 46.58113138LDHLAEK 34 12025678 2xTMT6plex [N-Term; K7] 0.936 0.939 0.941 2.747264385 33.67 0 1283.772358 3 428.5958557 0.511187726 0.00021875 34.92355852AETAANR 10 12025678 1xTMT6plex [N-Term] 1.041 0.965 0.861 2.348345518 26.98 0 961.5264243 2 481.2668762 0.053572533 2.58E-05 14.01967426STLPDADRER 16 12025678 1xTMT6plex [N-Term] 0.926 1.006 1.096 3.909310341 25.07 1 1388.733122 3 463.5821533 -0.8753799 -0.000405223 17.56086942TIQEMQQK 6 12025678 2xTMT6plex [N-Term; K8]; 1xOxidation [M5] 0.966 1.346 1.64722693 22.93 0 1479.824135 2 732.4181519 -0.132125428 -9.67E-05 33.746065624826649 MRPL49 39S ribosomal protein L49, mitochondrial 740 NP_004918.1 30.12048193 1 4 4 40 166 19.186 9.45 1.07 1.12 1.08 1.09 Significant 0.000196 DVEDFLSPLLGK 22 4826649 2xTMT6plex [N-Term; K12] 1.057 1.119 1.078 4.756124973 55.9 0 1791.030423 2 896.0185547 -0.329304847 -0.000294897 97.40734685KVEGDIWALQK 6 4826649 3xTMT6plex [N-Term; K1; K11] 1.088 1.103 1.122 5.238200188 26.54 1 1974.199109 3 658.7373047 -0.885360292 -0.000582626 61.03300141TPVTQVNEVTGTLR 6 4826649 1xTMT6plex [N-Term] 1.017 1.217 1.005 5.022926807 42.08 0 1743.980229 2 872.4902344 -4.034816384 -0.00351832 50.66292416FVESVDEYQFVER 6 4826649 1xTMT6plex [N-Term] 1.864 0.834 3.591602325 54.45 0 1875.93261 2 938.4691772 -0.816648639 -0.000765989 63.64383974826675 CDK5 cyclin-dependent-like kinase 5 isoform 1 1020 NP_004926.1 14.04109589 1 3 4 28 292 33.283 7.66 0.94 1.03 0.94 0.97 Significant 0.000955 IGEGTYGTVFK 6 4826675 2xTMT6plex [N-Term; K11] 0.682 0.867 0.85 3.991787434 44.24 0 1629.925229 2 815.4666748 0.517624588 0.000421845 57.73333177LDDDDEGVPSSALR 4 4826675 1xTMT6plex [N-Term] 0.562 1.27 4.978005886 35.18 0 1717.844189 2 859.4233398 -2.78586529 -0.002392841 39.95242233DLLQNLLK 6 4826675 2xTMT6plex [N-Term; K8] 1.037 1.105 0.955 3.488529682 34.99 0 1414.903372 2 707.954834 -0.692910392 -0.000490201 82.67080731IADFGLAR 24 4826675 1xTMT6plex [N-Term] 1.222 1.313 1.184 3.270000696 43.46 0 1091.64106 2 546.3245239 0.651406024 0.000355551 54.486604534826686 DDX1 ATP-dependent RNA helicase DDX1 1653 NP_004930.1 48.10810811 1 32 32 246 740 82.38 7.23 1.07 1.06 1.11 1.08 Significant 0.0002
IDCDNLEQYFIQQGGGPDKK 2 4826686 3xTMT6plex [N-Term; K19; K20]; 1xCarbamidomethyl [C3] 1.088 6.318869591 29.79 1 3012.570382 4 753.8982544 0.267365745 0.000201365 71.22721286

NQALFPACVLK 8 4826686 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.237 1.144 4.052373409 48.06 0 1719.002768 2 860.0050659 0.050480394 4.34E-05 71.01730929
FLVLDEADGLLSQGYSDFINR 6 4826686 1xTMT6plex [N-Term] 1.342 1.333 0.994 5.957978249 54.27 0 2601.339798 3 867.7805176 -4.920162922 -0.004266339 112.3670459

GSAFAIGSDGLCCQSR 6 4826686 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C13] 1.188 1.205 1.506 4.244438648 65.32 0 1914.899947 2 957.9545898 1.021550762 0.000978084 47.07777971
ELAEQTLNNIK 6 4826686 2xTMT6plex [N-Term; K11] 1.23 1.184 1.18 5.377934456 54.54 0 1731.00527 2 866.005127 -1.324746833 -0.001146572 53.81038595

GHQFSCVCLHGDR 10 4826686 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C8] 1.583 1.643 1.853 5.41764307 63.34 0 1801.842373 4 451.215332 -1.595214456 -0.000718581 39.09594382
TGAFSIPVIQIVYETLK 6 4826686 2xTMT6plex [N-Term; K17] 0.895 0.908 0.01 4.957406521 32.35 0 2337.383391 3 779.7990723 -0.311195471 -0.000242461 113.0612389GIDIHGVPYVINVTLPDEK 8 4826686 2xTMT6plex [N-Term; K19] 1.095 1.111 1.266 5.624321461 38.64 0 2537.437946 4 635.1148682 -0.119330504 -7.57E-05 89.37914376

IDCDNLEQYFIQQGGGPDK 6 4826686 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C3] 0.851 1.209 1.018 5.405169964 53.36 0 2655.312487 3 885.772583 -3.499213975 -0.003097169 75.62519737
GHVDILAPTVQELAALEK 28 4826686 2xTMT6plex [N-Term; K18] 1.159 1.124 1.16 6.808031082 55.88 0 2362.374617 3 788.1296997 -0.030151402 -2.37E-05 84.98159772SQHSGNAQVTQTK 8 4826686 2xTMT6plex [N-Term; K13] 1.093 1.027 1.176 6.944508553 53.05 0 1844.002645 3 615.3369141 -3.500896552 -0.002151887 16.62137601FLICTDVAAR 10 4826686 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.296 1.213 1.016 4.026301384 39.23 0 1394.766337 2 697.8865356 -0.388954711 -0.00027125 57.31707879IMHFPTWVDLK 6 4826686 2xTMT6plex [N-Term; K11] 0.851 0.887 1.069 3.889740229 29.53 0 1845.049718 3 615.687561 -0.860927765 -0.000529485 86.57921968DNTRPGANSPEMWSEAIK 8 4826686 2xTMT6plex [N-Term; K18] 1.138 1.196 100 4.611261368 17.75 0 2461.254578 3 821.0894165 -0.358357193 -0.000294003 52.26060853GEDSVPDTVHHVVVPVNPK 6 4826686 2xTMT6plex [N-Term; K19] 0.984 0.917 1.019 5.151780605 36.27 0 2483.365843 4 621.5957031 -1.957283102 -0.001215163 58.38857936DLGLAFEIPPHMK 20 4826686 2xTMT6plex [N-Term; K13] 1.018 0.979 1.074 4.029108047 29.7 0 1926.092311 3 642.7033081 1.588577239 0.001019915 78.73069621MHNQIPQVTSDGK 6 4826686 2xTMT6plex [N-Term; K13] 1.149 0.73 1.011 4.679145336 28.05 0 1913.031502 3 638.3479004 -1.230501496 -0.000784663 35.87692426FGFGFGGTGK 8 4826686 2xTMT6plex [N-Term; K10] 0.33 0.341 0.496 4.194987297 44.57 0 1432.798907 2 716.9005127 -3.599918559 -0.00257898 64.21853036LDDLVSTGK 8 4826686 2xTMT6plex [N-Term; K9] 1.159 1.177 1.375 3.846411943 42.09 0 1405.830266 2 703.4187012 -0.100023633 -7.03E-05 53.77575123FNFGEEEFKFPPK 15 4826686 3xTMT6plex [N-Term; K9; K13] 1.227 0.986 0.903 4.714034081 21.1 1 2303.267916 4 576.5726318 0.339102431 0.000195261 78.318563FNFGEEEFK 4 4826686 2xTMT6plex [N-Term; K9] 0.794 0.891 4.228322506 26.82 0 1604.83608 2 802.9213257 -0.43943604 -0.000352611 65.36123563VPVDEFDGK 12 4826686 2xTMT6plex [N-Term; K9] 0.976 1.074 1.073 3.275987148 42.39 0 1463.814616 2 732.4102173 -0.99625299 -0.000729165 61.53589456WQMNPYDR 6 4826686 1xTMT6plex [N-Term] 0.885 0.824 0.662 2.797230005 12.98 0 1338.646222 2 669.8268433 0.140532603 9.41E-05 45.15754098APDGYIVK 2 4826686 2xTMT6plex [N-Term; K8] 1.02 2.989258528 33.6 0 1320.792759 2 660.8995361 -0.729171453 -0.000481542 43.28439195MHNQIPQVTSDGKR 2 4826686 2xTMT6plex [N-Term; K13]; 1xOxidation [M1] 1.804 4.365508556 6.82 1 2085.127528 4 522.0368652 -0.909686566 -0.000474203 24.84662005DGFVALSK 4 4826686 2xTMT6plex [N-Term; K8] 1.077 0.999 3.073411703 36.63 0 1294.777109 2 647.8901978 -3.081443254 -0.001994891 62.25465906AAGGGSYK 6 4826686 2xTMT6plex [N-Term; K8] 1.03 1.112 1.199 2.577157021 23.56 0 1168.672644 2 584.8393555 -1.034791485 -0.000604666 19.81646381MDQAIIFCR 2 4826686 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.052 2.681746006 21.43 0 1382.712193 2 691.8591309 -0.873682358 -0.000604026 67.60907095LNLSQVR 6 4826686 1xTMT6plex [N-Term] 0.979 1.062 1.107 2.734671831 22.15 0 1058.651959 2 529.8300171 0.754166353 0.0003992 40.92956609TDDVHAK 12 4826686 2xTMT6plex [N-Term; K7] 1.17 1.184 1.19 2.466348171 28.48 0 1243.704672 3 415.2398682 0.304929455 0.000126414 17.66363759FLPNAPK 8 4826686 2xTMT6plex [N-Term; K7] 1.151 1.132 1.182 2.659222603 27.34 0 1244.776715 2 622.8890991 -4.653997575 -0.002896594 52.18453494ILKGEYAVR 1 4826686 2xTMT6plex [N-Term; K3] 1.258 2.21660018 1 1506.94082 3 502.9849548 -0.337516935 -0.000169539 54.09592294826690 DHX8 ATP-dependent RNA helicase DHX8 isoform 1 1659 NP_004932.1 5.327868852 1 3 4 19 1220 139.227 8.32 1.29 0.82 1.21 1.1 Significant 0.0168 ECLIDPDLTQYAIIMLDEAHER 7 4826690 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.291 0.821 1.205 5.234035492 33.57 0 2874.421496 3 958.8137207 1.778681165 0.001704226 107.7512759TLIDQQVVYIHPSSALFNR 2 4826690 1xTMT6plex [N-Term] 1.124 3.376288891 9.1 0 2430.33426 3 810.7830811 0.176997901 0.000143388 72.86567897YMTDGMLLR 8 4826690 1xTMT6plex [N-Term] 0.964 1.04 1.093 3.134672165 22.27 0 1328.690395 2 664.8479004 -1.407866541 -0.000935309 55.4676242EEFPDFDEETGILPK 2 4826690 2xTMT6plex [N-Term; K15] 1.296 2.608217239 9.17 0 2224.142552 3 742.0515747 -1.070367052 -0.00079355 78.316544234826730 MTOR serine/threonine-protein kinase mTOR 2475 NP_004949.1 13.10317772 1 24 24 105 2549 288.707 7.17 0.95 0.96 0.85 0.92 Significant 0.00145 GPTPAILESLISINNK 6 4826730 2xTMT6plex [N-Term; K16] 0.838 0.856 0.741 5.712704182 40.85 0 2125.263276 3 709.0916748 -1.319688704 -0.000934895 103.4345192STAMDTLSSLVFQLGK 9 4826730 2xTMT6plex [N-Term; K16] 0.982 0.712 0.853 4.70472765 30.53 0 2156.203712 3 724.7376709 -0.07716361 -5.59E-05 91.95023075STAMDTLSSLVFQLGK 5 4826730 2xTMT6plex [N-Term; K16]; 1xOxidation [M4] 1.107 0.999 0.938 4.635930061 36.59 0 2172.198627 3 724.7376709 -0.07716361 -5.59E-05 91.95023075VLGLLGALDPYK 6 4826730 2xTMT6plex [N-Term; K12] 0.92 1.085 0.939 4.356510639 44.78 0 1717.066414 3 573.026001 -1.726508822 -0.000988177 106.7072402KGGILAIASLIGVEGGNATR 6 4826730 2xTMT6plex [N-Term; K1] 0.899 0.922 0.881 6.352398396 34 1 2355.4124 3 785.8085327 -0.57514152 -0.000451565 94.82557861IHGALLILNELVR 4 4826730 1xTMT6plex [N-Term] 0.923 0.972 4.336659431 28.22 0 1690.057691 3 564.0244141 0.590268312 0.000332529 98.07576692AVLALHQDLFSLAQQCIDK 4 4826730 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C16] 1.32 1.288 4.13850975 33.87 0 2628.458364 3 876.8257446 1.642372114 0.001438969 90.18531501
LQQPEAAAGVLEYAMK 4 4826730 2xTMT6plex [N-Term; K16] 1.098 0.921 5.759858131 37.05 0 2177.204046 3 726.4051514 -1.444778886 -0.001048526 80.30577643TLGSFEFEGHSLTQFVR 2 4826730 1xTMT6plex [N-Term] 0.921 3.838681459 17.67 0 2184.128684 3 728.7133789 -1.419468218 -0.001033434 81.64208958DLFNAAFVSCWSELNEDQQDELIR 2 4826730 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.664 4.087491512 22.81 0 3128.483245 3 1043.496338 -2.807826489 -0.002928079 102.3055909GLAHQLASPGLTTLPEASDVGSITLALR 8 4826730 1xTMT6plex [N-Term] 2.016 1.033 1.942 6.192400455 42.67 0 3017.683265 3 1006.566711 0.767544882 0.000772069 91.20720139DFSHDDTLDVPTQVELLIK 4 4826730 2xTMT6plex [N-Term; K19] 0.924 0.952 5.360824108 14.77 0 2643.428169 3 881.8137207 -0.59005599 -0.000519924 88.98679555

FDQVCQWVLK 4 4826730 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.055 1.015 3.592386246 24.89 0 1780.982033 2 890.9945679 -0.097619072 -8.69E-05 80.60645482
YHPQALIYPLTVASK 2 4826730 2xTMT6plex [N-Term; K15] 0.849 4.806342125 36.04 0 2159.262882 3 720.4262695 0.636028972 0.000457785 72.20014699HTFEEAEK 8 4826730 2xTMT6plex [N-Term; K8] 0.895 1.195 1.068 3.493963957 22.36 0 1448.778565 3 483.5979004 0.402264286 0.000194264 22.32595876AALPPKDFAHK 2 4826730 3xTMT6plex [N-Term; K6; K11] 1.246 3.125922918 6.67 1 1882.151765 4 471.2926331 -1.627022589 -0.000765576 41.06681747ILLNIEHR 8 4826730 1xTMT6plex [N-Term] 0.901 1.056 0.825 3.433624029 33.17 0 1236.762572 3 412.9261475 1.064838832 0.000438984 47.38068757DDWLEWLR 2 4826730 1xTMT6plex [N-Term] 0.539 3.106997252 7.06 0 1361.705117 2 681.3568115 0.902983223 0.000614798 88.61983035YASLCGK 6 4826730 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.782 1.418 1.13 2.645806551 26.71 0 1256.707315 2 628.8565674 -1.159183493 -0.000728377 35.7006326

DLMGFGTKPR 2 4826730 2xTMT6plex [N-Term; K8] 1.632 3.167811632 4.18 0 1579.903054 3 527.3062134 0.653677272 0.000344249 48.98085332VTEDLSK 6 4826730 2xTMT6plex [N-Term; K7] 1.02 0.931 0.849 2.682780504 24.22 0 1249.740389 2 625.3731079 -1.159904649 -0.00072479 36.91077264TLLMYTVPAVQGFFR 1 4826730 1xTMT6plex [N-Term] 1.704 2.013614893 0 1972.092756 2 986.5493164 -0.709884206 -0.000699979 106.7697779SPSSEVWFDR 2 4826730 1xTMT6plex [N-Term] 0.646 2.258970737 5.78 0 1438.71641 2 719.8612061 -0.88567185 -0.000637115 50.62474273MLIQILTELEHSGIGR 1 4826730 1xTMT6plex [N-Term] 0.068 1.903885007 0 2039.152062 3 680.3878784 -1.461301562 -0.000993272 112.8546871DTHDGAFYR 1 4826730 1xTMT6plex [N-Term] 0.748 2.180833817 0 1310.63268 3 437.5491028 0.057178194 2.50E-05 19.774216564826734 FUS RNA-binding protein FUS isoform 1 2521 NP_004951.1 26.23574144 1 9 11 169 526 53.394 9.36 1.44 1.37 1.36 1.39 Significant 0.000328
CPNPTCENMNFSWR 6 4826734 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C1; C6] 2.084 1.779 2.261 4.213590622 45.05 0 2041.888002 2 1021.446655 -0.963864386 -0.000984052 53.72859006

LKGEATVSFDDPPSAK 20 4826734 3xTMT6plex [N-Term; K2; K16] 1.651 1.505 1.442 6.99234724 51.13 1 2349.326888 2 1175.166382 -0.596199759 -0.000700334 54.50483229HDSEQDNSDNNTIFVQGLGENVTIESVADYFK 8 4826734 2xTMT6plex [N-Term; K32] 1.384 1.985 1.471 6.465291977 57.92 0 4043.951068 4 1011.744324 1.087335579 0.001099283 96.86974232GGSGGGGGGGGGGYNR 7 4826734 1xTMT6plex [N-Term] 0.01 100 6.062523365 115.66 0 1452.677733 2 726.8421021 -0.554326964 -0.000402629 14.29248934AAIDWFDGKEFSGNPIK 12 4826734 3xTMT6plex [N-Term; K9; K17] 2.028 1.723 2.084 4.33759594 7.95 1 2582.422185 4 646.3599854 -1.577404258 -0.001018381 80.43945126APKPDGPGGGPGGSHMGGNYGDDR 24 4826734 2xTMT6plex [N-Term; K3]; 1xOxidation [M16] 1.384 1.336 1.427 4.860846519 36.01 0 2727.294546 4 678.5804443 0.11677564 7.92E-05 26.73689481APKPDGPGGGPGGSHMGGNYGDDR 21 4826734 2xTMT6plex [N-Term; K3] 1.477 1.449 1.532 6.763277531 37.01 0 2711.299631 4 678.5804443 0.11677564 7.92E-05 26.73689481GEATVSFDDPPSAK 30 4826734 2xTMT6plex [N-Term; K14] 1.064 1.176 1.135 4.725561142 70.28 0 1878.984929 2 939.9952393 -0.919078354 -0.000863467 43.43435457TGQPMINLYTDR 2 4826734 1xTMT6plex [N-Term] 0.952 3.638912916 15.92 0 1637.851857 2 819.4268188 -3.355721498 -0.002748087 50.8499183AAIDWFDGK 20 4826734 2xTMT6plex [N-Term; K9] 1.498 1.41 1.463 3.799307346 41.07 0 1480.820036 2 740.913208 -0.60551205 -0.000448327 70.19594439EFSGNPIK 12 4826734 2xTMT6plex [N-Term; K8] 1.531 1.441 1.362 3.086362362 38.87 0 1349.782922 2 675.3953247 0.333752972 0.000225247 40.86550377
NECNQCK 7 4826734 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C3; C6] 1.64 1.209 1.009 2.912030697 17.61 0 1410.68699 2 705.8474731 0.481537766 0.00033965 15.9025275413128860 HDAC1 histone deacetylase 1 3065 NP_004955.2 39.8340249 1 11 15 107 482 55.068 5.48 1.2 1.28 1.26 1.25 Significant 0.000372 DGIDDESYEAIFKPVMSK 6 13128860 3xTMT6plex [N-Term; K13; K18] 1.241 1.354 5.414572239 20.16 0 2731.446745 4 683.6170654 -0.114533168 -7.82E-05 78.59601726

FNVGEDCPVFDGLFEFCQLSTGGSVASAVK 12 13128860 2xTMT6plex [N-Term; K30]; 2xCarbamidomethyl [C7; C17] 1.889 1.905 2.911 5.960619926 74.28 0 3695.81259 3 1232.606445 -2.11254286 -0.002602521 112.052272YGEYFPGTGDLR 7 13128860 1xTMT6plex [N-Term] 0.944 1.235 0.299 4.536196709 35.13 0 1603.795388 2 802.401123 -0.261115759 -0.000209388 53.86321538LHISPSNMTNQNTNEYLEK 6 13128860 2xTMT6plex [N-Term; K19] 1.236 1.083 100 6.016471863 49.78 0 2691.381235 3 897.7977905 -0.898006547 -0.000805626 54.80563398MTHNLLLNYGLYR 8 13128860 1xTMT6plex [N-Term] 1.625 1.477 1.41 4.676882267 53.56 0 1836.99919 3 613.0037842 -1.301508977 -0.000796957 70.8246745SFNLPMLMLGGGGYTIR 18 13128860 1xTMT6plex [N-Term] 0.823 1.236 1.602 4.780908585 41.35 0 2056.092104 2 1028.549438 -0.245045868 -0.000251918 103.2035983SFNLPMLMLGGGGYTIR 4 13128860 1xTMT6plex [N-Term]; 1xOxidation [M] 1.121 3.654791355 12.95 0 2072.087019 2 1028.549438 -0.245045868 -0.000251918 103.2035983SIRPDNMSEYSK 6 13128860 2xTMT6plex [N-Term; K12] 1.173 1.106 1.444 3.074023008 17.81 0 1884.988968 3 629.0003052 -1.382561224 -0.000868704 35.03850458
LGCFNLTIK 4 13128860 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.278 1.391 3.516495466 33.22 0 1523.901992 2 762.4539185 -0.939401579 -0.000715778 74.87313774YYAVNYPLR 6 13128860 1xTMT6plex [N-Term] 1.424 1.274 1.502 3.216281891 34.73 0 1387.757152 2 694.3818359 -0.545596179 -0.000378578 50.50583681VMTVSFHK 6 13128860 2xTMT6plex [N-Term; K8] 1.474 1.427 1.455 3.007255554 27.96 0 1406.823013 3 469.6131592 1.35857819 0.000637093 49.10981173YHSDDYIK 2 13128860 2xTMT6plex [N-Term; K8] 1.331 3.890155077 22.35 0 1498.794215 3 500.2693176 -0.544143507 -0.000271853 29.99929047KEVTEEEK 8 13128860 3xTMT6plex [N-Term; K1; K8] 1.097 1.339 1.121 4.313621998 19.37 1 1678.983028 2 839.9943848 -0.914022789 -0.000767314 23.58407132SIRPDNMSEYSK 2 13128860 2xTMT6plex [N-Term; K12]; 1xOxidation [M7] 1.172 1.859592438 9.02 0 1900.983883 3 629.0003052 -1.382561224 -0.000868704 35.03850458
ISICSSDKR 5 13128860 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 0.499 0.74 0.656 3.906591415 8.54 1 1523.861584 3 508.6256409 0.515681628 0.000261942 31.90778931

ANAEEMTK 4 13128860 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 1.457 1.43 2.119811296 23.81 0 1367.724087 2 684.3654785 -0.297376316 -0.000203364 19.50851255TEDEKEKDPEEK 3 13128860 4xTMT6plex [N-Term; K5; K7; K12] 1.218 1.362 1.328 2.115443468 2 2393.321751 4 599.0862427 0.580562611 0.000347368 23.98198945
48255933 HMGN1 non-histone chromosomal protein HMG-14 3150 NP_004956.5 48 1 8 8 67 100 10.653 9.6 1.09 1.02 0.9 1 Significant 0.00304

TEESPASDEAGEK 13 48255933 2xTMT6plex [N-Term; K13] 0.964 1.01 0.882 4.177080154 56.37 0 1807.896173 2 904.4514771 -0.274284799 -0.000247939 21.024541QAEVANQETK 12 48255933 2xTMT6plex [N-Term; K10] 0.8 0.704 0.716 4.213732719 50.49 0 1575.874256 2 788.4404297 -0.427423062 -0.000336783 21.72508753KVSSAEGAAKEEPK 4 48255933 4xTMT6plex [N-Term; K1; K10; K14] 2.015 1.212 4.831669807 25.01 2 2347.400277 4 587.6047363 -1.346637611 -0.000790274 30.43326206KVSSAEGAAK 8 48255933 3xTMT6plex [N-Term; K1; K10] 1.896 1.797 1.825 5.12300396 28.1 1 1635.004432 3 545.6726074 -0.711144479 -0.000387575 24.00520452VSSAEGAAK 12 48255933 2xTMT6plex [N-Term; K9] 0.873 0.94 0.803 3.996357441 49.71 0 1277.746537 2 639.37677 -0.213939877 -0.00013668 23.07595871VSSAEGAAKEEPK 5 48255933 3xTMT6plex [N-Term; K9; K13] 1.669 1.698 1.253 2.935649395 7.59 1 1990.142382 3 664.0514526 -1.294836926 -0.00085897 30.77337729LSAKPPAK 12 48255933 3xTMT6plex [N-Term; K4; K8] 1.26 1.068 0.928 2.759711504 22.7 0 1498.992411 2 749.9985962 -1.664356117 -0.001247429 36.74059014TEESPASDEAGEKEAK 1 48255933 3xTMT6plex [N-Term; K13; K16] 0.826 2.193691254 1 2365.233775 3 789.083313 0.680962221 0.000536878 40.238736094826760 HNRNPF heterogeneous nuclear ribonucleoprotein F 3185 NP_004957.1 49.63855422 1 11 13 263 415 45.643 5.58 1.34 1.31 1.31 1.32 Significant 0.0000574 VTGEADVEFATHEEAVAAMSK 14 4826760 2xTMT6plex [N-Term; K21] 1.321 0.751 1.374 5.570279121 55.62 0 2650.343453 3 884.1174316 -2.154833223 -0.001903683 66.27613469MRPGAYSTGYGGYEEYSGLSDGYGFTTDLFGR 12 4826760 1xTMT6plex [N-Term] 100 7.184417248 73.33 0 3703.684857 3 1235.232666 -0.381302184 -0.000470741 80.81835857QSGEAFVELGSEDDVK 32 4826760 2xTMT6plex [N-Term; K16] 1.36 1.161 1.289 4.855316162 78.32 0 2168.112314 2 1084.559082 -0.65797214 -0.000713279 56.91027899
GLPWSCSVEDVQNFLSDCTIHDGAAGVHFIYTR 8 4826760 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C18] 1.86 4.608 2.298 7.185399055 48.29 0 3980.889722 4 995.9763794 -1.515855072 -0.001508613 100.8700085ATENDIYNFFSPLNPVR 58 4826760 1xTMT6plex [N-Term] 1.372 1.253 1.317 6.392206192 61.73 0 2226.139248 3 742.7174683 -0.627496615 -0.000465632 103.5115826ITGEAFVQFASQELAEK 52 4826760 2xTMT6plex [N-Term; K17] 1.28 1.306 1.348 5.449857235 77.27 0 2326.269483 2 1163.637085 -1.113386967 -0.001295019 100.7642365HSGPNSADSANDGFVR 12 4826760 1xTMT6plex [N-Term] 1.005 1.266 1.162 6.389425755 51.67 0 1859.883368 3 620.632019 -1.0023914 -0.000621444 18.86130151DLSYCLSGMYDHR 4 4826760 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.14 1.157 3.053577185 11.53 0 1845.84612 3 615.9535522 -0.009042855 -5.56E-06 48.78483937VHIEIGPDGR 33 4826760 1xTMT6plex [N-Term] 1.293 1.327 1.344 3.915438175 48.1 0 1321.742565 3 441.2523193 -0.121197722 -5.34E-05 38.57755662TEMDWVLK 12 4826760 2xTMT6plex [N-Term; K8] 1.426 1.3 1.403 3.180316448 39.47 0 1479.828158 2 740.4169312 -1.062431002 -0.000786108 67.97582643

GLPFGCTK 10 4826760 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.431 1.538 1.402 2.474764109 35.31 0 1337.765164 2 669.3858643 -0.532391181 -0.000356107 52.6457076
SYSDPPLK 6 4826760 2xTMT6plex [N-Term; K8] 1.448 1.334 1.254 3.253766298 34.98 0 1364.782588 2 682.8937988 -1.660992579 -0.001133447 37.47917877SSQEEVR 8 4826760 1xTMT6plex [N-Term] 1.515 1.044 1.285 2.812461376 20.81 0 1063.558118 2 532.2825317 -0.311627011 -0.000165717 14.85695368TEMDWVLK 2 4826760 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 1.322 2.471145868 21.11 0 1495.823073 2 740.4169312 -1.062431002 -0.000786108 67.97582643155969707 IDE insulin-degrading enzyme isoform 1 3416 NP_004960.2 21.98233562 1 18 18 97 1019 117.893 6.61 1.08 1.17 1.07 1.11 Significant 0.000825 NEFIPTNFEILPLEK 14 155969707 2xTMT6plex [N-Term; K15] 1.085 1.066 1.184 4.055273533 32.97 0 2262.278592 2 1131.637451 -4.847243965 -0.005482908 101.0819799EATPYPALIK 4 155969707 2xTMT6plex [N-Term; K10] 0.981 1.104 3.908740282 36.82 0 1560.940151 2 780.9742432 0.678167016 0.000529289 56.2050137FIIQSEKPPHYLESR 9 155969707 2xTMT6plex [N-Term; K7] 0.883 1.03 0.971 4.258640289 21.01 0 2302.295973 4 576.3291626 -0.50055657 -0.000288107 50.0899378

FAQFFLCPLFDESCK 2 155969707 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C7; C14] 100 3.380525112 28.69 0 2367.191768 3 789.7355957 0.196878589 0.00015535 111.0974078YWGEIISQQYNFDR 6 155969707 1xTMT6plex [N-Term] 0.966 1.109 2.979271889 15.62 0 2048.007506 2 1024.505615 -1.734486441 -0.001776121 75.99208819ESLDDLTNLVVK 12 155969707 2xTMT6plex [N-Term; K12] 1.277 1.247 1.116 4.152162075 54.6 0 1804.046801 2 902.5270386 -0.000172702 -1.56E-07 78.52791516VLLISDPTTDK 6 155969707 2xTMT6plex [N-Term; K11] 1.156 1.065 1.065 3.481687307 51.66 0 1659.993309 2 830.4994507 -1.014493735 -0.000842026 62.27586056DELKEALDDVTLPR 2 155969707 2xTMT6plex [N-Term; K4] 0.787 3.310557365 11.92 1 2072.163956 3 691.3897095 -4.526935239 -0.003126851 72.96511878
EMDSCPVVGEFPCQNDINLSQAPALPQPEVIQNMTEFK 4 155969707 2xTMT6plex [N-Term; K38]; 2xCarbamidomethyl [C5; C13] 0.216 100 3.685857534 16.16 0 4791.317855 4 1198.583984 -0.782027015 -0.000936735 99.32275793

NLYVTFPIPDLQK 6 155969707 2xTMT6plex [N-Term; K13] 0.975 1.077 0.941 4.184764862 32.06 0 2006.17267 3 669.3955078 -0.348859552 -0.000233291 95.42889045
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

FAQFFLCPLFDESCKDR 4 155969707 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C7; C14] 1.202 2.014 4.167835236 17.51 1 2638.319822 3 880.112915 1.656412976 0.001456716 100.292183
EVNAVDSEHEK 2 155969707 2xTMT6plex [N-Term; K11] 1.168 4.614473343 17.23 0 1714.901199 3 572.3063354 1.897384909 0.001084609 21.69984819VEAFLITMEK 6 155969707 2xTMT6plex [N-Term; K10] 1.177 1.309 3.440897465 28.4 0 1638.954087 2 819.9799194 -0.930082682 -0.000762181 87.87355107MATFEIDEK 4 155969707 2xTMT6plex [N-Term; K9] 0.922 0.952 2.935433388 22.48 0 1541.828552 2 771.4165649 -1.750192772 -0.001349249 57.29803215

KLSAECAK 6 155969707 3xTMT6plex [N-Term; K1; K8]; 1xCarbamidomethyl [C6] 1.174 1.361 1.295 3.038425207 5.21 1 1593.960124 3 531.9920654 0.952708314 0.000506193 31.05437289
LFSEVENK 6 155969707 2xTMT6plex [N-Term; K8] 0.976 1.081 1.205 2.991729736 36.29 0 1423.819702 2 712.4124756 -1.423725295 -0.001013564 54.10331729QEAIPDEVIK 2 155969707 2xTMT6plex [N-Term; K10] 1.029 2.932680845 14.7 0 1599.935794 2 800.4680786 -4.321019296 -0.003456677 50.80085236EMLAVDAPR 2 155969707 1xTMT6plex [N-Term] 0.934 2.777105331 15.16 0 1230.671374 2 615.8372192 -3.422557416 -0.002106022 43.6242731345446749 KIF5A kinesin heavy chain isoform 5A 3798 NP_004975.2 11.04651163 1 1 11 97 1032 117.306 5.9 1.5 1.67 1.48 1.55 Significant 0.00151 TGAEGAVLDEAK 6 45446749 2xTMT6plex [N-Term; K12] 0.919 0.941 0.872 4.610132694 85.67 0 1618.905222 2 809.9561768 -0.089674413 -7.26E-05 41.14347655ILQDSLGGNCR 7 45446749 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.933 0.948 0.972 3.937148333 45.8 0 1461.768128 2 731.3877563 0.073934648 5.40E-05 39.25742145LYLVDLAGSEK 14 45446749 2xTMT6plex [N-Term; K11] 0.965 0.95 0.954 4.594627857 51.57 0 1665.982744 2 833.4945679 -0.531228679 -0.000442509 77.71328132EVLQALEELAVNYDQK 18 45446749 2xTMT6plex [N-Term; K16] 0.808 0.798 0.815 5.304395676 52.33 0 2320.280048 3 774.0974731 -0.940324599 -0.000727272 111.8922335ISFLENNLEQLTK 22 45446749 2xTMT6plex [N-Term; K13] 0.964 0.978 0.957 5.524603367 57.84 0 2007.152663 2 1004.081543 1.567637359 0.001573244 92.21967815VSYFEIYLDK 8 45446749 2xTMT6plex [N-Term; K10] 1.145 1.066 1.119 4.174686432 52.19 0 1734.971845 2 867.9885254 -1.193649773 -0.001035474 87.1577788ELQTLHNLR 8 45446749 1xTMT6plex [N-Term] 1.03 0.882 0.849 3.993277073 36.08 0 1352.784764 3 451.5993958 -0.835383551 -0.000376698 35.62627988TNLSVHEDKNR 4 45446749 2xTMT6plex [N-Term; K9] 1.02 1.146 3.421818018 7.17 1 1770.986266 4 443.5020447 0.046596035 2.06E-05 21.96413811YQQEVDR 4 45446749 1xTMT6plex [N-Term] 1.085 1.199 3.000360727 33.62 0 1166.600317 2 583.8034058 -0.670783773 -0.000391268 17.41895928THTMEGK 2 45446749 2xTMT6plex [N-Term; K7] 0.941 2.85819149 14.26 0 1261.697478 3 421.2372742 -0.165570779 -6.96E-05 18.49845495ALEGALK 4 45446749 2xTMT6plex [N-Term; K7] 1.498 1.673 1.476 2.124878645 27.86 0 1159.74508 2 580.3759155 -0.453449056 -0.000262943 41.5231516815718761 KRAS GTPase KRas isoform b 3845 NP_004976.2 50 1 1 6 45 188 21.411 8.12 0.93 0.98 1.02 0.97 Significant 0.00071 KQVVIDGETCLLDILDTAGQEEYSAMR 7 15718761 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C10] 0.892 0.931 1.162 6.522305012 31.93 1 3512.801691 4 878.9559326 0.059689891 5.24E-05 108.9619987

LVVVGAGGVGK 8 15718761 2xTMT6plex [N-Term; K11] 0.784 1.093 0.951 3.844242811 47.3 0 1413.919356 2 707.4621582 -1.638278548 -0.001158197 57.49765725SALTIQLIQNHFVDEYDPTIEDSYR 14 15718761 1xTMT6plex [N-Term] 1.321 0.959 1.309 6.66080904 37.57 0 3196.599989 3 1066.204834 -0.012484163 -1.33E-05 89.71946063QGVDDAFYTLVR 2 15718761 1xTMT6plex [N-Term] 1.173 3.976249695 40.88 0 1612.853237 2 806.9291992 -1.311739004 -0.001057821 67.69614935SYGIPFIETSAK 10 15718761 2xTMT6plex [N-Term; K12] 0.93 0.926 1.015 3.993534088 36.99 0 1771.004208 3 591.0064697 0.365950394 0.000216033 74.43237802QAQDLAR 4 15718761 1xTMT6plex [N-Term] 0.811 0.895 2.748023272 26.72 0 1030.584274 2 515.7952881 -0.945064028 -0.000486984 17.5991202314043022 MARS methionine--tRNA ligase, cytoplasmic 4141 NP_004981.2 36.22222222 1 25 25 225 900 101.052 6.16 0.91 0.93 0.9 0.92 Significant 0.0000932 TSPKPAVVETVTTAKPQQIQALMDEVTK 6 14043022 4xTMT6plex [N-Term; K4; K15; K28] 0.976 1.068 7.435816288 20.24 0 3927.26464 5 786.2566528 -2.669239484 -0.002096562 91.95196331ITQDIFQQLLK 26 14043022 2xTMT6plex [N-Term; K11] 0.854 0.932 0.92 4.814808846 60.55 0 1805.093692 2 903.0501709 -0.34699203 -0.000313177 99.74075997
ALEEGLTPQEICDK 6 14043022 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 0.896 0.976 0.983 4.485343933 42.06 0 2061.093828 3 687.7022095 -0.850233991 -0.000584137 55.4038429
HGNQYIQVNEPWK 8 14043022 2xTMT6plex [N-Term; K13] 0.777 0.85 0.769 5.274901867 33.23 0 2071.112529 3 691.0415039 -1.241323788 -0.000856974 49.61115923LFVSDGVPGCLPVLAAAGR 14 14043022 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.939 1.053 0.814 5.027080536 73.22 0 2128.178611 2 1064.594727 1.675275271 0.001782642 91.02008876NPEQVDLYQFMAK 10 14043022 2xTMT6plex [N-Term; K13] 0.979 0.998 0.967 5.036866665 60.58 0 2041.082869 2 1021.039856 -5.111725789 -0.005216728 76.95054706VPVLQLDSGNYLFSTSAICR 10 14043022 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.571 1.421 1.593 6.199206829 70.19 0 2469.300911 3 823.770813 -1.225154514 -0.001008425 100.5878992GFVLQDTVEQLR 8 14043022 1xTMT6plex [N-Term] 0.79 0.695 4.997310638 50.75 0 1633.911087 2 817.4586792 -0.615022182 -0.000502446 64.67000492FVEGVCPFCGYEEAR 2 14043022 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 1.151 4.101685047 41.75 0 2048.940749 2 1024.974609 0.582276477 0.000596525 65.76217676

SCPVVQSSQHLFLDLPK 12 14043022 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C2] 0.901 0.831 1.007 6.039123535 50.62 0 2413.331372 3 805.1159668 0.818255068 0.00065824 73.161982
GVGVFGDMAQDTGIPADIWR 6 14043022 1xTMT6plex [N-Term] 0.684 0.764 0.735 5.126157284 56.81 0 2334.174982 3 778.7286377 -1.551783431 -0.001207378 91.7862447GVGVFGDMAQDTGIPADIWR 10 14043022 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.779 0.838 5.564758301 47.21 0 2350.169897 3 778.7286377 -1.551783431 -0.001207378 91.7862447QQGVLALRPYLQK 6 14043022 2xTMT6plex [N-Term; K13] 1.428 1.443 0.885 3.970537186 16.13 0 1972.210787 3 658.0742798 -1.268025988 -0.000833605 65.00744882LENDQIESLR 12 14043022 1xTMT6plex [N-Term] 0.853 1.053 0.832 4.752563 49.55 0 1445.779738 2 723.3937378 0.318704105 0.000230388 41.59091974ADKNEVAAEVAK 10 14043022 3xTMT6plex [N-Term; K3; K12] 1.027 0.904 0.893 4.890788078 21.12 1 1932.136902 3 644.7174072 0.396514184 0.000255373 40.15667358WGTPVPLEGFEDK 6 14043022 2xTMT6plex [N-Term; K13] 0.653 0.583 0.84 3.671435833 28.45 0 1933.047135 2 967.0268555 -0.362584278 -0.000350446 83.94578716GLESLPPLRPQQNPVLPVAGER 6 14043022 1xTMT6plex [N-Term] 0.939 1.115 4.99278307 21.45 0 2596.477235 4 649.8737793 -1.520591995 -0.000987046 69.96919025RLEEWLGR 6 14043022 1xTMT6plex [N-Term] 0.876 0.915 0.954 4.494532108 45.07 1 1287.737086 3 429.9167175 -1.154235694 -0.000495451 55.29464723LINAVELK 12 14043022 2xTMT6plex [N-Term; K8] 0.935 0.903 0.895 3.591281891 52.45 0 1357.881908 2 679.4447632 0.251632477 0.000170844 65.62890494KGEDVLGSVR 14 14043022 2xTMT6plex [N-Term; K1] 0.841 0.874 0.824 4.222600937 17.76 1 1517.905163 3 506.6402283 0.638369562 0.000322995 32.66481588TLPGSDWTPNAQFITR 6 14043022 1xTMT6plex [N-Term] 0.889 0.948 1.35 3.801329374 14.05 0 2033.065355 2 1017.03479 -1.501103674 -0.001525921 66.52972497AAETVLK 6 14043022 2xTMT6plex [N-Term; K7] 0.771 0.707 0.76 2.642470121 24.14 0 1189.755645 2 595.3812866 -0.292797781 -0.000174179 37.11614856QPQPSPAEGR 5 14043022 1xTMT6plex [N-Term] 0.937 1.033 0.901 3.064622402 27.79 0 1295.690529 2 648.3492432 0.52507764 0.000340169 15.89634361SILTISR 6 14043022 1xTMT6plex [N-Term] 0.944 0.833 0.92 2.649551153 27.95 0 1018.645811 2 509.8268738 0.647701671 0.000329889 42.3719884LEEWLGR 6 14043022 1xTMT6plex [N-Term] 0.825 0.871 0.836 2.780625105 25.17 0 1131.635975 2 566.3209839 -1.134266311 -0.000641788 66.38123665TTTPQQTK 6 14043022 2xTMT6plex [N-Term; K8] 0.88 0.839 1.136 3.235071182 42.02 0 1362.799301 2 681.9032593 -0.043040316 -2.93E-05 19.0020038913518019 ATXN3 ataxin-3 reference isoform 4287 NP_004984.2 6.094182825 1 2 2 14 361 41.224 4.78 0.88 0.85 1.06 0.93 Significant 0.00493 LIGEELAQLK 8 13518019 2xTMT6plex [N-Term; K10] 0.821 0.85 1.109 4.202045441 42.63 0 1571.977265 2 786.4914551 -1.037765486 -0.000815672 78.34821516MAEGGVTSEDYR 6 13518019 1xTMT6plex [N-Term] 1.213 0.731 4.321036816 50.14 0 1543.725988 2 772.3678589 1.589092531 0.001226562 25.720592684826834 MMP14 matrix metalloproteinase-14 preproprotein 4323 NP_004986.1 29.5532646 1 17 17 146 582 65.852 7.77 1.58 1.52 1.45 1.52 Significant 0.000613 NPTYGPNICDGNFDTVAMLR 12 4826834 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 2.251 2.747 1.511 4.85411787 53.39 0 2484.184895 3 828.732605 -0.657466599 -0.000544423 70.76002196VGEYATYEAIR 8 4826834 1xTMT6plex [N-Term] 1.486 0.706 1.02 4.337067127 41.92 0 1500.789575 2 750.8980713 -0.472192696 -0.000354331 42.86822599GSFMGSDEVFTYFYK 18 4826834 2xTMT6plex [N-Term; K15] 1.623 1.656 1.51 4.526173592 57.94 0 2236.103664 2 1118.553589 -1.682652592 -0.001881293 89.65134799SPQSLSAAIAAMQK 16 4826834 2xTMT6plex [N-Term; K14] 1.392 1.605 1.235 6.260962486 80.47 0 1861.061739 2 931.0345459 0.040700893 3.79E-05 78.98528457GDKHWVFDEASLEPGYPK 4 4826834 3xTMT6plex [N-Term; K3; K18] 2.259 1.547 5.703022003 28.3 1 2762.475677 4 691.3733521 -1.483729579 -0.001024692 64.67250275NNQVMDGYPMPIGQFWR 8 4826834 1xTMT6plex [N-Term] 1.745 3.496 100 3.516129017 23.77 0 2282.104794 2 1141.551147 -4.283645585 -0.004887864 85.15088172VWEGIPESPR 18 4826834 1xTMT6plex [N-Term] 1.478 1.602 1.43 3.656443357 28.33 0 1398.757881 2 699.882019 -0.800119933 -0.000559587 52.20013595HWVFDEASLEPGYPK 2 4826834 2xTMT6plex [N-Term; K15] 1.212 3.116718292 6.16 0 2233.169375 3 745.0613403 0.041311732 3.08E-05 79.64051173IDAALFWMPNGK 2 4826834 2xTMT6plex [N-Term; K12] 1.625 2.370969772 18.54 0 1821.013333 3 607.6769409 1.612681167 0.000978905 92.81961276LKVEPGYPK 6 4826834 3xTMT6plex [N-Term; K2; K9] 1.904 1.835 1.906 4.006714821 12.56 1 1718.081954 3 573.3648071 -1.213954478 -0.000695224 55.07287343VWESATPLR 2 4826834 1xTMT6plex [N-Term] 1.99 3.432630062 16.77 0 1287.725852 2 644.3668213 0.39889556 0.000256834 47.90226301AVDSEYPK 16 4826834 2xTMT6plex [N-Term; K8] 1.687 1.771 1.5 3.341766119 35.62 0 1366.761852 2 683.8838501 -1.045459884 -0.000714447 29.03153288EVPYAYIR 12 4826834 1xTMT6plex [N-Term] 1.586 1.759 1.686 3.013597012 29.22 0 1239.69349 2 620.3504028 0.031841792 1.97E-05 47.361618YAIQGLK 8 4826834 2xTMT6plex [N-Term; K7] 1.593 1.544 2.871063709 19.75 0 1250.787279 2 625.8969116 -0.58590923 -0.000366424 50.11270984GEMFVFK 4 4826834 2xTMT6plex [N-Term; K7] 1.642 1.433 2.539257765 30.62 0 1315.748451 2 658.3775024 -0.549403791 -0.000361439 64.96385521ADADTMK 4 4826834 2xTMT6plex [N-Term; K7] 1.04 1.053 2.361640692 22.78 0 1209.654945 2 605.3308716 -0.395233318 -0.000239048 21.7766561VEPGYPK 6 4826834 2xTMT6plex [N-Term; K7] 1.255 1.189 1.342 2.526148319 21.02 0 1247.739995 2 624.3723145 -2.117936237 -0.001321317 34.52690917134142337 ABCC1 multidrug resistance-associated protein 1 4363 NP_004987.2 7.968647943 1 9 9 39 1531 171.481 7.11 1.07 0.96 1.06 1.03 Significant 0.00116 INESAEGEIIIDGINIAK 6 134142337 2xTMT6plex [N-Term; K18] 1.131 1.073 0.841 5.015706539 49.2 0 2357.332812 3 786.4453125 -4.8476651 -0.003809187 86.8082684VIVLDKGEIQEYGAPSDLLQQR 6 134142337 2xTMT6plex [N-Term; K6] 1.414 2.341 1.134 5.466638088 30.33 1 2929.639893 3 977.2159424 -2.259223592 -0.002206237 77.84255525

SVIQACALLPDLEILPSGDRTEIGEK 2 134142337 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C6] 1.277 4.898553371 23.22 1 3282.801949 3 1094.940186 1.235030528 0.001351454 98.21511007
SVIQACALLPDLEILPSGDR 2 134142337 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.679 4.873668194 41.46 0 2396.305662 3 799.4415894 1.899923069 0.001517599 98.4399751VDANEEVEALIVK 4 134142337 2xTMT6plex [N-Term; K13] 0.999 0.899 3.403096437 32.75 0 1887.083915 3 629.6990967 -0.624138083 -0.0003926 74.40919381IFLSHEELEPDSIER 6 134142337 1xTMT6plex [N-Term] 0.76 0.766 0.803 4.532090187 11.05 0 2043.059601 3 681.690918 -0.68549334 -0.000466835 58.05667505GVNLSGGQK 4 134142337 2xTMT6plex [N-Term; K9] 0.779 1.337 3.529891014 40.52 0 1317.78907 2 659.3982544 0.122833818 8.09E-05 30.73374913HIFENVIGPK 4 134142337 2xTMT6plex [N-Term; K10] 0.962 1.009 3.834676266 36.59 0 1611.962284 3 537.9906616 -3.00996293 -0.001617316 54.57657882LKEYSETEK 5 134142337 3xTMT6plex [N-Term; K2; K9] 1.144 0.952 1.268 3.009403944 1.08 1 1814.051441 3 605.3544312 -1.489044305 -0.000900401 35.9323740355956916 MYO1E unconventional myosin-Ie 4643 NP_004989.2 29.96389892 1 27 27 202 1108 126.982 8.92 0.91 0.97 0.95 0.94 Significant 0.000349 ITENSIVENLK 8 55956916 2xTMT6plex [N-Term; K11] 1.036 0.919 0.778 5.006945133 50.05 0 1718.010021 2 859.503418 -6.089686538 -0.005231071 61.13539714VFDFLVDSINK 28 55956916 2xTMT6plex [N-Term; K11] 0.878 0.905 0.929 4.625203609 52.63 0 1755.009293 2 878.0089722 0.783178723 0.000687243 102.0503704VLQVSIGPGLPK 20 55956916 2xTMT6plex [N-Term; K12] 0.894 0.902 0.912 4.831972122 60.45 0 1666.066749 2 833.5366821 -0.396708108 -0.000330471 76.31245303SFHIFYQLIEGASAEQK 8 55956916 2xTMT6plex [N-Term; K17] 0.766 1.165 0.914 6.160291195 55.28 0 2426.312017 3 809.4403687 -2.252040517 -0.001821384 92.13452129APESLFLLEEMR 6 55956916 1xTMT6plex [N-Term] 1.051 0.899 1.007 5.008760929 29.64 0 1663.892659 2 832.4488525 -1.340814783 -0.001115486 85.44996505QGVLHLLQSVNMDSDQFQLGR 4 55956916 1xTMT6plex [N-Term] 0.752 0.749 4.785820484 26.78 0 2614.360885 3 872.1228027 -2.689046074 -0.002343379 87.65787343EIEMYQGAAQYENPPHIYALADNMYR 6 55956916 1xTMT6plex [N-Term] 1.743 1.941 7.315611362 42.27 0 3316.560449 3 1106.18811 -3.217491578 -0.003557002 77.37406148DIILQSNPLLEAFGNAK 20 55956916 2xTMT6plex [N-Term; K17] 0.902 0.893 0.841 5.480639935 61.3 0 2301.321853 3 767.7786865 -0.150769736 -0.000115657 102.618282YFEIQFSPGGEPDGGK 6 55956916 2xTMT6plex [N-Term; K16] 0.85 0.92 4.193921566 36.18 0 2186.117006 3 729.3765259 -0.906243022 -0.000660384 72.34735129AEQEEYVQEGIR 6 55956916 1xTMT6plex [N-Term] 0.999 1.634 1.332 4.254948139 64.69 0 1679.843795 2 840.425415 -0.143722812 -0.000120716 33.62226649NFIGDYIGMEEHPELQQFVGK 6 55956916 2xTMT6plex [N-Term; K21] 0.944 0.991 0.899 5.162702084 64.8 0 2909.490786 3 970.4993286 -2.527260162 -0.002451013 85.6301134EKIDFADTVTK 8 55956916 3xTMT6plex [N-Term; K2; K11] 1.281 1.013 0.999 4.360003948 24.15 1 1954.146404 2 977.5769043 0.065298971 6.38E-05 52.2043313WTPIEYFNNK 2 55956916 2xTMT6plex [N-Term; K10] 0.863 3.883303642 43.14 0 1769.962677 2 885.4794312 -6.266649265 -0.005545868 82.10953564TEFLSLLAK 6 55956916 2xTMT6plex [N-Term; K9] 0.986 1.001 1.022 3.857009172 50.3 0 1479.918687 2 740.4631958 0.288895306 0.000213771 89.09487472HQVEYLGLK 4 55956916 2xTMT6plex [N-Term; K9] 0.89 0.989 4.346923828 30.96 0 1544.920084 3 515.6437988 -2.097956818 -0.001080392 44.52503208VSQTPESLDFLK 16 55956916 2xTMT6plex [N-Term; K12] 0.888 0.905 0.91 4.336758614 52.18 0 1822.036236 2 911.5128174 -9.812117904 -0.008939017 68.65545813ATWPSWQGEEK 6 55956916 2xTMT6plex [N-Term; K11] 0.985 1.362 1.178 3.910587072 25.93 0 1776.932106 2 888.9662476 -3.875799639 -0.003443516 54.91492022

IVCDLIENK 6 55956916 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.946 1.08 1.144 3.91211009 23.25 0 1561.902386 2 781.4536743 -1.48133277 -0.001156849 69.45522869
GVYQYHWQSHNVK 2 55956916 2xTMT6plex [N-Term; K13] 1.1 3.885623217 11.48 0 2104.112864 4 526.7833252 -0.6619696 -0.000348215 37.44321188VPDQGAAGVR 4 55956916 1xTMT6plex [N-Term] 0.802 0.828 3.243263245 34.97 0 1198.674151 2 599.8404541 -0.433392907 -0.000259748 23.25263916QMPYFGEK 4 55956916 2xTMT6plex [N-Term; K8] 0.863 1.028 2.895686865 25.14 0 1457.786293 2 729.3965454 -0.328525306 -0.00023946 53.04183063SLYTSMARPPLPR 6 55956916 1xTMT6plex [N-Term] 1.151 1.173 1.171 3.305835485 8.62 0 1717.962076 3 573.3248291 -1.247032948 -0.000714118 52.21413401ENWGPWSAGGSR 6 55956916 1xTMT6plex [N-Term] 1.133 0.972 3.381540775 29.27 0 1532.744356 2 766.8756104 -0.268601136 -0.000205848 47.40742434EDPSGWWTGR 4 55956916 1xTMT6plex [N-Term] 1.054 0.894 2.611639023 6.11 0 1419.685444 2 710.3463135 -0.065956072 -4.68E-05 47.01290917DLLLTPK 12 55956916 2xTMT6plex [N-Term; K7] 0.903 1.029 0.791 2.372210503 24.08 0 1257.818245 2 629.4130249 0.419746406 0.000263982 59.06139604SLFPENLQADKK 2 55956916 3xTMT6plex [N-Term; K11; K12] 0.647 2.314425468 1.57 1 2077.226052 3 693.0804443 0.35052411 0.000242706 57.16355004SLFPENLQADK 2 55956916 2xTMT6plex [N-Term; K11] 0.779 3.351201773 35.12 0 1719.968157 2 860.4851074 -3.034042363 -0.002609228 61.2438135892859701 MYO6 unconventional myosin-VI isoform 1 4646 NP_004990.3 30.19455253 1 36 36 205 1285 148.62 8.53 0.93 0.89 0.91 0.91 Significant 0.000161 YLTESYGTGQDIDDR 12 92859701 1xTMT6plex [N-Term] 0.695 0.967 1.109 5.525798321 59.93 0 1961.928981 2 981.4684448 0.322192314 0.000316059 39.36611373LVGILDILDEENR 12 92859701 1xTMT6plex [N-Term] 0.776 0.733 0.617 4.569169044 76.77 0 1727.974081 2 864.4897461 -1.079415786 -0.000932601 103.7693876IAQSEAELISDEAQADLALR 12 92859701 1xTMT6plex [N-Term] 0.777 1.05 1.043 6.749298096 85.78 0 2372.250649 3 791.4205933 -1.4427796 -0.001140878 81.93397305LVGILDILDEENRLPQPSDQHFTSAVHQK 3 92859701 2xTMT6plex [N-Term; K29] 0.651 1.075 6.629385471 36.82 1 3758.027743 5 752.4080811 -4.375701216 -0.003288801 93.87050588SAQSLEYCAELLGLDQDDLR 6 92859701 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.974 0.892 1.153 6.007522583 39.94 0 2525.239098 3 842.4176636 -0.26175634 -0.000220332 78.96613327IVEANPLLEAFGNAK 10 92859701 2xTMT6plex [N-Term; K15] 1.063 0.862 0.906 4.924919128 56.9 0 2044.184297 3 682.0657349 -0.805201448 -0.00054866 93.32392579IQAEVEAQLAR 5 92859701 1xTMT6plex [N-Term] 0.869 1.081 0.854 3.785157442 25.73 0 1456.832108 2 728.9193115 -0.522855805 -0.000380857 52.31456868SSVVGGFVSHYLLEK 8 92859701 2xTMT6plex [N-Term; K15] 0.958 1.088 1.216 6.044223785 48.31 0 2080.184297 3 694.0662842 0.000946581 6.56E-07 83.18648755SSEELLSALQK 20 92859701 2xTMT6plex [N-Term; K11] 0.957 0.858 0.911 4.774036407 63.11 0 1662.967822 2 831.987915 0.439664626 0.000365574 73.71588862TFLALINQVFPAEEDSKK 2 92859701 3xTMT6plex [N-Term; K17; K18] 0.513 5.120780945 13.99 1 2737.574328 4 685.1491089 0.10125273 6.93E-05 107.1772526TFLALINQVFPAEEDSK 4 92859701 2xTMT6plex [N-Term; K17] 0.735 0.01 3.313690186 20.94 0 2380.316434 3 794.1098022 -0.663790619 -0.000526677 110.2535984MSQSIIVSGESGAGK 2 92859701 2xTMT6plex [N-Term; K15]; 1xOxidation [M1] 1.015 3.859241247 29.24 0 1925.041398 3 642.3515625 -0.656598867 -0.000421327 41.18378432SLGTRPPHVFAIADK 7 92859701 2xTMT6plex [N-Term; K15] 0.951 1.049 1.442 4.444499016 13.43 0 2067.211515 4 517.557312 -1.981888692 -0.001024246 50.83192711LSFISVGNK 10 92859701 2xTMT6plex [N-Term; K9] 0.623 0.624 0.624 3.790294886 54.2 0 1422.872072 2 711.93927 -0.568013776 -0.000404105 66.10835073DPLLDDHGDFIR 6 92859701 1xTMT6plex [N-Term] 0.89 0.812 0.928 4.779459 38.41 0 1641.843401 3 547.9526978 0.084649802 4.63E-05 53.29351132FNEVVSVLK 6 92859701 2xTMT6plex [N-Term; K9] 0.823 0.783 0.947 4.022379875 53.76 0 1492.913936 2 746.9603271 -0.374256755 -0.000279367 75.18938758ILKEEQELYQK 6 92859701 3xTMT6plex [N-Term; K3; K11] 0.991 1.213 0.959 4.571784019 12.89 1 2108.257017 3 703.4239502 0.132785488 9.33E-05 55.89885683SDPDHLAELVK 6 92859701 2xTMT6plex [N-Term; K11] 0.84 0.865 0.87 3.510916233 25.81 0 1681.952507 3 561.3220825 -0.482957398 -0.00027077 49.77690394TQLNLLLDK 2 92859701 2xTMT6plex [N-Term; K9] 0.628 3.737890959 56.62 0 1515.95105 2 758.4783325 -1.096170577 -0.00083087 72.03735878LHLSSPDNFR 6 92859701 1xTMT6plex [N-Term] 0.971 0.907 0.83 3.626436234 41.28 0 1414.764029 3 472.2586975 -1.759558946 -0.000829787 41.74049596FAEFDQIMK 6 92859701 2xTMT6plex [N-Term; K9] 1.018 0.905 1.032 4.017827034 50.02 0 1586.865272 2 793.9356079 -0.839674112 -0.000666225 75.00774697ASFHELYNMYK 6 92859701 2xTMT6plex [N-Term; K11]; 1xOxidation [M9] 0.993 0.976 1.038 2.89135766 16.58 0 1876.966777 3 626.3262329 -1.401937191 -0.00087713 50.13905797FVEIHFNEK 6 92859701 2xTMT6plex [N-Term; K9] 0.907 0.88 0.84 3.739760876 35.15 0 1620.914999 3 540.9761353 -0.707315487 -0.000382166 59.10873588IGLDDEEKLDLFR 4 92859701 2xTMT6plex [N-Term; K8] 1.039 1.112 3.292422056 9.71 1 2021.131927 3 674.3831177 1.421187457 0.000957469 74.03006046GWWYAHFDGPWIAR 5 92859701 1xTMT6plex [N-Term] 0.956 1.145 0.757 4.048343182 10.64 0 1990.991403 3 664.3323975 -4.401599714 -0.002921182 80.98383646KQQEEEAER 6 92859701 2xTMT6plex [N-Term; K1] 0.933 1.153 0.841 2.576231241 11.13 1 1604.86442 3 535.6257935 -0.992463218 -0.000530923 15.51980519IYSSEAIK 6 92859701 2xTMT6plex [N-Term; K8] 0.995 0.966 0.991 3.546364307 42.8 0 1368.813888 2 684.9099731 -0.890099778 -0.00060919 41.2245481LPQPSDQHFTSAVHQK 2 92859701 2xTMT6plex [N-Term; K16] 0.684 3.038156748 6.86 0 2278.234435 4 570.3132935 -1.356906834 -0.000772838 40.26381808QQEEEAER 2 92859701 1xTMT6plex [N-Term] 0.74 2.966207266 32.09 0 1247.606525 2 624.3060303 -1.395474527 -0.000870502 14.28745503LCAGASEDIR 4 92859701 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.894 0.777 3.034049749 21.08 0 1320.677916 2 660.8427734 0.268184238 0.000177092 30.46688702NIRDDEGFIIR 2 92859701 1xTMT6plex [N-Term] 0.998 4.453463078 32.6 1 1576.864471 3 526.2937622 1.434816457 0.00075417 42.20414124EYDALVK 2 92859701 2xTMT6plex [N-Term; K7] 1.036 2.73854208 28.55 0 1295.761124 2 648.383728 -0.72915084 -0.000472403 55.72932059IPFIRPADQYKDPQSK 2 92859701 3xTMT6plex [N-Term; K11; K16] 1.21 1.096 3.782783031 1 2590.496019 4 648.380249 1.215027442 0.000786881 58.08693553GPAVLATK 2 92859701 2xTMT6plex [N-Term; K8] 0.789 2.421485186 13.07 0 1214.787279 2 607.8971558 -0.201324599 -0.000122283 41.84547117KQEEEER 2 92859701 2xTMT6plex [N-Term; K1] 0.957 2.326612234 9.46 1 1405.768729 3 469.2608032 -0.620501803 -0.000290761 15.05094248KIGLDDEEKLDLFR 2 92859701 3xTMT6plex [N-Term; K1; K9] 1.522 1.329 2.694823503 2 2378.389822 4 595.3521729 -1.244877405 -0.000740201 68.14875426ASFHELYNMYK 1 92859701 2xTMT6plex [N-Term; K11] 1.375 1.851747274 0 1860.971862 3 626.3262329 -1.401937191 -0.00087713 50.13905797

4826848 NDUFA5 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 5 isoform 1 4698 NP_004991.1 66.37931034 1 6 6 54 116 13.45 5.99 0.99 1.01 1.06 1.02 Significant 0.000416
KLEDQLQGGQLEEVILQAEHELNLAR 8 4826848 2xTMT6plex [N-Term; K1] 0.9 1.009 0.973 9.228192329 81.77 1 3431.889852 4 858.7269897 -1.084919909 -0.000930831 108.7292631TTGLVGLAVCNTPHER 4 4826848 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.8 0.93 5.231352329 33.36 0 1954.037761 3 652.0170898 -0.534482378 -0.000348133 49.64653227LWEPLVEEPPADQWK 6 4826848 2xTMT6plex [N-Term; K15] 0.903 0.81 1.034 3.904658794 27.84 0 2295.24254 3 765.7546387 2.972398561 0.002274125 88.17527688YTEQITNEK 6 4826848 2xTMT6plex [N-Term; K9] 0.996 1.292 4.221186638 47.4 0 1583.868108 2 792.4373779 -0.39717993 -0.00031454 33.0633858ILDVLEEIPK 24 4826848 2xTMT6plex [N-Term; K10] 1.022 1.024 1.1 3.70350647 54.5 0 1627.008231 2 814.0063477 -1.7282872 -0.001405969 101.6011966KYTEQITNEK 6 4826848 3xTMT6plex [N-Term; K1; K10] 1.148 1.131 1.098 4.297318935 12.89 1 1941.126003 3 647.7125244 -1.536885193 -0.000994429 34.57620165

103472001 NDUFA7 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 7 4701 NP_004992.2 36.28318584 1 5 5 25 113 12.544 10.18 1.02 1.1 1.06 1.06 Significant 0.000474
KAVTPAPPIK 6 103472001 3xTMT6plex [N-Term; K1; K10] 1.022 1.192 4.775256634 24.38 1 1709.129238 3 570.3804321 -1.459938327 -0.000831741 46.11239948AVTPAPPIK 6 103472001 2xTMT6plex [N-Term; K9] 0.982 0.853 1.05 3.379256248 40.39 0 1351.871343 2 676.4394531 0.211728728 0.000143115 46.58483374WELSSDQPYL 6 103472001 1xTMT6plex [N-Term] 1.267 1.128 1.099 2.451530457 46.87 0 1466.736476 2 733.8723145 0.597139475 0.000437923 74.37663617ESVPPSIIMSSQK 2 103472001 2xTMT6plex [N-Term; K13] 1.332 3.23238802 13.69 0 1861.050506 3 621.0197754 -3.080576323 -0.001911036 55.27663361LPVGPSHK 5 103472001 2xTMT6plex [N-Term; K8] 1.075 1.068 2.880673885 20.76 0 1292.809078 3 431.6075134 -0.843509545 -0.000363499 34.07066516

6681764 NDUFA9 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial precursor 4704 NP_004993.1 35.27851459 1 10 10 94 377 42.483 9.8 1.31 1.33 1.27 1.3 Significant 0.000183
FGPIPLGSLGWK 10 6681764 2xTMT6plex [N-Term; K12] 1.199 1.321 1.078 4.253479004 51.86 0 1730.040534 2 865.5231934 -0.8229641 -0.000711881 97.97746681SSVSGIVATVFGATGFLGR 4 6681764 1xTMT6plex [N-Term] 1.057 1.748 5.859478474 48.78 0 2055.143606 3 685.7192383 -0.216046338 -0.000148002 112.1371505DAFPEAIIVKPSDIFGR 11 6681764 2xTMT6plex [N-Term; K10] 1.568 1.4 1.148 5.929195404 25.92 0 2333.326939 3 778.4466553 -0.654053087 -0.000508707 87.81658488VFEISPFEPWITR 16 6681764 1xTMT6plex [N-Term] 1.443 1.407 1.238 4.282885551 39.17 0 1850.004987 2 925.4977417 -9.070381799 -0.008390126 97.51912477LPHLPGLEDLGIQATPLELK 22 6681764 2xTMT6plex [N-Term; K20] 1.236 1.293 1.264 6.979281902 39.66 0 2612.542745 4 653.8917236 0.887905568 0.000579923 99.83842657IPQAIAQLSK 4 6681764 2xTMT6plex [N-Term; K10] 1.59 1.77 3.551824093 46.42 0 1526.967035 2 763.9851074 -2.682681523 -0.002048183 70.13573387QPVYVVDVSK 8 6681764 2xTMT6plex [N-Term; K10] 1.478 1.492 1.503 3.387292862 50.91 0 1591.945965 2 796.4766235 0.003574438 2.85E-06 53.75238888NFDFEDVFVK 9 6681764 2xTMT6plex [N-Term; K10] 1.238 1.59 1.527 3.920048714 16.38 0 1717.920144 2 859.4671631 4.019774667 0.003452826 85.378207MGSQVIIPYR 4 6681764 1xTMT6plex [N-Term] 0.929 0.997 3.374706984 30.85 0 1392.787072 2 696.8952637 -2.743848163 -0.001910798 53.86933683FIHVSHLNANIK 6 6681764 2xTMT6plex [N-Term; K12] 1.302 1.182 1.124 4.091839314 26.18 0 1851.100508 4 463.5302429 -0.738193473 -0.000341618 51.868941144826852 NDUFAB1 acyl carrier protein, mitochondrial precursor 4706 NP_004994.1 23.71794872 1 5 5 66 156 17.406 4.93 0.79 0.77 0.77 0.77 Significant 0.0000737

LMCPQEIVDYIADKK 20 4826852 3xTMT6plex [N-Term; K14; K15]; 1xCarbamidomethyl [C3] 0.802 0.904 0.761 5.548107147 30.46 1 2510.396564 3 837.4697266 -0.771926845 -0.000645947 102.5140923
LMCPQEIVDYIADK 17 4826852 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 0.677 0.57 0.675 3.631682158 30.55 0 2153.138669 2 1077.072388 -0.543647927 -0.000585275 103.0416496

LSVNSHFMK 8 4826852 2xTMT6plex [N-Term; K9] 0.725 0.705 0.694 3.897471666 33.65 0 1520.86594 2 760.9364624 -0.192130881 -0.000146103 48.06358274
LMCPQEIVDYIADKKDVYE 5 4826852 3xTMT6plex [N-Term; K14; K15]; 1xCarbamidomethyl [C3] 2.235 0.967 0.837 4.10105896 11.12 2 3016.597843 4 754.9064331 2.008872973 0.00151499 106.11852

LMCPQEIVDYIADKK 4 4826852 3xTMT6plex [N-Term; K14; K15]; 1xOxidation [M2]; 1xCarbamidomethyl [C3] 0.953 3.97053194 12.55 1 2526.391479 3 837.4697266 -0.771926845 -0.000645947 102.5140923
LSVNSHFMK 2 4826852 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 0.887 2.447876215 16.06 0 1536.860855 2 760.9364624 -0.192130881 -0.000146103 48.06358274LYDKIDPEK 8 4826852 3xTMT6plex [N-Term; K4; K9] 0.976 1.155 0.884 2.527131319 8.85 1 1808.077262 3 603.3641357 0.327257344 0.000197236 50.21855003

LMCPQEIVDYIADK 2 4826852 2xTMT6plex [N-Term; K14]; 1xOxidation [M2]; 1xCarbamidomethyl [C3] 1.176 1.330747008 19.5 0 2169.133584 2 1077.072388 -0.543647927 -0.000585275 103.0416496
4826854 NDUFB8 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 8, mitochondrial isoform 1 precursor 4714 NP_004995.1 15.05376344 1 2 2 12 186 21.751 6.8 1.13 1.05 0.87 1.02 Significant 0.00567

VEDYEPYPDDGMGYGDYPK 6 4826854 2xTMT6plex [N-Term; K19] 1.147 1.125 0.916 3.575244665 32.48 0 2668.216521 3 890.078064 1.168475087 0.001039248 59.71822904DMFPGPYPR 6 4826854 1xTMT6plex [N-Term] 1.124 0.93 0.811 2.829204082 29.25 0 1308.660809 2 654.8337402 -0.462603637 -0.000302696 49.6333031
6274550 NDUFB9 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 9 isoform 1 4715 NP_004996.1 30.72625698 1 5 5 29 179 21.817 8.38 1.58 1.46 1.37 1.47 Significant 0.00171

EGDLPPLWWYIVTRPR 6 6274550 1xTMT6plex [N-Term] 2.127 2.022 2.085 4.570496082 22.62 0 2227.222525 3 743.0786743 -0.473657558 -0.000351647 101.3581898VPEWCLDDWHPSEK 6 6274550 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 1.612 1.539 1.341 4.168200016 34.79 0 2256.11596 3 752.7095947 -0.766396915 -0.00057636 67.28538388EAEEEFWYR 6 6274550 1xTMT6plex [N-Term] 2.31 1.22 1.63 3.316436768 22.48 0 1487.700425 2 744.3530273 -1.107227283 -0.000823611 50.182549AMYPDYFAK 6 6274550 2xTMT6plex [N-Term; K9] 1.428 1.383 1.171 3.48062849 34.4 0 1563.828158 2 782.4182129 0.633868399 0.000495631 60.16161429YFACLMR 5 6274550 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.972 0.92 0.964 2.219581127 17.06 0 1189.605937 2 595.3070068 0.672283022 0.000399876 58.372258184826870 NUCB2 nucleobindin-2 precursor 4925 NP_005004.1 15.23809524 1 5 5 32 420 50.191 5.12 1.06 1.04 1.05 1.05 Significant 0.0000302 LDSLQDIGMDHQALLK 4 4826870 2xTMT6plex [N-Term; K16] 0.945 0.889 4.739172935 37.55 0 2255.246974 3 752.4194336 -1.430565604 -0.001075426 71.6738363NEEDDMVEMEEER 2 4826870 1xTMT6plex [N-Term] 0.01 3.934798002 45.43 0 1883.783639 2 942.3952637 -0.205908068 -0.000193943 37.81787064LVTLEEFLK 6 4826870 2xTMT6plex [N-Term; K9] 1.385 1.201 1.112 4.010919094 49.29 0 1549.960552 2 775.4835815 -0.429529682 -0.000332877 100.9212105AATSDLEHYDK 6 4826870 2xTMT6plex [N-Term; K11] 1.064 1.026 1.1 3.563745022 31.52 0 1707.895386 3 569.9694214 -0.980581046 -0.000558243 31.71805161IEPPDTGLYYDEYLK 14 4826870 2xTMT6plex [N-Term; K15] 0.979 1.243 0.985 3.172596693 38.3 0 2274.194587 2 1137.599121 -1.592446187 -0.001810766 75.44824101
223718097 OXA1L mitochondrial inner membrane protein OXA1L 5018 NP_005006.3 13.93939394 1 7 7 56 495 55.234 9.69 1.33 1.2 1.26 1.26 Significant 0.000883

CLIFPLIVTGQR 12 223718097 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.662 1.874 1.839 4.390182018 49.14 0 1645.9661 3 549.3262939 -1.075923777 -0.000590311 94.44487428LAGDHIEYYK 8 223718097 2xTMT6plex [N-Term; K10] 1.455 1.383 1.421 3.660635233 43.7 0 1666.920478 2 833.9649658 1.305851511 0.001088375 43.41464709ASSEMALYQK 6 223718097 2xTMT6plex [N-Term; K10] 1.658 1.202 1.057 4.210925579 45.84 0 1585.866 2 793.4364014 -0.298742533 -0.000236883 41.78842135EGFLESFK 10 223718097 2xTMT6plex [N-Term; K8] 1.005 0.858 1.203 3.218169689 34.32 0 1414.798238 2 707.9017944 -1.361143067 -0.000962871 66.53496551NQLELAAR 6 223718097 1xTMT6plex [N-Term] 1.223 0.795 3.388755322 24.99 0 1143.668337 2 572.3375244 -0.494235834 -0.000282621 30.8163366IHNHLPEIQK 6 223718097 2xTMT6plex [N-Term; K10] 1.239 1.136 1.317 2.944074392 17.62 0 1687.005545 4 422.5069275 0.198440923 8.37E-05 50.55306693VVHDLDKLPPR 8 223718097 2xTMT6plex [N-Term; K7] 1.529 1.457 1.079 3.263896704 7.75 1 1747.06306 4 437.5207825 -1.007489213 -0.000440037 42.048712014826898 PFN1 profilin-1 5216 NP_005013.1 65 1 13 13 622 140 15.045 8.27 1.09 1.08 0.99 1.05 Significant 0.00091 TKSTGGAPTFNVTVTK 6 4826898 3xTMT6plex [N-Term; K2; K16] 3.874 2.886 3.264 5.950189114 32.04 1 2296.347958 3 766.1207886 -0.063177422 -4.84E-05 49.55501622DSLLQDGEFSMDLR 78 4826898 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.004 1.088 1.093 4.31833601 75.21 0 1870.905409 2 927.9581909 -0.748803819 -0.000694482 67.89724502DSLLQDGEFSMDLR 177 4826898 1xTMT6plex [N-Term] 1.11 1.04 1.036 6.022112846 80.59 0 1854.910494 2 927.9581909 -0.748803819 -0.000694482 67.89724502TFVNITPAEVGVLVGK 103 4826898 2xTMT6plex [N-Term; K16] 1.04 1.024 0.759 5.520055771 71.28 0 2102.262548 2 1051.634399 -0.487765848 -0.000512706 96.37817421DSPSVWAAVPGK 57 4826898 2xTMT6plex [N-Term; K12] 1.066 1.098 1.115 4.163158417 58.05 0 1671.947027 2 836.4758301 -1.581284399 -0.001321912 57.53572288STGGAPTFNVTVTK 43 4826898 2xTMT6plex [N-Term; K14] 1.041 1.084 1.175 5.059788227 67.45 0 1838.042384 2 919.524231 -0.6522624 -0.000599443 50.3852077TFVNITPAEVGVLVGKDR 6 4826898 2xTMT6plex [N-Term; K16] 0.442 0.457 0.427 6.046834469 40.42 1 2373.390602 3 791.8024292 0.898637441 0.000710939 87.67674846EGVHGGLINK 24 4826898 2xTMT6plex [N-Term; K10] 0.789 0.792 0.786 5.015662193 51.2 0 1481.884033 2 741.4435425 -2.851045674 -0.00211246 31.64367388TDKTLVLLMGK 8 4826898 3xTMT6plex [N-Term; K3; K11] 1.633 1.9 1.847 5.320850849 20.91 1 1906.201417 3 636.0718384 -0.238706821 -0.000151674 75.61974491EGVHGGLINKK 14 4826898 3xTMT6plex [N-Term; K10; K11] 1.54 1.414 1.462 4.575425148 29.87 1 1839.141928 2 920.0744019 -0.218106638 -0.000200565 33.49785141
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CYEMASHLR 19 4826898 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.02 1.042 1.224 4.933301449 55.13 0 1395.671057 3 465.894989 -0.460573415 -0.00021427 27.20153624
KCYEMASHLR 10 4826898 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 1.336 1.391 1.425 4.449234962 22.23 1 1752.928952 4 438.9873352 -0.821835754 -0.000360155 30.16838168

TLVLLMGK 22 4826898 2xTMT6plex [N-Term; K8] 1.16 1.117 1.143 3.82546258 55.24 0 1332.868901 2 666.9349976 -4.638185203 -0.003091046 79.82925876
CYEMASHLR 14 4826898 1xTMT6plex [N-Term]; 1xOxidation [M4]; 1xCarbamidomethyl [C1] 1.153 1.271 1.542 3.460948706 37.93 0 1411.665972 3 465.894989 -0.460573415 -0.00021427 27.20153624
TLVLLMGK 37 4826898 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 1.163 0.944 1.1 2.87595582 32.26 0 1348.863816 2 666.9349976 -4.638185203 -0.003091046 79.82925876DSPSVWAAVPGKTFVNITPAEVGVLVGK 2 4826898 3xTMT6plex [N-Term; K12; K28] 1.939 2.304 3.683339834 1 3526.028802 4 882.2663574 4.196825475 0.003699532 104.7230101

KCYEMASHLR 2 4826898 2xTMT6plex [N-Term; K1]; 1xOxidation [M5]; 1xCarbamidomethyl [C2] 1.327 2.668729305 13.97 1 1768.923867 4 438.9873352 -0.821835754 -0.000360155 30.16838168
167860116 PGGT1B geranylgeranyl transferase type-1 subunit beta 5229 NP_005014.2 11.14058355 1 3 3 10 377 42.341 6.83 0.99 1.6 1.02 1.2 Significant 0.0262

ALQLEDGSFCAVPEGSENDMR 4 167860116 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.803 1.596 4.26133728 27.29 0 2554.175118 3 852.0629272 -0.348265752 -0.000296511 61.5781538GSSYLGIPFNPSK 2 167860116 2xTMT6plex [N-Term; K13] 26.46 0 1825.026006 2 913.0192871 2.899525121 0.002645854 68.11754588LEEVFSEK 4 167860116 2xTMT6plex [N-Term; K8] 0.977 1.019 3.67682004 32.04 0 1438.819367 2 719.9137573 0.605161744 0.000435359 59.27844116
6857820 PIP4K2A phosphatidylinositol 5-phosphate 4-kinase type-2 alpha 5305 NP_005019.2 15.02463054 1 2 5 18 406 46.195 6.99 0.74 0.86 0.81 0.8 Significant 0.00187

HGAGAEISTVNPEQYSK 4 6857820 2xTMT6plex [N-Term; K17] 0.748 0.835 4.851998806 28.03 0 2246.181731 3 749.3972168 -2.06298507 -0.001544613 42.2489511DVEFLAQLK 4 6857820 2xTMT6plex [N-Term; K9] 0.898 0.899 4.075645924 47.28 0 1520.908851 2 760.9567261 -1.759133403 -0.001337741 76.50871726FGIDDQDFQNSLTR 2 6857820 1xTMT6plex [N-Term] 0.851 3.57886529 24.23 0 1884.928921 2 942.9660645 -2.158773046 -0.002034567 60.86349321SAPLPNDSQAR 6 6857820 1xTMT6plex [N-Term] 0.735 0.858 0.797 3.459929705 39.29 0 1384.738208 2 692.8717651 -1.411188448 -0.000977063 23.62395817IKVDNHLFNK 2 6857820 3xTMT6plex [N-Term; K2; K10] 1.179 2.810422659 8.96 1 1915.173228 4 479.548584 -0.377136903 -0.000180571 51.233211277549809 PLS3 plastin-3 isoform 1 5358 NP_005023.2 55.87301587 1 24 32 370 630 70.766 5.6 0.86 0.87 0.91 0.88 Significant 0.000301 IDINMSGFNETDDLKR 10 7549809 2xTMT6plex [N-Term; K15] 0.927 0.967 1.01 6.419034958 30.82 1 2326.211317 3 776.0748901 -0.515585078 -0.000399787 64.20775164IDINMSGFNETDDLK 6 7549809 2xTMT6plex [N-Term; K15] 0.752 0.74 4.623731136 63.03 0 2170.110206 2 1085.559937 1.101726018 0.001195433 74.7308694QFVTPADVVSGNPK 16 7549809 2xTMT6plex [N-Term; K14] 0.943 0.887 0.892 4.490453243 74.59 0 1917.084583 2 959.0448608 -1.115376093 -0.001069135 59.72480278ANDDIIVNWVNR 20 7549809 1xTMT6plex [N-Term] 0.791 0.986 0.896 4.786491871 52.75 0 1657.885935 2 829.4459839 -0.74998921 -0.000621698 65.09128256MVMTVFACLMGR 6 7549809 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.673 1.193 1.35 3.298752785 34.14 0 1644.829548 2 822.9190063 0.722424591 0.000594133 110.5320831SGNLTEDDKHNNAK 8 7549809 3xTMT6plex [N-Term; K9; K14] 0.795 0.815 0.775 6.263790131 28.22 1 2230.203084 4 558.305481 -1.340802502 -0.000747565 20.75360564HVIPMNPNTDDLFK 12 7549809 2xTMT6plex [N-Term; K14] 0.83 0.869 0.878 4.796737194 41.53 0 2099.135967 3 700.3830566 -0.643244719 -0.000450086 64.47753899YTLNVLEDLGDGQK 20 7549809 2xTMT6plex [N-Term; K14] 0.943 0.857 0.944 4.755402088 77.75 0 2023.111192 2 1012.059204 -0.029818863 -3.02E-05 78.77155255YPALTKPENQDIDWTLLEGETR 11 7549809 2xTMT6plex [N-Term; K6] 0.913 0.921 0.911 5.141544819 24.91 0 3047.608986 3 1016.54071 -0.462084326 -0.000469417 78.36943365AYFHLLNQIAPK 20 7549809 2xTMT6plex [N-Term; K12] 0.88 0.885 0.888 4.933159351 39.99 0 1873.11001 3 625.0414429 -0.125442028 -7.83E-05 75.18768268WANFHLENSGWQK 6 7549809 2xTMT6plex [N-Term; K13] 0.442 0.573 0.514 4.942889214 47.34 0 2075.086315 3 692.3669434 -0.01823629 -1.26E-05 66.27391061MINLSVPDTIDER 14 7549809 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.937 0.911 0.981 4.419727802 47.09 0 1747.909766 2 874.4555054 -3.451109393 -0.003016114 58.47699198DGETLEELMK 4 7549809 2xTMT6plex [N-Term; K10] 0.65 0.493 3.969739676 32.77 0 1622.871145 2 811.9379272 -1.581701555 -0.001283449 64.46428728
KIENCNYAVELGK 30 7549809 3xTMT6plex [N-Term; K1; K13]; 1xCarbamidomethyl [C5] 0.881 0.906 0.924 5.181361675 21.02 1 2225.2567 3 742.4238281 0.103823977 7.70E-05 53.63266202

EANMPLPGYK 12 7549809 2xTMT6plex [N-Term; K10] 0.887 0.892 0.86 4.479623318 47.28 0 1577.876171 2 789.439209 -3.187405541 -0.002514666 50.08711551AESMLQQADK 26 7549809 2xTMT6plex [N-Term; K10] 0.906 0.953 0.905 4.129765034 50.85 0 1578.856163 2 789.9317627 0.054039517 4.27E-05 41.03511165VYALPEDLVEVKPK 26 7549809 3xTMT6plex [N-Term; K12; K14] 0.946 0.912 0.883 5.692902565 46.59 0 2287.388031 3 763.1338501 -0.452243789 -0.000344819 79.56123811
AVGDGIVLCK 18 7549809 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 0.974 1.03 1.07 4.506860256 54.55 0 1489.881256 2 745.4401245 -5.560165635 -0.004141993 62.73099593

HVIPMNPNTDDLFK 8 7549809 2xTMT6plex [N-Term; K14]; 1xOxidation [M5] 0.762 0.873 0.894 3.90136981 34.03 0 2115.130882 3 700.3830566 -0.643244719 -0.000450086 64.47753899YAFVNWINK 22 7549809 2xTMT6plex [N-Term; K9] 0.995 0.842 0.934 4.592975616 49.88 0 1612.92517 2 806.9658813 -0.423909739 -0.000341867 81.43654982INNFSADIK 4 7549809 2xTMT6plex [N-Term; K9] 0.709 0.875 3.682682753 37.76 0 1479.85715 2 740.4320068 -0.278910789 -0.000206374 56.16138098LSPEELLLR 10 7549809 1xTMT6plex [N-Term] 0.769 0.713 0.771 3.406518459 39.64 0 1298.788118 2 649.8973389 -0.552088223 -0.000358523 70.60070579NEALAALLR 4 7549809 1xTMT6plex [N-Term] 0.49 0.374 3.603690386 45.93 0 1199.730938 2 600.3687134 -0.656440676 -0.000393776 64.54853341MINLSVPDTIDER 4 7549809 1xTMT6plex [N-Term] 1.033 1.028 4.169917107 27.98 0 1731.914851 2 874.4555054 -3.451109393 -0.003016114 58.47699198STSIQSFK 4 7549809 2xTMT6plex [N-Term; K8] 0.867 0.873 3.553751707 33.17 0 1355.793487 2 678.3995361 -1.247471972 -0.000845657 39.82139469DELDELKEAFAK 3 7549809 3xTMT6plex [N-Term; K7; K12] 0.977 1.233 2.541523457 2.67 1 2095.188997 3 699.0682373 0.5542622 0.000387095 77.28790407IKVPVDWSK 10 7549809 3xTMT6plex [N-Term; K2; K9] 1.2 1.203 1.282 3.915835619 24.35 1 1759.108503 2 880.0575562 -0.379291733 -0.000333608 63.97913497AESMLQQADK 6 7549809 2xTMT6plex [N-Term; K10]; 1xOxidation [M4] 0.828 0.838 0.764 1.651418447 32.58 0 1594.851078 2 789.9317627 0.054039517 4.27E-05 41.03511165ALENDPDCR 12 7549809 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.989 1.011 0.978 3.061271191 35.03 0 1318.62588 2 659.8166504 0.108955279 7.18E-05 18.50226226EANMPLPGYK 4 7549809 2xTMT6plex [N-Term; K10]; 1xOxidation [M4] 0.952 0.929 1.920380116 9.18 0 1593.871086 2 789.439209 -3.187405541 -0.002514666 50.08711551VNKPPYPK 6 7549809 3xTMT6plex [N-Term; K3; K8] 1.009 1.079 0.975 3.210069895 3.48 0 1630.029524 3 544.0140991 -1.092162254 -0.000593419 47.36481459LMLDGDR 6 7549809 1xTMT6plex [N-Term] 1.355 0.985 1.042 2.740006685 23.59 0 1048.565846 2 524.786438 -0.235486821 -0.000123462 37.48104VPVDWSK 6 7549809 2xTMT6plex [N-Term; K7] 0.645 0.662 0.725 2.671225786 33.54 0 1288.766544 2 644.8865356 -0.581440402 -0.00037467 54.46771973TLSEAGK 6 7549809 2xTMT6plex [N-Term; K7] 0.909 0.792 0.832 2.63470149 18.33 0 1163.703609 2 582.3549194 -0.899844947 -0.000523576 26.54397043
TISSSLAVVDLIDAIQPGCINYDLVK 1 7549809 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C19] 0.824 2.986193895 0 3262.800886 3 1088.271484 -0.302364451 -0.000328852 112.7921162YAVSMAR 4 7549809 1xTMT6plex [N-Term] 0.997 1.209 2.400539398 17.71 0 1026.560367 2 513.7841187 0.578304702 0.000296832 28.198471024826932 PPID peptidyl-prolyl cis-trans isomerase D 5481 NP_005029.1 38.64864865 1 11 12 77 370 40.738 7.21 1.12 1.14 1.16 1.14 Significant 0.000103
MSNWQGAIDSCLEALELDPSNTK 6 4826932 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C11] 0.801 0.77 1.436 5.167976379 49.26 0 3037.501092 3 1013.170959 -0.911048901 -0.000922437 97.29024366

LQPIALSCVLNIGACK 8 4826932 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C8; C15] 2.69 2.142 3.341 5.270760059 46.6 0 2215.270687 3 739.0935669 -2.049147507 -0.001513139 95.89774415
LCVIAECGELK 6 4826932 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C2; C7] 0.814 0.817 1.2 5.019386768 47.23 0 1749.964334 2 875.486084 0.318331488 0.000278534 62.42596115

EYDQALADLKK 8 4826932 3xTMT6plex [N-Term; K10; K11] 1.395 1.421 1.32 3.697332382 26.55 1 1981.157303 3 661.0567017 -0.88416479 -0.00058389 56.49894405ILLITEDLK 6 4826932 2xTMT6plex [N-Term; K9] 1.091 1.251 0.988 4.250100136 48.99 0 1515.976202 2 758.4905396 -1.583005349 -0.001199899 89.64654046HVVFGQVIK 8 4826932 2xTMT6plex [N-Term; K9] 1.151 1.151 1.113 4.214257717 39.56 0 1484.935341 3 495.6497192 -0.495742229 -0.000245382 61.48847217AQGIAPEDK 6 4826932 2xTMT6plex [N-Term; K9] 1.106 1.114 0.581 3.402300358 42.39 0 1386.799301 2 693.902771 -0.746479907 -0.000517609 28.83858208AIQAELLK 6 4826932 2xTMT6plex [N-Term; K8] 0.823 1.262 1.148 3.839762449 41.68 0 1343.866258 2 672.4365845 -0.272106458 -0.000182837 55.56753043ILENVEVK 6 4826932 2xTMT6plex [N-Term; K8] 0.995 0.983 1.082 3.696328402 32.56 0 1401.871737 2 701.4403687 1.229374016 0.000861712 56.30714561FEDENFHYK 6 4826932 2xTMT6plex [N-Term; K9] 0.844 0.955 0.923 2.912497044 26.22 0 1686.852793 3 562.9552002 -1.034645151 -0.000581765 45.28476886
ALCTGEK 20 4826932 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.969 0.957 0.953 2.923343658 37.43 0 1236.702229 2 618.8546143 -0.224471476 -0.000138802 27.02410736

DGSGDSHPDFPEDADIDLKDVDK 1 4826932 3xTMT6plex [N-Term; K19; K23] 0.95 4.02993536 1 3174.568193 4 794.3961792 -1.671336951 -0.001326443 58.7496809
4826952 PSMD5 26S proteasome non-ATPase regulatory subunit 5 isoform 1 5711 NP_005038.1 41.46825397 1 15 15 163 504 56.16 5.48 0.97 0.94 0.92 0.94 Significant 0.000237 ALHSVLQAVPLNELR 16 4826952 1xTMT6plex [N-Term] 0.892 0.954 0.955 5.976961613 61.93 0 1889.116997 3 630.3771973 0.021982162 1.38E-05 72.49296151LMFNSPGFVEYVVDR 6 4826952 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.93 0.896 0.705 5.090130806 58.66 0 2018.025465 3 673.3466187 -0.080307693 -5.40E-05 83.80824976VFTAIANQPWAQK 12 4826952 2xTMT6plex [N-Term; K13] 0.981 1.131 0.923 5.338641644 60.13 0 1932.110739 2 966.5552368 -3.903268605 -0.003770774 75.73384913FFGNLAVMDSPQQICER 8 4826952 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.092 1.002 1.017 5.90195179 74.14 0 2241.099375 3 747.7044067 -0.315740196 -0.000235868 76.80489721

GISSQPFPELHCAALK 10 4826952 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 1.067 0.862 0.948 5.772582531 51.54 0 2213.21528 3 738.4082031 -2.360373637 -0.001741338 63.88084841
CLDAISSLLYLPPEQQTDDLLR 4 4826952 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.837 0.567 6.157874584 30.13 0 2789.459262 3 930.4900513 -1.312566724 -0.00122045 102.4346832LLQAMEPVHVAR 10 4826952 1xTMT6plex [N-Term] 1.206 0.931 1.066 5.276365757 46.02 0 1592.914398 3 531.642334 -1.223729836 -0.000649766 55.30274397TIAEIFGNPNYLR 18 4826952 1xTMT6plex [N-Term] 0.904 0.977 0.927 4.68389225 54.42 0 1736.953286 3 579.6564941 0.946111728 0.000547784 77.22423686TYLSEGPYYVKPVSTTAVEGAE 5 4826952 2xTMT6plex [N-Term; K11] 1.013 100 5.531571865 26.75 0 2819.475513 3 940.4959717 -0.762865621 -0.00071696 66.0706472IVENSDAVTEILNNAELLK 18 4826952 2xTMT6plex [N-Term; K19] 0.945 0.952 1.005 6.686071873 61.38 0 2543.433254 3 848.4815063 -1.292834017 -0.001096079 99.7568359LGPLFSLLNENHR 14 4826952 1xTMT6plex [N-Term] 100 0.87 0.763 5.853978157 53.66 0 1738.980169 3 580.3314819 -0.15913305 -9.22E-05 89.55129538LMFNSPGFVEYVVDR 12 4826952 1xTMT6plex [N-Term] 0.977 1.421 0.778 4.89319849 49.85 0 2002.03055 3 673.3466187 -0.080307693 -5.40E-05 83.80824976ILTLSQIGR 6 4826952 1xTMT6plex [N-Term] 0.897 0.887 0.942 3.611097813 34.89 0 1229.777888 2 615.3919067 -1.09858329 -0.000675507 62.71897925DPLELFR 12 4826952 1xTMT6plex [N-Term] 1.021 0.95 0.907 2.291054249 21.57 0 1118.640726 2 559.8240356 0.06160071 3.45E-05 69.36782452YPIFVEK 6 4826952 2xTMT6plex [N-Term; K7] 0.943 0.98 1.006 2.596625328 25.22 0 1353.818245 2 677.4124146 -0.511692349 -0.000346369 63.21050053LEAPLEELR 6 4826952 1xTMT6plex [N-Term] 0.743 0.714 0.493 2.893826723 15.41 0 1298.751733 2 649.8792725 -0.357526472 -0.000232169 56.9476264948762926 PWP2 periodic tryptophan protein 2 homolog 5822 NP_005040.2 25.02720348 1 18 18 130 919 102.387 6.15 1.22 1.26 1.43 1.3 Significant 0.00243 VLFDPFELDTSVTPGR 24 48762926 1xTMT6plex [N-Term] 1.567 1.478 1.556 5.051917076 51.89 0 2022.074523 3 674.6964722 0.168274662 0.000113421 95.41730091LLDVLSGHEGPISGLCFNPMK 2 48762926 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C16] 1.434 4.431721687 21.84 0 2742.472299 3 914.8291016 0.164897746 0.000150742 99.32014134

AGTLLPVIQFLQK 14 48762926 2xTMT6plex [N-Term; K13] 1.439 1.54 1.679 4.074394703 46.13 0 1886.187926 2 943.5971069 -0.52434479 -0.000494506 110.8434275GEIEVVTSSLPELYVEK 6 48762926 2xTMT6plex [N-Term; K17] 1.058 3.232 1.087 3.963067055 20.53 0 2350.315765 3 784.1101685 0.079708904 6.24E-05 87.42381381LVQEALEAVPR 10 48762926 1xTMT6plex [N-Term] 1.37 1.547 1.466 3.870170355 54.5 0 1453.857595 2 727.4324951 0.081840461 5.95E-05 69.88494239MTEFGNLALIDQDAGQEDGVAIPLPGVR 12 48762926 1xTMT6plex [N-Term] 100 0.864 5.471167088 62.05 0 3155.624429 3 1052.546997 0.636546263 0.000669567 106.1366346ADLLQREEEEEEEEDQEGDRETTIR 5 48762926 1xTMT6plex [N-Term] 0.909 0.787 1.084 6.53194809 16.7 2 3277.514146 4 820.1340332 0.047863257 3.92E-05 42.7453156VLEFLASSFEVSR 12 48762926 1xTMT6plex [N-Term] 1.354 1.226 1.264 3.97558856 43.91 0 1712.942052 3 571.6524048 0.355345044 0.000202895 106.5598661EFNAFVLDK 2 48762926 2xTMT6plex [N-Term; K9] 1.516 4.222144604 45.09 0 1540.877551 2 770.9437256 1.702706275 0.001311831 77.29134263LWDMFDSWR 6 48762926 1xTMT6plex [N-Term] 1.12 1.301 1.367 3.303794384 35.29 0 1484.719387 2 742.8623047 -1.383375888 -0.001026962 96.3887363GSVHSVSFSPDGR 4 48762926 1xTMT6plex [N-Term] 1.295 1.337 3.986093521 36.58 0 1560.796785 3 520.93573 -2.657955624 -0.001382843 27.63927195SVLASASWDK 4 48762926 2xTMT6plex [N-Term; K10] 1.01 1.194 3.623350382 28.12 0 1521.867714 2 761.4378052 0.4069155 0.000309636 52.61559497FVCIYHVR 6 48762926 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.869 1.635 1.725 3.998487234 38.99 0 1322.724079 3 441.5796814 0.311787968 0.00013747 48.70294309LLMLHGQK 4 48762926 2xTMT6plex [N-Term; K8] 1.605 100 2.542204142 19.63 0 1397.870298 3 466.628418 0.288364558 0.000134365 50.08176857AILMALR 4 48762926 1xTMT6plex [N-Term] 1.876 1.481 2.327710629 27.46 0 1016.648788 2 508.8273315 -1.378700372 -0.000700827 63.81887797HLDDLSK 6 48762926 2xTMT6plex [N-Term; K7] 1.609 1.66 1.695 2.884995699 13.58 0 1285.751622 3 429.2554932 0.236485945 0.000101354 31.54169777VTVFDLK 6 48762926 2xTMT6plex [N-Term; K7] 0.228 0.267 0.508 2.535029173 11.53 0 1279.802595 2 640.4042969 -0.998614946 -0.000639015 68.02442691LKPPAGWK 3 48762926 3xTMT6plex [N-Term; K2; K8] 1.242 1.134 1.923943758 2.3 0 1584.024045 3 528.6794434 -0.1693673 -8.94E-05 52.91378814826960 QARS glutamine--tRNA ligase isoform a 5859 NP_005042.1 38.4516129 1 25 26 197 775 87.743 7.15 1.13 1.18 1.24 1.18 Significant 0.000721 KIHTEPQLSAALEYVR 12 4826960 2xTMT6plex [N-Term; K1] 1.289 1.158 1.405 5.896739483 22.17 1 2313.333087 4 579.0869141 -3.138467193 -0.00181508 60.0134245ATGILLYGLASR 12 4826960 1xTMT6plex [N-Term] 1.145 1.333 1.268 4.242761612 48.84 0 1463.87833 2 732.4425049 -0.40778278 -0.000298472 74.75274711DRPMEESLLLFEAMR 12 4826960 1xTMT6plex [N-Term] 1.137 1.158 1.394 6.606633186 43.49 0 2066.061198 3 689.3585205 -0.091786518 -6.32E-05 84.05830859GPSGCVESLEVTCR 10 4826960 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C13] 1.503 1.34 1.411 5.093638897 69.15 0 1779.856685 2 890.4327393 0.852172896 0.000758373 39.28407609
SLDIQVPNFPADETK 23 4826960 2xTMT6plex [N-Term; K15] 1.118 1.247 1.171 4.828010559 50.82 0 2132.163956 2 1066.584839 -0.729121051 -0.000777303 73.96027335GFHQVPFAPIVFIER 16 4826960 1xTMT6plex [N-Term] 1.288 1.226 1.265 4.195381641 27.67 0 1986.116269 3 662.710083 -0.288511086 -0.000191006 89.3925144HTGYVIELQHVVK 6 4826960 2xTMT6plex [N-Term; K13] 1.103 1.135 1.198 6.057753563 42.33 0 1981.163502 4 496.0466919 0.724487466 0.000358832 53.82334315ECGVGVIVTPEQIEEAVEAAINR 6 4826960 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 100 0.736 1.193 5.64428091 81 0 2712.407561 3 904.8069458 -0.470632686 -0.000425516 112.611318EAATQAQQTLGSTIDK 10 4826960 2xTMT6plex [N-Term; K16] 1.616 1.379 1.484 5.617714405 57.22 0 2120.159933 2 1060.584229 0.58839488 0.000623746 47.95381181NEVDMQVLHLLGPK 6 4826960 2xTMT6plex [N-Term; K14] 1.112 1.067 1.01 4.340343952 28.35 0 2051.172352 3 684.3959961 0.527786585 0.00036086 80.3162457LAWGQPVGLR 6 4826960 1xTMT6plex [N-Term] 1.169 1.04 1.16 3.568840265 38.75 0 1325.789121 2 663.3984375 0.359868694 0.000238555 59.80988246YHFNMGLLMGEAR 2 4826960 1xTMT6plex [N-Term] 0.876 4.657420635 32.67 0 1767.887197 3 589.9647217 -4.290511833 -0.00252838 67.82975398AINFNFGYAK 6 4826960 2xTMT6plex [N-Term; K10] 1.27 1.306 1.242 4.587733269 62.81 0 1602.904434 2 801.9552002 -0.817627893 -0.00065529 71.05690072AFIHWVSQPLMCEVR 6 4826960 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.977 1.027 1.375 4.518485069 27.18 0 2102.087688 3 701.3640137 -4.852344854 -0.003400018 79.34470967SHPLDPIDTVDFER 10 4826960 1xTMT6plex [N-Term] 1.082 1.275 1.428 4.128838539 27.37 0 1869.954408 3 623.9886475 -1.614358711 -0.001006259 53.2612465LNLHYAVVSK 12 4826960 2xTMT6plex [N-Term; K10] 1.195 1.239 1.302 5.041431904 30.06 0 1601.977934 3 534.6640015 -0.301174853 -0.000160825 54.22731551QHLEITGGQVR 8 4826960 1xTMT6plex [N-Term] 1.096 1.211 1.117 4.01748991 21.06 0 1466.827691 3 489.6150208 1.920829472 0.000939175 26.66304119NSALSAQLR 2 4826960 1xTMT6plex [N-Term] 1.187 3.06952858 27.02 0 1188.689801 2 594.8473511 -1.998512615 -0.001187806 38.62235312FSEGEATLR 4 4826960 1xTMT6plex [N-Term] 1.314 0.829 3.273501635 32.51 0 1238.657832 2 619.8331909 1.027673587 0.000636468 33.40474182HRPQLLVER 2 4826960 1xTMT6plex [N-Term] 0.771 3.572330475 7.71 0 1376.832383 3 459.6156921 0.101788727 4.67E-05 22.46565811FDDTNPEK 6 4826960 2xTMT6plex [N-Term; K8] 0.775 0.642 0.664 3.262583256 32.52 0 1423.746931 2 712.376709 -0.554376085 -0.000394646 32.35994982LFTLTALR 8 4826960 1xTMT6plex [N-Term] 1.148 0.873 3.418255091 33.45 0 1163.73496 2 582.3707275 -0.672001703 -0.000391016 79.02996487FDDTNPEKEEAK 1 4826960 3xTMT6plex [N-Term; K8; K12] 1.131 3.477907181 1 2110.127125 3 704.0474243 0.281655646 0.00019811 35.74520231LEADLEK 8 4826960 2xTMT6plex [N-Term; K7] 1.224 0.98 0.937 3.011497259 29.29 0 1275.756039 2 638.3808594 -1.251579417 -0.000798355 45.05627542LEADLEKK 1 4826960 3xTMT6plex [N-Term; K7; K8] 1.768 2.264477491 1 1633.013934 3 545.0100708 1.056544778 0.000575117 45.11990157LVMEDGK 2 4826960 2xTMT6plex [N-Term; K7] 0.992 2.175018072 16.22 0 1249.72263 2 625.3643188 -1.015589105 -0.000634602 40.2142412853759148 RBBP5 retinoblastoma-binding protein 5 isoform 1 5929 NP_005048.2 20.44609665 1 5 5 24 538 59.116 5.1 0.99 0.64 0.54 0.72 Significant 0.0338 LVSASTDNIVSQWDVLSGDCDQR 10 53759148 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 0.601 0.268 0.299 6.701353073 70.02 0 2794.351502 3 932.1213379 -0.730723434 -0.000680633 84.87143934

ALLYLPIAPEVEDPEENPYGPPPDAVQTSLMDEGASSEK 2 53759148 2xTMT6plex [N-Term; K39] 1.085 5.395638943 36.46 0 4627.305341 4 1157.575439 -5.492066252 -0.006353367 103.221181
HVVLPVDDDSDLNVVASFDR 6 53759148 1xTMT6plex [N-Term] 1.654 1.209 1.79 5.145926952 47.36 0 2441.250984 3 814.423584 2.136266676 0.001738388 74.8058511IVIWDFLTR 4 53759148 1xTMT6plex [N-Term] 0.772 1.119 2.967378855 38.87 0 1391.824838 2 696.4157104 -0.498461835 -0.000346886 104.6754068VQAELSQPLTAGGAISELL 2 53759148 1xTMT6plex [N-Term] 100 2.298383236 31.11 0 2126.190615 2 1063.599609 0.624055054 0.00066343 99.0821271319923669 SEL1L protein sel-1 homolog 1 isoform 1 precursor 6400 NP_005056.3 10.83123426 1 7 7 43 794 88.698 5.39 1.04 0.98 1 1.01 Significant 0.000307 VSYALLFGDYLPQNIQAAR 14 19923669 1xTMT6plex [N-Term] 1.263 1.032 1.031 6.15068388 69.95 0 2368.286247 3 790.1008301 0.713602242 0.000563338 99.01439289GDVQAQVGLGQLHLHGGR 6 19923669 1xTMT6plex [N-Term] 0.937 1.02 0.973 6.19342947 47.72 0 2071.135835 4 518.5391846 -0.44732882 -0.00023162 44.43548377GVQVNYDLALK 4 19923669 2xTMT6plex [N-Term; K11] 1.031 1 3.863782883 50.49 0 1677.993978 2 839.5004883 -0.165434146 -0.000138799 64.35223533TTLTSDESVK 4 19923669 2xTMT6plex [N-Term; K10] 0.709 1.063 4.344623566 52.1 0 1538.867774 2 769.9351807 -3.047202596 -0.002344621 32.51433463AASQGYTVAR 6 19923669 1xTMT6plex [N-Term] 1.197 1.013 0.96 3.087730646 28.46 0 1252.684716 2 626.8456421 -0.56533005 -0.00035409 103.5890817LWCATTYDYK 3 19923669 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.357 2.374133587 16.54 0 1778.918764 2 889.960083 -3.3023455 -0.002937302 62.04040682

LTEEGSPK 6 19923669 2xTMT6plex [N-Term; K8] 1.061 0.966 0.981 3.687893391 24.05 0 1318.761852 2 659.8841553 -0.62069063 -0.000409272 29.709052394826998 SFPQ splicing factor, proline- and glutamine-rich 6421 NP_005057.1 40.16973126 1 24 25 347 707 76.102 9.44 1.23 1.2 1.21 1.21 Significant 0.0000528 YGEPGEVFINK 18 4826998 2xTMT6plex [N-Term; K11] 1.443 1.389 1.313 4.293784142 50.82 0 1710.946693 2 855.9763794 -0.707690627 -0.00060541 57.43490697MGGGGAMNMGDPYGSGGQK 8 4826998 2xTMT6plex [N-Term; K19] 1.166 0.998 1.263 5.132510662 71.33 0 2230.045514 2 1115.523315 -2.762006689 -0.0030797 43.44538389
MGGGGAMNMGDPYGSGGQK 12 4826998 2xTMT6plex [N-Term; K19]; 3xOxidation [M1; M7; M9] 1.562 1.403 1.275 5.591536045 37 0 2278.030259 2 1115.523315 -2.762006689 -0.0030797 43.44538389

LFVGNLPADITEDEFK 35 4826998 2xTMT6plex [N-Term; K16] 1.023 1.204 1.175 5.341815472 52.52 0 2266.237121 3 756.0831909 -0.927138681 -0.000700372 92.18058819FPPLGGGGGIGYEANPGVPPATMSGSMMGSDMR 11 4826998 1xTMT6plex [N-Term]; 1xOxidation [M] 100 4.613600731 28.79 0 3440.594468 3 1142.202759 -1.702404244 -0.001943351 83.3768385FPPLGGGGGIGYEANPGVPPATMSGSMMGSDMR 22 4826998 1xTMT6plex [N-Term] 0.929 1.28 1.187 8.517203331 73.06 0 3424.599553 3 1142.202759 -1.702404244 -0.001943351 83.3768385FAQHGTFEYEYSQR 11 4826998 1xTMT6plex [N-Term] 1.44 1.512 1.454 4.742148399 36.26 0 1991.944906 3 664.652832 -0.483450244 -0.000321002 39.55737073LFVGNLPADITEDEFKR 9 4826998 2xTMT6plex [N-Term; K16] 1.437 0.898 1.623 6.360283852 30.31 1 2422.338232 3 808.1159058 -2.092005475 -0.001689182 82.6337209FGQGGAGPVGGQGPR 6 4826998 1xTMT6plex [N-Term] 0.738 1.147 0.92 5.191454887 100.03 0 1570.828754 2 785.918457 0.562354425 0.000441681 31.82755927DKLESEMEDAYHEHQANLLR 17 4826998 2xTMT6plex [N-Term; K2] 1.399 1.494 1.581 6.617331505 43.51 1 2886.445626 5 578.0946045 -0.592538119 -0.000342066 53.59887869NLSPYVSNELLEEAFSQFGPIER 24 4826998 1xTMT6plex [N-Term] 1.618 1.61 1.567 8.144164085 75.17 0 2868.461704 3 956.8163452 -9.490109429 -0.009074005 112.1138319DKLESEMEDAYHEHQANLLR 2 4826998 2xTMT6plex [N-Term; K2]; 1xOxidation [M7] 1.178 3.175540209 25.88 1 2902.440541 5 578.0946045 -0.592538119 -0.000342066 53.59887869FATHAAALSVR 14 4826998 1xTMT6plex [N-Term] 0.837 0.518 0.669 4.537919044 46.99 0 1372.789849 3 458.2684631 0.718722022 0.000328885 38.36260487GIVEFASKPAAR 8 4826998 2xTMT6plex [N-Term; K8] 1.179 0.924 3.28 4.349216938 24.58 0 1704.020861 3 568.6775513 -1.619957519 -0.000920147 46.2026897MEELHNQEMQK 6 4826998 2xTMT6plex [N-Term; K11] 1.321 1.583 1.665 3.69900012 30.3 0 1874.950474 3 625.6539307 -1.72574575 -0.001078563 32.41162448GMGPGTPAGYGR 4 4826998 1xTMT6plex [N-Term] 1.898 1.827 4.075640678 44.53 0 1349.683336 2 675.3450928 -0.316076456 -0.000213302 24.78300414GREEYEGPNK 6 4826998 2xTMT6plex [N-Term; K10] 1.274 1.325 1.341 4.472662926 24.15 1 1636.869505 3 546.2937012 -1.805290138 -0.000985008 20.75291582SPPPGMGLNQNR 10 4826998 1xTMT6plex [N-Term] 1.053 1.253 0.954 3.47901988 41.1 0 1496.784112 2 756.8916626 -1.968922515 -0.001489272 19.87546341AELDDTPMR 8 4826998 1xTMT6plex [N-Term] 1.951 1.457 1.686 3.437739372 46.2 0 1276.640468 2 638.8242188 0.543018976 0.00034662 32.86202359AVVIVDDR 14 4826998 1xTMT6plex [N-Term] 1.501 1.5 1.52 3.382065058 40.55 0 1115.662189 2 558.3352661 0.955626687 0.000533078 45.02844534EEYEGPNK 6 4826998 2xTMT6plex [N-Term; K8] 0.83 1.112 0.993 3.061442137 29.24 0 1423.746931 2 712.3763428 -1.068808713 -0.000760857 22.91606459AELDDTPMR 24 4826998 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.351 1.46 1.512 2.368989944 34.36 0 1292.635383 2 638.8242188 0.543018976 0.00034662 32.86202359SLDEMEK 8 4826998 2xTMT6plex [N-Term; K7] 1.726 1.574 1.575 3.483022451 35 0 1309.707374 2 655.3572388 -0.132213455 -8.66E-05 35.96782881QGPGPGGPK 6 4826998 2xTMT6plex [N-Term; K9] 1.291 1.234 1.049 3.544015646 28.84 0 1252.741392 2 626.8739624 -0.593662281 -0.000371853 21.81943836EEEMMIR 6 4826998 1xTMT6plex [N-Term] 1.297 1.463 1.392 2.987799168 28.61 0 1166.574696 2 583.7908325 -0.263970184 -0.00015397 31.73722596ALAEIAK 15 4826998 2xTMT6plex [N-Term; K7] 1.552 1.385 1.62 3.284557819 31.7 0 1173.76073 2 587.3844604 0.778607099 0.000456949 47.12713249ANLSLLR 10 4826998 1xTMT6plex [N-Term] 0.496 0.797 0.903 2.51919055 27.25 0 1015.646146 2 508.3267212 0.019921124 1.01E-05 46.67715808EMEEQMR 6 4826998 1xTMT6plex [N-Term] 1.45 1.576 1.81 3.022904396 43.47 0 1181.54921 2 591.2772217 -1.729196387 -0.001021565 21.06103665SPPPGMGLNQNR 12 4826998 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.236 1.432 1.199 1.970602512 45.43 0 1512.779027 2 756.8916626 -1.968922515 -0.001489272 19.87546341EEYEGPNKKPR 3 4826998 3xTMT6plex [N-Term; K8; K9] 1.014 1.021 1.907 2.893464088 1 2034.1587 4 509.2954102 0.545864489 0.000277594 24.60942628GMGPGTPAGYGR 6 4826998 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.58 2.011 0.778 2.240520477 30.34 0 1365.678251 2 675.3450928 -0.316076456 -0.000213302 24.783004144827006 SLC12A4 solute carrier family 12 member 4 isoform a 6560 NP_005063.1 16.95852535 1 11 16 61 1085 120.572 6.44 1.2 1.2 1.17 1.19 Significant 0.0000706 LVSYTNLTQGAK 3 4827006 2xTMT6plex [N-Term; K12] 1.254 3.813220739 37.2 0 1753.026006 2 877.0162354 -0.463088894 -0.000405903 57.35826898LESLYSDEEDESAVGADK 2 4827006 2xTMT6plex [N-Term; K18] 1.429 3.989383221 32.13 0 2415.181516 3 805.7317505 -0.338432185 -0.000272458 55.40802411GLTIVGSVIQGSFLESYGEAQAAEQTIK 2 4827006 2xTMT6plex [N-Term; K28] 1.171 3.756452322 18.18 0 3354.819707 4 839.4569702 -4.070633243 -0.00341406 110.4989195DLAVFLYHLR 2 4827006 1xTMT6plex [N-Term] 1.736 2.81535244 37.7 0 1475.857201 3 492.6236267 -0.592125746 -0.000291298 83.34038885LLTFASQLK 6 4827006 2xTMT6plex [N-Term; K9] 1.095 1.313 1.072 3.677583694 43.9 0 1478.934672 2 739.9697876 -1.604732604 -0.001186647 81.69926258ESSPFLSPLEASR 4 4827006 1xTMT6plex [N-Term] 1.151 1.248 4.401026249 29.27 0 1648.874367 2 824.9404907 -0.401458535 -0.000330977 66.57921059NIAFYPSNHER 2 4827006 1xTMT6plex [N-Term] 1.161 2.788849592 5.19 0 1576.806956 3 526.2746582 1.563501078 0.00082178 34.16229233LEEGPPHTK 4 4827006 2xTMT6plex [N-Term; K9] 1.046 1.045 2.868295431 21.91 0 1465.8415 3 489.2858887 1.100409304 0.000537675 26.42795868
DQFDICAK 6 4827006 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.562 1.435 1.427 3.771129608 51.87 0 1454.771372 2 727.8895874 0.361970752 0.000263292 46.17382253
LDEDLHVK 6 4827006 2xTMT6plex [N-Term; K8] 1.156 1.215 1.106 3.028567076 22.74 0 1426.830601 3 476.282196 1.005147188 0.000478058 52.00168723ELVHIKPDQSNVR 3 4827006 2xTMT6plex [N-Term; K6] 1.117 1.321 3.129656315 3.19 0 1993.15948 4 499.0450134 -0.630024379 -0.000313935 37.27579516EGLAHLIQSCGLGGMR 1 4827006 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.054 3.34002018 0 1928.004352 3 643.3397827 0.229654322 0.000147592 64.80327242LLQAIAK 6 4827006 2xTMT6plex [N-Term; K7] 1.335 1.349 1.343 3.076182365 39.96 0 1214.823665 2 607.9157715 0.495017316 0.000300679 64.39309042VSSLLGK 6 4827006 2xTMT6plex [N-Term; K7] 1.015 1.024 0.916 2.703830004 23.04 0 1161.76073 2 581.3838501 -0.264085951 -0.000153402 55.23901281GIDYYDR 4 4827006 1xTMT6plex [N-Term] 1.09 1.18 2.161020756 20.04 0 1130.567955 2 565.7873535 -0.463756953 -0.000262154 27.64561075DNIIPFLR 4 4827006 1xTMT6plex [N-Term] 1.166 1.076 2.657165289 17.42 0 1216.725124 2 608.8655396 -1.086176665 -0.000660789 73.2944922368160937 TRIM25 E3 ubiquitin/ISG15 ligase TRIM25 7706 NP_005073.2 37.3015873 1 19 19 160 630 70.928 8.09 0.75 0.8 0.77 0.77 Significant 0.000353 KVEQLQQEYTEMK 4 68160937 3xTMT6plex [N-Term; K1; K13] 0.566 0.805 5.229746342 23.8 1 2341.304044 3 786.4362793 -1.982853875 -0.00155806 42.47707425

KVEQLQQEYTEMK 6 68160937 3xTMT6plex [N-Term; K1; K13]; 1xOxidation [M12] 0.816 0.784 4.522054672 35.21 1 2357.298959 3 786.4362793 -1.982853875 -0.00155806 42.47707425
SEIQTLKEEIEQSLTK 10 68160937 3xTMT6plex [N-Term; K7; K16] 1.004 0.795 0.814 5.366337776 26.99 1 2563.479759 3 855.1643066 -0.54328813 -0.000464236 101.3622155LPTFGAPEQLVDLK 20 68160937 2xTMT6plex [N-Term; K14] 0.715 0.745 0.705 4.057608604 56.06 0 1986.167585 2 993.5869751 -0.458714911 -0.000455542 89.02960871

ASAPSPNAQVACDHCLK 8 68160937 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C12; C15] 0.909 0.925 0.967 7.758827686 76.3 0 2284.157842 3 762.057312 -0.200982102 -0.000153025 44.01566408
TCSPASLSQASADLEATLR 8 68160937 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.158 0.816 5.667136192 46 0 2207.117527 3 736.3771362 -0.304237806 -0.00022383 71.47150547NTVLCNVVEQFLQADLAR 10 68160937 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.119 1.09 0.805 5.393828392 66.1 0 2319.232831 3 773.7488403 -0.37242656 -0.000287915 112.683984KSEIQTLKEEIEQSLTK 8 68160937 4xTMT6plex [N-Term; K1; K8; K17] 0.963 0.882 0.904 6.321679592 20.11 2 2920.737654 4 730.9404907 0.848645417 0.000619668 97.83178418ALLDASETTSTR 8 68160937 1xTMT6plex [N-Term] 0.69 0.775 0.938 4.343474388 46.78 0 1493.800868 2 747.4029541 -1.49680384 -0.001117963 36.27572715KPPPVPALPSK 4 68160937 3xTMT6plex [N-Term; K1; K11] 0.679 0.697 5.233938217 42.01 0 1818.182002 3 606.7312622 -1.522839244 -0.000922933 63.32315527

FTYCSQVLGLHCYK 4 68160937 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C4; C12] 1.214 0.998 5.076129913 23.19 0 2234.150237 3 745.3864136 -2.484133453 -0.001849976 69.87244085
GIHQSTIDLK 14 68160937 2xTMT6plex [N-Term; K10] 0.717 0.727 0.694 4.40584898 42.88 0 1569.936463 2 785.4716187 -0.319767917 -0.000251008 36.54165825VILDYNTAHNK 2 68160937 2xTMT6plex [N-Term; K11] 0.724 3.603744507 31.85 0 1745.99504 3 582.6699829 0.203517456 0.000118447 44.33764572FDTIYQILLK 10 68160937 2xTMT6plex [N-Term; K10] 0.727 0.756 0.85 4.171790123 59.8 0 1712.039865 2 856.5229492 -0.726211185 -0.000621651 107.7748708ATSSHPNSTSLK 2 68160937 2xTMT6plex [N-Term; K12] 0.849 3.540907383 32 0 1687.937919 3 563.3170776 -0.734327862 -0.000413167 21.40034678GISTKPVYIPEVELNHK 2 68160937 3xTMT6plex [N-Term; K5; K17] 0.753 5.993758202 12.53 0 2611.542634 4 653.6395264 -2.434925307 -0.001589728 66.71547039SRPELLEYYIK 6 68160937 2xTMT6plex [N-Term; K11] 0.829 0.822 0.72 4.322228432 17.59 0 1869.088606 3 623.7020264 1.562109765 0.000973241 63.76716284RDEFEFLEK 6 68160937 2xTMT6plex [N-Term; K9] 0.731 0.834 0.929 4.94709301 16.21 1 1670.915393 3 557.642395 -1.652424424 -0.000920354 64.68860173EPPADVWTPPAR 16 68160937 1xTMT6plex [N-Term] 0.785 0.79 0.782 3.820574284 36.24 0 1564.832108 2 782.9194336 -0.330752735 -0.000258786 45.7721863VLETFLAK 12 68160937 2xTMT6plex [N-Term; K8] 0.803 0.823 0.851 3.88628459 46.28 0 1378.871009 2 689.9384155 -1.054917612 -0.000727298 79.51535813

33946327 NUP214 nuclear pore complex protein Nup214 isoform 2 8021 NP_005076.3 20 1 28 28 131 2090 213.488 7.47 1.03 1.05 1 1.03 Significant 0.0002
YGLVFAGGASGLQIFPTK 2 33946327 2xTMT6plex [N-Term; K18] 0.919 4.268895149 40.79 0 2284.31056 3 762.107605 -1.00630301 -0.000766236 97.26558961TTLLEGFAGVEEAR 4 33946327 1xTMT6plex [N-Term] 1.002 0.887 4.847657681 38.38 0 1721.927131 3 574.6473389 0.193249503 0.000110921 67.61139679TSCKDDEAVVQAPR 6 33946327 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C3] 1.411 1.328 0.974 3.371275902 11.28 1 2034.06901 3 678.694458 -0.092945009 -6.30E-05 26.87925477

IIPQGADSTMLATK 10 33946327 2xTMT6plex [N-Term; K14] 0.977 0.995 1.073 5.297603607 85.46 0 1904.092705 2 952.5493164 -0.708467343 -0.000674494 63.07587307FAVQDVNDVLDLEWDQHLEQK 6 33946327 2xTMT6plex [N-Term; K21] 1.272 0.984 1.151 5.638543606 75.36 0 2999.551472 3 1000.515015 -6.994650662 -0.006993605 93.80778122VGQADDSTKPTNK 6 33946327 3xTMT6plex [N-Term; K9; K13] 0.957 0.956 0.838 3.355460644 26.43 0 2048.159094 3 683.3913574 0.207398745 0.000141595 24.49401827SSATVTGEPPSYSSGSDSSK 6 33946327 2xTMT6plex [N-Term; K20] 0.875 1.38 0.88 5.707096577 44.86 0 2389.177099 3 797.0653076 1.787507324 0.001423557 29.2649274ETLFNTLANNR 4 33946327 1xTMT6plex [N-Term] 1.046 1.052 4.314471245 51.26 0 1521.822272 2 761.4146729 -0.133147529 -0.000101313 56.08325173
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TPHPVLTPVAANQAK 6 33946327 2xTMT6plex [N-Term; K15] 0.96 0.962 0.981 5.310013771 41.57 0 2002.184966 3 668.0667725 0.398600942 0.000266024 42.77113178GGGFFSGLGGKPSQDAANK 6 33946327 3xTMT6plex [N-Term; K11; K19] 0.764 100 1.061 4.372603893 33.98 0 2482.365733 3 828.1229248 -4.637369017 -0.003837215 56.91704006ETTESLHGDISSLK 4 33946327 2xTMT6plex [N-Term; K14] 1.209 1.096 4.583121777 28.01 0 1975.074806 3 659.0290527 -1.114609365 -0.000733812 46.703893QSDQINWESWLLEDSSR 2 33946327 1xTMT6plex [N-Term] 1.275 1.906883001 14.12 0 2322.119969 2 1161.562134 -1.282652022 -0.001489236 85.50503001SLQPAVAEK 6 33946327 2xTMT6plex [N-Term; K9] 0.939 1.198 1.076 3.314395905 57.12 0 1400.851336 2 700.9285278 -1.111556878 -0.000778563 37.06200826DSDPVMAGIGEEIAHFQK 2 33946327 2xTMT6plex [N-Term; K18] 1.128 3.734218121 23.15 0 2402.242617 4 601.3156738 -0.728988607 -0.000437802 80.32879115SAQGSSSPVPSMVQK 2 33946327 2xTMT6plex [N-Term; K15] 0.711 3.504486322 22.91 0 1948.057382 3 650.0217285 -3.464971405 -0.002249988 43.9235471NVPQVVNVQELK 4 33946327 2xTMT6plex [N-Term; K12] 1.111 1.419 3.890047073 29.81 0 1825.094754 2 913.050354 -0.72475261 -0.000661371 62.97601083TGGFGAAPVFGSPPTFGGSPGFGGVPAFGSAPAFTSPLGSTGGK 2 33946327 2xTMT6plex [N-Term; K44] 100 4.271359444 35.89 0 4414.254842 4 1104.317139 -1.8388432 -0.002029281 107.782398
DAGGMVIDMK 4 33946327 2xTMT6plex [N-Term; K10] 1.183 0.951 3.243135929 38.88 0 1494.806042 2 747.9060059 -0.874448733 -0.000653566 53.41629527SEAQLQEIR 6 33946327 1xTMT6plex [N-Term] 1.323 1.232 2.259 3.069893122 39.99 0 1302.721495 2 651.8635254 -1.321048863 -0.000860479 29.25610793VCATLPSTVAVTSVCWSPK 2 33946327 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C2; C15] 1.637 4.315895081 17.09 0 2521.355873 3 841.1228027 -0.800330051 -0.000672639 79.1676171

SPGSTPTTPTSSQAPQK 6 33946327 2xTMT6plex [N-Term; K17] 1.449 1.54 1.123 4.428313732 25.35 0 2130.144283 3 710.7190552 -0.784257982 -0.000556861 36.72009092NNPATPSTAMGSSVPYSTAK 2 33946327 2xTMT6plex [N-Term; K20] 0.7 3.141242027 16.12 0 2439.258995 3 813.7585449 0.855417825 0.000695529 46.00100822ASSTSLTSTQPTK 4 33946327 2xTMT6plex [N-Term; K13] 1.313 1.086 1.994446516 17.64 0 1766.990014 2 883.9971313 -1.713736163 -0.001514077 103.3897814IFDSPEELPK 9 33946327 2xTMT6plex [N-Term; K10] 1.006 1.143 1.09 2.784294605 33.73 0 1632.924895 2 816.9657593 -0.399893047 -0.000326498 64.98665722VQGLLVPMK 6 33946327 2xTMT6plex [N-Term; K9] 0.983 1.073 2.968391895 24.59 0 1442.916913 3 481.6440735 0.52244102 0.00025128 74.20734177AELPVTDK 6 33946327 2xTMT6plex [N-Term; K8] 0.983 1.037 0.983 3.06413126 35.73 0 1330.798238 2 665.9020996 -0.988422747 -0.000657696 43.76490628TTIESHTK 6 33946327 2xTMT6plex [N-Term; K8] 1.011 1.165 1.376 2.782625914 19.69 0 1374.799301 3 458.9388123 1.878767015 0.000860976 20.79419122TFSNEAK 2 33946327 2xTMT6plex [N-Term; K7] 1.198 2.968559265 29.47 0 1254.709423 2 627.8580933 -0.408960476 -0.000256563 26.42817306
61835148 FXR1 fragile X mental retardation syndrome-related protein 1 isoform a 8087 NP_005078.2 28.98550725 1 10 12 67 621 69.678 6.15 1.21 1.13 1.2 1.18 Significant 0.000455

EDLMGLAIGTHGSNIQQAR 4 61835148 1xTMT6plex [N-Term] 1.756 1.338 7.130682468 56.07 0 2240.16548 3 747.392334 -1.353117393 -0.001010402 55.69145958ESIGNVQVLLEYHIAYLK 2 61835148 2xTMT6plex [N-Term; K18] 1.315 4.39142704 17.55 0 2547.458681 3 849.8265381 2.504448005 0.002126659 97.59298596EISEGDEVEVYSR 6 61835148 1xTMT6plex [N-Term] 1.209 1.296 1.149 4.194677353 38.63 0 1740.84894 2 870.9271851 -1.06056463 -0.000923141 37.99923149IFYHPETTQLMILSASEATVK 6 61835148 2xTMT6plex [N-Term; K21] 1.292 1.539 5.308653355 36.79 0 2837.552323 3 946.5249023 2.759600655 0.00261017 87.07122784KVPGVTAIELDEDTGTFR 6 61835148 2xTMT6plex [N-Term; K1] 1.307 1.172 1.982 6.99924469 45.71 1 2406.328061 3 802.7805176 -0.441043614 -0.000353765 64.19313609RGPNYTSGYGTNSELSNPSETESER 2 61835148 1xTMT6plex [N-Term] 1.052 5.514894962 34.04 1 2961.365966 3 987.7954712 1.990427487 0.001964795 29.79894399
EACANENAHK 6 61835148 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.064 1.062 1.142 4.885565281 54.42 0 1601.810611 3 534.6080933 -0.551884747 -0.000294672 15.99206503

KDELSDWSLAGEDDRDSR 10 61835148 2xTMT6plex [N-Term; K1] 1.622 1.302 1.354 5.269440651 16.27 2 2552.262894 3 851.4229736 -3.34078107 -0.002842184 47.72153158LQIDEQLR 12 61835148 1xTMT6plex [N-Term] 1.031 1.118 1.143 3.189187765 39.81 0 1243.720767 2 622.3638916 -0.209296879 -0.000130153 44.14665204VIQEIVDK 6 61835148 2xTMT6plex [N-Term; K8] 1.278 1.103 1.258 3.463399649 50.2 0 1401.871737 2 701.4393921 -0.163852588 -0.00011485 59.84673278QVPFNEVR 6 61835148 1xTMT6plex [N-Term] 1.141 1.078 1.016 3.123766661 29.57 0 1217.683988 2 609.3459473 0.517705133 0.000315201 47.27855365GFLEFVEDFIQVPR 1 61835148 1xTMT6plex [N-Term] 1.126 1.390439272 0 1925.037015 2 963.0210571 -1.13127289 -0.001088871 113.03371540807357 SLC27A4 long-chain fatty acid transport protein 4 10999 NP_005085.2 26.28304821 1 13 14 64 643 72.018 8.47 1.41 1.43 1.5 1.44 Significant 0.000356 QLDEYSSSVANFLQAR 2 40807357 1xTMT6plex [N-Term] 1.161 3.920848846 23.99 0 2057.050099 3 686.3543091 -0.838629991 -0.000575035 72.59663622LLDMADVAVYGVEVPGTEGR 2 40807357 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.62 5.655622005 45.77 0 2336.200528 3 779.4049683 -0.075684789 -5.89E-05 73.4622298WKGENVSTTEVEGTLSR 6 40807357 2xTMT6plex [N-Term; K2] 1.788 1.537 2.555 5.746823788 39.24 1 2351.26071 3 784.4257813 0.885052853 0.000693663 58.31816662YVPLDQEAYSR 10 40807357 1xTMT6plex [N-Term] 1.688 1.61 1.588 3.746734619 43.53 0 1569.811038 2 785.4088135 -0.438254579 -0.000343988 54.49764878DIFGGLVLLK 2 40807357 2xTMT6plex [N-Term; K10] 1.122 3.697035074 50 0 1532.981622 2 766.9934082 -1.358309663 -0.001041132 100.054948LFYIYTSGTTGLPK 4 40807357 2xTMT6plex [N-Term; K14] 1.176 1.169 3.515890837 18.1 0 2019.156686 3 673.722229 -2.254341287 -0.001517289 86.30709556ILSFVYPIR 6 40807357 1xTMT6plex [N-Term] 1.359 1.723 1.506 3.475018978 29.71 0 1336.819024 2 668.9138794 1.090461039 0.000728875 89.15818588GPDGVCIPCQPGEPGQLVGR 4 40807357 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 2.256 1.696 3.596992016 24.13 0 2322.153201 3 774.7243652 2.300090761 0.001780388 54.06925838
DALLHCLTTSR 6 40807357 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.146 1.144 1.468 3.374612808 22.48 0 1515.815078 3 505.9429932 -0.430090597 -0.000217313 56.52275882TVPILFASTVR 4 40807357 1xTMT6plex [N-Term] 1.726 1.15 4.309910297 28.63 0 1432.872516 2 716.9386597 -1.726422996 -0.001236872 75.30308482LLPELHK 6 40807357 2xTMT6plex [N-Term; K7] 1.528 1.595 1.57 3.130874872 30.04 0 1307.845129 3 436.6205444 1.492050349 0.000650457 51.31575292FAQVLEK 6 40807357 2xTMT6plex [N-Term; K7] 1.479 1.095 1.347 3.048794985 37.22 0 1292.797844 2 646.9028931 0.514684346 0.000332691 56.46076034IQAGEEKL 4 40807357 2xTMT6plex [N-Term; K7] 0.886 1.65 3.172123194 17.94 1 1345.809137 2 673.4066162 -2.363795903 -0.001590609 43.43064022

HLPSCPDK 2 40807357 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.521 2.736922503 12.24 0 1411.776791 3 471.2631836 -1.270624904 -0.000597946 27.058310834826972 RBM8A RNA-binding protein 8A 9939 NP_005096.1 40.8045977 1 6 6 52 174 19.877 5.72 1.09 1.16 1.11 1.12 Significant 0.000345 GYTLVEYETYK 16 4826972 2xTMT6plex [N-Term; K11] 1.31 1.34 1.361 4.953833103 56.64 0 1823.983138 2 912.4940796 -1.23654669 -0.00112772 58.78129333EDYDSVEQDGDEPGPQR 6 4826972 1xTMT6plex [N-Term] 0.565 0.949 4.170179844 38.43 0 2164.946816 3 722.3198242 -0.875889299 -0.000632085 26.43961584SVEGWILFVTGVHEEATEEDIHDK 12 4826972 2xTMT6plex [N-Term; K24] 1.003 0.989 0.886 8.870138168 35.39 0 3198.635929 4 800.4141235 -0.395493393 -0.00031626 98.80106615MREDYDSVEQDGDEPGPQR 6 4826972 1xTMT6plex [N-Term] 1.071 0.588 1.264 5.478322983 30.98 1 2452.088411 3 818.0334473 -1.069554879 -0.000874214 28.7798707FAEYGEIK 6 4826972 2xTMT6plex [N-Term; K8] 0.614 1.054 3.148400784 42.34 0 1414.798238 2 707.9024658 -0.412051245 -0.000291485 49.95868551GFGSEEGSR 6 4826972 1xTMT6plex [N-Term] 100 100 0.793 2.772454977 38.65 0 1154.563932 2 577.7866211 1.761398779 0.001016824 111.34556564826878 OXSR1 serine/threonine-protein kinase OSR1 9943 NP_005100.1 36.43263757 1 12 16 138 527 57.986 6.43 0.87 0.88 0.83 0.86 Significant 0.000315 EVLEGLEYLHK 8 4826878 2xTMT6plex [N-Term; K11] 0.754 0.873 0.736 4.946473598 49.05 0 1788.030757 3 596.6814575 -0.524382146 -0.000312537 68.2303518
DDYELQEVIGSGATAVVQAAYCAPK 8 4826878 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C22] 0.786 0.725 5.93691349 50.61 0 3113.586537 3 1038.529663 -3.886390195 -0.004033537 97.39400601SGVLDESTIATILR 10 4826878 1xTMT6plex [N-Term] 0.668 0.814 1.191 4.321683884 50.5 0 1703.974081 2 852.4902344 -0.52151028 -0.00044432 76.51123547LASGVEGSDIPDDGK 8 4826878 2xTMT6plex [N-Term; K15] 0.821 0.852 0.844 4.467788219 68.08 0 1918.016957 2 959.5115967 -0.542456427 -0.00052022 43.5854635TFVGTPCWMAPEVMEQVR 12 4826878 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.801 1.405 1.097 4.833139896 43.14 0 2367.149696 3 789.7218628 0.565895308 0.00044652 85.47731393DTAEGVSQELISAGLVDGR 12 4826878 1xTMT6plex [N-Term] 0.985 0.91 1.095 6.361219883 51.75 0 2146.118907 2 1073.561035 -1.916546882 -0.002056569 68.67880258

KTFVGTPCWMAPEVMEQVR 4 4826878 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 1.864 1.444 4.854550362 20.65 1 2724.407591 3 908.8056641 -1.890903739 -0.001717197 77.56213528
TAQALSSGSGSQETK 12 4826878 2xTMT6plex [N-Term; K15] 0.888 0.945 0.978 6.427357674 64.93 0 1910.023105 2 955.5142822 -0.951479 -0.000908673 24.31224119DLVIVAANLQK 12 4826878 2xTMT6plex [N-Term; K11] 0.917 0.951 0.784 4.477889538 64.03 0 1642.030363 2 821.5177612 -1.289390933 -0.00105861 74.84737321LLSGGSVLDIIK 4 4826878 2xTMT6plex [N-Term; K12] 0.911 0.842 3.381006241 18.93 0 1673.061329 2 837.03302 -1.533351404 -0.001282695 93.25897611

CQTSMDELLK 4 4826878 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C1] 1.289 1.302 3.795320988 50.29 0 1682.885749 2 841.946106 -0.483696494 -0.000407003 54.63559441RPTAAELLR 12 4826878 1xTMT6plex [N-Term] 0.998 0.92 0.843 5.544857025 54.8 0 1255.768386 3 419.2615356 1.328169759 0.000555958 41.9969884IVEEPQSNR 6 4826878 1xTMT6plex [N-Term] 0.886 0.909 0.876 2.990468264 25.29 0 1300.705845 2 650.8560181 -0.834583155 -0.000542774 25.01782891DELWLVMK 6 4826878 2xTMT6plex [N-Term; K8] 0.706 0.98 0.737 3.662018538 35.23 0 1491.864543 2 746.4361572 0.331406177 0.000247207 82.32614892IPISLVLR 18 4826878 1xTMT6plex [N-Term] 0.831 0.775 0.756 2.498327017 18.41 0 1139.771346 2 570.3890381 -0.479445396 -0.000273229 83.63499554APTISER 2 4826878 1xTMT6plex [N-Term] 0.836 2.226823568 11.26 0 1002.578126 2 501.7927246 0.046957687 2.35E-05 21.70756835
4826742 GFPT2 glutamine--fructose-6-phosphate aminotransferase [isomerizing] 2 9945 NP_005101.1 8.797653959 1 1 5 40 682 76.882 7.37 0.15 0.23 0.15 0.18 Significant 0.022

ETDCGVHINAGPEIGVASTK 6 4826742 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C4] 1.165 1.129 0.962 6.684828758 54.67 0 2513.307008 3 838.4390259 -1.783957657 -0.001494544 49.48731366
VIQQLEGAFALVFK 2 4826742 2xTMT6plex [N-Term; K14] 1.104 4.1595397 32.47 0 2021.219955 3 674.4116821 0.266436474 0.000179509 113.0151891GYDVDFPR 6 4826742 1xTMT6plex [N-Term] 0.689 0.735 0.685 2.357182264 21.81 0 1197.610154 2 599.3079224 -1.32410654 -0.000792882 41.54432327GSPLLIGVR 6 4826742 1xTMT6plex [N-Term] 0.633 1.002 0.871 3.370152712 30.02 0 1140.730209 2 570.8685913 -0.266025051 -0.000151731 54.50921009KEIFETLIK 20 4826742 3xTMT6plex [N-Term; K1; K9] 0.153 0.232 0.149 3.785960436 19.07 1 1808.150033 2 904.5778198 -0.923751642 -0.000835141 71.1484156526118265 GOLGA5 golgin subfamily A member 5 9950 NP_005104.3 15.73187415 1 10 10 34 731 82.94 5.83 1.09 1.32 1.08 1.16 Significant 0.00451 STYISSAADNIR 4 526118265 1xTMT6plex [N-Term] 1.138 1.315 4.633385181 54.59 0 1526.801202 2 763.9047852 0.715098009 0.000545906 39.56920329AQVDDLTEAVAAK 6 526118265 2xTMT6plex [N-Term; K13] 1.34 1.128 1.259 5.853672504 82.59 0 1789.01075 2 895.0088501 -0.182287718 -0.000163057 59.22785292NVPVLFNDTETNLAGMYGK 4 526118265 2xTMT6plex [N-Term; K19] 1.492 1.317 4.260336399 35.88 0 2541.342331 3 847.7825317 -3.655023192 -0.003096222 84.9076738LQEADQLLSTR 2 526118265 1xTMT6plex [N-Term] 0.958 3.731954575 42.15 0 1502.837587 2 751.9213257 -1.472316657 -0.001106326 57.94959989ATILAGTANVK 2 526118265 2xTMT6plex [N-Term; K11] 1.104 4.005614758 42.61 0 1516.946299 2 758.9758911 -1.182324937 -0.000896762 52.15806876TLSNSSQSELENR 4 526118265 1xTMT6plex [N-Term] 100 0.851 3.499869823 56.96 0 1693.855422 2 847.4315186 0.199745132 0.00016917 25.7114355VDQGAATALSR 2 526118265 1xTMT6plex [N-Term] 1.123 3.558342218 41.61 0 1317.732394 2 659.3707275 1.354074722 0.000892154 28.07746647DSQLAVLK 2 526118265 2xTMT6plex [N-Term; K8] 1.631 2.279389381 39.53 0 1331.829872 2 666.4179077 -1.001381888 -0.000666835 48.13235601SKETQEELNK 2 526118265 3xTMT6plex [N-Term; K2; K10] 1.207 3.018037558 0.75 1 1893.089618 3 631.7012939 -0.152752442 -9.64E-05 28.54132561LNLESSK 6 526118265 2xTMT6plex [N-Term; K7] 0.783 1.121 0.985 2.311895609 8.31 0 1248.756373 2 624.8823853 0.89743511 0.000560339 41.8491271419913412 MVP major vault protein isoform 1 9961 NP_005106.2 64.0537514 1 42 42 626 893 99.266 5.48 0.71 0.72 0.73 0.72 Significant 0.0000643 GAVASVTFDDFHK 10 19913412 2xTMT6plex [N-Term; K13] 0.673 0.85 0.688 5.773096085 75.43 0 1852.000519 2 926.5029907 -0.979791673 -0.000907287 56.10277333TAVFGFETSEAK 14 19913412 2xTMT6plex [N-Term; K12] 0.725 0.691 0.714 4.972979069 61.53 0 1744.952172 2 872.9790039 -0.825843552 -0.000720529 60.61107065DAQGLVLFDVTGQVR 46 19913412 1xTMT6plex [N-Term] 0.7 0.805 0.754 5.724052429 54.01 0 1847.022428 2 924.0137939 -1.145979249 -0.001058325 75.69809527QAIPLDENEGIYVQDVK 16 19913412 2xTMT6plex [N-Term; K17] 0.698 0.695 0.748 5.311256886 68.64 0 2389.301512 3 797.1049805 -0.470235232 -0.000374511 65.27031311STLITDGSTPINLFNTAFGLLGMGPEGQPLGR 6 19913412 1xTMT6plex [N-Term] 1.202 0.01 6.968158722 60.85 0 3503.84057 3 1168.615845 -2.165900577 -0.002529657 112.85649STLITDGSTPINLFNTAFGLLGMGPEGQPLGR 5 19913412 1xTMT6plex [N-Term]; 1xOxidation [M23] 0.194 6.341434956 53.56 0 3519.835485 3 1168.615845 -2.165900577 -0.002529657 112.85649TGEEWLVTVQDTEAHVPDVHEEVLGVVPITTLGPHNYCVILDPVGPDGK 5 19913412 2xTMT6plex [N-Term; K49]; 1xCarbamidomethyl [C38] 0.644 0.307 6.22990799 14.18 0 5789.977687 5 1158.799683 -1.447382791 -0.001676063 103.3002421

AVIGSTYMLTQDEVLWEK 4 19913412 2xTMT6plex [N-Term; K18]; 1xOxidation [M8] 0.692 0.938 3.676777363 22.02 0 2557.362398 3 847.7911987 -3.320971347 -0.00281327 90.0082AVIGSTYMLTQDEVLWEK 41 19913412 2xTMT6plex [N-Term; K18] 0.731 0.798 0.736 4.864438534 63.37 0 2541.367483 3 847.7911987 -3.320971347 -0.00281327 90.0082KEVEVVEIIQATIIR 2 19913412 2xTMT6plex [N-Term; K1] 1.22 4.677958965 21.28 1 2198.352425 3 733.4553223 -0.460177865 -0.000337211 102.8638248DLAVAGPEMQVK 13 19913412 2xTMT6plex [N-Term; K12] 0.713 0.672 0.712 4.980170727 70.73 0 1715.976613 2 858.491333 -0.713007605 -0.000611752 55.65310119VPHNAAVQVYDYR 12 19913412 1xTMT6plex [N-Term] 0.657 0.652 0.696 5.461141109 57.12 0 1760.928134 3 587.6473999 -0.27669668 -0.000162414 39.03255192ELLELEALSMAVESTGTAK 13 19913412 2xTMT6plex [N-Term; K19]; 1xOxidation [M10] 0.642 0.541 5.201668262 51.69 0 2466.341328 2 1225.67749 0.526835203 0.000645464 107.315928ELLELEALSMAVESTGTAK 32 19913412 2xTMT6plex [N-Term; K19] 0.656 0.63 0.684 6.711834908 77.51 0 2450.346413 2 1225.67749 0.526835203 0.000645464 107.315928VVAGDEWLFEGPGTYIPR 38 19913412 1xTMT6plex [N-Term] 0.589 0.517 0.574 6.526573658 75.24 0 2235.164735 2 1118.086426 0.375821293 0.000420011 87.57594261IEGEGSVLQAK 12 19913412 2xTMT6plex [N-Term; K11] 0.783 0.811 0.799 4.458616257 52.13 0 1588.931043 2 794.9680176 -1.43769219 -0.001142197 47.53153967AQALAIETEAELQR 34 19913412 1xTMT6plex [N-Term] 0.626 0.743 0.719 5.613610744 84.66 0 1771.975143 2 886.4919434 0.827736639 0.000733364 57.58974688LFSVPDFVGDACK 26 19913412 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 0.828 0.832 0.747 4.125155449 59.32 0 1913.024292 2 957.0174561 1.74794925 0.001671935 87.12178706
DITPLQVVLPNTALHLK 22 19913412 2xTMT6plex [N-Term; K17] 0.699 0.702 0.774 6.421191692 47.14 0 2330.421173 4 583.3608398 0.152794269 8.90E-05 90.77986356EVEVVEIIQATIIR 4 19913412 1xTMT6plex [N-Term] 1.198 4.219699383 40.08 0 1841.09453 3 614.3687744 -1.499231988 -0.000920076 109.9168669ALQPLEEGEDEEK 18 19913412 2xTMT6plex [N-Term; K13] 0.696 0.738 0.71 4.398924828 60.45 0 1945.016623 2 973.0119019 -0.049212465 -4.79E-05 45.65677746KELLELEALSMAVESTGTAK 6 19913412 3xTMT6plex [N-Term; K1; K20] 0.803 0.869 5.759418011 54.98 1 2807.604308 4 702.6571655 0.899111519 0.000631087 102.8194257VASGPSPGEGISPQSAQAPQAPGDNHVVPVLR 10 19913412 1xTMT6plex [N-Term] 0.531 0.606 0.776 7.340313911 70.02 0 3348.749781 3 1116.921509 0.057342949 6.40E-05 54.75106924ALLDFEDKDGDKVVAGDEWLFEGPGTYIPR 10 19913412 3xTMT6plex [N-Term; K8; K12] 0.989 1.212 7.849554062 28.17 2 4040.126009 4 1010.785156 -1.785513616 -0.001803425 97.0791747VVFGPELVSLGPEEQFTVLSLSAGRPK 26 19913412 2xTMT6plex [N-Term; K27] 0.878 0.844 0.855 7.391544819 59.57 0 3314.876434 3 1105.628174 -1.950632475 -0.002155369 106.127652AQQLAEVEVK 17 19913412 2xTMT6plex [N-Term; K10] 0.668 0.706 0.747 4.884105206 68.84 0 1572.936128 2 786.9718018 0.126238835 9.93E-05 47.13042108LAQDPFPLYPGEVLEK 27 19913412 2xTMT6plex [N-Term; K16] 0.677 0.688 0.67 5.146489143 45.02 0 2274.278592 3 758.7643433 -0.050567615 -3.83E-05 90.09476838ELPPGVEELLNK 30 19913412 2xTMT6plex [N-Term; K12] 0.722 0.714 0.709 4.390125275 63.06 0 1796.056972 2 898.52948 -2.944393828 -0.00264415 87.77876337IPPYHYIHVLDQNSNVSR 6 19913412 1xTMT6plex [N-Term] 0.69 0.771 4.744750023 36.3 0 2381.256344 4 596.069519 -0.040956584 -2.44E-05 53.67202821QMTEAIGPSTIR 6 19913412 1xTMT6plex [N-Term] 0.857 0.794 0.301 4.595304012 57.38 0 1532.830394 2 766.9177246 -1.448928244 -0.001110481 54.10786628GPLEYVPSAK 22 19913412 2xTMT6plex [N-Term; K10] 0.677 0.675 0.742 4.189148903 57.78 0 1518.893201 2 759.949585 -0.860921705 -0.000653824 63.52106807ALLDFEDKDGDK 10 19913412 3xTMT6plex [N-Term; K8; K12] 0.553 0.61 0.615 3.060701847 11.25 1 2053.142047 3 685.0516968 -0.735515582 -0.000503373 61.83178056ILDQSEAEK 10 19913412 2xTMT6plex [N-Term; K9] 0.69 0.7 0.703 4.155236244 49.07 0 1490.846645 2 745.9256592 -1.7459144 -0.001301445 39.72749907SFFLQPGEQLEQGIQDVYVLSEQQGLLLR 2 19913412 1xTMT6plex [N-Term] 1.182 2.751752377 7.09 0 3563.894714 3 1188.636353 -0.058798822 -6.99E-05 112.6568984LLQSLGLK 6 19913412 2xTMT6plex [N-Term; K8] 0.771 0.717 0.687 3.576303959 42.53 0 1329.886993 2 665.4477539 0.930705019 0.000618866 78.2344365DLAVAGPEMQVK 10 19913412 2xTMT6plex [N-Term; K12]; 1xOxidation [M9] 0.823 0.748 0.771 2.728778601 40.72 0 1731.971528 2 858.491333 -0.713007605 -0.000611752 55.65310119KDPQETAK 10 19913412 3xTMT6plex [N-Term; K1; K8] 0.739 0.631 0.665 3.033049345 24.51 1 1603.962233 2 802.4840088 -0.929966956 -0.000745816 20.37500288GPDGMALPRPR 2 19913412 1xTMT6plex [N-Term] 1.133 2.899824858 15.15 0 1395.772819 3 465.9284363 -1.478494265 -0.000687881 43.33066074ELELVYAR 6 19913412 1xTMT6plex [N-Term] 0.652 0.885 0.787 3.032576561 34.3 0 1221.704054 2 611.3526611 -4.918199587 -0.003004292 51.69734874GQDPLADRGEK 4 19913412 2xTMT6plex [N-Term; K11] 1.225 1.457 2.853343964 8.37 1 1643.911704 3 548.6428223 1.343811148 0.000736369 25.72116181SLQPLAPR 12 19913412 1xTMT6plex [N-Term] 0.782 0.781 0.953 3.335146189 33.21 0 1110.683259 2 555.8449097 -0.645156084 -0.000358282 34.98554375VEVVEER 8 19913412 1xTMT6plex [N-Term] 0.638 0.666 0.882 2.958393574 43.77 0 1088.614905 2 544.8102417 -1.559891891 -0.000849061 26.57920291GQDPLADR 4 19913412 1xTMT6plex [N-Term] 0.813 0.669 2.826236248 34.34 0 1100.589753 2 550.7982788 -0.428663643 -0.000235891 21.32589289HYCTVANPVSR 2 19913412 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.953 3.141134739 8.36 0 1532.784112 2 766.8939209 -2.314254888 -0.001773627 24.9287548VLFAPMR 6 19913412 1xTMT6plex [N-Term] 0.682 0.838 0.684 2.458245754 19.83 0 1062.633138 2 531.8201904 -0.031827188 -1.69E-05 58.00329962GQDPLADRGEKDTAK 1 19913412 3xTMT6plex [N-Term; K11; K15] 2.369 2.099953175 2 2288.281335 4 572.8256836 -0.187920512 -0.000107504 28.51881762

167234419 THRAP3 thyroid hormone receptor-associated protein 3 9967 NP_005110.2 28.06282723 1 23 24 188 955 108.601 10.15 1.19 1.19 1.05 1.14 Significant 0.00166
ASESSKPWPDATYGTGSASR 6 167234419 2xTMT6plex [N-Term; K6] 1.307 1.54 1.258 5.15902853 39.49 0 2513.267251 3 838.4243164 -3.523461838 -0.0029518 39.05149132KTEELEEESFPER 6 167234419 2xTMT6plex [N-Term; K1] 1.212 1.431 0.84 4.298637867 25.58 1 2081.080286 3 694.3638306 -1.608395795 -0.001115734 39.9439611DSRPSQAAGDNQGDEAK 12 167234419 2xTMT6plex [N-Term; K17] 1.25 1.479 1.324 6.105304718 28.89 0 2204.094372 3 735.3693237 -0.433075192 -0.00031818 17.72174961GSFSDTGLGDGK 10 167234419 2xTMT6plex [N-Term; K12] 1.178 1.066 1.06 4.034603119 70.58 0 1598.842622 2 799.9249878 0.048244859 3.86E-05 40.29697699EESAASGGAAYTK 18 167234419 2xTMT6plex [N-Term; K13] 0.985 0.909 0.846 5.052485466 73.82 0 1699.8903 2 850.4489136 0.147237994 0.000125144 26.20510508EQTFSGGTSQDTK 46 167234419 2xTMT6plex [N-Term; K13] 1.223 1.266 1.263 4.770081997 63.96 0 1843.943792 2 922.4741211 -1.532971076 -0.001413356 24.01089752MDSFDEDLARPSGLLAQER 4 167234419 1xTMT6plex [N-Term] 0.623 1.362 4.909749985 27.54 0 2379.181189 3 793.7321167 0.255292728 0.000202463 62.82876721SIFQHIQSAQSQR 10 167234419 1xTMT6plex [N-Term] 1.074 1.075 1.076 4.388653755 23.93 0 1758.944846 3 586.9860229 -0.756568545 -0.000443587 37.505085SPSELFAQHIVTIVHHVK 6 167234419 2xTMT6plex [N-Term; K18] 1.526 1.532 1.637 4.632081032 34.25 0 2500.444034 5 500.8942261 -0.803944771 -0.000402044 77.2471516WEGLVYAPPGK 14 167234419 2xTMT6plex [N-Term; K11] 1.121 1.081 1.034 3.711581469 33.84 0 1674.961949 2 837.984375 -0.284072125 -0.000237905 67.32961972ESEFDDEPK 8 167234419 2xTMT6plex [N-Term; K9] 1.072 1.121 0.855 3.409593105 30.89 0 1553.773539 3 518.5961914 0.310050814 0.000160583 30.95855362TEELEEESFPER 2 167234419 1xTMT6plex [N-Term] 1.98 3.39047718 7.34 0 1723.822391 2 862.4142456 -0.682262319 -0.00058805 40.58616764NREEEWDPEYTPK 2 167234419 2xTMT6plex [N-Term; K13] 1.076 3.366376638 8.44 1 2151.075869 3 717.6936035 -4.468318976 -0.003203898 50.91274784EEEWDPEYTPK 4 167234419 2xTMT6plex [N-Term; K11] 1.033 0.867 3.252388239 37.28 0 1880.931831 2 940.9692383 -0.335316512 -0.000315354 47.96405203GTEQEAAK 6 167234419 2xTMT6plex [N-Term; K8] 1.373 1.343 1.405 3.157673359 42.5 0 1291.725801 2 646.3661499 -0.60239976 -0.000389068 17.82094518SPLQSVVVR 6 167234419 1xTMT6plex [N-Term] 0.956 1.326 0.996 3.540801048 30.62 0 1213.746588 2 607.3775024 0.939663044 0.000570256 42.14692162SPPSTGSTYGSSQK 3 167234419 2xTMT6plex [N-Term; K14] 1.171 1.322 3.344053268 17.69 0 1841.964528 3 614.6594238 -0.439479487 -0.000269835 23.5698649EEKDNIQPTTE 2 167234419 2xTMT6plex [N-Term; K3] 0.677 1.896039248 9.77 1 1761.92708 2 881.4674072 0.260063615 0.000229107 25.91170498EAQVNVR 6 167234419 1xTMT6plex [N-Term] 1.211 1.234 2.41604495 25.85 0 1044.599924 2 522.8037109 0.212210431 0.000110838 18.2438786YYLHDDREGEGSDK 1 167234419 2xTMT6plex [N-Term; K14] 0.782 3.14256525 1 2142.050382 3 714.6896362 1.85473761 0.001324314 24.32370234MDSFDEDLARPSGLLAQER 3 167234419 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.813 1.419 2.120995522 3.82 0 2395.176104 3 793.7321167 0.255292728 0.000202463 62.82876721YKDDPVDLR 5 167234419 2xTMT6plex [N-Term; K2] 0.766 0.965 1.335 2.71886611 8.73 1 1578.889178 3 526.9683228 0.783374626 0.000412287 36.76234083GDFPTGK 2 167234419 2xTMT6plex [N-Term; K7] 1.263 2.267211914 20.24 0 1179.677395 2 590.3416748 -1.120383107 -0.000660845 32.82787045DLVHSNKK 4 167234419 3xTMT6plex [N-Term; K7; K8] 1.663 1.492 2.275791168 6.29 1 1628.009852 4 407.7577209 -0.489923901 -0.0001994 25.22216224ASAVSELSPR 2 167234419 1xTMT6plex [N-Term] 0.283 1.194027185 3.34 0 1245.700031 2 623.3539429 0.463749035 0.000288846 33.09356754826665 CCS copper chaperone for superoxide dismutase 9973 NP_005116.1 26.64233577 1 6 6 30 274 29.022 5.58 1.24 1.35 1.35 1.31 Significant 0.000779 GMGSGQLQNLGAAVAILGGPGTVQGVVR 6 4826665 1xTMT6plex [N-Term] 1.466 1.941 1.547 8.49240303 71.39 0 2836.566461 3 946.1917114 -2.072943728 -0.001960014 93.91775173SLIIDEGEDDLGR 6 4826665 1xTMT6plex [N-Term] 1.119 1.045 1.148 5.113093853 56.66 0 1660.859111 2 830.9329834 -0.253123894 -0.000210202 54.23023324SAGLFQNPK 4 4826665 2xTMT6plex [N-Term; K9] 1.384 1.586 3.443752766 44.31 0 1419.83602 2 710.4208374 -1.142593433 -0.000811148 45.27176924LACGIIAR 6 4826665 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.154 1.38 1.244 2.746590137 38.71 0 1102.660416 2 551.8334961 -0.634939361 -0.000350061 54.38414622MEDEQLK 4 4826665 2xTMT6plex [N-Term; K7] 1.329 1.28 2.75206995 26.33 0 1350.733923 2 675.8706665 0.098626243 6.66E-05 33.51052227FLQLTPER 4 4826665 1xTMT6plex [N-Term] 1.223 1.601 2.893552542 12.26 0 1232.720039 2 616.8633423 -0.511640655 -0.000315355 54.326789154448890 THOC1 THO complex subunit 1 9984 NP_005122.2 10.50228311 1 6 6 25 657 75.619 4.98 1.17 1.33 1.43 1.31 Significant 0.00332 LMDLQLSDSNFR 6 154448890 1xTMT6plex [N-Term] 0.789 1.33 1.831 3.823693514 44.51 0 1667.862422 2 834.4345093 -0.407692687 -0.000339988 70.71684322ILAPYLEMK 6 154448890 2xTMT6plex [N-Term; K9] 1.465 1.511 1.42 3.157158613 36.66 0 1535.927144 2 768.4657593 -1.889233695 -0.001450863 81.34386547YSEEVLAVFK 2 154448890 2xTMT6plex [N-Term; K10] 1.299 3.524758339 27.38 0 1642.94563 2 821.9746704 -2.170607244 -0.001783095 79.27796738SLPEYLENMVIK 6 154448890 2xTMT6plex [N-Term; K12] 1.169 0.952 1.377 3.043294668 29.22 0 1894.075993 3 632.0288696 -2.078524461 -0.001312294 94.29162052NIKPLLSTFSQVPGSENEK 1 154448890 3xTMT6plex [N-Term; K3; K19] 0.897 2.633250475 0 2775.585956 3 925.8671875 0.379563097 0.00035117 75.73271821IQLFLAR 4 154448890 1xTMT6plex [N-Term] 0.975 1.335 2.309610367 17.67 0 1089.698181 2 545.3521118 -1.132512845 -0.000617049 67.8837884153791313 SCO2 protein SCO2 homolog, mitochondrial precursor 9997 NP_005129.2 7.142857143 1 2 2 8 266 29.791 8.85 1.32 1.44 1.25 1.34 Significant 0.00172 SAEQISDSVR 6 153791313 1xTMT6plex [N-Term] 1.323 1.437 1.514 3.432226419 35.17 0 1320.695674 2 660.8521118 0.963698782 0.000636376 32.69355048LLGLTGSTK 2 153791313 2xTMT6plex [N-Term; K9] 1.021 2.792322397 16.56 0 1347.861173 2 674.4365845 3.501640531 0.002359863 56.524343044826643 ANXA3 annexin A3 306 NP_005130.1 69.65944272 1 23 23 307 323 36.353 5.92 0.88 0.92 0.89 0.89 Significant 0.00018 HYGYSLYSAIK 10 4826643 2xTMT6plex [N-Term; K11] 0.978 0.978 0.945 4.426428318 41.72 0 1759.978327 2 880.4926758 -0.143488983 -0.000126269 52.24961102SDTSGDYEITLLK 16 4826643 2xTMT6plex [N-Term; K13] 0.89 0.96 0.931 4.980710506 57.17 0 1900.031545 2 950.5198364 0.448198644 0.000425796 64.33534921DYPDFSPSVDAEAIQK 12 4826643 2xTMT6plex [N-Term; K16] 0.855 0.894 0.898 4.993000507 53.83 0 2240.1487 2 1120.578125 0.122250813 0.00013693 59.82114723DISQAYYTVYK 12 4826643 2xTMT6plex [N-Term; K11] 0.879 1.036 0.931 5.563062191 62.62 0 1808.983472 2 904.9942017 -1.296678341 -0.001172835 57.10767097GDLSGHFEHLMVALVTPPAVFDAK 22 4826643 2xTMT6plex [N-Term; K24] 0.803 0.783 0.779 6.878958225 39.69 0 3009.62722 4 753.1622314 -0.041071116 -3.09E-05 101.7853623GAGTNEDALIEILTTR 44 4826643 1xTMT6plex [N-Term] 0.927 0.917 0.845 6.498506069 94.28 0 1903.033386 2 952.0202026 -0.135460872 -0.000128893 85.68026645GIGTDEFTLNR 14 4826643 1xTMT6plex [N-Term] 0.982 0.874 0.976 4.837647915 71.38 0 1451.769174 2 726.3878784 -0.477564943 -0.000346657 47.91673366SLGDDISSETSGDFR 28 4826643 1xTMT6plex [N-Term] 0.855 0.89 0.835 5.333931923 79.78 0 1814.860567 2 907.9333496 -0.630594587 -0.000572221 44.68723084WGTDEDKFTEILCLR 17 4826643 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C13] 1.049 1.124 0.821 4.876179218 20.01 1 2341.226239 2 1171.115234 -1.301253997 -0.001523265 84.87870441

DESLKVDEHLAK 10 4826643 3xTMT6plex [N-Term; K5; K12] 1.307 1.211 1.21 4.826981068 14.8 1 2071.200231 3 691.071106 -0.707878883 -0.00048872 50.51434661SEIDLLDIR 12 4826643 1xTMT6plex [N-Term] 0.856 1.162 0.96 3.335363388 59.62 0 1302.746647 2 651.8773804 0.642398266 0.000418441 65.29522013MLISILTER 13 4826643 1xTMT6plex [N-Term] 0.823 0.889 0.917 3.980806589 36.96 0 1304.780924 2 652.8937378 -0.555920192 -0.000362677 86.26313935ALLTLADGR 7 4826643 1xTMT6plex [N-Term] 0.731 0.91 0.856 3.267414093 39.38 0 1158.704389 2 579.855896 0.109408568 6.34E-05 54.46473207QDAQILYK 14 4826643 2xTMT6plex [N-Term; K8] 0.981 0.924 0.925 3.321890593 42.76 0 1436.851336 2 718.9290771 -0.319095729 -0.000229247 44.43569628EYQAAYGK 12 4826643 2xTMT6plex [N-Term; K8] 0.972 0.98 0.912 3.289832592 36.97 0 1387.762187 2 694.3845825 -0.215037519 -0.00014921 29.92238145FTEILCLR 6 4826643 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.507 0.963 0.748 3.175698757 32.61 0 1280.72341 2 640.8652344 -0.169950825 -0.00010883 76.02799684MLISILTER 4 4826643 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.867 0.895 2.584415197 19.41 0 1320.775839 2 652.8937378 -0.555920192 -0.000362677 86.26313935VDEHLAK 14 4826643 2xTMT6plex [N-Term; K7] 0.686 0.661 0.686 3.126965523 34.91 0 1269.756708 2 635.381958 -0.053698771 -3.41E-05 42.31654228NTPAFLAER 6 4826643 1xTMT6plex [N-Term] 0.847 0.962 1.072 3.431936026 28.06 0 1247.694552 2 624.3496094 -2.091890195 -0.00130502 52.63678436LTFDEYR 12 4826643 1xTMT6plex [N-Term] 0.92 0.906 0.908 2.741938114 30.6 0 1172.614905 2 586.8110352 -0.094837188 -5.56E-05 43.40524607DIVDSIK 12 4826643 2xTMT6plex [N-Term; K7] 0.944 0.94 1.02 2.706538439 34.92 0 1247.761124 2 624.3851318 1.492923476 0.000931406 49.53892524GIGTDEK 4 4826643 2xTMT6plex [N-Term; K7] 0.93 0.927 2.741831541 28.26 0 1177.682874 2 589.3447266 -0.592209512 -0.000348718 23.40059622ELKDDLK 5 4826643 3xTMT6plex [N-Term; K3; K7] 0.914 1.203 2.581339836 15.52 1 1547.96117 2 774.4837646 -0.592594403 -0.000458657 39.87918697RDESLKVDEHLAK 1 4826643 3xTMT6plex [N-Term; K6; K13] 1.423 4.001351357 2 2227.301342 5 446.2655029 -1.317110311 -0.00058672 47.8942406110863889 SART1 U4/U6.U5 tri-snRNP-associated protein 1 9092 NP_005137.1 33 1 22 22 137 800 90.2 6.13 1.29 1.18 1.18 1.22 Significant 0.000907 EAAGTTAAAGTGGATEQPPR 10 10863889 1xTMT6plex [N-Term] 1.283 1.559 1.323 6.968422413 73.51 0 2043.030426 3 681.6814575 -0.297074091 -0.00020231 20.25774512EEPVTADVINPMALR 4 10863889 1xTMT6plex [N-Term] 1.217 1.314 4.159383297 48.61 0 1884.009814 2 942.5093994 0.906522945 0.000853949 68.95827138DKGVLQEEEDVLVNVNLVDKER 6 10863889 3xTMT6plex [N-Term; K2; K20] 1.625 1.079 1.801 7.390977383 28.72 2 3227.809032 4 807.7075195 -0.242844292 -0.000195964 79.03995959LQAQSLSTVGPR 6 10863889 1xTMT6plex [N-Term] 1.184 1.252 1.455 4.421932697 47.75 0 1485.858657 2 743.4325562 -0.552909463 -0.000410773 40.32565381DDGYEAAASSK 6 10863889 2xTMT6plex [N-Term; K11] 1.338 1.101 0.875 4.208701134 47.76 0 1571.795337 2 786.4007568 -0.699981797 -0.000550114 24.93223876VSEVEEEKEPVPQPLPSDDTR 4 10863889 2xTMT6plex [N-Term; K8] 1.016 0.725 4.650798798 13.06 1 2838.477303 3 946.8289795 -1.732715436 -0.001639424 57.08714218MSSSDTPLGTVALLQEK 12 10863889 2xTMT6plex [N-Term; K17] 1.185 1.077 0.981 5.102201939 52.93 0 2235.230655 2 1118.117188 -1.591169122 -0.001778315 84.71747337
GLAAALLLCQNK 10 10863889 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.26 1.209 0.531 4.263757229 54.92 0 1730.039882 2 865.5224609 -1.292996204 -0.001118467 84.62199345

LASEYLTPEEMVTFK 8 10863889 2xTMT6plex [N-Term; K15] 1.29 1.349 1.291 4.380674362 30.85 0 2216.192479 2 1108.598145 -1.564041722 -0.001733109 85.73311149
SLPSAVYCIEDK 12 10863889 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.373 1.414 1.229 3.835004091 58.54 0 1839.992657 2 920.4919434 -8.72124744 -0.008023516 62.42489895
LGLKPLEVNAIK 5 10863889 3xTMT6plex [N-Term; K4; K12] 0.84 1.017 0.977 3.741476059 15.94 0 1982.298094 3 661.437561 0.01786082 1.18E-05 71.92716166EGETMILTLK 4 10863889 2xTMT6plex [N-Term; K10] 1.149 1.366 3.543207645 42.16 0 1592.933351 2 796.9706421 0.412076053 0.000328205 67.13742125GLLETTVQK 6 10863889 2xTMT6plex [N-Term; K9] 1.251 1.271 1.148 3.632009983 50.95 0 1446.893201 2 723.949646 -0.819395524 -0.000592789 50.71703048YDEELEGERPHSFR 6 10863889 1xTMT6plex [N-Term] 1.424 1.136 1.606 4.12930727 20.43 0 1992.961284 4 498.9954529 -0.653548352 -0.000325624 32.59939557GWEEDEDPER 6 10863889 1xTMT6plex [N-Term] 1.431 1.541 0.936 2.831355333 35.86 0 1490.659683 2 745.8331299 -0.469224722 -0.000349727 26.01360148LEQGGTADGLR 6 10863889 1xTMT6plex [N-Term] 0.656 0.817 0.493 3.813127756 39.48 0 1345.727309 2 673.3651733 -3.14973939 -0.002119345 29.08079403RDDGYEAAASSK 4 10863889 2xTMT6plex [N-Term; K12] 1.62 1.321 4.138094425 15.06 1 1727.896448 3 576.637085 0.146648147 8.45E-05 21.34441079IEYVDETGR 7 10863889 1xTMT6plex [N-Term] 0.992 0.776 1.002 3.470267296 29 0 1310.678962 2 655.8425293 -0.900011585 -0.000589813 34.20167157SQAEPSER 6 10863889 1xTMT6plex [N-Term] 1.18 1.785 1.695 2.604640961 33.82 0 1132.579582 2 566.7930298 -0.705495402 -0.000399515 14.57109659GFTQDFK 4 10863889 2xTMT6plex [N-Term; K7] 1.16 1.205 2.344677925 17.27 0 1300.730158 2 650.868042 -1.038743983 -0.000675563 46.16548983KLDEEALLK 2 10863889 3xTMT6plex [N-Term; K1; K9] 1.406 3.591730833 2.29 1 1746.097998 3 582.7042847 0.173543471 0.000101008 62.53571015EKDLAEK 3 10863889 3xTMT6plex [N-Term; K2; K7] 1.471 1.452 3.048427582 3.23 1 1519.92987 3 507.3148193 0.022953567 1.16E-05 30.36276842

205360838 DNAJA3 dnaJ homolog subfamily A member 3, mitochondrial isoform 1 9093 NP_005138.3 26.875 1 10 10 77 480 52.456 9.26 0.93 0.99 0.92 0.95 Significant 0.000533
EAGEDEEGFLSK 6 205360838 2xTMT6plex [N-Term; K12] 0.998 0.967 0.969 4.645328999 65.72 0 1768.900531 2 884.9517212 -2.467502899 -0.002182384 47.44812032FSQLAEAYEVLSDEVKR 6 205360838 2xTMT6plex [N-Term; K16] 1.321 1.302 1.063 6.652466297 43.56 1 2442.328061 3 814.7797241 -1.409174621 -0.001147222 99.26552569



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

VMIPVPAGVEDGQTVR 13 205360838 1xTMT6plex [N-Term] 0.911 1.033 0.899 4.535130024 36.07 0 1897.041449 2 949.0238647 -0.524990012 -0.000497964 73.07684777AQGLYETINVTIPPGTQTDQK 2 205360838 2xTMT6plex [N-Term; K21] 1.116 3.420799017 24.17 0 2732.48708 3 911.4991455 -1.536024303 -0.001399056 70.0267718FSQLAEAYEVLSDEVK 24 205360838 2xTMT6plex [N-Term; K16] 0.811 0.872 0.844 6.2911973 72.89 0 2286.22695 2 1143.619141 1.773581577 0.002027405 102.1714765KQYDAYGSAGFDPGASGSQHSYWK 4 205360838 3xTMT6plex [N-Term; K1; K24] 1.113 1.177 5.711442471 28.87 1 3294.642301 4 824.4135132 -3.059013606 -0.002519589 51.18755681GGPTVDPEELFR 6 205360838 1xTMT6plex [N-Term] 0.927 1.171 0.84 4.829819679 49.44 0 1545.811038 2 773.4094849 0.423594182 0.000327398 65.57584132GSIIISPCVVCR 8 205360838 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C8; C11] 1.654 0.803 0.972 4.19099617 39.73 0 1589.870485 2 795.4371948 -2.120840405 -0.001685931 65.87488045
KAYYQLAK 6 205360838 3xTMT6plex [N-Term; K1; K8] 1.019 1.024 0.928 4.215162277 10.6 1 1672.040089 3 558.0186768 0.830119712 0.000462664 44.21652602GNEPGTK 2 205360838 2xTMT6plex [N-Term; K7] 1.206 1.853485942 6.67 0 1160.667558 2 580.836792 -1.077729464 -0.000625443 17.03449833

4827050 USP14 ubiquitin carboxyl-terminal hydrolase 14 isoform a 9097 NP_005142.1 57.89473684 1 29 29 228 494 56.033 5.3 0.92 0.95 0.96 0.94 Significant 0.000162
LEAIEDDSVKETDSSSASAATPSK 12 4827050 3xTMT6plex [N-Term; K10; K24] 1.252 1.148 1.085 7.934493542 41.09 1 3125.630459 4 782.1622314 -1.075833754 -0.000840665 49.16959398AQLFALTGVQPAR 14 4827050 1xTMT6plex [N-Term] 0.957 0.986 0.999 5.019657135 60 0 1600.937242 2 800.9719849 -0.342795097 -0.000274397 68.20202354TSSSIPPIILLQFLHMAFPQFAEK 7 4827050 2xTMT6plex [N-Term; K24] 1.711 1.289 0.681 5.493659496 47.64 0 3173.78372 3 1058.599243 -0.171362594 -0.000181289 113.2644763ASGEMASAQYITAALR 6 4827050 1xTMT6plex [N-Term] 0.632 0.415 0.423 4.829513073 74.4 0 1868.973763 2 934.9912109 0.739494062 0.000691047 64.20244031GEQGQYLQQDANECWIQMMR 4 4827050 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.05 0.915 4.76759243 46.77 0 2714.232256 3 905.4175415 2.142595464 0.001938501 71.33210529EKFEGVELNTDEPPMVFK 8 4827050 3xTMT6plex [N-Term; K2; K18] 1.052 1.005 6.249209881 28.76 1 2796.509679 3 932.840271 -1.222792735 -0.001139851 74.9288154

ENQLQLSCFINQEVK 6 4827050 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 0.901 0.959 1.067 4.953587532 36.86 0 2308.237138 3 770.085083 1.541472226 0.001186028 74.01729639
CTESEEEEVTK 10 4827050 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.02 1.069 0.776 4.558449745 49.51 0 1798.878081 2 899.9431152 0.485329584 0.000436524 23.52867247

GKENQLQLSCFINQEVK 18 4827050 3xTMT6plex [N-Term; K2; K17]; 1xCarbamidomethyl [C10] 1.148 1.143 1.181 6.035194874 39.54 1 2722.516496 3 908.1752319 -1.966485502 -0.001784596 69.39801461
SLIDQFFGVEFETTMK 6 4827050 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 0.838 0.979 5.192108631 51.48 0 2366.235406 3 789.4161987 -0.576231169 -0.0004545 103.6016728FEGVELNTDEPPMVFK 2 4827050 2xTMT6plex [N-Term; K16] 0.826 5.018541336 41.73 0 2310.209191 3 770.7410278 -0.286153266 -0.000220358 85.19794515

FPLMLDMYELCTPELQEK 6 4827050 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 0.903 0.821 1.401 5.285657883 43.61 0 2715.384789 4 683.5998535 -0.776229499 -0.000530044 98.86757042
FPLMLDMYELCTPELQEK 15 4827050 2xTMT6plex [N-Term; K18]; 1xOxidation [M]; 1xCarbamidomethyl [C11] 1.018 0.956 0.993 5.806296349 51.17 0 2731.379704 4 683.5998535 -0.776229499 -0.000530044 98.86757042
FPLMLDMYELCTPELQEK 14 4827050 2xTMT6plex [N-Term; K18]; 2xOxidation [M4; M7]; 1xCarbamidomethyl [C11] 1.032 1.009 0.961 5.194227219 51.07 0 2747.374619 4 683.5998535 -0.776229499 -0.000530044 98.86757042

ETDSSSASAATPSK 16 4827050 2xTMT6plex [N-Term; K14] 0.586 0.659 0.645 5.155993462 77.96 0 1796.927808 2 898.9667969 -0.829593706 -0.00074536 20.37555493LEAIEDDSVK 4 4827050 2xTMT6plex [N-Term; K10] 0.507 0.785 3.63086915 33.69 0 1576.883424 2 788.9447021 -0.82208558 -0.000648167 50.8164967
GEQGQYLQQDANECWIQMMR 4 4827050 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C14] 0.482 2.47297287 15.86 0 2730.227171 3 905.4175415 2.142595464 0.001938501 71.33210529

GGTLKDDDWGNIK 6 4827050 3xTMT6plex [N-Term; K5; K13] 1.202 1.001 2.086 3.635632992 18.85 1 2106.17983 3 702.7312622 -0.283128201 -0.000198773 51.67701121SSSSGHYVSWVK 6 4827050 2xTMT6plex [N-Term; K12] 0.799 0.843 0.878 3.136453152 10.43 0 1781.958655 3 594.6577759 0.067210717 3.99E-05 42.53514414VSIVTPEDILR 6 4827050 1xTMT6plex [N-Term] 0.508 0.696 0.676 3.871260881 43.36 0 1470.87291 2 735.9398804 -0.289758421 -0.000213099 75.46724581VNQQPNTSDKK 6 4827050 3xTMT6plex [N-Term; K10; K11] 0.915 0.947 1.054 3.761339664 20.03 1 1946.1274 3 649.3798828 -1.184435561 -0.000768354 21.24024225ETDSSSASAATPSKK 2 4827050 3xTMT6plex [N-Term; K14; K15] 1.004 3.165070295 6.31 1 2154.185703 3 718.7322388 -1.643196964 -0.001179917 22.91881385KVNQQPNTSDK 4 4827050 3xTMT6plex [N-Term; K1; K11] 0.935 0.847 3.671320915 9.01 1 1946.1274 3 649.3806152 -0.055390451 -3.59E-05 36.42708433VNQQPNTSDK 4 4827050 2xTMT6plex [N-Term; K10] 0.992 0.931 3.415402651 30.75 0 1588.869505 2 794.9371948 -1.505637533 -0.001196131 20.22766937FDDDKVSIVTPEDILR 4 4827050 2xTMT6plex [N-Term; K5] 1.135 0.9 4.452018738 12.57 1 2320.280048 3 774.0975952 -0.782494109 -0.000605202 79.50759321PLYSVTVK 3 4827050 2xTMT6plex [N-Term; K8] 0.989 1.022 1.04 30.42 0 1364.855359 2 682.9326172 1.904073558 0.001299393 55.93046058DLFDSMDK 6 4827050 2xTMT6plex [N-Term; K8] 0.602 0.598 2.787358761 30.93 0 1428.744488 2 714.875 -1.234965394 -0.000882225 57.74335966LSGGGDWHIAYVLLYGPR 1 4827050 1xTMT6plex [N-Term] 1.22 2.365325451 0 2203.186139 3 735.0631104 -5.156765972 -0.003787105 92.78914288LQEEITK 14 4827050 2xTMT6plex [N-Term; K7] 0.906 1.018 1.084 3.077943802 32.44 0 1318.798238 2 659.9035034 1.131504346 0.000746113 40.53576238YLFTGLK 6 4827050 2xTMT6plex [N-Term; K7] 1.022 1.09 1.079 3.128156662 26.38 0 1299.807681 2 650.4047241 -4.238271473 -0.002754469 69.48491549KVNQQPNTSDKK 3 4827050 4xTMT6plex [N-Term; K1; K11; K12] 0.963 1.126 1.104 4.046753407 2 2303.385295 4 576.6015015 -0.48590682 -0.000279808 24.10105135SLIDQFFGVEFETTMK 2 4827050 2xTMT6plex [N-Term; K16] 100 1.870096564 5.53 0 2350.240491 3 789.4161987 -0.576231169 -0.0004545 103.6016728KQDEWIK 3 4827050 3xTMT6plex [N-Term; K1; K7] 0.98 0.955 3.18584919 4.23 1 1633.988053 3 545.3335571 -1.184410912 -0.000645104 40.37418113
190684690 USP8 ubiquitin carboxyl-terminal hydrolase 8 isoform a 9101 NP_005145.3 4.919499106 1 3 3 4 1118 127.444 8.51 1.37 0.9 1.39 1.22 Significant 0.0168

INDQFAGYSQQDSQELLLFLMDGLHEDLNK 2 190684690 2xTMT6plex [N-Term; K30]; 1xOxidation [M21] 0.9 2.899669409 0.18 0 3955.978804 4 989.7548828 4.777032674 0.00472446 110.8006425
STVQCLTCHK 1 190684690 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C5; C8] 1.386 1.897423744 0 1691.897317 3 564.6363525 -1.662638024 -0.000937671 31.57047936

SESTNHEQQSPQSGK 1 190684690 2xTMT6plex [N-Term; K15] 1.374 1.863898158 0 2102.051445 3 701.3565063 1.674884303 0.001173564 25.038601734885063 ALDOC fructose-bisphosphate aldolase C 230 NP_005156.1 53.57142857 1 13 17 392 364 39.431 6.87 1.13 1.12 1.12 1.12 Significant 0.00000881 VDKGVVPLAGTDGETTTQGLDGLSER 30 4885063 2xTMT6plex [N-Term; K3] 2.057 1.929 2.025 7.998178482 73.72 1 3073.641743 4 769.1669312 1.350775309 0.00103795 61.55904343YEGSGEDGGAAAQSLYIANHAY 6 4885063 1xTMT6plex [N-Term] 0.01 4.258278847 58.71 0 2473.146912 2 1237.076782 -0.252531248 -0.000312273 54.36866416TVPPAVPGVTFLSGGQSEEEASFNLNAINR 2 4885063 1xTMT6plex [N-Term] 1.106 3.556531668 24.2 0 3330.71675 3 1110.910034 -0.360385175 -0.000400114 89.83930169TPSALAILENANVLAR 40 4885063 1xTMT6plex [N-Term] 0.93 0.957 0.979 5.513128757 67.11 0 1882.095927 2 941.5513306 -0.288336625 -0.000271339 94.1684105YTPEEIAMATVTALR 28 4885063 1xTMT6plex [N-Term] 0.996 1.056 0.982 5.251277447 55.81 0 1895.014565 3 632.3433838 0.544996965 0.000344259 96.54713536LSQIGVENTEENR 8 4885063 1xTMT6plex [N-Term] 0.854 0.684 0.811 4.862474442 58.1 0 1717.891808 2 859.4490356 -0.589676796 -0.0005065 36.92672715GVVPLAGTDGETTTQGLDGLSER 73 4885063 1xTMT6plex [N-Term] 0.88 0.877 1.095 6.913895607 106.21 0 2502.288491 3 834.7672119 -0.562947805 -0.000469553 60.08835086GILAADESVGSMAK 10 4885063 2xTMT6plex [N-Term; K14] 1.008 0.959 0.955 4.882117748 90.74 0 1807.003556 2 904.005188 -0.252624538 -0.000228247 56.98805436GILAADESVGSMAK 2 4885063 2xTMT6plex [N-Term; K14]; 1xOxidation [M12] 0.856 3.270559311 74.02 0 1822.998471 2 904.005188 -0.252624538 -0.000228247 56.98805436LSQIGVENTEENRR 8 4885063 1xTMT6plex [N-Term] 0.955 0.909 0.807 4.804276466 18.53 1 1873.992919 3 625.3354492 -0.599908217 -0.000374741 30.98132836PHSYPALSAEQK 2 4885063 2xTMT6plex [N-Term; K12] 1.044 0.999 15.46 0 1785.989955 3 596.0014648 -0.063527093 -3.78E-05 33.33254019QVLFSADDR 4 4885063 1xTMT6plex [N-Term] 1.146 1.087 3.793878078 46.68 0 1279.684381 2 640.3450928 -1.15062991 -0.000736222 39.70854327KDGADFAK 17 4885063 3xTMT6plex [N-Term; K1; K8] 1.471 1.548 1.367 3.789806366 14.26 1 1538.914554 3 513.6425781 -0.892223026 -0.000457685 30.47737131VLAAVYK 112 4885063 2xTMT6plex [N-Term; K7] 1 1.011 1.012 3.289269447 33.46 0 1221.797116 2 611.401123 -1.756777964 -0.001073213 55.68123109ELSDIALR 6 4885063 1xTMT6plex [N-Term] 0.939 1.053 1.162 2.611160278 44.13 0 1145.672754 2 573.3394775 -0.938882304 -0.000537826 55.57360747GIVVGIK 8 4885063 2xTMT6plex [N-Term; K7] 0.985 1.01 0.745 3.036589861 44.32 0 1143.786551 2 572.3967285 -0.324211497 -0.000185414 56.2992687DGADFAK 18 4885063 2xTMT6plex [N-Term; K7] 0.758 0.787 0.797 3.128635883 25.91 0 1181.656659 2 591.3320923 0.210492879 0.000124365 29.46647744
CQYVTEK 16 4885063 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 0.931 0.886 1 3.315196991 31.24 0 1385.749908 2 693.3778687 -1.044362554 -0.000723613 29.70667558

YTPEEIAMATVTALR 2 4885063 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.887 1.597943544 11.98 0 1911.00948 3 632.3433838 0.544996965 0.000344259 96.54713536
4885079 ATP5C1 ATP synthase subunit gamma, mitochondrial isoform H (heart) precursor 509 NP_005165.1 41.75084175 1 1 13 165 297 32.86 9.31 0.95 0.97 0.98 0.96 Significant 0.0000832

THSDQFLVAFK 12 4885079 2xTMT6plex [N-Term; K11] 0.949 0.989 0.956 4.599665642 53.25 0 1750.989227 2 875.99823 -0.024654099 -2.16E-05 60.25289341IYGLGSLALYEK 16 4885079 2xTMT6plex [N-Term; K12] 0.883 0.949 0.941 4.9187994 82.32 0 1785.056243 2 893.0305786 -1.323657698 -0.001181402 82.73815865SEVATLTAAGK 20 4885079 2xTMT6plex [N-Term; K11] 0.987 0.973 0.994 5.131842613 74.17 0 1505.893929 2 753.4502563 -0.460261293 -0.000346552 43.88559317ESTTSEQSAR 12 4885079 1xTMT6plex [N-Term] 1.129 1.388 1.08 3.847727299 57.51 0 1324.654203 2 662.8305054 -0.354219095 -0.000234609 14.49849472GLCGAIHSSIAK 8 4885079 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.933 0.91 1.034 3.985260248 25.09 0 1671.961632 3 557.9909058 -2.074123459 -0.001155952 43.9132494
EVMLVGIGDK 20 4885079 2xTMT6plex [N-Term; K10] 0.964 0.977 1.003 4.629540443 55.04 0 1518.896572 2 759.951416 -0.66914283 -0.000508179 66.63656623ELIEIISGAAAL 6 4885079 1xTMT6plex [N-Term] 0.856 0.775 0.855 3.621259689 53.27 0 1428.851112 2 714.9292603 0.092121434 6.58E-05 109.4817699MTAMDNASK 6 4885079 2xTMT6plex [N-Term; K9] 0.738 0.711 0.862 3.899416924 48.78 0 1426.743442 2 713.8760986 1.036385086 0.000739328 30.95757012KHLLIGVSSDR 6 4885079 2xTMT6plex [N-Term; K1] 1.111 0.998 3.517798185 19.06 1 1683.03176 4 421.5133362 -0.145679626 -6.13E-05 37.59327443EVMLVGIGDK 10 4885079 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 1.098 1.006 1.051 2.982232809 35.79 0 1534.891487 2 759.951416 -0.66914283 -0.000508179 66.63656623NASEMIDK 8 4885079 2xTMT6plex [N-Term; K8] 0.845 0.949 0.894 3.696643114 36.05 0 1365.744822 2 683.3760986 0.072082005 4.92E-05 36.11334204
MTAMDNASK 6 4885079 2xTMT6plex [N-Term; K9]; 2xOxidation [M1; M4] 0.872 0.851 2.885275841 29.91 0 1458.733272 2 713.8760986 1.036385086 0.000739328 30.95757012

EVMLVGIGDKIR 2 4885079 2xTMT6plex [N-Term; K10] 0.873 0.897 3.295190334 1 1788.081747 3 596.6983643 -0.67510144 -0.000402379 66.79757763MTAMDNASK 12 4885079 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 0.859 1.01 0.978 2.798952818 35.17 0 1442.738357 2 713.8760986 1.036385086 0.000739328 30.95757012LTLTFNR 16 4885079 1xTMT6plex [N-Term] 1.068 1.016 0.896 2.655853033 24.41 0 1093.65671 2 547.3320313 0.069208189 3.78E-05 54.07021391ADIKGPEDK 5 4885079 3xTMT6plex [N-Term; K4; K9] 1.265 1.303 1.506 1.986505389 16.98 1 1659.988447 2 830.4986572 0.958153129 0.000795262 31.36055916
85794840 ATP5G2 ATP synthase F(0) complex subunit C2, mitochondrial isoform b precursor 517 NP_005167.2 3.535353535 1 1 1 22 198 20.5 8.59 0.86 0.91 0.97 0.92 Significant 0.00121

DIDTAAK 22 85794840 2xTMT6plex [N-Term; K7] 0.864 0.913 0.972 3.16692543 40.68 0 1191.698524 2 596.3527222 -0.29897164 -0.000178142 26.188098512408656 CAPN1 calpain-1 catalytic subunit 823 NP_005177.2 57.28291317 1 33 34 372 714 81.838 5.67 1.08 1.11 1.1 1.1 Significant 0.0000647 DMETIGFAVYEVPPELVGQPAVHLK 14 12408656 2xTMT6plex [N-Term; K25]; 1xOxidation [M2] 1.308 1.155 1.051 7.273355961 50.4 0 3213.726993 3 1066.581665 -0.511776088 -0.000545508 95.34360293DMETIGFAVYEVPPELVGQPAVHLK 20 12408656 2xTMT6plex [N-Term; K25] 1.042 1.147 1.067 8.29361248 54.19 0 3197.732078 3 1066.581665 -0.511776088 -0.000545508 95.34360293DEAFPPVPQSLGYK 18 12408656 2xTMT6plex [N-Term; K14] 1.035 1.035 3.692798615 47.93 0 2006.099899 3 669.3705444 -1.405198824 -0.000939656 69.79622913LGLVEFNILWNR 10 12408656 1xTMT6plex [N-Term] 0.673 0.65 0.813 4.531832218 62.62 0 1702.984192 2 851.9940186 -2.015045495 -0.001715795 102.6644603WNTTLYEGTWR 12 12408656 1xTMT6plex [N-Term] 1.042 1.1 0.925 4.384626865 41.99 0 1655.837922 2 828.4215088 -1.317044287 -0.001090406 61.96724722LVFVHSAEGNEFWSALLEK 22 12408656 2xTMT6plex [N-Term; K19] 1.088 1.224 1.01 7.034054756 73.84 0 2634.433195 3 878.8143311 -1.804800345 -0.001584875 102.0999541TLDTDLDGVVTFDLFK 2 12408656 2xTMT6plex [N-Term; K16] 100 3.6831007 39.5 0 2257.236786 3 753.0845337 1.001921567 0.000753858 109.5044111NPWGEVEWTGAWSDSSSEWNNVDPYER 7 12408656 1xTMT6plex [N-Term] 100 0.755 3.759676695 38.85 0 3426.513693 3 1142.841431 -1.153933172 -0.001317989 87.09325144RPTELLSNPQFIVDGATR 14 12408656 1xTMT6plex [N-Term] 1.117 0.946 1.321 6.571550846 50.2 0 2243.234546 3 748.4172363 1.163487064 0.000869991 61.06301935LPPGEYVVVPSTFEPNKEGDFVLR 27 12408656 2xTMT6plex [N-Term; K17] 1.215 1.147 1.215 5.911699295 17.8 1 3147.713058 4 787.6835327 -0.240342945 -0.000189133 85.39316219NYPATFWVNPQFK 14 12408656 2xTMT6plex [N-Term; K13] 1.109 1.12 1.152 4.809107304 52.22 0 2070.121303 2 1035.563232 -1.021677448 -0.001057498 84.56059882SAGTVELDDQIQANLPDEQVLSEEEIDENFK 4 12408656 2xTMT6plex [N-Term; K31] 1.1 1.649 5.579895496 37.19 0 3933.949337 4 984.243042 0.254583541 0.00025038 84.65035129
ESGCSFVLALMQK 10 12408656 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.047 1.021 0.912 4.263784885 61.28 0 1928.038561 2 964.524292 1.424190589 0.001372947 88.92127845
LEICNLTPDALK 20 12408656 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 1.128 1.174 1.236 5.428771496 78.13 0 1845.055592 2 923.0314941 0.064996009 6.00E-05 76.20227798

GSLLGCSIDISSVLDMEAITFK 14 12408656 2xTMT6plex [N-Term; K22]; 1xOxidation [M16]; 1xCarbamidomethyl [C6] 1.45 1.342 1.274 5.990341187 78.84 0 2830.498239 3 944.1680908 -3.010155224 -0.00284008 105.8710728
QLAGEDMEISVK 12 12408656 2xTMT6plex [N-Term; K12] 1.15 1.046 1.26 5.026781559 68.18 0 1777.977007 2 889.4904175 -1.939518368 -0.00172421 63.70420066APSDLYQIILK 8 12408656 2xTMT6plex [N-Term; K11] 0.817 1.053 1.133 3.774956465 44.11 0 1719.045679 2 860.0261841 -0.341588327 -0.000293603 87.8715318GHAYSVTGAK 12 12408656 2xTMT6plex [N-Term; K10] 1.008 1.09 1.042 4.516504765 43.56 0 1448.826184 2 724.9159546 -1.07086021 -0.000775745 21.75688949LDETDDPDDYGDR 14 12408656 1xTMT6plex [N-Term] 0.854 1.229 1.002 4.028969765 47.08 0 1754.755433 2 877.8797607 -1.817014249 -0.001594208 29.60321211KAPSDLYQIILK 10 12408656 3xTMT6plex [N-Term; K1; K12] 1.113 1.142 1.169 4.719593525 26.47 1 2076.303574 3 692.770752 -2.827669662 -0.001957034 79.02093343LPPGEYVVVPSTFEPNK 8 12408656 2xTMT6plex [N-Term; K17] 0.811 0.968 0.74 4.162243366 17.13 0 2331.300055 3 777.7684937 -3.915207289 -0.003042508 78.4090824YLGQDYEQLR 12 12408656 1xTMT6plex [N-Term] 1.267 1.029 1.147 4.716761112 41.62 0 1513.784824 2 757.3964233 0.493114791 0.000373235 43.59574121SGSMSAYEMR 6 12408656 1xTMT6plex [N-Term] 0.913 0.979 0.719 3.635996819 41.6 0 1347.623437 2 674.3152466 -0.163863236 -0.000110413 27.33413687ESGCSFVLALMQK 2 12408656 2xTMT6plex [N-Term; K13]; 1xOxidation [M11]; 1xCarbamidomethyl [C4] 1.041 4.107706547 18.68 0 1944.033476 2 964.524292 1.424190589 0.001372947 88.92127845MEDGEFWMSFR 13 12408656 1xTMT6plex [N-Term] 1.009 0.986 1.256 4.285482883 27.5 0 1663.744615 2 832.3748169 -1.357107886 -0.00112894 77.33933927MAIESAGFK 2 12408656 2xTMT6plex [N-Term; K9] 0.968 3.303551912 34.53 0 1411.801943 2 706.4039307 -0.962225531 -0.000679236 52.70295288KLYELIITR 13 12408656 2xTMT6plex [N-Term; K1] 0.862 1.101 1.055 3.886167049 18.81 1 1607.029635 3 536.3473511 -1.328449269 -0.000711619 70.40207815GSTAGGCR 4 12408656 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.059 0.369 2.11092639 37.22 0 994.4937443 2 497.7504578 -0.105966133 -5.27E-05 12.77638229LYELIITR 4 12408656 1xTMT6plex [N-Term] 1.193 0.887 3.007124662 36.35 0 1249.77174 2 625.3890991 -0.654717807 -0.000409124 77.58888858SEQFINLR 6 12408656 1xTMT6plex [N-Term] 1.188 1.025 1.203 3.060768843 31.5 0 1235.694552 2 618.3504639 -0.729189607 -0.000450528 45.66444985GQVVSLIR 6 12408656 1xTMT6plex [N-Term] 1.25 1.098 1.128 2.877795696 31.09 0 1100.698909 2 550.8533936 0.546152422 0.000300575 47.64572164DLGPNSSK 8 12408656 2xTMT6plex [N-Term; K8] 1.116 1.084 1.193 3.170696259 24.71 0 1275.730887 2 638.3689575 -0.19463426 -0.00012415 25.85902318CLQSGTLFR 6 12408656 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.907 1.044 0.979 3.149405241 34.6 0 1310.708822 2 655.8562622 -2.72717775 -0.001787268 45.69946358NYLSIFR 4 12408656 1xTMT6plex [N-Term] 0.728 0.49 2.342591763 20.28 0 1141.65671 2 571.3317871 -0.361396947 -0.000206296 64.10846787WLQLTMFA 2 12408656 1xTMT6plex [N-Term] 1.235 2.145091534 26.55 0 1238.680482 2 627.8406372 -1.115273274 -0.000699653 95.01232746WLQLTMFA 6 12408656 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.063 0.9 0.838 1.965497494 29.71 0 1254.675397 2 627.8406372 -1.115273274 -0.000699653 95.01232746EGDFVLR 6 12408656 1xTMT6plex [N-Term] 0.634 0.824 0.848 2.3080163 13.85 0 1064.593776 2 532.8001709 -0.667299717 -0.000355202 39.5951598952426745 CBL E3 ubiquitin-protein ligase CBL 867 NP_005179.2 7.06401766 1 5 5 18 906 99.569 6.54 1.14 0.99 1.33 1.16 Significant 0.0072 VPVSAPSSSDPWTGR 4 52426745 1xTMT6plex [N-Term] 0.876 0.986 3.782708168 20.44 0 1771.917629 3 591.3110962 0.62463074 0.000368931 49.40279694LFQPWSSLLR 6 52426745 1xTMT6plex [N-Term] 1.312 0.969 1.432 3.577186346 28.71 0 1475.857201 2 738.4265137 -7.758234499 -0.005725023 98.34109128NSPPYILDILPDTYQHLR 4 52426745 1xTMT6plex [N-Term] 1.112 4.313965321 14.8 0 2384.281162 3 795.430542 -1.714916639 -0.001362948 91.75654901GTEPIVVDPFDPR 4 52426745 1xTMT6plex [N-Term] 1.444 1.298 3.098655701 21.36 0 1670.895102 2 835.949646 -1.847433635 -0.001543434 64.68878867ADAAEFWR 2 52426745 1xTMT6plex [N-Term] 1.124 2.711451292 11.56 0 1194.610488 2 597.8091431 0.436353789 0.000260636 49.1087937128872796 CEBPB CCAAT/enhancer-binding protein beta isoform a 1051 NP_005185.2 23.76811594 1 6 6 29 345 36.083 8.31 1.51 1.48 1.28 1.42 Significant 0.00256

APPTACYAGAAPAPSQVK 6 28872796 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C6] 1.785 1.273 1.297 5.804302216 41.77 0 2215.194545 3 739.0691528 -0.740085746 -0.000546478 45.4422987
QLPEPLLASSGHC 6 28872796 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.751 1.331 1.031 4.746929169 67.04 0 1637.851858 2 819.4282837 -1.567172987 -0.001283399 55.25063738VLELTAENER 6 28872796 1xTMT6plex [N-Term] 1.489 1.867 1.36 4.15315485 40.53 0 1402.773925 2 701.8898926 -1.009445446 -0.000708012 44.49641708KEEAGAPGGGAGMAAGFPYALR 2 28872796 2xTMT6plex [N-Term; K1] 1.71 5.219897747 18.7 1 2536.338248 3 846.1168213 -0.921692055 -0.000779241 61.20243601
AEPGFEPADCKR 5 28872796 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.456 2.136 1.424 4.080844879 13.1 1 1834.952189 3 612.3228149 0.927683146 0.000567418 30.39469225

KVEQLSR 4 28872796 2xTMT6plex [N-Term; K1] 1.238 1.408 2.703835249 5.39 1 1317.825456 3 439.9465027 -0.38018188 -0.000167004 31.224510024885153 CRKL crk-like protein 1399 NP_005198.1 50.1650165 1 11 11 106 303 33.756 6.74 0.78 0.86 0.85 0.83 Significant 0.000918 TLYDFPGNDAEDLPFK 11 4885153 2xTMT6plex [N-Term; K16] 0.772 0.866 4.771003246 40.92 0 2300.185085 2 1150.595459 -0.62764134 -0.000721846 83.17146811DSSTCPGDYVLSVSENSR 6 4885153 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.011 0.94 2.711 4.870687485 66.85 0 2202.018207 2 1101.511963 -0.707368697 -0.000778819 48.38414654TALALEVGDIVK 22 4885153 2xTMT6plex [N-Term; K12] 0.764 0.901 0.925 5.252110481 66.32 0 1687.040593 2 844.0224609 -1.747494999 -0.001474048 84.67959715IGDQEFDHLPALLEFYK 12 4885153 2xTMT6plex [N-Term; K17] 0.828 0.858 0.741 5.502685547 37.72 0 2493.342983 3 831.7890015 3.797525891 0.003156178 100.4593577IHYLDTTTLIEPAPR 6 4885153 1xTMT6plex [N-Term] 0.684 0.971 0.979 5.143073082 48.74 0 1969.095593 3 657.0372314 0.78628277 0.000516089 66.75507809YPSPPMGSVSAPNLPTAEDNLEYVR 7 4885153 1xTMT6plex [N-Term] 0.982 0.812 0.967 5.999048233 39.62 0 2933.455239 3 978.4923096 2.432851486 0.002378887 71.88506934KGEILVIIEKPEEQWWSAR 8 4885153 3xTMT6plex [N-Term; K1; K10] 0.876 0.835 0.747 4.995466709 14.1 1 2998.733289 4 750.4385376 -0.322849444 -0.000242035 87.74372015VGMIPVPYVEK 16 4885153 2xTMT6plex [N-Term; K11] 0.73 0.727 0.743 4.102717876 36.54 0 1690.001371 2 845.5027466 -1.866635135 -0.001577308 83.39419842GLFPFTHVK 6 4885153 2xTMT6plex [N-Term; K9] 0.912 0.846 0.83 3.463815212 34.61 0 1503.908792 3 501.9746704 0.443152186 0.000222153 64.9537647SAWYMGPVSR 6 4885153 1xTMT6plex [N-Term] 0.885 1.107 0.874 3.816959143 40.59 0 1382.708822 2 691.8579102 -0.201291476 -0.000139164 51.25339812TLYDFPGNDAEDLPFKK 6 4885153 3xTMT6plex [N-Term; K16; K17] 0.822 1.384 4.180767536 6.99 1 2657.44298 3 886.4849243 -1.038705553 -0.0009201 76.94852218
20070197 DDOST dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa subunit precursor 1650 NP_005207.2 34.86842105 1 12 12 170 456 50.67 6.4 1.18 1.2 1.16 1.18 Significant 0.0000957

WVPFDGDDIQLEFVR 26 20070197 1xTMT6plex [N-Term] 1.157 1.292 1.277 4.231059074 51.78 0 2065.059207 3 689.0244751 -0.162347418 -0.000111752 93.37814042TLVLLDNLNVR 36 20070197 1xTMT6plex [N-Term] 1.225 1.318 1.294 4.742090225 67.73 0 1498.915444 2 749.9603271 -1.378438746 -0.001033082 76.14768376YSQTGNYELAVALSR 10 20070197 1xTMT6plex [N-Term] 1.708 0.906 0.876 5.365455627 75.46 0 1900.996607 2 951.0015259 -0.437624236 -0.000415961 59.22937097NTLLIAGLQAR 12 20070197 1xTMT6plex [N-Term] 1.044 1.033 1.013 4.24078989 47.4 0 1398.863014 2 699.934082 -1.520490197 -0.001063479 60.82441923GVGMVADPDNPLVLDILTGSSTSYSFFPDKPITQYPHAVGK 13 20070197 3xTMT6plex [N-Term; K30; K41]; 1xOxidation [M4] 1.082 1.525 0.974 7.937561989 33.54 0 5037.652661 6 837.7796631 -3.2161878 -0.002691766 111.8750812
GVGMVADPDNPLVLDILTGSSTSYSFFPDKPITQYPHAVGK 4 20070197 3xTMT6plex [N-Term; K30; K41] 1.115 1.23 6.47536087 35.94 0 5021.657746 6 837.7796631 -3.2161878 -0.002691766 111.8750812

ELGSECGIEFDEEK 21 20070197 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.149 1.125 1.064 4.947178841 66.91 0 2100.020722 2 1050.514038 0.036848148 3.87E-05 52.53705113
WVFKEEGVLR 9 20070197 2xTMT6plex [N-Term; K4] 1.599 1.221 1.895 3.797801018 9.99 1 1721.015047 2 861.0089111 -2.615737952 -0.002250862 62.6560445ETHSLFFR 10 20070197 1xTMT6plex [N-Term] 1.212 1.351 1.18 3.497762442 35.82 0 1265.683988 3 422.5658569 -0.766351813 -0.00032332 36.51074985LPDVYGVFQFK 2 20070197 2xTMT6plex [N-Term; K11] 1.438 2.645534992 27.88 0 1771.019464 3 591.0113525 0.022776253 1.34E-05 95.69328749GFELTFK 20 20070197 2xTMT6plex [N-Term; K7] 1.148 1.05 1.142 3.029321432 38.02 0 1299.771295 2 650.3887939 -0.756878828 -0.000491885 67.09363078SSLNPILFR 3 20070197 1xTMT6plex [N-Term] 1.024 0.934 2.03565526 11.85 0 1275.762238 2 638.3840942 -1.039342127 -0.000662977 62.27053821APTIVGK 4 20070197 2xTMT6plex [N-Term; K7] 1.029 0.984 2.650475264 16.12 0 1143.750166 2 572.3778687 -1.490741041 -0.000852518 39.91048498119395758 DIAPH1 protein diaphanous homolog 1 isoform 1 1729 NP_005210.3 42.37421384 1 48 48 437 1272 141.258 5.41 1.12 1.14 1.13 1.13 Significant 0.0000261 EMASLSAAAITVPPSVPSR 6 119395758 1xTMT6plex [N-Term] 1.117 1.093 1.289 5.1653862 39.44 0 2113.152456 3 705.0551147 -0.78777644 -0.000554897 66.62747709TMLETEEGILLLVR 22 119395758 1xTMT6plex [N-Term] 0.999 0.929 1.117 5.307466507 61.43 0 1846.055702 3 616.0233154 -0.167303152 -0.00010295 100.5794QDLEAEVSQLTGEVAK 16 119395758 2xTMT6plex [N-Term; K16] 1.159 0.831 0.813 5.09208107 51.26 0 2175.190899 3 725.7352295 0.108752093 7.89E-05 78.19892766EMVSQYLYTSK 12 119395758 2xTMT6plex [N-Term; K11] 1.108 1.295 1.078 4.507456303 59.77 0 1806.971193 2 903.9876099 -1.798602795 -0.001625012 57.2382388VQLNVFDEQGEEDSYDLK 12 119395758 2xTMT6plex [N-Term; K18] 1.262 1.092 1.233 5.657581806 48.42 0 2586.297548 3 862.7696533 -1.214736125 -0.001047223 72.73486717AEPHFLSILQHLLLVR 6 119395758 1xTMT6plex [N-Term] 1.464 1.561 6.293827534 48.9 0 2115.263996 4 529.5714722 0.029893136 1.58E-05 112.3457998AMDPAVPNMMIDAAK 10 119395758 2xTMT6plex [N-Term; K15] 1.075 1.141 1.229 4.773946762 56.58 0 2033.063396 2 1017.034363 -0.957522558 -0.000973352 70.38450319

LIEECISQIVLHK 11 119395758 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.217 1.072 1.221 5.166791439 55.65 0 2040.192754 3 680.7347412 -1.511360719 -0.001027822 90.71797936
LHDEKEETAGSYDSR 7 119395758 2xTMT6plex [N-Term; K5] 0.985 1.432 100 6.643173695 35.23 1 2195.098061 4 549.5301514 0.325579418 0.00017867 21.62869992
LVAEDLSQDCFWTK 9 119395758 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 1.111 1.151 100 4.383140087 51.87 0 2170.125462 2 1085.564941 -1.315996494 -0.001427939 77.36709214

ELGEYFLFDPK 22 119395758 2xTMT6plex [N-Term; K11] 1.191 1.336 1.187 3.321800947 54.45 0 1815.993309 2 908.499939 -0.389588612 -0.000353745 90.93636828DMPLLSCLESLR 20 119395758 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.268 1.458 1.307 4.952418327 50.47 0 1662.875629 2 831.94104 -0.496737014 -0.000413006 92.59892708VGCLQLINALITPAEELDFR 10 119395758 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.993 1.323 1.094 6.06184864 41.36 0 2501.363511 3 834.4589233 -0.51750194 -0.000431487 112.5180337
NAGAFGFNISFLCK 2 119395758 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 1.195 3.58925724 28.88 0 2004.077724 3 668.6969604 -0.696615868 -0.000465357 92.99712057TAQNLSIFLGSFR 16 119395758 1xTMT6plex [N-Term] 1.28 1.203 1.221 5.266928673 59.64 0 1682.942721 2 841.9759521 1.132847156 0.000953258 91.18202077LLSALCILPQPEDMNER 26 119395758 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.54 1.433 1.337 4.44366312 37.57 0 2228.16164 3 743.3922119 0.198393231 0.000147351 95.82290995NSETFPTILEEAK 10 119395758 2xTMT6plex [N-Term; K13] 1.456 1.377 1.293 4.958623886 74.57 0 1937.063179 2 969.03479 -0.452061597 -0.000437836 70.01902039

LQFSEQVENIKPEIVSVTAACEELR 9 119395758 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C21] 1.554 1.151 1.061 8.392134666 51.24 0 3347.792113 4 837.7046509 1.392271524 0.001165259 91.12729222
DDAMAAVPAK 4 119395758 2xTMT6plex [N-Term; K10] 1.46 1.198 2.910418272 37.36 0 1446.802671 2 723.9042969 -0.936050248 -0.00067714 40.21360645SPDELPSAGGDGGK 20 119395758 2xTMT6plex [N-Term; K14] 1.145 0.958 1.062 4.181453705 58.2 0 1744.911764 2 872.9572144 -2.643021359 -0.00230592 104.6996734LGLHQVLQDLR 14 119395758 1xTMT6plex [N-Term] 1.059 1.16 1.055 4.209898472 49.5 0 1520.911027 3 507.6418457 -0.028483339 -1.44E-05 63.75839452DVQNFPAATDEKDK 8 119395758 3xTMT6plex [N-Term; K12; K14] 0.963 0.961 0.908 5.720406055 22.09 1 2265.232987 3 755.7496338 0.600714008 0.000453586 42.81995625FPDELAHVEK 6 119395758 2xTMT6plex [N-Term; K10] 1.069 0.944 0.97 4.776702404 38.86 0 1642.920478 3 548.3116455 -0.057821765 -3.17E-05 54.7503848SAMMYIQELR 2 119395758 1xTMT6plex [N-Term] 0.998 4.018818378 43.26 0 1470.764622 2 735.8856812 -0.364841052 -0.000268298 72.33442906KLSVEEFFMDLHNFR 2 119395758 2xTMT6plex [N-Term; K1] 1.202 4.027704239 17.97 1 2370.268044 4 593.3220215 -0.754168924 -0.000446896 100.1161059FENNELFAK 10 119395758 2xTMT6plex [N-Term; K9] 1.213 0.954 1.059 3.863575459 31.62 0 1569.867714 2 785.4365234 -1.238451483 -0.000972102 60.58628764MMHSNMETLYK 2 119395758 2xTMT6plex [N-Term; K11] 1.058 4.067854881 20.31 0 1842.931653 3 614.9818115 -0.418903048 -0.000257337 46.22212389FQPLLDGLK 6 119395758 2xTMT6plex [N-Term; K9] 1.259 1.197 1.095 3.763090372 40.23 0 1488.919022 2 744.9632568 0.144562513 0.000107621 79.95505754KMESDFEQK 6 119395758 3xTMT6plex [N-Term; K1; K9] 1.262 1.115 1.101 4.572456837 29.85 1 1829.008196 3 610.3400269 -1.459317459 -0.000889701 35.13870586KDQEGGEEK 4 119395758 3xTMT6plex [N-Term; K1; K9] 0.937 1.258 2.944387436 13.17 1 1706.95279 3 569.6558838 0.180495436 0.000102699 17.6033385EIENEDMR 8 119395758 1xTMT6plex [N-Term] 0.999 1.128 1.318 3.249699831 45.59 0 1264.604082 2 632.8060303 0.554961735 0.000350903 35.22961146HELQVEMK 12 119395758 2xTMT6plex [N-Term; K8] 1.079 1.054 1.113 3.703588963 36.27 0 1471.834306 2 736.4207764 -0.020237077 -1.49E-05 37.35973309VLEAMTER 12 119395758 1xTMT6plex [N-Term] 1.174 1.127 1.282 3.126047373 45.47 0 1177.644825 2 589.3257446 -0.519827519 -0.000306086 43.60337067DDAMAAVPAK 6 119395758 2xTMT6plex [N-Term; K10]; 1xOxidation [M4] 1.17 1.128 1.144 2.249010324 19.37 0 1462.797586 2 723.9042969 -0.936050248 -0.00067714 40.21360645

LQFSEQVENIKPEIVSVTAACEELRK 1 119395758 3xTMT6plex [N-Term; K11; K26]; 1xCarbamidomethyl [C21] 0.863 3.281270266 1 3705.050008 4 927.0172729 -0.741054269 -0.000686411 91.29463004AEMDEVER 6 119395758 1xTMT6plex [N-Term] 1.048 0.872 1.127 3.473120451 33.44 0 1207.582618 2 604.2955933 1.069470045 0.000645737 21.40302488DAQEQYNK 10 119395758 2xTMT6plex [N-Term; K8] 1.042 1.225 1.208 3.567226887 39.41 0 1453.768729 2 727.3873901 -0.842669496 -0.000612523 20.50920487NMFLQAVK 6 119395758 2xTMT6plex [N-Term; K8] 1.221 1.156 1.117 3.60511899 43.6 0 1408.838663 2 704.9225464 -0.601145173 -0.000423458 62.86902205SGTTIALK 6 119395758 2xTMT6plex [N-Term; K8] 1.353 0.933 1.213 3.006225348 26.53 0 1248.792759 2 624.8994751 -0.868962988 -0.000542577 42.3261009LQDLQGEK 8 119395758 2xTMT6plex [N-Term; K8] 1.427 1.013 1.006 3.188421011 27.8 0 1388.814951 2 694.9107666 -0.499754755 -0.000347033 41.20834498KLDSELTAR 8 119395758 2xTMT6plex [N-Term; K1] 1.266 1.325 1.232 3.53869462 9.63 1 1490.894264 2 745.9509888 0.293360216 0.000218685 35.61817106DQEGGEEK 3 119395758 2xTMT6plex [N-Term; K8] 0.954 0.991 2.341573477 8.24 0 1349.694895 2 675.3504028 -1.012092394 -0.000683008 99.06366334LNAILFK 8 119395758 2xTMT6plex [N-Term; K7] 1.098 1.266 1.148 3.175647497 33.13 0 1276.839315 2 638.9230347 -0.40908363 -0.000261167 77.65418516QMPEPEQLK 2 119395758 2xTMT6plex [N-Term; K9] 1.177 3.010035038 28.1 0 1557.871085 2 779.4390869 -0.120723644 -9.40E-05 46.23929379QISDVER 24 119395758 1xTMT6plex [N-Term] 1.011 1.063 1.029 2.417877674 29.23 0 1075.594504 2 538.3009644 0.137859516 7.41E-05 28.42237323EIENEDMR 5 119395758 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.672 2.154505968 24.58 0 1280.598997 2 632.8060303 0.554961735 0.000350903 35.22961146MPYQEIK 6 119395758 2xTMT6plex [N-Term; K7] 1.249 1.257 1.191 2.91479373 23.57 0 1366.780479 2 683.8937988 -0.115932114 -7.92E-05 54.86863181AEMDEVER 2 119395758 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.33 1.250618815 20.58 0 1223.577533 2 604.2955933 1.069470045 0.000645737 21.40302488VSAENLQK 2 119395758 2xTMT6plex [N-Term; K8] 0.987 1.062 1.634479403 7.84 0 1346.804386 3 449.6063232 0.022636222 1.02E-05 33.55766985LYKPEVQLR 2 119395758 2xTMT6plex [N-Term; K3] 0.624 0.826 1.97990191 0 1603.993584 3 535.3358765 -0.316419887 -0.000169178 61.92821577NDYEARPQYYK 2 119395758 2xTMT6plex [N-Term; K11] 2.496 1.458386898 1.91 0 1904.990683 3 635.6678467 -0.890388049 -0.000565394 44.30295103
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29725609 EGFR epidermal growth factor receptor isoform a precursor 1956 NP_005219.2 38.42975207 1 36 36 253 1210 134.19 6.68 1 1.01 0.93 0.98 Significant 0.000659
DTCPPLMLYNPTTYQMDVNPEGK 10 29725609 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C3] 1.092 1.194 6.09942627 47.07 0 3142.52995 3 1048.180664 -0.798990794 -0.000836951 82.45295415

NYVVTDHGSCVR 6 29725609 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.799 0.867 1.056 4.727880478 34.66 0 1635.811055 3 545.9413452 -0.961593617 -0.000524328 21.736616
SPSDCCHNQCAAGCTGPR 6 29725609 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C5; C6; C10; C14] 0.913 1.078 0.654 6.351603031 53.93 0 2263.926255 3 755.3130493 -0.733482717 -0.000553517 15.62202636

RPAGSVQNPVYHNQPLNPAPSR 6 29725609 1xTMT6plex [N-Term] 0.723 0.764 0.766 6.731246471 32.08 0 2628.395631 4 657.8547363 0.564718067 0.000371076 30.79358815ELVEPLTPSGEAPNQALLR 8 29725609 1xTMT6plex [N-Term] 0.867 0.932 0.696 5.267473221 53.21 0 2263.249527 3 755.0880127 -0.018665225 -1.41E-05 64.2220476
NLCYANTINWK 2 29725609 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.286 4.097679138 56.65 0 1854.99366 2 927.9995117 -1.031498135 -0.000956711 61.43510705

ACGADSYEMEEDGVR 12 29725609 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.443 1.729 0.795 4.437421322 53.39 0 1917.815608 2 959.4102173 -1.277406273 -0.001224915 30.77391215ALMDEEDMDDVVDADEYLIPQQGFFSSPSTSR 8 29725609 1xTMT6plex [N-Term] 1.692 5.465916157 51.4 0 3836.735631 4 959.9408569 1.555093952 0.001491621 95.46985077VLGSGAFGTVYK 10 29725609 2xTMT6plex [N-Term; K12] 0.939 0.971 0.818 4.745631218 56.27 0 1656.972514 2 828.9905396 0.777702437 0.000644316 63.68435734GSHQISLDNPDYQQDFFPK 6 29725609 2xTMT6plex [N-Term; K19] 1.017 1.046 1.052 5.609939575 45.96 0 2694.356401 3 898.7893677 -1.058108963 -0.000950308 62.23708861TDLHAFENLEIIR 10 29725609 1xTMT6plex [N-Term] 0.966 0.989 1.018 5.057519436 45.68 0 1799.985314 3 600.666626 0.005838763 3.50E-06 68.41328385YSSDPTGALTEDSIDDTFLPVPEYINQSVPK 12 29725609 2xTMT6plex [N-Term; K31] 1.145 1.187 0.907 6.17609787 33.09 0 3856.942066 3 1286.319824 0.739686052 0.000950975 96.98698395
GPDNCIQCAHYIDGPHCVK 6 29725609 2xTMT6plex [N-Term; K19]; 3xCarbamidomethyl [C5; C8; C17] 1.268 1.362 1.077 6.852880478 37.08 0 2699.289267 4 675.5778809 0.158062904 0.000106664 39.01495985TIQEVAGYVLIALNTVER 6 29725609 1xTMT6plex [N-Term] 1.184 0.699 6.609042168 52.18 0 2218.264449 3 740.0932617 0.352976964 0.000260999 113.1062011EISDGDVIISGNK 10 29725609 2xTMT6plex [N-Term; K13] 0.895 0.899 0.992 4.923271179 69.37 0 1805.005664 2 903.0053711 -1.218124986 -0.001099361 51.29930893GDSFTHTPPLDPQELDILK 6 29725609 2xTMT6plex [N-Term; K19] 0.904 0.63 0.834 5.665409565 41.9 0 2581.391389 3 861.1345825 -0.850293921 -0.000731647 85.11816403

ACGADSYEMEEDGVRK 6 29725609 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 0.968 1.198 1.387 5.672655106 34.92 1 2275.073503 3 759.0303955 1.376014196 0.001043511 34.86952911GSTAENAEYLR 12 29725609 1xTMT6plex [N-Term] 1.054 1.176 1.772 4.782171726 53.29 0 1439.732788 2 720.3690186 -1.408261757 -0.00101376 24.51841487FSNNPALCNVESIQWR 6 29725609 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.632 0.722 0.617 4.505776882 29.93 0 2164.080688 2 1082.543945 -0.034220073 -3.70E-05 70.21063401IPLENLQIIR 12 29725609 1xTMT6plex [N-Term] 1.047 1 1.121 3.375529289 32.2 0 1437.899066 2 719.4533081 0.190584266 0.00013702 79.57942468WMALESILHR 6 29725609 1xTMT6plex [N-Term] 0.94 1.126 1.154 4.216218472 40.9 0 1484.82452 3 495.6123047 -1.454466484 -0.000719876 81.66921774KLFGTSGQK 2 29725609 3xTMT6plex [N-Term; K1; K9] 0.912 2.85588932 14.17 1 1653.030253 3 551.6810303 -1.037506534 -0.000571677 41.68352196MHLPSPTDSNFYR 6 29725609 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.949 0.736 1.163 3.269305229 20.62 0 1809.879135 3 598.6318359 -1.82030003 -0.001088469 53.41092572
YSFGATCVK 2 29725609 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.746 3.635342836 28.54 0 1490.807757 2 745.9070435 -0.635109345 -0.000473413 47.17238927

GKSPSDCCHNQCAAGCTGPR 4 29725609 2xTMT6plex [N-Term; K2]; 4xCarbamidomethyl [C7; C8; C12; C16] 1.078 1.111 4.819439888 32.53 1 2678.205614 4 670.3065186 -0.511372705 -0.00034239 16.58540465YLVIQGDER 12 29725609 1xTMT6plex [N-Term] 0.953 1.062 0.888 3.301654339 31.18 0 1321.731332 2 661.3691406 -0.247342249 -0.00016346 40.1859514ELIIEFSK 6 29725609 2xTMT6plex [N-Term; K8] 1.136 0.973 1.041 3.573229074 39.9 0 1436.876488 2 718.9417725 -0.153101625 -0.000109994 74.67683264MHLPSPTDSNFYR 8 29725609 1xTMT6plex [N-Term] 0.879 0.866 4.263933182 28.79 0 1793.88422 3 598.6318359 -1.82030003 -0.001088469 53.41092572VKIPVAIK 8 29725609 3xTMT6plex [N-Term; K2; K8] 1.243 1.45 3.916996479 19.56 1 1555.091396 3 519.0352783 -0.073737828 -3.82E-05 64.72460982ITDFGLAK 8 29725609 2xTMT6plex [N-Term; K8] 0.893 0.977 0.361 3.281342745 37.69 0 1322.808409 2 661.9078979 0.083525654 5.52E-05 61.13357131
ESDCLVCR 6 29725609 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C7] 1.152 1.407 1.346 3.150868177 40.91 0 1267.597223 2 634.3019409 -0.487579218 -0.000309027 21.57748159

EYHAEGGKVPIK 1 29725609 3xTMT6plex [N-Term; K8; K12] 1.488 2.840410709 1 2015.189272 4 504.5526123 -0.323999963 -0.00016323 33.42079577VAPQSSEFIGA 6 29725609 1xTMT6plex [N-Term] 1.029 1.03 0.903 2.463101625 46.56 0 1334.715347 2 667.8598633 -2.170633241 -0.001448589 51.64214235NYDLSFLK 4 29725609 2xTMT6plex [N-Term; K8] 0.719 0.814 3.300552607 32.81 0 1457.840437 2 729.4260864 3.058696582 0.002229546 69.97648219GLWIPEGEK 6 29725609 2xTMT6plex [N-Term; K9] 0.955 1.004 1.004 2.838103771 25.52 0 1486.866986 2 743.9359741 -1.556701328 -0.001157304 61.27239379LFGTSGQK 2 29725609 2xTMT6plex [N-Term; K8] 1.044 2.327667475 4.92 0 1295.772358 2 648.3899536 0.21065935 0.000136483 45.36597934LLGAEEK 6 29725609 2xTMT6plex [N-Term; K7] 0.914 0.89 0.99 2.815098763 16.82 0 1217.75056 2 609.378418 -0.821401799 -0.000500131 41.6336672920357552 CTTN src substrate cortactin isoform a 2017 NP_005222.2 53.63636364 1 27 27 311 550 61.549 5.4 1 0.99 1 1 Significant 0.0000112 TVQGSGHQEHINIHK 12 20357552 2xTMT6plex [N-Term; K15] 0.906 0.977 0.983 6.596457481 37.05 0 2143.177255 4 536.5498657 0.176457931 9.45E-05 25.6695493YGLFPANYVELR 14 20357552 1xTMT6plex [N-Term] 0.816 0.877 0.902 4.1869874 48.3 0 1670.910358 2 835.9591675 0.418874019 0.00034995 75.58556877NASTFEDVTQVSSAYQK 22 20357552 2xTMT6plex [N-Term; K17] 1.031 0.938 1.102 5.273868084 66.06 0 2333.202526 2 1167.102539 -2.024867086 -0.002362213 56.60251898TQTPPVSPAPQPTEER 14 20357552 1xTMT6plex [N-Term] 1.007 0.992 1.061 5.438365459 48.46 0 1964.028635 2 982.5168457 -1.130647339 -0.001110312 29.69733292LPSSPVYEDAASFK 15 20357552 2xTMT6plex [N-Term; K14] 1.028 0.972 0.795 4.549140453 59 0 1969.068265 2 985.0375977 -0.175635099 -0.000172919 65.21381185
ASAGHAVSIAQDDAGADDWETDPDFVNDVSEKEQR 2 20357552 2xTMT6plex [N-Term; K32] 2.481 5.428529263 21.56 1 4203.974322 4 1051.748901 -0.13007721 -0.00013671 66.60928487

ASAGHAVSIAQDDAGADDWETDPDFVNDVSEK 14 20357552 2xTMT6plex [N-Term; K32] 0.662 0.858 0.797 8.284126282 80.08 0 3790.772041 4 948.4494019 0.985688887 0.00093413 64.62979841GPVSGTEPEPVYSMEAADYR 21 20357552 1xTMT6plex [N-Term] 0.956 1.395 1.073 5.96657753 56.31 0 2384.127757 2 1192.565674 -1.546005133 -0.001842937 52.77017632QDSAAVGFDYK 10 20357552 2xTMT6plex [N-Term; K11] 1.027 1.021 1.082 4.599859238 55.88 0 1658.879007 2 829.942627 -0.62093965 -0.000515032 55.78637785TVPVEAVTSK 18 20357552 2xTMT6plex [N-Term; K10] 0.947 0.936 0.957 3.705575228 65.61 0 1488.903766 2 744.9556274 0.142825089 0.000106326 45.6092197SAVGFDYQGK 18 20357552 2xTMT6plex [N-Term; K10] 1.069 1.023 1.038 4.58770752 63.52 0 1529.836414 2 765.4213867 -0.599752033 -0.000458761 45.11450165SAVGFEYQGK 12 20357552 2xTMT6plex [N-Term; K10] 0.984 1.026 0.978 4.829661369 54.68 0 1543.852064 2 772.4294434 -0.294264755 -0.000227151 41.42464215ENVFQEHQTLK 8 20357552 2xTMT6plex [N-Term; K11] 0.859 0.837 0.875 3.882863283 37.27 0 1831.011418 3 611.008606 -0.084002156 -5.13E-05 39.5263661GPVSGTEPEPVYSMEAADYR 2 20357552 1xTMT6plex [N-Term]; 1xOxidation [M14] 0.525 3.707855701 25.37 0 2400.122672 2 1192.565674 -1.546005133 -0.001842937 52.77017632SAVGHEYQSK 22 20357552 2xTMT6plex [N-Term; K10] 0.959 0.925 0.926 4.449995041 50.84 0 1563.853127 2 782.4302368 0.04476943 3.50E-05 20.48969061HCSQVDSVR 12 20357552 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.028 1.043 1.023 4.356185913 49.27 0 1316.657849 3 439.557373 -0.215287043 -9.45E-05 15.06634163DYSSGFGGK 6 20357552 2xTMT6plex [N-Term; K9] 1.032 0.805 0.807 3.615163565 43.35 0 1375.725801 2 688.3657227 -1.186739028 -0.000816314 32.40208101ANFENLAK 10 20357552 2xTMT6plex [N-Term; K8] 0.916 0.887 0.999 3.546711445 39.5 0 1364.793821 2 682.9003296 -0.321492013 -0.000219385 59.30693218LQLHESQK 13 20357552 2xTMT6plex [N-Term; K8] 0.953 0.892 0.909 3.958232164 31.21 0 1440.857484 3 480.9572144 -0.273693685 -0.000131451 29.26380863ASHGYGGK 6 20357552 2xTMT6plex [N-Term; K8] 0.968 0.949 0.966 3.471042395 23.75 0 1234.694442 3 412.2363281 -0.008572971 -3.53E-06 16.46360578EKELETGPK 18 20357552 3xTMT6plex [N-Term; K2; K9] 1.44 1.149 1.15 4.535666943 14.66 1 1718.030312 3 573.3478394 -0.784196637 -0.000449091 32.02083361QEQEEAR 6 20357552 1xTMT6plex [N-Term] 0.01 100 100 2.523876429 30.34 0 1118.563932 2 559.7851563 -0.80106284 -0.00044802 13.18362777FGVEQDR 6 20357552 1xTMT6plex [N-Term] 0.911 0.894 0.827 2.916896105 46.29 0 1079.568289 2 540.2879639 0.335341802 0.000181012 33.25198911FGVQTDR 6 20357552 1xTMT6plex [N-Term] 0.979 1.09 0.977 2.965198278 20.53 0 1051.573374 2 526.289978 -0.660967013 -0.000347528 25.93072634ELETGPK 8 20357552 2xTMT6plex [N-Term; K7] 1.224 0.987 1.091 2.860802412 33.98 0 1231.729824 2 616.3678589 -1.122784019 -0.000691483 29.23997949YGVQADR 4 20357552 1xTMT6plex [N-Term] 0.785 100 2.514103889 20.96 0 1037.557724 2 519.2825928 0.17781842 9.22E-05 18.59643553TEKHESQK 6 20357552 3xTMT6plex [N-Term; K3; K8] 1.249 1.358 1.362 3.202134371 10.6 1 1673.978945 4 419.2503357 0.339098314 0.000141911 15.39783478KLEEQAR 6 20357552 2xTMT6plex [N-Term; K1] 1.11 1.198 1.01 2.64146018 8.98 1 1331.80472 3 444.6062012 -0.50314762 -0.000223365 19.3077513666346693 FAT1 protocadherin Fat 1 precursor 2195 NP_005236.2 19.11508282 1 65 65 336 4588 505.958 5 1.14 1.13 1.14 1.14 Significant 0.0000086 DANDNSPVFESSPYEAFIVENLPGGSR 4 66346693 1xTMT6plex [N-Term] 0.78 1.084 4.134088039 32.12 0 3140.501003 3 1047.503906 -1.221891029 -0.001279117 89.13427944FSLNYNTGLISILEPVKR 6 66346693 2xTMT6plex [N-Term; K17] 1.587 0.967 1.696 6.732383728 34.6 1 2522.474665 3 841.4958496 -0.662001446 -0.000556627 98.94700944TLYSDTIPEDVLPGK 8 66346693 2xTMT6plex [N-Term; K15] 1.248 1.308 3.953411579 53.33 0 2106.173458 2 1053.590942 0.546187505 0.000575183 73.23513703EEPQLFSTVVVK 16 66346693 2xTMT6plex [N-Term; K12] 1.171 1.103 0.962 4.723742962 56.41 0 1834.072622 2 917.5396729 -0.301305885 -0.000276308 72.39586334AFEVNPQGVLLTSSAIK 4 66346693 2xTMT6plex [N-Term; K17] 1.266 1.099 5.337259293 40.79 0 2232.30039 3 744.7713013 -0.465457701 -0.000346347 85.17803414LVLDQVHTASGTAPGTLK 5 66346693 2xTMT6plex [N-Term; K18] 1.065 1.209 5.595902443 49.82 0 2266.317102 3 756.1115112 1.269981771 0.000959394 55.75602213LYGSSGISSMAK 2 66346693 2xTMT6plex [N-Term; K12] 0.82 4.176147461 43.76 0 1658.918764 2 829.9621582 -1.039173097 -0.000861952 50.56355241LDPATGSLYTSEK 14 66346693 2xTMT6plex [N-Term; K13] 1.204 1.215 1.243 4.690299511 64.22 0 1840.010415 2 920.5093994 0.601566228 0.000553444 49.7614398IFVTIADNASPK 6 66346693 2xTMT6plex [N-Term; K12] 1.03 0.835 1.107 5.071323872 82.23 0 1734.020192 2 867.512085 -1.902491182 -0.001649479 72.419175AEISEFAPPNTPVVMVK 4 66346693 2xTMT6plex [N-Term; K17] 1.331 1.078 4.086489677 33.57 0 2287.277211 3 763.097168 -0.113966837 -8.69E-05 80.91498386AEISEFAPPNTPVVMVK 4 66346693 2xTMT6plex [N-Term; K17]; 1xOxidation [M15] 1.031 1.096 3.828647137 25.2 0 2303.272126 3 763.097168 -0.113966837 -8.69E-05 80.91498386NAEVLYSIESGNIGNSFMIDPVLGSIK 6 66346693 2xTMT6plex [N-Term; K27] 2.52 100 3.244 4.241107941 40.16 0 3325.7754 3 1109.264526 1.090338681 0.001208741 109.8534187TSTPLDREEQAVYHLLVR 6 66346693 1xTMT6plex [N-Term] 0.86 0.569 0.729 6.436382294 18.34 1 2356.282224 4 589.8262329 0.372447161 0.000219398 76.76983359FTQDVYSAVVK 6 66346693 2xTMT6plex [N-Term; K11] 1.121 1.444 0.947 4.263507366 37.68 0 1714.977993 2 857.992981 0.403611047 0.000346092 63.71662866VQVLDTNDLRPLFSPTSYSVSLPENTAIR 6 66346693 1xTMT6plex [N-Term] 100 100 0.964 4.458521843 16.56 0 3461.847764 3 1154.620605 -0.144600163 -0.000166861 92.67271373FSAAGEYDILSIK 6 66346693 2xTMT6plex [N-Term; K13] 1.036 1.233 1.063 5.276958942 72 0 1872.051886 2 936.5266724 -3.107891122 -0.002909067 79.86503009AYDADSSDIDK 6 66346693 2xTMT6plex [N-Term; K11] 0.859 1.005 0.804 3.911332369 58.97 0 1657.832117 2 829.4187012 -1.200927543 -0.000995468 31.51004927DMPAAGSLGSSSR 6 66346693 1xTMT6plex [N-Term] 1.168 1.663 1.294 4.037094116 62.9 0 1464.731408 2 732.8676758 -2.275405226 -0.001666429 28.08419215GTGTIIVAKPLDAEQK 6 66346693 3xTMT6plex [N-Term; K9; K16] 1.306 1.382 1.628 4.271275043 29.86 0 2328.410558 3 776.8084717 0.130560765 0.000101333 58.18167458SNAEITYTLLGSGAEK 2 66346693 2xTMT6plex [N-Term; K16] 1.354 4.373564243 55.42 0 2112.15887 2 1056.579956 -2.951875786 -0.003117415 63.79763534EHHEHFQIGPLGEISLK 4 66346693 2xTMT6plex [N-Term; K17] 1.169 1.137 5.011583328 13.35 0 2429.334149 4 608.0897827 1.297347002 0.000787922 63.76121162ITSGNPQGFFSIHPK 4 66346693 2xTMT6plex [N-Term; K15] 1.145 0.861 4.077420235 23.89 0 2088.164231 3 696.7249756 -1.847121089 -0.001285697 64.14257346DGNTGDAFDINPHSGTIITQK 2 66346693 2xTMT6plex [N-Term; K21] 100 4.500525951 46.25 0 2659.372779 3 887.12854 -0.643807001 -0.000570708 55.78170004IVSGDSENLFK 6 66346693 2xTMT6plex [N-Term; K11] 1.299 1.145 0.979 4.707766056 46.66 0 1666.941608 2 833.9734497 -1.190681142 -0.000992398 66.66513853LHNQGEVEDIFFDSHSVNAHIPQFR 2 66346693 1xTMT6plex [N-Term] 1.426 6.13652277 36.07 0 3165.57036 5 633.9188232 -1.690260665 -0.001070128 69.03734082VIVEDQNDNAPVFVNLPYYAVVK 2 66346693 2xTMT6plex [N-Term; K23] 1.176 5.437987804 38.57 0 3064.675944 3 1022.225586 -4.483083286 -0.004579733 98.39043027VQATDADAGLNR 6 66346693 1xTMT6plex [N-Term] 0.965 0.954 1.416 4.071304321 62.32 0 1459.770236 2 730.3889771 0.302343171 0.000220676 25.20302924VLGANSNPPEFTQTAYK 12 66346693 2xTMT6plex [N-Term; K17] 1.259 1.135 1.019 4.551753044 64.09 0 2295.238518 2 1148.122437 -0.401336557 -0.000460582 58.71136605SNQAEYDLMVK 4 66346693 2xTMT6plex [N-Term; K11] 1.33 1.02 4.248681545 56.75 0 1755.935142 2 878.4710693 -0.15941826 -0.000139964 61.68525486ILDENDNKPQFLQK 4 66346693 3xTMT6plex [N-Term; K8; K14] 0.97 1.074 3.96407485 10 0 2389.369421 3 797.1278687 -0.154238589 -0.000122844 61.71329847GNTPESNRDESFVIDR 6 66346693 1xTMT6plex [N-Term] 1.227 1.137 1.076 4.273756504 16.03 1 2065.014776 3 689.0096436 -0.19310561 -0.000132922 31.03227064YSLLDHGEGNFDVDK 6 66346693 2xTMT6plex [N-Term; K15] 1.051 1.383 1.177 5.155591011 20.28 0 2167.107169 3 723.0407104 0.188725164 0.000136329 56.59213036AEEYILGDFCFLR 6 66346693 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.348 1.444 2.451 3.82760334 45.31 0 1861.935587 3 621.3169556 0.390093634 0.00024211 93.43492933
LVNLQCEETGVAK 2 66346693 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 1.07 3.080403328 31.28 0 1919.067219 3 640.3610229 0.675639521 0.000432199 55.40257006FANLTPEEFVGDYWR 8 66346693 1xTMT6plex [N-Term] 1.427 1.199 2.06 3.904195547 31.38 0 2073.027907 2 1037.016479 -1.073220296 -0.001112408 95.84554124STLPTGIQVK 6 66346693 2xTMT6plex [N-Term; K10] 1.135 1.224 1.113 4.23807478 37.66 0 1501.9354 2 751.470459 -1.170989944 -0.000879376 52.8667434AEHSGTVLYSLVK 6 66346693 2xTMT6plex [N-Term; K13] 1.056 1.25 1.227 5.01431942 39.11 0 1862.07877 3 621.3636475 -1.278446017 -0.000793522 57.82759378IVQQLDFEK 8 66346693 2xTMT6plex [N-Term; K9] 1.165 1.038 1.261 4.226159573 40.47 0 1577.930315 2 789.4689331 0.174209808 0.000137445 63.47561759ESVVLVYVK 4 66346693 2xTMT6plex [N-Term; K9] 1.176 1.085 3.966092348 54.82 0 1493.934337 2 747.4713745 0.759674244 0.000567452 67.67226345TLNLDNYVFFGGHIR 2 66346693 1xTMT6plex [N-Term] 1.571 4.128596306 27.31 0 1995.064961 3 665.6915894 -2.379182475 -0.001582208 78.78154589LNPDTGELK 6 66346693 2xTMT6plex [N-Term; K9] 1.176 1.09 1.199 3.160681725 30.24 0 1444.841165 2 722.9239502 -0.37485046 -0.0002708 42.43565249VVASDHGEK 6 66346693 2xTMT6plex [N-Term; K9] 1.163 1.157 1.176 3.976788521 27.54 0 1399.79455 3 467.2686768 -2.194991089 -0.001024179 20.00172142ATDSDSEPNR 10 66346693 1xTMT6plex [N-Term] 0.882 1.089 0.889 3.579119682 33.71 0 1320.622903 2 660.8145752 -0.779518038 -0.000514725 14.96376553VSLEDVNDNPPTFIPPNYR 2 66346693 1xTMT6plex [N-Term] 0.863 2.739272118 23.48 0 2416.234605 2 1208.609375 -9.573519868 -0.011565935 70.88828657ELQAVYTLSLK 2 66346693 2xTMT6plex [N-Term; K11] 1.253 3.042003155 15.77 0 1723.040593 3 575.0181885 -0.337293454 -0.000193723 74.80532284DGSGVGVFK 4 66346693 2xTMT6plex [N-Term; K9] 1.044 1.032 3.175733805 35.76 0 1323.767272 2 662.3881836 1.373600585 0.000909164 43.70858933VSVDESVMSTHSTAR 2 66346693 1xTMT6plex [N-Term] 1.032 2.67193222 1.45 0 1834.916642 3 612.3098755 -0.855060726 -0.000522988 32.11861128AIPAYSHLR 6 66346693 1xTMT6plex [N-Term] 1.03 1.171 1.192 3.880365372 43.43 0 1256.731272 3 419.5822144 0.650701088 0.000272585 32.90140604ASDWGLPYR 4 66346693 1xTMT6plex [N-Term] 1.156 1.011 3.229253292 29.14 0 1293.678902 2 647.3432617 0.266455223 0.000172354 49.2456816QFELDTLNK 4 66346693 2xTMT6plex [N-Term; K9] 0.533 0.445 3.367738724 23.1 0 1565.893929 2 783.4487915 -2.313561679 -0.001811396 57.32920676SHDHFHVDSSTGLISLLR 2 66346693 1xTMT6plex [N-Term] 1.011 3.042647123 6.78 0 2250.182845 4 563.3013306 0.287903548 0.000161959 56.03013405TYVGHPVK 6 66346693 2xTMT6plex [N-Term; K8] 1.16 1.317 1.167 2.894055367 27.26 0 1358.819642 3 453.6115417 0.316306983 0.000143268 40.98212995LSGVITTK 6 66346693 2xTMT6plex [N-Term; K8] 1.392 1.132 1.9 3.287846327 37.09 0 1276.824059 2 638.9154053 -0.411116255 -0.000262462 50.35587135EYLVTVVAK 2 66346693 2xTMT6plex [N-Term; K9] 1.17 2.199895859 8.77 0 1479.918687 2 740.4632568 0.371379779 0.000274806 64.71376116LIYTLQSSR 4 66346693 1xTMT6plex [N-Term] 1.556 1.543 2.884654284 18.44 0 1309.767717 2 655.3867798 -1.094942003 -0.00071706 65.11400223INCEGTIPR 3 66346693 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.823 0.76 3.140863895 18.83 0 1288.688087 2 644.8460083 -2.597128406 -0.001673444 31.89250624ILPPEMQLPK 10 66346693 2xTMT6plex [N-Term; K10] 1.1 1.193 1.104 3.528374434 36.76 0 1623.990806 3 542.0008545 -1.721852997 -0.000932091 75.12577064GSPPMSEITSVR 4 66346693 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.065 1.321 2.478200436 33.4 0 1505.783109 2 753.3953857 0.255982666 0.000192727 29.44494368ILNVFQK 4 66346693 2xTMT6plex [N-Term; K7] 1.233 1.347 3.165454626 29.87 0 1319.845129 2 660.4265137 0.471300561 0.000311022 72.78800863GGNTAILNR 2 66346693 1xTMT6plex [N-Term] 0.971 2.153815746 13.57 0 1144.663586 2 572.8353882 -0.075719026 -4.33E-05 24.2264027LDYLETK 2 66346693 2xTMT6plex [N-Term; K7] 0.723 2.804903984 7.46 0 1339.787339 2 670.3965454 -1.138060977 -0.00076238 65.88380982NVPLVIR 6 66346693 1xTMT6plex [N-Term] 1.148 1.158 1.009 2.514075279 20.4 0 1039.682531 2 520.3444214 -0.928068457 -0.000482448 50.32482407KPLEEKPSQPYSAR 3 66346693 3xTMT6plex [N-Term; K1; K6] 0.696 1.189 1.757 3.315990925 0 2317.348292 4 580.0916748 -1.476938646 -0.000855645 33.91284445YVTAVDR 6 66346693 1xTMT6plex [N-Term] 1.015 1.236 100 2.663197041 26.95 0 1052.593776 2 526.8007813 0.484802411 0.00025515 24.45680544TDMFAIHPTSGVIVLTGRLDYLETK 1 66346693 2xTMT6plex [N-Term; K25]; 1xOxidation [M3] 1.007 5.25 1 3251.775006 3 1084.595215 -1.203923624 -0.001304963 95.02804815LSFVTPR 6 66346693 1xTMT6plex [N-Term] 0.989 1.104 0.851 2.768848181 21.04 0 1048.635246 2 524.8219604 1.332950082 0.000698889 48.152389124885245 FOSL2 fos-related antigen 2 2355 NP_005244.1 21.7791411 1 5 5 26 326 35.172 7.49 1.09 1 0.99 1.03 Significant 0.000958 GSSGSPAHAESYSSGGGGQQK 2 4885245 2xTMT6plex [N-Term; K21] 1.01 5.378200531 30.02 0 2394.1686 3 798.7267456 -1.218132087 -0.000972138 17.49745336LQAETEELEEEK 6 4885245 2xTMT6plex [N-Term; K12] 1.096 1.503 1.006 4.630489349 67.48 0 1906.005724 2 953.5061035 -0.416246782 -0.000396684 53.58211113QEPLEEDSPSSSSAGLDK 6 4885245 2xTMT6plex [N-Term; K18] 1.364 1.445 4.697276115 56.84 0 2334.171285 3 778.7285767 -0.046513095 -3.62E-05 40.48786953
LEFMLVAHGPVCK 2 4885245 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.478 3.337747812 16.48 0 1959.096017 3 653.7028198 -1.077332262 -0.000703532 77.41148511

EIAELQK 10 4885245 2xTMT6plex [N-Term; K7] 1.107 0.825 0.912 3.136799335 35.31 0 1288.787673 2 644.8969116 -0.874238508 -0.000563354 41.87746424157384971 GAK cyclin-G-associated kinase isoform 1 2580 NP_005246.2 16.62852784 1 15 15 72 1311 143.1 5.73 1.08 1.05 1.04 1.06 Significant 0.000129 LSIAEVVHQLQEIAAAR 4 157384971 1xTMT6plex [N-Term] 1.018 0.899 5.664969444 35.55 0 2077.196704 3 693.0704346 0.022473046 1.56E-05 112.5301015IAVMSFPAEGVESALK 8 157384971 2xTMT6plex [N-Term; K16] 0.943 1.136 1.119 5.193318367 55.14 0 2107.187334 3 703.0657349 -2.22212334 -0.00156081 88.26817425WTPVGMADLVAPEQVK 6 157384971 2xTMT6plex [N-Term; K16] 1.143 1.199 0.808 4.633637905 38.23 0 2199.224782 3 733.7453613 -1.478318929 -0.001083719 86.47911924LCDFGSATTISHYPDYSWSAQR 2 157384971 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.28 5.650765419 46.26 0 2791.298345 3 931.1051636 0.92889485 0.000864274 64.11726151EAETGAENASSK 4 157384971 2xTMT6plex [N-Term; K12] 0.451 1.059 4.276979923 71.1 0 1651.853915 2 826.4300537 -0.656182799 -0.000541959 18.24836866VSENDFEDLLSNQGFSSR 2 157384971 1xTMT6plex [N-Term] 0.842 4.650387287 47.8 0 2273.088335 3 758.3667603 -1.147086209 -0.000869143 74.62123531GDLDISYITSR 4 157384971 1xTMT6plex [N-Term] 1.245 0.961 4.2514925 50.53 0 1468.784489 2 734.8955688 -0.427662936 -0.000314072 56.91363863TPEIIDLYSNFPIGEK 10 157384971 2xTMT6plex [N-Term; K16] 1.068 1.196 1.078 3.986270428 43.5 0 2294.268421 3 765.4276733 0.020062836 1.53E-05 96.49900871
AIIQEVCFMK 4 157384971 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.047 1.052 3.686044693 42.09 0 1696.953041 2 848.9794312 -0.857652084 -0.000727698 74.97270913

AAGQPYEQHAK 3 157384971 2xTMT6plex [N-Term; K11] 1.002 1.163 3.231854677 25.65 0 1657.906225 3 553.307373 0.808676996 0.000446904 19.18582686VIQSVANYAK 2 157384971 2xTMT6plex [N-Term; K10] 1.039 3.598586321 45.13 0 1550.930649 2 775.9688721 -0.117058345 -9.08E-05 53.49438268VASTSQEYDK 8 157384971 2xTMT6plex [N-Term; K10] 1.346 1.161 1.155 4.039179325 53.53 0 1585.847373 2 793.4263306 -1.25380741 -0.000994174 36.05212896AVLAVHPDK 6 157384971 2xTMT6plex [N-Term; K9] 1.072 0.992 1.032 2.720519066 25.9 0 1407.872406 3 469.9621887 -0.279207042 -0.000131029 38.75891956LLDWIEGK 4 157384971 2xTMT6plex [N-Term; K8] 1.197 0.944 3.166419029 34.21 0 1431.861173 2 716.432251 -2.756738538 -0.001973633 91.3700248SQNPDPFADLGDLSSGLQGSPAGFPPGGFIPK 5 157384971 2xTMT6plex [N-Term; K32] 1.168 100 0.01 2.444066525 9.57 0 3628.868783 3 1210.294189 -0.211495833 -0.00025583 104.806492354112432 GFER FAD-linked sulfhydryl oxidase ALR 2671 NP_005253.3 23.90243902 1 3 3 26 205 23.434 7.62 1.17 1.18 0.88 1.07 Significant 0.00825 DAAASASTPAQAPTSDSPVAEDASR 16 54112432 1xTMT6plex [N-Term] 1.36 5.994295597 78.13 0 2602.242997 3 868.0861816 0.382071112 0.000331414 31.13684685SEMMDDLATDAR 4 54112432 1xTMT6plex [N-Term] 0.847 0.723 3.651930332 38.73 0 1583.724273 2 792.366272 0.627555774 0.000496938 43.795395FYPCEECAEDLR 6 54112432 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C7] 1.167 1.619 1.557 3.8315835 33.75 0 1817.803587 2 909.4052124 -0.241382136 -0.000219393 48.31562525
4885281 GLUD1 glutamate dehydrogenase 1, mitochondrial isoform a precursor 2746 NP_005262.1 58.96057348 1 29 29 310 558 61.359 7.8 1.02 1.05 1.01 1.02 Significant 0.000137

GFIGPGIDVPAPDMSTGER 18 4885281 1xTMT6plex [N-Term] 0.876 0.925 0.923 5.291793823 71.78 0 2145.08477 2 1073.046021 -0.002631306 -2.82E-06 68.77947003YSTDVSVDEVK 24 4885281 2xTMT6plex [N-Term; K11] 0.995 1.056 1.049 4.749661446 53.05 0 1699.915452 2 850.4611816 -0.215127611 -0.000182849 43.1850951KGFIGPGIDVPAPDMSTGER 4 4885281 2xTMT6plex [N-Term; K1] 0.952 0.946 6.764511585 39.29 1 2502.342665 3 834.7856445 -0.113755903 -9.49E-05 66.99461485
CIAVGESDGSIWNPDGIDPK 12 4885281 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C1] 1.179 1.053 1.092 4.780439377 55.96 0 2588.306674 3 863.4407959 0.44847673 0.000386932 71.58451252HGGTIPIVPTAEFQDR 14 4885281 1xTMT6plex [N-Term] 0.993 0.972 0.879 5.278794289 46.62 0 1967.054791 3 656.3561401 -0.469473371 -0.000307827 55.45044138AKPYEGSILEADCDILIPAASEK 24 4885281 3xTMT6plex [N-Term; K2; K23]; 1xCarbamidomethyl [C13] 0.855 1.04 0.818 5.883882523 45.94 0 3177.732028 3 1059.915039 -0.460640635 -0.000487931 78.7282011

LQHGSILGFPK 24 4885281 2xTMT6plex [N-Term; K11] 0.964 0.966 0.949 5.669011593 65.22 0 1655.004483 2 828.0059814 0.122997023 0.00010178 60.27049615GVFHGIENFINEASYMSILGMTPGFGDK 2 4885281 2xTMT6plex [N-Term; K28] 1.464 3.908363819 10.36 0 3489.758704 3 1163.921875 -2.186964959 -0.002543993 110.1240876
CAVVDVPFGGAK 10 4885281 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C1] 1.06 1.066 0.99 4.168317795 53.99 0 1677.939834 2 839.4735718 0.019729365 1.66E-05 62.23763457TFVVQGFGNVGLHSMR 8 4885281 1xTMT6plex [N-Term] 0.89 0.591 0.746 5.593004227 49.27 0 1978.053017 3 660.0223389 -0.279678266 -0.000184406 73.3465802DDGSWEVIEGYR 12 4885281 1xTMT6plex [N-Term] 1.176 1.293 1.021 4.764941216 61.18 0 1654.791031 2 827.8984375 -0.865789077 -0.00071635 54.60191565ISGASEKDIVHSGLAYTMER 6 4885281 2xTMT6plex [N-Term; K7] 2.557 1.913 2.353 5.55649662 22.31 1 2622.396157 4 656.3535156 -1.496501583 -0.000981105 58.95791752DSNYHLLMSVQESLER 6 4885281 1xTMT6plex [N-Term] 1.154 1.114 1.129 4.058454514 13.38 0 2150.074934 3 717.3620605 -1.537257759 -0.00110174 67.11524217TFVVQGFGNVGLHSMR 4 4885281 1xTMT6plex [N-Term]; 1xOxidation [M15] 1.051 0.831 3.582166433 36.36 0 1994.047932 3 660.0223389 -0.279678266 -0.000184406 73.3465802RDDGSWEVIEGYR 4 4885281 1xTMT6plex [N-Term] 0.998 1.062 4.899717808 26.6 1 1810.892142 3 604.3027344 0.832647602 0.000502612 45.31530284DIVHSGLAYTMER 2 4885281 1xTMT6plex [N-Term] 1.214 4.50815773 34.1 0 1720.888971 3 574.3008423 -0.579580989 -0.000332465 46.38526927ALASLMTYK 14 4885281 2xTMT6plex [N-Term; K9] 1.028 1.032 1.141 4.185135365 51.68 0 1455.864543 2 728.4356689 -0.331177359 -0.000241075 71.30647121IIAEGANGPTTPEADK 2 4885281 2xTMT6plex [N-Term; K16] 0.679 2.450577497 25.15 0 2042.117006 2 1021.562378 0.231964855 0.00023685 45.14583316

IIKPCNHVLSLSFPIR 10 4885281 2xTMT6plex [N-Term; K3]; 1xCarbamidomethyl [C5] 1.088 1.121 0.94 4.716118336 18.47 0 2352.398999 4 588.8544922 -1.215652617 -0.000714925 76.16312553
NYTDNELEK 20 4885281 2xTMT6plex [N-Term; K9] 0.979 0.94 1.036 3.884649277 46.26 0 1583.831723 2 792.4188232 -0.854216774 -0.000676468 34.61984858GASIVEDKLVEDLR 6 4885281 2xTMT6plex [N-Term; K8] 1.066 1.165 1.431 3.348622084 6.43 1 2002.158476 3 668.0568237 -1.27788016 -0.00085284 74.51840725TAAYVNAIEK 6 4885281 2xTMT6plex [N-Term; K10] 1.052 1.159 1.064 3.153297901 27.88 0 1537.899015 3 513.303894 -1.226154043 -0.000628567 45.1200124VYNEAGVTFT 10 4885281 1xTMT6plex [N-Term] 1.007 1.175 1.132 3.06131959 39.56 0 1329.688798 2 665.3477173 -0.481375558 -0.00032004 54.20181834MVEGFFDR 12 4885281 1xTMT6plex [N-Term] 1.218 1.079 1.129 3.302596092 39.29 0 1229.61861 2 615.3120117 -1.515325553 -0.000931636 56.55254633GASIVEDK 10 4885281 2xTMT6plex [N-Term; K8] 1.238 1.031 0.994 3.022634745 46.02 0 1276.751288 2 638.8790283 -0.397719885 -0.000253895 47.87531623ISGASEKDIVHSGLAYTMER 2 4885281 2xTMT6plex [N-Term; K7]; 1xOxidation [M18] 2.221 3.467952967 7.96 1 2638.391072 4 656.3535156 -1.496501583 -0.000981105 58.95791752ALASLMTYK 10 4885281 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 1.042 1.12 2.575342178 38.18 0 1471.859458 2 728.4356689 -0.331177359 -0.000241075 71.30647121NLNHVSYGR 6 4885281 1xTMT6plex [N-Term] 1.248 1.222 1.144 3.472600222 19.85 0 1288.695949 3 430.2365112 -0.751689019 -0.0003229 21.22923741YNLGLDLR 6 4885281 1xTMT6plex [N-Term] 1.247 1.449 0.839 3.200220823 40.68 0 1192.688739 2 596.8476563 -0.58913946 -0.00035133 56.17424694FTMELAK 6 4885281 2xTMT6plex [N-Term; K7] 0.934 0.953 0.952 2.769410849 36.08 0 1297.759016 2 649.3821411 -1.548972816 -0.001005097 59.81653343ISGASEK 10 4885281 2xTMT6plex [N-Term; K7] 1.005 1.12 1.051 2.510682106 27.56 0 1149.687959 2 575.3486328 1.765405111 0.001014833 24.88368436ESEEQKR 6 4885281 2xTMT6plex [N-Term; K6] 1 1.456 3.059842348 14.28 1 1363.758164 3 455.2574463 -0.277485277 -0.000126141 14.84277724

20357529 GNB2 guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 2783 NP_005264.2 57.94117647 1 6 14 298 340 37.307 6 1.14 1.16 1.15 1.15 Significant 0.0000252
SSWVMTCAYAPSGNFVACGGLDNICSIYSLK 2 20357529 2xTMT6plex [N-Term; K31]; 3xCarbamidomethyl [C7; C18; C25] 100 4.070232391 35.5 0 3886.867679 3 1296.293945 -0.102051969 -0.000132221 99.41632333

ACGDSTLTQITAGLDPVGR 8 20357529 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.908 0.94 5.736449242 66 0 2161.112048 2 1081.058838 -0.762805775 -0.000824254 70.19299505
ADQELLMYSHDNIICGITSVAFSR 6 20357529 1xTMT6plex [N-Term]; 1xOxidation [M7]; 1xCarbamidomethyl [C15] 100 1.059 6.177451134 54.76 0 2985.464758 4 743.1177979 -6.897461443 -0.005120451 95.42792264
ADQELLMYSHDNIICGITSVAFSR 8 20357529 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.618 1.847 1.164 7.179841518 59.73 0 2969.469843 4 743.1177979 -6.897461443 -0.005120451 95.42792264LIIWDSYTTNK 22 20357529 2xTMT6plex [N-Term; K11] 1.051 1.055 1.111 4.141233921 42.28 0 1812.030757 2 906.519043 0.028916452 2.62E-05 76.07272216

ELPGHTGYLSCCR 22 20357529 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C12] 1.721 1.558 1.592 4.830462456 43.48 0 1778.85154 2 889.9284058 -1.127332167 -0.001002678 31.0120696
KACGDSTLTQITAGLDPVGR 16 20357529 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 1.136 1.209 1.163 7.35503149 38.2 1 2518.369943 3 840.1268311 -1.589407446 -0.001334239 63.83624017

VSCLGVTDDGMAVATGSWDSFLK 13 20357529 2xTMT6plex [N-Term; K23]; 1xOxidation [M11]; 1xCarbamidomethyl [C3] 1.215 1.124 1.11 6.071183681 80.88 0 2890.436702 3 964.1491699 -1.295753812 -0.001248431 86.8833418
VSCLGVTDDGMAVATGSWDSFLK 90 20357529 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C3] 1.198 1.198 1.145 6.925167084 79.62 0 2874.441787 3 964.1491699 -1.295753812 -0.001248431 86.8833418

LLLAGYDDFNCNIWDAMK 18 20357529 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 1.18 1.417 1.077 4.890675068 48.55 0 2617.319487 3 873.1100464 -1.490505788 -0.001300377 107.6685323
TFVSGACDASIK 10 20357529 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.154 1.25 1.075 5.432092667 72.57 0 1713.924578 2 857.4654541 -0.551976958 -0.000473023 45.88565394
LLVSASQDGK 34 20357529 2xTMT6plex [N-Term; K10] 1.174 1.19 1.319 4.177800179 52.2 0 1475.883365 2 738.4454346 0.154484176 0.000114 44.37981819AGVLAGHDNR 18 20357529 1xTMT6plex [N-Term] 0.943 0.931 0.977 4.368934155 53.09 0 1238.680299 3 413.5646973 -0.613986616 -0.000253511 19.12324581IYAMHWGTDSR 16 20357529 1xTMT6plex [N-Term] 1.098 1.174 0.989 3.991206169 41.48 0 1565.773213 3 522.5966797 1.451501713 0.000757574 46.89575336

SSWVMTCAYAPSGNFVACGGLDNICSIYSLK 2 20357529 2xTMT6plex [N-Term; K31]; 1xOxidation [M5]; 3xCarbamidomethyl [C7; C18; C25] 0.01 2.317878246 8.51 0 3902.862594 3 1296.293945 -0.102051969 -0.000132221 99.41632333
IYAMHWGTDSR 5 20357529 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.138 1.209 2.641433239 9.83 0 1581.768128 3 522.5966797 1.451501713 0.000757574 46.89575336QEAEQLR 4 20357529 1xTMT6plex [N-Term] 1.182 0.912 2.702323914 37.67 0 1102.605403 2 551.8062134 -0.229186422 -0.000126351 18.10966341VHAIPLR 4 20357529 1xTMT6plex [N-Term] 1.045 0.932 2.699191332 19.1 0 1034.667215 2 517.8376465 0.774151088 0.000400494 41.33841659

4885287 GNG5 guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-5 precursor 2787 NP_005265.1 73.52941176 1 4 4 33 68 7.314 9.85 1.33 1.48 1.3 1.37 Significant 0.00165
QFCLQNAQHDPLLTGVSSSTNPFRPQK 6 4885287 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C3] 0.711 0.912 0.529 8.021347046 36.34 0 3528.842191 4 882.9668579 0.966512652 0.000852668 68.74124778

VSQAAADLK 8 4885287 2xTMT6plex [N-Term; K9] 1.413 1.489 1.316 3.367980957 55.09 0 1360.820036 2 680.9134521 -0.30009341 -0.000204187 39.80090464
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LEAGLNR 10 4885287 1xTMT6plex [N-Term] 1.209 1.374 1.313 2.908795595 30.66 0 1001.59411 2 501.3009033 0.419402052 0.000210035 26.99793718KVVQQLR 9 4885287 2xTMT6plex [N-Term; K1] 1.146 1.567 1.347 3.256004333 12.63 1 1328.877826 3 443.6305542 -0.539118292 -0.000238807 28.3607825338788319 GNL1 guanine nucleotide-binding protein-like 1 2794 NP_005266.2 30.47775947 1 14 14 83 607 68.619 5.8 1.01 1.06 1.1 1.06 Significant 0.000606 EQVLQPVSAELLELDIR 4 38788319 1xTMT6plex [N-Term] 0.754 0.654 4.547842503 51.59 0 2181.232814 3 727.7489014 -0.304217153 -0.000221189 93.82416479YKDGVVTIGCVGFPNVGK 6 38788319 3xTMT6plex [N-Term; K2; K18]; 1xCarbamidomethyl [C10] 1.157 1.307 5.765091896 33.77 1 2597.472841 3 866.4940186 -2.055196056 -0.001779439 74.21767439
QLQVLAGIYPIAQIQEPYTAVGYLASR 2 38788319 1xTMT6plex [N-Term] 1.102 5.284286976 29.23 0 3191.766601 3 1064.595947 2.095399731 0.002229342 106.4017406GTWESHPETTELVVLQGR 6 38788319 1xTMT6plex [N-Term] 1.015 0.943 0.857 5.995572567 42.57 0 2268.182176 3 756.7318115 -0.570716806 -0.000431497 56.35163898

LCDCPGLIFPSLLPR 17 38788319 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C4] 0.969 1.211 1.295 4.514550686 32.16 0 1987.070641 2 994.0391846 0.227178952 0.00022571 98.67211637
LSLCFHPPGYSEQK 4 38788319 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 0.835 1.396 3.93709445 34.43 0 2121.120317 3 707.7121582 0.756288723 0.000534726 62.67397677
YFQTYFLTPSVK 8 38788319 2xTMT6plex [N-Term; K12] 0.967 1.171 1.268 3.404812098 22.97 0 1952.093357 3 651.3689575 -0.531660744 -0.00034595 82.26841502EVYQPGSVLDFPR 6 38788319 1xTMT6plex [N-Term] 0.936 0.889 1.173 4.573328018 48.04 0 1735.921651 2 868.4615479 -3.359740845 -0.002916123 65.06320541EQLMSQEER 6 38788319 1xTMT6plex [N-Term] 1.092 0.852 0.655 4.012495518 59.45 0 1378.683395 2 689.8451538 -0.264036554 -0.000182011 23.00833766ACEAITVGK 2 38788319 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.188 3.531226635 45.77 0 1406.807757 2 703.9067383 -1.106887201 -0.000778589 38.4491763ALGPEQLLR 6 38788319 1xTMT6plex [N-Term] 1.049 1.044 0.841 3.582252026 31.55 0 1225.746588 2 613.3764038 -0.862129924 -0.000528376 52.95083695IHGAYSSEK 2 38788319 2xTMT6plex [N-Term; K9] 0.972 3.73575449 25.24 0 1449.8102 3 483.9421082 1.083999058 0.000523864 24.88835501SFQDYLGK 8 38788319 2xTMT6plex [N-Term; K8] 0.982 1.039 2.956848145 22.89 0 1415.793487 2 708.4002686 -0.159960211 -0.000113235 53.1659805VDLSSWR 6 38788319 1xTMT6plex [N-Term] 1.028 1.014 1.232 2.500073195 15.19 0 1091.604675 2 546.3052368 -1.353601008 -0.000738799 56.052922921361657 PDIA3 protein disulfide-isomerase A3 precursor 2923 NP_005304.3 70.2970297 1 37 38 805 505 56.747 6.35 1.06 1.05 1.08 1.06 Significant 0.0000688 FLQDYFDGNLK 58 21361657 2xTMT6plex [N-Term; K11] 0.963 0.974 0.936 4.547753334 56.19 0 1817.983807 3 606.668457 3.856527063 0.002337035 79.27244611LAPEYEAAATR 23 21361657 1xTMT6plex [N-Term] 1.033 1.043 1.11 4.038764954 51.83 0 1420.76336 3 474.2590332 -0.572608112 -0.00027118 35.32798362VVVAENFDEIVNNENK 24 21361657 2xTMT6plex [N-Term; K16] 0.743 0.725 0.747 5.013635635 61.75 0 2291.228347 3 764.4143677 0.08859324 6.77E-05 70.77779021ELSDFISYLQR 22 21361657 1xTMT6plex [N-Term] 1.492 1.483 1.117 4.287985325 39.73 0 1599.857988 2 800.432312 -0.400714668 -0.000320543 75.67172352FISDKDASIVGFFDDSFSEAHSEFLK 45 21361657 3xTMT6plex [N-Term; K5; K26] 1.299 1.222 1.229 9.516764641 56.17 1 3625.866941 4 907.2236328 1.588742801 0.001440142 104.3289856

ISDTGSAGLMLVEFFAPWCGHCK 8 21361657 2xTMT6plex [N-Term; K23]; 1xOxidation [M10]; 2xCarbamidomethyl [C19; C22] 3.819 1.719 1.784 4.994237423 26.17 0 3057.503676 3 1019.833679 -5.622868904 -0.005730647 112.0427412
TFSHELSDFGLESTAGEIPVVAIR 13 21361657 1xTMT6plex [N-Term] 1.12 0.819 1.101 7.061180592 62.08 0 2804.46679 3 935.4929199 -0.921135663 -0.000861098 86.05140639MDATANDVPSPYEVR 19 21361657 1xTMT6plex [N-Term] 0.97 1.037 0.999 5.207492828 63.35 0 1893.921393 2 947.4645386 0.215066179 0.000203659 46.39265382MDATANDVPSPYEVR 14 21361657 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.25 1.108 0.952 4.314721107 50.74 0 1909.916308 2 947.4645386 0.215066179 0.000203659 46.39265382

DVLIEFYAPWCGHCK 6 21361657 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C11; C14] 1.213 1.533 1.815 5.205134869 55.58 0 2353.187351 3 785.06604 -1.608151944 -0.001261428 84.01487523
SEPIPESNDGPVK 33 21361657 2xTMT6plex [N-Term; K13] 1.085 1.054 1.112 4.356692791 62.69 0 1826.990014 2 913.9994507 0.881513952 0.000805259 37.37235025DGEEAGAYDGPR 26 21361657 1xTMT6plex [N-Term] 0.894 0.863 0.958 4.645451069 60.46 0 1465.675667 2 733.3413086 -0.222738569 -0.000163231 19.9502284GFPTIYFSPANK 52 21361657 2xTMT6plex [N-Term; K12] 0.999 1.013 1.015 4.17801857 56.2 0 1800.009628 2 900.5044556 -4.440580242 -0.003996544 76.3944607KTFSHELSDFGLESTAGEIPVVAIR 32 21361657 2xTMT6plex [N-Term; K1] 1.273 1.301 1.182 8.288476944 68.73 1 3161.724685 3 1054.578979 -0.727306665 -0.000766514 82.10977889FLQDYFDGNLKR 17 21361657 2xTMT6plex [N-Term; K11] 2.201 1.854 2.23 5.116537571 34.66 1 1974.084918 3 658.6990356 -1.197525185 -0.000788005 71.15199999EATNPPVIQEEKPK 29 21361657 3xTMT6plex [N-Term; K12; K14] 1.059 1.017 1.076 5.629841328 41 0 2267.321408 2 1134.162842 -1.323802721 -0.001500743 40.90572705

VDCTANTNTCNK 28 21361657 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C3; C10] 1.027 1.041 0.983 5.38825798 63.79 0 1855.904253 2 928.4551392 -0.674280306 -0.0006257 21.11366456
KFISDKDASIVGFFDDSFSEAHSEFLK 8 21361657 4xTMT6plex [N-Term; K1; K6; K27] 1.383 1.252 7.962397099 28.93 2 3983.124836 5 797.4289551 -2.301429092 -0.001833376 96.94942805DLLIAYYDVDYEK 66 21361657 2xTMT6plex [N-Term; K13] 1.122 1.098 1.068 4.543157101 47.49 0 2078.109795 3 693.3761597 1.987774619 0.001376938 82.80999564

FIQENIFGICPHMTEDNKDLIQGK 2 21361657 3xTMT6plex [N-Term; K18; K24]; 1xCarbamidomethyl [C10] 1.302 8.116883278 40.44 1 3534.869207 4 884.4716797 -1.221468107 -0.001079432 82.85001906QAGPASVPLR 12 21361657 1xTMT6plex [N-Term] 0.994 1.01 1.009 3.896184206 34.29 0 1224.726187 2 612.8666382 -0.152616001 -9.35E-05 33.07089394GFPTIYFSPANKK 10 21361657 3xTMT6plex [N-Term; K12; K13] 1.78 1.566 1.523 4.30429697 21.91 1 2157.267523 3 719.7595825 -1.542808841 -0.001109417 73.44911022QAGPASVPLRTEEEFK 5 21361657 2xTMT6plex [N-Term; K16] 1.717 1.042 1.425 3.313355446 12.9 1 2217.227953 3 739.7462769 -1.657751784 -0.001225205 51.19621469TADGIVSHLK 26 21361657 2xTMT6plex [N-Term; K10] 1.053 0.985 1.051 4.091441154 51.65 0 1498.899349 2 749.9525757 -0.983523553 -0.000737101 46.00863971YGVSGYPTLK 28 21361657 2xTMT6plex [N-Term; K10] 0.957 0.873 0.957 3.528532982 36.87 0 1542.893201 2 771.949707 -0.689294307 -0.000531754 51.87290954KQAGPASVPLR 14 21361657 2xTMT6plex [N-Term; K1] 0.921 1.014 0.847 4.541861057 26 1 1581.984082 3 527.9996948 0.284201758 0.000149868 46.87388399LSKDPNIVIAK 17 21361657 3xTMT6plex [N-Term; K3; K11] 1.178 1.289 1.269 4.393390179 33.72 1 1885.208945 2 943.1074219 -0.730948155 -0.000688995 58.55892245FVMQEEFSR 18 21361657 1xTMT6plex [N-Term] 1.049 0.974 1.082 3.721489668 39.04 0 1401.703402 2 701.3545532 -1.121795584 -0.000786212 51.61286962TADGIVSHLKK 10 21361657 3xTMT6plex [N-Term; K10; K11] 1.599 1.352 2.133 3.798155546 19.21 1 1856.157244 4 464.7947693 0.00180935 8.40E-07 44.43326733KFLDAGHK 20 21361657 3xTMT6plex [N-Term; K1; K8] 1.232 1.166 1.169 3.615574837 16.38 1 1602.993473 4 401.5033875 -1.093763226 -0.000438324 35.75080637EATNPPVIQEEKPKK 3 21361657 4xTMT6plex [N-Term; K12; K14; K15] 1.209 1.74 3.950843334 7.91 1 2624.579303 4 656.899353 -1.417823657 -0.000930298 39.28887615TVAYTEQK 24 21361657 2xTMT6plex [N-Term; K8] 1.257 1.015 1.257 3.313732862 40.72 0 1397.804052 2 699.4055786 -0.122344357 -8.55E-05 28.3286117DPNIVIAK 12 21361657 2xTMT6plex [N-Term; K8] 0.795 0.876 0.838 3.38181591 27.38 0 1327.834958 2 664.4202881 -1.248896269 -0.000829164 48.53841624LNFAVASR 12 21361657 1xTMT6plex [N-Term] 0.987 0.849 1.092 3.039197683 44.08 0 1106.651959 2 553.8292236 -0.712522459 -0.000394257 47.15560147FLDAGHK 4 21361657 2xTMT6plex [N-Term; K7] 0.846 0.86 2.730634928 18.68 0 1245.735578 3 415.9168091 0.23739877 9.86E-05 36.0737876FVMQEEFSR 27 21361657 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.086 1.042 1.121 2.308704853 30.15 0 1417.698317 2 701.3545532 -1.121795584 -0.000786212 51.61286962GIVPLAK 12 21361657 2xTMT6plex [N-Term; K7] 0.987 1.03 0.972 2.651665449 36.18 0 1155.786551 2 578.3966064 -0.532078673 -0.000307485 54.9554558IFRDGEEAGAYDGPR 4 21361657 1xTMT6plex [N-Term] 1.488 1.722 1.164 3.484922647 3.57 1 1881.929256 3 627.9816895 0.669164035 0.000419773 37.29233967YKELGEK 10 21361657 3xTMT6plex [N-Term; K2; K7] 2.616 1.151 2.758 2.776827812 22.93 1 1553.950605 2 777.4793091 0.473769282 0.000368107 35.59573988TEEEFKK 12 21361657 3xTMT6plex [N-Term; K6; K7] 1.412 1.323 1.502 2.695953608 34.4 1 1597.940435 2 799.4745483 0.867072175 0.000692765 32.78600234885365 GTF2H1 general transcription factor IIH subunit 1 2965 NP_005307.1 9.854014599 1 5 5 15 548 61.993 8.66 1.14 1.29 0.97 1.13 Significant 0.00659 DLVVSQVISAEEFWANR 6 4885365 1xTMT6plex [N-Term] 1.022 1.326 1.431 5.29695797 47.75 0 2192.154898 3 731.3897705 -0.06396289 -4.67E-05 99.9402239YNLTSDIIESIFR 4 4885365 1xTMT6plex [N-Term] 1.236 3.698616982 27.17 0 1799.974081 3 600.6629028 0.041376203 2.48E-05 111.1396901DLFAECAK 2 4885365 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 0.901 2.099826574 13.59 0 1411.765558 2 706.3852539 -1.648133068 -0.001163389 47.55832012
DLLQQLLPK 2 4885365 2xTMT6plex [N-Term; K9] 1.225 2.152423382 19.43 0 1525.971786 2 763.4904785 1.241694813 0.000947396 88.70485141TIALNLK 1 4885365 2xTMT6plex [N-Term; K7] 11.43 0 1230.81858 2 615.9125977 -0.536957689 -0.000330449 61.059394084885371 H1F0 histone H1.0 3005 NP_005309.1 38.1443299 1 8 8 140 194 20.85 10.84 1.21 1.26 1.21 1.22 Significant 0.000185 TENSTSAPAAKPK 7 4885371 3xTMT6plex [N-Term; K11; K13] 1.384 1.601 1.412 28.08 0 1989.158366 3 663.7241821 -0.187447761 -0.000124288 22.55342271YSDMIVAAIQAEK 16 4885371 2xTMT6plex [N-Term; K13]; 1xOxidation [M4] 1.077 1.213 1.246 4.66237402 59.61 0 1913.045421 2 949.027771 -1.181127126 -0.001120329 82.4166762YSDMIVAAIQAEK 34 4885371 2xTMT6plex [N-Term; K13] 1.195 1.199 1.192 6.189908981 75.5 0 1897.050506 2 949.027771 -1.181127126 -0.001120329 82.4166762VGENADSQIK 21 4885371 2xTMT6plex [N-Term; K10] 1.007 1.059 1.031 4.389518261 44.69 0 1518.852793 2 759.9296875 -0.457088405 -0.000347125 43.00993023GVGASGSFR 23 4885371 1xTMT6plex [N-Term] 1.316 1.447 1.258 3.378001213 50.82 0 1066.584274 2 533.7956543 -0.226467103 -0.000120773 21.69868901LVTTGVLK 18 4885371 2xTMT6plex [N-Term; K8] 1.177 1.197 1.213 3.29946661 41.11 0 1288.860444 2 644.9333496 -0.792771052 -0.000510886 59.01033067KLAATPK 6 4885371 3xTMT6plex [N-Term; K1; K7] 1.212 1.427 0.958 4.145392418 18.95 1 1415.955297 3 472.6562805 -0.712287505 -0.000336189 32.6402611KSTDHPK 9 4885371 3xTMT6plex [N-Term; K1; K7] 1.416 1.243 1.353 2.720392942 5.42 1 1499.914889 3 500.6430359 -0.22276863 -0.000111378 16.6157064AKPVKPK 6 4885371 4xTMT6plex [N-Term; K2; K5; K7] 1.229 1.355 1.211 2.196023703 0 1684.165513 4 421.796875 0.093043112 3.92E-05 28.353075454885375 HIST1H1C histone H1.2 3006 NP_005310.1 43.66197183 1 5 15 331 213 21.352 10.93 1.97 2.2 2.18 2.12 Significant 0.00121 KALAAAGYDVEK 20 4885375 3xTMT6plex [N-Term; K1; K12] 2.828 2.998 2.823 6.861292362 50.63 1 1923.151824 3 641.7210083 -1.743225685 -0.001117496 45.16079344ASGPPVSELITK 27 4885375 2xTMT6plex [N-Term; K12] 1.547 1.449 1.555 5.224815845 71.99 0 1656.993643 2 828.9992676 -1.439132709 -0.001192317 59.71782333KASGPPVSELITK 26 4885375 3xTMT6plex [N-Term; K1; K13] 2.005 2.263 2.094 6.901385307 60.73 1 2014.251538 2 1007.627747 -1.649042274 -0.001660793 55.50493757ALAAAGYDVEK 38 4885375 2xTMT6plex [N-Term; K11] 1.524 1.627 1.655 4.68732357 66.17 0 1565.893929 2 783.4503174 -0.364669895 -0.000285517 44.77125503SGVSLAALK 44 4885375 2xTMT6plex [N-Term; K9] 1.633 1.61 1.645 3.9179914 60.65 0 1303.834958 2 652.4205933 -0.803764737 -0.000523988 55.28188395KPAAATVTK 16 4885375 3xTMT6plex [N-Term; K1; K9] 1.902 1.848 1.956 4.946323872 37.47 0 1574.024439 3 525.3468628 1.01406234 0.000532053 31.42329074KAAGGATPK 6 4885375 3xTMT6plex [N-Term; K1; K9] 2.853 2.408 2.999 4.329116821 26.24 1 1487.951274 3 496.6551819 -0.189297666 -9.39E-05 20.35762755KAASGEAKPK 7 4885375 4xTMT6plex [N-Term; K1; K8; K10] 2.275 2.754 1.552 3.071836472 33.92 1 1903.214648 2 952.1102295 -0.770236624 -0.000732963 20.90095039GTGASGSFK 28 4885375 2xTMT6plex [N-Term; K9] 1.66 1.534 1.832 3.711876154 53.66 0 1269.720322 2 635.3644409 1.010581555 0.000641578 26.8040132SGVSLAALKK 6 4885375 3xTMT6plex [N-Term; K9; K10] 4.341 1.329 2.101 3.586786747 26.61 1 1661.092853 3 554.3696899 1.001590138 0.000554578 55.68476077AASGEAKPK 22 4885375 3xTMT6plex [N-Term; K7; K9] 2.686 2.21 1.737 3.749334812 32.53 0 1545.956753 2 773.4816284 -0.500087768 -0.000386557 20.23976224AAGGATPK 20 4885375 2xTMT6plex [N-Term; K8] 1.501 1.517 1.563 2.816142321 28.34 0 1130.693379 2 565.8497925 -0.947002151 -0.000535385 107.7759007KPVGAAK 22 4885375 3xTMT6plex [N-Term; K1; K7] 2.155 2.332 2.432 3.294769526 18.63 0 1357.913432 3 453.3093262 -0.005025633 -2.27E-06 26.60338173GTLVQTK 47 4885375 2xTMT6plex [N-Term; K7] 1.825 1.888 1.935 3.417344093 35.94 0 1204.766544 2 602.887207 0.492570534 0.000296716 31.23064423KAGGTKPK 2 4885375 4xTMT6plex [N-Term; K1; K6; K8] 2.962 2.771 2.445017338 1 1703.134942 4 426.539093 -0.23447331 -9.98E-05 22.197370984885377 HIST1H1D histone H1.3 3007 NP_005311.1 42.08144796 1 7 16 307 221 22.336 11.02 1.86 1.84 1.88 1.86 Significant 0.0000385 KALAAAGYDVEK 20 4885377 3xTMT6plex [N-Term; K1; K12] 2.828 2.998 2.823 6.861292362 50.63 1 1923.151824 3 641.7210083 -1.743225685 -0.001117496 45.16079344ASGPPVSELITK 27 4885377 2xTMT6plex [N-Term; K12] 1.547 1.449 1.555 5.224815845 71.99 0 1656.993643 2 828.9992676 -1.439132709 -0.001192317 59.71782333KASGPPVSELITK 26 4885377 3xTMT6plex [N-Term; K1; K13] 2.005 2.263 2.094 6.901385307 60.73 1 2014.251538 2 1007.627747 -1.649042274 -0.001660793 55.50493757ALAAAGYDVEK 38 4885377 2xTMT6plex [N-Term; K11] 1.524 1.627 1.655 4.68732357 66.17 0 1565.893929 2 783.4503174 -0.364669895 -0.000285517 44.77125503SGVSLAALK 44 4885377 2xTMT6plex [N-Term; K9] 1.633 1.61 1.645 3.9179914 60.65 0 1303.834958 2 652.4205933 -0.803764737 -0.000523988 55.28188395KPATAAGTK 10 4885377 3xTMT6plex [N-Term; K1; K9] 2.089 1.458 2.241 4.749599934 25.18 0 1531.977489 3 511.3308105 0.254312239 0.000129867 23.48414396KVAGAATPK 6 4885377 3xTMT6plex [N-Term; K1; K9] 2.148 2.02 3.977896214 28.86 1 1529.998224 3 510.6708069 -0.233232756 -0.000118949 28.50079811GTGASGSFK 28 4885377 2xTMT6plex [N-Term; K9] 1.66 1.534 1.832 3.711876154 53.66 0 1269.720322 2 635.3644409 1.010581555 0.000641578 26.8040132SGVSLAALKK 6 4885377 3xTMT6plex [N-Term; K9; K10] 4.341 1.329 2.101 3.586786747 26.61 1 1661.092853 3 554.3696899 1.001590138 0.000554578 55.68476077VAGAATPK 6 4885377 2xTMT6plex [N-Term; K8] 1.291 1.465 0.985 2.356410027 32.63 0 1172.740329 2 586.8733521 -0.768975378 -0.000450904 25.66162086KAGATAGK 10 4885377 3xTMT6plex [N-Term; K1; K8] 4.123 4.029 3.467 3.309589624 18.31 1 1390.89851 3 464.3040771 -0.598220993 -0.000277355 19.23975837AASGEGKPK 10 4885377 3xTMT6plex [N-Term; K7; K9] 2.898 2.535 2.045 2.625487804 11.67 0 1531.941103 2 766.4736328 -0.727354986 -0.000557133 20.06318087GTLVQTK 47 4885377 2xTMT6plex [N-Term; K7] 1.825 1.888 1.935 3.417344093 35.94 0 1204.766544 2 602.887207 0.492570534 0.000296716 31.23064423KPAGAAK 16 4885377 3xTMT6plex [N-Term; K1; K7] 2.243 2.006 2.128 2.961024046 21.8 0 1329.882132 2 665.4456177 1.373626669 0.000913381 22.45102371KAASGEGKPK 2 4885377 4xTMT6plex [N-Term; K1; K8; K10] 2.912 3.338 2.763395071 1 1889.198998 4 473.0551453 -0.130772519 -6.18E-05 22.26538504AGATAGK 11 4885377 2xTMT6plex [N-Term; K7] 1.66 1.384 1.533 2.416824341 35.27 0 1033.640615 2 517.324707 1.472603222 0.000761071 18.186227294885379 HIST1H1E histone H1.4 3008 NP_005312.1 42.00913242 1 4 15 344 219 21.852 11.03 1.93 1.92 1.71 1.85 Significant 0.00149 KALAAAGYDVEK 20 4885379 3xTMT6plex [N-Term; K1; K12] 2.828 2.998 2.823 6.861292362 50.63 1 1923.151824 3 641.7210083 -1.743225685 -0.001117496 45.16079344ASGPPVSELITK 27 4885379 2xTMT6plex [N-Term; K12] 1.547 1.449 1.555 5.224815845 71.99 0 1656.993643 2 828.9992676 -1.439132709 -0.001192317 59.71782333KASGPPVSELITK 26 4885379 3xTMT6plex [N-Term; K1; K13] 2.005 2.263 2.094 6.901385307 60.73 1 2014.251538 2 1007.627747 -1.649042274 -0.001660793 55.50493757ALAAAGYDVEK 38 4885379 2xTMT6plex [N-Term; K11] 1.524 1.627 1.655 4.68732357 66.17 0 1565.893929 2 783.4503174 -0.364669895 -0.000285517 44.77125503SGVSLAALK 44 4885379 2xTMT6plex [N-Term; K9] 1.633 1.61 1.645 3.9179914 60.65 0 1303.834958 2 652.4205933 -0.803764737 -0.000523988 55.28188395KPAAAAGAK 15 4885379 3xTMT6plex [N-Term; K1; K9] 1.472 1.261 1.305 5.044884682 29.04 0 1471.956359 3 491.3242493 1.246696427 0.000611694 22.46983038KATGAATPK 16 4885379 3xTMT6plex [N-Term; K1; K9] 1.864 1.93 1.883 4.638032436 26.69 1 1531.977489 3 511.3304138 -0.522582693 -0.000266862 20.97876468KAASGEAKPK 7 4885379 4xTMT6plex [N-Term; K1; K8; K10] 2.275 2.754 1.552 3.071836472 33.92 1 1903.214648 2 952.1102295 -0.770236624 -0.000732963 20.90095039GTGASGSFK 28 4885379 2xTMT6plex [N-Term; K9] 1.66 1.534 1.832 3.711876154 53.66 0 1269.720322 2 635.3644409 1.010581555 0.000641578 26.8040132SGVSLAALKK 6 4885379 3xTMT6plex [N-Term; K9; K10] 4.341 1.329 2.101 3.586786747 26.61 1 1661.092853 3 554.3696899 1.001590138 0.000554578 55.68476077AASGEAKPK 22 4885379 3xTMT6plex [N-Term; K7; K9] 2.686 2.21 1.737 3.749334812 32.53 0 1545.956753 2 773.4816284 -0.500087768 -0.000386557 20.23976224ATGAATPK 22 4885379 2xTMT6plex [N-Term; K8] 1.107 1.202 1.188 2.621916771 39.64 0 1174.719594 2 587.8629761 -0.781719797 -0.000459151 107.4682934GTLVQTK 47 4885379 2xTMT6plex [N-Term; K7] 1.825 1.888 1.935 3.417344093 35.94 0 1204.766544 2 602.887207 0.492570534 0.000296716 31.23064423KPAGAAK 16 4885379 3xTMT6plex [N-Term; K1; K7] 2.243 2.006 2.128 2.961024046 21.8 0 1329.882132 2 665.4456177 1.373626669 0.000913381 22.45102371KSAGAAK 10 4885379 3xTMT6plex [N-Term; K1; K7] 2.744 2.334 2.408 2.912809849 11.55 1 1319.861397 3 440.6254272 0.251525109 0.000110659 18.605117194885381 HIST1H1B histone H1.5 3009 NP_005313.1 44.69026549 1 10 14 292 226 22.566 10.92 2.14 2.2 2.14 2.16 Significant 0.0000857 ALAAGGYDVEK 46 4885381 2xTMT6plex [N-Term; K11] 2.034 1.96 1.927 4.39953804 66.59 0 1551.878279 2 776.4430542 0.356122284 0.000276329 44.54644401KATGPPVSELITK 24 4885381 3xTMT6plex [N-Term; K1; K13] 2.309 2.384 2.233 6.845960617 72.65 1 2028.267188 3 676.7600708 -0.75386402 -0.000509679 58.13436778KALAAGGYDVEK 6 4885381 3xTMT6plex [N-Term; K1; K12] 3.347 3.079 3.065 5.27900362 55.16 1 1909.136174 3 637.0502319 -0.016514913 -1.05E-05 43.49262758ATGPPVSELITK 32 4885381 2xTMT6plex [N-Term; K12] 1.877 1.953 1.701 5.169472218 79.24 0 1671.009293 2 836.0070801 -1.442058856 -0.001204847 64.61641453KAAGAGAAK 16 4885381 3xTMT6plex [N-Term; K1; K9] 3.537 3.548 3.445 4.61823225 33.41 1 1431.925059 3 477.9799805 0.22962532 0.000109602 19.6533909KAASGEAKPK 7 4885381 4xTMT6plex [N-Term; K1; K8; K10] 2.275 2.754 1.552 3.071836472 33.92 1 1903.214648 2 952.1102295 -0.770236624 -0.000732963 20.90095039GTGASGSFK 28 4885381 2xTMT6plex [N-Term; K9] 1.66 1.534 1.832 3.711876154 53.66 0 1269.720322 2 635.3644409 1.010581555 0.000641578 26.8040132KPAAAGVK 22 4885381 3xTMT6plex [N-Term; K1; K8] 2.485 2.46 2.396 3.864519119 26.49 0 1428.950546 3 476.9880981 -0.563110045 -0.000268219 27.30386099NGLSLAALK 3 4885381 2xTMT6plex [N-Term; K9] 1.011 1.24 3.303333282 26.57 0 1344.861507 2 672.9326172 -2.639093306 -0.001774608 63.01997866AASGEAKPK 22 4885381 3xTMT6plex [N-Term; K7; K9] 2.686 2.21 1.737 3.749334812 32.53 0 1545.956753 2 773.4816284 -0.500087768 -0.000386557 20.23976224AAGAGAAK 20 4885381 2xTMT6plex [N-Term; K8] 1.686 1.927 1.719 3.100871801 46.37 0 1074.667164 2 537.8370361 -0.34312426 -0.000184372 109.7527567KPAGATPK 18 4885381 3xTMT6plex [N-Term; K1; K8] 1.874 2.11 2.049 3.148311138 14.8 0 1456.94546 3 486.3197632 -0.497025619 -0.00024138 22.2631615SETAPAETATPAPVEK 1 4885381 2xTMT6plex [N-Term; K16] 2.723 18.61 0 2057.116671 2 1029.061401 -0.556631348 -0.000572528 37.96099964GTLVQTK 47 4885381 2xTMT6plex [N-Term; K7] 1.825 1.888 1.935 3.417344093 35.94 0 1204.766544 2 602.887207 0.492570534 0.000296716 31.230644234885385 H3F3B histone H3.3 3021 NP_005315.1 52.94117647 1 3 7 272 136 15.319 11.27 1.51 1.42 1.88 1.6 Significant 0.00762 FQSAAIGALQEASEAYLVGLFEDTNLCAIHAK 18 4885385 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C27] 1.276 1.106 1.329 8.270762444 59.99 0 3896.030445 3 1299.347656 -0.520955888 -0.000676553 112.7280478
KSAPSTGGVK 4 4885385 3xTMT6plex [N-Term; K1; K10] 1.568 1.688 3.119 3.600964546 26.13 1 1619.009517 3 540.3411865 -0.315513703 -0.000170273 26.63161035SAPSTGGVK 20 4885385 2xTMT6plex [N-Term; K9] 1.547 1.631 1.695 3.632740259 43.23 0 1261.751622 2 631.37677 -4.24708068 -0.00267938 106.3743242YRPGTVALR 82 4885385 1xTMT6plex [N-Term] 1.441 1.622 1.573 5.052287579 39.21 0 1261.757821 3 421.2585754 2.656546528 0.001117306 29.08980249EIAQDFK 90 4885385 2xTMT6plex [N-Term; K7] 1.767 1.706 1.662 3.07290411 35.93 0 1308.756373 2 654.8804932 -2.035139564 -0.001331751 41.98613268STELLIR 49 4885385 1xTMT6plex [N-Term] 1.73 1.901 1.774 2.711582899 36.61 0 1060.656376 2 530.8305664 -2.37553609 -0.001259814 40.88925852RVTIMPK 9 4885385 2xTMT6plex [N-Term; K7] 1.478 2.01 1.741 3.194246054 13.04 1 1302.833184 3 434.9491577 -0.202570423 -8.80E-05 35.22730014885373 HIST1H1A histone H1.1 3024 NP_005316.1 26.51162791 1 2 6 143 215 21.829 10.99 1.52 1.8 1.28 1.53 Significant 0.00947 KKPAGPSVSELIVQAASSSK 6 4885373 4xTMT6plex [N-Term; K1; K2; K20] 1.524 1.997 1.19 4.692897797 6.94 1 2900.759059 4 725.9447632 -0.632829404 -0.000458921 68.9789602KALAAAGYDVEK 20 4885373 3xTMT6plex [N-Term; K1; K12] 2.828 2.998 2.823 6.861292362 50.63 1 1923.151824 3 641.7210083 -1.743225685 -0.001117496 45.16079344ALAAAGYDVEK 38 4885373 2xTMT6plex [N-Term; K11] 1.524 1.627 1.655 4.68732357 66.17 0 1565.893929 2 783.4503174 -0.364669895 -0.000285517 44.77125503GTGASGSFK 28 4885373 2xTMT6plex [N-Term; K9] 1.66 1.534 1.832 3.711876154 53.66 0 1269.720322 2 635.3644409 1.010581555 0.000641578 26.8040132GGVSLAALK 4 4885373 2xTMT6plex [N-Term; K9] 1.569 1.694 3.55345583 36.15 0 1273.824393 2 637.4155273 -0.482917821 -0.000307576 55.77178892GTLVQTK 47 4885373 2xTMT6plex [N-Term; K7] 1.825 1.888 1.935 3.417344093 35.94 0 1204.766544 2 602.887207 0.492570534 0.000296716 31.23064423

94538322 HAGH hydroxyacylglutathione hydrolase, mitochondrial isoform 1 precursor 3029 NP_005317.2 27.27272727 1 7 7 25 308 33.784 8.12 0.76 1.02 0.89 0.89 Significant 0.00704
ITHLSTLQVGSLNVK 6 94538322 2xTMT6plex [N-Term; K15] 0.701 0.859 0.725 6.185531616 39.88 0 2068.253046 3 690.0889893 -0.305106072 -0.000210346 66.93680321NLTVDEGTMK 2 94538322 2xTMT6plex [N-Term; K10] 0.687 3.638038635 23.36 0 1565.860914 2 783.434082 -0.017266859 -1.35E-05 41.4277829EAAIVDPVQPQK 4 94538322 2xTMT6plex [N-Term; K12] 0.84 0.844 3.429435253 40.53 0 1753.026006 2 877.0155029 -1.298697576 -0.001138325 49.29124772

FYEGTADEMCK 2 94538322 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.971 3.409642696 50.85 0 1808.859928 2 904.932373 -1.359401141 -0.001229483 47.54544744ALLEVLGR 6 94538322 1xTMT6plex [N-Term] 0.961 1.136 1.191 3.00233984 30.49 0 1099.70366 2 550.3552246 -0.443547901 -0.000243886 69.34180035VEVLPALTDNYMYLVIDDETK 3 94538322 2xTMT6plex [N-Term; K21] 1.945207596 6.79 0 2899.541484 3 967.1869507 1.660631796 0.001605024 114.4146218IGALTHK 2 94538322 2xTMT6plex [N-Term; K7] 0.736 2.781921625 5.63 0 1197.771964 3 399.9289856 0.367145937 0.000146586 46.6332115698986457 HCFC1 host cell factor 1 3054 NP_005325.2 20.34398034 1 28 28 115 2035 208.602 7.46 1.4 1.36 1.24 1.33 Significant 0.0013 TVESGLEVAAAPSVTPQAGTALLAPFPTQR 8 98986457 1xTMT6plex [N-Term] 1.409 1.514 7.781015873 64.18 0 3208.741508 3 1070.244385 -7.138887028 -0.007635614 86.17373819YDIPATAATATSPTPNPVPSVPANPPK 4 98986457 2xTMT6plex [N-Term; K27] 1.216 1.287 5.530346394 29.55 0 3132.698136 4 783.9277954 -2.803946948 -0.00219598 66.75024175SPISVPGGSALISNLGK 12 98986457 2xTMT6plex [N-Term; K17] 1.288 1.252 1.327 4.671936989 62.52 0 2055.221411 2 1028.113647 -0.677673032 -0.000696384 78.51607196ESHTAVVYTEK 6 98986457 2xTMT6plex [N-Term; K11] 1.525 1.278 4.795124054 61.46 0 1721.947421 2 861.4768677 -0.558953442 -0.000481244 26.55524585VASSPVMVSNPATR 8 98986457 1xTMT6plex [N-Term] 1.315 1.189 1.344 4.532212734 55.11 0 1644.894056 2 822.9509888 0.391830136 0.00032226 40.08308213VMTSGTGAPAK 6 98986457 2xTMT6plex [N-Term; K11] 1.014 1.015 0.877 3.625106096 49.1 0 1477.844871 2 739.4247437 -1.799833911 -0.001329938 46.20994291SPDGAHLTWEPPSVTSGK 4 98986457 2xTMT6plex [N-Term; K18] 1.765 1.245 5.276657104 42.72 0 2324.228681 3 775.4140015 -0.529214478 -0.000410005 54.6335514AVTTVTQSTPVPGPSVPPPEELQVSPGPR 2 98986457 1xTMT6plex [N-Term] 6.04142046 48.2 0 3153.699309 3 1051.900635 -3.791640215 -0.003985898 72.00165337GPFSEISAFK 10 98986457 2xTMT6plex [N-Term; K10] 1.248 1.776 1.218 4.258144855 40.51 0 1540.877551 2 770.9420166 -0.515489939 -0.000397153 72.2069609GPLPAGTILK 6 98986457 2xTMT6plex [N-Term; K10] 1.008 0.941 1.297 3.743057251 51.03 0 1424.924107 2 712.9645386 -1.618810118 -0.001153341 60.97443344ENQWFDVGVIK 6 98986457 2xTMT6plex [N-Term; K11] 3.349 1.387 1.267 3.960356236 33.87 0 1792.999791 3 598.3381348 0.033394803 2.00E-05 77.11386101SLHSATTIGNK 2 98986457 2xTMT6plex [N-Term; K11] 1.319 4.890323639 26.25 0 1586.926626 3 529.6466675 -0.741734731 -0.00039236 43.60783706
VYCGPSPSCLVQSSSLSNAHIDYTTKPAIIFR 2 98986457 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C3; C9] 0.83 6.128229618 7.88 0 4027.082163 4 1007.527954 1.942618981 0.001955772 79.30356128

TCLPGFPGAPCAIK 2 98986457 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C11] 1.666 4.141234875 37.6 0 1947.059632 3 649.6917725 0.581658001 0.000377508 67.67535594
AGHCAVAINTR 4 98986457 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.361 1.6 3.784888268 18.66 0 1398.747333 3 466.92099 0.774743714 0.000361224 19.92302717
AWNNQVCCK 6 98986457 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C7; C8] 2.276 1.736 1.251 2.953131437 23.4 0 1637.829238 2 819.4178467 -0.50135912 -0.00041057 34.07155447GYGPATQVR 2 98986457 1xTMT6plex [N-Term] 1.012 1.796963692 14.6 0 1177.652687 2 589.3296509 -0.56234932 -0.000331126 21.7362876MYVFGGWVPLVMDDVK 2 98986457 2xTMT6plex [N-Term; K16]; 1xOxidation [M1] 1.533 3.942812681 13.87 0 2330.232904 3 777.418396 3.317521724 0.002576866 105.9007428ANTNSLEVSWGAVATADSYLLQLQK 2 98986457 2xTMT6plex [N-Term; K25] 100 1.877205014 3.62 0 3137.688299 3 1046.57019 2.460024172 0.00257293 110.4144212IPPSSAPTVLSVPAGTTIVK 2 98986457 2xTMT6plex [N-Term; K20] 1.286 4.235809803 11.79 0 2393.441968 3 798.4853516 -0.19508829 -0.000155644 80.57440329KQELQPGTAYK 2 98986457 3xTMT6plex [N-Term; K1; K11] 1.543 2.61604929 10.36 1 1950.162723 3 650.7250977 -1.017069615 -0.00066115 36.70952942GAPGQPGTILR 4 98986457 1xTMT6plex [N-Term] 1.325 1.246 3.381361961 32.48 0 1295.7633 2 648.3848877 -0.618661892 -0.00040082 36.50906646SSVGAGEPR 2 98986457 1xTMT6plex [N-Term] 1.375 2.147264957 33.34 0 1088.589753 2 544.7983398 -0.321252794 -0.000174856 15.99355295WLQETSK 4 98986457 2xTMT6plex [N-Term; K7] 1.64 1.428 3.102417946 29.54 0 1349.782922 2 675.3954468 0.514626964 0.000347317 45.50066542DLWYLETEKPPPPAR 1 98986457 2xTMT6plex [N-Term; K9] 1.558 2.465164661 0 2270.258525 3 757.4275513 4.217906679 0.003191913 66.28694132RPMSSPEMK 2 98986457 2xTMT6plex [N-Term; K9] 0.91 2.808443546 3.46 0 1520.832926 3 507.616394 1.119905335 0.00056773 26.40826363DSSGTKPANK 2 98986457 3xTMT6plex [N-Term; K6; K10] 2.127 0.94 2.164921045 0 1691.98951 3 564.6680908 0.123701085 6.98E-05 19.00937667LYIWSGR 2 98986457 1xTMT6plex [N-Term] 1.152 2.316717148 6.92 0 1123.646146 2 562.3275757 1.538933938 0.000864609 57.24135879167234422 HCLS1 hematopoietic lineage cell-specific protein isoform 1 3059 NP_005326.2 30.65843621 1 13 13 59 486 53.995 4.81 0.86 0.8 0.84 0.83 Significant 0.000448 SAVGHEYVAEVEK 2 167234422 2xTMT6plex [N-Term; K13] 0.778 5.751515865 68.07 0 1876.021649 2 938.5127563 -1.819085984 -0.001706322 37.12204146SPEAPQPVIAMEEPAVPAPLPK 4 167234422 2xTMT6plex [N-Term; K22] 0.831 0.824 5.245709419 43.49 0 2726.520295 3 909.5118408 0.247308241 0.000224764 80.15546646SVVGHDVSVSVETQGDDWDTDPDFVNDISEK 4 167234422 2xTMT6plex [N-Term; K31] 0.701 6.50140667 27.06 0 3849.834307 4 963.213623 -0.42718267 -0.000411146 71.18720678GFGGQYGIQK 2 167234422 2xTMT6plex [N-Term; K10] 0.906 3.405234575 28.39 0 1512.857484 2 756.9316406 -0.977977116 -0.00073977 46.36618682TEHINIHQLR 6 167234422 1xTMT6plex [N-Term] 0.854 0.793 1.069 4.20038414 20.38 0 1489.843676 3 497.2859497 -0.255086431 -0.00012668 28.31656417AKFESMAEEK 7 167234422 3xTMT6plex [N-Term; K2; K10] 1.341 1.008 1.1 3.692625046 22.82 1 1857.039497 3 619.6837769 -1.464278815 -0.000906408 55.05002863EHPVPLLPIR 2 167234422 1xTMT6plex [N-Term] 0.951 2.81819129 25.92 0 1399.862286 3 467.2922974 0.037625018 1.76E-05 52.57006823HSSQTDAAK 4 167234422 2xTMT6plex [N-Term; K9] 0.756 0.779 3.581525087 26.13 0 1402.769063 3 468.2608337 -0.794927209 -0.0003717 14.9339715VSEEHDVLR 10 167234422 1xTMT6plex [N-Term] 0.619 0.802 0.845 4.227586746 45.68 0 1312.705845 3 438.2404175 0.650664739 0.00028471 23.31307514FESMAEEK 6 167234422 2xTMT6plex [N-Term; K8] 0.688 0.595 0.662 3.254594564 44.97 0 1428.744488 2 714.8759766 0.132056502 9.43E-05 42.05593718GETEKHESQR 3 167234422 2xTMT6plex [N-Term; K5] 1.103 0.79 3.112285852 9.3 1 1658.886218 4 415.4769592 -0.127143101 -5.27E-05 14.35783564EMESGPK 6 167234422 2xTMT6plex [N-Term; K7] 0.996 0.844 0.641 2.696075916 24.05 0 1235.670595 2 618.338623 -0.505981329 -0.000312613 21.58395684AALGYDYKGETEK 3 167234422 3xTMT6plex [N-Term; K8; K13] 1.15 0.865 0.665 2.705419302 1 2132.184246 3 711.3987427 -1.206074316 -0.000857191 43.739704674885409 HDLBP vigilin isoform a 3069 NP_005327.1 50.23659306 1 57 57 494 1268 141.352 6.87 1.21 1.23 1.22 1.22 Significant 0.0000224 ASVITQVFHVPLEER 8 4885409 1xTMT6plex [N-Term] 0.953 1.144 1.046 6.379355431 48.27 0 1954.095927 3 652.0374756 0.996019584 0.000648773 78.5405463EALEALVPVTIEVEVPFDLHR 10 4885409 1xTMT6plex [N-Term] 1.288 1.165 1.405 6.328150272 66.63 0 2605.44387 4 652.116333 -0.141054181 -9.19E-05 106.6177813DLANIAEVEVSIPAK 20 4885409 2xTMT6plex [N-Term; K15] 1.271 1.338 5.215523243 73.31 0 2027.178878 2 1014.092224 -0.841528013 -0.000852964 81.26262038DMNQFGEGEQAK 8 4885409 2xTMT6plex [N-Term; K12] 1.312 1.569 1.201 4.936833382 54.66 0 1811.899819 2 906.453064 -0.534108068 -0.000483875 34.34416636LVGEIMQETGTR 12 4885409 1xTMT6plex [N-Term] 1.37 1.299 1.234 3.957989693 32.98 0 1562.840958 3 521.6171265 -2.643951355 -0.001377358 62.35158013ANSFTVSSVAAPSWLHR 6 4885409 1xTMT6plex [N-Term] 1.253 1.068 1.182 5.846735954 43.75 0 2059.092239 3 687.0340576 -2.243298455 -0.001539719 64.16878044IVGELEQMVSEDVPLDHR 10 4885409 1xTMT6plex [N-Term] 1.213 0.933 1.127 4.921250343 52.22 0 2295.185212 3 765.732605 -0.849852371 -0.00065019 96.72530258IVGELEQMVSEDVPLDHR 12 4885409 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.059 0.992 0.914 4.63202095 46.93 0 2311.180127 3 765.732605 -0.849852371 -0.00065019 96.72530258LQTQASATVAIPK 6 4885409 2xTMT6plex [N-Term; K13] 0.951 1.035 1.095 3.02394104 44.97 0 1786.083855 2 893.5435791 -2.224709027 -0.001986758 55.4618188IEGDPQGVQQAK 18 4885409 2xTMT6plex [N-Term; K12] 1.325 1.258 1.399 4.595399857 69.18 0 1727.969219 2 864.4877319 -0.59725185 -0.000516016 33.30017604APDMSSSEEFPSFGAQVAPK 18 4885409 2xTMT6plex [N-Term; K20] 1.16 1.261 1.123 4.757165432 51.23 0 2540.274311 3 847.4283447 -1.507589278 -0.001276563 67.04068284

AACLESAQEPAGAWGNK 12 4885409 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C3] 1.195 1.18 1.173 4.167525768 59.23 0 2218.132673 2 1109.567505 -2.226884098 -0.002469762 49.77244805
DKFPEVIINFPDPAQK 12 4885409 3xTMT6plex [N-Term; K2; K16] 1.291 1.275 1.275 5.763924122 31.59 1 2545.463322 3 849.1580811 -1.426728842 -0.001210562 85.34076401VIFPAAEDKDQDLITIIGK 22 4885409 3xTMT6plex [N-Term; K9; K19] 1.308 1.327 1.283 5.741771698 20.43 1 2773.631843 3 925.2156372 0.185695551 0.000171684 93.89418173LEHDVNIQFPDKDDGNQPQDQITITGYEK 8 4885409 3xTMT6plex [N-Term; K12; K29] 1.133 1.306 1.529 7.27273798 33.46 1 4045.075764 4 1012.024475 0.075756461 7.66E-05 67.01159844



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

EIAEEYGGVMVSFPR 10 4885409 1xTMT6plex [N-Term] 1.357 1.264 1.483 4.790512085 74.32 0 1912.967615 2 956.9859619 -1.551490915 -0.001483976 70.96350302SIMEECGGVHIHFPVEGSGSDTVVIR 4 4885409 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.425 1.602 7.651494026 70.79 0 3041.502206 4 761.1306152 -0.517833752 -0.000393748 67.76317253DQGLSIMVSGK 8 4885409 2xTMT6plex [N-Term; K11] 1.179 1.379 1.438 5.196763039 60.72 0 1592.908199 2 796.9562988 -1.806754307 -0.001438997 57.32962367MVADLVENSYSISVPIFK 6 4885409 2xTMT6plex [N-Term; K18] 1.326 1.232 1.722 4.824204922 43.04 0 2470.366755 3 824.1268921 -0.255630249 -0.0002105 105.9332768VATLNSEEESDPPTYK 12 4885409 2xTMT6plex [N-Term; K16] 1.216 1.189 1.692 4.896994591 59.76 0 2238.154179 2 1119.580933 0.183112665 0.000204917 53.34788046ITLEGPTEDVNVAQEQIEGMVK 10 4885409 2xTMT6plex [N-Term; K22] 0.894 0.847 1.162 5.634478092 79.54 0 2858.522145 3 953.5123901 0.165092356 0.000157307 85.60538684DAPWTASSSEK 12 4885409 2xTMT6plex [N-Term; K11] 1.286 1.289 1.425 4.407257557 57.07 0 1636.858272 2 818.9337769 1.225030274 0.0010026 38.39090842TEIVFTGEKEQLAQAVAR 3 4885409 2xTMT6plex [N-Term; K9] 0.757 1.817 4.458012104 24.81 1 2448.386244 3 816.7990723 -1.462519704 -0.001193604 68.80120035YKDMNQFGEGEQAK 4 4885409 3xTMT6plex [N-Term; K2; K14] 1.812 1.098 4.23717165 19.7 1 2332.221042 3 778.0772095 -1.701091774 -0.001322441 40.98783468TTTIAVEVK 11 4885409 2xTMT6plex [N-Term; K9] 1.188 1.515 0.914 4.030326366 58.99 0 1419.882302 2 710.4446411 -0.208688732 -0.000148157 46.50317545KTTTIAVEVK 8 4885409 3xTMT6plex [N-Term; K1; K10] 1.349 1.614 1.703 5.245272636 25.04 1 1777.140197 3 593.0518188 0.397499854 0.000235471 44.95064807HEVLLISAEQDKR 12 4885409 2xTMT6plex [N-Term; K12] 1.353 1.428 1.305 5.544674873 29.27 1 1996.159145 3 666.057373 -0.79117408 -0.000526436 40.16386819VHIEFTEGEDK 6 4885409 2xTMT6plex [N-Term; K11] 0.942 0.978 0.959 4.473563194 30.76 0 1761.942336 3 587.9855347 -0.161790819 -9.50E-05 46.14243923TGAHLELSLAK 4 4885409 2xTMT6plex [N-Term; K11] 1.188 1.051 4.195636272 33.1 0 1597.967763 3 533.3273926 -0.086569722 -4.61E-05 61.72573951GNSLQEILER 4 4885409 1xTMT6plex [N-Term] 1.398 1.367 4.061900139 41.57 0 1387.774259 2 694.3901367 -0.909450865 -0.000631056 63.85226127QLLHLAEEK 8 4885409 2xTMT6plex [N-Term; K9] 1.149 1.089 1.307 3.966277122 50.01 0 1538.930649 2 769.9684448 -0.673221735 -0.000518021 52.24014151ELQAEQEDR 6 4885409 1xTMT6plex [N-Term] 0.946 1.162 1.298 3.914597034 41.1 0 1346.674939 2 673.8406372 -0.698762493 -0.000470503 18.85198997RCDIIIISGR 4 4885409 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.094 1.314 4.767957211 28.08 1 1431.830334 3 477.947998 -0.624019029 -0.00029783 40.65986193TEIVFTGEK 8 4885409 2xTMT6plex [N-Term; K9] 1.068 1.308 1.134 3.789512157 37.31 0 1481.861566 2 741.4342041 -0.2934666 -0.000217438 48.8373482EQLAQAVAR 8 4885409 1xTMT6plex [N-Term] 1.361 1.164 1.294 3.47427702 56.77 0 1214.705451 2 607.8557739 -0.971402932 -0.000589984 40.22495527SGLVPQQIK 12 4885409 2xTMT6plex [N-Term; K9] 1.291 1.213 1.059 2.987289667 42.87 0 1427.898621 2 714.4520874 -1.206342865 -0.000861268 48.23969375DAFPPLPEK 16 4885409 2xTMT6plex [N-Term; K9] 1.422 1.289 1.379 3.329109669 33.2 0 1471.856087 2 736.4311523 -0.719589713 -0.000529566 62.0016782KGAVITQIR 6 4885409 2xTMT6plex [N-Term; K1] 1.36 1.4 1.541 3.877758741 25.59 1 1443.941154 3 481.9849243 -0.647215282 -0.000311514 36.14817105LVGEIMQETGTR 2 4885409 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.376 1.726847172 22.37 0 1578.835873 3 521.6171265 -2.643951355 -0.001377358 62.35158013KQLLHLAEEK 4 4885409 3xTMT6plex [N-Term; K1; K10] 1.651 1.325 3.546210051 13.34 1 1896.188544 4 474.8030396 0.940989297 0.000446073 52.31701941AFHPFIAGPYNR 6 4885409 1xTMT6plex [N-Term] 1.032 1.066 2.808667421 11.54 0 1618.869162 3 540.2949829 0.761692481 0.000411027 53.04987864IQIPRPDDPSNQIK 8 4885409 2xTMT6plex [N-Term; K14] 1.355 1.339 1.361 4.612229347 15.43 0 2079.196259 3 693.7369385 0.001553335 1.08E-06 51.30516606ICLEIMQR 4 4885409 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.77 1.069 3.127665281 20.68 0 1291.70638 2 646.3562012 -0.970651125 -0.000626898 62.44861007MVADLVENSYSISVPIFK 2 4885409 2xTMT6plex [N-Term; K18]; 1xOxidation [M1] 100 1.972159266 0.42 0 2486.36167 3 824.1268921 -0.255630249 -0.0002105 105.9332768GPSSDVEK 6 4885409 2xTMT6plex [N-Term; K8] 1.365 1.317 1.657 3.267436981 28.29 0 1276.714902 2 638.8605957 -0.773472408 -0.000493752 21.16123875ELLELASR 6 4885409 1xTMT6plex [N-Term] 0.749 1.002 1.124 2.879101753 18.36 0 1159.688404 2 580.3468018 -1.791234928 -0.001038637 53.00849136LSVTVDPK 4 4885409 2xTMT6plex [N-Term; K8] 1.214 1.237 2.712574959 25.8 0 1316.818973 2 658.9130859 -0.059381739 -3.91E-05 50.17807998TGVSVEIPPSDSISETVILR 2 4885409 1xTMT6plex [N-Term] 2.825048447 11.1 0 2328.285972 3 776.7650146 -2.354261785 -0.001827132 85.10662046GAVITQIR 6 4885409 1xTMT6plex [N-Term] 1.442 2.081 0.779 2.487848759 24.98 0 1086.683259 2 543.8458252 1.02558921 0.000557245 36.6044019DCDPGSPR 6 4885409 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.323 1.207 1.136 2.967455149 36.02 0 1132.525438 2 566.7662354 -0.215612707 -0.000122093 15.53572134DFSVQIK 13 4885409 2xTMT6plex [N-Term; K7] 1.164 1.166 1.266 3.307691813 27.46 0 1294.777109 2 647.8926392 0.689717409 0.000446515 54.91609509TKDLIIEQR 5 4885409 2xTMT6plex [N-Term; K2] 1.926 1.881 1.956 2.587437391 5.99 1 1573.967763 3 525.3275757 0.261111308 0.000136994 40.30813933IQDIELK 32 4885409 2xTMT6plex [N-Term; K7] 1.216 1.215 0.887 3.03229475 33.53 0 1316.818973 2 658.9124756 -0.986390803 -0.000649449 60.45353115
DCVEAAK 10 4885409 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.544 1.408 1.391 2.833884001 31.45 0 1250.681494 2 625.843811 -0.918371058 -0.000574295 23.26385602
KGQNLAK 2 4885409 3xTMT6plex [N-Term; K1; K7] 1.155 2.192575455 1 1 1445.940709 3 482.651825 0.146751187 7.07E-05 23.25667288SFTVDIR 10 4885409 1xTMT6plex [N-Term] 1.263 1.071 1.307 2.525045633 34.22 0 1066.609426 2 533.8081055 -0.460639563 -0.000245661 47.20946402TLPWGPK 6 4885409 2xTMT6plex [N-Term; K7] 1.209 1.374 1.316 2.907323122 30.02 0 1256.776715 2 628.8911743 -1.307151197 -0.000821399 58.27691524DLIIEQR 2 4885409 1xTMT6plex [N-Term] 1.027 2.470584631 18.95 0 1115.662189 2 558.3337402 -1.779751316 -0.000992801 38.5569038ITQQMPK 6 4885409 2xTMT6plex [N-Term; K7] 1.17 1.126 1.126 2.987490416 24.39 0 1303.780814 2 652.3938599 -0.284367919 -0.000185377 37.32733187SGANINR 4 4885409 1xTMT6plex [N-Term] 1.184 1.431 2.306807041 19.46 0 960.5424087 2 480.7749023 0.124229288 5.97E-05 15.5346085438045919 HIP1 huntingtin-interacting protein 1 isoform 1 3092 NP_005329.3 6.943105111 1 6 6 29 1037 116.148 5.3 0.97 1.39 1.27 1.21 Significant 0.0105 GVNQATAGVVASTISGK 5 38045919 2xTMT6plex [N-Term; K17] 1.311 1.401 4.806208134 47.32 0 2018.164624 3 673.3933716 0.464301119 0.000312345 58.40786052LIQIPQLPENPPNFLR 8 38045919 1xTMT6plex [N-Term] 1.598 1.9 1.695 4.605501652 29.5 0 2118.227276 3 706.7472534 -0.032416773 -2.29E-05 96.72425544APPEPADSLTEACK 4 38045919 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 1.292 1.578 4.001746178 23.53 0 1944.014849 3 648.6756592 -1.247295482 -0.000808254 45.25092919AIGEELLPR 2 38045919 1xTMT6plex [N-Term] 1.466 3.269018888 29.09 0 1226.730603 2 613.8691406 0.32713784 0.000200655 54.48083351SSNLQYFK 6 38045919 2xTMT6plex [N-Term; K8] 1.121 1.159 1.142 2.240623713 13.86 0 1444.820036 2 722.9136353 -0.029181619 -2.11E-05 46.76615348ELQDTQLK 4 38045919 2xTMT6plex [N-Term; K8] 0.16 1.02 2.739786386 16.38 0 1432.841165 2 716.9240723 -0.207600645 -0.000148729 35.370294754885417 UBE2K ubiquitin-conjugating enzyme E2 K isoform 1 3093 NP_005330.1 68.5 1 9 9 106 200 22.393 5.44 1.14 1.11 1.1 1.12 Significant 0.000116 VDLVDENFTELR 11 4885417 1xTMT6plex [N-Term] 1.155 1.326 1.102 4.594138622 53.23 0 1678.884931 2 839.9454346 -0.797505147 -0.00066946 67.14992135GEIAGPPDTPYEGGR 14 4885417 1xTMT6plex [N-Term] 1.089 1.177 2.319 5.269728184 61.6 0 1744.870344 2 872.9382935 -0.592414182 -0.000516843 35.45814779TVLLSLQALLAAAEPDDPQDAVVANQYK 2 4885417 2xTMT6plex [N-Term; K28] 1.194 5.414304256 25.85 0 3411.877556 4 853.7238159 -1.208319483 -0.00103066 112.80949LWAHVYAGAPVSSPEYTK 2 4885417 2xTMT6plex [N-Term; K18] 1.293 6.082226276 37.37 0 2434.317102 3 812.1105957 0.054060079 4.39E-05 70.08810191IPETYPFNPPK 26 4885417 2xTMT6plex [N-Term; K11] 1.052 1.072 1.098 3.926433802 33.79 0 1760.998729 3 587.6716919 1.018662629 0.000597955 64.57727468SWDVETATELLLSN 33 4885417 1xTMT6plex [N-Term] 1.129 1.142 0.977 3.528242588 59.34 0 1806.932275 2 903.9692993 -0.52767179 -0.000476734 103.5143342NAVIVALSSK 8 4885417 2xTMT6plex [N-Term; K10] 1.341 1.177 3.719535112 59.66 0 1459.924835 2 730.4657593 -0.406531417 -0.000296753 66.29595117

IWHPNISSVTGAICLDILK 2 4885417 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C14] 0.869 3.835387945 14.73 0 2595.473286 3 865.828064 -1.405106147 -0.001215638 99.88703931
DQWAAAMTLR 6 4885417 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.74 1.535 1.346 2.739425659 32.22 0 1407.725201 2 704.3646851 -2.207258072 -0.001553606 43.31235628DQWAAAMTLR 2 4885417 1xTMT6plex [N-Term] 1.118 2.418760777 7.01 0 1391.730286 2 704.3646851 -2.207258072 -0.001553606 43.312356284885413 HINT1 histidine triad nucleotide-binding protein 1 3094 NP_005331.1 79.36507937 1 8 8 93 126 13.793 6.95 0.8 0.76 0.73 0.76 Significant 0.000705 MVVNEGSDGGQSVYHVHLHVLGGR 12 4885413 1xTMT6plex [N-Term] 0.684 0.732 0.721 6.15821743 48.86 0 2776.415046 4 694.8587646 -0.654497336 -0.000454289 51.66124555MVVNEGSDGGQSVYHVHLHVLGGR 4 4885413 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.714 0.837 5.86803627 39.25 0 2792.409961 4 694.8587646 -0.654497336 -0.000454289 51.66124555HISQISVAEDDDESLLGHLMIVGK 8 4885413 2xTMT6plex [N-Term; K24] 0.661 0.601 0.602 6.225329399 36.46 0 3064.638906 4 770.9146729 0.986896342 0.000760067 75.78511361HISQISVAEDDDESLLGHLMIVGK 10 4885413 2xTMT6plex [N-Term; K24]; 1xOxidation [M20] 0.663 0.559 0.564 5.998797894 39.41 0 3080.633821 4 770.9146729 0.986896342 0.000760067 75.78511361AQVARPGGDTIFGK 6 4885413 2xTMT6plex [N-Term; K14] 1.686 1.219 1.616 4.502705097 22.24 0 1875.085252 3 625.6997681 -0.267252265 -0.00016704 47.46454303KHISQISVAEDDDESLLGHLMIVGK 16 4885413 3xTMT6plex [N-Term; K1; K25] 0.768 0.761 0.717 9.147753716 82.17 1 3421.896801 4 856.2275391 -2.476652714 -0.002118712 79.62942712

CLAFHDISPQAPTHFLVIPK 9 4885413 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C1] 0.749 0.808 0.769 6.849283218 38.3 0 2749.526384 4 688.1359863 -1.552379175 -0.001067077 85.07343256
KCAADLGLNK 4 4885413 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C2] 1.19 1.006 4.23920393 26.42 1 1777.060901 3 593.0244141 -1.244815244 -0.000737371 42.31453981
CAADLGLNK 6 4885413 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 0.655 0.655 0.762 3.880855799 56.57 0 1419.803006 2 710.4047241 -0.587734924 -0.000417234 44.6844544IIFEDDR 18 4885413 1xTMT6plex [N-Term] 0.719 0.709 0.692 2.957138777 37.61 0 1136.614905 2 568.8111572 0.116955289 6.65E-05 45.320318484885425 HRAS GTPase HRas isoform 1 3265 NP_005334.1 49.73544974 1 1 6 45 189 21.285 5.31 1.11 1.12 1.11 1.11 Significant 0.00000896 VKDSDDVPMVLVGNK 6 4885425 3xTMT6plex [N-Term; K2; K15] 1.153 1.192 1.191 4.645858765 38.43 1 2303.324779 3 768.4460449 -0.520015408 -0.000399255 64.55756205

KQVVIDGETCLLDILDTAGQEEYSAMR 7 4885425 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C10] 0.892 0.931 1.162 6.522305012 31.93 1 3512.801691 4 878.9559326 0.059689891 5.24E-05 108.9619987
LVVVGAGGVGK 8 4885425 2xTMT6plex [N-Term; K11] 0.784 1.093 0.951 3.844242811 47.3 0 1413.919356 2 707.4621582 -1.638278548 -0.001158197 57.49765725SALTIQLIQNHFVDEYDPTIEDSYR 14 4885425 1xTMT6plex [N-Term] 1.321 0.959 1.309 6.66080904 37.57 0 3196.599989 3 1066.204834 -0.012484163 -1.33E-05 89.71946063SFEDIHQYR 6 4885425 1xTMT6plex [N-Term] 1.091 1.24 1.541 3.696816921 39.09 0 1423.716744 3 475.2436218 -0.303333852 -0.000143954 29.96694507QAQDLAR 4 4885425 1xTMT6plex [N-Term] 0.811 0.895 2.748023272 26.72 0 1030.584274 2 515.7952881 -0.945064028 -0.000486984 17.59912023167466173 HSPA1B heat shock 70 kDa protein 1B 3304 NP_005337.2 67.39469579 1 33 38 961 641 70.009 5.66 0.94 0.95 0.96 0.95 Significant 0.0000369 FGDPVVQSDMK 10 167466173 2xTMT6plex [N-Term; K11] 0.76 0.716 0.705 3.573291779 57.85 0 1680.903114 2 840.9545288 -0.792807629 -0.000666316 51.1505611NQVALNPQNTVFDAK 20 167466173 2xTMT6plex [N-Term; K15] 0.953 0.933 0.968 4.525810719 60.77 0 2117.175523 2 1059.090454 -0.893599446 -0.000945953 57.01915699

AAAIGIDLGTTYSCVGVFQHGK 16 167466173 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C14] 1.045 1.096 0.979 7.215666294 73.81 0 2723.459092 3 908.4926147 1.541799652 0.001399676 73.70637137ATAGDTHLGGEDFDNR 52 167466173 1xTMT6plex [N-Term] 0.906 0.907 0.961 4.968607426 54.4 0 1904.893598 2 952.9503174 -0.126177323 -0.000120177 26.44198019MKEIAEAYLGYPVTNAVITVPAYFNDSQR 12 167466173 2xTMT6plex [N-Term; K2] 2.286 1.995 2.308 6.762115479 45.59 1 3718.955489 3 1240.323853 0.407438914 0.000505082 100.57292QTQIFTTYSDNQPGVLIQVYEGER 26 167466173 1xTMT6plex [N-Term] 0.746 0.848 0.794 6.602154732 71.82 0 3015.526095 3 1005.847656 0.76935829 0.00077334 78.29287719
CQEVISWLDANTLAEKDEFEHK 13 167466173 3xTMT6plex [N-Term; K16; K22]; 1xCarbamidomethyl [C1] 0.86 1.105 0.92 7.513821602 32.93 1 3349.734153 4 838.1882324 -0.911452181 -0.000763281 85.11641624IINEPTAAAIAYGLDR 40 167466173 1xTMT6plex [N-Term] 0.912 0.921 0.958 6.775477409 71.55 0 1917.064293 2 959.0352783 -0.528244868 -0.00050634 75.07666166NALESYAFNMK 22 167466173 2xTMT6plex [N-Term; K11] 0.956 0.929 0.948 4.535131931 64.22 0 1745.929663 2 873.4667358 -1.986139755 -0.00173383 65.92074303

ELEQVCNPIISGLYQGAGGPGPGGFGAQGPK 30 167466173 2xTMT6plex [N-Term; K31]; 1xCarbamidomethyl [C6] 0.952 1.01 0.97 7.868237019 89.34 0 3513.820059 3 1171.942749 -1.811373258 -0.002121613 84.94195714DAGVIAGLNVLR 34 167466173 1xTMT6plex [N-Term] 0.953 0.915 0.967 4.595170498 70.36 0 1426.857929 2 713.9324341 -0.236502829 -0.000168728 80.47147215EIAEAYLGYPVTNAVITVPAYFNDSQR 25 167466173 1xTMT6plex [N-Term] 0.847 1.113 0.607 6.1862607 59.47 0 3230.65711 3 1077.55603 -1.105663513 -0.001190673 100.3974226TTPSYVAFTDTER 51 167466173 1xTMT6plex [N-Term] 1.078 1.074 1.047 5.362268448 70.39 0 1716.864196 2 858.9358521 0.134839764 0.000115751 46.13381119AQIHDLVLVGGSTR 30 167466173 1xTMT6plex [N-Term] 0.935 0.879 0.893 4.63661623 49.26 0 1694.975084 3 565.6637573 0.96452312 0.000544948 50.83387224SINPDEAVAYGAAVQAAILMGDK 94 167466173 2xTMT6plex [N-Term; K23] 0.872 0.96 0.925 8.373827934 79.15 0 2762.479887 2 1381.74585 1.642002453 0.002267999 105.7785449SINPDEAVAYGAAVQAAILMGDK 16 167466173 2xTMT6plex [N-Term; K23]; 1xOxidation [M20] 0.867 0.988 0.882 7.399744034 71 0 2778.474802 2 1381.74585 1.642002453 0.002267999 105.7785449HWPFQVINDGDKPK 24 167466173 3xTMT6plex [N-Term; K12; K14] 0.928 0.911 0.831 5.460158825 22.33 0 2368.338062 4 592.8392334 -1.248941736 -0.000739479 61.26327309AFYPEEISSMVLTK 8 167466173 2xTMT6plex [N-Term; K14]; 1xOxidation [M10] 1.157 0.99 1.068 2.979990721 34.18 0 2089.129151 2 1037.070679 -0.074663822 -7.74E-05 92.09730675AFYPEEISSMVLTK 50 167466173 2xTMT6plex [N-Term; K14] 0.941 0.952 0.965 4.571286678 62.78 0 2073.134236 2 1037.070679 -0.074663822 -7.74E-05 92.09730675LVNHFVEEFKR 14 167466173 2xTMT6plex [N-Term; K10] 1.111 1.419 1.3 5.035108566 31.31 1 1876.084524 2 938.5454712 -0.457376614 -0.000429039 61.34116989LDKAQIHDLVLVGGSTR 8 167466173 2xTMT6plex [N-Term; K3] 2.288 1.064 2.691 5.349511623 25.39 1 2280.343986 3 760.7838135 -3.112925224 -0.00236618 62.30414397LVNHFVEEFK 16 167466173 2xTMT6plex [N-Term; K10] 0.734 0.751 0.754 4.563521862 49.33 0 1719.983413 2 860.4949951 -0.406553703 -0.000349633 68.14423065FEELCSDLFR 29 167466173 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.027 1.044 1.008 4.136262417 58.49 0 1544.761646 2 772.8839111 -0.712073852 -0.000549992 74.8009389VEILANDQGNR 196 167466173 1xTMT6plex [N-Term] 0.927 0.998 0.946 4.332696915 43.56 0 1457.790972 2 729.3981323 -1.360662537 -0.000991781 34.34792598SAVEDEGLK 14 167466173 2xTMT6plex [N-Term; K9] 0.872 0.863 0.894 3.800511122 56.41 0 1405.793881 2 703.3994751 -1.570105488 -0.001103622 112.5089011GGSGSGPTIEEVD 42 167466173 1xTMT6plex [N-Term] 0.88 0.864 0.893 3.762026548 45.15 0 1433.695734 2 717.3513184 -0.260621024 -0.000186826 66.34136183LLQDFFNGR 2 167466173 1xTMT6plex [N-Term] 0.643 3.298280954 34.31 0 1338.736751 2 669.8717651 -0.371743408 -0.000248833 84.44383656STLEPVEK 12 167466173 2xTMT6plex [N-Term; K8] 0.949 0.939 0.986 4.339159012 45.55 0 1360.808803 2 680.9082642 0.329987807 0.000224525 35.00990624YKAEDEVQR 24 167466173 2xTMT6plex [N-Term; K2] 0.999 1.033 1.145 3.588991642 29.65 1 1595.879342 2 798.4423828 -1.160936765 -0.000926357 22.09315521MVQEAEK 25 167466173 2xTMT6plex [N-Term; K7] 1.021 1.046 1.052 3.071777582 38.51 0 1292.728444 2 646.8670044 -1.324130327 -0.00085587 28.40476036NALESYAFNMK 2 167466173 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 0.845 2.241601706 20.62 0 1761.924578 2 873.4667358 -1.986139755 -0.00173383 65.92074303AEDEVQR 8 167466173 1xTMT6plex [N-Term] 0.616 0.642 0.603 2.906026363 39.77 0 1075.558118 2 538.2825317 -0.308150189 -0.000165717 15.46742603LSKEEIER 8 167466173 2xTMT6plex [N-Term; K3] 1.285 1.594 1.216 2.931796551 6.36 1 1461.867714 2 731.4378662 0.507119672 0.000370671 31.9191962LIGDAAK 40 167466173 2xTMT6plex [N-Term; K7] 0.899 0.955 0.947 2.844601393 27.86 0 1145.72943 2 573.3683472 -0.010948538 -6.27E-06 40.031084NSTIPTK 6 167466173 2xTMT6plex [N-Term; K7] 0.929 0.792 1.026 3.136215687 23.04 0 1218.745809 2 609.87677 0.373227181 0.000227435 27.88156731ITITNDK 14 167466173 2xTMT6plex [N-Term; K7] 0.977 0.969 0.981 2.903221846 33.15 0 1262.772023 2 631.8897095 0.094280923 5.95E-05 41.30808KDISQNK 4 167466173 3xTMT6plex [N-Term; K1; K7] 0.921 1.006 0.892 2.491418362 3.15 1 1519.941103 3 507.3179016 -1.284053712 -0.000650562 25.39499845
KFGDPVVQSDMK 2 167466173 3xTMT6plex [N-Term; K1; K12]; 1xOxidation [M11] 1.019 2.331197977 6.8 1 2054.155924 3 685.3905029 0.502371339 0.000343983 44.01825715DNNLLGR 6 167466173 1xTMT6plex [N-Term] 0.825 0.916 0.9 2.595356226 34.61 0 1030.584274 2 515.795166 -1.181959381 -0.000609054 24.20426546VQVSYKGETK 2 167466173 3xTMT6plex [N-Term; K6; K10] 1.591 2.898 2.623462439 1 1826.09906 3 609.3700562 -1.886602454 -0.001148374 36.90740784DISQNKR 12 167466173 2xTMT6plex [N-Term; K6] 1.538 1.501 1.383 2.584671736 5.18 1 1318.784319 3 440.2659912 -0.681602878 -0.000299629 18.12605853

16507237 HSPA5 78 kDa glucose-regulated protein precursor 3309 NP_005338.1 61.46788991 1 43 46 2011 654 72.288 5.16 0.93 0.94 0.93 0.93 Significant 0.0000128
TKPYIQVDIGGGQTK 30 16507237 3xTMT6plex [N-Term; K2; K15] 0.92 0.963 0.933 5.695631027 62.63 0 2292.353043 2 1146.678711 -1.264070126 -0.001448847 54.22392376SDIDEIVLVGGSTR 34 16507237 1xTMT6plex [N-Term] 0.888 0.867 0.961 4.894927502 58 0 1689.922045 2 845.4642944 -0.433713978 -0.000366471 61.0879613MKETAEAYLGK 19 16507237 3xTMT6plex [N-Term; K2; K11] 1.157 1.146 4.510991096 23.22 1 1928.112996 3 643.3759766 0.197409333 0.000126876 89.78973713ELEEIVQPIISK 50 16507237 2xTMT6plex [N-Term; K12] 0.8 0.801 0.822 5.341231823 66.3 0 1856.114486 2 928.5616455 0.823179624 0.000763958 80.60441833IEIESFYEGEDFSETLTR 459 16507237 1xTMT6plex [N-Term] 0.986 1.065 1.028 5.348118305 76.03 0 2394.155017 3 798.7230835 -0.133755633 -0.000106744 82.80601024NELESYAYSLK 74 16507237 2xTMT6plex [N-Term; K11] 0.959 0.987 0.989 5.241300583 66.68 0 1774.962737 2 887.9842529 -0.849409733 -0.000753835 65.32090762KVTHAVVTVPAYFNDAQR 18 16507237 2xTMT6plex [N-Term; K1] 1.032 1.047 0.954 5.619874001 38.68 1 2474.391998 3 825.4678955 -1.157951757 -0.000955076 51.79577603SQIFSTASDNQPTVTIK 41 16507237 2xTMT6plex [N-Term; K17] 0.913 1.018 0.959 5.408810616 69.78 0 2295.259647 2 1148.135132 1.455234871 0.001670071 60.02535711LYGSAGPPPTGEEDTAEKDEL 44 16507237 2xTMT6plex [N-Term; K18] 0.871 0.953 0.893 6.280130386 43.54 1 2634.318678 3 878.7765503 -1.359012151 -0.001193357 55.00845854AKFEELNMDLFR 2 16507237 2xTMT6plex [N-Term; K2] 1.201 3.20627737 7.05 1 1971.077389 3 663.0291138 0.243357322 0.00016119 67.57084102KTKPYIQVDIGGGQTK 8 16507237 4xTMT6plex [N-Term; K1; K3; K16] 1.389 1.937 1.455 5.609560013 17.88 1 2649.610938 4 663.1574097 -1.180972678 -0.00078228 52.73210963KELEEIVQPIISK 6 16507237 3xTMT6plex [N-Term; K1; K13] 0.979 1.055 0.953 4.761282444 24.54 1 2213.372381 3 738.4627075 0.53667815 0.000395956 79.24603099IEWLESHQDADIEDFK 52 16507237 2xTMT6plex [N-Term; K16] 1.012 0.917 0.936 5.274080276 57.49 0 2433.233826 2 1217.11792 -2.162893756 -0.002631413 74.1968221KSDIDEIVLVGGSTR 44 16507237 2xTMT6plex [N-Term; K1] 0.888 0.921 0.841 6.347784996 71.06 1 2047.17994 2 1024.093628 0.019094255 1.95E-05 56.37436586ITPSYVAFTPEGER 42 16507237 1xTMT6plex [N-Term] 0.936 0.93 0.897 4.866529942 57.13 0 1795.942781 2 898.475769 0.824534029 0.000740408 57.11964475KKELEEIVQPIISK 20 16507237 4xTMT6plex [N-Term; K1; K2; K14] 1.712 1.17 1.834 5.086033821 25.42 2 2570.630276 3 857.5492554 1.142312572 0.000978821 75.01476374DNHLLGTFDLTGIPPAPR 118 16507237 1xTMT6plex [N-Term] 0.921 0.916 0.928 7.586714745 68.39 0 2163.175968 2 1082.092041 0.386973257 0.000418546 72.20228661TFAPEEISAMVLTK 45 16507237 2xTMT6plex [N-Term; K14]; 1xOxidation [M10] 1.027 0.985 0.982 4.371974468 56.55 0 2011.118586 2 998.0651855 -0.28893259 -0.000288228 93.10337776TFAPEEISAMVLTK 103 16507237 2xTMT6plex [N-Term; K14] 0.946 0.943 0.881 4.783331871 83.5 0 1995.123671 2 998.0651855 -0.28893259 -0.000288228 93.10337776VTHAVVTVPAYFNDAQR 30 16507237 1xTMT6plex [N-Term] 0.929 0.886 0.904 5.647956371 49.55 0 2117.134104 3 706.381958 -1.314402596 -0.000927589 55.61272807NQLTSNPENTVFDAK 29 16507237 2xTMT6plex [N-Term; K15] 0.991 0.93 0.971 5.273242474 70.86 0 2136.133718 2 1068.56897 -1.430325662 -0.001527683 54.01137973KSQIFSTASDNQPTVTIK 13 16507237 3xTMT6plex [N-Term; K1; K18] 1.029 1.172 1.032 6.576333046 49.24 1 2652.517542 3 884.8428345 -1.354072866 -0.001197234 56.44652652IINEPTAAAIAYGLDK 46 16507237 2xTMT6plex [N-Term; K16] 0.838 0.902 0.867 5.783248901 73.84 0 2118.221077 2 1059.613159 -0.960693219 -0.00101748 82.1459383DAGTIAGLNVMR 35 16507237 1xTMT6plex [N-Term] 0.926 0.916 1.043 4.6941576 73.87 0 1446.793614 2 723.9004517 0.008653835 6.26E-06 52.7988285IEWLESHQDADIEDFKAK 2 16507237 3xTMT6plex [N-Term; K16; K18] 1.355 4.530258656 11.12 1 2861.528835 4 716.137207 -0.641795035 -0.000459129 68.95814421ALSSQHQAR 22 16507237 1xTMT6plex [N-Term] 0.863 0.894 0.898 4.791163445 58.61 0 1226.680299 3 409.5646057 -0.843896595 -0.000345064 14.77154268FEELNMDLFR 14 16507237 1xTMT6plex [N-Term] 0.589 0.628 0.702 4.385806084 63.89 0 1542.782381 2 771.8952026 0.484756273 0.000373937 81.47905307VEILANDQGNR 196 16507237 1xTMT6plex [N-Term] 0.927 0.998 0.946 4.332696915 43.56 0 1457.790972 2 729.3981323 -1.360662537 -0.000991781 34.34792598DAGTIAGLNVMR 68 16507237 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.864 0.891 0.965 3.237991095 52.86 0 1462.788529 2 723.9004517 0.008653835 6.26E-06 52.7988285ETAEAYLGK 19 16507237 2xTMT6plex [N-Term; K9] 0.648 0.703 0.664 4.303800106 53.65 0 1439.814616 2 720.4111328 0.258870132 0.000186363 41.5956154ITITNDQNR 16 16507237 1xTMT6plex [N-Term] 0.963 0.951 0.971 3.379678726 36.83 0 1303.716744 2 652.3613281 -1.046592372 -0.00068223 28.49650786TWNDPSVQQDIK 23 16507237 2xTMT6plex [N-Term; K12] 0.971 0.966 0.895 3.988825083 52.73 0 1889.016898 2 945.0125732 0.514645674 0.000486087 48.37905212IINEPTAAAIAYGLDKR 18 16507237 2xTMT6plex [N-Term; K16] 0.462 0.356 1.076 5.447764397 14.97 1 2274.322188 3 758.7784424 -0.621618858 -0.000471254 119.9081688FEELNMDLFR 17 16507237 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.807 0.704 1.032 3.502015352 35.25 0 1558.777296 2 771.8952026 0.484756273 0.000373937 81.47905307VLEDSDLKK 18 16507237 3xTMT6plex [N-Term; K8; K9] 0.861 1.151 0.928 3.195266962 31.74 1 1734.061612 2 867.5333862 -1.220469358 -0.001058185 43.27404597VYEGERPLTK 77 16507237 2xTMT6plex [N-Term; K10] 0.902 1.13 0.981 2.829706192 15.37 0 1649.962677 3 550.6593628 0.519835338 0.000285903 2.54727743VTAEDKGTGNK 6 16507237 3xTMT6plex [N-Term; K6; K11] 100 3.206 1.629 2.000450611 8.66 1 1807.052838 3 603.0223999 -0.106207724 -6.40E-05 22.60149742VLEDSDLK 22 16507237 2xTMT6plex [N-Term; K8] 0.874 0.918 0.941 3.579529047 48.24 0 1376.803717 2 688.9044189 -1.565930821 -0.00107799 56.66524172LSSEDKETMEK 7 16507237 3xTMT6plex [N-Term; K6; K11] 0.979 0.951 0.892 3.028845072 4.63 1 1984.087569 2 992.5464478 -0.982780306 -0.000974961 36.81163558LTPEELER 36 16507237 1xTMT6plex [N-Term] 0.93 0.897 0.89 3.360698938 30.24 0 1215.678233 2 608.3430786 0.532407791 0.000323618 112.7882267MKETAEAYLGKK 2 16507237 4xTMT6plex [N-Term; K2; K11; K12] 1.064 3.395831585 2 2285.370891 4 572.0976563 -0.916984638 -0.000523912 54.56081219NQIGDKEK 17 16507237 3xTMT6plex [N-Term; K6; K8] 1.077 1.224 1.169 3.031543493 25.14 1 1618.973132 2 809.9906006 0.489774573 0.000396466 22.79271208STMKPVQK 10 16507237 3xTMT6plex [N-Term; K4; K8] 1.299 1.176 0.869 2.902352095 20.56 0 1605.99651 2 811.4985352 -1.00554015 -0.000815489 23.11803875VMEHFIK 26 16507237 2xTMT6plex [N-Term; K7] 0.889 0.952 0.906 3.021860123 37.3 0 1361.801549 2 681.4039917 -0.618696287 -0.000421271 48.73128089VMEHFIK 46 16507237 2xTMT6plex [N-Term; K7]; 1xOxidation [M2] 0.958 0.896 0.942 2.415395737 26.8 0 1377.796464 2 681.4039917 -0.618696287 -0.000421271 48.73128089AKFEELNMDLFR 6 16507237 2xTMT6plex [N-Term; K2]; 1xOxidation [M8] 1.203 1.232 0.979 2.409901619 11.66 1 1987.072304 3 663.0291138 0.243357322 0.00016119 67.57084102NTVVPTK 7 16507237 2xTMT6plex [N-Term; K7] 0.783 0.799 0.799 2.602324247 25.69 0 1216.766544 2 608.8869019 -0.013904937 -8.46E-06 32.79052107LIGDAAK 40 16507237 2xTMT6plex [N-Term; K7] 0.899 0.955 0.947 2.844601393 27.86 0 1145.72943 2 573.3683472 -0.010948538 -6.27E-06 40.031084MVNDAEK 22 16507237 2xTMT6plex [N-Term; K7] 0.907 0.933 1.005 2.649564266 27.75 0 1264.697144 2 632.8521118 -0.15559234 -9.84E-05 26.84480828NTVVPTKK 13 16507237 3xTMT6plex [N-Term; K7; K8] 2.145 2.577 1.39 3.036606312 5.01 1 1574.024439 3 525.3456421 -1.312527568 -0.00068865 32.10176396

STMKPVQK 4 16507237 3xTMT6plex [N-Term; K4; K8]; 1xOxidation [M3] 0.998 0.948 1.624123693 20.7 0 1621.991425 2 811.4985352 -1.00554015 -0.000815489 23.11803875
MKETAEAYLGK 4 16507237 3xTMT6plex [N-Term; K2; K11]; 1xOxidation [M1] 1.342 0.756 2.578666925 7.96 1 1944.107911 3 643.3759766 0.197409333 0.000126876 89.78973713

FAEEDKK 7 16507237 3xTMT6plex [N-Term; K6; K7] 1.177 0.926 1.183 2.297040224 10.4 1 1553.91422 2 777.4608765 0.165066826 0.00012825 30.42353739102469037 JUND transcription factor jun-D isoform JunD-FL 3727 NP_005345.3 26.5129683 1 6 6 23 347 35.152 7.37 0.92 1.2 1 1.04 Significant 0.00635 DALTLSLSEQVAAALKPAAAPPPTPLR 4 102469037 2xTMT6plex [N-Term; K16] 0.776 6.54420948 28.08 0 3156.839655 4 789.9646606 -0.900350409 -0.000710565 102.5235825ADGAPSAAPPDGLLASPDLGLLK 10 102469037 2xTMT6plex [N-Term; K23] 0.944 0.989 0.974 5.873821735 48.63 0 2604.464889 3 868.8259888 -0.566512304 -0.00049182 89.82985334KDALTLSLSEQVAAALKPAAAPPPTPLR 4 102469037 3xTMT6plex [N-Term; K1; K17] 100 1.328 6.087154865 1.18 1 3514.09755 4 879.2807007 0.97405787 0.000855734 94.92255641SQNTELASTASLLR 2 102469037 1xTMT6plex [N-Term] 1.004 3.735859394 18.76 0 1719.943843 2 860.4742432 -1.531178989 -0.001316771 52.22678795VLSHVNSGCQLLPQHQVPAY 1 102469037 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 2.437 2.392858028 0 2476.296829 3 826.1026611 -1.372433031 -0.001132851 57.7555643ALEDLHK 2 102469037 2xTMT6plex [N-Term; K7] 1.142 2.276946306 15.1 0 1283.772358 3 428.5961609 1.224341688 0.000523925 36.9896439716933567 RAB8A ras-related protein Rab-8A 4218 NP_005361.2 54.58937198 1 7 12 165 207 23.653 9.07 1.06 1.05 1.03 1.05 Significant 0.000071 LLIIGDSGVGK 80 16933567 2xTMT6plex [N-Term; K11] 1.232 1.135 1.119 4.134413719 54.76 0 1529.9667 2 765.4852905 -2.219515831 -0.001697893 71.87338775ANINVENAFFTLAR 8 16933567 1xTMT6plex [N-Term] 1.278 1.436 1.482 4.660785198 50.99 0 1808.985649 2 904.9956055 -0.947615312 -0.000857111 85.57318003LEGNSPQGSNQGVK 10 16933567 2xTMT6plex [N-Term; K14] 1.214 1.146 1.107 4.278131008 77.87 0 1873.01796 2 937.0120239 -0.634835577 -0.000594529 29.7128597KLEGNSPQGSNQGVK 6 16933567 3xTMT6plex [N-Term; K1; K15] 1.325 1.22 1.291 6.841308594 33.19 1 2230.275855 3 744.0953369 -1.971844784 -0.001465919 27.62352477IQIWDTAGQER 220 16933567 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161FSEDAFNSTFISTIGIDFK 2 16933567 2xTMT6plex [N-Term; K19] 1.288 3.539018869 24.61 0 2597.353941 3 866.4585571 2.763199349 0.002392336 106.7611405NIEEHASADVEK 2 16933567 2xTMT6plex [N-Term; K12] 1.019 3.390266657 14.49 0 1799.953963 3 600.6564331 0.435003574 0.000260995 29.11099061LAIDYGIK 24 16933567 2xTMT6plex [N-Term; K8] 0.548 0.595 0.88 3.579517841 44.48 0 1350.839709 2 675.9226074 -1.310804116 -0.000885343 61.17720329TITTAYYR 6 16933567 1xTMT6plex [N-Term] 1.199 1.098 1.02 3.291759253 29.93 0 1217.672754 2 609.3400269 0.018872835 1.15E-05 34.14626649TIELDGK 15 16933567 2xTMT6plex [N-Term; K7] 1.228 1.279 1.4 2.611140728 35.09 0 1233.745474 2 617.3760376 -0.547604592 -0.000337802 43.23251001TIELDGKR 6 16933567 2xTMT6plex [N-Term; K7] 2.729 1.398 1.624 3.474915743 15.45 1 1389.846585 3 463.9528809 -1.795746309 -0.000831937 30.48101819FMETSAK 3 16933567 2xTMT6plex [N-Term; K7] 1.114 1.143 1.065 2.818944693 27.5 0 1271.70698 2 636.3560181 -1.746241251 -0.001110354 39.30700409
167004078 METTL1 tRNA (guanine-N(7)-)-methyltransferase isoform a 4234 NP_005362.3 17.39130435 1 4 4 24 276 31.451 7.64 1.26 1.16 1.33 1.25 Significant 0.00155 IQDPVLQAVTSQTSLPGH 6 167004078 1xTMT6plex [N-Term] 1.105 0.922 1.094 5.558534145 34.8 0 2120.154898 3 707.3887939 -1.447962158 -0.001023301 71.1495161MFFLFPDPHFK 12 167004078 2xTMT6plex [N-Term; K11] 1.256 1.282 1.463 3.433955431 25.8 0 1884.028255 3 628.6799316 -1.599205382 -0.001004316 99.20032251NVAGAEAPPPQK 2 167004078 2xTMT6plex [N-Term; K12] 1.14 2.780709028 13.15 0 1636.942276 3 546.3189697 0.048627058 2.65E-05 30.37598187NFPAIFR 4 167004078 1xTMT6plex [N-Term] 1.425 1.217 1.236 2.478910685 16.78 0 1093.635581 2 547.321167 -0.47868379 -0.000261753 61.3630016755956788 NCL nucleolin 4691 NP_005372.2 46.76056338 1 51 51 838 710 76.568 4.7 1.35 1.31 1.38 1.35 Significant 0.000227 GLSEDTTEETLK 18 55956788 2xTMT6plex [N-Term; K12] 1.271 1.246 1.424 4.679282188 66.2 0 1780.958045 2 890.9827881 0.142721989 0.000127091 41.12721516GLSEDTTEETLKESFDGSVR 27 55956788 2xTMT6plex [N-Term; K12] 1.601 1.57 2.613 5.80894804 47.11 1 2658.35104 3 886.788269 -0.295875557 -0.00026218 62.96704349EAMEDGEIDGNKVTLDWAKPK 5 55956788 4xTMT6plex [N-Term; K12; K19; K21] 2.825 2.769 4.041712284 7.35 1 3262.77993 4 816.4511108 0.822531532 0.000670935 65.09531695GFGFVDFNSEEDAK 56 55956788 2xTMT6plex [N-Term; K14] 1.361 1.378 1.408 5.227406025 86.84 0 2020.006393 2 1010.50647 -0.361229983 -0.000364843 68.45226322QKVEGTEPTTAFNLFVGNLNFNK 12 55956788 3xTMT6plex [N-Term; K2; K23] 1.663 2.175 1.472 6.795113564 40.44 1 3255.798074 3 1085.93689 -0.60135323 -0.000652628 94.57540452TLVLSNLSYSATEETLQEVFEK 113 55956788 2xTMT6plex [N-Term; K22] 1.562 1.664 1.628 6.956002712 94.01 0 2959.591605 3 987.1985474 -3.553230161 -0.00350537 112.3306691EAMEDGEIDGNK 40 55956788 2xTMT6plex [N-Term; K12] 1.388 1.49 1.485 4.473783016 52.52 0 1765.86785 2 883.4376831 0.135565602 0.000119695 32.3686093VTQDELKEVFEDAAEIR 18 55956788 2xTMT6plex [N-Term; K7] 5.336 2.196 3.132 5.635705471 31.11 1 2450.31789 3 817.4447021 0.678775321 0.000554405 91.50274481VEGTEPTTAFNLFVGNLNFNK 34 55956788 2xTMT6plex [N-Term; K21] 1.428 1.481 1.284 6.253303528 53.3 0 2770.481601 3 924.1671143 1.872722575 0.001729448 102.5039298GYAFIEFASFEDAK 43 55956788 2xTMT6plex [N-Term; K14] 1.295 1.351 1.325 5.041173458 68.18 0 2053.068265 2 1027.036377 -1.357599159 -0.001393622 92.30308816KFGYVDFESAEDLEK 24 55956788 3xTMT6plex [N-Term; K1; K15] 1.611 1.626 1.636 6.432318211 41.93 1 2464.321468 3 822.1119995 -0.009197194 -7.55E-06 69.95276931EVFEDAAEIR 22 55956788 1xTMT6plex [N-Term] 1.145 1.158 1.38 3.914208889 56.28 0 1407.731725 2 704.3692017 -0.425300984 -0.000299355 50.2080943SISLYYTGEK 8 55956788 2xTMT6plex [N-Term; K10] 1.243 1.159 1.533 4.43735218 51.11 0 1618.909245 2 809.9587402 0.592361031 0.000479489 113.3668766NDLAVVDVR 6 55956788 1xTMT6plex [N-Term] 1.512 1.453 1.596 3.080241442 64 0 1229.705117 2 615.3555908 -0.985447127 -0.000605905 41.87118762EAMEDGEIDGNK 45 55956788 2xTMT6plex [N-Term; K12]; 1xOxidation [M3] 1.229 1.297 1.379 3.092695475 46.43 0 1781.862765 2 883.4376831 0.135565602 0.000119695 32.3686093TGISDVFAK 6 55956788 2xTMT6plex [N-Term; K9] 1.174 1.35 1.333 4.181456089 45.73 0 1395.824787 2 698.4160156 -0.023247903 -1.62E-05 113.696922KVAVATPAK 10 55956788 3xTMT6plex [N-Term; K1; K9] 1.279 1.235 1.214 5.232812881 39.36 1 1572.045174 3 524.6873779 1.530559746 0.000802036 49.10085286NSTWSGESK 6 55956788 2xTMT6plex [N-Term; K9] 1.63 1.47 4.065467358 37.37 0 1453.768729 2 727.3880005 -0.002987709 -2.17E-06 26.96784646KAAVTPGK 4 55956788 3xTMT6plex [N-Term; K1; K8] 1.718 1.517 4.136371613 30.73 1 1458.96111 3 486.9915771 -0.63901956 -0.000310768 26.89998426KAAATPAK 6 55956788 3xTMT6plex [N-Term; K1; K8] 1.78 1.832 1.967 5.229845524 28.19 1 1444.94546 3 482.3201294 0.259174899 0.000124831 21.19770959GIAYIEFK 26 55956788 2xTMT6plex [N-Term; K8] 1.335 1.363 1.481 3.4486444 46.5 0 1398.839709 2 699.9228516 -0.916763366 -0.000641202 68.89479125

EALNSCNK 10 55956788 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.264 1.236 1.265 3.042452097 28.65 0 1393.750971 2 697.3778687 -1.800770271 -0.001254913 24.4928209
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

ALELTGLK 26 55956788 2xTMT6plex [N-Term; K8] 1.458 1.48 1.514 3.499289513 53.79 0 1302.839709 2 651.9231567 -0.515837392 -0.000336027 61.53780208QGTEIDGR 12 55956788 1xTMT6plex [N-Term] 1.724 1.23 1.422 3.205085278 37.95 0 1104.584667 2 552.7957153 -0.464732087 -0.000256668 16.4406423KAAATSAK 12 55956788 3xTMT6plex [N-Term; K1; K8] 2.541 2.461 2.25 3.767842293 21.36 1 1434.924725 2 717.9672852 1.790137458 0.001284356 19.80601627ESFDGSVR 10 55956788 1xTMT6plex [N-Term] 1.247 1.171 1.217 3.201496363 38.26 0 1125.573768 2 563.2910767 0.984698066 0.000554175 22.41273949KGAAIPAK 4 55956788 3xTMT6plex [N-Term; K1; K8] 1.364 1.367 3.39880085 18.48 1 1442.966196 3 481.6601257 -0.257769541 -0.000123984 32.44478831KVVVSPTK 15 55956788 3xTMT6plex [N-Term; K1; K8] 0.997 0.88 1.017 4.396915913 25.39 1 1545.034275 3 515.6829834 0.07866836 4.05E-05 37.42676112VAVATPAKK 6 55956788 3xTMT6plex [N-Term; K8; K9] 1.751 1.459 1.902 3.482718229 27.14 1 1572.045174 2 786.5255737 -0.829231299 -0.000651795 38.00866844KVAVATPAKK 6 55956788 4xTMT6plex [N-Term; K1; K9; K10] 2.727 1.932 2.351 4.000336647 13.77 2 1929.303069 4 483.0793457 -3.895944406 -0.001879114 35.21612849VAVATPAK 12 55956788 2xTMT6plex [N-Term; K8] 1.014 0.962 0.957 3.265174866 35.5 0 1214.787279 2 607.8969116 -0.603272544 -0.000366424 37.54825403ALVATPGK 20 55956788 2xTMT6plex [N-Term; K8] 1.014 1.02 1.008 3.477710962 33.77 0 1214.787279 2 607.8970947 -0.301811586 -0.000183318 40.57794452ALVATPGKK 6 55956788 3xTMT6plex [N-Term; K8; K9] 1.738 1.759 1.638 3.384474754 13.02 1 1572.045174 3 524.6861572 -0.798959427 -0.000418667 39.24875506TEADAEK 16 55956788 2xTMT6plex [N-Term; K7] 1.545 1.475 1.514 3.331000328 30.69 0 1221.672703 2 611.3397827 -0.339150013 -0.000207165 18.41533781AAATSAK 4 55956788 2xTMT6plex [N-Term; K7] 1.277 1.13 2.696292877 38.45 0 1077.66683 2 539.3379517 1.667194593 0.00089834 17.85058189VTQDELK 19 55956788 2xTMT6plex [N-Term; K7] 1.224 1.205 1.271 3.203806639 34.48 0 1290.766938 2 645.8867188 -0.601959949 -0.000388495 33.12874307KTVTPAK 6 55956788 3xTMT6plex [N-Term; K1; K7] 1.877 1.799 1.511 3.095599413 12.04 1 1431.950211 3 477.9878845 -0.77597359 -0.000370385 26.89869876GQNQDYR 8 55956788 1xTMT6plex [N-Term] 1.76 1.596 1.458 2.374653816 30.09 0 1109.553702 2 555.2803955 -0.168747465 -9.36E-05 14.34407899KGATPGK 12 55956788 3xTMT6plex [N-Term; K1; K7] 1.504 1.419 1.255 3.36656189 10.84 1 1345.877047 3 449.2970581 -0.316153392 -0.000141835 20.08613441GAAIPAK 16 55956788 2xTMT6plex [N-Term; K7] 1.262 1.18 1.249 2.817911148 28.84 0 1085.708301 2 543.3574829 -0.563447555 -0.00030587 31.77517544VVVSPTK 6 55956788 2xTMT6plex [N-Term; K7] 0.857 0.86 0.83 1.977211952 26.53 0 1187.77638 2 594.3919067 0.131688561 7.82E-05 37.89985802LELQGPR 16 55956788 1xTMT6plex [N-Term] 1.236 1.377 1.292 2.982259035 32.14 0 1041.62541 2 521.3167114 0.706743092 0.000368081 36.33998059VTLDWAKPK 6 55956788 3xTMT6plex [N-Term; K7; K9] 0.801 0.534 0.825 1.928763747 0 1745.092853 3 582.3687134 -0.725436059 -0.000421984 115.0925935AVTTPGK 4 55956788 2xTMT6plex [N-Term; K7] 1.093 1.078 2.237138748 36.26 0 1131.71378 2 566.3614502 1.629007844 0.000921785 25.59199356AAVTPGKK 11 55956788 3xTMT6plex [N-Term; K7; K8] 1.87 1.864 2.102 2.847898006 14.47 1 1458.96111 2 729.9848022 0.834410307 0.000608686 25.72555683AAVTPGK 14 55956788 2xTMT6plex [N-Term; K7] 1.21 1.103 1.093 2.750846148 39.34 0 1101.703216 2 551.3549805 -0.482182944 -0.000265611 27.3623953KVVVSPTKK 2 55956788 4xTMT6plex [N-Term; K1; K8; K9] 1.132 2.017403841 1.93 2 1902.29217 3 634.7683105 -0.942005336 -0.000597323 41.23328685VFGNEIK 5 55956788 2xTMT6plex [N-Term; K7] 1.213 1.455 1.526 2.601099253 24.61 0 1264.766544 2 632.8816528 -8.313760344 -0.005257483 49.27537101GGGGDHKPQGK 3 55956788 3xTMT6plex [N-Term; K7; K11] 1.048 1.25 2.494530916 6.24 0 1725.001078 4 432.0055847 -0.329676787 -0.000142173 16.8746421AAATPAKK 6 55956788 3xTMT6plex [N-Term; K7; K8] 3.365 3.742 3.031 2.196422815 7.02 1 1444.94546 3 482.3199463 -0.120989212 -5.83E-05 22.78174737AVTTPGKK 9 55956788 3xTMT6plex [N-Term; K7; K8] 1.873 1.895 1.381 2.673070669 14.65 1 1488.971675 2 744.9890137 -0.620855497 -0.000462218 26.26630767
EAMEDGEIDGNKVTLDWAKPK 1 55956788 4xTMT6plex [N-Term; K12; K19; K21]; 1xOxidation [M3] 3.467 3.125544071 1 3278.774845 4 816.4511108 0.822531532 0.000670935 65.09531695

AAATPAK 6 55956788 2xTMT6plex [N-Term; K7] 1.413 1.178 1.078 2.54758811 17.92 0 1087.687565 2 544.3471069 -0.577585726 -0.000314116 20.86607747
4885561 PRKAB2 5'-AMP-activated protein kinase subunit beta-2 5565 NP_005390.1 23.52941176 1 3 5 14 272 30.283 6.46 0.57 0.52 0.66 0.58 Significant 0.00489

LDSMESSETSCR 6 4885561 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.483 0.519 0.698 4.043452263 42.48 0 1630.725002 2 815.866272 0.162710029 0.000132668 28.26271539KSDFEVFDALK 2 4885561 3xTMT6plex [N-Term; K1; K11] 0.655 4.749156475 14.85 1 1986.15149 3 662.7221069 0.139858809 9.26E-05 72.87507933FFVDGQWVHDPSEPVVTSQLGTINNLIHVK 2 4885561 2xTMT6plex [N-Term; K30] 0.592 4.767567635 17.95 0 3835.058315 4 959.5219116 1.95614871 0.001875486 98.74845809YVTTLLYKPI 2 4885561 2xTMT6plex [N-Term; K8] 0.819 3.410278559 12.05 0 1669.034051 3 557.0169678 1.377191982 0.000766193 82.27194525KYVTTLLYKPI 2 4885561 3xTMT6plex [N-Term; K1; K9] 1.91 2.823632002 0.87 1 2026.291946 3 676.1013184 -1.255802195 -0.000848207 77.25785315
34328899 PTPN14 tyrosine-protein phosphatase non-receptor type 14 5784 NP_005392.2 3.369839933 1 4 4 12 1187 135.175 8.31 1.12 0.76 0.82 0.9 Significant 0.015

KLEEGMVFTEYEQIPK 2 34328899 3xTMT6plex [N-Term; K1; K16]; 1xOxidation [M6] 0.867 2.356874943 3.38 1 2644.451102 3 882.1508179 -4.992297535 -0.004400629 63.29197608
GMEAMTLK 6 34328899 2xTMT6plex [N-Term; K8] 0.928 0.799 0.8 3.032164097 32.57 0 1338.75255 2 669.8788452 -1.595799248 -0.00106819 50.4069023EVVPYEENR 2 34328899 1xTMT6plex [N-Term] 0.702 3.411251545 16.34 0 1363.705511 2 682.3547974 -2.341109142 -0.001596292 28.64055017VELIPTK 2 34328899 2xTMT6plex [N-Term; K7] 1.355 1.751396775 9.35 0 1257.818245 2 629.4122314 -0.841893794 -0.000529475 56.7378482533946329 RALA ras-related protein Ral-A precursor 5898 NP_005393.2 53.39805825 1 4 8 71 206 23.552 7.11 0.88 0.89 0.96 0.91 Significant 0.000764 VIMVGSGGVGK 12 33946329 2xTMT6plex [N-Term; K11] 0.959 1.012 1.045 3.995699644 57.86 0 1461.886341 2 731.446106 -0.961898266 -0.000703093 54.83817529KVVLDGEEVQIDILDTAGQEDYAAIR 4 33946329 2xTMT6plex [N-Term; K1] 0.907 0.888 6.032083035 62.88 1 3318.783322 3 1106.930908 -1.551876132 -0.00171678 85.8402955VKEDENVPFLLVGNK 14 33946329 3xTMT6plex [N-Term; K2; K15] 0.839 0.848 0.987 5.017738342 39.67 1 2388.410558 3 796.8062134 -2.709292697 -0.002156968 74.96450563SALTLQFMYDEFVEDYEPTK 15 33946329 2xTMT6plex [N-Term; K20] 1.037 1.006 4.938862801 41.7 0 2884.436684 3 962.1502686 -0.149743602 -0.000143975 109.6212546GQNSLALHK 6 33946329 2xTMT6plex [N-Term; K9] 0.947 0.948 0.961 3.86847043 33.06 0 1425.857819 3 475.9573975 -0.125824037 -5.98E-05 29.62672518AEQWNVNYVETSAK 2 33946329 2xTMT6plex [N-Term; K14] 0.873 2.247967243 20.49 0 2097.10169 2 1049.052856 -1.551464762 -0.00162679 54.22443304SALTLQFMYDEFVEDYEPTK 2 33946329 2xTMT6plex [N-Term; K20]; 1xOxidation [M8] 0.732 2.998828411 10.98 0 2900.431599 3 962.1502686 -0.149743602 -0.000143975 109.6212546QVSVEEAK 4 33946329 2xTMT6plex [N-Term; K8] 0.933 0.868 3.287481546 34.85 0 1347.788402 2 674.3979492 0.163421424 0.000110129 30.00157139VFFDLMR 12 33946329 1xTMT6plex [N-Term] 0.943 0.881 0.933 2.74284935 38.52 0 1156.638617 2 578.8231812 0.404936063 0.000234182 80.708445154885583 ROCK1 rho-associated protein kinase 1 6093 NP_005397.1 10.11816839 1 6 11 34 1354 158.076 5.9 1.08 1.07 1.06 1.07 Significant 0.0000291 ELQDQLEAEQYFSTLYK 6 4885583 2xTMT6plex [N-Term; K17] 1.093 1.14 1.092 5.003317833 62.2 0 2563.333206 3 855.1126709 -3.802168468 -0.003248742 84.71000892GAFGEVQLVR 4 4885583 1xTMT6plex [N-Term] 1.365 1.201 3.412786961 34.55 0 1304.752401 2 652.8806763 1.283415199 0.00083727 52.42414164LLEFELAQLTK 4 4885583 2xTMT6plex [N-Term; K11] 0.957 1.202 3.482289314 25.06 0 1763.071893 2 882.0362549 -3.77768167 -0.003330162 100.8108495DTVAPVVPDLSSDIDTSNFDDLEEDKGEEETFPIPK 2 4885583 3xTMT6plex [N-Term; K26; K36] 1.303 2.617163897 11.57 1 4651.328134 4 1163.588745 1.078457293 0.001254065 94.0635287QEINTLLEAK 2 4885583 2xTMT6plex [N-Term; K10] 0.954 2.277441025 6.64 0 1616.962343 2 808.9850464 0.29258779 0.000236552 62.05118613ELDEEGNQR 2 4885583 1xTMT6plex [N-Term] 1.098 3.335387945 29.92 0 1318.643639 2 659.8250732 -0.583035175 -0.000384408 16.93597444SDSAFFWEER 2 4885583 1xTMT6plex [N-Term] 1.046 3.098818541 28.96 0 1502.711324 2 751.8549194 -5.830842338 -0.004381036 58.1025801ENEELTEK 2 4885583 2xTMT6plex [N-Term; K8] 1.083 2.048607588 11.77 0 1449.78371 2 725.3955078 0.019992637 1.45E-05 27.42167836SLQESLQK 2 4885583 2xTMT6plex [N-Term; K8] 1.13 2.906268358 13.16 0 1390.830601 2 695.9181519 -1.131423958 -0.00078681 40.58381736

DVKPDNMLLDK 6 4885583 3xTMT6plex [N-Term; K3; K11]; 1xOxidation [M7] 0.95 1.054 1.098 2.959538937 24.21 0 1991.145025 3 664.3875732 1.577944612 0.001047306 45.85324403LAEIMNR 2 4885583 1xTMT6plex [N-Term] 1.058 2.3303864 19.93 0 1075.613131 2 538.3101807 -0.042879613 -2.31E-05 46.82093448
19923315 SHMT2 serine hydroxymethyltransferase, mitochondrial isoform 1 precursor 6472 NP_005403.2 57.14285714 1 23 24 317 504 55.958 8.53 1.05 1.08 1.08 1.07 Significant 0.0000873

VVDFIDEGVNIGLEVK 30 19923315 2xTMT6plex [N-Term; K16] 1.21 1.289 1.051 5.026699543 60.81 0 2204.257856 2 1102.628906 -3.320936332 -0.0036601 102.914419GLELIASENFCSR 32 19923315 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.868 0.94 0.847 4.561255455 57.62 0 1724.883886 2 862.9425659 -3.496289873 -0.003015347 63.44804309ISATSIFFESMPYK 26 19923315 2xTMT6plex [N-Term; K14] 1.085 1.076 1.063 4.669026375 69.72 0 2079.123671 2 1040.063721 -1.686356516 -0.001753072 93.25220849
ALEAFDLDPAQWGVNVQPYSGSPANLAVYTALLQPHDR 6 19923315 1xTMT6plex [N-Term] 2.028 4.552056313 49.39 0 4353.21415 3 1451.741943 -0.66005985 -0.000957794 112.1968551

IMGLDLPDGGHLTHGYMSDVK 14 19923315 2xTMT6plex [N-Term; K21] 0.987 0.912 0.918 5.762800694 52.37 0 2714.404613 4 679.3550415 -2.31252347 -0.001569281 69.85755467GWTGQESLSDSDPEMWELLQR 2 19923315 1xTMT6plex [N-Term]; 1xOxidation [M15] 100 5.554491043 34.91 0 2709.266376 3 898.4308472 2.423585591 0.002175791 82.37278116GWTGQESLSDSDPEMWELLQR 20 19923315 1xTMT6plex [N-Term] 0.847 0.83 1.406 6.58281374 67.9 0 2693.271461 3 898.4308472 2.423585591 0.002175791 82.37278116TGLIDYNQLALTAR 6 19923315 1xTMT6plex [N-Term] 1.034 0.914 0.964 5.238082409 52.5 0 1778.000964 2 889.5040283 -0.103604767 -9.21E-05 65.87473311AALEALGSCLNNK 14 19923315 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 1.13 1.169 1.114 5.106582165 67.76 0 1819.01479 2 910.0100098 -1.125141347 -0.001023324 65.87612546
YYGGAEVVDEIELLCQR 34 19923315 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.081 1.035 1.069 5.672473431 87.57 0 2243.12155 2 1122.055176 -8.236195449 -0.009237394 85.30057345LIIAGTSAYAR 6 19923315 1xTMT6plex [N-Term] 1.138 0.975 1.068 3.87318325 36.83 0 1364.809916 2 682.9077148 -1.291866713 -0.000881576 62.21866225IMGLDLPDGGHLTHGYMSDVK 7 19923315 2xTMT6plex [N-Term; K21]; 1xOxidation [M] 0.886 1.051 3.692282915 42.1 0 2730.399528 4 679.3550415 -2.31252347 -0.001569281 69.85755467EIPYTFEDR 14 19923315 1xTMT6plex [N-Term] 1.283 1.279 1.173 4.127073288 35.14 0 1398.710262 2 699.8580322 -1.053747095 -0.000736943 48.23093242LGAPALTSR 12 19923315 1xTMT6plex [N-Term] 0.96 1.008 0.976 2.815489531 36.14 0 1114.678174 2 557.8423462 -0.680122035 -0.000379059 50.90959731HADIVTTTTHK 8 19923315 2xTMT6plex [N-Term; K11] 0.92 1.051 1.123 3.446843147 26.05 0 1681.96374 4 421.2460022 -0.928147795 -0.000390278 25.38125766AFPMPGFDEH 6 19923315 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.113 1.014 1.158 2.463469744 78.14 0 1392.645553 2 696.8255615 -1.225734086 -0.000853507 45.3847035AMADALLER 12 19923315 1xTMT6plex [N-Term] 1.045 0.95 1.066 4.028326511 44.08 0 1218.671374 2 609.838562 -1.252590809 -0.000763248 50.49547175SAITPGGLR 8 19923315 1xTMT6plex [N-Term] 1.083 1.167 1.151 3.183716536 32.16 0 1100.662524 2 550.8348999 -0.000577209 -3.18E-07 31.53226755AFPMPGFDEH 2 19923315 1xTMT6plex [N-Term] 1.006 3.131465912 21.65 0 1376.650638 2 696.8255615 -1.225734086 -0.000853507 45.3847035EYSLQVLK 6 19923315 2xTMT6plex [N-Term; K8] 1.138 1.08 1.177 3.76133585 41.26 0 1437.871737 2 719.43573 -5.253541652 -0.00377696 58.44940738YSEGYPGK 3 19923315 2xTMT6plex [N-Term; K8] 0.868 0.96 2.44537282 21.22 0 1358.735638 2 679.8708496 -0.894325001 -0.000607576 30.78837886

EVCDEVK 12 19923315 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.081 1.232 1.139 3.214850426 32.46 0 1336.718273 2 668.862915 0.209496743 0.000140019 42.40601941DSETSQR 6 19923315 1xTMT6plex [N-Term] 1.037 1.315 2.631338596 21.69 0 1051.521733 2 526.2644043 -0.190957774 -0.000100398 12.79831547SGLIFYR 6 19923315 1xTMT6plex [N-Term] 0.978 1.017 1.454 2.444264889 27.64 0 1084.635246 2 542.8210449 -0.399467241 -0.000216638 51.52514494QACTPMFR 4 19923315 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.105 1.333 3.225128651 23.28 0 1239.617565 2 620.3120117 -0.659673212 -0.000408871 45.21129366VIPSPFK 14 19923315 2xTMT6plex [N-Term; K7] 1.039 1.09 1.032 2.326736212 33.14 0 1245.797116 2 623.4025879 0.62872296 0.000391631 64.90516437YSEGYPGKR 7 19923315 2xTMT6plex [N-Term; K8] 1.362 1.531 1.28 2.884088516 2.81 1 1514.836749 3 505.6176453 1.078552535 0.00054461 22.0970503231543630 SLC20A1 sodium-dependent phosphate transporter 1 6574 NP_005406.3 2.798232695 1 2 2 8 679 73.652 7.08 1.25 1.82 1.7 1.59 Significant 0.0117 LGDLEEAPER 6 31543630 1xTMT6plex [N-Term] 1.248 1.822 1.129 3.545960426 28.15 0 1357.716075 2 679.3615112 -0.242693644 -0.000164755 39.64973225LTWPNADSK 2 31543630 2xTMT6plex [N-Term; K9] 1.793 3.163029671 32.38 0 1489.8415 2 745.4229126 -1.980858157 -0.001475582 51.89939675
4885615 STAT2 signal transducer and activator of transcription 2 isoform 1 6773 NP_005410.1 7.285546416 1 5 5 26 851 97.855 5.49 0.42 0.49 0.51 0.47 Significant 0.00331 GLNSDQLSMLR 4 4885615 1xTMT6plex [N-Term] 0.866 1.107 3.849809885 52.52 0 1462.788529 2 731.8983154 0.564305338 0.00041273 51.65792809APIDHGLEQLETWFTAGAK 6 4885615 2xTMT6plex [N-Term; K19] 0.233 0.308 0.297 6.170488834 46.01 0 2542.370594 3 848.1271362 -1.470619037 -0.001246286 100.9633438EVLQSLPLTEIIR 10 4885615 1xTMT6plex [N-Term] 0.483 0.542 0.53 4.108037472 39.97 0 1740.046852 3 580.6876831 0.944949502 0.000548085 91.99745626ILQETLNELDKR 4 4885615 2xTMT6plex [N-Term; K11] 0.524 0.808 5.776224136 32.78 1 1930.137347 3 644.0498657 -1.193294371 -0.000767741 74.66586193ILIQAQR 4 4885615 1xTMT6plex [N-Term] 0.615 2.452157736 24.65 0 1070.688345 2 535.8476563 -0.288412591 -0.0001544 40.288592524885661 YES1 tyrosine-protein kinase Yes 7525 NP_005424.1 13.25966851 1 3 7 38 543 60.763 6.74 1.27 1.45 0.96 1.23 Significant 0.0133

AANILVGENLVCK 6 4885661 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.21 1.277 1.146 4.029274464 23.52 0 1859.082475 3 620.3648682 -1.303846303 -0.000807986 69.06436336
SDVWSFGILQTELVTK 4 4885661 2xTMT6plex [N-Term; K16] 1.404 1.288 3.487407207 31.46 0 2281.284405 3 761.0985718 -1.421606162 -0.001081029 99.22784512IADFGLAR 24 4885661 1xTMT6plex [N-Term] 1.222 1.313 1.184 3.270000696 43.46 0 1091.64106 2 546.3245239 0.651406024 0.000355551 54.48660453AQFDTLQK 6 4885661 2xTMT6plex [N-Term; K8] 1.184 1.638 0.955 3.474298239 25.8 0 1408.820036 2 704.9138184 0.230014297 0.000162024 47.02814961WTAPEAALYGR 4 4885661 1xTMT6plex [N-Term] 1.366 1.356 3.99928546 28.19 0 1463.78443 2 732.3956909 -0.221695255 -0.000162257 53.92590129DAWEIPR 5 4885661 1xTMT6plex [N-Term] 1.332 1.145 0.839 2.43118 13.79 0 1115.604675 2 558.3061523 0.316830422 0.000176729 41.20602814LLLNPGNQR 1 4885661 1xTMT6plex [N-Term] 2.473874092 0 1253.752736 2 627.3797607 -0.391533044 -0.000245443 46.2381379150959191 ARHGEF5 rho guanine nucleotide exchange factor 5 7984 NP_005426.2 4.383218535 1 5 5 14 1597 176.69 5.53 1.16 0.84 1.12 1.04 Significant 0.00924 DEAGVSEHPEAPAR 2 50959191 1xTMT6plex [N-Term] 1.269 4.473525047 20.65 0 1693.834293 3 565.2821045 -1.495189611 -0.000844201 18.56777343DSGRPPGDSSGQAVAPSEGANK 6 50959191 2xTMT6plex [N-Term; K22] 1.164 1.4 1.087 4.631346703 17.31 0 2542.289778 3 848.1033936 2.300978478 0.001949918 37.82501576TQPGSSEEAEATK 2 50959191 2xTMT6plex [N-Term; K13] 0.85 3.453503132 53.03 0 1792.932893 2 896.9700928 0.008743704 7.84E-06 21.80628261ALVSSESYLQR 2 50959191 1xTMT6plex [N-Term] 0.96 3.471238136 22.87 0 1481.816124 2 741.4108276 -1.177647169 -0.000872528 42.93327055LSATQQSELR 2 50959191 1xTMT6plex [N-Term] 0.631 2.88638711 12.99 0 1361.758609 2 681.3826294 -0.460214412 -0.00031335 29.0767160246852390 CCDC6 coiled-coil domain-containing protein 6 8030 NP_005427.2 25.3164557 1 11 11 52 474 53.258 7.34 0.84 0.83 0.87 0.85 Significant 0.000201 EKIDLENTLEQEQEALVNR 8 46852390 2xTMT6plex [N-Term; K2] 0.844 0.809 6.088699341 42.27 1 2729.472159 3 910.4973145 1.916670723 0.001743833 70.73722301AEQEEEFISNTLFK 6 46852390 2xTMT6plex [N-Term; K14] 0.841 0.804 4.12544632 43.54 0 2143.132321 3 715.0469971 -2.745173037 -0.00196109 81.01949996EKETLAVNYEKEEEFLTNELSR 6 46852390 3xTMT6plex [N-Term; K2; K11] 0.692 1.008 1.209 6.382283211 19.58 2 3358.798527 4 840.4567261 1.94935386 0.001636872 81.34718634QLSESESSLEMDDER 2 46852390 1xTMT6plex [N-Term] 1.195 3.587816 42.89 0 1983.901445 2 992.4540405 -0.323118527 -0.000320518 37.94167927LASLQQENK 7 46852390 2xTMT6plex [N-Term; K9] 0.813 0.768 0.826 4.699668884 43.16 0 1488.878613 2 744.9418945 -1.411161045 -0.001050524 51.85216352AAQLQHSEK 2 46852390 2xTMT6plex [N-Term; K9] 0.794 3.530698776 30.98 0 1469.847648 3 490.620697 -0.074787035 -3.66E-05 20.77635791KLENDTISK 8 46852390 3xTMT6plex [N-Term; K1; K9] 0.923 0.812 0.757 4.082670689 20.07 1 1735.056861 3 579.0237427 -0.107433169 -6.21E-05 35.41090575MAQYLEEER 4 46852390 1xTMT6plex [N-Term] 0.744 1.037 3.115515471 21.04 0 1397.693231 2 699.3498535 -0.573114852 -0.000400519 42.03847516ETLAVNYEKEEEFLTNELSR 1 46852390 2xTMT6plex [N-Term; K9] 0.794 4.28674078 1 2872.498039 3 958.1726074 1.820734272 0.001743352 80.21346141IELETYK 4 46852390 2xTMT6plex [N-Term; K7] 0.759 0.928 2.834345102 23.9 0 1353.802989 2 677.4050293 -0.152936765 -0.000103523 51.34873599ALQEENR 4 46852390 1xTMT6plex [N-Term] 1.3 2.271071196 15.44 0 1088.589753 2 544.7984009 -0.2091166 -0.000113821 21.64822448

46094058 PAPSS1 bifunctional 3'-phosphoadenosine 5'-phosphosulfate synthase 1 9061 NP_005434.4 32.8525641 1 14 15 86 624 70.788 6.86 1.03 0.98 1.04 1.02 Significant 0.000333
ATNVTYQAHHVSR 6 46094058 1xTMT6plex [N-Term] 0.796 0.719 4.687315941 33.52 0 1712.902982 4 428.9803162 -2.07064358 -0.000886703 17.5459371GFTGIDSEYEKPEAPELVLK 10 46094058 3xTMT6plex [N-Term; K11; K20] 0.985 0.981 1.065 5.528502941 30.37 0 2909.611502 3 970.5424194 0.413570946 0.00040111 73.2602489

TDSCDVNDCVQQVVELLQER 8 46094058 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C9] 1.138 1.133 1.005 5.336212158 33.49 0 2636.249346 3 879.4207153 -0.664991689 -0.000584361 91.321836
GCTVWLTGLSGAGK 6 46094058 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.36 1.14 1.062 4.808521748 62.95 0 1865.035525 2 933.0214233 0.024149507 2.25E-05 75.74186921

TTVSMALEEYLVCHGIPCYTLDGDNIR 8 46094058 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C13; C18] 1.082 100 6.667742729 30.03 0 3356.61625 4 839.9091187 -0.478148381 -0.00040124 100.0528983
DIVPVDASYEVK 10 46094058 2xTMT6plex [N-Term; K12] 1.114 1.144 1.14 4.3109231 66.55 0 1793.009687 2 897.0076294 -0.950871013 -0.00085246 59.97217344VYWNDGLDQYR 6 46094058 1xTMT6plex [N-Term] 0.911 0.933 0.926 3.782286882 26.91 0 1657.817186 2 829.4111938 -1.251787413 -0.001037617 53.86248971NLGFSPEDREENVR 4 46094058 1xTMT6plex [N-Term] 0.486 1.01 4.479444027 27.57 1 1890.950719 3 630.9879761 -0.711021884 -0.000448169 35.34516462TDAETLPALK 2 46094058 2xTMT6plex [N-Term; K10] 1.228 3.444853783 27.07 0 1516.89868 2 758.9526978 -0.370045933 -0.000280661 51.21720286DPAGMPHPETGK 6 46094058 2xTMT6plex [N-Term; K12]; 1xOxidation [M5] 0.992 0.913 0.83 3.752668858 30.68 0 1710.888527 3 570.9675903 -0.180504984 -0.000102941 22.03409322AWTVLTEYYK 10 46094058 2xTMT6plex [N-Term; K10] 1.014 1.224 1.146 4.229019165 41.54 0 1731.972179 2 866.4862061 -4.06703451 -0.003521995 81.24801283VLTMAPGLITLEIVPFR 2 46094058 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.244 4.500072956 18.71 0 2115.2449 3 705.7521362 -1.43933149 -0.001014846 110.3725132ELYVPENK 4 46094058 2xTMT6plex [N-Term; K8] 1.222 1.115 2.756609917 17.93 0 1449.835352 2 725.4202271 -1.499658865 -0.001087129 46.03489209DDDVPLMWR 2 46094058 1xTMT6plex [N-Term] 0.999 3.106051445 20.17 0 1375.687752 2 688.347168 -0.503655353 -0.000346436 57.76830252NPEFFEHR 2 46094058 1xTMT6plex [N-Term] 0.828 1.738066196 14.1 0 1304.658501 3 435.5577698 0.195496501 8.50E-05 46.694124714885579 RQCD1 cell differentiation protein RCD1 homolog isoform 2 9125 NP_005435.1 24.08026756 1 7 7 30 299 33.61 8.03 1.17 1.18 1.04 1.13 Significant 0.00159
LTSLGVIGALVK 6 4885579 2xTMT6plex [N-Term; K12] 1.304 1.519 4.658915997 68.46 0 1629.0715 2 815.0390015 -0.474687767 -0.00038665 101.953133DTTFAQVLK 6 4885579 2xTMT6plex [N-Term; K9] 1.082 1.146 1.046 3.801877499 53 0 1480.877551 2 740.9412231 -1.607979631 -0.00119061 66.02079703IYQWINELSSPETR 2 4885579 1xTMT6plex [N-Term] 0.872 2.970558643 22.67 0 1965.027907 3 655.6808472 0.041258399 2.70E-05 89.38455915ENALLELSK 6 4885579 2xTMT6plex [N-Term; K9] 1.432 1.073 1.034 3.7407341 47.68 0 1474.888116 2 737.9475708 -0.169889794 -0.000125284 62.53813988NLQEGQVTDPR 4 4885579 1xTMT6plex [N-Term] 0.985 1.068 3.276712656 73.59 0 1485.785886 2 743.3966064 0.033706489 2.50E-05 24.1305489TVATFILQK 2 4885579 2xTMT6plex [N-Term; K9] 1.121 2.832336903 22.57 0 1478.934672 3 493.6492615 -0.974144564 -0.000480232 71.86169258TRPFEYLR 4 4885579 1xTMT6plex [N-Term] 1.035 1.153 3.75075531 17.27 0 1310.741837 3 437.5856018 0.316957856 0.000138483 36.630326564885399 SMC3 structural maintenance of chromosomes protein 3 9126 NP_005436.1 36.56532457 1 40 40 201 1217 141.454 7.18 1.35 1.41 1.46 1.41 Significant 0.000511 KGDVEGSQSQDEGEGSGESER 6 4885399 2xTMT6plex [N-Term; K1] 1.46 4.466 1.711 6.060786724 39.51 1 2625.227631 3 875.7474976 0.117572959 0.000102885 17.0071278NDVMNLLESAGFSR 4 4885399 1xTMT6plex [N-Term] 1.733 1.779 4.158237457 44.43 0 1781.905349 2 891.4534302 -3.235614305 -0.002882779 83.6583973DLQDELAGNSEQR 2 4885399 1xTMT6plex [N-Term] 2.008 4.695254803 56.25 0 1703.839772 2 852.4231567 -0.431515598 -0.000367617 33.39521161ALDQFVNFSEQK 10 4885399 2xTMT6plex [N-Term; K12] 1.626 1.712 1.503 4.250529766 63.56 0 1884.026734 2 942.5160522 -1.01179446 -0.000953124 71.16947365SIMELMNVLELR 6 4885399 1xTMT6plex [N-Term] 2.671 1.705 2.219 5.756669998 71.45 0 1676.927665 2 838.9665527 -1.094794539 -0.000917946 111.8298823AFTMDCITLEGDQVSHR 4 4885399 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.285 1.134 3.865604877 18.03 0 2209.057904 3 737.0232544 -1.219396016 -0.000897905 58.21708961ETEGGTVLTATTSELEAINK 6 4885399 2xTMT6plex [N-Term; K20] 0.876 0.894 0.982 5.068850517 45.38 0 2522.360149 3 841.4624023 4.957722337 0.004168387 75.01146583INNEIDQLMNQMQQIETQQR 6 4885399 1xTMT6plex [N-Term] 100 1.302 100 6.683753967 69.12 0 2703.339163 3 901.7843628 -0.232361186 -0.000209384 98.81701807ELGSLPQEAFEK 6 4885399 2xTMT6plex [N-Term; K12] 1.915 1.412 1.319 4.357722282 65.93 0 1806.004936 2 903.5047607 -1.490137469 -0.001345598 62.75978726EENAEQQALAAK 6 4885399 2xTMT6plex [N-Term; K12] 1.605 1.634 1.852 5.582367897 68.7 0 1759.959048 2 880.4830322 -0.148098261 -0.000130323 48.32824946AELGTDLLSQLSLEDQK 7 4885399 2xTMT6plex [N-Term; K17] 1.127 1.172 5.128367424 41.19 0 2318.285527 2 1159.648071 1.440158292 0.001669349 87.76065094ALEYTIYNQELNETR 6 4885399 1xTMT6plex [N-Term] 1.588 2.512 1.773 3.515722036 41.34 0 2086.065415 2 1043.536621 0.264026955 0.000275389 65.96633178SEDLDNSIDKTEAGIK 6 4885399 3xTMT6plex [N-Term; K10; K16] 1.648 2.153 1.372 3.269728899 17.06 1 2422.32801 3 808.1148071 0.767165599 0.000619442 50.50191213GSGSQSSVPSVDQFTGVGIR 12 4885399 1xTMT6plex [N-Term] 0.855 2.417 0.918 4.946230888 73.25 0 2194.13014 2 1097.568604 -0.095627304 -0.000104909 64.88509894ETEGGTVLTATTSELEAINKR 4 4885399 2xTMT6plex [N-Term; K20] 100 2.625 7.350300789 58.66 1 2678.46126 3 893.4923096 0.416612685 0.00037196 69.28269062GDVEGSQSQDEGEGSGESER 3 4885399 1xTMT6plex [N-Term] 1.692 4.593459129 37.62 0 2267.969736 3 756.6608276 -0.796372992 -0.00060205 15.31241898AELGTDLLSQLSLEDQKR 5 4885399 2xTMT6plex [N-Term; K17] 1.578 1.298 1.858 4.879829407 11.8 1 2474.386638 3 825.4638062 -3.949670928 -0.003257671 81.69743615VETYLNENLR 6 4885399 1xTMT6plex [N-Term] 1.182 1.241 1.531 3.6092453 51.72 0 1479.800474 2 740.402832 -1.409789723 -0.001043104 51.81472611GALTGGYYDTR 6 4885399 1xTMT6plex [N-Term] 1.701 1.46 1.518 4.115975857 50.11 0 1402.71641 2 701.8613281 -0.73435371 -0.000515045 32.1482542INQMATAPDSQR 6 4885399 1xTMT6plex [N-Term] 1.532 1.526 1.701 4.37296629 42.16 0 1560.800156 2 780.9038696 0.196436303 0.000153299 28.28387917VSHIDVITAEMAK 2 4885399 2xTMT6plex [N-Term; K13] 1.546 3.725679398 12.26 0 1872.06649 3 624.6942749 0.951353512 0.000593666 58.58126897LDQDLNEVK 4 4885399 2xTMT6plex [N-Term; K9] 1.317 1.32 3.160349131 35.2 0 1531.873194 2 766.4398193 -0.542909249 -0.000415834 48.19857278KAEEELGELEAK 2 4885399 3xTMT6plex [N-Term; K1; K12] 1.838 3.322719097 15.91 1 2033.173347 3 678.3954468 -0.767390528 -0.000520079 63.58971996KEESISLMK 2 4885399 3xTMT6plex [N-Term; K1; K9] 1.357 4.468840599 15.68 1 1752.054418 3 584.68927 -0.662971078 -0.000387187 48.09365466DLEDTEANK 4 4885399 2xTMT6plex [N-Term; K9] 1.032 0.937 3.873687744 36.87 0 1492.789524 2 746.8989868 0.786020262 0.000586681 27.86337585DTAYPETNDAIPMISK 6 4885399 2xTMT6plex [N-Term; K16] 1.449 0.873 3.897853851 46.44 0 2224.157156 2 1112.583008 0.711849428 0.000791633 63.23404191DSILSEMK 6 4885399 2xTMT6plex [N-Term; K8] 1.649 1.402 1.575 3.400244236 44.23 0 1380.780873 2 690.8931274 -1.37247497 -0.000947544 53.33714959DFVEDDTTHG 4 4885399 1xTMT6plex [N-Term] 0.912 2.602354288 41.65 0 1364.616755 2 682.8117065 -0.453426986 -0.000309377 27.92483222LAQATQER 4 4885399 1xTMT6plex [N-Term] 1.672 1.628 2.79529953 27.94 0 1145.647602 2 573.3273926 -0.081572859 -4.67E-05 19.9984923NFSEVFQK 2 4885399 2xTMT6plex [N-Term; K8] 1.876 3.383111954 26.43 0 1456.820036 2 728.9136353 -0.028941246 -2.11E-05 57.23862385IKLEGIITR 8 4885399 2xTMT6plex [N-Term; K2] 2.254 3.108 2.719 3.312227249 14.55 1 1500.98777 3 501.0001831 -1.181877447 -0.000591328 60.40134636SEDLDNSIDK 2 4885399 2xTMT6plex [N-Term; K10] 0.683 2.29078269 16.52 0 1593.837202 2 797.4209595 -1.606020166 -0.001279867 34.49027649KDELQSER 4 4885399 2xTMT6plex [N-Term; K1] 1.171 1.28 2.456294537 5.46 1 1462.826578 3 488.2796936 -1.401635357 -0.00068345 28.00911593YQTLSLK 7 4885399 2xTMT6plex [N-Term; K7] 0.866 1.784 1.553 3.161795139 32.68 0 1310.808409 2 655.9064941 -2.057607147 -0.001348564 47.99016235LPIDKEEVSLR 1 4885399 2xTMT6plex [N-Term; K5] 0.843 3.034515858 1 1757.057306 3 586.3575439 0.439698771 0.000257525 58.17632778GSQFTSK 6 4885399 2xTMT6plex [N-Term; K7] 1.03 1.129 1.552 2.527132988 31.38 0 1212.698858 2 606.8533325 0.437082181 0.000265025 24.49717468ILMEFNK 6 4885399 2xTMT6plex [N-Term; K7] 1.381 1.523 1.554 2.999517918 21.29 0 1352.801215 2 676.9042969 0.075532162 5.11E-05 70.47666067LDELSAK 6 4885399 2xTMT6plex [N-Term; K7] 1.111 1.19 1.283 2.920062542 24.91 0 1233.745474 2 617.3763428 -0.052890265 -3.26E-05 44.19063531CDPAPFYLFDEIDQALDAQHR 2 4885399 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.211 100 2.208709002 0 2750.308181 3 917.4403687 -0.592069274 -0.000542791 111.4293458SMEVSTQLAR 4 4885399 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.434 1.749 2.293475389 25.3 0 1366.719781 2 683.8638916 0.53093775 0.000362822 23.89457518SMEVSTQLAR 2 4885399 1xTMT6plex [N-Term] 1.452 3.160942316 10.84 0 1350.724866 2 683.8638916 0.53093775 0.000362822 23.8945751811496885 PDLIM7 PDZ and LIM domain protein 7 isoform 1 9260 NP_005442.2 46.6083151 1 17 17 134 457 49.813 8.41 1.18 1.18 1.1 1.15 Significant 0.000534

YLVALGHAYHPEEFVCSQCGK 2 11496885 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C16; C19] 1.069 6.376566887 6.03 0 2923.463526 4 731.6205444 -1.087010526 -0.000794459 62.78639775
VLEEGGFFEEK 14 11496885 2xTMT6plex [N-Term; K11] 1.035 1.319 1.086 4.300575256 62.57 0 1741.941273 2 871.4750366 0.874542794 0.000761701 67.40734591AFYMEEGVPYCER 6 11496885 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.216 1.171 0.99 4.448182106 37.43 0 1879.855622 2 940.4284668 -3.173257658 -0.002982633 63.58771925

TEAPAPASSTPQEPWPGPTAPSPTSRPPWAVDPAFAER 9 11496885 1xTMT6plex [N-Term] 1.129 1.379 2.091 6.331517696 10.97 0 4183.072237 4 1046.518799 -4.511429981 -0.004717909 75.66801429DFNVPLSISR 6 11496885 1xTMT6plex [N-Term] 1.081 1.147 1.06 3.739699125 43.48 0 1376.773531 2 688.8903198 -0.12178587 -8.38E-05 59.49454795YTFAPSVSLNK 12 11496885 2xTMT6plex [N-Term; K11] 1.075 0.983 1.025 4.339346886 48.74 0 1684.967428 2 842.9873657 0.015653307 1.32E-05 59.62853211ITGEIMHALK 13 11496885 2xTMT6plex [N-Term; K10] 1.017 1.034 1.129 3.533247232 26.19 0 1570.939105 3 524.3164063 -2.82620121 -0.00147993 65.18942869HSQPATPTPLQSR 6 11496885 1xTMT6plex [N-Term] 1.007 1.271 1.517 5.874310017 34.39 0 1648.896834 3 550.3029785 -1.486620069 -0.000817094 22.47551865GAIFCPPCYDVR 16 11496885 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 1.582 1.258 1.573 4.073955536 29.98 0 1683.818449 2 842.4119873 -1.040088749 -0.00087566 57.85140909
KITGEIMHALK 6 11496885 3xTMT6plex [N-Term; K1; K11] 1.546 1.557 1.468 3.747178555 19.14 1 1928.197 4 482.8039246 -1.624257175 -0.000782972 60.84869396ASAPAADPPR 12 11496885 1xTMT6plex [N-Term] 1.113 1.034 1.268 2.788280725 54.88 0 1181.647602 2 591.3270264 -0.698918716 -0.000412938 18.21128465AQPVQSKPQK 4 11496885 3xTMT6plex [N-Term; K7; K10] 1.166 2.783773899 4.36 0 1798.115379 3 600.043457 0.243985317 0.000146238 26.82361227
TPVCHQCHK 6 11496885 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C4; C7] 1.15 1.259 1.245 3.724936247 18.69 0 1624.845222 4 406.9665222 -0.592870508 -0.000240831 15.75785532VVLEGPAPWGFR 8 11496885 1xTMT6plex [N-Term] 1.224 1.096 2.900626898 10.66 0 1556.878664 2 778.9402466 -3.499255312 -0.002723958 79.04944841TSTVLTR 6 11496885 1xTMT6plex [N-Term] 0.916 0.615 0.49 2.361617327 13.16 0 1006.609426 2 503.8085022 0.300150708 0.000151067 29.91063024YAPSCAK 6 11496885 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.169 1.135 1.053 2.038845778 19.02 0 1254.691665 2 627.8505249 1.680368768 0.001054172 23.30545297

LMENTEDWRPRPGTGQSR 2 11496885 1xTMT6plex [N-Term] 1.056 1.343 3.027993202 0 2359.177442 4 590.5496216 -0.332782037 -0.000196273 38.57963745256773176 WDR46 WD repeat-containing protein 46 isoform 1 9277 NP_005443.3 16.39344262 1 7 7 25 610 68.029 9.67 1.29 1.41 1.14 1.28 Significant 0.0037 SELLLAEEPGFLEGEDGEDTAK 4 256773176 2xTMT6plex [N-Term; K22] 1.175 5.17911768 66.4 0 2807.423871 3 936.4776611 -1.938005023 -0.001813601 81.09186546
ICQADIVEAVDIASAAK 10 256773176 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C2] 1.367 1.533 5.87719202 48.64 0 2232.23099 3 744.7481689 -0.464156294 -0.000345368 93.09014201

GLLVAGMGDVVNIWAGQGK 2 256773176 2xTMT6plex [N-Term; K19] 1.341 4.720348358 43.92 0 2343.325893 3 781.779541 -0.777976777 -0.000607684 104.6224922ALAEVDVISLEQGKK 2 256773176 3xTMT6plex [N-Term; K14; K15] 1.126 4.691439152 22.89 1 2287.384009 3 763.1325073 -0.454657958 -0.000346659 71.23346929VPAELICLDPR 2 256773176 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.395 2.958226681 30.52 0 1511.845316 2 756.4264526 0.207000964 0.000156477 71.52788634APFQPKPK 1 256773176 3xTMT6plex [N-Term; K6; K8] 1.016 1.861631632 0 1600.01896 3 534.0114746 0.569285832 0.000303623 40.38523389LGYDPQAK 4 256773176 2xTMT6plex [N-Term; K8] 1.139 1.347 3.046364307 8.11 0 1349.782922 2 675.3942261 -1.294112952 -0.000873386 38.3875429234577075 ACOT8 acyl-coenzyme A thioesterase 8 10005 NP_005460.2 28.21316614 1 8 8 52 319 35.891 7.56 1.35 1.23 1.25 1.28 Significant 0.000844 IAAQEVPIEIKPVNPSPLSQLQR 10 34577075 2xTMT6plex [N-Term; K11] 1.409 1.293 1.285 5.339173317 25.88 0 2985.750112 3 995.9204712 -1.088987912 -0.001083815 81.37370764ADHWMLYECESPWAGGSR 6 34577075 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.16 1.334 1.023 5.495574951 38.76 0 2381.064052 3 794.3598022 0.336756284 0.000267279 60.48407327LFGGQIVGQALVAAAK 4 34577075 2xTMT6plex [N-Term; K16] 1.515 1.163 4.097403049 33.28 0 2001.226103 3 667.7462769 -0.91208764 -0.000608431 93.63334408LPVLYQVER 10 34577075 1xTMT6plex [N-Term] 1.282 1.196 1.081 3.112455606 19.6 0 1345.804103 2 673.4043579 -1.979032225 -0.001331695 63.00718631VKPQVSESK 7 34577075 3xTMT6plex [N-Term; K2; K9] 1.279 1.034 0.934 3.049621344 10.83 0 1689.051382 3 563.6893921 1.326839169 0.000747033 31.22805891
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

HYWVPAK 4 34577075 2xTMT6plex [N-Term; K7] 1.513 1.312 2.586108685 20.22 0 1358.798513 3 453.6045532 0.436818236 0.000197849 40.45151218VKPQVSESKL 5 34577075 3xTMT6plex [N-Term; K2; K9] 1.469 1.854 1.414 2.477642536 3.37 1 1802.135446 3 601.3822021 -1.882574751 -0.001130885 43.34458156YPLALNR 6 34577075 1xTMT6plex [N-Term] 1.167 1.308 1.186 2.80618453 35.55 0 1075.646146 2 538.3259277 -1.456502453 -0.000783341 44.6335108361743942 ABI1 abl interactor 1 isoform a 10006 NP_005461.2 30.51181102 1 10 10 55 508 55.047 7.06 0.87 0.88 0.86 0.87 Significant 0.000044 ALIESYQNLTR 6 61743942 1xTMT6plex [N-Term] 0.926 0.741 0.878 4.022453785 44.23 0 1536.858323 2 768.9324341 -0.475851239 -0.000365658 53.04840068KPIDYTVLDDVGHGVK 8 61743942 3xTMT6plex [N-Term; K1; K16] 0.955 0.889 0.888 6.903898716 40.21 0 2443.416371 4 611.6084595 -1.785782164 -0.001090852 61.74587598TLEPVKPPTVPNDYMTSPAR 5 61743942 2xTMT6plex [N-Term; K6] 0.779 0.858 5.272907734 24.73 0 2671.452944 3 891.15625 0.469070587 0.0004177 59.65807991DKDDELSFMEGAIIYVIK 2 61743942 3xTMT6plex [N-Term; K2; K18] 0.865 3.443143368 25.54 1 2773.53008 4 694.137207 -1.111267919 -0.000770534 110.5889808VVAIYDYTK 8 61743942 2xTMT6plex [N-Term; K9] 0.817 0.956 0.836 3.634150982 38.49 0 1529.897952 2 765.4519653 -0.848380727 -0.000648968 59.7827678HNSTTSSTSSGGYR 6 61743942 1xTMT6plex [N-Term] 0.544 0.746 3.250907183 33.34 0 1670.793156 3 557.602356 -0.38404449 -0.000213886 13.26747695EIGILTTNK 6 61743942 2xTMT6plex [N-Term; K9] 0.757 0.891 0.807 3.686405897 40.21 0 1446.893201 2 723.949646 -0.819395524 -0.000592789 56.02234035
KNDDGWYEGVCNR 7 61743942 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C11] 0.823 0.751 0.85 3.496029377 9.06 1 2071.006744 3 691.0072632 0.237730168 0.000164114 36.11994633

AYTTQSLASVAYQINALANNVLQLLDIQASQLR 1 61743942 1xTMT6plex [N-Term] 2.732519388 0 3820.080617 4 955.7750244 -0.614977532 -0.000587316 113.965181IIAPANMERPVR 6 61743942 1xTMT6plex [N-Term] 0.932 0.9 0.817 3.970421791 18.44 0 1595.925297 3 532.6463013 -0.593054956 -0.00031549 56.5163440413027378 GNPDA1 glucosamine-6-phosphate isomerase 1 10007 NP_005462.1 51.21107266 1 7 11 90 289 32.648 6.92 0.98 0.97 0.96 0.97 Significant 0.0000354 TFNMDEYVGLPR 16 13027378 1xTMT6plex [N-Term] 1.427 1.166 1.27 5.157663345 57.77 0 1670.840958 2 835.9240112 -0.127109083 -0.00010619 65.15822767EVMILITGAHK 6 13027378 2xTMT6plex [N-Term; K11] 1.121 0.909 0.954 5.150833607 52.74 0 1670.007519 3 557.3397217 -1.740932843 -0.000969124 68.84770259AIEEGVNHMWTVSAFQQHPR 2 13027378 1xTMT6plex [N-Term] 1.083 6.525490284 37.51 0 2566.282241 4 642.3253784 -0.996436824 -0.000639285 58.98279632AIEEGVNHMWTVSAFQQHPR 2 13027378 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.815 5.907146931 35.26 0 2582.277156 4 642.3253784 -0.996436824 -0.000639285 58.98279632
YFTLGLPTGSTPLGCYK 14 13027378 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C15] 1.03 1.036 1.287 5.246377468 65.91 0 2333.261562 2 1167.133179 -1.063223329 -0.001240389 88.20432372

AAGGIELFVGGIGPDGHIAFNEPGSSLVSR 8 13027378 1xTMT6plex [N-Term] 0.858 0.604 100 7.307590961 57.04 0 3153.653027 3 1051.889038 -0.147857796 -0.000155431 93.94585537LIILEHYSQASEWAAK 4 13027378 2xTMT6plex [N-Term; K16] 0.906 0.883 4.755272388 21.6 0 2317.295639 3 773.104187 1.02240522 0.000789738 79.7811532IIQFNPGPEK 11 13027378 2xTMT6plex [N-Term; K10] 0.889 0.951 0.931 4.090177536 37.47 0 1600.946299 2 800.9759521 -1.044040719 -0.000835727 59.34793969LVDPLYSIK 10 13027378 2xTMT6plex [N-Term; K9] 0.99 0.901 1.002 3.439929247 38.31 0 1505.934337 2 753.4700317 -1.029688612 -0.000775322 73.8428015GLMLVHNK 6 13027378 2xTMT6plex [N-Term; K8] 0.978 1.015 0.95 2.823832035 34.86 0 1369.838997 3 457.2848511 0.73186167 0.000334178 41.2719955FFDGELTK 8 13027378 2xTMT6plex [N-Term; K8] 0.913 0.894 0.899 3.16251111 12.9 0 1414.798238 2 707.9024658 -0.412051245 -0.000291485 62.18814168KLIEYYK 3 13027378 3xTMT6plex [N-Term; K1; K7] 1.097 1.228 2.602277279 0.65 1 1644.033941 3 548.6835327 1.279696531 0.000701288 51.34069388
38146094 MED16 mediator of RNA polymerase II transcription subunit 16 10025 NP_005472.2 3.078677309 1 3 3 12 877 96.731 7.37 1.38 0.99 1.34 1.24 Significant 0.00988 IDTEILPSLFMR 6 38146094 1xTMT6plex [N-Term] 1.252 0.989 1.029 3.76287818 42.74 0 1663.929045 2 832.4682007 0.047957086 3.99E-05 97.40655419LALHVEK 4 38146094 2xTMT6plex [N-Term; K7] 1.379 1.407 2.693455935 27.09 0 1267.813829 3 423.2756653 -1.093189204 -0.000461987 44.22717488SDDQDLTR 2 38146094 1xTMT6plex [N-Term] 100 1.962915659 33.14 0 1178.585061 2 589.7958984 -0.459012266 -0.000270492 26.3140110923199983 PIGK GPI-anchor transamidase precursor 10026 NP_005473.1 28.10126582 1 7 7 33 395 45.223 6.16 1.35 1.42 1.38 1.38 Significant 0.000215 FQDSEEITNIELADAFEQMWQK 5 23199983 2xTMT6plex [N-Term; K22] 1.811 1.754 0.947 6.442920685 45.87 0 3130.544337 3 1044.179932 -6.099734126 -0.006365163 111.8926835LGIPDSHIVLMLADDMACNPR 6 23199983 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.973 1.169 0.927 4.737352848 38.2 0 2567.298151 3 856.4347534 -3.288891901 -0.002814522 99.48237554LQQDSEIMESSYKEDQMDEK 2 23199983 3xTMT6plex [N-Term; K13; K20] 2.029 3.655908346 16.74 1 3120.532007 3 1040.847534 -1.268264811 -0.00131922 55.20724878YAEQLPVAQIIHQKPK 2 23199983 3xTMT6plex [N-Term; K14; K16] 1.421 5.126398087 24.54 0 2550.53749 4 638.3874512 -3.73050878 -0.002378701 64.70416994NVLITDFFGSVR 6 23199983 1xTMT6plex [N-Term] 1.42 1.431 1.451 4.404114246 57.84 0 1596.894708 2 798.9506836 -0.386883679 -0.000308906 96.00653711KVEITTETIK 6 23199983 3xTMT6plex [N-Term; K1; K10] 1.549 1.357 1.291 4.895612717 24.03 1 1849.161326 3 617.0587158 0.144936482 8.93E-05 49.16503331SLCVSTPGHR 6 23199983 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.018 1.468 1.654 3.919748068 29.49 0 1342.709885 3 448.2412415 -0.531622485 -0.000237938 25.0099207739812378 RANBP9 ran-binding protein 9 10048 NP_005484.2 5.349794239 1 2 2 12 729 77.798 6.79 1.34 1.2 1.26 1.27 Significant 0.00102 DAFSLLAYSDPWNSPVGNQLDPIQR 6 39812378 1xTMT6plex [N-Term] 1.386 100 0.992 5.158790112 55.76 0 3032.531515 3 1011.518311 2.922687062 0.00295438 100.1089722STDQTVLEELASIK 6 39812378 2xTMT6plex [N-Term; K14] 1.329 1.113 1.285 4.25153923 35.56 0 1992.126508 3 664.7128906 -1.19920848 -0.000796325 87.03651167
50658065 SMC4 structural maintenance of chromosomes protein 4 isoform 1 10051 NP_005487.3 12.81055901 1 15 15 49 1288 147.091 6.79 1.58 1.63 1.41 1.54 Significant 0.00186

GQTEHDEGMLEYLEDIIGCGR 2 50658065 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.47 5.596073627 32.17 0 2651.227882 3 884.4135132 -0.714962766 -0.000631843 98.52888467FLILQGEVEQIAMMKPK 2 50658065 3xTMT6plex [N-Term; K15; K17] 2.315 4.883570671 24.51 0 2662.564298 4 666.3973999 1.303915694 0.00086794 106.3268157DTLVADNLDQATR 6 50658065 1xTMT6plex [N-Term] 1.587 2.865 2.431 4.822069168 61.51 0 1660.870344 2 830.9401245 1.582557872 0.001314212 42.03788049IIDKEGDDYEVIPNSNFYVSR 6 50658065 2xTMT6plex [N-Term; K4] 1.606 1.161 3.762038708 7.93 1 2931.514023 3 977.8400269 -2.898186236 -0.002832025 65.97725146EVDDLTAELK 2 50658065 2xTMT6plex [N-Term; K10] 1.255 3.589876175 42.56 0 1590.899074 2 795.9524536 -0.907325588 -0.000721732 58.89416881LLEENVSAFK 6 50658065 2xTMT6plex [N-Term; K10] 1.277 1.326 1.49 4.918713093 48.85 0 1607.940879 2 804.4715576 -3.134907315 -0.002520373 66.87173502VLDAIIQEK 2 50658065 2xTMT6plex [N-Term; K9] 1.821 3.500219345 41.21 0 1486.924501 2 743.9663086 0.5645865 0.000419749 73.53112558SNILSNEMK 2 50658065 2xTMT6plex [N-Term; K9] 1.361 3.167294979 31.41 0 1493.839785 2 747.4202271 -4.423284547 -0.003303839 45.76569561AMQIQEQK 3 50658065 2xTMT6plex [N-Term; K8] 1.36 1.536 2.780718565 28.16 0 1433.818656 2 717.4133301 0.507523212 0.000363848 33.55476827MESQLQNDSK 2 50658065 2xTMT6plex [N-Term; K10] 1.429 3.13959074 12.71 0 1637.856892 2 819.4311523 -1.137835979 -0.000931806 29.56896421ILGPFHK 4 50658065 2xTMT6plex [N-Term; K7] 1.65 1.6 2.568273544 34.38 0 1269.808349 3 423.940979 0.027139307 1.15E-05 51.51099251DVGNLLR 4 50658065 1xTMT6plex [N-Term] 1.993 1.558 2.814491034 27.3 0 1015.60976 2 508.3087463 0.44903643 0.000228023 39.36674957SVAVNPK 4 50658065 2xTMT6plex [N-Term; K7] 1.966 1.72 2.526649237 26.42 0 1172.740329 2 586.8742065 0.688281896 0.000403588 29.30312135FTASIQR 2 50658065 1xTMT6plex [N-Term] 1.199 2.562777519 14.27 0 1051.60976 2 526.3085327 0.027386288 1.44E-05 32.81377401EKDALEGEK 2 50658065 3xTMT6plex [N-Term; K2; K9] 1.345 1.549 2.680439949 1 1705.993927 3 569.3372192 1.862782038 0.001059298 29.680959019506797 AP1M2 AP-1 complex subunit mu-2 isoform 2 10053 NP_005489.2 28.13238771 1 7 11 72 423 48.078 8.22 0.95 1.01 0.96 0.97 Significant 0.000363 FEIPYFTVSGIQVR 16 9506797 1xTMT6plex [N-Term] 0.991 1.088 1.02 4.308936596 40.79 0 1885.042101 3 629.019043 0.251918114 0.000158292 96.43702939TISFIPPDGDFELMSYR 2 9506797 1xTMT6plex [N-Term] 1.144 3.352197409 21.6 0 2217.109922 3 739.7058105 -3.17700503 -0.002347923 89.95801343YITQSGDYQLR 2 9506797 1xTMT6plex [N-Term] 0.742 3.246748447 40.19 0 1572.821937 2 786.9140015 -0.769972928 -0.000605515 40.15447769AHFGLPSVEKEEVEGRPPIGVK 6 9506797 3xTMT6plex [N-Term; K10; K22] 0.917 1.153 0.902 3.94756937 7.1 1 3062.760566 5 613.3556519 -3.726442995 -0.002282641 60.70584138VFLSGMPELR 18 9506797 1xTMT6plex [N-Term] 1.346 1.548 1.32 3.941295862 41.5 0 1377.776173 2 689.3867188 -7.267080237 -0.005006205 74.61554522EEVEGRPPIGVK 4 9506797 2xTMT6plex [N-Term; K12] 0.785 0.973 2.409315348 11.48 0 1768.036905 3 590.0184326 2.171720258 0.001279894 36.25362569IEHFMPLLVQR 6 9506797 1xTMT6plex [N-Term] 1.105 0.797 0.949 3.854203463 29.02 0 1611.924234 3 537.9796143 0.034178677 1.84E-05 69.52801584ELEEESIR 6 9506797 1xTMT6plex [N-Term] 0.63 1.101 0.839 3.524009943 32.94 0 1233.652413 2 617.3297119 -0.215053991 -0.000132651 28.69584115SVELEDVK 6 9506797 2xTMT6plex [N-Term; K8] 1.131 1.371 1.196 3.505690575 39.22 0 1376.803717 2 688.9033203 -3.161848668 -0.002176622 47.44297174VLFELTGR 4 9506797 1xTMT6plex [N-Term] 0.806 1.023 2.794655085 23.77 0 1163.698575 2 582.3527832 -0.245066683 -0.000142592 70.06256697SGYQALPWVR 2 9506797 1xTMT6plex [N-Term] 1.413 3.140632153 13.85 0 1405.77895 2 703.3928833 -0.327568169 -0.000230244 67.184398554885649 UBA2 SUMO-activating enzyme subunit 2 10054 NP_005490.1 63.75 1 28 28 213 640 71.179 5.29 1.25 1.23 1.19 1.22 Significant 0.000208
MCLAADVPLIESGTAGYLGQVTTIK 4 4885649 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C2] 1.255 0.659 4.017699718 56.16 0 3066.66195 3 1022.888367 -3.718506483 -0.003801134 102.185015
SMAGNIIPAIATTNAVIAGLIVLEGLK 24 4885649 2xTMT6plex [N-Term; K27] 2.502 1.4 1.029 4.988834381 46.86 0 3108.847049 3 1036.952637 -1.187473585 -0.001230558 113.7988945NLVLTGFSHIDLIDLDTIDVSNLNR 4 4885649 1xTMT6plex [N-Term] 1.503 0.935 5.611634731 30.2 0 3026.63598 3 1009.549744 -0.430366577 -0.000434188 106.3093953QFILVMNALDNR 8 4885649 1xTMT6plex [N-Term] 1.304 1.358 1.28 4.541772366 46.92 0 1662.919877 2 831.9627075 -1.045655273 -0.00086942 85.41597719GDGAELIWDKDDPSAMDFVTSAANLR 18 4885649 2xTMT6plex [N-Term; K10] 1.171 1.255 1.804 6.584429264 43.19 1 3252.624713 3 1084.879639 -0.107572931 -0.000116631 87.13283997YLFNQLFGEEDADQEVSPDR 12 4885649 1xTMT6plex [N-Term] 0.874 0.773 0.998 5.855587006 64.78 0 2601.230642 3 867.7471924 -1.390896103 -0.001206014 83.2742234GTILISSEEGETEANNHKK 8 4885649 3xTMT6plex [N-Term; K18; K19] 1.041 0.985 1.112 6.1572299 44.88 1 2744.503348 4 686.8799438 -1.968574525 -0.00135069 39.67107146

GVTECYECHPKPTQR 4 4885649 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C5; C8] 1.709 1.614 4.1270895 26.76 0 2320.157842 4 580.7949219 0.006792641 3.94E-06 23.278421
VLVVGAGGIGCELLK 22 4885649 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 1.24 1.24 1.211 5.611206055 80.96 0 1943.176376 2 972.0896606 -2.22876883 -0.002165445 90.61420357

ANIVAYHDSIMNPDYNVEFFR 2 4885649 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.952 4.499060631 33.36 0 2760.328917 3 920.7791748 -2.153897639 -0.001981822 68.64273365ANIVAYHDSIMNPDYNVEFFR 6 4885649 1xTMT6plex [N-Term] 1.261 1.159 1.129 5.489524841 30.04 0 2744.334002 3 920.7791748 -2.153897639 -0.001981822 68.64273365ELAEAVAGGR 6 4885649 1xTMT6plex [N-Term] 1.06 1.031 1.101 3.209733486 57.73 0 1201.673817 2 601.3405762 0.049109625 2.95E-05 30.56010274KPPVPLDWAEVQSQGEETNASDQQNEPQLGLK 2 4885649 3xTMT6plex [N-Term; K1; K32] 0.972 3.47739315 13.53 0 4220.207841 4 1055.802734 -4.438918818 -0.00468329 77.96967055FAMVAPDVQIEDGK 18 4885649 2xTMT6plex [N-Term; K14] 1.051 1.038 0.904 4.441864491 68.68 0 1978.07197 2 989.5385132 -1.122291224 -0.001109986 77.13768437
NTPSEPIHCIVWAK 6 4885649 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.241 1.432 1.249 4.634486198 36.6 0 2110.151952 3 704.0546265 -1.244235263 -0.000875175 65.19653889

VTVLTLQDK 12 4885649 2xTMT6plex [N-Term; K9] 1.148 1.321 1.184 3.542230129 40.31 0 1474.924501 2 737.9648438 -1.417150504 -0.001045095 59.22999457SMAGNIIPAIATTNAVIAGLIVLEGLK 3 4885649 2xTMT6plex [N-Term; K27]; 1xOxidation [M2] 100 100 2.973330259 12.98 0 3124.841964 3 1036.952637 -1.187473585 -0.001230558 113.7988945
LLVPCALDPPNPNCYVCASKPEVTVR 2 4885649 2xTMT6plex [N-Term; K20]; 3xCarbamidomethyl [C5; C14; C17] 1.577 2.569966793 1.6 0 3427.794044 3 1143.270264 0.639894228 0.000731142 81.26667833

MHIFSMNMK 2 4885649 2xTMT6plex [N-Term; K9] 1.369 3.075388193 23.92 0 1596.846467 3 532.9540405 0.689497741 0.000367007 60.35891516ESVLQFYPK 2 4885649 2xTMT6plex [N-Term; K9] 1.026 2.761951685 19.67 0 1568.908851 2 784.9575195 -0.693837312 -0.000544284 64.2732826DQQVLDVK 4 4885649 2xTMT6plex [N-Term; K8] 1.224 1.103 3.272219896 39.83 0 1402.830601 2 701.9191284 0.270528699 0.000189753 42.26370128STGYDPVK 6 4885649 2xTMT6plex [N-Term; K8] 1.292 1.208 1.225 3.04488945 39.55 0 1324.751288 2 662.8792725 -0.014725877 -9.75E-06 30.97017722KLSEFGIR 4 4885649 2xTMT6plex [N-Term; K1] 1.223 1.215 2.942172766 12.14 1 1407.872406 3 469.9623108 -0.019090475 -8.96E-06 51.64582494IEQKEELDDVIALD 4 4885649 2xTMT6plex [N-Term; K4] 1.487 1.265 2.27511096 33.67 1 2088.147637 2 1044.578003 0.523104476 0.00054616 71.25152175ASNEDGDIKR 4 4885649 2xTMT6plex [N-Term; K9] 1.563 1.553 3.566613674 18.14 1 1562.853855 3 521.6229858 0.351305741 0.000183013 18.39047363YLLTMDK 6 4885649 2xTMT6plex [N-Term; K7] 1.257 1.275 1.192 3.328313589 32.65 0 1341.785231 2 671.3959961 -0.383781613 -0.000257476 60.24780784LSEFGIR 6 4885649 1xTMT6plex [N-Term] 1.234 1.024 0.998 2.679842949 23.92 0 1050.614511 2 525.80896 -3.681405582 -0.001933869 52.21686511QAEDAAK 4 4885649 2xTMT6plex [N-Term; K7] 1.533 1.472 2.228232384 14.72 0 1190.678123 2 595.8417358 -1.619119622 -0.000963925 17.98260264KLDEKENLSAK 4 4885649 4xTMT6plex [N-Term; K1; K5; K11] 2.015 1.621 2.629683495 3.92 2 2191.346784 4 548.5924072 0.462973847 0.000253634 38.16743412FAMVAPDVQIEDGK 2 4885649 2xTMT6plex [N-Term; K14]; 1xOxidation [M3] 0.798 1.99304688 10.26 0 1994.066885 2 989.5385132 -1.122291224 -0.001109986 77.13768437TFPGCTIR 4 4885649 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.753 1.002 2.957907677 26.52 0 1180.634595 2 590.8206787 -0.43538291 -0.000257014 34.50566128
4885585 SAE1 SUMO-activating enzyme subunit 1 isoform a 10055 NP_005491.1 69.36416185 1 20 20 136 346 38.426 5.3 1.17 1.16 1.18 1.17 Significant 0.0000243

KPESFFTQFDAVCLTCCSR 10 4885585 2xTMT6plex [N-Term; K1]; 3xCarbamidomethyl [C13; C16; C17] 2.114 2.158 2.725 5.693427563 30.13 0 2811.366848 3 937.7926025 -1.278414738 -0.001198031 76.12202531
GLTMLDHEQVTPEDPGAQFLIR 6 4885585 1xTMT6plex [N-Term] 1.157 0.955 0.769 5.580651283 39.81 0 2696.391516 3 899.4698486 1.289196475 0.001158726 74.24624179NDVLDSLGISPDLLPEDFVR 26 4885585 1xTMT6plex [N-Term] 1.084 1.369 2.083 5.43585968 70.15 0 2443.291786 3 815.1025391 0.523153848 0.000426073 111.4966246FFTGDVFGYHGYTFANLGEHEFVEEK 4 4885585 2xTMT6plex [N-Term; K26] 1.229 1.326 8.63404274 39.13 0 3498.704678 4 875.4314575 -0.193597899 -0.000169335 90.07711257EEAGGGISEEEAAQYDR 2 4885585 1xTMT6plex [N-Term] 0.821 5.631102085 80.25 0 2039.935523 2 1020.469543 -1.819898666 -0.001856238 32.73711976YCFSEMAPVCAVVGGILAQEIVK 4 4885585 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C2; C10] 2.288 1.353 5.428454399 31.03 0 2999.580864 3 1000.531128 -0.67777834 -0.000677684 112.6507957

VSQGVEDGPDTK 6 4885585 2xTMT6plex [N-Term; K12] 0.889 0.973 1.047 4.175046444 55.12 0 1689.90595 2 845.4570313 0.494453552 0.00041779 27.83886156EALEVDWSSEK 6 4885585 2xTMT6plex [N-Term; K11] 0.965 1.139 0.883 4.200992107 34.02 0 1750.926351 2 875.9648438 -2.250528697 -0.001970255 58.07835893DPPHNNFFFFDGMK 6 4885585 2xTMT6plex [N-Term; K14] 1.004 1.119 1.185 4.606407642 28.9 0 2171.078452 3 724.364502 0.230539516 0.00016684 76.46049113AQNLNPMVDVK 2 4885585 2xTMT6plex [N-Term; K11] 1.181 3.579359293 28.15 0 1686.961297 2 843.9825439 -2.066401512 -0.00174297 53.00248592LDSSETTMVK 6 4885585 2xTMT6plex [N-Term; K10] 1.317 1.186 1.026 4.603293896 57.84 0 1568.86058 2 784.9349976 1.36301926 0.001069194 42.08440355VSQGVEDGPDTKR 8 4885585 2xTMT6plex [N-Term; K12] 1.681 1.607 1.373 4.39408493 16.72 1 1846.007061 3 616.006897 -0.500318796 -0.000307864 21.62305962
KVVFCPVK 6 4885585 3xTMT6plex [N-Term; K1; K8]; 1xCarbamidomethyl [C5] 0.98 1.202 1.717 3.796391726 21.17 1 1664.053631 3 555.355957 -0.188164759 -0.000104372 53.96130224
GLGAEIAK 4 4885585 2xTMT6plex [N-Term; K8] 1.141 1.187 2.785326004 48.36 0 1216.766544 2 608.8873901 0.788683287 0.000479822 44.4846144LWGLEAQK 6 4885585 2xTMT6plex [N-Term; K8] 1.291 1.108 1.224 3.803453445 29.76 0 1402.845857 2 701.9238281 -3.904406156 -0.00273864 61.84794577NLILAGVK 6 4885585 2xTMT6plex [N-Term; K8] 1.294 1.133 1.104 3.00158 17.05 0 1285.860779 2 643.4336548 -0.579992562 -0.000372895 63.56259866VDTEDIEK 4 4885585 2xTMT6plex [N-Term; K8] 1.134 1.073 3.318310261 28.09 0 1406.777896 2 703.8894043 -4.524108792 -0.003182208 36.58494747VLLVGLK 6 4885585 2xTMT6plex [N-Term; K7] 1.285 1.158 1.368 2.661438704 39.49 0 1199.849151 2 600.4282837 0.116083603 6.96E-05 75.11616566
VDQICHK 10 4885585 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.33 1.144 1.18 2.662282228 19.83 0 1357.766227 3 453.2603455 0.188852063 8.55E-05 25.64227436
VVFCPVK 6 4885585 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.126 1.128 1.147 2.699635267 31.4 0 1306.795736 2 653.9018555 0.534373874 0.000349159 57.00513197

LDSSETTMVK 2 4885585 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 1.112 1.378498673 22.05 0 1584.855495 2 784.9349976 1.36301926 0.001069194 42.08440355
5031631 SCARB2 lysosome membrane protein 2 isoform 1 precursor 950 NP_005497.1 18.61924686 1 8 8 89 478 54.255 5.14 0.75 0.75 0.77 0.76 Significant 0.0000776

SVYITFSDYESVQGLPAFR 8 5031631 1xTMT6plex [N-Term] 0.887 1.401 1.526 5.283370972 43.74 0 2408.233543 3 803.4135742 -3.061681361 -0.002457748 90.83072033DEVLYVFPSDFCR 16 5031631 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.933 1.011 1.016 4.335805416 31.91 0 1875.914852 2 938.4636841 2.793241952 0.002619942 77.54342022TSLDWWITDK 16 5031631 2xTMT6plex [N-Term; K10] 0.999 0.925 0.916 3.856945992 59.01 0 1722.946693 2 861.9761353 -0.986160625 -0.000849551 80.71758701VEEVGPYTYR 12 5031631 1xTMT6plex [N-Term] 0.852 0.789 0.844 3.545125008 50.14 0 1441.752461 2 721.3789673 -1.250505712 -0.00090146 38.67945193GQGSMDEGTADER 3 5031631 1xTMT6plex [N-Term] 0.492 3.179010868 41.52 0 1581.70123 2 791.3533936 -1.086981911 -0.00085964 16.00756235AVDQSIEK 12 5031631 2xTMT6plex [N-Term; K8] 0.682 0.722 0.773 3.625786781 51.9 0 1347.788402 2 674.3982544 0.616275568 0.000415305 30.28761707EIIEAMLK 10 5031631 2xTMT6plex [N-Term; K8] 0.438 0.411 0.434 3.391243935 44.82 0 1404.853644 2 702.9296875 -1.100477623 -0.000773005 75.44141077DQSVGDPK 12 5031631 2xTMT6plex [N-Term; K8] 0.798 0.859 0.812 2.509037495 32.6 0 1303.725801 2 652.3660889 -0.690486929 -0.000450103 22.350393665031635 CFL1 cofilin-1 1072 NP_005498.1 74.69879518 1 15 21 598 166 18.491 8.09 1.1 1.08 1.08 1.09 Significant 0.0000376 HELQANCYEEVK 18 5031635 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 0.831 0.84 0.777 5.173477173 59.55 0 1978.010432 2 989.5072632 -1.609012147 -0.001591321 33.86650336
LGGSAVISLEGKPL 122 5031635 2xTMT6plex [N-Term; K12] 1.055 1.025 1.034 5.106125832 71.81 0 1799.104256 2 900.0552979 -0.520874136 -0.000468553 76.20491549YALYDATYETK 42 5031635 2xTMT6plex [N-Term; K11] 1.147 1.153 1.191 4.570323944 56.79 0 1795.951838 2 898.4795532 -0.004484913 -4.03E-06 50.88595974KEDLVFIFWAPESAPLK 34 5031635 3xTMT6plex [N-Term; K1; K17] 1.076 1.12 1.124 6.11362505 34.16 1 2677.557222 4 670.1445923 -0.254970975 -0.000170675 105.6261502KNIILEEGKEILVGDVGQTVDDPYATFVK 8 5031635 4xTMT6plex [N-Term; K1; K9; K29] 3.039 1.878 1.78 7.765281677 33.96 2 4107.339914 4 1027.587891 -2.478777071 -0.002545295 101.8535309EILVGDVGQTVDDPYATFVK 61 5031635 2xTMT6plex [N-Term; K20] 0.86 0.817 0.869 6.061856747 67.35 0 2624.422355 3 875.4788208 -0.16988411 -0.000148616 116.3003987ESKKEDLVFIFWAPESAPLK 4 5031635 4xTMT6plex [N-Term; K3; K4; K20] 3.516 0.868 4.476574898 11.96 2 3250.889738 4 813.4779053 0.01628285 1.32E-05 99.00782166NIILEEGKEILVGDVGQTVDDPYATFVK 36 5031635 3xTMT6plex [N-Term; K8; K28] 1.588 1.739 1.565 7.044719696 41.37 1 3750.082019 4 938.2729492 -3.213755043 -0.003012961 105.4790631

AVLFCLSEDK 20 5031635 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.907 0.941 0.956 3.853428841 48.65 0 1639.91295 2 820.4589844 -1.377048702 -0.00112912 73.26068055
AVLFCLSEDKK 38 5031635 3xTMT6plex [N-Term; K10; K11]; 1xCarbamidomethyl [C5] 1.229 1.21 1.222 5.145044327 49.01 1 1997.170845 2 999.0869141 -2.149953776 -0.002146912 66.54771673

KAVLFCLSEDKK 10 5031635 4xTMT6plex [N-Term; K1; K11; K12]; 1xCarbamidomethyl [C6] 1.594 1.789 1.912 5.653652668 17.93 2 2354.42874 3 785.4810791 -0.023884907 -1.87E-05 59.79309108
EDLVFIFWAPESAPLK 6 5031635 2xTMT6plex [N-Term; K16] 1.099 1.123 3.617398024 25.97 0 2320.299327 3 774.1036377 -1.278785038 -0.000989055 112.289223KSSTPEEVK 25 5031635 3xTMT6plex [N-Term; K1; K9] 1.385 1.723 1.286 4.285478115 27.29 1 1692.014662 3 564.6760864 -0.565008494 -0.000318668 25.11900858YALYDATYETKESK 2 5031635 3xTMT6plex [N-Term; K11; K14] 1.344 3.106137753 0.89 1 2369.284354 3 790.4353638 3.032079531 0.00239462 58.34849586NIILEEGK 20 5031635 2xTMT6plex [N-Term; K8] 0.828 0.954 0.944 3.407148361 43.01 0 1373.840437 2 687.4232788 -0.841540823 -0.000578071 49.58932465
HELQANCYEEVKDR 2 5031635 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 100 2.135952711 5.52 1 2249.138486 4 563.0392456 -1.482237819 -0.00083344 0.083703291

MIYASSK 33 5031635 2xTMT6plex [N-Term; K7] 1.042 1.056 0.949 2.878572226 27.27 0 1257.727716 2 629.3673706 -0.199637059 -0.000125545 52.44942288KSSTPEEVKK 10 5031635 4xTMT6plex [N-Term; K1; K9; K10] 1.581 1.18 1.587 4.275150776 7.48 2 2049.272557 4 513.0749512 2.64377595 0.001354454 28.96723348SSTPEEVKK 15 5031635 3xTMT6plex [N-Term; K8; K9] 1.133 1.197 1.098 3.3594203 21.47 1 1692.014662 2 846.5110474 0.092243032 7.80E-05 27.16871339SSTPEEVK 7 5031635 2xTMT6plex [N-Term; K8] 0.514 0.79 0.893 2.989027262 37.72 0 1334.756767 2 667.8826294 0.910352427 0.00060755 104.9894206
MLPDKDCR 31 5031635 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C7] 1.315 1.18 1.059 3.133381367 12.84 1 1492.801626 2 746.904541 0.12026464 8.98E-05 30.13111007

MIYASSK 54 5031635 2xTMT6plex [N-Term; K7]; 1xOxidation [M1] 0.989 1.03 1.015 2.062235355 22.74 0 1273.722631 2 629.3673706 -0.199637059 -0.000125545 52.44942288144922725 GTF2E1 general transcription factor IIE subunit 1 2960 NP_005504.2 13.2118451 1 4 4 22 439 49.421 4.82 1.12 1.28 1.16 1.19 Significant 0.00164 ETEDVNLAYEILEPEPTEIPALK 9 144922725 2xTMT6plex [N-Term; K23] 1.222 1.403 3.849272966 14.05 0 3071.644034 3 1024.553467 0.590156478 0.00060425 98.50027839FNEQIEPIYALLR 6 144922725 1xTMT6plex [N-Term] 1.049 1.689 2.101 4.938806057 36.54 0 1835.026451 2 918.0176392 0.845208696 0.00077549 94.12249829ESTVQGAYGSEDMK 2 144922725 2xTMT6plex [N-Term; K14] 1.025 2.626505613 31.32 0 1959.973378 2 980.4890137 -1.340373436 -0.001313548 34.88469606VETAADGK 5 144922725 2xTMT6plex [N-Term; K8] 1.042 1.266 1.043 3.158465862 27.28 0 1248.719988 2 624.8636475 0.024514603 1.53E-05 22.32419502
5031749 HMGN2 non-histone chromosomal protein HMG-17 3151 NP_005508.1 15.55555556 1 2 2 30 90 9.387 9.99 1.43 1.47 1.41 1.43 Significant 0.000151

TDQAQKAEGAGDAK 4 5031749 3xTMT6plex [N-Term; K6; K14] 1.164 100 3.616132259 7.27 1 2077.149258 3 693.0545044 -0.143401542 -9.93E-05 21.49254092AEGAGDAK 26 5031749 2xTMT6plex [N-Term; K8] 1.442 1.446 1.406 2.94651556 42.81 0 1176.662473 2 588.8353271 0.768977422 0.000452413 18.676628025031753 HNRNPH1 heterogeneous nuclear ribonucleoprotein H 3187 NP_005511.1 42.9844098 1 6 14 340 449 49.198 6.3 1.35 1.4 1.39 1.38 Significant 0.000123 SNNVEMDWVLK 20 5031753 2xTMT6plex [N-Term; K11] 1.376 1.28 1.401 4.577983379 52.04 0 1792.966776 2 896.9796753 -8.200098438 -0.007351252 68.91171318EGRPSGEAFVELESEDEVK 6 5031753 2xTMT6plex [N-Term; K19] 1.452 1.984 1.492 6.404040337 32.56 0 2565.308447 3 855.774231 -0.119981247 -0.000102596 51.23706992YGDGGSTFQSTTGHCVHMR 2 5031753 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.446 3.359143257 28.3 0 2327.049464 3 781.6861572 -0.196650271 -0.000153587 23.10161196
YGDGGSTFQSTTGHCVHMR 16 5031753 1xTMT6plex [N-Term]; 1xOxidation [M18]; 1xCarbamidomethyl [C15] 1.372 1.55 1.144 6.542834759 73.36 0 2343.044379 3 781.6861572 -0.196650271 -0.000153587 23.10161196

VTGEADVEFATHEDAVAAMSK 6 5031753 2xTMT6plex [N-Term; K21]; 1xOxidation [M19] 1.296 1.55 3.975886106 61.79 0 2652.322718 3 879.4459839 -1.670600234 -0.001468083 114.1520229VTGEADVEFATHEDAVAAMSK 36 5031753 2xTMT6plex [N-Term; K21] 1.355 1.68 1.241 6.021669865 69.86 0 2636.327803 3 879.4459839 -1.670600234 -0.001468083 114.1520229ATENDIYNFFSPLNPVR 58 5031753 1xTMT6plex [N-Term] 1.372 1.253 1.317 6.392206192 61.73 0 2226.139248 3 742.7174683 -0.627496615 -0.000465632 103.5115826STGEAFVQFASQEIAEK 40 5031753 2xTMT6plex [N-Term; K17] 0.938 1.393 1.491 4.600217342 38.41 0 2300.217448 3 767.4107056 0.050294905 3.86E-05 116.4036285DLNYCFSGMSDHR 32 5031753 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.306 1.467 1.436 4.662892818 46.54 0 1830.810069 2 915.9085693 -0.113052756 -0.000103489 43.0211967GLPWSCSADEVQR 22 5031753 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.454 1.624 1.446 4.213906765 68.09 0 1733.847835 2 867.4273071 -0.286716157 -0.000248561 47.48373079HTGPNSPDTANDGFVR 28 5031753 1xTMT6plex [N-Term] 1.218 1.21 1.352 6.443077564 55.16 0 1913.930318 3 638.6482544 -0.056666852 -3.62E-05 22.73944182MLGTEGGEGFVVK 4 5031753 2xTMT6plex [N-Term; K13] 1.496 1.494 1.597 90.38 0 1781.987178 2 891.4977417 0.577567813 0.000514609 64.1883063VHIEIGPDGR 33 5031753 1xTMT6plex [N-Term] 1.293 1.327 1.344 3.915438175 48.1 0 1321.742565 3 441.2523193 -0.121197722 -5.34E-05 38.57755662DLNYCFSGMSDHR 15 5031753 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C5] 1.304 1.3 1.277 3.316615105 27 0 1846.804984 2 915.9085693 -0.113052756 -0.000103489 43.0211967DRETMGHR 6 5031753 1xTMT6plex [N-Term] 1.106 1.396 1.955 3.883354902 34.35 1 1230.62107 3 410.8783569 -0.448642748 -0.000184036 12.74353093DKANMQHR 6 5031753 2xTMT6plex [N-Term; K2] 2.175 1.891 1.482 3.430572987 13.68 1 1457.804737 3 486.6060791 -0.722363761 -0.000351022 15.16718222
GLPFGCSK 10 5031753 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.571 1.516 1.511 2.598081112 37.01 0 1323.749514 2 662.3776245 -1.164605952 -0.000770823 50.97894815

5031767 HSF1 heat shock factor protein 1 3297 NP_005517.1 3.59168242 1 2 2 10 529 57.225 5.19 1.33 1.15 0.81 1.1 Significant 0.0188 GQEQLLENIK 6 5031767 2xTMT6plex [N-Term; K10] 1.136 1.277 0.813 3.93769145 61.89 0 1629.957592 2 815.4806519 -2.187129947 -0.001782465 55.81414303LLTDVQLMK 4 5031767 2xTMT6plex [N-Term; K9] 1.426 1.014 3.073875666 23.93 0 1518.932957 2 759.9685669 -2.040986024 -0.00155006 76.43040443
5031777 IDH3A isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial precursor 3419 NP_005521.1 39.3442623 1 13 13 125 366 39.566 6.92 0.93 0.92 0.98 0.94 Significant 0.000387

DMANPTALLLSAVMMLR 21 5031777 1xTMT6plex [N-Term]; 1xOxidation [M] 1.048 1.071 1.322 5.813643932 62.35 0 2092.116605 2 1038.564697 0.206250555 0.000214101 113.4546434DMANPTALLLSAVMMLR 24 5031777 1xTMT6plex [N-Term] 1.162 1.023 1.08 5.994251728 63.57 0 2076.12169 2 1038.564697 0.206250555 0.000214101 113.4546434TPIAAGHPSMNLLLR 4 5031777 1xTMT6plex [N-Term] 0.531 0.921 5.691189289 57.16 0 1820.041389 3 607.3512573 -1.192603287 -0.000723529 61.04063107ENTEGEYSGIEHVIVDGVVQSIK 14 5031777 2xTMT6plex [N-Term; K23] 0.92 0.924 1.048 5.941968441 40.1 0 2960.561702 4 740.8954468 -0.589270146 -0.000436143 91.02601693NVTAIQGPGGK 8 5031777 2xTMT6plex [N-Term; K11] 0.779 0.846 1.1 4.240298748 54.82 0 1499.894598 2 750.4501953 -0.989346186 -0.000741957 36.2196986
IEAACFATIK 4 5031777 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.212 1.183 4.763112068 44.83 0 1581.907471 2 791.4577026 0.415664917 0.000328772 63.16650385IAEFAFEYAR 6 5031777 1xTMT6plex [N-Term] 0.701 0.945 3.590045452 29.46 0 1445.762632 2 723.383728 -1.696153475 -0.001226118 84.61475984CSDFTEEICR 6 5031777 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C1; C9] 1.209 1.02 1.286 3.990256548 31.32 0 1545.687495 2 773.347168 -0.281669161 -0.000217686 38.47105887
MSDGLFLQK 12 5031777 2xTMT6plex [N-Term; K9] 0.791 0.95 3.092389345 38.5 0 1496.854707 2 748.9304199 -0.764113073 -0.000571883 65.19969455SNVTAVHK 4 5031777 2xTMT6plex [N-Term; K8] 0.951 0.977 3.523699045 32.63 0 1313.794156 3 438.6027527 -0.343199395 -0.000150298 21.13934731LITEGASK 6 5031777 2xTMT6plex [N-Term; K8] 0.957 0.9 3.359834194 33.14 0 1276.787673 2 638.8966675 -1.264884598 -0.000807495 37.5108531APIQWEER 6 5031777 1xTMT6plex [N-Term] 0.974 0.849 0.904 3.595960617 31.49 0 1257.678902 2 629.3430176 -0.114157715 -7.18E-05 39.92267488WMIPSEAK 4 5031777 2xTMT6plex [N-Term; K8] 0.906 1.096 2.70006156 23.55 0 1419.807029 2 710.4066162 -0.755580233 -0.000536389 71.67381115

EVAESCK 6 5031777 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.049 0.877 0.787 2.3950212 16.62 0 1280.692059 2 640.848999 -1.044180071 -0.000668637 20.9848871
112789562 IFI16 gamma-interferon-inducible protein 16 isoform 2 3428 NP_005522.2 39.50617284 1 27 27 286 729 82.044 9.32 0.91 0.95 0.91 0.92 Significant 0.000208

EVDATSPAPSTSSTVK 24 112789562 2xTMT6plex [N-Term; K16] 0.842 0.853 0.768 5.019578457 64.95 0 2035.095936 2 1018.050781 -0.810689055 -0.000824915 34.84843951TEGAEATPGAQK 17 112789562 2xTMT6plex [N-Term; K12] 0.831 0.809 0.898 5.474741459 63.57 0 1617.884821 2 809.4456177 -0.532947974 -0.000431124 22.56675416LKTEPEEVSIEDSAQSDLK 8 112789562 3xTMT6plex [N-Term; K2; K19] 0.887 0.774 0.788 7.033318996 39.8 1 2805.533645 3 935.8486938 -0.754575528 -0.000705662 56.59565155
MDVVGTGQCHNIPCEEGDKLQLFCFR 6 112789562 2xTMT6plex [N-Term; K19]; 3xCarbamidomethyl [C9; C14; C24] 1.642 1.77 2.267 7.631604195 34.88 1 3568.720956 4 892.9358521 0.174469546 0.000155658 75.0167025

KIIAIANYVCR 12 112789562 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C10] 1.609 1.666 1.754 5.217137337 52.63 1 1779.071517 2 890.038208 -1.336250034 -0.001188642 63.05860715
LTTINCEEGDK 6 112789562 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 0.651 0.582 0.793 4.27937746 51.71 0 1737.909321 2 869.4553223 -3.425678588 -0.002976759 39.40099647

VLSTTKPFEYETPEMEK 15 112789562 3xTMT6plex [N-Term; K6; K17] 0.902 0.95 0.96 5.518032074 32.27 0 2716.472231 3 906.1604614 -1.987924851 -0.001800048 66.37332634EVMVLNATESFVYEPK 13 112789562 2xTMT6plex [N-Term; K16] 0.888 0.884 0.917 4.146020889 24.52 0 2314.240491 3 772.0848999 -0.149069628 -0.000114994 81.57515004
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

MDVVGTGQCHNIPCEEGDK 4 112789562 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C9; C14] 0.805 0.948 5.236509323 32.49 0 2604.225663 3 868.7461548 -0.672804418 -0.000584045 41.08351335
GEFTYYEIQDNTGK 12 112789562 2xTMT6plex [N-Term; K14] 0.948 1.034 0.877 4.87210989 63.38 0 2123.069721 2 1062.036743 -1.653870262 -0.001755641 62.6521933IFEDIPTLEDLAETLKK 4 112789562 3xTMT6plex [N-Term; K16; K17] 1.081 5.70968008 30.72 1 2662.552196 4 666.3935547 0.072419238 4.82E-05 112.3958096IQIADLMEEK 12 112789562 2xTMT6plex [N-Term; K10] 0.769 0.794 1.001 4.54759264 55.36 0 1647.939165 2 824.4733887 0.203856888 0.000167972 75.64876879LISEMHSFIQIK 10 112789562 2xTMT6plex [N-Term; K12] 1.03 0.991 1.178 4.223976135 22.5 0 1904.107961 3 635.3729858 -1.868124361 -0.001185703 82.41218564TTIYEIQDDR 12 112789562 1xTMT6plex [N-Term] 0.718 1.022 1.034 4.272562027 71.95 0 1482.763754 2 741.885437 -0.10544941 -7.82E-05 38.51413821DILNPDSSMETSPDFFF 35 112789562 1xTMT6plex [N-Term] 0.946 0.829 1.017 4.148442745 57.26 0 2191.010268 2 1096.006958 -1.655977806 -0.001814132 102.4928074VLSTTKPFEYETPEMEK 6 112789562 3xTMT6plex [N-Term; K6; K17]; 1xOxidation [M15] 0.641 1.696 0.935 3.118448019 9.84 0 2732.467146 3 906.1604614 -1.987924851 -0.001800048 66.37332634

LTCFELAPK 12 112789562 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.999 1.071 1.03 3.47934413 33.12 0 1536.886007 3 512.967041 0.365919705 0.000187459 66.42864185
INQLCSQTK 12 112789562 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 0.896 0.917 0.824 4.061261177 32.54 0 1549.877234 2 775.4417114 -0.70157714 -0.000543679 37.40615888

LTTINCEEGDKLK 11 112789562 3xTMT6plex [N-Term; K11; K13]; 1xCarbamidomethyl [C6] 0.944 1.193 0.946 4.90627718 30.08 1 2208.25128 2 1104.630493 1.10014116 0.001214694 58.95184333
IFEDIPTLEDLAETLK 2 112789562 2xTMT6plex [N-Term; K16] 0.628 2.350551605 25.01 0 2305.294301 3 769.1026611 -0.377800597 -0.000290314 112.7458244TPQMPPTTPSSSFFTK 4 112789562 2xTMT6plex [N-Term; K16] 0.783 0.757 3.859335184 25.58 0 2212.172412 3 738.0627441 0.572844986 0.000422411 67.40484624DILNPDSSMETSPDFFF 11 112789562 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.756 0.506 0.566 2.541425705 52.19 0 2207.005183 2 1096.006958 -1.655977806 -0.001814132 102.4928074SLLSNDLK 6 112789562 2xTMT6plex [N-Term; K8] 0.934 1.115 1.073 3.256626129 41.7 0 1347.824787 2 674.4154053 -0.929759667 -0.000626577 51.56477532IQIADLMEEK 4 112789562 2xTMT6plex [N-Term; K10]; 1xOxidation [M7] 0.802 2.667539358 29.14 0 1663.93408 2 824.4733887 0.203856888 0.000167972 75.64876879SVIHSHIK 4 112789562 2xTMT6plex [N-Term; K8] 0.897 0.907 3.710437298 29.26 0 1378.85709 3 460.2901001 -0.974188725 -0.000447756 25.84183274VLNTSLK 6 112789562 2xTMT6plex [N-Term; K7] 1.062 0.996 0.935 2.910959244 37.79 0 1232.797844 2 616.9020386 -0.846530976 -0.000521801 48.51505045LQLFCFR 4 112789562 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.002 0.837 3.074823141 22.76 0 1212.676066 2 606.842041 0.609941328 0.000369831 73.79966786VFNIDLK 4 112789562 2xTMT6plex [N-Term; K7] 1.066 0.884 3.227771997 29.39 0 1306.813494 2 653.9075317 -4.36736647 -0.002853667 70.81100465SASVTPK 6 112789562 2xTMT6plex [N-Term; K7] 0.875 0.903 0.887 2.385220528 17.19 0 1147.708695 2 574.3570557 -1.620700343 -0.000930046 21.92692685GDAGLGK 4 112789562 2xTMT6plex [N-Term; K7] 0.594 0.533 2.233060122 16.2 0 1075.65118 2 538.3293457 0.218310782 0.000117413 26.46210094306922358 IFI35 interferon-induced 35 kDa protein 3430 NP_005524.2 44.09722222 1 10 10 50 288 31.757 6.09 0.8 0.8 0.83 0.81 Significant 0.000152

IHCPLLAGSALITFDDPK 8 306922358 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C3] 1.139 0.761 0.676 4.913491249 31.76 0 2426.351774 3 809.4542236 -1.506731877 -0.001218621 85.18233676
LCQIGQFTVPLGGQQVPLR 8 306922358 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.169 0.817 0.815 6.148984432 34.06 0 2340.305937 3 780.7722168 -1.6407083 -0.00127992 84.45788604VLVTGFPASLR 8 306922358 1xTMT6plex [N-Term] 0.707 0.699 0.738 4.080372334 41.92 0 1388.846302 2 694.9263916 -0.572530505 -0.000397578 71.6220917VAEQVLQQK 6 306922358 2xTMT6plex [N-Term; K9] 0.819 0.848 0.693 3.334585905 36.45 0 1500.914999 2 750.9615479 0.546382124 0.000410037 45.15734622GGGEVEALTVVPQGQQGLAVFTSESG 3 306922358 1xTMT6plex [N-Term] 0.592 3.832870722 12.43 0 2746.409669 3 916.1389771 -2.654712346 -0.002430309 81.12360778ELLPGSVMLGFAR 3 306922358 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.695 0.833 2.582986116 31.34 0 1634.91373 2 817.9597168 -0.961938371 -0.000786343 70.94546371LWDLQQLR 6 306922358 1xTMT6plex [N-Term] 0.863 0.869 0.98 3.410115957 28.67 0 1300.757487 2 650.8809204 -2.246829034 -0.00146129 67.5993326DKVPFSVPK 2 306922358 3xTMT6plex [N-Term; K2; K9] 1.344 3.601880312 5.57 1 1704.066304 3 568.6929321 -1.209233043 -0.000686871 54.52863597ELGDSPK 4 306922358 2xTMT6plex [N-Term; K7] 0.76 0.778 2.141011238 20.31 0 1203.698524 2 602.3526611 -0.397403806 -0.000239177 26.13176339SLVSNLR 2 306922358 1xTMT6plex [N-Term] 0.749 2.009613276 11.78 0 1017.62541 2 509.3167725 0.843367183 0.000429116 34.328133365031815 KARS lysine--tRNA ligase isoform 2 3735 NP_005539.1 44.5561139 1 28 28 241 597 68.005 6.35 1.13 1.13 1.1 1.12 Significant 0.0000797 EICNAYTELNDPMR 6 5031815 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.22 1.324 4.551921844 63.98 0 1954.920013 2 977.9626465 -1.021505349 -0.000998481 53.40532271YSHLQPGDHLTDITLK 12 5031815 2xTMT6plex [N-Term; K16] 1.297 1.238 1.195 6.300374508 46.57 0 2296.270152 2 1148.63916 0.388287284 0.000445806 52.27237527LPETNLFETEETR 8 5031815 1xTMT6plex [N-Term] 1.022 1.043 1.041 4.431547165 42.99 0 1807.927524 2 904.4664917 -1.005389618 -0.000908836 62.74799587VAMFLTDSNNIK 22 5031815 2xTMT6plex [N-Term; K12] 1.162 1.136 1.12 4.400306225 59.79 0 1811.013727 2 906.0092773 -1.352050768 -0.001224291 72.96872487GDIIGVQGNPGK 4 5031815 2xTMT6plex [N-Term; K12] 0.872 1.031 4.416062355 49.91 0 1612.942276 2 806.9741211 -0.812653075 -0.000655381 40.66329908VTYHPDGPEGQAYDVDFTPPFR 10 5031815 1xTMT6plex [N-Term] 1.225 1.426 1.407 6.208197594 36.53 0 2737.309561 3 913.1066895 -1.47804643 -0.001348624 66.01918797

LVGEFLEVTCINPTFICDHPQIMSPLAK 4 5031815 2xTMT6plex [N-Term; K28]; 2xCarbamidomethyl [C10; C17] 1.384 1.204 6.571473122 46.97 0 3687.935288 4 922.7380371 -1.347602957 -0.001242468 111.0202058
LVGEFLEVTCINPTFICDHPQIMSPLAK 15 5031815 2xTMT6plex [N-Term; K28]; 1xOxidation [M23]; 2xCarbamidomethyl [C10; C17] 1.937 1.252 1.443 6.184828758 46.69 0 3703.930203 4 922.7380371 -1.347602957 -0.001242468 111.0202058

YLDLILNDFVR 8 5031815 1xTMT6plex [N-Term] 0.13 0.046 3.439122915 36.07 0 1609.915109 2 805.4606934 -0.620760215 -0.000499686 107.011355EVLLFPAMKPEDK 8 5031815 3xTMT6plex [N-Term; K9; K13] 0.949 0.878 0.947 4.509319305 16.45 0 2204.296774 3 735.4362793 -1.129198847 -0.000829696 75.77333508RGDIIGVQGNPGK 8 5031815 2xTMT6plex [N-Term; K13] 1.064 1.127 1.086 5.966048241 33.44 1 1769.043387 3 590.3526001 -0.079278458 -4.67E-05 35.65117606
KILDDICVAK 6 5031815 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C7] 1.41 1.316 1.496 4.932137489 27.43 1 1862.138817 3 621.3849487 0.792616207 0.000491987 61.43207053ENVATTDTLESTTVGTSV 4 5031815 1xTMT6plex [N-Term] 1.209 3.625291586 48.23 0 2054.03384 2 1027.519287 -1.23765792 -0.001271096 51.65201202LPETNLFETEETRK 6 5031815 2xTMT6plex [N-Term; K14] 1.156 1.343 1.054 4.096235752 15.02 1 2165.185419 3 722.3995972 -0.545521914 -0.000393719 59.03593401KENVATTDTLESTTVGTSV 10 5031815 2xTMT6plex [N-Term; K1] 1.048 1.175 1.166 4.884198666 25.32 1 2411.291735 3 804.4355469 0.146239045 0.000117542 49.17528709INMVEELEK 10 5031815 2xTMT6plex [N-Term; K9] 1.049 1.123 3.939598799 51.46 0 1562.886401 2 781.9459229 -1.172117739 -0.000915943 68.62397492
ILDDICVAK 16 5031815 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.174 1.144 1.036 3.945414782 55.91 0 1504.880922 2 752.9434204 -0.902277162 -0.00067891 73.98037501

EVLLFPAMKPEDKK 4 5031815 4xTMT6plex [N-Term; K9; K13; K14] 1.932 1.494 4.771351337 4.49 1 2561.554669 4 641.1389771 -8.038230504 -0.005147592 77.87427697SEEEFIHINNK 6 5031815 2xTMT6plex [N-Term; K11] 1.111 0.949 1.003 3.615791798 20.8 0 1817.979784 3 606.6642456 -0.880303295 -0.000533458 41.70452684
KEICNAYTELNDPMR 2 5031815 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 0.674 4.251326561 19.62 1 2312.177908 3 771.3983765 1.153836183 0.000889292 49.56655531

SQAIHQLK 12 5031815 2xTMT6plex [N-Term; K8] 1.124 1.094 1.044 3.861023664 34.69 0 1382.852005 3 461.6220093 -0.383503055 -0.000176776 36.98979802FHVDISLTDFIQK 2 5031815 2xTMT6plex [N-Term; K13] 1.612 2.661076069 9.03 0 2021.147184 3 674.3867188 -0.782016279 -0.000526857 101.165848QLFEEQAK 10 5031815 2xTMT6plex [N-Term; K8] 1.036 1.007 0.955 2.946602106 28.03 0 1450.830601 3 484.2815552 -0.336657261 -0.000162811 41.52759146IAPELYHK 2 5031815 2xTMT6plex [N-Term; K8] 1.147 3.223378181 26.26 0 1428.861507 3 476.959137 0.945276127 0.000450223 45.23866873LQVMANSR 6 5031815 1xTMT6plex [N-Term] 1.242 1.187 1.448 2.963629961 30.04 0 1147.645494 2 574.3257446 -1.116121829 -0.000640456 46.57957211FELFVMK 12 5031815 2xTMT6plex [N-Term; K7] 1.158 1.287 1.095 3.110908031 33.16 0 1371.811051 2 686.4083252 -1.222915775 -0.000838805 88.33984271LIFYDLR 12 5031815 1xTMT6plex [N-Term] 1.198 1.276 1.135 2.824738026 39.85 0 1168.692761 2 584.8502197 0.343540354 0.000200747 74.65454854AVECPPPR 10 5031815 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.611 1.369 1.204 2.900511026 22.97 0 1154.618945 2 577.8115845 -2.643681451 -0.001526222 26.81224534VDGSEPK 6 5031815 2xTMT6plex [N-Term; K7] 1.396 1.327 1.286 2.507913351 21.24 0 1189.682874 2 595.3449097 -0.278413743 -0.000165612 20.4582255621264602 LAMA5 laminin subunit alpha-5 precursor 3911 NP_005551.3 8.687415426 1 24 24 109 3695 399.479 7.02 1.25 1.27 1.32 1.28 Significant 0.000264 GQDLGQAVLDAGHSVSTLEK 4 21264602 2xTMT6plex [N-Term; K20] 1.16 1.491 7.295938492 55.44 0 2483.350587 3 828.4545288 -0.625724868 -0.000517965 68.07609265HETAQQLEVLEQQSTSLGQDAR 2 21264602 1xTMT6plex [N-Term] 100 5.644165516 46.09 0 2697.364116 3 899.7937622 0.970484881 0.000872584 53.89022464HVPEAVPEAFPELYWQAPPSYLGDR 6 21264602 1xTMT6plex [N-Term] 1.542 4.921 1.28 5.654497623 35.42 0 3097.562087 3 1033.191772 -0.427112403 -0.000441002 85.74068577
LPVTVGFSGCVK 6 21264602 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.405 1.581 1.493 3.97066021 36.64 0 1722.002434 3 574.6723022 -0.046795357 -2.69E-05 71.84286917

IAASATCGEEAPAR 6 21264602 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.594 2.122 1.766 5.263299465 70.64 0 1632.821286 2 816.9133911 -1.090176527 -0.000890032 27.39947337AVAAEAQDTATR 8 21264602 1xTMT6plex [N-Term] 1.241 1.577 1.372 4.611629963 57.9 0 1432.759337 2 716.8840942 1.099107521 0.000787378 28.31355976GALDQLCGAGGLCR 2 21264602 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C13] 1.277 3.977944374 41.45 0 1676.840976 2 838.9234009 -0.864996865 -0.000725231 48.90791562AGALLPAIHEQLR 6 21264602 1xTMT6plex [N-Term] 1.031 1.027 1.224 4.049852371 22.59 0 1617.963791 3 539.9915161 -2.346097099 -0.0012653 58.00528482AIEASNAYSR 4 21264602 1xTMT6plex [N-Term] 1.48 1.338 4.025131226 43.38 0 1310.690195 2 655.8491211 0.587909716 0.000385284 24.84844537GFGEPFVLNPGTWALR 7 21264602 1xTMT6plex [N-Term] 1.638 1.514 1.675 4.19258213 34.98 0 1990.074798 2 995.539978 -1.064500347 -0.001059218 97.45836355FFLHGVTLVPIEEFSPEFVEPR 10 21264602 1xTMT6plex [N-Term] 0.963 1.369 1.526 4.685591698 20.8 0 2818.501719 3 940.1726074 0.549989242 0.000516715 110.6015714TYQPWQFFASSK 2 21264602 2xTMT6plex [N-Term; K12] 1.594 3.036437988 34.21 0 1948.036905 2 974.5203857 -1.750508739 -0.001705028 80.77361154AHPASNAIDGTER 6 21264602 1xTMT6plex [N-Term] 1.304 1.399 1.349 4.285899162 32.59 0 1567.802599 3 523.2717285 -1.254337202 -0.000655518 17.26043021ISFDSQISTTK 2 21264602 2xTMT6plex [N-Term; K11] 1.225 2.83178401 18.38 0 1684.952172 2 842.9793701 -0.420567205 -0.000354318 55.12055383
GDSCQECAPGFYR 6 21264602 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C7] 1.841 2.158 100 3.486719847 17.41 0 1775.76787 2 888.3863525 -1.37502875 -0.001220866 28.98352539
TPPYLQLQVTEK 6 21264602 2xTMT6plex [N-Term; K12] 1.806 1.682 3.65268302 55.67 0 1875.099171 2 938.0518188 -1.498435246 -0.001404857 66.11873289GLLLFTAR 4 21264602 1xTMT6plex [N-Term] 0.975 0.932 2.507028818 24.65 0 1119.708746 2 560.3582153 0.364625233 0.000204137 67.85527737LLHSLDQAK 2 21264602 2xTMT6plex [N-Term; K9] 1.181 3.322580338 18.14 0 1482.904434 3 494.9721375 -1.736623362 -0.000858415 46.71609108STGDPWLTDGSYLDGTGFAR 2 21264602 1xTMT6plex [N-Term] 1.28 2.171540022 10.82 0 2345.12472 2 1173.065674 -0.276925037 -0.000324712 71.92316444TLLAAIR 4 21264602 1xTMT6plex [N-Term] 0.848 100 2.079216003 16.92 0 986.655982 2 493.8314514 -0.360559278 -0.000177874 53.90579335LAASLDGAR 2 21264602 1xTMT6plex [N-Term] 0.862 2.692882538 23.85 0 1102.641788 2 551.8247681 0.427294537 0.000235576 35.88953051LSILENR 3 21264602 1xTMT6plex [N-Term] 0.949 1.249 2.101856709 28.52 0 1073.651625 2 537.3295898 0.259187891 0.000139139 51.55845717FPKPPQPIILR 6 21264602 2xTMT6plex [N-Term; K3] 1.107 1.371 1.224 3.158614397 2.49 0 1764.130018 3 588.7147827 -0.126218287 -7.42E-05 66.36924388ILLVTDGAR 3 21264602 1xTMT6plex [N-Term] 1.167 1.071 2.474701881 15.46 0 1186.735689 2 593.8717041 0.373177557 0.000221432 51.97069456112380628 LAMP1 lysosome-associated membrane glycoprotein 1 precursor 3916 NP_005552.3 13.42925659 1 6 6 76 417 44.854 8.75 0.96 0.93 0.92 0.94 Significant 0.000165
ALQATVGNSYK 12 112380628 2xTMT6plex [N-Term; K11] 0.845 0.845 0.936 4.840579033 60.4 0 1609.931377 2 805.4684448 -1.095867555 -0.000882136 40.37939821FFLQGIQLNTILPDARDPAFK 10 112380628 2xTMT6plex [N-Term; K21] 1.437 1.338 100 4.54664278 26.51 1 2862.628206 3 954.8798218 -1.150613259 -0.001097926 108.977126FFLQGIQLNTILPDAR 28 112380628 1xTMT6plex [N-Term] 1.201 1.415 1.367 5.729863167 64.27 0 2075.185077 3 692.3991089 -1.109833465 -0.000767703 107.1488045TVESITDIR 16 112380628 1xTMT6plex [N-Term] 1 0.969 0.545 3.725348234 59.45 0 1262.715347 2 631.861145 -0.264272497 -0.00016685 43.4719905AFSVNIFK 6 112380628 2xTMT6plex [N-Term; K8] 0.676 0.581 0.606 3.683187962 42.4 0 1383.840043 2 692.423584 -0.109789604 -7.60E-05 74.99977973VWVQAFK 4 112380628 2xTMT6plex [N-Term; K7] 0.85 0.499 2.934640169 21.9 0 1335.818914 2 668.4130859 -0.014002646 -9.35E-06 82.75947577157419138 LAMC2 laminin subunit gamma-2 isoform a precursor 3918 NP_005553.2 58.00502934 1 62 62 1275 1193 130.892 6.19 1.6 1.49 1.57 1.55 Significant 0.000446 AQGGDGVVPDTELEGR 35 157419138 1xTMT6plex [N-Term] 1.575 1.602 0.996 5.43338728 74.95 0 1828.923836 2 914.965332 -0.245268551 -0.000224289 36.6007065LQGVSDQSFQVEEAKR 10 157419138 2xTMT6plex [N-Term; K15] 3.245 2.79 1.307 5.749335289 34.36 1 2279.23958 4 570.5651855 -0.293028651 -0.000166971 48.79705293

CIHNTAGIYCDQCK 6 157419138 2xTMT6plex [N-Term; K14]; 3xCarbamidomethyl [C1; C10; C13] 3.378 3.677 2.729 5.810058594 39.75 0 2198.055685 3 733.3571777 0.588967392 0.000431528 32.45186527
LAESHVESASNMEQLTR 36 157419138 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.564 1.096 1.41 4.582545757 45.79 0 2147.060012 3 711.0263672 -0.257555483 -0.000182956 39.41220777LAESHVESASNMEQLTR 27 157419138 1xTMT6plex [N-Term] 1.598 1.308 1.533 5.5724473 55.77 0 2131.065097 3 711.0263672 -0.257555483 -0.000182956 39.41220777KELEFDTNMDAVQMVITEAQK 6 157419138 3xTMT6plex [N-Term; K1; K21]; 1xOxidation [M] 0.968 1.727 5.767626762 44.8 1 3143.657148 3 1048.557617 0.365807226 0.000383324 77.25172448

KELEFDTNMDAVQMVITEAQK 14 157419138 3xTMT6plex [N-Term; K1; K21]; 2xOxidation [M9; M14] 1.571 1.56 1.932 5.434094429 41.99 1 3159.652063 3 1048.557617 0.365807226 0.000383324 77.25172448
AGYFGDPLAPNPADK 14 157419138 2xTMT6plex [N-Term; K15] 1.484 1.555 1.649 4.184444427 55.38 0 1991.063848 2 996.0341187 -1.450071687 -0.001443593 64.85261628ALHEGVGSGSGSPDGAVVQGLVEK 38 157419138 2xTMT6plex [N-Term; K24] 1.418 1.612 1.383 7.894098282 77.16 0 2708.461928 3 903.4916992 -0.510959278 -0.000461305 56.54189855GHLHLLETSIDGILADVK 31 157419138 2xTMT6plex [N-Term; K18] 1.266 1.033 1.297 7.496386051 53.4 0 2389.385516 3 797.1324463 -1.142767793 -0.000910171 92.69526685ALGSAAADAQR 20 157419138 1xTMT6plex [N-Term] 1.565 1.528 1.579 3.9766922 75.05 0 1259.690529 2 630.3521118 5.094618609 0.003208821 20.68721119FLGNQQVSYGQSLSFDYR 12 157419138 1xTMT6plex [N-Term] 1.198 1.329 1.101 4.135520935 44.06 0 2338.166526 2 1169.586792 -0.093400373 -0.000109193 69.9039626

GQFCQDCASGYK 21 157419138 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C4; C7] 1.57 1.606 1.169 5.143498421 63.62 0 1878.887875 2 939.9464722 -1.174681093 -0.001103547 33.46748115
ACNCNPMGSEPVGCR 21 157419138 1xTMT6plex [N-Term]; 1xOxidation [M7]; 3xCarbamidomethyl [C2; C4; C14] 1.184 0.956 1.684 4.18927002 50.25 0 1953.823688 2 969.4177856 -0.246797315 -0.000239125 28.17985065
ACNCNPMGSEPVGCR 22 157419138 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C4; C14] 4.808 4.252 6.668 4.767751217 67.1 0 1937.828773 2 969.4177856 -0.246797315 -0.000239125 28.17985065EATQAEIEADR 30 157419138 1xTMT6plex [N-Term] 1.702 1.645 1.88 4.794680119 63.6 0 1461.738267 2 731.3720703 -0.959997444 -0.000701632 21.46175748CLPGFHMLTDAGCTQDQR 6 157419138 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C1; C13] 2.193 2.615 2.759 4.234610558 52.76 0 2336.078322 3 779.3643799 0.113261801 8.82E-05 58.53242341

CDCDPAGIAGPCDAGR 12 157419138 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C1; C3; C12] 2.66 3.135 1.854 5.189306259 73.86 0 1920.819982 2 960.9135132 -0.121085169 -0.000116291 29.25373109
LNEHPSNNWSPQLSYFEYR 12 157419138 1xTMT6plex [N-Term] 1.62 0.95 1.698 6.226024628 36.96 0 2610.257466 3 870.7560425 -1.490932846 -0.00129724 63.45862386QKADSLSSLVTR 11 157419138 2xTMT6plex [N-Term; K2] 1.953 1.873 1.716 3.397461414 40.96 1 1763.042719 2 882.0244751 -0.592710929 -0.000522487 45.971979LQGVSDQSFQVEEAK 34 157419138 2xTMT6plex [N-Term; K15] 1.516 1.453 1.519 5.034770489 74.6 0 2123.138469 2 1062.072388 -0.45708718 -0.00048523 55.05792728

SDGTCVCKPGFGGPNCEHGAFSCPACYNQVK 5 157419138 3xTMT6plex [N-Term; K8; K31]; 5xCarbamidomethyl [C5; C7; C16; C23; C26] 3.542 1.402 7.601157665 5.79 0 4148.911242 4 1037.984497 1.185014806 0.00122913 48.68600542
HPSAHDVILEGAGLR 48 157419138 1xTMT6plex [N-Term] 1.616 1.686 1.463 4.92728138 59.98 0 1800.991797 2 900.9981689 -1.518757265 -0.001367635 47.48312522SGYYNLDGGNPEGCTQCFCYGHSASCR 4 157419138 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C14; C17; C19; C26] 2.676 100 5.303630829 82.94 0 3346.360781 3 1116.120728 -3.930043314 -0.004383781 41.3688538IQMDQFMQQLQR 41 157419138 1xTMT6plex [N-Term] 1.633 1.186 5.29789114 62.23 0 1794.919225 2 897.9628296 -0.469503196 -0.00042136 75.95352319CLNCNDNTDGIHCEK 4 157419138 2xTMT6plex [N-Term; K15]; 3xCarbamidomethyl [C1; C4; C13] 1.478 2.568 4.934417248 37.65 0 2308.052056 3 770.0228271 0.810971879 0.000623922 26.74711218

KALHEGVGSGSGSPDGAVVQGLVEK 18 157419138 3xTMT6plex [N-Term; K1; K25] 2.229 0.763 1.959 7.951291084 52.42 1 3065.719823 3 1022.579102 0.955128867 0.000976052 54.68153995ELEFDTNMDAVQMVITEAQK 27 157419138 2xTMT6plex [N-Term; K20]; 1xOxidation [M] 0.726 1.344 1.283 6.310854435 102.08 0 2786.399253 3 929.4714966 0.24516088 0.000227705 91.03843302ELEFDTNMDAVQMVITEAQK 89 157419138 2xTMT6plex [N-Term; K20] 1.487 1.483 1.506 6.482567787 71.06 0 2770.404338 3 929.4714966 0.24516088 0.000227705 91.03843302MQQAEQALQDILR 38 157419138 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.874 1.696 1.559 6.130578995 65.86 0 1788.947549 2 886.980896 1.061242219 0.000940766 91.3509521MQQAEQALQDILR 32 157419138 1xTMT6plex [N-Term] 1.86 1.571 1.674 6.712682724 85.06 0 1772.952634 2 886.980896 1.061242219 0.000940766 91.3509521ITSTFHQDVDGWK 20 157419138 2xTMT6plex [N-Term; K13] 1.872 1.942 1.57 5.616055012 47.5 0 1992.059097 2 996.5327148 -0.47376732 -0.000471886 54.75875561ADSLSSLVTR 12 157419138 1xTMT6plex [N-Term] 1.758 1.057 1.315 3.732373953 56.61 0 1277.726246 2 639.3662109 -0.861604748 -0.000550447 47.10629386LDPVYFVAPAK 34 157419138 2xTMT6plex [N-Term; K11] 1.848 1.391 1.859 4.202294827 47.71 0 1677.998 2 839.5006104 -2.417319254 -0.002028128 77.61821145HQDVFSSAQR 12 157419138 1xTMT6plex [N-Term] 2.048 1.819 1.866 4.253256321 36.8 0 1403.722892 2 702.3649292 -0.221063263 -0.000155156 18.62200473DAQISEGASR 18 157419138 1xTMT6plex [N-Term] 1.962 2.126 2.067 3.711379528 53.26 0 1262.653809 2 631.8300171 -0.833102712 -0.00052596 17.2449505DNLPPGCYNTQALEQQ 27 157419138 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.464 1.478 1.597 3.153608799 52.81 0 2076.985785 2 1038.993896 -2.536484019 -0.002634121 57.02027999ITAPLMPLGK 42 157419138 2xTMT6plex [N-Term; K10] 1.923 1.616 1.945 3.798325062 39.46 0 1498.943128 2 749.9754639 0.348928765 0.000261512 89.8225506IQMDQFMQQLQR 21 157419138 1xTMT6plex [N-Term]; 1xOxidation [M] 1.644 1.009 1.956 5.039670944 46.01 0 1810.91414 2 897.9628296 -0.469503196 -0.00042136 75.95352319NLENIRDNLPPGCYNTQALEQQ 9 157419138 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.018 1.676 100 4.969416618 31.28 1 2816.383471 3 939.4658813 -0.13506223 -0.000126796 66.26390602EFDLQVDNR 12 157419138 1xTMT6plex [N-Term] 1.939 1.426 1.582 3.516018629 39.22 0 1364.70076 2 682.8540649 0.068588525 4.68E-05 42.51183577SQENSYQSR 6 157419138 1xTMT6plex [N-Term] 2.512 2.71 3.152 3.854038954 39.71 0 1327.643973 2 664.3250732 -0.830934834 -0.000551593 98.02789463VSDASDKTQQAER 14 157419138 2xTMT6plex [N-Term; K7] 3.5 0.201 0.213 3.484915257 31.47 1 1893.007789 2 947.007019 -0.543063831 -0.000514012 19.46479285SSAEYSVHK 10 157419138 2xTMT6plex [N-Term; K9] 1.694 1.412 1.592 3.61531353 37.74 0 1465.805114 2 733.4071045 1.240372514 0.000909072 23.3552815
CVCKPAVTGER 6 157419138 2xTMT6plex [N-Term; K4]; 2xCarbamidomethyl [C1; C3] 1.991 1.287 1.34 3.494709015 5.5 0 1734.939517 3 578.9841309 -0.96672066 -0.000559067 28.32808106ALGSQYQNR 18 157419138 1xTMT6plex [N-Term] 1.437 1.78 2.251 3.791667461 47.48 0 1265.679965 2 633.342041 -2.496127645 -0.001579649 27.74197665ITAPLMPLGK 37 157419138 2xTMT6plex [N-Term; K10]; 1xOxidation [M6] 1.441 1.433 1.943 2.940614223 29.39 0 1514.938043 2 749.9754639 0.348928765 0.000261512 89.8225506EVEGELER 23 157419138 1xTMT6plex [N-Term] 1.469 1.376 1.237 3.18001771 42 0 1189.626198 2 595.3165283 -0.351177013 -0.000208885 24.1126701GQFCQDCASGYKR 5 157419138 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C4; C7] 1.405 3.059 1.549 4.17873621 7.77 1 2034.988986 3 679.0007935 -0.569363724 -0.000386216 26.66599106

SLGLQLAK 10 157419138 2xTMT6plex [N-Term; K8] 1.798 1.568 1.564 4.089478493 44.74 0 1287.840043 2 644.4230957 -0.876268568 -0.000564247 65.29501478LITQMQLSLAESEASLGNTNIPASDHYVGPNGFK 2 157419138 2xTMT6plex [N-Term; K34] 0.755 2.746881247 3.25 0 4061.105401 4 1016.02771 -4.035998733 -0.004097654 96.76676465IQMDQFMQQLQR 8 157419138 1xTMT6plex [N-Term]; 2xOxidation [M3; M7] 4.551 100 0.807 2.41468811 36.97 0 1826.909055 2 897.9628296 -0.469503196 -0.00042136 75.95352319EKSDQLLSR 20 157419138 2xTMT6plex [N-Term; K2] 1.682 1.78 1.926 3.528205633 21.72 1 1533.900077 2 767.4525757 -1.435838517 -0.001101216 29.22491265TQINSQLRPMMSELEER 2 157419138 1xTMT6plex [N-Term] 1.152 4.245828629 0.08 0 2291.168516 3 775.057373 -0.335951863 -0.000260156 33.054973SLAQEATR 6 157419138 1xTMT6plex [N-Term] 1.815 0.01 1.751 2.718374729 42.1 0 1104.621053 2 552.8140869 -0.14094596 -7.78E-05 19.97111674SLAQQLTR 14 157419138 1xTMT6plex [N-Term] 1.636 1.566 1.711 3.102085114 37.05 0 1145.683988 2 573.3455811 -0.089047788 -5.10E-05 34.37541694TLPCGLTK 16 157419138 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.8 1.739 1.653 2.834172964 35.79 0 1347.807029 2 674.4053955 -2.607564955 -0.001757247 48.35734047
TQINSQLRPMMSELEER 7 157419138 1xTMT6plex [N-Term]; 2xOxidation [M10; M11] 1.518 1.3 1.176 3.154358864 11.69 0 2323.158346 3 775.057373 -0.335951863 -0.000260156 33.054973KAEAEEAMKR 6 157419138 3xTMT6plex [N-Term; K1; K9] 0.01 0.01 0.01 3.555359364 8.3 2 1850.077279 4 463.2748108 0.072566732 3.36E-05 27.96576013LSYISQK 22 157419138 2xTMT6plex [N-Term; K7] 1.575 1.585 1.594 3.460303307 31.06 0 1296.792759 2 648.9003906 0.575188283 0.00037295 46.81565013

KAEAEEAMK 8 157419138 3xTMT6plex [N-Term; K1; K9]; 1xOxidation [M8] 1.069 1.39 1.246 2.929234505 11.92 1 1709.971083 3 570.6616211 -0.452077089 -0.00025768 24.12083065
ETEDYSK 21 157419138 2xTMT6plex [N-Term; K7] 1.874 1.832 1.303 2.886603594 34.46 0 1329.693832 2 665.3493042 -1.880644628 -0.001250341 20.23040805QALSLVR 10 157419138 1xTMT6plex [N-Term] 2.18 1.575 1.462 2.538567066 31.96 0 1015.646146 2 508.3267212 0.019921124 1.01E-05 40.45895894SYQHSLR 6 157419138 1xTMT6plex [N-Term] 1.367 1.712 100 2.652293205 28.47 0 1119.610823 2 560.3082886 -1.359473785 -0.000761041 16.2758073MEALISK 12 157419138 2xTMT6plex [N-Term; K7] 1.689 2.151 1.739 2.945302963 33.22 0 1249.759016 2 625.3833008 0.247361688 0.000154571 53.18633693VSDASDK 10 157419138 2xTMT6plex [N-Term; K7] 1.534 1.639 1.758 2.385951757 35.02 0 1179.662138 2 590.3343506 -0.605197117 -0.000356964 20.70922199LLDSVSR 22 157419138 1xTMT6plex [N-Term] 1.308 1.804 1.38 2.668351412 30.5 0 1018.609426 2 509.8084106 0.116854468 5.95E-05 35.89100197SDQLLSR 6 157419138 1xTMT6plex [N-Term] 1.389 1.498 1.489 2.902301073 30.57 0 1047.599589 2 524.3032227 -0.401410524 -0.000210259 23.38734344CLPCNCNSK 3 157419138 2xTMT6plex [N-Term; K9]; 3xCarbamidomethyl [C1; C4; C6] 1.662 2.803 2.741437674 24.8 0 1610.785324 2 805.8964844 0.228255122 0.000183835 27.2234584

EVEGELERK 8 157419138 2xTMT6plex [N-Term; K9] 0.943 1.025 1.593 3.061171055 10.88 1 1546.884093 3 516.2987671 -1.515776444 -0.000781577 29.04826913HMDEFKR 6 157419138 2xTMT6plex [N-Term; K6] 2.616 2.092 1.985 3.651908398 9.84 1 1420.777125 3 474.263855 -0.08005379 -3.79E-05 21.650673135031851 STMN1 stathmin isoform a 3925 NP_005554.1 67.11409396 1 14 14 151 149 17.292 5.97 0.89 0.94 0.95 0.92 Significant 0.000401 ESVPEFPLSPPK 12 5031851 2xTMT6plex [N-Term; K12] 0.614 0.698 3.892540693 32.16 0 1785.019858 3 595.6785889 0.759353772 0.000451821 68.98040317SKESVPEFPLSPPK 10 5031851 3xTMT6plex [N-Term; K2; K14] 1.392 1.443 1.406 5.939450264 29.81 1 2229.309781 3 743.7730713 -2.296936413 -0.001706861 62.29889545AIEENNNFSK 36 5031851 2xTMT6plex [N-Term; K10] 0.8 0.78 0.792 5.083252907 53.5 0 1623.874256 2 812.44104 0.336933801 0.000273569 34.47774682ASGQAFELILSPR 20 5031851 1xTMT6plex [N-Term] 0.859 0.867 0.848 5.223082542 69.65 0 1617.916172 2 809.4594116 -2.858892131 -0.002312724 71.08580227DLSLEEIQK 26 5031851 2xTMT6plex [N-Term; K9] 1.01 0.848 0.935 4.095831871 53.79 0 1532.893595 2 766.9493408 -1.428533189 -0.001094895 57.4704072KSHEAEVLK 6 5031851 3xTMT6plex [N-Term; K1; K9] 0.917 0.951 0.924 4.067340374 9.63 1 1728.062281 4 432.7711487 0.28002264 0.000120974 28.50260267SHEAEVLK 10 5031851 2xTMT6plex [N-Term; K8] 0.805 0.811 0.934 4.490054607 44 0 1370.804386 2 685.9060669 0.343724508 0.00023559 22.94861578ESKDPADETEAD 11 5031851 2xTMT6plex [N-Term; K3] 0.746 0.787 0.732 2.586471319 27.21 1 1764.853974 2 882.930542 -0.094537921 -8.34E-05 19.75769857EHEKEVLQK 8 5031851 3xTMT6plex [N-Term; K4; K9] 1.395 1.293 1.48 4.00467968 12.61 1 1827.094309 4 457.5289307 -0.22797058 -0.000104131 29.2751649DPADETEAD 12 5031851 1xTMT6plex [N-Term] 0.75 0.756 0.711 2.708311558 41.84 0 1191.521458 2 596.2635498 -1.372111777 -0.00081745 18.10072529DKHIEEVR 4 5031851 2xTMT6plex [N-Term; K2] 0.962 0.925 2.810722351 7.2 1 1483.863298 3 495.2923279 -0.584560197 -0.000289136 18.8075626EAQMAAK 6 5031851 2xTMT6plex [N-Term; K7] 0.816 0.843 0.874 3.225253582 37.35 0 1206.691665 2 603.848999 -0.781560984 -0.000471552 31.48066365LEAAEER 6 5031851 1xTMT6plex [N-Term] 0.881 1.099 0.728 2.590826273 27.59 0 1046.567955 2 523.788208 1.131962449 0.000592338 28.51774878EKDKHIEEVR 2 5031851 3xTMT6plex [N-Term; K2; K4] 1.264 1.233 3.137516022 2 1970.163786 4 493.2964172 0.027051209 1.33E-05 23.13898973
38455402 LCN2 neutrophil gelatinase-associated lipocalin precursor 3934 NP_005555.2 31.31313131 1 4 4 20 198 22.574 8.91 0.27 0.17 0.1 0.18 Non-Significant 0.0676

TFVPGCQPGEFTLGNIK 4 38455402 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C6] 0.17 0.205 4.878499508 52.29 0 2323.25206 3 775.0871582 -2.211624264 -0.00171272 79.30144701
VPLQQNFQDNQFQGK 8 38455402 2xTMT6plex [N-Term; K15] 0.138 0.13 0.095 5.278462887 63.44 0 2249.207886 3 750.406311 -1.558928613 -0.001168785 57.49189408MYATIYELK 2 38455402 2xTMT6plex [N-Term; K9] 0.314 2.927380323 7.4 0 1589.901323 2 795.4538574 -0.556371793 -0.000442288 69.83143773SLGLPENHIVFPVPIDQCIDG 6 38455402 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.72 0.208 4.318492889 19.81 0 2549.327126 3 850.4455566 -1.964847145 -0.001669679 92.164997295031873 LMAN1 protein ERGIC-53 precursor 3998 NP_005561.1 36.8627451 1 18 18 145 510 57.513 6.77 1.05 1.09 1.07 1.07 Significant 0.000116 LVSGMQHPGSAGGVYETTQHFIDIK 3 5031873 2xTMT6plex [N-Term; K25]; 1xOxidation [M5] 1.222 1.041 6.084151268 27.14 0 3146.63449 4 783.4160156 0.848906409 0.000664405 68.94848218LVSGMQHPGSAGGVYETTQHFIDIK 16 5031873 2xTMT6plex [N-Term; K25] 1.19 1.084 1 6.885813236 54.13 0 3130.639575 4 783.4160156 0.848906409 0.000664405 68.94848218YQEEFEHFQQELDK 6 5031873 2xTMT6plex [N-Term; K14] 1.044 1.061 1.311 4.792503834 29.43 0 2328.154848 3 776.7232666 0.171395252 0.000133012 67.24485953YVSSLTEEISK 22 5031873 2xTMT6plex [N-Term; K11] 0.957 0.969 0.945 4.93626976 52.95 0 1713.967488 2 857.4868164 -0.660308616 -0.000565874 59.52124015EKYQEEFEHFQQELDK 2 5031873 3xTMT6plex [N-Term; K2; K16] 1.061 4.174127579 11.78 1 2814.455335 4 704.3692627 -0.040714361 -2.86E-05 67.33392534GHPDLQGQPAEEIFESVGDR 6 5031873 1xTMT6plex [N-Term] 1.729 1.774 1.997 5.995888233 56.72 0 2410.183632 3 804.0651245 -1.166709792 -0.000937328 61.21903159YQEEFEHFQQELDKK 6 5031873 3xTMT6plex [N-Term; K14; K15] 1.061 0.878 0.898 5.049765587 20.28 1 2685.412742 4 672.1072388 -2.091775981 -0.00140432 73.0533487GAGMPGQHGQITQQELDTVVK 12 5031873 2xTMT6plex [N-Term; K21]; 1xOxidation [M4] 0.911 0.895 0.98 6.478035927 56.95 0 2668.41287 3 890.1419067 -0.638257736 -0.000567712 50.2809822GPHLVQSDGTVPFWAHAGNAIPSSDQIR 10 5031873 1xTMT6plex [N-Term] 1.029 0.998 1.147 6.849955559 53.96 0 3186.62821 4 797.4129028 0.493279423 0.000392975 64.59690607EKYQEEFEHFQQELDKK 4 5031873 4xTMT6plex [N-Term; K2; K16; K17] 0.921 1.054 4.335032463 14.28 2 3171.71323 5 635.1426392 -9.187829132 -0.005828232 67.9828315QLDMILDEQR 8 5031873 1xTMT6plex [N-Term] 1.023 1.131 1.073 3.936604738 54.66 0 1489.788194 2 745.3972168 -0.696364929 -0.000518718 56.6077646YVSSLTEEISKR 2 5031873 2xTMT6plex [N-Term; K11] 1.147 3.929710388 1.4 1 1870.068599 3 624.0269775 -1.186872403 -0.000739844 55.01102595SQQEAAAK 6 5031873 2xTMT6plex [N-Term; K8] 0.615 0.828 0.859 3.385142803 39.37 0 1290.741786 2 645.8743896 -0.219310421 -0.000141537 18.45552083NMPSNEKPK 10 5031873 3xTMT6plex [N-Term; K7; K9] 1.072 1.277 0.991 2.88683176 10.14 0 1732.003052 3 578.0050659 -1.389735481 -0.000802342 35.62036586NSMSETVR 6 5031873 1xTMT6plex [N-Term] 0.853 1.016 0.959 3.321660042 44.06 0 1152.588038 2 576.795166 -4.323130715 -0.002491394 18.28034592QVFEGQNR 8 5031873 1xTMT6plex [N-Term] 1.114 1.126 0.958 3.105887651 33.77 0 1206.642851 2 603.8251343 0.116832157 7.05E-05 21.07657368DIDNLVQR 6 5031873 1xTMT6plex [N-Term] 1.101 1.152 1.043 3.353230476 37.34 0 1201.673817 2 601.34021 -0.560391776 -0.000336704 35.83146073EHLHIVK 6 5031873 2xTMT6plex [N-Term; K7] 1.129 1.156 1.177 3.207315445 23.06 0 1333.835627 3 445.2835693 0.395954196 0.000176046 27.63060878TQHEILR 6 5031873 1xTMT6plex [N-Term] 1.205 1.452 0.988 2.624633789 28.36 0 1125.657773 2 563.3325195 -0.009192403 -5.17E-06 18.249788315031875 LMNA lamin isoform C 4000 NP_005563.1 69.75524476 1 1 44 1227 572 65.096 6.84 1.03 1 1.03 1.02 Significant 0.0000961 NSNLVGAAHEELQQSR 12 5031875 1xTMT6plex [N-Term] 0.972 1.055 1.042 7.299552917 78.41 0 1982.025281 2 991.5147705 -1.522157363 -0.001508477 36.10482054EAALSTALSEK 52 5031875 2xTMT6plex [N-Term; K11] 0.945 1.002 1.039 4.896418571 63.15 0 1577.915058 2 789.460083 -1.374664855 -0.001084552 52.72721991IDSLSAQLSQLQK 48 5031875 2xTMT6plex [N-Term; K13] 0.981 0.986 1.045 5.415581226 69.51 0 1889.110798 2 945.0578613 -1.245037481 -0.001176007 73.58186542SVTVVEDDEDEDGDDLLHHHHVSGSR 46 5031875 1xTMT6plex [N-Term] 1.029 1 1.028 7.688483238 54.82 0 3128.435442 3 1043.481812 -1.457945919 -0.001520363 33.73274288VAVEEVDEEGKFVR 14 5031875 2xTMT6plex [N-Term; K11] 2.332 2.122 1.652 6.112388611 41.98 1 2064.137741 2 1032.570923 -1.536678881 -0.001585958 50.34070673MQQQLDEYQELLDIK 40 5031875 2xTMT6plex [N-Term; K15]; 1xOxidation [M1] 1.007 1.004 0.944 4.594073772 45.33 0 2368.247034 2 1176.626343 -2.852488928 -0.003354887 86.7527056MQQQLDEYQELLDIK 50 5031875 2xTMT6plex [N-Term; K15] 0.95 0.976 0.916 5.550225735 64.46 0 2352.252119 2 1176.626343 -2.852488928 -0.003354887 86.7527056SGAQASSTPLSPTR 24 5031875 1xTMT6plex [N-Term] 0.955 0.986 0.823 5.514561653 85.88 0 1588.849215 2 794.9277954 -0.566737032 -0.00045023 24.18776738LKDLEALLNSK 20 5031875 3xTMT6plex [N-Term; K2; K11] 1.245 1.047 1.133 5.365535259 30.36 1 1931.214424 3 644.4089966 -1.029343962 -0.000662628 82.4277163AQHEDQVEQYK 30 5031875 2xTMT6plex [N-Term; K11] 0.758 0.77 0.767 5.804880142 68.87 0 1832.954297 2 916.9798584 -1.013267558 -0.000928637 23.86518036
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AGQVVTIWAAGAGATHSPPTDLVWK 36 5031875 2xTMT6plex [N-Term; K25] 0.963 0.888 0.698 7.81208849 71.75 0 2991.645647 3 997.8860474 -0.687885665 -0.00068597 87.77557136AAYEAELGDAR 33 5031875 1xTMT6plex [N-Term] 1.026 0.977 0.959 4.576459885 60.58 0 1394.711324 2 697.859436 0.194398875 0.000135565 35.80012071SNEDQSMGNWQIK 42 5031875 2xTMT6plex [N-Term; K13] 0.957 0.938 0.957 5.001936436 76.34 0 1995.000596 2 998.0040283 0.092416326 9.22E-05 49.63338029ASSHSSQTQGGGSVTK 36 5031875 2xTMT6plex [N-Term; K16] 0.969 0.929 0.972 7.167154789 82.64 0 1977.040152 2 989.0230103 -0.712338688 -0.000704161 15.94800065AQHEDQVEQYKK 25 5031875 3xTMT6plex [N-Term; K11; K12] 1.225 1.322 1.178 5.115612984 48.07 1 2190.212192 2 1095.610962 1.120803789 0.001227399 25.36434541AQNTWGCGNSLR 18 5031875 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.138 1.172 1.327 5.440456867 53.37 0 1592.78009 2 796.8931274 -0.697753064 -0.000555684 29.06047876LALDMEIHAYR 42 5031875 1xTMT6plex [N-Term] 0.898 1.045 0.951 5.088591099 66.49 0 1560.840564 3 520.9515991 -0.205175805 -0.000106749 57.56416764LQEKEDLQELNDR 24 5031875 2xTMT6plex [N-Term; K4] 1.071 1.16 1.057 4.437849998 35.54 1 2088.133718 2 1044.570068 -0.410941714 -0.000429051 43.68969713VAVEEVDEEGK 38 5031875 2xTMT6plex [N-Term; K11] 0.919 0.893 0.882 5.043192863 64 0 1661.899802 2 831.4558105 2.733121301 0.002271087 40.58489013TALINSTGEEVAMR 44 5031875 1xTMT6plex [N-Term] 0.988 0.944 0.98 5.577513218 74.29 0 1720.9101 2 860.9577026 -1.145711541 -0.000985833 47.27458789SLETENAGLR 23 5031875 1xTMT6plex [N-Term] 0.941 1.005 1.077 4.420656204 57.54 0 1318.71641 2 659.8615112 -0.503428226 -0.00033194 28.50261864KEGDLIAAQAR 8 5031875 2xTMT6plex [N-Term; K1] 1.058 1.086 0.966 4.187779903 31.58 1 1629.968825 2 815.4881592 0.132713811 0.00010816 33.10288922ITESEEVVSR 32 5031875 1xTMT6plex [N-Term] 1.014 0.976 1.044 4.135783672 60.39 0 1377.74229 2 689.3748169 0.048702187 3.35E-05 30.2434476TLEGELHDLR 28 5031875 1xTMT6plex [N-Term] 0.911 1.014 0.957 4.741464615 57.84 0 1411.774259 3 471.2623291 -1.292611266 -0.000608292 43.69034117SNEDQSMGNWQIK 33 5031875 2xTMT6plex [N-Term; K13]; 1xOxidation [M7] 1 1.03 1.08 3.889632702 46.32 0 2010.995511 2 998.0040283 0.092416326 9.22E-05 49.63338029LALDMEIHAYR 16 5031875 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.816 1.025 0.991 4.089473724 51.96 0 1576.835479 3 520.9515991 -0.205175805 -0.000106749 57.56416764TALINSTGEEVAMR 27 5031875 1xTMT6plex [N-Term]; 1xOxidation [M13] 0.914 0.929 0.914 3.36364007 64.29 0 1736.905015 2 860.9577026 -1.145711541 -0.000985833 47.27458789EGDLIAAQAR 15 5031875 1xTMT6plex [N-Term] 0.866 0.84 0.841 4.416191578 58.52 0 1272.71093 2 636.8579712 -1.779427782 -0.001132349 30.4208786DLEALLNSK 6 5031875 2xTMT6plex [N-Term; K9] 0.734 0.699 0.637 4.178350449 48.9 0 1460.872465 2 730.9399414 0.09631402 7.04E-05 71.09155643LADALQELR 37 5031875 1xTMT6plex [N-Term] 0.914 1.038 0.91 3.588450193 46.03 0 1257.736417 2 629.3713379 -0.809222613 -0.000508894 64.33228739LEAALGEAK 32 5031875 2xTMT6plex [N-Term; K9] 0.954 0.989 1.004 3.932640791 49.22 0 1359.824787 2 680.4155884 -0.652247404 -0.000443471 48.68215286EDLQELNDR 22 5031875 1xTMT6plex [N-Term] 0.689 0.691 0.652 3.76148653 44.23 0 1360.690589 2 680.8486328 -0.440845998 -0.000299928 31.02395042KQLQDEMLR 17 5031875 2xTMT6plex [N-Term; K1] 1.218 1.255 1.14 4.06227684 19.12 1 1618.935082 2 817.9677124 -1.131122015 -0.000924653 26.97336532KLLEGEEER 26 5031875 2xTMT6plex [N-Term; K1] 1.31 1.235 1.183 3.489851475 24.75 1 1560.899743 2 780.9529419 -0.727555336 -0.00056782 30.06156226LQTMKEELDFQK 4 5031875 3xTMT6plex [N-Term; K5; K12] 1.125 1.16 3.027198315 2.43 1 2197.250552 3 738.4195557 -0.611336534 -0.000451013 52.66688196DLEDSLAR 21 5031875 1xTMT6plex [N-Term] 0.779 0.798 0.882 3.410775185 35.51 0 1147.615633 2 574.3115234 0.11948687 6.86E-05 31.4550125NIYSEELR 6 5031875 1xTMT6plex [N-Term] 1.142 1.028 1.016 3.329726219 38.58 0 1252.673482 2 626.8398438 -0.855338614 -0.00053573 33.25475012QLQDEMLR 13 5031875 1xTMT6plex [N-Term] 0.858 0.869 1.074 3.350997925 36.97 0 1261.677188 2 631.3416748 -0.883380183 -0.00055727 37.54707072KTLDSVAK 20 5031875 3xTMT6plex [N-Term; K1; K8] 1.232 1.11 1.219 3.833414078 21.02 1 1548.992804 3 517.0023804 -0.139843593 -7.22E-05 35.04823646SSFSQHAR 4 5031875 1xTMT6plex [N-Term] 0.891 1.053 2.996839046 32.85 0 1148.600986 2 574.8037109 -0.732129791 -0.000420462 15.46689248LQTMKEELDFQK 6 5031875 3xTMT6plex [N-Term; K5; K12]; 1xOxidation [M4] 1.257 1.047 1.184 2.375238657 8.29 1 2213.245467 3 738.4195557 -0.611336534 -0.000451013 52.66688196LLEGEEER 18 5031875 1xTMT6plex [N-Term] 1.051 1.093 1.115 3.563011169 38.1 0 1203.641848 2 602.3261719 2.674616212 0.00160964 29.9560369LESTESR 3 5031875 1xTMT6plex [N-Term] 1.36 0.659 2.87440443 33.48 0 1050.562869 2 525.78479 -0.538627332 -0.000282931 18.19931105KLESTESR 30 5031875 2xTMT6plex [N-Term; K1] 1.141 1.101 0.997 3.381498575 22.11 1 1407.820764 2 704.4143066 0.40657253 0.000286191 18.61643213LAVYIDR 20 5031875 1xTMT6plex [N-Term] 0.926 0.862 0.941 2.849735975 39.27 0 1078.645811 2 539.8265991 0.102408211 5.52E-05 57.01036937LSPSPTSQR 6 5031875 1xTMT6plex [N-Term] 0.976 0.915 1.063 3.348308086 34.51 0 1201.673817 2 601.3405151 -0.052473942 -3.15E-05 21.60835817TLDSVAK 18 5031875 2xTMT6plex [N-Term; K7] 0.952 0.905 0.928 2.986774921 40.33 0 1191.73491 2 596.3706665 -0.715874127 -0.000426566 31.96334489LQLELSK 20 5031875 2xTMT6plex [N-Term; K7] 0.99 0.988 0.986 2.95509243 38.98 0 1288.824059 2 644.9155273 -0.217859449 -0.000140391 61.43731461EELDFQK 12 5031875 2xTMT6plex [N-Term; K7] 0.766 0.723 0.73 3.313541651 32.64 0 1366.761852 2 683.8833618 -1.759968046 -0.001202729 46.81478251KQLQDEMLR 22 5031875 2xTMT6plex [N-Term; K1]; 1xOxidation [M7] 1.168 1.255 1.199 2.686484098 23.25 1 1634.929997 2 817.9677124 -1.131122015 -0.000924653 26.97336532QLQDEMLR 8 5031875 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.742 0.79 2.373982191 18.44 0 1277.672103 2 631.3416748 -0.883380183 -0.00055727 37.547070725031877 LMNB1 lamin-B1 isoform 1 4001 NP_005564.1 57.67918089 1 32 36 411 586 66.368 5.16 1.56 1.57 1.58 1.57 Significant 0.0000135 IESLSSQLSNLQK 32 5031877 2xTMT6plex [N-Term; K13] 1.653 1.559 1.521 6.050057888 75.12 0 1905.105713 2 953.0556641 -0.87194374 -0.000830572 68.35126081AGQTVTIWAANAGVTASPPTDLIWK 10 5031877 2xTMT6plex [N-Term; K25] 1.433 1.378 1.583 6.632999897 47.08 0 3026.671527 3 1009.562805 0.771533126 0.000778392 97.16210618DQMQQQLNDYEQLLDVK 4 5031877 2xTMT6plex [N-Term; K17]; 1xOxidation [M3] 1.514 5.726289749 50.68 0 2582.317238 3 861.4429321 -1.159912979 -0.000998421 82.67565477DQMQQQLNDYEQLLDVK 16 5031877 2xTMT6plex [N-Term; K17] 1.437 1.488 1.134 4.863327503 47.54 0 2566.322323 3 861.4429321 -1.159912979 -0.000998421 82.67565477NTSEQDQPMGGWEMIR 2 5031877 1xTMT6plex [N-Term] 1.286 4.065410137 32.95 0 2107.973839 3 703.3305054 1.481732469 0.001041151 55.72504139DAALATALGDK 12 5031877 2xTMT6plex [N-Term; K11] 1.239 1.257 1.369 4.380642414 62.5 0 1503.878279 2 752.4429932 0.286318468 0.000215294 55.71065232DAALATALGDKK 14 5031877 3xTMT6plex [N-Term; K11; K12] 2.571 2.159 2.096 5.295845509 31.93 1 1861.136174 3 621.0494995 -1.197545282 -0.000742932 56.17474945KSMYEEEINETR 6 5031877 2xTMT6plex [N-Term; K1] 2.496 1.608 1.248 4.832239151 39.4 1 1987.020662 3 663.0100708 -2.517949486 -0.001667739 36.46674818ALYETELADAR 16 5031877 1xTMT6plex [N-Term] 1.63 1.703 1.72 4.704776764 67.21 0 1480.784489 2 740.8955688 -0.424197236 -0.000314072 46.8416963SLETENSALQLQVTER 12 5031877 1xTMT6plex [N-Term] 1.484 1.407 1.727 6.504137516 73.02 0 2047.086878 2 1024.046387 -0.674940822 -0.000690831 52.63756736LYKEELEQTYHAK 13 5031877 3xTMT6plex [N-Term; K3; K13] 1.574 1.66 1.724 4.437722206 24.93 1 2339.321408 3 780.4442139 -1.41926134 -0.001106703 51.0155868LSSEMNTSTVNSAR 10 5031877 1xTMT6plex [N-Term] 1.608 1.663 1.493 4.878442764 65.88 0 1725.863878 2 863.4365234 1.096195954 0.000945942 30.6857536NQNSWGTGEDVK 18 5031877 2xTMT6plex [N-Term; K12] 1.667 1.478 2.314 4.96751976 43.85 0 1792.922997 2 896.9636841 -1.620697566 -0.001452893 33.93781478LKNTSEQDQPMGGWEMIR 2 5031877 2xTMT6plex [N-Term; K2] 4.396 4.873371124 28.67 1 2578.315798 3 860.1064453 -4.272406238 -0.003671871 61.15794692KIGDTSVSYK 13 5031877 3xTMT6plex [N-Term; K1; K10] 1.954 1.795 1.983 4.536252975 18.49 1 1785.072511 3 595.6959229 0.394417976 0.000234688 36.8431542AGGPTTPLSPTR 10 5031877 1xTMT6plex [N-Term] 1.654 1.631 1.398 4.623999596 48.39 0 1383.779344 2 692.3932495 -0.088111275 -6.10E-05 30.710615SMYEEEINETR 9 5031877 1xTMT6plex [N-Term]; 1xOxidation [M2] 2.466 1.574 0.951 2.54744482 48.37 0 1645.757682 2 823.3817139 -0.930450237 -0.000765648 28.58885275IQELEDLLAK 33 5031877 2xTMT6plex [N-Term; K10] 1.665 1.666 1.459 4.278204441 63.23 0 1629.982744 2 815.494812 -0.243399241 -0.000198368 97.0325881NSQGEEVAQR 6 5031877 1xTMT6plex [N-Term] 100 1.949 3.824245214 51.3 0 1346.686172 2 673.8467407 0.024226366 1.63E-05 17.86933515EYEAALNSK 14 5031877 2xTMT6plex [N-Term; K9] 1.559 1.671 2.196 3.393379688 53.32 0 1482.82043 2 741.9156494 2.422611702 0.001796149 37.8666544IGDTSVSYK 6 5031877 2xTMT6plex [N-Term; K9] 1.375 1.301 1.348 3.21370554 38.71 0 1427.814616 2 714.4111328 0.261045794 0.000186363 41.07979602LALDMEISAYR 4 5031877 1xTMT6plex [N-Term] 1.445 2.337 3.738660574 35.23 0 1510.813681 2 755.9104004 -0.103744593 -7.84E-05 81.7194523LAQALHEMR 6 5031877 1xTMT6plex [N-Term] 1.367 1.493 1.6 4.610921383 53.43 0 1297.724806 3 433.2466125 0.368295714 0.000159315 44.437228QLADETLLK 2 5031877 2xTMT6plex [N-Term; K9] 0.913 3.408858299 12.16 0 1488.903766 2 744.9550171 -0.677041952 -0.000504025 113.7296157KLLEGEEER 26 5031877 2xTMT6plex [N-Term; K1] 1.31 1.235 1.183 3.489851475 24.75 1 1560.899743 2 780.9529419 -0.727555336 -0.00056782 30.06156226LAQALHEMR 12 5031877 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.651 1.54 1.496 3.254826784 44.6 0 1313.719721 3 433.2466125 0.368295714 0.000159315 44.437228LVEVDSGR 6 5031877 1xTMT6plex [N-Term] 1.809 1.86 1.592 3.497031927 46.96 0 1103.625804 2 552.3162842 -0.464098088 -0.000256095 29.65593215EQHDAQVR 8 5031877 1xTMT6plex [N-Term] 1.208 1.461 1.476 3.421652317 32.3 0 1211.633015 3 404.5490112 -0.440800628 -0.00017803 14.14935559LALDMEISAYR 2 5031877 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.74 2.620680094 33.94 0 1526.808596 2 755.9104004 -0.103744593 -7.84E-05 81.7194523EMAEIRDQMQQQLNDYEQLLDVK 2 5031877 2xTMT6plex [N-Term; K23] 100 1.703255296 0.24 1 3295.670283 3 1099.22522 -2.784471602 -0.0030589 97.70772172LSPSPSSR 6 5031877 1xTMT6plex [N-Term] 1.299 1.452 1.252 2.694687843 20.03 0 1059.599589 2 530.3033447 -0.166456156 -8.82E-05 20.36400073LLEGEEER 18 5031877 1xTMT6plex [N-Term] 1.051 1.093 1.115 3.563011169 38.1 0 1203.641848 2 602.3261719 2.674616212 0.00160964 29.9560369QIEYEYK 12 5031877 2xTMT6plex [N-Term; K7] 1.447 1.451 1.594 3.430563927 28.64 0 1430.793153 2 715.8995361 -0.948386126 -0.000678472 40.74800614EELMESR 6 5031877 1xTMT6plex [N-Term] 1.107 1.227 1.421 2.583661795 33.63 0 1122.56624 2 561.7857666 -1.766984258 -0.000991778 23.9149222LAVYIDK 6 5031877 2xTMT6plex [N-Term; K7] 1.525 1.549 1.58 3.106617689 25.68 0 1279.802595 2 640.4049072 -0.044793529 -2.87E-05 62.25031031LQIEIGK 40 5031877 2xTMT6plex [N-Term; K7] 1.474 1.418 1.479 2.893591166 37.29 0 1258.813494 2 629.9099731 -0.65499849 -0.00041226 59.97420413ALDDTAR 8 5031877 1xTMT6plex [N-Term] 1.309 1.582 1.646 2.858402252 31.84 0 990.54174 2 495.7738953 -1.237800091 -0.000613046 18.45632006MLTDKER 8 5031877 2xTMT6plex [N-Term; K5] 1.609 1.344 1.291 2.997928858 9.18 1 1350.781542 3 450.9321289 0.215711232 9.71E-05 26.4861451
CKAEHDQLLLNYAK 1 5031877 3xTMT6plex [N-Term; K2; K14]; 1xCarbamidomethyl [C1] 1.108 2.781468868 1 2390.346912 4 598.3410645 -1.875914947 -0.001121022 50.74228574

61742777 LNPEP leucyl-cystinyl aminopeptidase isoform 1 4012 NP_005566.2 21.95121951 1 21 21 103 1025 117.274 5.73 1.32 1.14 1.22 1.22 Significant 0.0018
KYFAATQFEPLAAR 8 61742777 2xTMT6plex [N-Term; K1] 1.235 0.96 0.51 6.056613922 23.02 1 2071.174067 3 691.0628662 -0.01045165 -7.22E-06 64.4574749GLGEHEMEEDEEDYESSAK 2 61742777 2xTMT6plex [N-Term; K19] 1.106 3.895808458 25.33 0 2642.181592 3 886.7311401 0.887947113 0.000786773 28.24206312GLGEHEMEEDEEDYESSAK 4 61742777 2xTMT6plex [N-Term; K19]; 1xOxidation [M7] 1.137 1.018 4.966081142 42.73 0 2658.176507 3 886.7311401 0.887947113 0.000786773 28.24206312LLQNQIQQQTWTDEGTPSMR 2 61742777 1xTMT6plex [N-Term] 0.94 3.869851828 10.34 0 2603.308515 3 868.4389648 -2.371543255 -0.002057953 59.18294412YFAATQFEPLAAR 8 61742777 1xTMT6plex [N-Term] 1.146 0.245 1.6 4.482792377 49.99 0 1713.916172 2 857.4597778 -2.271421439 -0.001946513 68.49140196ELSSYEDFLDAR 4 61742777 1xTMT6plex [N-Term] 1.106 1.133 4.738348007 44.34 0 1673.821997 2 837.4135742 -1.26955704 -0.001062506 66.31205487EPCLHPLEPDEVEYEPR 4 61742777 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.181 0.886 5.153699875 32.28 0 2338.122278 3 780.045105 -0.648498416 -0.000505423 50.66926162IIRDEQYTALSNMPK 3 61742777 2xTMT6plex [N-Term; K15] 1.06 1.19 4.048457623 13.52 1 2237.236409 3 746.4133911 -4.822494445 -0.003596353 56.82767278YISIGSEAEK 4 61742777 2xTMT6plex [N-Term; K10] 1.593 1.52 3.786183357 54.92 0 1554.877945 2 777.9398804 -3.511933416 -0.002730314 46.96181741ANLINNIFELAGLGK 6 61742777 2xTMT6plex [N-Term; K15] 1.286 1.47 1.452 4.265911102 23.68 0 2045.215932 3 682.4100952 -0.097503381 -6.65E-05 112.5968423INPYVLSDKDR 6 61742777 2xTMT6plex [N-Term; K9] 1.369 1.344 1.378 4.714964867 12.47 1 1778.021255 3 593.3447876 -0.812879501 -0.000481772 50.96870208

SAFPCFDEPAFK 9 61742777 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.419 1.607 1.449 3.678813696 34.74 0 1873.955878 2 937.4787598 -3.006921784 -0.002817419 71.75479569
TDKGWSFLLGK 6 61742777 3xTMT6plex [N-Term; K3; K11] 0.999 1.712 2.316 4.107212543 20.99 1 1939.161995 3 647.057373 -2.284001742 -0.00147635 79.16637803YQSVSLLDK 4 61742777 2xTMT6plex [N-Term; K9] 1.29 1.236 3.880250692 47.86 0 1510.888116 2 755.9472046 -0.650604305 -0.000491495 56.49538447GSSLLLMLK 6 61742777 2xTMT6plex [N-Term; K9] 1.336 1.42 1.147 3.211651802 47.31 0 1419.900929 2 710.4532471 -1.205309004 -0.00085571 83.50848232ILEALASSEDVR 6 61742777 1xTMT6plex [N-Term] 1.199 1.113 3.633615017 42.36 0 1531.852903 2 766.4312134 1.466882236 0.001123524 70.89213049GFPLVTVQK 6 61742777 2xTMT6plex [N-Term; K9] 1.37 1.499 3.668617964 40.1 0 1446.908457 2 723.9570923 -1.070696408 -0.0007746 65.20647855LGYMDLASR 4 61742777 1xTMT6plex [N-Term] 0.734 0.687 3.221610546 20.79 0 1254.671374 2 627.8397827 0.729202648 0.000457455 53.21966058GWSFLLGK 2 61742777 2xTMT6plex [N-Term; K8] 0.972 3.713020802 26.21 0 1365.829479 2 683.4187622 0.563155265 0.000384587 84.89651085LFPWAQIR 4 61742777 1xTMT6plex [N-Term] 1.093 1.324 2.879929543 24.08 0 1259.746194 2 630.3764648 -0.429310684 -0.000270411 82.91494496VTFMSAVSSQEK 2 61742777 2xTMT6plex [N-Term; K12]; 1xOxidation [M4] 1.123 2.031230927 45.49 0 1787.961357 2 894.4821167 -2.461083146 -0.002200161 44.72221683YQSVSLLDKK 3 61742777 3xTMT6plex [N-Term; K9; K10] 1.436 2.627 0.971 3.177280426 1 1868.146011 3 623.3867798 -0.120121516 -7.48E-05 57.347373885031887 LPP lipoma-preferred partner isoform a 4026 NP_005569.1 38.23529412 1 15 15 87 612 65.704 7.37 0.93 0.91 0.97 0.94 Significant 0.000354 MLYDMENPPADEYFGR 8 5031887 1xTMT6plex [N-Term] 0.774 0.74 0.708 3.903046131 50.72 0 2176.988092 2 1088.99707 -0.564309472 -0.000614248 70.87218897KTYITDPVSAPCAPPLQPK 2 5031887 3xTMT6plex [N-Term; K1; K19]; 1xCarbamidomethyl [C12] 0.917 4.603554726 22.84 1 2770.578034 3 924.1962891 -1.342695443 -0.001240014 61.94839827

SLDGIPFTVDAGGLIHCIEDFHKK 6 5031887 3xTMT6plex [N-Term; K23; K24]; 1xCarbamidomethyl [C17] 2.552 1.816 2.464 5.258360863 33.91 1 3356.827994 5 672.1720581 0.950366641 0.000638043 98.26603618EPIMPAPGQEETVR 16 5031887 1xTMT6plex [N-Term] 0.817 0.832 0.853 4.12770319 49.18 0 1782.92575 2 891.9677124 1.344870748 0.001198902 42.83862988METTHSFGNPSISVSTQQPPK 4 5031887 2xTMT6plex [N-Term; K21] 0.777 0.706 5.024315834 31.85 0 2731.412535 3 911.1409302 -1.573564081 -0.001432684 47.81294432
SLDGIPFTVDAGGLIHCIEDFHK 10 5031887 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C17] 0.912 0.895 0.809 6.561216831 33.01 0 2999.570099 4 750.6477051 -0.369522119 -0.000277102 103.2433005

NDSDPTYGQQGHPNTWK 4 5031887 2xTMT6plex [N-Term; K17] 0.704 0.93 3.530156136 45.93 0 2403.172957 3 801.7300415 1.087775106 0.000871371 31.44163652YYEGYYAAGPGYGGR 6 5031887 1xTMT6plex [N-Term] 0.734 0.727 0.907 5.401181698 60.6 0 1872.875429 2 936.9411621 -0.203847647 -0.000190891 41.64829018METTHSFGNPSISVSTQQPPKK 3 5031887 3xTMT6plex [N-Term; K21; K22] 1.065 1.229 5.14271307 16.97 1 3088.67043 4 772.9224243 -0.829775929 -0.000640726 49.63557988STGEPLGHVPAR 6 5031887 1xTMT6plex [N-Term] 0.932 0.899 0.912 4.477040768 31.7 0 1449.801142 3 483.9386597 0.195450188 9.45E-05 26.45371375GQPFYAVEK 10 5031887 2xTMT6plex [N-Term; K9] 0.874 0.941 0.903 4.182896614 55.66 0 1496.851336 2 748.9289551 -0.469407838 -0.000351317 50.20128633
QPGGEGDFLPPPPPPLDDSSALPSISGNFPPPPPLDEEAFK 4 5031887 2xTMT6plex [N-Term; K41] 0.01 3.701226234 11.65 0 4681.37541 4 1171.097168 -1.830309311 -0.002142091 107.0086768

MVIPNQPPLTATK 4 5031887 2xTMT6plex [N-Term; K13]; 1xOxidation [M1] 0.959 0.774 3.512737036 26.02 0 1884.102876 3 628.7051392 -1.067961605 -0.000670717 52.87715403EPGYTPPGAGNQNPPGMYPVTGPK 2 5031887 2xTMT6plex [N-Term; K24] 0.597 3.994673491 15.75 0 2884.470385 3 962.1575317 -4.278974477 -0.004114192 56.57701298VQGNPGGK 2 5031887 2xTMT6plex [N-Term; K8] 0.864 2.481480122 19.82 0 1214.725742 2 607.8659668 -0.893087396 -0.000542428 22.59954229
31543106 BCAM basal cell adhesion molecule isoform 1 precursor 4059 NP_005572.2 9.394904459 1 4 4 25 628 67.363 5.81 1.46 1.29 1.11 1.28 Significant 0.00611

VEDYDAADDVQLSK 12 31543106 2xTMT6plex [N-Term; K14] 1.509 1.297 0.951 3.813497066 57.52 0 2026.038086 2 1013.522278 -0.398539367 -0.000403728 50.32250588AGAAGTAEATAR 5 31543106 1xTMT6plex [N-Term] 1.116 0.776 4.214039803 64 0 1275.685444 2 638.3462524 -0.169091204 -0.000107854 16.70389118LEVPVEMNPEGYMTSR 6 31543106 1xTMT6plex [N-Term] 1.561 1.783 1.94 3.416911364 22.16 0 2081.024478 2 1041.006104 -9.393262288 -0.009773804 72.62588157LSWSQLGGSPAEPIPGR 2 31543106 1xTMT6plex [N-Term] 1.08 3.903095722 19.25 0 1981.070441 2 991.0369873 -1.88923652 -0.001871355 66.41305427
11095441 ALDH6A1 methylmalonate-semialdehyde dehydrogenase [acylating], mitochondrial isoform 1 precursor 4329 NP_005580.1 20 1 9 9 52 535 57.803 8.5 0.64 0.72 0.74 0.7 Significant 0.0019

AEMDAAIASCK 4 11095441 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.878 0.89 3.75839901 31.4 0 1624.843885 2 812.9255371 -0.053495139 -4.35E-05 43.46817442EGASILLDGR 4 11095441 1xTMT6plex [N-Term] 0.509 0.621 3.768995047 43.09 0 1259.715681 2 630.361084 -0.627237766 -0.000395071 46.78616451TLADAEGDVFR 6 11095441 1xTMT6plex [N-Term] 0.882 0.924 3.744675398 38.12 0 1422.742624 2 711.8748169 -0.18785614 -0.000133635 50.79220679VCNLIDSGTK 6 11095441 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.82 0.823 0.751 4.050467968 47.59 0 1564.876899 2 782.940918 -1.495262983 -0.001169951 51.09709419
TITSQWKEEDATLSSPAVVMPTMGR 6 11095441 2xTMT6plex [N-Term; K7] 100 1.393 5.345882416 29.24 1 3193.663741 3 1065.226196 0.092322552 9.83E-05 74.18983883VPGATMLLAK 10 11095441 2xTMT6plex [N-Term; K10] 0.603 0.654 3.527668238 47.73 0 1458.911828 2 729.9588013 -1.029569374 -0.000751025 72.74828284AISFVGSNK 2 11095441 2xTMT6plex [N-Term; K9] 0.77 3.391973019 37.88 0 1380.825121 2 690.9152222 -1.41490333 -0.000976867 50.53053903LITLEQGK 10 11095441 2xTMT6plex [N-Term; K8] 0.688 0.664 0.635 3.337479591 30.06 0 1359.861173 2 680.4337158 -0.748296514 -0.00050879 53.35447789AFPAWADTSVLSR 4 11095441 1xTMT6plex [N-Term] 0.628 0.914 3.060262918 5.84 0 1649.884872 2 825.4408569 -6.3245036 -0.005217351 70.919438925031923 MRE11A double-strand break repair protein MRE11A isoform 1 4361 NP_005582.1 28.95480226 1 14 14 83 708 80.543 5.9 1.27 1.19 1.23 1.23 Significant 0.000352 IALYGLGSIPDER 18 5031923 1xTMT6plex [N-Term] 1.183 1.402 1.216 4.804179668 78.43 0 1632.915838 2 816.9620361 0.586647274 0.000478973 69.81399476GNDTFVTLDEILR 8 5031923 1xTMT6plex [N-Term] 1.169 1.266 1.612 4.583462238 40.73 0 1721.927131 2 861.468689 1.725229619 0.00148536 83.67719577LAQENEVDFILLGGDLFHENKPSR 4 5031923 2xTMT6plex [N-Term; K21] 1.308 1.368 6.920726776 38.14 0 3199.715183 4 800.6832275 -1.282124663 -0.001025608 94.97586329NEQQLFYISQPGSSVVTSLSPGEAVK 4 5031923 2xTMT6plex [N-Term; K26] 1.69 1.711 5.720172405 52.19 0 3223.725079 3 1075.245483 -0.986959064 -0.001060562 81.63415479QFFMEDIVLANHPDIFNPDNPK 2 5031923 2xTMT6plex [N-Term; K22] 1.052 4.612395763 25.22 0 3059.570099 4 765.647644 -0.441969977 -0.00033806 97.60870847GMGEAVQEFVDKEEKDAIEELVK 2 5031923 4xTMT6plex [N-Term; K12; K15; K23] 0.958 5.306187153 9.63 2 3509.921902 4 878.2349243 -1.149593776 -0.001008746 107.2475367IDISPVLLQK 10 5031923 2xTMT6plex [N-Term; K10] 1.3 1.086 1.22 4.6348629 48.02 0 1584.01365 2 792.5100708 -0.4958407 -0.000392709 85.66382117

VTQAIQSFCLEK 4 5031923 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.404 1.357 4.235946655 41.25 0 1882.050841 3 628.0222778 0.764876306 0.000479845 70.36991457ADTGLETSTR 4 5031923 1xTMT6plex [N-Term] 1.259 1.097 3.863339424 34.14 0 1279.669125 2 640.3369751 -1.915803577 -0.001225797 19.28707398VDYSGGFEPFSVLR 6 5031923 1xTMT6plex [N-Term] 1.454 1.365 1.62 4.091089249 34.36 0 1801.932216 2 901.4678345 -2.121980313 -0.001911832 80.021675HIDALEDKIDEEVRR 6 5031923 2xTMT6plex [N-Term; K8] 1.311 1.251 1.258 5.766329288 5.3 2 2296.266129 5 460.0585022 -1.18662364 -0.000544961 52.81648871QYFQTAEK 6 5031923 2xTMT6plex [N-Term; K8] 1.168 1.249 1.312 3.597112894 37.77 0 1472.814951 2 736.9095459 -2.128898219 -0.001567737 38.15569173WSSTSSSK 4 5031923 2xTMT6plex [N-Term; K8] 1.342 0.975 2.858577251 36.69 0 1327.725801 2 664.3654175 -1.689339064 -0.00112149 26.73791396TAVSASR 5 5031923 1xTMT6plex [N-Term] 1.129 0.814 1.013 2.197085857 16.38 0 920.5362607 2 460.7720947 0.708383964 0.000326047 100.07487415031947 NIT1 nitrilase homolog 1 isoform 1 4817 NP_005591.1 20.18348624 1 5 5 30 327 35.873 7.74 0.93 0.91 0.86 0.9 Significant 0.000535 ASYGHSMVVDPWGTVVAR 6 5031947 1xTMT6plex [N-Term] 0.828 0.929 0.875 4.661099911 28.96 0 2161.106174 3 721.0403442 0.141235469 0.000101742 63.35425016DPAETLHLSEPLGGK 6 5031947 2xTMT6plex [N-Term; K15] 0.948 0.918 0.84 5.372485638 29.55 0 2022.127176 3 674.7123413 -2.327086186 -0.001568555 65.35353003LLEEYTQLAR 6 5031947 1xTMT6plex [N-Term] 0.966 0.938 0.82 3.371120691 26.86 0 1464.82596 2 732.9159546 -0.906305833 -0.00066379 66.76089649ASYGHSMVVDPWGTVVAR 2 5031947 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.943 4.278449059 17.5 0 2177.101089 3 721.0403442 0.141235469 0.000101742 63.35425016ECGLWLSLGGFHER 2 5031947 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.978 4.147016525 16.95 0 1889.952969 3 630.656189 0.552989703 0.000348375 71.99475486GQDWEQTQK 8 5031947 2xTMT6plex [N-Term; K9] 0.957 0.804 0.833 3.51164937 35.13 0 1577.832392 2 789.4188843 -1.203933525 -0.000949803 28.771925427886593 PTK2 focal adhesion kinase 1 isoform b 5747 NP_005598.3 23.37057728 1 19 20 95 1074 121.643 6.58 0.78 0.91 0.69 0.8 Significant 0.00642 LAQQYVMTSLQQEYK 4 27886593 2xTMT6plex [N-Term; K15] 1.37 1.336 3.884314299 13.76 0 2288.236075 3 763.416687 -0.247786865 -0.000188998 73.19224534AQLSTILEEEK 6 27886593 2xTMT6plex [N-Term; K11] 1.234 1.483 1.209 4.301746845 55.81 0 1718.994037 2 859.9998779 -0.906222239 -0.000778895 64.08122063TLLATVDETIPLLPASTHR 6 27886593 1xTMT6plex [N-Term] 1.517 1.683 1.492 5.024345875 34.05 0 2277.301563 3 759.7714844 -0.730155825 -0.000554262 88.61277155LLNSDLGELINK 12 27886593 2xTMT6plex [N-Term; K12] 1.452 1.488 1.67 5.228153706 60.87 0 1787.067871 2 894.0374146 -0.178050561 -0.000159094 84.53137232
GCNPTHLADFTQVQTIQYSNSEDKDR 2 27886593 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C2] 1.235 6.237219334 7.5 1 3482.701066 4 871.4331055 2.735326639 0.002381581 54.08821635

SDYMLEIADQVDQEIALK 6 27886593 2xTMT6plex [N-Term; K18] 1.656 1.715 1.48 4.984856606 49.14 0 2539.336576 3 847.1150513 -2.353343571 -0.001991977 107.3369055VYENVTGLVK 6 27886593 2xTMT6plex [N-Term; K10] 1.437 1.396 1.292 4.268054008 63.06 0 1579.945965 2 790.477417 1.008011926 0.000796302 61.37945224NLLDVIDQAR 4 27886593 1xTMT6plex [N-Term] 1.239 1.754 3.80018568 53.34 0 1385.794994 2 693.4008179 -0.45841399 -0.000317634 76.87132013VFHYFESNSEPTTWASIIR 2 27886593 1xTMT6plex [N-Term] 1.705 4.518882275 16.67 0 2513.26624 3 838.428772 2.197510109 0.001840976 82.3165626YMEDSTYYK 6 27886593 2xTMT6plex [N-Term; K9] 1.47 1.472 1.506 4.091760159 39.58 0 1657.818381 2 829.4133911 0.678389488 0.000562323 42.12023845GIGQVLPTHLMEER 2 27886593 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.095 2.302898884 8.44 0 1824.983934 3 608.9991455 -0.575942912 -0.000350362 46.98921024SNYEVLEK 3 27886593 2xTMT6plex [N-Term; K8] 1.109 2.735467196 37.65 0 1439.814616 2 720.4102173 -1.012859344 -0.000729165 42.03597337FFEILSPVYR 6 27886593 1xTMT6plex [N-Term] 0.669 0.586 0.918 4.223957062 34.87 0 1499.845967 2 750.4276123 1.320548522 0.00099031 89.44243158HVACYGFR 2 27886593 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.698 2.857609987 22.51 0 1238.630178 3 413.5484009 0.380433746 0.000157072 26.09080225WMAPESINFR 4 27886593 1xTMT6plex [N-Term] 1.192 1.138 3.227778912 11.76 0 1479.761586 2 740.3845215 0.12199178 9.03E-05 64.79768856LGDFGLSR 2 27886593 1xTMT6plex [N-Term] 1.157 2.101206541 23.53 0 1093.620325 2 547.3137817 -0.034576385 -1.89E-05 52.66229026SLLDSVK 6 27886593 2xTMT6plex [N-Term; K7] 1.785 1.54 0.6 2.55770421 37.15 0 1219.76621 2 610.3874512 1.160946859 0.000708042 51.766612LQPQEISPPPTANLDR 2 27886593 1xTMT6plex [N-Term] 1.255 3.355396986 17.21 0 2005.09157 2 1003.044189 -5.22057641 -0.005233867 53.07107134EVGLALR 12 27886593 1xTMT6plex [N-Term] 0.024 0.028 0.019 2.441588163 32.06 0 986.6195964 2 493.8130493 -0.784929866 -0.000387214 45.12331854IQPAPPEEYVPMVK 2 27886593 2xTMT6plex [N-Term; K14] 1.488 2.23782444 4.05 0 2056.155305 2 1028.572754 -8.303958098 -0.008537114 68.817748565032027 RBBP4 histone-binding protein RBBP4 isoform a 5928 NP_005601.1 28.70588235 1 5 10 97 425 47.626 4.89 1.28 1.4 1.24 1.31 Significant 0.00135 TPSSDVLVFDYTK 30 5032027 2xTMT6plex [N-Term; K13] 1.144 1.291 1.193 4.384366512 59.53 0 1930.057365 2 965.5304565 -1.932084574 -0.001864517 68.44230927
YMPQNPCIIATK 6 5032027 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.542 1.702 1.188 4.004157543 52.67 0 1894.033082 2 947.5187988 -1.457827625 -0.001380587 57.77296185EAAFDDAVEER 6 5032027 1xTMT6plex [N-Term] 0.924 1.122 1.04 4.252888203 40.73 0 1480.711718 2 740.8566895 -3.79269893 -0.002807947 35.68108812GEFGGFGSVSGK 8 5032027 2xTMT6plex [N-Term; K12] 1.292 1.36 1.304 5.03030777 81.52 0 1586.857878 2 793.9290771 -4.411455633 -0.003500177 51.9718546IGEEQSPEDAEDGPPELLFIHGGHTAK 6 5032027 2xTMT6plex [N-Term; K27] 1.011 1.293 1.321 7.334853172 37.23 0 3331.68467 4 833.6759644 -0.793222765 -0.000660692 63.72747773

HPSKPDPSGECNPDLR 8 5032027 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C11] 1.292 1.575 1.533 4.712815285 26.17 0 2264.149385 4 566.7922974 -0.894709902 -0.000506439 39.34890181
LNVWDLSK 6 5032027 2xTMT6plex [N-Term; K8] 1.166 1.141 1.086 3.640962362 43.83 0 1432.856422 2 716.9306641 -1.654084083 -0.001185032 71.71034443INHEGEVNR 12 5032027 1xTMT6plex [N-Term] 1.006 1.143 0.998 3.788757801 27.53 0 1296.685778 3 432.8996887 -0.975894015 -0.000421809 16.0381126VINEEYK 7 5032027 2xTMT6plex [N-Term; K7] 0.94 0.851 0.912 3.092197895 29.24 0 1352.782588 2 676.8939209 -1.495253667 -0.001011377 37.56512319LMIWDTR 8 5032027 1xTMT6plex [N-Term] 0.932 1.221 1.077 2.826753616 40.33 0 1163.644431 2 582.3255615 -0.502321078 -0.000292262 64.79822135032041 RHEB GTP-binding protein Rheb 6009 NP_005605.1 50.54347826 1 8 8 45 184 20.485 5.92 0.81 0.85 0.84 0.84 Significant 0.000208 SSLTIQFVEGQFVDSYDPTIENTFTK 2 5032041 2xTMT6plex [N-Term; K26] 0.835 4.15342617 34.36 0 3424.756438 3 1142.254639 -2.065978852 -0.002358491 101.0277261ALAESWNAAFLESSAK 14 5032041 2xTMT6plex [N-Term; K16] 1.078 1.194 0.993 4.695380688 32.21 0 2153.16429 3 718.3933105 0.505442446 0.000362767 78.73229031VQIPIMLVGNK 6 5032041 2xTMT6plex [N-Term; K11]; 1xOxidation [M6] 0.54 0.628 0.505 3.979296923 27.73 0 1686.03882 3 562.6842651 -0.342530573 -0.000192507 77.15123367ENQTAVDVFR 2 5032041 1xTMT6plex [N-Term] 1.072 3.523923635 21.38 0 1407.742959 2 704.3756714 0.786609111 0.000553672 38.8493921MDGAASQGK 6 5032041 2xTMT6plex [N-Term; K9] 1.051 0.975 1.223 3.412008047 46.17 0 1322.713856 2 661.8602295 -0.509623167 -0.000337043 21.87026393IILEAEK 5 5032041 2xTMT6plex [N-Term; K7] 0.883 0.827 3.111331701 30.44 0 1273.81316 2 637.4110718 1.340160976 0.000853557 55.11152558LLDMVGK 4 5032041 2xTMT6plex [N-Term; K7] 0.837 0.739 3.074775696 20.83 0 1233.764101 2 617.3829346 -4.464937316 -0.00275434 66.2023076IAILGYR 6 5032041 1xTMT6plex [N-Term] 0.623 0.893 0.785 2.471999884 17.94 0 1034.655982 2 517.8323975 1.484881837 0.000768171 60.166404635032051 RPS14 40S ribosomal protein S14 6208 NP_005608.1 40.39735099 1 8 8 88 151 16.263 10.05 1.23 1.2 1.13 1.19 Significant 0.000623 ADRDESSPYAAMLAAQDVAQR 4 5032051 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.964 0.79 6.307220459 57.82 1 2510.214281 3 832.0776367 -0.404496799 -0.000336301 54.61178416ADRDESSPYAAMLAAQDVAQR 16 5032051 1xTMT6plex [N-Term] 1.125 1.094 0.99 8.139300346 65.12 1 2494.219366 3 832.0776367 -0.404496799 -0.000336301 54.61178416VKADRDESSPYAAMLAAQDVAQR 4 5032051 2xTMT6plex [N-Term; K2] 2.935 2.448 7.107474327 25.57 2 2950.545675 4 738.3931274 1.696379645 0.001251311 51.33349178VKADRDESSPYAAMLAAQDVAQR 8 5032051 2xTMT6plex [N-Term; K2]; 1xOxidation [M14] 2.174 2.227 1.908 7.114772797 23.66 2 2966.54059 4 738.3931274 1.696379645 0.001251311 51.33349178DESSPYAAMLAAQDVAQR 4 5032051 1xTMT6plex [N-Term] 1.15 0.876 3.859840155 24.75 0 2152.054198 2 1076.530762 0.02261444 2.43E-05 60.63423364IEDVTPIPSDSTR 28 5032051 1xTMT6plex [N-Term] 1.021 1.108 1.16 4.584715366 58.95 0 1658.879846 2 829.9432983 -0.317069566 -0.00026299 44.0457986ELGITALHIK 4 5032051 2xTMT6plex [N-Term; K10] 1.013 0.94 3.488269329 28.42 0 1552.982685 3 518.3325806 0.324407493 0.000167933 64.51058429

CKELGITALHIK 4 5032051 3xTMT6plex [N-Term; K2; K12]; 1xCarbamidomethyl [C1] 1.842 2.887 3.789526463 15.2 1 2070.271228 4 518.3223267 -1.811984499 -0.000937825 59.81822234TPGPGAQSALR 6 5032051 1xTMT6plex [N-Term] 1.05 1.005 1.064 3.983726501 29.3 0 1283.726915 2 642.3670044 -0.142336299 -9.14E-05 23.81385493TKTPGPGAQSALR 10 5032051 2xTMT6plex [N-Term; K2] 1.756 0.973 2.044 3.769760847 17.78 1 1742.032488 3 581.3483887 -1.076612743 -0.000625165 39.450247245032057 S100A11 protein S100-A11 6282 NP_005611.1 86.66666667 1 9 9 389 105 11.733 7.12 0.96 0.94 0.99 0.96 Significant 0.000227 CIESLIAVFQK 58 5032057 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.003 0.996 1.089 4.767036438 64.79 0 1766.028649 2 883.5178223 -0.15904541 -0.000140439 97.6066628
TEFLSFMNTELAAFTK 113 5032057 2xTMT6plex [N-Term; K16] 1.057 0.986 1.011 6.476915359 60.88 0 2308.229927 2 1154.619507 0.784268436 0.000905136 112.3877611TEFLSFMNTELAAFTK 101 5032057 2xTMT6plex [N-Term; K16]; 1xOxidation [M7] 1.02 0.982 0.94 5.558037758 55.36 0 2324.224842 2 1154.619507 0.784268436 0.000905136 112.3877611YAGKDGYNYTLSK 11 5032057 3xTMT6plex [N-Term; K4; K13] 1.605 2.213 1.661 3.593560934 14.29 1 2167.200231 3 723.0717163 0.168371974 0.000121632 43.39881954

CIESLIAVFQKYAGKDGYNYTLSK 3 5032057 4xTMT6plex [N-Term; K11; K15; K24]; 1xCarbamidomethyl [C1] 1.421 0.822 3.968264341 0.08 2 3685.048106 4 922.0186768 1.29465915 0.00119272 112.0345335
DGYNYTLSK 49 5032057 2xTMT6plex [N-Term; K9] 0.842 0.85 0.869 4.466356754 40.78 0 1518.82043 2 759.9135742 -0.367451273 -0.000279046 40.94151922NQKDPGVLDR 10 5032057 2xTMT6plex [N-Term; K3] 2.146 2.724 4.149 2.94839406 31.39 1 1599.921875 2 800.465332 0.945172713 0.000756101 24.59941428DPGVLDR 23 5032057 1xTMT6plex [N-Term] 0.792 0.811 0.783 2.88064599 39.5 0 1000.562475 2 500.7845764 -0.598911096 -0.000299624 1.633527772KLDTNSDGQLDFSEFLNLIGGLAMACHDSFLK 1 5032057 3xTMT6plex [N-Term; K1; K32]; 1xCarbamidomethyl [C26] 1.707 4.413661957 1 4244.197476 4 1061.805786 0.904397421 0.00095961 112.1491812ISSPTETER 20 5032057 1xTMT6plex [N-Term] 0.924 0.873 0.857 3.902689934 31.41 0 1248.663312 2 624.8348999 -0.631359395 -0.000394178 20.873227121361282 SRSF4 serine/arginine-rich splicing factor 4 6429 NP_005617.2 20.44534413 1 6 10 81 494 56.645 11.52 1.36 1.39 1.26 1.34 Significant 0.000863 GESENAGTNQETR 8 21361282 1xTMT6plex [N-Term] 1.128 1.337 2.222 4.901428699 74.75 0 1621.761522 2 811.3841553 -0.300822975 -0.000243932 14.0443447QAGEVTYADAHK 22 21361282 2xTMT6plex [N-Term; K12] 1.402 1.566 1.411 5.684698105 72.22 0 1747.937919 3 583.3179932 0.862205786 0.000502361 24.80822422KNEGVIEFVSYSDMK 6 21361282 3xTMT6plex [N-Term; K1; K15] 1.238 1.241 1.127 5.731024742 23.44 1 2433.330259 3 811.7821045 0.617132244 0.000500562 68.32636974LIVENLSSR 10 21361282 1xTMT6plex [N-Term] 1.365 1.511 1.373 3.367067814 40.5 0 1259.752067 2 630.3792725 -0.634020095 -0.000399354 49.94682016IQNNDNVGKPK 4 21361282 3xTMT6plex [N-Term; K9; K11] 1.086 1.082 3.507971525 7.19 0 1914.137571 3 638.7175293 0.24219295 0.00015453 29.33985894LVEDKPGSR 4 21361282 2xTMT6plex [N-Term; K5] 1.231 1.396 2.812598705 3.74 0 1458.868049 3 486.9606628 -0.420568954 -0.000204518 27.75085309SKDQAEEK 6 21361282 3xTMT6plex [N-Term; K2; K8] 1.628 1.369 1.259 2.377425909 9.33 1 1621.936412 3 541.3170776 0.165191529 8.93E-05 19.04969892ILEVDLK 24 21361282 2xTMT6plex [N-Term; K7] 1.262 1.314 1.174 2.736633301 33.96 0 1287.82881 2 644.4173584 -1.063575465 -0.000684852 69.01930058

CSWQDLK 4 21361282 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 1.385 1.619 2.97060442 30.2 0 1394.750242 2 697.8772583 -2.152570651 -0.001501149 55.31606347
SKPNLPSESR 5 21361282 2xTMT6plex [N-Term; K2] 1.826 1.112 1.06 3.622391701 5.48 0 1572.910976 3 524.9761963 1.945060613 0.001019802 25.16655713

5032093 SLC1A5 neutral amino acid transporter B(0) isoform 1 6510 NP_005619.1 22.55083179 1 9 9 92 541 56.562 5.48 0.96 0.93 0.86 0.92 Significant 0.00104



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

GPAGDATVASEK 12 5032093 2xTMT6plex [N-Term; K12] 0.792 0.796 0.798 4.717936039 64.78 0 1560.863357 2 780.9345703 -0.956704501 -0.000746643 27.50947445NIFPSNLVSAAFR 16 5032093 1xTMT6plex [N-Term] 1.013 0.948 0.905 4.33259964 48.16 0 1664.932156 2 832.9697876 0.085333995 7.10E-05 87.35145024SELPLDPLPVPTEEGNPLLK 14 5032093 2xTMT6plex [N-Term; K20] 0.928 0.873 0.82 4.746341228 54.71 0 2616.490041 2 1308.747192 -1.12077414 -0.001466247 95.73304828SCTVLNVEGDALGAGLLQNYVDR 16 5032093 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.624 1.38 0.948 6.716269016 78.55 0 2693.376595 3 898.4623413 -1.531265337 -0.001374758 89.57225091EVLDSFLDLAR 6 5032093 1xTMT6plex [N-Term] 0.872 0.696 0.732 4.387807846 50.28 0 1506.836525 2 753.9212646 -0.844234331 -0.000636062 93.07578899STEPELIQVK 14 5032093 2xTMT6plex [N-Term; K10] 1.036 1.024 0.937 4.160708427 56.81 0 1601.951444 2 801.4781494 -1.511788565 -0.001210906 52.07369893SYSTTYEER 8 5032093 1xTMT6plex [N-Term] 0.935 0.888 1.138 3.691010714 52.85 0 1364.653141 2 682.8295288 -0.996401776 -0.000679871 20.09818493LSAFVFPGELLLR 2 5032093 1xTMT6plex [N-Term] 1.927 1.984437227 0.57 0 1691.009344 2 846.008728 0.493926713 0.000417617 110.0128794KLGPEGELLIR 4 5032093 2xTMT6plex [N-Term; K1] 0.847 1.024 3.26618576 11.92 1 1683.056912 3 561.6900024 -0.866325892 -0.000486025 57.7559411915529996 SOS1 son of sevenless homolog 1 6654 NP_005624.2 1.350337584 1 2 2 8 1333 152.368 6.84 0.37 0.18 0.01 0.19 Non-Significant 0.214 ELNLIIK 6 15529996 2xTMT6plex [N-Term; K7] 0.211 0.183 0.01 2.704102278 32.5 0 1300.860444 2 650.9327393 -1.723839313 -0.001121237 72.58782837
SEDQEDKECLK 2 15529996 3xTMT6plex [N-Term; K7; K11]; 1xCarbamidomethyl [C9] 1.337 2.81626296 2.13 1 2068.083546 3 690.0330811 0.552972855 0.000381198 28.10958415

5032137 VAMP7 vesicle-associated membrane protein 7 isoform 1 6845 NP_005629.1 38.63636364 1 7 7 26 220 24.919 8.6 0.93 0.98 0.97 0.96 Significant 0.000253
AQTALPYAMNSEFSSVLAAQLK 4 5032137 2xTMT6plex [N-Term; K22] 1.093 0.62 4.057860851 49.39 0 2798.516272 3 933.5102539 -0.022744642 -2.12E-05 99.35721842VMETQAQVDELK 4 5032137 2xTMT6plex [N-Term; K12] 1.165 1.375 5.154992104 66.22 0 1849.014121 2 925.0062866 -4.772212237 -0.004411944 51.40107322

HAWCGGNFLEVTEQILAK 2 5032137 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C4] 1.251 5.491410732 33.71 0 2531.348085 3 844.4557495 1.821245045 0.001536735 98.24265188
AFNFLNEIK 6 5032137 2xTMT6plex [N-Term; K9] 0.996 0.987 0.925 4.003779411 48.57 0 1553.909185 2 777.4573364 -1.151385457 -0.000894574 88.91697288AILFAVVAR 2 5032137 1xTMT6plex [N-Term] 1.355 0.948 37.48 0 1188.766595 2 594.887146 0.353637282 0.000210196 78.2861021LELLIDK 6 5032137 2xTMT6plex [N-Term; K7] 0.755 0.696 0.933 2.953790188 35.22 0 1301.84446 2 651.4249268 -1.446443437 -0.000941522 77.31195895NIDLVAQR 2 5032137 1xTMT6plex [N-Term] 1.127 2.45480752 21.92 0 1157.683988 2 579.3435059 -3.673205552 -0.002126206 38.106108914717407 TAF7 transcription initiation factor TFIID subunit 7 6879 NP_005633.2 10.0286533 1 3 3 8 349 40.234 5.2 1 0.97 1.02 0.99 Significant 0.000212 EKEQLSSLQEELESLLEK 4 14717407 3xTMT6plex [N-Term; K2; K18] 1.098 0.965 6.932842731 48.49 1 2819.585681 3 940.5328979 -0.54627258 -0.000513421 107.286127AVQSGHVNLK 2 14717407 2xTMT6plex [N-Term; K10] 0.95 2.29708457 11.7 0 1510.910582 3 504.3078308 -1.087535145 -0.000547723 32.21977941VENLALK 2 14717407 2xTMT6plex [N-Term; K7] 1.015 1.422579646 0.22 0 1244.797844 2 622.9025879 0.044208986 2.75E-05 50.916620725032165 TDO2 tryptophan 2,3-dioxygenase 6999 NP_005642.1 2.463054187 1 1 1 27 406 47.841 6.93 0.04 0.03 0.03 0.03 Significant 0.00985 EVLLSLFDEK 27 5032165 2xTMT6plex [N-Term; K10] 0.043 0.031 0.03 3.046365738 19.96 0 1650.971845 2 825.9898071 0.298325991 0.000246264 77.4465090721361278 TFCP2 alpha-globin transcription factor CP2 isoform 1 7024 NP_005644.2 12.74900398 1 2 4 18 502 57.22 5.8 0.76 0.59 1.39 0.91 Non-Significant 0.0642

ILPFQYVLCAATSPAVK 6 21361278 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C9] 1.357 2.07 1.386 5.330278873 47.66 0 2336.345232 3 779.4528809 -0.488935394 -0.000380774 110.5936025
IAQLFSISPCQISQIYK 4 21361278 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 0.932 0.208 4.124243736 30.09 0 2454.383074 3 818.7979126 -1.584547691 -0.001296362 102.7309349LHDETLTYLNQGQSYEIR 4 21361278 1xTMT6plex [N-Term] 0.412 0.329 3.798737764 10.32 0 2409.224769 3 803.746582 0.176000079 0.000141341 55.33489437EQQQQQQQQQQK 4 21361278 2xTMT6plex [N-Term; K12] 1.452 1.398 3.728928089 26.61 0 2015.067036 3 672.3602905 -0.355987149 -0.000239113 15.67692679

29501813 UFD1L ubiquitin fusion degradation protein 1 homolog isoform A 7353 NP_005650.2 51.14006515 1 12 12 93 307 34.478 6.7 1.02 1.07 1.09 1.06 Significant 0.000385 FVAFSGEGQSLR 6 29501813 1xTMT6plex [N-Term] 1.002 0.916 1.121 4.856265068 58.7 0 1526.816458 2 763.9118042 -0.082722165 -6.32E-05 54.9460311AVSIIECDMNVDFDAPLGYKEPER 10 29501813 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C7] 0.977 0.994 0.984 5.754204273 39.24 1 3226.616457 3 1076.20459 -5.343135443 -0.00574675 84.18968688
AVSIIECDMNVDFDAPLGYK 2 29501813 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C7] 0.691 3.878432989 35.73 0 2715.377396 3 905.7972412 -0.082992953 -7.51E-05 92.58531604

QVQHEESTEGEADHSGYAGELGFR 2 29501813 1xTMT6plex [N-Term] 1.514 5.459096909 28.55 0 2862.312808 4 716.3338013 0.198066446 0.000141732 37.24805713IIMPPSALDQLSR 10 29501813 1xTMT6plex [N-Term] 0.909 1.005 1.071 3.689606905 47.38 0 1669.950843 3 557.3221436 0.619421863 0.000344801 75.73043154LNITYPMLFK 20 29501813 2xTMT6plex [N-Term; K10] 0.998 0.981 1.051 4.893954277 46.72 0 1698.006457 2 849.5053711 -1.761472984 -0.001495496 96.4751531
NFACLTTGDVIAINYNEK 4 29501813 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C4] 1.289 4.627540588 13.77 0 2501.311031 3 834.4397583 -2.522344314 -0.002103056 78.48174828

KVEEDEAGGR 6 29501813 2xTMT6plex [N-Term; K1] 1.133 1.27 1.278 3.874973536 21.28 1 1547.842956 3 516.6188965 -0.529767488 -0.000273332 19.1268143FQPQSPDFLDITNPK 13 29501813 2xTMT6plex [N-Term; K15] 1.053 1.059 1.133 4.315354347 35.36 0 2205.19559 3 735.7369385 0.304721128 0.00022399 78.37285204GVEPSPSPIKPGDIK 4 29501813 3xTMT6plex [N-Term; K10; K15] 1.239 0.962 4.041354179 12.66 0 2208.32068 3 736.7774048 -1.367158565 -0.001006375 50.66968865AVLENALR 10 29501813 1xTMT6plex [N-Term] 1.107 1.245 1.259 3.065977812 24.99 0 1114.678174 2 557.8427124 -0.023051777 -1.28E-05 46.00232889GIPNYEFK 6 29501813 2xTMT6plex [N-Term; K8] 1.034 1.08 1.09 2.794028759 27.29 0 1425.814222 2 713.4105225 -0.318497402 -0.000227059 52.71447139
25188179 VDAC3 voltage-dependent anion-selective channel protein 3 isoform 1 7419 NP_005653.3 47.34982332 1 11 12 238 283 30.639 8.66 1.14 1.15 0.91 1.07 Significant 0.00536

VCNYGLTFTQK 11 25188179 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.093 1.221 1.094 4.335076332 47.67 0 1788.971862 2 894.9888306 -0.825986824 -0.000738834 56.92290507
LSQNNFALGYK 16 25188179 2xTMT6plex [N-Term; K11] 1.163 1.059 0.262 4.579159737 49.07 0 1712.973576 2 856.9907227 0.345739425 0.000296121 56.15009661WNTDNTLGTEISWENK 14 25188179 2xTMT6plex [N-Term; K16] 1.307 1.17 1.319 6.032262325 60.78 0 2366.20286 2 1183.60437 -0.590264532 -0.000698343 68.75507954LTLDTIFVPNTGK 24 25188179 2xTMT6plex [N-Term; K13] 1.079 1.084 1.121 4.460666656 63.63 0 1877.114821 2 939.0614014 0.375717227 0.000352632 85.08105222LTLSALIDGK 186 25188179 2xTMT6plex [N-Term; K10] 1.051 0.839 1.085 4.257020473 59.62 0 1488.940151 2 744.9736328 -0.108886176 -8.11E-05 88.34364063

SCSGVEFSTSGHAYTDTGK 22 25188179 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C2] 1.111 1.018 0.999 7.306004047 68.86 0 2449.170574 3 817.0618896 0.221117842 0.000180518 36.63612904
VNNASLIGLGYTQTLRPGVK 6 25188179 2xTMT6plex [N-Term; K20] 1.471 1.255 1.275 6.029609203 38.58 0 2559.502277 3 853.8389893 0.053671934 4.58E-05 70.32963828LTLDTIFVPNTGKK 6 25188179 3xTMT6plex [N-Term; K13; K14] 1.456 1.087 2.986 4.554245472 25.57 1 2234.372716 3 745.461853 -0.765305608 -0.000569993 79.94573406NFSAGGHK 8 25188179 2xTMT6plex [N-Term; K8] 1.12 1.143 1.183 4.209438324 39.29 0 1275.720991 3 425.9116821 -0.390103545 -0.000165888 35.60078285GYGFGMVK 14 25188179 2xTMT6plex [N-Term; K8] 1.193 1.025 1.697 2.982969284 39.65 0 1316.7437 2 658.8744507 -1.576132707 -0.001037681 53.62465705ASGNLETK 6 25188179 2xTMT6plex [N-Term; K8] 1.518 1.417 1.29 3.343806744 41.85 0 1277.746537 2 639.3764038 -0.787153621 -0.000502891 24.4593914VGLGFELEA 14 25188179 1xTMT6plex [N-Term] 1.051 1.287 1.173 2.402793407 64.04 0 1163.650956 2 582.3296509 0.918735818 0.000534544 78.16584307GYGFGMVK 4 25188179 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 1.469 1.111 1.646306992 15.06 0 1332.738615 2 658.8744507 -1.576132707 -0.001037681 53.62465705194733742 NELFA negative elongation factor A 7469 NP_005654.3 12.61595547 1 6 6 25 539 58.462 9.26 1.21 1.17 1.17 1.18 Significant 0.000127 LLDISELDMVGAGR 3 194733742 1xTMT6plex [N-Term] 1.379 4.457609177 40.71 0 1717.935587 2 859.4694824 -2.26934367 -0.001949293 88.54665595EQMFAAQEMFK 2 194733742 2xTMT6plex [N-Term; K11] 1.126 3.676257849 32.92 0 1817.933034 3 606.6491699 -0.042369204 -2.57E-05 68.23022664NALTTLAGPLTPPVK 4 194733742 2xTMT6plex [N-Term; K15] 1.207 1.194 4.568047047 37.38 0 1951.199219 3 651.0709839 -0.420633544 -0.00027358 83.53274579LLLGTLHLPR 2 194733742 1xTMT6plex [N-Term] 1.418 4.130308628 42.7 0 1361.883022 3 454.6324768 -0.106073778 -4.82E-05 75.01767913STETAQQLK 8 194733742 2xTMT6plex [N-Term; K9] 1.3 1.306 1.109 3.452966213 47.42 0 1463.846979 2 732.4265747 -0.755684135 -0.000553103 26.70405175SAGVPFHAK 6 194733742 2xTMT6plex [N-Term; K9] 1.184 1.136 1.129 3.149908066 20.43 0 1371.814891 3 457.9430847 -0.138691897 -6.34E-05 35.98593045115430112 REEP5 receptor expression-enhancing protein 5 7905 NP_005660.4 21.16402116 1 6 6 83 189 21.479 8.1 1.13 1.15 1.21 1.16 Significant 0.000427 KATVNLLGEEK 14 115430112 3xTMT6plex [N-Term; K1; K11] 1.161 1.246 1.351 4.806953907 49.14 1 1889.167474 2 945.0845947 -2.943818878 -0.002780683 50.13945927HESQMDSVVK 16 115430112 2xTMT6plex [N-Term; K10] 1.088 1.223 1.204 4.782484531 52.9 0 1617.867062 2 809.437439 0.33304942 0.000269415 26.69975705ATVNLLGEEK 11 115430112 2xTMT6plex [N-Term; K10] 1.079 1.023 1.083 4.337816238 62.61 0 1531.909579 2 766.4580688 -0.468803575 -0.000359082 56.0776736AKETADAITK 8 115430112 3xTMT6plex [N-Term; K2; K10] 1.485 1.592 4.375683784 18.95 1 1735.056861 2 868.0316162 -0.521814671 -0.000452689 33.83639309HESQMDSVVK 10 115430112 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 1.147 1.223 3.186744452 21.99 0 1633.861977 2 809.437439 0.33304942 0.000269415 26.69975705

NCMTDLLAK 6 115430112 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.08 1.023 1.167 3.413837194 46.36 0 1523.832592 2 762.4199829 0.064029548 4.88E-05 58.76196537
ETADAITK 18 115430112 2xTMT6plex [N-Term; K8] 1.119 1.084 1.04 3.79380393 49.98 0 1306.761852 2 653.8840332 -0.81321914 -0.000531342 30.49876919124028525 FARSB phenylalanine--tRNA ligase beta subunit 10056 NP_005678.3 48.0475382 1 24 24 226 589 66.074 6.84 1.05 1.04 1.06 1.05 Significant 0.0000302

ADIIHACDIVEDAAIAYGYNNIQMTLPK 10 124028525 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C7] 1.03 0.993 0.708 5.685875893 34.36 0 3577.843496 3 1193.282104 -3.280180771 -0.003911991 100.887048
AAGASDVVLYK 10 124028525 2xTMT6plex [N-Term; K11] 0.959 0.891 1.01 4.619616985 65.88 0 1551.914665 2 776.4604492 -0.671958661 -0.000521411 48.97473467NPGFEIIHGLLDR 18 124028525 1xTMT6plex [N-Term] 1.105 1.038 1.041 5.183251858 50.55 0 1709.95362 3 570.65625 0.337178736 0.000192187 83.70485957YDLLCLEGLVR 10 124028525 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.262 0.889 1.101 4.416265011 58.9 0 1579.87153 2 790.4366455 -3.491438556 -0.002758012 88.64353207

NIFIECTGTDFTK 10 124028525 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 1.37 1.153 1.317 4.406989574 49.42 0 2004.051235 2 1002.528992 -0.26336231 -0.000263896 67.96537184
HDMAAAGFTEALTFALCSQEDIADK 4 124028525 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C17] 0.942 1.094 6.506991863 41.58 0 3170.553856 3 1057.523071 0.25368665 0.000268109 102.6447308
HDMAAAGFTEALTFALCSQEDIADK 2 124028525 2xTMT6plex [N-Term; K25]; 1xOxidation [M3]; 1xCarbamidomethyl [C17] 1.808 5.613801956 35.66 0 3186.548771 3 1057.523071 0.25368665 0.000268109 102.6447308

ALVAIGTHDLDTLSGPFTYTAK 32 124028525 2xTMT6plex [N-Term; K22] 1.044 1.022 1.074 6.615498543 62.44 0 2749.517652 3 917.177124 -0.303147604 -0.000277837 86.25022157LFEISDIVIK 21 124028525 2xTMT6plex [N-Term; K10] 1.016 0.997 1.049 4.29566431 49.64 0 1635.013316 2 818.0107422 0.545393112 0.000445863 97.14091294
EYTACELMNIYK 6 124028525 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.096 0.865 1.194 3.264539242 34.64 0 1993.017492 2 997.0122681 -0.116470221 -0.000116064 69.69027607
TYTIANQFPLNK 6 124028525 2xTMT6plex [N-Term; K12] 1.107 1.125 0.916 4.487511635 36.93 0 1868.068205 3 623.3612671 0.558319835 0.00034766 64.66354217ASEGPAFFPGR 6 124028525 1xTMT6plex [N-Term] 1.004 0.994 0.845 4.381085873 36.53 0 1364.716016 2 682.8621826 0.786064179 0.000536377 46.15717022IMQLLDVPPGEDK 4 124028525 2xTMT6plex [N-Term; K13] 0.915 1.177 3.598767519 20.92 0 1913.081806 3 638.3652344 -0.343045968 -0.000218758 84.47139014IRPFAVAAVLR 6 124028525 1xTMT6plex [N-Term] 1.159 1.105 5.445176601 39.61 0 1441.92047 3 481.3114929 -0.377441229 -0.000181413 74.94147923TTLLPGLLK 18 124028525 2xTMT6plex [N-Term; K9] 0.964 0.981 1.034 3.83692503 48.54 0 1413.944508 2 707.475708 -0.260904422 -0.000184452 78.96394437DSNTDVGAK 8 124028525 2xTMT6plex [N-Term; K9] 1.079 1.074 1.065 3.543441534 40.43 0 1364.74218 2 682.8742065 -0.764352475 -0.000521572 20.57367263LGVLHPDVITK 4 124028525 2xTMT6plex [N-Term; K11] 0.952 0.992 2.765461445 20.48 0 1650.035448 3 550.6832886 -0.082414801 -4.53E-05 61.30556765LIITEETAK 4 124028525 2xTMT6plex [N-Term; K9] 1.005 1.187 3.663965702 55.2 0 1475.908517 2 738.4573364 -0.759131359 -0.000560204 54.90555823YDSFIELQEK 2 124028525 2xTMT6plex [N-Term; K10] 0.596 3.074162483 18.31 0 1729.941273 2 865.4740601 -0.248403122 -0.000214861 65.92855683DRYDSFIELQEK 6 124028525 2xTMT6plex [N-Term; K12] 1.104 1.001 1.006 5.458844662 20.11 1 2001.069327 3 667.6938477 -1.168081094 -0.000779137 62.28679167SHTFPELAYR 10 124028525 1xTMT6plex [N-Term] 1.037 1.014 0.957 3.869395733 19.87 0 1449.76878 3 483.9273987 -0.784176825 -0.000378958 39.78975273DLLFQALGR 11 124028525 1xTMT6plex [N-Term] 0.812 1.131 1.094 3.075787783 40.58 0 1261.746588 2 631.3759766 -1.514761378 -0.000955623 73.50496249ETPENLAK 6 124028525 2xTMT6plex [N-Term; K8] 1.061 0.947 1.046 3.016759872 30.27 0 1359.788402 2 680.3969116 -1.364137104 -0.000927469 31.62760268KMPLPLK 10 124028525 3xTMT6plex [N-Term; K1; K7] 1.112 0.946 1.021 2.973154545 14.82 1 1514.010703 3 505.3418274 0.149046327 7.52E-05 59.61860582IKAPVYK 2 124028525 3xTMT6plex [N-Term; K2; K7] 2.226 3.206 2.393497229 1 1506.002247 3 502.6721191 -0.294075341 -0.000147626 43.45090533

10947137 ABCF2 ATP-binding cassette sub-family F member 2 isoform b 10061 NP_005683.2 12.93375394 1 7 7 38 634 72.397 7.49 1.15 1.13 1.11 1.13 Significant 0.000104
LIQQVAQEIWVCEK 6 10947137 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 1.16 1.222 1.771 5.515215874 51.55 0 2202.235681 3 734.750061 -0.023328353 -1.71E-05 97.27793607

YYTGNYDQYVK 4 10947137 2xTMT6plex [N-Term; K11] 1.534 1.291 4.63419199 50.51 0 1871.957986 2 936.4802856 -2.506044993 -0.002345605 50.1881821
LAHEDAECEK 4 10947137 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.134 0.894 3.714308262 24.95 0 1659.841242 3 553.9517212 -0.380521803 -0.000210535 21.82269292

IPPPVIMVQNVSFK 14 10947137 2xTMT6plex [N-Term; K14] 1.208 1.131 1.222 5.289856911 42.33 0 2027.212761 2 1014.109192 -0.815701721 -0.0008268 94.55058693SMLLSAIGK 2 10947137 2xTMT6plex [N-Term; K9] 1.06 4.626346111 51.85 0 1377.853979 2 689.4295044 -1.630500018 -0.001123295 71.93543277LVDEEPQLTK 6 10947137 2xTMT6plex [N-Term; K10] 1.033 0.891 4.106370449 23.92 0 1629.946359 2 815.4766235 -0.23814875 -0.000194085 59.70754073LLTGELLPTDGMIR 2 10947137 1xTMT6plex [N-Term] 1.158 3.350867987 9.4 0 1758.003272 2 879.5042114 -1.209450785 -0.001063109 83.32634315031645 COX17 cytochrome c oxidase copper chaperone 10063 NP_005685.1 57.14285714 1 3 3 14 63 6.91 7.24 1.15 1.16 1.29 1.2 Significant 0.00141 PGLVDSNPAPPESQEK 5 5031645 2xTMT6plex [N-Term; K16] 1.111 0.932 1.244 30.29 0 2123.138469 3 708.3830566 -1.814558109 -0.001284186 42.20021934
KPLKPCCACPETK 3 5031645 4xTMT6plex [N-Term; K1; K4; K13]; 3xCarbamidomethyl [C6; C7; C9] 1.243 1.079 3.586405754 0.53 0 2505.416144 4 627.109375 -0.189166179 -0.000118485 36.99212491

DACIIEK 6 5031645 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.157 1.366 1.314 3.025463104 33.11 0 1306.744094 2 653.8751221 -0.862264754 -0.00056338 39.23253649
16445419 SCAMP3 secretory carrier-associated membrane protein 3 isoform 1 10067 NP_005689.2 23.05475504 1 6 6 22 347 38.262 7.64 0.97 0.93 0.94 0.95 Significant 0.000161 TAAANAAAGAAENAFR 2 16445419 1xTMT6plex [N-Term] 0.942 5.010009289 37.22 0 1705.881912 2 853.444397 -0.231214532 -0.000197212 47.32760281NYGSYSTQASAAAATAELLK 4 16445419 2xTMT6plex [N-Term; K20] 0.897 0.825 5.484412193 37.42 0 2475.313139 3 825.7763062 0.495394708 0.000408752 72.78365236AQQEFAAGVFSNPAVR 4 16445419 1xTMT6plex [N-Term] 0.995 5.393084526 57.47 0 1921.012926 3 641.0083618 -1.246040955 -0.000797887 58.47976971ELQHAALGGTATR 4 16445419 1xTMT6plex [N-Term] 0.949 0.888 4.534448624 29.18 0 1553.85972 3 518.6243286 -0.82841465 -0.00042908 24.0163317KLSPTEPK 6 16445419 3xTMT6plex [N-Term; K1; K8] 0.944 0.98 0.937 3.871720314 13.32 1 1587.008455 3 529.6735229 -1.536817486 -0.000812981 32.19302097KQEELNR 2 16445419 2xTMT6plex [N-Term; K1] 1.017 1.071 4.89 1 1374.810534 3 458.941864 0.367178606 0.000168267 18.3951268818491024 DPP3 dipeptidyl peptidase 3 isoform 1 10072 NP_005691.2 47.89687924 1 24 24 191 737 82.538 5.1 0.91 0.93 0.93 0.93 Significant 0.0000521 GPIVESYIGFIESYR 22 18491024 1xTMT6plex [N-Term] 0.931 0.805 0.917 5.531131268 43.38 0 1959.042495 3 653.6853638 -0.488290279 -0.00031886 100.0913513ALYEGYATVTDAPPECFLTLR 4 18491024 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.862 0.687 5.861691952 36.25 0 2616.321706 3 872.7786255 -0.146283676 -0.000127575 88.21896229

EGITTYFSGNCTMEDAK 4 18491024 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 1 0.906 3.278075695 34.68 0 2382.135769 3 794.7156982 -1.354722716 -0.001075711 61.11695955
GAFNFDQETVINPETGEQIQSWYR 6 18491024 1xTMT6plex [N-Term] 0.997 1.398 6.804129124 68.07 0 3058.474394 3 1020.163086 0.101453359 0.000103431 80.78560942VILGSEAAQQHPEEVR 4 18491024 1xTMT6plex [N-Term] 0.834 1.04 5.177434444 48.47 0 1992.071169 3 664.6946411 -0.902999945 -0.000599613 36.87648449FSTIASSYEECR 6 18491024 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.143 1.411 1.267 4.577694893 65.22 0 1678.794402 2 839.9005737 -0.316518248 -0.000265685 46.34605705GEFEGFVAVVNK 12 18491024 2xTMT6plex [N-Term; K12] 1.103 0.983 0.913 5.042385578 70.57 0 1753.988892 2 877.49823 0.16602211 0.0001456 72.50545435VLLEAGEGLVTITPTTGSDGRPDAR 13 18491024 1xTMT6plex [N-Term] 1.199 1.037 6.353889942 54.06 0 2754.483502 3 918.8321533 -0.579331501 -0.00053192 74.32666768LEGSDVQLLEYEASAAGLIR 16 18491024 1xTMT6plex [N-Term] 0.867 0.827 1.249 6.764135838 71.51 0 2363.265571 3 788.4268799 0.218087397 0.000171799 97.60544846LAQDFLDSQNLSAYNTR 4 18491024 1xTMT6plex [N-Term] 1.638 0.741 3.280635118 37.78 0 2185.108677 2 1093.05603 -1.7814277 -0.001946307 69.08054735FPEDGPELEEILTQLATADAR 4 18491024 1xTMT6plex [N-Term] 1.007 1.18 5.217254639 46.12 0 2544.303079 3 848.7711792 -1.609188142 -0.001364754 112.5166815GPSFDVQVGLHELLGHGSGK 2 18491024 2xTMT6plex [N-Term; K20] 0.871 6.240554333 66.05 0 2492.366178 4 623.8469849 -0.027310142 -1.70E-05 77.89787215LASVLGSEPSLDSEVTSK 22 18491024 2xTMT6plex [N-Term; K18] 0.95 0.947 1.033 5.414735794 57.89 0 2277.258978 2 1139.133301 0.152276269 0.000173386 77.47908064NVSLGNVLAVAYATQR 8 18491024 1xTMT6plex [N-Term] 0.831 1.318 1.34 5.550553799 68.74 0 1905.075526 2 953.0409546 -0.469031437 -0.00044677 80.83724072LVASAEQLLK 12 18491024 2xTMT6plex [N-Term; K10] 0.922 1.013 0.896 4.683494568 55.62 0 1529.9667 2 765.4862671 -0.942935759 -0.00072133 75.74775217LTFLEEDDKDLYILWK 10 18491024 3xTMT6plex [N-Term; K9; K16] 0.965 0.945 1.068 4.692163944 14.32 1 2728.541631 3 910.1835327 -2.047429075 -0.001862165 105.5060121GDYAPILQK 6 18491024 2xTMT6plex [N-Term; K9] 0.935 0.953 0.932 3.899057627 41.73 0 1462.866986 2 731.9341431 -4.085619023 -0.002988359 52.92324405STGDVAGGR 6 18491024 1xTMT6plex [N-Term] 0.327 0.441 0.406 2.687986612 34.53 0 1048.558453 2 524.7822266 -1.217056614 -0.000638077 16.24853136EVDGEGKPYYEVR 6 18491024 2xTMT6plex [N-Term; K7] 0.894 0.943 0.818 3.825853586 6.47 0 1999.053677 3 667.0224609 -0.423954349 -0.000282502 34.31989021SGETWDSK 6 18491024 2xTMT6plex [N-Term; K8] 0.931 0.836 1.099 3.813299656 33.99 0 1367.720716 2 684.3626709 -1.93807339 -0.001325372 28.61030035AQDPDQLR 6 18491024 1xTMT6plex [N-Term] 0.848 0.879 0.926 2.903970242 29.48 0 1171.626867 2 586.3167725 -0.510596114 -0.000299114 18.8994065GPSEAPSGQA 2 18491024 1xTMT6plex [N-Term] 0.939 2.862736702 30.55 0 1129.568683 2 565.2871094 -1.541136919 -0.00087041 18.59417887LFVQDEK 4 18491024 2xTMT6plex [N-Term; K7] 0.881 0.942 2.744517088 26.9 0 1336.787673 2 668.8970947 -0.568898779 -0.000380248 48.9691739SVGKPALER 6 18491024 2xTMT6plex [N-Term; K4] 0.929 1.035 1.038 3.207345486 3.4 0 1414.87822 3 472.2975159 -0.159216938 -7.51E-05 30.5231129424307899 ERAL1 GTPase Era, mitochondrial isoform 1 26284 NP_005693.1 17.1624714 1 6 6 22 437 48.319 8.84 1.09 1.02 0.94 1.02 Significant 0.00181 ETQVILLDTPGIISPGK 2 24307899 2xTMT6plex [N-Term; K17] 1.155 4.617598057 27.85 0 2239.331355 3 747.1143188 -1.318276111 -0.000984019 81.95442407EIFMLSALSQEDVK 2 24307899 2xTMT6plex [N-Term; K14] 0.931 4.866490841 44.4 0 2068.140049 3 690.0512085 -0.472396306 -0.000325661 89.45751347LLEHLPQEVPYNVQQK 4 24307899 2xTMT6plex [N-Term; K16] 1.106 1.028 4.064264297 26.4 0 2393.359301 3 798.4525757 -6.73848227 -0.00537587 65.98616396STLSNQLLGR 6 24307899 1xTMT6plex [N-Term] 100 1.041 0.917 3.350865602 33.82 0 1317.76878 2 659.3875732 -0.690413705 -0.000454903 43.79310565VVLLGAPNAGK 4 24307899 2xTMT6plex [N-Term; K11] 1.111 3.225874901 34.62 0 1496.95647 2 748.9819946 0.162134182 0.000121354 60.32137971IGWPHFK 4 24307899 2xTMT6plex [N-Term; K7] 1.036 1.008 2.23063159 11.79 0 1342.803598 3 448.2722778 -0.981546302 -0.000439341 57.6910136921071006 TSSC4 protein TSSC4 isoform a 10078 NP_005697.2 12.46200608 1 4 4 15 329 34.305 5.19 1.22 0.85 1.24 1.1 Significant 0.013 VPPVPDYVAHPER 6 21071006 1xTMT6plex [N-Term] 1.159 1.108 1.229 4.897170544 38.03 0 1704.927071 3 568.9794312 -1.95368648 -0.001110298 48.21315099DIFDCLEGAAR 2 21071006 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.234 3.08859539 26.57 0 1495.741245 2 748.3734131 -1.133209458 -0.000847494 65.01973212GMSSTFSQR 2 21071006 1xTMT6plex [N-Term] 1.627 3.161223412 20.12 0 1229.614587 2 615.3126221 2.749016367 0.001690115 24.18021824VIFTKPVR 5 21071006 2xTMT6plex [N-Term; K5] 1.565 2.197 1.591 2.923725128 6.81 0 1417.929527 3 473.3147278 0.072725483 3.44E-05 50.462835795031957 PQBP1 polyglutamine-binding protein 1 isoform 1 10084 NP_005701.1 20 1 4 4 18 265 30.454 6.33 1.22 0.82 1.05 1.03 Significant 0.0124 HLEPEPEEEIIAEDYDDDPVDYEATR 6 5031957 1xTMT6plex [N-Term] 0.98 1.024 0.782 5.230330467 37.63 0 3318.501122 3 1106.837524 -0.934710491 -0.001033946 61.95277333REELAPYPK 4 5031957 2xTMT6plex [N-Term; K9] 1.236 1.064 3.744369984 12.77 1 1560.914999 3 520.975769 -1.438342956 -0.000748377 32.94592755GTWSTGLPK 2 5031957 2xTMT6plex [N-Term; K9] 0.683 3.575838566 41.4 0 1404.825121 2 702.9152832 -1.303837554 -0.000915832 50.09784704SSNADAEEK 6 5031957 2xTMT6plex [N-Term; K9] 0.821 1.236 0.755 3.443721771 42.85 0 1408.732009 2 704.8692627 -0.5395202 -0.00038002 17.107231755031601 ARPC1B actin-related protein 2/3 complex subunit 1B 10095 NP_005711.1 33.87096774 1 10 11 108 372 40.923 8.35 0.97 1.03 0.98 0.99 Significant 0.000349
STVLSLDWHPNNVLLAAGSCDFK 16 5031601 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C20] 0.977 1.093 1.099 6.51629591 48.15 0 3002.580998 3 1001.531982 0.131935034 0.000132049 91.07961355

VAWVSHDSTVCLADADKK 10 5031601 3xTMT6plex [N-Term; K17; K18]; 1xCarbamidomethyl [C11] 1.009 1.132 1.055 6.762080669 18.86 1 2689.458647 3 897.1568604 -0.97392288 -0.000873108 56.10812119
NSVSQISVLSGGK 12 5031601 2xTMT6plex [N-Term; K13] 0.867 0.995 0.867 5.176100254 69.71 0 1734.016169 2 867.510498 -1.412897004 -0.001224993 53.71519124ASSEGGTAAGAGLDSLHK 10 5031601 2xTMT6plex [N-Term; K18] 1.022 0.914 0.938 8.0745821 81.27 0 2087.113317 3 696.3757324 -0.322500158 -0.000224365 38.50919478

VAWVSHDSTVCLADADK 6 5031601 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 0.748 1.013 0.764 6.061137199 45.94 0 2332.200752 3 778.071167 -0.773708454 -0.000601481 56.46062293
EVEERPAPTPWGSK 16 5031601 2xTMT6plex [N-Term; K14] 1.13 1.016 0.831 4.1700387 18.76 0 2041.111861 2 1021.058105 -1.433695309 -0.001463166 39.42816509NAYVWTLK 4 5031601 2xTMT6plex [N-Term; K8] 0.975 1.091 3.988316536 38.67 0 1452.861507 2 726.9335938 -1.098583721 -0.000798045 70.70847435IVTCGTDR 6 5031601 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.918 0.933 1.013 3.306201935 38.53 0 1150.608774 2 575.8080444 0.0332669 1.91E-05 22.21380837SLESALK 10 5031601 2xTMT6plex [N-Term; K7] 0.931 1.014 1.018 2.96577549 37.99 0 1205.75056 2 603.3779907 -1.538257372 -0.000927377 44.10226616TWKPTLVILR 10 5031601 2xTMT6plex [N-Term; K3] 1.129 1.114 1.039 2.695239305 12.86 0 1685.087818 2 843.0463257 -1.450169413 -0.001221831 72.13214654IFSAYIK 8 5031601 2xTMT6plex [N-Term; K7] 1.011 1.139 1.118 3.044513941 33.97 0 1299.807681 2 650.407959 0.739177622 0.000480394 69.459927035031573 ACTR3 actin-related protein 3 isoform 1 10096 NP_005712.1 62.44019139 1 22 22 225 418 47.341 5.88 1.02 1 1.04 1.02 Significant 0.000128 AEPEDHYFLLTEPPLNTPENR 10 5031573 1xTMT6plex [N-Term] 0.991 0.93 5.488344193 37.66 0 2711.351426 3 904.4539185 -1.557761516 -0.00140788 67.35710683
LPACVVDCGTGYTK 18 5031573 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C4; C8] 1.248 1.216 1.205 4.977372169 64.88 0 1999.03929 2 1000.022583 -0.700643745 -0.000700307 57.91894401

YAVWFGGSMLASTPEFYQVCHTK 10 5031573 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C20] 1.073 1.362 1.246 6.980943203 63.69 0 3137.562905 3 1046.527832 1.924373768 0.002012615 93.62124309
TLTGTVIDSGDGVTHVIPVAEGYVIGSCIK 15 5031573 2xTMT6plex [N-Term; K30]; 1xCarbamidomethyl [C28] 0.994 1.519 1.707 9.449781418 81.44 0 3516.902391 3 1172.971802 -0.43766542 -0.000513076 88.34788693

LGYAGNTEPQFIIPSCIAIK 12 5031573 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C16] 0.768 0.963 0.77 5.582918644 58.31 0 2650.467866 2 1325.735718 -1.398569352 -0.001853432 92.5024913
KEFSIDVGYER 6 5031573 2xTMT6plex [N-Term; K1] 1.074 0.995 1.089 4.283240318 24.96 1 1800.98962 3 601.0006104 -1.300710057 -0.000780855 53.25583876EFSIDVGYER 10 5031573 1xTMT6plex [N-Term] 0.914 0.981 0.924 3.639067173 43.98 0 1443.731725 2 722.3696899 0.261719547 0.000188926 54.49590698HGIVEDWDLMER 2 5031573 1xTMT6plex [N-Term] 0.756 4.176588058 34.68 0 1728.857671 3 576.9570313 -0.653830572 -0.000376793 55.25717754KDYEEIGPSICR 14 5031573 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C11] 0.874 0.993 0.992 4.934483051 27.31 1 1925.020269 2 963.0140991 0.339114449 0.000326401 39.44780385DITYFIQQLLR 13 5031573 1xTMT6plex [N-Term] 1.255 0.93 1.121 4.686636925 50.66 0 1638.941659 2 819.9716797 -3.40207656 -0.002787902 112.754312NIVLSGGSTMFR 6 5031573 1xTMT6plex [N-Term] 0.976 0.956 1.015 4.292726994 40.42 0 1510.824914 2 755.9155273 -0.752061003 -0.000568116 59.64692898EVGIPPEQSLETAK 10 5031573 2xTMT6plex [N-Term; K14] 0.725 0.699 0.713 3.39095211 60.05 0 1956.105378 2 978.5557861 -0.553464239 -0.000541317 52.141804QYTGINAISK 12 5031573 2xTMT6plex [N-Term; K10] 0.96 0.952 1.061 4.261078835 54.05 0 1552.909914 2 776.9562988 -2.957398694 -0.002296287 56.39288868DYEEIGPSICR 6 5031573 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.978 0.949 0.894 4.337162495 44.88 0 1567.762374 2 784.3840942 -0.932541475 -0.000731002 50.0996031
YSYVCPDLVK 18 5031573 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.976 0.934 0.96 4.808838367 46.64 0 1701.9286 2 851.4674072 -0.62434868 -0.000531298 67.46404946LSEELSGGR 6 5031573 1xTMT6plex [N-Term] 1.601 1.338 1.985 3.278942823 28.45 0 1176.642182 2 588.824707 -0.038055324 -2.24E-05 30.89299366FMEQVIFK 22 5031573 2xTMT6plex [N-Term; K8] 0.942 1.063 0.961 3.599169016 39.13 0 1499.869629 2 750.4378662 -0.782080057 -0.000586509 76.67707777

LKPKPIDVQVITHHMQR 4 5031573 3xTMT6plex [N-Term; K2; K4]; 1xOxidation [M15] 1.224 1.14 1.164 3.101611853 5.27 0 2743.637221 6 458.1119385 -0.719133204 -0.00032884 45.0406657
EFNKYDTDGSK 7 5031573 3xTMT6plex [N-Term; K4; K11] 1.264 1.305 1.407 2.470337868 0.98 1 1991.068882 3 664.3604736 -1.011844231 -0.000671551 33.76084774VGDQAQR 6 5031573 1xTMT6plex [N-Term] 0.01 0.849 0.838 2.673009634 34.29 0 1002.552973 2 501.7798767 -0.495337448 -0.000248301 15.23403725HNPVFGVMS 12 5031573 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.821 0.977 0.9 2.634652376 46.54 0 1232.62951 2 616.8168335 -2.530482832 -0.001559574 31.61042129YDTDGSK 6 5031573 2xTMT6plex [N-Term; K7] 0.748 0.872 2.492542744 17.15 0 1243.657053 2 622.3317871 -0.607467507 -0.000377741 19.663788125031571 ACTR2 actin-related protein 2 isoform b 10097 NP_005713.1 25.38071066 1 8 8 156 394 44.732 6.74 0.96 0.97 0.94 0.96 Significant 0.000085

HMVFLGGAVLADIMK 8 5031571 2xTMT6plex [N-Term; K15]; 2xOxidation [M2; M14] 0.99 0.849 1.008 5.943615437 39.11 0 2092.16991 4 519.7988892 -0.611065723 -0.00031717 82.923922
HMVFLGGAVLADIMK 16 5031571 2xTMT6plex [N-Term; K15]; 1xOxidation [M] 0.948 0.956 0.959 5.670563698 55.75 0 2076.174995 4 519.7988892 -0.611065723 -0.00031717 82.923922HMVFLGGAVLADIMK 6 5031571 2xTMT6plex [N-Term; K15] 0.959 1.05 1.071 5.876090527 51.44 0 2060.18008 4 519.7988892 -0.611065723 -0.00031717 82.923922DLMVGDEASELR 18 5031571 1xTMT6plex [N-Term] 1.015 0.925 0.928 5.048240185 62.18 0 1563.788588 2 782.3977051 -0.290789787 -0.000227367 48.66809406GYAFNHSADFETVR 12 5031571 1xTMT6plex [N-Term] 0.89 0.935 0.794 4.548663616 49.94 0 1842.897227 2 921.9510498 -1.30471227 -0.001202225 43.09329797LALETTVLVESYTLPDGR 16 5031571 1xTMT6plex [N-Term] 0.893 0.909 0.918 5.843585968 45.98 0 2206.21683 3 736.0769043 -0.303845645 -0.00022345 94.08926645LCYVGYNIEQEQK 14 5031571 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.072 1.249 1.296 5.051468372 61.5 0 2102.099247 2 1051.551147 -2.01182134 -0.002114524 59.33311833

ILLTEPPMNPTK 24 5031571 2xTMT6plex [N-Term; K12] 0.91 0.953 0.918 4.352261543 50.01 0 1812.070513 2 906.5385742 -0.353983189 -0.000320721 71.17272742DLMVGDEASELR 12 5031571 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.854 0.847 0.885 2.677047729 47.15 0 1579.783503 2 782.3977051 -0.290789787 -0.000227367 48.66809406ILLTEPPMNPTK 14 5031571 2xTMT6plex [N-Term; K12]; 1xOxidation [M8] 0.895 0.823 0.864 3.282407761 39.81 0 1828.065428 2 906.5385742 -0.353983189 -0.000320721 71.17272742DKDNFWMTR 10 5031571 2xTMT6plex [N-Term; K2] 1.002 0.989 0.911 3.183865309 5.79 1 1670.872482 3 557.6286621 -0.627918579 -0.000349724 46.75387368VGNIEIK 6 5031571 2xTMT6plex [N-Term; K7] 0.986 0.952 0.968 2.703082561 18.6 0 1230.782194 2 615.8948364 0.16425454 0.000101081 57.85654471
171846268 TSFM elongation factor Ts, mitochondrial isoform 2 precursor 10102 NP_005717.3 50.46153846 1 13 13 80 325 35.368 8.38 1.03 1.17 1.15 1.12 Significant 0.00153



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

FQLLVQQVALGTMMHCQTLK 8 171846268 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C16] 1.477 1.806 1.499 7.162410259 54.76 0 2804.538939 3 935.5180054 0.186787666 0.000174618 107.6384875
EGSLKDQLALAIGK 6 171846268 3xTMT6plex [N-Term; K5; K14] 0.813 1.3 1.888 4.65975666 29.14 1 2130.310116 3 710.7747803 -0.153968047 -0.000109333 74.50214524LGQHVVGMAPLSVGSLDDEPGGEAETK 2 171846268 2xTMT6plex [N-Term; K27]; 1xOxidation [M8] 0.682 5.936567307 42.47 0 3167.629464 3 1056.546265 -1.648991698 -0.001741132 59.2952238MLSQPYLLDPSITLGQYVQPQGVSVVDFVR 10 171846268 1xTMT6plex [N-Term] 1.11 1.106 6.956665039 59.86 0 3578.913007 3 1193.638916 -3.020965613 -0.003603924 112.0921586MLSQPYLLDPSITLGQYVQPQGVSVVDFVR 8 171846268 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.982 3.43 5.573462963 30.28 0 3594.907922 3 1193.638916 -3.020965613 -0.003603924 112.0921586GFLNSSELSGLPAGPDR 8 171846268 1xTMT6plex [N-Term] 1.071 1.137 1.043 5.865736485 61.95 0 1946.018071 2 973.5128784 0.210412197 0.000204733 65.43814595FECGEGEEAAETE 6 171846268 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.21 1.523 4.2186203 65.67 0 1686.700227 2 843.8533325 -0.497154695 -0.000419275 34.1957197

ALETCGGDLK 6 171846268 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.015 1.114 1.227 4.564902782 53.69 0 1521.8347 2 761.420166 -1.080707878 -0.000822329 40.25789948
KALETCGGDLK 2 171846268 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C6] 1.123 3.587003946 22.33 1 1879.092595 3 627.0300293 -9.079057317 -0.005686796 40.33936857

DQLALAIGK 6 171846268 2xTMT6plex [N-Term; K9] 0.831 0.946 0.933 3.933202744 53.83 0 1386.872072 2 693.93927 -0.582758103 -0.000404105 60.36864178QAEIWLHK 6 171846268 2xTMT6plex [N-Term; K8] 1.066 1.214 1.189 3.31763196 29 0 1482.883305 3 494.9658203 -0.267952642 -0.000132447 50.34735774DQPSAYSK 8 171846268 2xTMT6plex [N-Term; K8] 1.19 1.351 1.186 2.90626049 32.08 0 1353.741451 2 677.3742065 -0.232624969 -0.000157457 22.37532626LGENMILK 2 171846268 2xTMT6plex [N-Term; K8] 0.723 2.7429533 17.51 0 1375.838329 2 688.4219971 -1.171052835 -0.00080559 61.57018532TNLEDVGR 2 171846268 1xTMT6plex [N-Term] 1.063 2.170370102 17.02 0 1132.615967 2 566.8120117 0.688068615 0.000389659 27.267969665031987 PPIF peptidyl-prolyl cis-trans isomerase F, mitochondrial precursor 10105 NP_005720.1 27.53623188 1 7 9 73 207 22.026 9.38 0.87 0.91 0.86 0.88 Significant 0.000301
HVVFGHVK 6 5031987 2xTMT6plex [N-Term; K8] 0.907 0.887 1.042 4.476033688 46.91 0 1380.851611 3 460.9554138 0.055874996 2.57E-05 30.46377689FPDENFTLK 10 5031987 2xTMT6plex [N-Term; K9] 0.802 0.843 0.846 3.704327822 34.12 0 1568.872465 2 784.9383545 -1.933315608 -0.001516563 67.05785932

KIVITDCGQLS 13 5031987 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 0.896 1.055 0.876 2.783346891 39.22 1 1691.976613 2 846.4910278 -1.084037405 -0.000917083 52.9727886
KIESFGSK 4 5031987 3xTMT6plex [N-Term; K1; K8] 1.126 2.812 2.680912971 33.71 1 1582.977154 2 791.9912109 -1.269231836 -0.001004582 40.33209148TDWLDGK 12 5031987 2xTMT6plex [N-Term; K7] 0.972 0.987 1.021 3.007565737 37.11 0 1292.725073 2 646.866333 0.24468128 0.000158153 62.94602264IVITDCGQLS 6 5031987 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.561 0.679 2.762836218 47.87 0 1334.718718 2 667.8632813 0.425280617 0.000283815 58.28116176
ALCTGEK 20 5031987 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.969 0.957 0.953 2.923343658 37.43 0 1236.702229 2 618.8546143 -0.224471476 -0.000138802 27.02410736
IESFGSK 6 5031987 2xTMT6plex [N-Term; K7] 0.808 0.904 0.853 2.79551959 26.68 0 1225.719259 2 613.3633423 0.121145451 7.42E-05 41.2043631EGMDVVK 6 5031987 2xTMT6plex [N-Term; K7] 0.734 0.678 0.976 2.564462185 25.67 0 1235.70698 2 618.3551636 -3.180116019 -0.001964846 35.7386540319924129 RAD50 DNA repair protein RAD50 10111 NP_005723.2 34.14634146 1 44 44 239 1312 153.797 6.89 1.19 1.2 1.18 1.19 Significant 0.0000235 QQLEEQTVELSTEVQSLYR 4 19924129 1xTMT6plex [N-Term] 0.819 1.277 5.685087681 44.99 0 2509.298328 3 837.1050415 0.894147059 0.000747894 83.70751845LIQDQQEQIQHLK 6 19924129 2xTMT6plex [N-Term; K13] 1.307 1.182 0.985 5.174483299 60.42 0 2079.196259 3 693.7363892 -0.791036211 -0.00054824 49.07879926VFQTEAELQEVISDLQSK 14 19924129 2xTMT6plex [N-Term; K18] 1.425 1.197 1.478 6.159262657 49.33 0 2522.375405 3 841.4626465 -0.800284078 -0.000672872 111.5811209LFDVCGSQDFESDLDR 6 19924129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.234 1.244 1.406 3.837484837 28.83 0 2131.980365 2 1066.491943 -1.761142509 -0.001877361 69.93601575SDADENVSASDK 12 19924129 2xTMT6plex [N-Term; K12] 1.125 1.26 0.954 4.190450668 63.34 0 1695.843744 2 848.4240112 -1.767898176 -0.00149904 20.11614632DSLIQSLATQLELDGFER 11 19924129 1xTMT6plex [N-Term] 1.083 1.289 5.788219929 35.16 0 2264.197157 3 755.3974609 -8.53616808 -0.006442522 109.0740876EMGQMQVLQMK 4 19924129 2xTMT6plex [N-Term; K11] 1.534 1.14 4.404370785 57.28 0 1780.952389 2 890.9784546 -1.547615944 -0.001378115 61.33325283EQVSPLETTLEK 8 19924129 2xTMT6plex [N-Term; K12] 1.546 1.369 1.29 3.636008739 53.57 0 1832.041715 2 916.5247192 0.243671614 0.000223208 56.05005939

AMLAGATAVYSQFITQLTDENQSCCPVCQR 13 19924129 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C24; C25; C28] 0.842 100 4.746870518 31.11 0 3648.711624 4 912.9310303 -2.557715493 -0.002333092 111.2498208
ILELDQELIK 8 19924129 2xTMT6plex [N-Term; K10] 1.527 1.165 4.064759731 57.2 0 1672.029694 2 836.5180054 -0.574270789 -0.000480099 84.82076906VCLTDVTIMER 4 19924129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.101 1.208 3.982680321 30.71 0 1565.822866 2 783.4134521 -2.067911509 -0.001618992 64.91271098
NIDQCSEIVK 6 19924129 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.619 1.642 1.347 4.506743908 55.76 0 1663.908928 2 832.4585571 0.546945688 0.000455034 49.78521119
LEENIDNIK 6 19924129 2xTMT6plex [N-Term; K9] 0.933 0.987 0.947 3.679570675 47.67 0 1545.888844 2 773.4481201 0.077518106 5.99E-05 51.28857663GQDIEYIEIR 8 19924129 1xTMT6plex [N-Term] 1.707 1.568 1.22 4.177321911 51.84 0 1464.789575 2 732.8971558 -1.733843964 -0.001269858 52.08078193TVQQVNQEK 6 19924129 2xTMT6plex [N-Term; K9] 1.089 0.999 1.376 4.287117004 44.41 0 1531.884427 2 766.4452515 -0.783877877 -0.000600405 23.79423127HSDELTSLLGYFPNKK 2 19924129 3xTMT6plex [N-Term; K15; K16] 1.531 5.135556698 8.19 1 2536.437835 4 634.8643188 -0.942108394 -0.0005974 74.52729565SYENELDPLK 6 19924129 2xTMT6plex [N-Term; K10] 1.571 1.327 1.34 3.516838312 39.77 0 1665.909973 2 833.4585571 -0.08131423 -6.77E-05 53.17167618SELLVEQGR 6 19924129 1xTMT6plex [N-Term] 1.258 1.106 1.801 3.465783358 26.35 0 1259.715681 2 630.3604126 -1.693171498 -0.001066457 31.30528576ELASSEQNK 4 19924129 2xTMT6plex [N-Term; K9] 1.068 1.258 3.761385679 35.79 0 1463.810593 2 732.4082642 -0.916634771 -0.00067089 23.6688226WLQDNLTLR 6 19924129 1xTMT6plex [N-Term] 1.229 1.198 1.038 4.012861252 31.36 0 1387.789515 2 694.3984375 0.059987483 4.16E-05 63.61325997EAQLTSSK 4 19924129 2xTMT6plex [N-Term; K8] 1.436 1.29 3.585203648 45.03 0 1321.772751 2 661.3897095 -0.460877021 -0.000304587 25.69708796GYEEEIIHFK 2 19924129 2xTMT6plex [N-Term; K10] 1.248 3.241253376 22.07 0 1722.946693 3 574.9865112 -0.993964933 -0.00057085 67.1149994FDEIFSATR 6 19924129 1xTMT6plex [N-Term] 1.18 1.096 1.157 2.973359823 17.18 0 1314.689132 2 657.8491211 1.394373358 0.000916584 63.699973QLEDWLHSK 6 19924129 2xTMT6plex [N-Term; K9] 1.19 1.257 1.23 2.670326233 12.38 0 1613.905163 3 538.6392822 -1.158153748 -0.00062305 59.92076111LQGIDLDR 6 19924129 1xTMT6plex [N-Term] 1.099 1.147 1.138 3.13221693 32.46 0 1158.668003 2 579.8369751 -1.147442308 -0.000664752 46.38014454TLDQAIMK 6 19924129 2xTMT6plex [N-Term; K8] 1.07 1.037 1.224 3.514625788 33.5 0 1377.817593 2 689.413147 1.033580439 0.000712043 49.61824359NSNVETLK 2 19924129 2xTMT6plex [N-Term; K8] 0.771 3.163992167 23.47 0 1362.799301 2 681.9039917 1.031838244 0.000703094 31.17926998NIHGYMK 6 19924129 2xTMT6plex [N-Term; K7] 1.256 1.246 1.185 2.941161394 19.07 0 1320.749848 3 440.9215088 0.094648648 4.17E-05 31.33119899KIAQQAAK 4 19924129 3xTMT6plex [N-Term; K1; K8] 1.215 1.109 2.927345514 10.9 1 1545.009123 3 515.6737061 -1.655890505 -0.000852789 25.69732124TTELVNK 6 19924129 2xTMT6plex [N-Term; K7] 0.994 1.271 1.172 2.736546278 30.64 0 1262.772023 2 631.888916 -1.162409939 -0.000733929 32.99624154TQMEMLTK 4 19924129 2xTMT6plex [N-Term; K8] 1.224 1.213 2.964596748 29.9 0 1439.800229 2 720.4041138 0.501680058 0.00036116 48.11649085EYQMELK 6 19924129 2xTMT6plex [N-Term; K7] 1.098 1.123 1.135 3.154566765 33.29 0 1398.770309 2 699.8889771 0.263654126 0.000184396 46.24129952
SMVCTQK 6 19924129 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.514 1.109 1.244 3.377505541 23.58 0 1311.716499 2 656.3617554 -0.202199037 -0.000132614 41.36839759
IAQQAAK 4 19924129 2xTMT6plex [N-Term; K7] 1.067 1.106 2.825381517 22.12 0 1187.751228 2 594.3793335 0.136436136 8.10E-05 24.41776707STESELK 6 19924129 2xTMT6plex [N-Term; K7] 1.262 1.32 0.949 2.417538643 23.86 0 1251.719653 2 626.3636475 0.291584361 0.000182491 23.17646717LDTVSSK 4 19924129 2xTMT6plex [N-Term; K7] 1.287 1.367 2.692515135 33.36 0 1207.729824 2 604.3693237 1.280684559 0.00077336 31.52620616NEELKEVEEER 3 19924129 2xTMT6plex [N-Term; K5] 0.386 1.970044494 2 1 1861.990742 3 621.3338013 -2.090183005 -0.0012973 34.26372501KEEQLSSYEDK 1 19924129 3xTMT6plex [N-Term; K1; K11] 0.902 2.732682467 1 2043.121312 3 681.7116089 -0.508207632 -0.00034611 48.41362715DLDIYYK 2 19924129 2xTMT6plex [N-Term; K7] 1.296 2.971669912 30.31 0 1387.787339 2 694.3970337 -0.395015268 -0.000274099 55.35391199SFGIEDKDK 1 19924129 3xTMT6plex [N-Term; K7; K9] 0.739 2.433950186 1 1725.999012 3 576.0033569 -2.024577763 -0.001164806 52.60132317LQLQADR 5 19924129 1xTMT6plex [N-Term] 0.941 1.151 1.122 2.296561003 11.85 0 1072.631224 2 536.8188477 -0.750497918 -0.000402504 30.6537661LKEEIEK 8 19924129 3xTMT6plex [N-Term; K2; K7] 1.018 1.213 2.294874907 8.94 1 1575.99247 2 788.4988403 -1.310961808 -0.001033033 51.79654759QDIDTQK 2 19924129 2xTMT6plex [N-Term; K7] 1.306 1.81487155 3.23 0 1305.741451 2 653.3734131 -1.456512025 -0.000950914 21.91487276DKADKDEQIR 3 19924129 3xTMT6plex [N-Term; K2; K5] 1.163 1.481 1.247 2.737339497 2 1905.100851 4 477.0302124 -0.961330012 -0.000457858 22.5039530611342680 ACTR1B beta-centractin 10120 NP_005726.1 39.36170213 1 4 10 80 376 42.267 6.4 0.95 0.89 1.05 0.96 Significant 0.00234 TTGVVLDSGDGVTHAVPIYEGFAMPHSIMR 6 11342680 1xTMT6plex [N-Term] 1.748 1.593 1.918 9.398200035 52.2 0 3386.707447 4 847.4332275 1.072701527 0.000908232 78.48687656VMAGALEGDIFIGPK 28 11342680 2xTMT6plex [N-Term; K15] 0.937 1.048 1.045 4.73743248 68.31 0 1976.129091 2 988.5675049 -0.686976565 -0.000678777 86.57454652APELLFQPDLVGDESEGLHEVVAFAIHK 6 11342680 2xTMT6plex [N-Term; K28] 0.85 0.867 1.032 6.007126331 24.63 0 3518.893541 4 880.4788818 0.044503691 3.92E-05 109.249165DQLQTFSEEHPVLLTEAPLNPSK 6 11342680 2xTMT6plex [N-Term; K23] 0.861 0.852 6.12881279 49.69 0 3051.640286 3 1017.883301 -1.617941758 -0.001645792 75.03619576

ACYLSINPQK 12 11342680 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.875 0.778 0.759 3.480176449 32.51 0 1651.924184 3 551.3103638 -4.628367017 -0.00254857 50.19322749
ACYLSINPQKDEALETEK 4 11342680 3xTMT6plex [N-Term; K10; K18]; 1xCarbamidomethyl [C2] 2.087 0.931 4.386314869 15.26 1 2796.505657 3 932.8398438 -0.242731495 -0.000226267 59.61551756

AGFAGDQIPK 12 11342680 2xTMT6plex [N-Term; K10] 0.875 0.891 0.853 3.268728495 48.01 0 1461.846585 2 731.4261475 -1.071821175 -0.000783419 43.77859496IWQYVYSK 8 11342680 2xTMT6plex [N-Term; K8] 1.128 1.111 1.125 3.947983265 35.62 0 1544.887722 2 772.9464111 -1.408545323 -0.001088022 71.09256752KEYEEDGSR 6 11342680 2xTMT6plex [N-Term; K1] 0.953 0.965 1.125 2.905862093 10.91 1 1570.811322 3 524.2751465 -0.277249641 -0.000145169 17.07407516DWNDMER 6 11342680 1xTMT6plex [N-Term] 1.143 1.049 1.07 2.547344208 20.28 0 1194.541088 2 597.7747803 1.001143357 0.000597953 29.480145095031569 ACTR1A alpha-centractin 10121 NP_005727.1 47.07446809 1 10 16 130 376 42.587 6.64 0.99 1.01 0.99 1 Significant 0.0000447 TTGVVLDSGDGVTHAVPIYEGFAMPHSIMR 6 5031569 1xTMT6plex [N-Term] 1.748 1.593 1.918 9.398200035 52.2 0 3386.707447 4 847.4332275 1.072701527 0.000908232 78.48687656DQLQTFSEEHPVLLTEAPLNPR 12 5031569 1xTMT6plex [N-Term] 1.349 1.158 1.021 8.474954605 64.53 0 2763.451474 3 921.8207397 -1.37803459 -0.001269377 72.25566838TLFSNIVLSGGSTLFK 16 5031569 2xTMT6plex [N-Term; K16] 1.094 1.028 0.948 5.359629154 57.94 0 2142.257462 3 714.7568359 -0.703770451 -0.000502552 103.3489161VMAGALEGDIFIGPK 28 5031569 2xTMT6plex [N-Term; K15] 0.937 1.048 1.045 4.73743248 68.31 0 1976.129091 2 988.5675049 -0.686976565 -0.000678777 86.57454652
ACYLSINPQKDETLETEK 10 5031569 3xTMT6plex [N-Term; K10; K18]; 1xCarbamidomethyl [C2] 1.201 1.141 100 5.39901495 25.9 1 2826.516221 3 942.8430786 -0.544440589 -0.000512957 58.41372864

ACYLSINPQK 12 5031569 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.875 0.778 0.759 3.480176449 32.51 0 1651.924184 3 551.3103638 -4.628367017 -0.00254857 50.19322749AQYYLPDGSTIEIGPSR 2 5031569 1xTMT6plex [N-Term] 1.225 2.911147594 14.88 0 2096.08615 2 1048.5448 -1.825908074 -0.00191363 63.52269877EGYDFHSSSEFEIVK 2 5031569 2xTMT6plex [N-Term; K15] 0.897 3.83079052 16.94 0 2232.122485 3 744.7116089 -0.990711692 -0.00073713 59.30736618AGFAGDQIPK 12 5031569 2xTMT6plex [N-Term; K10] 0.875 0.891 0.853 3.268728495 48.01 0 1461.846585 2 731.4261475 -1.071821175 -0.000783419 43.77859496KEGYDFHSSSEFEIVK 2 5031569 3xTMT6plex [N-Term; K1; K16] 1.088 4.65759325 6.64 1 2589.38038 4 648.0999756 -0.891061147 -0.000576824 53.85460451YPMEHGIVK 12 5031569 2xTMT6plex [N-Term; K9] 0.952 0.979 1.056 4.230448723 32.17 0 1531.870691 3 511.2953796 0.583760771 0.000298082 50.85544466EYEEDGAR 6 5031569 1xTMT6plex [N-Term] 0.761 1.027 0.938 3.117903948 51.13 0 1197.558512 2 599.2830811 0.311750425 0.00018667 15.74031648KEYEEDGAR 6 5031569 2xTMT6plex [N-Term; K1] 1.109 1.103 0.965 3.028543472 16.56 1 1554.816407 3 518.9435425 -0.214120839 -0.000110973 17.58429657IWQYVYSK 8 5031569 2xTMT6plex [N-Term; K8] 1.128 1.111 1.125 3.947983265 35.62 0 1544.887722 2 772.9464111 -1.408545323 -0.001088022 71.09256752DETLETEK 4 5031569 2xTMT6plex [N-Term; K8] 1.043 1.264 3.543523073 29.89 0 1422.772811 2 711.888916 -1.585340072 -0.001127789 28.13568195DWNDMER 6 5031569 1xTMT6plex [N-Term] 1.143 1.049 1.07 2.547344208 20.28 0 1194.541088 2 597.7747803 1.001143357 0.000597953 29.48014509187761373 ARIH1 E3 ubiquitin-protein ligase ARIH1 25820 NP_005735.2 12.20825853 1 5 5 22 557 64.076 5.08 1.02 1.07 0.85 0.98 Significant 0.00458
IMEEGMGQTISCPAHGCDILVDDNTVMR 2 187761373 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C17] 1.054 6.241102695 49.14 0 3378.545804 3 1126.853271 -0.160550398 -0.000180809 66.17195206

DISQDSLQDIK 2 187761373 2xTMT6plex [N-Term; K11] 0.701 3.677997828 44.78 0 1719.9529 2 860.479187 -1.048329034 -0.000901538 51.49780714EVNEVIQNPATITR 6 187761373 1xTMT6plex [N-Term] 0.704 1.04 0.94 4.26171875 43.55 0 1813.001692 2 907.0040283 -0.503275523 -0.00045622 47.79342765DLWEYIED 6 187761373 1xTMT6plex [N-Term] 1.029 1.05 1.12 2.427657843 42.33 0 1311.630614 2 656.3187866 -0.242315031 -0.000158914 79.99057702YNEDDAK 6 187761373 2xTMT6plex [N-Term; K7] 1.167 1.136 0.971 2.187712431 20 0 1312.678517 2 656.8428345 -0.094802106 -6.22E-05 21.82279567
5031977 NAMPT nicotinamide phosphoribosyltransferase precursor 10135 NP_005737.1 52.34215886 1 23 23 249 491 55.487 7.15 0.59 0.63 0.62 0.61 Significant 0.000384

GDLEEYGQDLLHTVFK 16 5031977 2xTMT6plex [N-Term; K16] 0.393 0.407 0.526 5.325122356 45.37 0 2322.238183 3 774.7520142 1.423631087 0.001102003 99.21905168DPVPGYSVPAAEHSTITAWGK 16 5031977 2xTMT6plex [N-Term; K21] 0.641 0.649 0.588 5.507121086 47.93 0 2641.402623 3 881.1384888 -0.647228632 -0.000569864 61.91750273YEETVFYGLQYILNK 8 5031977 2xTMT6plex [N-Term; K15] 100 0.726 0.689 4.045455933 37.44 0 2338.273506 3 780.09552 -0.641213016 -0.000499777 112.3470859GTDTVAGLALIK 24 5031977 2xTMT6plex [N-Term; K12] 0.668 0.656 0.624 4.218623161 92.43 0 1616.998729 2 808.9967041 -7.790350513 -0.006298493 70.9026728DVYKEHFQDDVFNEK 10 5031977 3xTMT6plex [N-Term; K4; K15] 0.71 0.807 0.75 4.869543552 22.08 1 2600.359979 3 867.4584961 0.36778033 0.000318787 52.26718452YLLETSGNLDGLEYK 15 5031977 2xTMT6plex [N-Term; K15] 0.566 0.589 0.649 4.528712273 56.4 0 2173.179271 2 1087.093506 0.213368845 0.000231844 73.40615502VIQGDGVDINTLQEIVEGMK 2 5031977 2xTMT6plex [N-Term; K20]; 1xOxidation [M19] 0.605 5.242997169 64.52 0 2632.426789 4 654.8633423 -0.12786856 -8.36E-05 106.3873556VIQGDGVDINTLQEIVEGMK 20 5031977 2xTMT6plex [N-Term; K20] 0.583 0.593 0.704 6.019212246 67.07 0 2616.431874 4 654.8633423 -0.12786856 -8.36E-05 106.3873556GVSSQETAGIGASAHLVNFK 6 5031977 2xTMT6plex [N-Term; K20] 0.72 0.58 0.725 7.087242126 72.5 0 2431.334543 3 811.1158447 -0.64253614 -0.00052074 68.12757661STQAPLIIRPDSGNPLDTVLK 16 5031977 2xTMT6plex [N-Term; K21] 0.614 0.602 0.668 5.422699451 26.82 0 2693.560186 3 898.5239258 -1.09956936 -0.000987252 80.50451457AVPEGFVIPR 22 5031977 1xTMT6plex [N-Term] 0.596 0.66 0.677 3.555676937 49.23 0 1313.777888 3 438.5971985 -0.643686443 -0.000281887 60.41933451TPAGNFVTLEEGK 6 5031977 2xTMT6plex [N-Term; K13] 0.311 0.388 0.387 4.005995274 35.68 0 1821.015835 3 607.6762085 -0.968059522 -0.000587617 58.20232719EHFQDDVFNEK 2 5031977 2xTMT6plex [N-Term; K11] 0.461 3.697873831 16.75 0 1865.943398 3 622.6522217 -0.689533744 -0.000428877 43.3440616YDGHLPIEIK 12 5031977 2xTMT6plex [N-Term; K10] 0.559 0.599 0.583 3.374702454 29.85 0 1642.956864 3 548.322937 -1.586167538 -0.000868668 56.65748608NAQLNIELEAAHH 2 5031977 1xTMT6plex [N-Term] 0.628 3.89908123 23.01 0 1688.891748 3 563.6348267 -1.078488028 -0.00060715 43.59489169KFPVTENSK 6 5031977 3xTMT6plex [N-Term; K1; K9] 0.62 0.655 0.506 3.750806093 21.84 1 1737.051382 3 579.6880493 -1.028881932 -0.00059574 42.27035475GWNYILEK 12 5031977 2xTMT6plex [N-Term; K8] 0.552 0.527 0.593 3.522933483 42.13 0 1480.856422 2 740.9303589 -2.012630339 -0.001490208 70.33598332
DLLNCSFK 16 5031977 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 0.712 0.818 0.879 3.2420609 38.1 0 1454.807757 2 727.9068604 -0.902550092 -0.000656518 54.77250223
VYSYFECR 8 5031977 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.052 0.679 0.531 3.396598816 30.12 0 1352.650639 2 676.8291016 0.212734162 0.000143877 62.4100677SYSFDEIR 12 5031977 1xTMT6plex [N-Term] 0.634 0.795 0.48 3.163294077 41.91 0 1245.631283 2 623.3186035 -1.086018606 -0.000676389 42.16808855VLEILGK 12 5031977 2xTMT6plex [N-Term; K7] 0.596 0.614 0.612 3.153972149 39.46 0 1229.823331 2 615.4144897 -1.323562313 -0.000813874 75.80402031SYSFDEIRK 2 5031977 2xTMT6plex [N-Term; K9] 0.834 3.194153786 12.92 1 1602.889178 3 534.9682007 0.543175906 0.000290217 42.25283929LLPPYLR 2 5031977 1xTMT6plex [N-Term] 0.52 2.126463413 11.07 0 1100.702932 2 550.8530884 -3.663115696 -0.002016001 64.47391216FPVTENSK 2 5031977 2xTMT6plex [N-Term; K8] 0.643 2.198736668 7.54 0 1379.793487 2 690.4002075 -0.252603698 -0.00017427 43.4294844722538387 AKAP9 A-kinase anchor protein 9 isoform 2 10142 NP_005742.4 1.151778858 1 2 2 9 3907 452.708 4.98 0.74 0.89 1 0.87 Significant 0.00731 LKEELGLILEEK 8 22538387 3xTMT6plex [N-Term; K2; K12] 0.738 0.889 1.025 5.1903615 15.13 1 2101.308719 3 701.1072388 -0.740272665 -0.000518514 92.93416115EDELGSDISALTLRISELESQVVEMHTSLILEK 1 22538387 2xTMT6plex [N-Term; K33]; 1xOxidation [M25] 0.565 1.15301156 1.04 1 4159.209591 3 1387.071899 -2.030705024 -0.002815376 80.271954295031703 G3BP1 ras GTPase-activating protein-binding protein 1 10146 NP_005745.1 55.36480687 1 16 17 216 466 52.132 5.52 1.19 1.28 1.29 1.25 Significant 0.000643 EAGEQGDIEPR 12 5031703 1xTMT6plex [N-Term] 0.855 1.032 1.222 4.169182301 72.32 0 1429.712053 2 715.3596191 -0.063571367 -4.54E-05 18.72242866YQDEVFGGFVTEPQEESEEEVEEPEER 6 5031703 1xTMT6plex [N-Term] 100 4.26415205 36.24 0 3445.528065 3 1149.178345 -2.201070538 -0.00252795 66.88573625

VMSQNFTNCHTK 6 5031703 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.167 1.21 1.219 5.326479435 47.33 0 1924.977358 3 642.329895 -1.156580568 -0.00074213 34.78450236DFFQSYGNVVELR 24 5031703 1xTMT6plex [N-Term] 1.327 1.207 1.144 5.423809052 62.19 0 1802.927465 2 901.9680176 0.717486574 0.000646788 73.5382397QYYTLLNQAPDMLHR 12 5031703 1xTMT6plex [N-Term] 1.312 1.209 1.439 5.481992722 56.65 0 2092.084711 3 698.0320435 -1.497754317 -0.001044476 75.52987795LPNFGFVVFDDSEPVQK 30 5031703 2xTMT6plex [N-Term; K17] 1.322 1.39 1.255 5.103085518 59.76 0 2396.290219 3 799.4347534 -0.21357851 -0.000170599 99.34695835NSSYVHGGLDSNGKPADAVYGQK 2 5031703 3xTMT6plex [N-Term; K14; K23] 1.326 5.573674679 18.35 0 3051.610273 4 763.6525269 -7.207774309 -0.00549883 42.04166283FMQTFVLAPEGSVANK 26 5031703 2xTMT6plex [N-Term; K16] 1.407 1.523 1.456 4.91719532 55.84 0 2197.209132 2 1099.106812 -1.267700505 -0.001392702 83.67920189SSSPAPADIAQTVQEDLR 10 5031703 1xTMT6plex [N-Term] 1.144 1.127 1.308 4.610577106 49.16 0 2114.092692 2 1057.549927 -0.054498261 -5.76E-05 66.55432104NLPPSGAVPVTGIPPHVVK 26 5031703 2xTMT6plex [N-Term; K19] 1.338 1.283 1.284 6.488055229 64.38 0 2337.405858 3 779.8065186 -0.365925299 -0.000285105 66.25207814TFSWASVTSK 20 5031703 2xTMT6plex [N-Term; K10] 1.216 1.325 1.133 4.615541935 62.05 0 1571.883365 2 786.4440308 -1.641099219 -0.001289808 70.6730131HPDSHQLFIGNLPHEVDKSELK 8 5031703 3xTMT6plex [N-Term; K18; K22] 1.38 1.483 7.329717636 17.26 1 3227.778007 6 538.8010254 -2.552113631 -0.001372943 54.22526209
KVMSQNFTNCHTK 2 5031703 3xTMT6plex [N-Term; K1; K13]; 1xCarbamidomethyl [C10] 1.159 2.438099623 9.2 1 2282.235253 4 571.3146362 0.640548284 0.00036547 47.40179123

VMEKPSPLLVGR 2 5031703 2xTMT6plex [N-Term; K4] 1.12 1.841 7.38 0 1784.086832 3 595.3668823 -0.413846081 -0.000246112 55.78668994FYVHNDIFR 14 5031703 1xTMT6plex [N-Term] 1.077 1.185 1.326 3.864157915 41.75 0 1439.7633 3 480.5920715 -1.13842351 -0.000546353 50.99202116VLSNRPIMFR 10 5031703 1xTMT6plex [N-Term] 1.208 1.262 1.43 4.30206728 25.75 0 1461.856155 3 487.9567566 -0.29989586 -0.000146135 48.21240738VPASQPRPESKPESQIPPQRPQR 6 5031703 2xTMT6plex [N-Term; K11] 1.066 1.262 1.184 5.376955509 0 3067.71652 5 614.3495483 0.689437634 0.000423 30.815982742542392 CEBPZ CCAAT/enhancer-binding protein zeta 10153 NP_005751.2 27.22960152 1 22 22 110 1054 120.898 5.94 1.32 1.36 1.49 1.39 Significant 0.00136 ELLITDLLPDNR 12 42542392 1xTMT6plex [N-Term] 1.589 1.5 1.526 4.603973866 59.82 0 1640.942052 2 820.9741211 -0.662334479 -0.000543426 85.58645216TILQGNYIQYSGDPLQDFTLMR 4 42542392 1xTMT6plex [N-Term] 2.178 1.118 4.943993092 37.32 0 2802.433381 3 934.8151245 -0.913836119 -0.000853655 97.33316624
ASHLLETLLCK 12 42542392 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.612 1.371 1.672 5.079270363 54.3 0 1743.023898 2 872.0145264 -1.217221191 -0.001060823 80.66380289

NPLFCGAENTSLWELK 2 42542392 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 1.414 4.684065819 37.61 0 2337.231324 3 779.748291 -0.429680672 -0.000334754 86.75359827
ALTVAHELLCNKPEEEK 6 42542392 3xTMT6plex [N-Term; K12; K17]; 1xCarbamidomethyl [C10] 1.409 1.302 1.174 5.032178402 15.11 0 2668.494698 4 667.8803711 1.857307419 0.001239054 63.94907511

GAIDDLQQGELEAFIQNLNLAK 4 42542392 2xTMT6plex [N-Term; K22] 1.295 1.202 6.314127445 73.72 0 2858.566393 3 953.5271606 0.187276949 0.000178448 111.973858KLETEETVPETDVETK 6 42542392 3xTMT6plex [N-Term; K1; K16] 1.897 2.093 1.67 5.322249413 23.31 1 2535.40084 3 845.8039551 -1.391636213 -0.001176119 45.18809838QAMFLNLVYK 2 42542392 2xTMT6plex [N-Term; K10] 1.45 3.814201593 48.1 0 1684.986055 2 842.9976807 1.20430559 0.001014619 84.92360229LILWYFEHQLK 4 42542392 2xTMT6plex [N-Term; K11] 0.714 1.677 3.871217012 22.69 0 1948.146061 3 650.0531616 -0.57997023 -0.000376622 105.9538352MLSALLTGVNR 6 42542392 1xTMT6plex [N-Term] 1.735 1.632 1.059 3.950853348 33.47 0 1403.824186 2 702.4144897 -1.768880916 -0.001241599 84.19493496GVVSGEVER 12 42542392 1xTMT6plex [N-Term] 1.385 1.605 1.878 3.226111174 45.6 0 1160.647268 2 580.8269653 -0.528649793 -0.000306788 23.05332646ALLVQVVNK 6 42542392 2xTMT6plex [N-Term; K9] 1.663 1.386 3.544330359 51.45 0 1441.950656 2 721.4787598 -0.286687168 -0.000206694 67.00463372
GKENTDSVVMQPK 7 42542392 3xTMT6plex [N-Term; K2; K13]; 1xOxidation [M10] 1.528 1.26 1.413 3.97414279 15.54 1 2136.193766 3 712.7358398 -0.374164911 -0.00026643 27.3909115
LSVHFHPSVALFAK 2 42542392 2xTMT6plex [N-Term; K14] 1.222 3.986218691 9.51 0 2011.189323 4 503.5529785 0.378359457 0.000190238 69.69268081LEQLSSGNK 6 42542392 2xTMT6plex [N-Term; K9] 1.118 0.912 1.229 3.642760515 29.89 0 1433.836414 2 717.4209595 -1.235855548 -0.000886007 37.98259104EESQIPVDEVFFHR 6 42542392 1xTMT6plex [N-Term] 1.471 1.542 1.31 3.748436451 27.16 0 1960.996607 3 654.3360596 -1.520450903 -0.000993866 62.19171124KGTDDFDFAGSFQGPR 2 42542392 2xTMT6plex [N-Term; K1] 1.488 4.010223866 9 1 2203.118403 3 735.0443726 0.073493908 5.40E-05 58.10054098AYPYSQTGDDK 2 42542392 2xTMT6plex [N-Term; K11] 0.911 3.639142513 28.92 0 1702.868837 2 851.9378662 -0.223592162 -0.000190374 44.35031687EPLEFHAK 4 42542392 2xTMT6plex [N-Term; K8] 1.28 1.25 2.826871634 20.61 0 1428.825121 3 476.9470215 0.972654459 0.000463251 40.71673106AYPYSQTGDDKVR 2 42542392 2xTMT6plex [N-Term; K11] 2.047 3.317543268 6.94 1 1958.038361 3 653.3499146 -1.619466564 -0.001056993 31.08737639FTDADKETEIVK 2 42542392 3xTMT6plex [N-Term; K6; K12] 1.359 1.235 2.382973671 1 2083.188997 3 695.0673828 -0.673099033 -0.000467398 50.01761963WYDLEYSNEYSLKPQPQDVVSK 1 42542392 3xTMT6plex [N-Term; K13; K22] 0.987 2.813628674 0 3375.771584 4 844.6976929 -0.782747161 -0.000660594 75.263668615032179 TRIM28 transcription intermediary factor 1-beta 10155 NP_005753.1 65.86826347 1 32 32 388 835 88.493 5.77 1.27 1.31 1.26 1.28 Significant 0.000142

EEETEAAIGAPPTATEGPETKPVLMALAEGPGAEGPR 8 5032179 2xTMT6plex [N-Term; K21] 1.049 1.073 8.953832626 31.63 0 4132.116025 4 1033.783691 -0.747555243 -0.000772246 80.21580672
STAPSAAASASASAAASSPAGGGAEALELLEHCGVCR 4 5032179 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C33; C36] 1.918 1.706 10.21211433 41.45 0 3671.759102 4 918.6934204 -1.974568367 -0.001812535 73.05553633LSPPYSSPQEFAQDVGR 20 5032179 1xTMT6plex [N-Term] 0.986 0.858 1.293 5.642328262 72.61 0 2107.065749 2 1054.037354 0.797911148 0.000840626 62.5894319HEPLVLFCESCDTLTCR 16 5032179 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C8; C11; C16] 1.797 2.292 2.337 5.20485878 43.66 0 2366.114039 3 789.3752441 -1.208618045 -0.000953243 61.3550809

AATDAQDANQCCTSCEDNAPATSYCVECSEPLCETCVEAHQR 6 5032179 1xTMT6plex [N-Term]; 7xCarbamidomethyl [C11; C12; C15; C25; C28; C33; C36] 100 2.203 5.476250648 43.16 0 5095.047059 4 1274.5177 0.375266652 0.000478 44.91488783
VLLALFCHEPCRPLHQLATDSTFSLDQPGGTLDLTLIR 4 5032179 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C11] 100 4.27 7.854205132 33.63 0 4534.37879 5 907.6798706 -1.884166068 -0.001708705 106.1212273VFPGSTTEDYNLIVIER 34 5032179 1xTMT6plex [N-Term] 1.245 1.171 1.092 6.255529881 70.93 0 2182.159315 2 1091.583496 0.183495997 0.000200209 77.86687006LLPCLHSACSACLGPAAPAAANSSGDGGAAGDGTVVDCPVCK 2 5032179 2xTMT6plex [N-Term; K42]; 5xCarbamidomethyl [C4; C9; C12; C38; C41] 1.12 3.568913698 2.47 0 4570.165729 4 1143.293457 -3.004393235 -0.003432644 69.37381534

FSAVLVEPPPMSLPGAGLSSQELSGGPGDGP 38 5032179 1xTMT6plex [N-Term] 1.489 1.142 1.29 4.190944672 24.06 0 3179.613196 3 1060.541748 -0.787822047 -0.00083499 101.1118908ADVQSIIGLQR 16 5032179 1xTMT6plex [N-Term] 1.36 1.149 1.123 3.793883085 49.05 0 1428.837194 2 714.9216919 -0.76031821 -0.000543185 56.48529887LTEDKADVQSIIGLQR 7 5032179 2xTMT6plex [N-Term; K5] 0.882 2.005 1.942 6.0097785 27.17 1 2244.296367 3 748.7714233 1.492659161 0.001116657 67.33895633GAAAAATGQPGTAPAGTPGAPPLAGMAIVK 12 5032179 2xTMT6plex [N-Term; K30] 0.866 0.92 0.911 7.989680767 70.52 0 3030.681046 3 1010.895996 -2.511280017 -0.002536963 74.87967153IVAERPGTNSTGPAPMAPPR 10 5032179 1xTMT6plex [N-Term] 1.107 0.969 0.783 6.059266567 30.29 0 2248.206951 3 750.0741577 0.431038847 0.000323022 42.59409057FASWALESDNNTALLLSK 18 5032179 2xTMT6plex [N-Term; K18] 1.453 1.528 1.533 4.746496201 57.37 0 2438.333146 3 813.446228 -3.697340531 -0.003005116 93.44689073SGEGEVSGLMR 10 5032179 1xTMT6plex [N-Term] 1.239 1.311 1.047 4.57012701 70.93 0 1350.68848 2 675.8469849 -1.323261036 -0.000893657 34.43899445LDLDLTADSQPPVFK 22 5032179 2xTMT6plex [N-Term; K15] 1.162 1.252 1.176 5.173620701 45.06 0 2117.189442 3 706.4007568 -0.814736817 -0.000574984 83.23133445
LASPSGSTSSGLEVVAPEGTSAPGGGPGTLDDSATICR 6 5032179 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C37] 1.549 1.16 9.956612587 80.68 0 3787.849356 4 947.7164917 -1.377914652 -0.001304833 64.21792526

FSAVLVEPPPMSLPGAGLSSQELSGGPGDGP 4 5032179 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.957 1.607 2.760584116 7.52 0 3195.608111 3 1060.541748 -0.787822047 -0.00083499 101.1118908EEDGSLSLDGADSTGVVAK 6 5032179 2xTMT6plex [N-Term; K19] 1.492 1.252 0.721 3.809242964 45.38 0 2308.192021 2 1154.59729 -2.043721594 -0.002358651 51.06856755FQWDLNAWTK 14 5032179 2xTMT6plex [N-Term; K10] 1.403 1.515 1.436 4.38310194 38.96 0 1766.963012 2 883.9841919 -1.077906512 -0.00095231 84.71278387DIVENYFMR 10 5032179 1xTMT6plex [N-Term] 1.063 1.741 1.2 3.613672495 50.6 0 1415.719052 2 708.3631592 -0.007466612 -5.29E-06 61.05109997MNEAFGDTK 6 5032179 2xTMT6plex [N-Term; K9] 1.105 1.24 1.024 3.290014029 38.53 0 1470.766286 2 735.8863525 -0.582983091 -0.000428716 39.64416861IVAERPGTNSTGPAPMAPPR 7 5032179 1xTMT6plex [N-Term]; 1xOxidation [M16] 0.839 1.531 0.941 3.158799171 21.93 0 2264.201866 3 750.0741577 0.431038847 0.000323022 42.59409057KLIYFQLHR 14 5032179 2xTMT6plex [N-Term; K1] 1.895 1.945 1.984 4.62369585 19.03 1 1676.041203 4 419.7654419 -0.754696169 -0.000316225 55.42936773
TVYCNVHK 10 5032179 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.292 1.368 1.312 3.875449181 33.59 0 1478.818991 3 493.6109314 -0.506877821 -0.00024986 26.09859222
VLVNDAQK 14 5032179 2xTMT6plex [N-Term; K8] 1.195 1.268 1.287 3.598625183 47.54 0 1344.825121 2 672.9159546 -0.363534488 -0.000244445 36.19703469SGEGEVSGLMR 6 5032179 1xTMT6plex [N-Term]; 1xOxidation [M10] 1.337 1.298 1.107 2.74958086 42.13 0 1366.683395 2 675.8469849 -1.323261036 -0.000893657 34.43899445MAILQIMK 6 5032179 2xTMT6plex [N-Term; K8] 1.132 1.524 1.144 3.557538748 39.46 0 1405.86752 2 703.4360352 -1.939505295 -0.001363344 83.28838511LIYFQLHR 12 5032179 1xTMT6plex [N-Term] 1.332 1.289 1.052 3.605171919 41.89 0 1318.783308 3 440.2658691 -0.192198463 -8.45E-05 59.07453433VTEGQQER 6 5032179 1xTMT6plex [N-Term] 1.298 1.105 1.325 3.33864069 35.74 0 1175.621781 2 588.31427 -0.440372019 -0.000258855 16.50446683DCQLNAHK 7 5032179 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.264 1.095 1.198 3.755413771 28.82 0 1443.777854 3 481.930603 -0.414286704 -0.000199379 29.02131526

LLASLVK 12 5032179 2xTMT6plex [N-Term; K7] 1.029 1.139 1.158 3.235600948 41.27 0 1201.828416 2 601.4181519 0.508451064 0.000305535 75.01146847QVSDVQK 6 5032179 2xTMT6plex [N-Term; K7] 1.317 1.357 1.331 3.046332359 30.64 0 1261.751622 2 631.3792114 -0.377212463 -0.000237974 24.08347077SAEAFGK 7 5032179 2xTMT6plex [N-Term; K7] 1.319 1.181 1.303 3.042533875 32.29 0 1167.677395 2 584.3421021 -0.400109174 -0.000233599 30.99567888DIVENYFMR 4 5032179 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.365 1.465 2.564021826 26.81 0 1431.713967 2 708.3631592 -0.007466612 -5.29E-06 61.05109997LSPANQR 4 5032179 1xTMT6plex [N-Term] 1.223 1.181 2.671768188 23.98 0 1014.589359 2 507.7974854 -1.640897236 -0.000832418 18.6128624713027640 AASS alpha-aminoadipic semialdehyde synthase, mitochondrial 10157 NP_005754.2 20.41036717 1 15 15 61 926 102.066 6.64 1.04 0.97 0.92 0.98 Significant 0.00127
DAGYEISLGLMPK 2 13027640 2xTMT6plex [N-Term; K13] 1.082 3.177808285 33.66 0 1852.029042 3 618.0142212 -0.50324037 -0.000310672 74.75317977
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VLVLGSGYISEPVLEYLSR 11 13027640 1xTMT6plex [N-Term] 0.887 1.291 0.867 4.324317932 26.34 0 2323.311065 3 775.1079102 -0.812418655 -0.000629167 107.9104394
QLLCDLVGISPSSEHDVLK 4 13027640 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C4] 1.324 1.347 6.322618484 52.5 0 2568.410745 3 856.8085327 0.116836659 0.000100028 83.76041753

AQEANMGLLDEILK 6 13027640 2xTMT6plex [N-Term; K14] 1.073 1.153 4.52908802 39.65 0 2003.124734 3 668.380188 0.637596263 0.000425728 94.03049206VNMVTASYITPALK 2 13027640 2xTMT6plex [N-Term; K14] 0.877 3.172767401 30.57 0 1966.144741 3 656.0516357 -2.231159968 -0.001462261 76.38669537SIGPLTFVFTGTGNVSK 2 13027640 2xTMT6plex [N-Term; K17] 1.05 4.109708786 30.03 0 2183.247626 3 728.4212036 0.655811932 0.000477267 94.75566031EALPAFRPEANPLTWK 6 13027640 2xTMT6plex [N-Term; K16] 1.225 1.143 1.086 4.503083229 20.49 0 2298.301058 3 766.7715454 -0.42438284 -0.00032512 75.17974155MLLDGEIGAK 6 13027640 2xTMT6plex [N-Term; K10] 1.169 0.903 1.02 3.716236115 36.45 0 1504.880922 2 752.9429321 -1.551001248 -0.001167036 64.57711741AEGIIYTTQSTIKP 4 13027640 2xTMT6plex [N-Term; K13] 0.96 0.969 3.504442215 10.26 0 1980.141764 3 660.7194214 0.983318564 0.000649037 62.0914952GITNLGYK 2 13027640 2xTMT6plex [N-Term; K8] 1.317 2.809710503 26.65 0 1323.803658 2 662.4053345 -0.200509106 -0.000132717 45.58477777NSSQAVQAVR 1 13027640 1xTMT6plex [N-Term] 1.01 0.706494153 20.68 0 1288.717078 2 644.8612671 -1.412955833 -0.00091045 25.45944905LGFLVAK 4 13027640 2xTMT6plex [N-Term; K7] 1.114 0.941 2.162768364 22.4 0 1205.802201 2 603.4049683 0.380330569 0.000229302 73.47701786TVGLPTAMAAK 2 13027640 2xTMT6plex [N-Term; K11] 1.128 3.352726698 23.93 0 1517.912556 2 759.4579468 -2.595185933 -0.001969633 55.77666399EVSQTGDLR 3 13027640 1xTMT6plex [N-Term] 1.41 2.908596992 16.28 0 1233.663646 2 617.3352661 -0.316377514 -0.000195152 20.09703274LSYGPEEK 6 13027640 2xTMT6plex [N-Term; K8] 0.745 0.681 0.688 2.622549534 11.24 0 1380.777503 2 690.8920288 -0.522555452 -0.000360766 37.7137184115011918 ATP6AP2 renin receptor precursor 10159 NP_005756.2 13.71428571 1 4 4 20 350 38.983 6.1 0.93 0.91 1.01 0.95 Significant 0.00103 FADDMYSLYGGNAVVELVTVK 2 15011918 2xTMT6plex [N-Term; K21] 0.982 4.713620663 41.59 0 2749.452275 3 917.1518555 -4.095998993 -0.003753918 104.4581554NPASPYNLAYK 6 15011918 2xTMT6plex [N-Term; K11] 1.114 1.11 1.227 4.049872875 46.35 0 1695.947027 2 848.4763794 -0.91110802 -0.000772595 51.04553276ILVDALQK 6 15011918 2xTMT6plex [N-Term; K8] 0.844 0.881 0.91 3.508288145 46.71 0 1357.881908 2 679.444458 -0.197855479 -0.000134332 69.91208728SFDTSLIR 6 15011918 1xTMT6plex [N-Term] 0.818 0.799 0.834 2.603343964 18.25 0 1167.657104 2 584.3322144 0.041143018 2.40E-05 48.3962761642542394 LPCAT3 lysophospholipid acyltransferase 5 10162 NP_005759.4 6.36550308 1 3 3 24 487 55.998 8.69 1.72 1.77 1.5 1.66 Significant 0.00248 LVQGELIDIPGK 10 42542394 2xTMT6plex [N-Term; K12] 1.513 1.718 1.541 4.232909679 51.36 0 1740.067142 3 580.6934204 -0.824370219 -0.000478153 74.7733444VWLFETNPR 6 42542394 1xTMT6plex [N-Term] 2.245 1.891 1.831 3.715493441 42.28 0 1390.768051 2 695.887085 -0.832732765 -0.000579069 69.9833761LIQESPTLSK 8 42542394 2xTMT6plex [N-Term; K10] 1.817 1.745 1.429 3.817956924 36.73 0 1573.956529 2 787.4820557 0.193962234 0.000152644 52.92655414
157426877 RCL1 RNA 3'-terminal phosphate cyclase-like protein isoform a 10171 NP_005763.3 29.49061662 1 8 8 40 373 40.817 9.26 0.99 1.06 1.1 1.05 Significant 0.000936

GGCVDSTNQSLALLLMTLGQQDVSK 12 157426877 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C3] 1.465 2.032 1.193 6.930744648 63.36 0 3093.632441 3 1031.883423 1.058414259 0.001091448 109.967745
FIPDIYIYTDHMK 6 157426877 2xTMT6plex [N-Term; K13]; 1xOxidation [M12] 1.257 1.212 3.281200171 35.12 0 2130.13457 3 710.7148438 -2.155901352 -0.001530787 77.93142264VLLGPLSPYTIEFLR 6 157426877 1xTMT6plex [N-Term] 0.517 0.453 3.234855652 21.13 0 1947.151651 2 974.0791016 -0.372182105 -0.000362347 111.0241065DFEASFIR 6 157426877 1xTMT6plex [N-Term] 1.098 1.872 1.589 2.741077423 27.67 0 1213.641454 2 607.324646 0.462560162 0.000280691 54.15374758VLKPIQLTDPGK 1 157426877 3xTMT6plex [N-Term; K3; K12] 1.341 2.605588913 0 1996.277359 3 666.0966187 -1.030058754 -0.000685428 63.14646867GMPPGGGGEVVFSCPVR 2 157426877 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.841 2.306007624 4.19 0 1931.966904 2 966.4866333 -0.473102534 -0.000457009 55.43501619LVLSTLSGRPVK 4 157426877 2xTMT6plex [N-Term; K12] 0.964 0.678 0.891 1.293817878 0.43 0 1728.114761 3 576.7070313 -4.757126196 -0.002740287 106.8868298ATALPLLK 3 157426877 2xTMT6plex [N-Term; K8] 0.829 0.844 1.771787763 16.13 0 1284.86553 3 428.9599609 -0.155819808 -6.67E-05 40.41574754155030230 SORBS3 vinexin isoform 1 10174 NP_005766.3 5.067064083 1 3 3 20 671 75.295 9.45 1.38 1.42 1.29 1.36 Significant 0.000794 AMYQYRPQNEDELELR 4 155030230 1xTMT6plex [N-Term] 1.182 0.837 4.205649853 12.09 0 2284.122946 3 762.0457153 -0.154827001 -0.000117881 49.10139444KVNENWYEGR 4 155030230 2xTMT6plex [N-Term; K1] 1.461 1.311 3.661561012 17.12 1 1752.943339 3 584.9858398 -0.212584595 -0.000124216 34.08156802GDIVYIHK 6 155030230 2xTMT6plex [N-Term; K8] 1.388 1.437 1.347 3.208620787 29.72 0 1402.845857 3 468.2863159 -1.042456722 -0.000487469 52.17535339AMYQYRPQNEDELELR 6 155030230 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.274 1.309 1.224 3.135857344 7.57 0 2300.117861 3 762.0457153 -0.154827001 -0.000117881 49.101394445032033 RBM6 RNA-binding protein 6 isoform 1 10180 NP_005768.1 3.561887801 1 3 4 19 1123 128.565 6.32 1.29 1.2 1.34 1.28 Significant 0.00103 STPPEVIVEVLEPYVR 8 5032033 1xTMT6plex [N-Term] 2.123 100 1.636 4.998933315 29.25 0 2056.152773 3 686.0566406 1.26222868 0.000865112 106.2161818GEFEHSETR 5 5032033 1xTMT6plex [N-Term] 1.232 1.098 1.464 3.08048296 21.83 0 1320.638159 3 440.8826599 -3.583823198 -0.001577645 16.36355055LACLLCR 4 5032033 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 1.561 3.076 2.757277727 20.46 0 1134.632487 2 567.8197021 -0.316422392 -0.000179512 55.89964716DLQDQDYR 2 5032033 1xTMT6plex [N-Term] 1.092 2.890624762 25.5 0 1281.62726 2 641.3157349 -2.393272625 -0.001533642 21.040636375032031 RBM5 RNA-binding protein 5 10181 NP_005769.1 4.662576687 1 3 3 14 815 92.097 6.28 1.3 1.29 1.58 1.39 Significant 0.00464 LSEQELEALELR 6 5032031 1xTMT6plex [N-Term] 1.324 1.111 1.265 4.712378979 60.26 0 1658.916232 2 829.9603271 -1.720329858 -0.001426942 68.52817104GLPITITESDIR 6 5032031 1xTMT6plex [N-Term] 1.316 1.485 1.69 3.873247147 39.27 0 1543.889289 2 772.4489136 0.817363296 0.000630959 65.92215111ESAAADAGFALFEK 2 5032031 2xTMT6plex [N-Term; K14] 1.285 4.076035023 36.27 0 1885.01075 3 629.0068359 -2.543819711 -0.001598376 76.3668811238776833 ALYREF THO complex subunit 4 10189 NP_005773.3 24.62121212 1 5 5 65 264 27.541 11.05 1.28 1.31 1.23 1.27 Significant 0.000336 QLPDKWQHDLFDSGFGGGAGVETGGK 12 238776833 3xTMT6plex [N-Term; K5; K26] 1.478 1.577 1.487 8.29946804 41.35 1 3390.768564 4 848.4486084 1.191300342 0.001009856 73.02136452SLGTADVHFER 16 238776833 1xTMT6plex [N-Term] 1.129 1.112 1.166 5.027225018 61.6 0 1460.769508 3 487.5947876 0.206495938 0.000100548 39.46602038QQLSAEELDAQLDAYNAR 14 238776833 1xTMT6plex [N-Term] 1.254 1.353 1.358 6.286340714 65.03 0 2264.135619 3 755.3827515 -0.847274983 -0.000639448 59.52019213WQHDLFDSGFGGGAGVETGGK 4 238776833 2xTMT6plex [N-Term; K21] 1.04 1.235 7.027162552 60.54 0 2580.288321 3 860.7682495 0.726308429 0.000624695 64.53566923MDMSLDDIIK 9 238776833 2xTMT6plex [N-Term; K10]; 1xOxidation [M] 1.429 1.193 1.196 2.757492304 34.41 0 1654.879601 2 827.9429932 -0.538819787 -0.000445841 64.31606519

MDMSLDDIIK 10 238776833 2xTMT6plex [N-Term; K10]; 2xOxidation [M1; M3] 1.448 1.364 1.136 2.047089577 30.94 0 1670.874516 2 827.9429932 -0.538819787 -0.000445841 64.31606519
18104959 TXNDC9 thioredoxin domain-containing protein 9 10190 NP_005774.2 26.54867257 1 5 5 18 226 26.517 5.88 1.35 1.2 1.14 1.23 Significant 0.00257 LGSSDILNYSGNLMEPPFQNQK 2 18104959 2xTMT6plex [N-Term; K22] 1.27 4.46503067 44.77 0 2910.507164 3 970.8343506 -6.413113295 -0.006221804 84.07516113LDQMDEDELER 4 18104959 1xTMT6plex [N-Term] 0.9 0.835 4.025279045 43.3 0 1621.757682 2 811.380188 -2.82573253 -0.002291327 40.14261862VIPTLALLK 6 18104959 2xTMT6plex [N-Term; K9] 1.349 1.241 1.297 3.430547237 43.12 0 1425.980894 2 713.493042 -1.463172216 -0.001043228 94.28065059VLEHQLLQTTK 4 18104959 2xTMT6plex [N-Term; K11] 1.065 1.091 3.249252081 10.78 0 1768.07329 3 590.0289307 -0.594827046 -0.000350566 51.81247505HLAILSK 2 18104959 2xTMT6plex [N-Term; K7] 1.371 2.398816109 16.28 0 1239.818914 3 413.9447937 0.737118546 0.000304631 47.09132383
44771198 PRMT3 protein arginine N-methyltransferase 3 isoform 1 10196 NP_005779.1 17.51412429 1 6 6 26 531 59.865 5.35 1.16 1.33 1.34 1.28 Significant 0.00209

IAFWDDVYGFK 6 44771198 2xTMT6plex [N-Term; K11] 1.025 1.164 1.335 4.339474678 50.4 0 1818.983079 2 909.9939575 -1.341458844 -0.001220045 97.89484481
VVLDVGCGTGILSMFAAK 2 44771198 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C7] 1.126 4.254873276 29.19 0 2296.280917 3 766.0969238 -2.046176315 -0.001566199 107.7293528
KVLGVDQSEILYQAMDIIR 2 44771198 2xTMT6plex [N-Term; K1]; 1xOxidation [M15] 1.445 2.970431805 1.8 1 2665.499894 3 889.1698608 -1.825158755 -0.001621653 82.88340121

GGSVYPDICTISLVAVSDVNK 6 44771198 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C9] 0.986 1.051 1.245 5.577112198 27.67 0 2652.431874 3 884.8152466 -0.259246585 -0.000229211 90.12102324
AVIPEAVVEVLDPK 6 44771198 2xTMT6plex [N-Term; K14] 1.427 1.523 1.38 3.970783472 26.21 0 1937.172336 3 646.395874 0.378453842 0.000244377 100.4472804

TLISEPCGIK 4 44771198 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.89 1.291 4.087195873 34.52 0 1575.918036 2 788.463562 1.149573389 0.000905817 53.45345735
31317305 MPHOSPH10 U3 small nucleolar ribonucleoprotein protein MPP10 10199 NP_005782.1 32.45227606 1 16 16 75 681 78.816 4.86 1.32 1.35 1.28 1.32 Significant 0.000237

LDALSNFHFIPKPPVPEIK 4 31317305 3xTMT6plex [N-Term; K12; K19] 1.207 2.767 6.107410908 25.23 0 2849.689633 4 713.1777344 -0.184377974 -0.000131355 94.95917638VVSNLPAITMEEVAPVSVSDAALLAPEEIK 8 31317305 2xTMT6plex [N-Term; K30] 0.734 0.724 0.859 5.418302059 34.12 0 3550.969408 3 1184.325195 -2.358553831 -0.002791718 109.4075089MAPVITEETTLQLEDIIK 6 31317305 2xTMT6plex [N-Term; K18] 1.628 1.419 1.293 5.878952026 50.35 0 2502.414099 3 834.8094482 -0.122714877 -0.000102361 103.0081607LSEMEAYLENIEKEEER 6 31317305 2xTMT6plex [N-Term; K13] 0.745 1.102 0.774 5.842811108 34.44 1 2570.306005 3 857.4393921 -0.926574682 -0.00079386 90.27043315
ATGRPECFLTIQEGLASK 8 31317305 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C7] 1.394 1.264 1.017 5.689239979 28.65 0 2436.332101 3 812.7818604 -0.440352656 -0.000357615 63.6561144RPENSLLEETLHFDHAVR 4 31317305 1xTMT6plex [N-Term] 1.622 1.334 5.923326969 41.67 0 2392.257072 5 479.2565918 -1.345831793 -0.000643915 55.40045004VTFALPDDAETEDTGVLNVK 2 31317305 2xTMT6plex [N-Term; K20] 1.327 4.696483612 62.8 0 2592.380884 3 864.7988281 0.403893196 0.000349015 81.81558064

VVSNLPAITMEEVAPVSVSDAALLAPEEIKEK 6 31317305 3xTMT6plex [N-Term; K30; K32]; 1xOxidation [M10] 1.27 1.448 1.638 6.34673357 43.34 1 4053.264811 4 1014.07019 -1.450428611 -0.001469743 96.60678327
TAEEENPEHVEIQK 6 31317305 2xTMT6plex [N-Term; K14] 1.378 1.296 1.541 4.999020576 40.96 0 2111.102084 3 704.371582 -0.895677317 -0.000630289 34.67577923LSLAEIYEQEYIK 4 31317305 2xTMT6plex [N-Term; K13] 1.171 1.463 3.282153606 22.08 0 2057.157079 3 686.3918457 1.897944213 0.001301456 83.34985757DQAWDDVVR 2 31317305 1xTMT6plex [N-Term] 0.95 3.459052324 31.65 0 1332.674545 2 666.8400269 -1.32654223 -0.000883925 40.65370555MMDSLFLK 6 31317305 2xTMT6plex [N-Term; K8] 1.37 1.338 1.128 3.69982481 35.08 0 1442.81515 2 721.9098511 -1.888600602 -0.001362451 80.34468341SSQAFFSK 6 31317305 2xTMT6plex [N-Term; K8] 0.946 1.425 0.992 2.916211367 21.48 0 1359.767272 2 680.3867188 -0.817316332 -0.00055568 45.41229584IHGSPLQK 2 31317305 2xTMT6plex [N-Term; K8] 1.328 2.826259851 12.77 0 1337.830541 3 446.6147461 -0.63998296 -0.000285396 33.41249431SSVDQAGK 4 31317305 2xTMT6plex [N-Term; K8] 1.378 1.296 3.312814236 31.32 0 1249.715237 2 625.3608398 -0.667025956 -0.000416796 18.64894645EKPKEDAYEYK 1 31317305 4xTMT6plex [N-Term; K2; K4; K11] 1.336 2.837729454 1 2316.325715 4 579.8357544 -1.954371894 -0.00113174 32.91513363118498352 MPHOSPH6 M-phase phosphoprotein 6 10200 NP_005783.2 20 1 2 2 12 160 19.012 5.2 1.27 1.2 1.04 1.17 Significant 0.00337 IISEEHWYLDLPELK 10 118498352 2xTMT6plex [N-Term; K15] 1.267 1.368 1.043 4.035280228 31.31 0 2343.300055 3 781.7703247 -1.550957547 -0.001211453 93.42903356DHANYEEDENGDITPIK 2 118498352 2xTMT6plex [N-Term; K17] 0.965 3.674741268 12.13 0 2418.182519 3 806.7338867 1.897377975 0.001529402 38.359256145031985 NUTF2 nuclear transport factor 2 10204 NP_005787.1 48.03149606 1 4 4 42 127 14.469 5.38 0.94 0.94 0.85 0.91 Significant 0.00109 NINDAWVCTNDMFR 4 5031985 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.877 0.985 3.813471079 47.91 0 1984.920682 2 992.9627075 -1.281477371 -0.001271815 65.4186411

TQLGAIYIDASCLTWEGQQFQGK 6 5031985 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C12] 1.278 1.212 1.191 6.394143105 61.9 0 3072.586477 3 1024.866211 -0.780309201 -0.000799189 90.56442037
ADEDPIMGFHQMFLLK 6 5031985 2xTMT6plex [N-Term; K16]; 1xOxidation [M12] 1.009 1.12 0.794 4.043562889 51.81 0 2366.228881 3 789.4136353 -1.068716683 -0.000842943 78.90606377
NINDAWVCTNDMFR 14 5031985 1xTMT6plex [N-Term]; 1xOxidation [M12]; 1xCarbamidomethyl [C8] 0.998 0.977 0.898 3.741980791 44.97 0 2000.915597 2 992.9627075 -1.281477371 -0.001271815 65.4186411

LSSLPFQK 12 5031985 2xTMT6plex [N-Term; K8] 0.909 0.868 0.805 3.495708704 39.76 0 1377.850608 2 689.4277954 -1.664723065 -0.00114687 63.541256695032133 EIF1 eukaryotic translation initiation factor 1 10209 NP_005792.1 39.82300885 1 4 4 30 113 12.725 7.44 0.96 1.03 0.9 0.97 Significant 0.00152 GDDLLPAGTEDYIHIR 10 5032133 1xTMT6plex [N-Term] 0.932 0.833 0.911 3.904631138 35.42 0 2014.044285 3 672.0194702 -0.212545211 -0.000142692 63.15592516TLTTVQGIADDYDK 12 5032133 2xTMT6plex [N-Term; K14] 0.946 0.941 0.873 5.861151218 87.54 0 1998.079557 2 999.5431519 -0.265419393 -0.000265165 60.16020749
KNICQFLVEIGLAK 2 5032133 3xTMT6plex [N-Term; K1; K14]; 1xCarbamidomethyl [C4] 1.236 5.295818329 34 1 2320.40297 3 774.1384277 -0.965542151 -0.000746816 104.8939529

KTLTTVQGIADDYDK 6 5032133 3xTMT6plex [N-Term; K1; K15] 1.156 0.966 0.964 4.907718658 13.55 1 2355.337452 3 785.7845459 0.692922074 0.000544022 57.458483815031699 FLOT1 flotillin-1 isoform 1 10211 NP_005794.1 22.71662763 1 8 8 50 427 47.326 7.49 1.29 1.27 1.32 1.3 Significant 0.000126 TEAEIAHIALETLEGHQR 8 5031699 1xTMT6plex [N-Term] 1.369 1.528 1.15 7.234863758 56.09 0 2247.193075 4 562.5539551 0.407438288 0.000228898 79.4585769LPQVAEEISGPLTSANK 16 5031699 2xTMT6plex [N-Term; K17] 1.411 1.4 1.43 6.111916542 62.35 0 2212.258919 3 738.0911255 -0.043152795 -3.18E-05 78.85631308AQQVAVQEQEIAR 4 5031699 1xTMT6plex [N-Term] 1.238 0.45 5.10784483 46.03 0 1698.933613 2 849.9708862 0.519667708 0.00044144 42.43812826DIHDDQDYLHSLGK 4 5031699 2xTMT6plex [N-Term; K14] 1.116 1.362 4.370850563 26.07 0 2114.091853 4 529.2779541 -0.883071257 -0.000466723 45.20332768VFVLPCIQQIQR 4 5031699 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.866 0.655 2.843013287 18.95 0 1729.998462 3 577.3381958 0.90862066 0.000523971 84.71579004AEAEQMAK 6 5031699 2xTMT6plex [N-Term; K8] 1.492 1.451 1.482 3.280844212 35.4 0 1335.734258 2 668.369751 -1.521415554 -0.001016103 24.25050501FSEQVFK 6 5031699 2xTMT6plex [N-Term; K7] 1.437 1.291 1.168 2.805958748 26.31 0 1342.777109 2 671.8919067 -0.425843898 -0.000285907 54.29572261VQVQVVER 2 5031699 1xTMT6plex [N-Term] 1.545620918 14.91 0 1185.715288 2 593.3613892 0.180541075 0.000107035 46.727319485031981 PSMD14 26S proteasome non-ATPase regulatory subunit 14 10213 NP_005796.1 43.87096774 1 12 12 95 310 34.555 6.52 1.07 1.1 1.15 1.1 Significant 0.000444 LINANMMVLGHEPR 6 5031981 1xTMT6plex [N-Term] 1.15 1.062 1.019 5.770440578 37.6 0 1823.98216 3 608.664978 -0.975370268 -0.000593019 62.6978571AVAVVVDPIQSVK 17 5031981 2xTMT6plex [N-Term; K13] 1.176 1.078 1.189 4.459480762 65.13 0 1783.109342 3 595.041626 0.551334495 0.000327697 71.6638602VIDVFAMPQSGTGVSVEAVDPVFQAK 14 5031981 2xTMT6plex [N-Term; K26] 1.26 1.185 1.035 4.815918922 54.45 0 3149.695693 3 1055.89978 -1.838556072 -0.0019401 94.64500885VIDVFAMPQSGTGVSVEAVDPVFQAK 2 5031981 2xTMT6plex [N-Term; K26]; 1xOxidation [M7] 0.991 5.155722618 69.11 0 3165.690608 3 1055.89978 -1.838556072 -0.0019401 94.64500885
SWMEGLTLQDYSEHCK 5 5031981 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 1.138 1.226 5.857984066 43.6 0 2442.183388 3 814.7321777 -0.576360024 -0.000469192 73.35214269

QTTSNLGHLNKPSIQALIHGLNR 4 5031981 2xTMT6plex [N-Term; K11] 4.633 1.297 7.445623875 43.67 0 2970.700142 5 594.9459839 0.225880621 0.000134205 69.94756906AVEEEDKMTPEQLAIK 12 5031981 3xTMT6plex [N-Term; K7; K16] 1.601 1.406 1.318 5.156093121 16.27 1 2518.404152 3 840.1391602 -0.486201251 -0.00040815 58.02826212MLLNLHK 12 5031981 2xTMT6plex [N-Term; K7] 1.058 0.973 1.087 3.524903536 37.1 0 1326.833184 3 442.9489136 -0.750913797 -0.000332112 63.63257794MTPEQLAIK 6 5031981 2xTMT6plex [N-Term; K9] 0.782 0.789 0.771 3.969524384 37.87 0 1488.886007 2 744.9471436 0.673912825 0.00050169 57.68315706HNESVVK 2 5031981 2xTMT6plex [N-Term; K7] 1.275 2.889557362 28.87 0 1270.751957 2 635.8792114 -0.637668455 -0.000405159 18.59498365AVEEEDK 4 5031981 2xTMT6plex [N-Term; K7] 0.856 0.766 2.698662519 36.5 0 1277.698918 2 639.352356 -1.160340607 -0.000741283 20.63820126EMLELAK 6 5031981 2xTMT6plex [N-Term; K7]; 1xOxidation [M2] 1.133 1.496 1.414 1.962687969 14.03 0 1307.764495 2 654.3858032 -0.126654828 -8.28E-05 41.09778859KNELEQK 5 5031981 3xTMT6plex [N-Term; K1; K7] 0.806 1.437 2.666193247 10.79 1 1575.967318 2 788.4873047 0.009368849 7.38E-06 28.7717599732189392 PRDX2 peroxiredoxin-2 7001 NP_005800.3 40.4040404 1 8 9 183 198 21.878 5.97 0.99 1.02 0.96 0.99 Significant 0.000306 QITVNDLPVGR 22 32189392 1xTMT6plex [N-Term] 0.974 1.015 1.011 4.007186413 47.39 0 1440.837194 2 720.9222412 0.008510243 6.13E-06 52.0548485ATAVVDGAFK 32 32189392 2xTMT6plex [N-Term; K10] 1.04 1.09 0.897 4.531528473 66.64 0 1436.851336 2 718.928833 -0.658922987 -0.000473387 51.16514498EGGLGPLNIPLLADVTR 36 32189392 1xTMT6plex [N-Term] 0.714 0.713 0.771 6.405957699 102.03 0 1964.137792 2 982.5701904 -2.386660775 -0.002343865 101.788647KEGGLGPLNIPLLADVTR 31 32189392 2xTMT6plex [N-Term; K1] 1.035 1.067 1.046 6.813371181 55.2 1 2321.395687 3 774.47229 2.8560134 0.002209979 94.06845142LSEDYGVLK 12 32189392 2xTMT6plex [N-Term; K9] 0.964 0.9 0.843 3.763442039 47.9 0 1481.861566 2 741.4334106 -1.364358846 -0.001010895 52.5232708GLFIIDGK 24 32189392 2xTMT6plex [N-Term; K8] 1.094 1.091 1.085 3.338759184 39.94 0 1320.829144 2 660.918396 0.28097668 0.000185561 71.58677824IGKPAPDFK 6 32189392 3xTMT6plex [N-Term; K3; K9] 0.902 1.03 3.575477362 13.47 0 1660.040089 2 830.5234985 -0.222030594 -0.00018429 57.40750142TDEGIAYR 8 32189392 1xTMT6plex [N-Term] 0.976 1.032 1.041 3.090791464 28.58 0 1153.605068 2 577.3063965 0.388242703 0.000223939 22.06788903SVDEALR 12 32189392 1xTMT6plex [N-Term] 0.918 0.99 0.994 2.938565731 30.25 0 1018.57304 2 509.7903442 0.36495818 0.000185868 25.35268354255958282 PLIN3 perilipin-3 isoform 1 10226 NP_005808.3 71.42857143 1 22 22 335 434 47.046 5.44 0.76 0.77 0.79 0.78 Significant 0.00013 VSGAQEMVSSAK 20 255958282 2xTMT6plex [N-Term; K12] 0.766 0.783 0.753 5.356561661 72.85 0 1651.908927 2 826.4581299 0.033830936 2.79E-05 41.95119943TLTAAAVSGAQPILSK 12 255958282 2xTMT6plex [N-Term; K16] 0.726 0.764 0.798 6.371923447 101.2 0 1986.199947 2 993.6026001 -1.018933008 -0.001011902 64.54974094
DIAQQLQATCTSLGSSIQGLPTNVK 36 255958282 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C10] 0.823 0.757 0.797 7.451399326 81.91 0 3088.671269 3 1030.2323 3.586291028 0.003692291 83.13432243LEPQIASASEYAHR 14 255958282 1xTMT6plex [N-Term] 0.755 0.729 0.759 5.510601521 62.23 0 1800.944178 3 600.9865112 0.445778063 0.000267607 41.8850738EALDHMVEYVAQNTPVTWLVGPFAPGITEK 6 255958282 2xTMT6plex [N-Term; K30]; 1xOxidation [M6] 0.482 0.674 1.028 6.021044254 15.26 0 3786.981704 4 943.4980469 -4.35737936 -0.004107905 112.5724374EALDHMVEYVAQNTPVTWLVGPFAPGITEK 4 255958282 2xTMT6plex [N-Term; K30] 0.944 4.721272945 23.34 0 3770.986789 4 943.4980469 -4.35737936 -0.004107905 112.5724374QVEDLQATFSSIHSFQDLSSSILAQSR 8 255958282 1xTMT6plex [N-Term] 0.544 0.684 0.704 8.909705162 76.43 0 3223.64325 3 1075.222046 2.58530013 0.002778028 96.96416868LGQMVLSGVDTVLGK 16 255958282 2xTMT6plex [N-Term; K15] 0.656 0.645 0.76 4.734107018 77.48 0 1975.166204 2 988.0841675 -2.605405586 -0.002573055 106.8683292SVVTGGVQSVMGSR 18 255958282 1xTMT6plex [N-Term] 0.85 0.817 0.755 5.235573292 62 0 1592.862756 2 796.9349365 -0.100355868 -7.99E-05 45.00312018LEENLPILQQPTEK 4 255958282 2xTMT6plex [N-Term; K14] 0.579 0.553 4.311333656 43.22 0 2110.215991 3 704.0765991 -0.354080683 -0.000249062 69.39073204DTVATQLSEAVDATR 24 255958282 1xTMT6plex [N-Term] 0.838 0.886 0.772 6.246069431 84 0 1805.944237 2 903.4754639 -0.324481572 -0.000292998 57.30431568IATSLDGFDVASVQQQR 20 255958282 1xTMT6plex [N-Term] 0.819 0.844 0.752 6.343277931 68.65 0 2064.092298 2 1032.549927 0.134996689 0.000139323 64.63672823VASMPLISSTCDMVSAAYASTK 36 255958282 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C11] 0.745 0.817 0.779 6.686561108 77.54 0 2748.40223 3 916.8041992 -1.52300988 -0.001395281 94.02472961

GLDKLEENLPILQQPTEK 24 255958282 3xTMT6plex [N-Term; K4; K18] 0.855 0.82 0.807 6.687075615 30.84 1 2752.606357 3 918.2067261 -0.265877953 -0.000243952 85.28389437SEEWADNHLPLTDAELAR 14 255958282 1xTMT6plex [N-Term] 0.688 0.959 0.765 5.560059547 52.5 0 2296.140705 3 766.0517578 0.006662266 5.10E-06 59.3979499QHAYEHSLGK 24 255958282 2xTMT6plex [N-Term; K10] 0.789 0.798 0.826 4.620398045 36.02 0 1627.895661 3 543.3033447 -0.11032053 -5.99E-05 21.62390784SVVTGGVQSVMGSR 6 255958282 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.221 0.801 3.253164291 44.41 0 1608.857671 2 796.9349365 -0.100355868 -7.99E-05 45.00312018GAVQSGVDK 12 255958282 2xTMT6plex [N-Term; K9] 0.802 0.779 0.853 3.943775177 60.44 0 1318.773086 2 659.8897095 -0.715471598 -0.000471772 23.58751695QLQGPEKEPPKPEQVESR 7 255958282 3xTMT6plex [N-Term; K7; K11] 0.882 0.931 1.053 5.535412312 7 1 2763.560804 4 691.645813 0.223788499 0.000154613 37.0165626QEQSYFVR 4 255958282 1xTMT6plex [N-Term] 0.815 1.039 3.157481432 32.7 0 1285.673817 2 643.3401489 -0.618724926 -0.000397739 30.07766102TVCDAAEK 6 255958282 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.77 0.751 0.759 3.440825462 48.51 0 1351.729172 2 676.3678589 -0.541008197 -0.000365648 23.44503035
EPPKPEQVESR 4 255958282 2xTMT6plex [N-Term; K4] 0.597 0.584 0.594 2.967895031 3.22 0 1753.984869 3 585.3330688 -0.123174969 -7.20E-05 25.52550693DQVQQAR 6 255958282 1xTMT6plex [N-Term] 0.729 0.616 0.784 2.586467743 39.14 0 1073.590087 2 537.2984619 -0.409785709 -0.000219971 15.02584237LVEGQEK 10 255958282 2xTMT6plex [N-Term; K7] 0.929 0.774 0.867 2.794900179 23.14 0 1260.756373 2 630.8803711 -2.306268334 -0.001453821 30.393934795032131 STX6 syntaxin-6 isoform 1 10228 NP_005810.1 45.88235294 1 8 8 54 255 29.158 4.93 1.15 1.21 1.14 1.17 Significant 0.000351 SIEWDLEDLDETISIVEANPR 14 5032131 1xTMT6plex [N-Term] 0.998 1.996 1.545 6.386045933 74.36 0 2673.345672 3 891.7857666 -1.094159032 -0.000975022 110.8270532AVNTAQGLFQR 6 5032131 1xTMT6plex [N-Term] 1.176 1.471 1.163 4.06722784 45.86 0 1433.806228 2 717.4066162 -0.189696571 -0.000135994 43.89477843IGGELEEQAVMLEDFSHELESTQSR 16 5032131 1xTMT6plex [N-Term] 1.196 1.032 1.059 7.428960323 66.65 0 3063.477825 3 1021.83075 -0.042205249 -4.31E-05 103.5036675DQMSTSSVQALAER 6 5032131 1xTMT6plex [N-Term] 1.241 1.296 0.715 5.539254665 73.04 0 1751.879528 2 876.4422607 -1.303494668 -0.001141783 41.57465698QALLGDSGSQNWSTGTTDK 6 5032131 2xTMT6plex [N-Term; K19] 1.216 1.292 5.622834682 60.57 0 2424.240702 3 808.7509155 -1.034941772 -0.000836316 48.64278136DMKDQMSTSSVQALAER 2 5032131 2xTMT6plex [N-Term; K3] 1.743 3.383331537 10.25 1 2355.204851 3 785.7391968 -0.770135969 -0.000604609 48.49080009WTELLQDPSTATR 2 5032131 1xTMT6plex [N-Term] 0.969 3.82921648 39.42 0 1746.92238 2 873.9631958 -1.868759869 -0.001632289 72.39714666FNLDATELSIR 2 5032131 1xTMT6plex [N-Term] 0.981 2.96773243 42.85 0 1507.831774 2 754.4193115 -0.283415652 -0.000213672 68.608378065031755 HNRNPR heterogeneous nuclear ribonucleoprotein R isoform 2 10236 NP_005817.1 44.70774092 1 2 26 370 633 70.899 8.13 1.35 1.4 1.39 1.38 Significant 0.000123 STAYEDYYYHPPPR 6 5031755 1xTMT6plex [N-Term] 1.097 1.288 4.754045486 39.37 0 1987.938758 3 663.3189087 1.717846793 0.001138325 37.98389169VWGNVVTVEWADPVEEPDPEVMAK 12 5031755 2xTMT6plex [N-Term; K24] 1.286 1.245 1.286 6.051757813 58.26 0 3154.617108 3 1052.212402 1.757925308 0.001848527 95.19060103VWGNVVTVEWADPVEEPDPEVMAK 2 5031755 2xTMT6plex [N-Term; K24]; 1xOxidation [M22] 1.422 3.708071709 18.88 0 3170.612023 3 1052.212402 1.757925308 0.001848527 95.19060103VTEGLVDVILYHQPDDK 34 5031755 2xTMT6plex [N-Term; K17] 1.27 1.32 1.331 6.160078049 53.2 0 2399.322247 4 600.5861206 0.168960996 0.000101348 85.35775708YGGPPPDSVYSGVQPGIGTEVFVGK 10 5031755 2xTMT6plex [N-Term; K25] 1.134 1.282 1.173 5.683864594 51.22 0 2965.571144 3 989.1947021 -0.536549153 -0.000530392 75.63893605NLATTVTEEILEK 24 5031755 2xTMT6plex [N-Term; K13] 1.441 1.611 1.488 5.867720604 72.59 0 1919.110129 2 960.0579224 -0.813503829 -0.000780602 89.43178756LKDYAFVHFEDR 16 5031755 2xTMT6plex [N-Term; K2] 1.352 1.312 1.465 5.252446175 28.47 1 1998.084918 4 500.2767944 0.21528333 0.000107539 58.50118278EFNEEGALSVLQQFK 18 5031755 2xTMT6plex [N-Term; K15] 1.502 1.518 1.738 5.885719776 47.44 0 2197.190505 2 1099.097778 -1.012560982 -0.001112395 94.75845599TGYTLDVTTGQR 10 5031755 1xTMT6plex [N-Term] 1.348 1.574 1.269 5.035000801 51.17 0 1540.816852 2 770.9121094 0.058533887 4.51E-05 35.45937776GFCFLEYEDHK 24 5031755 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.19 1.205 1.262 4.455178738 50.36 0 1902.946041 2 951.9750366 -1.705091864 -0.001622349 63.59252683

DLYEDELVPLFEK 33 5031755 2xTMT6plex [N-Term; K13] 1.435 1.507 1.434 4.567021847 51.11 0 2068.125445 2 1034.56604 -0.310204527 -0.000320771 94.83581497VTEGLVDVILYHQPDDKK 4 5031755 3xTMT6plex [N-Term; K17; K18] 1.407 2.094 6.361054897 35.87 1 2756.580142 4 689.9009399 0.648548395 0.000446944 83.32452582KADGYNQPDSK 14 5031755 3xTMT6plex [N-Term; K1; K11] 1.335 1.345 1.488 5.332166672 25.92 1 1910.058652 2 955.5313721 -1.667220727 -0.001592245 21.4960164
GYAFITFCGK 8 5031755 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.379 1.642 1.656 4.676878929 43.53 0 1621.881256 2 811.4441528 -0.140174218 -0.000113673 70.03064056
ESDLSHVQNK 10 5031755 2xTMT6plex [N-Term; K10] 1.307 1.265 1.315 4.033968449 54.08 0 1614.885155 2 807.9464722 0.317277013 0.000256183 22.44209332
LCDSYEIRPGK 10 5031755 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.883 1.693 1.209 4.259739876 18.31 0 1795.977676 2 898.4918213 -0.729325254 -0.000654926 39.06805591DYAFVHFEDR 10 5031755 1xTMT6plex [N-Term] 0.739 1.452 1.088 4.228745461 40.93 0 1527.742959 2 764.374939 -0.234005538 -0.00017875 47.68507262ADGYNQPDSK 8 5031755 2xTMT6plex [N-Term; K10] 2.074 1.107 1.27 3.653100729 36.11 0 1552.800757 2 776.9031982 -1.054343655 -0.000818593 21.04487144TKENILEEFSK 14 5031755 3xTMT6plex [N-Term; K2; K11] 1.248 1.384 1.407 4.247843742 23 1 2025.183518 2 1013.095398 0.000572016 5.79E-07 67.11823419TLIEAGLPQK 12 5031755 2xTMT6plex [N-Term; K10] 1.412 1.495 1.355 3.897212267 39.53 0 1527.95105 2 764.4788818 -0.368538066 -0.000281554 58.16751518LMMDPLSGQNR 6 5031755 1xTMT6plex [N-Term] 1.142 1.49 1.337 3.833274364 39.29 0 1490.765685 2 745.8857422 -0.99084988 -0.000738562 56.38910321SAFLCGVMK 2 5031755 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.293 4.136380672 38.45 0 1470.821299 2 735.9142456 -0.057212295 -4.21E-05 63.22053767

EAAQEAVK 25 5031755 2xTMT6plex [N-Term; K8] 1.314 1.385 1.407 3.457958937 43.49 0 1303.762187 2 652.3843994 -0.50977999 -0.000332316 24.36090237LFVGSIPK 22 5031755 2xTMT6plex [N-Term; K8] 1.392 1.351 1.351 3.072680473 39.33 0 1318.84988 2 659.9281616 -0.631677513 -0.000416544 68.12860984AGPIWDLR 16 5031755 1xTMT6plex [N-Term] 1.261 1.061 1.097 2.852797508 30.08 0 1156.667609 2 578.835144 -3.975000273 -0.002298877 57.93635381VQESTKGPDEAK 3 5031755 3xTMT6plex [N-Term; K6; K12] 2.444 2.19 2.825223684 4.84 1 1976.126732 3 659.3798218 -0.920704092 -0.000606476 26.67000549
SAFLCGVMK 2 5031755 2xTMT6plex [N-Term; K9]; 1xOxidation [M8]; 1xCarbamidomethyl [C5] 1.15 2.332990408 28.37 0 1486.816214 2 735.9142456 -0.057212295 -4.21E-05 63.22053767

LMMDPLSGQNR 7 5031755 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.121 1.104 1.274 2.565227985 31.04 0 1506.7606 2 745.8857422 -0.99084988 -0.000738562 56.38910321SFSEFGK 8 5031755 2xTMT6plex [N-Term; K7] 0.99 0.802 1.43 3.19523263 25.89 0 1259.703609 2 630.3566895 1.97894666 0.001246443 48.27224823108936958 DCAF7 DDB1- and CUL4-associated factor 7 10238 NP_005819.3 16.37426901 1 5 5 30 342 38.901 5.52 0.77 0.85 0.92 0.85 Significant 0.00261 GVYPDLLATSGDYLR 10 108936958 1xTMT6plex [N-Term] 0.932 0.997 0.874 4.250097275 47.8 0 1868.995544 2 935.0009766 -0.464396506 -0.000433977 73.96675007LALGSFVEEYNNK 4 108936958 2xTMT6plex [N-Term; K13] 0.838 1.072 4.079464912 34.37 0 1942.068599 3 648.0274658 -0.38860062 -0.000251563 75.93743208NTFDHPYPTTK 6 108936958 2xTMT6plex [N-Term; K11] 0.889 0.835 0.733 3.10142231 11.94 0 1778.947756 3 593.6538086 -0.496393864 -0.000294353 34.47246777VNLVSGHVK 6 108936958 2xTMT6plex [N-Term; K9] 0.862 0.891 0.934 3.898117781 32.95 0 1410.883305 3 470.9651489 -1.709214821 -0.000803834 37.78259503LMWIPDTK 4 108936958 2xTMT6plex [N-Term; K8] 0.444 0.776 3.415766716 29.93 0 1461.853979 2 731.4302979 -0.451260444 -0.000329838 75.57464686186928854 MRPS31 28S ribosomal protein S31, mitochondrial 10240 NP_005821.2 59.74683544 1 20 20 122 395 45.29 9.29 0.98 0.94 0.97 0.96 Significant 0.000156 SELLSQLQQHEEESR 6 186928854 1xTMT6plex [N-Term] 1.076 0.939 0.891 6.36578083 52.82 0 2042.035177 3 681.3513794 2.158466046 0.001469221 50.83370076IEPLSPELVAAASAVADSLPFDK 8 186928854 2xTMT6plex [N-Term; K23] 0.816 0.812 1.093 6.380619526 47.98 0 2798.559183 3 933.5238037 -0.830733615 -0.000774952 112.7719556LNIFDMMAVTK 6 186928854 2xTMT6plex [N-Term; K11] 0.864 0.848 4.140669823 54.62 0 1740.979255 2 870.9931641 -0.117166818 -0.000101993 102.2337801TEETSKETSESQDSEK 2 186928854 3xTMT6plex [N-Term; K6; K16] 1.803 3.100372076 23 1 2502.266197 3 834.7600708 -0.215060115 -0.000179379 35.37871257LWEFPINNEAGFDDDGSEFHEHIFLEK 4 186928854 2xTMT6plex [N-Term; K27] 0.919 0.916 5.291769505 29.72 0 3693.790198 4 924.2025146 -0.533115349 -0.000492304 90.55085224ISFSNIISDMK 18 186928854 2xTMT6plex [N-Term; K11] 0.974 0.95 0.903 4.846508026 57.72 0 1712.965714 2 856.9873657 1.016339848 0.000870478 90.91690359QLATVNEQPLQNGFEELIQWTK 2 186928854 2xTMT6plex [N-Term; K22] 0.653 2.740109444 34.37 0 3044.645706 3 1015.556152 2.692445046 0.002732514 97.26795627IQFDEGYDNYPGQEK 12 186928854 2xTMT6plex [N-Term; K15] 0.992 0.868 0.883 4.856613159 53.74 0 2261.112648 2 1131.058838 -0.99473538 -0.001124604 54.3305385
HFMELVTCGLSK 2 186928854 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.092 4.470237732 30 0 1880.017432 3 627.3430176 -1.55991406 -0.000977555 68.17335356VEHIEWFR 4 186928854 1xTMT6plex [N-Term] 0.688 0.548 3.857527018 43.74 0 1344.726187 3 448.9134827 -0.217079102 -9.73E-05 51.74428769LNIFDMMAVTK 4 186928854 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 0.855 2.719462156 28.36 0 1756.97417 2 870.9931641 -0.117166818 -0.000101993 102.2337801VELSTVNVR 2 186928854 1xTMT6plex [N-Term] 1.022 3.531725645 27.18 0 1245.736417 2 623.3692017 -4.246684624 -0.002645125 41.92653215QKVEHIEWFR 7 186928854 2xTMT6plex [N-Term; K2] 1.174 1.113 1.173 4.23244381 23.16 1 1830.042659 4 458.2655945 -1.153530658 -0.000527753 46.9058814SLEATLGR 12 186928854 1xTMT6plex [N-Term] 0.877 0.777 0.96 3.146448851 32.22 0 1075.630889 2 538.3187256 -0.664519894 -0.000357389 36.09568697HLESFPK 10 186928854 2xTMT6plex [N-Term; K7] 0.985 0.925 0.966 3.338824749 21.72 0 1315.777443 3 439.2637329 -0.606150786 -0.000265853 37.50982944NPYLSVK 6 186928854 2xTMT6plex [N-Term; K7] 1.199 1.123 0.991 2.355773211 26.31 0 1278.782194 2 639.8937378 -1.560159401 -0.000997552 45.28965493DLLGIIK 8 186928854 2xTMT6plex [N-Term; K7] 1.155 1.023 0.895 2.977110624 36.19 0 1229.823331 2 615.4142456 -1.720595967 -0.001058015 76.37431679EAPETDTSPSLWDVEFAK 2 186928854 2xTMT6plex [N-Term; K18] 100 2.116404533 2.84 0 2480.259706 3 827.4240723 -0.823644847 -0.000680951 86.73801908ATEYAPK 2 186928854 2xTMT6plex [N-Term; K7] 0.99 2.383514404 16.7 0 1237.719259 2 619.362915 -0.570405502 -0.000353001 27.5123183KNIFTGK 2 186928854 3xTMT6plex [N-Term; K1; K7] 0.973 2.272036791 9.74 1 1494.96111 3 498.9913635 -1.05231756 -0.000524391 45.59586638ETSESQDSEKENTK 3 186928854 3xTMT6plex [N-Term; K10; K14] 0.497 0.571 2.863710642 1.69 1 2299.186825 3 767.0671997 0.096108368 7.37E-05 18.64491188
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

33695109 RABEPK rab9 effector protein with kelch motifs isoform a 10244 NP_005824.2 8.602150538 1 3 3 10 372 40.539 6.25 1.06 1.16 1.04 1.09 Significant 0.00116 GAQPVQDTK 6 33695109 2xTMT6plex [N-Term; K9] 1.084 1.163 1.04 3.169420719 60.18 0 1401.8102 2 701.4083862 -0.50205018 -0.00035189 21.22539691VFIVGGANPNR 2 33695109 1xTMT6plex [N-Term] 0.991 3.484565973 36.68 0 1372.789849 2 686.8982544 -0.44969078 -0.000308665 49.03076137QLPVLEPGDKPR 2 33695109 2xTMT6plex [N-Term; K10] 1.115 2.796519518 1.77 0 1807.084189 3 603.0322876 -1.0403096 -0.000626642 51.851400395032215 RIDA ribonuclease UK114 10247 NP_005827.1 46.71532847 1 5 5 38 137 14.485 8.68 1.22 1.23 1.23 1.23 Significant 0.00000738 AAGCDFTNVVK 6 5032215 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.35 1.365 1.262 4.483868122 56.46 0 1639.887798 2 820.4470215 -0.62925113 -0.000515951 46.68181805
TTVLLADINDFNTVNEIYK 8 5032215 2xTMT6plex [N-Term; K19] 1.277 1.04 1.209 5.775043964 58.36 0 2641.448904 3 881.1536865 -0.907747897 -0.000799257 98.44558955IEIEAVAIQGPLTTASL 8 5032215 1xTMT6plex [N-Term] 1.211 1.015 1.003 4.215428352 24.52 0 1955.126224 3 652.3812866 1.576580194 0.001027471 98.81330663AAYQVAALPK 12 5032215 2xTMT6plex [N-Term; K10] 1.218 1.253 1.232 3.759716749 50.83 0 1489.914271 2 745.4595947 -1.582605739 -0.001178973 51.9297424NMGEILK 4 5032215 2xTMT6plex [N-Term; K7] 1.156 1.299 2.507089615 9.18 0 1262.754265 2 631.8799438 -1.309593429 -0.000826847 58.97047687153791431 POP7 ribonuclease P protein subunit p20 10248 NP_005828.2 10.71428571 1 1 1 6 140 15.641 8.94 1.24 1.1 0.81 1.05 Significant 0.0142 GAVEAELDPVEYTLR 6 153791431 1xTMT6plex [N-Term] 1.237 1.103 0.814 4.331203938 40.23 0 1891.001024 2 946.0037842 -0.387086319 -0.00036599 67.199339535032069 SF3B4 splicing factor 3B subunit 4 10262 NP_005841.1 8.962264151 1 2 2 22 424 44.357 8.56 1.1 1.24 1.28 1.21 Significant 0.00204 NQDATVYVGGLDEK 8 5032069 2xTMT6plex [N-Term; K14] 1.263 1.471 1.307 4.758924007 47.91 0 1967.048592 2 984.0263062 -1.655264301 -0.001627993 48.50724468VTGQHQGYGFVEFLSEEDADYAIK 14 5032069 2xTMT6plex [N-Term; K24] 0.952 1.055 1.205 6.811444283 64.4 0 3161.583165 3 1054.53125 -1.255301472 -0.001322913 83.57236873

5031669 CDK2AP2 cyclin-dependent kinase 2-associated protein 2 isoform 1 10263 NP_005842.1 14.28571429 1 2 2 8 126 13.093 9.48 1.4 1.24 1.47 1.37 Significant 0.00246
ECLAETER 6 5031669 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.402 1.242 1.057 3.067471504 32.05 0 1236.609168 2 618.8076172 -0.978542802 -0.000605037 19.91912054EIRPTYAGSK 2 5031669 2xTMT6plex [N-Term; K10] 1.548 2.440506697 8.64 0 1579.920813 3 527.3109131 -1.662508758 -0.000875544 30.2023580118379366 ZMPSTE24 CAAX prenyl protease 1 homolog 10269 NP_005848.2 28.84210526 1 11 11 93 475 54.778 7.49 1.14 1.17 1 1.11 Significant 0.00225 NEEVLAVLGHELGHWK 6 18379366 2xTMT6plex [N-Term; K16] 1.361 1.283 1.238 6.312954426 58.45 0 2289.275572 4 573.0740356 -0.550021976 -0.000314788 89.08287625DIQEDSGMEPR 6 18379366 1xTMT6plex [N-Term] 1.345 1.132 1.097 4.489597797 67.83 0 1505.710338 2 753.3606567 2.456572469 0.001849443 26.09888049NEEEGNSEEIK 12 18379366 2xTMT6plex [N-Term; K11] 0.941 0.936 1.163 4.248531342 57.44 0 1735.875044 2 868.4405518 -0.701170501 -0.000608572 23.87850826TTTHVPPELGQIMDSETFEK 21 18379366 2xTMT6plex [N-Term; K20] 1.129 1.181 1.273 5.585808754 28.86 0 2718.406053 3 906.805603 -1.396821481 -0.001265709 72.62683493

GMWASLDALWEMPAEK 2 18379366 2xTMT6plex [N-Term; K16]; 2xOxidation [M2; M12] 1.273 0.983 11.14 0 2325.165947 3 770.397583 3.102257623 0.002387881 96.72458648
IVLFDTLLEEYSVLNK 10 18379366 2xTMT6plex [N-Term; K16] 0.951 1.189 1.595 4.423779011 51.63 0 2354.362321 3 785.4584961 -0.588723638 -0.000462023 112.9453829GMWASLDALWEMPAEK 1 18379366 2xTMT6plex [N-Term; K16]; 1xOxidation [M12] 1.045 22.46 0 2309.171032 3 770.397583 3.102257623 0.002387881 96.72458648HGFNQQTLGFFMK 6 18379366 2xTMT6plex [N-Term; K13] 1.072 0.88 0.952 3.986039877 26.75 0 2013.078058 3 671.6965942 -1.405193974 -0.000942922 71.86676369LKEEIEVMAK 17 18379366 3xTMT6plex [N-Term; K2; K10] 1.345 1.143 1.206 4.467918396 36.25 1 1877.138482 2 939.0739746 1.166828538 0.001095149 71.39104343SIDFPLTK 4 18379366 2xTMT6plex [N-Term; K8] 1.204 1.38 3.173328161 43.52 0 1378.834624 2 689.9205322 -0.606074768 -0.000417838 67.64170977VYVVEGSK 6 18379366 2xTMT6plex [N-Term; K8] 1.058 0.992 0.457 3.616977453 26.97 0 1338.803323 2 669.9046021 -1.042653849 -0.000697954 40.94940628DLYSALIK 2 18379366 2xTMT6plex [N-Term; K8] 1.133 2.842442989 40.01 0 1380.850274 2 690.928772 -0.004522349 -3.12E-06 63.361044465031579 AKAP8 A-kinase anchor protein 8 10270 NP_005849.1 14.59537572 1 6 6 42 692 76.061 5.15 1.49 1.7 1.35 1.51 Significant 0.00449 SDPFVPPAASSEPLSTPWNELNYVGGR 6 5031579 1xTMT6plex [N-Term] 1.505 2.329 2.043 4.815740585 34.66 0 3116.552645 3 1039.519531 -2.760765173 -0.002868023 88.82940993VAPAPAAADAEVEQTDAESK 6 5031579 2xTMT6plex [N-Term; K20] 1.292 1.55 1.377 6.221654415 56.59 0 2428.260769 3 810.0928955 1.385466289 0.001121424 44.64914328ETPEEVAADVLAEVITAAVR 10 5031579 1xTMT6plex [N-Term] 0.897 1.419 1.649 7.367174625 66.61 0 2312.254672 3 771.4225464 -0.685936486 -0.000528687 113.6792043TVEFLQEYIVNR 8 5031579 1xTMT6plex [N-Term] 1.215 1.961 0.815 4.370167732 52.61 0 1739.952951 2 870.4784546 -1.907459802 -0.001659445 78.43566921GIGQEHFFK 6 5031579 2xTMT6plex [N-Term; K9] 1.596 1.687 1.517 3.360622644 26.22 0 1520.86257 3 507.6261902 0.951918122 0.000482579 47.76041482GGSGGGGEGIQDR 6 5031579 1xTMT6plex [N-Term] 100 100 0.714 2.978930473 51.76 0 1375.676336 2 688.3418579 0.075185063 5.17E-05 15.764550165032007 PURA transcriptional activator protein Pur-alpha 5813 NP_005850.1 34.7826087 1 8 8 57 322 34.889 6.44 0.93 0.86 0.91 0.9 Significant 0.000535 LIDDYGVEEEPAELPEGTSLTVDNK 10 5032007 2xTMT6plex [N-Term; K25] 0.741 0.709 5.215576649 64.48 0 3191.624755 3 1064.546509 0.068218292 7.26E-05 75.67558545LIDDYGVEEEPAELPEGTSLTVDNKR 10 5032007 2xTMT6plex [N-Term; K25] 0.916 1.13 1.108 5.557010651 31.68 1 3347.725866 4 837.6856689 -1.499659455 -0.001255112 66.83984364GPGLGSTQGQTIALPAQGLIEFR 6 5032007 1xTMT6plex [N-Term] 0.681 0.873 0.656 8.106566429 62.89 0 2540.403402 3 847.4725342 -0.138781477 -0.00011752 83.11240159DYLGDFIEHYAQLGPSQPPDLAQAQDEPR 2 5032007 1xTMT6plex [N-Term] 1.125 5.630517006 29.09 0 3499.696742 3 1167.235596 -1.288266086 -0.001502847 86.7034431IAEVGAGGNK 6 5032007 2xTMT6plex [N-Term; K10] 1.064 0.889 0.882 3.5637362 46.45 0 1373.815285 2 687.4109497 -0.48203419 -0.000331113 33.24776601NSITVPYK 6 5032007 2xTMT6plex [N-Term; K8] 0.903 0.805 0.865 3.032976151 29.33 0 1379.829872 2 690.4172974 -1.851223465 -0.001277187 48.12981642VSEVKPTYR 11 5032007 2xTMT6plex [N-Term; K5] 1.162 1.093 1.046 3.291686773 13.37 0 1536.914999 2 768.9604492 -0.896075906 -0.000688596 40.4437234

FGHTFCK 6 5032007 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.865 0.816 0.848 3.00346303 19.77 0 1354.734198 3 452.2492371 -0.76799446 -0.000346809 37.04782704
56181387 STUB1 E3 ubiquitin-protein ligase CHIP isoform a 10273 NP_005852.2 52.14521452 1 13 13 72 303 34.834 5.87 0.88 0.97 0.91 0.92 Significant 0.000826 EPCITPSGITYDR 6 56181387 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.172 0.997 1.189 4.764800072 33.34 0 1737.867901 2 869.4372559 -0.383447585 -0.000333191 46.94245916SPLTQEQLIPNLAMK 6 56181387 2xTMT6plex [N-Term; K15] 1.062 1.024 5.387024879 37.41 0 2141.240432 3 714.4182129 -0.161835224 -0.000115509 82.75891755NHEGDEDDSHVR 12 56181387 1xTMT6plex [N-Term] 0.954 0.864 0.939 5.840842724 60.81 0 1638.730556 4 410.4382019 0.257331619 0.000105424 12.80883087AHFFLGQCQLEMESYDEAIANLQR 6 56181387 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.457 1.061 1.323 7.618294239 55.36 0 3099.486556 3 1033.832886 -0.791103105 -0.000817338 84.85722212YMADMDELFSQVDEK 4 56181387 2xTMT6plex [N-Term; K15] 1.077 0.76 3.313015938 30.7 0 2279.097592 2 1140.053223 0.691827549 0.000788371 89.65298346LNFGDDIPSALR 6 56181387 1xTMT6plex [N-Term] 1.035 0.99 1.069 3.972632885 27.89 0 1546.842673 2 773.9249878 0.016915707 1.31E-05 71.25890128MQQHEQALADCR 4 56181387 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.959 1.484 4.184905052 24.28 0 1715.815489 3 572.6107178 1.230476311 0.000703757 21.10574524NPLVAVYYTNR 4 56181387 1xTMT6plex [N-Term] 1.092 1.097 3.540055037 40.45 0 1538.852844 2 769.9285889 -1.912129309 -0.001471243 55.39630765AQQACIEAK 6 56181387 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 0.518 0.899 0.601 4.169699669 36.13 0 1476.82447 2 738.9158936 0.02756548 2.04E-05 27.52242763VGHFDPVTR 6 56181387 1xTMT6plex [N-Term] 0.893 1.005 0.903 3.621367693 19.51 0 1256.694887 3 419.5700378 0.536116919 0.000224578 31.96157646KYPEAAACYGR 6 56181387 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 1.245 1.338 1.014 3.9018507 13.29 1 1743.925246 3 581.9799805 0.08130294 4.73E-05 28.72437413WNSIEER 4 56181387 1xTMT6plex [N-Term] 0.826 0.961 2.062464237 7.09 0 1162.605403 2 581.8063354 -0.007364117 -4.28E-06 33.06595573SPSAQELK 2 56181387 2xTMT6plex [N-Term; K8] 0.794 2.419589043 11.33 0 1317.777837 2 659.3925171 -0.060207654 -3.97E-05 30.11036813
5032117 SIGMAR1 sigma non-opioid intracellular receptor 1 isoform 1 10280 NP_005857.1 26.00896861 1 3 3 33 223 25.112 5.96 1.03 1.29 1.12 1.14 Significant 0.00439

SEVFYPGETVVHGPGEATAVEWGPNTWMVEYGR 12 5032117 1xTMT6plex [N-Term] 0.794 1.303 1.169 7.350091934 34.68 0 3880.84784 4 970.9677124 0.303990113 0.000294935 86.45566322QYAGLDHELAFSR 10 5032117 1xTMT6plex [N-Term] 1.064 1.474 1.125 5.645091057 56.75 0 1735.896499 3 579.3028564 -1.430456288 -0.000827708 55.698221LELTTYLFGQDP 11 5032117 1xTMT6plex [N-Term] 0.975 0.963 1.081 2.705447435 35.67 0 1625.862405 2 813.4328613 -2.435085366 -0.001979557 95.974593175031611 BET1 BET1 homolog isoform 1 10282 NP_005859.1 24.57627119 1 2 2 26 118 13.281 9.06 1.12 1.23 1.22 1.19 Significant 0.00087 LLAEMDSQFDSTTGFLGK 22 5031611 2xTMT6plex [N-Term; K18] 1.075 1.232 1.208 4.529469967 58.6 0 2418.262683 3 806.7592163 0.170500824 0.000137439 95.29753939SLSIEIGHEVK 4 5031611 2xTMT6plex [N-Term; K11] 1.186 1.226 4.454933643 30.39 0 1669.988892 3 557.3339844 -0.8935778 -0.000497422 51.27229034
64276486 CWC27 peptidyl-prolyl cis-trans isomerase CWC27 homolog isoform 1 10283 NP_005860.2 17.16101695 1 5 5 26 472 53.814 5.8 1.01 1.1 0.92 1.01 Significant 0.00264

SCEVLFNPFDDIIPR 12 64276486 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 3.927 1.089 1.506 3.933423281 33.64 0 2051.046928 3 684.3540039 0.258452765 0.0001767 97.35065979EDQTLALLNQFK 4 64276486 2xTMT6plex [N-Term; K12] 0.908 0.804 3.299916029 29.56 0 1878.073684 3 626.6953125 -1.224685708 -0.000766683 82.61446367SAGEGEVEK 6 64276486 2xTMT6plex [N-Term; K9] 1.216 1.128 0.982 3.573169708 32.71 0 1363.746931 2 682.3753662 -2.548008026 -0.001737419 20.75911678VTGDTVYNMLR 2 64276486 1xTMT6plex [N-Term] 1.097 3.477292776 33.14 0 1497.79328 2 749.3980103 -3.028403351 -0.002267961 58.95581584VVPGFIVQGGDPTGTGSGGESIYGAPFKDEFHSR 2 64276486 2xTMT6plex [N-Term; K28] 1.692 3.288501501 7.48 1 3923.996837 4 981.7511597 -3.574854596 -0.00350693 78.39582262215490089 SAP18 histone deacetylase complex subunit SAP18 10284 NP_005861.2 41.27906977 1 7 7 60 172 19.514 9.8 1.23 1.26 1.32 1.27 Significant 0.000434 GNVPSSELQIYTWMDATLK 8 215490089 2xTMT6plex [N-Term; K19] 1.364 1.578 0.603 5.241526127 47.64 0 2611.384195 3 871.1320801 -0.960573182 -0.000836142 102.006956KGTDDSMTLQSQK 15 215490089 3xTMT6plex [N-Term; K1; K13] 1.141 1.275 1.211 5.514073372 34.03 1 2126.17303 3 709.3954468 -0.584443482 -0.000414209 31.77661569
KGTDDSMTLQSQK 8 215490089 3xTMT6plex [N-Term; K1; K13]; 1xOxidation [M7] 1.244 1.367 1.291 4.195570469 25.2 1 2142.167945 3 709.3954468 -0.584443482 -0.000414209 31.77661569EIGSTMSGR 6 215490089 1xTMT6plex [N-Term] 1.08 1.177 1.38 3.268943548 35.17 0 1166.603688 2 583.805481 -0.002542369 -1.48E-06 21.43086112VTQEEIK 6 215490089 2xTMT6plex [N-Term; K7] 1.222 1.224 1.514 3.055734396 33.84 0 1304.782588 2 652.8952637 0.507972559 0.000331397 30.88080061ELTSLVK 6 215490089 2xTMT6plex [N-Term; K7] 1.385 1.193 1.236 2.803093672 26.21 0 1247.79751 2 624.4025879 0.312070867 0.000194701 54.37949514TCPLLLR 6 215490089 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.356 1.205 1.246 2.748226643 29.86 0 1101.665167 2 551.3353882 -1.513139258 -0.000833486 55.11054365KEPEKPIDR 5 215490089 3xTMT6plex [N-Term; K1; K5] 1.191 1.327 1.476 3.149070501 5.19 1 1799.099395 3 600.3712769 -0.065245752 -3.91E-05 23.066527255032113 SMNDC1 survival of motor neuron-related-splicing factor 30 10285 NP_005862.1 20.58823529 1 3 3 18 238 26.694 7.24 1.03 0.99 1.2 1.07 Significant 0.00358 SIFASPESVTGK 8 5032113 2xTMT6plex [N-Term; K12] 1.067 0.988 1.13 4.328678608 54.75 0 1680.957258 2 840.982605 0.401967947 0.000337845 57.86143416DLLSTQPSETLASSDSFASTQPTHSWK 2 5032113 2xTMT6plex [N-Term; K27] 0.984 5.120664597 53.11 0 3379.7058 3 1127.238647 -1.304994414 -0.001470166 65.69912439DLQEVIELTK 8 5032113 2xTMT6plex [N-Term; K10] 1.002 1.236 4.149851799 46.16 0 1645.977659 2 823.4926758 0.252860358 0.000208101 78.530038435031653 BCAS2 pre-mRNA-splicing factor SPF27 10286 NP_005863.1 52.44444444 1 9 9 73 225 26.115 5.66 1.16 1.16 1.17 1.16 Significant 0.00000821 RYELPAPSSGQK 6 5031653 2xTMT6plex [N-Term; K12] 1.262 1.267 1.169 4.820660114 24.64 1 1791.016504 3 597.6767578 -0.437540636 -0.000261214 36.87805357

IENLELMSQHGCNAWK 6 5031653 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 1.179 1.161 0.801 5.254042625 58.19 0 2388.220442 3 796.7446289 -0.464078286 -0.00036944 65.78391337
NYLSYLTAPDYSAFETDIMR 12 5031653 1xTMT6plex [N-Term] 0.845 0.915 2.235 5.210783482 51.82 0 2599.258771 3 867.0894165 -1.95238671 -0.001691586 96.1732042TIVQLENEIYQIK 16 5031653 2xTMT6plex [N-Term; K13] 1.164 1.131 1.174 4.55203104 58.27 0 2049.199613 2 1025.103394 -0.050029594 -5.13E-05 94.03860232EMESNWVSLVSK 10 5031653 2xTMT6plex [N-Term; K12] 1.18 1.162 1.327 5.375421524 64.31 0 1867.003556 2 934.0045166 -0.96371904 -0.000899633 75.46703591VYNENLVHMIEHAQK 4 5031653 2xTMT6plex [N-Term; K15] 1.248 1.151 5.265232086 38.73 0 2283.231992 4 571.5621948 -2.208743194 -0.001260768 63.20901782QPIELLSMK 8 5031653 2xTMT6plex [N-Term; K9] 1.152 1.228 1.218 3.524077415 36 0 1516.917307 2 758.9604492 -2.429540808 -0.001842706 71.98374459NMQLTAGSK 6 5031653 2xTMT6plex [N-Term; K9] 0.622 1.123 1.114 4.176498413 38.91 0 1407.803006 2 704.404541 -0.852653919 -0.000600184 34.2166428QQHGEANKENIR 5 5031653 2xTMT6plex [N-Term; K8] 1.14 1.141 1.343 3.958360672 2.63 1 1882.029528 4 471.2627869 -0.111836217 -5.26E-05 16.058236625032087 SF3A1 splicing factor 3A subunit 1 10291 NP_005868.1 39.5964691 1 25 25 208 793 88.831 5.22 1.35 1.37 1.43 1.38 Significant 0.000302 EDSAPSKPVVGIIYPPPEVR 10 5032087 2xTMT6plex [N-Term; K7] 1.268 1.202 1.362 6.020251751 34.01 0 2608.475059 3 870.1624756 -0.837965531 -0.000728604 66.00865619QSDDEVYAPGLDIESSLK 4 5032087 2xTMT6plex [N-Term; K18] 1.145 1.003 4.218080044 44.42 0 2424.254621 3 808.7557983 -0.733928876 -0.000593077 70.44940844EPPPEFEFIADPPSISAFDLDVVK 14 5032087 2xTMT6plex [N-Term; K24] 1.527 1.502 1.515 6.405053139 61.29 0 3117.643641 4 780.1655884 -0.999759669 -0.000779224 111.9795378FNFLNPNDPYHAYYR 14 5032087 1xTMT6plex [N-Term] 1.309 1.292 1.495 5.089349747 32.89 0 2160.05004 3 720.6878052 -0.545048788 -0.000392444 67.70700431TDIFGVEETAIGK 4 5032087 2xTMT6plex [N-Term; K13] 1.319 1.409 5.143315792 82.03 0 1838.031151 2 919.5180664 -1.248394239 -0.001147294 68.93788275TQQAAQANITLQEQIEAIHK 5 5032087 2xTMT6plex [N-Term; K20] 0.945 1.019 5.556439877 34.18 0 2693.498648 4 674.1290894 -1.529857135 -0.001030167 61.89652756VMQQQQQTTQQQLPQK 16 5032087 2xTMT6plex [N-Term; K16] 1.561 1.312 1.373 5.552550793 54.2 0 2400.306948 3 800.7730103 -1.029330137 -0.000823569 36.58420485ASKPLPPAPAPDEYLVSPITGEK 14 5032087 3xTMT6plex [N-Term; K3; K23] 1.181 1.661 1.203 6.115316868 30.9 0 3064.753749 3 1022.250854 -5.135487131 -0.005246334 80.35025172VQAQVIQETIVPK 12 5032087 2xTMT6plex [N-Term; K13] 1.347 1.556 1.517 3.987994909 63.68 0 1911.167919 2 956.0876465 0.050921088 4.87E-05 64.40952247KIGEEEIQKPEEK 2 5032087 4xTMT6plex [N-Term; K1; K9; K13] 1.705 3.1775105 11.82 1 2473.468356 4 619.1221313 -0.671332371 -0.00041513 41.25025968AQEPSAAIPK 10 5032087 2xTMT6plex [N-Term; K10] 1.394 1.354 1.368 3.910231113 53.12 0 1469.8728 2 735.4401855 0.200434861 0.000147307 35.80914166QPTEEEASSK 8 5032087 2xTMT6plex [N-Term; K10] 1.264 0.99 1.252 3.809341431 45.56 0 1563.826637 2 782.4169312 -0.033069722 -2.59E-05 19.20037392LQYEGIFIK 14 5032087 2xTMT6plex [N-Term; K9] 1.679 1.473 1.728 3.876493454 48.55 0 1568.945237 2 784.975769 -0.621477436 -0.000487532 72.27122391IGEEEIQKPEEK 6 5032087 3xTMT6plex [N-Term; K8; K12] 0.776 1.079 100 3.128643274 19.06 0 2116.210461 3 706.0750732 0.097063391 6.85E-05 54.92240503NYQFDFLRPQHSLFNYFTK 5 5032087 2xTMT6plex [N-Term; K19] 1.047 1.538 2.318 5.118152142 10.5 0 2923.529554 4 731.6380005 0.211252568 0.000154401 89.0106716QFLTQLMQK 6 5032087 2xTMT6plex [N-Term; K9] 1.005 1.63 1.499 4.199585438 35.46 0 1594.939105 2 797.9718018 -1.742006554 -0.001389197 78.42109939IHEATGMPAGK 12 5032087 2xTMT6plex [N-Term; K11]; 1xOxidation [M7] 1.489 1.562 1.657 4.578547955 34.28 0 1585.877234 3 529.2972412 -0.039913044 -2.11E-05 23.38390351EVLDQVCYR 6 5032087 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.416 1.546 1.52 3.811901093 43.36 0 1410.724866 2 705.8646851 -1.965480923 -0.001386376 38.5086286VQVPNMQDK 8 5032087 2xTMT6plex [N-Term; K9] 1.516 1.663 1.903 3.135775328 40.48 0 1516.85577 2 758.9300537 -1.937420936 -0.001469394 45.61972366TEDSLMPEEEFLR 6 5032087 1xTMT6plex [N-Term] 1.378 1.239 1.193 3.603680849 20.05 0 1824.888696 2 912.9484253 0.481040811 0.000438923 65.85813436LTAQFVAR 6 5032087 1xTMT6plex [N-Term] 1.317 1.43 1.197 3.162118912 29.81 0 1134.683259 2 567.8450928 -0.308767334 -0.000175177 46.06513865QNEINNPK 12 5032087 2xTMT6plex [N-Term; K8] 1.39 1.47 1.452 2.916502237 26.13 0 1414.805449 2 707.9057617 -0.849425977 -0.000600886 21.80493432LVEQYTK 8 5032087 2xTMT6plex [N-Term; K7] 1.222 0.878 1.166 3.35976696 24.61 0 1338.803323 2 669.9068604 2.33095711 0.001560347 40.82742242GLVPEDDTK 4 5032087 2xTMT6plex [N-Term; K9] 1.077 1.185 3.266756535 47.19 0 1431.809531 2 716.4085083 0.146040069 0.000104551 37.73534185NGPEFEAR 2 5032087 1xTMT6plex [N-Term] 1.198 2.874702215 13.92 0 1148.589753 2 574.7988281 0.545756218 0.000313425 21.831899935031741 DNAJA2 dnaJ homolog subfamily A member 2 10294 NP_005871.1 44.90291262 1 14 14 117 412 45.717 6.48 1 1.02 1.11 1.04 Significant 0.00105 EISFAYEVLSNPEK 14 5031741 2xTMT6plex [N-Term; K14] 0.799 0.887 0.862 5.042067051 61.98 0 2084.131593 2 1042.569702 0.2565466 0.000267338 79.60004356LYDILGVPPGASENELKK 19 5031741 3xTMT6plex [N-Term; K17; K18] 1.172 1.113 1.095 4.872299194 25.79 1 2630.537215 4 658.3899536 0.292656238 0.000192461 79.35337963LSELEDLLPSRPEVPNIIGETEEVELQEFDSTR 5 5031741 1xTMT6plex [N-Term] 0.01 3.197036982 7.7 0 4013.044016 3 1338.351074 -1.332336184 -0.001782241 111.2959326EISFAYEVLSNPEKR 6 5031741 2xTMT6plex [N-Term; K14] 1.172 0.98 1.555 6.391633511 25 1 2240.232704 3 747.414978 -1.037002971 -0.000774376 78.09120721

NVLCSACSGQGGK 10 5031741 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C4; C7] 1.193 1.485 1.461 5.094634056 56.15 0 1795.919509 2 898.4645996 1.343767768 0.001206649 32.27006905
ITFTGEADQAPGVEPGDIVLLLQEK 22 5031741 2xTMT6plex [N-Term; K25] 1.101 1.014 1.139 7.253646851 70.63 0 3098.702552 3 1033.572266 -0.099627181 -0.000102905 109.1964875

IGLVEALCGFQFTFK 2 5031741 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 1.384 4.567377567 36.52 0 2188.224054 3 730.0787354 -1.097312365 -0.000800388 112.4947889
FDVQFPENNWINPDK 8 5031741 2xTMT6plex [N-Term; K15] 0.802 0.77 0.817 4.253243446 35.83 0 2321.196653 2 1161.100342 -1.398346084 -0.001622918 83.60207954ILEVHVDK 10 5031741 2xTMT6plex [N-Term; K8] 1.064 1.046 1.123 3.580269575 41.14 0 1410.872072 3 470.9627686 1.191308621 0.000560261 61.06444454EYHPDKNPNAGDK 5 5031741 3xTMT6plex [N-Term; K6; K13] 0.982 0.851 0.992 4.045547962 11.96 1 2172.165242 4 543.7965698 -0.364987483 -0.000198203 38.08472831GEGMPQYR 6 5031741 1xTMT6plex [N-Term] 0.99 1.008 0.96 3.198310614 39.79 0 1166.582559 2 583.7954712 0.948773667 0.000553411 24.0561243VIEPGCVR 6 5031741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.063 1.122 3.129739285 25.64 0 1158.650245 2 579.8291626 0.693639272 0.000401843 31.58866806YGEQGLR 2 5031741 1xTMT6plex [N-Term] 0.781 2.437221766 13.72 0 1051.573374 2 526.289978 -0.660967013 -0.000347528 21.59960923GSGGGQR 2 5031741 1xTMT6plex [N-Term] 0.883 2.23434329 23.45 0 847.4583448 2 424.2332153 0.954895385 0.000404617 98.47436235031975 PAK4 serine/threonine-protein kinase PAK 4 isoform 1 10298 NP_005875.1 6.429780034 1 3 3 10 591 64.032 9.73 0.61 0.55 1.08 0.75 Significant 0.0469 DGALTLLLDEFENMSVTR 4 5031975 1xTMT6plex [N-Term]; 1xOxidation [M14] 1.134 1.081 4.205538273 35.97 0 2269.158329 3 757.057373 -0.336384361 -0.000254436 111.0400791

LSDFGFCAQVSK 2 5031975 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 0.667 2.906282425 22.36 0 1816.966777 3 606.3328857 9.53633098 0.005775732 67.0001809
ATAAELLK 4 5031975 2xTMT6plex [N-Term; K8] 0.498 0.55 3.027487278 25.2 0 1274.808409 2 637.9082031 0.565449675 0.00036042 51.1331583230089940 GOLGA3 golgin subfamily A member 3 isoform 1 2802 NP_005886.2 22.29639519 1 29 29 111 1498 167.252 5.44 1.33 1.31 1.23 1.29 Significant 0.00056 AMTDLQNMLEAK 6 30089940 2xTMT6plex [N-Term; K12] 1.431 1.267 1.33 4.074956894 58.1 0 1822.980712 2 911.9929199 -1.178688417 -0.001074363 78.3493796LQGEMAHIQVGQMTQAGLLEHLK 6 30089940 2xTMT6plex [N-Term; K23] 1.405 1.662 1.617 6.993157864 48.31 0 2990.631987 4 748.4110107 -3.268276167 -0.002443553 79.53907194ELEGLQQLLQNVK 6 30089940 2xTMT6plex [N-Term; K13] 1.3 1.328 1.303 4.604598999 35.7 0 1970.168647 3 657.3944702 0.106658144 7.00E-05 97.51246062VLELEDELQESR 8 30089940 1xTMT6plex [N-Term] 1.114 1.459 1.315 4.100809574 48.67 0 1688.890411 2 844.9485474 -0.350877377 -0.000296297 63.85669181DQQLEALQQEHLDLMK 2 30089940 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 1.642 3.333846092 37.88 0 2413.279731 3 805.0958862 -2.745371168 -0.00220845 59.44210066AQGGSSDSSLALHER 3 30089940 1xTMT6plex [N-Term] 1.175 5.520406723 49.73 0 1743.882306 3 581.9656982 0.135253716 7.86E-05 20.20649552ELQEVIALTSQELEESR 6 30089940 1xTMT6plex [N-Term] 2.061 1.6 1.174 6.404724121 73.8 0 2203.165523 3 735.0595093 -0.702651686 -0.000516019 99.72614233LEGQLEALSLEASQALK 6 30089940 2xTMT6plex [N-Term; K17] 1.462 1.565 1.352 4.857227325 50.88 0 2258.300783 3 753.4338379 -6.120990714 -0.004607679 100.4716384KELEGLQQLLQNVK 4 30089940 3xTMT6plex [N-Term; K1; K14] 1.333 1.531 6.536744118 30.37 1 2327.426542 3 776.479187 -1.518602104 -0.001178145 93.36521673LQAEADDLQIR 4 30089940 1xTMT6plex [N-Term] 1.122 1.315 3.76321125 55.9 0 1500.821937 2 750.9135742 -1.376260866 -0.001032761 49.19601827ASQAEISSLQSVR 2 30089940 1xTMT6plex [N-Term] 1.018 3.950817108 50.47 0 1604.880515 2 802.9442139 0.396499533 0.000318167 40.25541639MADSAASLEQQLEQVK 4 30089940 2xTMT6plex [N-Term; K16] 1.194 1.487 4.964577675 40.12 0 2206.178954 3 736.0635986 -1.22889014 -0.000903717 74.10075716QIEELQQEAR 2 30089940 1xTMT6plex [N-Term] 0.883 3.785872459 41.04 0 1472.790637 2 736.8991699 0.289249361 0.000213002 32.79225534LTGLGQSNAALR 5 30089940 1xTMT6plex [N-Term] 0.835 1.018 4.368184566 44.36 0 1429.832443 2 715.4196777 -0.254338368 -0.000181831 43.64769799TLLQQNQQLK 4 30089940 2xTMT6plex [N-Term; K10] 1.755 1.413 4.54876709 45.89 0 1672.015776 2 836.5109863 -0.645666007 -0.000539782 44.10606687EAADAELGQLR 6 30089940 1xTMT6plex [N-Term] 1.285 1.165 1.477 4.059315205 40.34 0 1401.753523 2 701.3807373 0.481196846 0.00033726 36.94376737EDTICLLQNEK 2 30089940 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.684 3.895037889 34.95 0 1820.982821 2 910.9962158 1.281901509 0.00116716 55.97981575

LALELEHEK 6 30089940 2xTMT6plex [N-Term; K9] 1.378 1.222 1.328 3.600661993 32.73 0 1539.914665 3 513.975708 -1.359728958 -0.000697956 50.51148922VGSLGLPAHPR 4 30089940 1xTMT6plex [N-Term] 1.157 1.129 3.129838467 25.71 0 1332.794935 3 444.9367371 0.542492788 0.000241011 38.45661484RLEEGTEETSETLEK 2 30089940 2xTMT6plex [N-Term; K15] 1.399 2.932427883 2.64 1 2209.159992 3 737.0576782 -0.683966773 -0.000503664 34.87132234QLDEQLSK 6 30089940 2xTMT6plex [N-Term; K8] 1.107 1.13 0.859 3.457766294 38.01 0 1418.825515 2 709.9158936 -0.708205917 -0.00050241 36.8190093AQLQLLQK 2 30089940 2xTMT6plex [N-Term; K8] 1.395 3.136748314 33.51 0 1399.903706 2 700.4556885 0.281600172 0.000197107 59.99700574KWLEEQLK 2 30089940 3xTMT6plex [N-Term; K1; K8] 1.48 1.893882871 3.73 1 1761.087767 3 587.699646 -1.920802462 -0.001127567 59.63172372AASLELSEVKK 3 30089940 3xTMT6plex [N-Term; K10; K11] 1.251 1.242 3.152026176 1.24 1 1862.156575 3 621.3890991 -2.057322553 -0.001277019 51.80483236GTYGILSK 2 30089940 2xTMT6plex [N-Term; K8] 1.163 2.337024212 15.83 0 1296.792759 2 648.8991699 -1.307461226 -0.000847753 47.52870867TAEAELSR 2 30089940 1xTMT6plex [N-Term] 1.92 2.189724445 17.02 0 1105.605068 2 553.3062134 0.073867075 4.08E-05 19.68544762TMVEEDLQR 2 30089940 1xTMT6plex [N-Term] 1.209 2.888489008 0.23 0 1349.693231 2 675.3499146 -0.503053895 -0.000339484 33.54273324QDSLSSEVDTLK 2 30089940 2xTMT6plex [N-Term; K12] 0.205 2.064033985 0.23 0 1779.97403 2 890.4916382 1.10672805 0.000984974 52.31512948EQVAAAK 2 30089940 2xTMT6plex [N-Term; K7] 1.376 1.630522132 8.27 0 1174.719594 2 587.8634033 -0.054318814 -3.19E-05 22.6134635428178825 IDH1 isocitrate dehydrogenase [NADP] cytoplasmic 3417 NP_005887.2 71.98067633 1 26 27 334 414 46.63 7.01 0.77 0.76 0.77 0.77 Significant 0.0000189 GQETSTNPIASIFAWTR 20 28178825 1xTMT6plex [N-Term] 0.922 0.845 0.887 5.829697132 67.48 0 2108.097384 2 1054.552124 -0.195542733 -0.000206112 96.23295803NYDGDVQSDSVAQGYGSLGMMTSVLVCPDGK 2 28178825 2xTMT6plex [N-Term; K31]; 1xCarbamidomethyl [C27] 0.657 4.314222813 59.32 0 3708.759568 3 1236.926025 1.066370522 0.001318304 88.72240032
SIEDFAHSSFQMALSK 12 28178825 2xTMT6plex [N-Term; K16]; 1xOxidation [M12] 0.874 0.798 0.769 4.316287994 37.14 0 2272.16839 3 758.0599976 -1.298369537 -0.000983371 66.33006342SDYLNTFEFMDK 10 28178825 2xTMT6plex [N-Term; K12] 0.831 0.74 0.714 3.707682371 53.42 0 1967.982486 2 984.4953613 0.487817477 0.000480008 79.46725777VTYLVHNFEEGGGVAMGMYNQDK 22 28178825 2xTMT6plex [N-Term; K23] 0.796 0.803 0.788 6.534659386 43.28 0 3017.490134 3 1006.500671 -0.885749323 -0.000890913 81.1916796LIDDMVAQAMK 24 28178825 2xTMT6plex [N-Term; K11] 0.719 0.73 0.748 5.24065733 62.51 0 1692.94287 2 846.9746094 -0.548063385 -0.00046392 82.59710481LVSGWVKPIIIGR 14 28178825 2xTMT6plex [N-Term; K7] 1.116 1.06 0.647 5.003485203 24.26 0 1896.219895 3 632.7443848 -0.68244887 -0.000431358 82.85791493TVEAEAAHGTVTR 10 28178825 1xTMT6plex [N-Term] 0.698 0.965 1.013 5.593648911 51.34 0 1570.83865 3 524.2841797 -0.422823503 -0.000221396 18.8666542LIFPYVELDLHSYDLGIENR 14 28178825 1xTMT6plex [N-Term] 0.732 0.569 0.778 6.182229042 53.7 0 2635.396919 3 879.1369019 -0.291099829 -0.000255721 100.8709638SDYLNTFEFMDK 22 28178825 2xTMT6plex [N-Term; K12]; 1xOxidation [M10] 0.796 0.858 0.805 2.905268192 46.22 0 1983.977401 2 984.4953613 0.487817477 0.000480008 79.46725777ATDFVVPGPGK 10 28178825 2xTMT6plex [N-Term; K11] 0.725 0.757 0.704 3.682837963 60.18 0 1545.9041 2 773.4554443 -0.315626386 -0.000243964 55.15791971

KISGGSVVEMQGDEMTR 4 28178825 2xTMT6plex [N-Term; K1]; 2xOxidation [M10; M15] 0.97 1.287 3.337438583 27.8 1 2314.178303 3 772.0640869 -0.257165929 -0.000198376 29.55375714
FKDIFQEIYDK 16 28178825 3xTMT6plex [N-Term; K2; K11] 0.845 0.879 0.886 5.394175529 31.48 1 2133.219904 3 711.742981 -2.584833798 -0.001838006 88.82403332ISGGSVVEMQGDEMTR 8 28178825 1xTMT6plex [N-Term]; 2xOxidation [M9; M14] 0.602 0.512 0.762 2.6281147 69.52 0 1956.920408 2 978.9644775 0.64938672 0.000635399 29.41012053VEITYTPSDGTQK 8 28178825 2xTMT6plex [N-Term; K13] 0.709 0.731 4.697013378 43.36 0 1897.031879 3 633.0140381 -2.276188521 -0.001439334 46.69850779
SEGGFIWACK 8 28178825 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 0.824 0.845 0.903 3.918447256 37.89 0 1612.85577 2 806.9299927 -1.897980275 -0.001530584 60.7498911
DATNDQVTK 14 28178825 2xTMT6plex [N-Term; K9] 0.781 0.695 0.822 3.582239628 45.07 0 1449.794943 2 725.4002686 -1.16080597 -0.000841465 21.5190603GWPLYLSTK 14 28178825 2xTMT6plex [N-Term; K9] 0.72 0.641 0.695 3.648656607 41.25 0 1522.903372 2 761.9555054 0.237948247 0.000181186 72.47951051NILGGTVFR 10 28178825 1xTMT6plex [N-Term] 0.743 0.788 0.862 3.586178064 38.48 0 1205.720373 2 603.3634644 -0.597932223 -0.00036047 55.31413774DIFQEIYDK 4 28178825 2xTMT6plex [N-Term; K9] 0.83 0.533 3.069266558 16.39 0 1628.893595 2 814.9497681 -0.81975716 -0.000667649 74.16818261HAYGDQYR 10 28178825 1xTMT6plex [N-Term] 0.654 0.655 0.695 3.062973022 34.72 0 1238.611551 3 413.5419006 -0.324706889 -0.000134062 15.72723959CATITPDEK 6 28178825 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 0.845 0.717 1.921 3.222678661 41.99 0 1492.808151 2 746.9084473 0.982665622 0.000733466 30.6337956

IIWELIK 30 28178825 2xTMT6plex [N-Term; K7] 0.721 0.701 0.692 3.145166636 35.89 0 1372.89683 2 686.9510498 -1.461800028 -0.00100345 98.78861351
DLAACIK 12 28178825 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.909 0.911 0.838 2.955838919 27.13 0 1248.738615 2 624.8723755 -0.913452522 -0.000570332 45.3649469
SQFEAQK 12 28178825 2xTMT6plex [N-Term; K7] 0.73 0.799 0.758 3.201801062 34.73 0 1295.735972 2 648.3712769 -0.536397135 -0.000347515 27.85064409GLPNVQR 6 28178825 1xTMT6plex [N-Term] 0.762 0.793 0.852 2.237840414 16.35 0 1012.610094 2 506.8084717 -0.42231519 -0.00021382 27.78589524DAAEAIK 6 28178825 2xTMT6plex [N-Term; K7] 0.607 0.652 0.649 2.596143246 36.79 0 1175.703609 2 588.354187 -2.13658999 -0.001255998 29.06595755LIDDMVAQAMK 3 28178825 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 0.659 0.673 2.141934633 7.76 0 1708.937785 2 846.9746094 -0.548063385 -0.00046392 82.59710481DAAEAIKK 3 28178825 3xTMT6plex [N-Term; K7; K8] 1.437 1.532 2.086993217 4.06 1 1532.961504 3 511.6587524 0.130279996 6.66E-05 34.5747427342558250 CAPRIN1 caprin-1 isoform 1 4076 NP_005889.3 20.59238364 1 12 12 79 709 78.318 5.25 1.24 1.3 1.29 1.27 Significant 0.000211 SFMALSQDIQK 10 42558250 2xTMT6plex [N-Term; K11] 1.177 1.261 1.351 4.447034359 41.51 0 1725.960963 2 863.482605 -1.755253524 -0.00151475 66.01279018YQEVTNNLEFAK 8 42558250 2xTMT6plex [N-Term; K12] 1.146 1.29 4.630847931 52.08 0 1914.037299 2 957.5213013 -1.030732755 -0.00098643 59.15229395TVLELQYVLDKLGDDEVR 6 42558250 2xTMT6plex [N-Term; K11] 1.901 2.072 2.155 6.200277328 42.79 1 2563.438339 3 855.1489868 -2.314169485 -0.00197741 107.4791047EQVDEWTVETVEVVNSLQQQPQAASPSVPEPHSLTPVAQADPLVR 2 42558250 1xTMT6plex [N-Term] 3.968273163 11.2 0 5134.617041 4 1284.406372 -2.606383036 -0.003345695 98.11301365

EKPVCGTTYK 12 42558250 3xTMT6plex [N-Term; K2; K10]; 1xCarbamidomethyl [C5] 1.219 1.466 1.319 4.212788582 18.67 0 1870.071131 3 624.0288696 0.49425752 0.000308099 30.74082522
QFMAETQFTSGEK 2 42558250 2xTMT6plex [N-Term; K13]; 1xOxidation [M3] 0.979 2.272423983 34.67 0 1977.999199 2 989.5039063 0.67583445 0.0006684 45.50689489QILGVIDKK 4 42558250 3xTMT6plex [N-Term; K8; K9] 1.87 1.872 3.565584183 18.38 1 1701.124153 3 567.7131958 0.518005898 0.000293731 60.95866955PSATSHSGSGSK 1 42558250 2xTMT6plex [N-Term; K12] 1.274 19.85 0 1560.838205 3 520.9506836 -0.453370982 -0.00023588 16.30371886QILGVIDK 12 42558250 2xTMT6plex [N-Term; K8] 0.885 1.082 0.997 3.26996088 38.22 0 1343.866258 2 672.4360352 -1.089622938 -0.000732154 60.5265936GKLDDYQER 6 42558250 2xTMT6plex [N-Term; K2] 1.643 1.35 1.331 3.028441191 14.43 1 1581.863692 3 527.9589233 -0.932375196 -0.00049163 26.7703355LDDYQER 8 42558250 1xTMT6plex [N-Term] 1.242 1.563 1.239 3.314931393 32.65 0 1167.584333 2 584.295105 -1.198773419 -0.000699835 22.30895964DYSGYQR 8 42558250 1xTMT6plex [N-Term] 1.182 1.293 1.215 2.193597794 17.62 0 1117.547554 2 559.2767944 -1.110809834 -0.000620691 17.95779968153945728 MAP1B microtubule-associated protein 1B 4131 NP_005900.2 28.16045381 1 50 52 309 2468 270.468 4.81 1.03 1.05 1.04 1.04 Significant 0.0000308 AAEAGGAEEQYGFLTTPTK 6 153945728 2xTMT6plex [N-Term; K19] 1.103 0.914 0.89 4.800853729 62.22 0 2399.249476 3 800.4198608 -1.853429797 -0.00148228 59.56808913ASVLFDTMQHHLALNR 6 153945728 1xTMT6plex [N-Term] 1.014 1.26 4.223387718 41.26 0 2082.111594 4 521.2831421 -0.410895663 -0.000213883 67.70032586ASLTLFCPEEGDWK 10 153945728 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 1.26 1.024 1.137 3.868142366 42.11 0 2111.088348 3 704.3674927 -0.200627632 -0.000141181 79.83633967
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VDSILLTHIGDDNLPGINSMLQR 12 153945728 1xTMT6plex [N-Term] 0.848 1.069 1.038 6.45889473 44.18 0 2750.470829 3 917.4945068 -0.677015792 -0.000620704 92.07288049
SWDTNLIECNLDQELK 12 153945728 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 1.202 1.273 1.249 4.713925838 59.48 0 2436.248096 2 1218.62793 0.199710777 0.000243273 80.3948242

DVMSDETNNEETESPSQEFVNITK 4 153945728 2xTMT6plex [N-Term; K24] 1.286 1.028 4.202605724 35.19 0 3201.514553 3 1067.837402 -5.27850443 -0.00563307 62.03963249SVGNTIDPVILFQK 14 153945728 2xTMT6plex [N-Term; K14] 1.096 1.21 1.13 5.075219154 48.89 0 1989.178484 2 995.0909424 -1.948314044 -0.001937772 88.07120452HSPTEDEESAK 4 153945728 2xTMT6plex [N-Term; K11] 0.853 0.941 5.765093327 47.43 0 1687.853915 3 563.2888794 -1.084090507 -0.000609929 16.23888095SVNFSLTPNEIK 11 153945728 2xTMT6plex [N-Term; K12] 1.038 1.134 0.904 4.322853088 40.2 0 1807.036571 2 904.0213623 -0.621216329 -0.00056128 66.79606468DIKPQLELIEDEEK 8 153945728 3xTMT6plex [N-Term; K3; K14] 0.909 0.925 0.65 4.740750313 22.63 0 2386.368418 3 796.1270752 -0.731569379 -0.000581931 67.71812439TLEVVSPSQSVTGSAGHTPYYQSPTDEK 8 153945728 2xTMT6plex [N-Term; K28] 1.056 0.901 0.536 4.726222515 42.14 0 3423.732014 3 1141.914551 -0.851484941 -0.000971752 54.38320182
TPDTSTYCYETAEK 10 153945728 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 0.903 0.86 0.85 3.504417658 65.14 0 2124.020722 2 1062.514648 0.611145167 0.000649042 38.34235337

KTDDVEAMSSQPALALDER 6 153945728 2xTMT6plex [N-Term; K1] 1.145 1.206 0.632 6.117205143 35.89 1 2534.317238 3 845.4436035 -0.386969362 -0.000326901 51.30003759NLISPDLGVVFLNVPENLK 8 153945728 2xTMT6plex [N-Term; K19] 1.008 1.268 2.209 5.788092136 52.48 0 2539.489981 3 847.1688232 0.762092616 0.000645109 109.6429144DLTGQVPTPVVK 12 153945728 2xTMT6plex [N-Term; K12] 1.032 0.856 1.287 4.116009712 46.04 0 1712.035842 2 856.5203857 -1.371148645 -0.001173728 56.85965113SPSDSGYSYETIGK 6 153945728 2xTMT6plex [N-Term; K14] 1.085 0.869 1.29 4.17978096 58.34 0 1948.990408 2 974.9989014 0.060556673 5.90E-05 43.03442525TTSPPEVSGYSYEK 12 153945728 2xTMT6plex [N-Term; K14] 0.943 0.89 0.918 4.462127209 75.2 0 2003.037358 2 1002.022827 0.508930535 0.000509703 42.41288594SSYYVVSGNDPAAEEPSR 4 153945728 1xTMT6plex [N-Term] 1.149 1.009 5.695398331 50.52 0 2157.029757 3 719.6814575 0.028654493 2.06E-05 37.39327902
SIEEACFTLQYLNK 4 153945728 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.132 1.176 4.4778018 32.03 0 2174.156762 3 725.3897705 -0.921698287 -0.000667972 79.60555177

NLISPDLGVVFLNVPENLKNPEPNIK 2 153945728 3xTMT6plex [N-Term; K19; K26] 5.720695019 45.68 1 3561.065915 4 891.0213013 -0.713334697 -0.000635058 107.8186684EMQYFMQQWTGTNK 2 153945728 2xTMT6plex [N-Term; K14] 1.128 3.658187389 32.35 0 2250.108766 3 750.7069092 -1.151753629 -0.000863857 76.89956086AIGNIELGIR 4 153945728 1xTMT6plex [N-Term] 0.921 1.083 4.091916084 39.66 0 1284.783701 2 642.8947754 -1.110956458 -0.000713669 60.23636711GPAESPDEGITTTEGEGECEQTPEELEPVEK 4 153945728 2xTMT6plex [N-Term; K31]; 1xCarbamidomethyl [C19] 100 1.295 3.569844961 22.49 0 3802.774075 3 1268.263184 0.242681062 0.00030762 53.86128804
AVLDALLEGK 8 153945728 2xTMT6plex [N-Term; K10] 1.043 1.045 1.05 4.322664738 63.78 0 1486.924501 2 743.9681396 3.027461631 0.002250803 90.59641927LKETEPVEAYVIQK 2 153945728 3xTMT6plex [N-Term; K2; K14] 1.209 4.18448019 11.23 1 2334.38876 3 778.8009033 -0.258319896 -0.000201006 63.57896264LEMYVLNPVK 8 153945728 2xTMT6plex [N-Term; K10] 1.19 1.317 1.093 3.700323582 29.66 0 1663.985721 2 832.4976807 1.420449764 0.001181804 78.82310476EWYQETHEK 4 153945728 2xTMT6plex [N-Term; K9] 1.118 1.169 4.007060528 30.77 0 1707.874256 3 569.9637451 1.420351383 0.000808594 30.98046121TPGDFSYAYQKPEETTR 5 153945728 2xTMT6plex [N-Term; K11] 1.13 1.031 0.824 4.467876911 9.53 0 2448.244725 3 816.7532349 0.174108348 0.000142087 45.69214275ESSPLYSPTFSDSTSAVK 2 153945728 2xTMT6plex [N-Term; K18] 0.831 3.833732843 17.22 0 2361.222593 3 787.7453613 -0.449731266 -0.000353972 56.64602751DFEELKAEEVDVTK 2 153945728 3xTMT6plex [N-Term; K6; K14] 1.012 3.096836329 8.5 1 2339.294919 3 780.4363403 -0.192841827 -0.000150371 62.37115513SPDEEDYDYESYEK 2 153945728 2xTMT6plex [N-Term; K14] 1.06 3.662071466 21.63 0 2226.996675 2 1114.001831 -0.130031907 -0.00014479 42.34239055KESKEETPEVTK 6 153945728 4xTMT6plex [N-Term; K1; K4; K12] 1.388 1.365 1.45 3.926128387 13.38 2 2321.373393 4 581.0981445 -1.139336312 -0.000661206 30.06506783TATAGPGTTK 6 153945728 2xTMT6plex [N-Term; K10] 1.27 1.356 1.299 3.947927237 40.07 0 1362.799301 2 681.9033203 0.046532897 3.17E-05 21.75000186GAESPFEEK 6 153945728 2xTMT6plex [N-Term; K9] 0.99 0.933 0.966 3.690988541 48.84 0 1451.778231 2 726.3919067 -1.16677837 -0.000846952 35.84153508TPEDGDYSYEIIEK 12 153945728 2xTMT6plex [N-Term; K14] 1.062 1.125 1.092 3.895629883 35.18 0 2117.069052 3 706.3605957 -0.858918902 -0.00060613 56.06408088ASVSPMDEPVPDSESPIEK 4 153945728 2xTMT6plex [N-Term; K19] 1.264 1.622 3.914592266 17.57 0 2472.257992 3 824.7583618 1.027554255 0.000846793 55.74732621HNLQDFINIK 2 153945728 2xTMT6plex [N-Term; K10] 1.049 2.514787912 12.55 0 1699.989561 3 567.335083 0.667588474 0.000378298 62.13431093

DAYCSEVK 12 153945728 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.081 1.063 1.011 3.484102726 41.01 0 1429.739737 2 715.3722534 -1.753391892 -0.001253447 27.41112633
SSTPLSEAK 6 153945728 2xTMT6plex [N-Term; K9] 0.86 0.776 0.962 3.52344799 34.46 0 1377.798966 2 689.4009399 -3.166613776 -0.002181479 31.72087819NVDVEFFK 10 153945728 2xTMT6plex [N-Term; K8] 1.275 0.947 1.223 3.399821758 36.72 0 1455.824787 2 728.4173584 1.822401225 0.001326548 65.31141327AAKPTTTPEVK 6 153945728 3xTMT6plex [N-Term; K3; K11] 1.114 1.253 1.211 3.904700518 14.06 0 1830.13036 3 610.7144775 -0.809277221 -0.000493694 34.81316563LSMKPEPLFR 4 153945728 2xTMT6plex [N-Term; K4] 1.054 1.308 1.08 3.314394712 2.66 0 1675.996954 3 559.3361206 -1.877052094 -0.001048645 60.859348EVPSKEEPSPVK 5 153945728 3xTMT6plex [N-Term; K5; K12] 1.052 1.031 1.136 3.593955994 4.26 1 2013.183518 3 671.7325439 -0.218327867 -0.000146511 37.005026VNHVEKPPK 3 153945728 3xTMT6plex [N-Term; K6; K9] 0.939 0.834 2.896997213 13.26 0 1735.083351 4 434.5266113 0.728871325 0.000316163 28.80300361AEEVDVTK 2 153945728 2xTMT6plex [N-Term; K8] 0.831 2.526578903 17.28 0 1348.772417 2 674.8890991 -1.108791812 -0.000747754 32.92783017STDFAPIKEDFGQEK 3 153945728 3xTMT6plex [N-Term; K8; K15] 1.753 1.076 2.402168751 1 2399.306152 3 800.4412842 1.311641309 0.00104901 61.31228236

LSKPCCYIFPGGR 1 153945728 2xTMT6plex [N-Term; K3]; 2xCarbamidomethyl [C5; C6] 0.733 2.684755087 0 2013.08143 3 671.6984253 -0.351223295 -0.00023568 57.84451457
ASTTLDIK 6 153945728 2xTMT6plex [N-Term; K8] 1.181 1.013 1.039 2.541887999 13.12 0 1306.798238 2 653.9046021 2.823306196 0.001844746 42.07515126SDISPLTPR 4 153945728 1xTMT6plex [N-Term] 1.123 0.916 2.491752625 14.15 0 1214.694218 2 607.8499146 -1.370977496 -0.000832659 35.94455088DSVAAGKPK 5 153945728 3xTMT6plex [N-Term; K7; K9] 1.431 1.436 1.001 2.265844584 1.53 0 1559.972403 3 520.6625977 0.536117657 0.000278776 25.39446707TETKPSVTEK 2 153945728 3xTMT6plex [N-Term; K4; K10] 1.135 1.011 2.045042992 0 1807.07799 3 603.0305176 -0.548407778 -0.000330339 29.58034378QPLATQK 2 153945728 2xTMT6plex [N-Term; K7] 1.066 2.046183109 21.4 0 1243.777443 2 622.3925781 0.351019391 0.000218295 27.388101185174529 MAT2A S-adenosylmethionine synthase isoform type-2 4144 NP_005902.1 47.08860759 1 16 16 138 395 43.633 6.48 1.2 1.23 1.24 1.22 Significant 0.0000965 TCNVLVALEQQSPDIAQGVHLDR 13 5174529 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.22 1.248 1.247 5.859779835 50.8 0 2792.456242 3 931.4910889 0.884931168 0.000823711 78.63245131FVIGGPQGDAGLTGR 20 5174529 1xTMT6plex [N-Term] 1.322 1.282 1.238 5.204908371 67.44 0 1673.917235 2 837.4624634 0.248200929 0.000207734 56.34827639TQVTVQYMQDR 6 5174529 1xTMT6plex [N-Term] 1.144 1.464 4.298323631 44.85 0 1597.820557 2 799.413147 -0.963690622 -0.000769902 37.03268396IIVDTYGGWGAHGGGAFSGK 4 5174529 2xTMT6plex [N-Term; K20] 1.271 1.053 4.633358479 34.05 0 2408.2763 3 803.4287109 -1.960122889 -0.001573506 66.61083179YLDEDTIYHLQPSGR 12 5174529 1xTMT6plex [N-Term] 1.373 1.246 1.495 4.606292248 50.73 0 2036.028635 2 1018.518372 0.408213346 0.000415567 53.44370904ICDQISDAVLDAHLQQDPDAK 14 5174529 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C2] 0.834 0.974 0.943 6.755168438 68.26 0 2810.439479 3 937.4855347 0.915217683 0.000857388 67.65632439TGMILLAGEITSR 4 5174529 1xTMT6plex [N-Term] 1.134 1.351 4.596019745 31.75 0 1590.908644 2 795.9572754 -0.860953742 -0.000684849 76.54753034DSFPWEVPK 18 5174529 2xTMT6plex [N-Term; K9] 1.185 1.248 1.296 3.67569232 37.81 0 1562.861901 2 781.9338989 -0.882738543 -0.000689799 75.24279089HIGYDDSSK 6 5174529 2xTMT6plex [N-Term; K9] 1.255 1.279 1.295 4.112652302 35.61 0 1479.784379 3 493.9325256 -0.915745377 -0.000451702 23.67195548TAAYGHFGR 6 5174529 1xTMT6plex [N-Term] 1.272 1.255 1.234 4.03809166 61.48 0 1208.637372 3 403.5506287 -0.032237686 -1.30E-05 23.43276687NFDLRPGVIVR 6 5174529 1xTMT6plex [N-Term] 1.409 1.368 1.243 3.791074991 22.33 0 1514.900463 3 505.6367798 -3.086945081 -0.001558805 53.22083174VACETVAK 4 5174529 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.237 1.467 3.542633772 33.88 0 1335.770643 2 668.3881836 -1.162476888 -0.000776401 31.27417476
ELLEIVK 6 5174529 2xTMT6plex [N-Term; K7] 1.183 0.935 1.23 3.326304913 41.4 0 1301.84446 2 651.4231567 -4.165692296 -0.002711542 70.22626473GAVLPIR 10 5174529 1xTMT6plex [N-Term] 1.258 1.238 1.338 2.899989843 25.84 0 954.6297672 2 477.8187256 0.426669992 0.000203656 41.12980591ELLEIVKK 3 5174529 3xTMT6plex [N-Term; K7; K8] 1.237 1.664 1.819478989 3.99 1 1659.102355 3 553.7061768 0.977711491 0.000540708 68.11651628AAVDYQK 6 5174529 2xTMT6plex [N-Term; K7] 0.887 0.687 0.743 2.795729399 16.63 0 1252.730158 2 626.8685303 -0.298997452 -0.000187282 28.4549331833469919 MCM4 DNA replication licensing factor MCM4 4173 NP_005905.2 28.62108922 1 19 19 90 863 96.498 6.74 1.38 1.44 1.25 1.35 Significant 0.0017 ALADDDFLTVTGK 6 33469919 2xTMT6plex [N-Term; K13] 1.419 1.601 5.287376881 73.95 0 1824.015501 2 912.5107422 -0.708856366 -0.000646482 71.42483944

LGEINVIGEPFLNVNCEHIK 4 33469919 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C16] 1.077 1.464 5.0883708 38.53 0 2753.506042 3 918.5061646 -0.763295095 -0.000700579 88.40736521SQLLQYVYNLVPR 10 33469919 1xTMT6plex [N-Term] 1.973 2.537 2.289 5.07760334 60.15 0 1822.042435 2 911.5236816 -1.288931972 -0.001174244 105.7773661NLNPEDIDQLITISGMVIR 12 33469919 1xTMT6plex [N-Term] 1.653 1.412 1.463 5.816541672 52.85 0 2370.290012 3 790.7678833 -0.386027723 -0.000304999 112.0569153LQESPEDMPAGQTPHTVILFAHNDLVDK 6 33469919 2xTMT6plex [N-Term; K28] 2.636 1.628 1.98 6.036756992 29.64 0 3560.845939 4 890.9688721 2.167940254 0.001929925 71.81513254LSEEASQALIEAYVDMR 2 33469919 1xTMT6plex [N-Term] 1.454 5.74422121 28.53 0 2154.095 3 718.7021484 -1.442957483 -0.001036089 94.13222233AEINILLCGDPGTSK 2 33469919 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 1.799 3.792633533 36 0 2046.130547 3 682.7145386 -0.725758845 -0.000494999 73.33907697
FIDPLAKEEENVGIDITEPLYMQR 6 33469919 2xTMT6plex [N-Term; K7] 2.336 1.232 1.279 3.907304049 19.79 1 3278.738286 3 1093.58374 -0.493612705 -0.000539476 95.63844177LASALAPSIYEHEDIK 4 33469919 2xTMT6plex [N-Term; K16] 0.934 0.823 5.081477165 36.13 0 2215.237455 3 739.083374 -0.851452598 -0.000628723 65.74738022LSNKVEAIDVEEAK 2 33469919 3xTMT6plex [N-Term; K4; K14] 1.071 3.663294077 5.21 1 2232.305424 3 744.7730103 -0.424009309 -0.000315506 58.95272944FIDPLAKEEENVGIDITEPLYMQR 5 33469919 2xTMT6plex [N-Term; K7]; 1xOxidation [M22] 100 0.975 3.59423399 7.66 1 3294.733201 3 1093.58374 -0.493612705 -0.000539476 95.63844177GQSDIAITK 2 33469919 2xTMT6plex [N-Term; K9] 1.53 2.838493586 16.53 0 1390.830601 2 695.9193726 0.623934494 0.000433894 37.65436THIDVIHYR 6 33469919 1xTMT6plex [N-Term] 1.295 1.235 1.147 2.965845108 17.34 0 1382.774199 3 461.596405 0.334398697 0.000154133 30.08289895QRPDLGSAQK 6 33469919 2xTMT6plex [N-Term; K10] 1.396 1.294 1.285 3.940335512 27.24 0 1557.911311 3 519.9753418 0.103703352 5.39E-05 23.39125156DMFEEALR 2 33469919 1xTMT6plex [N-Term] 0.903 2.900241613 14.96 0 1239.624089 2 620.3157959 0.182173674 0.000112913 53.27249963AGIICQLNAR 2 33469919 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.037 3.329352856 20.17 0 1344.761921 2 672.8835449 -1.567032958 -0.001053643 46.93432992FIDPLAK 4 33469919 2xTMT6plex [N-Term; K7] 1.156 1.1 2.759202957 27.94 0 1261.79203 2 631.3984985 -1.830768963 -0.001155025 66.7889586GQYTSGK 4 33469919 2xTMT6plex [N-Term; K7] 1.132 0.891 2.427669764 20.33 0 1198.683208 2 599.8452148 -0.046085988 -2.76E-05 19.57888433VNVTGIYR 2 33469919 1xTMT6plex [N-Term] 0.751 2.515927553 15.51 0 1150.678174 2 575.8424683 -0.446672731 -0.000256988 42.62715376LAEAHAK 3 33469919 2xTMT6plex [N-Term; K7] 1.197 1.139 2.086579323 10.31 0 1197.735578 3 399.9169006 0.47622723 0.000190131 21.385497347427519 MCM6 DNA replication licensing factor MCM6 4175 NP_005906.2 28.50182704 1 22 22 110 821 92.831 5.41 1.33 1.35 1.39 1.36 Significant 0.000169

LVFLACCVAPTNPR 6 7427519 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C7] 1.202 0.93 2.764 4.440984726 44.77 0 1846.986912 3 616.3341064 0.462670272 0.000284849 74.1349737
DQVAIHEAMEQQTISITK 6 7427519 2xTMT6plex [N-Term; K18] 1.501 1.414 1.694 6.169736862 44.74 0 2500.348144 3 834.119751 -1.377640278 -0.001148193 57.68262524AEAVESAQAGDK 8 7427519 2xTMT6plex [N-Term; K12] 1.2 1.166 4.335693836 53.05 0 1633.879736 2 817.4429321 -0.70258671 -0.000573971 27.32028378VSGVDGYETEGIR 6 7427519 1xTMT6plex [N-Term] 1.532 2.216 1.492 5.467363834 72.33 0 1610.822331 2 805.9140625 -0.920536034 -0.00074141 38.08466817ASSAAGLTAAVVR 2 7427519 1xTMT6plex [N-Term] 1.266 4.749403954 54.65 0 1402.821543 2 701.9134521 -1.365678431 -0.000957902 44.55677346TSILAAANPISGHYDR 8 7427519 1xTMT6plex [N-Term] 1.472 1.272 1.838 5.702623367 52.53 0 1915.023491 3 639.0118408 -1.316594326 -0.000840436 54.35184944KVEEEEDESALK 2 7427519 3xTMT6plex [N-Term; K1; K12] 1.489 3.621366739 44.01 1 2093.158091 3 698.392395 2.169300357 0.001513563 32.74574144YLQLAEELIRPER 8 7427519 1xTMT6plex [N-Term] 1.644 1.473 1.327 5.887238979 32.06 0 1859.058813 3 620.3566895 -1.774193802 -0.001099444 89.78007208DFYVAFQDLPTR 7 7427519 1xTMT6plex [N-Term] 1.324 1.217 1.878 4.620003223 50.28 0 1700.884538 2 850.9458008 -0.125015835 -0.000106319 75.97669938SELVNWYLK 2 7427519 2xTMT6plex [N-Term; K9] 1.243 3.907510996 42.87 0 1609.9354 2 805.4716187 0.348203218 0.000280292 77.28726187TTGEGTSLR 6 7427519 1xTMT6plex [N-Term] 0.71 1.452 1.622 3.955392599 44.94 0 1150.626532 2 575.8167725 -0.229316914 -0.000131929 18.05745525MHCCDEVQPK 4 7427519 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C3; C4] 1.453 1.592 3.458349705 16.43 0 1761.848653 3 587.9540405 -0.615426284 -0.000361429 22.73280709ISNLIVLHLR 4 7427519 1xTMT6plex [N-Term] 1.539 1.596 3.986837387 33.63 0 1406.904485 3 469.639801 0.259083808 0.000121502 75.1409741GVLLMLFGGVPK 2 7427519 2xTMT6plex [N-Term; K12] 1.089 2.758373737 24.73 0 1689.053741 3 563.6895142 0.146899097 8.27E-05 112.4978847KVEEEEDESALKR 4 7427519 3xTMT6plex [N-Term; K1; K12] 1.248 1.41 2.510854006 8.67 2 2249.259202 4 563.0708008 0.965280035 0.000542791 29.5486098VFEMSQDK 6 7427519 2xTMT6plex [N-Term; K8] 1.356 1.31 1.438 2.760673046 41 0 1441.776122 2 721.3935547 2.57351675 0.001855218 47.57735675AVYTSGK 10 7427519 2xTMT6plex [N-Term; K7] 1.584 1.352 1.192 3.032568693 33.72 0 1183.708695 2 592.3584595 0.800471701 0.000473763 39.9475603DGSGVTK 2 7427519 2xTMT6plex [N-Term; K7] 1.273 2.318286896 13.98 0 1121.656659 2 561.3317261 -0.431229609 -0.000241846 26.2094368LSEAMAR 2 7427519 1xTMT6plex [N-Term] 1.384 2.26247859 20.04 0 1006.555282 2 503.7805481 -1.452526871 -0.000731024 28.8734996LFLDFLEEFQSSDGEIK 2 7427519 2xTMT6plex [N-Term; K17] 0.909 3.197765112 23.4 0 2475.305928 3 825.7814941 9.696103258 0.008000274 112.9379445VYPYLCR 6 7427519 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.141 1.275 0.994 2.410798788 12.46 0 1199.644431 2 600.3258667 0.021271668 1.28E-05 45.81539535FLLDTNK 7 7427519 2xTMT6plex [N-Term; K7] 1.365 1.04 1.233 2.443292141 42.13 0 1308.792759 2 654.9006348 0.942992114 0.000617091 50.5027068

33469968 MCM7 DNA replication licensing factor MCM7 isoform 1 4176 NP_005907.3 39.63838665 1 22 22 124 719 81.257 6.46 1.19 1.27 1.21 1.22 Significant 0.000386 QVVQGLLSETYLEAHR 6 33469968 1xTMT6plex [N-Term] 1.375 1.24 1.43 5.200846672 47.59 0 2072.133769 3 691.3826904 -0.121194365 -8.37E-05 69.31790581SITVLVEGENTR 6 33469968 1xTMT6plex [N-Term] 1.048 1.166 1.479 4.488473892 42.82 0 1546.863802 2 773.9353027 -0.305955346 -0.000236636 52.15709402SEDDESGAGELTR 6 33469968 1xTMT6plex [N-Term] 1.325 1.384 1.216 4.86252737 74.96 0 1594.739389 2 797.8730469 -0.358823519 -0.000286115 18.95340868GFTPAQFQAALDEYEELNVWQVNASR 8 33469968 1xTMT6plex [N-Term] 2.107 1.309 6.694031715 71.55 0 3212.585007 3 1071.532471 -0.668754483 -0.000716144 107.9690827EKQPMVPESLADYITAAYVEMR 6 33469968 2xTMT6plex [N-Term; K2] 1.822 1.454 5.541203976 40.69 1 2999.562236 3 1000.526245 0.648811863 0.000648717 103.7000677MNKSEDDESGAGELTR 4 33469968 2xTMT6plex [N-Term; K3] 1.354 1.238 3.916496515 34.58 1 2197.080696 3 733.0321655 0.567599558 0.000415687 26.97830925LFADAVQELLPQYK 12 33469968 2xTMT6plex [N-Term; K14] 0.928 1.325 1.101 4.08909893 43.49 0 2093.204698 2 1047.107056 1.020587297 0.001068149 106.8750647SLEQNIQLPAALLSR 10 33469968 1xTMT6plex [N-Term] 1.276 1.086 1.583 5.03374815 80.26 0 1882.095927 2 941.5487671 -3.012402413 -0.002834815 81.16251371QIAEEDFYEK 4 33469968 2xTMT6plex [N-Term; K10] 1.023 1.143 3.783159018 44.5 0 1729.904888 2 865.4527588 -3.842258567 -0.003323371 48.57751035IAQPGDHVSVTGIFLPILR 8 33469968 1xTMT6plex [N-Term] 1.459 1.244 1.64 5.307501316 33.46 0 2262.317153 3 754.7763062 -1.232374941 -0.000929341 95.18296596FDLLWLIQDRPDR 9 33469968 1xTMT6plex [N-Term] 1.332 1.322 1.394 4.323570728 30.22 0 1916.059148 3 639.3573608 -0.844723645 -0.000539513 99.83918803DVLDVYIEHR 6 33469968 1xTMT6plex [N-Term] 1.044 1.039 1.119 3.800844193 49.84 0 1487.805559 3 496.6063232 -0.767958844 -0.000380858 51.2879858TAIHEVMEQQTISIAK 2 33469968 2xTMT6plex [N-Term; K16] 1.808 3.479451418 21.16 0 2257.262624 3 753.0927734 0.506450817 0.000381064 67.23399334FLQEFYQDDELGKK 3 33469968 3xTMT6plex [N-Term; K13; K14] 1.415 1.428 4.673395157 16.66 1 2447.342538 3 816.4482422 -5.052201443 -0.004121489 76.04881675RFELYFQGPSSNKPR 4 33469968 2xTMT6plex [N-Term; K13] 0.917 0.906 3.605029821 2.61 1 2284.260256 4 571.8200684 -0.793518381 -0.000453151 56.15372157EVVNKDVLDVYIEHR 2 33469968 2xTMT6plex [N-Term; K5] 1.202 3.531840563 5.25 1 2286.285802 4 572.3259888 -1.608259943 -0.000919235 62.54720985DATYTSAR 2 33469968 1xTMT6plex [N-Term] 1.267 3.22759223 23.15 0 1113.573768 2 557.2905884 0.118346729 6.59E-05 16.1888125AGILTTLNAR 4 33469968 1xTMT6plex [N-Term] 1.393 1.061 3.3880229 21.6 0 1258.768051 2 629.8875732 -0.144248676 -9.08E-05 51.93783496TQRPADVIFATVR 2 33469968 1xTMT6plex [N-Term] 0.974 3.435851336 14.66 0 1702.980169 3 568.3313599 -0.377538252 -0.000214313 49.90418665TLLAILR 12 33469968 1xTMT6plex [N-Term] 1.285 1.726 1.27 2.485518694 35.52 0 1028.702932 2 514.8550415 -0.122243442 -6.29E-05 74.15390286QPPSQFEPLDMK 2 33469968 2xTMT6plex [N-Term; K12] 1.418 2.908953667 22.39 0 1875.008641 2 938.0076294 -0.351508213 -0.00032954 60.55415697SPQNQYPAELMR 6 33469968 1xTMT6plex [N-Term] 1.374 0.927 3.880382538 26.36 0 1662.847106 2 831.9277344 0.653042602 0.000542955 41.2046225921735621 MDH2 malate dehydrogenase, mitochondrial isoform 1 precursor 4191 NP_005909.2 68.04733728 1 20 20 560 338 35.481 8.68 1.02 1.02 1.05 1.03 Significant 0.0000942
VNVPVIGGHAGK 26 21735621 2xTMT6plex [N-Term; K12] 0.978 0.994 1.06 6.208298683 67.54 0 1605.984082 2 803.49646 0.972414293 0.000780841 48.64414716AGAGSATLSMAYAGAR 14 21735621 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.87 1.126 0.941 4.128787041 81.16 0 1699.863485 2 842.4362793 -1.9526086 -0.001643968 43.94954921AGAGSATLSMAYAGAR 23 21735621 1xTMT6plex [N-Term] 0.93 0.892 0.903 6.728495598 82.08 0 1683.86857 2 842.4362793 -1.9526086 -0.001643968 43.94954921VDFPQDQLTALTGR 68 21735621 1xTMT6plex [N-Term] 0.928 0.936 0.97 4.572502136 68.17 0 1789.964579 2 895.4856567 -0.302717408 -0.000270927 67.88773221GYLGPEQLPDCLK 43 21735621 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 1.205 1.234 1.259 4.564405441 47.03 0 1948.061405 2 974.5335083 -0.854895248 -0.000832694 64.40916294

LTLYDIAHTPGVAADLSHIETK 28 21735621 2xTMT6plex [N-Term; K22] 0.97 0.855 0.915 7.292045116 83.66 0 2823.565665 4 706.6452637 -2.280911182 -0.001610076 83.15536036
TIIPLISQCTPK 16 21735621 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.089 1.062 1.162 3.843316555 60.64 0 1829.097063 2 915.0510864 -1.184425081 -0.001083214 75.18824307IFGVTTLDIVR 30 21735621 1xTMT6plex [N-Term] 1.04 1.037 1.133 4.830271244 47.05 0 1462.883081 2 731.9450684 -0.151086066 -0.000110511 84.33265715SQETECTYFSTPLLLGK 42 21735621 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C6] 1.204 1.212 1.187 5.438842773 65.38 0 2432.278334 2 1216.638062 -3.900582838 -0.004743652 80.9596109

VAVLGASGGIGQPLSLLLK 62 21735621 2xTMT6plex [N-Term; K19] 1.045 1.075 1.101 6.868107319 88.36 0 2251.41536 2 1126.209473 -1.63945648 -0.001845549 110.4449504GCDVVVIPAGVPR 43 21735621 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.416 1.27 1.327 4.971669674 56.9 0 1567.882764 2 784.4442749 -0.95073136 -0.000745318 65.39924396FVFSLVDAMNGK 4 21735621 2xTMT6plex [N-Term; K12] 0.766 0.684 3.719738483 37.9 0 1785.997348 3 596.0032959 -1.127613481 -0.000671305 101.3835261
EGVVECSFVK 6 21735621 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.207 0.996 0.985 3.932744265 59.27 0 1611.88165 2 806.4438477 -0.764049581 -0.000615779 50.04831773
MISDAIPELK 37 21735621 2xTMT6plex [N-Term; K10] 0.959 0.993 0.93 4.15229845 48.36 0 1574.922786 2 787.9645996 -0.548529272 -0.000431946 70.89024906IQEAGTEVVK 32 21735621 2xTMT6plex [N-Term; K10] 1.034 1.016 1.058 4.672885418 65.01 0 1531.909579 2 766.4577026 -0.946913958 -0.000725293 40.79421447ANTFVAELK 20 21735621 2xTMT6plex [N-Term; K9] 1.068 1.01 1.009 4.412233353 52.42 0 1450.866986 2 725.9362793 -1.174646791 -0.000852128 68.47247907KHGVYNPNK 4 21735621 3xTMT6plex [N-Term; K1; K9] 1.133 1.025 3.521927834 18.56 1 1744.0473 3 582.0200806 -0.923817136 -0.00053706 21.28429968MISDAIPELK 16 21735621 2xTMT6plex [N-Term; K10]; 1xOxidation [M1] 0.873 1.062 0.924 2.782741785 35.48 0 1590.917701 2 787.9645996 -0.548529272 -0.000431946 70.89024906HGVYNPNK 16 21735621 2xTMT6plex [N-Term; K8] 0.944 0.919 0.934 2.966154099 28.21 0 1386.789405 3 462.9347534 0.218009963 0.000100778 19.40678542VSSFEEK 8 21735621 2xTMT6plex [N-Term; K7] 0.921 1.043 1.039 3.247613907 30.7 0 1283.724739 2 642.3661499 0.221593211 0.000142232 115.6331138KGEDFVK 16 21735621 3xTMT6plex [N-Term; K1; K7] 0.915 0.956 0.965 2.986383438 29.98 1 1509.924391 2 755.4647827 -1.391990437 -0.0010509 34.14933399NSPLVSR 6 21735621 1xTMT6plex [N-Term] 1.106 1.159 1.207 2.576868296 24.89 0 1001.59411 2 501.3006592 -0.068102063 -3.41E-05 21.042625855956904 MAP3K4 mitogen-activated protein kinase kinase kinase 4 isoform a 4216 NP_005913.2 2.36318408 1 3 3 17 1608 181.551 6.3 0.88 0.78 0.76 0.81 Significant 0.00211

SWIQMLQQLPQASHSLK 4 55956904 2xTMT6plex [N-Term; K17] 1.122 1.24 5.426096916 37.26 0 2453.373906 3 818.4637451 1.131695237 0.000925491 96.29806511WTASQLLDHSFVK 2 55956904 2xTMT6plex [N-Term; K13] 0.34 3.482746363 11.52 0 1990.116218 3 664.0469971 5.1354493 0.003406714 76.54840219GGEAQAGK 11 55956904 2xTMT6plex [N-Term; K8] 0.876 0.819 0.705 2.550336838 23.1 0 1175.678457 2 588.3433838 0.879218394 0.000516839 15.7377752650726968 MFAP1 microfibrillar-associated protein 1 4236 NP_005917.2 11.38952164 1 4 5 26 439 51.927 4.98 0.94 1.81 1.36 1.37 Significant 0.032 AKEQEAEPEEQEEDSSSDPR 4 50726968 2xTMT6plex [N-Term; K2] 2.849 1.085 4.889084816 33.84 1 2748.284811 3 916.7670898 0.693174609 0.000635014 19.2966384EQEAEPEEQEEDSSSDPR 8 50726968 1xTMT6plex [N-Term] 0.01 100 2.791897535 19.16 0 2319.989803 3 774.0010986 -0.456847509 -0.000353294 17.21548503QPPIQSTAGAVPVR 4 50726968 1xTMT6plex [N-Term] 0.967 1.266 3.602274656 45.59 0 1649.95362 2 825.4802856 -0.197290962 -0.00016276 39.53550059ELEQEAK 6 50726968 2xTMT6plex [N-Term; K7] 1.057 1.033 1.057 3.01299715 35.76 0 1304.746202 2 652.8755493 -1.824413961 -0.001190199 26.8097661DVFERPSAK 4 50726968 2xTMT6plex [N-Term; K9] 1.449 1.525 1.986378431 2.75 0 1506.868049 3 502.9606323 -0.467929056 -0.000235036 33.44873544167830475 MFGE8 lactadherin isoform a preproprotein 4240 NP_005919.2 43.66925065 1 15 15 100 387 43.077 8.15 0.64 0.61 0.58 0.61 Significant 0.000805 MWVTGVVTQGASR 8 167830475 1xTMT6plex [N-Term] 0.592 0.546 0.488 4.206965923 36.99 0 1620.872927 3 540.9628296 0.622158292 0.000336147 60.22950969AGMVNAWTPSSNDDNPWIQVNLLR 6 167830475 1xTMT6plex [N-Term] 1.39 1.254 0.402 5.316392422 36.03 0 2927.467141 3 976.4925537 -1.377660958 -0.001344352 93.0368172EVTGIITQGAR 12 167830475 1xTMT6plex [N-Term] 0.57 0.697 0.532 3.916564941 42.99 0 1373.794994 2 687.4002686 -1.262124722 -0.00086695 40.03891891VTFLGLQHWVPELAR 12 167830475 1xTMT6plex [N-Term] 0.642 0.631 0.839 6.150670052 48.36 0 1995.137732 3 665.7174072 -0.032103203 -2.14E-05 92.51870373NFGSVQFVASYK 4 167830475 2xTMT6plex [N-Term; K12] 0.498 0.603 3.902126551 56.65 0 1804.999791 2 903.0016479 -2.089690858 -0.001885946 66.55532227QITASSSYK 6 167830475 2xTMT6plex [N-Term; K9] 0.558 0.645 0.606 3.775593996 46.47 0 1442.825515 2 721.9158325 -0.781030641 -0.000563445 33.145316
LYPTSCHTACTLR 4 167830475 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C10] 0.832 0.774 4.406450748 28.43 0 1808.89849 3 603.637207 -0.786443384 -0.000474199 33.51758476NLFETPILAR 6 167830475 1xTMT6plex [N-Term] 0.526 0.497 0.667 4.01324749 42.42 0 1402.825566 2 701.9168701 0.63966212 0.000448667 71.799296GDVFPSYTCTCLK 10 167830475 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C9; C11] 0.805 0.818 0.58 3.958456278 53.19 0 2006.012741 2 1003.505737 -4.258662196 -0.004271465 60.29458525

GYAGNHCETK 2 167830475 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.684 2.773533583 16.94 0 1594.804797 3 532.272583 -1.003976515 -0.000533716 17.60667472
HKEFVGNWNK 6 167830475 3xTMT6plex [N-Term; K2; K10] 0.74 0.642 0.68 2.716562748 9.92 1 1946.121527 4 487.2858887 0.101575106 4.94E-05 39.12266299ILPVAWHNR 8 167830475 1xTMT6plex [N-Term] 0.473 0.463 0.53 3.509785891 49.19 0 1334.789456 3 445.601593 0.576991923 0.000256721 53.97916768LASHEYLK 8 167830475 2xTMT6plex [N-Term; K8] 0.634 0.604 0.586 3.492854118 31.89 0 1418.840772 3 473.6186523 0.445625233 0.000210757 34.63382169EFVGNWNK 4 167830475 2xTMT6plex [N-Term; K8] 0.538 0.621 3.427573442 24.09 0 1451.80472 2 726.4063721 0.514642648 0.00037358 52.25073169IFPGNWDNHSHK 4 167830475 2xTMT6plex [N-Term; K12] 0.477 0.453 3.108391285 19.51 0 1910.007336 4 478.2573242 0.068510208 3.27E-05 42.3765007942740897 CTAGE5 cTAGE family member 5 isoform 1 4253 NP_005921.2 19.65174129 1 13 13 45 804 90.94 5.22 0.94 1.1 1.12 1.05 Significant 0.00291 KLALMLSGLIEEK 6 42740897 3xTMT6plex [N-Term; K1; K13] 1.241 1.432 1.381 6.891448498 28.16 1 2132.333159 3 711.4494629 0.317104235 0.000225391 103.1644978QLLQEAEVWK 6 42740897 2xTMT6plex [N-Term; K10] 1.086 1.068 0.787 4.294061661 56.38 0 1701.993978 2 851.5001221 -0.59343299 -0.00050501 77.97202404TIHSYQGQIISHEK 2 42740897 2xTMT6plex [N-Term; K14] 1.011 6.491987228 30.22 0 2099.164959 4 525.5461426 -1.056799986 -0.000554599 33.3525848

EATEAQSLEATCEK 2 42740897 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 0.876 3.465582609 17.45 0 2025.021057 3 675.6777954 -1.098042672 -0.000741187 36.82842702MDGSMPSEMESSR 4 42740897 1xTMT6plex [N-Term] 0.937 0.893 3.849402428 41.55 0 1672.717808 2 836.8627319 0.226820798 0.000189704 33.28281832IQSLEDESK 6 42740897 2xTMT6plex [N-Term; K9] 1.058 1.387 1.019 4.207417488 44.72 0 1506.841559 2 753.9248047 0.51334196 0.000386762 51.94229072HSEQDELMADISK 2 42740897 2xTMT6plex [N-Term; K13] 1.082 3.696751833 11.41 0 1961.005012 3 654.3394775 -0.577735806 -0.000377648 48.17358571FELLEKDPYALDVPNTAFGR 4 42740897 2xTMT6plex [N-Term; K6] 0.727 1.411 4.645494938 15.17 1 2753.491438 3 918.5018921 -0.114251479 -0.000104863 88.14981117EQVSELNK 6 42740897 2xTMT6plex [N-Term; K8] 1.096 1.114 1.165 2.946822166 43.56 0 1404.809865 2 702.9094238 1.214247061 0.000852893 31.41293611AFLSPPTLLEGPLR 2 42740897 1xTMT6plex [N-Term] 1.543 3.790148735 3.87 0 1740.025722 2 870.5157471 -0.864912142 -0.000752485 90.27953162GPGNPLDHQITNER 2 42740897 1xTMT6plex [N-Term] 0.905 2.980855942 2.38 0 1776.919025 3 592.9761353 -2.911212164 -0.001724329 28.81201314SQVAEAK 2 42740897 2xTMT6plex [N-Term; K7] 0.869 2.579582691 20.38 0 1190.714508 2 595.8604126 -0.806116563 -0.000479927 28.82984321KLTVEENYR 1 42740897 2xTMT6plex [N-Term; K1] 0.442 1.768257618 1 1609.931377 3 537.3141479 -2.16574594 -0.001162234 47.54248834156105687 MIPEP mitochondrial intermediate peptidase 4285 NP_005923.2 30.99579243 1 18 18 65 713 80.559 7.05 1.14 1.17 1.2 1.17 Significant 0.000219 ILDLSSTFLMGTNFPNK 2 156105687 2xTMT6plex [N-Term; K17] 1.064 4.873856068 34.48 0 2356.298675 3 786.1031494 -1.604222696 -0.001260009 105.3553024EPMLMVEGMLQK 4 156105687 2xTMT6plex [N-Term; K12] 1.056 1.059 3.679594517 45.12 0 1864.014655 3 622.0091553 -0.934590124 -0.000580697 92.60166947NFTSAGDHIIIDGLHAESPDDLVR 2 156105687 1xTMT6plex [N-Term] 1.191 3.962739944 15.96 0 2821.431801 4 706.1126099 -1.131229496 -0.000797922 69.46224812VSTSWSPVGAAFNVKPQGSR 3 156105687 2xTMT6plex [N-Term; K15] 1.161 4.610519886 12.07 0 2533.392727 3 845.1351929 -0.671576381 -0.000567122 66.31398068VADLADFVK 6 156105687 2xTMT6plex [N-Term; K9] 1.233 1.254 3.973747253 40.49 0 1435.856087 2 718.4317627 0.11252564 8.08E-05 75.3713733HYQTGQPLPK 2 156105687 2xTMT6plex [N-Term; K10] 0.962 2.969791651 18.24 0 1626.936797 3 542.9835815 -0.372289258 -0.000201897 29.27962121NPETVMQFLEK 2 156105687 2xTMT6plex [N-Term; K11] 0.969 3.289295912 21.54 0 1793.987178 2 897.4962769 -1.059354875 -0.000950235 84.69328533IFLYPNAGQLK 10 156105687 2xTMT6plex [N-Term; K11] 0.804 0.901 1.004 3.974974155 45.98 0 1722.035448 2 861.5197144 -1.914228343 -0.001648185 77.10346388EAAEEACR 4 156105687 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.139 1.123 3.070142746 28.5 0 1164.551653 2 582.7790527 -0.707689734 -0.000412071 15.42995733ALQGTIAK 6 156105687 2xTMT6plex [N-Term; K8] 1.211 1.125 3.046870232 18.66 0 1259.808743 2 630.4080811 0.11297697 7.12E-05 39.56891218KTELLVDR 4 156105687 2xTMT6plex [N-Term; K1] 1.061 1.058 3.33406496 9.68 1 1431.893535 3 477.9697266 0.762010215 0.000363706 36.56397294LNPQNSEVMPWDPPYYSGVIR 2 156105687 1xTMT6plex [N-Term] 1.317 2.510371923 0.03 0 2691.343838 3 897.7858887 -0.269491532 -0.000241765 82.10536986FSHLVGYGAR 4 156105687 1xTMT6plex [N-Term] 1.097 2.006 1.235 2.764159918 3.14 0 1335.737086 3 445.916626 -1.318380938 -0.000587003 38.07670272ACSTPPGPQTVLIFDELSDSLCR 1 156105687 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C22] 100 4.120462418 0 2792.379632 3 931.4644775 -0.269427124 -0.000250781 101.9390864IAHPEPAFR 4 156105687 1xTMT6plex [N-Term] 1.219 1.223 2.9563241 23.31 0 1266.715622 3 422.9102783 0.520804296 0.000219904 30.7346446LVDSLDPETR 2 156105687 1xTMT6plex [N-Term] 1.287 3.147216558 25.1 0 1373.747375 2 687.3754883 -2.675548333 -0.001837764 47.82182084TLKDFEMIR 5 156105687 2xTMT6plex [N-Term; K3] 1.429 1.628 1.711 2.854269505 7.33 1 1610.93402 3 537.6488647 -1.228418852 -0.000659634 58.62699751KLVDSLDPETR 2 156105687 2xTMT6plex [N-Term; K1] 1.243 2.659391642 5.26 1 1731.00527 3 577.6722412 -1.790894136 -0.001033349 45.22312145222136639 MTHFD1 C-1-tetrahydrofolate synthase, cytoplasmic 4522 NP_005947.3 62.03208556 1 42 43 334 935 101.467 7.3 1.12 1.09 1.09 1.1 Significant 0.0000826 YVVVTGITPTPLGEGK 14 222136639 2xTMT6plex [N-Term; K16] 1.138 1.18 1.164 5.213643551 59.41 0 2089.230913 2 1045.119507 0.394366113 0.000411961 73.01661671TDPTTLTDEEINR 10 222136639 1xTMT6plex [N-Term] 1.12 1.295 1.084 4.744211197 60.08 0 1733.875489 2 867.4401855 -1.380950515 -0.001197198 35.27703358LDIDPETITWQR 12 222136639 1xTMT6plex [N-Term] 1.157 1.142 1.179 3.850027084 36.21 0 1715.916566 3 572.6431274 -1.012202933 -0.000578952 69.99877183MFGIPVVVAVNAFK 4 222136639 2xTMT6plex [N-Term; K14] 1.203 1.252 3.952468634 25.38 0 1950.165082 3 650.7249146 -2.508483872 -0.001630653 112.0630809STTTIGLVQALGAHLYQNVFACVR 6 222136639 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 3.882 2.417 100 8.99409008 71.27 0 2848.534099 3 950.1825562 -0.345248796 -0.000327818 112.1809614
YITSLNEDSTVHGFLVQLPLDSENSINTEEVINAIAPEK 2 222136639 2xTMT6plex [N-Term; K39] 0.511 3.305202723 16.87 0 4758.476581 4 1190.376587 1.66796371 0.001984242 109.0443194GALALAQAVQR 12 222136639 1xTMT6plex [N-Term] 1.067 1.054 0.99 4.583845139 59.15 0 1326.8055 2 663.9063721 -0.024147756 -1.60E-05 51.34588382
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GEWIKPGAIVIDCGINYVPDDK 9 222136639 3xTMT6plex [N-Term; K5; K22]; 1xCarbamidomethyl [C13] 0.959 0.948 0.958 5.53641367 30.64 0 3146.716318 3 1049.579834 2.742707716 0.002876841 83.31422481
KGEPVSAEDLGVSGALTVLMK 16 222136639 3xTMT6plex [N-Term; K1; K21] 0.994 1.067 0.983 7.375842571 55.26 1 2788.609728 3 930.2080078 -0.092326473 -8.58E-05 89.7460045IYGADDIELLPEAQHK 10 222136639 2xTMT6plex [N-Term; K16] 1.064 0.947 1.166 4.677322388 55.96 0 2270.243269 3 757.418396 -1.160175984 -0.000877961 67.36163226EIGLLSEEVELYGETK 18 222136639 2xTMT6plex [N-Term; K16] 1.261 1.065 1.249 4.917818069 67.58 0 2267.242266 2 1134.123657 -0.982549112 -0.001113838 85.26781144KVVGDVAYDEAK 6 222136639 3xTMT6plex [N-Term; K1; K12] 1.036 0.987 1.115 5.78884697 44.16 1 1981.157303 3 661.0567627 -0.791741302 -0.000522855 42.3638307KITIGQAPTEK 6 222136639 3xTMT6plex [N-Term; K1; K11] 1.359 1.346 1.056 5.394643784 27.95 1 1873.17256 3 625.0614014 -1.552845958 -0.000969583 44.12734113VVGDVAYDEAK 10 222136639 2xTMT6plex [N-Term; K11] 1.195 1.4 1.305 4.566186428 62.37 0 1623.899408 2 812.4529419 -0.493423997 -0.000400635 44.65191372

DAIKPNLMQTLEGTPVFVHAGPFANIAHGNSSIIADR 2 222136639 2xTMT6plex [N-Term; K4] 1.609 3.44802475 9.57 0 4360.32763 5 872.869873 -1.690470591 -0.001474201 94.34870476
LVGPEGFVVTEAGFGADIGMEK 6 222136639 2xTMT6plex [N-Term; K22] 0.814 100 3.630140305 39.49 0 2681.42606 3 894.479248 -1.070064701 -0.000956433 98.40861626ASFITPVPGGVGPMTVAMLMQSTVESAK 4 222136639 2xTMT6plex [N-Term; K28] 0.574 0.561 4.346631527 36.38 0 3264.744634 3 1088.918823 -0.832280543 -0.000905728 112.8194329TDTESELDLISR 12 222136639 1xTMT6plex [N-Term] 0.895 1.406 0.995 4.735194683 55.54 0 1607.832561 2 804.4193726 -0.679792684 -0.000546496 51.3157682IVGAPMHDLLLWNNATVTTCHSK 4 222136639 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C20] 1.133 1.003 5.775402546 47.22 0 3036.616338 4 759.9094849 -0.075075956 -5.70E-05 81.38251858GVPTGFILPIR 12 222136639 1xTMT6plex [N-Term] 1.345 1.328 1.338 3.691687107 47.73 0 1398.867037 2 699.9368896 -0.382111459 -0.000267262 80.56116812DDSNLYINVK 14 222136639 2xTMT6plex [N-Term; K10] 1.117 1.193 1.2 4.492122173 55.82 0 1638.910307 2 819.9584351 -0.435638735 -0.000356986 50.7893312THLSLSHNPEQK 8 222136639 2xTMT6plex [N-Term; K12] 1.094 1.024 0.947 4.063218594 20.44 0 1849.033216 4 463.0138855 0.268043961 0.000123906 26.92455207YSGLCPHVVVLVATVR 6 222136639 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.128 1.852 1.291 4.812061787 26.51 0 1999.136018 3 667.050293 0.153789561 0.000102482 70.23625325MHGGGPTVTAGLPLPK 5 222136639 2xTMT6plex [N-Term; K16] 1.012 1.151 3.902630091 12.55 0 1991.151223 4 498.5432129 -0.101171371 -5.04E-05 61.02248357WMIQYNNLNLK 8 222136639 2xTMT6plex [N-Term; K11] 0.687 0.734 0.718 3.669116735 38.24 0 1895.061346 2 948.034668 0.376635565 0.000356874 78.46561386EHGAFDAVK 12 222136639 2xTMT6plex [N-Term; K9] 1.082 1.041 1.084 4.911344528 53.24 0 1431.799635 2 716.4041748 1.004350986 0.000719015 31.08300146

QGFGNLPICMAK 4 222136639 2xTMT6plex [N-Term; K12]; 1xOxidation [M10]; 1xCarbamidomethyl [C9] 1.19 1.322 2.710892916 41.02 0 1809.975568 2 905.4904175 -1.110196788 -0.001004715 58.86228733LAILQVGNR 12 222136639 1xTMT6plex [N-Term] 1.056 0.897 1.047 3.042028904 33.05 0 1212.762572 2 606.8852539 0.543397789 0.000329506 59.71267019MFGIPVVVAVNAFK 2 222136639 2xTMT6plex [N-Term; K14]; 1xOxidation [M1] 1.076 2.792727709 6.63 0 1966.159997 3 650.7249146 -2.508483872 -0.001630653 112.0630809ITIGQAPTEK 6 222136639 2xTMT6plex [N-Term; K10] 0.968 0.913 0.873 4.400973797 50.01 0 1515.914665 2 758.4602661 -0.929493903 -0.000704517 47.73067131QPSQGPTFGIK 6 222136639 2xTMT6plex [N-Term; K11] 1.53 1.231 1.189 4.612917423 51.95 0 1617.936463 2 809.4725952 0.896889168 0.000725555 47.0475675IFHELTQTDK 12 222136639 2xTMT6plex [N-Term; K10] 1.216 1.102 1.119 4.484460354 32.81 0 1689.957592 3 563.9906006 -0.20326675 -0.000114504 50.09380957TTTESEVMK 6 222136639 2xTMT6plex [N-Term; K9] 1.229 1.325 1.247 3.883184671 48.94 0 1483.807816 2 742.4074707 -0.102111438 -7.58E-05 29.43647174AAQAPSSFQLLYDLK 4 222136639 2xTMT6plex [N-Term; K15] 1.011 1.037 3.649009943 49.88 0 2110.194862 2 1055.598999 -1.962166243 -0.002070277 89.30139584TPVPSDIDISR 8 222136639 1xTMT6plex [N-Term] 1.207 1.234 1.062 3.497488499 53.17 0 1428.789575 2 714.8977051 -1.008604609 -0.000720542 43.77710062EQVPGFTPR 4 222136639 1xTMT6plex [N-Term] 1.195 1.157 3.349983692 32.64 0 1259.694552 2 630.3513794 0.738273466 0.000465 35.38554198VLLSALER 6 222136639 1xTMT6plex [N-Term] 1.109 1.013 1.061 3.037533998 44.99 0 1129.714225 2 565.3604126 -0.598783898 -0.000338227 71.31617862ETGVPIAGR 2 222136639 1xTMT6plex [N-Term] 0.997 2.690572023 24.46 0 1128.657438 2 564.8314819 -1.551553866 -0.000875586 29.01378413AAEEIGIK 10 222136639 2xTMT6plex [N-Term; K8] 1.1 1.1 1.126 3.482803345 44.56 0 1288.787673 2 644.8963013 -1.821410141 -0.001173705 53.09725666
GCLELIK 2 222136639 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.442 2.986155272 17.55 0 1290.785565 2 645.8968506 0.66575882 0.000429676 57.44704339EISAQIR 6 222136639 1xTMT6plex [N-Term] 1.019 1.125 1.061 2.663990259 28.92 0 1045.620325 2 523.3132324 -1.086863198 -0.000568223 27.05103528MVVASSK 4 222136639 2xTMT6plex [N-Term; K7] 1.094 1.13 2.454432964 30 0 1179.717151 2 590.3618774 -0.570269905 -0.000336379 32.79348569VLDTNDR 6 222136639 1xTMT6plex [N-Term] 1.105 1.187 0.992 3.077820063 27.38 0 1061.578854 2 531.2930298 -0.06669282 -3.54E-05 21.42951553FSDIQIR 6 222136639 1xTMT6plex [N-Term] 1.137 1.099 1.023 2.978796005 31.07 0 1107.635975 2 554.321228 -0.71801145 -0.000397648 46.44219853367460087 MYH10 myosin-10 isoform 2 4628 NP_005955.3 49.44331984 1 63 87 891 1976 228.858 5.54 1.02 1.04 1 1.02 Significant 0.000128 KQELEEILHDLESR 16 367460087 2xTMT6plex [N-Term; K1] 0.997 1.147 0.996 6.52963829 39.65 1 2197.222868 3 733.0787964 -0.46951079 -0.000343873 90.4823366

EDQSILCTGESGAGK 18 367460087 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 0.84 0.728 0.482 3.722023487 49.17 0 2010.021391 2 1005.514282 -0.051281482 -5.15E-05 114.2796029
NTDQASMPENTVAQK 6 367460087 2xTMT6plex [N-Term; K15] 1.056 1.054 0.981 3.995825052 29.4 0 2092.074489 3 698.0314331 2.512953738 0.001752429 33.04843766LCHLLGMNVMEFTR 12 367460087 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.971 1.028 1.09 4.311466217 60.51 0 1949.996096 3 650.6702271 0.016524312 1.07E-05 81.844261DLEAQIEAANK 6 367460087 2xTMT6plex [N-Term; K11] 0.954 0.986 4.802169323 75.3 0 1659.931771 2 830.4695435 0.023575706 1.96E-05 46.47035032ALEEALEAKEEFER 5 367460087 2xTMT6plex [N-Term; K9] 0.884 1.264 1.01 4.778016567 16.69 1 2122.14322 3 708.0534668 1.237843233 0.000875627 72.80231105IVGLDQVTGMTETAFGSAYK 8 367460087 2xTMT6plex [N-Term; K20] 0.984 0.967 1.077 5.944081783 74.17 0 2546.357646 3 849.4547119 -3.166808804 -0.002687943 88.10714165IVGLDQVTGMTETAFGSAYK 4 367460087 2xTMT6plex [N-Term; K20]; 1xOxidation [M10] 0.987 1.117 5.992152691 72.49 0 2562.352561 3 849.4547119 -3.166808804 -0.002687943 88.10714165KLDGETTDLQDQIAELQAQIDELK 16 367460087 3xTMT6plex [N-Term; K1; K24] 0.927 0.988 1.06 7.308033466 70.91 1 3401.861855 3 1134.623657 -1.598233715 -0.001812323 103.7389397LQQLFNHTMFILEQEEYQR 26 367460087 1xTMT6plex [N-Term] 1.387 1.129 1.231 6.093027115 40.47 0 2696.370387 3 899.4608154 -0.924988254 -0.00083137 105.4517855LQQLFNHTMFILEQEEYQR 15 367460087 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.99 1.116 1.135 5.397930622 34.44 0 2712.365302 3 899.4608154 -0.924988254 -0.00083137 105.4517855TFHIFYQLLSGAGEHLK 4 367460087 2xTMT6plex [N-Term; K17] 1.331 1.244 6.60392952 62.38 0 2419.353822 4 605.59375 -0.269505846 -0.000163007 96.01564836

ADFCIIHYAGK 14 367460087 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.022 1.15 1.14 4.414128304 53 0 1752.950733 2 876.9790039 -0.000951253 -8.34E-07 58.36817581
KVIQYLAHVASSHK 4 367460087 3xTMT6plex [N-Term; K1; K14] 1.647 1.726 4.646492004 27.04 1 2268.379533 4 567.8503418 0.002097312 1.19E-06 64.5587596

VEDMAELTCLNEASVLHNLK 36 367460087 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9] 1.107 1.016 1.144 7.382900238 71.92 0 2744.436308 3 915.4841919 0.624858223 0.000571628 85.54727065
VEDMAELTCLNEASVLHNLK 19 367460087 2xTMT6plex [N-Term; K20]; 1xOxidation [M4]; 1xCarbamidomethyl [C9] 1.152 1.128 1.087 7.041660786 59.21 0 2760.431223 3 915.4841919 0.624858223 0.000571628 85.54727065

ELQAQIAELQEDFESEK 10 367460087 2xTMT6plex [N-Term; K17] 1 1.126 1.222 4.849115849 46.6 0 2465.28117 3 822.4312134 -0.845016506 -0.000694401 90.87869812NSLQEQQEEEEEAR 6 367460087 1xTMT6plex [N-Term] 0.895 1.001 100 3.839306355 36.55 0 1947.909308 2 974.458313 0.021205588 2.07E-05 20.10665947NMDPLNDNVATLLHQSSDR 4 367460087 1xTMT6plex [N-Term] 0.916 1.073 4.659678936 43.18 0 2369.171687 3 790.3944702 -1.194512615 -0.000943335 65.35941872
IAECSSQLAEEEEK 14 367460087 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 1.039 0.97 0.977 5.08896637 71.91 0 2081.047271 2 1041.026855 -0.402173709 -0.000418471 43.99675496NLPIYSENIIEMYR 4 367460087 1xTMT6plex [N-Term] 1.393 0.875 3.496366739 22.92 0 1984.041114 2 992.5241699 -0.025809067 -2.56E-05 80.23609451TQLEELEDELQATEDAK 40 367460087 2xTMT6plex [N-Term; K17] 0.994 0.955 0.984 5.885612965 91.2 0 2420.24445 2 1210.624268 -1.318736109 -0.001595832 81.43421753NSLQEQQEEEEEARK 4 367460087 2xTMT6plex [N-Term; K15] 0.845 0.899 4.202147007 15.58 1 2305.167203 3 769.0605469 -0.050163389 -3.85E-05 24.21337415ELDDATEANEGLSR 18 367460087 1xTMT6plex [N-Term] 1 0.828 0.988 5.013064384 72.89 0 1748.850002 2 874.9276123 -1.17470945 -0.001027195 32.2908448LQNELDNVSTLLEEAEK 21 367460087 2xTMT6plex [N-Term; K17] 0.983 0.875 0.857 5.673103809 66.41 0 2403.301906 2 1202.15625 1.380529842 0.001658915 100.2297786SDLLLEGFNNYR 8 367460087 1xTMT6plex [N-Term] 1.115 1.081 1.361 4.304209709 42.79 0 1669.874701 2 835.4406738 -0.377341934 -0.000315057 68.91419201VDDDLGTIESLEEAK 5 367460087 2xTMT6plex [N-Term; K15] 0.815 4.447918892 18.58 0 2092.106166 3 698.0402222 -0.025211958 -1.76E-05 71.54623587NILAEQLQAETELFAEAEEMR 24 367460087 1xTMT6plex [N-Term] 1.051 0.923 0.844 7.27989006 78.62 0 2664.338812 3 888.7839966 -0.516320935 -0.000458551 109.4012222TTLQVDTLNAELAAER 8 367460087 1xTMT6plex [N-Term] 0.975 1.032 4.668068886 43.03 0 1974.0705 2 987.539917 1.042097724 0.001028587 61.28555996HAEQERDELADEITNSASGK 12 367460087 2xTMT6plex [N-Term; K20] 0.91 1.02 1.034 4.798938274 19.85 1 2658.337122 4 665.3396606 -0.116238784 -7.73E-05 40.35359751KVDDDLGTIESLEEAK 2 367460087 3xTMT6plex [N-Term; K1; K16] 0.913 5.698293209 26.53 1 2449.364061 3 817.1256714 -0.653251131 -0.00053335 66.16054369EQADFAVEALAK 14 367460087 2xTMT6plex [N-Term; K12] 0.981 1.106 1.075 4.61779356 77.9 0 1749.978721 2 875.4927368 -0.299619179 -0.000262164 65.48212532SLEAEILQLQEELASSER 14 367460087 1xTMT6plex [N-Term] 0.941 0.942 6.252889156 60.66 0 2274.202636 3 758.7368164 -2.96386133 -0.002246807 110.6822207LDGETTDLQDQIAELQAQIDELK 4 367460087 2xTMT6plex [N-Term; K23] 0.794 0.785 5.569155693 69.42 0 3044.60396 3 1015.539307 -0.195023107 -0.000197923 109.7741967QLLQANPILESFGNAK 16 367460087 2xTMT6plex [N-Term; K16] 0.982 1.075 0.999 5.122751713 49.33 0 2201.269424 2 1101.13916 0.735867442 0.000809921 89.45586634IAQLEEELEEEQSNMELLNDR 7 367460087 1xTMT6plex [N-Term] 0.822 0.881 0.914 6.115905285 82.39 0 2761.339934 3 921.118103 -0.064609202 -5.95E-05 96.9259702LDPHLVLDQLR 42 367460087 1xTMT6plex [N-Term] 0.952 0.995 0.937 4.04471159 53.51 0 1547.910693 2 774.4587402 -0.315884664 -0.000244481 75.03416164DAASLESQLQDTQELLQEETR 12 367460087 1xTMT6plex [N-Term] 1.159 0.974 1.071 6.630509853 64.29 0 2633.310349 3 878.4403076 -1.511063229 -0.001326366 85.60907545QLEEAEEEATR 14 367460087 1xTMT6plex [N-Term] 0.945 1.265 1.205 4.682674885 67.29 0 1533.759397 2 767.3826294 -0.92219219 -0.00070721 29.93146759IGQLEEQLEQEAK 16 367460087 2xTMT6plex [N-Term; K13] 0.901 0.927 0.87 5.066744328 63.76 0 1973.095542 2 987.0499268 -1.502691741 -0.001482477 73.21451961MQAHIQDLEEQLDEEEGAR 6 367460087 1xTMT6plex [N-Term] 1.218 0.881 1.02 5.592492104 38.41 0 2470.171747 3 824.0616455 -0.552033098 -0.000454539 67.2976983AGVLAHLEEER 22 367460087 1xTMT6plex [N-Term] 0.856 0.837 0.893 4.674842358 72.58 0 1452.800808 3 484.9382324 -0.457051215 -0.000221335 56.29568322KMEEEILLLEDQNSK 4 367460087 3xTMT6plex [N-Term; K1; K15] 1.024 0.956 4.640457153 19.56 1 2506.404152 3 836.1348267 -5.675437268 -0.004741647 72.85341319KEEELQGALAR 12 367460087 2xTMT6plex [N-Term; K1] 1.05 0.931 1.017 4.178181648 41.25 1 1701.989955 2 851.4972534 -1.600787393 -0.001362262 46.57219662KFDQLLAEEK 24 367460087 3xTMT6plex [N-Term; K1; K10] 1.038 0.982 1.036 5.756443024 48.56 1 1908.140925 2 954.5736084 -0.516174205 -0.000492467 59.85920887HATALEELSEQLEQAK 2 367460087 2xTMT6plex [N-Term; K16] 0.978 4.358365536 21.12 0 2255.228347 3 752.416626 3.094094528 0.002325963 73.43010986KQQQLSALK 4 367460087 3xTMT6plex [N-Term; K1; K9] 1.213 1.321 4.36648941 28.26 1 1731.109565 3 577.7075806 -0.79547292 -0.000459017 40.53867526KLDAQVQELHAK 4 367460087 3xTMT6plex [N-Term; K1; K12] 0.998 0.915 4.653844357 17.97 1 2067.252935 4 517.5681152 -1.114543102 -0.000576011 43.86572691TSDVNETQPPQSE 10 367460087 1xTMT6plex [N-Term] 1.052 1.097 1.031 3.143386126 30.68 0 1660.78634 2 830.8962402 -0.683827427 -0.000567846 19.98006798VEGELEEMER 10 367460087 1xTMT6plex [N-Term] 0.913 1.024 0.924 3.840020895 34.95 0 1449.709275 2 725.3584595 0.253123381 0.000183478 45.6516118DLSEELEALK 6 367460087 2xTMT6plex [N-Term; K10] 1.043 0.913 1.009 3.55465126 35.98 0 1604.914724 2 802.9562988 -5.858936683 -0.004701547 72.33863365ELEAELEDER 6 367460087 1xTMT6plex [N-Term] 0.964 1.025 0.969 4.449821949 45 0 1461.727034 2 731.3673706 0.294665781 0.00021536 50.02697252ALEQQVEEMR 6 367460087 1xTMT6plex [N-Term] 1.227 1.042 0.772 4.424479008 36.14 0 1461.756894 2 731.3821411 0.076152583 5.57E-05 41.10331866ALEEALEAK 6 367460087 2xTMT6plex [N-Term; K9] 0.764 0.697 0.725 4.011379242 46.77 0 1431.845916 2 716.4262085 -0.54197718 -0.000388014 64.6489643MEIDLKDLEAQIEAANK 2 367460087 3xTMT6plex [N-Term; K6; K17] 1.341 4.289300442 6.3 1 2618.467815 4 655.3707275 -2.571822236 -0.001683558 93.92079586LEVNMQAMK 2 367460087 2xTMT6plex [N-Term; K9] 0.842 3.851770163 51.07 0 1521.853327 2 761.4294434 -1.128020171 -0.000858341 58.47287849TELEDTLDTTAAQQELR 2 367460087 1xTMT6plex [N-Term] 0.873 2.621213913 25.33 0 2163.097837 2 1082.050537 -1.867414955 -0.002019701 55.20311569VDYKADEWLMK 6 367460087 3xTMT6plex [N-Term; K4; K11] 3.021 1.703 2.07 4.528278828 15.55 1 2085.16576 3 695.7265015 -0.387727194 -0.000269492 67.8314926FDQLLAEEK 12 367460087 2xTMT6plex [N-Term; K9] 1.005 0.88 1.034 3.910659075 54.18 0 1550.88303 2 775.9448853 -0.345778616 -0.000268131 64.28722039LQELEGAVK 4 367460087 2xTMT6plex [N-Term; K9] 1.224 0.967 3.732539654 37.82 0 1444.877551 2 722.9419556 -0.634224808 -0.000458189 59.25975736ALELDPNLYR 10 367460087 1xTMT6plex [N-Term] 1.024 1.035 1.028 3.7378335 29.94 0 1432.799745 2 716.9030762 -0.60699079 -0.000434848 59.77812931EIFMQVEDER 2 367460087 1xTMT6plex [N-Term] 0.817 3.907007694 36.35 0 1524.75656 2 762.8814087 -0.668406495 -0.000509579 54.17561274NKQEVMISDLEER 4 367460087 2xTMT6plex [N-Term; K2] 0.925 1.193 4.308498859 15.52 1 2049.105061 3 683.7078247 1.883847328 0.001286734 50.76725189DHNIPGELER 6 367460087 1xTMT6plex [N-Term] 0.863 1.153 0.935 3.17337656 19.74 0 1408.738208 3 470.2511902 0.574646614 0.000269842 23.32487813EQEVAELKK 5 367460087 3xTMT6plex [N-Term; K8; K9] 1.385 1.497 1.29 3.453754425 17.89 1 1761.072511 3 587.6958008 0.191845451 0.000112618 42.94413187AGKLDPHLVLDQLR 6 367460087 2xTMT6plex [N-Term; K3] 1.639 1.878 2.37 3.033755541 9.55 1 2033.227165 4 509.0627136 0.914507842 0.000464851 65.17766688VKPLLQVTR 9 367460087 2xTMT6plex [N-Term; K2] 1.474 1.414 1.916 2.945879936 15.08 0 1512.003754 2 756.5048218 -0.91768642 -0.000693773 49.40995833QEEELQAK 6 367460087 2xTMT6plex [N-Term; K8] 0.734 1.004 0.723 3.733125448 41.1 0 1432.80478 2 716.9056396 -0.542413828 -0.000388587 34.08665975KKVDDDLGTIESLEEAK 2 367460087 4xTMT6plex [N-Term; K1; K2; K17] 1.203 1.194 3.914263725 2 2806.621956 4 702.411438 0.700540777 0.000491538 65.86118146ALEEETKNHEAQIQDMR 2 367460087 2xTMT6plex [N-Term; K7] 1.081 3.026199818 0.71 1 2500.286607 4 625.8266602 -0.718267656 -0.000448969 37.961117

CIIPNHEK 6 367460087 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 1.109 1.018 1.039 3.14837265 21.19 0 1468.834641 3 490.2819214 -2.334959803 -0.001143223 31.6683182
NCAAYLK 6 367460087 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.212 1.28 1.59 2.96138835 30.79 0 1297.733864 2 649.3706665 0.148256756 9.62E-05 33.67160378VEEEEER 7 367460087 1xTMT6plex [N-Term] 1.039 1.031 1.015 3.127042055 36.22 0 1148.563263 2 574.7848511 -0.729303809 -0.000418826 16.19380198HQQLLEEK 4 367460087 2xTMT6plex [N-Term; K8] 0.907 0.858 2.853549242 11.97 0 1482.868049 3 494.9611206 0.512342556 0.000253245 29.83348404NVHELEK 12 367460087 2xTMT6plex [N-Term; K7] 1.001 0.971 0.913 3.292244673 24.67 0 1326.778171 3 442.9311218 0.483093956 0.000213653 41.51184182DEQNEEK 6 367460087 2xTMT6plex [N-Term; K7] 1.135 0.831 1.022 2.773934603 29.54 0 1349.694895 2 675.3505249 -0.831206606 -0.000560938 16.98992865ADEWLMK 19 367460087 2xTMT6plex [N-Term; K7] 0.957 0.937 0.885 3.229389429 36.8 0 1350.749179 2 675.8778076 -0.622436525 -0.000420378 58.04651218
ELACEVK 6 367460087 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.761 0.864 0.751 2.674256325 32.72 0 1306.744094 2 653.8754883 -0.301771021 -0.000197169 34.51565443
SALLDEK 6 367460087 2xTMT6plex [N-Term; K7] 0.928 1.071 0.972 2.583310604 36.89 0 1233.745474 2 617.3762207 -0.250775996 -0.000154697 39.99549466TVGQLYK 12 367460087 2xTMT6plex [N-Term; K7] 0.922 0.96 1.005 3.042529345 30.67 0 1266.782194 2 633.8947144 -0.033138343 -2.10E-05 113.1437489KLQAQMK 16 367460087 3xTMT6plex [N-Term; K1; K7] 1.191 1.369 1.234 3.722074747 23.45 1 1533.97538 2 767.4902954 -1.346924934 -0.001033075 35.04186817AMVNKDDIQK 6 367460087 3xTMT6plex [N-Term; K5; K10] 0.882 1.052 1.133 2.991522074 12.22 1 1849.08203 3 617.0317993 -0.641053648 -0.00039512 40.92568248ALAVASK 6 367460087 2xTMT6plex [N-Term; K7] 0.973 1.07 1.012 2.655124903 20.07 0 1117.734516 2 559.3704224 -0.847744634 -0.000473777 36.0138894DAEALSQR 6 367460087 1xTMT6plex [N-Term] 1.52 2.228 1.541 2.720359802 25.91 0 1118.600317 2 559.8035278 -0.481312162 -0.000269198 18.84503578FVAELWK 6 367460087 2xTMT6plex [N-Term; K7] 0.975 0.978 1.077 3.078700066 32.48 0 1350.81858 2 675.9118652 -1.573668946 -0.001062871 77.9722336QEEELQAKDEELLK 2 367460087 3xTMT6plex [N-Term; K8; K14] 1.15 1.185 3.068605185 1 2389.342932 3 797.1184692 -0.869349949 -0.000692392 53.68427106LVWIPSER 6 367460087 1xTMT6plex [N-Term] 0.767 0.851 2.705672264 22.23 0 1228.725124 2 614.8660889 -0.18144467 -0.000111473 66.29903886KDHNIPGELER 2 367460087 2xTMT6plex [N-Term; K1] 1.088 3.050971985 7.65 1 1765.996103 4 442.2548828 0.905228498 0.000399658 27.27157063ADEWLMK 14 367460087 2xTMT6plex [N-Term; K7]; 1xOxidation [M6] 1.024 1.002 1.014 1.948309422 30.69 0 1366.744094 2 675.8778076 -0.622436525 -0.000420378 58.04651218ALAYDKLEK 3 367460087 3xTMT6plex [N-Term; K6; K9] 1.233 1.335 10.465 1.930465698 1 1738.071783 3 580.0283203 -0.791292117 -0.000458441 48.71975379NTNPNFVR 10 367460087 1xTMT6plex [N-Term] 1.293 0.921 1.118 3.136044502 22.15 0 1190.647936 2 595.8261108 -2.512329817 -0.00149565 23.148738535174607 NAB2 NGFI-A-binding protein 2 4665 NP_005958.1 16.95238095 1 5 5 31 525 56.559 6.96 1.01 1.42 1.13 1.19 Significant 0.0104 EWATNPGLFSQPVPAVPVSSIPLFK 10 5174607 2xTMT6plex [N-Term; K25] 2.492 1.332 1.284 3.685439348 31.27 0 3139.759614 4 785.6934204 -2.472185877 -0.001940517 111.9452503LHPEELGGPPLK 3 5174607 2xTMT6plex [N-Term; K12] 0.582 1.017 3.447242975 18.9 0 1745.036177 3 582.3505249 0.484097145 0.000281589 50.59704411

LSPCVPAKPPLAEFEEGLLDR 4 5174607 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.636 1.162 4.776726723 8.57 0 2796.537008 3 932.8503418 -0.191576001 -0.000178583 94.31053845
LTPPPADLPLALPAHGLWSR 6 5174607 1xTMT6plex [N-Term] 0.975 1.29 1.055 5.846396446 24.8 0 2351.343702 3 784.4508057 -2.4830814 -0.001946193 92.09144189GDAGEVTSLLK 8 5174607 2xTMT6plex [N-Term; K11] 1.128 1.463 1.233 3.125520468 41.52 0 1547.904494 3 516.6393433 -0.657214219 -0.000339102 59.13781134

14141152 HNRNPM heterogeneous nuclear ribonucleoprotein M isoform a 4670 NP_005959.2 71.78082192 1 48 48 509 730 77.464 8.7 1.23 1.24 1.23 1.23 Significant 0.0000073
GIGMGNIGPAGMGMEGIGFGINK 10 14141152 2xTMT6plex [N-Term; K23]; 2xOxidation [M] 1.325 1.185 1.142 5.222847939 104.08 0 2668.36612 3 890.1262817 -0.685114064 -0.000609378 74.11962331GIGMGNIGPAGMGMEGIGFGINK 10 14141152 2xTMT6plex [N-Term; K23]; 1xOxidation [M] 1.039 1.327 6.533062458 91.28 0 2652.371205 3 890.1262817 -0.685114064 -0.000609378 74.11962331GIGMGNIGPAGMGMEGIGFGINK 10 14141152 2xTMT6plex [N-Term; K23] 1.138 1.274 1.157 6.551230431 83.64 0 2636.37629 3 890.1262817 -0.685114064 -0.000609378 74.11962331
GIGMGNIGPAGMGMEGIGFGINK 8 14141152 2xTMT6plex [N-Term; K23]; 3xOxidation [M4; M12; M14] 1.122 1.189 1.471 5.044613361 72.63 0 2684.361035 3 890.1262817 -0.685114064 -0.000609378 74.11962331MVPAGMGAGLER 12 14141152 1xTMT6plex [N-Term] 1.184 1.046 1.194 3.98083806 47.19 0 1417.749307 2 709.3770752 -1.71597289 -0.00121641 47.96692865INEILSNALK 22 14141152 2xTMT6plex [N-Term; K10] 1.136 1.181 1.164 4.032390594 64 0 1572.972514 2 786.9899292 0.043184758 3.40E-05 80.56911772EVFSMAGVVVR 8 14141152 1xTMT6plex [N-Term] 1.168 1.371 1.262 4.186803818 57.22 0 1422.797637 2 711.9012451 -1.703239844 -0.001211683 67.93308515MGGMEGPFGGGMENMGR 12 14141152 1xTMT6plex [N-Term] 1.208 1.427 1.356 4.568249702 63.91 0 1943.843359 2 972.4278564 2.611743688 0.00253841 57.92052133MGPLGLDHMASSIER 12 14141152 1xTMT6plex [N-Term] 1.001 1.503 1.315 5.052062511 47.66 0 1842.940355 3 614.9849243 -0.073198669 -4.50E-05 57.94614237VMATTGGMGMGPGGPGMITIPPSILNNPNIPNEIIHALQAGR 6 14141152 1xTMT6plex [N-Term]; 1xOxidation [M] 100 0.959 8.302387238 38.89 0 4440.286152 4 1106.824585 -3.328640784 -0.003681719 112.5538075

VMATTGGMGMGPGGPGMITIPPSILNNPNIPNEIIHALQAGR 4 14141152 1xTMT6plex [N-Term] 9.58837986 40.73 0 4424.291237 4 1106.824585 -3.328640784 -0.003681719 112.5538075QGGGGGGGSVPGIER 6 14141152 1xTMT6plex [N-Term] 1.437 1.095 2.381 4.91771841 62.21 0 1513.792034 2 757.3994751 -0.238219438 -0.000180307 23.62158047MGAGMGFGLER 8 14141152 1xTMT6plex [N-Term] 0.818 1.109 1.296 4.575963974 50.07 0 1354.680893 2 677.8414307 -3.918274705 -0.002654006 53.41658831DKFNECGHVLYADIK 9 14141152 3xTMT6plex [N-Term; K2; K15]; 1xCarbamidomethyl [C6] 1.368 1.238 1.11 4.293052673 17.75 1 2496.352391 3 832.7886963 -0.342765234 -0.000285221 53.70079843
GNFGGSFAGSFGGAGGHAPGVAR 24 14141152 1xTMT6plex [N-Term] 0.987 1.152 0.788 9.009173393 96.13 0 2264.115828 3 755.3745728 -2.942710881 -0.002220879 59.78945421LGSTVFVANLDYK 12 14141152 2xTMT6plex [N-Term; K13] 1.966 1.262 1.258 4.249985218 47.94 0 1885.083521 3 629.0326538 -0.059707815 -3.75E-05 78.37296615MGLAMGGGGGASFDR 14 14141152 1xTMT6plex [N-Term] 0.936 0.877 0.916 5.246311188 73.18 0 1612.777312 2 806.8918457 -0.556402761 -0.000448677 60.14337374FNECGHVLYADIK 6 14141152 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.395 1.258 1.273 3.813285828 31.61 0 2024.067553 3 675.3607788 0.113536616 7.66E-05 55.94313262

LKEVFSMAGVVVR 10 14141152 2xTMT6plex [N-Term; K2] 2.053 2.042 1.999 5.038720131 43.13 1 1893.139596 2 947.0734253 -0.011570231 -1.10E-05 84.97436534VGEVTYVELLMDAEGK 4 14141152 2xTMT6plex [N-Term; K16] 1.113 3.523981333 42.53 0 2211.198292 3 737.739502 2.559842505 0.001886773 110.9898288
GDFFPPERPQQLPHGLGGIGMGLGPGGQPIDANHLNK 4 14141152 2xTMT6plex [N-Term; K37] 1.374 7.86440897 12.97 0 4277.244235 5 856.2512817 -3.958707445 -0.003386472 76.55285019

AFITNIPFDVK 34 14141152 2xTMT6plex [N-Term; K11] 1.326 1.34 1.222 4.535807133 49.2 0 1723.019464 2 862.0130005 -0.429289078 -0.000369837 88.14805048MGAGLGHGMDR 6 14141152 1xTMT6plex [N-Term] 1.028 0.957 1.094 4.68662405 38.05 0 1330.655741 3 444.2233582 -0.164871426 -7.31E-05 26.5662536GDFFPPERPQQLPHGLGGIGMGLGPGGQPIDANHLNK 2 14141152 2xTMT6plex [N-Term; K37]; 1xOxidation [M21] 1.32 7.226764202 10.99 0 4293.23915 5 856.2512817 -3.958707445 -0.003386472 76.55285019
MGAGLGHGMDR 10 14141152 1xTMT6plex [N-Term]; 1xOxidation [M] 1.044 1.056 0.981 4.049575806 33.4 0 1346.650656 3 444.2233582 -0.164871426 -7.31E-05 26.5662536NLPFDFTWK 23 14141152 2xTMT6plex [N-Term; K9] 1.146 1.209 1.183 3.877707481 49.49 0 1625.909185 2 813.4578247 -0.499773262 -0.000406293 90.7033973MGPAMGPALGAGIER 13 14141152 1xTMT6plex [N-Term]; 2xOxidation [M1; M5] 1.152 1.089 1.229 4.674143791 35.44 0 1688.866128 2 844.9358521 -1.006840275 -0.000850209 37.25520315KAAEVLNK 10 14141152 3xTMT6plex [N-Term; K1; K8] 1.874 1.145 1.878 3.869085789 33.19 1 1560.008789 3 520.6738281 -1.190881111 -0.000619262 36.68637642GEGERPAQNEK 6 14141152 2xTMT6plex [N-Term; K11] 1.27 1.448 1.235 4.414165974 26.75 0 1672.901868 3 558.3049316 -0.972165885 -0.000542113 16.22287019ADILEDKDGK 16 14141152 3xTMT6plex [N-Term; K7; K10] 1.525 1.68 1.279 3.317321301 38.75 1 1791.04669 2 896.0263672 -0.688214889 -0.000616313 45.75382962VKEDPDGEHAR 20 14141152 2xTMT6plex [N-Term; K2] 1.187 1.262 1.364 4.179402351 39.87 1 1710.917518 3 570.9769287 -0.751168408 -0.000428396 16.5889929FGSGMNMGR 6 14141152 1xTMT6plex [N-Term] 1.073 1.051 1.422 3.016329527 29.53 0 1185.570614 2 593.2880859 -1.44977868 -0.000859408 44.21365175FEPYANPTK 8 14141152 2xTMT6plex [N-Term; K9] 1.049 1.135 1.003 4.036802292 36.42 0 1524.846251 2 762.9262695 -0.648148952 -0.000494164 45.21301826

GCAVVEFK 8 14141152 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.215 1.246 1.487 3.378261328 45.28 0 1367.775729 2 684.3904419 -1.551132172 -0.0010608 46.40147444
MEEESGAPGVPSGNGAPGPK 4 14141152 2xTMT6plex [N-Term; K20]; 1xOxidation [M1] 1.146 1.262 2.052645445 29.09 0 2342.169846 3 781.3935547 -1.594755182 -0.001245063 37.67003489EDPDGEHAR 4 14141152 1xTMT6plex [N-Term] 1.055 0.853 2.922144413 18.48 0 1254.591209 3 418.8683777 -0.501703945 -0.000209811 14.12281466MGANSLER 2 14141152 1xTMT6plex [N-Term] 1.161 2.457219362 25.22 0 1106.582559 2 553.7946777 -0.433850368 -0.000240046 25.02090965MGPLGLDHMASSIER 2 14141152 1xTMT6plex [N-Term]; 2xOxidation [M1; M9] 1.318 2.350838423 6.34 0 1874.930185 3 614.9849243 -0.073198669 -4.50E-05 57.94614237MGPLGLDHMASSIER 4 14141152 1xTMT6plex [N-Term]; 1xOxidation [M] 1.02 100 3.244574308 12.3 0 1858.93527 3 614.9849243 -0.073198669 -4.50E-05 57.94614237FEPYANPTKR 15 14141152 2xTMT6plex [N-Term; K9] 1.52 1.423 1.232 4.022165298 11.56 1 1680.947362 3 560.9874268 0.217314025 0.000121764 38.25698215

KACQIFVR 7 14141152 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 2.068 1.969 1.129 2.880835533 25.74 1 1479.887011 2 740.4470215 -0.164999928 -0.000122091 34.95877224
RGEIIAK 6 14141152 2xTMT6plex [N-Term; K7] 1.106 1.182 1.11 4.302752972 19.11 1 1244.809078 3 415.6073608 -1.24377344 -0.000516087 26.90815695MATGLER 6 14141152 1xTMT6plex [N-Term] 1.179 1.004 1.045 2.817193985 28.03 0 1006.555282 2 503.7808533 -0.846150278 -0.000425849 24.77212262FESPEVAER 7 14141152 1xTMT6plex [N-Term] 1.013 1.157 1.224 3.349056721 21.07 0 1292.668397 2 646.8369751 -1.333183894 -0.000861682 33.11377405ADILEDK 4 14141152 2xTMT6plex [N-Term; K7] 0.872 0.985 2.786860943 32.13 0 1261.740389 2 631.3729858 -1.342368309 -0.00084686 54.54917428MGANNLER 6 14141152 1xTMT6plex [N-Term] 0.975 0.916 0.944 2.398949862 24.91 0 1133.593458 2 567.3001709 -0.346502639 -0.000196397 21.67640221VGSEIER 6 14141152 1xTMT6plex [N-Term] 1.102 1.146 1.221 3.049700975 32.39 0 1018.57304 2 509.7897034 -0.893408409 -0.000455001 21.55812476LGGAGMER 6 14141152 1xTMT6plex [N-Term] 1.763 1.789 1.458 2.136672974 25.44 0 1019.550531 2 510.2786865 -0.425837771 -0.000217082 23.73660421AAEVLNK 6 14141152 2xTMT6plex [N-Term; K7] 1.202 1.137 1.235 2.989047527 30.4 0 1202.750894 2 601.8800049 1.529157562 0.000919598 37.87503884ACQIFVR 4 14141152 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.085 1.074 2.79738307 21.3 0 1122.629116 2 561.8181763 -0.035319712 -1.98E-05 35.78063855MGPAIER 10 14141152 1xTMT6plex [N-Term] 1.162 1.1 1.318 2.357439995 23.78 0 1002.560367 2 501.7840271 0.409510721 0.00020528 25.18897565MGLVMDR 4 14141152 1xTMT6plex [N-Term] 1.151 1.019 2.378595591 18.61 0 1050.563738 2 525.7851563 -0.668174595 -0.00035098 42.0329268MAAPIDR 11 14141152 1xTMT6plex [N-Term] 1.157 1.155 1.23 3.076061726 17.52 0 1002.560367 2 501.7843018 0.957424268 0.000479938 26.90558227MGLSMER 5 14141152 1xTMT6plex [N-Term] 1.153 1.094 0.81 2.389459133 25.22 0 1052.543002 2 526.7739868 -2.190283135 -0.001152684 32.78556331MGPAMGPALGAGIER 2 14141152 1xTMT6plex [N-Term]; 1xOxidation [M1] 2.503 2.245382547 20.28 0 1672.871213 2 844.9358521 -1.006840275 -0.000850209 37.25520315MVPAGMGAGLER 6 14141152 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.273 1.21 2.662106276 42.37 0 1433.744222 2 709.3770752 -1.71597289 -0.00121641 47.96692865WQSLKDLVK 3 14141152 3xTMT6plex [N-Term; K5; K9] 0.882 1.004 1.839452147 1.84 1 1804.129967 3 602.0494995 2.20532624 0.001326232 76.92141097VGQTIER 6 14141152 1xTMT6plex [N-Term] 1.138 1.084 1.703 2.609685659 13.93 0 1031.604675 2 516.3062744 0.579289858 0.000298799 20.734224765174613 NAP1L4 nucleosome assembly protein 1-like 4 4676 NP_005960.1 51.73333333 1 14 15 156 375 42.797 4.69 0.99 0.98 0.98 0.98 Significant 0.0000115 KYAALYQPLFDK 10 5174613 3xTMT6plex [N-Term; K1; K12] 1.19 1.263 1.105 5.039100647 23.13 1 2144.272274 3 715.4290771 0.188691202 0.000134868 72.9506474ASGDGESLDEDSEFTLASDFEIGHFFR 2 5174613 1xTMT6plex [N-Term] 0.947 5.338346004 43.55 0 3207.459198 3 1069.824341 -0.227079759 -0.000242783 94.28355214LDNVPHTPSSYIETLPK 16 5174613 2xTMT6plex [N-Term; K17] 0.885 0.847 0.953 4.677514553 50.75 0 2369.311682 3 790.4349976 -8.965922202 -0.007081021 61.80095561QVPNESFFNFFNPLK 18 5174613 2xTMT6plex [N-Term; K15] 0.995 1.116 0.908 4.699398994 50.43 0 2286.23231 2 1143.616821 -2.599972824 -0.002972071 105.1364864NVDMLSELVQEYDEPILK 10 5174613 2xTMT6plex [N-Term; K18]; 1xOxidation [M4] 1.022 0.916 1.214 4.087359905 39.79 0 2609.378442 2 1297.196167 0.590230623 0.000765347 104.7338754NVDMLSELVQEYDEPILK 16 5174613 2xTMT6plex [N-Term; K18] 0.988 1.039 0.88 4.70919323 62.46 0 2593.383527 2 1297.196167 0.590230623 0.000765347 104.7338754AAATAEEPDPK 10 5174613 2xTMT6plex [N-Term; K11] 1.056 1.023 0.994 4.381436825 47.91 0 1557.852458 2 779.4292603 -0.779516816 -0.000607186 26.36832321

SEPDKADPFSFEGPEIVDCDGCTIDWK 6 5174613 3xTMT6plex [N-Term; K5; K27]; 2xCarbamidomethyl [C19; C22] 1.382 0.997 4.732194901 22.71 1 3801.823104 4 951.2106323 -0.632465809 -0.000601131 81.6532205
EFITGDVEPTDAESEWHSENEEEEK 6 5174613 2xTMT6plex [N-Term; K25] 0.974 1.676 100 4.510822296 56.87 0 3394.54869 3 1132.18689 -0.758299533 -0.000858028 57.02449495

ADPFSFEGPEIVDCDGCTIDWK 6 5174613 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C14; C17] 1.09 0.69 1.039 4.47849369 30.42 0 3016.410881 3 1006.141235 -0.572884591 -0.000576018 89.61795327FYEEVHDLER 14 5174613 1xTMT6plex [N-Term] 1.344 0.946 1.126 4.102136612 43.65 0 1565.779738 3 522.5980225 -0.143096236 -7.47E-05 48.43174904LTDQVMQNPR 6 5174613 1xTMT6plex [N-Term] 1.2 1.027 0.809 3.808652878 35.3 0 1430.762314 2 715.8849487 0.214417821 0.00015339 36.36588869YAALYQPLFDK 15 5174613 2xTMT6plex [N-Term; K11] 0.883 0.893 0.851 4.694261551 47.07 0 1787.014379 2 894.0102539 -0.64209752 -0.000573719 83.13457974VLAALQER 12 5174613 1xTMT6plex [N-Term] 0.877 0.942 0.96 2.892439842 36.99 0 1128.693824 2 564.8504639 -0.153120024 -8.64E-05 50.7468009NASNTEK 4 5174613 2xTMT6plex [N-Term; K7] 0.676 0.773 2.41920042 19.57 0 1221.683937 2 611.3450928 -0.841144828 -0.000513807 17.26847664
CAHIEAK 3 5174613 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 0.964 0.972 2.954613447 24.11 0 1286.729113 3 429.5812073 -0.034493529 -1.48E-05 21.98840488

LTDQVMQNPR 2 5174613 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.087 2.258310318 22.99 0 1446.757229 2 715.8849487 0.214417821 0.00015339 36.3658886940807447 PRCC proline-rich protein PRCC 5546 NP_005964.3 7.739307536 1 3 3 16 491 52.386 5.1 1.16 1.21 1.04 1.14 Significant 0.00196 TSSLAPVVGTTTTTPSPSAIK 2 40807447 2xTMT6plex [N-Term; K21] 0.705 4.560824394 12.45 0 2474.41179 3 825.4725952 -3.458577712 -0.002852648 61.3584881SAALQVTK 6 40807447 2xTMT6plex [N-Term; K8] 1.005 1.075 1.144 3.791504383 51.39 0 1275.803658 2 638.4051514 -0.495096264 -0.000315823 38.27358783LLLPHAFSR 8 40807447 1xTMT6plex [N-Term] 1.239 1.311 100 3.374391317 40.62 0 1282.783308 3 428.2651062 -1.98185186 -0.000847429 53.595774865174661 S100A2 protein S100-A2 6273 NP_005969.1 86.59793814 1 9 9 348 97 10.978 4.78 1.19 1.21 1.11 1.17 Significant 0.000681 ELPSFVGEKVDEEGLK 27 5174661 3xTMT6plex [N-Term; K9; K16] 2.962 3.31 3.848 4.833639622 21.05 1 2463.394967 3 821.8026123 -0.683429154 -0.000561185 71.71514998
CSSLEQALAVLVTTFHK 1 5174661 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C1] 1.098 39.63 0 2362.320473 3 788.1109009 -0.98377985 -0.000774668 112.794656

LMGSLDENSDQQVDFQEYAVFLALITVMCNDFFQGCPDRP 3 5174661 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C29; C36] 3.534251451 46.52 0 4899.261178 4 1229.567261 -1.806685365 -0.00222008 113.4085001
LMGSLDENSDQQVDFQEYAVFLALITVMCNDFFQGCPDRP 9 5174661 1xTMT6plex [N-Term]; 1xOxidation [M2]; 2xCarbamidomethyl [C29; C36] 1.767 100 7.446491718 54.06 0 4915.256093 4 1229.567261 -1.806685365 -0.00222008 113.4085001
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LMGSLDENSDQQVDFQEYAVFLALITVMCNDFFQGCPDRP 6 5174661 1xTMT6plex [N-Term]; 2xOxidation [M2; M28]; 2xCarbamidomethyl [C29; C36] 100 5.236913204 43.71 0 4931.251008 4 1229.567261 -1.806685365 -0.00222008 113.4085001
ELPSFVGEKVDEEGLKK 12 5174661 4xTMT6plex [N-Term; K9; K16; K17] 2.481 2.645 2.259 4.488144398 9.34 2 2820.652862 4 705.9187012 0.039929586 2.82E-05 68.24637241ELPSFVGEK 70 5174661 2xTMT6plex [N-Term; K9] 0.931 1.161 0.918 4.024564266 41.21 0 1463.851002 2 732.4300537 1.249445383 0.000914501 60.32305809

YSCQEGDKFK 54 5174661 3xTMT6plex [N-Term; K8; K10]; 1xCarbamidomethyl [C3] 1.608 1.917 1.504 3.544071674 27.29 1 1949.040559 2 975.0229492 -0.994146833 -0.000968816 34.06290927
YSCQEGDK 32 5174661 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.973 1.039 1.095 3.247932911 42.96 0 1444.714251 2 722.8595581 -1.668862241 -0.001205515 19.18367788
VDEEGLKK 102 5174661 3xTMT6plex [N-Term; K7; K8] 1.458 1.433 1.438 3.090301275 33.16 1 1604.982634 2 802.9934692 -1.851623423 -0.001485912 35.66596445VDEEGLK 32 5174661 2xTMT6plex [N-Term; K7] 0.96 0.965 0.997 3.098329544 36.34 0 1247.724739 2 624.3657837 -0.35901924 -0.000223979 32.551903135174659 S100A13 protein S100-A13 6284 NP_005970.1 48.97959184 1 6 6 76 98 11.464 6.16 1.07 1.1 1.1 1.09 Significant 0.0000842 KDSLSVNEFK 8 5174659 3xTMT6plex [N-Term; K1; K10] 0.957 1.111 1.147 5.686187267 33.63 1 1854.093975 2 927.5490723 -1.675761203 -0.001553509 50.15149647SLDVNQDSELK 16 5174659 2xTMT6plex [N-Term; K11] 1.119 1.179 1.107 4.744273186 48.45 0 1705.93725 2 853.4718018 -0.541358936 -0.000461762 45.46757075ELVTQQLPHLLK 20 5174659 2xTMT6plex [N-Term; K12] 1.136 1.129 1.156 4.839521408 45.31 0 1877.16244 2 939.0834961 -1.45123429 -0.001362101 68.73434183DSLSVNEFK 18 5174659 2xTMT6plex [N-Term; K9] 1.017 0.904 1.002 4.170788288 49.68 0 1496.83608 2 748.9212036 -0.634246762 -0.000474682 52.58825427DVGSLDEK 6 5174659 2xTMT6plex [N-Term; K8] 1.033 1.107 1.004 3.59281373 32.81 0 1320.741117 2 660.8748169 0.938987245 0.00062008 32.84662622LIGELAK 8 5174659 2xTMT6plex [N-Term; K7] 1.036 1.151 1.089 2.644009113 35.22 0 1201.79203 2 601.3997803 0.210874152 0.000126713 57.1629881126362971 STK10 serine/threonine-protein kinase 10 6793 NP_005981.3 28.51239669 1 24 25 143 968 112.065 6.95 1.08 1.02 1.03 1.04 Significant 0.000316

LSEEAECPNPSTPSK 10 126362971 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 0.983 0.97 0.94 4.069573402 47.23 0 2104.063256 3 702.0256958 -0.342925839 -0.000240513 35.05971805EAALWEMEEHQLQER 6 126362971 1xTMT6plex [N-Term] 1.022 0.765 1.017 5.256623745 49.13 0 2128.033069 3 710.0149536 -1.297555097 -0.000920413 58.67868846KFVVDGVEVSITTSK 4 126362971 3xTMT6plex [N-Term; K1; K15] 0.794 0.887 5.782863617 25.31 1 2296.37311 3 766.1286011 -0.809841108 -0.000619899 70.44963653
DMLAQCESNMSELQQLQNEK 4 126362971 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C6] 1.524 1.53 5.833239079 56.43 0 2854.378535 3 952.1297607 -1.333254644 -0.001268538 69.00139501

QMLEALNFLHSK 4 126362971 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 0.958 1.193 3.722332716 47.26 0 1905.066825 3 635.6928101 -1.547611968 -0.000982768 66.29494471QMLEALNFLHSK 6 126362971 2xTMT6plex [N-Term; K12] 1.094 1.189 1.154 4.436620235 40.33 0 1889.07191 3 635.6928101 -1.547611968 -0.000982768 66.29494471GLTEPQIQVVCR 6 126362971 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.771 1.446 1.914 4.561919212 43.32 0 1628.899142 2 814.9517822 -1.752273545 -0.001427138 48.41174022FFDTELENLER 4 126362971 1xTMT6plex [N-Term] 1.219 1.205 4.147173405 35.55 0 1641.832168 2 821.4182739 -1.76412577 -0.001448199 74.20806652SDPPTLLTPSK 8 126362971 2xTMT6plex [N-Term; K11] 1.067 1.54 1.11 2.819694996 38.84 0 1613.951444 2 807.4778442 -1.87872036 -0.001516082 49.22489699ALEEDLNQK 8 126362971 2xTMT6plex [N-Term; K9] 1.065 1.039 0.837 3.928574562 51.51 0 1517.857544 2 759.4316406 -1.013948909 -0.000769515 42.58984879LLGAYYHDGK 4 126362971 2xTMT6plex [N-Term; K10] 1.866 1.743 3.918136597 27.78 0 1594.899349 3 532.3042603 -0.703140472 -0.000373813 50.6992898HELQLEQMHK 6 126362971 2xTMT6plex [N-Term; K10] 0.796 0.795 0.874 3.53790164 28.02 0 1750.967445 4 438.4965515 -1.75276549 -0.000767259 35.24441956ALDESHNQNLK 6 126362971 2xTMT6plex [N-Term; K11] 0.983 1.102 1.049 4.338516712 35.22 0 1726.948818 3 576.3193359 -3.105840453 -0.001787876 34.43517869ETGALAAAK 6 126362971 2xTMT6plex [N-Term; K9] 1.055 1.043 0.981 3.470157385 39.03 0 1289.782922 2 645.3947144 -0.597161778 -0.000385105 32.90637925LADFGVSAK 8 126362971 2xTMT6plex [N-Term; K9] 0.947 1.073 1.016 3.236467123 29 0 1365.814222 2 683.4104004 -0.511239917 -0.000349129 57.11499032ASQSRPNSSALETLGGEK 4 126362971 2xTMT6plex [N-Term; K18] 1.217 1.11 3.426203012 2.48 0 2290.240308 3 764.0840454 -1.190023388 -0.00090848 51.70963051QFSQQEEK 6 126362971 2xTMT6plex [N-Term; K8] 0.998 0.928 1.293 3.090278625 47.41 0 1481.800029 2 741.402771 -1.190071385 -0.000881724 23.55021964FEQEINAK 6 126362971 2xTMT6plex [N-Term; K8] 1.276 1.258 0.875 3.646858454 31.47 0 1436.814951 2 718.9119873 1.216119984 0.00087367 42.86625767QVAEQGGDLSPAANR 2 126362971 1xTMT6plex [N-Term] 1.147 3.656610012 23.44 0 1741.903041 2 871.454834 -0.372995072 -0.000324861 24.45410768FFPYSSADAS 5 126362971 1xTMT6plex [N-Term] 0.99 1.071 1.006 2.556197405 35.59 0 1320.630949 2 660.8190918 -0.031686559 -2.09E-05 60.67240896MEQDHAVR 2 126362971 1xTMT6plex [N-Term] 1.213 3.181566715 33.59 0 1214.614922 3 405.5432739 0.285578036 0.000115622 15.66604216ELVAEAK 6 126362971 2xTMT6plex [N-Term; K7] 1.055 1.065 1.022 3.268666744 39.47 0 1217.75056 2 609.3787842 -0.219947035 -0.00013392 35.85758698IQVAQEK 8 126362971 2xTMT6plex [N-Term; K7] 1.079 1.024 1.03 2.957271576 26.42 0 1273.788008 2 637.3974609 -0.284541068 -0.000181222 34.43663186LEQDRDYTR 2 126362971 1xTMT6plex [N-Term] 1.291 3.614595175 18.86 1 1424.733122 3 475.5823669 -0.403443924 -0.0001916 19.56333002DQYFLQR 6 126362971 1xTMT6plex [N-Term] 1.21 1.181 1.143 2.829109907 24.98 0 1198.641788 2 599.8253784 1.411477519 0.000845928 38.12198966QKEDLELAMK 6 126362971 3xTMT6plex [N-Term; K2; K10]; 1xOxidation [M9] 1.102 0.942 1.066 2.117164135 10.44 1 1908.107911 3 636.7077637 0.433390387 0.000275652 39.55567905
41350333 TBCD tubulin-specific chaperone D 6904 NP_005984.3 27.43288591 1 23 23 136 1192 132.515 6.19 1.04 1.04 1.12 1.07 Significant 0.000624 GDTVIDGWQWLINDTLR 12 41350333 1xTMT6plex [N-Term] 1.097 1.328 1.047 4.740419865 59.38 0 2231.165798 3 744.3922729 -1.582994122 -0.001177307 110.6690836MAEFLDWSLCNLAR 10 41350333 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.303 1.161 1.207 4.246396065 49 0 1954.971655 2 977.9883423 -1.14941804 -0.00112354 108.7835406AVTHTSPEDVSFAESR 10 41350333 1xTMT6plex [N-Term] 1.015 0.984 1.006 4.722382069 37.41 0 1961.9766 3 654.6635742 -0.219382713 -0.000143475 33.13970356SLAANLQLLTQGQSEQKPLILTEDDDEDDDVPEGVER 6 41350333 2xTMT6plex [N-Term; K17] 0.91 3.05 5.434673786 34.35 0 4539.29901 4 1135.582153 1.712383615 0.001943255 90.1261267

SQPELIEAHTCER 6 41350333 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.337 1.303 1.233 5.029549599 33.48 0 1798.895513 3 600.3035889 0.389228589 0.000233394 27.40937703
ALADDVVGSVLDCFSFQETDK 4 41350333 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C13] 1.211 2.055 5.192583084 51.63 0 2774.395882 3 925.4698486 -0.320726241 -0.000296607 106.6888438AASAAFQENVGR 4 41350333 1xTMT6plex [N-Term] 1.147 1.217 4.24584341 57.45 0 1449.764757 2 725.3862915 0.379039296 0.000274759 28.41565693LFPHEVADVEPVLDLVTIQNPK 10 41350333 2xTMT6plex [N-Term; K22] 1.051 1.146 1.082 7.046735764 53.61 0 2931.659565 3 977.8913574 -0.01584576 -1.55E-05 101.3320713ILQIAESYLIVSDK 9 41350333 2xTMT6plex [N-Term; K14] 1.056 1.631 1.2 5.032245636 35.53 0 2050.220014 3 684.0777588 -0.629680134 -0.000430328 110.8518821ITQLLGLPTYR 4 41350333 1xTMT6plex [N-Term] 0.809 1.032 3.79413271 52.56 0 1503.90963 2 752.4576416 -1.079604015 -0.000811813 82.93020358SDVASVNWSAPSQAFPR 2 41350333 1xTMT6plex [N-Term] 1.216 3.442903042 40.46 0 2048.039869 2 1024.522827 -0.728078172 -0.000745567 59.04311627VIEQLLVGLK 14 41350333 2xTMT6plex [N-Term; K10] 0.336 0.743 1.027 4.398474693 47.65 0 1570.034386 2 785.5264282 7.129758057 0.005596983 102.7859234LAAQENRPVTDHLDEQAVQGLK 4 41350333 2xTMT6plex [N-Term; K22] 1.023 1.126 6.032408714 17.95 0 2890.578689 4 723.3981934 -2.679664985 -0.001936446 50.37332529

IMCCVAQQASEK 6 41350333 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C3; C4] 2.568 1.766 1.796 3.104131222 45.21 0 1882.958931 2 941.9815063 -1.696900891 -0.001597597 51.28738469
GACSVGTNVR 6 41350333 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.585 0.937 1.418 3.131173849 45.28 0 1249.652036 2 625.3293457 -0.496885319 -0.000310467 18.92934912

LCDLLGVPRPQLVPQPGAC 2 41350333 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C19] 0.961 2.667783022 19.8 0 2319.251459 2 1160.126343 -2.608554196 -0.003024947 86.10654778DAAAVLVSR 6 41350333 1xTMT6plex [N-Term] 0.936 0.995 0.991 3.30322814 43.29 0 1130.673088 2 565.8399048 -0.491326532 -0.000277765 37.44741982LPESNQTLLR 6 41350333 1xTMT6plex [N-Term] 0.915 0.942 1.227 3.742515087 25.11 0 1399.810644 2 700.4092407 0.400322226 0.000280188 46.60235805QAVCVLIEK 2 41350333 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.075 3.653448582 23.87 0 1517.912557 2 759.4610596 1.506022607 0.001143005 61.26709214QIHQQLYDR 4 41350333 1xTMT6plex [N-Term] 1.079 0.996 2.872302771 15.99 0 1429.774928 3 477.2624817 -1.423896588 -0.000678617 21.61610656FITRPDVK 4 41350333 2xTMT6plex [N-Term; K8] 1.337 1.193 3.417737722 14.3 0 1433.888056 3 478.634491 0.602271835 0.000287863 40.33324749GDVGTWVR 4 41350333 1xTMT6plex [N-Term] 1.039 1.169 2.77665329 24.17 0 1118.615574 2 559.8106079 -1.461127242 -0.00081722 37.77394657DKDTVVR 1 41350333 2xTMT6plex [N-Term; K2] 1.252 2.650849104 1 1290.778171 3 430.9306641 -0.567357363 -0.000244111 34.4174462563162572 CCT3 T-complex protein 1 subunit gamma isoform a 7203 NP_005989.3 59.63302752 1 34 34 628 545 60.495 6.49 1.15 1.16 1.14 1.15 Significant 0.0000252 MLLDPMGGIVMTNDGNAILR 26 63162572 1xTMT6plex [N-Term] 1.065 1.027 1.059 6.91028595 82.28 0 2360.233759 2 1180.619019 -1.270510013 -0.00149935 95.21764857MLLDPMGGIVMTNDGNAILR 14 63162572 1xTMT6plex [N-Term]; 1xOxidation [M] 0.876 0.826 1.269 5.232441902 47.63 0 2376.228674 2 1180.619019 -1.270510013 -0.00149935 95.21764857TAVETAVLLLR 26 63162572 1xTMT6plex [N-Term] 1.014 0.888 1.002 4.675537586 78.37 0 1414.883081 2 707.9451294 -0.06993577 -4.95E-05 80.51142833TLIQNCGASTIR 14 63162572 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.165 1.245 1.246 4.68326664 49.99 0 1562.852192 2 781.9289551 -0.99714724 -0.000779197 36.70426454ISIPVDISDSDMMLNIINSSITTK 5 63162572 2xTMT6plex [N-Term; K24] 1.898 1.579 6.11252737 39.69 0 3065.651445 3 1027.886475 -0.483245545 -0.000496397 109.7674316
ISIPVDISDSDMMLNIINSSITTK 10 63162572 2xTMT6plex [N-Term; K24]; 2xOxidation [M12; M13] 0.586 0.766 0.902 4.859730721 57.87 0 3097.641275 3 1027.886475 -0.483245545 -0.000496397 109.7674316
ISIPVDISDSDMMLNIINSSITTK 32 63162572 2xTMT6plex [N-Term; K24]; 1xOxidation [M] 0.906 1.047 1.203 5.778010368 70.82 0 3081.64636 3 1027.886475 -0.483245545 -0.000496397 109.7674316

IGDEYFTFITDCKDPK 8 63162572 3xTMT6plex [N-Term; K13; K16]; 1xCarbamidomethyl [C12] 1.209 1.017 1.036 4.110770702 22.38 1 2636.388502 3 879.467041 -0.732867376 -0.000644041 80.75164405
ELGIWEPLAVK 36 63162572 2xTMT6plex [N-Term; K11] 1.236 1.271 1.209 4.768171787 68.77 0 1713.035114 2 857.0206909 -0.588939511 -0.000504437 85.40682522IPGGIIEDSCVLR 36 63162572 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.084 1.14 1.118 4.392109871 45.27 0 1657.914458 2 829.4609375 0.084793277 7.03E-05 66.26232785

KIGDEYFTFITDCKDPK 7 63162572 4xTMT6plex [N-Term; K1; K14; K17]; 1xCarbamidomethyl [C13] 1.71 1.691 1.665 5.656252861 19.62 2 2993.646397 4 749.1664429 -0.820162203 -0.000613819 74.9704959
IVLLDSSLEYK 30 63162572 2xTMT6plex [N-Term; K11] 1.13 1.157 1.112 4.651961803 50.89 0 1738.040259 2 869.5235596 -0.239614343 -0.00020823 78.07398704KVQSGNINAAK 22 63162572 3xTMT6plex [N-Term; K1; K11] 1.183 1.145 1.192 5.395104885 44.43 1 1817.121193 2 909.0641479 -0.095470552 -8.67E-05 28.51248636NVLLDPQLVPGGGASEMAVAHALTEK 8 63162572 2xTMT6plex [N-Term; K26]; 1xOxidation [M17] 1.02 1.254 1.114 5.929363728 45.77 0 3091.686191 3 1025.901123 -0.799924035 -0.000820106 91.9850219NVLLDPQLVPGGGASEMAVAHALTEK 24 63162572 2xTMT6plex [N-Term; K26] 1.128 1.22 1.224 6.078749657 61.52 0 3075.691276 3 1025.901123 -0.799924035 -0.000820106 91.9850219KISIPVDISDSDMMLNIINSSITTK 14 63162572 3xTMT6plex [N-Term; K1; K25] 1.354 1.371 1.282 6.259548664 56.82 1 3422.90934 4 856.4827271 -0.076369792 -6.54E-05 111.1831425AVAQALEVIPR 32 63162572 1xTMT6plex [N-Term] 1.187 1.202 1.114 4.699133873 64.85 0 1395.852115 2 698.4301147 0.599993494 0.000418751 64.88756852WSSLACNIALDAVK 36 63162572 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.293 1.365 1.321 5.034630299 73.77 0 2006.114504 2 1003.556763 -4.114809678 -0.00412739 85.27501769GISDLAQHYLMR 12 63162572 1xTMT6plex [N-Term] 1.159 1.152 1.049 5.001641273 68.13 0 1632.872927 3 544.9627075 0.393312047 0.000214076 59.98232544VQSGNINAAK 14 63162572 2xTMT6plex [N-Term; K10] 1.019 0.97 0.962 4.580550671 43.76 0 1459.863298 2 730.4349365 -0.480437536 -0.000350687 28.81319465GESQTDIEITR 4 63162572 1xTMT6plex [N-Term] 0.751 1.087 3.527600288 46.66 0 1477.769567 2 739.3881836 -0.322663635 -0.000238411 27.94020171KGESQTDIEITREEDFTR 8 63162572 2xTMT6plex [N-Term; K1] 1.722 1.225 1.578 4.284510136 11.07 2 2612.356795 4 653.8453369 1.042436568 0.000680804 42.01409717ALDDMISTLKK 6 63162572 3xTMT6plex [N-Term; K10; K11] 1.495 1.53 2.055 3.547747135 8.15 1 1922.159946 3 641.3911133 -0.60317366 -0.000386465 74.64160877AMTGVEQWPYR 14 63162572 1xTMT6plex [N-Term] 1.148 1.11 1.054 4.63554287 43.09 0 1566.793614 2 783.8984375 -2.563068909 -0.0020079 52.02485724ALDDMISTLK 30 63162572 2xTMT6plex [N-Term; K10] 1.06 1.042 1.039 4.558748245 58.65 0 1564.902051 2 782.9511719 -4.462835227 -0.00349195 74.8962421KALDDMISTLK 6 63162572 3xTMT6plex [N-Term; K1; K11] 1.308 4.058135509 27.73 1 1922.159946 3 641.390686 -1.269995526 -0.000813712 71.96379075GISDLAQHYLMR 10 63162572 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.037 0.994 0.99 3.708556414 50.42 0 1648.867842 3 544.9627075 0.393312047 0.000214076 59.98232544NLQDAMQVCR 6 63162572 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.172 1.432 1.278 4.257811546 39.53 0 1463.729634 2 732.3682861 -0.231186393 -0.000169197 38.21272707EIQVQHPAAK 18 63162572 2xTMT6plex [N-Term; K10] 1.1 1.093 1.056 4.12142849 46.85 0 1578.936797 2 789.9712524 -0.993584538 -0.000784404 30.39155496KGESQTDIEITR 8 63162572 2xTMT6plex [N-Term; K1] 0.994 0.604 0.901 3.48042798 29.4 1 1835.027462 2 918.0181274 0.826098161 0.000757956 29.38776943QGGAPDAGQE 6 63162572 1xTMT6plex [N-Term] 1.058 1.107 1.017 2.686896086 54.11 0 1158.558847 2 579.7835083 0.771183583 0.000446731 15.8426264IDDIVSGHK 18 63162572 2xTMT6plex [N-Term; K9] 1.149 1.167 1.096 3.910780191 48.2 0 1441.8415 3 481.2844849 -1.802139942 -0.000866133 44.16097049EILSEVER 12 63162572 1xTMT6plex [N-Term] 1.06 1.155 1.157 3.32274437 38.1 0 1203.678233 2 602.3428955 0.233472383 0.000140513 43.64650647NLQDAMQVCR 8 63162572 1xTMT6plex [N-Term]; 1xOxidation [M6]; 1xCarbamidomethyl [C9] 1.164 1.107 1.66 2.468197584 38.85 0 1479.724549 2 732.3682861 -0.231186393 -0.000169197 38.21272707

KALDDMISTLK 2 63162572 3xTMT6plex [N-Term; K1; K11]; 1xOxidation [M6] 1.103 2.189483643 7.73 1 1938.154861 3 641.390686 -1.269995526 -0.000813712 71.96379075
ALDDMISTLK 4 63162572 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 1.063 1.055 2.242910385 41.66 0 1580.896966 2 782.9511719 -4.462835227 -0.00349195 74.8962421ACTILLR 12 63162572 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.486 1.397 1.659 2.666561604 31.2 0 1075.649517 2 538.3292236 1.537662221 0.000826993 43.85984978ANITAIR 12 63162572 1xTMT6plex [N-Term] 1.222 1.211 1.267 2.651024342 26.26 0 987.6148454 2 494.3114014 0.689240728 0.000340352 31.60757721TIADIIR 40 63162572 1xTMT6plex [N-Term] 1.101 1.117 1.17 2.660677195 30.37 0 1030.645811 2 515.8257446 -1.550990816 -0.000799261 52.49017136SMIEISR 6 63162572 1xTMT6plex [N-Term] 1.003 1.162 0.911 2.676808596 27.47 0 1064.597146 2 532.8039551 3.275545367 0.001743568 35.81189652IVSRPEELR 6 63162572 1xTMT6plex [N-Term] 0.962 0.887 1.028 3.626213551 19.09 0 1327.789515 3 443.2674255 -1.34943728 -0.000597256 30.12321563KGDDQSR 2 63162572 2xTMT6plex [N-Term; K1] 1.014 3.064435005 7.97 1 1263.705735 3 421.9068604 0.232019749 9.77E-05 14.89307248AMTGVEQWPYR 4 63162572 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.879 2.387 2.489869356 24.56 0 1582.788529 2 783.8984375 -2.563068909 -0.0020079 52.024857245174731 TSNAX translin-associated protein X 7257 NP_005990.1 55.86206897 1 12 12 68 290 33.092 6.55 1.05 1.02 1.01 1.03 Significant 0.000137 ITSAPDMEDILTESEIK 6 5174731 2xTMT6plex [N-Term; K17] 0.949 1.067 4.352613926 39.06 0 2350.246365 3 784.0864258 -0.697997569 -0.000546822 81.74781835AITTGLQEYVEAVSFQHFIK 5 5174731 2xTMT6plex [N-Term; K20] 1.244 1.122 6.415640831 43.55 0 2739.512173 3 913.8427124 0.515013967 0.000470296 103.3530487VTPVDYLLGVADLTGELMR 12 5174731 1xTMT6plex [N-Term] 0.933 1.035 1.146 5.717244148 64.52 0 2291.251835 3 764.421875 -0.333245778 -0.000254517 113.0698727QVYDGFSFIGNTGPYEVSK 6 5174731 2xTMT6plex [N-Term; K19] 0.663 0.769 4.882028103 51.39 0 2566.322975 3 856.1070557 -6.375517801 -0.005453879 78.52110125IFQVAQELSGEDMHQFHR 2 5174731 1xTMT6plex [N-Term] 1.116 5.567457199 71.64 0 2401.192029 4 601.0530396 -0.708263585 -0.000425169 73.2160589SLISMDEINK 6 5174731 2xTMT6plex [N-Term; K10] 1.023 1.087 1.119 4.688251019 47.64 0 1607.907865 2 804.4562988 -1.581946208 -0.001271812 61.06661869HMLADVFSVK 6 5174731 2xTMT6plex [N-Term; K10] 1.135 1.057 1 3.880378008 34.16 0 1604.923455 3 535.6462402 0.44377389 0.000237408 65.43832549
VENACYALK 4 5174731 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.095 1.038 3.582143545 49.17 0 1525.844871 2 763.425415 -0.863398305 -0.000658706 40.97794355

DVNSSSPVMLAFK 6 5174731 2xTMT6plex [N-Term; K13] 0.778 1.229 1.223 4.181074142 28.07 0 1853.024291 2 927.0150146 -0.830336187 -0.000769317 70.73422534SFQQELDAR 6 5174731 1xTMT6plex [N-Term] 1.116 0.979 1.089 3.256453514 44.48 0 1322.690195 2 661.8485718 -0.248028838 -0.000164033 34.42672041TEMIDQEEGIS 4 5174731 1xTMT6plex [N-Term] 0.975 0.894 2.864993572 58.94 0 1480.703856 2 740.8555298 -0.049064293 -3.63E-05 43.14764053DITVESK 5 5174731 2xTMT6plex [N-Term; K7] 0.984 1.023 3.211404085 29.27 0 1249.740389 2 625.3738403 0.012213787 7.63E-06 34.5880572817921989 TUBA4A tubulin alpha-4A chain isoform 1 7277 NP_005991.1 69.86607143 1 6 25 1273 448 49.892 5.06 0.86 0.86 0.84 0.85 Significant 0.000061 QLFHPEQLITGK 28 17921989 2xTMT6plex [N-Term; K12] 0.859 0.886 0.921 5.056301594 51.96 0 1869.09984 2 935.0458374 -8.261380685 -0.007720673 61.18837634
TIGGGDDSFTTFFCETGAGK 20 17921989 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C14] 0.7 0.72 0.725 6.414879322 61.96 0 2526.222275 3 842.7454224 -0.222272665 -0.00018717 76.4478346LISQIVSSITASLR 85 17921989 1xTMT6plex [N-Term] 1.304 1.239 1.231 5.55582571 80.9 0 1717.042101 2 859.0236206 -1.244109892 -0.001068095 112.933101IHFPLATYAPVISAEK 46 17921989 2xTMT6plex [N-Term; K16] 0.971 0.988 0.982 6.033469677 55.94 0 2215.289097 2 1108.144043 -3.740998189 -0.004143696 82.96855732QLFHPEQLITGKEDAANNYAR 4 17921989 2xTMT6plex [N-Term; K12] 2.765 3.363 5.403579712 21.38 1 2873.531011 4 719.1375122 -0.971620583 -0.000697995 60.57541756AVFVDLEPTVIDEIR 22 17921989 1xTMT6plex [N-Term] 0.655 0.633 0.664 4.42509222 71.88 0 1945.084359 2 973.0423584 -3.557297189 -0.003459622 92.76234792ECISVHVGQAGVQMGNACWELYCLEHGIQPDGQMPSDK 6 17921989 2xTMT6plex [N-Term; K38]; 3xCarbamidomethyl [C2; C18; C23] 1.993 1.295 1.356 5.397842407 25.33 0 4759.223577 4 1190.565186 3.222142698 0.003833724 81.66401823

AYHEQLSVAEITNACFEPANQMVK 19 17921989 2xTMT6plex [N-Term; K24]; 1xOxidation [M22]; 1xCarbamidomethyl [C15] 1.011 1.014 0.881 6.200389862 48.74 0 3224.61204 3 1070.21167 1.038218489 0.001110415 70.5380571
AYHEQLSVAEITNACFEPANQMVK 7 17921989 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 0.891 7.112071037 54.73 0 3208.617125 3 1070.21167 1.038218489 0.001110415 70.5380571

DVNAAIAAIK 24 17921989 2xTMT6plex [N-Term; K10] 0.739 0.778 0.723 4.830842495 69.44 0 1443.893535 2 722.4505615 0.21546386 0.000155553 60.85790652
AVCMLSNTTAIAEAWAR 38 17921989 1xTMT6plex [N-Term]; 1xOxidation [M4]; 1xCarbamidomethyl [C3] 1.258 1.121 1.191 5.71028471 56.61 0 2110.062261 3 698.6934204 -0.782324186 -0.00054608 84.47803923
AVCMLSNTTAIAEAWAR 326 17921989 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.117 1.147 1.125 7.393908501 73.56 0 2094.067346 3 698.6934204 -0.782324186 -0.00054608 84.47803923AFVHWYVGEGMEEGEFSEAR 49 17921989 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.913 0.887 0.866 4.205388546 51.94 0 2575.176104 3 853.7315674 -0.40659941 -0.000346854 81.92283236AFVHWYVGEGMEEGEFSEAR 129 17921989 1xTMT6plex [N-Term] 0.927 0.948 1.013 5.744476795 61.37 0 2559.181189 3 853.7315674 -0.40659941 -0.000346854 81.92283236FDGALNVDLTEFQTNLVPYPR 84 17921989 1xTMT6plex [N-Term] 1.347 1.119 1.324 6.664286613 86.71 0 2638.371433 4 660.3492432 1.406089455 0.000927447 98.34174359VGINYQPPTVVPGGDLAK 70 17921989 2xTMT6plex [N-Term; K18] 0.893 0.904 0.886 7.132490158 55.66 0 2283.311289 2 1142.158691 -0.517860839 -0.000591219 70.4321201

SIQFVDWCPTGFK 50 17921989 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 1.193 1.175 1.176 5.36284399 43.89 0 2043.07739 3 681.6964111 -1.326259875 -0.000903217 84.50510571NLDIERPTYTNLNR 23 17921989 1xTMT6plex [N-Term] 0.938 1.021 1.164 5.181642532 31.16 0 1948.044954 2 974.526123 0.00783542 7.63E-06 43.39412056EDAANNYAR 22 17921989 1xTMT6plex [N-Term] 0.789 1.006 0.962 3.810293674 45.79 0 1252.611945 2 626.8093262 -0.454231857 -0.000284488 16.49294944YMACCLLYR 24 17921989 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C5] 1.944 1.81 1.986 3.628438473 43.97 0 1478.715564 2 739.8612061 -0.289975054 -0.000214395 56.14515817EIIDPVLDR 6 17921989 1xTMT6plex [N-Term] 0.643 0.76 0.829 3.639762163 36.06 0 1298.751733 2 649.8796387 0.206416472 0.000134042 113.5431226LDHKFDLMYAK 6 17921989 3xTMT6plex [N-Term; K4; K11] 2.437 2.404 2.214 3.626457453 15.06 1 2068.186829 4 517.8022461 0.157164235 8.13E-05 69.06124495
YMACCLLYR 43 17921989 1xTMT6plex [N-Term]; 1xOxidation [M2]; 2xCarbamidomethyl [C4; C5] 1.859 1.859 2.002 2.973421335 29.16 0 1494.710479 2 739.8612061 -0.289975054 -0.000214395 56.14515817
EDMAALEK 20 17921989 2xTMT6plex [N-Term; K8] 0.603 0.609 0.645 3.242698669 41.16 0 1364.749573 2 682.8773193 -1.620207962 -0.001105589 41.49648803

LDHKFDLMYAK 4 17921989 3xTMT6plex [N-Term; K4; K11]; 1xOxidation [M8] 2.02 2.936 2.894080639 7.87 1 2084.181744 4 517.8022461 0.157164235 8.13E-05 69.06124495
FDLMYAK 34 17921989 2xTMT6plex [N-Term; K7] 0.992 0.99 0.969 3.336573124 36.36 0 1345.759016 2 673.3831177 -0.042406134 -2.85E-05 66.2750531NLDIERPTYTNLNRLISQIVSSITASLR 1 17921989 1xTMT6plex [N-Term] 4.236339092 1 3416.906282 4 854.9829102 1.032821713 0.000882264 113.2072482GHYTIGK 15 17921989 2xTMT6plex [N-Term; K7] 0.439 0.438 0.44 3.182681084 30.88 0 1233.735578 2 617.3708496 -0.93671713 -0.000577831 25.36830161LSVDYGK 36 17921989 2xTMT6plex [N-Term; K7] 0.949 0.958 1.026 3.29078269 33.17 0 1239.73491 2 620.3713989 0.493421261 0.000305856 42.57771939LSVDYGKK 10 17921989 3xTMT6plex [N-Term; K7; K8] 4.107 2.975 2.55 2.457724094 5.61 1 1596.992804 3 533.0022583 -0.364953214 -0.000194276 43.32928696FDLMYAK 22 17921989 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 1.012 0.953 1.001 2.302348614 15.9 0 1361.753931 2 673.3831177 -0.042406134 -2.85E-05 66.2750531

5174741 UCHL3 ubiquitin carboxyl-terminal hydrolase isozyme L3 isoform 2 7347 NP_005993.1 59.56521739 1 11 11 84 230 26.166 4.92 0.81 0.82 0.83 0.82 Significant 0.0000496 FLEESVSMSPEER 7 5174741 1xTMT6plex [N-Term] 1.063 1.453 0.847 4.825596809 54.84 0 1768.862481 2 884.9328613 -2.28133266 -0.002017682 57.27258222SQGQDVTSSVYFMK 10 5174741 2xTMT6plex [N-Term; K14] 0.985 0.974 0.91 4.258217812 27.86 0 2035.057048 3 679.024353 0.716413347 0.000485981 56.99137618WLPLEANPEVTNQFLK 15 5174741 2xTMT6plex [N-Term; K16] 0.86 0.854 0.821 5.540101528 45.48 0 2357.326939 3 786.4460449 -1.424144577 -0.001119058 95.15263006VTHETSAHEGQTEAPSIDEK 12 5174741 2xTMT6plex [N-Term; K20] 0.799 0.945 0.957 7.119195938 57.7 0 2624.320409 3 875.4437866 -1.372708419 -0.001200809 27.87134105
QTISNACGTIGLIHAIANNK 4 5174741 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C7] 1.278 0.808 6.856781483 62.68 0 2554.417562 3 852.1426392 -1.643161085 -0.001399107 76.27888127

SQGQDVTSSVYFMK 4 5174741 2xTMT6plex [N-Term; K14]; 1xOxidation [M13] 1.163 1.259 3.321810484 25.91 0 2051.051963 3 679.024353 0.716413347 0.000485981 56.99137618KFLEESVSMSPEER 2 5174741 2xTMT6plex [N-Term; K1] 0.955 4.434720993 15.35 1 2126.120376 3 709.3739624 -6.134367138 -0.004347468 52.16130208MHFESGSTLK 6 5174741 2xTMT6plex [N-Term; K10] 0.77 0.747 0.774 4.347297668 40.78 0 1594.866334 3 532.2932129 -0.783029962 -0.000416276 40.9762723YLENYDAIR 10 5174741 1xTMT6plex [N-Term] 0.854 0.715 0.835 3.57766223 33.9 0 1385.726246 2 693.3664551 -0.442088581 -0.000306307 44.99548206FLEESVSMSPEER 4 5174741 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.111 1.137 2.894616365 13.91 0 1784.857396 2 884.9328613 -2.28133266 -0.002017682 57.27258222
KPFPINHGETSDETLLEDAIEVCKK 1 5174741 4xTMT6plex [N-Term; K1; K24; K25]; 1xCarbamidomethyl [C23] 1.206 7.470646381 1 3787.075777 5 758.2207642 -0.280733548 -0.000212632 76.76569826
KPFPINHGETSDETLLEDAIEVCK 1 5174741 3xTMT6plex [N-Term; K1; K24]; 1xCarbamidomethyl [C23] 0.335 4.824733257 0 3429.817882 4 858.2123413 2.814395605 0.002413216 81.79101004FNAIALSAA 8 5174741 1xTMT6plex [N-Term] 0.842 0.805 2.845332384 38.95 0 1106.640726 2 553.8235474 -0.820187995 -0.000453827 69.08482667163644321 UQCRFS1 cytochrome b-c1 complex subunit Rieske, mitochondrial 7386 NP_005994.2 53.64963504 1 12 12 147 274 29.649 8.32 0.96 0.95 1.01 0.98 Significant 0.000363

GVAGALRPLVQATVPATPEQPVLDLK 24 163644321 2xTMT6plex [N-Term; K26] 1.14 1.121 1.24 5.549901485 34.41 0 3098.834176 3 1033.611816 -4.285395893 -0.004426577 87.23475471EIEQEAAVELSQLRDPQHDLDR 7 163644321 1xTMT6plex [N-Term] 0.963 1.285 1.183 7.0479846 18.86 1 2820.432529 4 705.8612061 -3.380740773 -0.002383788 64.80436019NAVTQFVSSMSASADVLALAK 22 163644321 2xTMT6plex [N-Term; K21] 1.063 1.057 1.132 6.36309433 64.21 0 2568.410744 3 856.807251 -1.380160989 -0.001181607 112.6102263EIEQEAAVELSQLR 26 163644321 1xTMT6plex [N-Term] 0.935 0.964 0.964 6.16633606 51.81 0 1843.996273 3 615.336731 -0.34331355 -0.000211023 69.82569093SGPFAPVLSATSR 14 163644321 1xTMT6plex [N-Term] 0.997 1.078 0.863 4.634022236 48.48 0 1518.847758 2 759.9246216 -3.813190563 -0.002895828 57.98068964RLEVLDSTK 8 163644321 2xTMT6plex [N-Term; K9] 1.018 1.068 1.104 4.139382362 27.82 1 1518.925564 3 506.9799194 -0.236100588 -0.00011954 41.11204753ESLSGQAVR 10 163644321 1xTMT6plex [N-Term] 1.012 0.9 0.883 3.617900848 53.15 0 1175.658167 2 588.3325195 -0.343813799 -0.000202104 21.4088664LGPAPLNLEVPTYEFTSDDMVIVG 4 163644321 1xTMT6plex [N-Term] 0.906 0.549 2.77530551 20.15 0 2806.442215 2 1403.724854 0.076909209 0.000107921 111.9241806DPQHDLDR 12 163644321 1xTMT6plex [N-Term] 0.806 0.866 0.801 2.868816137 32.98 0 1224.61703 3 408.8772278 0.081657863 3.33E-05 16.94181278VPDFSEYR 6 163644321 1xTMT6plex [N-Term] 0.907 0.984 1.001 2.815840483 17.61 0 1241.636369 2 621.3215332 -0.466162046 -0.000289402 47.26220165LSDIPEGK 2 163644321 2xTMT6plex [N-Term; K8] 0.672 2.986628532 14.66 0 1316.782588 2 658.8946533 -0.423691337 -0.000278955 44.55639282GKPLFVR 12 163644321 2xTMT6plex [N-Term; K2] 1.023 1.01 1.106 2.793530941 8.42 0 1274.834898 3 425.6160583 -1.001377648 -0.00042553 38.4419781
83627705 UQCRH cytochrome b-c1 complex subunit 6, mitochondrial isoform 1 precursor 7388 NP_005995.2 60.43956044 1 5 5 23 91 10.732 4.44 1.5 1.48 1.53 1.5 Significant 0.0000934

MLTESGDPEEEEEEEEELVDPLTTVR 2 83627705 1xTMT6plex [N-Term] 0.999 4.466838837 31.69 0 3234.493259 3 1078.833984 -1.811527968 -0.001953125 77.83253191
DHCVAHK 6 83627705 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.624 1.547 1.556 3.86833024 38.55 0 1324.719611 3 442.244751 0.06701772 2.96E-05 15.21422173
EQCEQLEK 8 83627705 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.263 1.534 1.38 3.651474237 37.92 0 1521.798315 2 761.4033203 0.689615036 0.000524728 24.67816201
GLEDEQK 3 83627705 2xTMT6plex [N-Term; K7] 1.844 1.58 1.889 30.58 0 1276.714902 2 638.8602295 -1.34714933 -0.000859963 25.45369337LELCDER 4 83627705 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.385 1.245 2.833714962 23.54 0 1163.59279 2 582.2999878 -0.07784 -4.53E-05 32.51311279224994203 WFS1 wolframin 7466 NP_005996.2 4.831460674 1 4 4 18 890 100.227 8.05 0.88 0.86 1.06 0.93 Significant 0.00461 GDMEIPFEEVLER 6 224994203 1xTMT6plex [N-Term] 0.801 0.773 0.966 4.35310936 34.63 0 1792.898867 2 896.9512329 -2.051270016 -0.00183886 83.72335256DAAAPAEPQAQHTR 6 224994203 1xTMT6plex [N-Term] 0.957 0.836 1.086 5.155218601 54.68 0 1691.866262 3 564.6262817 -1.164232186 -0.000656575 17.04863277TLTDLLLR 4 224994203 1xTMT6plex [N-Term] 0.849 0.943 2.37729764 24.07 0 1173.74044 2 587.3737793 -0.134421755 -7.89E-05 72.66162709GITSENER 2 224994203 1xTMT6plex [N-Term] 0.453 2.076573372 23.16 0 1134.595232 2 567.802124 1.53304617 0.000869693 26.5182116617986283 TUBA1A tubulin alpha-1A chain isoform 1 7846 NP_006000.2 81.15299335 1 3 27 1446 451 50.104 5.06 1.14 1.14 1.14 1.14 Non-Significant 1 DYEEVGVDSVEGEGEEEGEEY 15 17986283 1xTMT6plex [N-Term] 0.949 0.571 0.775 4.159571648 43.08 0 2578.067778 3 860.026123 -1.536832898 -0.001320686 53.37824315QLFHPEQLITGK 28 17986283 2xTMT6plex [N-Term; K12] 0.859 0.886 0.921 5.056301594 51.96 0 1869.09984 2 935.0458374 -8.261380685 -0.007720673 61.18837634LIGQIVSSITASLR 8 17986283 1xTMT6plex [N-Term] 1.179 1.164 5.236755371 67.15 0 1687.031536 2 844.0184326 -1.154397878 -0.000973753 112.7306887AVFVDLEPTVIDEVR 95 17986283 1xTMT6plex [N-Term] 0.996 1.008 0.984 5.328077793 73.59 0 1931.068709 2 966.0366211 -1.42086736 -0.001371896 84.49140338IHFPLATYAPVISAEK 46 17986283 2xTMT6plex [N-Term; K16] 0.971 0.988 0.982 6.033469677 55.94 0 2215.289097 2 1108.144043 -3.740998189 -0.004143696 82.96855732QLFHPEQLITGKEDAANNYAR 4 17986283 2xTMT6plex [N-Term; K12] 2.765 3.363 5.403579712 21.38 1 2873.531011 4 719.1375122 -0.971620583 -0.000697995 60.57541756TIGGGDDSFNTFFSETGAGK 90 17986283 2xTMT6plex [N-Term; K20] 1.035 1.1 1.065 5.925550938 77.04 0 2466.218904 3 822.7434692 -1.236611702 -0.001016585 70.05100194

AYHEQLSVAEITNACFEPANQMVK 19 17986283 2xTMT6plex [N-Term; K24]; 1xOxidation [M22]; 1xCarbamidomethyl [C15] 1.011 1.014 0.881 6.200389862 48.74 0 3224.61204 3 1070.21167 1.038218489 0.001110415 70.5380571
AYHEQLSVAEITNACFEPANQMVK 7 17986283 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 0.891 7.112071037 54.73 0 3208.617125 3 1070.21167 1.038218489 0.001110415 70.5380571

TIQFVDWCPTGFK 63 17986283 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 1.016 0.965 0.813 4.526865959 54.29 0 2057.09304 2 1029.051147 0.961765869 0.000989221 86.17859749
AVCMLSNTTAIAEAWAR 38 17986283 1xTMT6plex [N-Term]; 1xOxidation [M4]; 1xCarbamidomethyl [C3] 1.258 1.121 1.191 5.71028471 56.61 0 2110.062261 3 698.6934204 -0.782324186 -0.00054608 84.47803923
AVCMLSNTTAIAEAWAR 326 17986283 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.117 1.147 1.125 7.393908501 73.56 0 2094.067346 3 698.6934204 -0.782324186 -0.00054608 84.47803923AFVHWYVGEGMEEGEFSEAR 49 17986283 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.913 0.887 0.866 4.205388546 51.94 0 2575.176104 3 853.7315674 -0.40659941 -0.000346854 81.92283236AFVHWYVGEGMEEGEFSEAR 129 17986283 1xTMT6plex [N-Term] 0.927 0.948 1.013 5.744476795 61.37 0 2559.181189 3 853.7315674 -0.40659941 -0.000346854 81.92283236

ECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDK 2 17986283 2xTMT6plex [N-Term; K38]; 3xCarbamidomethyl [C2; C18; C23] 100 4.448308945 9.98 0 4755.282807 4 1189.565918 -8.614594897 -0.010241209 90.53360859
FDGALNVDLTEFQTNLVPYPR 84 17986283 1xTMT6plex [N-Term] 1.347 1.119 1.324 6.664286613 86.71 0 2638.371433 4 660.3492432 1.406089455 0.000927447 98.34174359VGINYQPPTVVPGGDLAK 70 17986283 2xTMT6plex [N-Term; K18] 0.893 0.904 0.886 7.132490158 55.66 0 2283.311289 2 1142.158691 -0.517860839 -0.000591219 70.4321201EDMAALEKDYEEVGVDSVEGEGEEEGEEY 28 17986283 2xTMT6plex [N-Term; K8] 1.27 1.709 1.495 5.211020947 19.64 1 3694.636578 3 1232.218018 0.790769082 0.000973868 76.84339758NLDIERPTYTNLNR 23 17986283 1xTMT6plex [N-Term] 0.938 1.021 1.164 5.181642532 31.16 0 1948.044954 2 974.526123 0.00783542 7.63E-06 43.39412056
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

DVNAAIATIK 52 17986283 2xTMT6plex [N-Term; K10] 1.044 1.028 1.015 5.246838093 55.56 0 1473.9041 2 737.4555664 -0.165402552 -0.000121894 55.86554805EIIDLVLDR 26 17986283 1xTMT6plex [N-Term] 0.498 0.477 0.428 3.739567518 50.44 0 1314.783033 2 657.8947144 -0.66982083 -0.000440335 85.42054926EDMAALEKDYEEVGVDSVEGEGEEEGEEY 7 17986283 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 1.457 1.656 0.524 4.69884491 5.26 1 3710.631493 3 1232.218018 0.790769082 0.000973868 76.84339758EDAANNYAR 22 17986283 1xTMT6plex [N-Term] 0.789 1.006 0.962 3.810293674 45.79 0 1252.611945 2 626.8093262 -0.454231857 -0.000284488 16.49294944YMACCLLYR 24 17986283 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C5] 1.944 1.81 1.986 3.628438473 43.97 0 1478.715564 2 739.8612061 -0.289975054 -0.000214395 56.14515817
LDHKFDLMYAK 6 17986283 3xTMT6plex [N-Term; K4; K11] 2.437 2.404 2.214 3.626457453 15.06 1 2068.186829 4 517.8022461 0.157164235 8.13E-05 69.06124495

YMACCLLYR 43 17986283 1xTMT6plex [N-Term]; 1xOxidation [M2]; 2xCarbamidomethyl [C4; C5] 1.859 1.859 2.002 2.973421335 29.16 0 1494.710479 2 739.8612061 -0.289975054 -0.000214395 56.14515817
EDMAALEK 20 17986283 2xTMT6plex [N-Term; K8] 0.603 0.609 0.645 3.242698669 41.16 0 1364.749573 2 682.8773193 -1.620207962 -0.001105589 41.49648803

LDHKFDLMYAK 4 17986283 3xTMT6plex [N-Term; K4; K11]; 1xOxidation [M8] 2.02 2.936 2.894080639 7.87 1 2084.181744 4 517.8022461 0.157164235 8.13E-05 69.06124495
FDLMYAK 34 17986283 2xTMT6plex [N-Term; K7] 0.992 0.99 0.969 3.336573124 36.36 0 1345.759016 2 673.3831177 -0.042406134 -2.85E-05 66.2750531GHYTIGK 15 17986283 2xTMT6plex [N-Term; K7] 0.439 0.438 0.44 3.182681084 30.88 0 1233.735578 2 617.3708496 -0.93671713 -0.000577831 25.36830161LSVDYGK 36 17986283 2xTMT6plex [N-Term; K7] 0.949 0.958 1.026 3.29078269 33.17 0 1239.73491 2 620.3713989 0.493421261 0.000305856 42.57771939LSVDYGKK 10 17986283 3xTMT6plex [N-Term; K7; K8] 4.107 2.975 2.55 2.457724094 5.61 1 1596.992804 3 533.0022583 -0.364953214 -0.000194276 43.32928696

LADQCTGLQGFLVFHSFGGGTGSGFTSLLMER 1 17986283 1xTMT6plex [N-Term]; 1xOxidation [M30]; 1xCarbamidomethyl [C5] 2.253649235 0 3635.782404 3 1212.598389 -0.492610442 -0.000597008 104.6940922
FDLMYAK 22 17986283 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 1.012 0.953 1.001 2.302348614 15.9 0 1361.753931 2 673.3831177 -0.042406134 -2.85E-05 66.2750531

618857509 MANF mesencephalic astrocyte-derived neurotrophic factor precursor 7873 NP_006001.4 47.56756757 1 13 13 145 185 21.13 8.92 1.25 1.19 1.27 1.24 Significant 0.000378
DVTFSPATIENELIK 24 618857509 2xTMT6plex [N-Term; K15] 1.091 1.092 1.125 4.772306442 58.91 0 2135.200007 2 1068.104004 0.339229345 0.000362161 88.21114357

KILDDWGETCK 6 618857509 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C10] 1.477 1.752 1.606 4.515491009 33.9 1 2052.140273 3 684.7174683 -1.180184842 -0.000807302 55.82740831
LCYYIGATDDAATK 24 618857509 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.31 1.248 1.304 4.795426369 70.81 0 2020.046149 2 1010.526672 -0.040129498 -4.05E-05 60.92255653

DRDVTFSPATIENELIK 2 618857509 2xTMT6plex [N-Term; K17] 1.09 5.213795662 24.76 1 2406.328061 3 802.7807007 -0.212763682 -0.00017066 75.11221256QIDLSTVDLK 10 618857509 2xTMT6plex [N-Term; K10] 1.149 1.044 1.023 3.793476343 51.9 0 1589.951444 2 795.4784546 -1.139318008 -0.00090573 63.91829412IINEVSKPLAHHIPVEK 14 618857509 3xTMT6plex [N-Term; K7; K17] 1.12 1.121 1.184 4.842536449 19.77 0 2611.590253 5 523.1210327 -5.435904718 -0.002839271 57.38540335
ILDDWGETCK 18 618857509 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.649 1.424 1.461 4.031373024 44.22 0 1694.882378 2 847.9445801 -0.292022477 -0.000247472 62.82784097
QIDLSTVDLKK 6 618857509 3xTMT6plex [N-Term; K10; K11] 1.467 1.39 1.617 3.635930777 12.33 1 1947.209339 3 649.7407837 -0.791468976 -0.000513719 63.18165076

KDSQICELK 4 618857509 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C6] 1.148 1.21 3.054150343 22.97 1 1808.055481 2 904.5301514 -1.35790392 -0.001227583 39.30800744
KINELMPK 19 618857509 3xTMT6plex [N-Term; K1; K8] 1.218 1.066 1.227 3.87688756 22.61 1 1660.04346 2 830.524292 -1.29664414 -0.001076243 51.33031588
DSQICELK 7 618857509 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.102 1.076 1.249 3.183770895 36.55 0 1450.797586 2 725.9019165 -0.709907569 -0.000514966 39.5701147

KKDSQICELK 5 618857509 4xTMT6plex [N-Term; K1; K2; K10]; 1xCarbamidomethyl [C7] 2.31 2.123 2.511 4.013065338 3.25 2 2165.313376 4 542.0822754 -2.819248967 -0.001526139 34.71872367
INELMPK 6 618857509 2xTMT6plex [N-Term; K7] 0.935 1.174 0.883 2.411229372 18.61 0 1302.785565 2 651.8948975 -2.338518485 -0.001523294 58.27098621

5174419 CLPP ATP-dependent Clp protease proteolytic subunit, mitochondrial precursor 8192 NP_006003.1 38.98916968 1 9 9 74 277 30.161 8.09 1.02 0.97 0.99 0.99 Significant 0.000214
YMSPMEAQEFGILDK 8 5174419 2xTMT6plex [N-Term; K15]; 2xOxidation [M2; M5] 1.071 1.042 1.124 4.988419533 33.43 0 2249.123414 2 1125.062744 -2.312878306 -0.002600974 63.8460822EPVEAAPAAEPVPAST 20 5174419 1xTMT6plex [N-Term] 1.153 0.916 0.92 3.618873358 84.05 0 1764.921711 2 882.9641113 -0.433324462 -0.000382392 43.36609091GQATDIAIQAEEIMK 8 5174419 2xTMT6plex [N-Term; K15] 1.141 1.047 1.032 4.507735252 63.65 0 2076.141112 2 1046.569824 -1.747019531 -0.001827501 57.61652226GQATDIAIQAEEIMK 4 5174419 2xTMT6plex [N-Term; K15]; 1xOxidation [M14] 1.032 1.063 4.062943459 66.1 0 2092.136027 2 1046.569824 -1.747019531 -0.001827501 57.61652226QSLQVIESAMER 8 5174419 1xTMT6plex [N-Term] 0.949 0.917 1.067 5.048967361 58.34 0 1619.862422 2 810.4337769 -1.324074831 -0.00107241 62.8736042ALPLIPIVVEQTGR 3 5174419 1xTMT6plex [N-Term] 0.547 0.731 2.67367506 24.04 0 1735.067922 3 579.0287476 2.171549445 0.001255929 92.55583219VLVHPPQDGEDEPTLVQK 6 5174419 2xTMT6plex [N-Term; K18] 0.731 0.783 0.818 4.325533867 19.72 0 2459.35461 3 820.4577637 1.678446698 0.001375965 55.27659361IMIHQPSGGAR 6 5174419 1xTMT6plex [N-Term] 1 0.978 0.915 3.77270174 29.99 0 1395.772819 3 465.9288635 -0.560194193 -0.000260635 29.57305863YMSPMEAQEFGILDK 2 5174419 2xTMT6plex [N-Term; K15]; 1xOxidation [M5] 0.711 2.78022933 20.53 0 2233.128499 2 1125.062744 -2.312878306 -0.002600974 63.8460822VLVHPPQDGEDEPTLVQKEPVEAAPAAEPVPAST 3 5174419 2xTMT6plex [N-Term; K18] 1.248 4.971215725 0.98 1 3976.095547 4 994.7780151 -1.337171872 -0.001329181 65.87143943AYDIYSR 4 5174419 1xTMT6plex [N-Term] 1.21 1.098 3.08858037 22.62 0 1116.58869 2 558.7975464 -0.782765015 -0.000437013 38.80865243IMIHQPSGGAR 2 5174419 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.912 2.269726753 4.82 0 1411.767734 3 465.9288635 -0.560194193 -0.000260635 29.57305863746817424 RPL10 60S ribosomal protein L10 isoform a 6134 NP_006004.3 46.72897196 1 10 10 189 214 24.561 10.08 1.04 1.05 1.05 1.05 Significant 0.0000101

AKVDEFPLCGHMVSDEYEQLSSEALEAAR 6 746817424 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C9] 1.665 1.822 2.012 9.621731758 63.23 1 3739.834782 4 935.7145386 0.412466583 0.000385639 81.19887855
AKVDEFPLCGHMVSDEYEQLSSEALEAAR 2 746817424 2xTMT6plex [N-Term; K2]; 1xOxidation [M12]; 1xCarbamidomethyl [C9] 2.426 6.561549664 16.59 1 3755.829697 4 935.7145386 0.412466583 0.000385639 81.19887855

VDEFPLCGHMVSDEYEQLSSEALEAAR 28 746817424 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.935 0.946 0.868 8.268901825 80.65 0 3311.539773 3 1104.518066 -0.038405473 -4.24E-05 84.92874284
VDEFPLCGHMVSDEYEQLSSEALEAAR 14 746817424 1xTMT6plex [N-Term]; 1xOxidation [M10]; 1xCarbamidomethyl [C7] 0.932 0.811 0.78 6.961416721 63.87 0 3327.534688 3 1104.518066 -0.038405473 -4.24E-05 84.92874284VHIGQVIMSIR 22 746817424 1xTMT6plex [N-Term] 1.055 1.016 1.03 4.406078815 46.24 0 1481.88237 2 741.4439087 -1.234164887 -0.000914444 62.4168036FNADEFEDMVAEKR 6 746817424 2xTMT6plex [N-Term; K13] 2.86 4.665 1.743 4.293301582 22.46 1 2159.084325 3 720.3657227 -0.792229942 -0.000570164 71.32996635FNADEFEDMVAEK 38 746817424 2xTMT6plex [N-Term; K13] 0.946 0.997 1.07 4.791295528 63 0 2002.983214 2 1001.994385 -0.859387507 -0.000860669 77.0521624VHIGQVIMSIR 8 746817424 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.008 1.444 1.1 3.93958354 35.88 0 1497.877285 2 741.4439087 -1.234164887 -0.000914444 62.4168036FNADEFEDMVAEK 14 746817424 2xTMT6plex [N-Term; K13]; 1xOxidation [M9] 0.979 0.921 0.991 2.754087448 35.14 0 2018.978129 2 1001.994385 -0.859387507 -0.000860669 77.0521624

LIPDGCGVK 16 746817424 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.072 1.185 0.995 2.948123693 34.06 0 1416.828493 2 708.9168701 -1.432047447 -0.001014483 49.8330729
GAFGKPQGTVAR 15 746817424 2xTMT6plex [N-Term; K5] 1.265 1.458 1.486 3.872677565 44.06 0 1646.974245 2 823.9902344 -0.639390691 -0.00052653 30.19042658EHVIEALR 6 746817424 1xTMT6plex [N-Term] 0.963 1.124 0.96 3.167066813 38.33 0 1195.699638 2 598.3529053 -0.923010336 -0.000551822 31.40930804LHPFHVIR 8 746817424 1xTMT6plex [N-Term] 1.031 1.101 1.051 3.389035702 34.34 0 1247.757427 3 416.5904541 -0.495477165 -0.000206078 34.31624388MLSCAGADR 6 746817424 1xTMT6plex [N-Term]; 1xOxidation [M1]; 1xCarbamidomethyl [C4] 1.202 0.681 1.374 1.979626894 25.35 0 1225.586659 2 613.2971191 0.247196922 0.000151481 104.2794328

24430137 LAGE3 EKC/KEOPS complex subunit LAGE3 8270 NP_006005.2 27.27272727 1 2 2 12 143 14.795 8.63 1.01 1.02 1.38 1.14 Significant 0.0113 GGVDTAAAPAGGAPPAHAPGPGR 6 24430137 1xTMT6plex [N-Term] 0.841 0.88 1.697 6.021656513 42.17 0 2181.136229 3 727.7160034 -1.270776239 -0.000923912 41.90257023DADADAGGGADGGDGR 6 24430137 1xTMT6plex [N-Term] 1.287 1.357 1.149 4.678320408 87.01 0 1605.693836 2 803.3502197 -0.419330796 -0.000336658 15.178722721264565 ARID1A AT-rich interactive domain-containing protein 1A isoform a 8289 NP_006006.3 3.719912473 1 5 6 24 2285 241.892 6.7 1.35 1.4 1.49 1.41 Significant 0.000839
LSIQDNNVDLILATPPFSR 6 21264565 1xTMT6plex [N-Term] 1.71 1.892 1.486 6.348308563 52.04 0 2342.291726 3 781.4343872 -1.331114682 -0.001039286 93.76429186EMAVVLLANLAQGDSLAAR 4 21264565 1xTMT6plex [N-Term] 1.82 2.3 5.745993137 43.36 0 2171.205554 3 724.4046021 -2.902054872 -0.002100319 105.7627569AAAGQESEGPAVGPPQPLGK 2 21264565 2xTMT6plex [N-Term; K20] 1.773 5.423369408 50.18 0 2319.27088 3 773.7607422 -1.382761077 -0.001068999 48.05629743VQEFDSGLLHWR 6 21264565 1xTMT6plex [N-Term] 0.929 1.088 1.492 5.36823225 35.81 0 1715.90667 3 572.6386719 -3.034917394 -0.001735878 64.78592497LVLETLSK 4 21264565 2xTMT6plex [N-Term; K8] 1.275 2.919771194 25 0 1360.881574 2 680.9434204 -1.476608785 -0.001004745 68.83861508KPLDLYR 2 21264565 2xTMT6plex [N-Term; K1] 1.567 2.304338217 4.57 0 1362.850942 3 454.9549255 -0.527532872 -0.00023965 38.34721476

19924145 TCIRG1 V-type proton ATPase 116 kDa subunit a isoform 3 isoform a 10312 NP_006010.2 15.6626506 1 10 10 47 830 92.908 7.12 0.87 0.93 0.98 0.93 Significant 0.00118
QGHEPQLAAAHTDGASER 6 19924145 1xTMT6plex [N-Term] 0.935 0.8 0.698 5.651843071 41.34 0 2104.036909 4 526.7643433 -0.648963485 -0.000341361 17.74198397DSSMEEGVSAVAHR 4 19924145 1xTMT6plex [N-Term] 0.711 0.907 4.987973213 42.65 0 1703.822014 3 568.6122437 0.096322873 5.47E-05 29.99446796AQLHQLQLHAAVLR 2 19924145 1xTMT6plex [N-Term] 0.884 6.021598816 29.34 0 1827.091451 4 457.5286255 0.668293382 0.000305258 48.25182422LGALQQLQQQSQELQEVLGETER 6 19924145 1xTMT6plex [N-Term] 0.996 0.706 0.846 6.356087685 89.98 0 2854.51078 3 952.1748047 -0.321938704 -0.000306326 101.8428412DLPALQEALR 4 19924145 1xTMT6plex [N-Term] 1.061 1.02 3.178099155 31.17 0 1354.789181 2 677.8977051 -0.772979121 -0.000523612 63.76774557TPLLQAPGGPHQDLR 4 19924145 1xTMT6plex [N-Term] 0.826 1.375 4.454007149 21.7 0 1829.023097 3 610.3459473 0.104912221 6.40E-05 41.33319687LGELGLVEFR 6 19924145 1xTMT6plex [N-Term] 0.796 0.911 0.817 3.465881586 34.77 0 1361.799017 2 681.4019775 -1.717384023 -0.001169366 77.96305085TFTFLQEEVR 4 19924145 1xTMT6plex [N-Term] 0.807 0.967 4.52410078 53.87 0 1498.81031 2 749.9069214 -2.497932218 -0.001871963 67.08974836GFLIASFR 5 19924145 1xTMT6plex [N-Term] 0.905 1.424 1.413 3.123331547 28.36 0 1139.677446 2 570.3430176 1.15198055 0.000656443 68.09944875FLSQVLGR 6 19924145 1xTMT6plex [N-Term] 0.94 1.088 0.87 2.851916552 22.47 0 1148.698909 2 574.8518066 -2.239645854 -0.001286339 65.15069319221316620 CDC123 cell division cycle protein 123 homolog 8872 NP_006014.2 6.845238095 1 2 2 5 336 39.11 4.81 1.05 1.05 1.09 1.06 Significant 0.000157 DYTQYYDHISK 3 221316620 2xTMT6plex [N-Term; K11] 1.049 1.053 3.108056068 11.13 0 1890.9638 3 630.9938965 1.764546273 0.001112231 44.74769867

KWCELIPGAEFR 2 221316620 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 1.09 3.603871822 4.39 1 1964.08281 3 655.3656616 -0.192434207 -0.000125986 72.750164485174449 H1FX histone H1x 8971 NP_006017.1 43.19248826 1 9 9 50 213 22.474 10.76 1.25 1.38 1.29 1.31 Significant 0.000864 ALVQNDTLLQVK 12 5174449 2xTMT6plex [N-Term; K12] 1.342 1.447 1.385 5.603709698 69.99 0 1800.099505 2 900.5522461 -1.27192552 -0.001144796 64.05574797GAPAAATAPAPTAHK 6 5174449 2xTMT6plex [N-Term; K15] 1.199 1.245 1.187 6.665201187 46.28 0 1790.032488 3 597.3480835 -1.559201711 -0.000930341 27.46445674AGGSAALSPSK 4 5174449 2xTMT6plex [N-Term; K11] 0.958 0.899 3.773611784 42.16 0 1403.82585 2 702.416626 0.08950763 6.28E-05 27.84172581SVELEEALPVTTAEGMAK 1 5174449 2xTMT6plex [N-Term; K18] 1.382 22.5 0 2333.267434 3 778.4321289 6.17120804 0.004799693 72.3290088YSQLVVETIR 6 5174449 1xTMT6plex [N-Term] 0.863 1.105 1.397 4.009420872 37.55 0 1436.831046 2 718.9191284 -0.045463983 -3.27E-05 58.36067373AAPGAAGSR 7 5174449 1xTMT6plex [N-Term] 1.633 1.223 1.362 3.056302786 35.76 0 986.5580588 2 493.7826843 0.033685137 1.66E-05 15.44059297KLEGGGER 8 5174449 2xTMT6plex [N-Term; K1] 1.307 1.336 1.318 2.015300512 13.55 1 1303.77342 3 435.2627869 0.296911793 0.000129035 18.54484065AAKPSVPK 2 5174449 3xTMT6plex [N-Term; K3; K8] 1.135 2.291569471 3.47 0 1484.976761 3 495.6633606 -0.829658028 -0.000410674 29.87392292KAAPGAAGSR 4 5174449 2xTMT6plex [N-Term; K1] 1.452 1.552 3.340913534 9.05 1 1343.815954 3 448.6100464 -0.273735285 -0.000122617 22.08157934115527097 CDC42BPB serine/threonine-protein kinase MRCK beta 9578 NP_006026.3 18.00116891 1 18 22 92 1711 194.193 6.37 1.04 0.97 0.91 0.97 Significant 0.00149 ELEAQLDDAVAEASK 8 115527097 2xTMT6plex [N-Term; K15] 1.153 1.194 0.905 4.680607796 66.48 0 2047.095936 2 1024.052734 1.102254154 0.00112821 69.68324669GAGATLEHQQEISK 8 115527097 2xTMT6plex [N-Term; K14] 0.956 1.297 0.815 4.289599895 30.13 0 1927.06491 3 643.0259399 -0.853056777 -0.000547965 30.37367905STQPGVIASQVLDLRDDEFSVSSVLASDVIHATR 6 115527097 1xTMT6plex [N-Term] 1.248 1.209 1.254 9.139248848 50.48 1 3842.013325 4 961.2587891 0.000288911 2.78E-07 105.1213936NKPYISWPSSGGSEPSVTVPLR 4 115527097 2xTMT6plex [N-Term; K2] 0.814 0.754 6.243885517 40.21 0 2816.534699 3 939.5157471 -0.714139635 -0.000670466 67.87053912
KFNEIVAPGSVQCLAVLR 4 115527097 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C13] 1.254 1.465 5.21310091 18.63 1 2459.420856 3 820.4770508 -1.730905973 -0.001419009 75.05729366
KLQESTQTVQSLHGSSR 2 115527097 2xTMT6plex [N-Term; K1] 0.994 6.119325161 30.78 1 2344.298492 4 586.8295898 -0.837139556 -0.000490626 39.96419887NLEAPYIPDVSSPSDTSNFDVDDDVLR 2 115527097 1xTMT6plex [N-Term] 0.783 3.419046402 29.66 0 3209.532362 3 1070.506226 -8.79846314 -0.009412984 80.32520626NQVVHVPLEAYDSSLPLIK 6 115527097 2xTMT6plex [N-Term; K19] 0.944 0.927 0.822 4.192768097 22.89 0 2580.480145 3 860.8308105 -0.878258792 -0.000755443 82.54782397KLEQLLLDGPWR 4 115527097 2xTMT6plex [N-Term; K1] 0.861 0.878 3.728885174 17.68 1 1926.157689 3 642.723999 -0.127154536 -8.16E-05 91.32180882LFLYDLPEGK 6 115527097 2xTMT6plex [N-Term; K10] 0.989 1.013 0.883 4.193772316 38.95 0 1652.966366 2 826.9833984 -4.141400056 -0.003422797 82.93618834DANLTLESK 6 115527097 2xTMT6plex [N-Term; K9] 0.936 0.822 0.853 4.090665817 48.85 0 1448.83608 2 724.9230347 1.872362219 0.001356373 39.6146877VTASLLGAPSK 2 115527097 2xTMT6plex [N-Term; K11] 1.088 3.661233187 23.96 0 1501.9354 2 751.4699707 -1.821192676 -0.001367657 64.70280369KVLFYEEELVR 4 115527097 2xTMT6plex [N-Term; K1] 1.905 1.372 3.044409037 18.24 1 1883.104256 3 628.3717651 -1.866083533 -0.001171343 68.12375831MTEELEALR 6 115527097 1xTMT6plex [N-Term] 0.913 0.852 0.712 3.201808929 22.07 0 1320.703068 2 660.8555908 0.633859832 0.00041857 54.53403228LADFGSCLK 4 115527097 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.977 2.684417963 10.68 0 1468.823407 3 490.2791748 -0.296847079 -0.000145339 60.86406934

EASHVLEVK 4 115527097 2xTMT6plex [N-Term; K9] 0.896 1.022 3.537599802 23.3 0 1469.8728 3 490.6287842 -0.680719405 -0.000333524 34.61584399QLVQEELR 2 115527097 1xTMT6plex [N-Term] 0.803 2.975212336 38.27 0 1243.720767 2 622.3640137 -0.012998295 -8.08E-06 38.01036928RPLGVDVQR 2 115527097 1xTMT6plex [N-Term] 1.002 2.887136459 10.55 0 1268.763635 3 423.5926819 -0.112216097 -4.75E-05 24.62750282INEEIER 8 115527097 1xTMT6plex [N-Term] 1.027 0.922 2.574715853 14.34 0 1131.620719 2 566.3140259 0.050023662 2.83E-05 26.80266939EDFEIIK 12 115527097 2xTMT6plex [N-Term; K7] 1.093 1.048 1 3.093621254 10.86 0 1351.787339 2 676.3969116 -0.586140874 -0.000396169 58.95029374LPDFQDSIFEYFNTAPLAHDLTFR 1 115527097 1xTMT6plex [N-Term] 1.698 3.755381346 0 3086.546103 3 1029.518066 -2.091898528 -0.002152247 112.5154484GIGTAYK 1 115527097 2xTMT6plex [N-Term; K7] 0.651 1.653399229 0 1167.71378 2 584.3608398 0.533407681 0.000311434 33.65587966110624774 MRC2 C-type mannose receptor 2 precursor 9902 NP_006030.2 6.085192698 1 6 6 28 1479 166.568 5.83 0.88 0.93 0.91 0.91 Significant 0.000257 TLGDQLSLLLGAR 6 110624774 1xTMT6plex [N-Term] 1.158 0.953 0.706 4.447791576 54.1 0 1585.947472 2 793.4765015 -1.100843718 -0.00087294 89.69495689GTDVREPDDSPQGR 4 110624774 1xTMT6plex [N-Term] 1.13 1.026 3.781373978 25.98 1 1757.86157 3 586.6251831 -0.326580661 -0.000191361 16.56325928QEVEELWIGLNDLK 2 110624774 2xTMT6plex [N-Term; K14] 0.82 3.574938536 12.11 0 2144.200341 3 715.4042358 -1.01994689 -0.00072899 99.9976802
ETQPPDLPTTALGGCPSDWIQFLNK 6 110624774 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C15] 0.776 0.493 0.87 4.337381363 41.68 0 3243.67602 3 1081.895264 -1.474424186 -0.001594185 104.5450428

SCTEETHGFICQK 4 110624774 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C2; C11] 1.068 0.78 0.889 3.764909267 10.46 0 2055.003967 3 685.671875 -1.408921854 -0.000965113 42.200393
SSSSPTEATEK 6 110624774 2xTMT6plex [N-Term; K11] 0.677 1.202 0.836 4.042861938 47.54 0 1581.837202 2 791.4223633 0.156705443 0.000123941 20.413756735174425 DSCR3 Down syndrome critical region protein 3 10311 NP_006043.1 10.43771044 1 2 2 8 297 32.989 7.68 0.89 0.81 0.8 0.83 Significant 0.00117 GLSVPIYMVFPR 2 5174425 1xTMT6plex [N-Term] 0.816 3.895127058 40.98 0 1607.918086 2 804.4620972 -0.726849254 -0.000584357 95.58641084FTPSPVDFTITPETLQNVK 6 5174425 2xTMT6plex [N-Term; K19] 0.889 0.806 0.8 3.80758667 4.36 0 2592.432526 3 864.8157959 0.119056257 0.000102882 92.986494315174655 RTN3 reticulon-3 isoform a 10313 NP_006045.1 17.79661017 1 4 4 20 236 25.593 8.51 0.86 0.88 0.95 0.89 Significant 0.000925 SCSSSCAVHDLIFWR 2 5174655 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C6] 1.153 4.327433109 18.37 0 2053.978532 3 685.3305054 -0.763740562 -0.000522902 71.14281793

SVLQAVQK 12 5174655 2xTMT6plex [N-Term; K8] 0.359 0.404 0.448 3.643166542 45.01 0 1330.845857 2 665.9268188 0.378830734 0.000252083 42.48490556SEEGHPFK 8 5174655 2xTMT6plex [N-Term; K8] 1.197 1.249 1.195 2.64611721 28.27 0 1388.757436 2 694.8817139 -0.925068404 -0.000642348 22.94488109TQIDHYVGIAR 4 5174655 1xTMT6plex [N-Term] 0.781 0.695 3.939403296 16.88 0 1501.832443 3 501.2826843 0.703952376 0.000352406 38.599717685174445 LANCL1 lanC-like protein 1 10314 NP_006046.1 22.55639098 1 7 7 47 399 45.254 7.75 0.84 0.95 0.93 0.91 Significant 0.00139 SLAEGYFDAAGR 6 5174445 1xTMT6plex [N-Term] 0.884 0.965 1.028 4.551632404 52.68 0 1485.753523 2 743.3815918 1.604239002 0.001191752 48.86555403AFPNPYADYNK 16 5174445 2xTMT6plex [N-Term; K11] 0.795 0.912 0.877 3.726945162 55.79 0 1757.926292 2 879.4663086 -0.541167456 -0.000475666 54.67445207IPQSHIQQICETILTSGENLAR 2 5174445 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.203 6.471001625 38.28 0 2737.450429 3 913.1533203 -1.834152848 -0.001673634 81.38832297
LHSLVKPSVDYVCQLK 3 5174445 3xTMT6plex [N-Term; K6; K16]; 1xCarbamidomethyl [C13] 1.243 1.068 4.49211359 7.46 0 2573.509226 3 858.5084229 0.578608646 0.000496352 64.12196966IDPHAPNEMLYGR 12 5174445 1xTMT6plex [N-Term] 0.887 0.918 0.984 4.120902538 38.86 0 1741.889305 3 581.3012085 -0.133838423 -7.77E-05 54.72706587QSLNCLTK 4 5174445 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.249 1.092 3.712476969 32.45 0 1421.818656 2 711.4124146 -0.776237133 -0.000551834 38.14552842ELLQQMER 4 5174445 1xTMT6plex [N-Term] 0.827 0.7 2.880680084 14.74 0 1275.692838 2 638.3494263 -0.989008404 -0.000630835 43.26229299116256481 TNIP1 TNFAIP3-interacting protein 1 isoform 3 10318 NP_006049.3 17.13836478 1 7 7 31 636 71.82 6.62 1.31 1.11 1.24 1.22 Significant 0.0023 ALEEALSIQTPPSSPPTAFGSPEGAGALLR 7 116256481 1xTMT6plex [N-Term] 100 1.086 7.070412636 63.15 0 3193.694223 3 1065.234985 -1.19627461 -0.001273512 89.76333785KQELVTQNELLK 6 116256481 3xTMT6plex [N-Term; K1; K12] 1.51 1.196 1.239 5.792626858 24.24 1 2130.310116 3 710.7744141 -0.669683014 -0.000475544 55.03079625TSILQTLCEQLR 2 116256481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.774 3.985305548 19.46 0 1690.935921 2 845.970459 -1.348449235 -0.001140071 81.68935729DNELLPPPSPSLGSFDPLAELTGK 4 116256481 2xTMT6plex [N-Term; K24] 1.054 1.247 4.792994022 26.26 0 2952.597025 3 984.8695068 -1.035516246 -0.001019154 112.1768708VPEVVALGAAEK 8 116256481 2xTMT6plex [N-Term; K12] 1.212 1.193 4.427356243 35.52 0 1640.998729 3 547.6702881 -1.473226119 -0.000805854 66.66182579YLQDQLSPLTR 2 116256481 1xTMT6plex [N-Term] 0.937 3.522646666 38.68 0 1562.873973 2 781.9406128 -0.015326932 -1.20E-05 53.48827261SELLEVNK 2 116256481 2xTMT6plex [N-Term; K8] 0.955 1.378792048 1.01 0 1389.835352 2 695.4194336 -2.706200051 -0.001880586 47.72820985154689858 SMYD5 SET and MYND domain-containing protein 5 10322 NP_006053.2 11.48325359 1 4 4 16 418 47.31 5.05 1.24 1.05 0.93 1.07 Significant 0.007

LTGKPGQVLPHPELCTVR 6 154689858 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C15] 1.311 1.104 0.962 4.398771286 17.1 0 2460.416105 4 615.8595581 0.120894947 7.44E-05 54.35803238
TANEEEEIVHK 4 154689858 2xTMT6plex [N-Term; K11] 0.986 0.912 3.158847332 29.05 0 1756.948149 3 586.3218994 1.704969033 0.000998514 32.56172551EQLDAFIDQLYK 2 154689858 2xTMT6plex [N-Term; K12] 1.1 2.998938799 23.54 0 1941.07335 3 647.6957397 -0.352352331 -0.000227981 92.62460386AEENAQR 4 154689858 1xTMT6plex [N-Term] 100 0.964 2.111155272 16.98 0 1046.542803 2 523.7749634 -0.14568175 -7.62E-05 14.3100577842741669 KLHL41 kelch-like protein 41 10324 NP_006054.2 1.155115512 1 1 1 6 606 67.994 5.29 0.44 0.45 0.41 0.44 Significant 0.000768 IYVVAGK 6 42741669 2xTMT6plex [N-Term; K7] 0.44 0.452 0.413 2.753757238 11.06 0 1207.781466 2 604.394165 -0.341437492 -0.000206191 51.4282372646249395 RRAGB ras-related GTP-binding protein B short isoform 10325 NP_006055.3 20.23121387 1 6 6 32 346 40.146 6.09 1.01 1.09 1.09 1.06 Significant 0.000628 SIIFANYIAR 6 46249395 1xTMT6plex [N-Term] 0.777 0.639 0.802 3.695036411 33.67 0 1396.815002 2 698.9104614 -0.970342125 -0.000677694 69.90845829DMHYYQSCLEAILQNSPDAK 4 46249395 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C8] 0.933 1.137 3.358456373 10.53 0 2841.395171 4 711.1029663 -1.807438007 -0.001283911 82.92404119LAASFQSMEVR 4 46249395 1xTMT6plex [N-Term] 0.745 1.123 4.428769112 47.16 0 1467.782715 2 734.3929443 -2.795439735 -0.002051549 65.57039298MDLVQEDQR 6 46249395 1xTMT6plex [N-Term] 0.867 0.74 0.827 3.209005594 34.51 0 1362.68848 2 681.8482666 0.569582216 0.000388082 35.07005264LGATIDVEHSHVR 6 46249395 1xTMT6plex [N-Term] 1.022 1.227 0.956 3.07222271 16.87 0 1662.912484 4 416.4839783 0.961906266 0.000399891 34.05089895IFCLVHK 6 46249395 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.344 1.05 1.316 2.657147646 21.09 0 1374.833184 3 458.9478455 -3.055638382 -0.001400331 62.1287032

5174615 EMC8 ER membrane protein complex subunit 8 isoform 1 10328 NP_006058.1 33.80952381 1 6 6 36 210 23.758 6.4 1.17 1.14 1.14 1.15 Significant 0.0000756 SYETLVDFDNHLDDIR 6 5174615 1xTMT6plex [N-Term] 0.994 1.059 1.008 4.415248871 31.2 0 2181.066143 3 727.6936035 0.052394961 3.81E-05 66.24781437IAEGFSDTALIMVDNTK 6 5174615 2xTMT6plex [N-Term; K17]; 1xOxidation [M12] 0.84 1.284 1.318 5.002601624 48.72 0 2299.22557 3 767.0800171 -0.031310746 -2.40E-05 72.81266215IAEGFSDTALIMVDNTK 4 5174615 2xTMT6plex [N-Term; K17] 0.828 0.91 5.490815163 41.78 0 2283.230655 3 767.0800171 -0.031310746 -2.40E-05 72.81266215NDWTNPEINK 4 5174615 2xTMT6plex [N-Term; K10] 0.772 1 4.087510109 44.16 0 1688.900805 2 844.9542847 0.288534375 0.000243653 45.49992119ISASLLDSR 4 5174615 1xTMT6plex [N-Term] 1.014 0.993 2.823361874 43.43 0 1190.694218 2 595.8500977 -1.091050482 -0.000649554 49.58866214VKDASPNQVAEK 6 5174615 3xTMT6plex [N-Term; K2; K12] 1.502 1.483 1.479 4.854418755 39.63 1 1973.163451 3 658.3920898 -0.879358853 -0.000578373 31.27008105MVLHGAK 6 5174615 2xTMT6plex [N-Term; K7] 1.132 1.173 1.208 3.020005941 23.29 0 1213.74912 3 405.2545166 -0.101606922 -4.11E-05 40.558941221361320 TFG protein TFG isoform 1 10342 NP_006061.2 35.5 1 10 10 83 400 43.421 5.1 0.82 0.81 0.88 0.84 Significant 0.000682 NVMSAFGLTDDQVSGPPSAPAEDR 6 21361320 1xTMT6plex [N-Term] 0.789 100 6.003278732 61.46 0 2690.292925 3 897.4317627 -4.531006252 -0.004063245 74.8966595QSTQVMAASMSAFDPLKNQDEINK 6 21361320 3xTMT6plex [N-Term; K17; K24] 0.677 1.124 2.706850767 16.3 1 3340.748422 3 1114.253662 -0.595492873 -0.000663131 77.56258829LLDSLEPPGEPGPSTNIPENDTVDGR 9 21361320 1xTMT6plex [N-Term] 0.664 0.687 1.205 5.055229664 59.57 0 2948.46864 3 983.4938965 -0.5100705 -0.000501309 68.05625611QSTQVMAASMSAFDPLK 11 21361320 2xTMT6plex [N-Term; K17] 0.688 0.73 0.804 5.133425713 35.28 0 2270.192495 2 1135.598877 -0.88897032 -0.001009067 80.36183615
YKDEDGDLITIFDSSDLSFAIQCSR 3 21361320 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C23] 100 1.088 3.433295727 20.13 1 3353.661158 3 1118.556641 -1.726279051 -0.001929785 96.9468166

LLSNDEVTIK 20 21361320 2xTMT6plex [N-Term; K10] 0.848 0.901 0.911 4.846513748 49.81 0 1589.951444 2 795.4790649 -0.371556748 -0.000295379 66.07297304NVMSAFGLTDDQVSGPPSAPAEDR 2 21361320 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.825 2.704742908 18.67 0 2706.28784 3 897.4317627 -4.531006252 -0.004063245 74.8966595SASDSSGK 6 21361320 2xTMT6plex [N-Term; K8] 0.911 0.678 0.894 3.395646334 29.83 0 1196.652302 2 598.8295288 -0.435425404 -0.000260526 15.22670293AQLGEDIR 6 21361320 1xTMT6plex [N-Term] 0.744 0.721 0.81 2.787148476 34.03 0 1130.636703 2 565.8213501 -1.131561256 -0.000639692 30.56544143NRPPFGQGYTQPGPGYR 2 21361320 1xTMT6plex [N-Term] 1.098 3.706784248 1.29 0 2121.082737 3 707.7001343 1.467591046 0.001037627 34.57166774NQDEINK 12 21361320 2xTMT6plex [N-Term; K7] 0.903 0.806 0.875 2.766859055 28 0 1318.7367 2 659.8730469 1.60515742 0.00105839 104.822226117938316 TRIM22 E3 ubiquitin-protein ligase TRIM22 isoform 1 10346 NP_006065.2 20.08032129 1 9 9 48 498 56.911 7.72 0.82 0.82 0.73 0.79 Significant 0.00144 ELQKLEEGEVNVLDNLAAATDQLVQQR 5 117938316 2xTMT6plex [N-Term; K4] 0.09 4.962833881 25.67 1 3481.890246 3 1161.300049 -1.336359074 -0.001551019 111.1761534LEEGEVNVLDNLAAATDQLVQQR 10 117938316 1xTMT6plex [N-Term] 0.578 0.785 0.525 7.837478161 100.54 0 2754.447117 3 918.8184814 -2.260295369 -0.002075288 104.613758
GESSCPVCQTR 4 117938316 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 0.885 0.735 3.627479076 42.74 0 1509.698728 2 755.350769 -2.958619478 -0.002233312 16.33755903

SSGFAFDPSVNYSK 6 117938316 2xTMT6plex [N-Term; K14] 0.664 1.052 1.379 4.873733044 50.33 0 1964.016563 2 982.5111084 -0.82644065 -0.000811572 60.852314GSSVEMLQDVIDVMK 4 117938316 2xTMT6plex [N-Term; K15] 0.607 0.708 3.319161415 22.53 0 2109.133584 3 703.7151489 -1.275444418 -0.000896694 104.4847434VILDNEEQR 2 117938316 1xTMT6plex [N-Term] 0.661 2.316040993 5.41 0 1344.73206 2 672.8690796 -0.875431134 -0.00058861 31.43029992MSPQEGQK 6 117938316 2xTMT6plex [N-Term; K8] 0.84 0.604 0.729 2.763972998 26.49 0 1362.745157 2 681.8760986 -0.173124354 -0.000117962 23.14380734LQVALQR 10 117938316 1xTMT6plex [N-Term] 0.875 0.921 0.835 2.641329765 19.44 0 1056.672695 2 528.84021 0.424617649 0.000224341 42.59238721IKESVIISR 1 117938316 2xTMT6plex [N-Term; K2] 1.238 2.116178513 1 1502.967035 3 501.6602783 -0.500928527 -0.00025096 43.04524837116256483 MICU1 calcium uptake protein 1, mitochondrial isoform 1 10367 NP_006068.2 11.92468619 1 5 5 24 478 54.547 8.27 1.15 1.08 1.09 1.11 Significant 0.00039 NINDVDTALSFYHMAGASLDK 6 116256483 2xTMT6plex [N-Term; K21] 0.765 1.08 1.354 5.833770275 46.12 0 2740.401636 3 914.1380615 -0.731637166 -0.000668327 86.84331551TADLAPHPEEK 6 116256483 2xTMT6plex [N-Term; K11] 0.968 1.007 0.914 3.785951376 20.23 0 1665.921206 3 555.9780273 -1.007081694 -0.00055924 31.98041221
SGLCSALTTYFFGADLK 4 116256483 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C4] 1.291 0.896 1.13 3.786550283 2.42 0 2309.225176 3 770.4112549 -2.582970957 -0.001988221 102.2096171

KTADLAPHPEEK 2 116256483 3xTMT6plex [N-Term; K1; K12] 1.272 3.829241514 13.8 1 2023.179101 4 506.5505371 0.601576746 0.000304274 30.7704892AYSTPDK 6 116256483 2xTMT6plex [N-Term; K7] 1.184 1.416 1.196 2.69001174 20.7 0 1239.698524 2 620.354187 2.075830041 0.001286702 26.11476262125988409 IK protein Red 3550 NP_006074.2 35.5475763 1 16 16 109 557 65.562 6.64 1.21 1.25 1.26 1.24 Significant 0.000152 KPPEADMNIFEDIGDYVPSTTK 10 125988409 3xTMT6plex [N-Term; K1; K22] 1.351 1.947 1.184 4.491374969 28.9 0 3154.658528 3 1057.557983 1.877781795 0.001984598 80.61840639
KPPEADMNIFEDIGDYVPSTTK 5 125988409 3xTMT6plex [N-Term; K1; K22]; 1xOxidation [M7] 1.862 1.538 5.610799313 29.73 0 3170.653443 3 1057.557983 1.877781795 0.001984598 80.61840639
MAYVVDLDDEYADTDIPTTLIR 12 125988409 1xTMT6plex [N-Term] 1.667 1.195 1.764 5.91558218 56.3 0 2758.369444 3 920.1281128 0.123840883 0.000113866 91.88027799FAGSAGWEGTESLK 6 125988409 2xTMT6plex [N-Term; K14] 1.83 1.31 1.406 5.580048561 84.94 0 1898.005999 2 949.5073853 0.787788771 0.000747614 59.5315578
ADCPTMEAQTTLTTNDIVISK 2 125988409 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C3] 1.196 4.989099979 43.63 0 2767.425802 3 923.1474609 0.732515574 0.000675727 71.75208244EYNEDEDPAAR 6 125988409 1xTMT6plex [N-Term] 1.433 1.192 1.298 3.459029198 64.53 0 1537.696796 2 769.3522949 0.336135024 0.000258437 18.49753133AVGPTAEADK 12 125988409 2xTMT6plex [N-Term; K10] 1.321 1.409 1.208 3.970015526 56.18 0 1416.809865 2 708.9078979 -0.950001546 -0.000672986 29.09517265WDFDTQEEYSEYMNNK 2 125988409 2xTMT6plex [N-Term; K16] 1.501 3.562732935 10.58 0 2557.15934 3 853.0565796 -1.62481485 -0.00138497 69.83504689VDDEPMDVDKGPGSTK 6 125988409 3xTMT6plex [N-Term; K10; K16] 1.104 1.702 1.994 4.01757288 16.07 1 2377.252402 3 793.0892944 0.390345922 0.000309317 41.13193984GLDFALLQK 14 125988409 2xTMT6plex [N-Term; K9] 1.229 1.201 1.205 3.647050858 47.85 0 1462.903372 2 731.9549561 -0.503287257 -0.00036813 77.92948502AAPTSAPPSK 6 125988409 2xTMT6plex [N-Term; K10] 1.429 1.39 1.167 2.965576887 48.2 0 1384.820036 2 692.9136353 -0.030445969 -2.11E-05 26.92931954MEADGVEVK 4 125988409 2xTMT6plex [N-Term; K9] 1.053 1.045 3.545434713 40.08 0 1435.786687 2 718.3956299 -1.883172758 -0.001351917 38.33219536LTQILSYLR 6 125988409 1xTMT6plex [N-Term] 100 1.25 1.582 3.835813761 41.58 0 1335.819753 2 668.4125977 -1.372907906 -0.000916979 98.46120422FLGGDMEHTHLVK 6 125988409 2xTMT6plex [N-Term; K13] 1.111 1.145 1.101 3.995349646 18.22 0 1942.062074 4 486.2745056 7.269994676 0.003529695 51.75998414HSYFEKPK 6 125988409 3xTMT6plex [N-Term; K6; K8] 1.2 1.251 1.269 3.202874422 13.62 0 1723.014603 4 431.5090027 -0.244732582 -0.000105419 33.94294066KISAIIEK 2 125988409 3xTMT6plex [N-Term; K1; K8] 0.786 2.385774374 0.28 1 1589.06049 3 530.3624878 7.815944694 0.004140003 53.75591131ISAIIEK 8 125988409 2xTMT6plex [N-Term; K7] 0.834 1.24 2.644114971 24.51 0 1231.802595 2 616.4051514 0.349856687 0.000215477 57.5016679425282407 IRF9 interferon regulatory factor 9 10379 NP_006075.3 21.11959288 1 5 5 19 393 43.669 5.77 0.79 0.94 0.9 0.88 Significant 0.00261 VYQLLPPGIVSGQPGTQK 2 25282407 2xTMT6plex [N-Term; K18] 0.675 3.760032415 27.69 0 2340.369138 3 780.7938232 -0.949150885 -0.000740454 81.21702328
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

VVGEAQVQSLDCR 6 25282407 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.765 0.898 4.50206852 43.75 0 1689.879135 2 845.4411011 -2.490918715 -0.002104676 40.25221214YLLEQTPEQQAAILSLV 8 25282407 1xTMT6plex [N-Term] 0.651 2.823747158 25.78 0 2145.200452 2 1073.102295 -1.463022371 -0.001569238 105.5134656YKEGDTGGPAVWK 2 25282407 3xTMT6plex [N-Term; K2; K13] 0.902 0.896 2.373746157 1 2095.179101 3 699.0635376 -1.451864916 -0.001013972 46.64490695
NWVVEQVESGQFPGVCWDDTAK 1 25282407 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C16] 1.637 1.625588059 0 3009.481678 3 1003.826294 -5.764831263 -0.005783051 89.86398383

116812595 BPNT1 3'(2'),5'-bisphosphate nucleotidase 1 isoform 1 10380 NP_006076.4 51.2987013 1 10 10 78 308 33.371 5.69 0.95 0.99 0.94 0.96 Significant 0.000253
ASAYVFASPGCK 12 116812595 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.004 0.986 0.943 4.518498421 68.96 0 1715.919098 2 858.4631348 -0.061459045 -5.27E-05 50.66583475

QPCPSQYSAIKEEDLVVWVDPLDGTK 6 116812595 3xTMT6plex [N-Term; K11; K26]; 1xCarbamidomethyl [C3] 0.83 0.927 5.336448669 18.93 1 3661.93906 4 916.239502 -0.787079592 -0.000720559 93.63497415
LVTDCVAAMNPDAVLR 4 116812595 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.788 4.713480473 26.29 0 1974.034983 2 995.5187378 0.15098564 0.000150233 55.85671676AIAGVINQPYYNYEAGPDAVLGR 6 116812595 1xTMT6plex [N-Term] 1.688 1.185 1.017 5.955701828 38.96 0 2680.393231 3 894.1351318 -0.891209603 -0.000796264 73.4585087LTIIGEEDLPSEEVDQELIEDSQWEEILK 4 116812595 2xTMT6plex [N-Term; K29] 1.124 0.749 4.427531242 39.41 0 3857.983597 3 1286.665527 -0.406458117 -0.000522703 112.0259782LVASAYSIAQK 8 116812595 2xTMT6plex [N-Term; K11] 0.965 1.072 0.945 4.313726425 51.9 0 1608.972514 2 804.9885864 -1.626888225 -0.001308809 68.52138369
LVTDCVAAMNPDAVLR 4 116812595 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C5] 0.98 0.865 2.978327036 59.85 0 1990.029898 2 995.5187378 0.15098564 0.000150233 55.85671676
KWDTCAPEVILHAVGGK 6 116812595 3xTMT6plex [N-Term; K1; K17]; 1xCarbamidomethyl [C5] 0.907 1.045 0.901 4.430082798 19.59 1 2568.457525 4 642.8706665 1.289137777 0.000827774 77.87921901

TCATDLQTK 6 116812595 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.142 0.848 0.965 3.746312618 51.64 0 1495.81905 2 748.4129639 -0.266673716 -0.000199448 29.2119462
IIQLIEGK 18 116812595 2xTMT6plex [N-Term; K8] 0.864 0.919 0.976 3.65509963 48.37 0 1371.897558 2 686.4519653 -0.658996681 -0.000452038 82.49893215VGGAGNK 4 116812595 2xTMT6plex [N-Term; K7] 0.998 1.128 1.92289412 16.04 0 1060.651514 2 530.8287354 -1.244750851 -0.000660123 20.0697697850592996 TUBB3 tubulin beta-3 chain isoform 1 10381 NP_006077.2 56.88888889 1 5 20 1101 450 50.4 4.93 1.31 1.34 1.32 1.32 Significant 0.0000444

EIVHIQAGQCGNQIGAK 132 50592996 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 1.03 1.048 1.036 6.585803032 59.49 0 2281.248705 3 761.0877075 -0.059682842 -4.54E-05 43.75583605
ALTVPELTQQMFDAK 74 50592996 2xTMT6plex [N-Term; K15]; 1xOxidation [M11] 0.966 0.982 0.987 5.104113102 47.24 0 2166.188062 2 1075.599731 -0.446996762 -0.000480565 91.30489398ALTVPELTQQMFDAK 108 50592996 2xTMT6plex [N-Term; K15] 0.975 0.945 1.041 5.410128117 49.23 0 2150.193147 2 1075.599731 -0.446996762 -0.000480565 91.30489398IMNTFSVVPSPK 67 50592996 2xTMT6plex [N-Term; K12] 1.12 1.074 1.056 4.55518055 45.92 0 1778.028648 2 889.5179443 -0.020487929 -1.82E-05 116.6514774AILVDLEPGTMDSVR 39 50592996 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.017 0.982 3.856939316 42.84 0 1860.99383 2 923.0026245 -0.511044508 -0.000471438 75.57072401AILVDLEPGTMDSVR 78 50592996 1xTMT6plex [N-Term] 0.95 0.944 0.903 5.147194386 72.18 0 1844.998915 2 923.0026245 -0.511044508 -0.000471438 75.57072401ISVYYNEASSHK 6 50592996 2xTMT6plex [N-Term; K12] 1.14 1.272 1.26 5.243368626 34.84 0 1855.995434 3 619.3347168 -3.144867314 -0.00194562 45.56996101LHFFMPGFAPLTAR 18 50592996 1xTMT6plex [N-Term] 1.507 1.403 1.351 5.098777294 49.81 0 1834.003547 3 612.0024414 -5.875867179 -0.00359212 89.26848291FWEVISDEHGIDPSGNYVGDSDLQLER 16 50592996 1xTMT6plex [N-Term] 1.431 2.009 1.128 6.502353191 45.86 0 3306.57523 3 1102.861694 -1.421589367 -0.001566864 82.02056904GHYTEGAELVDSVLDVVR 85 50592996 1xTMT6plex [N-Term] 0.952 0.956 0.96 7.12968874 85.12 0 2188.144728 2 1094.574707 -1.183764249 -0.001295124 87.5435261MSSTFIGNSTAIQELFK 33 50592996 2xTMT6plex [N-Term; K17] 2.054 6.278934002 60.32 0 2332.262289 3 778.0936279 1.732669212 0.001347013 90.85765259EVDEQMLAIQSK 28 50592996 2xTMT6plex [N-Term; K12] 1.038 1.053 1.169 5.457063198 71.48 0 1849.014121 2 925.0093384 -1.471255496 -0.001360186 62.85330843LATPTYGDLNHLVSATMSGVTTSLR 15 50592996 1xTMT6plex [N-Term] 1.388 1.155 2.045 7.081047535 48.65 0 2834.491959 3 945.501709 -0.488619088 -0.000461662 96.26366582NSSYFVEWIPNNVK 2 50592996 2xTMT6plex [N-Term; K14] 1.01 3.213885307 22.8 0 2155.158811 3 719.0574341 -0.492694042 -0.000353945 79.69365973KLAVNMVPFPR 20 50592996 2xTMT6plex [N-Term; K1] 1.606 1.641 1.533 5.371455193 29.48 1 1730.055138 2 873.5266113 -2.352191303 -0.002053522 56.2067732IMNTFSVVPSPK 13 50592996 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.109 1.131 1.038 3.947322607 29.45 0 1794.023563 2 889.5179443 -0.020487929 -1.82E-05 116.6514774MSSTFIGNSTAIQELFK 6 50592996 2xTMT6plex [N-Term; K17]; 1xOxidation [M1] 1.283 1.261 1.205 4.8678298 34.38 0 2348.257204 3 778.0936279 1.732669212 0.001347013 90.85765259FPGQLNADLR 32 50592996 1xTMT6plex [N-Term] 0.957 1.083 1.03 3.621227264 44.18 0 1359.758215 2 680.3844604 2.521969274 0.001714634 54.04032922LAVNMVPFPR 42 50592996 1xTMT6plex [N-Term] 0.891 0.95 0.954 3.903916836 53.24 0 1372.797243 2 686.8991699 -4.501681716 -0.003089948 73.67476694EVDEQMLAIQSK 22 50592996 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 1.206 1.008 1.005 4.477400303 50.49 0 1865.009036 2 925.0093384 -1.471255496 -0.001360186 62.85330843ISEQFTAMFR 53 50592996 1xTMT6plex [N-Term] 0.914 0.997 0.972 4.514603138 42.2 0 1458.761251 3 486.9259033 1.306074545 0.000635084 70.72763008VAVCDIPPR 49 50592996 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.034 1.032 1.015 3.289164782 34.33 0 1255.703009 2 628.3547974 -0.549965583 -0.000345297 40.45359279YLTVATVFR 8 50592996 1xTMT6plex [N-Term] 1.008 0.913 1.097 3.643082619 33.11 0 1298.766989 2 649.8897095 3.967982985 0.002576743 75.97473221KLAVNMVPFPR 30 50592996 2xTMT6plex [N-Term; K1]; 1xOxidation [M6] 1.571 1.599 1.552 3.647482634 33.06 1 1746.050053 2 873.5266113 -2.352191303 -0.002053522 56.2067732NMMAACDPR 34 50592996 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.96 1.056 1.017 2.722177267 68.52 0 1294.590363 2 647.7985229 -0.458995818 -0.000297106 24.88771145ISEQFTAMFR 42 50592996 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.972 0.907 0.791 3.243584394 36.83 0 1474.756166 3 486.9259033 1.306074545 0.000635084 70.72763008LAVNMVPFPR 50 50592996 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.966 1.01 1.006 2.887725115 34.73 0 1388.792158 2 686.8991699 -4.501681716 -0.003089948 73.67476694

NMMAACDPR 49 50592996 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C6] 0.992 1.092 1.063 1.973519325 51.28 0 1310.585278 2 647.7985229 -0.458995818 -0.000297106 24.88771145
NMMAACDPR 14 50592996 1xTMT6plex [N-Term]; 2xOxidation [M2; M3]; 1xCarbamidomethyl [C6] 1.998 2.417 1.012312055 39.83 0 1326.580193 2 647.7985229 -0.458995818 -0.000297106 24.88771145

FPGQLNADLRK 2 50592996 2xTMT6plex [N-Term; K11] 3.02 3.818161011 12.72 1 1717.01611 3 573.0090942 -1.968825532 -0.001126835 52.711993775174735 TUBB4B tubulin beta-4B chain 10383 NP_006079.1 82.47191011 1 3 27 1935 445 49.799 4.89 1.05 1.05 1.05 1.05 Non-Significant 1 EIVHIQAGQCGNQIGAK 132 5174735 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 1.03 1.048 1.036 6.585803032 59.49 0 2281.248705 3 761.0877075 -0.059682842 -4.54E-05 43.75583605
ALTVPELTQQMFDAK 74 5174735 2xTMT6plex [N-Term; K15]; 1xOxidation [M11] 0.966 0.982 0.987 5.104113102 47.24 0 2166.188062 2 1075.599731 -0.446996762 -0.000480565 91.30489398ALTVPELTQQMFDAK 108 5174735 2xTMT6plex [N-Term; K15] 0.975 0.945 1.041 5.410128117 49.23 0 2150.193147 2 1075.599731 -0.446996762 -0.000480565 91.30489398IMNTFSVVPSPK 67 5174735 2xTMT6plex [N-Term; K12] 1.12 1.074 1.056 4.55518055 45.92 0 1778.028648 2 889.5179443 -0.020487929 -1.82E-05 116.6514774MSMKEVDEQMLNVQNK 2 5174735 3xTMT6plex [N-Term; K4; K16] 0.675 4.795966148 20.23 1 2611.386076 3 871.1320801 -1.680554119 -0.001462859 64.40539551SGPFGQIFRPDNFVFGQSGAGNNWAK 33 5174735 2xTMT6plex [N-Term; K26] 1.017 1.005 0.963 7.112770557 35.97 0 3256.669236 4 814.9228516 0.104625301 8.52E-05 89.82813708FWEVISDEHGIDPTGTYHGDSDLQLER 34 5174735 1xTMT6plex [N-Term] 0.879 0.853 1.043 8.235136986 64.23 0 3345.586129 3 1115.865723 -1.050536771 -0.001171554 74.11083572EVDEQMLNVQNK 36 5174735 2xTMT6plex [N-Term; K12] 0.917 0.98 1.085 4.724370956 70.55 0 1905.015183 2 953.0119019 0.705496182 0.00067199 50.56193795EVDEQMLNVQNK 93 5174735 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 0.886 0.966 0.764 3.939887524 54.48 0 1921.010098 2 953.0119019 0.705496182 0.00067199 50.56193795LHFFMPGFAPLTSR 44 5174735 1xTMT6plex [N-Term] 1.054 1.178 1.135 4.9588871 48.96 0 1849.998462 3 622.6690674 -0.390157635 -0.000242677 75.16878847

EAESCDCLQGFQLTHSLGGGTGSGMGTLLLSK 90 5174735 2xTMT6plex [N-Term; K32]; 1xOxidation [M25]; 2xCarbamidomethyl [C5; C7] 1.571 1.6 1.624 7.412225246 56.11 0 3785.854866 3 1262.624512 1.08716694 0.001371952 74.58236406
EAESCDCLQGFQLTHSLGGGTGSGMGTLLLSK 52 5174735 2xTMT6plex [N-Term; K32]; 2xCarbamidomethyl [C5; C7] 1.663 1.664 1.567 7.303557873 51.93 0 3769.859951 3 1262.624512 1.08716694 0.001371952 74.58236406

GHYTEGAELVDSVLDVVR 85 5174735 1xTMT6plex [N-Term] 0.952 0.956 0.96 7.12968874 85.12 0 2188.144728 2 1094.574707 -1.183764249 -0.001295124 87.5435261MSATFIGNSTAIQELFK 50 5174735 2xTMT6plex [N-Term; K17]; 1xOxidation [M1] 1.417 6.199345112 62.49 0 2332.26229 3 778.0936279 1.732497704 0.00134688 90.85765259MSATFIGNSTAIQELFK 91 5174735 2xTMT6plex [N-Term; K17] 1.003 1.229 1.036 6.197610378 56.61 0 2316.267375 3 778.0936279 1.732497704 0.00134688 90.85765259LTTPTYGDLNHLVSATMSGVTTCLR 57 5174735 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 1.094 1.239 1.056 8.604649544 56.81 0 2937.501143 4 735.1234131 -9.981608455 -0.007330247 96.03723989
LTTPTYGDLNHLVSATMSGVTTCLR 47 5174735 1xTMT6plex [N-Term]; 1xOxidation [M17]; 1xCarbamidomethyl [C23] 1.193 0.975 1.247 7.464911938 53.38 0 2953.496058 4 735.1234131 -9.981608455 -0.007330247 96.03723989

KEAESCDCLQGFQLTHSLGGGTGSGMGTLLLSK 28 5174735 3xTMT6plex [N-Term; K1; K33]; 1xOxidation [M26]; 2xCarbamidomethyl [C6; C8] 1.567 1.578 1.245 7.049307346 46.41 1 4143.112761 4 1032.534424 -0.479893614 -0.000495144 77.64149075
KEAESCDCLQGFQLTHSLGGGTGSGMGTLLISK 46 5174735 3xTMT6plex [N-Term; K1; K33]; 2xCarbamidomethyl [C6; C8] 1.551 1.546 1.484 9.676848412 69.7 1 4127.117846 4 1032.534424 -0.479893614 -0.000495144 77.64149075

INVYYNEATGGK 42 5174735 2xTMT6plex [N-Term; K12] 0.972 0.932 0.926 4.974676132 64.19 0 1786.97397 2 893.9906006 -0.025606487 -2.29E-05 53.36152689AVLVDLEPGTMDSVR 50 5174735 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.903 0.92 0.919 3.644190311 46.56 0 1846.97818 2 915.9887695 -7.101527221 -0.006501389 69.42625079
VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR 66 5174735 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C27; C37] 0.986 100 100 7.93846035 41.86 0 4822.270146 4 1206.323242 0.205826295 0.000248137 98.11378059AVLVDLEPGTMDSVR 63 5174735 1xTMT6plex [N-Term] 0.998 1.028 1.038 5.047670364 72.38 0 1830.983265 2 915.9887695 -7.101527221 -0.006501389 69.42625079MSATFIGNSTAIQELFKR 4 5174735 2xTMT6plex [N-Term; K17] 1.315 0.678 4.228013039 8.88 1 2472.368486 3 824.7938843 -0.560708477 -0.000462093 90.65773382NSSYFVEWIPNNVK 2 5174735 2xTMT6plex [N-Term; K14] 1.01 3.213885307 22.8 0 2155.158811 3 719.0574341 -0.492694042 -0.000353945 79.69365973LHFFMPGFAPLTSR 62 5174735 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.995 0.963 0.941 5.029230118 49.74 0 1865.993377 3 622.6690674 -0.390157635 -0.000242677 75.16878847KLAVNMVPFPR 20 5174735 2xTMT6plex [N-Term; K1] 1.606 1.641 1.533 5.371455193 29.48 1 1730.055138 2 873.5266113 -2.352191303 -0.002053522 56.2067732IMNTFSVVPSPK 13 5174735 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.109 1.131 1.038 3.947322607 29.45 0 1794.023563 2 889.5179443 -0.020487929 -1.82E-05 116.6514774FPGQLNADLR 32 5174735 1xTMT6plex [N-Term] 0.957 1.083 1.03 3.621227264 44.18 0 1359.758215 2 680.3844604 2.521969274 0.001714634 54.04032922LAVNMVPFPR 42 5174735 1xTMT6plex [N-Term] 0.891 0.95 0.954 3.903916836 53.24 0 1372.797243 2 686.8991699 -4.501681716 -0.003089948 73.67476694ISEQFTAMFR 53 5174735 1xTMT6plex [N-Term] 0.914 0.997 0.972 4.514603138 42.2 0 1458.761251 3 486.9259033 1.306074545 0.000635084 70.72763008YLTVAAVFR 62 5174735 1xTMT6plex [N-Term] 1.175 1.195 1.257 3.474796772 56.14 0 1268.756424 2 634.8826294 1.227965457 0.000778995 74.34126018TAVCDIPPR 196 5174735 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.128 1.12 1.089 3.421728849 41.76 0 1257.682273 2 629.3445435 -0.368094508 -0.000231473 109.2533197KLAVNMVPFPR 30 5174735 2xTMT6plex [N-Term; K1]; 1xOxidation [M6] 1.571 1.599 1.552 3.647482634 33.06 1 1746.050053 2 873.5266113 -2.352191303 -0.002053522 56.2067732NMMAACDPR 34 5174735 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.96 1.056 1.017 2.722177267 68.52 0 1294.590363 2 647.7985229 -0.458995818 -0.000297106 24.88771145ISEQFTAMFR 42 5174735 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.972 0.907 0.791 3.243584394 36.83 0 1474.756166 3 486.9259033 1.306074545 0.000635084 70.72763008LAVNMVPFPR 50 5174735 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.966 1.01 1.006 2.887725115 34.73 0 1388.792158 2 686.8991699 -4.501681716 -0.003089948 73.67476694

NMMAACDPR 49 5174735 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C6] 0.992 1.092 1.063 1.973519325 51.28 0 1310.585278 2 647.7985229 -0.458995818 -0.000297106 24.88771145IREEYPDR 12 5174735 1xTMT6plex [N-Term] 1.359 0.915 1.21 4.007592678 32.34 1 1306.69528 3 436.2367859 0.401023883 0.000174672 34.69533767NMMAACDPR 14 5174735 1xTMT6plex [N-Term]; 2xOxidation [M2; M3]; 1xCarbamidomethyl [C6] 1.998 2.417 1.012312055 39.83 0 1326.580193 2 647.7985229 -0.458995818 -0.000297106 24.88771145
FPGQLNADLRK 2 5174735 2xTMT6plex [N-Term; K11] 3.02 3.818161011 12.72 1 1717.01611 3 573.0090942 -1.968825532 -0.001126835 52.7119937737655183 NDRG1 protein NDRG1 isoform 1 10397 NP_006087.2 54.31472081 1 12 12 250 394 42.808 5.82 1.42 1.49 1.58 1.49 Significant 0.000956 YFVQGMGYMPSASMTR 10 37655183 1xTMT6plex [N-Term] 1.482 0.522 1.779 4.3777318 52.55 0 2054.96994 2 1035.985352 -0.689840292 -0.000714318 59.38557156YFVQGMGYMPSASMTR 33 37655183 1xTMT6plex [N-Term]; 1xOxidation [M] 1.404 1.372 1.596 4.432122707 61.27 0 2070.964855 2 1035.985352 -0.689840292 -0.000714318 59.38557156SHTSEGAHLDITPNSGAAGNSAGPK 14 37655183 2xTMT6plex [N-Term; K25] 1.534 1.586 1.638 7.971337795 34.67 0 2834.443318 4 709.3668213 0.754016225 0.000534304 31.10901783ISGWTQALPDMVVSHLFGKEEMQSNVEVVHTYR 6 37655183 2xTMT6plex [N-Term; K19] 1.884 4.585 1.446 8.362858772 24.11 1 4246.182939 5 850.0407715 -1.928437432 -0.0016377 105.3910845

DLEIERPMPGTHTVTLQCPALLVVGDSSPAVDAVVECNSK 2 37655183 2xTMT6plex [N-Term; K40]; 1xOxidation [M8]; 2xCarbamidomethyl [C18; C37] 5.116964817 17.4 0 4779.440747 4 1195.605469 -8.51608005 -0.010175525 85.64874879
DLEIERPMPGTHTVTLQCPALLVVGDSSPAVDAVVECNSK 8 37655183 2xTMT6plex [N-Term; K40]; 2xCarbamidomethyl [C18; C37] 100 1.686 8.249588013 8.52 0 4763.445832 4 1195.605469 -8.51608005 -0.010175525 85.64874879

QHIVNDMNPGNLHLFINAYNSR 6 37655183 1xTMT6plex [N-Term] 1.551 1.526 1.588 6.809672356 53.14 0 2796.420131 4 699.8594971 -1.420698094 -0.000993217 67.9773285TASGSSVTSLDGTR 14 37655183 1xTMT6plex [N-Term] 2.162 1.779 2.46 4.729388714 75.77 0 1567.812495 2 784.4099731 0.11155611 8.74E-05 26.94220764MADCGGLPQISQPAK 14 37655183 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 1.516 1.676 1.616 4.573207378 79.4 0 2031.076738 2 1016.04187 -0.135005054 -0.000137103 51.81518871
ISGWTQALPDMVVSHLFGK 4 37655183 2xTMT6plex [N-Term; K19] 1.601 1.33 5.69325161 55.32 0 2544.404871 3 848.8078613 1.634706183 0.001386451 112.2906575ISGWTQALPDMVVSHLFGK 8 37655183 2xTMT6plex [N-Term; K19]; 1xOxidation [M11] 1.13 1.458 2.41 4.749725342 27.92 0 2560.399786 3 848.8078613 1.634706183 0.001386451 112.2906575EMQDVDLAEVKPLVEK 22 37655183 3xTMT6plex [N-Term; K11; K16] 1.404 1.56 1.681 5.881628513 34.83 0 2530.440537 3 844.1515503 -0.173709316 -0.00014652 74.58415189EEMQSNVEVVHTYR 20 37655183 1xTMT6plex [N-Term] 1.149 1.141 1.327 6.469899178 69.37 0 1949.958841 3 650.65802 0.341278277 0.000221826 30.98347628EEMQSNVEVVHTYR 13 37655183 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.994 1.619 0.816 6.920375824 66.69 0 1965.953756 3 650.65802 0.341278277 0.000221826 30.98347628SIIGMGTGAGAYILTR 16 37655183 1xTMT6plex [N-Term] 2.441 1.886 6.073433399 62.19 0 1810.00942 3 604.0083618 0.614222891 0.000370583 72.98410422YFVQGMGYMPSASMTR 8 37655183 1xTMT6plex [N-Term]; 3xOxidation [M6; M9; M14] 1.162 1.122 1.48 3.406888008 22.73 0 2102.954685 2 1035.985352 -0.689840292 -0.000714318 59.38557156

YFVQGMGYMPSASMTR 22 37655183 1xTMT6plex [N-Term]; 2xOxidation [M] 1.799 1.205 1.483 3.739747763 48.57 0 2086.95977 2 1035.985352 -0.689840292 -0.000714318 59.38557156GNRPVILTYHDIGMNHK 2 37655183 2xTMT6plex [N-Term; K17] 1.527 5.371369839 29.86 0 2423.338189 5 485.4728394 -1.278642275 -0.000619717 43.12608364
EMQDVDLAEVKPLVEK 20 37655183 3xTMT6plex [N-Term; K11; K16]; 1xOxidation [M2] 1.397 1.268 1.397 4.858983994 15.19 0 2546.435452 3 844.1515503 -0.173709316 -0.00014652 74.58415189

MADCGGLPQISQPAK 6 37655183 2xTMT6plex [N-Term; K15]; 1xOxidation [M1]; 1xCarbamidomethyl [C4] 1.565 1.542 2.710397243 34.44 0 2047.071653 2 1016.04187 -0.135005054 -0.000137103 51.81518871
SIIGMGTGAGAYILTR 2 37655183 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.756 2.760684013 22.7 0 1826.004335 3 604.0083618 0.614222891 0.000370583 72.98410422

5174447 GNB2L1 guanine nucleotide-binding protein subunit beta-2-like 1 10399 NP_006089.1 73.50157729 1 20 20 360 317 35.055 7.69 1.11 1.19 1.09 1.13 Significant 0.00073
IIVDELKQEVISTSSK 40 5174447 3xTMT6plex [N-Term; K7; K16] 1.42 1.388 1.382 5.036784649 51.13 1 2476.484117 2 1238.742188 -2.833924899 -0.003509085 89.00778131

YWLCAATGPSIK 28 5174447 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 1.348 1.588 1.495 4.761574268 53.22 0 1825.008248 2 913.0075684 -0.212383287 -0.000193801 69.05527178
TNHIGHTGYLNTVTVSPDGSLCASGGK 8 5174447 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C22] 0.98 1.257 1.04 7.7985425 45.39 0 3201.636281 3 1067.880859 -2.578639257 -0.002751955 47.68123946

FSPNSSNPIIVSCGWDK 9 5174447 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C13] 1.411 1.422 1.107 5.245751858 41.41 0 2366.221488 3 789.4122925 0.353543153 0.000278854 73.17420367
AEPPQCTSLAWSADGQTLFAGYTDNLVR 51 5174447 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.182 1.193 1.269 6.66575861 88.49 0 3297.604757 3 1099.868774 -3.938227523 -0.004328906 88.27851131HLYTLDGGDIINALCFSPNR 6 5174447 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 2.221 2.923 1.781 6.423622608 42.42 0 2505.275759 3 835.7636719 0.280809407 0.000234502 80.00309962YTVQDESHSEWVSCVR 17 5174447 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.289 1.246 1.244 6.705851078 55.72 0 2211.033797 3 737.6818237 -1.302299674 -0.00095981 40.37399247DVLSVAFSSDNR 24 5174447 1xTMT6plex [N-Term] 1.222 1.183 1.15 4.619602203 63.82 0 1538.801202 3 513.6049805 -0.528803688 -0.000271241 64.45029318LWDLTTGTTTR 12 5174447 1xTMT6plex [N-Term] 1.034 1.148 1.101 4.386679649 30.59 0 1493.816124 2 747.4113159 -0.514450239 -0.000384247 57.42318656
FSPNSSNPIIVSCGWDKLVKVWNLANCK 4 5174447 4xTMT6plex [N-Term; K17; K20; K28]; 2xCarbamidomethyl [C13; C27] 100 6.822629929 25.61 2 4150.275163 4 1038.32666 2.324601291 0.002411934 111.9682297

DETNYGIPQR 17 5174447 1xTMT6plex [N-Term] 1.202 0.994 1.166 4.083868027 33.51 0 1421.722223 2 711.3638306 -1.293387103 -0.000919419 26.65529266DGQAMLWDLNEGK 10 5174447 2xTMT6plex [N-Term; K13]; 1xOxidation [M5] 1.265 0.919 1.009 3.627566099 59.32 0 1950.999533 2 976.0062256 2.891390684 0.002820551 56.71726767VWQVTIGTR 26 5174447 1xTMT6plex [N-Term] 0.8 0.878 1.025 3.12673831 33.69 0 1288.757487 2 644.8822021 -0.278642901 -0.000179552 53.83299573LWNTLGVCK 16 5174447 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.22 1.25 0.952 3.792292595 35.39 0 1548.897241 2 774.9512939 -1.245756868 -0.000964775 67.16974848
QEVISTSSK 16 5174447 2xTMT6plex [N-Term; K9] 0.853 0.771 0.875 3.457411528 46.18 0 1436.83608 2 718.9211426 -0.74568962 -0.000535717 29.45226349DKTIIMWK 18 5174447 3xTMT6plex [N-Term; K2; K8] 1.481 1.434 1.694 4.478925705 14.47 1 1722.05911 3 574.6912842 0.109972452 6.31E-05 62.38776713

VWNLANCK 18 5174447 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.28 1.284 1.231 3.662157059 39.96 0 1462.824076 2 731.9161377 0.63086918 0.000461425 57.31736192
IIVDELK 14 5174447 2xTMT6plex [N-Term; K7] 0.743 0.852 0.683 3.306590557 32.7 0 1287.82881 2 644.4173584 -1.063575465 -0.000684852 63.00930939QIVSGSR 4 5174447 1xTMT6plex [N-Term] 1.214 1.049 2.806324244 33.25 0 975.5784599 2 488.2926331 -0.482172104 -0.000235198 23.59869453IWDLEGK 20 5174447 2xTMT6plex [N-Term; K7] 1.032 1.061 1.04 2.960929632 27.34 0 1318.777109 2 659.8922119 0.029222622 1.93E-05 116.8230123

DKTIIMWK 2 5174447 3xTMT6plex [N-Term; K2; K8]; 1xOxidation [M6] 1.312 2.045982838 4.78 1 1738.054025 3 574.6912842 0.109972452 6.31E-05 62.3877671352426743 LUC7L3 luc7-like protein 3 51747 NP_006098.2 31.71296296 1 13 13 66 432 51.435 9.79 1.18 1.14 1.18 1.17 Significant 0.000131 STTSTIESFAAQEK 10 52426743 2xTMT6plex [N-Term; K14] 1.369 1.146 1.234 4.693798542 47.75 0 1958.048257 2 979.5261841 -1.616791581 -0.001582878 55.00668453YLQSLLAEVER 6 52426743 1xTMT6plex [N-Term] 1.121 1.133 1.396 4.284876823 58.07 0 1549.878724 2 775.4425659 -0.560517445 -0.000434367 90.77519765LALSQNQQSSGAAGPTGK 6 52426743 2xTMT6plex [N-Term; K18] 1.178 1.086 1.136 4.572446346 49.31 0 2173.197715 3 725.0696411 -1.539353798 -0.001115107 41.78920627IDVLLQQIEELGSEGK 4 52426743 2xTMT6plex [N-Term; K16] 0.852 0.75 5.11591053 42.77 0 2229.274234 3 743.7629395 0.013788961 1.02E-05 112.5572706EKQSEDTNTESK 5 52426743 3xTMT6plex [N-Term; K2; K12] 2.304 2.073 0.692 4.21127224 26.93 1 2083.112204 3 695.0419922 -0.374548956 -0.000260076 17.34902763QSEDTNTESK 2 52426743 2xTMT6plex [N-Term; K10] 0.609 2.915892363 43.05 0 1596.811716 2 798.9075928 -2.383902302 -0.001903322 16.52520686VEEAQGMMK 4 52426743 2xTMT6plex [N-Term; K9] 0.853 0.937 3.899973631 41.4 0 1480.790392 2 740.899292 0.618044512 0.000457597 39.26816001
YYLCGFCPAELFTNTR 7 52426743 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C7] 1.631 100 100 2.514970779 10.43 0 2241.067012 2 1121.03418 -2.645795493 -0.002964703 93.17027485

ATVEELK 6 52426743 2xTMT6plex [N-Term; K7] 1.007 0.936 0.896 3.225355864 34.5 0 1247.761124 2 624.383728 -0.757200472 -0.000472403 51.29983412VDDHLMGK 6 52426743 2xTMT6plex [N-Term; K8] 1.262 1.22 1.192 2.552019596 17.24 0 1372.765892 3 458.2614746 2.898198555 0.001326183 34.91491237
SDLGPCEK 6 52426743 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.376 1.337 1.236 3.429212093 25.95 0 1363.729172 2 682.3683472 0.179849447 0.000122633 27.27934027

LVEQLKEER 2 52426743 2xTMT6plex [N-Term; K6] 1.119 2.060299397 9.82 1 1601.962677 2 801.4846802 -0.370600667 -0.000296844 43.36967379TEEPDRDER 2 52426743 1xTMT6plex [N-Term] 100 3.197354555 6.87 1 1375.665102 3 459.2260437 -1.108203211 -0.000508172 14.521016220070220 PRMT5 protein arginine N-methyltransferase 5 isoform a 10419 NP_006100.2 43.95604396 1 23 23 162 637 72.638 6.29 0.94 0.91 0.92 0.92 Significant 0.0000912
VPEEEKDTNVQVLMVLGAGR 6 20070220 2xTMT6plex [N-Term; K6] 0.954 0.917 0.889 5.410999298 25.12 1 2642.458757 3 881.4912109 0.121963115 0.000107428 75.37964625DDGVSIPGEYTSFLAPISSSK 8 20070220 2xTMT6plex [N-Term; K21] 0.611 0.709 0.844 5.203075886 38.38 0 2628.380884 3 876.7973633 -1.273592526 -0.001115829 85.30779592

DLNCVPEIADTLGAVAK 18 20070220 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C4] 1.151 0.912 0.905 4.476800442 50.6 0 2244.23099 2 1122.615234 -3.474490833 -0.00389878 85.09333469
DDIIENAPTTHTEEYSGEEK 6 20070220 2xTMT6plex [N-Term; K20] 0.885 0.665 0.696 5.753565311 49.66 0 2736.32522 3 912.7827148 3.059475968 0.002790574 39.40985372

KVWYEWAVTAPVCSAIHNPTGR 6 20070220 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C13] 1.021 1.099 0.97 8.043109894 42.34 1 3000.591837 4 750.9024658 -1.267752815 -0.000951002 74.81901551
AAILPTSIFLTNK 24 20070220 2xTMT6plex [N-Term; K13] 0.929 0.873 0.925 4.704209328 70.84 0 1847.140642 2 924.0739746 0.016722468 1.54E-05 93.00581232QGFDFLCMPVFHPR 6 20070220 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.756 0.948 100 4.906114101 37.82 0 1979.98216 3 660.6663208 1.135844751 0.000749651 86.19211788

GYEDYLQSPLQPLMDNLESQTYEVFEKDPIK 2 20070220 3xTMT6plex [N-Term; K27; K31]; 1xOxidation [M14] 0.736 4.407626152 13.08 1 4393.240446 4 1099.066406 0.762241457 0.000837178 103.0466862
LHNFHQLSAPQPCFTFSHPNR 2 20070220 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.069 5.776424408 23.38 0 2764.372788 5 553.6800537 -0.588015958 -0.000325099 50.2055612YSQYQQAIYK 10 20070220 2xTMT6plex [N-Term; K10] 0.917 0.974 0.865 4.505906105 44.28 0 1749.957592 2 875.4819946 -0.502516285 -0.000439691 46.34517798GPLVNASLR 4 20070220 1xTMT6plex [N-Term] 0.789 0.998 3.155385733 36.4 0 1155.704723 2 578.3560791 0.137243642 7.93E-05 41.17018341DWNTLIVGK 10 20070220 2xTMT6plex [N-Term; K9] 0.979 0.938 0.955 3.597298622 38.23 0 1503.893535 2 752.447876 -3.364591147 -0.002529993 66.62032601KGFPVLSK 2 20070220 3xTMT6plex [N-Term; K1; K8] 0.906 3.829562902 13.58 1 1563.023711 3 521.6793823 -0.074866007 -3.90E-05 55.59920685AAILPTSIFLTNKK 4 20070220 3xTMT6plex [N-Term; K13; K14] 1.595 1.708 3.694591284 8.54 1 2204.398537 3 735.4702759 -1.026258747 -0.000754094 86.01835089EFIQEPAK 10 20070220 2xTMT6plex [N-Term; K8] 0.94 0.949 0.831 3.580449104 43.39 0 1419.824787 2 710.4152832 -1.05456234 -0.000748647 44.21355942VPLVAPEDLR 6 20070220 1xTMT6plex [N-Term] 0.806 1.01 0.842 3.051549196 25.04 0 1337.799017 2 669.402771 -0.561981137 -0.000375909 58.96682992DPMIDNNR 2 20070220 1xTMT6plex [N-Term] 0.964 2.598456621 26.7 0 1203.598937 2 602.3030396 -0.1119546 -6.74E-05 22.58235213LSPWIRPDSK 6 20070220 2xTMT6plex [N-Term; K10] 0.878 0.895 0.747 3.578896999 10.23 0 1656.983747 3 552.9984131 -1.847478705 -0.001020414 62.03879648GFPVLSK 4 20070220 2xTMT6plex [N-Term; K7] 1.009 0.993 2.49965477 25.08 0 1205.765816 2 603.3860474 -0.82741891 -0.000498837 59.49567559EGQTICVR 6 20070220 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.028 1.018 0.969 2.524032831 16.1 0 1191.635323 2 596.3244019 5.206316746 0.003102015 30.68546461

TLCDYSK 6 20070220 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.206 1.063 1.123 2.89250803 28.14 0 1344.723359 2 672.8654785 0.23915049 0.000160796 33.82602488
EWVAPEK 8 20070220 2xTMT6plex [N-Term; K7] 0.978 1.226 0.945 2.539899826 31.05 0 1316.761459 2 658.8838501 -0.786045704 -0.000517517 44.0078332WLGEPIK 6 20070220 2xTMT6plex [N-Term; K7] 0.81 0.85 0.867 2.29853797 19.03 0 1300.80293 2 650.9047241 -0.582646145 -0.000378954 58.31406121167614485 ACAA2 3-ketoacyl-CoA thiolase, mitochondrial 10449 NP_006102.2 55.16372796 1 14 14 87 397 41.898 8.09 0.73 0.72 0.81 0.75 Significant 0.00143 AANDAGYFNDEMAPIEVK 6 167614485 2xTMT6plex [N-Term; K18] 0.674 0.673 0.828 4.701099873 37.41 0 2413.210982 3 805.0739136 -1.572459835 -0.001264892 65.92298018DGTVTAGNASGVADGAGAVIIASEDAVK 2 167614485 2xTMT6plex [N-Term; K28] 0.933 7.036131382 73.38 0 2974.573329 3 992.1951294 -0.838482071 -0.000831375 75.78142421

IVGYFVSGCDPSIMGIGPVPAISGALK 12 167614485 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C9] 0.593 0.633 0.794 5.763165474 58.92 0 3163.72997 4 791.6866455 -1.64935339 -0.001304527 111.2385247
DFTATDLSEFAAK 2 167614485 2xTMT6plex [N-Term; K13] 0.723 5.769685745 77.55 0 1873.994765 2 937.5019531 0.994864038 0.000932185 69.01225181LEDSLWVSLTDQHVQLPMAMTAENLAVK 6 167614485 2xTMT6plex [N-Term; K28] 0.688 0.849 6.657933235 41.17 0 3597.906096 4 900.2307129 -1.410389089 -0.001268612 108.7950613VSPETVDSVIMGNVLQSSSDAIYLAR 10 167614485 1xTMT6plex [N-Term] 0.569 1.064 7.620417118 58.5 0 2980.549867 3 999.5240479 4.274227691 0.004269305 93.09565473VSPETVDSVIMGNVLQSSSDAIYLAR 4 167614485 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.507 1.219 6.470538616 60.92 0 2996.544782 3 999.5240479 4.274227691 0.004269305 93.09565473QTMQVDEHARPQTTLEQLQK 4 167614485 2xTMT6plex [N-Term; K20] 0.814 1.056 4.775227547 15.09 0 2839.513646 4 710.6317139 -3.035978102 -0.002155175 43.95903384TPFGAYGGLLK 8 167614485 2xTMT6plex [N-Term; K11] 0.846 0.827 0.803 3.896746159 58.53 0 1581.940485 2 791.473938 0.071972722 5.69E-05 72.69864798ITAHLVHELR 6 167614485 1xTMT6plex [N-Term] 0.894 0.713 4.60912466 38.45 0 1417.847699 3 473.2871094 -0.651575624 -0.000307945 49.67156849EECDKYALQSQQR 7 167614485 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C3] 0.989 1.77 0.953 3.250421524 4.37 1 2113.074823 3 705.0298462 0.076601272 5.40E-05 26.82047726

GVFVVAAK 6 167614485 2xTMT6plex [N-Term; K8] 0.699 0.692 0.739 3.417524338 50.61 0 1248.808015 2 624.9070435 -0.964628608 -0.000602318 56.85544791SLDLDISK 6 167614485 2xTMT6plex [N-Term; K8] 0.743 0.733 0.761 3.401867151 38.7 0 1348.808803 2 674.90802 -0.029085618 -1.96E-05 59.66232376ETPALTINR 6 167614485 1xTMT6plex [N-Term] 0.728 0.727 0.735 3.631500006 32.5 0 1243.720767 2 622.3640747 0.085150996 5.30E-05 34.76294273YALQSQQR 2 167614485 1xTMT6plex [N-Term] 0.9 2.562020779 2.35 0 1222.674151 2 611.8397827 -1.523112524 -0.000931135 22.47054997
5174703 TAB1 TGF-beta-activated kinase 1 and MAP3K7-binding protein 1 isoform alpha 10454 NP_006107.1 11.70634921 1 4 4 16 504 54.61 5.52 1.15 1.11 1.04 1.1 Significant 0.000853

VLLQAFDVVER 6 5174703 1xTMT6plex [N-Term] 1.168 1.059 1.008 3.882615566 52.4 0 1517.888895 2 759.4472656 -1.080527044 -0.00082006 87.91411506ALEAAHGPGQANQEIAAMIDTEFAK 2 5174703 2xTMT6plex [N-Term; K25] 1.18 6.170909405 34.66 0 3041.57664 3 1014.529297 -1.085954881 -0.001101005 88.50342802SFLESIDDALAEK 6 5174703 2xTMT6plex [N-Term; K13] 1.134 1.182 1.07 4.781124592 36.3 0 1896.03663 3 632.6820068 -2.72293378 -0.001720927 89.8417899LSQLGLDAGK 2 5174703 2xTMT6plex [N-Term; K10] 0.872 3.148781776 29.62 0 1459.88845 2 730.4481812 0.435488539 0.000317882 55.6712246513435356 HAX1 HCLS1-associated protein X-1 isoform a 10456 NP_006109.2 23.65591398 1 4 4 19 279 31.601 4.92 0.95 1.02 0.87 0.95 Significant 0.00209 FHDNFGFDDLVR 4 13435356 1xTMT6plex [N-Term] 1.117 1.112 3.419783354 14.76 0 1710.843735 3 570.9538574 1.919296051 0.001094539 62.7812035IFGGVLESDAR 6 13435356 1xTMT6plex [N-Term] 0.86 0.897 0.839 3.640194893 19.43 0 1392.768445 2 696.887207 -0.939034413 -0.000653929 61.59271795DFNSIFSDMGAWTLPSHPPELPGPESETPGER 7 13435356 1xTMT6plex [N-Term] 100 0.729 3.548455954 16.48 0 3726.758356 3 1242.925903 1.288095572 0.00160014 99.6959869ITKPDGIVEER 2 13435356 2xTMT6plex [N-Term; K3] 1.488 2.40052557 12.53 0 1715.010356 3 572.3416748 0.067249776 3.84E-05 53.51799184119395750 KRT1 keratin, type II cytoskeletal 1 3848 NP_006112.3 38.66459627 1 21 27 317 644 65.999 8.12 0.66 0.75 0.7 0.7 Significant 0.00137 LNDLEDALQQAK 14 119395750 2xTMT6plex [N-Term; K12] 0.572 0.666 0.573 4.78008604 44.88 0 1816.021649 3 606.0098877 -3.600664159 -0.002179628 71.59661928WELLQQVDTSTR 13 119395750 1xTMT6plex [N-Term] 0.739 0.708 0.707 3.653637886 42.6 0 1704.911815 2 852.9581299 -1.660938912 -0.001415877 67.9185988FLEQQNQVLQTK 8 119395750 2xTMT6plex [N-Term; K12] 0.674 0.856 0.761 5.381984234 63.66 0 1934.111132 2 967.5591431 -0.063547117 -6.15E-05 57.60822432THNLEPYFESFINNLR 6 119395750 1xTMT6plex [N-Term] 0.663 0.885 5.511219025 37.44 0 2223.139583 3 741.7182617 0.291977281 0.000216369 88.86158868TNAENEFVTIK 6 119395750 2xTMT6plex [N-Term; K11] 0.619 0.701 0.773 4.05924654 54.18 0 1723.963071 2 862.484375 -0.926876002 -0.00079895 52.69463359
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SLDLDSIIAEVK 36 119395750 2xTMT6plex [N-Term; K12] 0.5 0.672 0.57 5.661313534 84.12 0 1761.040987 2 881.024231 0.112481234 9.90E-05 94.97959313LALDLEIATYR 22 119395750 1xTMT6plex [N-Term] 0.657 0.681 0.445 3.899409294 38.34 0 1506.87291 2 753.937439 -3.52319713 -0.002654505 79.75889142GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR 6 119395750 1xTMT6plex [N-Term] 0.926 1.023 10.35037041 93.14 0 2613.114777 3 871.7091064 -0.769646278 -0.000670391 17.61606122GSGGGSSGGSIGGR 8 119395750 1xTMT6plex [N-Term] 2.805 0.9 1.231 5.209787846 103.29 0 1321.665771 2 661.3362427 -0.425507303 -0.000281189 15.45371291AEAESLYQSK 10 119395750 2xTMT6plex [N-Term; K10] 0.536 0.643 0.399 4.729983807 51.95 0 1583.868108 2 792.4378662 0.219388138 0.000173741 37.95520964QISNLQQSISDAEQR 6 119395750 1xTMT6plex [N-Term] 0.861 0.8 0.814 4.381955147 31.57 0 1946.014048 3 649.3425293 -0.520710205 -0.00033777 49.40358797YEELQITAGR 24 119395750 1xTMT6plex [N-Term] 0.328 0.421 0.326 3.393098593 43.59 0 1408.76336 2 704.8843994 -1.304471657 -0.000918846 40.74891898TNAENEFVTIKK 2 119395750 3xTMT6plex [N-Term; K11; K12] 2.379 3.624684095 24.99 1 2081.220966 3 694.4119873 0.212579092 0.000147475 52.0897297SKAEAESLYQSK 6 119395750 3xTMT6plex [N-Term; K2; K12] 1.007 0.972 0.824 3.547411919 15.83 1 2028.158032 3 676.7228394 -2.005175894 -0.001355605 43.08290411SLVNLGGSK 6 119395750 2xTMT6plex [N-Term; K9] 0.653 0.82 0.585 3.803342581 39.37 0 1332.825121 2 666.9152222 -1.465859272 -0.000976867 48.58251269TLLEGEESR 10 119395750 1xTMT6plex [N-Term] 0.808 0.736 0.787 3.875526667 44.4 0 1262.678962 2 631.8410034 -3.35111631 -0.002115692 28.30318582DVDGAYMTK 6 119395750 2xTMT6plex [N-Term; K9] 0.833 0.798 0.7 3.909700632 43.51 0 1457.771037 2 729.3893433 0.255858724 0.000186492 49.55424666KDVDGAYMTK 3 119395750 3xTMT6plex [N-Term; K1; K10] 0.73 0.849 4.530799389 16.44 1 1815.028932 3 605.6810303 -0.217247054 -0.000131437 37.30817087AQYEDIAQK 13 119395750 2xTMT6plex [N-Term; K9] 0.731 0.913 0.7 4.564806461 47.09 0 1523.846979 2 762.4268188 -0.405503109 -0.000308962 37.56422974NKYEDEINKR 51 119395750 3xTMT6plex [N-Term; K2; K9] 0.789 0.827 0.841 3.932568789 30.67 2 1996.14305 2 998.5755005 0.337674478 0.000337023 27.71776951IEISELNR 6 119395750 1xTMT6plex [N-Term] 0.77 1.185 1.188 3.279381752 35.24 0 1202.694218 2 601.8505859 -0.268185375 -0.000161272 57.24829333DYQELMNTK 2 119395750 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 0.971 1.92105794 32.66 0 1615.840179 2 808.4223022 -1.764746198 -0.001425774 34.2261882SISISVAR 4 119395750 1xTMT6plex [N-Term] 0.783 0.792 2.913830996 19.47 0 1061.651625 2 531.3296509 0.377099044 0.000200174 38.45740896YEDEINKR 48 119395750 2xTMT6plex [N-Term; K7] 0.579 0.58 0.652 3.575144291 19.31 1 1524.842228 3 508.9519958 -0.520493961 -0.000264557 24.23906557SEIDNVK 8 119395750 2xTMT6plex [N-Term; K7] 0.558 0.437 0.507 2.775575161 25.26 0 1262.735638 2 631.871521 0.101068017 6.38E-05 29.26649093SEIDNVKK 3 119395750 3xTMT6plex [N-Term; K7; K8] 0.688 0.981 0.916 1.583651662 1 1619.993533 3 540.6690674 -0.545564871 -0.000294604 31.88484878THNLEPYFESFINNLRR 1 119395750 1xTMT6plex [N-Term] 1.462 1.172943354 1 2379.240694 4 595.5658569 0.379992818 0.000226024 86.809585435453579 BMP1 bone morphogenetic protein 1 isoform 3 precursor 649 NP_006120.1 1.014198783 1 1 1 6 986 111.178 6.9 0.88 1.1 0.92 0.97 Significant 0.00486
GIFLDTIVPK 6 5453579 2xTMT6plex [N-Term; K10] 0.881 1.098 0.923 2.931179285 37.44 0 1560.976537 2 780.9912109 -0.891361892 -0.000695697 84.897181845453597 CAPZA1 F-actin-capping protein subunit alpha-1 829 NP_006126.1 64.68531469 1 10 12 191 286 32.902 5.69 0.93 0.94 0.95 0.94 Significant 0.0000377 DVQDSLTVSNEAQTAK 20 5453597 2xTMT6plex [N-Term; K16] 0.872 0.928 0.791 6.399311066 88.46 0 2164.149762 2 1082.579224 0.650844803 0.000704263 42.96708144EASDPQPEEADGGLK 12 5453597 2xTMT6plex [N-Term; K15] 0.824 0.86 0.896 4.534691811 60.15 0 2001.017685 2 1001.012207 -0.273844406 -0.000273984 31.27284941

TIDGQQTIIACIESHQFQPK 12 5453597 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C11] 1.053 1.161 1.14 7.487121582 61.64 0 2772.47547 4 693.8772583 4.231984467 0.002933268 72.38632395FITHAPPGEFNEVFNDVR 20 5453597 1xTMT6plex [N-Term] 0.825 0.884 0.884 5.620277882 57.11 0 2318.176697 3 773.3961792 -1.169972224 -0.000904067 73.60159114EGAAHAFAQYNMDQFTPVK 8 5453597 2xTMT6plex [N-Term; K19]; 1xOxidation [M12] 0.624 0.749 0.705 5.416467667 40.39 0 2599.301529 3 861.7728271 -1.039619019 -0.000895218 64.07167993EGAAHAFAQYNMDQFTPVK 8 5453597 2xTMT6plex [N-Term; K19] 0.925 0.788 0.759 6.072418213 40.73 0 2583.306614 3 861.7728271 -1.039619019 -0.000895218 64.07167993FTITPPTAQVVGVLK 34 5453597 2xTMT6plex [N-Term; K15] 1.094 1.057 1.089 4.709328175 58.79 0 2029.246169 2 1015.126404 -0.314566474 -0.000319166 89.51709603IEGYEDQVLITEHGDLGNSR 12 5453597 1xTMT6plex [N-Term] 0.766 0.881 0.839 6.279988766 52.26 0 2474.236062 3 825.4168091 -0.07586742 -6.26E-05 56.49060732IQVHYYEDGNVQLVSHK 10 5453597 2xTMT6plex [N-Term; K17] 0.94 0.951 0.835 5.533833981 32.1 0 2487.339629 4 622.5901489 -0.346847236 -0.000215682 61.43437048KEASDPQPEEADGGLK 12 5453597 3xTMT6plex [N-Term; K1; K16] 1.055 0.953 1.204 5.434059143 32.93 1 2358.27558 3 786.7625122 -1.101227917 -0.000865666 31.67913077IIENAENEYQTAISENYQTMSDTTFK 2 5453597 2xTMT6plex [N-Term; K26]; 1xOxidation [M20] 0.759 5.345944405 43.86 0 3514.69358 3 1166.904419 0.010948624 1.28E-05 86.13863098IIENAENEYQTAISENYQTMSDTTFK 21 5453597 2xTMT6plex [N-Term; K26] 0.892 0.895 0.789 6.56797123 62.19 0 3498.698665 3 1166.904419 0.010948624 1.28E-05 86.13863098LLLNNDNLLR 14 5453597 1xTMT6plex [N-Term] 0.941 0.864 0.88 3.584969044 62.29 0 1426.857929 2 713.9317017 -1.263124836 -0.00090115 64.35816758ESCDSALR 6 5453597 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.942 1.408 1.318 2.605274439 33.52 0 1166.567303 2 583.7874756 0.318457301 0.000185751 18.015388065453599 CAPZA2 F-actin-capping protein subunit alpha-2 830 NP_006127.1 58.04195804 1 8 10 102 286 32.929 5.85 0.89 0.96 0.89 0.91 Significant 0.000652 EATDPRPCEVENAVESWR 6 5453599 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.06 0.968 0.884 3.930689096 22.7 0 2374.129489 3 792.046875 -1.439184348 -0.001138937 51.69387349FIIHAPPGEFNEVFNDVR 10 5453599 1xTMT6plex [N-Term] 0.906 0.88 0.942 5.033098221 50.63 0 2330.213082 3 777.4087524 -0.591360418 -0.000459332 80.71718094IVEAAENEYQTAISENYQTMSDTTFK 14 5453599 2xTMT6plex [N-Term; K26] 1.021 1.003 0.953 6.030720711 66.75 0 3441.677202 3 1147.897461 0.182461185 0.000209324 91.70079118IQVHYYEDGNVQLVSHK 10 5453599 2xTMT6plex [N-Term; K17] 0.94 0.951 0.835 5.533833981 32.1 0 2487.339629 4 622.5901489 -0.346847236 -0.000215682 61.43437048EGAAHAFAQYNLDQFTPVK 8 5453599 2xTMT6plex [N-Term; K19] 0.663 0.723 0.42 6.110753536 50.52 0 2565.350193 3 855.7876587 -0.690114662 -0.000590129 67.46702588
IDGQQTIIACIESHQFQAK 4 5453599 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C10] 0.898 0.808 6.65607357 71.6 0 2645.412142 3 882.4724121 -3.575511628 -0.003152901 75.08691865

DIQDSLTVSNEVQTAK 10 5453599 2xTMT6plex [N-Term; K16] 0.922 0.928 0.933 4.711215973 40.84 0 2206.196712 2 1103.600464 -1.387539746 -0.001530593 53.45877121FTITPSTTQVVGILK 20 5453599 2xTMT6plex [N-Term; K15] 1.06 1.133 0.999 4.934836864 67.89 0 2063.251649 2 1032.129517 0.052341228 5.40E-05 88.07804002LLLNNDNLLR 14 5453599 1xTMT6plex [N-Term] 0.941 0.864 0.88 3.584969044 62.29 0 1426.857929 2 713.9317017 -1.263124836 -0.00090115 64.35816758TSVETALR 6 5453599 1xTMT6plex [N-Term] 0.706 0.758 0.647 2.993700027 34.62 0 1105.641454 2 553.3244019 0.066116314 3.66E-05 29.784398535453634 DYNC1LI2 cytoplasmic dynein 1 light intermediate chain 2 isoform 1 1783 NP_006132.1 38.82113821 1 12 13 75 492 54.066 6.38 0.99 0.99 1.02 1 Significant 0.0001
GPLTSGSDEENVALPLGDNVLTHNLGIPVLVVCTK 8 5453634 2xTMT6plex [N-Term; K35]; 1xCarbamidomethyl [C33] 1.516 1.925 7.92718935 59.24 0 4087.214951 4 1022.557556 -1.604168291 -0.001639145 107.4837541

NILVFGEDGSGK 6 5453634 2xTMT6plex [N-Term; K12] 1.04 0.906 0.976 4.079944134 42.38 0 1693.952507 2 847.4794922 -0.471598228 -0.000399433 62.33225675GGPASVPSSSPGTSVK 12 5453634 2xTMT6plex [N-Term; K16] 0.87 1.017 0.967 4.65225029 64.99 0 1873.043112 2 937.0246582 -0.572663674 -0.000536312 34.007044KTGSPGSPGAGGVQSTAK 6 5453634 3xTMT6plex [N-Term; K1; K18] 1.195 1.149 1.254 7.368905067 47.87 1 2274.30207 3 758.7718506 -0.471116921 -0.000357154 27.19839611
CNVWILDGDLYHK 6 5453634 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C1] 1.407 1.157 1.229 4.269913197 48.45 0 2091.109753 3 697.7050171 -4.425640719 -0.003084833 72.05417923TVLSNVQEELDR 7 5453634 1xTMT6plex [N-Term] 1.028 0.962 1.389 4.862803459 58.42 0 1631.88018 2 816.4424438 -1.57446283 -0.001284667 57.50089259IAILHENFTTVKPEDAYEDFIVKPPVR 4 5453634 3xTMT6plex [N-Term; K12; K23] 1.254 0.869 9.315907478 22.45 0 3829.150708 5 766.6345825 -1.802358505 -0.0013803 86.39791201ELAAEDEQVFLMK 2 5453634 2xTMT6plex [N-Term; K13] 0.967 3.797677755 35.86 0 1981.071635 3 661.0269165 -2.745528321 -0.001813029 73.90198375DAVFIPAGWDNEK 8 5453634 2xTMT6plex [N-Term; K13] 0.895 0.925 0.965 3.539478779 35.43 0 1920.026734 2 960.5166626 -0.357049553 -0.000342772 69.32526899TGSPGSPGAGGVQSTAK 6 5453634 2xTMT6plex [N-Term; K17] 0.94 0.921 1.393 3.626035452 64.75 0 1917.044175 2 959.0244141 -1.368515673 -0.001311753 24.89347664EHDYRDEHLDFIQSHLR 2 5453634 1xTMT6plex [N-Term] 1.151 4.03556776 17.23 1 2439.200285 6 407.372467 -0.765141722 -0.000311056 40.12225974NLDLLYK 6 5453634 2xTMT6plex [N-Term; K7] 0.979 0.976 0.889 3.091344833 35.98 0 1336.824059 2 668.9160767 0.611786051 0.000408925 63.01240488LQGAEHGK 2 5453634 2xTMT6plex [N-Term; K8] 0.945 2.776262999 9.91 0 1297.762856 3 433.2593384 0.467193768 0.000202102 22.766974575454052 SFN 14-3-3 protein sigma 2810 NP_006133.1 75 1 18 22 1359 248 27.757 4.74 0.78 0.8 0.82 0.8 Significant 0.000208 GAVEKGEELSCEER 35 5454052 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C11] 0.94 1.21 1.158 4.243145943 41.39 1 2051.04794 2 1026.027222 -0.377007582 -0.00038663 30.91579326

DNLTLWTADNAGEEGGEAPQEPQS 84 5454052 1xTMT6plex [N-Term] 0.705 0.806 0.784 5.22047472 66.81 0 2758.264127 3 920.0923462 -0.595093764 -0.000547142 63.01715481
EKVETELQGVCDTVLGLLDSHLIK 16 5454052 3xTMT6plex [N-Term; K2; K24]; 1xCarbamidomethyl [C11] 1.333 1.127 1.281 8.932826042 52.1 1 3383.906304 4 846.7318115 -0.262234285 -0.000221844 110.3961711

VETELQGVCDTVLGLLDSHLIK 51 5454052 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C9] 0.873 0.725 0.92 6.915240288 66.35 0 2897.605816 3 966.5389404 -1.224314542 -0.001182527 112.6857081
SNEEGSEEKGPEVR 37 5454052 2xTMT6plex [N-Term; K9] 0.875 0.815 0.972 5.259476662 44.79 1 2005.023833 2 1003.015198 -0.356365932 -0.000357261 18.65331164YLAEVATGDDK 62 5454052 2xTMT6plex [N-Term; K11] 0.721 0.745 0.728 4.667168617 60.7 0 1639.894323 2 820.4508057 0.007115169 5.83E-06 49.79928685TTFDEAMADLHTLSEDSYK 71 5454052 2xTMT6plex [N-Term; K19]; 1xOxidation [M7] 0.783 0.822 0.789 6.227930069 63.87 0 2648.280184 2 1316.642456 -2.900008868 -0.003816825 87.73051849TTFDEAMADLHTLSEDSYK 87 5454052 2xTMT6plex [N-Term; K19] 0.714 0.74 0.742 6.614213467 71.09 0 2632.285269 2 1316.642456 -2.900008868 -0.003816825 87.73051849SAYQEAMDISKK 16 5454052 3xTMT6plex [N-Term; K11; K12] 2.754 1.858 1.512 4.702989578 30.7 1 2058.150838 3 686.722168 0.540711706 0.000370955 46.43744641SAYQEAMDISK 49 5454052 2xTMT6plex [N-Term; K11] 0.713 0.674 0.699 5.067446709 66.29 0 1700.892943 2 850.9498291 -0.329971899 -0.000280623 49.58655346YLAEVATGDDKK 7 5454052 3xTMT6plex [N-Term; K11; K12] 0.765 0.782 1.075 4.890380383 25.54 1 1997.152218 3 666.3890991 0.263431739 0.000175371 51.34941388DSTLIMQLLR 92 5454052 1xTMT6plex [N-Term] 0.796 0.785 0.901 4.459618568 61.17 0 1418.823852 2 709.9118042 -5.30010935 -0.003759961 87.62341164GEELSCEER 18 5454052 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.558 0.595 0.619 4.018542767 45.85 0 1337.620461 2 669.3134766 -0.58627617 -0.000392107 18.96252566YEDMAAFMK 49 5454052 2xTMT6plex [N-Term; K9] 0.747 0.787 0.776 4.223846912 48.42 0 1563.795143 2 782.4002686 -1.203936867 -0.000941355 65.82025356DSTLIMQLLR 112 5454052 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.78 0.793 0.825 3.811157227 57.95 0 1434.818767 2 709.9118042 -5.30010935 -0.003759961 87.62341164SNEEGSEEK 12 5454052 2xTMT6plex [N-Term; K9] 0.442 0.455 0.524 3.560522795 33.82 0 1466.737488 2 733.8720093 -0.508704058 -0.000373068 16.39052169SAYQEAMDISK 68 5454052 2xTMT6plex [N-Term; K11]; 1xOxidation [M7] 0.696 0.732 0.676 3.205705166 50.61 0 1716.887858 2 850.9498291 -0.329971899 -0.000280623 49.58655346YLAEVATGDDKKR 17 5454052 3xTMT6plex [N-Term; K11; K12] 1.625 1.909 1.894 5.426948071 23.08 2 2153.253329 4 539.0690308 0.447790728 0.000241052 43.19912332NLLSVAYK 156 5454052 2xTMT6plex [N-Term; K8] 0.994 0.994 0.964 3.63379097 47.86 0 1365.850608 2 683.4296875 1.091217437 0.00074522 61.10455284VISSIEQK 182 5454052 2xTMT6plex [N-Term; K8] 0.898 0.901 0.915 3.547579527 45.66 0 1361.840437 2 681.4238892 0.047406664 3.23E-05 57.09569698YEDMAAFMK 89 5454052 2xTMT6plex [N-Term; K9]; 1xOxidation [M] 0.784 0.76 0.848 2.675876617 38.08 0 1579.790058 2 782.4002686 -1.203936867 -0.000941355 65.82025356EMPPTNPIR 59 5454052 1xTMT6plex [N-Term] 0.736 0.772 0.768 3.278503656 33.33 0 1283.697923 2 642.3514404 -1.806305505 -0.001159375 34.81209616EAGDAESR 19 5454052 1xTMT6plex [N-Term] 0.748 0.654 0.986 2.970357656 33.55 0 1063.521733 2 532.2644653 -0.074023816 -3.94E-05 13.56980736SAYQEAMDISKK 9 5454052 3xTMT6plex [N-Term; K11; K12]; 1xOxidation [M7] 2.445 2.166 1.596 2.661251783 17.02 1 2074.145753 3 686.722168 0.540711706 0.000370955 46.43744641

YEDMAAFMK 5 5454052 2xTMT6plex [N-Term; K9]; 2xOxidation [M4; M8] 0.98 0.748 1.311 2.00385046 25.08 0 1595.784973 2 782.4002686 -1.203936867 -0.000941355 65.82025356
KEMPPTNPIR 5 5454052 2xTMT6plex [N-Term; K1]; 1xOxidation [M3] 0.845 0.743 0.825 2.786781788 9.5 1 1656.950733 3 547.6569824 0.351054927 0.000192022 36.61871741KEMPPTNPIR 9 5454052 2xTMT6plex [N-Term; K1] 0.853 0.816 0.926 3.850530624 19.61 1 1640.955818 3 547.6569824 0.351054927 0.000192022 36.61871741LAEQAER 28 5454052 1xTMT6plex [N-Term] 0.934 1.007 0.844 3.004234314 35.54 0 1045.583939 2 523.2955322 -0.144719969 -7.57E-05 19.41279364NVVGGQR 6 5454052 1xTMT6plex [N-Term] 0.759 0.782 0.722 2.69703722 31.62 0 958.5631442 2 479.7850647 -0.304023236 -0.000145713 17.750930095453690 DNAJB1 dnaJ homolog subfamily B member 1 isoform 1 3337 NP_006136.1 45.58823529 1 15 16 153 340 38.02 8.63 0.96 0.98 1 0.98 Significant 0.000139

VSLEEIYSGCTK 12 5453690 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.007 1.035 0.897 4.798209667 66.23 0 1843.987572 2 922.4962158 -1.310588755 -0.001208355 61.46250974
EALCGCTVNVPTLDGR 14 5453690 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C6] 1.446 1.751 1.562 5.577510834 76.64 0 1990.988762 2 995.9985962 0.579562695 0.000576951 61.33963883

FKEIAEAYDVLSDPR 15 5453690 2xTMT6plex [N-Term; K2] 1.094 1.204 1.111 4.898981094 47.36 1 2211.206155 3 737.739563 -0.913146498 -0.000673052 79.07420461EGDQTSNNIPADIVFVLK 6 5453690 2xTMT6plex [N-Term; K18] 0.863 0.951 5.098288536 23.86 0 2418.328061 3 806.7808228 -0.060276471 -4.86E-05 96.55877334DGSDVIYPAR 6 5453690 1xTMT6plex [N-Term] 0.798 0.958 0.933 3.981880903 30.69 0 1321.694946 2 661.3508911 -0.33322624 -0.000220212 30.15898979NPFDTFFGQR 12 5453690 1xTMT6plex [N-Term] 0.932 0.909 0.946 4.277114391 35.84 0 1457.73748 2 729.3721924 -0.254781386 -0.000185702 72.73678854KVPGEGLPLPK 12 5453690 3xTMT6plex [N-Term; K1; K11] 0.874 0.965 0.989 5.298552513 29.27 1 1822.176917 2 911.5908203 -1.400942453 -0.001276382 58.11195813TVLEQVLPI 16 5453690 1xTMT6plex [N-Term] 0.903 0.909 0.919 2.901249886 68.65 0 1240.771405 2 620.8885498 -1.275424803 -0.000791255 91.3191266DKPHNIFK 16 5453690 3xTMT6plex [N-Term; K2; K8] 0.954 0.987 1 3.56927824 13.44 0 1686.030587 4 422.2624817 -1.476896212 -0.000622523 33.6823173NKEPGAEEK 5 5453690 3xTMT6plex [N-Term; K2; K9] 0.86 0.728 1.085 4.139089584 5.16 1 1688.978611 3 563.6644897 0.180646622 0.000101703 20.82688501VPGEGLPLPK 2 5453690 2xTMT6plex [N-Term; K10] 0.954 2.570777178 16.43 0 1464.919022 2 732.9616089 -2.102953485 -0.001540328 63.02461289TIPVVFK 8 5453690 2xTMT6plex [N-Term; K7] 0.955 1.016 0.965 2.693170547 35.48 0 1261.828416 2 631.4177856 -0.096170712 -6.07E-05 67.44456962ILTIEVK 6 5453690 2xTMT6plex [N-Term; K7] 1.022 0.957 1.294 3.069037437 28.67 0 1273.849545 2 637.4284058 -0.008192932 -5.22E-06 67.62319988YGEEGLK 12 5453690 2xTMT6plex [N-Term; K7] 1.016 0.881 0.932 3.009073257 28.43 0 1253.714174 2 627.3613281 0.961598764 0.000602785 31.66734349SAQEPAR 6 5453690 1xTMT6plex [N-Term] 1.033 0.966 0.935 2.475422382 29.25 0 987.5420744 2 494.2747803 0.212200452 0.000104778 98.82641159GASDEEIKR 5 5453690 2xTMT6plex [N-Term; K8] 0.854 0.809 0.802 2.879395723 11.66 1 1462.826578 3 488.2795715 -1.651980096 -0.00080552 20.792330675453700 IRF6 interferon regulatory factor 6 isoform 1 3664 NP_006138.1 48.39400428 1 18 18 249 467 53.096 5.33 0.68 0.7 0.71 0.7 Significant 0.00016 HSPQQEEENTIFK 7 5453700 2xTMT6plex [N-Term; K13] 1.025 0.632 0.62 4.903403759 24.51 0 2045.07039 3 682.3616943 0.068470901 4.67E-05 35.19023809
GKEYGQTMTVSNPQGCR 6 5453700 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C16] 0.958 0.769 1.064 6.034512997 40.15 1 2371.18987 3 791.0681152 -0.032661608 -2.58E-05 28.94366537

LKPWLVAQVDSGLYPGLIWLHR 18 5453700 2xTMT6plex [N-Term; K2] 0.825 0.811 0.816 6.910964966 50.67 0 3019.764974 4 755.6963501 -0.464804177 -0.0003509 108.6788188EYGQTMTVSNPQGCR 12 5453700 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.566 0.594 0.523 4.771427631 65.27 0 1956.910511 2 978.9571533 -1.778941528 -0.001740615 30.08650855VYWSGPCAPSLVAPNLIER 12 5453700 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.852 0.859 0.815 6.008324146 41.02 0 2358.247753 2 1179.626709 -0.683546183 -0.000805986 83.51379231MIYEMFSGDFTR 12 5453700 1xTMT6plex [N-Term] 0.676 0.788 0.823 4.954067707 51.9 0 1725.81778 2 863.4119873 -0.62692634 -0.00054098 90.35336069LFYGDLGPMPDQEELFGPVSLEQVK 20 5453700 2xTMT6plex [N-Term; K25] 0.656 0.642 0.63 5.067193031 55.59 0 3266.705923 3 1089.570801 -2.471623231 -0.002691355 108.0499288LFYGDLGPMPDQEELFGPVSLEQVK 20 5453700 2xTMT6plex [N-Term; K25]; 1xOxidation [M9] 0.44 0.757 0.831 4.300136566 54.33 0 3282.700838 3 1089.570801 -2.471623231 -0.002691355 108.0499288ILQTQESWQPMQPTPSMQLPPALPPQ 30 5453700 1xTMT6plex [N-Term] 0.976 1.638 1.848 4.256594181 37.3 0 3172.637243 3 1058.216675 -0.558363848 -0.000590495 93.28447748EFNLMYDGTK 4 5453700 2xTMT6plex [N-Term; K10] 0.617 0.517 3.962789536 44.24 0 1675.876565 2 838.4402466 -1.997758074 -0.001673998 60.22139757LILVQVIPVVAR 12 5453700 1xTMT6plex [N-Term] 0.505 0.544 0.596 3.954079151 44.26 0 1549.04025 3 517.0177612 -0.98126475 -0.000506673 101.4726044LQISTPDIKDNIVAQLK 12 5453700 3xTMT6plex [N-Term; K9; K17] 0.889 0.993 1.067 5.368737221 24.99 1 2583.568849 4 646.6478271 0.243652787 0.000157373 89.10181555YQEGVDDPDPAK 23 5453700 2xTMT6plex [N-Term; K12] 0.62 0.671 0.755 3.944722652 47.27 0 1791.916515 2 896.4634399 1.723463558 0.001544151 31.68306895FPGPEHITNEK 6 5453700 2xTMT6plex [N-Term; K11] 0.664 0.647 0.641 3.875571012 21.71 0 1726.952841 3 576.3223267 -0.23987889 -0.000138087 39.83189811AWAVETGK 10 5453700 2xTMT6plex [N-Term; K8] 0.689 0.667 0.651 3.263638258 45.73 0 1319.772358 2 660.3880615 -2.660468758 -0.001755607 44.33162827LQISTPDIK 16 5453700 2xTMT6plex [N-Term; K9] 0.596 0.607 0.608 3.580948591 29.1 0 1472.908851 2 736.9575195 -0.73905965 -0.000544284 59.41930346EVPMNPVK 12 5453700 2xTMT6plex [N-Term; K8] 0.65 0.648 0.726 2.763394594 19.77 0 1371.807029 2 686.4066162 -0.782018245 -0.000536389 44.17405004EFNLMYDGTK 6 5453700 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 0.602 0.668 0.668 2.171321392 27.66 0 1691.87148 2 838.4402466 -1.997758074 -0.001673998 60.22139757RFQIPWK 8 5453700 2xTMT6plex [N-Term; K7] 2.846 2.91 1.677 3.334908247 10.61 1 1432.882911 3 478.2990112 -0.300602785 -0.000143576 62.23053309LLDVMDR 3 5453700 1xTMT6plex [N-Term] 0.68 0.628 2.955097675 12.02 0 1090.612796 2 545.8101807 0.264299233 0.000144124 52.796175645453710 LASP1 LIM and SH3 domain protein 1 isoform a 3927 NP_006139.1 65.51724138 1 16 16 187 261 29.698 7.05 0.98 0.89 0.94 0.94 Significant 0.000772 GFSVVADTPELQR 24 5453710 1xTMT6plex [N-Term] 0.841 0.871 0.877 5.556097984 47.88 0 1647.890351 2 824.4475708 -1.508734143 -0.001243114 55.50946403RPLEQQQPHHIPTSAPVYQQPQQQPVAQSYGGYK 4 5453710 2xTMT6plex [N-Term; K34] 0.621 0.832 6.962966442 17.71 0 4344.267807 5 869.6576538 -1.989779962 -0.001728827 43.99539028MGPSGGEGMEPER 12 5453710 1xTMT6plex [N-Term] 0.715 0.686 0.626 4.60919857 45.33 0 1562.714043 2 781.8609009 0.30842355 0.000240989 26.1712803QSFTMVADTPENLR 12 5453710 1xTMT6plex [N-Term] 1.035 1.102 1.559 4.961037636 46.48 0 1837.931564 2 919.4677124 -1.858516051 -0.001707913 62.46653482MGPSGGEGMEPERR 12 5453710 1xTMT6plex [N-Term] 1.178 1.332 0.878 6.254096985 60.93 1 1718.815154 3 573.609375 -0.920616738 -0.000527457 22.2866963TGDTGMLPANYVEAI 6 5453710 1xTMT6plex [N-Term] 0.781 0.563 0.77 2.971164227 60.77 0 1780.898867 2 890.9546509 1.773384144 0.001579109 75.64692169QQSELQSQVR 14 5453710 1xTMT6plex [N-Term] 0.843 0.506 0.818 4.649217129 51.35 0 1431.775322 2 716.3920288 1.01934093 0.000729734 21.4760528EPAAPVSIQR 9 5453710 1xTMT6plex [N-Term] 0.757 0.72 0.79 3.61612916 36.18 0 1296.747316 2 648.8776855 0.600343444 0.000389247 32.71538234LKQQSELQSQVR 8 5453710 2xTMT6plex [N-Term; K2] 1.54 1.486 1.658 5.461402893 21.93 1 1902.11728 3 634.7106323 0.033280102 2.11E-05 32.97877271TQDQISNIK 8 5453710 2xTMT6plex [N-Term; K9] 1.143 0.992 0.902 3.870834112 53.96 0 1504.873528 2 752.9400024 -0.5314913 -0.000399914 34.88291508
ACFHCETCK 12 5453710 2xTMT6plex [N-Term; K9]; 3xCarbamidomethyl [C2; C5; C8] 1.783 2.132 1.776 3.93436265 31.81 0 1670.785324 2 835.895813 -0.583619824 -0.000487552 24.24711759

KPYCNAHYPK 12 5453710 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C4] 0.78 0.8 0.795 3.562054873 16.65 0 1965.098349 4 492.0303955 0.713949635 0.000350745 30.6033701DSQDGSSYR 8 5453710 1xTMT6plex [N-Term] 0.685 0.656 0.915 4.004516602 32.27 0 1243.575225 2 622.2912598 0.014555814 9.05E-06 14.94372659MGPSGGEGMEPER 4 5453710 1xTMT6plex [N-Term]; 1xOxidation [M] 0.572 0.531 2.69379735 32.57 0 1578.708958 2 781.8609009 0.30842355 0.000240989 26.1712803SAPGGGGK 6 5453710 2xTMT6plex [N-Term; K8] 0.853 0.893 0.883 2.314057589 39.63 0 1088.646429 2 544.8266602 -0.353868336 -0.000192619 18.26916225TGDTGMLPANYVEAI 6 5453710 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.169 0.828 1.027 2.687628031 27.16 0 1796.893782 2 890.9546509 1.773384144 0.001579109 75.64692169YHEEFEK 24 5453710 2xTMT6plex [N-Term; K7] 0.895 0.926 0.889 3.910070658 30.55 0 1439.757101 3 480.5907898 0.496399542 0.000238232 29.47616041IVYPTEK 6 5453710 2xTMT6plex [N-Term; K7] 0.852 0.874 0.791 2.573101521 19.26 0 1307.79751 2 654.4024048 0.017732342 1.16E-05 45.385577875453754 NCK1 cytoplasmic protein NCK1 isoform 1 4690 NP_006144.1 20.68965517 1 6 7 25 377 42.837 6.47 1.16 0.95 0.9 1 Significant 0.00624 KFSTMEELVEHYK 6 5453754 3xTMT6plex [N-Term; K1; K13] 1.138 0.806 0.856 4.270338058 22.94 1 2328.287666 4 582.8273315 -0.072687807 -4.23E-05 74.83940789GDVMDVIEKPENDPEWWK 4 5453754 3xTMT6plex [N-Term; K9; K18] 0.641 0.727 3.930482864 14.48 0 2874.495092 3 958.8347778 -1.847831962 -0.001770528 80.17727193KAPIFTSEQGEK 2 5453754 3xTMT6plex [N-Term; K1; K12] 1.028 3.737152815 16.36 1 2022.183852 3 674.7329712 0.251131576 0.000169278 42.09137437FAGNPWYYGK 2 5453754 2xTMT6plex [N-Term; K10] 0.964 3.896183252 55.49 0 1660.888784 2 830.9467773 -1.508964672 -0.001253111 63.25868071HQAEMALNER 4 5453754 1xTMT6plex [N-Term] 1.117 1.278 4.237415791 21.9 0 1427.726263 3 476.5809326 1.38800526 0.000660564 28.54626228EDELSLIK 2 5453754 2xTMT6plex [N-Term; K8] 0.824 2.47656703 20.05 0 1404.835017 2 702.9206543 -0.70143201 -0.000492698 60.09619271DTLGIGK 10 5453754 2xTMT6plex [N-Term; K7] 1.541 1.132 1.06 2.2537148 14.88 0 1161.724345 2 581.3654175 -0.677027271 -0.00039326 41.64556871105990539 NEFL neurofilament light polypeptide 4747 NP_006149.2 25.5985267 1 12 13 112 543 61.479 4.65 1.08 1.2 1.12 1.13 Significant 0.000967 SYSSSSGSLMPSLENLDLSQVAAISNDLK 6 105990539 2xTMT6plex [N-Term; K29] 100 100 4.497419834 35.87 0 3471.7929 3 1157.934692 -0.972440367 -0.001125371 104.6749696FTVLTESAAK 6 105990539 2xTMT6plex [N-Term; K10] 1.395 1.257 1.136 4.515413761 51.22 0 1524.903766 2 762.9549561 -0.741109472 -0.00056506 56.78931484RIDSLMDEISFLK 6 105990539 2xTMT6plex [N-Term; K13] 1.313 1.299 1.325 4.834554672 20.18 1 2025.145469 3 675.7194214 -0.868125214 -0.000586027 90.25621485LAAEDATNEK 2 105990539 2xTMT6plex [N-Term; K10] 1.38 3.880713224 35.6 0 1519.836808 2 760.4212036 -1.1037984 -0.000838797 30.33055844EYQDLLNVK 61 105990539 2xTMT6plex [N-Term; K9] 1.25 1.279 1.221 4.571442127 47.34 0 1579.909579 2 790.458313 -0.145504174 -0.000114942 58.70923219VHELEQQNK 6 105990539 2xTMT6plex [N-Term; K9] 1.139 1.18 1.218 4.28241539 38.45 0 1582.895326 3 528.3035278 0.444815322 0.000234699 23.58566478KGADEAALAR 6 105990539 2xTMT6plex [N-Term; K1] 1.157 1.32 1.052 3.503247976 8.5 1 1459.863298 3 487.2919312 -1.409442221 -0.000685864 25.21484767ALYEQEIR 4 105990539 1xTMT6plex [N-Term] 0.795 0.834 3.150519133 20.54 0 1250.694218 2 625.850769 0.03491336 2.18E-05 33.36945959TLEIEACR 4 105990539 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.448 0.832 2.886087418 16.51 0 1220.650639 2 610.828064 -1.464334065 -0.00089372 34.23748499EGLEETLR 2 105990539 1xTMT6plex [N-Term] 0.907 2.879646063 20.58 0 1175.646933 2 588.3275757 0.800833278 0.000470749 32.78080329FASFIER 6 105990539 1xTMT6plex [N-Term] 1.19 1.084 1.215 2.600459099 25.47 0 1098.614511 2 549.8112793 0.701732721 0.000385467 55.8317856LLEGEETR 2 105990539 1xTMT6plex [N-Term] 0.991 2.705253839 28.88 0 1175.646933 2 588.3269653 -0.237491316 -0.000139603 29.77810158VLEAELLVLR 1 105990539 1xTMT6plex [N-Term] 1.044 2.345677614 0 1383.877267 2 692.4400024 -3.280079306 -0.002269614 87.133212875453780 NFYB nuclear transcription factor Y subunit beta 4801 NP_006157.1 6.280193237 1 1 1 6 207 22.817 4.59 1.06 1.24 1.22 1.17 Significant 0.00235 EQDIYLPIANVAR 6 5453780 1xTMT6plex [N-Term] 1.056 1.241 1.224 4.115711689 31.79 0 1730.96385 2 865.9847412 -0.950151631 -0.000822339 69.06484474156564401 NSF vesicle-fusing ATPase 4905 NP_006169.2 28.62903226 1 17 18 99 744 82.542 6.95 0.86 0.95 0.96 0.93 Significant 0.00118 NFSGAELEGLVR 6 156564401 1xTMT6plex [N-Term] 1.145 1.209 1.226 4.916262627 63.26 0 1520.827023 2 760.9172974 0.194214436 0.000147683 62.79128426VLDDGELLVQQTK 6 156564401 2xTMT6plex [N-Term; K13] 0.635 0.808 0.641 3.913858414 31.44 0 1916.110464 2 958.5564575 -2.518258226 -0.00241263 67.92120329GHQLLSADVDIK 8 156564401 2xTMT6plex [N-Term; K12] 0.887 1.086 0.89 4.593301773 46.85 0 1754.021255 3 585.3447876 -0.824002005 -0.000481772 49.43473359TPLVSVLLEGPPHSGK 11 156564401 2xTMT6plex [N-Term; K16] 0.843 0.708 0.99 6.745078564 69.88 0 2089.242147 3 697.0848389 -1.044961897 -0.000727726 86.0831131IDGVEQLNNILVIGMTNRPDLIDEALLRPGR 6 156564401 1xTMT6plex [N-Term] 0.979 0.97 1.083 8.488749504 24.44 0 3674.026079 4 919.2598877 -2.274959015 -0.002089565 108.3524936IDGVEQLNNILVIGMTNRPDLIDEALLRPGR 4 156564401 1xTMT6plex [N-Term]; 1xOxidation [M15] 0.848 0.955 7.454057693 21.42 0 3690.020994 4 919.2598877 -2.274959015 -0.002089565 108.3524936
GILLYGPPGCGK 6 156564401 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 0.795 1.046 1.305 3.081917763 47.86 0 1689.976219 2 845.4910278 -0.852264027 -0.000720153 63.28641746
KLFADAEEEQR 2 156564401 2xTMT6plex [N-Term; K1] 0.885 4.266227722 12.46 1 1793.979784 3 598.6647949 0.026519599 1.59E-05 38.01522885DIEAMDPSILK 8 156564401 2xTMT6plex [N-Term; K11] 0.981 1.007 1.121 4.065486431 47.24 0 1689.949729 2 845.4776001 -1.068590773 -0.000902932 67.46283827SIDSNPYDTDK 6 156564401 2xTMT6plex [N-Term; K11] 1.007 0.938 3.784224749 40.58 0 1712.874316 2 856.9407959 -0.000369627 -3.17E-07 32.02620586YVGESEANIR 6 156564401 1xTMT6plex [N-Term] 0.897 1.035 0.803 3.728854895 51.38 0 1366.71641 2 683.8609619 -1.289595897 -0.000881256 29.40543472LLDYVPIGPR 4 156564401 1xTMT6plex [N-Term] 0.918 0.95 3.75628686 36.63 0 1371.819753 2 686.4120483 -2.137737343 -0.001466295 74.56028689MIGFSETAK 6 156564401 2xTMT6plex [N-Term; K9] 0.772 0.942 0.813 3.530400515 46.06 0 1441.812508 2 721.4099731 0.112240018 8.09E-05 51.57300135QSIINPDWNFEK 6 156564401 2xTMT6plex [N-Term; K12] 1.189 1.031 1.042 3.560049295 31.91 0 1949.053283 2 975.0318604 1.621747929 0.001580437 70.35874942IAEESNFPFIK 2 156564401 2xTMT6plex [N-Term; K11] 1.087 2.687187672 20.15 0 1752.993643 2 876.9990234 -1.638862189 -0.001436458 76.3999177TTIAQQVK 2 156564401 2xTMT6plex [N-Term; K8] 0.957 2.485608578 11.62 0 1346.840772 2 673.9237061 -0.47223149 -0.00031801 46.92911188VEVDMEK 4 156564401 2xTMT6plex [N-Term; K7] 1.061 0.996 3.278676748 32.61 0 1307.72811 2 654.3682861 0.906997117 0.000593053 43.09448059EEGASPLDFD 2 156564401 1xTMT6plex [N-Term] 0.876 1.71751225 0.03 0 1308.615693 2 654.8114624 -0.033955968 -2.22E-05 52.84943833IFDDAYK 4 156564401 2xTMT6plex [N-Term; K7] 0.915 1.121 2.678050995 18.81 0 1329.745474 2 665.3751831 -1.79326729 -0.001192295 52.8690465320070228 NUCB1 nucleobindin-1 precursor 4924 NP_006175.2 53.36225597 1 23 23 159 461 53.846 5.25 0.86 0.91 0.87 0.88 Significant 0.000301 MDAEQDPNVQVDHLNLLK 6 20070228 2xTMT6plex [N-Term; K18] 0.841 0.869 0.778 6.291789055 62.87 0 2537.343393 3 846.4530029 0.418669805 0.000354103 64.37772797EVWEELDGLDPNR 8 20070228 1xTMT6plex [N-Term] 0.938 0.999 0.881 4.277612209 36.91 0 1800.896559 2 900.9508057 -1.234935935 -0.001111996 71.05721351EFGDTGEGWETVEMHPAYTEEELR 2 20070228 1xTMT6plex [N-Term] 1.635 4.900880337 31.69 0 3041.367212 3 1014.459595 -0.980029738 -0.000993543 63.43863764LVTLEEFLASTQR 22 20070228 1xTMT6plex [N-Term] 0.912 0.865 0.95 5.117848873 58.3 0 1735.979166 2 868.492981 -0.277005592 -0.000240438 102.0565528ELQQAVLHMEQR 6 20070228 1xTMT6plex [N-Term] 1.007 0.7 1.348 5.715927601 53.98 0 1710.915854 3 570.9786377 3.217794682 0.001835125 48.13226389KEFGDTGEGWETVEMHPAYTEEELR 4 20070228 2xTMT6plex [N-Term; K1] 0.685 0.799 5.3875494 28.29 1 3398.625107 4 850.413269 1.806545789 0.001534943 59.41755677FHPDTDDVPVPAPAGDQK 6 20070228 2xTMT6plex [N-Term; K18] 0.932 0.966 0.816 5.917342186 54 0 2364.223596 3 788.7446289 -1.802829164 -0.001420764 52.64343471DLAQYDAAHHEEFKR 8 20070228 2xTMT6plex [N-Term; K14] 0.956 1.228 0.804 4.105582237 17.26 1 2288.1824 4 572.8008423 -0.376044923 -0.000215115 32.15181381VNVPGSQAQLK 8 20070228 2xTMT6plex [N-Term; K11] 0.8 0.912 0.907 3.923116207 58.68 0 1598.963012 2 799.9848022 -0.427725849 -0.000341959 43.65705536YLESLGEEQR 6 20070228 1xTMT6plex [N-Term] 0.929 0.907 0.9 3.969308138 45.01 0 1452.753189 2 726.8807983 0.778494032 0.00056548 39.23998909LPEVEVPQHL 4 20070228 1xTMT6plex [N-Term] 0.739 0.756 3.461589575 61.03 0 1389.793932 2 695.4005737 -0.043854748 -3.05E-05 65.76110135LQAANAEDIK 6 20070228 2xTMT6plex [N-Term; K10] 0.837 0.735 0.931 4.528172493 49.8 0 1530.889178 2 765.9471436 -1.415948754 -0.00108383 41.69716519DLELLIQTATR 12 20070228 1xTMT6plex [N-Term] 1.083 1.033 0.797 4.195982933 42.72 0 1501.878724 2 751.4425659 -0.578431566 -0.000434367 83.36236491LSQETEALGR 6 20070228 1xTMT6plex [N-Term] 0.803 0.892 0.764 3.361272097 45.02 0 1332.73206 2 666.869873 0.30740894 0.000204847 33.45404905ELDFVSHHVR 8 20070228 1xTMT6plex [N-Term] 0.869 0.906 0.976 3.639547825 28.85 0 1467.790578 3 489.9350586 0.030522917 1.49E-05 34.58615097KQQQQQQQGHK 6 20070228 3xTMT6plex [N-Term; K1; K11] 0.978 0.838 0.871 4.752323151 17.83 1 2053.186981 4 514.052124 -0.15321851 -7.86E-05 24.72928457DLAQYDAAHHEEFK 6 20070228 2xTMT6plex [N-Term; K14] 0.782 0.731 0.767 4.086785793 13.43 0 2132.081289 4 533.7750854 -1.302409594 -0.000694211 35.85974212APAAHPEGQLK 6 20070228 2xTMT6plex [N-Term; K11] 0.84 0.827 0.902 3.619512081 17.03 0 1576.921147 3 526.3113403 -1.064900366 -0.000559755 26.85616727NVDTNQDR 6 20070228 1xTMT6plex [N-Term] 0.821 1.025 1.075 3.191268206 41.8 0 1190.596295 2 595.8015747 -0.354314842 -0.000210923 15.02072718RFEEELAAR 7 20070228 1xTMT6plex [N-Term] 0.778 0.941 0.911 5.079850674 45.23 1 1349.73748 3 450.5844116 0.890590429 0.000400688 31.98161444EVDTSEK 6 20070228 2xTMT6plex [N-Term; K7] 0.684 0.835 0.664 2.802910566 23.07 0 1265.698918 2 633.3529053 -0.303336852 -0.000191967 21.08770789EAELNAK 4 20070228 2xTMT6plex [N-Term; K7] 0.943 0.984 2.840044975 22.6 0 1232.725073 2 616.8652344 -1.52585523 -0.00094048 27.63024492KLEEQQR 6 20070228 2xTMT6plex [N-Term; K1] 0.839 1.039 1.05 2.041584492 13.51 1 1388.826184 3 463.6137695 0.411350072 0.000190431 18.2379784371361682 NUMA1 nuclear mitotic apparatus protein 1 isoform 1 4926 NP_006176.2 39.71631206 1 68 68 411 2115 238.115 5.78 1.14 1.2 1.27 1.2 Significant 0.000973 FVLDHEDGLNLNEDLENFLQK 8 71361682 2xTMT6plex [N-Term; K21] 1.611 1.143 5.80520916 30.03 0 2960.540572 3 987.5159302 -2.477656521 -0.002445068 99.83526251EELEQASQAHGAR 6 71361682 1xTMT6plex [N-Term] 1.145 1.114 1.035 6.528176308 82.62 0 1654.834627 3 552.2828979 -0.294048925 -0.000162201 19.30505546LEILQQQLQVANEAR 11 71361682 1xTMT6plex [N-Term] 1.011 1.118 5.419425488 60.19 0 1982.123205 3 661.3782959 -1.447974919 -0.000956688 76.83003655LQAQLNELQAQLSQK 6 71361682 2xTMT6plex [N-Term; K15] 1.12 1.204 4.953590393 44.87 0 2170.259587 3 724.090271 -1.533310456 -0.001109227 80.68948956EKEHASGSGAQSEAAGR 4 71361682 2xTMT6plex [N-Term; K2] 1.079 0.926 7.988310814 47.09 1 2130.093979 4 533.2786255 -0.613375226 -0.000326637 14.80279381KNSLISSLEEEVSILNR 6 71361682 2xTMT6plex [N-Term; K1] 0.98 1.396 1.287 5.495974064 20.39 1 2389.37026 3 797.1287842 0.644253044 0.00051312 97.07555878NSLISSLEEEVSILNR 5 71361682 1xTMT6plex [N-Term] 0.977 1.104 5.800322056 48.26 0 2032.112365 3 678.041748 -0.823812405 -0.000558026 104.1990756VLEGSELELAK 6 71361682 2xTMT6plex [N-Term; K11] 1.218 1.552 1.511 4.914061546 75.7 0 1645.977659 2 823.4902954 -2.639488856 -0.00217227 63.29242165KLDVEEPDSANSSFYSTR 6 71361682 2xTMT6plex [N-Term; K1] 1.181 1.247 1.399 5.615788937 42.03 1 2503.271668 3 835.0956421 0.281627256 0.000234997 46.98005506ASMQPIQIAEGTGITTR 6 71361682 1xTMT6plex [N-Term] 0.746 1.491 1.172 5.073539257 65.57 0 2003.079291 2 1002.042175 -1.106703101 -0.001108407 58.68167816LSQLEEHLSQLQDNPPQEK 6 71361682 2xTMT6plex [N-Term; K19] 1.137 1.621 1.237 5.814746857 40.47 0 2691.435379 3 897.8153687 -1.421740606 -0.001275508 68.23506687
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

ELAEAMAAQHTAESECEQLVK 2 71361682 2xTMT6plex [N-Term; K21]; 1xOxidation [M6]; 1xCarbamidomethyl [C16] 1.079 5.057266235 42.12 0 2819.395565 3 940.4703979 0.38140716 0.000358446 54.05191285DSAQTSVTQAQR 10 71361682 1xTMT6plex [N-Term] 1.139 1.214 1.394 5.063966274 56.62 0 1520.786614 2 760.8936768 -4.29877822 -0.003268762 16.27428098EQALSTLQLEHTSTQALVSELLPAK 12 71361682 2xTMT6plex [N-Term; K25] 1.316 1.282 1.24 7.533019543 51.59 0 3165.777114 3 1055.928467 -1.97963064 -0.002089023 97.35866745SQAPLESSLDSLGDVFLDSGR 20 71361682 1xTMT6plex [N-Term] 1.143 1.162 1.554 5.930884838 88.77 0 2422.229914 2 1211.615112 -2.87574709 -0.00348286 97.29509944LPPKVESLESLYFTPIPAR 10 71361682 2xTMT6plex [N-Term; K4] 1.303 1.422 0.925 4.669373989 21.05 1 2615.521281 3 872.5110474 -1.029404798 -0.000897477 97.41038929GEVLGDVLQLETLK 10 71361682 2xTMT6plex [N-Term; K14] 0.975 1.084 0.858 4.284394741 60.84 0 1972.173064 2 986.5877686 -2.435602997 -0.002401715 90.65139412EAEQMGNELER 6 71361682 1xTMT6plex [N-Term] 1.154 0.923 1.134 4.644308567 49.61 0 1534.736887 2 767.8717041 -0.492251722 -0.000377738 27.63618319GEVLGDVLQLETLKQEAATLAANNTQLQAR 2 71361682 2xTMT6plex [N-Term; K14] 2.023 4.849649429 24.69 1 3653.027408 4 914.0128174 0.556045992 0.000507813 111.0325763AQELGHSQSALASAQR 12 71361682 1xTMT6plex [N-Term] 1.109 1.19 1.154 5.641742229 61.28 0 1882.993253 3 628.3356934 -0.385647624 -0.000242057 24.7824163SQAGVSSGAPPGR 2 71361682 1xTMT6plex [N-Term] 0.956 4.697947502 60.52 0 1399.749107 2 700.3775635 -0.897644348 -0.000628238 16.66841214LTAQVEQLEVFQR 6 71361682 1xTMT6plex [N-Term] 0.732 1.18 5.135438919 48.01 0 1790.000964 2 895.5037842 -0.375692884 -0.000336245 69.98818606VAQEKDQLQEQLQALK 4 71361682 3xTMT6plex [N-Term; K5; K16] 1.651 1.787 4.590964794 9.45 1 2556.496413 3 852.835144 -2.164552653 -0.001844557 71.83703325KAGEQQETASR 4 71361682 2xTMT6plex [N-Term; K1] 1.324 1.398 4.554030418 30.02 1 1662.917518 3 554.9769287 -0.772850832 -0.000428396 15.71095001EHASGSGAQSEAAGR 6 71361682 1xTMT6plex [N-Term] 1.708 100 6.173616409 67.5 0 1643.793491 3 548.6026001 -0.148198075 -8.12E-05 15.61325458VASSSSGNNFLSGSPASPMGDILQTPQFQMR 4 71361682 1xTMT6plex [N-Term] 100 3.018124104 16.92 0 3440.677604 3 1147.564575 0.455911921 0.000522882 88.46690129EFASHLQQLQDALNELTEEHSK 4 71361682 2xTMT6plex [N-Term; K22] 1.245 8.519426346 27.91 0 3025.563099 5 605.9174805 -1.587452019 -0.000960587 93.67590364LQQLGEAHQAETEVLR 6 71361682 1xTMT6plex [N-Term] 1.104 0.886 1.381 6.270980358 37.86 0 2051.108283 3 684.3731689 -1.623070849 -0.001109698 49.62847752VESLESLYFTPIPAR 8 71361682 1xTMT6plex [N-Term] 1.404 1.292 1.279 5.53350544 60.34 0 1951.073795 2 976.0414429 0.929930068 0.000907181 85.44686861VSLEPHQGPGTPESK 12 71361682 2xTMT6plex [N-Term; K15] 0.938 0.876 1.094 5.269163132 52.1 0 2021.106775 3 674.3735352 -0.357740253 -0.00024101 35.88006594VEFATLQEALAHALTEK 16 71361682 2xTMT6plex [N-Term; K17] 1.257 1.321 1.2 7.402866364 47.63 0 2329.316768 3 777.1102295 -0.271609017 -0.000210888 106.9192508AVQAQGGESQQEAQR 8 71361682 1xTMT6plex [N-Term] 1.133 1.219 1.404 5.322147369 77.5 0 1815.914668 2 908.4605103 -0.509077989 -0.000462221 15.56142731DQLQEQLQALK 6 71361682 2xTMT6plex [N-Term; K11] 1.015 1.101 4.743834019 64.3 0 1772.03182 2 886.5179443 -1.810051089 -0.001603734 64.08994811
APVPSTCSSTFPEELSPPSHQAK 4 71361682 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C7] 1.056 4.84683609 41.55 0 2912.486429 3 971.49823 -2.160380399 -0.00209736 55.2795761

KLADSDQASK 4 71361682 3xTMT6plex [N-Term; K1; K10] 1.408 1.163 4.362422466 26.46 1 1750.031375 3 584.0146484 -1.132909689 -0.000660876 25.05506603AALMESQGQQQEER 4 71361682 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.115 3.391879082 34.16 0 1849.891156 3 617.302002 0.160290174 9.88E-05 20.5963553IATTTASAATAAAIGATPR 4 71361682 1xTMT6plex [N-Term] 1.75 1.397 5.438343525 24.12 0 1945.09157 3 649.0334473 -2.972339819 -0.001927158 54.72329655SLEAQVAHADQQLR 4 71361682 1xTMT6plex [N-Term] 1.39 1.525 4.119055271 8.71 0 1794.965976 3 598.9934692 -0.067530615 -4.04E-05 42.49130029AADALEEQQR 6 71361682 1xTMT6plex [N-Term] 1.15 1.398 1.462 3.85119462 43.56 0 1359.706573 2 680.3566895 -0.346401024 -0.000235502 21.35680295LDFVCSFLQK 13 71361682 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.59 1.56 1.392 4.758049488 56.74 0 1714.960235 2 857.9817505 -2.338575178 -0.002005282 95.41973087
AEELGQELK 6 71361682 2xTMT6plex [N-Term; K9] 1.001 1.508 0.955 3.661637068 54.91 0 1474.85173 2 737.9291382 -0.495156766 -0.000365141 44.07212136AQADLALEK 6 71361682 2xTMT6plex [N-Term; K9] 1.378 1.117 1.286 4.274084568 47.93 0 1416.846251 2 708.9269409 0.25016542 0.000177223 46.28375477SNRDELELELAENRK 2 71361682 2xTMT6plex [N-Term; K15] 1.236 4.733271599 9.86 2 2274.245394 4 569.3178101 1.766095421 0.001004134 43.99962436YVQELAAVR 4 71361682 1xTMT6plex [N-Term] 1.1 1.015 3.838939667 57.57 0 1277.741502 2 639.3741455 -0.381888179 -0.000243977 48.28419564LADSDQASK 2 71361682 2xTMT6plex [N-Term; K9] 1.097 3.267251253 42.47 0 1392.77348 2 696.8903198 -0.08379077 -5.84E-05 39.06787783QAASPLEPK 6 71361682 2xTMT6plex [N-Term; K9] 1.441 1.223 0.989 3.365207195 35.54 0 1398.835686 2 699.9214478 -0.048055814 -3.36E-05 34.49001221AHGLLAEENR 2 71361682 1xTMT6plex [N-Term] 0.996 3.586129665 30.6 0 1338.732729 3 446.9154053 -0.796237863 -0.000355317 24.51602604ELGELIPLR 10 71361682 1xTMT6plex [N-Term] 1.018 1.101 1.165 3.473293543 41.99 0 1268.777553 2 634.8917236 -1.089910813 -0.000691427 70.23101472KQSTTEAQK 4 71361682 3xTMT6plex [N-Term; K1; K9] 1.291 1.341 4.647028446 22.47 1 1708.02081 3 570.0117188 -0.121210467 -6.90E-05 18.85428914SAPASQASLR 6 71361682 1xTMT6plex [N-Term] 1.073 1.227 1.147 4.047298908 39.18 0 1216.684716 2 608.8458862 -0.180736274 -0.00010995 19.74262684QQEQADSLER 2 71361682 1xTMT6plex [N-Term] 0.729 2.944782972 46.39 0 1432.722952 2 716.8644409 -0.939723944 -0.000673182 23.14075464ELSAALQDKK 6 71361682 3xTMT6plex [N-Term; K9; K10] 1.526 1.836 2.108 2.914088011 15.4 1 1790.09906 3 597.3703613 -1.413103711 -0.000843199 47.76616647VAGIESHSELQISR 2 71361682 1xTMT6plex [N-Term] 100 3.021432877 17.68 0 1754.959828 3 585.6583252 0.338843048 0.000198219 53.25715884ATQEWLEK 6 71361682 2xTMT6plex [N-Term; K8] 1.319 1.043 1.066 3.571791649 32.24 0 1462.830601 2 731.9187012 -0.324703523 -0.000237493 49.716018GLEAAQIK 6 71361682 2xTMT6plex [N-Term; K8] 1.071 1.19 1.236 2.969137192 48.3 0 1287.803658 2 644.4050293 -0.680061937 -0.000437893 38.75372438ALQQVQEK 11 71361682 2xTMT6plex [N-Term; K8] 1.2 1.353 1.333 3.10884285 41.79 0 1401.846585 2 701.4274292 0.710946867 0.000498319 32.65641216TQPDGTSVPGEPASPISQR 2 71361682 1xTMT6plex [N-Term] 100 3.408530235 44.71 0 2153.103591 2 1077.056641 1.120935384 0.001206745 45.67179918DWEQFEYK 6 71361682 2xTMT6plex [N-Term; K8] 1.379 1.317 1.486 3.503579617 34.74 0 1602.82043 2 801.9142456 0.4895626 0.00039234 58.29046298LVMAESEK 4 71361682 2xTMT6plex [N-Term; K8] 1.156 1.327 3.187920809 28.67 0 1364.785959 2 682.8967896 0.251857488 0.000171866 43.52052963VEMLETER 6 71361682 1xTMT6plex [N-Term] 0.937 1.459 1.461 3.067191839 21.65 0 1235.650304 2 618.3279419 -1.373285736 -0.00084845 37.88159543TGDPQETLR 2 71361682 1xTMT6plex [N-Term] 0.897 2.405844212 11.46 0 1245.663646 2 623.3357544 0.470639939 0.00029313 20.39580119GHFEEEK 4 71361682 2xTMT6plex [N-Term; K7] 1.268 1.153 3.021283388 16.27 0 1333.715237 3 445.2437439 1.081024955 0.000480593 21.01349004HREELEQSK 7 71361682 2xTMT6plex [N-Term; K9] 1.111 1.185 1.162 3.10329771 11.86 1 1613.90114 4 404.2306519 -0.22444877 -9.06E-05 17.05447336SLEQLQK 4 71361682 2xTMT6plex [N-Term; K7] 1.021 0.954 3.234015465 36.28 0 1303.798572 2 652.4021606 -1.171723125 -0.000763845 40.90792293LALLNEK 6 71361682 2xTMT6plex [N-Term; K7] 0.706 0.907 1.033 3.112366676 29.37 0 1258.813494 2 629.9076538 -4.339954122 -0.002731596 60.56371141AAPASTK 5 71361682 2xTMT6plex [N-Term; K7] 1.002 0.772 0.916 2.163054943 23.42 0 1103.68248 2 552.3440552 -1.491686665 -0.000823174 108.5065492DAQIAMMQQR 3 71361682 1xTMT6plex [N-Term]; 1xOxidation [M] 1.504 1.168452621 25.65 0 1436.718735 2 718.8600464 -4.11976709 -0.002959473 25.44318298VASENLR 2 71361682 1xTMT6plex [N-Term] 1.066 2.164024353 17.32 0 1017.589025 2 509.2985535 0.791835972 0.000402882 21.2732112445007007 OAS3 2'-5'-oligoadenylate synthase 3 4940 NP_006178.2 35.1425943 1 31 31 247 1087 121.093 8.4 0.55 0.53 0.55 0.54 Significant 0.000151 FIQDHLKPSPQFQEQVK 12 45007007 3xTMT6plex [N-Term; K7; K17] 0.483 0.585 0.478 6.752911091 22.74 0 2756.570246 4 689.897522 -0.721251119 -0.000497045 55.32395743

AGCSGLGHPIQLDPNQK 5 45007007 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C3] 0.692 0.43 0.406 4.540376663 27.09 0 2250.206506 3 750.739502 -1.134873896 -0.000851234 46.36715044
GSLPPQHGLELLTVYAWEQGGK 14 45007007 2xTMT6plex [N-Term; K22] 0.455 0.482 0.52 6.395812035 37.3 0 2838.555435 3 946.8554688 -1.261846063 -0.00119394 88.55906265LTFPEQSVPGALQFR 12 45007007 1xTMT6plex [N-Term] 0.536 0.554 0.499 4.695421219 64.31 0 1919.058813 2 960.0321655 -0.916597918 -0.000879503 77.75837277ASLESWWQNPVPGLR 28 45007007 1xTMT6plex [N-Term] 0.501 0.549 0.486 4.983317375 66.39 0 1969.049311 2 985.0270386 -1.275159311 -0.001255426 84.90671882EAAACTSALCCMGR 6 45007007 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C5; C10; C11] 1.229 0.94 1.133 5.194317341 57.69 0 1786.790597 2 893.8971558 -1.993331826 -0.001780833 37.11390378

GGCDSELVIFLDCFK 10 45007007 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C3; C13] 0.66 0.608 0.777 4.504128456 40.66 0 2218.128833 3 740.0462646 -2.070440913 -0.001530835 104.4038445
DGTSVQPWDVMPALLYQTPAGDLDK 2 45007007 2xTMT6plex [N-Term; K25]; 1xOxidation [M11] 0.382 4.446239471 36.02 0 3191.633487 3 1059.219482 1.675922969 0.001774042 103.4050794DGTSVQPWDVMPALLYQTPAGDLDK 7 45007007 2xTMT6plex [N-Term; K25] 0.452 0.413 4.662157059 37.87 0 3175.638572 3 1059.219482 1.675922969 0.001774042 103.4050794SWTDVSLLPAFDAVGQLSSGTKPNPQVYSR 10 45007007 2xTMT6plex [N-Term; K22] 0.373 0.631 0.592 7.189882278 24.22 0 3678.953181 4 920.4916992 -2.232674513 -0.002053476 101.0786754

LLTSGCQEGEHK 6 45007007 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 0.496 0.471 0.498 5.849421501 61.41 0 1816.962754 3 606.3257446 -0.040365869 -2.44E-05 31.80286168
SDADLVVFLSCFSQFTEQGNKR 6 45007007 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C11] 0.625 0.853 0.713 6.51698637 33.89 1 3006.539527 4 752.3908691 0.705040623 0.000529933 108.6806113

AVDTICSFLK 10 45007007 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.67 0.699 0.726 4.159781933 60.17 0 1611.918036 2 806.4633789 0.896709676 0.000722711 73.53560009
SDADLVVFLSCFSQFTEQGNK 2 45007007 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C11] 0.864 4.315180779 12.08 0 2850.438416 3 950.8179321 0.29018228 0.000275716 112.4436691TVLELVTQYR 2 45007007 1xTMT6plex [N-Term] 0.565 3.717444181 34.59 0 1450.846696 2 725.9266357 -0.48298392 -0.000350368 73.66471352QDCFNMAQGFR 6 45007007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.648 0.811 1.072 4.159719944 33.25 0 1602.735448 2 801.8725586 1.493008409 0.001196449 47.79519602ALGALAAALR 10 45007007 1xTMT6plex [N-Term] 0.434 0.442 0.367 4.350483418 59.64 0 1155.741108 2 578.3719482 -3.883763926 -0.002244313 72.55853399DAFSLAEGLR 6 45007007 1xTMT6plex [N-Term] 0.947 0.671 0.552 3.42485261 62.62 0 1307.715681 2 654.3619995 0.795978401 0.000520457 59.95365534AQLEACQQER 6 45007007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.742 0.555 0.509 4.036429882 41.8 0 1461.731742 2 731.3691406 -0.504777983 -0.000368925 19.54218389FISEFLQPNR 16 45007007 1xTMT6plex [N-Term] 0.509 0.555 0.499 3.97466445 42.27 0 1479.81573 2 740.411377 -0.170672432 -0.000126282 76.31430627DSQFNMAEGFR 6 45007007 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.498 0.469 0.333 2.654278755 48.15 0 1546.715758 2 773.8601074 -1.823163846 -0.001409958 32.37689898GMGDPVQSWK 8 45007007 2xTMT6plex [N-Term; K10] 0.606 0.55 0.547 3.008845091 32.56 0 1562.84012 2 781.921875 -2.333028155 -0.001823075 59.38033441QFLAQVNK 6 45007007 2xTMT6plex [N-Term; K8] 0.478 0.491 0.524 4.014642239 36.78 0 1405.856756 2 703.4315796 -0.621244169 -0.00043669 59.31014972DKTVGDFLK 5 45007007 3xTMT6plex [N-Term; K2; K9] 0.934 1.014 1.011 3.75825882 3.1 1 1710.040483 3 570.6846924 -0.560800503 -0.000319664 54.83415544AEIISEIR 10 45007007 1xTMT6plex [N-Term] 0.475 0.635 0.498 3.109808207 35.75 0 1159.688404 2 580.3480835 0.419252435 0.000243101 48.46475929DFIISRPTK 6 45007007 2xTMT6plex [N-Term; K9] 0.463 0.411 0.382 2.226636648 15.87 0 1534.935734 3 512.3170166 0.496492896 0.000254028 44.91636358

HWYQQCTK 6 45007007 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 0.375 0.402 0.468 2.566657543 12.68 0 1608.835703 3 536.9493408 -1.388562585 -0.000744656 28.45284585SLNAVYPR 6 45007007 1xTMT6plex [N-Term] 0.763 1.144 1.139 2.568076134 19.87 0 1148.662524 2 574.8352661 0.637077077 0.000365893 36.10458284AIDIILR 6 45007007 1xTMT6plex [N-Term] 0.551 0.437 0.469 3.057123899 24.9 0 1042.682197 2 521.8448486 0.214797592 0.000111983 64.9603423MHLLGQLR 2 45007007 1xTMT6plex [N-Term] 0.529 2.863173246 9.91 0 1196.713514 3 404.9070129 -1.602191916 -0.000647664 45.95210631ACFAELR 6 45007007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.744 0.519 0.425 2.622441053 22.95 0 1095.581831 2 548.2949829 0.783310099 0.00042909 39.41319163MHLLGQLR 2 45007007 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.568 2.337607861 22.57 0 1212.708429 3 404.9070129 -1.602191916 -0.000647664 45.95210631NLILLVK 2 45007007 2xTMT6plex [N-Term; K7] 0.292 2.538777351 2.2 0 1270.886265 2 635.9465332 -0.37410409 -0.000237722 81.679933515453830 ORC2 origin recognition complex subunit 2 4999 NP_006181.1 2.079722704 1 1 1 10 577 65.931 6.51 1.65 1.73 1.59 1.66 Significant 0.000599 SILDQLDWIVNK 10 5453830 2xTMT6plex [N-Term; K12] 1.646 1.732 1.591 3.834724665 49.01 0 1902.11007 3 634.708252 0.069811615 4.43E-05 106.2577816124494254 PA2G4 proliferation-associated protein 2G4 5036 NP_006182.2 51.52284264 1 18 18 253 394 43.759 6.55 1.12 1.13 1.15 1.14 Significant 0.0000605 GDAMIMEETGK 8 124494254 2xTMT6plex [N-Term; K11] 1.19 1.035 1.012 4.445858002 82.07 0 1639.84355 2 820.425354 -0.072233834 -5.92E-05 45.6244566
SLVEASSSGVSVLSLCEK 30 124494254 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 1.154 1.243 1.223 6.218838215 91.9 0 2310.262684 2 1155.635376 0.342672342 0.000395832 73.2103637

TIIQNPTDQQK 20 124494254 2xTMT6plex [N-Term; K11] 1.175 1.119 1.079 4.805134296 49.74 0 1744.000519 2 872.5040283 0.149438387 0.00013031 37.72646185TAENATSGETLEENEAGD 12 124494254 1xTMT6plex [N-Term] 1.068 1.222 1.767 3.65700388 60.05 0 2066.919932 2 1033.962646 -0.926911208 -0.000957926 28.3745384ITSGPFEPDLYK 24 124494254 2xTMT6plex [N-Term; K12] 1.151 1.093 1.127 5.55692482 50.37 0 1825.014772 2 913.0072632 -4.12201749 -0.003761371 68.25551123LVKPGNQNTQVTEAWNK 18 124494254 3xTMT6plex [N-Term; K3; K17] 1.066 1.105 1.149 6.413134098 28.77 0 2614.491996 3 872.1691284 0.319799757 0.000278705 54.60442703
GIAFPTSISVNNCVCHFSPLK 8 124494254 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C13; C15] 1.217 1.163 1.19 6.054447174 54.54 0 2806.478448 3 936.161499 -3.030024939 -0.002834567 82.14209315

SEMEVQDAELK 12 124494254 2xTMT6plex [N-Term; K11] 1.019 1.066 1.07 4.261468887 64.38 0 1736.914072 2 868.9594116 -1.454031522 -0.001262764 45.06410932HELLQPFNVLYEK 14 124494254 2xTMT6plex [N-Term; K13] 1.271 1.31 1.429 5.620433331 43.36 0 2088.189383 3 696.7349854 0.488501999 0.000340028 77.57611821AAHLCAEAALR 16 124494254 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.104 1.117 1.144 4.022236824 43.35 0 1411.767734 3 471.2606506 -0.237635197 -0.000111829 40.42494771EGEFVAQFK 10 124494254 2xTMT6plex [N-Term; K9] 1.159 1.099 1.098 3.559308052 49.58 0 1512.846251 2 756.9260254 -0.976046805 -0.000738304 57.23263996RFDAMPFTLR 8 124494254 1xTMT6plex [N-Term] 2.037 1.36 1.61 5.012179852 43.71 1 1482.80887 3 494.9411011 -0.081202201 -4.01E-05 59.37688138ALLQSSASR 12 124494254 1xTMT6plex [N-Term] 1.005 1.069 1.155 3.848024607 37.55 0 1161.678902 2 581.3432007 0.191651227 0.000111319 28.16616854SEMEVQDAELK 11 124494254 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 1.626 1.741 0.866 2.3307693 43.29 0 1752.908987 2 868.9594116 -1.454031522 -0.001262764 45.06410932FDAMPFTLR 9 124494254 1xTMT6plex [N-Term] 1.399 1.089 1.483 3.34778285 25.18 0 1326.707759 2 663.8560181 -2.261166535 -0.001499954 73.25804333QHVIDGEK 12 124494254 2xTMT6plex [N-Term; K8] 1.021 1.109 1.108 3.279592514 33.82 0 1383.799635 2 692.40271 -1.077943719 -0.000745829 29.50077716
MGVVECAK 6 124494254 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.14 0.986 0.952 3.064973116 29.9 0 1351.747799 2 676.3773193 -0.323594479 -0.000218709 39.31624008
SDQDYILK 17 124494254 2xTMT6plex [N-Term; K8] 1.219 1.118 1.187 3.656400204 40.03 0 1439.814616 2 720.4101563 -1.097641309 -0.0007902 43.2161767AFFSEVER 6 124494254 1xTMT6plex [N-Term] 0.881 1.078 0.884 2.359596252 18.77 0 1213.641454 2 607.3239136 -0.744422135 -0.000451731 47.9192477222352151 PCBP1 poly(rC)-binding protein 1 5093 NP_006187.2 73.03370787 1 11 15 275 356 37.474 7.09 1.11 1.12 1.12 1.12 Significant 0.00000891 GYWASLDASTQTTHELTIPNNLIGCIIGR 10 222352151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C25] 1.035 100 1.475 6.99881506 50.13 0 3430.762654 3 1144.256226 -2.486552713 -0.002843591 99.85764506

AITIAGVPQSVTECVK 30 222352151 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 1.409 1.367 1.365 4.453238964 49.49 0 2131.219697 2 1066.111816 -1.567462756 -0.001670304 69.43134706
QICLVMLETLSQSPQGR 10 222352151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.378 0.888 1.173 5.681195259 55.29 0 2189.161975 3 730.3919067 -0.369020276 -0.000269282 87.05559863
QICLVMLETLSQSPQGR 10 222352151 1xTMT6plex [N-Term]; 1xOxidation [M6]; 1xCarbamidomethyl [C3] 1.363 1.546 1.016 5.486976147 46.73 0 2205.15689 3 730.3919067 -0.369020276 -0.000269282 87.05559863

LEEDINSSMTNSTAASRPPVTLR 4 222352151 1xTMT6plex [N-Term] 0.996 0.708 4.50686264 21.35 0 2718.392973 3 906.7989502 -3.927171005 -0.003558531 53.3128774
CSDAAGYPHATHDLEGPPLDAYSIQGQHTISPLDLAK 2 222352151 2xTMT6plex [N-Term; K37]; 1xCarbamidomethyl [C1] 0.997 10.34627914 46.45 0 4404.197069 5 881.6483154 3.496973045 0.003080272 72.16527451IANPVEGSSGR 20 222352151 1xTMT6plex [N-Term] 1.132 1.106 1.092 3.851331711 56.53 0 1315.716744 2 658.3617554 -0.387596962 -0.000254984 27.51152704VMTIPYQPMPASSPVICAGGQDR 8 222352151 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C17] 0.768 0.546 0.877 5.247467518 48.99 0 2720.340744 3 907.4534912 1.902850892 0.001725468 65.65389619

VMTIPYQPMPASSPVICAGGQDR 26 222352151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.98 0.882 1.127 5.405616283 42.14 0 2704.345829 3 907.4534912 1.902850892 0.001725468 65.65389619
LVVPATQCGSLIGK 24 222352151 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 1.066 1.032 1.072 5.447212219 86.66 0 1901.129425 2 951.067749 -0.633283094 -0.000601977 74.51735623

QVTITGSAASISLAQYLINAR 16 222352151 1xTMT6plex [N-Term] 1.106 0.739 0.79 7.38944912 65.45 0 2406.355389 3 802.7887573 -1.525272352 -0.001223449 95.85185732IITLTGPTNAIFK 36 222352151 2xTMT6plex [N-Term; K13] 1.047 1.105 1.09 5.494155884 70.74 0 1847.140642 2 924.0742188 0.281066849 0.000259585 85.68210289ESTGAQVQVAGDMLPNSTER 20 222352151 1xTMT6plex [N-Term] 1.143 1.093 1.186 7.303753376 77.85 0 2319.144804 2 1160.073975 -1.781407199 -0.002065671 56.57119108ESTGAQVQVAGDMLPNSTER 4 222352151 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.091 1.046 5.766003132 33.52 0 2335.139719 2 1160.073975 -1.781407199 -0.002065671 56.57119108INISEGNCPER 22 222352151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.159 1.132 1.009 4.558055878 45.01 0 1517.757957 2 759.3823242 -0.385688968 -0.000292691 30.24843038QGANINEIR 6 222352151 1xTMT6plex [N-Term] 1.115 1.163 0.987 3.76136446 36.62 0 1243.695615 2 622.3521118 1.07119684 0.000666121 25.62618764EVGSIIGK 19 222352151 2xTMT6plex [N-Term; K8] 1.198 1.271 1.186 3.305414915 34.01 0 1260.792759 2 630.9003906 0.5916119 0.00037295 49.8418064QMSGAQIK 8 222352151 2xTMT6plex [N-Term; K8] 0.942 1.149 1.225 2.907946587 32.4 0 1320.770977 2 660.8882446 -1.336183349 -0.000882396 30.77954281
64762406 PFKFB2 6-phosphofructo-2-kinase/fructose-2, 6-bisphosphatase 2 isoform a 5208 NP_006203.2 25.54455446 1 13 13 48 505 58.44 8.38 0.94 1.04 0.91 0.96 Significant 0.00166

ILNEIDAGVCEEMTYAEIEK 4 64762406 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C10] 0.531 4.844898701 59.64 0 2785.404004 3 929.140564 1.125267475 0.001044775 97.6484703
TIQTAESLGVPYEQWK 2 64762406 2xTMT6plex [N-Term; K16] 1.147 5.179447651 37.52 0 2308.258919 3 770.0895386 -2.103839957 -0.001618736 73.05856487YLNWIGVPTK 10 64762406 2xTMT6plex [N-Term; K10] 0.955 1.054 0.888 3.199078321 40.66 0 1648.982685 2 824.994751 -0.278545602 -0.000229658 78.64261412LEPVIMELER 6 64762406 1xTMT6plex [N-Term] 1.092 1.486 1.117 3.517966986 37.47 0 1457.823517 2 729.4139404 -1.99824642 -0.001456545 78.52312498KFLEEQEITDLK 6 64762406 3xTMT6plex [N-Term; K1; K12] 0.811 0.961 0.91 4.536968708 17.39 1 2180.278147 3 727.4317017 1.103079656 0.000801673 65.21009974FLEEQEITDLK 2 64762406 2xTMT6plex [N-Term; K11] 0.757 4.232922077 54.39 0 1823.020252 2 912.0067749 -7.667805829 -0.006989283 71.20170023

CLLAYFLDK 2 64762406 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 1.427 3.66727376 31.32 0 1600.917308 2 800.9607544 -1.92100549 -0.001537685 102.2077115LNVEAVNTHR 4 64762406 1xTMT6plex [N-Term] 0.979 1.009 3.684106112 28.18 0 1381.774928 3 461.2632141 0.116816409 5.38E-05 31.29875034AQDMQEGAD 2 64762406 1xTMT6plex [N-Term] 1.278 2.349511862 25.58 0 1193.530583 2 597.2687988 -0.219360738 -0.000130907 17.92613943VQDYIQSK 2 64762406 2xTMT6plex [N-Term; K8] 1.082 2.152586699 20.35 0 1438.830601 2 719.918457 -0.669479437 -0.000481634 56.56488082
LTPVAYGCK 2 64762406 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.886 3.021086216 31.09 0 1466.844143 2 733.9241943 -2.066060079 -0.001515294 44.75956122VFNLGVYR 2 64762406 1xTMT6plex [N-Term] 0.811 2.441941977 22.02 0 1196.698909 2 598.8500977 -5.005977237 -0.002995324 61.20813645YPEEFALR 4 64762406 1xTMT6plex [N-Term] 0.674 0.758 2.873876572 7 0 1253.672754 2 627.3397827 -0.371149736 -0.00023265 50.48614512

5453884 PHYH phytanoyl-CoA dioxygenase, peroxisomal isoform a precursor 5264 NP_006205.1 7.692307692 1 2 2 6 338 38.514 8.47 0.91 0.98 1.06 0.98 Significant 0.00194
GDTVFFHPLLIHGSGQNK 4 5453884 2xTMT6plex [N-Term; K18] 0.905 1.056 5.587479591 19.94 0 2425.339235 4 607.0894775 -1.300607232 -0.000788603 59.21762352EVVGIAHK 2 5453884 2xTMT6plex [N-Term; K8] 0.975 2.254065275 15.53 0 1310.819642 3 437.6112061 -0.440393109 -0.000192425 30.64506958

54792082 PIK3CA phosphatidylinositol 4,5-bisphosphate 3-kinase catalytic subunit alpha isoform 5290 NP_006209.2 0.842696629 1 1 1 6 1068 124.203 7.23 1.09 1.09 1.07 1.08 Significant 0.0000379
LINLTDILK 6 54792082 2xTMT6plex [N-Term; K9] 1.092 1.088 1.073 3.676787853 38.42 0 1500.976537 2 750.9915161 -0.52035686 -0.000390522 98.28375259

38679892 PIN4 peptidyl-prolyl cis-trans isomerase NIMA-interacting 4 isoform 1 5303 NP_006214.2 46.79487179 1 5 5 29 156 16.598 9.96 1.18 1.07 1.28 1.17 Significant 0.00265
GSMVGPFQEAAFALPVSGMDKPVFTDPPVK 2 38679892 3xTMT6plex [N-Term; K21; K30] 1.123 5.651452065 34.24 0 3807.046836 4 952.5153809 -1.876166175 -0.001785663 105.0199638FNEVAAQYSEDK 12 38679892 2xTMT6plex [N-Term; K12] 1.187 1.034 1.344 3.7690804 58.12 0 1858.958714 2 929.9810181 -2.127318459 -0.001977299 50.41927516GGAASGSDSADKK 7 38679892 3xTMT6plex [N-Term; K12; K13] 1.144 1.251 1.469 4.059452534 25.05 1 1838.022266 3 613.3450317 -0.938250416 -0.000574842 19.25518798FGYHIIMVEGR 6 38679892 1xTMT6plex [N-Term] 1.181 0.928 0.806 3.457912683 20.38 0 1550.835085 3 517.6153564 -2.301349832 -0.001189671 57.64304785IMEAMEK 2 38679892 2xTMT6plex [N-Term; K7] 1.182 2.940126419 16.86 0 1309.726001 2 655.366333 -0.467047592 -0.000305852 59.98326105

5453908 PITPNA phosphatidylinositol transfer protein alpha isoform 5306 NP_006215.1 51.48148148 1 10 13 65 270 31.786 6.55 0.97 1 0.96 0.98 Significant 0.000151
VILPVSVDEYQVGQLYSVAEASK 10 5453908 2xTMT6plex [N-Term; K23] 0.936 0.835 0.807 6.137166977 80.51 0 2952.63341 3 984.8760986 -6.661034009 -0.006555864 99.08928408IETWHKPDLGTQENVHK 6 5453908 3xTMT6plex [N-Term; K6; K17] 0.959 1.016 0.992 7.082535267 31.32 0 2719.51346 5 544.7081909 -0.592569289 -0.0003223 47.82203629MLAPEGALNIHEK 4 5453908 2xTMT6plex [N-Term; K13] 0.869 0.936 5.729837418 55.01 0 1881.066825 3 627.6934204 -0.59373198 -0.000372283 56.9617384HVEAVYIDIADR 4 5453908 1xTMT6plex [N-Term] 0.778 0.746 5.014021397 36.13 0 1629.879787 3 543.9646606 -0.219566136 -0.000119289 48.45577491AWNAYPYCR 6 5453908 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.204 1.145 1.309 3.627301216 32.65 0 1429.688421 2 715.3476563 -0.269541247 -0.00019268 41.42998824

DCPYMCAYK 4 5453908 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C2; C6] 1.404 1.395 3.968069553 36.92 0 1665.783927 2 833.3945313 -1.285460836 -0.00107065 41.8897089
TVITNEYMK 5 5453908 2xTMT6plex [N-Term; K9] 1.091 0.909 3.988176823 34.68 0 1556.875836 2 778.940979 -0.741820356 -0.000577461 48.87312999DYKAEEDPAK 2 5453908 3xTMT6plex [N-Term; K3; K10] 1.152 2.271807671 5.14 1 1853.025955 3 618.3468018 -0.055528938 -3.43E-05 28.00555285
QLFCWIDK 12 5453908 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.039 1.337 1.26 3.661183357 34.74 0 1567.870692 2 784.4380493 -1.192520019 -0.000934859 81.00439106
VENFIHK 6 5453908 2xTMT6plex [N-Term; K7] 1.353 1.091 1.455 2.016407728 22.18 0 1344.803992 3 448.9394226 -0.206392705 -9.25E-05 46.57051844LEPEAWK 6 5453908 2xTMT6plex [N-Term; K7] 1.092 0.938 1.153 2.814147472 29.83 0 1330.777109 2 665.8929443 1.129702236 0.000751691 53.69552248GPLGPNWK 2 5453908 2xTMT6plex [N-Term; K8] 0.891 2.686338425 13.75 0 1326.793427 2 663.8996582 -1.045892843 -0.000693842 52.00041542IYHLQSK 4 5453908 2xTMT6plex [N-Term; K7] 1.053 0.963 2.490240812 19.27 0 1346.819642 3 449.6116333 0.523056185 0.000234821 35.14242141

90265805 PLCD1 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase delta-1 isoform 2 5333 NP_006216.2 13.62433862 1 7 7 26 756 85.611 6.7 0.5 0.68 0.52 0.57 Significant 0.00995
NTLDLIAPSPADAQHWVLGLHK 5 90265805 2xTMT6plex [N-Term; K22] 0.66 0.932 0.46 4.695683479 12.3 0 2854.597968 4 714.4083252 4.730109599 0.00337564 85.72484552TFAEAAGSGETLSVDQLVTFLQHQQR 4 90265805 1xTMT6plex [N-Term] 0.445 0.427 7.059047222 63.47 0 3062.574443 3 1021.527893 -1.736016832 -0.001772227 99.9546498DFLTLHGLQDDEDLQALLK 4 90265805 2xTMT6plex [N-Term; K19] 0.422 7.2060256 52.46 0 2642.444153 3 881.4904175 4.747926798 0.004182044 92.4069342VISGQQLPK 4 90265805 2xTMT6plex [N-Term; K9] 0.404 0.422 2.924594402 27.85 0 1427.898621 2 714.4533691 0.588936244 0.000420471 46.08985208ILFCDVLR 4 90265805 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.65 0.589 3.024727345 7.7 0 1264.728495 2 632.8669434 -1.490510617 -0.000942546 82.84985772YEPSETAK 3 90265805 2xTMT6plex [N-Term; K8] 0.431 0.723 2.297111511 21.7 0 1382.756767 2 691.8811035 -1.328258732 -0.000918329 27.54380271FLVEDYDASSK 2 90265805 2xTMT6plex [N-Term; K11] 0.743 2.654690266 7.19 0 1731.920538 2 866.4634399 -0.539572785 -0.000467249 58.13420362379056381 POLD2 DNA polymerase delta subunit 2 isoform 2 5425 NP_006221.2 15.87301587 1 4 4 22 504 54.661 5.95 1.48 1.58 1.28 1.45 Significant 0.0037 SLACQPISFSGFGAEDDDLGGLGLGP 11 379056381 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.681 1.376 1.632 4.235729218 27.17 0 2809.355191 3 937.1222534 -1.062075064 -0.000994582 101.1756327FLGTSGQNVSDIFR 6 379056381 1xTMT6plex [N-Term] 1.334 1.583 1.387 4.484583378 55.04 0 1769.938364 2 885.4735718 0.849150862 0.000751472 71.35582102YIHPDDELVLEDELQR 4 379056381 1xTMT6plex [N-Term] 1.552 1.176 4.009831905 14.45 0 2213.128743 3 738.3798218 -1.731113917 -0.001277059 61.45359034FLVEDYCFADLAPQKPAPPLDTDR 1 379056381 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 100 1.892432094 0 3236.670207 3 1079.562988 1.299144949 0.001401635 89.12750389

14589953 POLR2H DNA-directed RNA polymerases I, II, and III subunit RPABC3 isoform 2 5437 NP_006223.2 44.66666667 1 4 4 22 150 17.132 4.68 1.22 1.42 1.43 1.36 Significant 0.00253
IEGDETSTEAATR 11 14589953 1xTMT6plex [N-Term] 1.057 1.091 1.561 4.35353899 50.98 0 1608.791425 2 804.8989258 -0.52834537 -0.000424999 100.5083729LQGDANNLHGFEVDSR 2 14589953 1xTMT6plex [N-Term] 1.651 5.022916317 33.12 0 2000.998732 3 667.6706543 -0.660979617 -0.000440873 44.58123176LVIASTLYEDGTLDDGEYNPTDDRPSR 3 14589953 1xTMT6plex [N-Term] 0.962 1.731 4.736267567 16.87 0 3241.569811 3 1081.196289 1.389252049 0.001501119 71.29593645ADQFEYVMYGK 2 14589953 2xTMT6plex [N-Term; K11] 1.29 3.904187202 44.37 0 1808.929328 2 904.968689 0.427302314 0.00038648 64.08383561ADQFEYVMYGK 4 14589953 2xTMT6plex [N-Term; K11]; 1xOxidation [M8] 1.748 1.25 2.559433222 26.87 0 1824.924243 2 904.968689 0.427302314 0.00038648 64.08383561

5453950 PPP2R5A serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit alpha isoform isoform 1 5525 NP_006234.1 7.201646091 1 3 3 19 486 56.158 6.71 1 0.98 1.04 1 Significant 0.000307
GVIVESAYSDIVK 6 5453950 2xTMT6plex [N-Term; K13] 0.926 1.045 1.069 5.027302265 81.81 0 1838.067536 2 919.5350952 -2.514864237 -0.002311245 67.1506201FLESPDFQPSIAK 12 5453950 2xTMT6plex [N-Term; K13] 1.064 0.969 0.99 4.024010658 38.48 0 1937.078435 2 969.0422363 -0.639774687 -0.000619647 74.22604603ELEREELWK 1 5453950 2xTMT6plex [N-Term; K9] 1.23 2.325520515 1 1689.957592 3 563.9905396 -0.3116159 -0.000175539 49.41687903

5453954 PPP2R5D serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit delta isoform isoform 1 5528 NP_006236.1 35.3820598 1 8 15 81 602 69.947 8.13 1.24 1.17 1.15 1.19 Significant 0.000528
AGLNEMVEYITHSR 6 5453954 1xTMT6plex [N-Term] 1.15 0.936 1.111 4.747089386 39.74 0 1848.947548 3 616.9881592 1.284973749 0.00079195 78.12853615DGGGENTEEAQPQPQPQPQPQAQSQPPSSNK 2 5453954 2xTMT6plex [N-Term; K31] 0.633 4.114514828 22.26 0 3714.799593 4 929.4563599 1.081176258 0.001004088 27.20521889APPPLPPVYSMETETPTAEDIQLLK 10 5453954 2xTMT6plex [N-Term; K25] 1.096 1.024 4.859820843 45.64 0 3195.726324 3 1065.911499 -1.996550718 -0.00212681 96.48731244TIHGLIYNALK 6 5453954 2xTMT6plex [N-Term; K11] 1.418 1.464 1.384 4.345999718 46.3 0 1701.046347 3 567.6863403 -1.105051552 -0.000626581 64.54886309

QCCVLFDFVSDPLSDLK 6 5453954 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C2; C3] 100 1.233 1.102 5.245737076 35.37 0 2501.282039 3 834.4329834 0.942602744 0.000785905 107.9764529
SLSVYHPQLAYCVVQFLEK 4 5453954 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C12] 100 100 4.006164551 32.87 0 2739.494415 3 913.8352661 -1.157071224 -0.001056597 103.4816085

ESSLTEPVIVGLLK 14 5453954 2xTMT6plex [N-Term; K14] 1.277 1.152 1.189 5.648405552 87.29 0 1943.1829 2 972.0924683 -2.696836495 -0.002620223 92.39326103DSPTQEREELFIQK 2 5453954 2xTMT6plex [N-Term; K14] 0.906 4.182961941 22.5 1 2178.180668 3 726.7321777 0.602141569 0.000437191 46.61014359
LFDDCTQQYK 2 5453954 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.116 3.08962369 22.95 0 1775.903842 2 888.4553833 -0.198315038 -0.000176094 51.91330156VLPIMFPALYR 9 5453954 1xTMT6plex [N-Term] 1.234 1.141 1.164 3.665068626 23.51 0 1548.917358 2 774.9616699 -0.836052513 -0.000647488 104.6108227FLESPDFQPNIAK 6 5453954 2xTMT6plex [N-Term; K13] 1.613 1.386 1.66 3.583151579 40.35 0 1964.089334 2 982.5475464 -0.772982438 -0.000759103 72.55363712CVSSPHFQVAER 2 5453954 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.79 2.963567972 24.45 0 1645.831791 3 549.2826538 0.982685953 0.000539112 31.29033065LFMEMNQK 2 5453954 2xTMT6plex [N-Term; K8] 1.246 3.104719162 34.37 0 1498.816213 2 749.9104614 -1.712550488 -0.001283399 62.89552355VLLPLHK 6 5453954 2xTMT6plex [N-Term; K7] 1.257 1.446 1.082 2.872778654 33.26 0 1277.87095 3 426.6281433 -0.839567062 -0.000357619 58.80334658VMEPLFR 4 5453954 1xTMT6plex [N-Term] 1.019 0.912 2.78500247 21.81 0 1120.638617 2 560.8228149 -0.23563099 -0.000132029 58.246239365453958 PPP5C serine/threonine-protein phosphatase 5 isoform 1 5536 NP_006238.1 35.47094188 1 16 16 101 499 56.842 6.28 1.16 1.08 1.04 1.09 Significant 0.00104
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AFLEENNLDYIIR 10 5453958 1xTMT6plex [N-Term] 1.184 0.933 0.991 4.603971004 61.17 0 1838.98498 2 919.9967651 0.69269377 0.000636927 77.7831563TECYGYALGDATR 8 5453958 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.911 0.918 1.15 4.760668278 69.15 0 1705.805301 2 853.4053345 -1.119069501 -0.000954457 40.13662939
TECAEPPRDEPPADGALK 2 5453958 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C3] 0.832 5.093077183 16.01 1 2411.227695 3 804.4136963 -0.480876532 -0.000386501 47.87665957

SVVDSLDIESMTIEDEYSGPK 4 5453958 2xTMT6plex [N-Term; K21] 1.015 1.068 5.930107117 69.49 0 2772.390128 3 924.8040161 2.657299119 0.00245569 83.29778218
GVSCQFGPDVTK 6 5453958 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 0.96 0.751 1.037 4.497727394 60.04 0 1752.935477 2 876.9710693 -0.350616513 -0.000307304 46.15704639

LSTLVETTLK 10 5453958 2xTMT6plex [N-Term; K10] 1.116 0.954 0.504 4.040253639 46.04 0 1562.976931 2 781.9911499 -1.220315716 -0.000953663 77.88109351AEGYEVAHGGR 14 5453958 1xTMT6plex [N-Term] 1.049 1.115 0.884 4.243907452 39.83 0 1374.696343 3 458.9035034 -0.280786441 -0.000128665 17.14139546VLIMHGGLFSEDGVTLDDIR 8 5453958 1xTMT6plex [N-Term] 1.106 1.018 5.213926792 21.7 0 2416.274362 3 806.0959473 -0.444089935 -0.000357681 85.29300575TQANDYFK 6 5453958 2xTMT6plex [N-Term; K8] 1.073 0.979 1.075 3.387452126 36.66 0 1444.783651 2 722.8956299 0.230218293 0.000166308 38.1218677LLYPDHFHLLR 4 5453958 1xTMT6plex [N-Term] 1.439 1.407 3.319643259 30.14 0 1652.947413 4 413.9922485 -0.150300834 -6.21E-05 62.24783978DYETVVK 10 5453958 2xTMT6plex [N-Term; K7] 1.081 1.042 1.059 2.851226807 31.41 0 1311.756039 2 656.3817139 0.085590896 5.61E-05 39.71823758
TECAEPPRDEPPADGALKR 1 5453958 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C3] 1.41 3.861990213 2 2567.328806 4 642.5859375 -2.682149627 -0.00172149 30.07987581

ELMQWYK 6 5453958 2xTMT6plex [N-Term; K7] 1.026 1.186 1.155 2.80966568 25.48 0 1455.807029 2 728.40625 -1.239999509 -0.0009026 62.61394173VKPHDKDAK 4 5453958 4xTMT6plex [N-Term; K2; K6; K9] 1.486 1 2.616643906 3.2 1 1954.225547 3 652.0794067 -0.96219966 -0.000626785 20.15053903AKDYENAIK 1 5453958 3xTMT6plex [N-Term; K2; K9] 1.015 1.785372257 1 1739.030646 3 580.3484497 0.085916309 4.98E-05 37.56172689AIELDKK 7 5453958 3xTMT6plex [N-Term; K6; K7] 1.075 1.26 1.093 2.451112032 2.52 1 1503.971341 3 501.9954224 0.248043187 0.00012435 43.81587913
19923359 PRKAB1 5'-AMP-activated protein kinase subunit beta-1 5564 NP_006244.2 44.07407407 1 5 7 21 270 30.363 6.4 0.88 0.8 1.29 0.99 Significant 0.0227

FFVDGQWTHDPSEPIVTSQLGTVNNIIQVK 4 19923359 2xTMT6plex [N-Term; K30] 0.982 0.877 6.565398693 30.29 0 3828.037245 4 957.7637939 -1.018519022 -0.000974732 94.95371794
DTGISCDPALLPEPNHVMLNHLYALSIK 2 19923359 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C6] 1.179 4.71929121 26.7 0 3576.895866 4 894.9782104 -1.357107757 -0.001213558 88.13062336

KTDFEVFDALMVDSQK 6 19923359 3xTMT6plex [N-Term; K1; K16] 0.844 0.752 0.807 5.519524097 27.77 1 2560.393587 3 854.1342163 -2.144722689 -0.001830445 93.18814818APPILPPHLLQVILNK 3 19923359 2xTMT6plex [N-Term; K16] 0.874 1.187 4.307234287 27.58 0 2221.420051 3 741.1445313 -0.455037758 -0.000336943 112.3266086ILMDSPEDADLFHSEEIK 2 19923359 2xTMT6plex [N-Term; K18] 0.79 3.936843634 38.74 0 2547.305276 3 849.772583 -0.81678336 -0.000693532 75.13211077YVTTLLYKPI 2 19923359 2xTMT6plex [N-Term; K8] 0.819 3.410278559 12.05 0 1669.034051 3 557.0169678 1.377191982 0.000766193 82.27194525KYVTTLLYKPI 2 19923359 3xTMT6plex [N-Term; K1; K9] 1.91 2.823632002 0.87 1 2026.291946 3 676.1013184 -1.255802195 -0.000848207 77.257853155453974 PKN2 serine/threonine-protein kinase N2 isoform 1 5586 NP_006247.1 17.68292683 1 12 13 48 984 111.964 6.3 1.1 0.87 0.85 0.94 Significant 0.0072 AIPTVNHSGTFSPQAPVPTTVPVVDVR 2 5453974 1xTMT6plex [N-Term] 1.546 5.298271656 35.89 0 3015.646485 3 1005.887085 0.07169037 7.21E-05 71.14160567MQILQAVQTNELAFDNAKPVISPLELR 4 5453974 2xTMT6plex [N-Term; K18] 1.105 1.239 6.231303215 24.92 0 3496.960181 4 874.9959717 0.536517047 0.000469045 103.5039637IIIEELSLVAASPTLSPR 6 5453974 1xTMT6plex [N-Term] 1.188 1.011 1.115 6.29454422 40.31 0 2138.263386 3 713.425354 -0.878071566 -0.000625849 107.8789194FLSTEAISIMR 6 5453974 1xTMT6plex [N-Term] 0.89 1.34 0.937 4.312266827 38.68 0 1496.834416 2 748.9193726 -1.969398071 -0.001473931 76.01700793DEVDSLMCEK 2 5453974 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.085 3.579025745 40.97 0 1683.833379 2 842.4194946 -0.989832015 -0.000833356 50.30873296
LDNLLLDTEGFVK 6 5453974 2xTMT6plex [N-Term; K13] 1.137 1.048 1.178 3.802190065 38.52 0 1935.1203 3 645.7108154 -1.243886976 -0.000802357 96.0789252ATSVALPGWSPSETR 4 5453974 1xTMT6plex [N-Term] 0.79 0.834 3.646212816 40.06 0 1787.948929 2 894.4749756 -3.497917656 -0.003127049 56.1061503LIDWSALMDK 4 5453974 2xTMT6plex [N-Term; K10] 1.065 1.074 3.250710011 18.86 0 1649.933686 2 825.4700928 -0.470681417 -0.000388297 94.57671211FQFNLQDFR 2 5453974 1xTMT6plex [N-Term] 1.015 2.690801144 11.16 0 1443.758215 2 722.3823242 -0.584026114 -0.000421596 75.97276061VLLAEYK 2 5453974 2xTMT6plex [N-Term; K7] 0.978 3.17158103 17.42 0 1293.818245 2 647.4116211 -1.761957298 -0.001139826 59.09503948VKPPFIPTIR 6 5453974 2xTMT6plex [N-Term; K2] 1.139 0.984 0.835 3.449148417 3.69 0 1626.050705 3 542.6878052 -1.133041332 -0.000614128 65.29133462KGDIVAR 2 5453974 2xTMT6plex [N-Term; K1] 1.574 2.431577206 1.23 1 1216.777777 3 406.2638855 -0.554058327 -0.000224722 23.21006636SLAYVDNILK 2 5453974 2xTMT6plex [N-Term; K10] 0.104 0.111 0.439538538 7.16 0 1593.961615 2 797.4841309 -0.39506676 -0.000314861 68.205791865453980 DNAJC3 dnaJ homolog subfamily C member 3 precursor 5611 NP_006251.1 46.42857143 1 19 19 107 504 57.544 6.15 1.13 1.17 1.22 1.17 Significant 0.000492

VCSEVLQMEPDNVNALK 8 5453980 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C2] 0.786 1.033 0.951 4.605042934 53.94 0 2404.261638 2 1202.634277 -0.149635337 -0.000179881 68.62744102
VCSEVLQMEPDNVNALKDR 6 5453980 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C2] 100 0.9 6.303 5.072022438 19.89 1 2675.389692 3 892.4678955 -0.208742137 -0.000186156 61.81078259
ISTLYYQLGDHELSLSEVR 6 5453980 1xTMT6plex [N-Term] 0.998 0.963 1.196 6.049860001 57 0 2452.29212 3 818.0982666 -4.841811143 -0.003957845 79.60477413KKFDDGEDPLDAESQQGGGGNPFHR 2 5453980 3xTMT6plex [N-Term; K1; K2] 1.431 5.252442837 19.15 2 3388.712506 5 678.5479126 -0.604781821 -0.000409886 46.1940332AEAYLIEEMYDEAIQDYETAQEHNENDQQIR 8 5453980 1xTMT6plex [N-Term] 5.796 0.941 100 4.987047672 21.44 0 3987.8028 4 997.7095947 3.447865138 0.003437352 110.5841927LALQWHPDNFQNEEEK 6 5453980 2xTMT6plex [N-Term; K16] 0.905 1.091 1.143 4.498588562 38.72 0 2456.261044 3 819.4291992 4.885688465 0.004000175 68.63128538KFDDGEDPLDAESQQGGGGNPFHR 4 5453980 2xTMT6plex [N-Term; K1] 0.944 0.854 5.119733334 22.15 1 3031.454611 4 758.6166382 -3.26183199 -0.002472024 48.99237296FDDGEDPLDAESQQGGGGNPFHR 6 5453980 1xTMT6plex [N-Term] 0.783 0.728 5.121449947 58.18 0 2674.196716 3 892.0705566 0.149832611 0.000133561 52.30185366LLAAGQLADALSQFHAAVDGDPDNYIAYYR 6 5453980 1xTMT6plex [N-Term] 100 0.688 0.971 5.351584435 45.82 0 3467.743299 4 867.6897583 -1.757741664 -0.001523849 109.9324792LIESAEELIR 6 5453980 1xTMT6plex [N-Term] 1.197 1.314 1.152 4.29370451 58.78 0 1401.815061 2 701.4092407 -2.750922568 -0.001928142 76.83394427SNPSENEEKEAQSQLIK 3 5453980 3xTMT6plex [N-Term; K9; K17] 1.256 0.755 4.527888298 2.36 1 2618.424035 3 873.4790039 -0.602232957 -0.000525634 41.08754586SNPSENEEK 6 5453980 2xTMT6plex [N-Term; K9] 0.597 0.998 1.176 4.210088253 50.11 0 1491.769123 2 746.3890381 1.124163149 0.000838496 17.44049736LDEAEDDFKK 2 5453980 3xTMT6plex [N-Term; K9; K10] 0.887 2.413620949 2.98 1 1897.05217 3 633.0219727 -0.424301062 -0.000268307 48.86807749FIDIAAAK 4 5453980 2xTMT6plex [N-Term; K8] 1.129 1.089 3.276287794 44.53 0 1306.813494 2 653.9100342 -0.537529363 -0.000351225 65.06698067SWNSWQGFNPFSSGGPFR 2 5453980 1xTMT6plex [N-Term] 1.685600638 7.68 0 2287.088216 2 1144.047241 -0.441678689 -0.000505079 92.62188046EVLSDPEMR 8 5453980 1xTMT6plex [N-Term] 1.185 1.197 1.201 3.316470623 32.04 0 1304.671768 2 652.8382568 -1.939727821 -0.001265354 33.58828514AALPDLTK 12 5453980 2xTMT6plex [N-Term; K8] 1.224 1.302 1.276 2.943279505 33.44 0 1286.808409 2 643.9067383 -1.716531758 -0.001104424 54.61902311YTDATSK 6 5453980 2xTMT6plex [N-Term; K7] 0.936 1.315 1.437 2.627809048 25.21 0 1243.693439 2 622.3497314 -1.006943782 -0.000626165 23.05716888

ICHCFSK 6 5453980 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C2; C4] 1.489 1.615 1.276 2.837286711 19.52 0 1409.743383 3 470.5846558 -2.815466198 -0.001323028 31.61720872
5453990 PSME1 proteasome activator complex subunit 1 isoform 1 5720 NP_006254.1 74.69879518 1 22 22 321 249 28.705 6.02 0.82 0.84 0.81 0.82 Significant 0.000115

VFELMTSLHTK 16 5453990 2xTMT6plex [N-Term; K11] 0.716 0.865 0.782 4.730014324 44.76 0 1764.012998 3 588.6760254 0.297334473 0.000174834 79.19378556EPALNEANLSNLK 24 5453990 2xTMT6plex [N-Term; K13] 0.627 0.64 0.608 5.830999374 68.36 0 1871.063848 2 936.0346069 -1.021142499 -0.000955311 58.87601466KISELDAFLK 18 5453990 3xTMT6plex [N-Term; K1; K10] 0.7 0.765 0.715 5.235367298 44.44 1 1851.155847 2 926.0819702 0.441275482 0.000408435 73.30893265ISELDAFLKEPALNEANLSNLK 12 5453990 3xTMT6plex [N-Term; K9; K22] 0.836 0.864 0.856 5.85279274 37.63 1 3116.781027 3 1039.599731 1.159701598 0.001204845 99.32520147DVIEQLNLVTTWLQLQIPR 6 5453990 1xTMT6plex [N-Term] 0.326 0.495 0.78 6.354853153 76.79 0 2508.438725 3 836.8165894 -1.399258255 -0.001169985 113.0948023QLVHELDEAEYR 14 5453990 1xTMT6plex [N-Term] 0.756 0.873 0.863 5.143733978 56.01 0 1730.891079 2 865.9489136 -0.305571834 -0.000264456 44.39124146
GEDEDKGPPCGPVNCNEK 6 5453990 3xTMT6plex [N-Term; K6; K18]; 2xCarbamidomethyl [C10; C15] 0.61 0.983 0.455 4.620330334 28.49 1 2689.316476 3 897.1098633 -0.535298193 -0.000479862 32.01152766

TENLLGSYFPK 32 5453990 2xTMT6plex [N-Term; K11] 0.802 0.828 0.785 4.344377518 56.4 0 1726.977993 2 863.9932251 0.683543923 0.000590233 71.26637225KISELDAFLKEPALNEANLSNLK 13 5453990 4xTMT6plex [N-Term; K1; K10; K23] 1.123 1.073 1.206 10.59695339 53.29 2 3474.038922 4 869.2648315 -0.410248174 -0.000356305 91.70621889IEDGNNFGVAVQEK 22 5453990 2xTMT6plex [N-Term; K14] 0.835 0.964 0.91 5.557507992 88.14 0 1978.064576 2 989.5314941 -4.481369748 -0.004432219 53.00694138NAYAVLYDIILK 28 5453990 2xTMT6plex [N-Term; K12] 0.789 0.863 0.808 5.390439034 67.81 0 1854.114093 2 927.5602417 -0.477770794 -0.000442921 111.6524581APLDIPVPDPVK 20 5453990 2xTMT6plex [N-Term; K12] 0.64 0.656 0.637 3.807175636 47.75 0 1719.045679 2 860.0252075 -1.477756507 -0.001270165 80.61981411
KGEDEDKGPPCGPVNCNEK 4 5453990 4xTMT6plex [N-Term; K1; K7; K19]; 2xCarbamidomethyl [C11; C16] 0.996 0.722 6.003602982 15.48 2 3046.574371 4 762.3978271 -1.605877833 -0.001223107 31.84409369

APLDIPVPDPVKEK 30 5453990 3xTMT6plex [N-Term; K12; K14] 1.1 1.074 1.049 4.261416912 31.49 1 2205.346167 3 735.7832642 -4.954999671 -0.003642497 74.93700986VFELMTSLHTK 9 5453990 2xTMT6plex [N-Term; K11]; 1xOxidation [M5] 0.957 0.882 0.835 3.975756884 17.21 0 1780.007913 3 588.6760254 0.297334473 0.000174834 79.19378556ISELDAFLK 6 5453990 2xTMT6plex [N-Term; K9] 0.529 0.558 0.556 3.670801401 54 0 1493.897952 2 747.4523926 -0.296836708 -0.000221722 85.31047289LEGFHTQISK 6 5453990 2xTMT6plex [N-Term; K10] 0.804 0.848 0.845 4.066013336 32.36 0 1617.936463 3 539.9830322 -1.186245787 -0.000639757 47.30216587VQPEAQAK 14 5453990 2xTMT6plex [N-Term; K8] 0.815 0.829 0.842 3.4535954 49.22 0 1328.793821 2 664.9004517 -0.146470946 -9.73E-05 23.83127272QPHVGDYR 12 5453990 1xTMT6plex [N-Term] 0.818 0.806 0.849 3.528281927 37.05 0 1200.632286 3 400.8822937 0.034609694 1.39E-05 18.24649049LMVMEIR 8 5453990 1xTMT6plex [N-Term] 0.823 0.898 0.673 3.03004241 42.77 0 1120.641988 2 560.8242798 -0.629272948 -0.000352595 60.04278409VDVFREDLCTK 7 5453990 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.114 1.09 1.228 2.997927189 9.93 1 1840.003891 3 614.0040283 -3.455872618 -0.002119606 51.49627343IVVLLQR 12 5453990 1xTMT6plex [N-Term] 1.124 1.16 1.076 2.301127195 33.93 0 1069.729481 2 535.3684082 0.054739306 2.93E-05 64.20249847GPPCGPVNCNEK 2 5453990 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C4; C9] 0.264 1.747731686 13.31 0 1786.898046 2 893.9526978 0.04100839 3.66E-05 29.97334086
5453994 RAD21 double-strand-break repair protein rad21 homolog 5885 NP_006256.1 26.30744849 1 11 11 53 631 71.645 4.65 1.33 1.58 1.72 1.54 Significant 0.00542

EKEDDEEEEDEDASGGDQDQEER 4 5453994 2xTMT6plex [N-Term; K2] 1.267 100 4.44954586 41.37 1 3141.313998 3 1047.776855 0.641383272 0.000671595 16.77975775
EAAYNAITLPEEFHDFDQPLPDLDDIDVAQQFSLNQSR 2 5453994 1xTMT6plex [N-Term] 4.459447861 13.44 0 4591.210246 4 1148.552368 -4.923236475 -0.005650903 102.8468453

AQLSDYSDIVTTLDLAPPTK 2 5453994 2xTMT6plex [N-Term; K20] 1.424 4.329122543 13.9 0 2606.43292 3 869.4816895 -0.922544604 -0.000801517 91.09083447EKEKEDDEEEEDEDASGGDQDQEER 6 5453994 3xTMT6plex [N-Term; K2; K4] 1.011 0.967 6.269578934 23.7 2 3627.614486 4 907.6575928 -1.638852825 -0.001486282 34.87154514
YLLADCNEAFIK 6 5453994 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 2.302 2.338 2.427 4.777829647 60.82 0 1915.039942 2 958.0220337 -1.645353248 -0.001575459 71.03940731

AHVFECNLESSVESIISPK 2 5453994 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C6] 1.85 4.396940708 18.98 0 2604.374359 3 868.7963867 0.095077057 8.25E-05 84.58670762MAFRPGVVDLPEENR 6 5453994 1xTMT6plex [N-Term] 0.564 0.912 0.989 4.78508997 15.31 0 1959.031947 3 653.6817627 -0.61862394 -0.000403968 55.23494005LFSLPAQPLWNNR 9 5453994 1xTMT6plex [N-Term] 1.686 1.477 1.601 4.259443283 36.43 0 1785.000905 3 595.6711426 -1.137397533 -0.000676752 86.49251041IWLAAHWDK 6 5453994 2xTMT6plex [N-Term; K9] 1.419 1.709 1.927 3.929515362 40.53 0 1597.925504 3 533.3126221 -1.371289873 -0.000730406 70.97047062FYSFLVLK 6 5453994 2xTMT6plex [N-Term; K8] 1.819 1.756 2.168 3.776046038 39.03 0 1474.907395 2 737.9567871 -0.743742457 -0.000548476 96.40084244LIVDSVK 4 5453994 2xTMT6plex [N-Term; K7] 1.205 1.432 2.620317698 26.12 0 1231.802595 2 616.4048462 -0.145637936 -8.97E-05 52.67932426150418007 RANBP2 E3 SUMO-protein ligase RanBP2 5903 NP_006258.3 30.95533499 1 77 79 383 3224 357.974 6.2 1.18 1.17 1.21 1.19 Significant 0.000103 QNQTTSAVSTPASSETSK 8 150418007 2xTMT6plex [N-Term; K18] 1.253 0.792 1.12 6.564918995 68.8 0 2282.187604 2 1141.597778 0.296172244 0.00033796 25.63839183
EGQWDCSVCLVR 2 150418007 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 1.978 4.06562233 39.31 0 1737.824991 2 869.4163208 0.215103111 0.000186906 49.22886307

GDDYFNYNVQQTSTNPPLPEPGYFTKPPIAAHASR 2 150418007 2xTMT6plex [N-Term; K26] 5.959199429 21.53 0 4351.182405 4 1088.551025 -0.030699127 -3.34E-05 72.44021265
GVIFGQTSSTFTFADLAK 8 150418007 2xTMT6plex [N-Term; K18] 1.108 1.32 1.211 5.890522003 50.44 0 2348.290219 3 783.4358521 1.185586995 0.000928034 92.26423793IIDDSDSNLSVVK 12 150418007 2xTMT6plex [N-Term; K13] 1.335 1.461 1.236 5.434072018 69.73 0 1863.047529 2 932.0270386 -0.391048297 -0.000364271 58.21924298FGESTTGFNFSFK 2 150418007 2xTMT6plex [N-Term; K13] 1.106 3.608959675 42.26 0 1927.000185 2 964.0005493 -3.302032474 -0.003181509 79.19581205LLLDIPLQTPHK 6 150418007 2xTMT6plex [N-Term; K12] 1.143 1.262 1.14 4.098385334 54.63 0 1846.156626 3 616.057251 0.310666863 0.00019118 82.76440349GHVSLAAELSK 2 150418007 2xTMT6plex [N-Term; K11] 1.093 4.863545418 38.6 0 1569.936463 3 523.9838257 0.293706651 0.0001537 47.70943379SWWDAVCTLIHR 6 150418007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.69 1.059 1.406 5.383609295 44.13 0 1772.910376 3 591.6411743 -0.792939564 -0.000468604 93.03816344

EYLESLQCLESDK 10 150418007 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 1.244 1.311 1.145 4.24828434 63.52 0 2072.062193 2 1036.534058 -0.653684831 -0.000677238 70.23724269
GEAGQNLLEMMACDR 5 150418007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.043 1.381 1.38 4.11090374 59.7 0 1923.892418 2 962.4488525 -1.034320763 -0.000994961 70.03797505DTSFLGSDDIGNIDVR 6 150418007 1xTMT6plex [N-Term] 1.468 1.584 1.293 5.255735874 67.28 0 1952.976265 2 976.9915161 -0.261064841 -0.000254927 61.71203855EGFSIPVSADGFK 6 150418007 2xTMT6plex [N-Term; K13] 1.112 1.073 3.925805569 33.03 0 1811.994371 2 906.4992676 -1.717921313 -0.001556432 71.71410784NRPDYVSEEEEDDEDFETAVK 2 150418007 2xTMT6plex [N-Term; K21] 1.282 5.293204308 31.69 0 2974.384191 3 992.1333008 0.389402873 0.000386078 48.75004781

MICQQVEAIK 2 150418007 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.808 4.381128788 58.65 0 1677.943205 2 839.4747925 -0.534171276 -0.000448155 53.84709037
EGQWDCSACLVQNEGSSTK 2 150418007 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C6; C9] 1.007 3.65425086 28.74 0 2614.227772 3 872.0811157 0.391028655 0.000340746 46.07672077

VELVTGEEDEK 4 150418007 2xTMT6plex [N-Term; K11] 1.06 0.943 4.447289944 39.31 0 1705.926017 2 853.4667969 0.175922049 0.000150055 45.22603257NSDIEQSSDSK 6 150418007 2xTMT6plex [N-Term; K11] 1.784 1.275 1.265 4.314531326 48.39 0 1667.848829 2 834.4251709 -3.456034518 -0.002882072 19.84213391EIDTDSTSQGESK 12 150418007 2xTMT6plex [N-Term; K13] 1.292 1.327 1.318 4.45263052 70.23 0 1854.933287 2 927.9689331 -1.454240474 -0.00134876 32.26723467ELVGPPLAETVFTPK 12 150418007 2xTMT6plex [N-Term; K15] 1.049 1.177 1.246 5.003608704 45.25 0 2056.209449 2 1028.606079 -2.221493961 -0.002283928 89.22524668IAVAVLEETTR 2 150418007 1xTMT6plex [N-Term] 1.185 4.275220394 43.83 0 1430.84161 2 715.9247437 0.419672368 0.000300242 75.67465885ELLQSFDSALQSVK 12 150418007 2xTMT6plex [N-Term; K14] 1.155 1.204 1.294 5.089504242 51.69 0 2023.147577 3 675.053833 -0.312214773 -0.000210552 90.02636797FKTPEEAALFK 6 150418007 3xTMT6plex [N-Term; K2; K11] 1.206 1.387 1.576 4.632916927 19.14 1 1968.177311 3 656.7310791 0.697815527 0.000457808 64.39978924
LKEQLLDCEGEDGWNK 2 150418007 3xTMT6plex [N-Term; K2; K16]; 1xCarbamidomethyl [C8] 1.861 4.263803959 19.75 1 2621.384813 3 874.4667358 0.32073869 0.00028026 64.20742496

WAEDQNSLLK 4 150418007 2xTMT6plex [N-Term; K10] 1.044 1.14 4.10404253 50.99 0 1661.926292 2 831.4659424 -1.013134206 -0.000841877 54.00850106FLGLLYELEENTDK 5 150418007 2xTMT6plex [N-Term; K14] 1.231 1.15 3.563859224 43.65 0 2142.173458 3 714.7249146 -6.193418935 -0.004422459 112.3079165NLFASFPTEESSINYTFK 8 150418007 2xTMT6plex [N-Term; K18] 0.921 1.001 1.193 5.152040005 35.35 0 2553.327726 3 851.7807617 0.002152583 1.83E-06 89.02431852SVFGTPTLETANK 6 150418007 2xTMT6plex [N-Term; K13] 1.084 1.397 0.974 4.57913208 68.75 0 1823.031485 2 912.0193481 -0.035918709 -3.27E-05 56.90229294
VCANHWITTTMNLKPLSGSDR 2 150418007 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.714 4.372877598 6.71 0 2859.500973 4 715.6299438 -1.058922309 -0.000756997 68.05856811

SDDMFTFHGPGK 4 150418007 2xTMT6plex [N-Term; K12] 1.08 1.061 3.873291492 30.3 0 1796.904176 3 599.6383057 -2.121697897 -0.001270829 49.87502996SGEEDEEILFK 4 150418007 2xTMT6plex [N-Term; K11] 1.127 0.904 3.050265312 20.51 0 1753.926017 2 877.4659424 -0.803268987 -0.000704437 57.64970253KLPVPLESVK 6 150418007 3xTMT6plex [N-Term; K1; K10] 1.17 1.311 1.217 4.484767914 44.42 1 1797.181668 3 599.7327271 1.090653426 0.000653367 66.74983508VWLWTACDFADGER 6 150418007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.299 1.288 1.244 4.48453474 47.97 0 1954.931899 2 977.9658813 -3.791750849 -0.003706307 86.51675503AWMWLASDFSDGDAK 6 150418007 2xTMT6plex [N-Term; K15] 1.187 1.257 1.252 3.657091618 37.76 0 2158.067947 3 720.02771 0.291794711 0.000209904 97.37326154NSIPEPIDPLFK 4 150418007 2xTMT6plex [N-Term; K12] 1.547 3.448903322 25.42 0 1828.062057 3 610.024353 -1.942607996 -0.001183736 80.11485678LLVQHEINTLR 6 150418007 1xTMT6plex [N-Term] 1.484 1.08 1.264 4.435932636 32.36 0 1564.937242 3 522.3179932 1.39580178 0.000728114 51.64965118KQSLPATSIPTPASFK 2 150418007 3xTMT6plex [N-Term; K1; K16] 0.934 3.96323967 10.52 1 2360.415643 3 787.4776611 1.180706646 0.000928986 66.33751363
HGLQPALLVHWAECLQK 2 150418007 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C14] 1.08 3.96659565 5.06 0 2458.379326 4 615.3499146 -0.60909513 -0.000374347 87.15622896

FDAEVSQWK 8 150418007 2xTMT6plex [N-Term; K9] 1.319 1.572 1.848 3.639650583 38.79 0 1567.852064 3 523.2885132 -0.687628153 -0.000359366 59.23050989SEEPDSITK 10 150418007 2xTMT6plex [N-Term; K9] 0.953 1.431 1.27 3.997714996 35.44 0 1463.79936 2 732.402771 -0.747853731 -0.000547354 27.91318192
LKLPPTFFCYK 4 150418007 3xTMT6plex [N-Term; K2; K11]; 1xCarbamidomethyl [C9] 1.685 1.526 4.66687727 24.5 1 2101.248702 3 701.0870972 -0.93445202 -0.000654505 84.27508486

SGFEGMFTK 6 150418007 2xTMT6plex [N-Term; K9] 1.119 1.456 1.422 4.062302113 32.79 0 1461.781208 2 731.3942261 -0.022022148 -1.61E-05 58.87498557FGNTEQGFK 6 150418007 2xTMT6plex [N-Term; K9] 1.05 1.18 1.076 3.605944157 40.27 0 1485.8102 2 743.4089355 0.265749791 0.000197427 44.64740908DSLITPHVSR 6 150418007 1xTMT6plex [N-Term] 1.027 1.347 1.171 3.950767994 23.67 0 1353.76878 3 451.9273071 -1.0426694 -0.000470511 32.75123247SGFEDMFAK 6 150418007 2xTMT6plex [N-Term; K9] 0.825 0.977 0.965 3.755267382 34.56 0 1489.776122 2 745.3914795 -0.295316604 -0.000219978 62.87495844ETNPVVFFDVCADGEPLGR 2 150418007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.681 4.861431122 19.24 0 2351.153912 3 784.3865967 -3.689958744 -0.002891887 81.66767432LQDVADSFK 4 150418007 2xTMT6plex [N-Term; K9] 1.19 1.13 3.571600914 29.85 0 1480.841165 2 740.9216309 -3.49819506 -0.002590136 59.45518306ITPDMTLQNMK 3 150418007 2xTMT6plex [N-Term; K11] 0.816 0.689 3.554156065 16.14 0 1749.964334 2 875.4830322 -3.169108517 -0.002772913 62.88320019EIVETFANK 4 150418007 2xTMT6plex [N-Term; K9] 1.192 1.377 4.328186989 37.18 0 1508.872465 2 754.9365234 -4.437243805 -0.003347617 55.44369063EPELEDLTR 4 150418007 1xTMT6plex [N-Term] 1.236 1.059 3.316554785 25.31 0 1330.705176 2 665.8557129 -0.77189055 -0.000513579 43.57236182SVELNPTQK 2 150418007 2xTMT6plex [N-Term; K9] 1.407 2.849086285 14.71 0 1473.867714 2 737.4375 0.006052104 4.46E-06 39.56719875KIESFGSPK 2 150418007 3xTMT6plex [N-Term; K1; K9] 0.613 2.880492449 8.64 1 1680.029918 3 560.6809692 -0.930796017 -0.000521255 45.18280715LQDVADSFKK 3 150418007 3xTMT6plex [N-Term; K9; K10] 1.443 1.87 3.059947491 4.3 1 1838.09906 3 613.3700562 -1.874285801 -0.001148374 57.55094626FVFGSESVK 6 150418007 2xTMT6plex [N-Term; K9] 1.883 1.111 1.672 2.813808441 40.25 0 1457.840437 2 729.4234619 -0.541850709 -0.000394966 60.94222777HVVFGFVK 6 150418007 2xTMT6plex [N-Term; K8] 1.414 1.453 1.354 3.521756649 28.82 0 1390.861113 3 464.2919006 0.025555605 1.18E-05 57.00130087LYLDGSEK 4 150418007 2xTMT6plex [N-Term; K8] 1.179 1.388 3.098752022 34.67 0 1382.793153 2 691.9000854 -0.186804196 -0.000129156 45.70215314FGISEPGNQEK 2 150418007 2xTMT6plex [N-Term; K11] 0.833 3.073738337 21.54 0 1663.905556 2 832.4551392 -1.535387437 -0.00127737 40.62307924
VIPDFVCQGGDITK 2 150418007 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 0.823 2.998630285 14.07 0 2007.098519 3 669.703064 -1.933375682 -0.001293492 74.05634395

NTFNFGSK 5 150418007 2xTMT6plex [N-Term; K8] 0.949 1.397 0.943 3.190735817 27.81 0 1372.762521 2 686.8831787 -2.506193221 -0.001720204 44.6945877ILQNYDNK 9 150418007 2xTMT6plex [N-Term; K8] 0.762 0.815 0.872 3.463727474 27.23 0 1465.8415 2 733.4237061 -0.930694502 -0.000682125 43.86787475APGTNVAMASNQAVR 2 150418007 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.528 1.473672152 41.54 0 1731.900933 2 866.4512939 -3.246005166 -0.00281088 24.85772519TPEEAALFK 4 150418007 2xTMT6plex [N-Term; K9] 0.963 1.109 3.400995016 33.74 0 1463.851002 2 732.4293213 0.248767207 0.000182079 55.11109554FGTSETSK 4 150418007 2xTMT6plex [N-Term; K8] 0.969 0.927 2.865053177 30.08 0 1314.730552 2 657.8677368 -1.791498025 -0.001177669 28.32086909GFSGAGEK 4 150418007 2xTMT6plex [N-Term; K8] 1.246 1.162 2.658490896 18.68 0 1210.683208 2 605.8463135 1.769268055 0.001071012 25.71207017KPTVEEK 6 150418007 3xTMT6plex [N-Term; K1; K7] 1.436 1.322 1.494 2.960059404 14.43 0 1517.950605 3 506.6546326 -0.830642919 -0.000420292 27.59935519LFDLIQSELYVRPDDVHVNIR 1 150418007 1xTMT6plex [N-Term] 1.098 2.645159245 0 2770.508929 4 693.3831787 0.705824742 0.000488873 96.37268418KAEHLDFK 4 150418007 3xTMT6plex [N-Term; K1; K8] 1.365 1.227 3.16112709 8.46 1 1675.014603 4 419.5089722 -0.324622916 -0.000135937 37.55777397
IAEILCK 12 150418007 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.389 1.511 1.378 3.201986313 31.77 0 1304.801215 2 652.9041748 -0.109036245 -7.11E-05 75.79645213

ALCTGEK 20 150418007 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.969 0.957 0.953 2.923343658 37.43 0 1236.702229 2 618.8546143 -0.224471476 -0.000138802 27.02410736
VTEEENK 4 150418007 2xTMT6plex [N-Term; K7] 1.264 0.899 2.898589611 26.38 0 1306.725467 2 653.8659668 -0.61985189 -0.000404988 22.19802712NEASATK 6 150418007 2xTMT6plex [N-Term; K7] 1.358 1.236 1.225 2.734593153 25.78 0 1178.678123 2 589.8423462 -0.599949362 -0.000353574 17.32916806
EVADCFK 4 150418007 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.105 1.23 3.016948462 32.25 0 1326.712794 2 663.8601685 0.20059659 0.000133067 38.26420144
AVVSPPK 6 150418007 2xTMT6plex [N-Term; K7] 1.238 1.159 1.187 2.763904333 35.18 0 1155.750166 2 578.3777466 -1.686502841 -0.000974588 36.01264262SGFEGMFIR 4 150418007 1xTMT6plex [N-Term] 1.172 1.182 2.298706293 6.51 0 1272.660809 2 636.8328857 -1.818532957 -0.001157188 63.06278297FALVTPK 4 150418007 2xTMT6plex [N-Term; K7] 1.088 2.061157465 33.95 0 1233.797116 2 617.4016113 -0.948181622 -0.000584932 60.28041543TSPENVQDR 6 150418007 1xTMT6plex [N-Term] 0.975 1.055 1.04 3.13324666 47.75 0 1274.653809 2 637.8273926 -4.94325887 -0.003150472 16.30038886KAVPGNVAK 2 150418007 3xTMT6plex [N-Term; K1; K9] 1.329 2.445878983 4.3 1 1571.024773 3 524.3456421 -1.527869267 -0.000800107 33.84049853MGQHSSNVQWR 4 150418007 1xTMT6plex [N-Term] 1.115 1.156 1.209 2.866685152 2.21 0 1558.77461 3 520.2632446 0.366041835 0.000190192 24.83601479NADSEIK 2 150418007 2xTMT6plex [N-Term; K7] 1.173 2.598907709 18.54 0 1234.704338 2 617.8554688 -0.548106927 -0.000338375 22.962475915454004 DPF2 zinc finger protein ubi-d4 5977 NP_006259.1 9.462915601 1 2 2 8 391 44.127 6.33 1.12 1.3 1.25 1.22 Significant 0.00192 ILEPDDFLDDLDDEDYEEDTPK 6 5454004 2xTMT6plex [N-Term; K22] 1.118 1.295 1.245 4.048305035 50.86 0 3099.445788 3 1033.818481 -1.579928928 -0.001632301 92.18591823GPGLASGQLYSYPAR 2 5454004 1xTMT6plex [N-Term] 1.308 4.345447063 62.43 0 1765.943449 2 883.475708 0.390729174 0.000345003 48.340846315454028 RRAS ras-related protein R-Ras 6237 NP_006261.1 46.33027523 1 6 8 96 218 23.466 6.93 1.07 0.99 1.08 1.05 Significant 0.00074 KYQEQELPPSPPSAPR 6 5454028 2xTMT6plex [N-Term; K1] 1.004 1.14 1.155 6.071375847 27.59 1 2282.254502 3 761.4215698 -1.904168593 -0.001448599 38.62115729LNVDEAFEQLVR 32 5454028 1xTMT6plex [N-Term] 1.096 1.024 1.084 4.985767365 69.4 0 1661.906001 2 831.4550171 -1.951801311 -0.001621855 85.39344411LDILDTAGQEEFGAMR 14 5454028 1xTMT6plex [N-Term] 1.214 0.989 1.07 5.184036255 70.72 0 1995.005457 3 665.6735229 0.279927884 0.000186153 76.57158421GGGPGPGDPPPSETHK 6 5454028 2xTMT6plex [N-Term; K16] 1.045 0.954 0.955 4.641985893 43.03 0 1945.01796 3 649.0098877 -1.465515548 -0.000950151 22.35419921LVVVGGGGVGK 12 5454028 2xTMT6plex [N-Term; K11] 0.95 0.848 0.933 4.146701336 55.21 0 1399.903706 3 467.3049622 -2.409376713 -0.001124298 55.79981732LDILDTAGQEEFGAMR 8 5454028 1xTMT6plex [N-Term]; 1xOxidation [M15] 1.243 1.046 0.891 3.389738083 35.11 0 2011.000372 3 665.6735229 0.279927884 0.000186153 76.57158421DRDDFPVVLVGNK 2 5454028 2xTMT6plex [N-Term; K13] 0.754 5.116650105 20.17 1 1932.095482 3 644.7032471 -0.152372937 -9.81E-05 62.99723994ICSVDGIPAR 14 5454028 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.087 1.135 1.17 3.138146639 36.57 0 1316.719387 2 658.8635254 0.29404234 0.000193586 42.02036125ADLESQR 2 5454028 1xTMT6plex [N-Term] 0.967 2.436819315 21.02 0 1047.563204 2 524.2852173 -0.043662938 -2.29E-05 17.4121248520127499 SRSF6 serine/arginine-rich splicing factor 6 6431 NP_006266.2 24.12790698 1 6 10 80 344 39.563 11.43 1.69 1.54 1.6 1.61 Significant 0.000732 QAGEVTYADAHK 22 20127499 2xTMT6plex [N-Term; K12] 1.402 1.566 1.411 5.684698105 72.22 0 1747.937919 3 583.3179932 0.862205786 0.000502361 24.80822422LIVENLSSR 10 20127499 1xTMT6plex [N-Term] 1.365 1.511 1.373 3.367067814 40.5 0 1259.752067 2 630.3792725 -0.634020095 -0.000399354 49.94682016DGYSYGSR 4 20127499 1xTMT6plex [N-Term] 1.263 1.251 2.590820313 21.79 0 1133.542468 2 567.2745361 -0.593347311 -0.000336292 18.04528843SGGGGYSSR 4 20127499 1xTMT6plex [N-Term] 1.999 2.105 2.838745356 30.84 0 1056.527153 2 528.7669678 -0.467203445 -0.000246807 14.08393685TNEGVIEFR 2 20127499 1xTMT6plex [N-Term] 1.322 2.527798891 24.96 0 1293.700031 2 647.3530884 -0.874462518 -0.000565646 40.16373267ILEVDLK 24 20127499 2xTMT6plex [N-Term; K7] 1.262 1.314 1.174 2.736633301 33.96 0 1287.82881 2 644.4173584 -1.063575465 -0.000684852 69.01930058

CSWQDLK 4 20127499 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 1.385 1.619 2.97060442 30.2 0 1394.750242 2 697.8772583 -2.152570651 -0.001501149 55.31606347
DKYGPPVR 8 20127499 2xTMT6plex [N-Term; K2] 2.226 2.376 1.813 2.58490634 6.95 1 1389.825456 3 463.9464111 -0.558107177 -0.000258557 26.58891283LIEDKPR 8 20127499 2xTMT6plex [N-Term; K5] 1.726 1.107 1.36 3.442260981 13.67 0 1328.830207 3 443.6145935 -0.737176516 -0.000326527 35.31756838FFSGYGR 6 20127499 1xTMT6plex [N-Term] 0.948 1.564 1.984 2.109547853 12.71 0 1062.556996 2 531.7816772 -0.864262167 -0.000459164 40.578401865454096 STK4 serine/threonine-protein kinase 4 6789 NP_006273.1 22.7926078 1 5 9 51 487 55.595 5.07 1.09 1.06 1.16 1.1 Significant 0.00072 LLALDPMMEQEIEEIR 6 5454096 1xTMT6plex [N-Term] 0.94 0.954 0.978 4.955311298 43.97 0 2159.128943 3 720.3817139 0.762025616 0.000548437 100.22299TLTEDEIATILQSTLK 16 5454096 2xTMT6plex [N-Term; K16] 1.035 1.077 1.161 4.534980297 54.23 0 2234.28955 3 745.4338379 -1.159043207 -0.000863213 110.7239704LADFGVAGQLTDTMAK 2 5454096 2xTMT6plex [N-Term; K16] 1.14 4.126941204 46.71 0 2096.146197 3 699.3859863 -1.331722772 -0.000930495 78.75803933QVPVESDLQEIIK 8 5454096 2xTMT6plex [N-Term; K13] 1.175 1.109 1.191 4.226999283 38.35 0 1956.141764 2 978.5726929 -1.868309281 -0.001827339 77.18980327LGEGSYGSVYK 2 5454096 2xTMT6plex [N-Term; K11] 0.891 3.921419382 26.86 0 1617.888844 2 809.4468384 -1.510389417 -0.001221821 45.24412619QPEEVFDVLEK 4 5454096 2xTMT6plex [N-Term; K11] 1.001 0.997 3.751640797 36.83 0 1790.994037 3 597.6695557 0.042832185 2.56E-05 74.43192047IPQDGDYEFLK 5 5454096 2xTMT6plex [N-Term; K11] 1.167 1.189 3.705483198 41.12 0 1782.967822 2 891.9876709 0.136214951 0.000121433 66.45186238AVGDEMGTVR 2 5454096 1xTMT6plex [N-Term] 0.932 2.715773344 17.76 0 1263.656452 2 632.3290405 -4.469280637 -0.002823818 41.27305861YYGSYFK 6 5454096 2xTMT6plex [N-Term; K7] 1.431 1.205 1.244 2.866076469 21.28 0 1385.75056 2 693.3778687 -1.514627072 -0.001049448 53.71229128
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5454106 TAF10 transcription initiation factor TFIID subunit 10 6881 NP_006275.1 3.669724771 1 1 1 6 218 21.698 6.57 0.95 0.69 0.65 0.76 Significant 0.0148 LISLAAQK 6 5454106 2xTMT6plex [N-Term; K8] 0.95 0.688 0.649 2.801661253 32.34 0 1301.855693 2 651.4312744 -0.323485834 -0.000210566 60.24956729223029410 TLN1 talin-1 7094 NP_006280.3 70.09051555 1 131 131 1353 2541 269.599 6.07 1.19 1.19 1.17 1.18 Significant 0.0000317 ALDGAFTEENR 7 223029410 1xTMT6plex [N-Term] 0.925 1.144 4.330720901 52.21 0 1451.732788 2 726.3695679 -0.63984765 -0.000464444 38.10689505AGALQCSPSDAYTK 12 223029410 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.145 1.162 1.148 4.732680321 56.09 0 1926.999533 2 964.0023804 -1.063434514 -0.001024619 38.03369046
SNTSPEELGPLANQLTSDYGR 12 223029410 1xTMT6plex [N-Term] 0.814 1.544 1.568 7.125031948 59.3 0 2478.230976 3 826.7489014 0.473943541 0.000391514 64.00766657AAAFEEQENETVVVK 8 223029410 2xTMT6plex [N-Term; K15] 1.037 1.457 4.344191551 74.3 0 2122.14322 2 1061.575806 0.525152174 0.000557224 50.79611461LLSDSLPPSTGTFQEAQSR 6 223029410 1xTMT6plex [N-Term] 0.993 1.117 5.620983601 54.46 0 2263.176756 3 755.0630493 -0.955003084 -0.000720447 60.67176265ILAQATSDLVNAIK 26 223029410 2xTMT6plex [N-Term; K14] 1.106 1.107 1.124 6.063216686 88.37 0 1915.162834 2 958.0860596 1.048939855 0.001004445 95.82758609GLAGAVSELLR 8 223029410 1xTMT6plex [N-Term] 0.934 0.801 0.813 3.616572142 50.87 0 1314.794266 2 657.9005737 -0.300669901 -0.00019766 79.05314582NCGQMSEIEAK 6 223029410 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.109 1.133 0.956 4.834472179 46.76 0 1724.871162 2 862.9386597 -0.648816032 -0.000559562 34.84922756

QELAVFCSPEPPAK 10 223029410 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 1.27 1.322 1.653 4.63037014 48.58 0 2031.098519 2 1016.051575 -1.30290378 -0.001323163 63.04514919
MVAAATNNLCEAANAAVQGHASQEK 14 223029410 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C10] 1.363 1.377 1.083 8.117814064 72.57 0 3014.518808 3 1005.510803 -0.315749243 -0.000317277 62.13549132

DHFGLEGDEESTMLEDSVSPK 14 223029410 2xTMT6plex [N-Term; K21] 1.095 1.089 1.236 6.496449947 38.5 0 2780.333676 3 927.4481812 -1.325586566 -0.001228524 60.24163929ADAEGESDLENSR 24 223029410 1xTMT6plex [N-Term] 1.063 1.086 1.109 4.940631866 68.23 0 1621.750288 2 811.3788452 0.077336004 6.27E-05 18.98319437ALSTDPAAPNLK 16 223029410 2xTMT6plex [N-Term; K12] 1.186 1.242 1.151 4.659513474 56.14 0 1655.973242 2 828.4893799 -1.062175602 -0.000879467 46.57576219AVEGCVSASQAATEDGQLLR 14 223029410 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.542 1.003 1.282 5.704350948 59.92 0 2291.14989 3 764.387085 -1.391448548 -0.001062672 49.26211392
ACEFAGFQCQIQFGPHNEQK 12 223029410 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C2; C9] 1.997 1.212 2.263 6.419006348 63.72 0 2854.380524 3 952.1303711 -1.388857833 -0.001321443 59.61521949

LLAALLEDEGGSGRPLLQAAK 14 223029410 2xTMT6plex [N-Term; K21] 1.313 1.317 1.404 5.769699574 30.79 0 2580.512507 3 860.8414307 -1.072925554 -0.000922899 98.51480637EGISQEALHTQMLTAVQEISHLIEPLANAAR 5 223029410 1xTMT6plex [N-Term] 100 100 0.681 10.45979691 52.67 0 3599.905295 4 900.7332153 1.593405285 0.001434027 112.5597095AVAEQIPLLVQGVR 24 223029410 1xTMT6plex [N-Term] 1.24 1.236 1.119 4.431131363 54.16 0 1722.047521 3 574.6876831 0.566486345 0.000325172 77.28419934AQEACGPLEMDSALSVVQNLEK 2 223029410 2xTMT6plex [N-Term; K22]; 1xOxidation [M10]; 1xCarbamidomethyl [C5] 1.191 4.627416134 54.37 0 2863.458165 3 949.8248291 -1.164701708 -0.001105482 92.60122958
AQEACGPLEMDSALSVVQNLEK 14 223029410 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C5] 1.306 1.122 1.13 5.678656578 72.22 0 2847.46325 3 949.8248291 -1.164701708 -0.001105482 92.60122958

EADESLNFEEQILEAAK 24 223029410 2xTMT6plex [N-Term; K17] 1.09 1.204 1.269 5.380145073 44.17 0 2394.244056 3 798.7520142 -1.07220044 -0.000855703 84.93775325LNEAAAGLNQAATELVQASR 18 223029410 1xTMT6plex [N-Term] 1.097 1.124 1.138 7.667381287 72.82 0 2256.214539 3 752.7434082 0.502092933 0.00037761 82.39820065AATAPLLEAVDNLSAFASNPEFSSIPAQISPEGR 5 223029410 1xTMT6plex [N-Term] 1.558 1.35 7.678300381 70.38 0 3699.906735 4 925.7313843 -0.818347824 -0.000756953 112.5463712
TEDSGLQTQVIAAATQCALSTSQLVACTK 12 223029410 2xTMT6plex [N-Term; K29]; 2xCarbamidomethyl [C17; C27] 1.832 2.08 1.883 7.725631237 59.79 0 3510.818404 3 1170.942383 -1.654512376 -0.001936231 98.09489449

GSQAQPDSPSAQLALIAASQSFLQPGGK 20 223029410 2xTMT6plex [N-Term; K28] 1.345 1.191 1.226 6.284674168 89.35 0 3212.731561 3 1071.580322 -1.60220455 -0.001715818 95.76545402AVSSAIAQLLGEVAQGNENYAGIAAR 22 223029410 1xTMT6plex [N-Term] 1.073 1.145 1.13 6.953847408 85.71 0 2802.494736 3 934.8354492 -1.049587609 -0.000980488 111.3847716GVGAAATAVTQALNELLQHVK 8 223029410 2xTMT6plex [N-Term; K21] 1.189 1.277 1.234 7.545193195 69.52 0 2549.481542 3 850.4987183 0.023473461 1.99E-05 112.9829463
ANQAIQMACQSLGEPGCTQAQVLSAATIVAK 10 223029410 2xTMT6plex [N-Term; K31]; 2xCarbamidomethyl [C9; C17] 1.669 1.782 2.999 5.876407146 57.8 0 3674.906842 3 1225.639648 -0.666595809 -0.000816559 86.62869096

VSQMAQYFEPLTLAAVGAASK 22 223029410 2xTMT6plex [N-Term; K21] 1.224 1.239 1.269 5.606137276 73.48 0 2640.44713 4 660.8674316 0.290353286 0.000191666 108.0520278DLDQASLAAVSQQLAPR 12 223029410 1xTMT6plex [N-Term] 1.284 1.287 1.3 6.659130096 73.34 0 2012.097384 2 1006.551636 -0.690217897 -0.000694393 67.57175119QEDVIATANLSR 6 223029410 1xTMT6plex [N-Term] 1.244 1.246 1.286 3.974888325 41.51 0 1545.843401 2 773.4250488 -0.37519567 -0.000289997 39.25961161VVAPTISSPVCQEQLVEAGR 12 223029410 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.274 1.517 1.297 6.035151958 59.68 0 2369.269611 3 790.4282227 0.212659947 0.00016795 61.76122799VGAIPANALDDGQWSQGLISAAR 8 223029410 1xTMT6plex [N-Term] 0.65 0.777 5.634412289 49.19 0 2539.346615 3 847.1202393 -0.177493123 -0.000150239 81.92069534TMQFEPSTMVYDACR 10 223029410 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.34 1.939 1.28 4.762970924 51.77 0 2064.939034 2 1032.973267 0.107699608 0.000111197 60.0422452
ELLENPVQPINDMSYFGCLDSVMENSK 19 223029410 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C18] 1.771 1.111 1.027 5.28926754 74.66 0 3587.747213 3 1196.587524 0.225063847 0.000269157 109.3076878

VAGSVTELIQAAEAMK 3 223029410 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 1.161 1.346 4.434218407 41.96 0 2092.172412 3 698.0628662 0.78054887 0.000544348 93.3072498VAGSVTELIQAAEAMK 18 223029410 2xTMT6plex [N-Term; K16] 1.046 1.22 1.064 5.191794872 41.48 0 2076.177497 3 698.0628662 0.78054887 0.000544348 93.3072498
ALCGFTEAAAQAAYLVGVSDPNSQAGQQGLVEPTQFAR 16 223029410 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 100 1.651 7.57254076 56.49 0 4152.065772 4 1038.77417 2.186390582 0.002269509 102.1139995

SGASGPENFQVGSMPPAQQQITSGQMHR 4 223029410 1xTMT6plex [N-Term]; 2xOxidation [M14; M26] 1.204 0.947 6.442662716 73.75 0 3188.50506 3 1063.504517 -1.901648327 -0.002021138 35.23813832
ASVPTIQDQASAMQLSQCAK 8 223029410 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C18] 1.322 1.212 1.285 6.369391441 74.6 0 2592.352578 3 864.7893066 0.304234031 0.000262894 59.89640595VEHGSVALPAIMR 14 223029410 1xTMT6plex [N-Term] 1.085 1.109 1.128 5.524959087 41.82 0 1608.909313 3 536.9742432 -0.706290779 -0.000378786 52.14973306AVTDSINQLITMCTQQAPGQK 10 223029410 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C13] 1.412 1.309 6.166310787 79.41 0 2762.458106 3 921.4904175 -0.509118524 -0.000468806 78.13933429

AVTDSINQLITMCTQQAPGQK 2 223029410 2xTMT6plex [N-Term; K21]; 1xOxidation [M12]; 1xCarbamidomethyl [C13] 1.227 4.712531567 34.06 0 2778.453021 3 921.4904175 -0.509118524 -0.000468806 78.13933429
MVGGIAQIIAAQEEMLR 25 223029410 1xTMT6plex [N-Term]; 2xOxidation [M1; M15] 1.345 1.058 1.398 5.38583231 53.15 0 2091.113963 3 692.3782349 0.531930853 0.00036794 91.89183607MVGGIAQIIAAQEEMLR 26 223029410 1xTMT6plex [N-Term]; 1xOxidation [M] 1.039 1.037 0.854 5.456070423 55.25 0 2075.119048 3 692.3782349 0.531930853 0.00036794 91.89183607MVGGIAQIIAAQEEMLR 12 223029410 1xTMT6plex [N-Term] 0.912 1.217 0.718 4.724429131 48.39 0 2059.124133 3 692.3782349 0.531930853 0.00036794 91.89183607LGAASLGAEDPETQVVLINAVK 2 223029410 2xTMT6plex [N-Term; K22] 1.391 3.261333466 9.27 0 2653.517652 4 664.1345215 -0.526196801 -0.000349068 84.45578476DPVQLNLLYVQAR 8 223029410 1xTMT6plex [N-Term] 0.995 1.24 1.436 5.158106804 60.83 0 1758.011135 3 586.6756592 0.733362285 0.000429753 79.25633487EVIQEWNLTNIK 18 223029410 2xTMT6plex [N-Term; K12] 1.142 1.036 1.069 5.606276989 54.7 0 1945.115883 2 973.0600586 -1.564370805 -0.001521441 80.42933718MATNAAAQNAIK 2 223029410 2xTMT6plex [N-Term; K12] 1.121 5.352348804 69.52 0 1661.940896 2 831.4754639 1.657696962 0.001377497 36.38833976

ASAGPQPLLVQSCK 16 223029410 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 1.242 1.274 1.264 5.113354206 54.78 0 1914.088289 2 957.5432129 -4.774946278 -0.004569834 50.11584789
TLAESALQLLYTAK 16 223029410 2xTMT6plex [N-Term; K14] 1.302 1.25 1.362 5.80131197 91.37 0 1980.178149 2 990.5914307 -1.295141993 -0.001282306 104.7851129TVTDMLMTICAR 11 223029410 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.526 1.114 1.245 4.112816334 60.57 0 1640.837136 2 820.9230957 1.084371027 0.000889638 75.51190763SIAAATSALVK 18 223029410 2xTMT6plex [N-Term; K11] 1.212 1.148 1.061 5.278373241 70.01 0 1489.9354 2 745.4711304 -0.279191844 -0.000207989 58.95772357

QNLLQAAGNVGQASGELLQQIGESDTDPHFQDALMQLAK 4 223029410 2xTMT6plex [N-Term; K39] 0.833 6.236951351 40.24 0 4594.361174 4 1149.344482 -1.104445713 -0.001268556 111.6324277
GTEWVDPEDPTVIAENELLGAAAAIEAAAK 4 223029410 2xTMT6plex [N-Term; K30] 0.775 1.313 5.840198517 50.14 0 3509.841565 3 1170.613892 -4.115061904 -0.004814405 112.6648645LASEAKPAAVAAENEEIGSHIK 6 223029410 3xTMT6plex [N-Term; K6; K22] 1.807 1.523 6.228302479 33.57 0 2922.650347 4 731.4174194 -0.85503065 -0.000624739 54.96911755QAAASATQTIAAAQHAASTPK 16 223029410 2xTMT6plex [N-Term; K21] 1.236 1.145 1.271 7.724983692 79.47 0 2453.351256 3 818.4541626 -1.353767433 -0.001107089 56.30998258

VQELGHGCAALVTK 6 223029410 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 1.122 1.087 5.813976288 51.15 0 1941.099188 3 647.7045288 -0.079688982 -5.16E-05 47.65139494EQGVEEHETLLLR 8 223029410 1xTMT6plex [N-Term] 1.261 1.061 1.314 5.495266438 51.74 0 1781.959493 2 891.4827881 -0.669913165 -0.000596879 41.55104681LHTDDELNWLDHGR 12 223029410 1xTMT6plex [N-Term] 1.254 1.04 1.204 6.286598206 68.45 0 1949.966704 3 650.6610718 1.004207932 0.000652724 52.10754629LAQAAQSSVATITR 10 223029410 1xTMT6plex [N-Term] 1.34 1.027 1.236 5.005740643 60.58 0 1645.943449 2 823.4747314 -0.767413592 -0.00063156 51.7687872VLVQNAAGSQEK 12 223029410 2xTMT6plex [N-Term; K12] 1.321 1.177 1.213 4.970469952 72.74 0 1701.989955 2 851.4988403 0.263987494 0.000224652 37.86288877IPEAPAGPPSDFGLFLSDDDPKK 12 223029410 3xTMT6plex [N-Term; K22; K23] 1.188 1.231 1.12 6.35122776 48.07 1 3100.680978 4 775.9256592 -0.055262457 -4.28E-05 86.28530285SKDHFGLEGDEESTMLEDSVSPK 10 223029410 3xTMT6plex [N-Term; K2; K23] 1.471 1.201 1.157 6.349368572 44.99 1 3224.623599 4 806.9143066 3.658595224 0.002949398 57.06079313FGQDFSTFLEAGVEMAGQAPSQEDR 8 223029410 1xTMT6plex [N-Term]; 1xOxidation [M15] 0.873 0.672 5.529585361 66.54 0 2962.372632 3 988.1286011 -0.466436035 -0.000460586 89.1408563FGQDFSTFLEAGVEMAGQAPSQEDR 4 223029410 1xTMT6plex [N-Term] 3.045 0.986 6.075503826 43.96 0 2946.377717 3 988.1286011 -0.466436035 -0.000460586 89.1408563AIAVTVQEMVTK 12 223029410 2xTMT6plex [N-Term; K12] 1.146 1.17 1.073 5.149150848 70.05 0 1748.039213 2 874.5220337 -1.385768219 -0.001211189 77.72145864VMVTNVTSLLK 8 223029410 2xTMT6plex [N-Term; K11] 1.39 1.053 1.23 4.975186825 64.22 0 1663.022835 2 832.0144653 -0.710035913 -0.000590403 83.94905261AVASAAAALVLK 14 223029410 2xTMT6plex [N-Term; K12] 1.327 1.165 1.048 4.536428928 78.51 0 1542.998335 2 772.0025635 -0.313919247 -0.000242188 78.44722774AAMEPIVISAK 12 223029410 2xTMT6plex [N-Term; K11] 1.196 1.202 1.144 4.722479343 70.84 0 1587.954421 2 794.4801025 -0.939902213 -0.000746261 69.79752617
QVAASTAQLLVACK 10 223029410 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 1.202 1.149 1.2 4.963359356 67.21 0 1918.119589 2 959.5620728 -1.418087904 -0.001360031 63.34189973TMLESAGGLIQTAR 24 223029410 1xTMT6plex [N-Term] 1.166 1.206 1.109 5.659194469 68.38 0 1676.920271 2 838.9637451 -0.034292403 -2.88E-05 60.39713539SAQPASAEPR 6 223029410 1xTMT6plex [N-Term] 1.142 1.365 1.121 3.624635935 46.18 0 1242.66398 2 621.8353882 -0.386695696 -0.000240266 15.70674582NLGTALAELR 12 223029410 1xTMT6plex [N-Term] 1.09 1.053 0.751 4.129130363 61.37 0 1286.762966 2 643.8848877 -0.363135548 -0.000233635 59.69350436VKADQDSEAMK 6 223029410 3xTMT6plex [N-Term; K2; K11] 1.242 1.189 1.244 3.489997149 14.82 1 1909.066774 3 637.0274048 0.464753502 0.000295748 28.93195021VGDDPAVWQLK 6 223029410 2xTMT6plex [N-Term; K11] 1.254 1.107 1.063 3.928808689 41.21 0 1685.962677 2 843.4845581 -0.496944015 -0.000418915 64.28251665ALGDLISATK 16 223029410 2xTMT6plex [N-Term; K10] 1.305 1.138 0.961 4.499736786 52.26 0 1446.893201 2 723.949585 -0.903762713 -0.000653824 65.80003801EGISQEALHTQMLTAVQEISHLIEPLANAAR 2 223029410 1xTMT6plex [N-Term]; 1xOxidation [M12] 100 5.476715088 11.84 0 3615.90021 4 900.7332153 1.593405285 0.001434027 112.5597095AAGHPGDPESQQR 8 223029410 1xTMT6plex [N-Term] 1.058 1.04 0.999 4.444699287 43.88 0 1578.782198 3 526.9321289 -0.230741929 -0.00012143 14.41888053STVLQQQYNR 12 223029410 1xTMT6plex [N-Term] 1.44 1.045 1.136 3.582892656 45.68 0 1465.796057 2 733.4016724 0.007583976 5.56E-06 27.18246337GAAAHPDSEEQQQR 12 223029410 1xTMT6plex [N-Term] 1.199 1.242 1.117 4.617191315 41.98 0 1752.846254 3 584.9534912 -0.190591266 -0.000111359 14.23278576ALEATTEHIR 12 223029410 1xTMT6plex [N-Term] 1.079 1.227 1.181 5.05440855 46.88 0 1369.763694 3 457.2595825 0.365054641 0.00016668 27.36369572TLSHPQQMALLDQTK 10 223029410 2xTMT6plex [N-Term; K15] 1.186 1.256 1.081 5.454988003 29.69 0 2169.210194 3 723.7420654 0.667804838 0.00048287 60.38362483FFYSDQNVDSR 8 223029410 1xTMT6plex [N-Term] 0.831 1.1 0.944 4.032904625 53.86 0 1606.769902 2 803.8879395 -0.808749124 -0.000649737 56.21098172CTQDLGNSTK 4 223029410 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C1] 0.827 1.473 3.615442753 28.63 0 1581.830677 2 791.4190674 0.114345756 9.04E-05 31.63252275

LQAAGNAVK 6 223029410 2xTMT6plex [N-Term; K9] 1.149 1.032 1.038 4.111403942 48.1 0 1329.825456 2 665.4160767 -0.435485488 -0.00028956 36.07675339IGITNHDEYSLVR 6 223029410 1xTMT6plex [N-Term] 0.891 1.042 0.974 4.218880177 20.81 0 1745.938364 3 582.6506348 -0.580171182 -0.000337648 47.16738159EAAYHPEVAPDVR 6 223029410 1xTMT6plex [N-Term] 1.197 1.232 3.462168217 27.05 0 1682.86995 3 561.6276855 -0.859679843 -0.000482243 28.03145421EGTETFADHR 6 223029410 1xTMT6plex [N-Term] 1.143 1.097 1.063 4.29598093 41.15 0 1391.675273 3 464.5628967 -0.816450845 -0.000378745 18.37544384DPPSWSVLAGHSR 6 223029410 1xTMT6plex [N-Term] 0.912 0.759 1.123 4.023266792 31.2 0 1637.85972 3 546.6242065 -1.009519358 -0.00055115 47.19209107KFFYSDQNVDSR 2 223029410 2xTMT6plex [N-Term; K1] 1.188 4.753456593 15.55 1 1964.027797 3 655.3478394 0.594745354 0.000389365 42.43322339TYGVSFFLVK 12 223029410 2xTMT6plex [N-Term; K10] 1.321 1.481 1.664 3.85087657 42.98 0 1618.960887 2 809.9834595 -0.768557596 -0.000622132 86.24685865ADQDSEAMK 6 223029410 2xTMT6plex [N-Term; K9] 0.859 0.947 0.735 3.969779253 44.1 0 1452.740465 2 726.8734741 -0.5461456 -0.000396704 21.66017883LKPLPGETMEK 4 223029410 3xTMT6plex [N-Term; K2; K11] 1.235 1.088 4.280457973 15.82 0 1930.165031 3 644.0588379 -1.591039147 -0.001023656 53.52892714QQLTGHSK 6 223029410 2xTMT6plex [N-Term; K8] 1.217 1.31 1.225 4.217101574 51.59 0 1356.799969 3 452.9381409 -0.073682621 -3.33E-05 18.29739497TLSHPQQMALLDQTK 2 223029410 2xTMT6plex [N-Term; K15]; 1xOxidation [M8] 1.034 3.697063208 20.15 0 2185.205109 3 723.7420654 0.667804838 0.00048287 60.38362483KGIWLEAGK 6 223029410 3xTMT6plex [N-Term; K1; K9] 0.979 1.067 1.132 4.737102032 25.75 1 1689.066638 3 563.6951904 2.593100215 0.001459973 55.68396576ASSLIEEAK 4 223029410 2xTMT6plex [N-Term; K9] 1.15 1.091 3.690593004 52.78 0 1405.830266 2 703.4188232 0.073639313 5.18E-05 46.99417046GISMSSSK 8 223029410 2xTMT6plex [N-Term; K8] 0.952 1.26 1.15 3.385173082 51.7 0 1254.712794 2 627.8599854 -0.079513715 -4.99E-05 32.07712063AEASQLGHK 8 223029410 2xTMT6plex [N-Term; K9] 1.2 1.044 1.094 3.642028332 41.61 0 1398.810534 3 466.9413147 -0.817228764 -0.000381049 23.16089596AQVVSNLK 8 223029410 2xTMT6plex [N-Term; K8] 1.178 1.255 1.257 3.431501389 48.98 0 1316.830207 2 658.9190674 0.494593473 0.000325648 41.20588058ISIGNVVK 6 223029410 2xTMT6plex [N-Term; K8] 1.246 1.188 3.621800661 45.83 0 1287.840043 2 644.4232178 -0.68669485 -0.000442177 68.42617457AVEDEATK 6 223029410 2xTMT6plex [N-Term; K8] 1.212 1.23 1.339 3.358309507 47.72 0 1320.741117 2 660.8737183 -0.724673859 -0.000478553 22.91441455
CVSCLPGQR 6 223029410 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C1; C4] 1.858 1.243 2.083 3.134444952 21.56 0 1305.660492 2 653.3341064 0.34007357 0.00022201 35.38823695
TIMVDDSK 6 223029410 2xTMT6plex [N-Term; K8] 1.009 1.288 1.241 3.509408712 42.08 0 1366.765223 2 683.8859253 -0.475080907 -0.000324662 39.47962572GIWLEAGK 12 223029410 2xTMT6plex [N-Term; K8] 1.19 1.129 1.129 3.258885622 39.79 0 1331.808743 2 666.4073486 -0.993021244 -0.000661257 57.38100761KEEITGTLR 12 223029410 2xTMT6plex [N-Term; K1] 1.333 1.221 1.286 3.811062336 24.63 1 1504.909914 2 752.9581909 -0.537171066 -0.000404197 35.94248374GITMATAK 6 223029410 2xTMT6plex [N-Term; K8] 1.992 1.544 1.182 2.865709066 33.45 0 1250.754265 2 625.8798218 -1.517352661 -0.000948918 39.16160897VMVTNVTSLLK 8 223029410 2xTMT6plex [N-Term; K11]; 1xOxidation [M2] 1.158 1.114 1.222 2.791152477 38.1 0 1679.01775 2 832.0144653 -0.710035913 -0.000590403 83.94905261SQLAAAAR 2 223029410 1xTMT6plex [N-Term] 1.339 2.847181797 46.56 0 1016.605009 2 508.8058472 -0.581606482 -0.000295632 19.93401392AAMEPIVISAK 8 223029410 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 1.149 1.184 0.937 2.037340164 43.05 0 1603.949336 2 794.4801025 -0.939902213 -0.000746261 69.79752617MATNAAAQNAIK 4 223029410 2xTMT6plex [N-Term; K12]; 1xOxidation [M1] 1 2.643868446 52.15 0 1677.935811 2 831.4754639 1.657696962 0.001377497 36.38833976ALDYYMLR 6 223029410 1xTMT6plex [N-Term] 1.135 1.478 1.252 3.742333174 40.11 0 1273.68121 2 637.3444824 0.375206721 0.000238947 59.91042426GTPQDLAR 12 223029410 1xTMT6plex [N-Term] 1.094 1.234 1.109 2.922619343 26.35 0 1086.610488 2 543.809082 0.367383257 0.000199601 21.11406545ILADATAK 6 223029410 2xTMT6plex [N-Term; K8] 1.219 1.157 1.206 3.245671749 36.42 0 1260.792759 2 630.9003296 0.494791617 0.000311915 46.77322218AVAAGNSCR 6 223029410 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.019 0.931 0.926 3.304565907 29.14 0 1134.588707 2 567.7974854 -0.892981632 -0.000506583 99.46817225ADAEGESDLENSRK 2 223029410 2xTMT6plex [N-Term; K14] 1.787 3.030295372 10.51 1 1979.008183 3 660.340332 -0.87948411 -0.000580169 22.47299927AGFLDLKDFLPK 5 223029410 3xTMT6plex [N-Term; K7; K12] 3.208 3.459 4.243 1.892713904 5.01 1 2051.25081 3 684.4207153 -1.568386416 -0.001072385 98.51344372AVTQALNR 12 223029410 1xTMT6plex [N-Term] 1.01 0.997 1.075 2.935356617 33.57 0 1101.657773 2 551.3312378 -2.336319069 -0.001286912 26.25870127AASAAQR 4 223029410 1xTMT6plex [N-Term] 1.083 1.226 2.604407549 34.61 0 903.520945 2 452.2637024 -0.904112792 -0.000408442 13.83695893QFVQSAK 6 223029410 2xTMT6plex [N-Term; K7] 1.194 1.064 1.1 2.949889898 28.17 0 1265.761793 2 633.3838501 -1.081881832 -0.000684702 31.946497

TVTDMLMTICAR 4 223029410 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C10] 1.115 2.003712416 10.47 0 1656.832051 2 820.9230957 1.084371027 0.000889638 75.51190763
KLLSAAK 6 223029410 3xTMT6plex [N-Term; K1; K7] 1.414 1.522 1.681 3.645385504 14.93 1 1417.970947 3 473.328186 -0.664382111 -0.000314025 53.24679835KLEQLKPR 6 223029410 3xTMT6plex [N-Term; K1; K6] 1.209 1.059 1.07 4.278682232 5.14 1 1699.119736 4 425.535675 0.667413419 0.000283504 37.43280098ELIECAR 6 223029410 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.266 1.426 1.176 2.609909773 30.77 0 1119.60296 2 560.3043823 -1.315030073 -0.000736156 28.75388619EAAEGLR 4 223029410 1xTMT6plex [N-Term] 1.24 1.24 2.521311522 44.05 0 974.5468254 2 487.7772522 0.412883733 0.000201187 18.53250993AIADMLR 6 223029410 1xTMT6plex [N-Term] 1.153 1.119 1.106 2.489973783 27.72 0 1018.591667 2 509.7993469 -0.245350862 -0.000124956 51.41816639AVGDASK 6 223029410 2xTMT6plex [N-Term; K7] 1.247 1.154 1.128 2.385142088 32.95 0 1105.661745 2 553.3346558 0.262542716 0.000145142 20.86249691

LKPLPGETMEK 9 223029410 3xTMT6plex [N-Term; K2; K11]; 1xOxidation [M9] 1.056 1.276 1.1 3.815723419 15.68 0 1946.159946 3 644.0588379 -1.591039147 -0.001023656 53.52892714
ASDNLVK 6 223029410 2xTMT6plex [N-Term; K7] 1.156 1.153 1.273 2.7407372 30.41 0 1204.730158 2 602.8688965 0.297044734 0.000178929 31.86952787

GTQACITAASAVSGIIADLDTTIMFATAGTLNR 1 223029410 1xTMT6plex [N-Term]; 1xOxidation [M24]; 1xCarbamidomethyl [C5] 0.87 3.426162243 0 3556.818849 4 889.9591675 -1.127062776 -0.00100219 113.3764269
TTNPTAK 6 223029410 2xTMT6plex [N-Term; K7] 1.199 1.367 1.633 2.646929979 17.45 0 1190.714508 2 595.8602295 -1.113672182 -0.000663033 103.5864236AGFLDLK 6 223029410 2xTMT6plex [N-Term; K7] 0.983 1.096 1.028 2.405286312 34.25 0 1221.76073 2 611.3841553 0.248450345 0.000151773 64.20680384ELVAQGK 11 223029410 2xTMT6plex [N-Term; K7] 1.17 1.244 1.1 3.233489752 27.82 0 1202.750894 2 601.8790283 -0.094723999 -5.70E-05 30.92199641EAGGNPK 4 223029410 2xTMT6plex [N-Term; K7] 1.122 1.174 2.258892775 15.33 0 1130.656994 2 565.831665 -0.831491673 -0.000470066 17.62100511MLDGTVK 12 223029410 2xTMT6plex [N-Term; K7] 1.037 1.187 1.132 3.176592112 26.56 0 1221.727716 2 611.3670654 -0.705100338 -0.00043072 43.26273283DVDNALR 4 223029410 1xTMT6plex [N-Term] 0.974 0.933 2.655142784 26.09 0 1031.568289 2 516.2877808 -0.004058444 -2.09E-06 22.66785569ECDNALR 6 223029410 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.095 1.088 1.162 2.494259596 30.33 0 1106.546174 2 553.7767334 0.014863253 8.22E-06 18.33332938TSTPEDFIR 9 223029410 1xTMT6plex [N-Term] 1.2 1.285 1.284 3.669625998 31.88 0 1294.684047 2 647.8455811 -0.124749065 -8.08E-05 38.81612008SLAQAAR 2 223029410 1xTMT6plex [N-Term] 1.212 2.163326025 17.49 0 945.5678952 2 473.2878418 0.541202544 0.000255872 19.66188827KLITSMR 6 223029410 2xTMT6plex [N-Term; K1] 1.25 1.801 1.689 2.339072227 8.54 1 1306.828098 3 436.2807617 -0.280452915 -0.000122168 37.37704498TIMVDDSK 2 223029410 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 1.275 1.58234489 17.84 0 1382.760138 2 683.8859253 -0.475080907 -0.000324662 39.47962572TVSDSIKK 3 223029410 3xTMT6plex [N-Term; K7; K8] 1.636 0.982 1.213 2.549393654 1 1564.987719 3 522.3337402 -0.671971327 -0.000350542 33.69184266TVSDSIK 6 223029410 2xTMT6plex [N-Term; K7] 1.616 1.831 1.225 2.215098381 13.45 0 1207.729824 2 604.3688965 0.573165236 0.000346114 30.075869285454140 TSG101 tumor susceptibility gene 101 protein 7251 NP_006283.1 29.23076923 1 10 10 70 390 43.916 6.46 0.98 0.95 1 0.98 Significant 0.000221 ETVNVITLYK 10 5454140 2xTMT6plex [N-Term; K10] 1.231 1.145 1.293 4.854084015 46.77 0 1637.98783 2 819.4976196 0.0812569 6.65E-05 67.06200416DLKPVLDSYVFNDGSSR 6 5454140 2xTMT6plex [N-Term; K3] 1.099 1.002 0.962 5.256484509 22.1 0 2370.270546 3 790.7619629 0.333076693 0.000263161 70.42396472MENQSENNDIDEVIIPTAPLYK 12 5454140 2xTMT6plex [N-Term; K22] 0.897 1.023 1 5.259097576 53.27 0 2991.538524 3 997.8505859 -0.440899387 -0.000439656 81.88725722ASLISAVSDK 10 5454140 2xTMT6plex [N-Term; K10] 1.037 1.053 0.975 3.6139431 53.11 0 1448.872465 2 724.9396973 -0.239896028 -0.000173789 58.13546126LDQEVAEVDK 6 5454140 2xTMT6plex [N-Term; K10] 0.883 0.677 0.977 3.302003384 55.32 0 1603.894323 2 802.4511108 0.387818373 0.00031101 47.06249587AQAELNALK 6 5454140 2xTMT6plex [N-Term; K9] 0.788 0.845 0.844 3.825954437 48.07 0 1415.862235 2 708.434021 -1.038114992 -0.000734914 48.37804461IYLPYLHEWK 6 5454140 2xTMT6plex [N-Term; K10] 0.587 0.636 0.527 4.288476944 23.9 0 1820.051099 3 607.3549805 -0.390298795 -0.000236788 78.89273439DGTISEDTIR 4 5454140 1xTMT6plex [N-Term] 1.019 1.039 3.55752039 29.24 0 1335.69534 2 668.3521118 1.203210616 0.000803561 27.22804565LEEMVTR 4 5454140 1xTMT6plex [N-Term] 1.031 0.984 2.457278013 19.61 0 1106.607711 2 553.8068237 -1.211105841 -0.00067011 38.60178052KTAGLSDLY 6 5454140 2xTMT6plex [N-Term; K1] 1.251 1.156 1.365 1.44589746 30.32 1 1425.835352 2 713.4216309 0.444201884 0.000316679 52.11957269

5454152 UQCRB cytochrome b-c1 complex subunit 7 isoform 1 7381 NP_006285.1 63.96396396 1 9 9 70 111 13.522 8.78 1.05 0.97 0.99 1 Significant 0.000573
DDTIYEDEDVKEAIR 6 5454152 2xTMT6plex [N-Term; K11] 0.997 1.963 1.392 5.803565502 22.62 1 2269.159992 3 757.0570679 -1.472812287 -0.001114016 46.72702577DDTIYEDEDVK 10 5454152 2xTMT6plex [N-Term; K11] 0.834 0.673 0.652 4.239283562 50.17 0 1799.895111 2 900.4512329 0.043580491 3.92E-05 39.25826485YEEENFYLEPYLK 14 5454152 2xTMT6plex [N-Term; K13] 1.083 0.964 1.044 3.838276625 44.92 0 2195.131259 3 732.3806152 -1.806806249 -0.001322059 77.23879072WYYNAAGFNK 16 5454152 2xTMT6plex [N-Term; K10] 1.033 0.989 0.962 4.046249866 55.48 0 1691.894598 2 846.4498291 -1.309973374 -0.001108168 62.59609156RLPENLYNDR 6 5454152 1xTMT6plex [N-Term] 1.094 0.982 0.816 5.296994209 46.37 1 1518.822606 3 506.9454651 -0.503064891 -0.000254689 47.4415861QAVSASGK 2 5454152 2xTMT6plex [N-Term; K8] 1.017 2.891097546 32.88 0 1205.725407 2 603.3656616 -1.128646543 -0.000680419 104.8898311KWYYNAAGFNK 2 5454152 3xTMT6plex [N-Term; K1; K11] 0.916 3.08234477 5.15 1 2049.152493 3 683.7219849 -0.532678832 -0.000363847 56.59467012ALDLNLK 8 5454152 2xTMT6plex [N-Term; K7] 1.068 1.02 1.046 2.733045578 36.65 0 1244.797844 2 622.9025269 -0.053855381 -3.35E-05 60.41414875EREEWAK 6 5454152 2xTMT6plex [N-Term; K7] 1.062 1.048 0.995 2.255085468 3.52 1 1405.783985 3 469.2662048 0.054312721 2.55E-05 22.803270365454158 VARS valine--tRNA ligase 7407 NP_006286.1 39.71518987 1 41 41 377 1264 140.387 7.59 1.05 1.05 1.01 1.04 Significant 0.000165 ADFPAGIPECGTDALR 12 5454158 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.177 1.013 1.177 4.547708988 49.97 0 1918.953028 2 959.9785156 -1.705815594 -0.00163669 58.17013932ITPAHDQNDYEVGQR 12 5454158 1xTMT6plex [N-Term] 1.046 0.916 1.032 5.780249596 58.9 0 1971.972183 3 657.9941406 -2.187934007 -0.001438182 24.99858111YGEAGEGPGWGGAHPR 6 5454158 1xTMT6plex [N-Term] 0.876 0.954 0.889 6.77283287 54.88 0 1826.877161 3 609.6300659 -0.829949668 -0.000505405 27.79654773IETMLGDVAVAVHPK 4 5454158 2xTMT6plex [N-Term; K15] 0.908 1.079 5.167647839 48.69 0 2038.177103 3 680.0633545 -0.7817051 -0.000531084 86.15964573VQGSDSDEEVVVATTR 8 5454158 1xTMT6plex [N-Term] 1.196 1.121 1.048 5.156834602 87.9 0 1920.97118 2 960.9881592 -1.113145605 -0.00106916 35.24818618LSAAVTEAFVR 6 5454158 1xTMT6plex [N-Term] 0.929 1.009 0.916 4.167363167 52.68 0 1392.804831 2 696.9066772 0.895353146 0.000623526 66.40073305DPGVITYDLPTPPGEK 6 5454158 2xTMT6plex [N-Term; K16] 1.037 1.1 1.307 4.151812553 41.28 0 2157.184357 2 1079.096069 0.234213582 0.000252621 67.24413518SSAQDPQAVLGALGR 12 5454158 1xTMT6plex [N-Term] 0.958 1.053 1 5.906708241 73.73 0 1698.933613 2 849.97052 0.088560884 7.52E-05 57.86874374GALINVPPPFLGLPR 38 5454158 1xTMT6plex [N-Term] 0.957 1.039 1.086 4.734724522 38.46 0 1790.088991 3 597.3670654 -1.311907368 -0.00078281 95.56337976SLPIVFDEFVDMDFGTGAVK 10 5454158 2xTMT6plex [N-Term; K20]; 1xOxidation [M12] 0.855 0.876 1.383 4.917854786 61.4 0 2661.388612 3 887.8040771 3.406389157 0.003021908 110.5564686SLPIVFDEFVDMDFGTGAVK 5 5454158 2xTMT6plex [N-Term; K20] 1.022 1.053 0.79 4.970071316 55.31 0 2645.393697 3 887.8040771 3.406389157 0.003021908 110.5564686DPEAEAALELALSITR 6 5454158 1xTMT6plex [N-Term] 0.847 0.686 0.643 6.425513268 64.79 0 1928.053788 3 643.3562622 0.231238929 0.000148614 108.5144119IPAYFVTVSDPAVPPGEDPDGR 14 5454158 1xTMT6plex [N-Term] 1.003 0.99 1.041 5.109837532 41.24 0 2528.287035 3 843.432251 -1.912366059 -0.00161167 78.93782574

GETTLWNPGCDHAGIATQVVVEK 6 5454158 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C10] 1.09 0.851 0.654 6.304086685 51.48 0 2940.528962 3 980.8475342 -0.310488674 -0.000304334 65.32319278
GFVPSPTSQPGGHESLVDR 6 5454158 1xTMT6plex [N-Term] 0.936 0.976 1.063 5.761554718 53.25 0 2196.124661 3 732.713623 0.753564064 0.00055164 43.9154056KDVSGPMPDSYSPR 6 5454158 2xTMT6plex [N-Term; K1] 1.155 1.006 1.105 5.0439291 30.05 1 1994.041732 3 665.3508301 -1.903277932 -0.001265072 33.6510246KVDEAIALFQK 14 5454158 3xTMT6plex [N-Term; K1; K11] 0.961 0.959 1.156 6.428846836 45.56 1 1949.20386 2 975.1038818 -1.730279831 -0.001686334 71.51564199VPLEVQEADEAK 13 5454158 2xTMT6plex [N-Term; K12] 0.938 0.972 0.918 4.870213509 75.1 0 1785.999851 2 893.5045776 1.135494741 0.001013997 54.61041336

LVNWSCTLNSAISDIEVDKK 8 5454158 3xTMT6plex [N-Term; K19; K20]; 1xCarbamidomethyl [C6] 1.759 1.639 1.163 6.400428295 34.66 1 2979.642819 3 993.8861084 0.319848845 0.000317678 95.95090238
GIEDNPMVVPLCNR 12 5454158 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.977 0.929 1.117 4.530910492 53.78 0 1842.940355 2 921.972229 -1.721988549 -0.001586761 58.21358563LLSPFMPFVTEELFQR 23 5454158 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.116 1.294 1.072 4.211838245 42.82 0 2199.172129 3 733.7298584 1.315497443 0.000964335 107.6484331DVSGPMPDSYSPR 8 5454158 1xTMT6plex [N-Term] 0.905 0.939 0.899 4.378437519 48.65 0 1636.783837 2 818.8952637 -0.358334581 -0.000293258 35.90973898ALSPLEEWLR 6 5454158 1xTMT6plex [N-Term] 1.034 0.982 0.974 4.211220264 38.69 0 1442.820481 2 721.9138184 -0.083711904 -6.04E-05 85.3249562IQQQQPPPGEK 16 5454158 2xTMT6plex [N-Term; K11] 1.006 0.933 0.955 4.223171711 31.1 0 1707.97939 3 569.9987793 1.401984496 0.000798187 28.60012509EAFLQEVWK 12 5454158 2xTMT6plex [N-Term; K9] 1.016 0.902 1.058 3.959109545 42.87 0 1607.91975 3 536.644043 -1.352296189 -0.000724795 77.72681307KAVLVALK 6 5454158 3xTMT6plex [N-Term; K1; K8] 1.331 1.379 1.321 4.993903637 29.96 1 1529.075746 3 510.3632813 -0.298101648 -0.00015194 60.43002001LQQTEAELR 12 5454158 1xTMT6plex [N-Term] 1.001 0.966 0.869 3.942558527 46.64 0 1316.737145 2 658.8719482 -0.398952537 -0.000262658 33.87723782RDPGVITYDLPTPPGEK 2 5454158 2xTMT6plex [N-Term; K17] 1.163 4.621590137 15.6 1 2313.285468 3 771.7634888 -4.130364168 -0.003184904 58.26737721EVYLHAIVR 4 5454158 1xTMT6plex [N-Term] 1.264 1.095 3.269156694 39.39 0 1328.788787 3 443.6010132 -0.226220466 -0.0001002 47.62728448LHEEGIIYR 10 5454158 1xTMT6plex [N-Term] 1.503 1.348 1.016 4.337772846 30.47 0 1358.762966 3 453.5923462 -0.353789287 -0.000160239 34.62372571AASGYPVK 12 5454158 2xTMT6plex [N-Term; K8] 1.09 1.024 0.915 3.231842279 48.11 0 1250.750894 2 625.8789673 -0.188686403 -0.000118 32.90570599NVIHPFLSR 6 5454158 1xTMT6plex [N-Term] 1.127 1.475 1.215 3.368977308 34.75 0 1311.773471 3 437.928894 -1.023294893 -0.000447444 41.4535858SKDVVEPLLRPQWYVR 4 5454158 2xTMT6plex [N-Term; K2] 1.118 1.287 3.895625591 5.78 1 2443.42257 4 611.6104126 -1.125421124 -0.00068747 66.60680467LLSPFMPFVTEELFQR 2 5454158 1xTMT6plex [N-Term] 1.254 3.203746557 11.61 0 2183.177214 3 733.7298584 1.315497443 0.000964335 107.6484331ACFTMDPK 6 5454158 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.081 1.129 1.02 3.039533138 28.92 0 1427.742714 2 714.3765259 2.143991198 0.001530534 46.19235315
DVSGPMPDSYSPR 2 5454158 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.339 1.623316407 1.74 0 1652.778752 2 818.8952637 -0.358334581 -0.000293258 35.90973898EFGVSPDK 4 5454158 2xTMT6plex [N-Term; K8] 0.921 1.009 2.893737793 21.56 0 1336.751288 2 668.8798218 0.807274096 0.000539562 39.0653071DINLDVNR 6 5454158 1xTMT6plex [N-Term] 0.978 0.994 1 3.248857737 24.66 0 1187.658167 2 594.3320313 -1.162598834 -0.000690385 37.50616572AVLVALK 6 5454158 2xTMT6plex [N-Term; K7] 0.889 0.803 0.776 2.619599342 38.18 0 1171.817851 2 586.4124756 -0.150883625 -8.84E-05 60.81505073ICLQPPPTSR 6 5454158 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.356 1.179 1.272 3.362761497 25.63 0 1397.777236 2 699.3902588 -2.858282258 -0.001997621 44.81824666QLWWGHR 7 5454158 1xTMT6plex [N-Term] 1.122 1.01 0.969 2.543110847 18.97 0 1211.663527 3 404.5588379 -1.292857373 -0.000522169 42.92852063WFVTCVR 6 5454158 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.508 0.792 1.22 2.671189308 16.03 0 1196.644766 2 598.8249512 -1.788255221 -0.001069953 59.43677739IWNNVTR 6 5454158 1xTMT6plex [N-Term] 0.998 0.94 1.002 2.075908899 14.45 0 1131.647208 2 566.3275146 0.481198443 0.000272273 40.87138267LHTYLAGEAPTLADLAAVTALLLPFR 1 5454158 1xTMT6plex [N-Term] 1.361 2.277727127 0 2966.691645 3 989.5681763 -0.562657534 -0.00055641 113.1860123190684675 XRCC1 DNA repair protein XRCC1 7515 NP_006288.2 14.21800948 1 8 8 41 633 69.455 6.28 1.21 1.42 1.55 1.39 Significant 0.00502 LLPHQLYGVVPQA 10 190684675 1xTMT6plex [N-Term] 1.358 1.437 1.787 3.838670254 61.79 0 1663.973293 2 832.4904175 0.159432209 0.000132645 72.08624651DSPFGLSFVR 8 190684675 1xTMT6plex [N-Term] 1.163 1.308 2.3 3.814486742 30.36 0 1353.736417 2 677.3713989 -0.661663841 -0.000447859 74.25151896IVCSQPYSK 6 190684675 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.513 1.525 1.717 3.268366814 22.23 0 1539.860521 2 770.4359131 2.616225184 0.002014311 38.97673549
AIGSTSKPQESPK 3 190684675 3xTMT6plex [N-Term; K7; K13] 1.066 1.717 1.126 2.591351748 0 2017.189666 3 673.0696411 2.331942267 0.00156799 32.18608366ALELGAK 7 190684675 2xTMT6plex [N-Term; K7] 1.162 1.771 1.563 2.933264256 29.86 0 1159.74508 2 580.3753052 -1.506010646 -0.000873294 44.62725695VKEEDESANSLRPGALFFSR 1 190684675 2xTMT6plex [N-Term; K2] 0.694 3.109626293 1 2710.456449 4 678.3710327 2.159016197 0.00146298 59.96125208

WIYSCNEK 2 190684675 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.263 2.854063272 9.31 0 1557.813571 2 779.4077148 -3.47774766 -0.002708841 47.23420832YSQVLGLGGR 4 190684675 1xTMT6plex [N-Term] 1.471 1.587 1.924218059 12.6 0 1278.736751 2 639.8775635 8.679670084 0.005549507 46.52823732
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

149999606 MOGS mannosyl-oligosaccharide glucosidase isoform 1 7841 NP_006293.2 41.57706093 1 25 25 233 837 91.861 8.9 1.01 1.01 1.01 1.01 Non-Significant 1 GFLWDEGFHQLVVQR 11 149999606 1xTMT6plex [N-Term] 0.913 0.945 1.057 6.383615494 45.08 0 2060.091511 3 687.3678589 -1.207286099 -0.00082904 76.22868054SLAASSSFYGQR 8 149999606 1xTMT6plex [N-Term] 0.98 0.655 0.95 4.841587067 51.47 0 1502.780073 2 751.8930664 -0.809411518 -0.000608184 36.6172847EALGHWLGLLNADGWIGR 14 149999606 1xTMT6plex [N-Term] 0.972 1.101 1.033 5.222658634 39.99 0 2207.192287 3 736.4028931 0.833107849 0.000612943 99.07401647SPKPLLTGLMWAQQGTTPGTPK 4 149999606 3xTMT6plex [N-Term; K3; K22] 1.095 1.258 5.761621475 38.39 0 2996.721009 4 749.9333496 -3.150394204 -0.002360213 86.4074789LGPLLDILADSR 12 149999606 1xTMT6plex [N-Term] 0.932 0.95 1.016 4.329294682 60.29 0 1511.899459 2 756.4523315 -1.371085921 -0.001036472 104.4939073AVHANPPTLLLPVAHMLEVGDPDDLAFLR 6 149999606 1xTMT6plex [N-Term] 1.138 1.516 1.364 6.685162067 51.81 0 3350.813233 4 838.4572754 -1.779092741 -0.001490352 110.8799323GPSGQGQGQFLIQQVTLK 8 149999606 2xTMT6plex [N-Term; K18] 1.08 1.004 0.707 6.147709846 53.57 0 2344.3389 2 1172.662109 -9.366474274 -0.010979095 71.69369767HTCEQGDGVGPYGWEFHDGLSFGR 6 149999606 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.801 0.845 0.787 8.397881508 42.37 0 2937.321205 4 735.0846558 -1.502097597 -0.001103036 62.46664734LAGSLLTQALESHAEGFR 22 149999606 1xTMT6plex [N-Term] 1.002 1.093 1.128 6.707136631 60.33 0 2129.155233 3 710.3897705 -0.222898995 -0.000158196 81.44367934VDPALFPPVPLFTAVPSR 26 149999606 1xTMT6plex [N-Term] 1.04 1.059 0.915 4.777508736 66.41 0 2152.236778 3 718.0824585 -1.83785156 -0.001318497 109.6429701EVLLPEVGAK 16 149999606 2xTMT6plex [N-Term; K10] 0.969 1.008 1.058 3.986116409 46.26 0 1512.940151 2 756.9720459 -2.204947183 -0.001667977 62.17622164FISGHTSELGDFR 8 149999606 1xTMT6plex [N-Term] 1.262 0.937 0.901 4.939331532 37.92 0 1694.86995 3 565.6274414 -1.285733604 -0.000726384 46.67614278FTLLPPTSPGDTAPK 18 149999606 2xTMT6plex [N-Term; K15] 0.886 0.948 0.929 4.455762386 40.29 0 2000.146849 3 667.3845825 -3.827164695 -0.00255163 72.79407737TLPSGLDDYPR 14 149999606 1xTMT6plex [N-Term] 1.055 1.005 1.104 4.437858105 39.28 0 1462.773925 2 731.890564 -0.050076305 -3.66E-05 47.16633257AVQLKPRPPQGLVR 6 149999606 2xTMT6plex [N-Term; K5] 1.024 1.097 1.063 3.725892782 3.28 0 2017.27987 4 505.0751343 -0.576172222 -0.000290575 47.45020275EQILGDEAR 6 149999606 1xTMT6plex [N-Term] 1.123 1.098 0.903 3.656846046 50.31 0 1259.679296 2 630.3432617 -0.039019852 -2.46E-05 37.69419537YGSYNVFWTSNPGLPLLTEMVK 4 149999606 2xTMT6plex [N-Term; K22] 100 0.929 2.99677825 16.86 0 2974.578872 3 992.196167 -1.655573326 -0.001641544 112.4835919VPPEFLVQR 10 149999606 1xTMT6plex [N-Term] 1.135 0.978 1.205 3.127669573 21.32 0 1313.777888 2 657.3924561 -0.192102963 -0.00012619 58.80733904HLWSPFGLR 4 149999606 1xTMT6plex [N-Term] 1.719 1.702 2.994228363 18.1 0 1341.762907 3 447.9260559 0.527607826 0.000235975 61.17572981QHIQDGALR 6 149999606 1xTMT6plex [N-Term] 0.99 1.14 0.907 3.239863634 40.7 0 1266.711599 3 422.9084473 -0.639966607 -0.000270218 19.61480272AVPAEGVR 6 149999606 1xTMT6plex [N-Term] 0.936 0.924 0.852 2.763281107 25.6 0 1027.60976 2 514.3085938 0.146816434 7.54E-05 24.06315755LLDPTSSR 4 149999606 1xTMT6plex [N-Term] 0.865 0.96 3.483107328 27.79 0 1117.641454 2 559.324585 0.393070491 0.000219656 33.196138ASHPSVTER 4 149999606 1xTMT6plex [N-Term] 1.038 1.029 3.051126003 21.48 0 1212.653416 3 404.8894043 0.201228663 8.13E-05 18.25954195ANVVGNVWR 4 149999606 1xTMT6plex [N-Term] 1.283 1.004 3.220599413 35.59 0 1243.710871 2 622.3582153 -1.380486396 -0.000858463 45.97698671LTTEFVK 6 149999606 2xTMT6plex [N-Term; K7] 1.028 0.961 1.055 2.953987122 35.69 0 1295.79751 2 648.4023438 -0.076308219 -4.94E-05 54.65443341
11125770 AIMP2 aminoacyl tRNA synthase complex-interacting multifunctional protein 2 7965 NP_006294.2 48.4375 1 10 10 104 320 35.326 8.22 0.99 1 0.96 0.98 Significant 0.000149

SYGPAPGAGHVQEESNLSLQALESR 6 11125770 1xTMT6plex [N-Term] 0.988 0.923 0.854 7.765048504 62.95 0 2826.421965 3 942.8101196 -2.179148534 -0.002053064 55.24662679DIVINANPASPPLSLLVLHR 26 11125770 1xTMT6plex [N-Term] 1.029 0.883 0.719 6.446728706 70.19 0 2368.391381 3 790.135376 0.081890894 6.46E-05 92.07679589MIQTPDADLDVTNIIQADEPTTLTTNALDLNSVLGK 6 11125770 2xTMT6plex [N-Term; K36] 0.928 1.008 1.125 6.493158817 53.32 0 4299.268168 4 1075.571533 -0.899043128 -0.000966307 109.4162053MIQTPDADLDVTNIIQADEPTTLTTNALDLNSVLGK 3 11125770 2xTMT6plex [N-Term; K36]; 1xOxidation [M1] 100 1.037 6.37983036 50.39 0 4315.263083 4 1075.571533 -0.899043128 -0.000966307 109.4162053FSIQTMCPIEGEGNIAR 9 11125770 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.152 0.873 1.213 5.468766212 50.14 0 2152.072825 2 1076.537842 -2.053139744 -0.002209253 65.96304052
SCENLAPFNTALK 16 11125770 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 0.952 1.065 1.019 4.744121552 57.72 0 1923.041004 2 962.0245972 0.474995559 0.000456718 68.5307558

VLSTVHTHSSVK 10 11125770 2xTMT6plex [N-Term; K12] 1.097 1.018 1.042 4.900569916 49.14 0 1753.037239 4 439.014679 -0.201564279 -8.83E-05 32.14532444
FSIQTMCPIEGEGNIAR 2 11125770 1xTMT6plex [N-Term]; 1xOxidation [M6]; 1xCarbamidomethyl [C7] 1.098 2.486724377 10.33 0 2168.06774 2 1076.537842 -2.053139744 -0.002209253 65.96304052

VELPTCMYR 6 11125770 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.823 1.007 0.967 3.172836304 18.58 0 1397.711859 2 699.3587036 -1.236430403 -0.000864087 52.8365435SMNSALGK 6 11125770 2xTMT6plex [N-Term; K8] 1.005 1.182 0.94 2.920444489 23.07 0 1265.728778 2 633.3679199 -0.169907056 -0.000107528 34.42996194AAVDGLSK 8 11125770 2xTMT6plex [N-Term; K8] 0.951 0.878 0.918 3.240016937 40.46 0 1218.745809 2 609.8771973 1.074351387 0.000654681 34.38670829LLCEHFR 6 11125770 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.018 1.009 1.126 3.330152273 34.59 0 1203.650579 3 401.8885193 0.353384392 0.000141784 35.48975899
5453880 ANP32A acidic leucine-rich nuclear phosphoprotein 32 family member A 8125 NP_006296.1 34.13654618 1 6 11 126 249 28.568 4.09 1.02 0.88 0.92 0.94 Significant 0.00196

SLDLFNCEVTNLNDYR 26 5453880 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.12 1.12 1.082 4.657060623 60.87 0 2202.069849 2 1101.537109 -1.319844601 -0.001453195 73.75826465IKDLSTIEPLK 48 5453880 3xTMT6plex [N-Term; K2; K11] 1.159 1.171 1.201 5.767951012 37.82 1 1944.234825 3 648.7470093 -4.295205424 -0.002783629 67.54012112
SLDLFNCEVTNLNDYRENVFK 6 5453880 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C7] 2.03 2.134 1.707 4.167004585 17.8 1 3048.550092 3 1016.853638 -1.224114399 -0.001243925 88.52921487

VSGGLEVLAEK 10 5453880 2xTMT6plex [N-Term; K11] 1.009 0.971 0.927 4.532020569 62.63 0 1559.940879 2 780.4746704 0.759541806 0.00059242 65.68106668LLPQLTYLDGYDR 16 5453880 1xTMT6plex [N-Term] 0.772 0.662 0.686 4.216523647 34.74 0 1795.979166 2 898.4934082 0.208029279 0.000186808 82.57043259DISTLEPLK 16 5453880 2xTMT6plex [N-Term; K9] 0.786 0.851 0.826 3.527182817 33.15 0 1473.892867 3 491.9692688 0.262275837 0.000128855 55.52487692DLSTIEPLKK 10 5453880 3xTMT6plex [N-Term; K9; K10] 0.811 0.808 0.769 3.660093307 3.28 1 1831.150762 3 611.0548096 -0.483891922 -0.00029536 56.75286902EPEDEGEDDD 10 5453880 1xTMT6plex [N-Term] 0.788 0.718 0.782 3.219121933 60.01 0 1378.533145 2 689.7699585 -0.365800282 -0.000252134 16.17234268ELVLDNSR 6 5453880 1xTMT6plex [N-Term] 0.858 0.899 0.959 3.093646049 39.32 0 1174.662918 2 587.8344727 -1.063273115 -0.000624494 30.71364188KLELSDNR 13 5453880 2xTMT6plex [N-Term; K1] 1.093 0.981 1.037 2.989271402 17.26 1 1432.852399 2 716.9298096 -0.039256922 -2.81E-05 40.13731353KREPEDEGEDDD 2 5453880 2xTMT6plex [N-Term; K1] 1.31 2.397701025 3.36 2 1891.892151 3 631.3017578 -0.756053932 -0.000476791 15.96068223
30581135 SMC1A structural maintenance of chromosomes protein 1A isoform 1 8243 NP_006297.2 31.63017032 1 37 37 209 1233 143.144 7.64 1.44 1.5 1.51 1.48 Significant 0.000217

TVALDGTLFQK 14 30581135 2xTMT6plex [N-Term; K11] 1.792 1.545 1.78 4.848816872 49.08 0 1650.983079 2 825.9957886 0.740176234 0.000611009 67.97425146SGVISGGASDLK 7 30581135 2xTMT6plex [N-Term; K12] 1.316 1.774 1.147 3.791039705 54.52 0 1548.899743 2 774.9555054 2.576869295 0.001995656 40.5410643MNQVEDEVFEEFCR 8 30581135 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.065 1.383 1.043 3.51844883 20.87 0 2060.925493 2 1030.968384 1.940093487 0.001999194 82.02087373GEPETFLPLDYLEVKPTDEK 8 30581135 3xTMT6plex [N-Term; K15; K20] 1.456 1.442 1.558 5.309097767 19.86 0 3007.648281 3 1003.219727 -1.215122966 -0.001218221 91.5492356GTMDDISQEEGSSQGEDSVSGSQR 4 30581135 1xTMT6plex [N-Term] 1.791 100 5.826532364 75.08 0 2715.18489 3 905.7333374 0.209509501 0.000189619 29.21425238VIVGGSSEYK 6 30581135 2xTMT6plex [N-Term; K10] 1.629 1.528 1.72 4.080554008 61.86 0 1496.872465 2 748.9390869 -1.047705741 -0.000784141 41.20278097KLEGELTEEVEMAK 7 30581135 3xTMT6plex [N-Term; K1; K14] 1.674 1.686 5.007651329 14 1 2293.29281 3 765.1031494 0.908986492 0.000694857 64.78346984SNLMDAISFVLGEK 2 30581135 2xTMT6plex [N-Term; K14] 1.996 4.929914474 32.96 0 1982.10327 3 661.3735962 1.496130027 0.000988495 112.4569419ELNQVMEQLGDAR 6 30581135 1xTMT6plex [N-Term] 1.235 1.253 1.506 5.311204433 75.97 0 1731.889699 2 866.4449463 -4.08990935 -0.003541636 64.60975266DKFQETSDEFEAAR 7 30581135 2xTMT6plex [N-Term; K2] 100 0.995 1.793 4.563546181 18.5 1 2131.070784 3 711.0281372 -0.434156816 -0.000308406 43.41598939
FNACFESVATNIDEIYK 6 30581135 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C4] 1.362 1.739 1.535 4.681693554 36.29 0 2479.257933 3 827.0914307 0.728484989 0.000602034 88.82822922

SKLESELANFGPR 6 30581135 2xTMT6plex [N-Term; K2] 1.432 1.725 1.512 4.06637764 20.88 1 1906.079832 3 636.0303955 -1.67832769 -0.001066342 68.53674107YSQSDLEQTK 4 30581135 2xTMT6plex [N-Term; K10] 1.465 1.538 4.142106533 42.14 0 1656.884487 2 828.9445801 -1.571065316 -0.001301537 31.0008551IIDETMAQLQDLK 6 30581135 2xTMT6plex [N-Term; K13] 2.021 1.368 1.992 3.984501362 39.31 0 1976.113834 3 659.3775635 2.177344044 0.001434227 88.24830193IIDETMAQLQDLK 2 30581135 2xTMT6plex [N-Term; K13]; 1xOxidation [M6] 1.543 2.951802969 24.02 0 1992.108749 3 659.3775635 2.177344044 0.001434227 88.24830193LNEQQSVLQR 6 30581135 1xTMT6plex [N-Term] 1.121 1.757 100 3.913771391 45.35 0 1443.811707 2 722.4088135 -0.939677153 -0.000678358 34.6386983AEEDTQFNYHR 4 30581135 1xTMT6plex [N-Term] 1.299 1.648 4.455701828 37.45 0 1638.770964 3 546.9282837 -0.406729064 -0.000222179 24.25921034VVQLHEYSEELEK 4 30581135 2xTMT6plex [N-Term; K13] 0.972 1.613 4.037185669 23.18 0 2061.126842 3 687.7128906 -1.321289377 -0.000907782 54.52906471MEEESQSQGR 6 30581135 1xTMT6plex [N-Term] 1.005 1.695 0.91 3.869963884 44.26 0 1409.652823 2 705.329834 -0.306303256 -0.000215891 16.55690498IEKLEEYITTSK 4 30581135 3xTMT6plex [N-Term; K3; K12] 1.209 1.983 3.934017181 11.31 1 2141.267248 3 714.4282227 1.338944848 0.00095568 76.39005124LYHNEVEIEK 6 30581135 2xTMT6plex [N-Term; K10] 1.601 1.658 1.589 5.197140217 29.48 0 1731.968157 3 577.9937744 -0.800642787 -0.000462229 43.86801744LEEYITTSK 4 30581135 2xTMT6plex [N-Term; K9] 1.087 1.256 3.576980591 35.34 0 1541.882696 2 771.4438477 -1.476822787 -0.001138544 57.26305824HLALNLQEK 4 30581135 2xTMT6plex [N-Term; K9] 1.115 1.368 2.788339376 25.57 0 1523.930983 3 508.6490173 0.994344212 0.000505104 48.47078175EVTAIETK 8 30581135 2xTMT6plex [N-Term; K8] 1.41 1.408 1.66 3.517903805 36.58 0 1348.808803 2 674.9078979 -0.210090238 -0.000141686 50.51061881KYQIAVTK 12 30581135 3xTMT6plex [N-Term; K1; K8] 1.808 1.74 1.846 4.114916801 14.75 1 1638.055739 3 546.6900024 -0.173996387 -9.50E-05 44.39582641VLTFDLTK 6 30581135 2xTMT6plex [N-Term; K8] 1.116 1.379 1.394 3.558307886 39.64 0 1394.865924 2 697.937561 1.377781391 0.00096091 74.73396523KDENEIEK 4 30581135 3xTMT6plex [N-Term; K1; K8] 1.62 1.265 3.632938623 19.07 1 1691.978277 3 564.6638184 -0.812470168 -0.000458227 35.78182996RLEFENQK 6 30581135 2xTMT6plex [N-Term; K8] 1.98 1.469 1.199 3.146235466 14.7 1 1521.878948 3 507.9642029 -0.586424711 -0.000297489 32.59567987EIEENQK 6 30581135 2xTMT6plex [N-Term; K7] 1.599 1.665 1.573 2.996656895 30.54 0 1347.752016 2 674.3795166 -0.192510842 -0.000129728 22.62041694EKDSELNQK 6 30581135 3xTMT6plex [N-Term; K2; K9] 1.809 1.726 1.835 3.82551384 2.97 1 1778.026289 3 593.3461914 -1.275752369 -0.000756107 24.8592383EMTHLQK 4 30581135 2xTMT6plex [N-Term; K7] 1.642 1.539 3.259288549 22.63 0 1344.770977 3 448.9281616 -0.777691322 -0.000348606 28.00475705YEPPHIK 4 30581135 2xTMT6plex [N-Term; K7] 1.281 1.254 2.260486126 16.57 0 1341.793093 3 447.9357605 -0.271916632 -0.000121619 33.92211852QAFEQIK 6 30581135 2xTMT6plex [N-Term; K7] 1.486 1.78 1.538 2.719439983 33.69 0 1321.788008 2 661.3977661 0.18755395 0.000123953 40.29364409EQQQIEK 6 30581135 2xTMT6plex [N-Term; K7] 1.107 1.193 1.328 2.806918144 25.09 0 1360.783651 2 680.8937378 -2.536453213 -0.001725782 104.5209366
DCIQYIK 6 30581135 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 2.018 1.575 1.668 2.900213957 30.9 0 1397.786293 2 699.3946533 -3.050115311 -0.002131705 43.90933823

SLQNAQK 4 30581135 2xTMT6plex [N-Term; K7] 1.42 1.469 2.855339289 23.82 0 1246.751957 2 623.878418 -1.922782224 -0.001198616 23.60150907EMLSVEK 2 30581135 2xTMT6plex [N-Term; K7] 1.263 2.782122612 20.71 0 1293.748845 2 647.3769531 -1.712364814 -0.001107685 45.34407897YPDANPNPNEQ 4 30581135 1xTMT6plex [N-Term] 1.367 1.066 2.370218277 29.37 0 1487.696402 2 744.3519897 0.201910946 0.000150191 25.45014435454086 SRPX sushi repeat-containing protein SRPX isoform 1 precursor 8406 NP_006298.1 12.06896552 1 4 4 14 464 51.538 8.66 0.82 0.68 0.69 0.73 Significant 0.00379
LQLGMLQQAQCGLDLR 2 5454086 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.648 4.118457794 37.58 0 2073.114631 3 691.7094727 -0.369517073 -0.00025535 79.61233253DTADGILTDVILK 2 5454086 2xTMT6plex [N-Term; K13] 0.762 3.665235996 60.26 0 1832.078101 2 916.539978 -2.959221722 -0.002710763 84.40526493HITVVELVGVFPTLIGR 4 5454086 1xTMT6plex [N-Term] 1.091 1.006 3.91010046 11.45 0 2079.252762 3 693.7511597 -6.65450894 -0.004612135 107.0024906LLIVSTPTAR 6 5454086 1xTMT6plex [N-Term] 0.728 0.652 0.577 3.30322957 19.98 0 1299.819753 2 650.4124146 -1.692671952 -0.001100084 59.405006575453726 LRRFIP2 leucine-rich repeat flightless-interacting protein 2 isoform 1 9209 NP_006300.1 10.81830791 1 8 9 35 721 82.121 6.95 0.93 0.98 0.86 0.92 Significant 0.00142

AMVSNAQLDNEK 10 5453726 2xTMT6plex [N-Term; K12] 0.773 0.784 0.803 5.636356831 68.54 0 1777.951855 2 889.4785156 -1.18113997 -0.001050005 38.24550245FSAEDEALSNIAR 2 5453726 1xTMT6plex [N-Term] 0.825 4.676534176 63.62 0 1651.84888 2 826.4284668 0.47019056 0.000388342 55.25979605AEQDITTLEQSISR 4 5453726 1xTMT6plex [N-Term] 0.722 0.713 3.756286144 26.12 0 1819.959887 3 607.3251343 0.528809475 0.000320804 63.75632746ESLSEVEEK 6 5453726 2xTMT6plex [N-Term; K9] 0.899 0.999 0.84 3.840932846 27.58 0 1507.825575 2 754.4163818 -0.058195143 -4.39E-05 36.90847058KLAGEKEELLSQIR 3 5453726 3xTMT6plex [N-Term; K1; K6] 1.103 0.978 2.981488228 0.39 2 2301.410892 4 576.1072998 -1.53072242 -0.000880705 59.70513589
HMCSVLQHK 6 5453726 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.887 0.969 0.929 3.519599438 23.83 0 1597.870708 4 400.2224121 -1.80861473 -0.000722483 29.835729EELLSQIR 1 5453726 1xTMT6plex [N-Term] 3.030042648 0 1216.709868 2 608.8583984 -0.285692595 -0.000173802 48.29202444LAGEKEELLSQIR 1 5453726 2xTMT6plex [N-Term; K5] 0.953 2.982541084 1 1944.152997 3 648.7214966 -1.574312264 -0.001020235 73.96589499LQLEEER 2 5453726 1xTMT6plex [N-Term] 1.085 2.663182497 14.3 0 1145.636369 2 573.321228 -1.037986699 -0.000594578 32.1533693158937236 NPEPPS puromycin-sensitive aminopeptidase 9520 NP_006301.3 51.79542982 1 37 37 363 919 103.211 5.72 0.8 0.8 0.81 0.8 Significant 0.0000172 TQYSSAMLESLLPGIR 14 158937236 1xTMT6plex [N-Term] 0.54 1.262 0.843 5.719171047 56.12 0 1995.078228 2 998.0452271 2.480755638 0.002474651 92.05695033TIQQCCENILLNAAWLK 11 158937236 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C5; C6] 1.277 1.549 1.478 5.418872356 60.34 0 2533.367106 3 845.1276855 0.551487631 0.000465707 92.4881996

VTLSFPSTLQTGTGTLK 12 158937236 2xTMT6plex [N-Term; K17] 0.661 0.702 0.678 5.045192719 56.65 0 2209.284405 2 1105.148315 2.240123256 0.002474535 79.68374176AGIISTVEVLK 12 158937236 2xTMT6plex [N-Term; K11] 0.771 0.728 0.751 4.735382557 78.37 0 1588.008565 2 794.5072632 -0.828240377 -0.000657626 76.99014176VLGATLLPDLIQK 34 158937236 2xTMT6plex [N-Term; K13] 0.691 0.815 0.745 5.133787632 62.61 0 1839.171942 2 920.0895386 -0.076828903 -7.07E-05 99.80643593
NAATEDLWESLENASGKPIAAVMNTWTK 2 158937236 3xTMT6plex [N-Term; K17; K28]; 1xOxidation [M23] 0.834 3.677808285 25.21 0 3750.961587 4 934.494812 -2.477500856 -0.002313346 110.6714175
NAATEDLWESLENASGKPIAAVMNTWTK 7 158937236 3xTMT6plex [N-Term; K17; K28] 0.942 1.107 5.762488842 34.13 0 3734.966672 4 934.494812 -2.477500856 -0.002313346 110.6714175VALSNMNVIDR 6 158937236 1xTMT6plex [N-Term] 0.697 0.885 0.809 3.983991385 43.85 0 1460.809264 2 730.9082031 -0.092147554 -6.73E-05 65.22592506YAAVTQFEATDAR 16 158937236 1xTMT6plex [N-Term] 0.844 0.946 0.736 5.055836678 70.31 0 1671.853966 2 836.4286499 -2.358163687 -0.001971253 56.84202046AFPCWDEPAIK 12 158937236 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.835 0.928 0.853 4.487482071 50.43 0 1791.950398 2 896.4796143 0.866879812 0.000776703 75.38341568LGLQNDLFSLAR 12 158937236 1xTMT6plex [N-Term] 0.742 0.653 0.54 4.201025009 52.42 0 1575.905607 2 788.4569702 0.67034452 0.0005282 82.65429292VLTFALSEEVRPQDTVSVIGGVAGGSK 15 158937236 2xTMT6plex [N-Term; K27] 0.794 0.819 0.784 7.019162178 53.84 0 3174.777449 4 794.4499512 0.165752563 0.000131557 90.05360455AQELDALDNSHPIEVSVGHPSEVDEIFDAISYSK 4 158937236 2xTMT6plex [N-Term; K34] 0.68 0.786 6.498143196 9.68 0 4170.091918 5 834.8245239 0.382406177 0.000318934 92.37025863ATFDISLVVPK 10 158937236 2xTMT6plex [N-Term; K11] 0.655 0.892 0.886 3.70873332 49.92 0 1648.008565 2 824.5100098 2.535127146 0.002088956 85.56893658IDFVGELNDK 8 158937236 2xTMT6plex [N-Term; K10] 0.775 0.801 0.806 3.810572147 43.4 0 1607.904494 2 804.4553223 -0.700246037 -0.000562964 65.22778818LNLGTVGFYR 14 158937236 1xTMT6plex [N-Term] 0.377 0.186 0.61 4.039584637 46.35 0 1368.783701 2 684.8949585 -0.775234108 -0.000530564 65.57965041LGWDPKPGEGHLDALLR 6 158937236 2xTMT6plex [N-Term; K6] 0.743 0.803 0.806 6.196623325 26.39 0 2332.317771 4 583.8339844 -1.570703634 -0.000915845 65.31265462LSVEGFAVDK 12 158937236 2xTMT6plex [N-Term; K10] 0.822 0.918 0.829 4.868674755 64.81 0 1522.888116 2 761.9468384 -1.126420365 -0.000857706 65.53900995SPVYLTVLK 12 158937236 2xTMT6plex [N-Term; K9] 0.843 0.841 0.873 3.935061216 54.65 0 1477.939423 2 739.4733276 -0.029938008 -2.21E-05 73.03652461TQYSSAMLESLLPGIR 2 158937236 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.941 4.296616077 26.11 0 2011.073143 2 998.0452271 2.480755638 0.002474651 92.05695033DYFNVPYPLPK 16 158937236 2xTMT6plex [N-Term; K11] 0.82 0.873 0.785 3.545575619 29.65 0 1811.014379 2 906.0100098 -0.903205833 -0.000817859 80.15550634AFFESHPAPSAER 10 158937236 1xTMT6plex [N-Term] 0.827 0.848 0.695 4.22604847 27.52 0 1674.843735 3 558.9512939 -2.631179237 -0.001468938 34.47108923KPYPDDENLVEVK 13 158937236 3xTMT6plex [N-Term; K1; K13] 0.749 0.777 0.813 5.05516386 26.25 0 2233.26831 3 745.0948486 0.753321233 0.000560789 51.76918851

LPADVSPINYSLCLKPDLLDFTFEGK 3 158937236 3xTMT6plex [N-Term; K15; K26]; 1xCarbamidomethyl [C13] 0.575 4.860351563 24.53 0 3639.995119 4 910.7533569 -0.96722537 -0.000880174 112.3055654
ILMDKPEMNVVLK 6 158937236 3xTMT6plex [N-Term; K5; K13] 0.812 0.838 0.87 3.873274803 6.82 0 2217.331779 3 739.7826538 0.734728017 0.000543045 78.68142579DLSLPPVDR 8 158937236 1xTMT6plex [N-Term] 0.872 0.93 1.024 3.455230236 33.77 0 1240.709868 2 620.8583374 -0.378553701 -0.000234838 49.43045901DNWEELYNR 6 158937236 1xTMT6plex [N-Term] 0.782 0.828 1.017 3.421257973 29.01 0 1467.706573 2 734.3569336 0.011771767 8.64E-06 47.21097704DVFSPIGER 12 158937236 1xTMT6plex [N-Term] 0.862 0.877 0.917 3.576684713 30.58 0 1248.678568 2 624.8427734 -0.238239854 -0.000148742 45.62759146ETALLIDPK 12 158937236 2xTMT6plex [N-Term; K9] 0.852 0.852 0.899 2.9146626 37.65 0 1457.897952 2 729.4522095 -0.555357586 -0.000404827 60.12523117FALEVAAK 12 158937236 2xTMT6plex [N-Term; K8] 0.884 0.812 0.793 3.558394432 46.3 0 1306.813494 2 653.9086304 -2.685974569 -0.001755034 59.92407391LEAAAQVR 8 158937236 1xTMT6plex [N-Term] 0.794 0.708 0.71 2.926882505 59.03 0 1086.646874 2 543.8271484 0.134813805 7.32E-05 29.31593803QMGFPLIYVEAEQVEDDR 2 158937236 1xTMT6plex [N-Term]; 1xOxidation [M2] 100 1.812448144 18.8 0 2384.164143 2 1192.584839 -0.730535114 -0.000870858 80.41647497QADMQEEK 6 158937236 2xTMT6plex [N-Term; K8] 0.821 0.907 0.885 3.332197189 40.03 0 1436.74555 2 718.8761597 -0.353377856 -0.000253857 21.66119133MLHDYIGDK 2 158937236 2xTMT6plex [N-Term; K9] 0.58 3.517695904 23.29 0 1549.844871 3 517.2871094 1.228713296 0.000634772 44.25419486QILSADLR 6 158937236 1xTMT6plex [N-Term] 0.978 0.899 0.912 3.226685762 35.67 0 1144.688739 2 572.84729 -1.253687423 -0.000717541 41.89265769YQGGFLISR 2 158937236 1xTMT6plex [N-Term] 1.193 2.943146229 18.09 0 1269.715288 2 635.3613892 0.168597098 0.000107035 48.91014436YTTPSGEVR 11 158937236 1xTMT6plex [N-Term] 0.793 0.837 0.931 3.205974102 34.78 0 1238.657832 2 619.8314819 -1.731739595 -0.001072516 104.3510146ATLEEAR 6 158937236 1xTMT6plex [N-Term] 0.834 0.786 0.824 2.845108986 23.9 0 1018.57304 2 509.7905884 0.844335927 0.000430009 20.57888998FIKDNWEELYNR 1 158937236 2xTMT6plex [N-Term; K3] 1.16 2.910086155 1 2085.116946 3 695.7087402 -2.531559146 -0.001759532 63.91106891331284178 NCOR2 nuclear receptor corepressor 2 isoform 1 9612 NP_006303.4 4.335719968 1 6 6 12 2514 273.489 7.59 0.97 1.1 1.01 1.03 Significant 0.0014 ILEGLGPQVELPLYNQPSDTR 2 331284178 1xTMT6plex [N-Term] 1.56 4.841872692 31.08 0 2568.387083 3 856.7999268 -0.72264285 -0.000618676 92.78700885

AEEPVKSECTEEAEEGPAK 2 331284178 3xTMT6plex [N-Term; K6; K19]; 1xCarbamidomethyl [C9] 0.792 2.53702879 8.37 1 2777.411816 3 926.4744873 -1.046753643 -0.000969089 33.24580328
GAPVIVPELGKPR 2 331284178 2xTMT6plex [N-Term; K11] 0.808 3.790435314 12.11 0 1791.12566 3 597.7130737 -0.554092108 -0.000330816 59.56783512GQAGPPESLGVPTAQEASVLR 3 331284178 1xTMT6plex [N-Term] 1.043 1.01 3.031999588 6.88 0 2293.23494 3 765.085022 2.430212392 0.001857683 58.68101365GIIDLSQVPHLPVLVPPTPGTPATAMDR 1 331284178 1xTMT6plex [N-Term] 1.02 2.820492983 0 3121.728107 3 1041.247192 -0.346814817 -0.000360887 102.0567251DLTEAYK 2 331284178 2xTMT6plex [N-Term; K7] 1.457 2.960797071 32.36 0 1297.740389 2 649.3739624 0.199889508 0.000129702 37.64995462

5453906 CDIPT CDP-diacylglycerol--inositol 3-phosphatidyltransferase isoform 1 10423 NP_006310.1 15.02347418 1 3 3 14 213 23.523 8.03 1.06 1.11 1.23 1.13 Significant 0.00198
NMAALDAADR 6 5453906 1xTMT6plex [N-Term] 1.073 1.029 1.369 3.736565828 56.62 0 1276.651701 2 638.8294678 -0.032987169 -2.11E-05 31.88741337FGAMLDMLTDR 2 5453906 1xTMT6plex [N-Term] 0.921 3.428300619 36.88 0 1498.759537 2 749.8828735 -0.711541552 -0.000533215 97.4141993MIDLSGNPVLR 6 5453906 1xTMT6plex [N-Term] 1.081 1.25 1.163 3.673178196 43.75 0 1443.819101 2 722.4124756 -0.987740171 -0.000713059 63.90480929291621647 PGRMC2 membrane-associated progesterone receptor component 2 10424 NP_006311.2 31.98380567 1 6 7 50 247 26.154 5.31 0.99 0.9 0.92 0.93 Significant 0.000847

GLGAGAGAGEESPATSLPR 16 291621647 1xTMT6plex [N-Term] 0.888 0.817 0.822 7.215143204 95.2 0 1927.008234 2 964.0065918 -1.207751067 -0.001163673 40.30114413DALRDEYDDLSDLNAVQMESVR 2 291621647 1xTMT6plex [N-Term] 0.52 5.645641804 48.21 1 2783.335518 3 928.4499512 -0.07807696 -7.24E-05 64.88529912
GLATFCLDKDALRDEYDDLSDLNAVQMESVR 2 291621647 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.645 8.435411453 18.12 2 4017.993802 4 1005.254517 0.606025388 0.000608752 90.49031993

GLATFCLDK 12 291621647 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 0.701 0.832 0.801 3.803131104 42.34 0 1482.839057 2 741.9234619 0.397863896 0.000294984 60.35549789FYGPAGPYGIFAGR 8 291621647 1xTMT6plex [N-Term] 1.066 1.098 1.109 4.303274155 31.49 0 1701.895043 2 851.4499512 -1.420197009 -0.001208513 74.85963909DFSLEQLR 8 291621647 1xTMT6plex [N-Term] 1.073 0.823 1.102 3.312027216 30.37 0 1236.678568 2 618.8427124 -0.339259791 -0.000209778 54.77087201EWEMQFK 2 291621647 2xTMT6plex [N-Term; K7] 0.824 2.951990843 15.95 0 1455.770643 2 728.388855 -0.144060511 -0.00010486 57.573199565453557 ARIH2 E3 ubiquitin-protein ligase ARIH2 isoform a 10425 NP_006312.1 10.54766734 1 3 3 20 493 57.781 5.63 0.98 1.21 1.13 1.11 Significant 0.00369 VMNNLGTWIDWQYLQNAAK 4 5453557 2xTMT6plex [N-Term; K19] 1.042 0.913 4.680297852 41.76 0 2723.437962 3 908.482605 -1.725994371 -0.00156688 103.9365849YKENPDIVNQSQQAQAR 4 5453557 2xTMT6plex [N-Term; K2] 1.255 1.296 4.742553711 31.87 1 2447.304306 3 816.4411621 1.890834791 0.001542483 31.21535961TPEDFVFPLLPNEELR 12 5453557 1xTMT6plex [N-Term] 0.946 1.116 0.942 4.349669456 21.11 0 2145.142937 3 715.7189331 -0.322026836 -0.000230265 96.506001015453660 TUBGCP3 gamma-tubulin complex component 3 isoform 1 10426 NP_006313.1 15.32524807 1 9 9 38 907 103.506 8.12 1.05 0.97 0.99 1.01 Significant 0.000573 SAESPQDAADLFTDLENAFQGK 6 5453660 2xTMT6plex [N-Term; K22] 0.841 1.206 1.212 6.090100765 70.81 0 2812.404139 3 938.1398315 0.285442229 0.000267593 108.3171149AVFDQIIELQNAQDAIYR 6 5453660 1xTMT6plex [N-Term] 0.971 0.934 0.911 4.867058277 55 0 2336.244776 3 779.4197998 0.030011437 2.34E-05 92.30727352VSSYATLFAQALPR 4 5453660 1xTMT6plex [N-Term] 0.888 4.29631424 39.97 0 1752.984586 2 876.9921265 -4.340956774 -0.003804815 87.66042515VIGSNFAPTVERDEFLVAEK 4 5453660 2xTMT6plex [N-Term; K20] 0.825 0.878 3.918462992 24.83 1 2679.475788 3 893.8287354 -1.543117251 -0.001378248 77.43450996WIYDGELEDTYHEFFVASDPTVK 2 5453660 2xTMT6plex [N-Term; K23] 1.13 3.270273924 7.94 0 3219.592668 3 1073.869873 0.744920514 0.000799447 95.72689592IDAAYFETSK 2 5453660 2xTMT6plex [N-Term; K10] 1.071 3.601593494 47.03 0 1602.877945 2 801.9414673 -1.426683607 -0.0011434 59.79620203LLVWTYDPK 6 5453660 2xTMT6plex [N-Term; K9] 1.139 1.008 3.148026705 31.72 0 1592.945237 2 796.9755249 -0.918641319 -0.000731673 80.29382494DILYVFQGIDGK 6 5453660 2xTMT6plex [N-Term; K12] 0.941 0.746 1.079 2.843070745 19.4 0 1826.046407 2 913.5278931 1.151412584 0.001051266 93.44243356YLLLGQGDFIR 2 5453660 1xTMT6plex [N-Term] 1.386 3.4814291 8.15 0 1523.87833 2 762.4416504 -1.513197415 -0.001152964 78.472162745453567 CFDP1 craniofacial development protein 1 10428 NP_006315.1 13.37792642 1 3 3 14 299 33.573 4.81 1.02 1.08 0.94 1.02 Significant 0.0016 EKPQANVPSALPSLPAGSGLK 6 5453567 3xTMT6plex [N-Term; K2; K21] 0.695 1.267 0.799 4.109254837 30.54 0 2748.622676 3 916.874939 -4.515710934 -0.004137328 67.21989511KGEETEETSSSK 2 5453567 3xTMT6plex [N-Term; K1; K12] 0.862 3.16853404 17.17 1 1999.079841 3 667.0299072 -2.337270487 -0.001557463 26.82578199EVDATSK 6 5453567 2xTMT6plex [N-Term; K7] 1.113 1.065 0.954 2.533010721 30.1 0 1207.693439 2 604.350647 0.479198855 0.000289363 21.055783025453555 RAN GTP-binding nuclear protein Ran isoform 1 5901 NP_006316.1 62.5 1 9 9 148 216 24.408 7.49 1.03 1.07 1.07 1.05 Significant 0.000159 LVLVGDGGTGK 28 5453555 2xTMT6plex [N-Term; K11] 1.032 1.101 1.003 3.940256596 51.31 0 1473.9041 2 737.4553223 -0.496686827 -0.000366034 52.60585184
VCENIPIVLCGNK 26 5453555 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C2; C10] 1.234 1.195 1.303 4.469039917 60.52 0 1974.09166 2 987.5480347 -1.452437149 -0.001433622 69.17836791
FNVWDTAGQEK 28 5453555 2xTMT6plex [N-Term; K11] 1.013 1.049 1.031 4.864078999 71.45 0 1752.932106 2 876.9700928 0.458316025 0.000401698 58.90924002YVATLGVEVHPLVFHTNR 12 5453555 1xTMT6plex [N-Term] 0.879 0.997 0.967 6.493134975 39.44 0 2281.265452 4 571.0714111 -0.717745823 -0.000409342 66.33305237SNYNFEKPFLWLAR 17 5453555 2xTMT6plex [N-Term; K7] 1.06 1.068 1.068 4.305994034 11.86 0 2243.23773 3 748.4174805 0.070561514 5.28E-05 86.83800827KNLQYYDISAK 8 5453555 3xTMT6plex [N-Term; K1; K11] 1.153 1.201 1.281 5.286396503 26.98 1 2030.188938 3 677.4005737 -0.871814717 -0.000589983 50.91495373LIGDPNLEFVAMPALAPPEVVMDPALAAQYEHDLEVAQTTALPDEDDDL 4 5453555 1xTMT6plex [N-Term]; 1xOxidation [M] 2.626559973 7 0 5504.68544 4 1376.926147 -0.486835494 -0.000669969 112.5104336

NLQYYDISAK 15 5453555 2xTMT6plex [N-Term; K10] 1.003 1.037 1.076 4.71701622 47.84 0 1672.931043 2 836.9691772 0.020886807 1.75E-05 51.53210835HLTGEFEK 10 5453555 2xTMT6plex [N-Term; K8] 0.905 1.002 0.992 3.74755168 23.6 0 1418.804386 3 473.6060791 -0.494737202 -0.000233978 70.6126141
5454122 TIMM23 mitochondrial import inner membrane translocase subunit Tim23 100287932 NP_006318.1 31.57894737 1 5 5 30 209 21.929 8.6 1.95 1.84 1.67 1.82 Significant 0.002

GAEDDLNTVAAGTMTGMLYK 10 5454122 2xTMT6plex [N-Term; K20] 1.824 2.097 1.621 6.08267498 58.59 0 2516.277681 3 839.4284058 -2.788803833 -0.002339135 75.45046868YLVQDTDEFILPTGANK 6 5454122 2xTMT6plex [N-Term; K17] 2.232 2.013 4.920529366 49.4 0 2382.295698 3 794.7695923 -0.618921712 -0.000491485 76.9185972NVQILNMVTR 4 5454122 1xTMT6plex [N-Term] 1.312 1.26 3.507133961 25.29 0 1416.819435 2 708.9129028 -0.639457587 -0.000452998 63.03948124ETQNMAWSKPR 4 5454122 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 1.762 1.997 3.238183737 10.6 0 1821.968174 3 607.9943237 0.133976768 8.14E-05 25.90372314GSLLQQSL 6 5454122 1xTMT6plex [N-Term] 2.068 2.122 1.997 2.718146563 37.47 0 1074.63564 2 537.8209839 -0.883282228 -0.000474603 54.213423385454064 RBM14 RNA-binding protein 14 isoform 1 10432 NP_006319.1 43.19880419 1 23 23 154 669 69.449 9.67 1.19 1.19 1.13 1.17 Significant 0.000292 KGPGLAVQSGDK 4 5454064 3xTMT6plex [N-Term; K1; K12] 1.163 1.225 3.792963028 28.59 1 1844.120858 3 615.3787842 0.510215509 0.000313633 35.68693429ASYVAPLTAQPATYR 10 5454064 1xTMT6plex [N-Term] 1.092 1.142 1.149 5.088538647 61.47 0 1838.000964 2 919.5014648 -2.889640758 -0.002655581 47.38111627IFVGNVSAACTSQELR 8 5454064 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.373 1.467 1.364 5.588868141 75.89 0 1981.037426 2 991.0224609 0.110520375 0.000109473 59.40267249
KPGAGDTAFPGTGGFSATFDYQQAFGNSTGGFDGQAR 2 5454064 2xTMT6plex [N-Term; K1] 0.982 7.044137955 40.67 0 4143.983706 4 1036.755249 3.730879474 0.003865176 76.24949299AIEALHGHELRPGR 6 5454064 1xTMT6plex [N-Term] 1.365 1.298 1.355 4.64038229 28.65 0 1785.008115 4 447.0075989 0.252260933 0.000112572 28.80069142AQPSASLGVGYR 5 5454064 1xTMT6plex [N-Term] 1.065 1.069 3.133 3.912921429 48.57 0 1434.790243 2 717.8988037 0.060944013 4.37E-05 33.7776229TQPMTAQAASYR 12 5454064 1xTMT6plex [N-Term] 0.995 1.099 1.132 4.243149757 49.3 0 1553.794342 2 777.3998413 -1.24624782 -0.000968206 25.88967155

IFVGNVDGADTTPEELAALFAPYGTVMSCAVMK 2 5454064 2xTMT6plex [N-Term; K33]; 2xOxidation [M27; M32]; 1xCarbamidomethyl [C29] 1.757 7.163722515 38.75 0 3964.97867 4 991.9998169 -0.310708324 -0.000307988 111.9737345
AQPSVSLGAAYR 18 5454064 1xTMT6plex [N-Term] 1.071 1.056 0.889 4.543564796 55.12 0 1448.805893 2 724.9070435 0.632848104 0.000458437 39.42321779TQSSASLAASYAAQQHPQAAASYR 6 5454064 1xTMT6plex [N-Term] 1.486 1.083 0.828 9.18212986 63.07 0 2694.343321 3 898.7852173 -0.824714696 -0.000740688 40.86708128YSGSYNDYLR 6 5454064 1xTMT6plex [N-Term] 1.442 1.304 0.966 3.499160051 49.72 0 1466.711324 2 733.8603516 1.433264314 0.001051092 48.48000278AQPSVSLGAPYR 12 5454064 1xTMT6plex [N-Term] 1.187 1.136 1.117 4.951190948 56.12 0 1474.821543 2 737.9126587 -2.375010863 -0.001751359 38.9058558RLPDAHSDYAR 6 5454064 1xTMT6plex [N-Term] 1.049 1.071 4.514623165 43.92 1 1529.802205 3 510.6053772 -0.409626945 -0.000208883 18.84173423AAQMHSGYQR 12 5454064 1xTMT6plex [N-Term] 1.238 1.207 1.121 3.711433172 43.06 0 1377.689484 3 459.9012756 -0.152338902 -7.00E-05 16.12397916LSESQLSFR 6 5454064 1xTMT6plex [N-Term] 1.112 1.157 1.152 3.819805145 38.34 0 1295.715681 2 648.361084 -0.609810672 -0.000395071 47.33614822DYAFVHMEK 6 5454064 2xTMT6plex [N-Term; K9] 1.197 1.263 1.175 3.4453547 24.96 0 1597.844871 3 533.2859497 -0.985508002 -0.000524896 47.2655638LAELSDYR 6 5454064 1xTMT6plex [N-Term] 1.273 1.272 1.226 2.825078726 39.66 0 1195.652019 2 598.3296509 0.005426171 3.24E-06 46.32082304VIECDVVK 7 5454064 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.248 1.364 1.362 3.492288113 44.38 0 1419.828158 2 710.4180908 0.525986628 0.000373405 46.86270057

ASYDDPYK 6 5454064 2xTMT6plex [N-Term; K8] 1.029 0.837 1.111 2.826901197 25.62 0 1416.741117 2 708.8742676 0.099895633 7.08E-05 33.69294152ASYDDPYKK 4 5454064 3xTMT6plex [N-Term; K8; K9] 1.311 1.247 2.20751667 0.63 1 1773.999012 3 592.0043945 -0.21512202 -0.000127209 31.21294724LPDAHSDYAR 2 5454064 1xTMT6plex [N-Term] 1.38 2.558370113 9.82 0 1373.701094 3 458.5717468 -0.296135372 -0.0001356 26.15301297ENAGALR 5 5454064 1xTMT6plex [N-Term] 1.238 1.003 1.031 2.420209169 19.5 0 959.5471598 2 480.2773132 0.198088069 9.50E-05 17.61315024QPTPPFFGR 3 5454064 1xTMT6plex [N-Term] 0.941 1.024 2.415257692 11.74 0 1275.704723 2 638.3554077 -0.928240126 -0.00059208 47.255393035453722 LYPLA1 acyl-protein thioesterase 1 isoform 1 10434 NP_006321.1 63.47826087 1 1 9 97 230 24.653 6.77 1.11 1.19 1.2 1.17 Significant 0.000595 ASFPQGPIGGANR 6 5453722 1xTMT6plex [N-Term] 0.993 1.291 4.083323002 52.24 0 1500.812041 2 750.9089966 -0.882772726 -0.000662438 39.96113926DISILQCHGDCDPLVPLMFGSLTVEK 17 5453722 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C7; C11] 1.367 1.634 1.656 6.179562569 41.17 0 3402.751176 4 851.4417725 -1.73864498 -0.001479044 107.2398739
IILGGFSQGGALSLYTALTTQQK 6 5453722 2xTMT6plex [N-Term; K23] 1.636 1.242 0.803 7.871170044 74.38 0 2825.617701 3 942.5437622 -0.342338918 -0.00032244 108.4386729LAGVTALSCWLPLR 16 5453722 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.777 1.783 1.379 5.616402149 57.43 0 1786.024677 2 893.5136719 -2.581056163 -0.002304915 103.9463442



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

TLVNPANVTFK 12 5453722 2xTMT6plex [N-Term; K11] 1.096 1.093 0.84 4.310908794 48.29 0 1661.999063 2 831.5028687 -0.362368022 -0.000301128 63.80087912
TYEGMMHSSCQQEMMDVK 10 5453722 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 0.933 1.103 1.219 5.222166538 32.88 0 2650.184392 3 884.0668335 0.586920777 0.000518483 49.36381719

ATAAVIFLHGLGDTGHGWAEAFAGIR 2 5453722 1xTMT6plex [N-Term] 1.905 6.450222969 57.63 0 2867.515412 4 717.6333618 -1.323255094 -0.000948614 100.3999622
TYEGMMHSSCQQEMMDVK 6 5453722 2xTMT6plex [N-Term; K18]; 1xOxidation [M]; 1xCarbamidomethyl [C10] 0.981 1.262 3.250701666 25.66 0 2666.179307 3 884.0668335 0.586920777 0.000518483 49.36381719

ALIDQEVK 16 5453722 2xTMT6plex [N-Term; K8] 0.982 1.033 1.078 3.309894323 43.91 0 1373.840437 2 687.4237671 -0.130714097 -8.98E-05 45.53611224QAAENIK 6 5453722 2xTMT6plex [N-Term; K7] 1.266 1.162 1.281 3.11910677 30.44 0 1231.741058 2 616.3737793 -0.629634163 -0.000387773 32.15699858
194328699 EMG1 ribosomal RNA small subunit methyltransferase NEP1 isoform 1 10436 NP_006322.4 56.96721311 1 11 11 62 244 26.703 9.17 1.71 1.68 1.51 1.63 Significant 0.00145

LIVVLEGASLETVK 2 194328699 2xTMT6plex [N-Term; K14] 1.571 3.908951283 46.8 0 1929.203636 3 643.7390747 -0.500174729 -0.000321646 107.0896008
MVSISNYPLSAALTCAK 12 194328699 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C15] 1.717 1.638 1.776 5.409523487 42.78 0 2284.244531 3 762.086853 0.645518468 0.000491507 84.36915546

ELVPSSDPIVFVVGAFAHGK 10 194328699 2xTMT6plex [N-Term; K20] 2.163 2.321 1.934 7.341576576 65.27 0 2527.432466 3 843.1501465 1.353109597 0.001139964 112.2888539
FCGLMVQLLHK 6 194328699 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.787 1.582 1.673 3.634893417 25.7 0 1804.037774 3 602.0177612 0.53030564 0.000318897 91.486445

NPVSDHFPVGCMK 6 194328699 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 1.317 1.532 1.157 4.401254177 31.74 0 1946.002845 3 649.3375244 -2.479286105 -0.001608233 59.71023823VGTSFSIPVVSDVR 4 194328699 1xTMT6plex [N-Term] 1.275 1.135 4.447620392 23.2 0 1691.952951 2 846.4799805 -0.157884118 -0.000133566 73.91719235SGGEQAQDWDALPPK 2 194328699 2xTMT6plex [N-Term; K15] 1.48 2.818674088 28.3 0 2057.07039 2 1029.035645 -3.100179523 -0.003188644 50.35276812
TYELLNCDK 6 194328699 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.155 1.211 1.5 3.564393997 56.37 0 1613.860915 2 807.434082 -0.016945388 -1.37E-05 49.93292068NVLIEVNPQTR 2 194328699 1xTMT6plex [N-Term] 1.289 3.346619606 8.22 0 1511.874307 2 756.4390869 -2.255532658 -0.001705041 47.81485305VSVEYTEK 6 194328699 2xTMT6plex [N-Term; K8] 1.509 1.736 1.466 3.547616959 39.88 0 1412.803717 2 706.9048462 -0.921208779 -0.000650744 38.18395141AADGPQK 6 194328699 2xTMT6plex [N-Term; K7] 1.659 1.709 1.542 2.43141818 33.38 0 1144.672644 2 572.8398438 -0.203350715 -0.000116385 18.42327839

5453565 BAIAP2 brain-specific angiogenesis inhibitor 1-associated protein 2 isoform 3 10458 NP_006331.1 56.92307692 1 25 25 139 520 57.409 8.79 1 1 1.03 1.01 Significant 0.000098
EGDLITLLVPEAR 22 5453565 1xTMT6plex [N-Term] 0.843 0.912 0.948 4.627502918 65.37 0 1654.957702 2 827.982666 0.213256961 0.000176466 87.55755544SNLVISDPIPGAKPLPVPPELAPFVGR 13 5453565 2xTMT6plex [N-Term; K13] 1.528 1.078 0.987 5.772213936 22.23 0 3238.896776 3 1080.302368 -1.304363215 -0.001408233 105.464465QGELENYVSDGYK 2 5453565 2xTMT6plex [N-Term; K13] 0.929 3.050655365 42.78 0 1960.006393 2 980.5049438 -1.929302222 -0.001890722 50.17911142AFPAQTASGFK 4 5453565 2xTMT6plex [N-Term; K11] 0.992 1.134 4.00446558 75.72 0 1582.899349 2 791.9544067 1.382214582 0.001093953 50.70472935SFHNELLTQLEQK 6 5453565 2xTMT6plex [N-Term; K13] 1.009 1.159 5.169754982 26.77 0 2045.143161 3 682.3857422 -0.23834884 -0.000162486 65.41113351ELGDVLFQMAEVHR 6 5453565 1xTMT6plex [N-Term] 1.044 1.038 0.964 4.157408714 44.88 0 1872.983934 3 624.9992676 -0.365446608 -0.000228159 81.28130995ELGDVLFQMAEVHR 2 5453565 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.144 3.091276169 28.04 0 1888.978849 3 624.9992676 -0.365446608 -0.000228159 81.28130995SMSSADVEVAR 6 5453565 1xTMT6plex [N-Term] 0.898 0.644 0.986 3.831359386 56.15 0 1380.699045 2 690.8512573 -2.757336276 -0.001903526 29.02602973YSDKELQYIDAISNK 4 5453565 3xTMT6plex [N-Term; K4; K15] 1.117 1.315 4.413164139 26.81 1 2474.374566 3 825.4623413 -0.846862172 -0.000698485 69.54832434AIFSHAAGDNSTLLSFK 2 5453565 2xTMT6plex [N-Term; K17] 1.174 3.391894579 16.96 0 2237.233038 3 746.4179688 2.822535646 0.00210489 71.22596788ALAGVTYAAK 8 5453565 2xTMT6plex [N-Term; K10] 1.211 0.895 1.008 4.237539291 33.37 0 1422.872072 2 711.937561 -2.970175444 -0.00211309 47.06035475

LPLWQQACADPSK 6 5453565 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 0.991 1.037 3.663242579 33.8 0 1972.072639 2 986.538147 -1.836364755 -0.001810722 66.96772907
QIQNQLEEMLK 6 5453565 2xTMT6plex [N-Term; K11] 0.578 1.135 0.818 4.178661823 50.34 0 1832.03519 2 916.5238647 2.872506061 0.002631266 74.03058168LSDSYSNTLPVR 4 5453565 1xTMT6plex [N-Term] 0.939 0.841 4.098851681 30.99 0 1580.848152 2 790.927063 -0.82405349 -0.000651352 47.15605139VLDSDGSDR 6 5453565 1xTMT6plex [N-Term] 1.223 1.006 0.982 3.205206156 34.24 0 1192.600711 2 596.8047485 1.265427983 0.000754575 20.99821995TIMEQFNPSLR 2 5453565 1xTMT6plex [N-Term] 1.137 4.160620213 39.73 0 1564.835479 2 782.9178467 -4.513075476 -0.00353111 59.07457767GYFDALVK 6 5453565 2xTMT6plex [N-Term; K8] 1.01 0.988 1.101 2.769719601 33.03 0 1370.808409 2 685.9072266 -0.898947652 -0.000616142 64.17529172SLSPPQSQSK 6 5453565 2xTMT6plex [N-Term; K10] 0.749 0.681 1.566 3.275084734 35.43 0 1516.873528 2 758.9396973 -0.929661388 -0.000705089 29.03797921NSYATTENK 2 5453565 2xTMT6plex [N-Term; K9] 1.421 2.186717033 5.07 0 1485.794943 2 743.3999023 -1.625629775 -0.001207676 20.50753192SSSMAAGLER 4 5453565 1xTMT6plex [N-Term] 0.81 0.925 2.769950628 21.1 0 1237.640802 2 619.3239136 -0.203194305 -0.000125741 26.06057434YLSAALK 6 5453565 2xTMT6plex [N-Term; K7] 0.943 0.947 0.977 3.122207642 37.7 0 1223.77638 2 612.3903809 -2.365907119 -0.001447671 62.17076476QRPYSVAVPAFSQGLDDYGAR 1 5453565 1xTMT6plex [N-Term] 1.104 3.129771709 0 2526.293851 3 842.7714233 2.321717059 0.001955113 60.11520671NFIAMGK 6 5453565 2xTMT6plex [N-Term; K7] 1.219 0.907 1.184 3.035370111 30.4 0 1238.733135 2 619.8689575 -2.015794093 -0.001248515 53.11702327LTENVYK 6 5453565 2xTMT6plex [N-Term; K7] 0.896 1.017 1.276 2.977873325 32.61 0 1324.787673 2 662.8981934 1.084527565 0.000718384 41.31555258GKELLAQK 2 5453565 3xTMT6plex [N-Term; K2; K8] 1.251 2.997771502 10.17 1 1574.024439 3 525.347168 1.595709817 0.000837229 42.65639089LHMSLQQGK 1 5453565 2xTMT6plex [N-Term; K9]; 1xOxidation [M3] 0.869 2.489629745 0 1515.871754 3 505.9623413 0.472504207 0.000238752 26.1248037257164948 SLC30A9 zinc transporter 9 10463 NP_006336.3 4.753521127 1 2 2 12 568 63.475 8.32 0.91 0.9 0.91 0.91 Significant 0.0000135 SLEVWGSPEALAR 6 57164948 1xTMT6plex [N-Term] 1.055 0.847 0.766 3.810251951 52.87 0 1643.895437 2 822.4505005 -1.041582937 -0.000856127 62.74147484QDFDQMLQEIQEVK 6 57164948 2xTMT6plex [N-Term; K14] 0.881 0.926 0.976 3.98981595 30.75 0 2209.15749 3 737.0564575 -1.208968314 -0.000890267 92.472126325454154 PPIH peptidyl-prolyl cis-trans isomerase H 10465 NP_006338.1 32.76836158 1 6 6 50 177 19.196 8.07 1.2 1.14 1.11 1.15 Significant 0.000529 IELFADVVPK 20 5454154 2xTMT6plex [N-Term; K10] 1.178 1.166 1.17 3.371869564 54.44 0 1588.971451 2 794.9902954 1.172425289 0.000931475 88.28591262IIDGLLVMR 6 5454154 1xTMT6plex [N-Term] 1.141 1.235 1.361 3.584357738 35.06 0 1258.775445 2 629.8911133 -0.393332665 -0.000247559 82.61892012KIENVPTGPNNKPK 4 5454154 4xTMT6plex [N-Term; K1; K12; K14] 1.258 1.011 4.46445322 9.92 1 2452.505745 4 613.8808594 -1.686862511 -0.00103426 36.00904088GPFADENFK 6 5454154 2xTMT6plex [N-Term; K9] 1.158 1.185 1.17 3.450206995 37.5 0 1482.799301 2 741.9036255 0.454388239 0.000336883 49.55266094DGVPIGYK 4 5454154 2xTMT6plex [N-Term; K8] 1.087 1.045 2.35520649 8.78 0 1306.777109 2 653.8919067 -0.43757534 -0.000285907 42.05281335QFCTGEFR 10 5454154 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.277 1.069 1.083 2.687341928 13.33 0 1273.619673 2 637.3128662 -0.955699846 -0.000608599 37.64981825

240849531 COG5 conserved oligomeric Golgi complex subunit 5 isoform 1 10466 NP_006339.3 19.53488372 1 12 12 54 860 94.842 6.6 0.94 0.93 1.01 0.96 Significant 0.000687
VVSSQSSFPLAAEQTIISALK 6 240849531 2xTMT6plex [N-Term; K21] 0.783 0.682 0.794 6.209985733 57.79 0 2634.511839 3 878.8406982 -1.631127017 -0.001432408 108.2300878EFAPVYPIMVQLLQK 5 240849531 2xTMT6plex [N-Term; K15] 1.715 0.887 4.919004917 38.77 0 2234.302304 3 745.4379883 -1.294527712 -0.000964122 112.5756195LFDPINLVFPPGGR 16 240849531 1xTMT6plex [N-Term] 0.996 1.199 1.14 4.838122368 36.78 0 1771.010407 3 591.0082397 -0.135974197 -8.03E-05 106.032731HEDLLAQATGIESLEGVLQMMQTR 4 240849531 1xTMT6plex [N-Term] 2.261 1.047 7.194881439 49.2 0 2899.485493 3 967.1643677 -2.394667148 -0.002314434 110.8997003DSLQPYEAAYLSK 2 240849531 2xTMT6plex [N-Term; K13] 1.213 3.848366737 47.21 0 1943.052614 2 972.0290527 -0.918977302 -0.000892811 61.49206291SEQLLSTQGDASQVIGPLTEGQR 2 240849531 1xTMT6plex [N-Term] 1.362 5.148154259 48.81 0 2643.378703 3 881.798584 0.944103515 0.000831874 63.99711929

DPVSHICFIEEIVK 4 240849531 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 0.75 0.733 4.79629612 21.02 0 2144.182583 3 715.3988647 -0.252805765 -0.000180687 81.39591187GSGAAAATVR 6 240849531 1xTMT6plex [N-Term] 1.315 0.988 1.245 3.774754286 60.69 0 1089.621387 2 545.3145142 0.33445591 0.000182215 21.2148893LQVACDLLR 2 240849531 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.05 3.403995037 22.37 0 1316.755773 2 658.8796997 -2.771748576 -0.001824858 64.10778628VLTQPSQSAVR 4 240849531 1xTMT6plex [N-Term] 1.2 0.819 3.861664295 32.09 0 1414.821543 2 707.9145508 0.198938517 0.000140731 30.55916862IVEPYNK 2 240849531 2xTMT6plex [N-Term; K7] 1.201 3.029811859 21.76 0 1320.792759 2 660.899353 -1.006437462 -0.000664648 41.40695966LYNDLWK 1 240849531 2xTMT6plex [N-Term; K7] 0.946 2.360554695 0 1409.819308 2 705.4117432 -2.197524078 -0.001549056 65.53190694
33636719 TIMM44 mitochondrial import inner membrane translocase subunit TIM44 10469 NP_006342.2 39.82300885 1 19 19 140 452 51.323 8.32 1 1.02 1.06 1.02 Significant 0.000295

DWCYEATYSQLAHPIQQAK 4 33636719 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C3] 0.902 1.25 6.17005825 38.76 0 2767.391406 3 923.1363525 1.119482839 0.001032682 61.98615854
GFLSGLLDNVK 12 33636719 2xTMT6plex [N-Term; K11] 0.881 0.996 0.876 3.97029686 72.34 0 1620.972514 2 810.9896851 -0.25932137 -0.000210176 91.19572194ALSQGVESVK 10 33636719 2xTMT6plex [N-Term; K10] 0.597 0.705 1.053 4.011621952 52.05 0 1475.883365 2 738.4453125 -0.010935823 -8.07E-06 39.5869875KGFLSGLLDNVK 6 33636719 3xTMT6plex [N-Term; K1; K12] 1.202 1.143 1.109 6.031642437 28.63 1 1978.230409 3 660.0820923 0.664632119 0.000438265 85.31735997RLEESDVLQEAR 11 33636719 1xTMT6plex [N-Term] 1.039 1.247 1.076 6.183876991 56.29 1 1673.901978 3 558.6386108 -0.417706937 -0.000233067 48.35544353ILDIDNVDLAMGK 18 33636719 2xTMT6plex [N-Term; K13] 1.145 1.104 1.15 4.943727493 61.89 0 1875.066156 2 938.0372925 0.614512151 0.000576125 89.83578883VTDLLGGLFSK 12 33636719 2xTMT6plex [N-Term; K11] 1.148 1.064 1.105 4.785592079 62.46 0 1607.977265 2 804.4934082 1.414762696 0.001137453 103.0873396VFEPNEEALGVVLHK 10 33636719 2xTMT6plex [N-Term; K15] 1.166 1.11 1.095 6.328817844 60.68 0 2139.221411 3 713.7454224 0.141532729 0.000100923 75.89252094TEMSEVLTEILR 4 33636719 1xTMT6plex [N-Term] 0.958 0.826 3.99468565 50.29 0 1649.898139 2 825.4524536 -0.307948367 -0.000254042 97.93171284IKEGVEEAAK 2 33636719 3xTMT6plex [N-Term; K2; K10] 1.096 3.543400764 17.11 1 1761.072511 3 587.6954346 -0.43199758 -0.000253593 36.52893372YDESDNAFIR 8 33636719 1xTMT6plex [N-Term] 1.061 0.799 0.845 3.823174953 41.24 0 1458.706239 2 729.8560791 -0.930507349 -0.000678668 39.31035087GEVVEGDPDK 6 33636719 2xTMT6plex [N-Term; K10] 1.025 1.101 0.878 3.004901886 32.59 0 1502.810259 2 751.9078369 -1.238946742 -0.000930951 27.04437656KLGELTGTVK 6 33636719 3xTMT6plex [N-Term; K1; K10] 1.073 0.839 3.428777695 9.48 1 1733.113982 3 578.3755493 -1.0890575 -0.000629154 50.91557847QSAESVSK 8 33636719 2xTMT6plex [N-Term; K8] 1.034 1.572 1.239 3.103207588 35.12 0 1293.741451 2 647.3745117 0.228358997 0.000147719 21.3622315EGVEEAAK 6 33636719 2xTMT6plex [N-Term; K8] 1.293 1.606 0.783 3.012991667 40.02 0 1290.730552 2 645.8684692 -0.689914278 -0.000445247 31.78345914ESLHEVSK 10 33636719 2xTMT6plex [N-Term; K8] 1.023 1.069 0.972 3.123785257 21.73 0 1386.799301 3 462.9380493 0.212077709 9.80E-05 24.2491347TIESETVR 4 33636719 1xTMT6plex [N-Term] 0.922 0.855 3.391813755 33.42 0 1163.646933 2 582.3261719 -1.603682308 -0.00093306 21.84535626TEFAGDK 2 33636719 2xTMT6plex [N-Term; K7] 0.966 2.373937607 23.84 0 1225.682874 2 613.3455811 0.825294533 0.000505775 43.32780146ALTDKVTDLLGGLFSK 1 33636719 3xTMT6plex [N-Term; K5; K16] 0.588 2.996654987 1 2365.430959 3 789.1486206 0.147832007 0.000116562 112.2666401

10835240 HMGN4 high mobility group nucleosome-binding domain-containing protein 4 10473 NP_006344.1 32.22222222 1 4 4 39 90 9.533 10.48 1.01 0.91 0.92 0.95 Significant 0.00113
DASTLQSQK 18 10835240 2xTMT6plex [N-Term; K9] 0.903 0.905 0.861 4.15831852 45.01 0 1435.815679 2 718.4107666 -0.990584583 -0.000711148 24.96720742AEGTGDAK 11 10835240 2xTMT6plex [N-Term; K8] 0.972 0.921 0.98 2.847251177 35.7 0 1206.673038 2 603.8399658 -0.316978471 -0.000191245 17.64783385ADAGKDGNNPAK 4 10835240 3xTMT6plex [N-Term; K5; K12] 1.268 1.137 0.915 3.076997519 8.7 1 1845.043336 3 615.6852417 -1.173128187 -0.000721491 21.47437548DGNNPAK 6 10835240 2xTMT6plex [N-Term; K7] 1.259 0.744 1.449 2.416931152 18.57 0 1173.662807 2 587.335022 -0.033991609 -1.99E-05 17.479798315454014 TRIM38 E3 ubiquitin-protein ligase TRIM38 10475 NP_006346.1 2.365591398 1 1 1 5 465 53.381 7.02 1.04 1.01 2 1.35 Non-Significant 0.0534 LEKEEQQTLSR 5 5454014 2xTMT6plex [N-Term; K3] 1.043 1.014 1.995 3.53737402 7.33 1 1819.032548 3 607.0148315 -1.432833677 -0.00086879 31.502268955453559 ATP5H ATP synthase subunit d, mitochondrial isoform a 10476 NP_006347.1 83.22981366 1 15 15 181 161 18.479 5.3 0.83 0.87 0.82 0.84 Significant 0.000331 YTAQVDAEEKEDVK 12 5453559 3xTMT6plex [N-Term; K10; K14] 0.823 0.796 0.713 4.064909458 24.2 1 2312.258868 3 771.4238281 -0.837529494 -0.000645528 40.94427994NLIPFDQMTIEDLNEAFPETK 16 5453559 2xTMT6plex [N-Term; K21] 0.904 0.99 0.815 5.628602505 51.52 0 2923.516332 3 980.5077515 -0.865948539 -0.000848488 95.42909256NLIPFDQMTIEDLNEAFPETK 35 5453559 2xTMT6plex [N-Term; K21]; 1xOxidation [M8] 0.793 0.843 0.825 5.922764778 58.95 0 2939.511247 3 980.5077515 -0.865948539 -0.000848488 95.42909256TIDWVAFAEIIPQNQK 38 5453559 2xTMT6plex [N-Term; K16] 0.894 0.932 0.899 5.337884426 69.87 0 2331.311289 2 1166.158203 -0.926088253 -0.0010795 102.2287551YTAQVDAEEK 2 5453559 2xTMT6plex [N-Term; K10] 0.461 4.256464481 50.75 0 1611.863023 2 806.4349365 -0.264596383 -0.000213247 31.41542152

SCAEWVSLSK 18 5453559 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.831 0.888 0.827 4.964793682 52.53 0 1624.876899 2 812.9386597 -4.219706777 -0.003428252 55.8079428
AGLVDDFEK 10 5453559 2xTMT6plex [N-Term; K9] 0.738 0.812 0.826 3.829174757 57.33 0 1451.814616 2 726.4100952 -1.172649933 -0.000851235 55.13694551SWNETLTSR 6 5453559 1xTMT6plex [N-Term] 0.914 0.861 0.997 4.023015022 37.88 0 1322.690195 2 661.8486938 -0.063449996 -4.20E-05 36.21970296LAALPENPPAIDWAYYK 6 5453559 2xTMT6plex [N-Term; K17] 1.113 2.5284307 19.97 0 2390.31604 3 797.4406738 -3.585896376 -0.002857142 0.697813273YPYWPHQPIENL 10 5453559 1xTMT6plex [N-Term] 0.788 0.873 0.966 2.709803581 28.74 0 1785.916172 2 893.4571533 -5.118968918 -0.004571025 70.15619242AGLVDDFEKK 4 5453559 3xTMT6plex [N-Term; K9; K10] 1.082 0.902 2.711645365 9.28 1 1809.072511 3 603.6957397 0.085540121 5.16E-05 57.23382515KYPYWPHQPIENL 6 5453559 2xTMT6plex [N-Term; K1] 0.873 0.832 0.867 3.396984816 11.7 1 2143.174067 3 715.0632935 0.587955553 0.00042003 59.74228895IVEYEKEMEK 4 5453559 3xTMT6plex [N-Term; K6; K10] 1.759 1.917 2.47 2.997033834 0.45 1 1985.123226 3 662.3789673 -0.442035295 -0.000292498 50.63671695AIASSLK 8 5453559 2xTMT6plex [N-Term; K7] 0.865 0.736 0.832 2.779034853 30.23 0 1147.74508 2 574.3757935 -0.670903279 -0.000385013 37.67470463VPVPEDKYTAQVDAEEKEDVK 2 5453559 4xTMT6plex [N-Term; K7; K17; K21] 1.263 2.291 3.948928118 2 3305.828654 4 827.2122192 -0.486085954 -0.000401729 56.22007173VPVPEDK 4 5453559 2xTMT6plex [N-Term; K7] 0.75 0.73 2.808011293 35.45 0 1241.75056 2 621.37854 -0.608916074 -0.000378061 39.49597489

5453918 SLC25A17 peroxisomal membrane protein PMP34 isoform 1 10478 NP_006349.1 13.35504886 1 3 3 21 307 34.545 10.08 1.42 1.13 1.19 1.25 Significant 0.00499
LSSLDVFIIGAVAK 8 5453918 2xTMT6plex [N-Term; K14] 1.169 1.1 1.254 3.698814869 29.76 0 1891.166856 3 631.0620117 2.445831913 0.001541825 111.1445389AIATTVTYPLQTVQSILR 7 5453918 1xTMT6plex [N-Term] 0.956 0.959 4.237870693 42.8 0 2204.285184 2 1102.646973 0.673380428 0.000742161 100.0905391NILYLLHQR 6 5453918 1xTMT6plex [N-Term] 1.737 1.443 1.567 4.236374378 49.68 0 1398.841885 3 466.9517822 -0.780395786 -0.000363883 61.8194731823397429 EIF3M eukaryotic translation initiation factor 3 subunit M isoform 1 10480 NP_006351.2 50 1 13 13 155 374 42.476 5.63 1.24 1.24 1.26 1.24 Significant 0.0000286

GAEISEENSEGGLHVDLAQIIEACDVCLK 2 23397429 2xTMT6plex [N-Term; K29]; 2xCarbamidomethyl [C24; C27] 100 3.598988056 9.43 0 3614.808233 4 904.4570923 -0.468577934 -0.000423455 100.6575291
VAASCGAIQYIPTELDQVR 16 23397429 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.674 1.458 1.991 5.026744366 78.82 0 2320.216847 2 1160.612549 0.419778113 0.000486988 71.79240837

FYQNNKDFIDSLGLLHEQNMAK 6 23397429 3xTMT6plex [N-Term; K6; K22]; 1xOxidation [M20] 1.297 1.957 1.337 4.710933685 14.12 1 3328.760308 4 832.9458008 0.319937425 0.000266249 76.06732244
WISDWNLTTEK 10 23397429 2xTMT6plex [N-Term; K11] 1.067 1.247 1.106 4.329425335 63.23 0 1851.00527 2 926.0043335 -2.0961895 -0.001940029 74.19859439LLTFMGMAVENK 20 23397429 2xTMT6plex [N-Term; K12] 1.272 1.213 1.121 5.613368034 62.25 0 1812.016369 2 906.5112305 -0.653924832 -0.000592461 97.25358568LQLLSNLFHGMDK 12 23397429 2xTMT6plex [N-Term; K13] 1.241 1.301 1.36 5.533930779 50.42 0 1974.124674 3 658.7124023 -1.023369383 -0.00067342 101.7230363QQWQQLYDTLNAWK 20 23397429 2xTMT6plex [N-Term; K14] 1.1 1.217 1.194 5.093110085 40.02 0 2280.217723 3 760.7453003 1.589755606 0.00120833 96.78693996VMVELLGSYTEDNASQAR 20 23397429 1xTMT6plex [N-Term] 1.332 1.235 1.03 5.383354664 53.93 0 2212.111713 3 738.0414429 -0.875917209 -0.000645876 76.48666262ALKDPNAFLFDHLLTLKPVK 4 23397429 4xTMT6plex [N-Term; K3; K17; K20] 0.927 0.866 4.435697079 15.89 1 3196.963178 5 640.1974487 -1.576783145 -0.001008184 99.65167551
LLYEALVDCK 34 23397429 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.282 1.265 1.317 4.580206394 48.23 0 1681.959901 2 841.4821777 -1.677626945 -0.001410851 78.92837348

LLTFMGMAVENK 2 23397429 2xTMT6plex [N-Term; K12]; 1xOxidation [M7] 1.339 3.50531292 26.82 0 1828.011284 2 906.5112305 -0.653924832 -0.000592461 97.25358568
YTVYCSLIK 4 23397429 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 2.147 1.94 4.132603645 41.13 0 1604.912222 2 802.9564819 -4.071806995 -0.003267446 63.73241653NSLLSLSDT 4 23397429 1xTMT6plex [N-Term] 0.945 1.196 3.188384533 38.45 0 1178.646599 2 589.8261719 -1.299583778 -0.000765875 58.6525751LLYEALVDCKK 1 23397429 3xTMT6plex [N-Term; K10; K11]; 1xCarbamidomethyl [C9] 0.772 2.144046307 1 2039.217796 3 680.4092407 -2.268807207 -0.001542197 76.87109846

15487670 NXF1 nuclear RNA export factor 1 isoform 1 10482 NP_006353.2 33.92568659 1 17 17 98 619 70.139 8.51 1.45 1.31 1.35 1.37 Significant 0.000922 IIEENIPELLSLNLSNNR 6 15487670 1xTMT6plex [N-Term] 1.996 0.861 0.819 4.832894325 37.62 0 2310.286641 3 770.7640381 -3.930171273 -0.003026607 99.80401895GGAGTSQDGTSK 4 15487670 2xTMT6plex [N-Term; K12] 0.725 3.340252161 49.8 0 1523.806571 2 762.4040527 -3.76808406 -0.002870916 16.56840581SLVLHFLQQYYAIYDSGDR 4 15487670 1xTMT6plex [N-Term] 1.18 2.037 5.39375639 43.15 0 2517.29754 3 839.7675781 -3.717770685 -0.003119578 106.1063506LNVVAFLNELPK 20 15487670 2xTMT6plex [N-Term; K12] 1.58 1.454 1.536 4.917633533 59.95 0 1815.114427 2 908.0612183 0.4037836 0.000366457 109.7373736AQFFVEDASTASALK 12 15487670 2xTMT6plex [N-Term; K15] 1.563 1.498 1.381 5.119364262 49.75 0 2043.116277 2 1022.061157 -0.606659978 -0.000619738 70.13357421ILNLSGNELK 4 15487670 2xTMT6plex [N-Term; K10] 1.069 1.037 3.807903528 33.86 0 1558.956864 2 779.9844971 3.113447676 0.002426865 66.01159598LEELWLDGNSLCDTFR 8 15487670 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.419 0.975 1.562 3.241767883 24.33 0 2197.079685 2 1099.043091 -0.354984564 -0.000389965 92.71403112LDDMSSIVQK 6 15487670 2xTMT6plex [N-Term; K10] 1.53 1.167 4.218746662 54.48 0 1593.892215 2 797.4499512 0.257936984 0.000205562 59.07496985DQSTYISAIR 6 15487670 1xTMT6plex [N-Term] 1.209 1.24 1.262 4.423305511 49.18 0 1382.74771 2 691.8770752 -0.604643471 -0.000418035 36.75320607LEEDDGDVAMSDAQDGPR 2 15487670 1xTMT6plex [N-Term] 2.745266914 30.17 0 2148.955272 2 1074.981567 0.272814252 0.000293133 37.53146392NASSEEIQR 6 15487670 1xTMT6plex [N-Term] 1.406 2.161 1.267 3.085420847 27.68 0 1262.653809 2 631.8303223 -0.34971482 -0.000220784 17.19585371RYDGSQQALDLK 2 15487670 2xTMT6plex [N-Term; K12] 1.093 4.057747841 14.11 1 1852.032882 3 618.0148315 -1.587844969 -0.000980247 38.61483375SYSEHDDER 2 15487670 1xTMT6plex [N-Term] 0.941 3.595722914 32.32 0 1366.607253 3 456.2070923 -0.387495771 -0.000176518 14.64827044SDPDLVAQNIDVVLNR 4 15487670 1xTMT6plex [N-Term] 1.352 2.129 3.439078808 23.56 0 1997.086485 2 999.0474243 0.544489596 0.000543696 78.72930493SAQAFTHLK 2 15487670 2xTMT6plex [N-Term; K9] 1.235 2.471734524 15.13 0 1460.86257 3 487.6256714 -0.074380606 -3.62E-05 39.39771439SSLAEYFK 6 15487670 2xTMT6plex [N-Term; K8] 1.269 1.454 1.481 3.794458866 31.9 0 1402.798238 2 701.9028931 0.193557994 0.000135761 61.75365482ITIPYGR 4 15487670 1xTMT6plex [N-Term] 1.302 1.242 2.605758429 7.05 0 1048.635246 2 524.8213501 0.168862637 8.85E-05 47.1573982314591928 SEC23B protein transport protein Sec23B isoform 1 10483 NP_006354.2 27.77053455 1 13 16 91 767 86.424 6.89 0.86 0.99 0.96 0.94 Significant 0.00176 HLLQAPLDDAQEILQAR 2 14591928 1xTMT6plex [N-Term] 0.917 5.837546349 33.8 0 2160.197432 3 720.7392578 2.679466892 0.001929393 75.6431133AVLNPLCQVDYR 4 14591928 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.306 1.229 4.171659946 58.38 0 1676.899142 2 838.9527588 -0.537391816 -0.000450576 62.2942574LSDSFSLYPQFMFHLR 10 14591928 1xTMT6plex [N-Term] 1.218 1.315 1.022 4.798849583 49.5 0 2217.136412 3 739.7160034 -1.332690257 -0.000984919 96.37917878IMLFTGGPPTQGPGMVVGDELK 6 14591928 2xTMT6plex [N-Term; K22] 1.081 0.687 0.956 6.072779655 72.58 0 2702.466151 3 901.4932861 -0.312955469 -0.000281917 95.18354846IDMNLTDLLGELQR 12 14591928 1xTMT6plex [N-Term] 1.028 1.052 1.057 4.931062222 59.31 0 1860.009814 2 930.5078735 -0.722501396 -0.00067193 105.482977YINTEHGGSQAR 6 14591928 1xTMT6plex [N-Term] 0.917 1.018 0.974 4.595590591 30.03 0 1561.792034 3 521.2687988 -0.122266999 -6.37E-05 19.25341AESEEGPDVLR 10 14591928 1xTMT6plex [N-Term] 1.19 0.873 1.205 4.151952267 46.89 0 1430.732454 2 715.8696289 -0.33021373 -0.000236224 30.0525355IAGAIGPCVSLNVK 4 14591928 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 1.165 0.96 4.105975628 45.6 0 1857.103211 3 619.7053833 -0.869099599 -0.000538003 70.30519216
GPCVSENELGVGGTSQWK 6 14591928 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C3] 100 0.623 1.808 2.684027672 53.98 0 2363.206566 2 1182.107544 0.527025713 0.000622735 56.48205043

MVQVHELSCEGISK 2 14591928 2xTMT6plex [N-Term; K14]; 1xOxidation [M1]; 1xCarbamidomethyl [C9] 0.934 3.226243496 8.04 0 2091.097868 3 697.7019653 -3.120271895 -0.002174931 42.44704472FSWNVWPSSR 12 14591928 1xTMT6plex [N-Term] 1.287 1.175 1.044 4.092571735 24.56 0 1494.769114 2 747.8872681 -1.240678022 -0.000927264 72.81215936NWADVQSQLR 4 14591928 1xTMT6plex [N-Term] 0.925 0.759 2.870704412 14.34 0 1445.769842 2 723.3882446 -0.4354996 -0.000314816 48.03368435FLQPVHK 6 14591928 2xTMT6plex [N-Term; K7] 1.015 0.937 0.979 2.909318924 20.89 0 1326.829813 3 442.9480896 -0.073439088 -3.25E-05 43.50602861AGYQDMPEYENFK 2 14591928 2xTMT6plex [N-Term; K13] 1.486 2.321142673 6.18 0 2049.999199 2 1025.501343 -1.848660784 -0.001894877 62.45318433
LWACNFCFQR 4 14591928 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C7] 1.265 1.515 1.185 3.595880508 1.79 0 1630.782004 2 815.8939209 -0.882474249 -0.000719562 70.0037448

MVVPLACLLTPLK 1 14591928 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.117 2.68029809 0 1913.173205 2 957.0892334 -1.052880691 -0.001007172 112.4025704
38202214 SEC23A protein transport protein Sec23A 10484 NP_006355.2 36.73202614 1 17 20 149 765 86.105 7.08 1.11 1.08 1.14 1.11 Significant 0.000243 ERPDLPPIQYEPVLCSR 8 38202214 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.009 1.068 1.191 5.110150337 33.85 0 2298.211368 3 766.7417603 -0.278602869 -0.000213429 59.90016701SSFLQVFNNSPDESSYYR 4 38202214 1xTMT6plex [N-Term] 1.024 0.671 4.179378033 28.95 0 2369.12472 3 790.3798828 0.158171284 0.000124909 74.17591716AVLNPLCQVDYR 4 38202214 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.306 1.229 4.171659946 58.38 0 1676.899142 2 838.9527588 -0.537391816 -0.000450576 62.2942574

GPCVSENEIGTGGTCQWK 14 38202214 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C3; C15] 1.078 1.242 1.142 4.828929424 43.85 0 2438.18445 3 813.3986206 -1.28861194 -0.001047291 49.94118469SGYQDMPEYENFR 6 38202214 1xTMT6plex [N-Term] 0.453 0.391 0.67 3.979449511 41.78 0 1864.837329 2 932.9207764 -1.63722893 -0.001526583 46.74288113ICGLSPTTTLAIYFEVVNQHNAPIPQGGR 6 38202214 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.147 6.692624092 35.76 0 3382.77791 3 1128.263428 -0.644596522 -0.000726842 107.064404MVVPVAALFTPLK 12 38202214 2xTMT6plex [N-Term; K13] 1.143 1.057 1.242 4.570228577 61.37 0 1844.14837 2 922.5773315 -0.533164293 -0.000491617 111.6868196IDMNLTDLLGELQR 12 38202214 1xTMT6plex [N-Term] 1.028 1.052 1.057 4.931062222 59.31 0 1860.009814 2 930.5078735 -0.722501396 -0.00067193 105.482977AETEEGPDVLR 8 38202214 1xTMT6plex [N-Term] 1.661 1.379 1.184 4.454523563 47.42 0 1444.748104 2 722.8776245 -0.090878515 -6.56E-05 31.57899733AATTGHVIDIYACALDQTGLLEMK 10 38202214 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C13] 1.353 1.374 1.078 6.806887627 62.38 0 3049.610249 3 1017.206055 -2.176746193 -0.002212742 96.29226661GPQVQQPPPSNR 14 38202214 1xTMT6plex [N-Term] 1.125 1.059 1.108 4.118458271 44.54 0 1533.833505 2 767.4200439 -0.452356382 -0.00034692 19.450819MVQVHELGCEGISK 6 38202214 2xTMT6plex [N-Term; K14]; 1xOxidation [M1]; 1xCarbamidomethyl [C9] 1.205 1.116 1.003 4.792702675 31.67 0 2061.087303 3 687.6988525 -2.57073672 -0.001766171 39.70159072GAIQFVTQYQHSSGQR 4 38202214 1xTMT6plex [N-Term] 0.577 0.847 4.334708214 20.51 0 2036.051102 3 679.3534546 -2.598996883 -0.001763897 47.96271174QLQEMLGLSK 4 38202214 2xTMT6plex [N-Term; K10] 1.018 1.07 3.213358641 25.24 0 1604.944585 3 535.6530762 0.05652259 3.02E-05 69.42295835MVVPVAALFTPLK 2 38202214 2xTMT6plex [N-Term; K13]; 1xOxidation [M1] 1.518 3.931651354 27.81 0 1860.143285 2 922.5773315 -0.533164293 -0.000491617 111.6868196FGEYHKDDPSSFR 4 38202214 2xTMT6plex [N-Term; K6] 0.844 0.989 1.134 3.558535337 3.81 1 2043.03361 4 511.5137024 -0.308687867 -0.000157665 34.06454621FSWNVWPSSR 12 38202214 1xTMT6plex [N-Term] 1.287 1.175 1.044 4.092571735 24.56 0 1494.769114 2 747.8872681 -1.240678022 -0.000927264 72.81215936DPWPVPQGK 10 38202214 2xTMT6plex [N-Term; K9] 1.138 1.014 1.001 3.303444862 40.62 0 1481.851671 2 741.4289551 -0.699802666 -0.000518502 51.85643284SWHDIDKDNAK 3 38202214 3xTMT6plex [N-Term; K7; K11] 1.215 1.168 3.94477272 4.07 1 2016.11175 4 504.7829895 -0.804549741 -0.000405516 35.0397464
LWACNFCYQR 4 38202214 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C7] 1.407 1.356 1.109 2.571358681 0 1646.776919 2 823.8919067 -0.231994652 -0.000191022 60.6368706

DMHGQFK 2 38202214 2xTMT6plex [N-Term; K7] 1.186 2.883478642 11.13 0 1320.713463 3 440.9092407 -0.222358626 -9.79E-05 26.60372933
5454166 VTI1B vesicle transport through interaction with t-SNAREs homolog 1B 10490 NP_006361.1 22.4137931 1 4 4 20 232 26.672 9.04 0.95 0.99 0.9 0.95 Significant 0.000755 IATETDQIGSEIIEELGEQR 6 5454166 1xTMT6plex [N-Term] 0.884 1.459 1.142 6.642062664 72.78 0 2460.266693 3 820.7606201 0.24957114 0.000204671 94.5862017GLHEDLQGVPER 6 5454166 1xTMT6plex [N-Term] 1.016 1.023 0.918 4.670603752 26.42 0 1578.843735 3 526.953125 0.688066827 0.000362117 31.84696837LVNTSENLSK 6 5454166 2xTMT6plex [N-Term; K10] 0.865 0.781 0.842 4.453398705 41.2 0 1562.915393 2 781.9630737 2.225309798 0.001738985 43.05418918LLGTAGTEEK 2 5454166 2xTMT6plex [N-Term; K10] 1.009 4.118694782 38.41 0 1476.86738 2 738.9365845 -1.007378663 -0.000743882 52.241110495453601 CRTAP cartilage-associated protein precursor 10491 NP_006362.1 22.19451372 1 9 9 56 401 46.532 5.73 1.08 1.16 1.15 1.13 Significant 0.000496 DELMPLESAYR 6 5453601 1xTMT6plex [N-Term] 0.996 0.995 0.71 4.052752972 38.97 0 1552.78786 2 776.8967896 -1.003072266 -0.000778779 56.98471016TSITDMELALPDFFK 10 5453601 2xTMT6plex [N-Term; K15] 1.398 1.257 1.411 3.923461914 46.33 0 2186.181914 2 1093.592651 -1.778390719 -0.001943943 107.9510296

AFYECLAACEGSR 4 5453601 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C9] 1.887 1.17 4.021114826 39.71 0 1762.809007 2 881.9094849 1.523912433 0.001343183 52.31893976
SLPGAEDYIK 6 5453601 2xTMT6plex [N-Term; K10] 0.953 1.029 1.018 3.688094139 49.05 0 1550.88303 2 775.9451294 -0.030937818 -2.40E-05 51.52363485SLPGAEDYIKDLETK 5 5453601 3xTMT6plex [N-Term; K10; K15] 1.536 1.82 1.421 3.503018141 7.05 1 2366.342203 3 789.4533081 1.338629891 0.001055885 73.07108103AIAAAHTFLLK 6 5453601 2xTMT6plex [N-Term; K11] 1.308 1.378 1.313 3.64752388 23.45 0 1614.014319 3 538.6765747 0.527709751 0.00028391 60.57359951FLQFAYFK 11 5453601 2xTMT6plex [N-Term; K8] 1.156 1.177 1.211 3.462368488 29.59 0 1521.886993 2 761.4472656 0.171609325 0.000130585 91.6472122EVLADFQR 2 5453601 1xTMT6plex [N-Term] 1.181 2.908658981 17.62 0 1206.668003 2 603.8372803 -0.595982593 -0.000359577 46.2076789SYESLFIR 6 5453601 1xTMT6plex [N-Term] 0.496 0.668 0.539 2.594227076 10.06 0 1243.688404 2 622.3476563 -0.296127228 -0.000184145 58.23588577228008291 SYNCRIP heterogeneous nuclear ribonucleoprotein Q isoform 1 10492 NP_006363.4 49.11717496 1 23 31 425 623 69.56 8.59 1.33 1.3 1.31 1.31 Significant 0.0000451

SENQEFYQDTFGQQWK 12 228008291 2xTMT6plex [N-Term; K16] 1.177 1.638 1.125 4.503762722 29.73 0 2493.208674 3 831.7418213 0.897111907 0.000745562 63.86239996AIEALKEFNEDGALAVLQQFK 22 228008291 3xTMT6plex [N-Term; K6; K21] 3.504 3.592 3.436 6.191782951 32.85 1 3021.722783 4 756.1853638 -1.045192462 -0.00078957 110.2936602NLANTVTEEILEK 32 228008291 2xTMT6plex [N-Term; K13] 1.275 1.296 1.304 5.162629128 63.97 0 1932.105378 2 966.5547485 -1.63439827 -0.001578915 81.16910413KYGGPPPDSVYSGQQPSVGTEIFVGK 10 228008291 3xTMT6plex [N-Term; K1; K26] 1.116 1.323 1.532 7.583247662 37.95 1 3381.829768 4 846.2111816 -2.031704128 -0.001717719 67.55214471LMMDPLTGLNR 26 228008291 1xTMT6plex [N-Term] 1.128 1.177 1.187 4.403423786 45.23 0 1489.806821 2 745.4066772 -0.499096797 -0.000371779 72.44229262VWGNVGTVEWADPIEDPDPEVMAK 20 228008291 2xTMT6plex [N-Term; K24] 1.298 1.134 1.492 6.114018917 69.49 0 3112.570158 3 1038.194702 -0.194316805 -0.000201608 101.7463366VWGNVGTVEWADPIEDPDPEVMAK 4 228008291 2xTMT6plex [N-Term; K24]; 1xOxidation [M22] 100 0.997 3.686130524 12.17 0 3128.565073 3 1038.194702 -0.194316805 -0.000201608 101.7463366EFNEDGALAVLQQFK 41 228008291 2xTMT6plex [N-Term; K15] 1.231 1.242 1.171 5.548505783 56.8 0 2167.17994 2 1084.09314 -0.432577428 -0.000468737 96.10941656TGYTLDVTTGQR 10 228008291 1xTMT6plex [N-Term] 1.348 1.574 1.269 5.035000801 51.17 0 1540.816852 2 770.9121094 0.058533887 4.51E-05 35.45937776LDEIYVAGLVAHSDLDER 6 228008291 1xTMT6plex [N-Term] 0.781 0.876 1.538 6.209235191 44.24 0 2244.170942 3 748.7276611 -1.119460873 -0.000837421 80.04206273



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

GFCFLEYEDHK 24 228008291 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.19 1.205 1.262 4.455178738 50.36 0 1902.946041 2 951.9750366 -1.705091864 -0.001622349 63.59252683
VAEKLDEIYVAGLVAHSDLDER 16 228008291 2xTMT6plex [N-Term; K4] 2.384 1.914 100 8.33253479 51.59 1 2900.576958 4 725.8994751 -0.305969946 -0.000221872 88.95856699VTEGLTDVILYHQPDDKK 8 228008291 3xTMT6plex [N-Term; K17; K18] 2.334 1.359 1.557 5.959516048 33.9 1 2758.559407 4 690.3955078 0.2880924 0.00019868 68.50797514KADGYNQPDSK 14 228008291 3xTMT6plex [N-Term; K1; K11] 1.335 1.345 1.488 5.332166672 25.92 1 1910.058652 2 955.5313721 -1.667220727 -0.001592245 21.4960164DSDLSHVQNK 12 228008291 2xTMT6plex [N-Term; K10] 1.155 1.25 1.21 4.545899868 57.64 0 1600.869505 2 800.9376221 -0.960583839 -0.000768885 21.77745111LKDYAFIHFDER 13 228008291 2xTMT6plex [N-Term; K2] 1.314 1.136 1.306 4.933319569 21.66 1 2012.100568 3 671.3704834 -1.824369391 -0.001223605 60.22323856

GYAFVTFCTK 20 228008291 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.537 1.423 1.52 3.735458851 48.59 0 1651.891821 2 826.4487305 -0.990823055 -0.000818366 66.8272818
TKEQILEEFSK 12 228008291 3xTMT6plex [N-Term; K2; K11] 1.579 1.449 1.462 5.071947575 37.13 1 2039.199168 2 1020.101807 -1.388544481 -0.001415759 67.97264991ADGYNQPDSK 8 228008291 2xTMT6plex [N-Term; K10] 2.074 1.107 1.27 3.653100729 36.11 0 1552.800757 2 776.9031982 -1.054343655 -0.000818593 21.04487144DLFEDELVPLFEK 5 228008291 2xTMT6plex [N-Term; K13] 1.03 3.479508877 27.79 0 2052.13053 3 684.7160645 1.515356518 0.00103657 119.5393413DYAFIHFDER 6 228008291 1xTMT6plex [N-Term] 1.086 1.045 1.155 3.898237228 42.46 0 1541.758609 3 514.5908203 -0.454793958 -0.000233727 52.25446445EQILEEFSK 6 228008291 2xTMT6plex [N-Term; K9] 1.132 1.243 1.015 4.131650448 53.3 0 1580.893595 2 790.949646 -0.99907914 -0.000789719 64.60253212
SAFLCGVMK 2 228008291 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.293 4.136380672 38.45 0 1470.821299 2 735.9142456 -0.057212295 -4.21E-05 63.22053767

YGGPPPDSVYSGQQPSVGTEIFVGK 2 228008291 2xTMT6plex [N-Term; K25] 2.086408854 3.31 0 3024.571873 2 1512.79126 1.114310187 0.001685156 70.93931101EAAQEAVK 25 228008291 2xTMT6plex [N-Term; K8] 1.314 1.385 1.407 3.457958937 43.49 0 1303.762187 2 652.3843994 -0.50977999 -0.000332316 24.36090237VADSSKGPDEAK 3 228008291 3xTMT6plex [N-Term; K6; K12] 2.011 1.747 2.922677755 3.44 1 1891.073968 3 631.0294189 -0.139663528 -8.80E-05 26.88694082LFVGSIPK 22 228008291 2xTMT6plex [N-Term; K8] 1.392 1.351 1.351 3.072680473 39.33 0 1318.84988 2 659.9281616 -0.631677513 -0.000416544 68.12860984AGPIWDLR 16 228008291 1xTMT6plex [N-Term] 1.261 1.061 1.097 2.852797508 30.08 0 1156.667609 2 578.835144 -3.975000273 -0.002298877 57.93635381LYNNHEIR 12 228008291 1xTMT6plex [N-Term] 1.102 1.33 1.093 3.704195023 25.25 0 1287.7007 3 429.9046021 -1.123916183 -0.000482423 23.77023566SAFLCGVMK 2 228008291 2xTMT6plex [N-Term; K9]; 1xOxidation [M8]; 1xCarbamidomethyl [C5] 1.15 2.332990408 28.37 0 1486.816214 2 735.9142456 -0.057212295 -4.21E-05 63.22053767
AFSQFGK 12 228008291 2xTMT6plex [N-Term; K7] 1.373 1.185 1.249 3.151835918 26.31 0 1242.724679 2 621.8651123 -1.393100704 -0.00086562 47.39723939LKDYAFIHFDERDGAVK 1 228008291 3xTMT6plex [N-Term; K2; K17] 3.319 3.478985071 2 2711.512397 5 543.1077271 -1.057799366 -0.000573647 61.03257243VTEGLTDVILYHQPDDK 1 228008291 2xTMT6plex [N-Term; K17] 0.941 1.815916419 0 2401.301512 3 801.1069336 1.972197672 0.001578614 0.311687327

18379349 VAT1 synaptic vesicle membrane protein VAT-1 homolog 10493 NP_006364.2 53.94402036 1 15 15 258 393 41.893 6.29 0.95 0.98 1.05 0.99 Significant 0.000888
TEAASDPQHPAASEGAAAAAASPPLLR 18 18379349 1xTMT6plex [N-Term] 0.984 0.974 1.062 7.24786377 68.25 0 2786.42705 3 929.4811401 0.652064498 0.000605643 44.60241311VVTYGMANLLTGPK 18 18379349 2xTMT6plex [N-Term; K14] 1.048 1.097 1.168 5.020434856 53.08 0 1922.118526 2 969.5585327 -1.88442546 -0.001826115 61.30339416VVTYGMANLLTGPK 12 18379349 2xTMT6plex [N-Term; K14]; 1xOxidation [M6] 1.16 1.202 1.008 4.992388725 80.86 0 1938.113441 2 969.5585327 -1.88442546 -0.001826115 61.30339416LPPLPVTPGMEGAGVVIAVGEGVSDR 41 18379349 1xTMT6plex [N-Term] 0.869 1.011 1.025 6.798877239 65.65 0 2746.501067 3 916.1726074 0.801793107 0.000734042 102.2185061LPPLPVTPGMEGAGVVIAVGEGVSDR 8 18379349 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.848 1.626 1.219 5.085926056 49.4 0 2762.495982 3 916.1726074 0.801793107 0.000734042 102.2185061ACGLNFADLMAR 19 18379349 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.301 1.226 1.264 4.493914127 59.17 0 1567.792234 2 784.395813 -5.029316554 -0.003942462 72.32084362EVAEAATGEDASSPPPK 24 18379349 2xTMT6plex [N-Term; K17] 0.772 0.757 0.85 5.985725403 77.11 0 2114.101749 3 705.3713379 -1.082690616 -0.000762973 42.50772348EVAEAATGEDASSPPPKTEAASDPQHPAASEGAAAAAASPPLLR 6 18379349 2xTMT6plex [N-Term; K17] 1.688 1.602 8.275798798 44.61 1 4652.348026 4 1163.843018 0.475923659 0.000553541 50.46689122

GVDIVMDPLGGSDTAK 8 18379349 2xTMT6plex [N-Term; K16]; 1xOxidation [M6] 0.996 0.971 0.404 2.928981781 52.58 0 2049.093828 2 1025.046875 -3.589045021 -0.003677145 66.2360722TVENVTVFGTASASK 26 18379349 2xTMT6plex [N-Term; K15] 1.046 1.052 1.064 5.215621948 70.84 0 1969.100627 2 985.0492554 -4.770262973 -0.004696564 55.29980359AVCGFHLGYLDGEVELVSGVVAR 6 18379349 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.032 0.99 6.360126972 48.29 0 2676.401688 3 892.8046875 -0.813902491 -0.00072611 93.12538827LLALYNQGHIKPHIDSVWPFEK 12 18379349 3xTMT6plex [N-Term; K11; K22] 1.54 1.298 1.447 6.22039175 36.64 0 3292.88135 5 659.3811646 -1.407140313 -0.000926709 88.09710132VLLVPGPEKEN 14 18379349 2xTMT6plex [N-Term; K9] 1.323 1.321 1.308 3.227803469 29.68 1 1652.998729 2 827.0029907 -0.014364613 -1.19E-05 58.56144576
CLVLTGFGGYDK 4 18379349 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C1] 0.934 1.271 3.868944645 23.19 0 1787.976613 3 596.6635742 -0.248215635 -0.000147935 77.55186185
GYNLLKPMGK 6 18379349 3xTMT6plex [N-Term; K6; K10] 1.252 0.943 1.105 3.079430342 16.18 0 1808.107123 3 603.375061 1.939688985 0.001169055 58.22224059VLLVPGPEK 16 18379349 2xTMT6plex [N-Term; K9] 0.777 0.77 0.77 3.131231546 38.05 0 1409.913208 2 705.460022 -0.312682146 -0.000220427 62.31443708

ACGLNFADLMAR 6 18379349 1xTMT6plex [N-Term]; 1xOxidation [M10]; 1xCarbamidomethyl [C2] 0.981 1.25 0.894 2.524064064 27.03 0 1583.787149 2 784.395813 -5.029316554 -0.003942462 72.32084362
GYNLLKPMGK 8 18379349 3xTMT6plex [N-Term; K6; K10]; 1xOxidation [M8] 1.013 1.141 1.007 2.148845196 9.11 0 1824.102038 3 603.375061 1.939688985 0.001169055 58.22224059NLMALAR 6 18379349 1xTMT6plex [N-Term] 0.657 0.767 0.765 2.578294039 18.01 0 1017.607652 2 509.3074036 -0.118966375 -6.05E-05 47.9839617721361358 STK25 serine/threonine-protein kinase 25 isoform 1 10494 NP_006365.2 27.46478873 1 5 9 60 426 48.082 6.74 0.77 0.99 1.05 0.93 Significant 0.00816 LADFGVAGQLTDTQIK 26 21361358 2xTMT6plex [N-Term; K16] 1.054 0.957 1.174 4.86488533 86.31 0 2135.21124 2 1068.110229 0.909556084 0.000971047 76.7275261NTFVGTPFWMAPEVIK 8 21361358 2xTMT6plex [N-Term; K16] 2.714 1.611 1.213 4.39060688 26.56 0 2295.261167 3 765.7579346 -0.835176881 -0.000638983 101.7326913AANVLLSEQGDVK 6 21361358 2xTMT6plex [N-Term; K13] 0.751 0.883 0.999 3.590111256 21.92 0 1802.042384 3 601.352417 0.17399511 0.000104516 54.3280384ADIWSLGITAIELAK 7 21361358 2xTMT6plex [N-Term; K15] 0.529 1.1 0.783 4.051765919 20.62 0 2059.220348 3 687.0783081 0.010973282 7.53E-06 112.6799257TSFLTELIDR 4 21361358 1xTMT6plex [N-Term] 0.73 0.836 3.270383596 23.5 0 1423.799411 2 712.4044189 1.510199125 0.00107511 84.44762952VDPEELFTK 2 21361358 2xTMT6plex [N-Term; K9] 1.09 2.987098217 20.97 0 1535.872131 2 768.4383545 -1.757148639 -0.001349378 69.57735771LMVHLVER 4 21361358 1xTMT6plex [N-Term] 0.837 1.051 3.445851564 33.74 0 1225.728829 3 409.2471619 -1.547572556 -0.000632301 46.18151185KTSFLTELIDR 1 21361358 2xTMT6plex [N-Term; K1] 1.572 3.64844656 1 1781.057306 3 594.3585815 2.181495729 0.001295123 76.9515479

QSGGSVGALEELENAFSLAEESCPGISDK 2 21361358 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C23] 1.918640852 8.48 0 3439.693915 3 1147.244263 7.070476775 0.008106759 107.0720203
119226260 CHERP calcium homeostasis endoplasmic reticulum protein 10523 NP_006378.3 16.92139738 1 12 12 69 916 103.637 9.04 1.27 1.4 1.47 1.38 Significant 0.0018 GVGVALDDPYENYR 8 119226260 1xTMT6plex [N-Term] 1.066 1.194 1.272 4.633520603 53.84 0 1796.901644 2 898.9549561 0.551721558 0.000495695 50.86930959LHLIYLINDVLHHCQR 8 119226260 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.729 2.371 2.232 5.216916561 51.78 0 2273.253842 4 569.0684814 -0.768030704 -0.000436482 96.9513406

VVVPIYCTSFLAVEEDKQQK 2 119226260 3xTMT6plex [N-Term; K17; K20]; 1xCarbamidomethyl [C7] 2.171 3.929062843 4.5 1 3040.699606 3 1014.240051 1.971598438 0.001998346 87.86518003
LALEQQQLICK 12 119226260 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.372 1.579 1.637 4.133038998 60.35 0 1802.061012 2 901.5333252 -0.90881461 -0.00081887 61.99107563

VVVPIYCTSFLAVEEDK 6 119226260 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C7] 1.205 1.244 1.21 4.371466637 46.16 0 2427.324556 3 809.7791748 -0.65278289 -0.000528172 94.58296398ITADGAHFELR 6 119226260 1xTMT6plex [N-Term] 1.329 1.327 1.476 5.458592892 58.92 0 1458.790243 3 486.9350281 0.197162352 9.59E-05 45.12214668TQHEEFVTSLAQQQQQQQQQQQQLQMPQMEAEVK 4 119226260 2xTMT6plex [N-Term; K34] 1.96 1.323 6.641207695 24.97 0 4541.255329 4 1136.068237 -0.926937806 -0.001052365 69.05101114
SPPHCELMAGHLR 2 119226260 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.035 4.744107246 27.38 0 1733.877695 4 434.2255554 1.555253692 0.000674155 30.81275341EQGIQDPIK 2 119226260 2xTMT6plex [N-Term; K9] 1.055 2.941974878 35.39 0 1485.867714 2 743.4376221 0.170311679 0.00012653 37.9494067LEDHEYKPLDPK 5 119226260 3xTMT6plex [N-Term; K7; K12] 1.04 1.111 1.243 2.982541084 9.74 0 2171.231531 3 724.4159546 0.819636002 0.000593207 43.79188009ELLAALQK 10 119226260 2xTMT6plex [N-Term; K8] 1.311 1.44 1.648 3.137457848 35.81 0 1343.866258 2 672.4360962 -0.998787773 -0.000671119 68.59069166LAQFVAR 4 119226260 1xTMT6plex [N-Term] 1.211 1.316 2.632090569 29.22 0 1033.635581 2 517.321167 -0.506470205 -0.000261753 47.053874715453832 HYOU1 hypoxia up-regulated protein 1 precursor 10525 NP_006380.1 46.24624625 1 41 41 560 999 111.266 5.22 1.22 1.21 1.19 1.21 Significant 0.0000534 AANSLEAFIFETQDK 22 5453832 2xTMT6plex [N-Term; K15] 1.167 1.274 1.265 5.69161129 64.43 0 2142.148306 2 1071.577393 -0.372114175 -0.000398562 88.39845896QADNPHVALYQAR 10 5453832 1xTMT6plex [N-Term] 1.185 1.327 1.383 4.080230236 36.39 0 1711.907733 3 571.3071289 -0.525227635 -0.000299714 28.04000614AEAGPEGVAPAPEGEKK 12 5453832 3xTMT6plex [N-Term; K16; K17] 1.817 2.05 1.519 6.336642265 38.16 1 2324.306487 3 775.4408569 0.658657019 0.000510307 34.0774839LSAASTWLEDEGVGATTVMLK 2 5453832 2xTMT6plex [N-Term; K21]; 1xOxidation [M19] 1.241 4.378237724 17.03 0 2653.41589 3 879.8120117 0.192277325 0.000169039 97.76821173LSAASTWLEDEGVGATTVMLK 14 5453832 2xTMT6plex [N-Term; K21] 0.929 1.123 0.986 6.378255367 64.47 0 2637.420975 3 879.8120117 0.192277325 0.000169039 97.76821173DAVVYPILVEFTR 36 5453832 1xTMT6plex [N-Term] 1.386 1.24 1.29 4.677564621 53.86 0 1750.994088 2 876.0004883 -0.221621251 -0.000194029 96.67321335AHFNLDESGVLSLDR 10 5453832 1xTMT6plex [N-Term] 1.315 1.129 1.161 6.050035477 57.1 0 1901.991856 3 634.6690674 0.416862162 0.000264289 60.33254631TVLSANADHMAQIEGLMDDVDFK 14 5453832 2xTMT6plex [N-Term; K23] 1.185 1.031 1.095 6.980841637 48.33 0 2978.500364 3 993.5048218 -0.151706534 -0.000150619 90.15840003EAGMQPQLQIR 20 5453832 1xTMT6plex [N-Term] 1.149 1.194 1.048 4.091562748 50.74 0 1499.820163 2 750.4127197 -1.333784492 -0.001000218 42.83917426VAIVKPGVPMEIVLNK 22 5453832 3xTMT6plex [N-Term; K5; K16] 1.227 1.208 1.103 5.975482464 35.47 0 2394.512521 3 798.8410645 -1.620538874 -0.001293467 89.24196731FFGDSAASMAIK 18 5453832 2xTMT6plex [N-Term; K12] 1.268 1.145 1.194 4.536827087 66.2 0 1702.923849 2 851.9655151 -0.056042766 -4.77E-05 70.20175529DAVITVPVFFNQAER 12 5453832 1xTMT6plex [N-Term] 1.095 0.977 0.992 4.649345875 52.48 0 1935.053728 2 968.0287476 -1.813666857 -0.001754771 87.012435AEAGPEGVAPAPEGEK 10 5453832 2xTMT6plex [N-Term; K16] 1.052 1.119 0.01 5.029109001 77.01 0 1967.048592 2 984.0286255 0.702924457 0.000691343 33.82723715LIPEMDQIFTEVEMTTLEK 8 5453832 2xTMT6plex [N-Term; K19] 0.989 1.171 1.311 5.517293453 50.52 0 2725.444412 3 914.4837036 -1.010323347 -0.000923247 104.3806293LIPEMDQIFTEVEMTTLEK 12 5453832 2xTMT6plex [N-Term; K19]; 1xOxidation [M] 1.031 1.302 6.192979336 74.63 0 2741.439327 3 914.4837036 -1.010323347 -0.000923247 104.3806293SLAEDFAEQPIKDAVITVPVFFNQAER 29 5453832 2xTMT6plex [N-Term; K12] 1.646 1.324 1.96 6.711845875 44.51 1 3492.877891 3 1164.96228 -1.604187109 -0.001867743 107.0944279VESVFETLVEDSAEEESTLTK 32 5453832 2xTMT6plex [N-Term; K21] 1.105 1.048 1.185 6.589749336 52.46 0 2800.439187 3 934.1506958 -0.590081607 -0.000550829 111.0428812LYQPEYQEVSTEEQR 8 5453832 1xTMT6plex [N-Term] 1.142 0.94 3.81453681 37.93 0 2128.039594 2 1064.522949 -0.456811284 -0.000486056 40.40995832LYQPEYQEVSTEEQREEISGK 16 5453832 2xTMT6plex [N-Term; K21] 1.425 1.335 1.554 5.739785194 26.21 1 3000.520231 4 750.8864746 1.279004041 0.000959419 50.87670468YSHDFNFHINYGDLGFLGPEDLR 10 5453832 1xTMT6plex [N-Term] 1.071 1.625 1.037 7.048660755 50.7 0 2955.426322 4 739.6115112 -0.712911741 -0.00052674 82.74945646NINADEAAAMGAVYQAAALSK 4 5453832 2xTMT6plex [N-Term; K21]; 1xOxidation [M10] 1.559 8.098213196 61.54 0 2553.338308 2 1269.177368 1.602651866 0.002033239 86.4114472NINADEAAAMGAVYQAAALSK 14 5453832 2xTMT6plex [N-Term; K21] 1.24 1.317 1.215 7.701695919 65.5 0 2537.343393 2 1269.177368 1.602651866 0.002033239 86.4114472VEFEELCADLFER 23 5453832 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.299 1.29 1.397 4.956258297 52.23 0 1885.920331 2 943.4629517 -0.903654126 -0.00085211 88.43682573

LIPEMDQIFTEVEMTTLEK 4 5453832 2xTMT6plex [N-Term; K19]; 2xOxidation [M5; M14] 1.274 1.32 4.503582954 41.31 0 2757.434242 3 914.4837036 -1.010323347 -0.000923247 104.3806293
FFGDSAASMAIK 14 5453832 2xTMT6plex [N-Term; K12]; 1xOxidation [M9] 1.289 1.187 1.249 3.327053785 55.34 0 1718.918764 2 851.9655151 -0.056042766 -4.77E-05 70.20175529KTPVIVTLK 18 5453832 3xTMT6plex [N-Term; K1; K9] 1.329 1.334 1.378 4.853724003 22.37 1 1686.149639 3 562.7208252 -1.018363983 -0.000572371 57.78048005LPATEKPVLLSK 9 5453832 3xTMT6plex [N-Term; K6; K12] 1.14 1.143 1.244 3.266455889 14.59 0 1983.28211 3 661.7651978 -0.539513908 -0.000356669 64.05237277SLAEDFAEQPIK 6 5453832 2xTMT6plex [N-Term; K12] 0.688 0.863 0.878 3.619722605 40.37 0 1806.004936 3 602.6739502 1.307458186 0.000787092 61.52093238FPEHELTFDPQR 18 5453832 1xTMT6plex [N-Term] 1.15 1.242 1.128 4.03592062 50.49 0 1744.8856 3 582.3009644 1.570095143 0.000913212 60.73039031LAGLFNEQR 6 5453832 1xTMT6plex [N-Term] 1.381 1.207 1.183 3.617842913 60.47 0 1276.721101 2 638.8616333 -4.003441654 -0.002555639 55.75208706VAIVKPGVPMEIVLNK 2 5453832 3xTMT6plex [N-Term; K5; K16]; 1xOxidation [M10] 1.121 3.004422903 8.63 0 2410.507436 3 798.8410645 -1.620538874 -0.001293467 89.24196731

GDATPEGEK 10 5453832 2xTMT6plex [N-Term; K9] 1.176 1.229 1.496 3.821222067 39.36 0 1361.731281 2 681.3691406 -0.202646443 -0.000137975 19.14855013AVGKEELGK 23 5453832 3xTMT6plex [N-Term; K4; K9] 1.936 1.648 0.895 3.514400959 35.28 1 1618.014268 2 809.510437 -0.414561587 -0.000335383 37.1579534EVQYLLNK 12 5453832 2xTMT6plex [N-Term; K8] 1.207 1.308 1.218 3.839843988 38.28 0 1464.882636 2 732.9456177 0.902762808 0.000661221 59.61218656VIPPAGQTEDAEPISEPEK 2 5453832 2xTMT6plex [N-Term; K19] 0.586 2.200223923 7.5 0 2465.317556 3 822.4434204 -0.7494489 -0.000615877 53.64473765TPVIVTLK 6 5453832 2xTMT6plex [N-Term; K8] 1.072 1.043 1.033 3.157608747 27.34 0 1328.891744 2 664.9464722 -4.572813465 -0.003038387 63.29688756YFQHLLGK 14 5453832 2xTMT6plex [N-Term; K8] 1.258 1.335 1.373 3.110257149 25.09 0 1463.877491 3 488.6304321 -0.511151572 -0.000249421 55.59700023VQEVLLK 8 5453832 2xTMT6plex [N-Term; K7] 1.192 1.257 1.164 2.94930768 36.97 0 1286.844794 2 643.9261475 0.174062852 0.000111996 57.90253666
KLCQGLFFR 4 5453832 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 1.743 1.48 3.414785862 18.41 1 1626.955424 3 542.9904785 0.89608901 0.000485966 56.61082154

LAQSVQK 6 5453832 2xTMT6plex [N-Term; K7] 1.292 1.187 1.047 3.091664791 25.87 0 1231.777443 2 616.3919067 -0.735671401 -0.000453092 33.26309277EAGMQPQLQIR 4 5453832 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.784 0.402 1.911922216 19.01 0 1515.815078 2 750.4127197 -1.333784492 -0.001000218 42.83917426EQSTGQK 6 5453832 2xTMT6plex [N-Term; K7] 1.166 1.322 1.056 2.661468744 31.16 0 1235.699587 2 618.3532715 -0.259165944 -0.000160126 15.92327106LCQGLFFR 3 5453832 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 100 2.602630138 29.11 0 1269.697529 2 635.3519897 -0.650995842 -0.000413284 77.76626019AVLQAAR 2 5453832 1xTMT6plex [N-Term] 0.967 2.299479485 15.18 0 957.6042807 2 479.3055725 -0.430606334 -0.000206175 23.4936775LQDLTLR 6 5453832 1xTMT6plex [N-Term] 1.024 1.418 1.431 2.627334833 36.39 0 1087.667275 2 544.3374634 0.345039169 0.000187644 51.84150997GVGDSFK 10 5453832 2xTMT6plex [N-Term; K7] 1.076 1.119 1.243 2.281326532 25.97 0 1167.677395 2 584.3421631 -0.295568045 -0.000172564 33.10222832KYPDYESK 6 5453832 3xTMT6plex [N-Term; K1; K8] 1.232 0.826 2.994401217 22.61 1 1716.977548 3 572.9972534 -0.198765612 -0.000113759 45.17348125VKPFVVR 3 5453832 2xTMT6plex [N-Term; K2] 1.35 1.372 2.228664875 0.05 0 1302.866199 3 434.9596252 -1.43992344 -0.000625343 45.345636285453998 IPO7 importin-7 10527 NP_006382.1 30.05780347 1 21 22 161 1038 119.44 4.82 1.14 0.99 1.24 1.12 Significant 0.00416 AFAVGVQQVLLK 20 5453998 2xTMT6plex [N-Term; K12] 1.193 1.218 1.262 5.256034374 81.67 0 1731.093298 2 866.0494385 -0.98049994 -0.000848668 82.74962625SDQNLQTALELTR 4 5453998 1xTMT6plex [N-Term] 1.498 1.367 4.859156132 60.29 0 1717.928193 2 859.4677124 -0.026197435 -2.25E-05 51.93496188GIDQCIPLFVEAALER 22 5453998 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.752 1.943 1.719 4.503565311 61 0 2060.104778 2 1030.557129 1.0696604 0.001101806 102.7153766VLQQTLNYINQGVSHALTWK 8 5453998 2xTMT6plex [N-Term; K20] 1.848 3.188 100 6.829687595 57.69 0 2771.560855 3 924.5288086 3.975356064 0.003672647 110.5950444NPVWYQALTHGLNEEQR 6 5453998 1xTMT6plex [N-Term] 1.288 1.049 1.122 6.063610077 67.46 0 2284.167194 3 762.0604858 -0.127057454 -9.67E-05 68.90765915QLQDIATLADQR 8 5453998 1xTMT6plex [N-Term] 1.189 0.894 0.919 4.695530415 49.74 0 1600.8856 2 800.9458008 -0.796582529 -0.000637619 56.23820871EYNEFAEVFLK 12 5453998 2xTMT6plex [N-Term; K11] 1.312 1.407 1.486 3.705911398 67.67 0 1846.999122 2 924.0018921 -1.415739878 -0.001307435 86.60820339ENIVEAIIHSPELIR 8 5453998 1xTMT6plex [N-Term] 0.031 0.23 5.289810658 30.77 0 1962.122142 3 654.7115479 -1.045605301 -0.000683868 91.46839107FSAPVVPSSFNFGGPAPGMN 16 5453998 1xTMT6plex [N-Term] 0.805 1.353 1.006 3.890020847 38.9 0 2209.094941 2 1105.050049 -0.959580193 -0.001059902 89.62165175SPLVAAMQHFLPVLK 4 5453998 2xTMT6plex [N-Term; K15] 0.842 0.566 4.128408432 28.05 0 2109.265859 3 703.7583618 -2.525405111 -0.001775584 111.516743ETENDDLTNVIQK 3 5453998 2xTMT6plex [N-Term; K13] 0.955 1.173 3.597047567 12.49 0 1977.054071 3 659.6895142 -0.041323873 -2.72E-05 50.35563328
LLEVIILQCK 10 5453998 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.462 2.099 1.98 4.064116478 38.67 0 1687.059221 2 844.0331421 -0.126326515 -0.00010656 99.66080037

DVPNETLQVEEDDRPELPWWK 7 5453998 2xTMT6plex [N-Term; K21] 0.668 0.941 0.925 4.238684654 13.98 0 3053.562036 3 1018.521484 -3.974471406 -0.004045432 82.21724394QAGEDGDDEDWEEDDAEETALEGYSTIIDDEDNPVDEYQIFK 2 5453998 2xTMT6plex [N-Term; K42] 0.687 2.627142429 19.43 0 5268.286452 4 1317.824097 -2.257825454 -0.002973718 99.88142854
ACWVLHYFCEVK 2 5453998 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C2; C9] 1.011 3.635786057 12.07 0 2070.070531 3 690.6952515 0.323904196 0.000223502 84.45806411WALHILAR 6 5453998 1xTMT6plex [N-Term] 1.313 1.41 1.506 3.770766497 44.1 0 1208.746528 3 403.5863953 -1.568334584 -0.000631906 58.75588593AIFQTIQNR 6 5453998 1xTMT6plex [N-Term] 1.046 1.024 1.03 3.144112587 20.38 0 1319.7633 2 660.3849487 -0.514917381 -0.000339785 45.71166662VQLTTCIHHIIK 2 5453998 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 1.56 3.95514822 20.74 0 1921.145744 4 481.0426025 1.476252522 0.000709024 55.53165368

QLNEAHK 6 5453998 2xTMT6plex [N-Term; K7] 1.041 1.149 0.928 2.979937077 21.87 0 1297.762856 3 433.2591553 0.043914273 1.90E-05 20.53815065FIQLLSDQSDQSVLIQK 1 5453998 2xTMT6plex [N-Term; K17] 1.134 2.848843813 0 2420.380096 3 807.4639893 -1.108022895 -0.000893946 94.08018105YGSPGNVSK 6 5453998 2xTMT6plex [N-Term; K9] 0.702 0.8 0.96 2.90507555 19.76 0 1366.773086 2 683.8898926 -0.422406437 -0.000288667 27.09932784KQLQDIATLADQR 2 5453998 2xTMT6plex [N-Term; K1] 1.195 1.332 3.079229593 1 1958.143495 3 653.385437 -0.887245928 -0.000579118 55.2165276332483374 NOP56 nucleolar protein 56 10528 NP_006383.2 56.22895623 1 28 28 272 594 66.009 9.19 1.11 1.09 1.13 1.11 Significant 0.000108 LSFYETGEIPR 12 32483374 1xTMT6plex [N-Term] 1.126 1.093 1.059 4.539799213 55.49 0 1540.820875 2 770.9140015 -0.096331971 -7.42E-05 57.05850833STPKEETVNDPEEAGHR 8 32483374 2xTMT6plex [N-Term; K4] 1.523 1.559 1.514 5.81306982 32.5 1 2354.198837 4 589.3046875 -0.814451171 -0.000479345 20.37995394YPASTVQILGAEK 8 32483374 2xTMT6plex [N-Term; K13] 1.074 1.019 1.089 5.280632973 75.79 0 1835.067871 2 918.0379028 0.358773685 0.000329187 63.35876202EVEEISLLQPQVEESVLNLGK 24 32483374 2xTMT6plex [N-Term; K21] 1.161 1.201 1.176 5.682461262 60.94 0 2811.575561 3 937.8545532 -9.409176975 -0.008818204 99.70691671EEPVSSGPEEAVGK 10 32483374 2xTMT6plex [N-Term; K14] 0.961 0.812 0.929 4.836390495 81.78 0 1872.995493 2 937.0020142 0.671763662 0.000629105 34.90421086LVAFCPFASSQVALENANAVSEGVVHEDLR 26 32483374 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.56 1.458 1.286 7.069376945 61.07 0 3458.757569 3 1153.59082 0.097956417 0.000112936 94.85124006LIAHAGSLTNLAK 6 32483374 2xTMT6plex [N-Term; K13] 1.114 1.037 1.028 5.331485271 48.28 0 1767.089275 3 589.7008667 -0.694940749 -0.000409341 57.98828923MSQVAPSLSALIGEAVGAR 6 32483374 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.206 1.081 1.501 6.229794502 66.23 0 2102.147705 3 696.0548706 -1.309340144 -0.000910495 102.8846471MSQVAPSLSALIGEAVGAR 29 32483374 1xTMT6plex [N-Term] 1.141 1.037 1.147 6.918118477 80.82 0 2086.15279 3 696.0548706 -1.309340144 -0.000910495 102.8846471
IDCFSEVPTSVFGEK 12 32483374 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 1.282 1.356 1.288 4.503098965 37.92 0 2173.125128 3 725.0462036 -0.492429149 -0.000356703 79.46694971

LAALALASSENSSSTPEECEEMSEKPK 2 32483374 3xTMT6plex [N-Term; K25; K27]; 1xCarbamidomethyl [C19] 0.997 2.778336525 20.06 0 3582.812205 3 1194.943481 1.028936413 0.001228829 66.9432453EAMVQAEEAAAEITR 18 32483374 1xTMT6plex [N-Term] 0.948 1.047 1.043 5.412509441 73.19 0 1847.937043 2 924.4719849 -0.189488835 -0.000175082 65.82196597AQLGLGHSYSR 12 32483374 1xTMT6plex [N-Term] 1.22 1.145 1.079 4.78466177 44.27 0 1417.774928 3 473.2632751 0.243000103 0.00011484 28.77645846FSKEEPVSSGPEEAVGK 4 32483374 3xTMT6plex [N-Term; K3; K17] 1.068 0.976 5.646107197 14.84 1 2464.353831 3 822.1226807 -0.13874948 -0.000113976 49.25613536IINDNATYCR 18 32483374 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.131 0.992 1.189 4.251300335 52.64 0 1468.741579 2 734.8744507 0.031208477 2.29E-05 33.58713265EWYGYHFPELVK 12 32483374 2xTMT6plex [N-Term; K12] 1.052 1.038 1 4.537537098 31.73 0 2026.083855 3 676.0333862 0.863903733 0.000583447 75.57922394EETVNDPEEAGHR 6 32483374 1xTMT6plex [N-Term] 0.622 0.906 0.575 4.036929607 40.23 0 1711.808472 3 571.2741699 -0.30111685 -0.000171818 17.27709603SFSKEELMSSDLEETAGSTSIPK 2 32483374 3xTMT6plex [N-Term; K4; K23]; 1xOxidation [M8] 1.251 2.701817751 24.35 1 3176.648752 3 1059.551392 -2.874115468 -0.003043352 59.54390895
GLTDLSACK 6 32483374 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.339 1.335 0.959 4.262835026 54.32 0 1422.802672 2 711.9037476 -1.724218587 -0.001226611 44.93892646

LLLETHLPSK 6 32483374 2xTMT6plex [N-Term; K10] 0.975 1.016 0.981 4.093609333 36.16 0 1609.008899 3 537.0056763 -3.992402658 -0.00214127 63.10895897VLLGVGDPK 10 32483374 2xTMT6plex [N-Term; K9] 0.994 1.002 0.979 3.314274311 45.27 0 1355.866258 2 678.4359131 -1.260041774 -0.000854224 58.43070016YGLIFHSTFIGR 6 32483374 1xTMT6plex [N-Term] 0.689 0.696 0.619 3.71238184 13.85 0 1639.915778 3 547.3108521 1.356589389 0.000741564 67.25081794LLLETHLPSKK 6 32483374 3xTMT6plex [N-Term; K10; K11] 1.559 1.65 1.695 3.029679537 17.29 1 1966.266794 4 492.321991 -0.335835815 -0.000165086 60.72952985KSFSKEELMSSDLEETAGSTSIPK 1 32483374 4xTMT6plex [N-Term; K1; K5; K24] 2.406 2.845633984 2 3517.911732 4 880.2324829 -1.031807974 -0.000907452 65.92478976VVSLSEYR 6 32483374 1xTMT6plex [N-Term] 1.191 1.028 1.288 3.531127214 47.57 0 1181.672754 2 591.3395386 -0.806976009 -0.000476791 42.01276635LAQFIGNR 6 32483374 1xTMT6plex [N-Term] 0.951 1.23 1.055 3.146661758 33.91 0 1147.678508 2 574.3427734 -0.207370791 -0.000118997 50.36266539LHFHNLVK 4 32483374 2xTMT6plex [N-Term; K8] 1.063 1.055 2.917291403 25.67 0 1465.904375 3 489.3067932 0.990193287 0.000483843 45.04558128AILDASR 2 32483374 1xTMT6plex [N-Term] 0.701 2.079045534 27.22 0 974.5832109 2 487.794342 -1.850491521 -0.000901729 28.80534599KNLDVMK 4 32483374 3xTMT6plex [N-Term; K1; K7] 1.648 1.371 2.894902945 9.91 1 1534.959396 3 512.3240356 -1.200185758 -0.000614079 40.69018697
5453668 ATG7 ubiquitin-like modifier-activating enzyme ATG7 isoform a 10533 NP_006386.1 22.75960171 1 11 11 44 703 77.909 6.24 1.07 0.99 0.94 1 Significant 0.00143

GFNMSIPMPGHPVNFSSVTLEQAR 4 5453668 1xTMT6plex [N-Term] 0.875 0.961 5.961826801 49.55 0 2845.43267 3 949.1495972 0.551225099 0.000522825 82.35958987FDNVLPVSLAFDK 11 5453668 2xTMT6plex [N-Term; K13] 1.054 0.964 100 3.691346884 38.22 0 1923.099171 3 641.7043457 -0.357199792 -0.000228977 96.26269792
QPLYEFEDCLGGGKPK 4 5453668 3xTMT6plex [N-Term; K14; K16]; 1xCarbamidomethyl [C9] 1.045 1.043 3.908274651 11.38 0 2525.367707 3 842.4591675 -1.88399439 -0.001585926 69.25372483

QQGAGDLCPNHPVASADLLGSSLFANIPGYK 4 5453668 2xTMT6plex [N-Term; K31]; 1xCarbamidomethyl [C8] 1.022 1.406 3.498808146 17.81 0 3655.894286 3 1219.301514 -1.175743618 -0.001432798 89.82898238
DVAHSIIFEVK 2 5453668 2xTMT6plex [N-Term; K11] 1.056 3.691494465 16.74 0 1716.009628 3 572.6750488 0.562720838 0.000321878 70.31509316WLPAVIAASK 2 5453668 2xTMT6plex [N-Term; K10] 0.96 2.745074749 27.67 0 1513.950656 3 505.321991 0.504210879 0.00025445 85.98051955LAESSVDLNLK 2 5453668 2xTMT6plex [N-Term; K11] 0.975 3.211978436 48.77 0 1646.972908 3 549.6618042 -1.243713442 -0.000682787 58.58994191EGFNFLAK 4 5453668 2xTMT6plex [N-Term; K8] 1.107 0.803 3.205962181 41.94 0 1383.803658 2 692.4055176 0.072825541 5.04E-05 65.46776217

LPEMAFSPDCPK 2 5453668 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 0.957 3.587917805 11.02 0 1849.959249 3 617.3237305 -1.411065542 -0.000870138 67.09040911
LVPTLDLDK 8 5453668 2xTMT6plex [N-Term; K9] 1.128 0.995 2.725278616 26.15 0 1471.913602 3 491.309967 1.186097502 0.000581944 74.7764364LLLEQAANEIWESIK 1 5453668 2xTMT6plex [N-Term; K15] 1.272 1.345687985 0 2215.273841 3 739.0948486 -1.736968808 -0.001282621 112.8119561

5453838 SSSCA1 Sjoegren syndrome/scleroderma autoantigen 1 isoform 1 10534 NP_006387.1 41.70854271 1 4 4 18 199 21.461 5.24 0.98 1.01 0.9 0.96 Significant 0.00116
AAQGPPAPAVPPNTDVMACTQTALLQK 2 5453838 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C19] 0.976 4.665357113 45.79 0 3205.71136 3 1069.239502 -2.310685459 -0.00246913 74.32958817

MLGETCADCGTILLQDK 6 5453838 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C6; C9] 1.039 0.847 0.932 4.793915749 50 0 2383.20716 3 795.0708008 -3.90677588 -0.003103552 67.08974344
KIYCVACQELDSDVDKDNPALNAQAALSQAR 4 5453838 3xTMT6plex [N-Term; K1; K16]; 2xCarbamidomethyl [C4; C7] 2.315 1.143 7.616429806 52.99 2 4151.146838 4 1038.544434 2.184115704 0.002266646 71.96264446

LMGDYLLR 6 5453838 1xTMT6plex [N-Term] 0.91 0.894 0.789 3.298676968 31.46 0 1209.686296 2 605.3461914 -0.983343784 -0.000594769 65.1057626538455391 RNASEH2A ribonuclease H2 subunit A 10535 NP_006388.2 4.682274247 1 1 1 6 299 33.374 5.25 1.26 1.42 1.47 1.39 Significant 0.00209 EHVEPVFGFPQFVR 6 38455391 1xTMT6plex [N-Term] 1.262 1.421 1.474 4.655258179 35.23 0 1917.022034 3 639.6789551 0.144977142 9.26E-05 70.689531115454088 ANP32B acidic leucine-rich nuclear phosphoprotein 32 family member B 10541 NP_006392.1 32.66932271 1 5 10 171 251 28.77 4.06 1.1 1.11 1.11 1.11 Significant 0.00000907
SLDLFNCEVTNLNDYR 26 5454088 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.12 1.12 1.082 4.657060623 60.87 0 2202.069849 2 1101.537109 -1.319844601 -0.001453195 73.75826465IFGGLDMLAEK 40 5454088 2xTMT6plex [N-Term; K11] 1.118 1.114 1.103 5.404099941 60.07 0 1651.949336 2 826.4789429 0.770932958 0.000636771 91.12766469IKDLSTIEPLK 48 5454088 3xTMT6plex [N-Term; K2; K11] 1.159 1.171 1.201 5.767951012 37.82 1 1944.234825 3 648.7470093 -4.295205424 -0.002783629 67.54012112LLPQLTYLDGYDR 16 5454088 1xTMT6plex [N-Term] 0.772 0.662 0.686 4.216523647 34.74 0 1795.979166 2 898.4934082 0.208029279 0.000186808 82.57043259LPNLTHLNLSGNK 20 5454088 2xTMT6plex [N-Term; K13] 1.075 1.068 1.113 5.123878479 50.6 0 1879.116552 2 940.0635986 1.79257408 0.001684228 65.4448713DISTLEPLK 16 5454088 2xTMT6plex [N-Term; K9] 0.786 0.851 0.826 3.527182817 33.15 0 1473.892867 3 491.9692688 0.262275837 0.000128855 55.52487692DLSTIEPLKK 10 5454088 3xTMT6plex [N-Term; K9; K10] 0.811 0.808 0.769 3.660093307 3.28 1 1831.150762 3 611.0548096 -0.483891922 -0.00029536 56.75286902IFGGLDMLAEK 4 5454088 2xTMT6plex [N-Term; K11]; 1xOxidation [M7] 1.171 2.319802284 34.72 0 1667.944251 2 826.4789429 0.770932958 0.000636771 91.12766469ETDDEGEDD 4 5454088 1xTMT6plex [N-Term] 2.309 1.907 3.031125069 57.19 0 1253.485466 2 627.2432861 -4.922741062 -0.003085292 14.58336136KLELSENR 16 5454088 2xTMT6plex [N-Term; K1] 1.103 1.095 1.093 3.386462212 26.52 1 1446.868049 2 723.937561 -0.14056547 -0.00010169 31.7734116LELSENR 8 5454088 1xTMT6plex [N-Term] 1.076 0.89 1.023 2.96266675 27.5 0 1089.610154 2 545.3085938 -0.223006365 -0.000121495 29.6310937438788353 LAMTOR5 ragulator complex protein LAMTOR5 10542 NP_006393.2 11.56069364 1 1 1 8 173 18.147 5.5 0.98 0.94 0.94 0.95 Significant 0.000196 GTLSDEHAGVISVLAQQAAK 8 38788353 2xTMT6plex [N-Term; K20] 0.981 0.936 0.94 5.208517551 27.18 0 2453.376408 4 614.0996704 0.180906046 0.000110958 72.0767462134335272 PROCR endothelial protein C receptor precursor 10544 NP_006395.2 20.58823529 1 4 4 27 238 26.655 7.18 1.93 1.93 2.18 2.01 Significant 0.00171

EFLEDTCVQYVQK 9 34335272 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.814 1.814 4.485509872 48.3 0 2117.098913 2 1059.051514 -1.493674306 -0.001581128 62.62872323TQSGLQSYLLQFHGLVR 6 34335272 1xTMT6plex [N-Term] 6.826 1.176 1.815 6.810258389 41.75 0 2176.207603 3 726.0753784 1.828499221 0.001326398 80.20051796LHMLQISYFR 6 34335272 1xTMT6plex [N-Term] 2.108 2.196 2.586 3.942261934 41.16 0 1536.855821 3 512.9573975 1.183307366 0.000606191 67.47793994TLAFPLTIR 6 34335272 1xTMT6plex [N-Term] 1.889 1.721 1.973 3.336990118 35.9 0 1260.787724 2 630.8965454 -1.515004985 -0.00095505 76.8104639321361315 TM9SF1 transmembrane 9 superfamily member 1 isoform a precursor 10548 NP_006396.2 7.590759076 1 4 4 16 606 68.816 7.17 1.08 1.05 1.16 1.1 Significant 0.000895 SLSLGEVLDGDR 6 21361315 1xTMT6plex [N-Term] 0.968 1.217 1.44 4.487827301 58.5 0 1489.805953 2 745.4058228 -1.063240608 -0.000792011 64.86549224GFVGYMEESGFLPHSHK 2 21361315 2xTMT6plex [N-Term; K17] 1.357 3.266607761 6.14 0 2380.216008 4 595.809082 -0.63431848 -0.000377454 67.95492895MAESLYEIR 4 21361315 1xTMT6plex [N-Term] 0.861 0.847 2.787848711 21.74 0 1340.708153 2 670.8574219 -0.437194328 -0.000293075 52.81795995IIHTDVFR 4 21361315 1xTMT6plex [N-Term] 1.067 1.118 2.671067476 14.8 0 1229.720373 3 410.5786133 0.742903647 0.000304521 45.27462611



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

5453549 PRDX4 peroxiredoxin-4 precursor 10549 NP_006397.1 55.7195572 1 9 11 138 271 30.521 6.29 1.09 1.06 0.6 0.92 Significant 0.0286
HGEVCPAGWKPGSETIIPDPAGK 6 5453549 3xTMT6plex [N-Term; K10; K23]; 1xCarbamidomethyl [C5] 1.054 0.944 0.865 6.070717335 23.38 0 3090.664951 4 773.4213257 -0.478371369 -0.000369621 59.1722819

ISKPAPYWEGTAVIDGEFK 14 5453549 3xTMT6plex [N-Term; K3; K19] 1.124 1.317 1.096 6.999863148 42.86 0 2795.558678 3 932.5233765 -1.10971574 -0.001034092 79.08897241IPLLSDLTHQISK 27 5453549 2xTMT6plex [N-Term; K13] 1.043 1.071 0.368 6.333734035 42.55 0 1923.167919 2 962.0878296 0.241024033 0.000231765 91.19648976DYGVYLEDSGHTLR 6 5453549 1xTMT6plex [N-Term] 1.187 1.129 1.116 5.098058701 49.95 0 1853.923108 3 618.6459961 0.176512849 0.00010908 47.71352404SINTEVVACSVDSQFTHLAWINTPR 9 5453549 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.5 1.084 1.601 8.324155807 76.87 0 3074.556684 3 1025.52478 1.009293577 0.001034377 88.05597945LVQAFQYTDK 13 5453549 2xTMT6plex [N-Term; K10] 1.109 1.044 1.054 4.367603302 55.01 0 1670.951778 2 835.9780884 -1.722522591 -0.001439126 59.09197222QITLNDLPVGR 10 5453549 1xTMT6plex [N-Term] 1.162 1.212 0.994 3.852406979 41.48 0 1454.852844 2 727.9320679 2.760088215 0.002007761 59.13205588VSVADHSLHLSK 2 5453549 2xTMT6plex [N-Term; K12] 0.963 3.968129635 35.76 0 1751.021589 4 438.5108032 -0.117770892 -5.16E-05 43.56185244GLFIIDDK 32 5453549 2xTMT6plex [N-Term; K8] 0.976 0.929 0.992 3.583809853 48.98 0 1378.834624 2 689.9204712 -0.694606279 -0.000478874 70.30217281SVDETLR 18 5453549 1xTMT6plex [N-Term] 0.887 1.059 0.989 3.227428198 30.99 0 1048.583605 2 524.7954712 0.05815732 3.05E-05 21.68950361RQGGLGPIRIPLLSDLTHQISK 1 5453549 2xTMT6plex [N-Term; K22] 0.502 4.406765938 2 2857.714001 5 572.3494263 1.408016217 0.000804742 89.34742375453704 ARL6IP5 PRA1 family protein 3 10550 NP_006398.1 23.40425532 1 4 4 78 188 21.6 9.77 0.87 0.86 0.85 0.86 Significant 0.0000451 TPMGIVLDALEQQEEGINR 22 5453704 1xTMT6plex [N-Term] 0.734 0.855 0.839 7.312242985 72.54 0 2342.222326 3 781.4118042 -0.626184085 -0.000488887 102.7589545TPMGIVLDALEQQEEGINR 16 5453704 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.924 0.95 0.833 7.459807396 61.29 0 2358.217241 3 781.4118042 -0.626184085 -0.000488887 102.7589545AWDDFFPGSDR 24 5453704 1xTMT6plex [N-Term] 0.887 0.807 0.89 4.162471771 38.65 0 1541.722223 2 771.364563 -0.242581596 -0.000186997 67.34224961MEGIGLK 6 5453704 2xTMT6plex [N-Term; K7] 0.803 0.81 0.767 2.962551594 38.08 0 1205.732801 2 603.3700562 0.028700129 1.73E-05 50.63287414LTDYISK 10 5453704 2xTMT6plex [N-Term; K7] 1.083 0.935 0.955 2.580847025 21.12 0 1297.776774 2 649.3918457 -0.277022795 -0.000179757 52.65920282
22907052 ARPC1A actin-related protein 2/3 complex subunit 1A isoform 1 10552 NP_006400.2 34.59459459 1 8 9 56 370 41.543 8.18 0.83 0.85 0.85 0.85 Significant 0.0000625

STVLSLDWHPNNVLLAAGSCDFK 16 22907052 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C20] 0.977 1.093 1.099 6.51629591 48.15 0 3002.580998 3 1001.531982 0.131935034 0.000132049 91.07961355
EVDEKPASTPWGSK 2 22907052 3xTMT6plex [N-Term; K5; K14] 0.805 4.479603291 19.99 0 2218.232259 3 740.0834351 1.574585243 0.001164265 46.19625774

FCTTGIDGAMTIWDFK 2 22907052 2xTMT6plex [N-Term; K16]; 1xOxidation [M10]; 1xCarbamidomethyl [C2] 1.12 3.757755756 16.53 0 2337.165947 3 779.7258911 -1.2095633 -0.000942317 88.93975659TLESSIQGLR 4 22907052 1xTMT6plex [N-Term] 0.798 0.898 4.143248558 40.7 0 1332.768445 2 666.8890381 1.766437286 0.001177126 47.04519159MPFGQLMSEFGGSGTGGWVHGVSFSASGSR 2 22907052 1xTMT6plex [N-Term] 0.365 3.384982109 8.47 0 3246.529817 3 1082.845947 -2.011034394 -0.002176294 98.60553326SVQVSTLK 12 22907052 2xTMT6plex [N-Term; K8] 0.817 0.74 0.761 3.984768152 51.95 0 1319.829872 2 660.418396 -0.270571094 -0.000178554 53.25191139
GCLTFVSK 6 22907052 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.975 0.992 1.035 3.065405369 44.37 0 1369.791379 2 685.3984985 -1.210680482 -0.00082919 50.77021182

DGVWKPTLVILR 8 22907052 2xTMT6plex [N-Term; K5] 0.804 0.961 0.782 3.480144024 10.97 0 1855.156961 3 619.0567017 -0.759385627 -0.000469593 77.11334655VFSAYIK 4 22907052 2xTMT6plex [N-Term; K7] 0.912 0.981 2.223279238 15.47 0 1285.79203 2 643.4002686 0.956600559 0.000614995 63.6660501
6041665 AGPAT2 1-acyl-sn-glycerol-3-phosphate acyltransferase beta isoform a precursor 10555 NP_006403.2 7.913669065 1 2 2 10 278 30.894 9.01 0.76 0.92 0.93 0.87 Significant 0.00398

SSTAMTVMADLGER 4 6041665 1xTMT6plex [N-Term] 0.954 1.088 3.662730932 33.73 0 1697.839972 2 849.4234619 -0.191220539 -0.000162331 68.09120336TTFLHISK 6 6041665 2xTMT6plex [N-Term; K8] 0.75 0.909 0.925 2.812894344 13.67 0 1404.861507 3 468.9580078 -1.44981017 -0.000678927 52.51555335148238078 RPP38 ribonuclease P protein subunit p38 10557 NP_006405.2 24.38162544 1 5 5 20 283 31.815 9.92 1.19 1.12 1.23 1.18 Significant 0.000741 WSALESEDMHFILQTLEDR 6 148238078 1xTMT6plex [N-Term] 1.536 1.939 6.039548874 53.95 0 2549.254354 3 850.4243164 1.585408197 0.001347203 108.5994979SVKPAMITSHLIQLSLSR 2 148238078 2xTMT6plex [N-Term; K3] 1.924 5.930048943 28.98 0 2439.452156 4 610.6177368 -1.245584738 -0.000759636 81.1109224KQLAIGVNEVTR 4 148238078 2xTMT6plex [N-Term; K1] 1.131 1.157 4.279549122 29.17 1 1786.095088 3 596.0359497 -1.003658158 -0.000597543 47.45400805VPSLSVPWLQDR 4 148238078 1xTMT6plex [N-Term] 0.993 3.875363111 36.59 0 1625.921257 3 542.645874 1.114045532 0.000603783 82.18164201IAPVIGLK 4 148238078 2xTMT6plex [N-Term; K8] 1.187 1.112 3.027103186 36.01 0 1268.870615 2 634.9379883 -1.509395424 -0.000957614 70.38954791
5454084 SPTLC1 serine palmitoyltransferase 1 isoform a 10558 NP_006406.1 45.45454545 1 21 21 118 473 52.71 6.01 1.08 1.14 1.14 1.12 Significant 0.000319

VVGESLSPAFHLQLEESTGSR 6 5454084 1xTMT6plex [N-Term] 1.375 0.954 6.72248745 40.84 0 2472.293183 3 824.7695313 0.346969367 0.000285937 66.82707133LLQEIVDQCMNR 20 5454084 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.08 1.068 1.292 4.404010296 46.35 0 1747.903241 2 874.4553833 0.142354312 0.000124411 80.02373684EKEELIEEWQPEPLVPPVPK 10 5454084 3xTMT6plex [N-Term; K2; K20] 1.26 1.153 1.297 5.355033398 24.63 1 3073.74285 4 769.190979 -0.248577845 -0.000191016 86.29773118VVVTVEQTEEELER 14 5454084 1xTMT6plex [N-Term] 1.423 1.238 1.122 4.46515131 56.93 0 1889.006503 2 945.0046997 -2.318777585 -0.002190093 67.57296997DHPALNYNIVSGPPSHK 10 5454084 2xTMT6plex [N-Term; K17] 1.162 1.16 1.153 6.04460001 44.58 0 2304.250085 4 576.8175049 -0.822700957 -0.000473927 42.35879472TEEAIIYSYGFATIASAIPAYSK 8 5454084 2xTMT6plex [N-Term; K23] 1.568 1.526 100 4.589310169 19.32 0 2924.569747 3 975.5285645 0.476210005 0.000464236 108.7635368ALQGISGLK 6 5454084 2xTMT6plex [N-Term; K9] 1.057 1.015 1.229 3.800828457 44.85 0 1344.861507 2 672.93396 -0.642198561 -0.000431834 56.70328335YGVGTCGPR 4 5454084 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.123 100 3.146947861 39.17 0 1195.609108 2 598.3081665 -0.043452485 -2.60E-05 22.04842237EQEIEDQK 6 5454084 2xTMT6plex [N-Term; K8] 0.861 0.949 0.78 3.053904057 36.7 0 1476.794609 2 738.9006958 -0.334554605 -0.000247034 23.7989925AAALASLKK 4 5454084 3xTMT6plex [N-Term; K8; K9] 1.692 1.593 2.044173717 3.36 1 1560.045174 3 520.6860962 -0.922476993 -0.000479702 52.18408431AAALASLK 2 5454084 2xTMT6plex [N-Term; K8] 0.989 3.441548347 31.99 0 1202.787279 2 601.897583 0.507093511 0.000304963 53.32579904
AACFAIQK 2 5454084 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.123 2.113872528 23.05 0 1366.791713 2 683.8994751 -0.028991021 -1.98E-05 47.45936469HNDMADLER 4 5454084 1xTMT6plex [N-Term] 1.059 1.092 3.782319546 27.23 0 1329.641865 3 443.8855591 0.195079668 8.65E-05 20.5604232IFLEESLSFGVLGEHGR 2 5454084 1xTMT6plex [N-Term] 1.429 2.317420959 8.03 0 2119.13852 3 707.0471191 -5.528674984 -0.003905343 89.96735477GDIVFVDR 2 5454084 1xTMT6plex [N-Term] 1.077 2.473558903 16.31 0 1149.646539 2 575.3274536 0.949175703 0.000545608 45.07323706EVAQAVLL 6 5454084 1xTMT6plex [N-Term] 1.287 1.207 1.126 2.61798954 72.04 0 1071.661127 2 536.3334961 -1.316911162 -0.000705641 63.17641343LLKEQEIEDQK 1 5454084 3xTMT6plex [N-Term; K3; K11] 1.864 2.140171051 1 2060.220632 3 687.4121094 0.554797376 0.000381002 48.06463481SIALTQAR 6 5454084 1xTMT6plex [N-Term] 0.82 0.98 1.099 2.434682131 16.81 0 1088.662524 2 544.8349609 0.111545128 6.07E-05 30.88198707RGDIVFVDR 2 5454084 1xTMT6plex [N-Term] 1.121 3.559142828 10.77 1 1305.74765 3 435.9201355 -1.376304111 -0.000599035 34.50276329SFVIDHQR 2 5454084 1xTMT6plex [N-Term] 0.348 2.446632624 11.44 0 1230.679236 3 410.8976746 -0.622459806 -0.000255349 26.67170634LLKEQEIEDQKNPR 1 5454084 3xTMT6plex [N-Term; K3; K11] 2.876 2.342005253 2 2427.417434 4 607.6071167 -4.447979558 -0.002699276 43.504050345453621 SLC35A1 CMP-sialic acid transporter isoform a 10559 NP_006407.1 2.37388724 1 1 1 6 337 36.755 8.95 1.32 1.08 1.06 1.15 Significant 0.0052 ENVLGSPK 6 5453621 2xTMT6plex [N-Term; K8] 1.317 1.076 1.061 2.68433094 27.3 0 1301.782922 2 651.3953857 0.439830916 0.000286282 36.80534134

150417986 ARFGEF2 brefeldin A-inhibited guanine nucleotide-exchange protein 2 10564 NP_006411.2 12.77310924 1 11 20 92 1785 201.909 6.33 1.41 1.37 1.4 1.39 Significant 0.0000744
GLECLVSILK 8 150417986 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.581 1.69 1.597 3.69181776 52.67 0 1589.970071 2 795.4884644 -0.263689908 -0.00020963 97.27456001

ALLTAVTSPHIEIHEGTILQTVR 2 150417986 1xTMT6plex [N-Term] 0.96 3.398034334 16.93 0 2728.55588 4 682.8939209 -0.742493956 -0.000506484 81.56913001DLPEEYLSSIYEEIEGK 8 150417986 2xTMT6plex [N-Term; K17] 1.543 1.515 1.36 4.125973225 38.16 0 2472.279773 3 824.7637939 -1.19101976 -0.000981511 108.6288867VGCNPNEDVAIFAVDSLR 8 150417986 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.303 1.207 5.342455387 47.07 0 2205.117133 2 1103.059082 -2.832333669 -0.003122814 81.08406065LTDQEIGDGK 2 150417986 2xTMT6plex [N-Term; K10] 1.448 3.722132206 41.95 0 1533.852458 2 767.4291382 -0.950882078 -0.000729256 38.94143175IWHVIGDHFNK 6 150417986 2xTMT6plex [N-Term; K11] 1.695 1.468 1.524 4.62847662 27.13 0 1824.032094 4 456.7627563 -1.589275421 -0.000724722 60.08830468
ACQVALDEIK 4 150417986 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.343 1.124 3.734967947 58.45 0 1604.908199 2 802.9577637 0.032016629 2.57E-05 53.5860714LDSTQVGDFLGDSAR 6 150417986 1xTMT6plex [N-Term] 1.565 1.78 1.627 4.424505234 42.68 0 1809.918022 2 905.4638672 1.345566468 0.001217683 61.13379051IWIPEEPSQVPAALSPVW 8 150417986 1xTMT6plex [N-Term] 1.76 100 1.745 3.197227478 22.2 0 2248.221522 2 1124.611816 -2.297521597 -0.002582669 109.6022355LDGNAIVDFVR 6 150417986 1xTMT6plex [N-Term] 0.918 1.23 0.991 2.394147873 18.53 0 1447.810644 2 724.4091187 0.218422685 0.000158117 68.70618296ANFIEADKYFLPFELACQSK 2 150417986 3xTMT6plex [N-Term; K8; K20]; 1xCarbamidomethyl [C17] 1.469 4.007081509 13.61 1 3078.657741 4 770.4176025 -2.975473249 -0.002290116 101.279844

YFLPFELACQSK 2 150417986 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.26 3.607613325 29.07 0 1961.060677 3 654.3573608 -1.605187695 -0.00104929 91.50400644DSWEEIQQR 2 150417986 1xTMT6plex [N-Term] 2.513 3.083803892 23.77 0 1419.706573 2 710.3565063 -0.589709665 -0.000418607 33.73616798DFLRPFEHIMK 4 150417986 2xTMT6plex [N-Term; K11] 1.501 1.37 2.966203451 6.55 0 1891.066431 4 473.5228577 1.676204501 0.000792454 71.10085964LGTAAPPK 6 150417986 2xTMT6plex [N-Term; K8] 0.896 0.977 0.938 2.065992594 5.66 0 1212.771629 2 606.8894653 0.020312202 1.23E-05 35.95963418FSHVLQK 4 150417986 2xTMT6plex [N-Term; K7] 1.531 1.308 2.810516596 19.24 0 1316.809078 3 439.607605 -0.619557237 -0.000271946 40.91457496QNVASEK 4 150417986 2xTMT6plex [N-Term; K7] 1.105 1.097 2.543852091 25.84 0 1233.720322 2 617.3638306 0.050621532 3.12E-05 19.40192478LVNDLSK 6 150417986 2xTMT6plex [N-Term; K7] 1.137 1.078 0.928 2.718220949 13.08 0 1246.777109 2 623.8912354 -1.535628832 -0.000957293 48.28861446LPGEAQK 2 150417986 2xTMT6plex [N-Term; K7] 1.163 1.739683747 11.42 0 1200.735244 2 600.8710938 -0.277338407 -0.000166505 30.17462338WMVIQTLTR 2 150417986 1xTMT6plex [N-Term] 1.057 2.380441904 3.52 0 1376.792158 2 688.8994141 -0.440309742 -0.000303107 77.9214679551479145 ARFGEF1 brefeldin A-inhibited guanine nucleotide-exchange protein 1 10565 NP_006412.2 13.14223905 1 14 23 99 1849 208.634 5.85 1.22 1.23 1.19 1.21 Significant 0.0000981
FTLLTVSSGITEMK 2 51479145 2xTMT6plex [N-Term; K14] 1.199 4.196587086 27.68 0 1985.139321 3 662.3843384 -0.432767248 -0.000286368 91.49055107EYTSDDMNVAPEDR 6 51479145 1xTMT6plex [N-Term] 1.593 0.976 1.894 5.187979221 78.38 0 1870.832638 2 935.9196167 -0.363988498 -0.000340481 31.34746618GLECLVSILK 8 51479145 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.581 1.69 1.597 3.69181776 52.67 0 1589.970071 2 795.4884644 -0.263689908 -0.00020963 97.27456001
KEDAENLAAAQR 6 51479145 2xTMT6plex [N-Term; K1] 1.226 1.502 0.936 3.426531553 24.68 1 1773.985932 3 592.0003662 0.345799142 0.000204481 26.50330397VGCNPNEDVAIFAVDSLR 8 51479145 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.303 1.207 5.342455387 47.07 0 2205.117133 2 1103.059082 -2.832333669 -0.003122814 81.08406065EIIEQGIDLFNK 12 51479145 2xTMT6plex [N-Term; K12] 1.083 1.065 1.262 4.826229095 56.35 0 1877.078435 3 626.3616943 -4.211636572 -0.002635191 85.19545784SVDNRPQAPLVSASAVNEEVSK 6 51479145 2xTMT6plex [N-Term; K22] 1.083 1.062 1.211 5.601930618 33.27 0 2755.499042 3 919.1704712 -0.791778821 -0.000727249 51.4890569IWEVIGDHFNK 2 51479145 2xTMT6plex [N-Term; K11] 1.211 2.937000275 31.67 0 1816.015776 3 606.0095825 -0.870747615 -0.000527097 81.60483493VSAWEEVQQR 4 51479145 1xTMT6plex [N-Term] 1.344 1.164 4.407066822 37.21 0 1460.769508 2 730.887085 -1.78987726 -0.001307299 41.76394356VDTQDQGMYR 2 51479145 1xTMT6plex [N-Term] 0.837 3.290312529 30.38 0 1441.694294 2 721.3497314 -1.46201548 -0.00105389 38.07972585HFPATIDSFQDAVK 4 51479145 2xTMT6plex [N-Term; K14] 1.4 1.344 4.680054665 29.74 0 2034.106047 3 678.7060547 -1.19767969 -0.000812069 62.33041034LDGNAIVDFVR 6 51479145 1xTMT6plex [N-Term] 0.918 1.23 0.991 2.394147873 18.53 0 1447.810644 2 724.4091187 0.218422685 0.000158117 68.70618296FLTSQQLFK 4 51479145 2xTMT6plex [N-Term; K9] 1.881 0.79 3.474381208 29.06 0 1569.940485 2 785.4729614 -1.171552969 -0.000919634 71.37558155
YFLPFELACQSK 2 51479145 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.26 3.607613325 29.07 0 1961.060677 3 654.3573608 -1.605187695 -0.00104929 91.50400644
DFLRPFEHIMK 4 51479145 2xTMT6plex [N-Term; K11] 1.501 1.37 2.966203451 6.55 0 1891.066431 4 473.5228577 1.676204501 0.000792454 71.10085964LPEQQTEK 4 51479145 2xTMT6plex [N-Term; K8] 1.245 1.254 2.172480583 28.86 0 1430.825515 2 715.9182129 2.5396886 0.001816926 30.33334789TNFIEADK 2 51479145 2xTMT6plex [N-Term; K8] 1.199 2.097273588 10.71 0 1395.788402 2 698.4003906 3.656048434 0.002551535 43.9499331QNVASEK 4 51479145 2xTMT6plex [N-Term; K7] 1.105 1.097 2.543852091 25.84 0 1233.720322 2 617.3638306 0.050621532 3.12E-05 19.40192478LVNDLSK 6 51479145 2xTMT6plex [N-Term; K7] 1.137 1.078 0.928 2.718220949 13.08 0 1246.777109 2 623.8912354 -1.535628832 -0.000957293 48.28861446

TNFIEADKYFLPFELACQSK 1 51479145 3xTMT6plex [N-Term; K8; K20]; 1xCarbamidomethyl [C17] 0.979 2.930027723 1 3108.668305 3 1036.892578 -1.648382682 -0.001708092 100.2929237
LPGEAQK 2 51479145 2xTMT6plex [N-Term; K7] 1.163 1.739683747 11.42 0 1200.735244 2 600.8710938 -0.277338407 -0.000166505 30.17462338ELTIPTK 2 51479145 2xTMT6plex [N-Term; K7] 1.154 2.594574213 19.83 0 1259.79751 2 630.4016724 -1.1443533 -0.000720827 60.44998458WMVIQTLTR 2 51479145 1xTMT6plex [N-Term] 1.057 2.380441904 3.52 0 1376.792158 2 688.8994141 -0.440309742 -0.000303107 77.92146795222144309 RABAC1 prenylated Rab acceptor protein 1 10567 NP_006414.2 20 1 3 3 22 185 20.635 7.34 1.48 1.39 1.47 1.45 Significant 0.000387 DAEAEGLSGTTLLPK 12 222144309 2xTMT6plex [N-Term; K15] 1.467 1.38 1.462 5.252893448 79.04 0 1960.100293 2 980.5524292 -1.383144308 -0.001355551 68.34851089ATIRPWSTFVDQQR 6 222144309 1xTMT6plex [N-Term] 1.729 1.499 1.59 5.802224159 24.37 0 1934.04456 3 645.3521729 -1.341771211 -0.000865015 56.39045282NLGELCQR 4 222144309 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.376 1.363 2.912844181 33.1 0 1218.646222 2 609.8259888 -1.248246546 -0.000760585 44.9871728190194363 DPYSL4 dihydropyrimidinase-related protein 4 10570 NP_006417.2 2.797202797 1 1 1 14 572 61.838 7.09 1.02 1 1.01 1.01 Significant 0.0000327 MDENEFVAVTSTNAAK 12 190194363 2xTMT6plex [N-Term; K16] 1.017 0.975 1.012 3.939435482 46.22 0 2185.121105 3 729.0454712 0.345854615 0.000251911 51.97198931MDENEFVAVTSTNAAK 2 190194363 2xTMT6plex [N-Term; K16]; 1xOxidation [M1] 1.1 2.495684385 9.4 0 2201.11602 3 729.0454712 0.345854615 0.000251911 51.9719893126051229 MRPL28 39S ribosomal protein L28, mitochondrial 10573 NP_006419.2 37.5 1 6 6 30 256 30.138 8.29 1.12 1.54 1.15 1.27 Significant 0.0112 IYVAELIQQLQQQALSEPAVVQK 12 26051229 2xTMT6plex [N-Term; K23] 0.736 1.03 0.979 6.200899601 66.73 0 3054.760342 3 1018.923035 -1.895829933 -0.001930435 112.7164287GLWGGEGWILGQIYANNDK 5 26051229 2xTMT6plex [N-Term; K19] 1.433 0.932 1.374 4.015985012 31.8 0 2549.355279 3 850.4559937 -0.726027864 -0.000616968 101.537947EFAIPEEEAEWVGLTLEEAIEK 2 26051229 2xTMT6plex [N-Term; K22] 1.495 3.634871244 13.9 0 2990.565056 3 997.526123 -0.41462712 -0.000413323 112.8253267QDPQLHPEDPER 2 26051229 1xTMT6plex [N-Term] 0.927 3.45475316 14.35 0 1689.839378 3 563.9506226 -1.221302004 -0.000687935 21.54981877TPTPVHYRPHGAK 3 26051229 2xTMT6plex [N-Term; K13] 1.282 2.435 3.462560892 2.67 0 1919.101571 4 480.5300903 -1.583773324 -0.000759855 20.82286769YPVWLWK 6 26051229 2xTMT6plex [N-Term; K7] 1.033 1.047 1.217 2.967772007 25.67 0 1449.865864 2 725.4367065 0.187828367 0.000136163 87.841375135453607 CCT7 T-complex protein 1 subunit eta isoform a 10574 NP_006420.1 65.74585635 1 30 30 395 543 59.329 7.65 1.13 1.16 1.15 1.15 Significant 0.0000591 TFSYAGFEMQPK 8 5453607 2xTMT6plex [N-Term; K12] 1.245 1.213 4.522219181 50.9 0 1863.971527 2 932.4896851 0.303651198 0.000282999 67.41062074KTFSYAGFEMQPK 6 5453607 3xTMT6plex [N-Term; K1; K13] 1.382 1.215 1.313 5.429992199 18.51 1 2221.229422 3 741.0804443 -1.189747516 -0.000880901 62.39581451ATISNDGATILK 24 5453607 2xTMT6plex [N-Term; K12] 1.069 1.173 1.13 4.739467621 62.59 0 1661.983807 2 831.494751 -0.951517619 -0.000790703 50.05691703

INALTAASEAACLIVSVDETIK 7 5453607 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C12] 1.229 100 0.99 6.309257507 53.37 0 2747.526503 3 916.5142212 0.585109631 0.000535868 115.8628836
EGTDSSQGIPQLVSNISACQVIAEAVR 26 5453607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.009 1.41 1.322 7.147281647 85.85 0 3058.567643 3 1020.19397 -0.093844683 -9.57E-05 91.40177065LPIGDVATQYFADR 12 5453607 1xTMT6plex [N-Term] 1.127 1.122 1.164 4.341381073 62.77 0 1794.958765 2 897.9830933 0.080683434 7.24E-05 77.57165339SQDAEVGDGTTSVTLLAAEFLK 24 5453607 2xTMT6plex [N-Term; K22] 1.056 1.081 1.146 6.609956741 57.9 0 2710.455112 3 904.1567993 0.270478273 0.000244373 105.254952

TMMACGGSIQTSVNALSADVLGR 8 5453607 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C5] 0.675 1.055 7.19135952 73.09 0 2584.273058 3 856.7646484 0.486209994 0.000416241 87.2281334
TMMACGGSIQTSVNALSADVLGR 14 5453607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.985 0.992 1.083 8.202126503 84.58 0 2568.278143 3 856.7646484 0.486209994 0.000416241 87.2281334STVDAPTAAGR 6 5453607 1xTMT6plex [N-Term] 1.449 1.682 1.602 4.770297527 62.71 0 1274.690195 2 637.8481445 -0.9277215 -0.000591279 19.47347958QQLLIGAYAK 20 5453607 2xTMT6plex [N-Term; K10] 1.263 1.209 1.758 4.8665452 67.32 0 1562.967035 2 781.9860229 -1.449366181 -0.001132656 67.28105653QVKPYVEEGLHPQIIIR 19 5453607 2xTMT6plex [N-Term; K3] 1.142 1.199 1.183 7.65430975 41.7 0 2477.464435 4 620.1217041 0.222548604 0.000137839 68.98154257IALLNVELELK 2 5453607 2xTMT6plex [N-Term; K11] 1.055 4.320557594 55.41 0 1713.092629 2 857.0494385 -0.600432725 -0.000514298 102.0592537GGAEQFMEETER 12 5453607 1xTMT6plex [N-Term] 1.04 0.948 1.399 5.308840275 67.79 0 1612.747452 2 806.8774414 0.095782201 7.72E-05 42.07762762QLCDNAGFDATNILNK 16 5453607 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C3] 1.17 1.164 1.158 5.313935757 53.93 0 2252.174537 3 751.395813 -0.733395715 -0.000550578 75.31097759

VQGGALEDSQLVAGVAFK 16 5453607 2xTMT6plex [N-Term; K18] 1.295 1.205 1.206 5.693733215 52.6 0 2247.274903 2 1124.141602 0.455393774 0.000511697 77.19009135TATQLAVNK 10 5453607 2xTMT6plex [N-Term; K9] 1.195 1.373 0.832 4.120179653 51.14 0 1403.862235 2 702.4349976 0.344262546 0.000241649 36.38967796CQVFEETQIGGER 4 5453607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.266 3.825738668 32.56 0 1781.868964 2 891.4389038 0.879367237 0.000783459 42.07574192LLDVVHPAAK 24 5453607 2xTMT6plex [N-Term; K10] 1.107 1.13 1.168 3.742501974 33.5 0 1520.95647 2 760.980957 -1.204825737 -0.000916244 52.80551895SLHDAIMIVR 36 5453607 1xTMT6plex [N-Term] 1.005 1.081 1.014 4.487593651 61.34 0 1383.797971 2 692.4020386 -0.846092845 -0.000585411 51.54414946GGAEQFMEETER 15 5453607 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.129 1.088 1.057 2.768549919 46.61 0 1628.742367 2 806.8774414 0.095782201 7.72E-05 42.07762762IKEIAVTVK 12 5453607 3xTMT6plex [N-Term; K2; K9] 1.715 2.05 1.661 4.398371696 22.63 1 1688.128904 3 563.3803101 -1.496961644 -0.000842355 58.70551429SLHDAIMIVR 8 5453607 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.837 1.067 0.984 3.538034439 26.65 0 1399.792886 2 692.4020386 -0.846092845 -0.000585411 51.54414946NDSVVAGGGAIEMELSK 2 5453607 2xTMT6plex [N-Term; K17] 2.123 3.614486217 35.06 0 2135.14184 3 712.3842773 -1.667930759 -0.00118709 72.80190236MVVDAVMMLDDLLQLK 2 5453607 2xTMT6plex [N-Term; K16]; 1xOxidation [M1] 1.002 3.086282969 19.38 0 2308.273054 3 770.0942993 -2.040330875 -0.00156988 113.2623289IHHSGAK 4 5453607 2xTMT6plex [N-Term; K7] 1.226 1.234 2.610498905 16.54 0 1207.731162 3 403.2487183 0.364265799 0.000146645 15.50357644VPEEDLKR 5 5453607 2xTMT6plex [N-Term; K7] 1.258 1.285 1.4 2.838072062 3.3 1 1443.85715 3 481.9571533 -0.168360881 -8.10E-05 45.57391256AEKDNAEIR 5 5453607 2xTMT6plex [N-Term; K3] 1.533 1.245 1.462 2.917149782 8.86 1 1503.853127 3 501.9558411 -0.104436157 -5.24E-05 18.78895651TLVDIAK 6 5453607 2xTMT6plex [N-Term; K7] 1.174 1.143 1.02 2.865733147 38.42 0 1217.786945 2 609.3970337 -0.126735788 -7.72E-05 116.361147TCTFILR 10 5453607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.142 1.069 1.45 2.524710894 15.98 0 1139.644431 2 570.3252563 -1.048734723 -0.000597592 46.33454253EIAVTVK 10 5453607 2xTMT6plex [N-Term; K7] 0.904 0.808 0.859 2.881882906 27.74 0 1217.786945 2 609.3969116 -0.327214718 -0.000199239 43.40185437VPEEDLK 5 5453607 2xTMT6plex [N-Term; K7] 0.948 0.893 0.932 2.345168114 33.14 0 1287.756039 2 644.3809204 -1.145123488 -0.00073732 37.70748351
MVVDAVMMLDDLLQLK 2 5453607 2xTMT6plex [N-Term; K16]; 2xOxidation [M1; M] 1.545 2.438140154 15.02 0 2324.267969 3 770.0942993 -2.040330875 -0.00156988 113.2623289ALEIIPR 15 5453607 1xTMT6plex [N-Term] 0.98 1.1 1.567 3.049286604 24.14 0 1040.666547 2 520.8374023 0.94309508 0.000490724 55.4740286538455427 CCT4 T-complex protein 1 subunit delta isoform a 10575 NP_006421.2 74.02597403 1 34 35 542 539 57.888 7.83 1.17 1.2 1.21 1.19 Significant 0.000101

AQDIEAGDGTTSVVIIAGSLLDSCTK 45 38455427 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C24] 1.218 1.253 1.253 7.695147038 83.88 0 3079.623316 3 1027.21106 -1.523088567 -0.001563513 100.8379134GIEILTDMSRPVELSDR 4 38455427 1xTMT6plex [N-Term] 1.369 1.092 4.799415588 24.79 0 2160.153184 2 1088.576904 -0.720050373 -0.000783468 56.36924394TDMDNQIVVSDYAQMDR 16 38455427 1xTMT6plex [N-Term] 1.208 1.209 1.156 4.387024879 62.47 0 2230.031748 2 1115.516235 -2.938983663 -0.003277013 55.81729097VIDPATATSVDLR 23 38455427 1xTMT6plex [N-Term] 1.172 1.194 1.102 4.297038555 64.22 0 1586.895102 3 529.6368408 0.546331598 0.00028899 55.83398917DALSDLALHFLNK 20 38455427 2xTMT6plex [N-Term; K13] 1.19 1.312 1.301 4.322374821 53.28 0 1915.105319 3 639.039856 -0.158826203 -0.00010139 95.78702371VVSQYSSLLSPMSVNAVMK 2 38455427 2xTMT6plex [N-Term; K19]; 1xOxidation [M12] 1.003 4.397903919 65.36 0 2514.371188 3 838.7946777 -0.679448954 -0.000569462 81.76635484VVSQYSSLLSPMSVNAVMK 18 38455427 2xTMT6plex [N-Term; K19] 1.297 1.444 1.458 5.193489552 59.71 0 2498.376273 3 838.7946777 -0.679448954 -0.000569462 81.76635484
KTGCNVLLIQK 6 38455427 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C4] 1.509 1.491 1.541 4.778764248 28.93 1 1961.218464 3 654.4103394 -1.019485402 -0.000666478 53.98853186
TLSGMESYCVR 12 38455427 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.306 1.571 1.332 4.759142399 50.19 0 1531.744615 2 766.3751221 -1.075792504 -0.00082392 43.23492607

LGGTIDDCELVEGLVLTQK 22 38455427 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C8] 1.089 1.08 1.038 6.311072826 57.8 0 2518.383861 3 840.1330566 0.299923251 0.000251774 93.61743739
GDVTITNDGATILK 24 38455427 2xTMT6plex [N-Term; K14] 0.951 0.938 0.961 5.056152344 95.65 0 1876.079164 2 938.5422974 -0.983675675 -0.000922727 57.46192049TIGTKPVAHIDQFTADMLGSAELAEEVNLNGSGK 2 38455427 3xTMT6plex [N-Term; K5; K34] 1.371 6.343983173 11.9 0 4201.241783 4 1051.065796 -0.102297433 -0.000107444 96.46072189ALIAGGGAPEIELALR 18 38455427 1xTMT6plex [N-Term] 1.088 1.158 1.234 5.762682915 66.1 0 1780.053 3 594.0219727 -0.918563239 -0.00054503 80.73659728AFADAMEVIPSTLAENAGLNPISTVTELR 24 38455427 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.846 3.626 100 6.108299732 53.81 0 3275.703074 3 1087.238525 -2.189121779 -0.002378633 112.3171976AFADAMEVIPSTLAENAGLNPISTVTELR 17 38455427 1xTMT6plex [N-Term] 1.289 0.959 1.321 6.923479557 78.56 0 3259.708159 3 1087.238525 -2.189121779 -0.002378633 112.3171976MIQDGKGDVTITNDGATILK 10 38455427 3xTMT6plex [N-Term; K6; K20] 1.546 2.16 1.897 5.791204929 22.18 1 2777.568591 3 926.5259399 -1.916973643 -0.001774842 64.99969527

IGLIQFCLSAPK 14 38455427 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.819 1.598 1.726 4.541782379 47.23 0 1805.075933 2 903.041687 0.090890048 8.20E-05 91.02187785
KLGGTIDDCELVEGLVLTQK 24 38455427 3xTMT6plex [N-Term; K1; K20]; 1xCarbamidomethyl [C9] 1.369 1.39 1.397 7.103563309 43.57 1 2875.641756 3 959.2169189 -1.930951256 -0.001850908 87.01434513

GIEILTDMSRPVELSDRETLLNSATTSLNSK 6 38455427 2xTMT6plex [N-Term; K31] 100 1.551 100 6.123167515 12.98 1 3849.067952 4 963.0227051 0.269668531 0.000259493 86.1033185SGATAGAAGGR 10 38455427 1xTMT6plex [N-Term] 0.826 1.132 1.094 3.987809181 80.66 0 1104.595901 2 552.8010864 -0.909426186 -0.000502274 14.25448587ETLLNSATTSLNSK 12 38455427 2xTMT6plex [N-Term; K14] 0.918 0.927 1.041 5.5900383 74 0 1937.095542 2 969.0517578 0.359897065 0.000348578 56.92521194GIEILTDMSRPVELSDR 12 38455427 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.156 1.238 1.291 3.536576271 34.41 0 2176.148099 2 1088.576904 -0.720050373 -0.000783468 56.36924394
DIEREDIEFICK 6 38455427 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.668 1.66 1.652 5.206563473 29.24 1 2025.072698 3 675.6945801 -1.733901024 -0.001170425 55.602998
TGCNVLLIQK 14 38455427 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.333 1.329 1.361 4.026620865 50.46 0 1603.960569 2 802.4829102 -1.262872379 -0.001012799 55.7218108

TDMDNQIVVSDYAQMDR 12 38455427 1xTMT6plex [N-Term]; 1xOxidation [M] 1.916 1.162 1.629 2.46329999 41.21 0 2246.026663 2 1115.516235 -2.938983663 -0.003277013 55.81729097SIHDALCVIR 50 38455427 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.15 1.276 1.226 4.529290199 53.42 0 1412.788135 3 471.6009521 0.118889244 5.60E-05 45.40725115QMQVLHPAAR 6 38455427 1xTMT6plex [N-Term] 1.142 1.171 1.08 4.303822517 42.18 0 1379.777905 3 460.5975037 0.038489041 1.77E-05 28.50771562AYILNLVK 20 38455427 2xTMT6plex [N-Term; K8] 1.22 1.319 1.28 3.978704214 46 0 1391.902644 2 696.454895 -0.093469854 -6.51E-05 78.40628942
ITGCASPGK 23 38455427 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.207 1.211 1.244 3.663478374 45.14 0 1348.765892 2 674.8863525 -0.343930609 -0.000231941 38.05563647LVIEEAER 13 38455427 1xTMT6plex [N-Term] 1.175 1.243 1.09 3.464780569 39.92 0 1187.683319 2 594.3452148 -0.13951741 -8.29E-05 54.47224215EDIEFICK 4 38455427 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.136 0.995 3.739594936 35.57 0 1511.817987 2 756.4122314 -0.529917875 -0.00040057 58.10161594
FSNISAAK 6 38455427 2xTMT6plex [N-Term; K8] 0.996 1.167 1.084 3.776248693 44.94 0 1295.772358 2 648.3897705 -0.07196046 -4.66E-05 42.22481447

TLSGMESYCVR 10 38455427 1xTMT6plex [N-Term]; 1xOxidation [M5]; 1xCarbamidomethyl [C9] 1.234 1.327 1.417 2.525822878 40.92 0 1547.73953 2 766.3751221 -1.075792504 -0.00082392 43.23492607IDDVVNTR 12 38455427 1xTMT6plex [N-Term] 1.197 1.237 1.115 3.139850378 36.77 0 1160.647268 2 580.8267822 -0.844172818 -0.000489893 34.57615614MLVELSK 12 38455427 2xTMT6plex [N-Term; K7] 1.146 0.958 1.074 3.294589281 31.61 0 1277.790316 2 639.3985596 -0.370482832 -0.0002367 61.76380541TAGINVR 6 38455427 1xTMT6plex [N-Term] 1.023 1.075 1.396 2.625625849 28.49 0 959.5835453 2 480.2956238 0.443576378 0.000212824 23.20182215TVTIVVR 11 38455427 1xTMT6plex [N-Term] 1.013 0.8 0.998 2.807453156 35.67 0 1016.666547 2 508.8370056 0.18490868 9.40E-05 39.82932819AVADAIR 6 38455427 1xTMT6plex [N-Term] 1.078 1.087 1.259 1.951766729 28.83 0 944.5726463 2 472.7897644 -0.417195446 -0.000197036 25.59064491VSNSGITR 6 38455427 1xTMT6plex [N-Term] 0.89 1.1 1.102 3.135819197 24.7 0 1062.610488 2 531.809082 0.375680933 0.000199601 18.32883061PENVAPR 3 38455427 1xTMT6plex [N-Term] 0.863 1.033 0.921 17.38 0 1011.57846 2 506.2926941 -0.344339485 -0.000174163 19.91082229MLVELSK 6 38455427 2xTMT6plex [N-Term; K7]; 1xOxidation [M1] 1.04 1.039 1.133 2.048874378 17.84 0 1293.785231 2 639.3985596 -0.370482832 -0.0002367 61.763805415453603 CCT2 T-complex protein 1 subunit beta isoform 1 10576 NP_006422.1 74.20560748 1 34 34 736 535 57.452 6.46 1.16 1.12 1.13 1.14 Significant 0.000112 GSGNLEAIHIIK 2 5453603 2xTMT6plex [N-Term; K12] 1.039 3.255916119 26 0 1710.031426 3 570.6818848 -0.189828748 -0.000108204 66.80052305KLGGSLADSYLDEGFLLDKK 2 5453603 4xTMT6plex [N-Term; K1; K19; K20] 1.727 6.934224129 40.3 2 3085.795504 4 772.2043457 0.016003167 1.23E-05 83.61677267DASLMVTNDGATILK 20 5453603 2xTMT6plex [N-Term; K15] 1.072 1.114 1.144 4.818202496 60.37 0 2007.119648 2 1004.063049 -0.411593394 -0.000413059 66.6722424LKGSGNLEAIHIIK 6 5453603 3xTMT6plex [N-Term; K2; K14] 2.898 2.557 2.577 4.837933064 21.73 1 2180.373385 4 545.8485718 -0.425303589 -0.00023183 63.36019074ILIANTGMDTDKIK 6 5453603 3xTMT6plex [N-Term; K12; K14] 1.714 1.945 1.792 5.788588047 28.03 1 2220.324051 3 740.7796631 0.173379112 0.000128319 66.11806451LGGSLADSYLDEGFLLDKK 16 5453603 3xTMT6plex [N-Term; K18; K19] 1.167 1.245 0.963 7.385454655 30.86 1 2728.537609 4 682.8861694 -5.409760737 -0.003690184 91.00854271KLGGSLADSYLDEGFLLDK 12 5453603 3xTMT6plex [N-Term; K1; K19] 1.054 1.014 1.017 6.48703146 55.62 1 2728.537609 3 910.1835327 -0.573089212 -0.000521232 86.78373794QDLMNIAGTTLSSK 32 5453603 2xTMT6plex [N-Term; K14] 1.054 1.044 1.023 4.746616364 85.82 0 1937.077783 2 969.0441284 1.650354965 0.001598433 68.37020843LALVTGGEIASTFDHPELVK 30 5453603 2xTMT6plex [N-Term; K20] 1.111 1.246 1.157 7.059345722 84.07 0 2555.44851 3 852.4840088 -4.319051144 -0.003679038 91.68830293LIEEVMIGEDK 24 5453603 2xTMT6plex [N-Term; K11] 1.218 1.256 1.205 4.659386158 59.51 0 1733.975944 2 867.4907837 -0.953529484 -0.000826699 76.87215776ILIANTGMDTDK 24 5453603 2xTMT6plex [N-Term; K12] 0.886 0.894 0.93 4.698868752 53.03 0 1749.982092 2 875.4943237 -0.412186539 -0.00036066 56.71264355QVLLSAAEAAEVILR 70 5453603 1xTMT6plex [N-Term] 1.157 1.038 1.123 5.947897434 79.55 0 1812.079215 3 604.6972046 -1.188695533 -0.000718003 108.2275092VQDDEVGDGTTSVTVLAAELLR 72 5453603 1xTMT6plex [N-Term] 1.211 1.066 1.115 7.549994946 107.85 0 2517.324542 3 839.7792358 -0.551391148 -0.000462677 101.8174785AAHSEGNTTAGLDMR 12 5453603 1xTMT6plex [N-Term] 1.057 1.194 1.052 6.316603661 100.08 0 1759.859462 3 587.2907104 -1.070319753 -0.000627871 35.92318277LTSFIGAIAIGDLVK 26 5453603 2xTMT6plex [N-Term; K15] 1.186 1.284 1.285 6.003211021 87.16 0 1976.21962 2 988.6125488 -0.910427025 -0.000899602 112.6153208GATQQILDEAER 16 5453603 1xTMT6plex [N-Term] 1.284 1.294 1.354 5.104306221 74.03 0 1559.822666 2 780.4140015 -1.243256913 -0.00096963 42.33077037TVYGGGCSEMLMAHAVTQLANR 6 5453603 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C7] 1.24 0.943 6.526951313 70.65 0 2611.262828 3 871.0914307 -1.183070421 -0.001029769 71.02617258



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

TVYGGGCSEMLMAHAVTQLANR 11 5453603 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.664 1.813 1.335 8.562227249 58.12 0 2595.267913 3 871.0914307 -1.183070421 -0.001029769 71.02617258EALLSSAVDHGSDEVK 28 5453603 2xTMT6plex [N-Term; K16] 1.071 1.167 1.109 6.860729218 72.99 0 2115.133384 2 1058.072021 1.599198791 0.001691259 49.41786958QLIYNYPEQLFGAAGVMAIEHADFAGVER 40 5453603 1xTMT6plex [N-Term] 1.469 1.025 0.952 6.713182926 57.96 0 3438.735377 3 1146.916626 -0.015113205 -1.73E-05 106.9962699QLIYNYPEQLFGAAGVMAIEHADFAGVER 7 5453603 1xTMT6plex [N-Term]; 1xOxidation [M17] 100 1.734 0.858 4.948025227 49.25 0 3454.730292 3 1146.916626 -0.015113205 -1.73E-05 106.9962699MLPTIIADNAGYDSADLVAQLR 59 5453603 1xTMT6plex [N-Term] 1.103 1.094 1.182 6.635501862 100.12 0 2576.359154 3 859.4572144 -0.801104765 -0.000687978 101.17725EGTIGDMAILGITESFQVK 18 5453603 2xTMT6plex [N-Term; K19] 1.194 0.923 1.006 6.292529583 52.5 0 2467.351833 3 823.1221313 0.003284075 2.70E-06 106.9110954LGGSLADSYLDEGFLLDK 16 5453603 2xTMT6plex [N-Term; K18] 0.88 0.728 0.736 5.590461254 73.75 0 2371.279714 2 1186.144287 0.66798056 0.000791984 93.04554748
SLHDALCVLAQTVK 28 5453603 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 1.294 1.212 1.226 5.377829552 68.6 0 2013.156703 2 1007.081421 -0.565044501 -0.000568762 82.44571499

VAEIEHAEKEK 10 5453603 3xTMT6plex [N-Term; K9; K11] 1.722 1.247 1.179 3.885647058 20.78 1 1970.152552 3 657.388916 -0.181495146 -0.000119191 37.31309557NIGVDNPAAK 6 5453603 2xTMT6plex [N-Term; K10] 1.331 1.304 1.206 4.478055 51.32 0 1456.852399 2 728.9292603 -0.792724224 -0.000577441 36.71817909EAVAMESYAK 12 5453603 2xTMT6plex [N-Term; K10] 1.22 1.132 1.104 4.569153786 59.38 0 1556.839451 2 778.9229126 -0.579516846 -0.000451107 53.72884794AAHSEGNTTAGLDMR 15 5453603 1xTMT6plex [N-Term]; 1xOxidation [M14] 1.078 1.139 1.143 5.056310654 42.93 0 1775.854377 3 587.2907104 -1.070319753 -0.000627871 35.92318277VAEIEHAEK 10 5453603 2xTMT6plex [N-Term; K9] 0.991 1.075 1.016 3.275950193 27.04 0 1483.852064 2 742.4281616 -2.033745738 -0.001508889 32.47074938IHPQTIIAGWR 12 5453603 1xTMT6plex [N-Term] 1.058 1.126 1.026 3.532318592 37.69 0 1520.889898 3 507.634613 -0.402395119 -0.000204 53.67625058HGINCFINR 8 5453603 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.033 0.965 1.087 4.083628178 25.9 0 1359.715305 3 453.9098511 -0.224111138 -0.000101576 31.81056298LAVEAVLR 22 5453603 1xTMT6plex [N-Term] 1.199 1.258 1.189 3.278791189 45.36 0 1099.70366 2 550.3554688 0.000463761 2.55E-07 58.23040238EAESLIAK 8 5453603 2xTMT6plex [N-Term; K8] 1.213 1.324 1.256 3.630475283 41.63 0 1318.798238 2 659.9023438 -0.627169476 -0.000413555 45.13455406ILIANTGMDTDK 2 5453603 2xTMT6plex [N-Term; K12]; 1xOxidation [M8] 1.057 1.872509122 20.62 0 1765.977007 2 875.4943237 -0.412186539 -0.00036066 56.71264355LIEEVMIGEDK 6 5453603 2xTMT6plex [N-Term; K11]; 1xOxidation [M6] 0.895 0.826 0.825 2.459246397 31.2 0 1749.970859 2 867.4907837 -0.953529484 -0.000826699 76.87215776EAVAMESYAK 9 5453603 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 1.215 1.159 2.660512209 44.19 0 1572.834366 2 778.9229126 -0.579516846 -0.000451107 53.72884794AGADEER 10 5453603 1xTMT6plex [N-Term] 0.981 0.962 0.838 2.553219318 39.4 0 976.4897044 2 488.7484131 -0.158596782 -7.74E-05 13.90926308ILLSSGR 16 5453603 1xTMT6plex [N-Term] 0.998 1.128 1.162 2.653126717 33.41 0 974.6195964 2 487.8132324 -0.41884675 -0.000204108 37.77463293DASLMVTNDGATILK 1 5453603 2xTMT6plex [N-Term; K15]; 1xOxidation [M5] 1.549 2.668149471 0 2023.114563 2 1004.063049 -0.411593394 -0.000413059 66.6722424VLVDMSR 6 5453603 1xTMT6plex [N-Term] 1.054 1.2 1.119 2.631132126 29.2 0 1048.602232 2 524.8047485 -0.010823635 -5.67E-06 40.187653975453678 NPC2 epididymal secretory protein E1 precursor 10577 NP_006423.1 49.00662252 1 7 7 92 151 16.559 7.65 1.3 1.3 1.35 1.31 Significant 0.00016
AVVHGILMGVPVPFPIPEPDGCK 18 5453678 2xTMT6plex [N-Term; K23]; 1xOxidation [M8]; 1xCarbamidomethyl [C22] 0.925 1.127 1.371 5.828091621 25.86 0 2903.592749 3 963.2050781 0.985963131 0.000949022 105.9521031
AVVHGILMGVPVPFPIPEPDGCK 20 5453678 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C22] 1.409 1.521 1.238 7.002802849 51.84 0 2887.597834 3 963.2050781 0.985963131 0.000949022 105.9521031

DCGSVDGVIK 12 5453678 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.432 0.983 1.105 3.342250824 48.79 0 1507.81905 2 754.4127197 -0.58838418 -0.000443588 35.6562131
EVNVSPCPTQPCQLSK 12 5453678 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C7; C12] 1.32 1.292 1.467 4.346663475 35.23 0 2302.193559 3 768.0692749 -0.12474319 -9.57E-05 47.78372813

DKTYSYLNK 8 5453678 3xTMT6plex [N-Term; K2; K9] 2.297 1.676 1.68 4.321467876 24.06 1 1819.056861 2 910.0317383 -0.363505679 -0.000330619 39.32920215
SGINCPIQK 10 5453678 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.179 1.23 1.352 3.596981525 44.89 0 1474.845205 2 737.925293 -1.285506095 -0.000947961 36.91023585
TYSYLNK 6 5453678 2xTMT6plex [N-Term; K7] 1.033 1.011 1.208 3.189132214 27.69 0 1346.772023 2 673.8898315 0.269678855 0.000181598 40.67246822SEYPSIK 6 5453678 2xTMT6plex [N-Term; K7] 1.204 1.214 1.25 2.312008619 22.33 0 1281.745474 2 641.3764038 0.04432798 2.84E-05 36.96100871112789550 PARP4 poly [ADP-ribose] polymerase 4 143 NP_006428.2 19.48955916 1 25 25 124 1724 192.472 5.66 0.89 0.92 0.93 0.91 Significant 0.000173 DCPFLISSHFLLDDGMETR 8 112789550 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.777 1.13 0.804 5.691672325 36.07 0 2482.194397 3 828.0692749 -0.453454802 -0.000375188 84.41634854LPMASALPEALCSQSR 4 112789550 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.877 0.918 4.554133892 21.29 0 1960.019333 3 654.0109253 -0.566734764 -0.00037027 75.32834749ENSLITQFTSFVAVEK 6 112789550 2xTMT6plex [N-Term; K16] 0.893 0.976 0.915 4.69451952 52.5 0 2271.26367 3 757.7593384 -0.091501169 -6.93E-05 100.9243708NILLVSDGHLQDESLTLQLVK 4 112789550 2xTMT6plex [N-Term; K21] 1.136 1.351 6.621620655 51.17 0 2793.612615 3 931.875 -0.776249358 -0.000722847 89.62563798LGNVRPLLHGSPVQNIVGILCR 6 112789550 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 0.876 1.688 1.196 7.353478432 20.41 0 2641.52856 4 661.1373901 -0.313925481 -0.000207311 88.52534322

LLDLSWTESCKPTATEPLFK 6 112789550 3xTMT6plex [N-Term; K11; K20]; 1xCarbamidomethyl [C10] 0.909 0.928 1.014 5.203351021 17.87 0 3023.673056 3 1008.560181 -2.337451067 -0.002355896 94.61260293
TTPVDLCLLEESVGSLEGSR 12 112789550 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.676 0.778 0.685 6.078963757 47.92 0 2391.227471 3 797.746521 -1.029375812 -0.000820491 96.28095565

LLLICDVALGK 8 112789550 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.031 0.977 1.026 4.482094288 70.19 0 1673.043571 2 837.0256348 0.252408997 0.000211146 93.82342437
DMVNVCETNLSKPNPPSLAK 2 112789550 3xTMT6plex [N-Term; K12; K20]; 1xCarbamidomethyl [C6] 1.017 3.595592737 17.9 0 2901.57811 3 967.8643188 0.101001234 9.77E-05 61.14624595

ALNENLQDTVEK 2 112789550 2xTMT6plex [N-Term; K12] 1.262 2.187794209 9.44 0 1832.016563 2 916.5114136 -0.552828824 -0.000506396 50.33011237VNETTEFLSK 4 112789550 2xTMT6plex [N-Term; K10] 0.626 1.153 3.719726563 42.74 0 1625.915058 2 813.4608765 -0.358069328 -0.000291095 55.0608461NIPWAFEAIK 5 112789550 2xTMT6plex [N-Term; K10] 1.013 0.989 3.170341253 40.97 0 1646.967035 2 823.9877319 0.699866581 0.000576329 83.61560218EVNLGLLAK 10 112789550 2xTMT6plex [N-Term; K9] 0.791 0.868 0.803 4.165698051 60.03 0 1414.903372 2 707.9555664 0.342385572 0.000242221 71.13422548TSEDASEYFENYIEELKK 5 112789550 3xTMT6plex [N-Term; K17; K18] 1.603 1.333 1.018 3.909921646 8.14 1 2882.491446 3 961.4995117 -2.589504215 -0.002488075 90.75490866QLLGLQPISTVSPLHR 2 112789550 1xTMT6plex [N-Term] 0.843 4.1805439 26.02 0 1988.185411 3 663.4016113 2.449391464 0.001623281 69.36679252VEDYQLPDAK 4 112789550 2xTMT6plex [N-Term; K10] 0.803 0.866 3.22875309 35.04 0 1635.899408 2 818.4522705 -1.310621157 -0.001072022 49.62536663SPVDVLQIFR 6 112789550 1xTMT6plex [N-Term] 0.975 0.881 0.996 3.644455671 21.88 0 1402.825566 2 701.9164429 0.030539925 2.14E-05 88.72662131QVASFGSAAPPR 2 112789550 1xTMT6plex [N-Term] 0.851 3.478653669 28.62 0 1416.779679 2 708.894165 0.970340093 0.000687379 35.26810282NQSLLASSEWPELR 2 112789550 1xTMT6plex [N-Term] 1.179 3.946424961 28.07 0 1858.986042 2 929.9962158 -0.477345905 -0.00044369 66.6910548GIQSLGVK 4 112789550 2xTMT6plex [N-Term; K8] 0.78 1.099 3.099230766 39.3 0 1259.808743 2 630.4077759 -0.371502571 -0.000234011 45.56878331YSHPGETDGTR 4 112789550 1xTMT6plex [N-Term] 0.823 0.995 2.881871462 23.62 0 1448.696737 3 483.5698853 -1.12815073 -0.000544783 22.67859986ISLNDVSK 2 112789550 2xTMT6plex [N-Term; K8] 0.759 2.799426794 21.86 0 1333.809137 2 667.4066772 -2.293542402 -0.001529574 50.46978418HIVGEIK 4 112789550 2xTMT6plex [N-Term; K7] 0.899 0.925 2.99726963 25.44 0 1253.798178 3 418.605011 1.835390276 0.00076707 32.76776619YIFPLDDK 8 112789550 2xTMT6plex [N-Term; K8] 0.887 0.991 0.959 3.016839743 21.49 0 1468.845188 2 734.925293 -1.279135824 -0.000939426 68.91039967TTGTMIHK 4 112789550 2xTMT6plex [N-Term; K8] 0.874 0.814 2.366735458 22.1 0 1346.786627 3 449.5999146 -1.067049247 -0.000479029 41.98758541
22035672 TXNRD2 thioredoxin reductase 2, mitochondrial isoform 1 precursor 10587 NP_006431.2 14.1221374 1 6 7 50 524 56.472 7.5 1 0.97 1.1 1.03 Significant 0.00147

WGLGGTCVNVGCIPK 22 22035672 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C7; C12] 1.432 1.484 1.565 4.755776405 62.36 0 2076.113458 2 1038.556396 -3.825258788 -0.003970836 72.47262898VAVVDYVEPSPQGTR 6 22035672 1xTMT6plex [N-Term] 0.769 0.678 0.783 4.565088272 47.26 0 1845.990793 2 923.4953003 -4.046317072 -0.003734732 52.51533698KVAVVDYVEPSPQGTR 4 22035672 2xTMT6plex [N-Term; K1] 1.406 1.159 5.724396706 39.01 1 2203.248688 3 735.0858154 -2.630366226 -0.001931784 59.32546842
TVGIHPTCSEEVVK 4 22035672 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 0.884 0.98 3.734163523 23.11 0 2014.104333 3 672.0394287 -0.297833224 -0.000199956 39.62052614

AGVDTSPDTQK 4 22035672 2xTMT6plex [N-Term; K11] 1.114 1.103 3.954799175 50.6 0 1576.858272 2 788.9328003 0.033025122 2.60E-05 22.55282248MAEAVQNHVK 4 22035672 2xTMT6plex [N-Term; K10] 0.898 0.969 3.416650295 23.89 0 1584.893218 3 528.9686279 -1.190724344 -0.000629057 30.89411375
DASQCYVK 6 22035672 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.299 1.265 1.347 3.422819138 33.54 0 1428.755722 2 714.8814697 -0.041089512 -2.94E-05 25.74225942

18426973 DRAP1 dr1-associated corepressor 10589 NP_006433.2 34.63414634 1 6 6 24 205 22.336 5.17 1.54 1.04 1.14 1.24 Significant 0.0148 VAAAVPVIISR 2 18426973 1xTMT6plex [N-Term] 1.246 3.721586704 41.99 0 1324.851387 2 662.9285278 -1.213793451 -0.000804048 61.87290786IMQTDEEIGK 4 18426973 2xTMT6plex [N-Term; K10] 0.752 0.997 4.073814392 44.18 0 1621.887129 2 811.4475708 0.453657686 0.000367891 46.6024911DLVASVPDMQGDGEDNHMDGDK 2 18426973 2xTMT6plex [N-Term; K22] 0.803 3.200200796 10.61 0 2803.291493 3 935.1000977 -2.052469842 -0.00191789 51.92488847ALELFLESLLK 8 18426973 2xTMT6plex [N-Term; K11] 0.733 0.887 2.682673216 30.04 0 1734.08173 3 578.6981812 -1.003235856 -0.000579898 113.3047303
KACQVTQSR 4 18426973 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 2.139 2.025 2.511830807 18.23 1 1535.872817 3 512.6288452 -0.543362354 -0.000278178 16.76080731
TMTTSHLK 4 18426973 2xTMT6plex [N-Term; K8] 1.186 1.143 2.936430454 16.24 0 1376.797192 3 459.6035156 -0.870516738 -0.000399508 27.19357841

5454002 DNPH1 2'-deoxynucleoside 5'-phosphate N-hydrolase 1 isoform 1 10591 NP_006434.1 54.02298851 1 7 7 76 174 19.097 5.05 1.09 0.92 0.92 0.98 Significant 0.00335
YFEADPPGQVAASPDPTT 22 5454002 1xTMT6plex [N-Term] 1.066 0.79 0.849 4.418686867 43.05 0 2092.007231 2 1046.50647 -0.749699548 -0.000784188 54.58979389FQVWDYEEGEVEALLDR 24 5454002 1xTMT6plex [N-Term] 1.057 1.029 0.806 4.785266399 49.47 0 2327.139308 3 776.3840332 -0.756963977 -0.000587187 103.3371711FGTVLTEHVAAAELGAR 6 5454002 1xTMT6plex [N-Term] 1.02 0.87 1.081 5.436087608 33.44 0 1971.086091 3 657.7006226 0.620807882 0.000407889 67.34560668GEPGRPALYFCGSIR 6 5454002 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.163 0.998 0.986 4.799419403 17.79 0 1908.995168 3 637.0031738 -0.104471519 -6.65E-05 49.51055094GEEAAGGDR 8 5454002 1xTMT6plex [N-Term] 1.222 0.795 3.106899977 59.36 0 1090.532632 2 545.7703247 0.679479037 0.000370497 13.68645928ILCLFRPQSGR 2 5454002 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.682 3.525457144 17.51 0 1575.899083 3 525.9713135 0.193260908 0.00010152 71.43104515VLSAMIR 8 5454002 1xTMT6plex [N-Term] 0.944 0.678 0.726 2.627435446 23.27 0 1018.628053 2 509.8174133 -0.493428237 -0.00025131 53.7269352191208426 PRPF8 pre-mRNA-processing-splicing factor 8 10594 NP_006436.3 41.32762313 1 76 76 527 2335 273.427 8.84 1.29 1.34 1.38 1.34 Significant 0.000379

DNPNLLFNMCGFECR 6 91208426 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C14] 1.283 2.074 4.030392647 43.26 0 2115.961167 2 1058.481934 -2.162781894 -0.002288181 74.72948978
AQIAGYLYGVSPPDNPQVK 8 91208426 2xTMT6plex [N-Term; K19] 1.526 1.296 1.599 5.754148483 64.04 0 2475.364781 3 825.7912598 -2.243961443 -0.001851541 68.75856059TDMIQALGGVEGILEHTLFK 2 91208426 2xTMT6plex [N-Term; K20]; 1xOxidation [M3] 1.76 5.873111725 40.39 0 2646.457695 3 882.8233643 -0.814506337 -0.000718519 112.128355ITDAYLDQYLWYEADK 10 91208426 2xTMT6plex [N-Term; K16] 1.431 1.337 1.539 4.983960629 62.81 0 2465.264064 2 1233.135376 -0.238610088 -0.000294118 92.02452211

MNSSCADILLFASYK 6 91208426 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 1.212 1.407 1.584 3.814228058 27.69 0 2178.133918 3 726.7159424 -0.295845704 -0.000214797 88.29888215
DINLQDEDWNEFNDINK 4 91208426 2xTMT6plex [N-Term; K17] 0.964 1.366 4.532310486 62.53 0 2580.261832 3 860.7580566 -0.858412157 -0.000738309 74.06475695QILMASGSTTFTK 2 91208426 2xTMT6plex [N-Term; K13] 1.485 3.695126295 31.35 0 1843.039941 2 922.0240479 0.476231201 0.000438857 61.42202072TEDPDLPAFYFDPLINPISHR 6 91208426 1xTMT6plex [N-Term] 1.583 1.42 1.521 4.980069637 30.78 0 2686.371433 3 896.1273193 -1.499506784 -0.001342744 96.22951197ASEMAGPPQMPNDFLSFQDIATEAAHPIR 6 91208426 1xTMT6plex [N-Term] 2.26 1.401 1.534 6.541564465 53.44 0 3370.639762 3 1124.217163 -0.838328148 -0.000941901 90.8785954YIQPWESEFIDSQR 8 91208426 1xTMT6plex [N-Term] 1.466 1.366 1.345 4.498591423 42.82 0 2027.007172 3 676.3436279 4.518394997 0.00305294 71.56278758WCQGINNLQDVWETSEGECNVMLESR 6 91208426 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C19] 6.674466133 52.79 0 3383.529226 3 1128.513428 -1.033124481 -0.001165202 87.36748775
AAVMHDILDMMPEGIK 8 91208426 2xTMT6plex [N-Term; K16] 1.396 1.474 1.299 4.91427803 39.73 0 2229.184573 3 743.7321777 -1.163383645 -0.000864466 93.7563299NLNYLHLDYNFNLKPVK 6 91208426 3xTMT6plex [N-Term; K14; K17] 1.739 1.474 1.56 5.460939884 17.41 0 2792.606632 4 698.9060059 -1.589250863 -0.001109538 80.25313175

TIIITCSFTPGSCTLTAYK 6 91208426 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C6; C13] 2.265 2.077 1.192 5.356391907 51.53 0 2592.381753 3 864.7985229 -0.284534615 -0.000245874 80.15162576
ELGGLGMLSMGHVLIPQSDLR 2 91208426 1xTMT6plex [N-Term]; 1xOxidation [M10] 1.681 5.507941723 34.31 0 2468.320266 3 818.1126099 -0.846131674 -0.000691663 90.71293493ELGGLGMLSMGHVLIPQSDLR 6 91208426 1xTMT6plex [N-Term] 0.707 0.959 1.296 7.136639118 45.25 0 2452.325351 3 818.1126099 -0.846131674 -0.000691663 90.71293493QGYNMLNLLIHR 4 91208426 1xTMT6plex [N-Term] 1.223 1.475 5.17567873 47.46 0 1700.946761 3 567.6536255 -0.257212728 -0.000145835 75.6936796LTLEDLEDSWDR 4 91208426 1xTMT6plex [N-Term] 1.144 0.975 4.244437218 48.23 0 1720.859111 2 860.9330444 -0.173362718 -0.000149166 78.18198096EVGIEFMDLYSHLVPVYDVEPLEK 6 91208426 2xTMT6plex [N-Term; K24]; 1xOxidation [M7] 1.674 1.546 5.075527191 27.63 0 3295.721239 3 1093.909546 -3.731959157 -0.004079935 112.2672206EVGIEFMDLYSHLVPVYDVEPLEK 2 91208426 2xTMT6plex [N-Term; K24] 1.484 6.776288033 58.8 0 3279.726324 3 1093.909546 -3.731959157 -0.004079935 112.2672206EMEPLGWIHTQPNESPQLSPQDVTTHAK 4 91208426 2xTMT6plex [N-Term; K28] 1.569 1.072 8.953170776 57.78 0 3628.847001 4 907.9658203 -1.529392118 -0.001387483 68.19027732HGDEIITSTTSNYETQTFSSK 6 91208426 2xTMT6plex [N-Term; K21] 1.076 1.001 1.311 6.598653316 73.05 0 2804.399053 3 935.4716797 0.510844738 0.000477538 48.9488827SGMSHEEDQLIPNLYR 4 91208426 1xTMT6plex [N-Term] 1.402 1.201 6.018044949 42.7 0 2118.048719 3 712.0189819 -0.581684085 -0.00041378 51.87906701EQSQLTATQTR 4 91208426 1xTMT6plex [N-Term] 1.173 1.167 4.3516469 49.95 0 1491.796451 2 746.4019165 0.070745451 5.28E-05 18.0980231ITDAYLDQYLWYEADKR 6 91208426 2xTMT6plex [N-Term; K16] 1.537 1.225 1.671 5.245875835 27.72 1 2621.365175 3 874.4592896 -0.709221162 -0.000619709 84.1312248SQEPLPDDDEEFELPEFVEPFLK 18 91208426 2xTMT6plex [N-Term; K23] 1.288 1.31 1.451 4.868190289 38.68 0 3207.602563 4 802.661499 6.734856742 0.005400686 109.3578737TTITEPHHIWPTLTDEEWIK 4 91208426 2xTMT6plex [N-Term; K20] 1.369 1.293 5.895291805 21.17 0 2905.550015 4 727.1394653 -4.812721103 -0.0034959 72.45608053TILQHLSEAWR 4 91208426 1xTMT6plex [N-Term] 0.915 0.863 4.100778103 26.64 0 1582.890292 3 528.3016357 0.03933094 2.08E-05 63.54266251LLENMPMPWEQIR 12 91208426 1xTMT6plex [N-Term] 1.086 1.092 0.9 3.939116478 33.35 0 1885.986577 2 943.4957275 -1.271531783 -0.001199046 91.55473817SGMSHEEDQLIPNLYR 6 91208426 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.183 1.05 0.946 5.18306303 45.23 0 2134.043634 3 712.0189819 -0.581684085 -0.00041378 51.87906701WGDYDSHDIER 6 91208426 1xTMT6plex [N-Term] 1.194 1.04 1.394 4.950431824 43.4 0 1621.744415 3 541.2532959 0.566781858 0.000306392 32.09761294GMLDPLEVHLLDFPNIVIK 3 91208426 2xTMT6plex [N-Term; K19] 1.829 1.702 4.118062973 3 0 2621.514087 3 874.5083008 -1.426021805 -0.001246112 112.2555023LVVDSHVQYR 15 91208426 1xTMT6plex [N-Term] 1.358 1.334 1.264 4.640407085 45.29 0 1444.810979 3 482.275238 0.12599664 6.07E-05 34.53614293ALNMAIPGGPK 8 91208426 2xTMT6plex [N-Term; K11] 1.49 100 1.663 3.518877745 54.25 0 1526.912891 2 763.9591064 -1.279902336 -0.00097715 61.82418727AISAANLHLR 12 91208426 1xTMT6plex [N-Term] 1.816 1.531 1.265 5.22074604 67.58 0 1294.779285 3 432.2640686 -1.260662317 -0.000544093 38.50448082ETGYTYILPK 8 91208426 2xTMT6plex [N-Term; K10] 1.297 1.4 3.518361807 36.78 0 1642.94563 2 821.9760742 -0.461714914 -0.000379286 59.39277869ADWWTNTAHYNR 6 91208426 1xTMT6plex [N-Term] 1.33 1.425 1.415 3.80763483 20.77 0 1763.845132 3 588.6192017 -1.17960443 -0.000693547 45.26056425TAEEVAALIR 12 91208426 1xTMT6plex [N-Term] 1.238 1.284 1.675 4.082073212 44.34 0 1301.762632 2 651.3845825 -0.570957346 -0.000371625 60.0565763EAVVNTQELLDLLVK 3 91208426 2xTMT6plex [N-Term; K15] 1.399 0.82 4.03839922 39.38 0 2142.278592 3 714.7615356 -3.985409013 -0.002845952 112.3663245WQFTLPMMSTLYR 10 91208426 1xTMT6plex [N-Term] 1.791 1.395 100 3.178833246 27.9 0 1902.980763 3 634.9980469 -0.617738772 -0.000391848 104.6996813TNHIYVSSDDIK 6 91208426 2xTMT6plex [N-Term; K12] 1.368 1.413 1.279 3.603129625 32.5 0 1850.005999 3 617.3392334 -1.5414624 -0.000950572 38.39913803FSPIPFPPLSYK 12 91208426 2xTMT6plex [N-Term; K12] 1.371 1.114 1.431 4.28788662 48.87 0 1851.082064 2 926.0426025 -2.234267164 -0.002067906 99.45658537GTYFPTWEGLFWEK 8 91208426 2xTMT6plex [N-Term; K14] 1.588 1.385 1.377 4.413667679 45.88 0 2219.157748 2 1110.08252 0.006404457 7.11E-06 105.3120604FPPVVFYTPK 22 91208426 2xTMT6plex [N-Term; K10] 1.32 1.41 1.517 3.608353376 59.35 0 1652.981622 2 826.9946289 0.217269506 0.000179571 87.45379303YELQLANPK 10 91208426 2xTMT6plex [N-Term; K9] 1.194 1.391 1.641 3.394816399 42.04 0 1533.9041 2 767.4558105 0.159393113 0.000122247 53.68366699FTLWWSPTINR 14 91208426 1xTMT6plex [N-Term] 1.422 1.377 1.395 3.888169289 29.99 0 1649.900128 3 550.6364746 -3.186600077 -0.001752524 91.09023281ASGFEESMK 4 91208426 2xTMT6plex [N-Term; K9] 1.417 1.466 3.95638442 31.94 0 1443.755387 2 722.3807373 -0.823457101 -0.000594435 39.53793924DLILADYGK 8 91208426 2xTMT6plex [N-Term; K9] 1.523 1.469 1.627 3.191562653 43.7 0 1465.866652 2 733.4364014 -0.767972737 -0.000562873 62.20727756IIHTSVWAGQK 6 91208426 2xTMT6plex [N-Term; K11] 1.434 1.464 1.273 4.141573906 22.19 0 1698.010296 3 566.6742554 -1.227010651 -0.000694492 51.54609498DVMDSTTTQK 4 91208426 2xTMT6plex [N-Term; K10] 1.071 1.137 3.466196775 30.36 0 1583.835094 2 800.4185791 -0.079406483 -6.35E-05 20.36063744ANPALYVLR 6 91208426 1xTMT6plex [N-Term] 1.897 1.723 1.847 3.731962204 31.14 0 1245.751673 2 623.3792114 -0.42297229 -0.000263459 65.09681395ALNMAIPGGPK 2 91208426 2xTMT6plex [N-Term; K11]; 1xOxidation [M4] 1.736 2.761045933 39 0 1542.907806 2 763.9591064 -1.279902336 -0.00097715 61.82418727

GSELQLPFQACLK 2 91208426 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 1.533 2.903563499 25.19 0 1949.09304 2 975.0484009 -1.803260345 -0.001757361 78.39626252VESHFDLELR 6 91208426 1xTMT6plex [N-Term] 1.45 1.642 1.297 4.253827572 44.55 0 1473.789909 3 491.9344788 -0.69613769 -0.000341987 51.46881657TSYEEFTHK 4 91208426 2xTMT6plex [N-Term; K9] 1.428 1.347 3.440802574 25.22 0 1599.841894 3 533.9522095 0.113491195 6.05E-05 36.06236309VWAEYALK 6 91208426 2xTMT6plex [N-Term; K8] 1.251 1.707 1.582 3.762196064 44.61 0 1437.850608 2 719.4265137 -3.378109119 -0.002428608 69.12683983VPGLPTPIENMILR 8 91208426 1xTMT6plex [N-Term] 1.363 1.169 1.04 4.104492664 36.54 0 1779.039992 2 890.0231934 -0.49590861 -0.000441121 96.33166858GYLPSHYER 6 91208426 1xTMT6plex [N-Term] 1.577 1.336 1.426 3.668352127 24.83 0 1350.700366 3 450.9052734 0.667255687 0.000300421 26.39677755DIILGMEISAPSQQR 2 91208426 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.545 2.593587399 18.28 0 1903.015628 2 952.0084229 -3.184028961 -0.003029628 55.76687289LLILALER 4 91208426 1xTMT6plex [N-Term] 1.426 1.547 3.15339613 38.68 0 1169.781911 2 585.3950806 0.832499463 0.000486921 89.01077921ALDIPLVK 12 91208426 2xTMT6plex [N-Term; K8] 1.268 1.307 1.394 3.004543543 45.54 0 1326.876094 2 663.94104 -0.97294079 -0.000645486 76.36765794YYVLNALK 10 91208426 2xTMT6plex [N-Term; K8] 1.467 1.547 1.581 3.40646863 29.62 0 1441.881908 2 721.4429932 -2.218178796 -0.001599176 66.74419328ISLIQIFR 6 91208426 1xTMT6plex [N-Term] 1.48 2.63 2.29 3.158573866 33.22 0 1218.77716 2 609.8919678 -0.410832383 -0.000250357 94.4414574FGNAFHLCR 4 91208426 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.743 1.558 3.446496964 20.09 0 1350.693841 3 450.90271 -0.195734355 -8.81E-05 46.94817909IDLTLLNR 7 91208426 1xTMT6plex [N-Term] 1.216 1.272 3.265644073 45.16 0 1186.735689 2 593.871521 0.064590783 3.83E-05 68.05282422LTPSGYEWGR 6 91208426 1xTMT6plex [N-Term] 1.688 1.422 1.523 3.69004941 35.02 0 1394.726581 2 697.8665161 -0.591451722 -0.000412457 48.08256106WLGNLLAR 9 91208426 1xTMT6plex [N-Term] 1.064 1.371 1.041 3.262445688 28.01 0 1171.714894 2 586.3609009 -0.314609116 -0.000184316 74.02677386VPGLPTPIENMILR 14 91208426 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.013 1.178 1.117 2.936358452 28.69 0 1795.034907 2 890.0231934 -0.49590861 -0.000441121 96.33166858VDDESMQR 6 91208426 1xTMT6plex [N-Term] 1.217 1.246 1.701 3.533674955 36.67 0 1208.577867 2 604.7936401 1.76757617 0.001068127 17.97730238DVMDSTTTQK 6 91208426 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 1.156 1.837 1.126 2.465849638 31.56 0 1599.830009 2 800.4185791 -0.079406483 -6.35E-05 20.36063744LWNLNNYR 2 91208426 1xTMT6plex [N-Term] 1.441 2.942759752 20.56 0 1321.721436 2 661.3637085 -0.979977912 -0.000647629 68.05159563DMNHTNSYGIIR 2 91208426 1xTMT6plex [N-Term] 0.82 2.203303099 11.5 0 1649.826705 3 550.6142578 0.918313115 0.000505019 45.3880217FICISDLR 6 91208426 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.863 1.25 1.317 2.751906157 18.83 0 1252.69211 2 626.8487549 -1.49799329 -0.000938262 67.07948555HTLAYDK 6 91208426 2xTMT6plex [N-Term; K7] 1.33 1.502 1.455 3.209285736 23.05 0 1305.756708 3 435.9241943 1.01257593 0.000440726 23.05450569FNTGPVGK 6 91208426 2xTMT6plex [N-Term; K8] 1.218 1.288 1.293 2.852801085 22.1 0 1277.761793 2 639.3840332 -0.785117974 -0.000501597 39.78685067AVFWDIK 6 91208426 2xTMT6plex [N-Term; K7] 1.321 1.416 1.402 3.001485586 34.23 0 1336.80293 2 668.9046021 -0.749585758 -0.000501024 74.9528147QNPFWWTHQR 2 91208426 1xTMT6plex [N-Term] 1.062 2.594882011 0.92 0 1628.82836 3 543.6112671 -5.594328225 -0.0030374 50.22140519FGDLILK 6 91208426 2xTMT6plex [N-Term; K7] 1.382 1.148 1.286 2.728251934 16.93 0 1263.807681 2 632.4074097 -0.109070442 -6.89E-05 76.52320282WQQLQAK 2 91208426 2xTMT6plex [N-Term; K7] 1.673 2.857117891 10.3 0 1359.814891 2 680.4094238 -2.441599788 -0.001660062 44.87847564SGLNQIPNR 2 91208426 1xTMT6plex [N-Term] 0.326 2.529365063 6.11 0 1227.7007 2 614.3535767 -0.670741401 -0.000411735 28.07779934VDDESMQR 2 91208426 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.116 1.5979985 22.9 0 1224.572782 2 604.7936401 1.76757617 0.001068127 17.97730238RQEAIAQNR 5 91208426 1xTMT6plex [N-Term] 0.647 0.637 1.087 4.345827579 13.53 1 1314.743962 3 438.9195557 0.115476619 5.06E-05 16.10036953WNVSRPSLLADSK 1 91208426 2xTMT6plex [N-Term; K13] 1.288 2.247793674 0 1931.111467 3 644.3745728 -1.191944805 -0.000767259 55.46873219
17511255 PAIP1 polyadenylate-binding protein-interacting protein 1 isoform 1 10605 NP_006442.2 19.41544885 1 7 7 41 479 53.491 4.81 1.01 1.05 1.11 1.06 Significant 0.000755

IENVVLDANCSR 10 17511255 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.023 1.09 1.225 4.090082645 38.71 0 1618.842021 2 809.9230347 -1.994273697 -0.001614207 51.98215031
EATPENDPNYFMNEPTFYTSDGVPFTAADPDYQEK 6 17511255 2xTMT6plex [N-Term; K35] 0.929 1.159 4.852203846 17.47 0 4459.027663 4 1115.509155 -2.886706974 -0.003217977 82.13602724

LTGSVLEDAWK 8 17511255 2xTMT6plex [N-Term; K11] 1.054 1.052 1.1 4.435380936 65.41 0 1676.962343 2 838.9810181 -4.522186929 -0.003791769 72.76304695ADILQVGLR 8 17511255 1xTMT6plex [N-Term] 1.006 1.143 1.017 3.758517504 42.04 0 1213.746588 2 607.3771973 0.436797315 0.000265081 59.91278708YQELLER 4 17511255 1xTMT6plex [N-Term] 0.841 1.106 2.780911684 25.02 0 1179.657104 2 590.3319702 -0.373193457 -0.00022012 43.11990789APPSSQDK 4 17511255 2xTMT6plex [N-Term; K8] 1.003 0.877 1.982322574 19.76 0 1287.730887 2 644.3687744 -0.4772052 -0.000307256 26.52102651GKMDMEEIIQR 1 17511255 2xTMT6plex [N-Term; K2] 1.184 2.898387671 1 1807.981046 3 603.3309937 -1.448363064 -0.000872871 50.11831875453539 PAICS multifunctional protein ADE2 isoform 2 10606 NP_006443.1 52.94117647 1 22 22 233 425 47.049 7.23 1.05 1.04 1.07 1.05 Significant 0.0000701
VVVLMGSTSDLGHCEK 6 5453539 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 1.009 1.165 1.123 6.806865215 79.07 0 2190.166281 3 730.7250977 -2.530077875 -0.001847097 58.70535738
VVVLMGSTSDLGHCEK 6 5453539 2xTMT6plex [N-Term; K16]; 1xOxidation [M5]; 1xCarbamidomethyl [C14] 0.975 0.949 1.124 5.700152874 42.88 0 2206.161196 3 730.7250977 -2.530077875 -0.001847097 58.70535738

EVYELLDSPGK 24 5453539 2xTMT6plex [N-Term; K11] 0.758 0.78 0.891 4.307614326 52.3 0 1707.956923 2 854.4817505 -0.40921608 -0.000349462 65.3267335ASILNTWISLK 24 5453539 2xTMT6plex [N-Term; K11] 0.952 0.991 1.001 5.635976315 69.89 0 1704.046013 2 852.5251465 -1.758621086 -0.001498386 95.31914068
ITSCIFQLLQEAGIK 12 5453539 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 1.131 1.222 1.345 4.566705227 59.16 0 2179.256082 2 1090.130371 -1.200754937 -0.001308376 112.9598279

VELFFKDDANNDPQWSEEQLIAAK 10 5453539 3xTMT6plex [N-Term; K6; K24] 1.614 1.893 1.463 5.196356297 27.42 1 3494.84106 4 874.4650879 -0.726432892 -0.000634692 88.7353821
CGETAFIAPQCEMIPIEWVCR 6 5453539 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C1; C11; C20] 1.53 1.932 1.251 4.053431034 25.16 0 2796.3179 3 932.7778931 0.438308255 0.00040855 93.23271922
IKAEYEGDGIPTVFVAVAGR 6 5453539 2xTMT6plex [N-Term; K2] 1.282 1.216 1.003 6.086884975 43.26 1 2550.433195 3 850.8147583 -1.361685405 -0.001157629 79.5239942

SWLPQNCTLVDMK 24 5453539 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.289 1.334 1.221 4.239627361 46.72 0 2050.086574 2 1025.548218 1.260764744 0.001292338 74.30438437EIVLADVIDNDSWR 26 5453539 1xTMT6plex [N-Term] 1.005 1.112 1.105 5.483736038 76.42 0 1873.985708 2 937.4960938 -0.425376777 -0.000398575 86.91751254DDANNDPQWSEEQLIAAK 8 5453539 2xTMT6plex [N-Term; K18] 0.847 1.053 3.883449316 47.46 0 2502.251267 3 834.7561035 0.995246524 0.000830119 60.24860142TKEVYELLDSPGK 10 5453539 3xTMT6plex [N-Term; K2; K13] 1.221 1.216 1.227 5.571509838 20.33 1 2166.262497 4 542.3202515 -1.532903159 -0.000830168 65.84058642AEYEGDGIPTVFVAVAGR 12 5453539 1xTMT6plex [N-Term] 0.706 0.756 0.687 4.799412251 58.63 0 2080.091236 2 1040.549561 0.292690887 0.000304412 79.10073077
KCGETAFIAPQCEMIPIEWVCR 6 5453539 2xTMT6plex [N-Term; K1]; 3xCarbamidomethyl [C2; C12; C21] 1.989 1.876 2.173 5.344829082 30.74 1 3153.575795 3 1051.859619 -3.643828108 -0.003830363 88.8685644

ACGNFGIPCELR 6 5453539 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C9] 1.52 1.588 2.163 4.490963936 39.59 0 1622.798048 2 811.9022827 -0.467963536 -0.000379705 54.1409845DQITAGNAAR 6 5453539 1xTMT6plex [N-Term] 1.041 0.906 0.945 3.95561409 52.72 0 1245.674879 2 623.3406372 -0.707661326 -0.000440758 31.30830733DLKEVTPEGLQMVK 4 5453539 3xTMT6plex [N-Term; K3; K14] 1.86 2.976 5.336580276 15.96 1 2274.334616 3 758.78302 -0.047882755 -3.63E-05 65.50404127IEFGVDVTTK 6 5453539 2xTMT6plex [N-Term; K10] 1.058 1.187 1.408 4.339421749 45.3 0 1566.91433 2 783.9580688 -3.490423555 -0.002734597 63.94403019IATGSFLK 8 5453539 2xTMT6plex [N-Term; K8] 0.93 0.848 0.943 4.091621876 37.27 0 1294.813494 2 647.9094849 -1.390998353 -0.000900542 59.71974145EVTPEGLQMVK 5 5453539 2xTMT6plex [N-Term; K11]; 1xOxidation [M9] 1.209 0.956 0.862 2.668907404 25.55 0 1704.960629 2 852.9831543 -0.936617669 -0.000798448 58.00772479KNFEWVAER 3 5453539 2xTMT6plex [N-Term; K1] 1.157 1.262 1.388 2.955295086 1 1636.921147 3 546.3117676 -0.242849587 -0.000132509 47.72798179LWPSGDR 11 5453539 1xTMT6plex [N-Term] 0.954 1.062 1.029 2.522089481 14.24 0 1059.57846 2 530.2929688 0.189688643 0.000100495 39.47008899GPDETLR 4 5453539 1xTMT6plex [N-Term] 0.962 1.017 2.545964479 20.34 0 1016.55739 2 508.7819519 -0.750445979 -0.000381436 19.38988719913369 TBL3 transducin beta-like protein 3 10607 NP_006444.2 33.53960396 1 18 18 135 808 88.978 6.9 1.45 1.47 1.52 1.48 Significant 0.000198 LPVPAAAPTPWETHK 8 19913369 2xTMT6plex [N-Term; K15] 1.402 1.344 1.476 5.653065205 49.38 0 2073.189717 4 519.0523682 -1.000542176 -0.000518578 65.88309112
LWALQDFSCLK 12 19913369 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.862 1.824 2.143 3.74918294 48.86 0 1839.023898 2 920.0147705 -0.888169195 -0.000816682 95.53682037ALLLAQWAWQEGSVTR 16 19913369 1xTMT6plex [N-Term] 1.357 1.792 1.542 4.817015648 50.07 0 2058.133375 3 686.7161865 0.306593499 0.000210337 98.94829843DVTEAEQAEEQAR 4 19913369 1xTMT6plex [N-Term] 0.939 1.623 4.412238598 56.25 0 1704.823788 2 852.9146729 -1.008067161 -0.000859288 24.73623252LKESFLVTGSQDCTVK 5 19913369 3xTMT6plex [N-Term; K2; K16]; 1xCarbamidomethyl [C13] 0.996 1.3 4.481451511 14.31 1 2499.409572 3 833.8063354 -2.047944603 -0.001706217 60.88023863

GTQLLSSGSDGLVK 10 19913369 2xTMT6plex [N-Term; K14] 1.564 1.315 100 4.905793667 80.05 0 1820.052949 2 910.5292358 -0.963587523 -0.00087689 55.58616618
GLWCVQFSPMDQVLATASADGTIK 2 19913369 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C4] 2.1 5.096584797 51.28 0 3053.584034 3 1018.529724 -3.083329823 -0.003138402 105.758808EAPEELLAYEGVR 6 19913369 1xTMT6plex [N-Term] 1.548 1.466 1.538 4.80666399 42.37 0 1704.900581 2 852.9533691 -0.656835221 -0.000559919 62.25147793FLGPEDSHVVVASNSPCLK 6 19913369 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C17] 1.494 1.274 2.007 5.673561096 42.49 0 2514.342665 3 838.7856445 -0.113336282 -9.50E-05 67.89160275VNILEVASGAVLR 14 19913369 1xTMT6plex [N-Term] 1.772 1.617 1.266 4.444183826 60.14 0 1569.952558 2 785.4797363 -0.230295972 -0.000180777 94.36885806LWALPQCQLLGVFSGHR 9 19913369 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.345 1.155 1.538 4.761281967 28.72 0 2211.205829 3 737.7403564 0.310706461 0.000229012 99.0548779AIHTAPVATMAFDPTSTLLATGGCDGAVR 6 19913369 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C24] 1.304 1.343 2.531 7.640611172 43.24 0 3130.58627 3 1044.197388 -2.766301043 -0.002886715 82.37161635TVPVFESVEAAVLLPEEPVSQLGVK 18 19913369 2xTMT6plex [N-Term; K25] 1.451 1.394 1.599 7.498447418 54.8 0 3095.764424 4 774.6972656 0.907132978 0.000702067 110.1033822QQELDNLLHEK 4 19913369 2xTMT6plex [N-Term; K11] 1.577 1.493 3.984537363 30.99 0 1825.021983 3 609.012146 -0.053890703 -3.28E-05 56.90212425AALEALLPYTER 6 19913369 1xTMT6plex [N-Term] 0.991 100 3.147549391 24.02 0 1575.894374 3 525.9696655 0.043989009 2.31E-05 78.69540594QEEQVVR 2 19913369 1xTMT6plex [N-Term] 1.548 2.79305315 34.27 0 1116.621053 2 558.8137817 -0.686037072 -0.000383022 28.60591664LEATMLR 6 19913369 1xTMT6plex [N-Term] 1.417 1.219 1.18 2.428383112 21.03 0 1062.617882 2 531.8122559 -0.608648942 -0.000323381 44.23253568LLATGSQDR 1 19913369 1xTMT6plex [N-Term] 1.362 1.540192962 0 1189.673817 2 595.3399658 -0.976477215 -0.000580845 27.73048346374092020 PDLIM5 PDZ and LIM domain protein 5 isoform a 10611 NP_006448.4 42.61744966 1 19 19 151 596 63.935 8.21 0.89 0.92 0.9 0.9 Significant 0.0000953 EVVKPVPITSPAVSK 6 374092020 3xTMT6plex [N-Term; K4; K15] 0.818 0.874 0.929 5.999098778 41.86 0 2238.404016 3 746.805481 -0.94992186 -0.00070877 58.87164719

GALYCELCYEK 8 374092020 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C5; C8] 1.163 1.816 1.345 4.072746754 56.76 0 1863.938513 2 932.4686279 -4.578574113 -0.00426709 56.63730714
DFNMPLTISSLK 14 374092020 2xTMT6plex [N-Term; K12] 0.758 0.886 0.89 4.182123184 44.71 0 1824.034128 2 912.5206299 -0.079271749 -7.23E-05 85.29012846



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

IGDVVLSIDGINAQGMTHLEAQNK 6 374092020 2xTMT6plex [N-Term; K24] 0.815 1.257 0.695 6.727535248 52.24 0 2981.613026 3 994.5428467 0.3222682 0.000320293 90.37243483NTMAYIGFVEEK 6 374092020 2xTMT6plex [N-Term; K12] 1.128 1.466 4.026865005 48.29 0 1859.997742 2 930.5015259 -1.057572352 -0.000983541 77.75629847ISNSATYSGSVAPANSALGQTQPSDQDTLVQR 4 374092020 1xTMT6plex [N-Term] 1.171 7.164336681 68.04 0 3492.740398 3 1164.917358 -0.823440726 -0.000958688 51.76024659ASAAPKPEPVPVQK 16 374092020 3xTMT6plex [N-Term; K6; K14] 0.946 0.926 1.011 5.536700249 22.39 0 2106.288986 3 702.7678223 -0.034517165 -2.42E-05 43.09861084QPTVTSVCSETSQELAEGQR 8 374092020 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.88 0.851 6.237925529 82.76 0 2436.187397 3 812.7332764 -0.870790334 -0.000707136 54.02182529KANNSQEPSPQLASSVASTR 4 374092020 2xTMT6plex [N-Term; K1] 0.788 0.784 7.323583126 60.14 1 2530.362549 3 844.125 -0.830691239 -0.00070065 34.73605411GCTGSLNMTLQR 6 374092020 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.121 0.483 0.816 3.899547815 61.89 0 1566.792963 2 783.9002075 0.11227333 8.80E-05 39.59554288ILAQITGTEHLK 8 374092020 2xTMT6plex [N-Term; K12] 0.825 0.884 0.925 5.676292419 61.04 0 1782.08894 3 594.701355 0.320517901 0.000190397 65.43442616LIEDTEDWRPR 6 374092020 1xTMT6plex [N-Term] 0.967 0.851 0.833 4.631994247 39.15 0 1658.86995 3 553.6271362 -1.865534181 -0.00103156 49.74741772GPFLVALGK 16 374092020 2xTMT6plex [N-Term; K9] 0.869 0.889 0.909 4.289382935 49.22 0 1359.876429 2 680.4412231 -0.925915701 -0.000629565 83.65519591DFNMPLTISSLK 14 374092020 2xTMT6plex [N-Term; K12]; 1xOxidation [M4] 0.854 0.893 0.814 3.499104261 40.06 0 1840.029043 2 912.5206299 -0.079271749 -7.23E-05 85.29012846VTSTNNMAYNK 3 374092020 2xTMT6plex [N-Term; K11]; 1xOxidation [M7] 0.86 0.704 1.851679564 42.48 0 1716.899091 2 858.9517822 -1.63282565 -0.001401698 24.92577328ESEADNTK 6 374092020 2xTMT6plex [N-Term; K8] 0.593 0.712 0.866 3.205794573 42.3 0 1351.710545 2 676.3591919 0.415805784 0.000281025 17.85215363SPSWQRPNQGVPSTGR 2 374092020 1xTMT6plex [N-Term] 0.892 5.216843128 28.72 0 1983.035787 3 661.684082 0.961315859 0.000635441 36.9433161ESEADNTKK 6 374092020 3xTMT6plex [N-Term; K8; K9] 1.186 1.297 1.008 2.287672758 5.01 1 1708.96844 3 570.3273926 -0.477244404 -0.000271865 17.91949077AEHIPAGK 6 374092020 2xTMT6plex [N-Term; K8] 0.906 0.945 0.87 2.586662292 28.8 0 1280.772692 3 427.5960388 0.680210535 0.000290398 26.00795313AAQANVR 6 374092020 1xTMT6plex [N-Term] 1.225 0.876 1.095 2.616560698 22.28 0 958.5631442 2 479.7852173 0.014344712 6.88E-06 15.69007384154800487 ERLIN1 erlin-1 10613 NP_006450.2 41.95402299 1 10 13 91 348 39.146 7.87 1.21 1.19 1.16 1.19 Significant 0.00015 IEVVNMLAPYAVFDIVR 6 154800487 1xTMT6plex [N-Term] 1.418 1.092 3.891648293 44.58 0 2178.219413 3 726.7445068 -0.204677355 -0.000148611 112.6482102EALEPSGENVIQNK 12 154800487 2xTMT6plex [N-Term; K14] 1.154 1.208 1.231 4.37509203 74.3 0 1986.090791 2 993.5482178 -0.821660889 -0.000815947 44.65904486ISEIEDAAFLAR 10 154800487 1xTMT6plex [N-Term] 1.202 1.077 0.879 4.224318504 55.13 0 1563.857988 2 782.4285278 -5.249483008 -0.004104723 73.92511648SVQTTLQTDEVK 14 154800487 2xTMT6plex [N-Term; K12] 1.3 1.427 1.296 5.952846527 71.06 0 1807.021314 2 904.0157471 1.606605634 0.001451585 42.48714059KYQAIASNSK 6 154800487 3xTMT6plex [N-Term; K1; K10] 1.263 1.279 1.645 4.819929123 30.65 1 1797.083745 3 599.699585 0.254296893 0.000152331 31.23318001ADAEYYAAHK 4 154800487 2xTMT6plex [N-Term; K10] 1.116 1.021 3.420559883 40.17 0 1596.842228 3 532.9522095 -0.095690124 -5.09E-05 30.01751973GGALLTSPSGPGYHIMLPFITTFR 6 154800487 1xTMT6plex [N-Term] 100 1.262 1.316 5.814119339 15.78 0 2762.490108 3 921.5009766 -0.626946136 -0.000577311 105.3776136DLNLMAPGLTIQAVR 6 154800487 1xTMT6plex [N-Term] 1.211 1.078 0.991 4.433731079 55.68 0 1841.05162 2 921.0291138 -0.363205969 -0.00033434 80.18879854NFELMEAEK 6 154800487 2xTMT6plex [N-Term; K9] 1.208 1.226 1.244 3.951043606 48.72 0 1568.839451 2 784.9232178 -0.186037599 -0.000145932 57.07672155YQAIASNSK 2 154800487 2xTMT6plex [N-Term; K9] 1.018 3.490514755 29.34 0 1439.82585 2 720.4160156 -0.760543367 -0.000547525 40.83461276LLIAAQK 8 154800487 2xTMT6plex [N-Term; K7] 1.159 1.127 1.154 2.603555441 37.63 0 1214.823665 2 607.9151611 -0.509822448 -0.000309672 52.29238103AVIEAEK 6 154800487 2xTMT6plex [N-Term; K7] 1.126 1.236 1.086 2.580663681 35.56 0 1217.75056 2 609.3782959 -1.02188672 -0.000622202 35.34478433LTPEYLELKK 5 154800487 3xTMT6plex [N-Term; K9; K10] 1.842 1.268 0.965 3.190414429 5.72 1 1921.197712 3 641.0700073 -1.167499487 -0.000747666 65.066062945453682 HEXIM1 protein HEXIM1 10614 NP_006451.1 10.86350975 1 4 4 20 359 40.598 4.89 0.84 0.93 0.79 0.85 Significant 0.0023 AENLQLLTENELHR 6 5453682 1xTMT6plex [N-Term] 0.766 0.685 0.775 3.956090212 36.46 0 1909.034055 3 637.013855 -3.689556283 -0.00234783 55.01084289YHTESLQNMSK 4 5453682 2xTMT6plex [N-Term; K11] 1.032 0.804 4.198615551 25.26 0 1795.94129 3 599.3183594 -0.426018937 -0.000255035 34.80634024EYLELEK 6 5453682 2xTMT6plex [N-Term; K7] 0.839 0.975 0.788 3.525863171 41.51 0 1381.797904 2 691.4029541 0.526823151 0.000363982 51.63381417HWKPYYK 4 5453682 3xTMT6plex [N-Term; K3; K7] 1.013 1.041 2.577648401 6.93 0 1709.014209 4 428.0091248 0.269432188 0.000115116 37.043425735453545 STAMBP STAM-binding protein 10617 NP_006454.1 16.27358491 1 7 7 35 424 48.047 6.29 0.84 0.93 0.98 0.92 Significant 0.00199 GVETCGILCGK 4 5453545 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C5; C9] 1.375 1.647 4.448411465 61.09 0 1651.891169 2 826.4489136 -0.374632163 -0.000309426 50.42723244
LCPQFLQLASANTAR 4 5453545 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.884 1.069 4.133852482 65.69 0 1919.037032 2 960.0148926 -7.568334276 -0.007261957 75.6338062EYTEYNEEK 6 5453545 2xTMT6plex [N-Term; K9] 0.657 1.009 0.944 4.31832695 34.63 0 1662.826303 2 831.9158325 -1.151419685 -0.000957305 28.26759637NEFTITHVLIPK 9 5453545 2xTMT6plex [N-Term; K12] 0.756 0.804 1.04 3.582360983 15.5 0 1870.120241 3 624.046814 3.02013978 0.001882675 70.6022925AVTITDLR 4 5453545 1xTMT6plex [N-Term] 1.121 1.007 3.026003838 35.74 0 1117.67784 2 559.3422852 -0.488349577 -0.000272909 44.87431233IVQEFGK 6 5453545 2xTMT6plex [N-Term; K7] 0.87 1.012 0.88 3.165107965 22.69 0 1278.782194 2 639.8937988 -1.46470115 -0.000936517 52.80455685EAEELAR 2 5453545 1xTMT6plex [N-Term] 1.029 1.806915522 10.87 0 1046.567955 2 523.7869263 -1.317449986 -0.0006894 19.9623622133598952 POLR3F DNA-directed RNA polymerase III subunit RPC6 isoform 1 10621 NP_006457.2 11.07594937 1 3 3 6 316 35.661 6.11 1.04 1.37 1.1 1.17 Significant 0.00744

LVYQIIEDAGNK 2 33598952 2xTMT6plex [N-Term; K12] 1.043 3.418762445 45.64 0 1821.052221 3 607.6894531 0.870658722 0.000528505 83.96158074
YICELGISK 2 33598952 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.37 3.937497377 31.84 0 1540.880922 2 770.9440308 -0.088985827 -6.86E-05 60.15942572VQPPDADPVEIENR 2 33598952 1xTMT6plex [N-Term] 1.095 2.722258806 17.78 0 1807.938758 2 904.4742432 1.356162157 0.001225929 44.0125060948255913 TRIM16 tripartite motif-containing protein 16 10626 NP_006461.3 7.092198582 1 3 3 12 564 63.915 5.49 0.71 0.84 0.83 0.79 Significant 0.00276

MAAISNTVQFLEEYCK 6 48255913 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 0.711 0.733 0.766 5.430390358 40.27 0 2362.21871 3 788.0772705 -0.614751105 -0.000484059 95.88471843AVAEMQFGELLAAVR 2 48255913 1xTMT6plex [N-Term] 0.724 4.433112621 45.64 0 1834.00942 3 612.0075073 -0.791559371 -0.000483909 97.52837436TQVSAVVQR 4 48255913 1xTMT6plex [N-Term] 1.305 0.977 3.351663589 47.9 0 1216.721101 2 608.8636475 -0.890062746 -0.000541479 25.73046285171184421 TXNIP thioredoxin-interacting protein isoform 1 10628 NP_006463.3 13.04347826 1 5 5 20 391 43.633 7.5 0.88 0.82 0.96 0.88 Significant 0.00209 VILDLPLVIGSR 4 171184421 1xTMT6plex [N-Term] 0.866 0.72 4.057077885 35.38 0 1523.97223 2 762.4899292 0.230534672 0.000175664 101.8278943KVILDLPLVIGSR 4 171184421 2xTMT6plex [N-Term; K1] 1.456 0.867 4.282238007 34.36 1 1881.230125 3 627.7481689 -0.091336015 -5.73E-05 92.23503304FGFELPQGPLGTSFK 6 171184421 2xTMT6plex [N-Term; K15] 0.91 0.822 0.956 4.386398792 38.46 0 2083.162834 3 695.0603638 1.778271258 0.00123481 93.82376529AFLDRPSQPTQETK 4 171184421 2xTMT6plex [N-Term; K14] 1.406 1.428 3.433117151 20.8 0 2076.148974 3 692.7214966 0.463404171 0.000320699 41.17964483
YGCVDYWVK 2 171184421 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.582 2.40989995 1.55 0 1647.860521 2 824.4329834 -1.110987915 -0.000915377 61.30857457

51479156 ATP5L ATP synthase subunit g, mitochondrial 10632 NP_006467.4 60.19417476 1 7 7 105 103 11.421 9.64 1.02 1.03 1.09 1.05 Significant 0.000436 IVNSAQTGSFK 20 51479156 2xTMT6plex [N-Term; K11] 0.921 0.933 1.055 4.750687122 62.6 0 1609.931377 2 805.4683838 -1.171690857 -0.000943171 43.82208438KIVNSAQTGSFK 8 51479156 3xTMT6plex [N-Term; K1; K12] 1.083 1.009 1.074 5.686052799 49.83 1 1967.189272 3 656.4019165 0.978046061 0.000641334 41.81132444TPALVNAAVTYSKPR 14 51479156 2xTMT6plex [N-Term; K13] 1.389 1.284 1.382 6.671480179 42 0 2046.211181 3 682.7412109 -1.026882034 -0.000700406 65.92984084VELVPPTPAEIPR 30 51479156 1xTMT6plex [N-Term] 0.975 1.008 1.05 3.73576045 49.78 0 1646.967873 2 823.982605 -6.03529627 -0.00496997 67.72886949LATFWYYAK 12 51479156 2xTMT6plex [N-Term; K9] 1.036 1.001 1.097 4.43000412 51.78 0 1620.919022 2 810.9629517 -0.243756586 -0.000197555 85.52340274GIIGYDV 16 51479156 1xTMT6plex [N-Term] 0.966 0.916 0.903 2.137961149 45.19 0 965.5505138 2 483.2789307 0.073406957 3.54E-05 58.94052754AIQSLKK 5 51479156 3xTMT6plex [N-Term; K6; K7] 1.284 2.522 2.522 2.049460649 0.81 1 1474.992411 3 492.3361816 1.071905092 0.000527017 39.85275081
156104872 ERF ETS domain-containing transcription factor ERF isoform 1 2077 NP_006485.2 7.481751825 1 3 3 11 548 58.666 7.3 0.88 0.95 0.89 0.9 Significant 0.000581

AFLHYPGLVVPQPQRPDK 4 156104872 2xTMT6plex [N-Term; K18] 0.784 0.655 3.948443651 18.11 0 2520.449119 4 630.8668823 -1.356926072 -0.000855016 66.55384127LPHDPGVFR 4 156104872 1xTMT6plex [N-Term] 0.919 0.937 2.867045641 17.11 0 1266.715622 3 422.9093323 -1.719741819 -0.000726141 39.08839751GEGPGEAGGPLTPR 3 156104872 1xTMT6plex [N-Term] 0.905 0.946 2.47380209 18.09 0 1523.801536 2 762.4089966 6.024599559 0.004590147 27.956721375729850 GNAI3 guanine nucleotide-binding protein G(k) subunit alpha 2773 NP_006487.1 46.04519774 1 6 14 149 354 40.506 5.69 1.62 1.34 1.5 1.49 Significant 0.00296
IIHEDGYSEDECK 8 5729850 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.712 1.602 1.871 4.925319672 46.11 0 2052.994842 3 685.0025635 -0.830318848 -0.000568213 32.62778142

EIYTHFTCATDTK 15 5729850 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 0.885 1.183 1.214 4.356277466 40.52 0 2045.041398 2 1023.026489 2.104483376 0.002151878 42.51669423
SPLTICYPEYTGSNTYEEAAAYIQCQFEDLNR 14 5729850 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C25] 100 100 0.956 5.226289272 48.86 0 4032.846914 3 1344.953613 -0.15551204 -0.000209052 106.9095123

TTGIVETHFTFK 6 5729850 2xTMT6plex [N-Term; K12] 1.081 1.149 1.108 4.884019375 38.72 0 1839.041656 3 613.6847534 -1.059761799 -0.000649649 58.61218675ILLLGAGESGK 100 5729850 2xTMT6plex [N-Term; K11] 1.087 1.015 1.068 4.291749477 59.15 0 1515.95105 3 505.9882507 -0.561504103 -0.000283738 68.39923335ISQSNYIPTQQDVLR 12 5729850 1xTMT6plex [N-Term] 1.495 1.537 1.302 4.739945889 53.69 0 1991.07592 2 996.0408936 -0.707893964 -0.000704735 53.35547239NVQFVFDAVTDVIIK 4 5729850 2xTMT6plex [N-Term; K15] 1.212 0.926 3.295501232 28.78 0 2166.257462 3 722.7572632 -0.104290105 -7.53E-05 112.850067
LFDSICNNK 12 5729850 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.313 1.376 1.281 3.362250566 35.02 0 1568.850684 2 784.9285889 -0.499337275 -0.000391693 53.81176043

DGGVQACFSR 2 5729850 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.778 2.521151543 19.59 0 1325.64695 2 663.3286133 2.262761212 0.001499811 113.8743365MFDVGGQR 6 5729850 1xTMT6plex [N-Term] 0.824 0.867 1.04 3.168355227 37.55 0 1138.587644 2 569.7974854 0.043688446 2.49E-05 40.64348327LKIDFGEAAR 4 5729850 2xTMT6plex [N-Term; K2] 1.017 0.344 2.400271893 10.77 1 1577.941548 3 526.6530151 1.865759958 0.000981353 54.73772099IDFGEAAR 4 5729850 1xTMT6plex [N-Term] 1.125 1.153 2.655184984 30.43 0 1107.599589 2 554.3031006 -0.600088815 -0.000332329 38.99758506KDLFEEK 12 5729850 3xTMT6plex [N-Term; K1; K7] 1.297 1.143 1.003 3.01094079 10.76 1 1595.96117 3 532.6585083 -0.124274738 -6.61E-05 47.00831838NLREDGEK 6 5729850 2xTMT6plex [N-Term; K8] 1.253 1.34 1.239 3.115290403 4.43 1 1418.800363 3 473.6044006 -1.208440417 -0.000571512 18.4680369671274107 MCAM cell surface glycoprotein MUC18 precursor 4162 NP_006491.2 15.01547988 1 8 8 55 646 71.563 5.76 0.87 0.88 0.98 0.91 Significant 0.00149 GATLALTQVTPQDER 12 71274107 1xTMT6plex [N-Term] 0.837 0.977 0.884 4.819582462 80.38 0 1828.996607 2 915.0011597 -0.855301785 -0.000782172 49.1425871EVTVPVFYPTEK 12 71274107 2xTMT6plex [N-Term; K12] 0.83 0.807 0.904 4.245201588 40.65 0 1867.061723 2 934.0353394 0.899499421 0.00083971 71.56579689APEEPNIQVNPLGIPVNSK 4 71274107 2xTMT6plex [N-Term; K19] 0.75 0.454 3.874854088 28.95 0 2474.401894 3 825.4719238 -0.273272352 -0.000225395 73.28720106QGQGQSEPGEYEQR 2 71274107 1xTMT6plex [N-Term] 100 2.583632946 25.23 0 1821.856485 2 911.4312744 -0.665552904 -0.000606271 21.51132043VWLEVEPVGMLK 12 71274107 2xTMT6plex [N-Term; K12]; 1xOxidation [M10] 0.866 0.878 1.13 3.672591686 47.88 0 1874.086164 2 937.5458374 -0.942077983 -0.000882768 83.72858608KSELVVEVK 6 71274107 3xTMT6plex [N-Term; K1; K9] 1.112 1.011 0.815 4.034268856 11.93 1 1718.103083 3 573.3719482 -1.042809046 -0.000597218 51.86632672APGDQGEK 4 71274107 2xTMT6plex [N-Term; K8] 0.763 0.811 2.555095196 20.6 0 1259.699587 2 630.3532104 -0.351132577 -0.000221161 18.24463348VSPAAPER 3 71274107 1xTMT6plex [N-Term] 0.804 1.342 2.46394372 11.82 0 1055.604675 2 528.305481 -0.937203066 -0.000494658 104.29224655729991 PSMC4 26S protease regulatory subunit 6B isoform 1 5704 NP_006494.1 62.20095694 1 20 21 197 418 47.337 5.21 0.99 1.1 0.97 1.02 Significant 0.00157 ADTLDPALLRPGR 14 5729991 1xTMT6plex [N-Term] 1.021 0.978 1.023 4.637727737 37.94 0 1623.93797 3 541.9838257 -0.644316001 -0.000348776 49.47146223ENAPAIIFIDEIDAIATK 6 5729991 2xTMT6plex [N-Term; K18] 0.974 1.046 5.344177246 64.44 0 2402.358298 2 1201.684692 1.585877356 0.001904923 112.8731956IQSIPLVIGQFLEAVDQNTAIVGSTTGSNYYVR 9 5729991 1xTMT6plex [N-Term] 2.637 0.922 0.397 5.709821224 41.95 0 3783.01662 3 1261.67688 -0.141006931 -0.000177811 113.3231937KLQQELEFLEVQEEYIKDEQK 4 5729991 4xTMT6plex [N-Term; K1; K17; K21] 1.163 1.211 6.157895565 27.33 2 3583.007681 4 896.5078125 0.485413417 0.00043481 92.2787791AQDEIPALSVSRPQTGLSFLGPEPEDLEDLYSR 16 5729991 1xTMT6plex [N-Term] 1.128 1.362 1.741 7.411363602 47.62 0 3858.959893 4 965.493103 -2.412691732 -0.00232762 94.47807755MNLSEEVDLEDYVARPDK 15 5729991 2xTMT6plex [N-Term; K18] 0.974 1.025 0.89 5.830612183 27.73 0 2581.321989 4 646.0853271 -0.97249249 -0.000627579 70.05689537LQQELEFLEVQEEYIKDEQK 10 5729991 3xTMT6plex [N-Term; K16; K20] 0.854 0.917 0.766 7.057555199 42.33 1 3225.749786 4 807.1917114 -1.478756008 -0.001192524 100.5148127ILLELLNQMDGFDQNVNVK 2 5729991 2xTMT6plex [N-Term; K19]; 1xOxidation [M9] 0.953 3.001660824 14.09 0 2677.463509 3 887.8264771 -1.396149353 -0.001238603 113.003262RFDAQTGADR 6 5729991 1xTMT6plex [N-Term] 1.339 1.842 1.315 4.211610794 29.86 1 1365.707242 3 455.907196 -0.151676163 -6.90E-05 17.82601447GVLMYGPPGCGK 6 5729991 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 0.933 0.975 0.771 3.722701073 59.56 0 1693.91699 2 847.4620361 -0.114695334 -9.71E-05 54.62212899
ILLELLNQMDGFDQNVNVK 5 5729991 2xTMT6plex [N-Term; K19] 1.394 1.299 0.513 4.201274872 25.17 0 2661.468594 3 887.8264771 -1.396149353 -0.001238603 113.003262ELLKPNASVALHK 12 5729991 3xTMT6plex [N-Term; K4; K13] 0.885 0.952 0.883 5.611994743 18.7 0 2107.320621 4 527.5859375 0.616602897 0.000324845 52.13904129EFLHAQEEVK 8 5729991 2xTMT6plex [N-Term; K10] 0.672 0.793 0.722 4.630903721 44.76 0 1687.941942 3 563.3181152 -1.273448347 -0.000716502 51.89096116EFLHAQEEVKR 6 5729991 2xTMT6plex [N-Term; K10] 1.167 1.222 1.109 3.996292114 13.43 1 1844.043053 4 461.7659912 -0.497795455 -0.000229489 34.38052166LIFSTITSK 14 5729991 2xTMT6plex [N-Term; K9] 0.986 1.045 0.938 3.624797583 51.41 0 1467.918687 2 734.4623413 -0.872965801 -0.000640721 75.98411248KDEQEHEFYK 8 5729991 3xTMT6plex [N-Term; K1; K10] 1.019 2.252 1.133 4.368210793 9.07 1 2040.100517 4 510.7802734 -0.61414621 -0.00031323 30.10318067VVGSEFVQK 9 5729991 2xTMT6plex [N-Term; K9] 1.177 1.129 1.159 4.029046535 40.24 0 1450.866986 2 725.9364014 -1.00637456 -0.000730058 60.01566339DEQEHEFYK 6 5729991 2xTMT6plex [N-Term; K9] 0.62 0.599 0.493 3.635220289 10.23 0 1682.842622 3 561.6188354 -0.397382581 -0.000222911 28.92862681KIEFPLPDRR 19 5729991 2xTMT6plex [N-Term; K1] 1.271 1.347 1.294 4.482531548 15.43 2 1729.052495 4 433.0188904 0.71493112 0.000309038 50.37548295ILSTIDR 10 5729991 1xTMT6plex [N-Term] 1.056 1.031 0.982 2.802817106 32.44 0 1046.640726 2 523.8234253 -1.100467461 -0.000575897 54.54782674VIMATNR 6 5729991 1xTMT6plex [N-Term] 1.116 0.991 0.957 2.565698624 28.25 0 1033.602566 2 517.3049316 0.019825077 1.02E-05 42.00477849YLGEGPR 6 5729991 1xTMT6plex [N-Term] 1.08 1.033 0.856 2.562980413 30.05 0 1020.567561 2 510.7872009 -0.426845363 -0.000217812 23.9027891516306548 SARS serine--tRNA ligase, cytoplasmic 6301 NP_006504.2 50.38910506 1 24 24 182 514 58.74 6.43 1.1 1.08 1.05 1.08 Significant 0.000182

ELVSCSNCTDYQAR 18 16306548 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 1.202 1.095 1.215 4.719936371 55.7 0 1931.878877 2 966.442688 -0.402568425 -0.000388857 29.23283777
TICAILENYQTEK 12 16306548 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.127 1.193 1.248 4.544065475 53.29 0 2041.103998 2 1021.05603 0.384863719 0.000392773 71.92324809

EIGNLLHPSVPISNDEDVDNKVER 6 16306548 2xTMT6plex [N-Term; K21] 1.012 0.837 0.924 7.45242548 35.59 1 3147.668626 4 787.6721802 -0.551381699 -0.000433892 62.11053046KLDLEAWFPGSGAFR 10 16306548 2xTMT6plex [N-Term; K1] 1.106 1.061 1.049 5.984540462 25.72 1 2152.195531 3 718.0697632 -0.369120374 -0.000264806 89.46122637YLIATSEQPIAALHR 8 16306548 1xTMT6plex [N-Term] 0.957 0.787 1.02 4.911476612 60.22 0 1912.085363 2 956.5453491 -1.01507383 -0.000970454 59.54450799KEVMQEVAQLSQFDEELYK 10 16306548 3xTMT6plex [N-Term; K1; K19] 1.338 0.995 0.97 5.991439342 38.28 1 3001.615935 3 1001.205688 -4.471911331 -0.00447432 94.63524158GVLVFLEQALIQYALR 14 16306548 1xTMT6plex [N-Term] 0.457 1.161 4.844350338 54.29 0 2062.226213 3 688.0800781 -0.257946968 -0.000177315 113.7643662EPVGDDESVPENVLSFDDLTADALANLK 4 16306548 2xTMT6plex [N-Term; K28] 100 0.888 3.814186811 34.25 0 3431.746996 3 1144.58667 -0.448504618 -0.000513051 109.0550717EVMQEVAQLSQFDEELYK 17 16306548 2xTMT6plex [N-Term; K18] 0.978 1.01 1.123 5.227506638 69.78 0 2644.35804 3 882.1239014 -0.336311658 -0.000296443 96.95866469FKDPGLVDQLVK 10 16306548 3xTMT6plex [N-Term; K2; K12] 1.031 1.095 0.998 5.061181545 33.15 1 2046.256624 3 682.7564087 -0.953304565 -0.000650235 73.22198712IEQFVYSSPHDNK 6 16306548 2xTMT6plex [N-Term; K13] 0.902 0.918 5.081424713 39.52 0 2022.069661 3 674.6936646 -1.592970666 -0.001073699 59.18091914KKEPVGDDESVPENVLSFDDLTADALANLK 6 16306548 4xTMT6plex [N-Term; K1; K2; K30] 0.954 1.892 0.978 6.003798008 32.82 2 4146.262786 4 1037.317871 -3.166971241 -0.003282774 98.94940575GYIPIYTPFFMR 6 16306548 1xTMT6plex [N-Term] 2.04 2.197 2.104 3.218690872 22.1 0 1733.928651 2 867.4673462 -0.712444071 -0.000617664 98.62949872LLIDEAILK 6 16306548 2xTMT6plex [N-Term; K9] 1.031 1.121 3.857583284 37.32 0 1485.965638 2 743.4862061 -0.337915368 -0.000251065 88.34511634DPGLVDQLVK 2 16306548 2xTMT6plex [N-Term; K10] 0.724 3.710613251 26.91 0 1541.930315 2 771.4675903 -1.563401351 -0.001205328 64.39416575SDDNSYDEK 6 16306548 2xTMT6plex [N-Term; K9] 1.166 1.08 1.022 3.737152815 40.07 0 1530.732403 2 765.869812 -0.036104653 -2.76E-05 20.92642039YAGLSTCFR 6 16306548 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.414 1.247 1.152 3.470553398 35.55 0 1303.666623 2 652.3370972 0.225928878 0.000147268 45.38288694GAVVAGSR 4 16306548 1xTMT6plex [N-Term] 1.141 1.055 2.590448618 32.46 0 945.5678952 2 473.2875366 -0.104284222 -4.93E-05 17.07656086VLDLDLFR 5 16306548 1xTMT6plex [N-Term] 1.095 0.944 0.965 32.21 0 1219.72479 2 610.3657837 -0.409048985 -0.000249464 84.67531623IWGDCTVR 12 16306548 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.959 1.086 0.996 3.293982983 21.3 0 1235.640408 2 618.3242798 0.707722333 0.000437245 50.66566933GGDPALIR 4 16306548 1xTMT6plex [N-Term] 0.954 0.936 2.250682116 28.97 0 1027.60976 2 514.3085938 0.146816434 7.54E-05 29.77875168GITVPEK 4 16306548 2xTMT6plex [N-Term; K7] 1.042 1.004 2.219067812 21.73 0 1201.755645 2 601.3811035 -0.59460403 -0.000357284 42.79211683IKLEAER 4 16306548 2xTMT6plex [N-Term; K2] 1.519 1.425 1.154 2.365618706 7.17 1 1316.830207 3 439.6149597 0.090406789 3.97E-05 33.32547637VDKGGDPALIR 2 16306548 2xTMT6plex [N-Term; K3] 1.636 1.403 3.296241522 3.9 1 1598.963012 3 533.6586304 -1.046882702 -0.000557976 36.5841316
166795299 SLC2A1 solute carrier family 2, facilitated glucose transporter member 1 6513 NP_006507.2 12.19512195 1 7 7 69 492 54.049 8.72 1.06 1.14 1.07 1.09 Significant 0.000533

GTADVTHDLQEMK 8 166795299 2xTMT6plex [N-Term; K13] 0.843 0.994 0.993 5.821311474 50.63 0 1902.999533 3 635.0037231 -1.532773054 -0.000972289 46.50941437QGGASQSDKTPEELFHPLGADSQV 6 166795299 2xTMT6plex [N-Term; K9] 1.02 1.331 0.701 4.891349792 23.43 1 2956.50525 3 986.171814 -1.475023753 -0.001453638 63.73539213TFDEIASGFR 13 166795299 1xTMT6plex [N-Term] 1.067 1.22 0.961 4.47121048 58.5 0 1371.710596 2 686.3587036 -0.339345223 -0.000232742 55.92798223GTADVTHDLQEMKEESR 6 166795299 2xTMT6plex [N-Term; K13] 1.343 1.289 1.011 4.412153244 10.4 1 2404.217858 4 601.8092041 -1.194506455 -0.000717963 50.76136988KVTILELFR 12 166795299 2xTMT6plex [N-Term; K1] 1.328 1.296 1.471 4.240130424 21.1 1 1577.01907 3 526.345459 1.74603667 0.000917844 83.48169117VTILELFR 15 166795299 1xTMT6plex [N-Term] 1.218 1.164 1.043 3.30731678 40.73 0 1219.761175 2 610.3851318 1.485407071 0.000905921 93.59311467TPEELFHPLGADSQV 8 166795299 1xTMT6plex [N-Term] 0.675 0.406 0.916 2.855029345 18.99 0 1868.959159 2 934.9834595 0.258638778 0.000241693 68.3481748GTADVTHDLQEMKEESR 1 166795299 2xTMT6plex [N-Term; K13]; 1xOxidation [M12] 0.973 2.457396746 1 2420.212773 4 601.8092041 -1.194506455 -0.000717963 50.761369885730085 DYNLT1 dynein light chain Tctex-type 1 isoform 1 6993 NP_006510.1 38.9380531 1 3 3 32 113 12.444 5.08 1.24 1.06 0.99 1.1 Significant 0.00458 VNQWTTNVVEQTLSQLTK 28 5730085 2xTMT6plex [N-Term; K18] 1.141 1.064 0.95 4.950049877 50.09 0 2547.418273 2 1274.215088 1.816133338 0.002313226 110.1211842EAIESAIGGNAYQHSK 2 5730085 2xTMT6plex [N-Term; K16] 1.126 3.953800678 25.21 0 2133.134053 3 711.7160645 -0.19335898 -0.000137487 43.66175352
YIVTCVIMQK 2 5730085 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.823 3.480794907 19.59 0 1712.984341 3 571.6665649 0.467239659 0.000266791 72.50043103

55770886 USP3 ubiquitin carboxyl-terminal hydrolase 3 isoform 1 9960 NP_006528.2 1.346153846 1 1 1 6 520 58.859 8.18 2.04 1.32 1.84 1.73 Significant 0.015
VLCLHLK 6 55770886 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 2.042 1.32 1.841 2.682327509 22.03 0 1340.848834 3 447.6209412 -0.420587062 -0.000187981 57.29033661

5730037 EXOC5 exocyst complex component 5 10640 NP_006535.1 20.76271186 1 12 12 45 708 81.801 6.71 1 1 0.96 0.99 Significant 0.000183 LLEEFVNHIQELQIMDER 6 5730037 1xTMT6plex [N-Term] 0.718 1.762 0.721 5.429224968 40.42 0 2485.295825 3 829.102478 -1.184747481 -0.000981483 109.0841943SIGTGGIQDLK 8 5730037 2xTMT6plex [N-Term; K11] 1.081 1.094 3.687592745 48.57 0 1546.920478 2 773.9633789 -0.644556404 -0.000498539 52.30067319VCHLGDQLEGVNTPR 2 5730037 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.017 4.756468773 19.42 0 1923.99081 3 642.0008545 -1.455450526 -0.000933424 39.28363817EVAAVLLHFK 4 5730037 2xTMT6plex [N-Term; K10] 1.21 1.168 3.331331253 25.09 0 1584.98777 3 529.0003662 -0.772666648 -0.000408222 80.83085362LIQNVFEIK 2 5730037 2xTMT6plex [N-Term; K9] 1.024 3.645181894 47.6 0 1561.971786 2 781.4899902 0.587865132 0.000459114 84.57939599NVDTVLMELGVR 2 5730037 1xTMT6plex [N-Term] 0.997 3.70029521 30.61 0 1574.877344 2 787.9415894 -0.915404027 -0.000720825 87.439888KSDAEQYLK 3 5730037 3xTMT6plex [N-Term; K1; K9] 0.954 1.15 3.498425007 16.41 1 1769.041211 3 590.352356 0.736840434 0.0004345 39.70406577HILAAEQK 4 5730037 2xTMT6plex [N-Term; K8] 0.863 0.974 4.024962425 34.55 0 1367.841106 3 456.6186218 0.15085708 6.88E-05 28.53478679GGPEAFDPK 6 5730037 2xTMT6plex [N-Term; K9] 0.889 1.131 0.896 2.826199532 20.17 0 1375.762187 2 688.383667 -1.547851544 -0.001064738 38.97982918EQLEECR 3 5730037 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.171 0.754 2.568669558 25.48 0 1192.582953 2 596.7954102 0.495212931 0.000295291 18.66198491TNLPLGPSIDTHGETFLSQEVVVNLLQETK 1 5730037 2xTMT6plex [N-Term; K30] 2.038370132 0 3738.036576 3 1246.684692 0.788598072 0.000982603 108.7407399LSDPSDLPR 4 5730037 1xTMT6plex [N-Term] 0.901 0.972 2.682840824 17.17 0 1228.673482 2 614.8383789 -3.256477459 -0.002000574 34.1305295930795212 IGF2BP3 insulin-like growth factor 2 mRNA-binding protein 3 10643 NP_006538.2 40.58721934 1 18 21 156 579 63.666 8.87 1.07 1.09 1.08 1.08 Significant 0.0000286
SITILSTPEGTSAACK 12 30795212 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 1.132 1.404 1.148 4.948329449 62.5 0 2094.151677 3 698.7212524 -1.180772056 -0.000824239 59.35449639

LLVPTQFVGAIIGK 48 30795212 2xTMT6plex [N-Term; K14] 1.023 1.107 1.226 5.207443237 66.37 0 1914.219226 2 957.6126099 -0.670390005 -0.000641637 111.7690546ITISPLQELTLYNPER 4 30795212 1xTMT6plex [N-Term] 0.593 0.906 5.196868896 29.5 0 2116.185136 3 706.065918 -0.914548409 -0.000645118 93.9751617VAYIPDEMAAQQNPLQQPR 8 30795212 1xTMT6plex [N-Term] 1.027 0.86 1.154 4.383410454 50.83 0 2398.238645 3 800.0847778 0.473445834 0.000378479 63.21698964TVNELQNLSSAEVVVPR 10 30795212 1xTMT6plex [N-Term] 1.106 0.925 0.996 6.637252808 63.4 0 2084.154898 3 695.3882446 -2.263676891 -0.001572618 72.66425858TGYAFVDCPDESWALK 7 30795212 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C8] 0.777 1.082 0.864 3.357704639 30.32 0 2317.15749 3 773.0584106 1.375937375 0.001062755 73.08053481
DQTPDENDQVVVK 4 30795212 2xTMT6plex [N-Term; K13] 1.028 0.941 4.830889225 60.64 0 1945.027856 2 973.0149536 -2.686647094 -0.002612802 33.63742081KIQEILTQVK 6 30795212 3xTMT6plex [N-Term; K1; K10] 1.042 1.091 4.13417244 35.55 1 1887.224595 2 944.1149292 -1.06685848 -0.001006701 69.77426491IPVSGPFLVK 14 30795212 2xTMT6plex [N-Term; K10] 1.117 1.053 1.065 3.548002958 50.33 0 1514.971057 2 757.9887085 -0.605303849 -0.000458509 79.42839733MVIITGPPEAQFK 8 30795212 2xTMT6plex [N-Term; K13] 1.062 0.98 1.167 4.816123486 42.71 0 1889.097062 3 630.3707275 0.30015249 0.000189006 74.21250455IKEENFVSPK 6 30795212 3xTMT6plex [N-Term; K2; K10] 0.962 1.152 1.083 4.206017971 18.06 1 1878.13036 3 626.7141113 -1.373555148 -0.000859905 47.7413464IELHGKPIEVEHSVPK 4 30795212 3xTMT6plex [N-Term; K6; K16] 1.069 1.016 5.207434654 13.32 0 2499.490205 5 500.7008667 -5.992451531 -0.002995615 50.62128355IQEILTQVK 2 30795212 2xTMT6plex [N-Term; K9] 0.998 3.104014874 34.55 0 1529.9667 2 765.4833374 -4.772675975 -0.003651018 75.69235386KIEQDTDTK 13 30795212 3xTMT6plex [N-Term; K1; K9] 1.184 1.269 1.199 3.511348963 20.14 1 1765.03104 3 589.015564 0.622269244 0.000366108 24.01254241MVIITGPPEAQFK 2 30795212 2xTMT6plex [N-Term; K13]; 1xOxidation [M1] 1.043 4.307668686 26.86 0 1905.091977 3 630.3707275 0.30015249 0.000189006 74.21250455

GNVETCAK 4 30795212 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.064 1.029 3.292103767 47.19 0 1336.729507 2 668.867981 -0.61457904 -0.000410763 20.74945437
AIEALSGK 6 30795212 2xTMT6plex [N-Term; K8] 1.048 1.036 1.208 3.630158186 36.92 0 1246.777109 2 623.8913574 -1.339811453 -0.000835223 46.98120701FTEEIPLK 6 30795212 2xTMT6plex [N-Term; K8] 1.032 1.126 1.061 3.285137177 33.66 0 1434.860838 2 717.9334106 -0.90152362 -0.00064678 66.49730018SILEIMHK 6 30795212 2xTMT6plex [N-Term; K8] 1.034 1.053 1.039 3.671278954 32.51 0 1428.864878 3 476.960144 0.700618317 0.000333696 64.76965495ALQSGPPQSR 2 30795212 1xTMT6plex [N-Term] 1.012 2.991037369 25.21 0 1269.711265 2 635.3587646 -0.797152198 -0.000506077 19.38831794AEEEIMK 4 30795212 2xTMT6plex [N-Term; K7] 1.03 1.23 2.658414841 28.14 0 1307.72811 2 654.3682861 0.906997117 0.000593053 36.65834363FAGASIK 4 30795212 2xTMT6plex [N-Term; K7] 1.277 1.013 1.062 2.304488897 19.72 0 1151.718866 2 576.3632202 0.258925764 0.000149105 44.313272025729937 MTX2 metaxin-2 isoform 1 10651 NP_006545.1 32.69961977 1 7 7 50 263 29.744 6.29 1.06 1.04 1.03 1.04 Significant 0.0000714 VPFIHVGNQVVSELGPIVQFVK 10 5729937 2xTMT6plex [N-Term; K22] 1.035 1.061 1.144 7.248236179 52.81 0 2864.680241 3 955.5637817 -1.204139682 -0.001149825 111.3001939

KTLDQVLEDVDQCCQALSQR 2 5729937 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C13; C14] 2.052 4.566596508 36.85 1 2864.464648 3 955.4919434 -1.176817412 -0.001123651 80.37496959
TLDQVLEDVDQCCQALSQR 10 5729937 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C13] 1.497 1.267 1.398 6.608592987 74.9 0 2507.206753 3 836.4063721 -0.873425799 -0.000729953 86.1423947

GHSLSDGLEEVQK 6 5729937 2xTMT6plex [N-Term; K13] 0.946 0.927 5.708199978 61.89 0 1857.011812 2 929.0092773 -0.287678568 -0.000267111 38.93155298ANAEYMSPSGK 8 5729937 2xTMT6plex [N-Term; K11] 0.932 0.943 1.036 4.335043907 52.9 0 1612.840513 2 806.9246826 0.976677087 0.000787612 32.77117321RIEQHYFEDR 8 5729937 1xTMT6plex [N-Term] 1.078 1.105 0.857 4.088925362 29.31 1 1621.82842 4 406.2117615 -1.975357888 -0.000800923 23.58180255LGTQPYFFNK 6 5729937 2xTMT6plex [N-Term; K10] 0.892 1.136 1.132 3.117986441 18.85 0 1672.946299 2 836.975708 -1.29097651 -0.001079867 67.430520095730120 YKT6 synaptobrevin homolog YKT6 10652 NP_006546.1 58.58585859 1 10 10 70 198 22.403 6.92 1.05 1.07 1.04 1.05 Significant 0.0000701 IDWPVGSPATIHYPALDGHLSR 6 5730120 1xTMT6plex [N-Term] 0.905 1.052 0.974 6.121481419 52.77 0 2631.388086 4 658.6021118 -0.558174745 -0.000367194 73.29169806AAYDVSSFSFFQR 12 5730120 1xTMT6plex [N-Term] 1.282 1.26 1.22 4.510092258 45.49 0 1753.874701 2 877.4365234 -5.09209409 -0.004465447 72.26759648SSVQEFMTFTSQLIVER 7 5730120 1xTMT6plex [N-Term] 1.093 1.645 1.158 5.718965054 54.94 0 2231.157935 3 744.3909912 0.217574384 0.000161814 108.5299111EQDYLCHVYVR 6 5730120 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.31 1.244 1.098 4.555457115 34.23 0 1710.847107 3 570.9537354 -0.265205062 -0.000151242 41.83860159IILHNTMESLLER 4 5730120 1xTMT6plex [N-Term] 0.938 0.774 4.333252907 33.9 0 1798.00942 3 600.0075684 -0.705570205 -0.000422874 77.38949564SEVLGTQSK 6 5730120 2xTMT6plex [N-Term; K9] 0.9 1.071 1.06 3.364886284 46.13 0 1406.825515 2 703.9161377 -0.367166624 -0.00025827 29.86117538VQAELDETK 7 5730120 2xTMT6plex [N-Term; K9] 1.078 1.048 1.012 3.672796249 54.81 0 1490.846645 2 745.9259033 -1.418394966 -0.001057305 37.08840112VAFTLLEK 12 5730120 2xTMT6plex [N-Term; K8] 1.056 1.086 1.076 3.371496439 43.66 0 1378.871009 2 689.9382935 -1.231975962 -0.000849368 78.16209179VLDEFSK 6 5730120 2xTMT6plex [N-Term; K7] 1.086 0.984 0.933 2.787837267 33.91 0 1295.761124 2 648.3840942 -0.16390632 -0.000106192 53.22493573EADPMTK 4 5730120 2xTMT6plex [N-Term; K7] 1.02 0.983 2.400627375 26.19 0 1249.686245 2 625.3463135 -0.715721149 -0.000447213 26.515709335729980 PMVK phosphomevalonate kinase 10654 NP_006547.1 18.75 1 3 3 13 192 21.981 5.73 1.15 1.17 1.21 1.18 Significant 0.000225 KIVEGISQPIWLVSDTR 5 5729980 2xTMT6plex [N-Term; K1] 1.192 1.214 0.991 5.864758015 30.08 1 2399.406252 3 800.4728394 -0.953058113 -0.000762258 79.25642196EAYGAVTQTVR 6 5729980 1xTMT6plex [N-Term] 1.112 1.116 1.4 4.399307728 46.16 0 1423.774259 2 712.3899536 -1.143666861 -0.000814162 32.47361429LLDTSTYK 2 5729980 2xTMT6plex [N-Term; K8] 1.16 2.514738083 18.48 0 1398.824453 2 699.9157104 -0.220493402 -0.000154216 50.52476224
5730027 KHDRBS1 KH domain-containing, RNA-binding, signal transduction-associated protein 1 isoform 1 10657 NP_006550.1 27.53950339 1 9 9 137 443 48.197 8.66 1.22 1.15 1.21 1.19 Significant 0.000335

KDDEENYLDLFSHK 10 5730027 3xTMT6plex [N-Term; K1; K14] 1.281 1.261 1.184 5.498726845 32.34 1 2440.296316 4 610.8295898 0.08755699 5.34E-05 61.95358532DSLDPSFTHAMQLLTAEIEK 6 5730027 2xTMT6plex [N-Term; K20]; 1xOxidation [M11] 1.041 100 5.60982275 38.21 0 2720.421703 3 902.149292 2.416152137 0.002178102 107.6614565DSLDPSFTHAMQLLTAEIEK 34 5730027 2xTMT6plex [N-Term; K20] 1.22 1.149 1.172 7.283019543 54.61 0 2704.426788 3 902.149292 2.416152137 0.002178102 107.6614565DDEENYLDLFSHK 6 5730027 2xTMT6plex [N-Term; K13] 1.347 1.153 1.644 3.976875544 42.35 0 2083.038421 3 695.0175171 -0.202996961 -0.00014095 66.77085027SGSMDPSGAHPSVR 12 5730027 1xTMT6plex [N-Term] 1.004 0.927 0.984 4.718585968 46.45 0 1613.79032 3 543.9333496 0.160124242 8.70E-05 15.6606441



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

ASPATQPPPLLPPSATGPDATVGGPAPTPLLPPSATASVK 20 5730027 2xTMT6plex [N-Term; K40] 1.134 1.217 1.191 6.302379131 31.67 0 4185.321131 3 1395.778809 0.17726985 0.00024731 90.26695586
SGSMDPSGAHPSVR 6 5730027 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.873 0.915 1.201 4.620673656 50.19 0 1629.785235 3 543.9333496 0.160124242 8.70E-05 15.6606441YLPELMAEK 12 5730027 2xTMT6plex [N-Term; K9] 1.133 1.106 1.16 3.457802534 44.55 0 1551.885673 2 776.4459229 -0.711171509 -0.000551828 71.05764885ILGPQGNTIK 13 5730027 2xTMT6plex [N-Term; K10] 1.327 1.317 1.365 3.822620392 35.04 0 1498.935734 2 749.9706421 -1.152090962 -0.000863455 46.89413708LQEETGAK 8 5730027 2xTMT6plex [N-Term; K8] 1.362 1.163 1.302 3.291076422 39.98 0 1333.772751 2 667.3897705 -0.365207922 -0.000243552 26.42811953AKEEELR 7 5730027 2xTMT6plex [N-Term; K2] 1.451 1.48 1.282 2.21187067 12.69 1 1332.788736 2 666.8979492 -0.085619346 -5.71E-05 21.37522289YLPELMAEK 3 5730027 2xTMT6plex [N-Term; K9]; 1xOxidation [M6] 1.397 1.115 2.050690174 18.22 0 1567.880588 2 776.4459229 -0.711171509 -0.000551828 71.057648855729790 CTCF transcriptional repressor CTCF isoform 1 10664 NP_006556.1 4.264099037 1 3 3 10 727 82.732 6.96 1.19 1.21 1.06 1.16 Significant 0.00166

YHDPNFVPAAFVCSK 4 5729790 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 1.446 1.213 4.111968994 17.77 0 2210.146866 3 737.3865967 -0.737272696 -0.00054316 65.47407375
YALIQHQK 4 5729790 2xTMT6plex [N-Term; K8] 1.172 1.062 2.942519903 16.96 0 1458.883305 3 486.9663696 0.857235609 0.000416869 32.66935105QLLDMHFK 2 5729790 2xTMT6plex [N-Term; K8] 1.127 2.018273354 8.9 0 1489.860127 3 497.2910767 -0.973265547 -0.000483343 57.449116195730116 DCTN6 dynactin subunit 6 10671 NP_006562.1 13.68421053 1 2 2 7 190 20.734 6.32 0.62 0.87 1.01 0.83 Significant 0.0182 VQTERPQPQTLQLDFLMK 1 5730116 2xTMT6plex [N-Term; K18] 0.807 3.308908939 0 2630.474013 3 877.4967651 0.657174391 0.000576227 79.67098182GDVTIGPR 6 5730116 1xTMT6plex [N-Term] 0.622 0.896 1.013 2.322377443 25.17 0 1043.604675 2 522.3056641 -0.597069959 -0.000311552 27.8105246924111250 GNA13 guanine nucleotide-binding protein subunit alpha-13 isoform 1 10672 NP_006563.2 33.95225464 1 8 10 102 377 44.022 8 1.16 1.2 1.25 1.2 Significant 0.000468

ILLLGAGESGK 100 24111250 2xTMT6plex [N-Term; K11] 1.087 1.015 1.068 4.291749477 59.15 0 1515.95105 3 505.9882507 -0.561504103 -0.000283738 68.39923335APMAAQGMVETR 4 24111250 1xTMT6plex [N-Term] 1.328 1.27 4.241632462 37.51 0 1490.765685 2 745.8867798 0.40118331 0.000299035 45.55278779ALWADSGIQNAYDR 4 24111250 1xTMT6plex [N-Term] 1.381 1.23 4.235718727 40.81 0 1808.912877 2 904.9598389 -0.263354654 -0.000238193 57.3682466SVLSVCFPGCLLTSGEAEQQR 4 24111250 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C10] 1.478 4.732461929 47.13 0 2567.279524 3 856.4293213 -2.381214338 -0.002037748 85.66322969LTESLNIFETIVNNR 10 24111250 1xTMT6plex [N-Term] 1.267 1.385 1.466 4.417218208 45.03 0 1992.096321 3 664.703125 -0.75262425 -0.000499767 105.0911163LGEPDYIPSQQDILLAR 4 24111250 1xTMT6plex [N-Term] 1.265 1.067 3.3488729 33.18 0 2157.1753 2 1079.088989 -2.131344808 -0.002298842 72.71451712VFLQYLPAIR 6 24111250 1xTMT6plex [N-Term] 1.388 1.296 1.257 4.12364769 34.64 0 1448.882687 2 724.9445801 -0.554719686 -0.000401862 92.35637698GIHEYDFEIK 6 24111250 2xTMT6plex [N-Term; K10] 1.165 1.143 1.283 4.447686672 36 0 1708.931043 3 570.3149414 -0.451721708 -0.00025732 53.39917158IIHGQDFDQR 8 24111250 1xTMT6plex [N-Term] 1.092 1.144 1.169 4.140528679 39.9 0 1457.769842 3 486.5944519 -0.713286199 -0.000346602 30.18340644MVDVGGQR 6 24111250 1xTMT6plex [N-Term] 0.789 0.788 0.891 2.918562412 36.86 0 1090.587644 2 545.7975464 0.157542072 8.59E-05 25.8318069414589909 MAP4K5 mitogen-activated protein kinase kinase kinase kinase 5 11183 NP_006566.2 10.28368794 1 8 8 22 846 94.993 7.72 1.42 1.37 0.96 1.25 Significant 0.0133 SDEVTQEISDETR 4 14589909 1xTMT6plex [N-Term] 1.406 2.29 4.386363029 27.14 0 1737.834018 2 869.4190063 -1.888485697 -0.001640937 36.04094646LEPGDDFSLIQQEIFMVK 4 14589909 2xTMT6plex [N-Term; K18] 1.949 1.708 4.032343388 8.01 0 2567.383133 3 856.4682007 2.693789911 0.00230533 109.5414107ALAVELLDK 4 14589909 2xTMT6plex [N-Term; K9] 1.057 1.082 4.019343853 38.5 0 1429.903037 2 715.4553833 0.316526052 0.000226301 77.08661548
DTVLVCLDK 2 14589909 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.826 3.167559147 14.75 0 1520.875837 2 760.940918 -0.839846666 -0.000638651 58.58754819

AIPPPLPPKPR 2 14589909 2xTMT6plex [N-Term; K9] 1.232 2.925165892 6.3 0 1641.061604 3 547.690918 -2.073678247 -0.001134345 51.99713144VGSGTYGDVYK 2 14589909 2xTMT6plex [N-Term; K11] 0.249 2.352768421 13.16 0 1603.873194 2 802.4393921 -1.051305252 -0.00084308 39.32861398ITATIAK 2 14589909 2xTMT6plex [N-Term; K7] 1.679 1.275 2.722296715 0 1175.77638 2 588.3914795 -0.593714618 -0.000349038 42.27466699LQFEPPLRK 2 14589909 2xTMT6plex [N-Term; K9] 2.922097445 19.62 1 1585.983019 3 529.3317261 -1.509503768 -0.000798016 57.43561315
5729810 EBP 3-beta-hydroxysteroid-Delta(8), Delta(7)-isomerase 10682 NP_006570.1 5.217391304 1 1 1 6 230 26.336 7.9 0.94 0.87 1 0.93 Significant 0.0016

HLTHAQSTLDAK 6 5729810 2xTMT6plex [N-Term; K12] 0.935 0.865 1.003 4.244539261 18.35 0 1780.011753 4 445.7581787 -0.487545236 -0.000216959 23.4825853848762932 CCT8 T-complex protein 1 subunit theta isoform 1 10694 NP_006576.2 73.90510949 1 36 36 619 548 59.583 5.6 1.16 1.15 1.19 1.16 Significant 0.000106 LFVTNDAATILR 20 48762932 1xTMT6plex [N-Term] 0.754 0.898 1.104 4.42953968 39.62 0 1562.910358 2 781.9589233 0.13540104 0.00010581 72.7506578LTPPVLEEMGHCDSVYLSEVGDTQVVVFK 14 48762932 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C12] 0.962 1.041 1.158 6.389530659 29.02 0 3706.911241 3 1241.638794 -1.162463914 -0.001442581 89.40761337
LTPPVLEEMGHCDSVYLSEVGDTQVVVFK 24 48762932 2xTMT6plex [N-Term; K29]; 1xOxidation [M9]; 1xCarbamidomethyl [C12] 1.016 1.161 1.145 6.481965542 42.37 0 3722.906156 3 1241.638794 -1.162463914 -0.001442581 89.40761337

ILGSGISSSSVLHGMVFK 6 48762932 2xTMT6plex [N-Term; K18] 1.282 0.966 1.057 6.111182213 53.71 0 2277.304095 3 759.7724609 -0.55558127 -0.000421743 84.01187903
AHEILPNLVCCSAK 8 48762932 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C10; C11] 0.856 1.32 1.249 5.191182613 38.71 0 2070.124023 3 690.7128906 0.046347465 3.20E-05 57.17701576

AIADTGANVVVTGGK 26 48762932 2xTMT6plex [N-Term; K15] 1.166 1.214 1.223 6.393780708 88.32 0 1831.068933 2 916.0372314 -0.954087169 -0.0008735 48.27730682
QITSYGETCPGLEQYAIK 10 48762932 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 1.015 1.143 1.121 4.837975025 51.31 0 2516.310696 3 839.442688 1.118409125 0.000938088 63.68849892EDGAISTIVLR 9 48762932 1xTMT6plex [N-Term] 0.9 1.114 0.968 4.638385296 63.47 0 1402.81031 2 701.9083252 -0.66745259 -0.000468155 51.56374969KETEGDVTSVK 6 48762932 3xTMT6plex [N-Term; K1; K11] 1.188 1.23 1.145 3.571447611 34.63 1 1880.094369 3 627.3693848 -0.408353505 -0.000255914 31.42553718

IAVYSCPFDGMITETK 18 48762932 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C6] 1.088 1.055 1.245 5.27412653 52.84 0 2290.186348 3 764.065979 -1.294203978 -0.000987989 78.12124323
LIAQACVSIFPDSGHFNVDNIR 14 48762932 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.595 1.224 1.106 7.521207333 76.68 0 2702.392186 3 901.4676514 -1.400488226 -0.001261556 81.02560789GSTDNLMDDIER 6 48762932 1xTMT6plex [N-Term] 0.971 0.939 0.841 4.385168076 50.47 0 1594.758016 2 805.8798828 -0.274638643 -0.000221187 30.48473598NVGLDIEAEVPAVK 12 48762932 2xTMT6plex [N-Term; K14] 1.133 1.159 1.205 4.717223644 69.91 0 1912.115549 2 956.5605469 -0.905776851 -0.000865975 72.10395903HEKEDGAISTIVLR 22 48762932 2xTMT6plex [N-Term; K3] 1.232 1.204 1.285 5.581468582 25.56 1 2026.16971 4 507.29776 -0.246623437 -0.000124925 44.58537188DMLEAGILDTYLGK 28 48762932 2xTMT6plex [N-Term; K14] 1.253 1.183 1.188 5.323644161 77.01 0 1997.102935 2 999.0537109 -1.39713129 -0.001395107 93.04234914DMLEAGILDTYLGK 16 48762932 2xTMT6plex [N-Term; K14]; 1xOxidation [M2] 1.216 1.273 1.331 4.745660782 61.88 0 2013.09785 2 999.0537109 -1.39713129 -0.001395107 93.04234914LVPGGGATEIELAK 20 48762932 2xTMT6plex [N-Term; K14] 1.148 1.057 1.264 5.457760334 62.86 0 1813.083521 2 907.0443726 -1.131901972 -0.001026116 66.35373732

KAHEILPNLVCCSAK 12 48762932 3xTMT6plex [N-Term; K1; K15]; 2xCarbamidomethyl [C11; C12] 1.438 1.642 1.449 4.914671898 32.64 1 2427.381918 3 809.7990723 0.307288635 0.000248636 54.65374532
TAEELMNFSK 8 48762932 2xTMT6plex [N-Term; K10] 1.288 1.083 1.273 3.867427826 64.01 0 1627.876565 2 814.4406128 -1.606739798 -0.001307787 62.08132509IGLSVSEVIEGYEIACR 41 48762932 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.826 0.912 1.125 5.848113537 47.84 0 2124.120821 2 1062.5625 -1.458542268 -0.00154906 94.66465612GEENLMDAQVK 28 48762932 2xTMT6plex [N-Term; K11] 1.072 1.025 1.116 4.457818031 58.61 0 1691.903842 2 846.4539795 -1.867420327 -0.001579748 43.36661379HFSGLEEAVYR 24 48762932 1xTMT6plex [N-Term] 1.076 1.02 1.088 5.005963802 48.85 0 1536.800808 3 512.9384155 -0.074627738 -3.82E-05 44.19718593KFAEAFEAIPR 10 48762932 2xTMT6plex [N-Term; K1] 1.319 1.538 1.334 5.16291666 37.21 1 1737.009962 2 869.0084839 -0.15590962 -0.000135408 63.5995614LATNAAVTVLR 6 48762932 1xTMT6plex [N-Term] 1.124 1.24 1.328 4.48768425 51.66 0 1357.836465 2 679.4188232 -4.489086706 -0.003047723 54.38980409QYGNEVFLAK 14 48762932 2xTMT6plex [N-Term; K10] 1.198 1.176 1.386 4.442445278 52.49 0 1626.925564 2 813.9658203 -0.737381615 -0.000599832 56.345414AVDDGVNTFK 18 48762932 2xTMT6plex [N-Term; K10] 1.269 1.231 1.28 4.563211918 57.05 0 1523.846979 2 762.4268188 -0.405503109 -0.000308962 44.50998244ETEGDVTSVK 26 48762932 2xTMT6plex [N-Term; K10] 1.207 1.131 1.156 4.455080032 62.33 0 1522.836474 2 761.9221191 0.320343818 0.000243916 28.96968859VADMALHYANK 10 48762932 2xTMT6plex [N-Term; K11] 1.152 1.184 1.217 3.861669302 36.85 0 1690.935082 3 564.3164063 -0.246603198 -0.000138997 51.18621352GSTDNLMDDIER 18 48762932 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.08 1.139 1.159 2.608857632 63.3 0 1610.752931 2 805.8798828 -0.274638643 -0.000221187 30.48473598FAEAFEAIPR 19 48762932 1xTMT6plex [N-Term] 1.318 1.048 3.369 3.914083481 66 0 1379.752067 2 690.3792725 -0.578878006 -0.000399354 81.81904806ELEVQHPAAK 16 48762932 2xTMT6plex [N-Term; K10] 1.149 1.177 1.285 4.199668884 38.68 0 1579.920813 2 790.4632568 -0.997257655 -0.000787794 29.61607871DIDEVSSLLR 15 48762932 1xTMT6plex [N-Term] 1.093 1.002 1.079 4.300455093 53.18 0 1375.763026 2 688.3838501 -1.891281158 -0.001300977 63.01259349LYAVHQEGNK 19 48762932 2xTMT6plex [N-Term; K10] 1.106 1.06 1.101 3.852415085 54.05 0 1616.916062 3 539.6437988 0.483404423 0.000260541 30.25965845ALAENSGVK 12 48762932 2xTMT6plex [N-Term; K9] 1.112 1.176 1.063 3.862147093 44.55 0 1346.804386 2 673.9055786 -0.375246355 -0.000252692 29.45563687TAEELMNFSK 12 48762932 2xTMT6plex [N-Term; K10]; 1xOxidation [M6] 1.152 1.082 0.903 2.88129878 39.4 0 1643.87148 2 814.4406128 -1.606739798 -0.001307787 62.08132509APGFAQMLK 10 48762932 2xTMT6plex [N-Term; K9] 1.129 1.225 1.251 3.901587963 40.94 0 1420.838663 2 710.9230957 0.177160333 0.000125858 65.51417129TVGATALPR 6 48762932 1xTMT6plex [N-Term] 1.149 1.238 1.096 4.042362213 40.56 0 1114.678174 2 557.8425903 -0.242075196 -0.000134918 30.57285445GEENLMDAQVK 10 48762932 2xTMT6plex [N-Term; K11]; 1xOxidation [M6] 1.452 1.294 1.173 2.604216576 56.01 0 1707.898757 2 846.4539795 -1.867420327 -0.001579748 43.36661379MVINHLEK 18 48762932 2xTMT6plex [N-Term; K8] 1.138 1.149 1.017 2.976006746 25.61 0 1441.860127 3 481.2917786 0.454748243 0.000218561 44.33390828ANEVISK 6 48762932 2xTMT6plex [N-Term; K7] 1.129 1.3 0.982 3.041500092 35.32 0 1218.745809 2 609.8756714 -1.429663635 -0.000871198 112.5440214ELAQTTR 2 48762932 1xTMT6plex [N-Term] 1.207 2.659063578 35.06 0 1047.599589 2 524.3037109 0.530780086 0.000278023 19.2794133256550051 USP39 U4/U6.U5 tri-snRNP-associated protein 2 isoform 1 10713 NP_006581.2 36.63716814 1 16 16 97 565 65.34 8.91 1.35 1.35 1.33 1.34 Significant 0.0000246

NTTYDLIANIVHDGKPSEGSYR 6 56550051 2xTMT6plex [N-Term; K15] 1.454 2.335 0.969 6.233593464 25.55 0 2908.520506 4 727.8835449 -2.8041585 -0.002038988 76.11088852EQLIIPQVPLFNILAK 8 56550051 2xTMT6plex [N-Term; K16] 1.345 1.159 1.158 3.846655846 40.44 0 2294.425196 3 765.4789429 -1.273023293 -0.000973619 112.8063242AYDGTTYLPGIVGLNNIK 6 56550051 2xTMT6plex [N-Term; K18] 1.426 1.722 1.326 4.899084568 39.62 0 2367.332418 3 789.7817993 -0.664566906 -0.000524417 84.35538627
AHVSPHEMLQAVVLCSK 4 56550051 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C15] 1.501 1.524 4.932187557 23.08 0 2364.293213 4 591.8293457 0.989768311 0.000585026 62.12547653

EYLSEEVQAVHK 6 56550051 2xTMT6plex [N-Term; K12] 1.247 1.368 1.385 4.774363041 57.65 0 1890.037299 3 630.684021 0.111615936 7.03E-05 48.33106398ANDYANAVLQALSNVPPLR 11 56550051 1xTMT6plex [N-Term] 1.282 1.432 0.954 5.8588624 66.01 0 2255.234546 3 752.4155884 -1.034869426 -0.000777958 105.3527026NPTIVNFPITNVDLR 12 56550051 1xTMT6plex [N-Term] 1.427 1.363 1.512 4.708888531 52.1 0 1942.095927 2 971.550354 -1.285107575 -0.001247901 79.82469979RPPGDIMFLLVQR 4 56550051 1xTMT6plex [N-Term] 0.722 0.554 4.710808277 35.27 0 1771.025011 3 591.012207 -1.66184906 -0.000981059 77.94632243NYFLEEDNYK 6 56550051 2xTMT6plex [N-Term; K10] 1.476 1.807 1.47 3.50445509 50.51 0 1792.915787 2 896.961731 0.222299377 0.000199282 54.87466578EAPASVVPFVR 6 56550051 1xTMT6plex [N-Term] 1.463 1.481 1.606 3.756742716 36.27 0 1400.809916 2 700.9083862 -0.300097149 -0.00021019 58.362321EVDEDSEPER 10 56550051 1xTMT6plex [N-Term] 1.305 0.482 0.482 3.593888283 41.97 0 1433.659348 2 717.3328857 -0.595235978 -0.000426683 17.14438842SVLDFDFEK 6 56550051 2xTMT6plex [N-Term; K9] 1.415 1.486 1.732 4.476444721 50.4 0 1557.856481 2 779.4309692 -1.167760612 -0.000909602 75.96568736DNDETNQQGA 6 56550051 1xTMT6plex [N-Term] 1.596 1.595 0.77 2.661677837 57.46 0 1320.586518 2 660.7966919 -0.310870157 -0.000205265 14.50451815KTFQITK 2 56550051 3xTMT6plex [N-Term; K1; K7] 0.716 1.99188292 5.26 1 1553.002975 3 518.3387451 -0.832695402 -0.000431059 46.61756628
LPPYLIFCIK 2 56550051 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.684 2.65936017 12.04 0 1722.042842 3 574.6853638 -0.757432611 -0.000434777 104.8388434EFEPASAR 2 56550051 1xTMT6plex [N-Term] 1.15 2.700563908 15.79 0 1135.594504 2 568.3007813 -0.191908291 -0.000108965 23.699712025729730 API5 apoptosis inhibitor 5 isoform b 8539 NP_006586.1 47.81746032 1 22 22 193 504 56.735 5.92 1.15 1.1 1.16 1.14 Significant 0.000266 EVEELILTESK 12 5729730 2xTMT6plex [N-Term; K11] 1.222 1.263 1.295 4.933704853 64.98 0 1748.009353 2 874.5073242 -1.133233353 -0.000990451 67.94587734NYGILADATEQVGQHK 4 5729730 2xTMT6plex [N-Term; K16] 1.09 1.146 4.832393646 32.64 0 2202.191902 3 734.734436 -1.428996505 -0.001048975 57.77494332ELPQFATGENLPR 18 5729730 1xTMT6plex [N-Term] 1.139 1.302 1.182 4.520715714 70.48 0 1700.9169 2 850.960144 -2.286316317 -0.001944417 58.44917881DAYQVILDGVK 10 5729730 2xTMT6plex [N-Term; K11] 1.32 1.068 1.14 4.498477936 54.42 0 1678.977993 2 839.9931641 0.630380508 0.000529198 72.5715863YSSNLGNFNYER 6 5729730 1xTMT6plex [N-Term] 0.967 1.094 0.937 4.420583248 38.21 0 1692.817915 2 846.911438 -1.367650601 -0.001157592 44.9492888ASEDTTSGSPPK 6 5729730 2xTMT6plex [N-Term; K12] 1.524 0.923 1.452 3.994924307 51.55 0 1634.863751 2 817.9334717 -2.498318666 -0.002042205 21.13660565ASEDTTSGSPPKK 4 5729730 3xTMT6plex [N-Term; K12; K13] 1.104 1.229 4.033320904 24.93 1 1992.121646 3 664.711731 -0.505234662 -0.000335496 23.91594965

LLAEMSSFCGDMEK 14 5729730 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 0.726 0.772 0.921 4.014054298 44.2 0 2076.021591 3 692.6784668 -0.358160714 -0.00024785 83.79960066
QQLVELVAEQADLEQTFNPSDPDCVDR 18 5729730 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C24] 3.125 1.394 1.474 6.511934757 41.76 0 3345.61063 3 1115.873291 -1.587164112 -0.001770011 93.82169162GTLGGLFSQILQGEDIVR 36 5729730 1xTMT6plex [N-Term] 1.261 1.036 1.393 6.345277309 84.01 0 2132.191284 2 1066.5896 -9.080522651 -0.009680706 108.3774337VLEDVTGEEFVLFMK 2 5729730 2xTMT6plex [N-Term; K15] 1.554 3.962406635 35.48 0 2214.213214 3 738.7424927 -0.130675156 -9.64E-05 109.9552172KLPDFLTAK 6 5729730 3xTMT6plex [N-Term; K1; K9] 0.911 0.909 0.9 4.107973576 28.1 1 1720.097604 3 574.0366821 -1.227100879 -0.000703578 66.88355069TLPDEVLTK 15 5729730 2xTMT6plex [N-Term; K9] 1.079 1.351 1.32 3.354105473 52.17 0 1473.892867 2 737.4499512 -0.163415032 -0.000120428 57.52615263ITNNINVLIK 3 5729730 2xTMT6plex [N-Term; K10] 0.969 0.92 3.210220098 15.5 0 1600.019798 2 800.5101318 -4.257039901 -0.003405674 71.86221272DLFHIPPSYK 10 5729730 2xTMT6plex [N-Term; K10] 1.071 1.139 1.059 3.119371176 15.38 0 1674.961949 3 558.9918823 -0.510738375 -0.000285156 62.10477664EVEELILTESKK 5 5729730 3xTMT6plex [N-Term; K11; K12] 1.531 1.373 1.475 2.587160349 5.16 1 2105.267248 3 702.4260864 -1.682281744 -0.001180551 69.03340313QIYNPPSGK 8 5729730 2xTMT6plex [N-Term; K9] 1.121 1.145 1.722 2.636786699 36.9 0 1461.846585 2 731.4259033 -1.405837928 -0.00102756 33.67466343SLQTVSGR 6 5729730 1xTMT6plex [N-Term] 1.327 1.216 1.217 3.364183187 39.71 0 1076.626138 2 538.8164673 -0.446162015 -0.000240175 21.56948552LAAQFIPK 2 5729730 2xTMT6plex [N-Term; K8] 1.305 2.164720297 26.7 0 1345.860779 3 449.2914734 -0.677502457 -0.000303941 63.65173634QAVPLFSK 2 5729730 2xTMT6plex [N-Term; K8] 1.553 2.762915134 31.26 0 1347.840043 2 674.4230347 -0.927828245 -0.000625282 69.32026241PTVEELYR 4 5729730 1xTMT6plex [N-Term] 1.047 0.575 0.958 14.67 0 1235.683319 2 618.3453979 0.16226523 0.000100254 43.04640863TGEALKTEENK 2 5729730 3xTMT6plex [N-Term; K6; K11] 1.671 1.246 2.231706142 1 1907.105268 3 636.3724365 -1.316917178 -0.000837167 30.852143415729877 HSPA8 heat shock cognate 71 kDa protein isoform 1 3312 NP_006588.1 67.64705882 1 31 43 1449 646 70.854 5.52 1.13 1.11 1.14 1.13 Significant 0.0000613 TVTNAVVTVPAYFNDSQR 36 5729877 1xTMT6plex [N-Term] 1.017 1.115 1.005 5.782706261 66.23 0 2211.160712 2 1106.082642 -1.223582194 -0.001352768 63.2589581LDKSQIHDIVLVGGSTR 18 5729877 2xTMT6plex [N-Term; K3] 2.977 2.878 2.774 5.896150112 41.07 1 2296.3389 3 766.1164551 -1.780371192 -0.001362779 57.1467358DAGTIAGLNVLR 36 5729877 1xTMT6plex [N-Term] 0.991 1.044 1.093 4.862824917 84.4 0 1428.837194 2 714.9223022 0.094015041 6.72E-05 58.01675233STAGDTHLGGEDFDNR 40 5729877 1xTMT6plex [N-Term] 1.118 1.11 1.126 5.167233944 78.32 0 1920.888513 2 960.9468384 -1.099992099 -0.001056481 24.55488153FEELNADLFR 51 5729877 1xTMT6plex [N-Term] 1.057 1.08 1.114 4.542476177 69.54 0 1482.77901 2 741.8928223 -0.433003668 -0.000321024 89.55978061LYQSAGGMPGGMPGGFPGGGAPPSGGASSGPTIEEVD 29 5729877 1xTMT6plex [N-Term]; 1xOxidation [M] 100 1.813 1.284 3.605832338 18.84 0 3591.656928 3 1192.556274 -2.165508872 -0.002581043 76.16887601

LYQSAGGMPGGMPGGFPGGGAPPSGGASSGPTIEEVD 44 5729877 1xTMT6plex [N-Term] 1.522 1.264 1.138 5.84907198 41.84 0 3575.662013 3 1192.556274 -2.165508872 -0.002581043 76.16887601
NQVAMNPTNTVFDAK 18 5729877 2xTMT6plex [N-Term; K15] 1.113 1.055 1.192 5.408227921 70.86 0 2108.121045 2 1054.563721 -0.417582165 -0.000440157 55.13909973SQIHDIVLVGGSTR 38 5729877 1xTMT6plex [N-Term] 1.038 1.037 0.991 4.639208794 50.16 0 1710.969998 2 855.9869995 -1.914748105 -0.001638038 43.20690909SINPDEAVAYGAAVQAAILSGDK 75 5729877 2xTMT6plex [N-Term; K23] 0.889 0.861 0.88 8.633115768 95.31 0 2718.47143 2 1359.737549 -1.327710753 -0.001804672 99.36589247

GPAVGIDLGTTYSCVGVFQHGK 35 5729877 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C14] 1.214 1.175 1.226 6.995406628 80.12 0 2721.443442 3 907.8109741 -9.21304714 -0.008357596 71.21079923
IINEPTAAAIAYGLDKK 36 5729877 3xTMT6plex [N-Term; K16; K17] 1.701 1.529 1.607 6.857251644 42.39 1 2475.478972 3 825.8308716 -0.367671839 -0.000303388 80.47282904

ILDKCNEIINWLDK 15 5729877 3xTMT6plex [N-Term; K4; K14]; 1xCarbamidomethyl [C5] 1.986 2.612 2.03 5.376328468 28.77 1 2461.409178 3 821.140686 -0.679705977 -0.000557678 94.85957869
CNEIINWLDKNQTAEKEEFEHQQK 4 5729877 4xTMT6plex [N-Term; K10; K16; K24]; 1xCarbamidomethyl [C1] 1.534 1.748 6.715014458 14.37 2 3948.073152 5 790.4196777 -0.980087748 -0.000773892 74.121463TTPSYVAFTDTER 51 5729877 1xTMT6plex [N-Term] 1.078 1.074 1.047 5.362268448 70.39 0 1716.864196 2 858.9358521 0.134839764 0.000115751 46.13381119MKEIAEAYLGK 34 5729877 3xTMT6plex [N-Term; K2; K11] 2.083 2.054 2.103 5.873354435 50.93 1 1940.149381 2 970.5771484 -1.216955263 -0.001180538 70.70578735IINEPTAAAIAYGLDK 46 5729877 2xTMT6plex [N-Term; K16] 0.838 0.902 0.867 5.783248901 73.84 0 2118.221077 2 1059.613159 -0.960693219 -0.00101748 82.1459383SFYPEEVSSMVLTK 56 5729877 2xTMT6plex [N-Term; K14]; 1xOxidation [M10] 1.03 1.043 1.016 3.826083422 44.14 0 2091.108415 2 1038.061401 0.976324608 0.001012992 81.99405173SFYPEEVSSMVLTK 64 5729877 2xTMT6plex [N-Term; K14] 1.097 1.11 1.128 5.142165184 73.61 0 2075.1135 2 1038.061401 0.976324608 0.001012992 81.99405173QTQTFTTYSDNQPGVLIQVYEGER 22 5729877 1xTMT6plex [N-Term] 0.887 1.039 1.157 7.123645782 78.65 0 3003.48971 3 1001.833984 -0.769133649 -0.000770028 71.04370931NSLESYAFNMK 28 5729877 2xTMT6plex [N-Term; K11] 1.097 1.18 1.018 5.968894005 71.19 0 1761.924577 2 881.4668579 1.056730995 0.00093094 62.10049897FDDAVVQSDMK 20 5729877 2xTMT6plex [N-Term; K11] 0.999 0.965 1.037 4.658207893 60.26 0 1712.892943 2 856.9502563 0.171198856 0.000146623 61.26445825MVNHFIAEFK 38 5729877 2xTMT6plex [N-Term; K10] 1.024 1.093 1.124 4.618509769 62.14 0 1693.950004 2 847.4794922 1.005599336 0.000851717 69.52324941NQVAMNPTNTVFDAK 20 5729877 2xTMT6plex [N-Term; K15]; 1xOxidation [M5] 1.091 1.147 1.159 4.320814133 55.33 0 2124.11596 2 1054.563721 -0.417582165 -0.000440157 55.13909973HWPFMVVNDAGRPK 21 5729877 2xTMT6plex [N-Term; K14] 1.254 1.115 1.354 6.242826462 25.55 0 2112.157705 4 532.7911377 -4.651733459 -0.0024749 53.50237651

CNEIINWLDK 18 5729877 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C1] 0.972 0.939 0.999 4.043275356 53.24 0 1762.956212 2 881.9824829 0.837842881 0.00073854 80.06519979VEILANDQGNR 196 5729877 1xTMT6plex [N-Term] 0.927 0.998 0.946 4.332696915 43.56 0 1457.790972 2 729.3981323 -1.360662537 -0.000991781 34.34792598RFDDAVVQSDMK 20 5729877 2xTMT6plex [N-Term; K12] 1.136 1.07 1.022 5.497140884 30.82 1 1868.994054 3 629.0010986 -0.119969701 -7.54E-05 34.07920736RFDDAVVQSDMK 28 5729877 2xTMT6plex [N-Term; K12]; 1xOxidation [M11] 1.067 1.14 1.039 5.671704292 40.88 1 1884.988969 3 629.0010986 -0.119969701 -7.54E-05 34.07920736NSLESYAFNMK 12 5729877 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 0.888 1.081 1.04 3.057498217 55.31 0 1777.919492 2 881.4668579 1.056730995 0.00093094 62.10049897EIAEAYLGK 28 5729877 2xTMT6plex [N-Term; K9] 0.924 0.927 0.946 3.838331699 55.15 0 1451.851002 2 726.4291992 0.082665163 6.00E-05 51.91557966HWPFMVVNDAGRPK 20 5729877 2xTMT6plex [N-Term; K14]; 1xOxidation [M5] 1.127 1.251 1.175 5.750827312 25.71 0 2128.15262 4 532.7911377 -4.651733459 -0.0024749 53.50237651FDDAVVQSDMK 11 5729877 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 0.817 0.987 1.59 2.794321537 42.96 0 1728.887858 2 856.9502563 0.171198856 0.000146623 61.26445825NQTAEKEEFEHQQK 19 5729877 3xTMT6plex [N-Term; K6; K14] 1 0.913 0.903 5.341773987 14.79 1 2433.297713 3 811.7703247 -0.53093746 -0.000430643 27.50956317VQVEYKGETK 12 5729877 3xTMT6plex [N-Term; K6; K10] 2.307 3.236 2.487 4.066245079 39.59 1 1868.109625 2 934.5581665 -0.30437303 -0.000284301 38.56556315MVNHFIAEFK 48 5729877 2xTMT6plex [N-Term; K10]; 1xOxidation [M1] 1.085 1.013 1.111 3.258616209 36.9 0 1709.944919 2 847.4794922 1.005599336 0.000851717 69.52324941GTLDPVEK 23 5729877 2xTMT6plex [N-Term; K8] 1.037 1.086 1.067 3.456357479 48.75 0 1316.782588 2 658.8892212 -8.674299989 -0.005711084 40.223075EEFEHQQK 6 5729877 2xTMT6plex [N-Term; K8] 0.597 0.673 0.693 3.399357319 32.73 0 1532.810928 3 511.608551 0.112196598 5.73E-05 21.46137967
VCNPIITK 22 5729877 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.22 1.129 1.158 3.430047512 37.2 0 1402.849228 2 701.9286499 0.566806947 0.000397572 47.8268924FELTGIPPAPR 10 5729877 1xTMT6plex [N-Term] 0.726 0.746 0.446 3.435622454 20.53 0 1426.825566 2 713.9170532 0.88556397 0.000631773 64.45938123MVQEAEK 25 5729877 2xTMT6plex [N-Term; K7] 1.021 1.046 1.052 3.071777582 38.51 0 1292.728444 2 646.8670044 -1.324130327 -0.00085587 28.40476036ATVEDEK 14 5729877 2xTMT6plex [N-Term; K7] 0.93 0.913 0.911 3.161767244 35.48 0 1249.704003 2 625.3555298 -0.176289495 -0.000110155 23.7505516NTTIPTK 14 5729877 2xTMT6plex [N-Term; K7] 1.038 0.964 1.03 2.733094454 27.09 0 1232.761459 2 616.8839722 -0.641562937 -0.000395447 29.00543332DNNLLGK 28 5729877 2xTMT6plex [N-Term; K7] 1.076 1.065 1.072 2.844096422 37.38 0 1231.741058 2 616.3746338 0.757820095 0.000466719 36.99857613LIGDAAK 40 5729877 2xTMT6plex [N-Term; K7] 0.899 0.955 0.947 2.844601393 27.86 0 1145.72943 2 573.3683472 -0.010948538 -6.27E-06 40.031084ITITNDK 14 5729877 2xTMT6plex [N-Term; K7] 0.977 0.969 0.981 2.903221846 33.15 0 1262.772023 2 631.8897095 0.094280923 5.95E-05 41.30808

MKEIAEAYLGK 6 5729877 3xTMT6plex [N-Term; K2; K11]; 1xOxidation [M1] 1.734 1.831 1.754 2.63713479 12.98 1 1956.144296 2 970.5771484 -1.216955263 -0.001180538 70.70578735
KDISENKR 4 5729877 3xTMT6plex [N-Term; K1; K7] 1.428 1.216 1.426 3.633779526 3.07 2 1677.02623 4 420.012085 0.16705985 7.00E-05 20.8611176YKAEDEK 13 5729877 3xTMT6plex [N-Term; K2; K7] 2.382 1.232 1.636 2.478301287 21.48 1 1569.909134 2 785.458374 0.214672854 0.000168508 21.63022067KDISENK 2 5729877 3xTMT6plex [N-Term; K1; K7] 1.353 1.545 2.242978573 1 1520.925119 3 507.6467285 0.337595105 0.000171152 24.10066917LSKEDIER 13 5729877 2xTMT6plex [N-Term; K3] 2.032 3.095 1.41 2.451282978 13.8 1 1447.852064 2 724.4302979 0.866582406 0.000627342 30.37841604DISENKR 26 5729877 2xTMT6plex [N-Term; K6] 1.334 1.302 1.203 3.056613445 15.63 1 1319.768335 3 440.5940857 -0.478121732 -0.000210337 19.217434735729953 NUDC nuclear migration protein nudC 10726 NP_006591.1 51.05740181 1 17 17 138 331 38.219 5.38 1.1 1.11 1.08 1.09 Significant 0.0000647 LVSSDPEINTK 12 5729953 2xTMT6plex [N-Term; K11] 1.251 1.268 1.277 4.585283279 47.6 0 1660.952172 2 830.979248 -0.573632562 -0.000476388 45.77284665SMGLPTSDEQK 6 5729953 2xTMT6plex [N-Term; K11] 1.131 1.084 0.982 4.066637516 45.46 0 1650.877293 2 825.9412842 -1.212101368 -0.001000515 39.17967836VEESSWLIEDGK 12 5729953 2xTMT6plex [N-Term; K12] 1.187 1.116 1.256 4.726216793 65.24 0 1849.994765 2 925.5012817 0.281944886 0.000260798 61.55919719LITQTFSHHNQLAQK 6 5729953 2xTMT6plex [N-Term; K15] 1.158 1.186 6.746546745 50.99 0 2224.260256 4 556.8210449 0.941278115 0.000523412 45.55735502KTDFFIGGEEGMAEK 8 5729953 3xTMT6plex [N-Term; K1; K15] 1.106 1.127 1.225 5.369261265 27.66 1 2346.261845 3 782.7571411 -2.120215255 -0.001658193 60.97453193GQPAIIDGELYNEVK 18 5729953 2xTMT6plex [N-Term; K15] 1.182 1.124 1.098 4.941428661 51.89 0 2104.169041 3 702.0610352 -0.232348847 -0.000162967 73.30496694KDAENHEAQLK 10 5729953 3xTMT6plex [N-Term; K1; K11] 0.793 0.761 0.842 4.32525301 17.53 1 1970.1274 3 657.380188 -0.705302183 -0.000463178 25.1940972FMDQHPEMDFSK 6 5729953 2xTMT6plex [N-Term; K12] 1.229 0.986 1.014 3.738623857 37.2 0 1969.955225 3 657.324585 2.018407709 0.001325391 53.2784074ELTDEEAER 14 5729953 1xTMT6plex [N-Term] 1.031 0.961 0.971 3.945193529 49.52 0 1320.648055 2 660.8271484 -0.78377051 -0.000517543 19.72827682SETSGPQIK 19 5729953 2xTMT6plex [N-Term; K9] 1.335 1.364 1.278 3.587600946 45.11 0 1404.809865 2 702.9069214 -2.348429239 -0.001649548 27.08638512LQLEIDQK 10 5729953 2xTMT6plex [N-Term; K8] 1.093 1.124 1.339 3.771822214 35.24 0 1444.877551 2 722.9417725 -0.887679461 -0.000641294 67.32345344DMVVDIQR 6 5729953 1xTMT6plex [N-Term] 1.248 1.438 1.294 2.908976793 27.21 0 1204.655724 2 602.8314819 -0.030376158 -1.83E-05 39.11603458GGEQEEER 3 5729953 1xTMT6plex [N-Term] 0.767 1.015 0.789 37.87 0 1162.553761 2 581.7799072 -1.052241123 -0.000611643 13.15681621KINPENSK 4 5729953 3xTMT6plex [N-Term; K1; K8] 1.102 1.209 3.5378654 15.08 1 1616.993867 3 539.6693726 -0.187170913 -0.000100885 28.0672705GKDMVVDIQR 1 5729953 2xTMT6plex [N-Term; K2] 1.195 2.578895569 1 1618.935082 3 540.3157349 -1.501697123 -0.000810383 37.82507987SMGLPTSDEQKK 2 5729953 3xTMT6plex [N-Term; K11; K12] 1.069 0.976 3.065865993 1 2008.135188 3 670.0499268 0.019567128 1.31E-05 40.43218506QDTEEDEEEDEKDK 1 5729953 3xTMT6plex [N-Term; K12; K14] 1.559 1.643079758 1 2426.166149 3 809.3927612 -0.99683552 -0.000806163 21.8560196423308579 PTGES3 prostaglandin E synthase 3 isoform a 10728 NP_006592.3 26.25 1 5 5 58 160 18.685 4.54 0.98 1.08 1.05 1.04 Significant 0.000816 LNWLSVDFNNWK 14 23308579 2xTMT6plex [N-Term; K12] 0.666 0.77 0.638 4.415960312 47.98 0 1994.090003 3 665.3682251 0.059647743 3.96E-05 100.9584799

LTFSCLGGSDNFK 26 23308579 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.255 1.179 1.158 5.44094038 63.66 0 1903.998805 2 952.5023804 -0.69380706 -0.000660504 69.31833918
KGESGQSWPR 13 23308579 2xTMT6plex [N-Term; K1] 0.872 1.136 1.022 3.630526304 27.86 1 1589.88001 3 530.6314087 -0.212365574 -0.000112545 23.86146481GESGQSWPR 3 23308579 1xTMT6plex [N-Term] 0.804 1.517 2.543875694 14.4 0 1232.622115 2 616.8137207 -1.582572408 -0.000975357 23.61474848MQPASAK 2 23308579 2xTMT6plex [N-Term; K7] 0.891 2.223155499 21.46 0 1190.69675 2 595.852356 0.575599171 0.000342682 35.9070855224119166 RBBP9 putative hydrolase RBBP9 10741 NP_006597.2 22.58064516 1 3 3 14 186 20.986 6.2 0.75 0.82 0.79 0.79 Significant 0.000664

ESIWLPFMETELHCDEK 2 24119166 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C14] 0.91 4.469087124 30.57 0 2622.298417 3 880.1026611 0.037121891 3.26E-05 78.96503945
ESIWLPFMETELHCDEK 2 24119166 2xTMT6plex [N-Term; K17]; 1xOxidation [M8]; 1xCarbamidomethyl [C14] 0.603 3.652941465 40.45 0 2638.293332 3 880.1026611 0.037121891 3.26E-05 78.96503945

EQQEVADRLETK 6 24119166 2xTMT6plex [N-Term; K12] 0.741 0.846 0.848 3.506273746 21.83 1 1904.048926 3 635.3539429 -0.866929781 -0.000550226 48.08488315ASGYFTRPWQWEK 4 24119166 2xTMT6plex [N-Term; K13] 0.632 0.533 2.371679783 2.59 0 2114.122366 3 705.3765869 -3.385957184 -0.002386109 64.0349307440254834 KIF1C kinesin-like protein KIF1C 10749 NP_006603.2 10.24478694 1 5 9 41 1103 122.87 6.9 1.03 0.96 1.04 1.01 Significant 0.00062 TVAATNMNETSSR 4 40254834 1xTMT6plex [N-Term] 0.889 1.055 4.950665951 49.67 0 1610.80055 2 805.9041138 0.248956373 0.00020051 21.26904208EHPILGPYVQDLSK 6 40254834 2xTMT6plex [N-Term; K14] 1.022 0.95 1.017 4.755746365 46.43 0 2054.168647 3 685.3926392 -2.571857738 -0.00176101 58.4973913ELLMAQGLSASALEGLK 6 40254834 2xTMT6plex [N-Term; K17] 0.945 1.119 1.026 5.165943146 49.25 0 2189.261561 3 730.4246826 -0.944002523 -0.000688889 91.90981256TAMIAALSPADINYEETLSTLR 4 40254834 1xTMT6plex [N-Term] 1.448 1.257 5.291796207 49.16 0 2609.369384 3 870.4594727 -2.115193534 -0.001839774 92.81678587EDGGTVGVFSPK 6 40254834 2xTMT6plex [N-Term; K12] 0.888 0.816 1.104 3.596293449 45.5 0 1650.910307 2 825.9581909 -0.728237056 -0.000601127 47.21920929DSVLTWLLK 4 40254834 2xTMT6plex [N-Term; K9] 1.176 0.95 4.081860542 49.97 0 1532.945237 2 766.9758911 -0.476809882 -0.000365462 101.820493ELLEQQGIDIK 2 40254834 2xTMT6plex [N-Term; K11] 0.677 3.297740698 28.2 0 1744.025672 2 872.5125732 -4.473360543 -0.003900828 61.20451828SLTTLGK 6 40254834 2xTMT6plex [N-Term; K7] 1.097 1.004 1.137 2.702669382 33.84 0 1177.755645 2 589.3811646 -0.503074165 -0.000296249 40.54568917FNHPEQAR 3 40254834 1xTMT6plex [N-Term] 1.098 0.908 2.484404802 6.4 0 1227.643185 3 409.8858643 -0.118769496 -4.86E-05 22.391301265729864 HBS1L HBS1-like protein isoform 1 10767 NP_006611.1 30.26315789 1 18 18 79 684 75.426 6.61 1.02 1.09 1.06 1.06 Significant 0.000368
DQGSGFCITGK 4 5729864 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.052 1.092 4.04569912 50.8 0 1627.851413 2 814.4280396 -1.603493057 -0.001305124 43.11922995

QLLNLVVIGHVDAGK 4 5729864 2xTMT6plex [N-Term; K15] 0.87 1.038 4.283037663 39.08 0 2034.247566 3 678.75177 -3.347425121 -0.00226983 82.24574752SLGVTQLAVAVNK 10 5729864 2xTMT6plex [N-Term; K13] 1.043 1.063 1.17 4.723010063 51.55 0 1758.08894 2 879.5467529 -1.542163518 -0.00135563 66.78476651
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

GPPIEDAIASSDVLETASK 4 5729864 2xTMT6plex [N-Term; K19] 0.963 5.201221943 44.21 0 2358.280442 3 786.7623291 -3.395611977 -0.002669268 76.19032221IEAGYIQTGDR 6 5729864 1xTMT6plex [N-Term] 1.02 1.125 0.873 3.892852306 46.22 0 1451.769174 2 726.3883057 0.111021868 8.06E-05 38.51221276GFPVLLHYQTVSEPAVIK 2 5729864 2xTMT6plex [N-Term; K18] 1.034 4.505000114 31.65 0 2456.431738 3 819.4807739 -1.615983296 -0.001323184 86.52537991DKPSVEPVEEYDYEDLK 2 5729864 3xTMT6plex [N-Term; K2; K17] 0.921 4.469672203 23.53 0 2742.432869 3 914.8138428 -2.149047933 -0.00196454 57.08478704ALSGVLEQDR 6 5729864 1xTMT6plex [N-Term] 1.083 0.937 1.148 4.09666729 37.14 0 1316.737145 2 658.8720093 -0.30624587 -0.000201623 42.26299138MDQVNWQQER 6 5729864 1xTMT6plex [N-Term] 1.061 1.265 0.989 3.581377029 28.06 0 1562.758291 2 781.8808594 -2.463036044 -0.001924565 36.25728481LYSCLDHMR 4 5729864 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.938 1.091 4.776156902 47.66 0 1423.702357 3 475.2382813 -1.451300541 -0.00068874 42.11166715DKNEATVSTGK 6 5729864 3xTMT6plex [N-Term; K2; K11] 1.025 1.096 1.016 3.303937435 16.07 1 1837.063403 3 613.0250854 -1.469705585 -0.000899981 23.51252931
GLCLLEQIDSFKPPQR 4 5729864 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.529 1.214 3.644781113 6.99 0 2359.320808 3 787.1121826 0.50304374 0.000395614 87.35858037

LCVSDVFK 6 5729864 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.063 1.029 1.249 3.25651741 38.76 0 1425.817594 2 713.4123535 -0.114417686 -8.16E-05 66.66674283
SQSSELTK 2 5729864 2xTMT6plex [N-Term; K8] 0.986 3.067956924 24.45 0 1337.767666 2 669.387085 -0.577677383 -0.000386399 31.86473564LISVLNK 3 5729864 2xTMT6plex [N-Term; K7] 1.151 1.13 2.878879547 22.08 0 1244.83423 2 622.9202881 -0.747166251 -0.000465049 66.25400478STGEVTK 4 5729864 2xTMT6plex [N-Term; K7] 1.194 1.035 2.906311035 20.94 0 1179.698524 2 590.3526611 -0.405488661 -0.000239177 21.00565467FQEITGK 2 5729864 2xTMT6plex [N-Term; K7] 1.128 3.036360502 31.93 0 1280.761459 2 640.883728 -0.99876156 -0.000639588 46.70895909GKPVDSQTSR 4 5729864 2xTMT6plex [N-Term; K2] 0.955 1.195 2.643290997 6.87 0 1532.879676 3 511.631012 -0.778568172 -0.000397817 17.3356066121361647 AHCYL1 adenosylhomocysteinase 2 isoform a 10768 NP_006612.2 13.77358491 1 2 8 75 530 58.913 6.89 1.28 1.03 1.16 1.16 Significant 0.00387 GIVEESVTGVHR 12 21361647 1xTMT6plex [N-Term] 1.145 1.151 1.215 5.212655544 51.67 0 1511.837922 3 504.6184692 1.93982093 0.000977565 29.74846217EIEIAEQDMSALISLR 8 21361647 1xTMT6plex [N-Term] 1.35 1.027 1.154 5.07333374 66.37 0 2047.094272 3 683.0353394 -1.371350422 -0.000935761 98.82126699YKQDVYLLPK 8 21361647 3xTMT6plex [N-Term; K2; K10] 1.113 1.116 1.104 4.609551907 21.04 1 1954.198046 3 652.0713501 0.742480002 0.000483651 67.65770383AQGEKPLAGAK 4 21361647 3xTMT6plex [N-Term; K5; K11] 1.349 1.352 3.392571449 10.03 0 1757.08883 3 586.3673096 -0.827834676 -0.00048486 32.15968623ESILDGLK 58 21361647 2xTMT6plex [N-Term; K8] 1.01 0.968 1.056 3.15940547 46.99 0 1332.813888 2 666.9105225 -0.089846096 -5.99E-05 54.574844

FDNLYCCR 4 21361647 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C7] 1.367 0.767 2.935523272 13.24 0 1376.628858 2 688.8173218 -1.082953698 -0.000745413 42.70939062
ESILDGLKR 12 21361647 2xTMT6plex [N-Term; K8] 2.681 1.977 2.291 3.492383003 13.78 1 1488.914999 3 496.9768677 0.705726885 0.000350256 46.55483443EIEDAEK 4 21361647 2xTMT6plex [N-Term; K7] 1.272 1.166 2.862312078 22.71 0 1291.714568 2 646.3599243 -1.545161166 -0.000997954 25.7128564523308577 PHGDH D-3-phosphoglycerate dehydrogenase 26227 NP_006614.2 31.33208255 1 13 13 118 533 56.614 6.71 1.02 1.06 1.04 1.04 Significant 0.000123 GTIQVITQGTSLK 6 23308577 2xTMT6plex [N-Term; K13] 0.963 1.072 1.051 4.564709663 69.37 0 1804.09442 2 902.5504761 -0.412523621 -0.000372116 57.91173356EELIAELQDCEGLIVR 6 23308577 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.859 0.887 0.751 4.289114952 29.26 0 2116.115736 3 706.0427246 -0.999719363 -0.000705174 85.87358359

ALVDHENVISCPHLGASTK 12 23308577 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C11] 1.045 0.998 0.961 6.176454544 38.48 0 2506.348813 4 627.3427734 0.179767476 0.00011264 46.02105407
ILQDGGLQVVEK 10 23308577 2xTMT6plex [N-Term; K12] 0.948 0.964 0.812 5.506452084 87.7 0 1757.057306 2 879.0317383 -0.629499958 -0.000553034 71.28941017

NAGNCLSPAVIVGLLK 22 23308577 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 1.138 1.145 1.226 4.782434464 62.13 0 2084.230202 2 1042.618286 -0.434848499 -0.000453162 103.3410098
ALQSGQCAGAALDVFTEEPPRDR 4 23308577 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 100 1.177 5.695906162 49.83 1 2717.351443 3 906.4547729 -0.617230557 -0.000559077 59.53441386AGTGVDNVDLEAATR 14 23308577 1xTMT6plex [N-Term] 0.722 0.962 1.419 5.210976124 82.71 0 1717.891808 2 859.4481201 -1.655549909 -0.001422028 38.66807748QIPQATASMK 6 23308577 2xTMT6plex [N-Term; K10] 1.084 0.995 0.869 3.394215345 52.23 0 1532.88707 2 766.9474487 0.359537861 0.000275565 40.47821109

VLISDSLDPCCR 6 23308577 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C11] 1.228 1.179 3.729574203 48.21 0 1663.834493 2 832.4207153 -0.203857979 -0.000169593 54.63901246TLGILGLGR 6 23308577 1xTMT6plex [N-Term] 1.021 1.202 1.161 3.626250982 38.83 0 1128.730209 2 564.8676758 -1.891078561 -0.001067259 63.51088291DLPLLLFR 18 23308577 1xTMT6plex [N-Term] 0.981 1.081 1.089 2.961568117 34.33 0 1215.766261 2 608.3869629 0.31959371 0.000194276 94.93843401AWAGSPK 6 23308577 2xTMT6plex [N-Term; K7] 0.991 1.091 1.101 2.298351765 26.91 0 1174.698465 2 587.8530273 0.266925947 0.000156779 32.71980759MQSFGMK 2 23308577 2xTMT6plex [N-Term; K7] 0.951 2.088068485 6.73 0 1286.700121 2 643.8538818 0.284683175 0.000183151 47.38747973
94721354 MTHFD2 bifunctional methylenetetrahydrofolate dehydrogenase/cyclohydrolase, mitochondrial precursor 10797 NP_006627.2 32 1 8 8 52 350 37.871 8.73 1.38 1.39 1.49 1.42 Significant 0.000611

AGYITPVPGGVGPMTVAMLMK 4 94721354 2xTMT6plex [N-Term; K21] 0.878 1.609 3.957579851 37.96 0 2548.41055 3 850.1417236 0.026380537 2.24E-05 108.987212LNNDDNVDGLLVQLPLPEHIDER 6 94721354 1xTMT6plex [N-Term] 0.728 1.057 6.76154089 48.51 0 2857.489316 3 953.1686401 0.717784016 0.000683687 86.91092304LVGDVDFEGVR 10 94721354 1xTMT6plex [N-Term] 1.352 1.41 1.497 4.674384117 60.14 0 1434.77901 2 717.8914795 -2.319239131 -0.001663798 68.03923331ICNAVSPDKDVDGFHVINVGR 6 94721354 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.079 1.214 1.143 6.447989464 30.78 1 2770.471054 4 693.3738403 0.894381525 0.000619465 60.20780199
QEVEEWVASGNK 4 94721354 2xTMT6plex [N-Term; K12] 1.271 1.189 2.977160454 9.61 0 1833.974699 2 917.486145 -5.280945776 -0.00484256 52.7808432VHDPVTAKPK 4 94721354 3xTMT6plex [N-Term; K8; K10] 1.649 1.839 1.634 3.529858351 7.62 0 1779.109565 4 445.5329895 0.316241239 0.000140657 31.06286024NTIIAAK 8 94721354 2xTMT6plex [N-Term; K7] 1.274 1.512 3.007730722 38.33 0 1188.771629 2 594.8901367 1.150269292 0.000683704 38.35674513ELGVATN 14 94721354 1xTMT6plex [N-Term] 1.183 0.922 1.355 2.468868494 46.16 0 932.5250273 2 466.7662659 0.244259698 0.000113889 72.3506340342544159 HSPH1 heat shock protein 105 kDa isoform 1 10808 NP_006635.2 52.68065268 1 32 36 373 858 96.804 5.39 1.13 1.1 1.14 1.12 Significant 0.000114 NQQITHANNTVSNFK 6 42544159 2xTMT6plex [N-Term; K15] 1.11 1.119 0.854 6.653340816 46.96 0 2174.171835 3 725.3927612 -3.727680795 -0.00270154 35.15126391RGPFELEAFYSDPQGVPYPEAK 5 42544159 2xTMT6plex [N-Term; K22] 0.89 0.567 1.225 5.189049244 18.73 1 2955.52928 3 985.8455811 -2.398783861 -0.002363225 76.20357221SVLDAAQIVGLNCLR 22 42544159 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.327 1.252 1.151 5.690372467 71.49 0 1858.041783 2 929.5233154 -1.307419804 -0.00121462 80.08541959
SQFEELCAELLQK 11 42544159 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.12 1.265 1.252 4.772255898 63.64 0 2053.103998 2 1027.054199 -1.401079781 -0.001438281 84.80020632

SVNEVMEWMNNVMNAQAK 21 42544159 2xTMT6plex [N-Term; K18] 1.067 1.096 0.975 5.276948452 59.03 0 2553.266405 3 851.7585449 -2.085091616 -0.001774598 107.2489769SVNEVMEWMNNVMNAQAK 2 42544159 2xTMT6plex [N-Term; K18]; 1xOxidation [M9] 1.099 3.788429022 23.8 0 2569.26132 3 851.7585449 -2.085091616 -0.001774598 107.2489769
KPVTDCVISVPSFFTDAER 7 42544159 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C6] 1.787 1.136 4.931688786 28.39 0 2626.395095 3 876.137207 0.751255496 0.000657698 82.77667018AGGIETIANEFSDR 17 42544159 1xTMT6plex [N-Term] 1.163 0.943 0.975 5.007851124 62.69 0 1708.870344 2 854.9314575 -8.605428135 -0.00735278 61.61009146EFSVTDAVPFPISLIWNHDSEDTEGVHEVFSR 6 42544159 1xTMT6plex [N-Term] 1.279 0.276 2.193 5.525346756 28.13 0 3888.891813 4 972.9772339 -1.210510179 -0.001176886 108.0898308DISTTLNADEAVAR 14 42544159 1xTMT6plex [N-Term] 1.132 0.971 0.975 4.589543819 72.41 0 1704.896559 2 852.9522095 0.342323005 0.000291813 44.79985899LMSSNSTDLPLNIECFMNDKDVSGK 13 42544159 3xTMT6plex [N-Term; K20; K25]; 1xCarbamidomethyl [C15] 1.144 1.259 0.975 5.369823456 32.73 1 3502.783488 3 1168.266113 0.085364611 9.97E-05 95.22050654

VLGTAFDPFLGGK 16 42544159 2xTMT6plex [N-Term; K13] 1.186 1.039 1.226 4.801934242 66.5 0 1780.040928 2 890.5239868 -0.129607799 -0.000115354 90.74608834VEDVSAVEIVGGATR 14 42544159 1xTMT6plex [N-Term] 1.208 1.303 1.242 4.867677212 65.77 0 1730.948594 2 865.9777832 -0.175911492 -0.000152247 56.24237901NAVEEYVYEFR 10 42544159 1xTMT6plex [N-Term] 1.097 1.06 0.913 5.016343117 46.01 0 1647.821603 2 824.4129639 -1.791368446 -0.001475928 65.82673993FICEQDHQNFLR 6 42544159 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.068 0.997 0.952 5.450148106 32.86 0 1835.906018 3 612.6395874 -0.985553155 -0.000603128 45.31933331
GCALQCAILSPAFK 18 42544159 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C6] 1.334 1.291 1.544 5.311228275 42.38 0 1994.096745 2 997.5529785 0.970389854 0.000967526 73.6750139

IEVPLYSLLEQTHLK 20 42544159 2xTMT6plex [N-Term; K15] 1.217 1.186 1.141 7.145385265 50.59 0 2241.325876 3 747.7798462 -0.397428054 -0.000296922 104.6639918EKENLSYDLVPLK 6 42544159 3xTMT6plex [N-Term; K2; K13] 0.963 0.888 1.16 4.33998251 18.88 1 2235.320346 3 745.7779541 -0.463828513 -0.000345602 67.348482LMNDMTAVALNYGIYK 18 42544159 2xTMT6plex [N-Term; K16] 1.092 1.175 1.192 5.521431923 46.84 0 2275.223067 3 759.0775146 -2.231260205 -0.001692205 95.14816505VVNVELPIEANLVWQLGK 14 42544159 2xTMT6plex [N-Term; K18] 1.113 1.09 1.109 5.232346535 52.98 0 2479.468852 2 1240.238525 0.371987432 0.000461166 112.1034263LLTETEDWLYEEGEDQAK 15 42544159 2xTMT6plex [N-Term; K18] 1.154 1.096 1.196 4.659202576 60.86 0 2627.312864 3 876.4433594 1.012747677 0.000886935 89.01458483QDLPSLDEKPR 12 42544159 2xTMT6plex [N-Term; K9] 1.183 1.127 1.232 4.526371479 28.93 0 1756.000519 3 586.0045776 -0.762949571 -0.00044658 40.21476747ENLSYDLVPLK 8 42544159 2xTMT6plex [N-Term; K11] 0.845 0.805 0.796 3.178854465 33.02 0 1749.019858 2 875.0119019 -1.904380358 -0.0016654 70.1487021FVVQNVSAQK 12 42544159 2xTMT6plex [N-Term; K10] 1.168 1.165 1.116 3.910928011 54.64 0 1577.941548 2 789.473877 -0.678614332 -0.000535407 49.33594232
LVEHFCAEFK 8 42544159 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.198 1.258 1.288 3.883704185 33.33 0 1737.939834 3 579.984436 -0.620835377 -0.000359658 61.48935075
LKETAENSLK 8 42544159 3xTMT6plex [N-Term; K2; K10] 1.702 1.174 1.716 4.026510715 41.81 1 1820.109625 2 910.5560303 -2.659764587 -0.002420532 44.0157645AFNDPFIQK 6 42544159 2xTMT6plex [N-Term; K9] 1.346 1.164 1.223 3.43548727 39.96 0 1537.877885 2 769.4417114 -1.13079748 -0.000869514 62.46882548KVDQPPEAK 10 42544159 3xTMT6plex [N-Term; K1; K9] 1.143 1.14 1.201 4.315458298 37.3 1 1699.035732 2 850.0213623 -0.16707749 -0.000141935 26.61493665QAYVDKLEELMK 5 42544159 3xTMT6plex [N-Term; K6; K12] 1 1.528 0.917 3.097010136 1.82 1 2154.244738 3 718.7525635 -0.743170116 -0.000533657 84.19209508ETAENSLK 4 42544159 2xTMT6plex [N-Term; K8] 0.849 0.76 3.469040632 33.84 0 1349.767666 2 675.3883057 1.236218771 0.000834304 24.05321843FQEAEERPK 4 42544159 2xTMT6plex [N-Term; K9] 1.171 4.293636799 19.95 0 1591.884427 3 531.2998047 0.27243969 0.000144564 41.49573272MFEELGQR 6 42544159 1xTMT6plex [N-Term] 0.424 0.54 0.529 3.039368391 21.69 0 1238.640074 2 619.8239136 0.384896668 0.000238374 46.45785208SLDQDPVVR 10 42544159 1xTMT6plex [N-Term] 1.15 0.86 1.206 3.446777105 32.56 0 1257.700031 2 629.3532104 -0.705376115 -0.000443576 30.89265948KSLDQDPVVR 2 42544159 2xTMT6plex [N-Term; K1] 1.355 3.125926971 21.26 1 1614.957926 3 538.9904785 -0.646514134 -0.000348031 31.25792871TIGVAAK 6 42544159 2xTMT6plex [N-Term; K7] 0.979 1.092 1.245 2.738225222 30.38 0 1117.734516 2 559.3704224 -0.847744634 -0.000473777 35.7191409

LYQECEK 9 42544159 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.123 1.049 1.156 2.900829077 26.95 0 1427.760473 2 714.3830566 -1.145786553 -0.000817954 31.07564647
NHAAPFSK 2 42544159 2xTMT6plex [N-Term; K8] 0.764 2.750942707 8.83 0 1329.767941 2 665.3880615 0.680905929 0.000452723 34.09902206

21361348 UTP14A U3 small nucleolar RNA-associated protein 14 homolog A isoform 1 10813 NP_006640.2 40.98573281 1 25 25 149 771 87.924 7.87 1.25 1.31 1.22 1.26 Significant 0.000441
DVDLTLPGWGEWGGVGLKPSAK 6 21361348 3xTMT6plex [N-Term; K18; K22] 0.977 1.229 1.643 4.461517811 26.92 0 2969.670354 3 990.5614624 -0.175131549 -0.000173361 93.79972915TPLEQEIFNLLHK 12 21361348 2xTMT6plex [N-Term; K13] 1.418 1.387 1.24 6.297111511 48.96 0 2040.189383 3 680.7345581 -0.128249659 -8.72E-05 108.5471274LAESLLALSQQEELADLPK 11 21361348 2xTMT6plex [N-Term; K19] 1.215 1.325 1.302 5.07171917 54.14 0 2526.44309 3 842.8171387 -2.465004812 -0.002075898 102.5823269KVNPAAALEELEK 10 21361348 3xTMT6plex [N-Term; K1; K13] 1.293 1.291 1.329 6.01905632 41.56 1 2099.267916 3 700.4312134 5.32112487 0.003723489 75.50342479EQMIDLQNLLTTQSPSVK 6 21361348 2xTMT6plex [N-Term; K18] 1.39 1.199 1.014 5.600523949 46.18 0 2503.384195 3 835.1321411 -0.928870671 -0.000775107 86.7825385TIQTPIGSTWNTQR 2 21361348 1xTMT6plex [N-Term] 1.096 3.439387083 47.21 0 1831.986377 2 916.4979858 1.265451379 0.001159145 51.88582305EEPAIAPIEHVLSGWK 4 21361348 2xTMT6plex [N-Term; K16] 0.941 0.955 5.362255573 32.91 0 2234.258525 3 745.4235229 -1.123067145 -0.000836407 87.83638734VSEFNVSSEGSGEK 6 21361348 2xTMT6plex [N-Term; K14] 0.881 1.209 1.339 4.461978436 57.64 0 1913.985657 2 957.4951782 -1.346527691 -0.001288617 42.21768748QAEQLVFPLEKEEPAIAPIEHVLSGWK 2 21361348 3xTMT6plex [N-Term; K11; K27] 100 5.790234566 10.66 1 3746.113594 4 937.2800903 -4.020804895 -0.003765598 108.1561333LVLADLLEPVK 14 21361348 2xTMT6plex [N-Term; K11] 1.461 1.642 1.262 4.395566463 47.36 0 1668.071165 2 834.5379639 -1.507205254 -0.001257063 103.5611738LLEAISSLDGK 8 21361348 2xTMT6plex [N-Term; K11] 1.236 1.327 4.02793026 59.89 0 1603.967094 2 802.4865723 -0.764460041 -0.000613084 88.40928936

VQTLEELEELGKEECFQNK 6 21361348 3xTMT6plex [N-Term; K12; K19]; 1xCarbamidomethyl [C15] 1.173 1.036 0.884 4.570447922 18.2 1 3010.601014 3 1004.204956 -0.232081878 -0.000232902 90.74620337SLAVPTIEELEDEEER 4 21361348 1xTMT6plex [N-Term] 1.332 1.739 4.175731659 50.92 0 2088.054575 2 1044.530396 -0.508058739 -0.000530427 75.04987532ASSEGTIPQVQR 8 21361348 1xTMT6plex [N-Term] 1.064 1.28 1.601 4.212414265 44.34 0 1501.817186 2 751.4128418 0.812791171 0.000610332 27.68404675ALQSYYEAK 6 21361348 2xTMT6plex [N-Term; K9] 1.361 1.182 1.173 4.372216225 40.28 0 1530.856815 2 765.9326782 0.825939631 0.000632198 45.24751719TSSSLATVK 4 21361348 2xTMT6plex [N-Term; K9] 0.873 0.923 3.483576298 18 0 1351.819702 2 676.4129028 -0.867449954 -0.000586318 34.60698788EAFAGDDVIRDFLK 6 21361348 2xTMT6plex [N-Term; K14] 1.69 1.463 2.384 3.725176573 10.17 1 2054.132262 3 685.3815918 -0.992925048 -0.000679866 83.27625948ELPRPVLEGQQSER 4 21361348 1xTMT6plex [N-Term] 0.55 0.848 3.410159111 3.58 0 1867.023491 3 623.0112915 -2.233104351 -0.001389753 39.00907126AMSLEEAK 4 21361348 2xTMT6plex [N-Term; K8] 1.51 1.109 3.547082901 26.29 0 1336.754659 2 668.8812866 0.47726947 0.000318996 40.532669EAFAGDDVIR 4 21361348 1xTMT6plex [N-Term] 1.131 1.072 2.905768633 14.68 0 1321.694946 2 661.3516846 0.867439668 0.000573245 40.04487647EEPAPEEEEPLLLQRPER 5 21361348 1xTMT6plex [N-Term] 0.944 0.964 0.931 3.87673974 10.96 0 2390.240085 3 797.4180908 -0.152829444 -0.000121766 48.86733108TVELPLNKEEIER 3 21361348 2xTMT6plex [N-Term; K8] 1.666 1.251 3.071627617 1.12 1 2028.174127 3 676.7285767 -1.45440645 -0.000983263 58.82361117SDLSVIQR 4 21361348 1xTMT6plex [N-Term] 0.907 1.087 2.719083548 13.73 0 1146.668003 2 573.8370972 -0.946537323 -0.000542682 32.81531419TAQVLSK 6 21361348 2xTMT6plex [N-Term; K7] 1.064 1.583 1.23 3.160271406 25.73 0 1204.766544 2 602.8853149 -2.648436084 -0.001595374 36.03735872WDPVVLK 4 21361348 2xTMT6plex [N-Term; K7] 1.326 1.372 1.846663952 15.9 0 1314.81858 2 657.9127808 -0.224127166 -0.000147343 67.42770018
7242140 CLPX ATP-dependent Clp protease ATP-binding subunit clpX-like, mitochondrial precursor 10845 NP_006651.2 34.43917852 1 16 16 91 633 69.181 7.58 1.26 1.17 1.17 1.2 Significant 0.000624

SGESNTHQDIEEKDR 6 7242140 2xTMT6plex [N-Term; K13] 1.303 1.222 1.457 5.908641338 23.69 1 2203.099124 4 551.5300293 -0.379557366 -0.000209051 16.67415178LLEGTIVNVPEK 12 7242140 2xTMT6plex [N-Term; K12] 1.295 1.407 1.035 4.596457958 53.41 0 1770.077707 2 885.5415649 -1.047319663 -0.000926919 72.25382132
LLLEPMFEVPNSDIVCVEVDKEVVEGK 4 7242140 3xTMT6plex [N-Term; K21; K27]; 1xCarbamidomethyl [C16] 100 1.091 4.892117023 52.62 1 3775.051647 4 944.5175171 -0.902917614 -0.00085214 110.3963924

AQQGIVFLDEVDK 8 7242140 2xTMT6plex [N-Term; K13] 1.472 1.256 1.276 4.708464622 81.52 0 1920.084249 2 960.545166 -0.621612698 -0.000596774 72.59650079DVGGEGVQQGLLK 4 7242140 2xTMT6plex [N-Term; K13] 1.168 1.198 4.411239624 53.42 0 1758.016169 2 879.5118408 0.133992297 0.00011778 49.44858578LPVVVPLHSLDEK 6 7242140 2xTMT6plex [N-Term; K13] 1.213 1.127 1.042 4.671908855 40.14 0 1904.162105 3 635.3922119 -0.01203039 -7.64E-06 75.99075439DLIEFGMIPEFVGR 17 7242140 1xTMT6plex [N-Term] 1.905 1.061 1.252 4.574356079 39.87 0 1851.987622 3 617.9996338 -1.767977698 -0.001091424 103.1187949SIIKEPESAAEAVK 10 7242140 3xTMT6plex [N-Term; K4; K14] 0.894 0.994 1.401 5.105650902 26.24 1 2159.289046 3 720.4346313 0.136643572 9.84E-05 50.70653899IGSVPGIHQLR 2 7242140 1xTMT6plex [N-Term] 1.03 3.824702263 40.36 0 1405.847699 3 469.2878113 0.840687005 0.000393959 46.03390695SNILLLGPTGSGK 4 7242140 2xTMT6plex [N-Term; K13] 0.883 1.086 3.561090946 18.74 0 1715.046741 2 858.0228271 -4.876644422 -0.004181837 64.81463324NAVIPQYQALFSMDK 2 7242140 2xTMT6plex [N-Term; K15] 1.268 3.77050662 31.51 0 2183.193482 3 728.4012451 -1.969439939 -0.001433223 83.73370981TLVQILTEPR 2 7242140 1xTMT6plex [N-Term] 1.206 4.104774475 56.23 0 1398.851781 2 699.9291382 -0.558495777 -0.000390626 77.72307208AAAAADLANR 4 7242140 1xTMT6plex [N-Term] 1.026 0.978 3.462973118 41.14 0 1172.658501 2 586.833252 0.619333122 0.000363133 25.85773493LLQDANYNVEK 2 7242140 2xTMT6plex [N-Term; K11] 1.41 4.769123077 37.07 0 1764.98962 2 882.9981079 -0.385934104 -0.000340585 53.72160812TLLAQTLAK 6 7242140 2xTMT6plex [N-Term; K9] 1.167 1.315 1.24 4.331560135 58.27 0 1416.919022 2 708.9625854 -0.795762881 -0.000563766 59.68275841ESSEEEYDSGVEEEGWPR 2 7242140 1xTMT6plex [N-Term] 100 2.557962179 10.24 0 2343.00981 2 1172.009033 0.418276631 0.000490013 40.813938135730023 RUVBL2 ruvB-like 2 10856 NP_006657.1 56.80345572 1 23 23 278 463 51.125 5.64 1.03 1.09 1.06 1.06 Significant 0.000267 ALESDMAPVLIMATNR 24 5730023 1xTMT6plex [N-Term] 1.081 1.098 1.021 5.106732368 63.83 0 1961.039734 2 981.0222778 -1.25197664 -0.001227588 83.29951392DKVQAGDVITIDK 6 5730023 3xTMT6plex [N-Term; K2; K13] 1.112 1.152 1.215 5.349227428 27.16 1 2089.247181 3 697.0869751 -0.387181104 -0.000269639 50.99969548TTEMETIYDLGTK 36 5730023 2xTMT6plex [N-Term; K13] 1.109 1.097 1.077 4.786607265 76.09 0 1960.034915 2 980.5219116 0.832210781 0.000815581 66.41785592IKEETEIIEGEVVEIQIDRPATGTGSK 6 5730023 3xTMT6plex [N-Term; K2; K27] 1.419 1.213 1.012 7.154684544 25.2 1 3629.025232 4 908.0113525 -0.455205915 -0.000412988 82.12439957YAIQLITAASLVCR 10 5730023 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.415 1.621 1.196 5.03199482 47.44 0 1808.030156 3 603.3480835 -0.253857336 -0.000152994 93.11561451QASQGMVGQLAAR 8 5730023 1xTMT6plex [N-Term] 0.939 1.035 1.16 4.559626579 71.73 0 1545.836876 2 773.4221191 0.055459442 4.29E-05 35.10154071QASQGMVGQLAAR 6 5730023 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.013 1.127 1.271 3.058848858 63.72 0 1561.831791 2 773.4221191 0.055459442 4.29E-05 35.10154071KGTEVQVDDIK 4 5730023 3xTMT6plex [N-Term; K1; K11] 0.761 0.813 4.758743286 33.36 1 1919.141653 3 640.3847656 -0.995088089 -0.000636572 40.40061872EVVHTVSLHEIDVINSR 8 5730023 1xTMT6plex [N-Term] 0.89 0.936 6.519976139 46.29 0 2176.192347 4 544.8034668 -0.142130129 -7.73E-05 60.57999062TQGFLALFSGDTGEIK 24 5730023 2xTMT6plex [N-Term; K16] 1.205 1.084 1.064 5.188855648 57.95 0 2142.184691 2 1071.59729 1.2194458 0.001306139 94.97095855AVLIAGQPGTGK 10 5730023 2xTMT6plex [N-Term; K12] 1.032 1.044 1.119 3.927522182 52.2 0 1569.972848 2 785.4887695 -1.647020522 -0.001292889 49.43792972GLGLDDALEPR 18 5730023 1xTMT6plex [N-Term] 0.987 0.82 0.946 3.956398726 65.1 0 1384.76336 2 692.8852539 -0.092945483 -6.44E-05 53.70102679GTSYQSPHGIPIDLLDR 12 5730023 1xTMT6plex [N-Term] 1.237 0.914 1.309 5.484924793 41.53 0 2098.113034 2 1049.560547 0.373392657 0.00039171 61.71885926DYDAMGSQTK 10 5730023 2xTMT6plex [N-Term; K10] 1.17 1.08 1.109 3.522669792 48.09 0 1573.793229 2 787.3989868 -1.60874195 -0.001265914 29.31889238AAGVVLEMIR 18 5730023 1xTMT6plex [N-Term] 1.165 1.178 1.112 4.075979233 57.89 0 1287.765609 2 644.3862915 -0.234702795 -0.000151121 74.29855812EYQDAFLFNELK 2 5730023 2xTMT6plex [N-Term; K12] 0.821 3.533300161 32.62 0 1975.0577 3 659.0236206 -0.704436936 -0.000463768 83.5827282GTEVQVDDIK 6 5730023 2xTMT6plex [N-Term; K10] 0.717 0.751 0.84 3.623799562 62.02 0 1561.883758 2 781.4458618 0.440898888 0.000344316 41.66534403GTEVQVDDIKR 4 5730023 2xTMT6plex [N-Term; K10] 1.134 0.938 4.423671722 20.6 1 1717.984869 3 573.3329468 -0.338919148 -0.000194086 37.16877755EYQDAFLFNELKGETMDTS 4 5730023 2xTMT6plex [N-Term; K12]; 1xOxidation [M16] 2.529 100 3.980242729 52.67 1 2712.311484 3 904.7746582 -0.760569218 -0.000687634 80.39940147TEALTQAFR 6 5730023 1xTMT6plex [N-Term] 1.185 1.129 1.142 3.358033895 37.38 0 1265.705117 2 633.3548584 -2.114752551 -0.001338327 45.31008311KGTEVQVDDIKR 6 5730023 3xTMT6plex [N-Term; K1; K11] 0.814 1.495 1.113 5.132088184 13.07 2 2075.242764 4 519.5657349 -0.797365447 -0.000413682 36.91158469EYQDAFLFNELKGETMDTS 12 5730023 2xTMT6plex [N-Term; K12] 2.104 1.706 1.115 4.016488552 33.47 1 2696.316569 3 904.7746582 -0.760569218 -0.000687634 80.39940147LLIVSTTPYSEKDTK 2 5730023 3xTMT6plex [N-Term; K12; K15] 2.125 3.885615587 5.82 1 2382.409889 3 794.8081055 -0.052843027 -4.20E-05 64.18605576
FVQCPDGELQK 16 5730023 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.92 0.978 1.03 4.353754044 41.57 0 1778.951127 2 889.979248 0.052139572 4.64E-05 47.43629425
DYDAMGSQTK 12 5730023 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 0.915 0.938 1.05 2.209291697 38.69 0 1589.788144 2 787.3989868 -1.60874195 -0.001265914 29.31889238IGLETSLR 6 5730023 1xTMT6plex [N-Term] 0.876 0.782 0.969 3.441227674 32.45 0 1117.67784 2 559.3423462 -0.379131779 -0.000211874 44.64185026ALESDMAPVLIMATNR 2 5730023 1xTMT6plex [N-Term]; 1xOxidation [M] 1.194 2.114132643 0 1977.034649 2 981.0222778 -1.25197664 -0.001227588 83.29951392

5729875 PGRMC1 membrane-associated progesterone receptor component 1 isoform 1 10857 NP_006658.1 47.17948718 1 7 8 46 195 21.658 4.7 0.77 0.91 0.81 0.83 Significant 0.00251
EALKDEYDDLSDLTAAQQETLSDWESQFTFK 4 5729875 3xTMT6plex [N-Term; K4; K31] 0.707 4.218263626 13.17 1 4311.143569 4 1078.540771 -0.536431335 -0.000578158 106.5403413GDQPAASGDSDDDEPPPLPR 8 5729875 1xTMT6plex [N-Term] 0.749 1.397 0.934 3.902317524 56.18 0 2265.046864 2 1133.027222 0.133648173 0.00015136 34.03567271KFYGPEGPYGVFAGR 4 5729875 2xTMT6plex [N-Term; K1] 1.012 1.233 5.893344402 35.88 1 2103.142767 3 701.7180176 -1.553591928 -0.001089142 68.56987042FYGPEGPYGVFAGR 2 5729875 1xTMT6plex [N-Term] 1.005 4.132650852 38.41 0 1745.884872 2 873.4448242 -1.432014528 -0.001250066 67.65014431GLATFCLDK 12 5729875 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 0.701 0.832 0.801 3.803131104 42.34 0 1482.839057 2 741.9234619 0.397863896 0.000294984 60.35549789DFTPAELR 6 5729875 1xTMT6plex [N-Term] 0.636 0.882 0.787 3.075672865 38.23 0 1177.641454 2 589.3248291 0.787670239 0.000463797 44.23062807RFDGVQDPR 6 5729875 1xTMT6plex [N-Term] 0.874 0.939 0.855 3.099625349 20.57 1 1318.706514 3 440.2402039 -0.345397349 -0.000151826 21.06852194FDGVQDPR 4 5729875 1xTMT6plex [N-Term] 0.799 0.91 2.543366671 28.08 0 1162.605403 2 581.8059692 -0.63734732 -0.000370492 27.424989335729718 TPBG trophoblast glycoprotein precursor 7162 NP_006661.1 18.57142857 1 6 6 37 420 46.003 6.83 1.15 1 0.82 0.99 Significant 0.00916 SFEGMVVAALLAGR 15 5729718 1xTMT6plex [N-Term] 1.208 1.089 1.062 4.75585413 70.05 0 1649.924628 3 550.6462402 -0.279307834 -0.000153612 108.3869814DVLAQLPSLR 6 5729718 1xTMT6plex [N-Term] 1.118 1.107 0.894 3.973984718 50.97 0 1340.809916 2 670.9086914 0.141684886 9.50E-05 67.70418578VFLDNNPWVCDCHMADMVTWLK 4 5729718 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C10; C12] 1.009 100 3.26360321 30.67 0 3209.544495 3 1070.521362 1.569953017 0.001679611 107.0304122LELASNHFLYLPR 4 5729718 1xTMT6plex [N-Term] 1.157 1.158 3.309391737 19.8 0 1802.01622 3 601.3428955 -1.15823406 -0.000695719 70.58076408AGAFEHLPSLR 4 5729718 1xTMT6plex [N-Term] 0.828 0.722 3.553108454 30.6 0 1426.800414 3 476.2715759 -0.167946963 -7.99E-05 52.53148758LTCAYPEK 4 5729718 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.991 0.814 3.21715045 29.15 0 1439.796858 2 720.4013062 -1.057375076 -0.000761203 39.99158013

5730041 SUGT1 protein SGT1 homolog isoform A 10910 NP_006695.1 51.35135135 1 14 14 75 333 37.781 5.21 1.18 1.25 1.18 1.2 Significant 0.000376 NYAAALETFTEGQK 8 5730041 2xTMT6plex [N-Term; K14] 1.34 1.169 1.153 4.052808762 35.26 0 2001.069327 3 667.6942749 -0.52755442 -0.000351891 69.16091925SFMESGGTVLSTNWSDVGK 10 5730041 2xTMT6plex [N-Term; K19] 0.967 1.474 1.146 5.093524933 64.84 0 2460.248096 2 1230.62561 -1.687560243 -0.002075908 75.88704471
AYCHILLGNYCVAVADAK 6 5730041 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C3; C11] 2.114 2.046 1.676 5.577624321 41.63 0 2496.314342 3 832.776123 -0.210938729 -0.000175523 67.64069226

LELLHPIIPEQSTFK 6 5730041 2xTMT6plex [N-Term; K15] 1.417 1.235 3.70943737 26.22 0 2223.315311 3 741.7772217 0.809763264 0.00060012 82.18306623LEGQGDVPTPK 14 5730041 2xTMT6plex [N-Term; K11] 1.292 1.315 1.212 3.674469233 53.18 0 1598.915393 2 799.9599609 -1.718424259 -0.001373807 38.89457241LDSADANFSVWIK 4 5730041 2xTMT6plex [N-Term; K13] 1.182 1.228 2.860676289 33.28 0 1924.058034 2 962.5331421 0.505868155 0.00048666 81.98431247KVEINPPDDMEWK 2 5730041 3xTMT6plex [N-Term; K1; K13] 1.174 4.761740208 21.72 1 2288.256365 3 763.4224243 -1.593226544 -0.001215237 62.7013597LEGDAALNR 4 5730041 1xTMT6plex [N-Term] 0.634 0.619 3.032985687 26.97 0 1187.658167 2 594.3319092 -1.36816356 -0.000812455 30.48169792ALEQKPDDAQYYCQR 5 5730041 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C13] 1.467 1.128 3.404477835 2.43 0 2343.180351 3 781.7306519 -1.258444999 -0.000982921 34.24558237
NDVNVEFSEK 2 5730041 2xTMT6plex [N-Term; K10] 0.964 1.937101483 9.99 0 1638.873922 2 819.939209 -1.696653545 -0.001390301 42.67105518LPSGEDYNLK 2 5730041 2xTMT6plex [N-Term; K10] 1.738 3.271599054 21 0 1593.888844 2 797.4470825 -1.226786262 -0.00097768 50.93629518QFVADVK 6 5730041 2xTMT6plex [N-Term; K7] 1.201 1.189 1.131 3.199326277 30.4 0 1264.766544 2 632.8867798 -0.206409387 -0.00013053 44.19454356ELSALVK 4 5730041 2xTMT6plex [N-Term; K7] 1.261 1.313 2.759612799 32.05 0 1217.786945 2 609.3951416 -3.234159219 -0.001969258 55.11754738LVGEIKEEEK 2 5730041 3xTMT6plex [N-Term; K6; K10] 0.973 0.973 2.106330872 1 1861.124941 3 621.0457153 -1.261567053 -0.000782645 48.0332539121327715 TCERG1 transcription elongation regulator 1 isoform 1 10915 NP_006697.2 19.85428051 1 21 21 98 1098 123.823 8.65 1.1 1.08 1.04 1.07 Significant 0.00027 EALFNEFVAAAR 9 21327715 1xTMT6plex [N-Term] 1.316 1.428 0.997 4.748567104 44.78 0 1566.847758 2 783.9243164 -4.085915474 -0.003201004 78.91011521SDFFELLSNHHLDSQSR 6 21327715 1xTMT6plex [N-Term] 1.307 1.24 1.305 4.721642017 42.24 0 2261.114825 4 566.0332642 -1.591152884 -0.000899445 65.81448653EEPKEEEMTEEEK 4 21327715 3xTMT6plex [N-Term; K4; K13] 0.939 0.986 4.447657585 21.58 1 2324.178234 3 775.397644 0.062296817 4.83E-05 31.12922687LIVAYVDDLDRR 6 21327715 1xTMT6plex [N-Term] 1.342 1.564 5.052740574 64.84 1 1676.953286 3 559.6553955 -0.985445794 -0.000550849 72.15486767AKPVATAPIPGTPWCVVWTGDER 6 21327715 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C15] 1.253 1.289 1.273 7.1272192 31.59 0 2966.596254 3 989.53479 -2.169895146 -0.002145734 80.72770069LIVAYVDDLDR 2 21327715 1xTMT6plex [N-Term] 1.081 3.796995878 25.5 0 1520.852175 2 760.9299927 0.351034487 0.000266936 86.03870001SSDVSWSDTR 10 21327715 1xTMT6plex [N-Term] 1.25 1.595 1.351 3.568171501 47.94 0 1368.659289 2 684.8340454 1.114565418 0.00076273 26.59526151KQVFDQYVK 6 21327715 3xTMT6plex [N-Term; K1; K9] 1.346 1.405 1.411 3.88769269 18.4 1 1842.109231 3 614.708252 0.527373382 0.000323826 51.12984316GPPPPPTASEPTR 6 21327715 1xTMT6plex [N-Term] 1.709 1.407 1.296 4.111125946 49.57 0 1532.827023 2 766.9160767 -1.400053402 -0.00107302 40.33526849ESAWTKPDGVK 5 21327715 3xTMT6plex [N-Term; K6; K11] 0.702 0.532 0.703 3.725239515 7 0 1905.104874 3 635.7062988 -0.278580792 -0.000176909 51.56697234WESGSLLER 6 21327715 1xTMT6plex [N-Term] 1.116 1.46 1.08 3.091086864 41.94 0 1305.700031 2 653.3529663 -1.053406433 -0.000687716 48.89812238TLESTWEKPQELK 2 21327715 3xTMT6plex [N-Term; K8; K13] 1.489 2.93008709 4.33 0 2276.310509 3 759.4402466 -1.899096757 -0.001440978 58.33711868ALLSDMVR 6 21327715 1xTMT6plex [N-Term] 0.856 1.041 1.193 2.866809368 30.63 0 1133.654996 2 567.3306885 -0.789726044 -0.000447638 54.77835888IIQEPPHKK 4 21327715 3xTMT6plex [N-Term; K8; K9] 1.313 1.495 3.700717688 15.49 1 1777.130301 4 445.0376282 -0.91053801 -0.000404536 32.90508265QVFDQYVK 2 21327715 2xTMT6plex [N-Term; K8] 1.032 2.648825407 17.65 0 1484.851336 2 742.9285889 -0.966464177 -0.000717528 53.14058138YLLLNPK 4 21327715 2xTMT6plex [N-Term; K7] 1.167 0.998 2.64628458 30.42 0 1318.84988 2 659.9287109 0.201345888 0.000132773 66.62737248DDNKDIDSEK 4 21327715 3xTMT6plex [N-Term; K4; K10] 1 0.707 0.772 3.293599367 8.28 1 1866.005948 3 622.6727905 -1.141131394 -0.000709786 26.6142887LIQESDQHLKDVEK 1 21327715 3xTMT6plex [N-Term; K10; K14] 1.394 2.501066446 1 2369.364336 4 593.0963745 -0.281794199 -0.000166918 45.3743426VYYYNAR 4 21327715 1xTMT6plex [N-Term] 0.87 1.353 2.404276848 17.95 0 1177.620325 2 589.3136597 -0.239426967 -0.000140977 30.38514081LSMWDRPDDLIGR 3 21327715 1xTMT6plex [N-Term] 1.289 1.01 3.805754662 9.34 0 1802.942069 3 601.6499634 -3.734059677 -0.002244098 62.34096828AIVPLEAR 2 21327715 1xTMT6plex [N-Term] 1.46 2.953297853 29.71 0 1097.68801 2 549.3480225 0.690534895 0.000378996 46.44850633118402586 GLO1 lactoylglutathione lyase 2739 NP_006699.2 55.43478261 1 11 11 163 184 20.764 5.31 1.1 1.04 1.08 1.07 Significant 0.00027 GFGHIGIAVPDVYSACK 14 118402586 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C16] 1.147 0.696 1.062 5.659638882 42.07 0 2249.21528 2 1125.110229 -0.932670004 -0.001048888 69.57538974

GLAFIQDPDGYWIEILNPNK 48 118402586 2xTMT6plex [N-Term; K20] 1.029 0.997 1.028 5.075592518 52.84 0 2761.496523 4 691.1306152 1.487616394 0.001027012 110.334828FSLYFLAYEDKNDIPK 7 118402586 3xTMT6plex [N-Term; K11; K16] 1.245 1.142 1.375 3.915352583 17.17 1 2650.473552 4 663.3746948 1.281856547 0.000849382 94.68060439DFLLQQTMLR 10 118402586 1xTMT6plex [N-Term] 0.929 1.023 0.926 3.875438929 40.08 0 1493.834751 3 498.6166687 0.47001418 0.000234041 68.99281067VLGMTLIQK 22 118402586 2xTMT6plex [N-Term; K9] 1.082 1.146 1.14 4.51116848 49.12 0 1460.927478 2 730.9672241 -0.209735129 -0.000153204 75.81196391RFEELGVK 10 118402586 2xTMT6plex [N-Term; K8] 1.079 0.905 0.867 3.957754374 23.46 1 1435.867321 3 479.293335 -1.301629448 -0.000622989 52.78891033KSLDFYTR 6 118402586 2xTMT6plex [N-Term; K1] 2.083 2.147 1.628 3.060992002 16.52 1 1487.862235 3 496.6255798 -0.032898239 -1.63E-05 40.10354182DFLLQQTMLR 4 118402586 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.064 2.933639288 29.06 0 1509.829666 3 498.6166687 0.47001418 0.000234041 68.99281067IAWALSR 16 118402586 1xTMT6plex [N-Term] 0.999 0.985 1.027 3.085900068 34.36 0 1045.635581 2 523.321228 -0.383915123 -0.000200718 57.89211657FEELGVK 4 118402586 2xTMT6plex [N-Term; K7] 1.128 1.092 3.046316624 34.21 0 1279.76621 2 640.3866577 -0.133485563 -8.54E-05 62.46610716
CDFPIMK 8 118402586 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 1.379 1.196 1.235 3.01262188 20.63 0 1368.741986 2 684.8717041 -4.277107691 -0.002927128 57.95102998

VLGMTLIQK 8 118402586 2xTMT6plex [N-Term; K9]; 1xOxidation [M4] 1.04 1.182 1.596 2.457717657 28.54 0 1476.922393 2 730.9672241 -0.209735129 -0.000153204 75.81196391SLDFYTR 6 118402586 1xTMT6plex [N-Term] 0.958 0.936 1.073 2.934693336 28.46 0 1130.60434 2 565.8060913 0.500402455 0.000282879 39.88881842
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

5729779 COPS8 COP9 signalosome complex subunit 8 isoform 1 10920 NP_006701.1 46.88995215 1 6 6 47 209 23.211 5.38 1.02 1.04 1.1 1.05 Significant 0.00052 SANSELGGIWSVGQR 6 5729779 1xTMT6plex [N-Term] 0.769 1.417 5.660340786 42.44 0 1789.939427 2 895.4726563 -0.776959253 -0.000695355 57.30999482FIPLSEPAPVPPIPNEQQLAR 22 5729779 1xTMT6plex [N-Term] 1.057 1.033 1.2 5.543873787 37.02 0 2542.423075 3 848.1442261 -1.946858252 -0.001649912 88.76073507KPVAGALDVSFNK 6 5729779 3xTMT6plex [N-Term; K1; K13] 1.139 1.061 1.077 6.513946533 63.78 0 2033.236222 3 678.4163818 -0.801767237 -0.000543394 68.36145318PVAVMAESAFSFK 1 5729779 2xTMT6plex [N-Term; K13] 1.152 27.41 0 1842.023563 3 614.6787109 -1.076814401 -0.000661172 89.25106779LTDYVAFLEN 10 5729779 1xTMT6plex [N-Term] 0.832 0.98 1.041 2.972651958 58.91 0 1413.746313 2 707.3770142 0.310402445 0.000219415 89.60766042DFPGIYTTINAHQWSETVQPIMEALR 2 5729779 1xTMT6plex [N-Term] 100 3.799870491 15.15 0 3246.645499 3 1082.887939 1.159972463 0.00125534 103.7292242
6857826 RNPS1 RNA-binding protein with serine-rich domain 1 isoform a 10921 NP_006702.1 16.72131148 1 5 5 37 305 34.188 11.84 1.41 1.36 1.27 1.35 Significant 0.000924

GYAYVEFENPDEAEK 10 6857826 2xTMT6plex [N-Term; K15] 1.436 1.326 1.369 4.441463947 66.05 0 2219.09085 2 1110.047485 -1.42230629 -0.001578113 55.19372787DHIMEIFSTYGK 6 6857826 2xTMT6plex [N-Term; K12]; 1xOxidation [M4] 1.396 1.477 1.241 4.341425896 29.51 0 1915.003556 3 639.0057373 -0.468712413 -0.000299195 54.27785103MIDMPVER 6 6857826 1xTMT6plex [N-Term] 1.285 1.377 1.289 3.294467688 31.56 0 1219.637631 2 610.3212891 -1.909964846 -0.001164732 47.5516023MLPPPPMWR 8 6857826 1xTMT6plex [N-Term] 1.183 1.241 1.124 3.001064539 34.57 0 1353.737285 2 677.3700562 -3.287037566 -0.002224893 70.63999089ESSEKDR 7 6857826 2xTMT6plex [N-Term; K5] 2.489 1.904 1.955 2.604974985 7.64 1 1308.715965 3 436.9098511 -0.737300812 -0.000321639 14.72545365
217330646 SUB1 activated RNA polymerase II transcriptional coactivator p15 10923 NP_006704.3 45.66929134 1 7 7 139 127 14.386 9.6 0.97 0.94 0.98 0.97 Significant 0.000156

EQISDIDDAVR 16 217330646 1xTMT6plex [N-Term] 1.14 0.993 1.046 4.455421925 67.26 0 1489.769567 2 745.3882446 -0.238125543 -0.000177376 40.32141488GISLNPEQWSQLK 59 217330646 2xTMT6plex [N-Term; K13] 0.965 0.941 0.987 4.419926643 80.12 0 1958.111132 2 979.557312 -1.932993741 -0.001892508 78.74126956KGISLNPEQWSQLK 2 217330646 3xTMT6plex [N-Term; K1; K14] 1.026 4.580765247 13.39 1 2315.369027 3 772.4619751 1.012651954 0.000781554 73.19525704EYWMDPEGEMKPGR 7 217330646 2xTMT6plex [N-Term; K11] 0.95 0.898 0.882 3.717092276 10.01 0 2183.066567 3 728.359375 -1.371905028 -0.00099832 55.28616757DDNMFQIGK 16 217330646 2xTMT6plex [N-Term; K9] 1.011 1.078 0.97 3.802221775 53.67 0 1525.808485 2 763.4078979 0.022439538 1.71E-05 55.53405144KQVAPEKPVK 5 217330646 4xTMT6plex [N-Term; K1; K7; K10] 1.025 0.808 1.072 3.630228996 5.21 1 2040.335098 4 510.8389282 -0.59535778 -0.000303682 37.22386594DDNMFQIGK 16 217330646 2xTMT6plex [N-Term; K9]; 1xOxidation [M4] 1.082 0.981 1.076 2.445916414 42.23 0 1541.8034 2 763.4078979 0.022439538 1.71E-05 55.53405144QVAPEKPVK 8 217330646 3xTMT6plex [N-Term; K6; K9] 0.703 0.812 0.792 3.283175945 8.71 0 1683.077203 2 842.0400391 -2.615016704 -0.002200637 33.36274508EYWMDPEGEMKPGR 10 217330646 2xTMT6plex [N-Term; K11]; 1xOxidation [M] 1.025 1.042 1 2.28090477 7.18 0 2199.061482 3 728.359375 -1.371905028 -0.00099832 55.28616757112293285 SPIN1 spindlin-1 10927 NP_006708.2 11.45038168 1 2 2 10 262 29.582 6.96 1.34 1.54 1.39 1.43 Significant 0.00178 ISDAHLADTMIGK 2 112293285 2xTMT6plex [N-Term; K13]; 1xOxidation [M10] 1.313 3.470204353 44.58 0 1846.014455 3 616.0093994 -0.43893904 -0.000270096 44.81964093GTVLDQVPVNPSLYLIK 8 112293285 2xTMT6plex [N-Term; K17] 1.339 1.543 1.511 4.872090816 47.98 0 2314.37864 3 772.1293945 -2.164536158 -0.001669852 94.5066081232484975 ADK adenosine kinase isoform b 132 NP_006712.2 59.39226519 1 18 18 153 362 40.52 6.7 1.12 1.13 1.27 1.17 Significant 0.0017 VMPYVDILFGNETEAATFAR 38 32484975 1xTMT6plex [N-Term] 0.94 1.001 0.918 5.673306465 75.61 0 2473.263463 3 825.0944824 2.196068355 0.001810485 105.8657656
AAEAHVDAHYYEQNEQPTGTCAACITGDNR 8 32484975 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C21; C24] 0.735 1.159 0.9 9.113194466 84.39 0 3578.586223 4 895.4028931 0.983454193 0.000879844 34.32535758

SLIANLAAANCYK 10 32484975 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 1.288 0.948 0.972 4.571145535 59.85 0 1867.051175 2 934.0283813 -0.904637596 -0.000844502 67.12133239
AATFFGCIGIDK 10 32484975 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.367 1.358 1.217 5.147738934 71.22 0 1757.966049 2 879.4863281 -0.380507917 -0.00033446 79.10160027

DDTIMATESEVTAFAVLDQDQK 11 32484975 2xTMT6plex [N-Term; K22] 1.315 0.604 0.887 6.599028587 47.72 0 2885.44904 3 962.4880371 0.179607443 0.000172749 100.2407228
KAAEAHVDAHYYEQNEQPTGTCAACITGDNR 4 32484975 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C22; C25] 0.929 1.396 9.17016983 37.87 1 3935.844118 5 787.9763794 2.203464466 0.001734499 34.97937343AGHYAASIIIR 4 32484975 1xTMT6plex [N-Term] 0.952 1.041 3.343120337 25.21 0 1400.82115 3 467.6115723 -0.703925069 -0.000328691 41.84210167YSLKPNDQILAEDK 4 32484975 3xTMT6plex [N-Term; K4; K14] 0.971 0.83 5.008740425 16.89 0 2321.331973 3 774.447937 -1.169731376 -0.000905112 57.15530854VAQWMIQQPHK 10 32484975 2xTMT6plex [N-Term; K11] 1.082 1.139 1.17 4.105315685 45.73 0 1824.035465 2 912.5201416 -1.347910675 -0.001229318 54.21945459VEYHAGGSTQNSIK 4 32484975 2xTMT6plex [N-Term; K14] 1.132 1.119 4.337285042 23.11 0 1949.04926 3 650.3543091 -0.454792972 -0.000295471 30.46384137

TGCTFPEKPDFH 6 32484975 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.248 0.862 0.759 3.535215378 7.82 0 1893.95694 3 631.9894409 -1.674191227 -0.001056949 46.21107449
ELFDELVK 14 32484975 2xTMT6plex [N-Term; K8] 0.754 0.876 3.387146473 42.34 0 1450.855753 2 725.9291382 -3.276054703 -0.002376541 78.6876186IVIFTQGR 6 32484975 1xTMT6plex [N-Term] 1.235 1.304 1.239 2.684155464 20.02 0 1162.714559 2 581.8605347 -0.65939147 -0.000383342 55.79841411NWMLVEK 4 32484975 2xTMT6plex [N-Term; K7] 1.331 1.021 3.078601122 32.75 0 1377.796464 2 689.4015503 -0.464476488 -0.000319977 62.27363159KTQALPK 12 32484975 3xTMT6plex [N-Term; K1; K7] 1.315 1.248 1.243 3.260681629 10.03 1 1472.976761 3 491.6639099 0.282371277 0.000138642 30.29984648EQGFETK 2 32484975 2xTMT6plex [N-Term; K7] 1.105 2.292666197 22.76 0 1296.719988 2 648.8638916 0.400158191 0.000259447 28.00568318VAHHASENNR 4 32484975 1xTMT6plex [N-Term] 100 100 1.706184745 4.85 0 1363.702825 3 455.2384033 -1.590272471 -0.000722886 12.53091763EKHLDLEK 2 32484975 3xTMT6plex [N-Term; K2; K8] 1.957 2.507102013 6.22 1 1699.035732 4 425.5138855 -1.188761234 -0.000504937 34.91705206

148233596 LRBA lipopolysaccharide-responsive and beige-like anchor protein isoform 2 987 NP_006717.2 13.69193154 1 33 33 168 2863 318.906 5.6 1.03 1.05 1 1.03 Significant 0.0002
LPSVPTVDSVSQDPVSNMSITER 4 148233596 1xTMT6plex [N-Term] 1.031 1.149 4.988365173 39.58 0 2687.375926 3 896.4621582 -1.490130423 -0.001334847 72.70372479FAVLTGLVEVGEVSNR 2 148233596 1xTMT6plex [N-Term] 1.225 4.232589245 30.69 0 1919.079943 3 640.3657837 1.487725527 0.000951688 94.82586497TLLGSHGQELLIEGTSLVCMK 6 148233596 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C19] 1.324 1.136 1.02 5.596519947 33.16 0 2744.509079 3 915.5106812 3.06488949 0.002803872 89.12448195

LINDCHGSVSEASSEQK 6 148233596 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C5] 0.788 1.093 0.812 5.156075954 29.24 0 2319.165095 3 773.7255249 -1.325228193 -0.001024474 46.10320306LDVSNVATDTER 4 148233596 1xTMT6plex [N-Term] 0.845 1.071 4.048447132 40.23 0 1548.806681 2 774.9060669 -1.177662106 -0.000911985 37.09909456VANEAEFILSR 6 148233596 1xTMT6plex [N-Term] 1.085 1.169 1.328 3.950293303 60.48 0 1477.821209 2 739.4140015 -0.326697377 -0.0002414 65.11799069FPSNSPVTHVAANTQPGLATPAVITVTANR 4 148233596 1xTMT6plex [N-Term] 1.028 100 6.606365681 28.44 0 3260.758889 3 1087.59082 -0.301034984 -0.000327201 75.92368912ASPNVEAPQPHR 2 148233596 1xTMT6plex [N-Term] 0.955 3.950988531 23.66 0 1531.817855 3 511.2770996 -0.724284464 -0.000369824 20.27510465YGPDAFFNFPGK 10 148233596 2xTMT6plex [N-Term; K12] 1.079 0.956 3.840041637 48.79 0 1817.962677 2 909.4849243 -0.057980941 -5.27E-05 80.53044147SAAAIALPPIAK 12 148233596 2xTMT6plex [N-Term; K12] 1.077 1.054 1.105 3.980851412 47.97 0 1581.013985 2 791.0101929 -0.553852035 -0.000437824 68.88256303SPVDIVTGGISPVR 6 148233596 1xTMT6plex [N-Term] 0.918 0.884 0.925 3.414637804 43.77 0 1625.942387 2 813.4724121 -2.976237836 -0.002419596 63.09880788VGVGTSFGLPQTR 6 148233596 1xTMT6plex [N-Term] 0.738 0.878 0.652 4.245149612 37.55 0 1547.874307 2 774.4407349 -0.0737679 -5.71E-05 56.41956046IEPFTTYFLNLQGGK 4 148233596 2xTMT6plex [N-Term; K15] 0.873 0.632 3.361501217 27.02 0 2186.226162 3 729.4129028 -0.917953477 -0.000668951 101.6393654NPLGSTHPEATLK 4 148233596 2xTMT6plex [N-Term; K13] 1.042 0.86 3.116275549 16.07 0 1823.042719 3 608.3502808 -3.52680427 -0.002143172 42.98268924DLSKPIGALNPK 2 148233596 3xTMT6plex [N-Term; K4; K12] 1.037 2.382858992 7.87 0 1940.214759 3 647.4088135 -1.480027043 -0.00095719 66.01318669
NCLECQQHSQLK 4 148233596 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C2; C5] 1.22 1.591 3.182868004 16.67 0 2003.020286 3 668.3442993 -0.969131863 -0.000647064 41.36629496
ILAYTEGLHGK 4 148233596 2xTMT6plex [N-Term; K11] 1.009 1.149 3.4941504 14.5 0 1659.983413 3 553.9984131 -1.642710503 -0.000908957 56.99611555ATPSVSVSK 12 148233596 2xTMT6plex [N-Term; K9] 1.11 1.13 1.123 3.516247749 55.13 0 1333.809137 2 667.4082031 -0.005540523 -3.70E-06 34.08820387QTDTETQDSK 6 148233596 2xTMT6plex [N-Term; K10] 1.108 0.971 1.075 3.136427402 39.35 0 1610.827366 2 805.9180908 0.955652144 0.000769695 17.10832986LLQDMDINR 6 148233596 1xTMT6plex [N-Term] 0.861 0.773 0.878 3.158003807 24.03 0 1346.729951 2 673.8670044 -2.390361137 -0.001609585 53.39810308AFLSDMIK 6 148233596 2xTMT6plex [N-Term; K8] 1.083 1.162 0.992 3.79280591 29.21 0 1382.81178 2 691.9096069 0.113997574 7.88E-05 71.96335146DGQYLLTGGDR 2 148233596 1xTMT6plex [N-Term] 0.593 2.918976545 17.94 0 1423.737873 2 712.3723145 -0.366025067 -0.000260562 36.42725656EIFVDFAPFLSR 4 148233596 1xTMT6plex [N-Term] 1.173 0.977 3.131242514 25.12 0 1669.915109 2 835.4562988 -5.861635537 -0.004894217 103.4106285IQNPQILK 4 148233596 2xTMT6plex [N-Term; K8] 0.89 0.966 3.26405549 16.92 0 1411.903706 2 706.4551392 -0.498914823 -0.00035221 50.97667766EAVEAQIR 4 148233596 1xTMT6plex [N-Term] 1.131 0.899 2.982345819 29.31 0 1144.652353 2 572.829895 0.140129064 8.02E-05 25.24856393LEHALEK 6 148233596 2xTMT6plex [N-Term; K7] 1.092 1.048 1.06 3.175902843 37.9 0 1297.788008 3 433.2668762 -1.488908727 -0.000644096 35.17632709VTFEIHK 4 148233596 2xTMT6plex [N-Term; K7] 0.95 1.069 2.531229734 18.08 0 1331.808743 3 444.6078491 0.18843042 8.37E-05 46.60717357WLFTEIR 6 148233596 1xTMT6plex [N-Term] 0.716 0.901 1.199 2.719612598 21.42 0 1193.68801 2 597.347229 -0.694421139 -0.000414461 76.78622991SVIVAAK 6 148233596 2xTMT6plex [N-Term; K7] 1.048 0.988 1.083 2.839402676 25.35 0 1145.765816 2 573.3869019 0.620817036 0.000355655 41.83591003AAFFAER 2 148233596 1xTMT6plex [N-Term] 1.019 2.452286959 18.38 0 1040.572646 2 520.7891235 -1.61046871 -0.000837905 39.31759147LLSQTMK 6 148233596 2xTMT6plex [N-Term; K7] 1.059 1.033 0.883 3.254286528 15.88 0 1278.785565 2 639.8955688 -1.332369347 -0.000851907 50.23798627VIATLLR 6 148233596 1xTMT6plex [N-Term] 1.059 1.141 1.063 2.396187305 28.55 0 1014.687282 2 507.8468323 -0.881206687 -0.000447075 63.7086688LIFQEGKPVTEK 2 148233596 3xTMT6plex [N-Term; K7; K12] 0.768 0.718 2.342400074 0 2076.267188 3 692.7595825 -1.441953821 -0.00099796 59.6705758227151736 DNAJB2 dnaJ homolog subfamily B member 2 isoform b 3300 NP_006727.2 12.03703704 1 3 4 20 324 35.558 5.95 0.88 0.9 0.63 0.8 Significant 0.0115 FKEVAEAYEVLSDK 4 27151736 3xTMT6plex [N-Term; K2; K14] 1.034 1.035 5.272152901 35.67 1 2315.310175 3 772.442627 1.361609951 0.00105085 83.50366816AEAGSGGPGFTFTFR 4 27151736 1xTMT6plex [N-Term] 1.079 0.793 4.877542973 62.27 0 1730.86995 2 865.9366455 -2.273841761 -0.001967862 61.77584165EVAEAYEVLSDK 6 27151736 2xTMT6plex [N-Term; K12] 0.798 0.801 0.58 3.35229826 35.8 0 1810.983866 3 604.331604 -1.991993605 -0.001202489 64.92361769VEVEEDGQLK 6 27151736 2xTMT6plex [N-Term; K10] 0.695 1.026 0.833 4.284811974 48.33 0 1603.894323 2 802.4512329 0.540035774 0.00043308 41.4387648931563330 AKAP13 A-kinase anchor protein 13 isoform 1 11214 NP_006729.4 3.90486333 1 8 8 21 2817 307.654 5.2 1.16 1.39 0.98 1.18 Significant 0.01 ELPTDMELSAHDDGAPAGVR 2 31563330 1xTMT6plex [N-Term] 0.957 6.711182594 59.87 0 2310.12334 3 770.7099609 -3.467644935 -0.002670229 48.98430683DNEVEQEDLAQSLSLVK 2 31563330 2xTMT6plex [N-Term; K17] 1.171 3.590645075 23.14 0 2375.270605 3 792.4283447 -0.052415212 -4.15E-05 72.1014724ATLALDSVLTEEGK 4 31563330 2xTMT6plex [N-Term; K14] 1.199 1.014 4.022873402 26.27 0 1905.094479 3 635.7049561 3.063188795 0.001945221 76.26130685YIFASLDQK 2 31563330 2xTMT6plex [N-Term; K9] 1.014 3.339820385 29.14 0 1542.893201 2 771.9497681 -0.610176509 -0.000470719 69.71060267GGEKEEGDDGQDLR 2 31563330 2xTMT6plex [N-Term; K4] 1.468 2.755557775 9.42 1 1962.976883 3 654.9974976 0.538058186 0.000352065 18.10483769SNTEEALK 6 31563330 2xTMT6plex [N-Term; K8] 0.899 1.1 0.866 2.792682648 21.97 0 1349.767666 2 675.3877563 0.422276609 0.000284988 28.0904548GTEGLSSCGNR 2 31563330 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 2.048036337 23.62 0 1366.658243 2 683.8322144 -0.798384723 -0.00054556 28.46321286LLVVSESSAAQEQDKDK 1 31563330 3xTMT6plex [N-Term; K15; K17] 1.444 2.290759563 1 2534.428058 3 845.4799194 -1.125744804 -0.00095104 61.8922401123510448 MCM5 DNA replication licensing factor MCM5 4174 NP_006730.2 28.33787466 1 18 18 96 734 82.233 8.37 1.36 1.35 1.38 1.36 Significant 0.0000418 SIAPSIFGGTDMK 6 23510448 2xTMT6plex [N-Term; K13] 1.288 1.553 1.224 4.369160175 49.35 0 1781.987178 2 891.4979858 0.85157722 0.00075875 68.02283419WDETKGEDNIDFMPTILSR 4 23510448 2xTMT6plex [N-Term; K5] 2.231 1.392 4.811182499 15.83 1 2725.390737 3 909.1333008 -1.977028899 -0.001796059 79.592558EVADEVTRPRPSGEEVLQDIQVMLK 2 23510448 2xTMT6plex [N-Term; K25] 1.487 5.803049564 3.71 0 3296.792447 4 824.9519043 -2.019948968 -0.001664838 86.68161163LQPFATEADVEEALR 6 23510448 1xTMT6plex [N-Term] 1.373 1.622 1.513 4.401199341 68.92 0 1918.011923 2 959.5111084 1.573205484 0.001508713 74.43745155FAIGSQVSEHSIIK 4 23510448 2xTMT6plex [N-Term; K14] 1.366 1.422 4.150923729 21.54 0 1974.142433 3 658.718689 -0.465465639 -0.000306298 59.14342677QPAEHLQLLEEAAK 4 23510448 2xTMT6plex [N-Term; K14] 1.228 1.447 4.632381439 21.53 0 2035.158811 3 679.059021 1.81750351 0.001232969 56.74942321VLGIQVDTDGSGR 6 23510448 1xTMT6plex [N-Term] 1.597 1.352 1.211 3.874285221 48.62 0 1545.843401 2 773.4249878 -0.454162473 -0.000351032 51.83085758AIACLLFGGSR 6 23510448 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.479 1.483 1.66 3.779935837 33.43 0 1393.782322 2 697.3931274 -2.398751323 -0.001671669 78.44152915SFAGAVSPQEEEEFRR 8 23510448 1xTMT6plex [N-Term] 1.122 1.194 1.072 5.386711121 25.03 1 2068.029698 3 690.0148315 0.117681534 8.11E-05 39.36947789LAALPNVYEVISK 22 23510448 2xTMT6plex [N-Term; K13] 1.353 1.499 1.425 4.460750103 58.37 0 1875.135556 2 938.0705566 -0.917079698 -0.000859824 91.94711803SFAGAVSPQEEEEFR 2 23510448 1xTMT6plex [N-Term] 1.145 3.934470415 35.3 0 1911.928587 2 956.4660034 -2.017247971 -0.001928417 47.43431014SDMMSHLVK 6 23510448 2xTMT6plex [N-Term; K9] 1.363 1.469 1.33 3.344925404 23.34 0 1505.822027 3 502.6114807 -1.419670645 -0.00071259 46.3169934FDMIFIVK 2 23510448 2xTMT6plex [N-Term; K8] 0.884 2.813239574 23.89 0 1470.879465 2 735.9432373 -0.181701241 -0.00013363 96.02778339

CVDFQTLK 2 23510448 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 1.194 2.958982944 23.37 0 1468.823407 2 734.9150391 -0.412353859 -0.000302837 56.15285985SSIPITVR 4 23510448 1xTMT6plex [N-Term] 1.302 1.435 3.199897051 32.04 0 1101.682925 2 551.3457642 1.204330468 0.000663395 41.00874076LSAEAAEK 2 23510448 2xTMT6plex [N-Term; K8] 1.292 3.341067791 31.93 0 1276.751288 2 638.8796997 0.653991165 0.000417492 32.5420416VLQLMLR 6 23510448 1xTMT6plex [N-Term] 0.63 1.036 2.681633472 17.49 0 1101.701552 2 551.3543701 -0.08016293 -4.42E-05 71.82185399QLEAIVR 4 23510448 1xTMT6plex [N-Term] 1.68 1.493 2.193570137 23.1 0 1057.65671 2 529.3317261 -0.505515218 -0.000267331 41.420650325803157 MSMO1 methylsterol monooxygenase 1 isoform 1 6307 NP_006736.1 16.72354949 1 4 4 44 293 35.193 7.23 1.02 1.1 1.15 1.09 Significant 0.0012
CFGCAVIEDTWHYFLHR 8 5803157 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C1; C4] 1.964 1.748 5.991710186 43.18 0 2440.152807 4 610.7929688 -1.132023368 -0.000690577 95.23271619

IFGTDSQYNAYNEK 20 5803157 2xTMT6plex [N-Term; K14] 0.973 0.963 0.992 4.49284029 68.44 0 2108.070055 2 1054.537964 -0.666128538 -0.000702123 55.75323004DKPETWENQWK 4 5803157 3xTMT6plex [N-Term; K2; K11] 1.313 1.257 4.29008913 11.64 0 2148.169265 3 716.7272949 -0.90007543 -0.000644505 47.29216165WYFLLAR 12 5803157 1xTMT6plex [N-Term] 1.231 1.299 1.516 2.928885698 26.8 0 1197.698181 2 599.3522339 -0.826549274 -0.000494978 86.60808445803177 SNTB2 beta-2-syntrophin 6645 NP_006741.1 10 1 6 6 26 540 57.913 8.82 0.9 0.96 0.9 0.92 Significant 0.000472 HIAWLAEQAK 6 5803177 2xTMT6plex [N-Term; K10] 0.916 0.986 0.917 4.568701744 37.72 0 1624.957533 3 542.3242798 0.46375087 0.000251192 51.10901566DLLLYDCMPWTR 6 5803177 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.042 1.189 0.712 4.194314003 21.14 0 1811.902179 2 906.4541626 -0.623645526 -0.000564992 85.94710523LIELHSPDSR 4 5803177 1xTMT6plex [N-Term] 0.966 1.007 2.786887646 14.83 0 1395.779344 3 465.9314575 0.340296334 0.000158326 37.84301178EVLLEVK 6 5803177 2xTMT6plex [N-Term; K7] 0.844 0.879 0.967 2.748865366 25.06 0 1287.82881 2 644.4176025 -0.684424722 -0.000440711 57.73549216MPILISK 2 5803177 2xTMT6plex [N-Term; K7] 0.63 2.248902559 8.88 0 1259.816137 2 630.4123535 1.026841308 0.000646816 68.71056285MSADDGIR 2 5803177 1xTMT6plex [N-Term] 0.942 2.696105003 18.56 0 1093.550924 2 547.2792969 0.359087072 0.00019634 23.2304795219557702 SURF6 surfeit locus protein 6 isoform 1 6838 NP_006744.2 31.30193906 1 10 10 41 361 41.426 10.64 1.15 1.1 1.17 1.14 Significant 0.000333 EEAAWASSSAGNPADGLATEPESVFALDVLR 6 19557702 1xTMT6plex [N-Term] 0.703 0.819 100 6.106333733 89.83 0 3389.669859 3 1130.557495 -3.51858409 -0.003975613 96.14254173VEVSEDEPASK 6 19557702 2xTMT6plex [N-Term; K11] 1.246 1.247 1.506 4.103812218 50.23 0 1647.884152 2 824.444397 -1.598968401 -0.001317457 32.63356233
RPEAAKEEAAWASSSAGNPADGLATEPESVFALDVLR 2 19557702 2xTMT6plex [N-Term; K6] 6.597401619 18.09 1 4271.198449 4 1068.549316 -5.388050982 -0.005753359 87.23388885

TQGSETAGPPK 4 19557702 2xTMT6plex [N-Term; K11] 1.116 1.233 3.932326317 50.02 0 1530.852793 2 765.9314575 1.858956705 0.001422895 20.63729556DAYLQSLAK 4 19557702 2xTMT6plex [N-Term; K9] 1.171 1.16 4.148932457 20.62 0 1466.861901 2 733.9338379 -1.023728784 -0.000750834 53.87072786
KICSHSAPEQQAR 2 19557702 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 1.171 4.612153053 19.24 1 1970.064199 4 493.2712708 -0.480279875 -0.000236546 17.66105962

LLQEALK 5 19557702 2xTMT6plex [N-Term; K7] 0.825 1.211 2.656748056 31.99 0 1272.829144 2 636.9182739 0.099763243 6.35E-05 59.28595587GNLTPLTGR 5 19557702 1xTMT6plex [N-Term] 1.327 0.999 1.048 2.417088509 13.22 0 1157.683988 2 579.3449707 -1.142560288 -0.000661362 34.7741481AQELEAK 5 19557702 2xTMT6plex [N-Term; K7] 1.006 2.3986938 16.8 0 1246.740723 2 623.8729248 -1.724625325 -0.00107508 31.3872327EPPGLIFNK 2 19557702 2xTMT6plex [N-Term; K9] 1.081 3.026340961 42.16 0 1472.887722 2 736.9468384 -0.897252498 -0.000660776 62.608345195803185 SYPL1 synaptophysin-like protein 1 isoform a 6856 NP_006745.1 20.07722008 1 4 4 44 259 28.547 8.43 1.01 0.94 0.93 0.96 Significant 0.000687
IATGHNIIDELPPCK 17 5803185 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 0.769 0.831 0.856 5.521859646 27.34 0 2136.188731 3 712.734375 -0.074572063 -5.31E-05 59.57029859

ETSLHSPSNTSAPHSQGGIPPPTGI 12 5803185 1xTMT6plex [N-Term] 0.732 1.04 1.083 5.609771729 30.69 0 2698.363387 3 900.1244507 -1.700508257 -0.00152953 43.59277655TVTATFGYPFR 12 5803185 1xTMT6plex [N-Term] 0.856 0.936 0.825 3.937201977 36.42 0 1488.804831 2 744.906189 0.181682435 0.000135245 63.55203993IATGHNIIDELPPCKK 3 5803185 3xTMT6plex [N-Term; K15; K16]; 1xCarbamidomethyl [C14] 1.311 1.144 1.152 4.313591957 1 2493.446626 4 624.1165771 -0.861175943 -0.000536824 58.088217845803187 TALDO1 transaldolase 6888 NP_006746.1 45.99406528 1 17 17 290 337 37.516 6.81 0.95 0.96 0.91 0.94 Significant 0.000264 ALAGCDFLTISPK 28 5803187 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.074 1.086 1.062 4.730456829 72.04 0 1851.045027 2 926.0258789 -0.294907737 -0.000272944 74.75462526
WLHNEDQMAVEK 11 5803187 2xTMT6plex [N-Term; K12] 1.013 0.98 0.911 5.896787167 58.51 0 1958.020603 2 979.5134277 -0.522993092 -0.000512016 46.0805323SYEPLEDPGVK 20 5803187 2xTMT6plex [N-Term; K11] 0.945 0.973 0.974 4.286328793 54.5 0 1691.925623 2 846.4666748 0.265868292 0.000224915 45.62176046LFVLFGAEILK 5 5803187 2xTMT6plex [N-Term; K11] 1.041 1.298 100 4.286123276 54.51 0 1708.081336 2 854.5442505 -0.065385316 -5.58E-05 112.6803203LSSTWEGIQAGK 14 5803187 2xTMT6plex [N-Term; K12] 0.887 0.89 0.864 5.735681057 56.29 0 1734.979056 2 867.9915771 -1.831741493 -0.001589017 57.97515784LLGELLQDNAK 36 5803187 2xTMT6plex [N-Term; K11] 0.869 0.976 0.857 4.38232851 54.59 0 1672.004542 2 836.505188 -0.862942295 -0.000721422 79.13538678KLGGSQEDQIK 12 5803187 3xTMT6plex [N-Term; K1; K11] 1.144 1.077 1.051 4.872835159 34.16 1 1890.126338 3 630.713501 -0.205261577 -0.000129323 34.3498808WLHNEDQMAVEK 12 5803187 2xTMT6plex [N-Term; K12]; 1xOxidation [M8] 0.845 0.806 0.952 4.246071339 30.82 0 1974.015518 2 979.5134277 -0.522993092 -0.000512016 46.0805323LGGSQEDQIK 6 5803187 2xTMT6plex [N-Term; K10] 0.796 0.922 0.755 3.663465023 42.93 0 1532.868443 2 766.937561 -0.389622274 -0.00029862 35.05264009MESALDQLK 8 5803187 2xTMT6plex [N-Term; K9] 0.836 0.506 0.667 3.511279345 40.7 0 1492.844536 2 746.9260864 0.241178203 0.000180021 56.40502353AAQASDLEK 20 5803187 2xTMT6plex [N-Term; K9] 0.957 0.937 0.923 3.643320322 49.96 0 1390.794215 2 695.9008789 0.191259424 0.000133001 27.11312423TIVMGASFR 18 5803187 1xTMT6plex [N-Term] 1.058 0.836 1.129 3.780408859 46.43 0 1210.681545 2 605.8443604 -0.083107631 -5.03E-05 47.83979648ILDWHVANTDKK 9 5803187 3xTMT6plex [N-Term; K11; K12] 0.801 1.003 1.013 4.165292263 10.92 1 2127.252935 4 532.5682373 -0.853570922 -0.00045394 55.61581748MESALDQLK 14 5803187 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 1.022 1.049 1.107 2.890969515 32.69 0 1508.839451 2 746.9260864 0.241178203 0.000180021 56.40502353VSTEVDAR 12 5803187 1xTMT6plex [N-Term] 0.868 0.892 0.908 3.257637024 45.02 0 1105.605068 2 553.3060913 -0.146953752 -8.12E-05 20.98899536KFAADAVK 14 5803187 3xTMT6plex [N-Term; K1; K8] 1.225 1.354 1.077 3.625618219 19.85 1 1536.971675 3 512.9951172 -0.570503357 -0.000292282 40.76322241LVPVLSAK 26 5803187 2xTMT6plex [N-Term; K8] 0.924 0.905 0.853 2.77401185 46.06 0 1284.86553 2 642.9371948 1.232236682 0.000791629 67.33388096LSFDKDAMVAR 5 5803187 2xTMT6plex [N-Term; K5]; 1xOxidation [M8] 1.008 0.94 2.262123346 22.12 1 1726.956212 2 863.9813843 -0.417077924 -0.000360138 41.31014889LSFDKDAMVAR 6 5803187 2xTMT6plex [N-Term; K5] 1.202 1.323 1.167 3.230355978 19.51 1 1710.961297 2 863.9813843 -0.417077924 -0.000360138 41.31014889FAADAVK 14 5803187 2xTMT6plex [N-Term; K7] 0.781 0.826 0.911 2.781567097 28.54 0 1179.71378 2 590.3607178 0.321032848 0.000189363 39.87357001

5803191 TCEA1 transcription elongation factor A protein 1 isoform 1 6917 NP_006747.1 26.910299 1 7 7 46 301 33.948 8.38 1.16 1.12 1.32 1.2 Significant 0.00258
TGGTQTDLFTCGK 2 5803191 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 0.806 3.69873786 37.65 0 1843.96242 2 922.4849854 0.148849631 0.000137237 45.28049757NIPMTLELLQSTR 12 5803191 1xTMT6plex [N-Term] 0.957 0.973 1.209 5.099341869 40.65 0 1744.982871 3 582.3322144 -0.447880381 -0.000260515 83.51136351KQSTDEEVTSLAK 6 5803191 3xTMT6plex [N-Term; K1; K13] 1.505 1.371 1.379 4.280160427 32.08 1 2123.216275 3 708.4100342 -0.341656639 -0.000241804 39.23516213MTAEEMASDELK 10 5803191 2xTMT6plex [N-Term; K12] 1.128 1.089 4.573075294 54.41 0 1812.912358 2 906.9595947 -0.245316258 -0.000222368 51.15291511EESTSSGNVSNR 6 5803191 1xTMT6plex [N-Term] 1.477 0.622 0.01 3.781178951 56.38 0 1495.718594 2 748.3626099 -0.43544517 -0.000325652 14.17785243APSTSDSVR 6 5803191 1xTMT6plex [N-Term] 1.636 1.164 1.358 3.250208855 32.95 0 1148.610882 2 574.8088989 -0.314178146 -0.000180434 17.02355283DTYVSSFPR 4 5803191 1xTMT6plex [N-Term] 1.074 0.949 3.591209888 31.62 0 1300.673482 2 650.8405762 0.302446198 0.000196692 40.39623735803207 U2AF1 splicing factor U2AF 35 kDa subunit isoform a 7307 NP_006749.1 40.83333333 1 9 9 64 240 27.854 8.81 1.29 1.28 1.23 1.27 Significant 0.000215 GGGGGGGGGGGGR 6 5803207 1xTMT6plex [N-Term] 2.186 1.383 0.698 3.692480564 46.58 0 1088.539449 2 544.7730713 -0.535195923 -0.000291291 98.27785114YGEVEEMNVCDNLGDHLVGNVYVK 8 5803207 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C10] 1.186 1.061 4.576488495 28.14 0 3211.580405 3 1071.197998 -0.300316123 -0.000321496 73.19996011

DKVNCSFYFK 6 5803207 3xTMT6plex [N-Term; K2; K10]; 1xCarbamidomethyl [C5] 1.567 1.166 1.502 4.607056618 37.75 1 1995.09768 3 665.7041016 0.035590989 2.37E-05 55.08760093NPQNSSQSADGLR 8 5803207 1xTMT6plex [N-Term] 1.094 1.588 1.237 4.660817146 63.28 0 1602.803327 2 801.9050903 -0.263935026 -0.000211518 17.25258254GGFCNFMHLKPISR 2 5803207 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.093 4.339142799 15.94 0 2122.145427 4 531.2909546 -1.620101328 -0.000859523 62.26258704
QYEMGECTR 12 5803207 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.337 1.408 1.18 4.053292274 42.27 0 1402.629251 2 701.8190308 1.093370494 0.000766797 21.3683698

VNCSFYFK 10 5803207 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.017 1.097 1.591 2.697532177 39.74 0 1522.812843 2 761.9075317 -3.319950618 -0.002527832 60.79278738AVIDLNNR 6 5803207 1xTMT6plex [N-Term] 1.338 1.326 1.141 2.686696053 21.65 0 1143.668337 2 572.3382568 0.78659332 0.000449801 36.37376592REEDAEK 6 5803207 2xTMT6plex [N-Term; K7] 1.294 1.442 3.23688674 20.19 1 1334.731615 3 445.5821838 0.287184081 0.000127771 15.36626918
48255966 UGP2 UTP--glucose-1-phosphate uridylyltransferase isoform a 7360 NP_006750.3 39.76377953 1 17 17 159 508 56.905 8.15 0.76 0.75 0.81 0.77 Significant 0.000575

SFENSLGINVPR 8 48255966 1xTMT6plex [N-Term] 0.807 0.665 0.596 4.706992626 70.63 0 1561.853572 2 781.4296875 -0.943398297 -0.000736725 56.41129499GLPDNISSVLNK 14 48255966 2xTMT6plex [N-Term; K12] 0.739 0.741 4.251740932 53.49 0 1715.010356 2 858.0065308 -2.665247208 -0.002285463 72.43351023AMSQDGASQFQEVIR 8 48255966 1xTMT6plex [N-Term] 0.803 0.521 0.632 4.823034286 57.48 0 1895.948277 2 948.477417 -0.379390954 -0.000359653 48.56179668TYNTDVPLVLMNSFNTDEDTK 2 48255966 2xTMT6plex [N-Term; K21] 0.546 5.040258884 29.27 0 2875.443561 3 959.152832 0.132944272 0.000127425 90.43378519TLDGGLNVIQLETAVGAAIK 18 48255966 2xTMT6plex [N-Term; K20] 0.818 0.751 0.897 5.643465042 86.74 0 2441.437946 2 1221.221436 -0.962996522 -0.001175548 104.7624506IFNTNNLWISLAAVK 6 48255966 2xTMT6plex [N-Term; K15] 0.815 0.736 0.827 4.705629349 32.94 0 2162.273781 3 721.4295654 0.167425173 0.000120673 109.4304109TYNTDVPLVLMNSFNTDEDTKK 8 48255966 3xTMT6plex [N-Term; K21; K22] 0.862 1.355 0.98 6.373456478 24.85 1 3232.701456 4 808.9309692 0.182987243 0.000147886 89.79809696NENTFLDLTVQQIEHLNK 16 48255966 2xTMT6plex [N-Term; K18] 0.863 0.871 0.758 5.951917171 52.42 0 2614.424086 3 872.1470337 0.941501508 0.000820495 92.74545596GTVIIIANHGDR 6 48255966 1xTMT6plex [N-Term] 0.767 1.338 3.575102568 38.15 0 1494.858992 2 747.9317017 -1.916501625 -0.00143245 35.75016775IQRPPEDSIQPYEK 12 48255966 2xTMT6plex [N-Term; K14] 0.795 0.821 0.709 4.671577454 14.8 0 2158.190839 3 720.067688 -1.078896784 -0.000776155 43.85143647GGTLTQYEGK 6 48255966 2xTMT6plex [N-Term; K10] 0.803 1.131 0.756 3.902792454 53.57 0 1511.846979 2 756.4268799 -0.327979208 -0.000247927 35.9697764AMSQDGASQFQEVIR 2 48255966 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.524 2.43571353 27.34 0 1911.943192 2 948.477417 -0.379390954 -0.000359653 48.56179668IDIPPGAVLENK 20 48255966 2xTMT6plex [N-Term; K12] 0.727 0.761 0.73 3.730877876 57.5 0 1724.035842 2 862.5203857 -1.361604885 -0.001173728 66.64856268LVEIAQVPK 22 48255966 2xTMT6plex [N-Term; K9] 0.734 0.736 0.814 3.131115913 46.86 0 1454.934672 2 727.97052 -0.62439294 -0.000454225 64.12570911ESLLPVAK 6 48255966 2xTMT6plex [N-Term; K8] 0.727 0.707 0.691 3.59163475 42.19 0 1314.839709 2 657.9229736 -0.789650912 -0.000519132 58.32860535GPSVDWGK 2 48255966 2xTMT6plex [N-Term; K8] 0.734 3.052560091 24.51 0 1303.741058 2 652.3727417 -2.186585707 -0.001425371 42.75941566QELELSVK 1 48255966 2xTMT6plex [N-Term; K8] 16.87 0 1403.851002 2 702.4292603 0.172445518 0.000121044 50.51781839FVQDLSK 2 48255966 2xTMT6plex [N-Term; K7] 0.742 2.69165206 23.4 0 1294.777109 2 647.8922729 0.124043309 8.03E-05 50.675604035803225 YWHAE 14-3-3 protein epsilon 7531 NP_006752.1 76.8627451 1 22 25 1044 255 29.155 4.74 1.02 1.02 1.04 1.03 Significant 0.0000422 AAFDDAIAELDTLSEESYK 68 5803225 2xTMT6plex [N-Term; K19] 0.824 1.057 0.856 6.046976566 95.17 0 2546.2914 2 1273.649536 0.155231889 0.000197633 103.041708YLAEFATGNDR 20 5803225 1xTMT6plex [N-Term] 0.864 0.891 0.921 4.024386883 55.24 0 1485.753523 2 743.3806763 0.371830895 0.000276225 51.04973754
LICCDILDVLDKHLIPAANTGESK 8 5803225 3xTMT6plex [N-Term; K12; K24]; 2xCarbamidomethyl [C3; C4] 6.053 3.122 4.237 8.20933342 42.72 1 3382.868144 4 846.4716187 -1.034501043 -0.000874895 104.3082573

LICCDILDVLDK 40 5803225 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C3; C4] 2.044 1.96 2.02 4.877260208 75.75 0 1935.069528 2 968.0368042 -1.651491854 -0.001597876 101.1498021
KVAGMDVELTVEER 22 5803225 2xTMT6plex [N-Term; K1] 1.141 1.049 1.005 6.274740219 51.16 1 2034.130547 3 678.7158203 1.16046018 0.000786843 55.97167059DNLTLWTSDMQGDGEEQNKEALQDVEDENQ 12 5803225 2xTMT6plex [N-Term; K19] 1.319 1.071 1.505 4.804888725 35.71 1 3909.797269 4 978.2035522 -1.250777288 -0.001222571 72.3621805DNLTLWTSDMQGDGEEQNK 8 5803225 2xTMT6plex [N-Term; K19]; 1xOxidation [M10] 0.768 0.731 0.632 5.023753166 51.21 0 2655.260846 3 880.4251709 -1.883555814 -0.001657068 69.21304156DNLTLWTSDMQGDGEEQNK 22 5803225 2xTMT6plex [N-Term; K19] 0.772 0.82 0.798 5.152377129 66.15 0 2639.265931 3 880.4251709 -1.883555814 -0.001657068 69.21304156VAGMDVELTVEER 43 5803225 1xTMT6plex [N-Term] 1.073 0.811 1.001 4.984050274 74.62 0 1676.872652 2 838.9390259 -1.11938267 -0.000938531 64.32380161EAAENSLVAYK 34 5803225 2xTMT6plex [N-Term; K11] 1.009 0.975 0.985 5.158793926 70.86 0 1652.925958 2 826.9666138 -0.003999536 -3.31E-06 46.13852543AASDIAMTELPPTHPIR 56 5803225 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.12 1.168 1.089 6.558222294 50.08 0 2065.094941 3 689.0354004 -1.594753858 -0.001097773 44.14212305AASDIAMTELPPTHPIR 42 5803225 1xTMT6plex [N-Term] 1.177 1.179 1.221 6.59090662 46.81 0 2049.100026 3 689.0354004 -1.594753858 -0.001097773 44.14212305KEAAENSLVAYK 10 5803225 3xTMT6plex [N-Term; K1; K12] 1.223 1.129 1.099 5.695426464 55.46 1 2010.183852 2 1005.595825 0.259319875 0.00026064 45.46785258DSTLIMQLLR 92 5803225 1xTMT6plex [N-Term] 0.796 0.785 0.901 4.459618568 61.17 0 1418.823852 2 709.9118042 -5.30010935 -0.003759961 87.62341164HLIPAANTGESK 48 5803225 2xTMT6plex [N-Term; K12] 1.017 1.036 1.031 4.630821705 55.43 0 1695.97939 2 848.4924927 -0.991373154 -0.000840674 34.01897078EALQDVEDENQ 26 5803225 1xTMT6plex [N-Term] 0.757 0.732 0.723 3.72364974 84.94 0 1518.712112 2 759.8599243 0.302870313 0.000229986 47.79926806DSTLIMQLLR 112 5803225 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.78 0.793 0.825 3.811157227 57.95 0 1434.818767 2 709.9118042 -5.30010935 -0.003759961 87.62341164YDEMVESMK 23 5803225 2xTMT6plex [N-Term; K9] 0.976 0.977 1.095 3.893224955 42.66 0 1589.795537 2 795.401062 -0.43380205 -0.000344828 53.61387959DNLTLWTSDMQGDGEEQNKEALQDVEDENQ 2 5803225 2xTMT6plex [N-Term; K19]; 1xOxidation [M10] 2.05070591 8.24 1 3925.792184 4 978.2035522 -1.250777288 -0.001222571 72.3621805YLAEFATGNDRK 10 5803225 2xTMT6plex [N-Term; K12] 0.979 1.697 1.186 5.057579994 24.55 1 1843.011418 3 615.0080566 -0.977616366 -0.000600586 51.00978808IISSIEQKEENK 19 5803225 3xTMT6plex [N-Term; K8; K12] 1.298 1.035 1.41 3.765729904 32.62 1 2105.242096 2 1053.121582 -2.948885315 -0.003104059 65.42791211



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

IISSIEQK 26 5803225 2xTMT6plex [N-Term; K8] 0.949 1.002 0.936 3.575484991 42.99 0 1375.856087 2 688.4317627 0.117432794 8.08E-05 53.16030811NLLSVAYK 156 5803225 2xTMT6plex [N-Term; K8] 0.994 0.994 0.964 3.63379097 47.86 0 1365.850608 2 683.4296875 1.091217437 0.00074522 61.10455284YDEMVESMK 50 5803225 2xTMT6plex [N-Term; K9]; 1xOxidation [M] 0.97 0.915 0.961 2.667685032 31.55 0 1605.790452 2 795.401062 -0.43380205 -0.000344828 53.61387959IISSIEQKEENKGGEDK 6 5803225 4xTMT6plex [N-Term; K8; K12; K17] 1.512 0.815 4.438661098 16.7 2 2820.612454 3 940.8707886 -5.190853966 -0.004880462 55.41275556KVAGMDVELTVEER 6 5803225 2xTMT6plex [N-Term; K1]; 1xOxidation [M5] 0.798 0.831 1.013 2.728925943 21.93 1 2050.125462 3 678.7158203 1.16046018 0.000786843 55.97167059QMVETELK 16 5803225 2xTMT6plex [N-Term; K8] 1.059 1.2 1.115 3.50851512 39.18 0 1435.823072 2 718.4144287 -1.038914998 -0.000745849 44.24344934EDLVYQAK 6 5803225 2xTMT6plex [N-Term; K8] 0.629 0.702 0.759 3.506652594 33.62 0 1423.819702 2 712.4121704 -1.852397241 -0.00131874 43.39340929VAGMDVELTVEER 8 5803225 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.322 1.324 1.396 2.732092142 37.48 0 1692.867567 2 838.9390259 -1.11938267 -0.000938531 64.32380161YDEMVESMKK 2 5803225 3xTMT6plex [N-Term; K9; K10] 0.801 1.166 2.92923665 1 1947.053432 3 649.6894531 0.192139052 0.000124702 60.53226163QMVETELK 18 5803225 2xTMT6plex [N-Term; K8]; 1xOxidation [M2] 1.07 0.972 1.138 2.24376893 22.34 0 1451.817987 2 718.4144287 -1.038914998 -0.000745849 44.24344934LAEQAER 28 5803225 1xTMT6plex [N-Term] 0.934 1.007 0.844 3.004234314 35.54 0 1045.583939 2 523.2955322 -0.144719969 -7.57E-05 19.41279364EENKGGEDKLK 5 5803225 4xTMT6plex [N-Term; K4; K9; K11] 2.184 1.931 2.335 3.197219849 3.12 2 2163.279099 3 721.7640991 -0.626242226 -0.000451579 29.60197446
30410788 TUSC3 tumor suppressor candidate 3 isoform a precursor 7991 NP_006756.2 10.05747126 1 3 4 28 348 39.65 9.91 1.43 1.59 1.52 1.51 Significant 0.000935

IGFAAEQLAK 8 30410788 2xTMT6plex [N-Term; K10] 1.367 1.668 1.421 4.179475307 39.83 0 1505.909185 2 753.4567871 -1.917633067 -0.001443891 62.22258673VEQLMEWSSR 6 30410788 1xTMT6plex [N-Term] 1.672 1.572 1.676 3.742160082 38.34 0 1493.76198 2 747.3829956 -2.185822846 -0.00163255 63.2199552YSSAFCNK 6 30410788 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.197 1.1 1.522 3.619697094 29.87 0 1434.745157 2 717.8757324 -0.675141676 -0.000484328 37.41825709
GPPYAHK 8 30410788 2xTMT6plex [N-Term; K7] 1.065 1.177 3.07781148 22.64 0 1227.725014 3 409.9135742 0.941421114 0.000385269 23.5413687238327634 DDX18 ATP-dependent RNA helicase DDX18 8886 NP_006764.3 31.19402985 1 18 18 139 670 75.359 9.5 1.33 1.46 1.49 1.42 Significant 0.00118 VPLSEFDFSWSK 30 38327634 2xTMT6plex [N-Term; K12] 1.312 1.568 1.563 4.209067822 52.49 0 1900.025672 2 950.5167847 0.326940813 0.000310598 89.57124713NLQCLVIDEADR 6 38327634 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.71 0.554 0.594 4.088942051 34.31 0 1674.868236 2 837.9362183 -1.836530478 -0.001537973 60.29563717EPLYVGVDDDK 2 38327634 2xTMT6plex [N-Term; K11] 1.062 3.633740425 51.78 0 1707.920538 2 854.4619141 -2.333981536 -0.001993128 49.61422926EMGFTNMTEIQHK 6 38327634 2xTMT6plex [N-Term; K13] 1.052 1.25 1.454 5.195492744 61.13 0 2024.034538 3 675.3493042 -0.58250604 -0.000393004 52.86326904YHYELLNYIDLPVLAIHGK 4 38327634 2xTMT6plex [N-Term; K19] 1.539 1.65 6.060627937 26.02 0 2729.543079 4 683.1414795 0.369570555 0.00025219 101.2294068ELAMQTFGVLK 10 38327634 2xTMT6plex [N-Term; K11] 1.504 1.73 1.475 5.040039063 52.55 0 1694.991535 2 847.9984741 -1.09918414 -0.000931554 82.23599548GKSEEESAETTK 4 38327634 3xTMT6plex [N-Term; K2; K12] 1.224 1.319 4.976771832 25.82 1 1983.084926 3 661.6991577 -1.011719388 -0.000668775 19.95862564GHALLILRPEELGFLR 9 38327634 1xTMT6plex [N-Term] 1.316 1.648 2.209 4.957071304 26.85 0 2063.232695 4 516.5634766 -0.30004856 -0.000154767 80.25185637LLDHMQNTPGFMYK 4 38327634 2xTMT6plex [N-Term; K14] 1.373 1.541 3.886792183 24.8 0 2153.128773 3 718.3790283 -2.898748621 -0.00208046 65.757102GGGGGFGYQK 6 38327634 2xTMT6plex [N-Term; K10] 1.318 1.554 100 3.304247379 59.22 0 1385.75777 2 693.3828125 0.417244639 0.0002891 30.62975213TLAFLIPAVELIVK 12 38327634 2xTMT6plex [N-Term; K14] 1.532 1.504 1.977 3.06374073 28.95 0 1985.281492 3 662.4318848 -0.197051716 -0.000130401 113.2723395SEEESAETTK 12 38327634 2xTMT6plex [N-Term; K10] 1.441 1.173 1.199 3.883048773 48.17 0 1568.805568 2 784.906311 -0.141585224 -0.00011106 18.10431417SIRPLLEGR 12 38327634 1xTMT6plex [N-Term] 1.524 1.52 1.606 3.71189785 24.79 0 1269.784036 3 423.9326172 -0.580852711 -0.000245852 39.37631741ISDIQSQLEK 2 38327634 2xTMT6plex [N-Term; K10] 1.607 3.050225496 23.36 0 1618.941608 3 540.3182983 -0.781881485 -0.00042194 53.71421631SAQEAYK 8 38327634 2xTMT6plex [N-Term; K7] 2.121 1.374 1.735 3.267448902 32.67 0 1254.709423 2 627.8575439 -1.284567841 -0.00080588 29.04585996DLLAAAK 4 38327634 2xTMT6plex [N-Term; K7] 1.503 1.36 2.968946934 30.57 0 1159.74508 2 580.3758545 -0.558705215 -0.000323978 113.6505178GLDIPEVDWIVQYDPPDDPKEYIHR 2 38327634 2xTMT6plex [N-Term; K20] 2.186 2.747307539 0.94 1 3467.788741 4 867.7027588 0.133746974 0.000115952 91.83534853KVEDLAR 6 38327634 2xTMT6plex [N-Term; K1] 1.398 1.748 1.697 2.282504082 4.23 1 1288.798907 3 430.2713318 0.415411066 0.00017846 26.805388945827706 QKI protein quaking isoform 1 9444 NP_006766.1 25.80645161 1 6 6 33 341 37.647 8.56 1.02 1.03 1.2 1.08 Significant 0.00289 IITGPAPVLPPAALR 5 45827706 1xTMT6plex [N-Term] 0.543 0.786 5.023378372 16.78 0 1715.078092 3 572.3639526 -0.459325932 -0.000262593 78.68743163SAELPDAVGPIVQLQEK 8 45827706 2xTMT6plex [N-Term; K17] 1.109 1.119 1.302 5.179199696 53.21 0 2252.290219 2 1126.647095 -1.467824549 -0.001652983 75.77717693GKPNWEHLNEDLHVLITVEDAQNR 3 45827706 2xTMT6plex [N-Term; K2] 0.759 1.124 4.940031052 16.38 0 3285.738043 5 657.9535522 0.186061841 0.00012227 78.0508226EYPDFNFVGR 6 45827706 1xTMT6plex [N-Term] 1.282 0.991 1.14 3.369510889 16.5 0 1472.737145 2 736.8720093 -0.27380671 -0.000201623 59.23157039LLVPAAEGEDSLKK 5 45827706 3xTMT6plex [N-Term; K13; K14] 1.28 1.461 1.176 3.680569172 12.92 1 2157.309781 3 719.7745972 -0.251677389 -0.000180982 63.08611585LLDEEISR 6 45827706 1xTMT6plex [N-Term] 0.736 1.028 1.181 3.465961456 20.26 0 1203.678233 2 602.3422241 -0.882086078 -0.000530874 44.2450393933300635 ZFPL1 zinc finger protein-like 1 7542 NP_006773.2 20.96774194 1 5 5 14 310 34.092 8.07 1.08 1.1 1.76 1.31 Significant 0.0277 LVCYDLFHWACLNER 4 33300635 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C11] 1.067 1.039 4.126180649 9.78 0 2225.083331 3 742.3648071 -1.556266785 -0.001154274 87.71404389

VNVCEHCLVANHAK 3 33300635 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C4; C7] 1.08 1.801 5.200481892 14.96 0 2109.10977 4 528.032959 0.112117209 5.91E-05 33.46024272
VTNLFCFEHR 4 33300635 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 1.543 3.514360905 13.96 0 1551.793949 3 517.9349976 -2.261533641 -0.001169811 58.71303166LATVNWAR 2 33300635 1xTMT6plex [N-Term] 0.796 2.277374029 12.17 0 1159.678508 2 580.3432007 0.531610428 0.000308249 49.29719517DDDRTPGLHGDCDDDKYR 1 33300635 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 1.135 3.4048419 2 2608.209813 4 652.8074951 -0.637410856 -0.000415625 21.07252883

5803221 WDR3 WD repeat-containing protein 3 10885 NP_006775.1 34.46447508 1 27 27 108 943 106.032 6.64 1.36 1.37 1.3 1.35 Significant 0.000265 SLFAHDDSVMYLQFVPK 3 5803221 2xTMT6plex [N-Term; K17]; 1xOxidation [M10] 1.263 1.455 4.086491585 27.25 0 2471.304489 3 824.4401245 0.538677108 0.000443745 78.0906805GSSPGIQDTLEAEDGAFETDEAPEDR 6 5803221 1xTMT6plex [N-Term] 1.863 1.394 0.919 6.115945339 67.8 0 2965.338414 3 989.1154785 -2.202596201 -0.002177148 56.69085685EDQPAVPGETQGDSYFTGK 2 5803221 2xTMT6plex [N-Term; K19] 1.023 4.23523283 43.5 0 2484.229469 3 828.746582 -1.721272654 -0.001425345 50.57662146VWDIAYLQEIEDPEEPDPK 2 5803221 2xTMT6plex [N-Term; K19] 1.389 4.169593334 43.79 0 2744.407099 3 915.4743042 0.459315113 0.000420183 92.62023507TLSFSSDNIAVLSAAADSIK 2 5803221 2xTMT6plex [N-Term; K20] 0.972 5.746658802 49.44 0 2468.36484 3 823.4594116 -0.469357973 -0.000386182 94.09761946DVIGFNMAGLDYLK 12 5803221 2xTMT6plex [N-Term; K14] 1.465 1.505 1.589 4.991717815 55.99 0 2014.108355 2 1007.556641 -1.167072265 -0.001175305 92.94748595EAEYEESVAKEDQPAVPGETQGDSYFTGK 2 5803221 3xTMT6plex [N-Term; K10; K29] 1.749 5.53555727 32.7 1 3848.895734 4 962.9788818 -0.529140406 -0.000509152 56.89867911IHFGQITSNQMLVPVIEK 4 5803221 2xTMT6plex [N-Term; K18] 1.561 1.428 5.286495686 45.96 0 2512.436171 3 838.1484375 -2.154184079 -0.001804083 89.12938547EAEYEESVAK 6 5803221 2xTMT6plex [N-Term; K10] 0.963 1.01 1.381 4.59834528 49.61 0 1612.847038 2 806.9272461 0.109791875 8.85E-05 34.06793488
LLAVSLLDCTVK 2 5803221 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 2.153 3.808995008 28.5 0 1790.086164 3 597.3669434 0.063236132 3.77E-05 93.06622769

TEVWGLVLLSEEKR 4 5803221 2xTMT6plex [N-Term; K13] 0.896 1.06 4.215621471 10.53 1 2117.237061 3 706.4174194 0.304132585 0.00021464 86.6455577
IWGLDFGDCHK 8 5803221 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.235 1.359 1.501 4.530923367 38.37 0 1805.940896 3 602.6524658 1.078540799 0.00064926 71.06709932

FWDFELVKDENSTQK 2 5803221 3xTMT6plex [N-Term; K8; K15] 1.133 3.067987442 9.07 1 2573.385465 3 858.4672852 0.713868472 0.000612353 79.26506362DTDIIVWDVINESGLYR 6 5803221 1xTMT6plex [N-Term] 1.127 1.265 1.482 4.339291096 42.31 0 2237.165129 3 746.3928833 -0.461355151 -0.000344043 104.9124686SFDLIHSPHGELK 6 5803221 2xTMT6plex [N-Term; K13] 1.555 1.577 1.602 4.344788074 34.96 0 1938.084918 4 485.2761536 -1.100737211 -0.000533331 58.66146927
WWDLDTQHCFK 5 5803221 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.417 1.384 0.872 3.669730902 24.39 0 1993.999474 3 665.3381348 0.189155955 0.000125726 65.74921758

YVAVPACEHVFIWDLR 6 5803221 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.39 1.565 1.709 4.24648428 19.42 0 2204.152396 3 735.3862915 -3.663647892 -0.002691746 81.85276952IMEAIELYR 2 5803221 1xTMT6plex [N-Term] 1.099 3.293635607 22.3 0 1366.760189 2 683.8848877 1.690062854 0.001154955 75.6089457ILILQGLK 4 5803221 2xTMT6plex [N-Term; K8] 1.447 1.385 3.230383873 25.66 0 1355.939029 2 678.4726563 -0.732451813 -0.00049658 84.80555713DAITQALFLR 2 5803221 1xTMT6plex [N-Term] 1.655 3.008453608 15.97 0 1376.809916 2 688.9070435 -2.255885799 -0.001552963 70.85048128IFYVDTLK 2 5803221 2xTMT6plex [N-Term; K8] 2.118 3.209798813 18.82 0 1456.881574 2 728.9449463 0.715410328 0.000521134 74.43364567VVNLAVDK 2 5803221 2xTMT6plex [N-Term; K8] 0.99 2.874880314 23.2 0 1315.834958 2 658.4213257 0.316808111 0.000208434 54.50914461FWDFELVK 2 5803221 2xTMT6plex [N-Term; K8] 0.998 2.682786942 11.79 0 1541.876823 2 771.4408569 -1.547083903 -0.001192706 95.03815001GNIVFVTLR 4 5803221 1xTMT6plex [N-Term] 0.982 0.87 2.689916611 17.72 0 1247.767323 2 624.3873901 0.14461305 9.02E-05 64.4218209STLQCIR 6 5803221 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.103 1.289 1.889 2.40946579 15.83 0 1106.618945 2 553.8127441 -0.662476233 -0.000366554 26.42189424QVVIGTK 4 5803221 2xTMT6plex [N-Term; K7] 1 1.412 2.614820719 20.23 0 1202.787279 2 601.8973389 0.101135402 6.08E-05 38.51915975AAITTLK 2 5803221 2xTMT6plex [N-Term; K7] 1.323 2.408367395 26.2 0 1175.77638 2 588.3912964 -0.905177702 -0.000532143 44.05811791
5802974 PRDX3 thioredoxin-dependent peroxide reductase, mitochondrial isoform a precursor 10935 NP_006784.1 33.203125 1 7 7 95 256 27.675 7.78 0.89 0.91 0.89 0.9 Significant 0.0000553

HLSVNDLPVGR 6 5802974 1xTMT6plex [N-Term] 0.796 0.808 5.276355743 57.71 0 1435.821878 3 479.2790222 0.442638743 0.00021185 44.88767247AFQYVETHGEVCPANWTPDSPTIKPSPAASK 4 5802974 3xTMT6plex [N-Term; K24; K31]; 1xCarbamidomethyl [C12] 1.048 0.817 8.015868187 33.78 0 4073.104562 4 1019.030823 -0.761351527 -0.000775266 68.0823285DYGVLLEGSGLALR 39 5802974 1xTMT6plex [N-Term] 0.818 0.868 0.836 5.317492008 78.3 0 1691.952951 2 846.4789429 -1.384392994 -0.001171164 74.83357975GLFIIDPNGVIK 4 5802974 2xTMT6plex [N-Term; K12] 0.883 1.091 4.231027126 45.57 0 1744.077313 2 872.5408936 -1.60701054 -0.001401375 89.60100496DLSLDDFK 34 5802974 2xTMT6plex [N-Term; K8] 0.967 0.976 1.014 3.296961784 43.99 0 1410.788067 2 705.8971558 -0.731709168 -0.000516143 80.26362772SVEETLR 6 5802974 1xTMT6plex [N-Term] 0.928 0.935 0.916 2.739148378 28.66 0 1062.599255 2 531.8033447 0.148685522 7.90E-05 25.52233143DLSLDDFKGK 2 5802974 3xTMT6plex [N-Term; K8; K10] 0.925 1.069 2.962552309 1 1825.067426 3 609.0264282 -1.476341089 -0.000898141 61.67116006300192933 AFG3L2 AFG3-like protein 2 10939 NP_006787.2 41.65621079 1 30 30 195 797 88.528 8.66 0.95 0.93 0.94 0.94 Significant 0.0000377 GAILTGPPGTGK 10 300192933 2xTMT6plex [N-Term; K12] 0.949 0.958 0.898 3.832645893 68.58 0 1526.930649 2 763.96875 -0.278788038 -0.000212845 47.33152215EVLDKNDMVELLGPRPFAEK 6 300192933 3xTMT6plex [N-Term; K5; K20] 1.678 1.306 1.13 4.104644775 15.8 1 2987.68429 4 747.6749268 -2.146267185 -0.001603092 80.60284473
KNAPCILFIDEIDAVGR 14 300192933 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 0.961 1.081 1.093 5.853172779 38.59 1 2389.331372 3 797.1125488 -3.465063792 -0.002759729 88.82110171

GMGGLFSVGETTAK 6 300192933 2xTMT6plex [N-Term; K14] 1.169 1.105 1.081 5.018139839 81.3 0 1812.992991 2 907.0001831 0.05427541 4.92E-05 66.20659987
KLASLTPGFSGADVANVCNEAALIAAR 10 300192933 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C18] 1.061 0.895 1.146 8.088831902 75.7 1 3174.734538 3 1058.915527 -0.790456248 -0.000836496 82.54662746

TPVDGQYVWFNIGSVDTFER 6 300192933 1xTMT6plex [N-Term] 0.97 4.309806824 15.23 0 2559.271719 3 853.7600098 -2.439347522 -0.002080984 90.74904719STYEEFVEGTGSLDEDTSLPEGLKDWNK 8 300192933 3xTMT6plex [N-Term; K24; K28] 0.01 100 0.758 6.020737171 28.1 1 3833.921221 3 1278.641357 -3.052108716 -0.003900515 86.7923331TVAYHEAGHAVAGWYLEHADPLLK 2 300192933 2xTMT6plex [N-Term; K24] 0.759 5.368973732 24.4 0 3106.65146 5 622.1361694 0.090218672 5.61E-05 72.36114901NLETLQQELGIEGENR 2 300192933 1xTMT6plex [N-Term] 1.125 3.887162447 24.73 0 2072.082127 2 1036.545044 0.330016178 0.00034191 68.29190658GLGYAQYLPK 10 300192933 2xTMT6plex [N-Term; K10] 0.975 0.969 0.933 3.595079184 42.28 0 1567.924835 2 784.4669189 1.100710051 0.000862915 60.95054565VGQISFDLPR 10 300192933 1xTMT6plex [N-Term] 0.774 0.787 0.838 3.898013353 44.16 0 1360.778616 2 680.8943481 2.060268312 0.001401785 71.28007259QIFIGPPDIK 12 300192933 2xTMT6plex [N-Term; K10] 0.903 0.894 0.962 4.225816727 38.54 0 1585.971786 3 529.3284912 -0.545556482 -0.000288412 71.14541792KTQVLQPEEK 6 300192933 3xTMT6plex [N-Term; K1; K10] 1.015 0.933 1.059 4.153724194 14.14 1 1887.151824 3 629.7215576 -0.903233336 -0.000568179 37.07901137
DVAGCEEAK 6 300192933 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 0.72 0.575 0.575 3.831001759 46.99 0 1436.745551 2 718.8759766 -0.608482831 -0.000437118 23.32996011

SSGGGGGGGGK 5 300192933 2xTMT6plex [N-Term; K11] 0.909 0.821 3.673784494 47.95 0 1235.674434 2 618.3404541 -0.64976409 -0.000401448 14.93161641VALLLLEK 12 300192933 2xTMT6plex [N-Term; K8] 0.947 0.935 0.812 4.002558708 46.92 0 1356.923045 2 678.9642944 -1.276684643 -0.000866181 91.42499653LASLTPGFSGADVANVCNEAALIAAR 2 300192933 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.712 3.480227947 10.59 0 2817.476643 3 939.8268433 -3.785931951 -0.003555592 89.38585194HLSDSINQK 6 300192933 2xTMT6plex [N-Term; K9] 0.905 0.874 3.489068508 19.47 0 1499.858212 3 500.6235046 -1.5012979 -0.000750578 26.91612662TQVLQPEEK 6 300192933 2xTMT6plex [N-Term; K9] 0.946 0.981 0.947 3.368431091 42.14 0 1529.893929 2 765.4507446 0.185279389 0.000141729 36.40193776HFEQAIER 6 300192933 1xTMT6plex [N-Term] 0.896 0.896 0.941 3.739276171 48.37 0 1258.674151 3 420.2297058 0.328203801 0.000137701 23.43026983QYQDLGAK 2 300192933 2xTMT6plex [N-Term; K8] 0.906 3.269896746 36.71 0 1380.788736 2 690.8983154 0.447794336 0.000309155 32.99537108VLKDEIDVK 6 300192933 3xTMT6plex [N-Term; K3; K9] 0.879 0.991 0.881 3.603561878 16.3 1 1746.097998 3 582.7041016 -0.14105308 -8.21E-05 55.15059975LDSTLEKDK 3 300192933 3xTMT6plex [N-Term; K7; K9] 1.233 0.994 2.03518486 0.7 1 1736.040877 3 579.3521118 0.52155985 0.000301816 42.12238495EQYLYTK 7 300192933 2xTMT6plex [N-Term; K7] 1.1 0.949 0.905 3.269548416 33.1 0 1402.798238 2 701.9024658 -0.415576067 -0.000291485 38.82359981DLFALAR 12 300192933 1xTMT6plex [N-Term] 0.942 0.882 0.883 2.850189686 30.15 0 1034.619596 2 517.8132935 -0.276571156 -0.000143073 60.16256063LIDDEVR 6 300192933 1xTMT6plex [N-Term] 1.069 0.959 1.071 2.816907644 28.7 0 1088.614905 2 544.8109741 -0.214288645 -0.000116639 35.56796581FKDVAGCEEAK 2 300192933 3xTMT6plex [N-Term; K2; K11]; 1xCarbamidomethyl [C7] 0.926 2.681235075 4.32 1 1941.07186 3 647.6947021 -1.188196447 -0.000768792 40.71982298
LDSTLEK 6 300192933 2xTMT6plex [N-Term; K7] 0.919 0.73 0.787 2.803538561 26.67 0 1263.756039 2 632.3806763 -1.553243567 -0.00098146 42.72448828ESKPAATTR 5 300192933 2xTMT6plex [N-Term; K3] 0.906 1.116 0.981 2.751055717 4.26 0 1418.836749 3 473.6170044 -0.203530397 -9.63E-05 17.05894237ITTGAQDDLRK 1 300192933 2xTMT6plex [N-Term; K11] 1.182 2.600871086 1 1675.974305 3 559.3305054 1.586052527 0.000886061 35.856224055803048 KDELR1 ER lumen protein-retaining receptor 1 10945 NP_006792.1 12.73584906 1 2 2 22 212 24.526 8.62 0.96 1.05 1 1 Significant 0.000673 TGEAETITSHYLFALGVYR 10 5803048 1xTMT6plex [N-Term] 1.208 0.736 1.024 6.36827755 39.07 0 2357.233877 3 786.4144897 -2.104598855 -0.001653677 84.95528739
SCAGISGK 12 5803048 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.917 1.08 0.995 2.656551123 37.73 0 1237.697478 2 619.3546753 3.712939565 0.002297748 24.72130573

5803167 SF3A3 splicing factor 3A subunit 3 isoform 1 10946 NP_006793.1 42.31536926 1 16 16 119 501 58.812 5.38 1.42 1.4 1.36 1.39 Significant 0.00016 ETSSALTHAGAHLDLSAFSSWEELASLGLDR 6 5803167 1xTMT6plex [N-Term] 1.965 1.34 1.829 10.3772583 36.6 0 3500.749506 4 875.9433594 0.600274312 0.000525352 100.2134588
CLGIPNTAHFANVTQIEDAVSLWAK 2 5803167 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C1] 0.92 5.487626076 50.45 0 3213.713075 3 1071.909424 0.200283709 0.000214551 103.8254446

NLPLGWDGKPIPYWLYK 6 5803167 3xTMT6plex [N-Term; K9; K17] 2.078 2.452 1.76 5.059175491 10.07 0 2747.589191 3 916.5343628 -0.238642333 -0.000218564 101.4879876KEELNAISGPNEFAEFYNR 12 5803167 2xTMT6plex [N-Term; K1] 1.226 1.283 1.378 7.275000572 46.31 1 2686.387701 3 896.1343384 0.28330487 0.000253689 65.54642473ENPSEEAQNLVEFTDEEGYGR 18 5803167 1xTMT6plex [N-Term] 1.265 1.203 1.775 7.093498707 50.34 0 2642.205549 3 881.4065552 -0.165404488 -0.000145678 65.41042465WQPDTEEEYEDSSGNVVNKK 12 5803167 3xTMT6plex [N-Term; K19; K20] 1.631 1.573 1.543 5.088873386 39.42 1 3041.530685 3 1014.514404 -0.665927648 -0.000675146 48.87152448SLESLDTSLFAK 14 5803167 2xTMT6plex [N-Term; K12] 1.468 1.438 1.405 5.580755234 70.19 0 1769.009687 2 885.0066528 -2.067849579 -0.001829023 77.53476534WQPDTEEEYEDSSGNVVNK 4 5803167 2xTMT6plex [N-Term; K19] 1.38 1.05 4.852100372 59.28 0 2684.27279 3 895.4281006 -1.133123354 -0.001013871 51.02403346VKPLQDQNELFGK 2 5803167 3xTMT6plex [N-Term; K2; K13] 1.248 5.002828598 16.97 0 2203.305365 3 735.1062012 -0.596501237 -0.000438091 56.9658558HLTHENVQR 6 5803167 1xTMT6plex [N-Term] 1.439 1.308 1.189 4.648805141 44.76 0 1362.743962 3 454.9194031 -0.22450401 -0.00010198 14.78299358YLDLHDCYLK 10 5803167 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.459 1.486 1.64 3.787391901 41.51 0 1797.960963 2 899.4840698 -0.055686172 -5.01E-05 58.06522496EELNAISGPNEFAEFYNR 2 5803167 1xTMT6plex [N-Term] 0.971 3.075488329 10.81 0 2329.129806 2 1165.070068 1.311321826 0.001527119 71.08846479YMEVSGNLR 10 5803167 1xTMT6plex [N-Term] 1.612 1.577 1.068 3.870951176 36.08 0 1297.677188 2 649.3422241 -0.012258682 -7.95E-06 39.56848303SALLALGLK 6 5803167 2xTMT6plex [N-Term; K9] 1.296 1.41 1.3 3.603551865 23.93 0 1343.902644 2 672.4547119 -0.369306421 -0.000248156 79.62107469DLYDDKDGLR 7 5803167 2xTMT6plex [N-Term; K6] 1.291 1.467 1.225 2.979532003 26.36 1 1667.900471 2 834.4534302 -0.531991239 -0.000443654 35.66748907TYEDLKR 2 5803167 2xTMT6plex [N-Term; K6] 1.484 2.914522886 9.43 1 1382.804386 3 461.6062622 -0.110369122 -5.09E-05 27.908892665803036 HNRNPA0 heterogeneous nuclear ribonucleoprotein A0 10949 NP_006796.1 55.73770492 1 11 13 208 305 30.822 9.29 1.23 1.53 1.54 1.43 Significant 0.005 GFGFVYFQNHDAADK 18 5803036 2xTMT6plex [N-Term; K15] 1.472 1.242 1.329 5.176783085 46.28 0 2174.10711 3 725.3721924 -2.339223095 -0.001695241 63.02862259
CFGFVTYSNVEEADAAMAASPHAVDGNTVELK 2 5803036 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C1] 100 3.973274231 20.29 0 3858.871896 3 1286.960205 -1.51174379 -0.001944542 80.76382216

AVPKEDIYSGGGGGGSR 6 5803036 2xTMT6plex [N-Term; K4] 3.844 3.314 2.939 4.427807331 23.63 1 2065.107838 3 689.0393677 -2.076440066 -0.001429358 33.47027294LFIGGLNVQTSESGLR 32 5803036 1xTMT6plex [N-Term] 1.474 1.542 1.525 5.301626682 78.07 0 1920.075192 3 640.6963501 -0.361801993 -0.000231562 75.83617541GDVAEGDLIEHFSQFGTVEK 34 5803036 2xTMT6plex [N-Term; K20] 1.311 1.372 1.338 6.79523325 67.02 0 2636.360817 3 879.4589233 0.53081108 0.00046647 76.83893329
GHFEAFGTLTDCVVVVNPQTK 20 5803036 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C12] 1.444 1.897 1.581 7.381421566 55.21 0 2777.469657 3 926.4941406 -0.643749607 -0.000595998 73.67451928EDIYSGGGGGGSR 11 5803036 1xTMT6plex [N-Term] 1.375 1.231 1.058 4.015759468 68.43 0 1440.691651 2 720.8488159 -0.899737332 -0.000648122 20.41423675SGGGGGGGGSSWGGR 8 5803036 1xTMT6plex [N-Term] 3.992 100 5.265652657 104.41 0 1421.671919 2 711.3395996 0.002453977 1.74E-06 16.92892415EDSARPGAHAK 12 5803036 2xTMT6plex [N-Term; K11] 0.796 1.692 1.823 4.501906872 14.86 0 1596.885824 4 399.9770813 0.420333941 0.000167806 15.57530907KLFVGGLK 60 5803036 3xTMT6plex [N-Term; K1; K8] 1.434 1.459 1.737 4.088477135 18.1 1 1549.044446 2 775.0265503 0.889429571 0.000688883 57.7679227FHPIQGHR 5 5803036 1xTMT6plex [N-Term] 1.517 1.412 1.567 3.565502167 35.07 0 1220.684991 3 407.5665894 0.183664425 7.47E-05 18.9911844IFVGGIK 96 5803036 2xTMT6plex [N-Term; K7] 1.08 1.135 1.1 2.734516621 29.58 0 1191.786551 2 596.3967285 -0.311153662 -0.000185414 63.62405946AEIIADK 8 5803036 2xTMT6plex [N-Term; K7] 1.387 1.413 1.356 2.878813982 39.46 0 1217.75056 2 609.3796387 1.183447414 0.000720572 40.777889645803165 SEC61B protein transport protein Sec61 subunit beta 10952 NP_006799.1 53.125 1 5 5 35 96 9.968 11.56 1.31 1.37 1.18 1.29 Significant 0.00189 PGPTPSGTNVGSSGR 3 5803165 1xTMT6plex [N-Term] 1.047 0.819 0.752 62.61 0 1599.828814 2 800.4180298 -0.019139352 -1.53E-05 21.52834907TTSAGTGGMWR 12 5803165 1xTMT6plex [N-Term] 1.356 1.235 1.28 3.883727551 38.05 0 1353.67825 2 677.3406982 -3.051142784 -0.002065133 27.82129798FYTEDSPGLK 12 5803165 2xTMT6plex [N-Term; K10] 1.357 1.448 1.311 3.580292702 48.27 0 1614.877945 2 807.942749 0.171329899 0.000138338 50.86004849

KNASCGTR 4 5803165 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 1.168 1.524 1.916719794 9.94 1 1351.751639 3 451.2552185 -0.397249322 -0.000178994 15.01768351AAGSTVR 4 5803165 1xTMT6plex [N-Term] 1.102 0.952 2.237047672 29.66 0 890.5256961 2 445.7663879 -0.221016748 -9.84E-05 15.2261135721361356 TOMM34 mitochondrial import receptor subunit TOM34 10953 NP_006800.2 59.54692557 1 16 16 120 309 34.538 8.98 1.47 1.58 1.5 1.52 Significant 0.000468 LPSIPLVPVSAQK 14 21361356 2xTMT6plex [N-Term; K13] 1.131 1.054 0.714 3.704619884 35.26 0 1807.145727 2 904.0767212 0.242732396 0.000219326 87.85910797VLQAQGSSDPEEESVLYSNR 6 21361356 1xTMT6plex [N-Term] 1.797 1.542 1.717 5.549301147 58.27 0 2437.204427 3 813.0731201 0.155867747 0.000126627 46.69640486YSESLLCSNLESATYSNR 12 21361356 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 2.255 2.3 1.636 5.973500252 56.08 0 2323.107356 3 775.0389404 -2.190209128 -0.00169603 59.68361525TVLQIDDNVTSAVEGINR 12 21361356 1xTMT6plex [N-Term] 1.012 0.954 1.138 5.728663921 49.4 0 2173.166191 3 725.0602417 -0.008987966 -6.51E-06 72.85606685DCTSALALVPFSIKPLLR 6 21361356 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 100 1.966 100 4.074297905 14.67 0 2459.446008 3 820.4845581 -2.800294688 -0.002295725 103.4764641
LKLPSIPLVPVSAQK 17 21361356 3xTMT6plex [N-Term; K2; K15] 2.049 2.056 2.222 5.590936184 32.43 1 2277.487686 3 759.8331299 -1.251203938 -0.000949867 92.70651142SSFADISNLLQIEPR 12 21361356 1xTMT6plex [N-Term] 1.321 1.54 2.149 4.982636929 64.54 0 1919.043557 3 640.350647 -3.21492027 -0.002056524 90.90570877ALMDSLGPEWR 6 21361356 1xTMT6plex [N-Term] 1.275 1.564 1.599 4.606379986 39.1 0 1503.782715 2 752.3937988 -1.592060958 -0.001197057 71.62403522ASAYEALEK 10 21361356 2xTMT6plex [N-Term; K9] 1.421 1.42 1.344 4.321148872 54.53 0 1439.814616 2 720.4113159 0.513216027 0.000369468 43.87547849VPSAGDVEK 2 21361356 2xTMT6plex [N-Term; K9] 1.252 2.52282095 33.96 0 1359.788402 2 680.397644 -0.286878504 -0.000195047 35.45686958VLKEEGNELVK 6 21361356 3xTMT6plex [N-Term; K3; K11] 1.335 1.657 1.139 4.110563278 8.11 1 1945.193689 3 649.0699463 0.820842262 0.000532232 49.93447988

ALCYLVLK 6 21361356 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.791 1.625 1.851 3.370460272 43.64 0 1437.890365 2 719.4481201 -0.974327153 -0.000700488 75.72745362FPDSVEELR 2 21361356 1xTMT6plex [N-Term] 1.369 3.336657286 28.78 0 1320.699697 2 660.8544312 1.430018264 0.000944312 54.3515198AAGNESFR 6 21361356 1xTMT6plex [N-Term] 1.163 1.232 1.53 2.51937604 25.82 0 1080.563538 2 540.7858276 0.777921342 0.000420297 18.61418467QYTEAVK 2 21361356 2xTMT6plex [N-Term; K7] 1.78 2.995344877 29.51 0 1296.756373 2 648.8815308 -0.453675474 -0.000294153 29.32467457SKETTATK 1 21361356 3xTMT6plex [N-Term; K2; K8] 1.911 2.412076473 1 1552.951334 3 518.3217163 -0.475149609 -0.000245961 27.293276055803121 PDIA5 protein disulfide-isomerase A5 precursor 10954 NP_006801.1 38.53564547 1 15 15 107 519 59.556 7.91 1.08 1.12 1.08 1.09 Significant 0.000149 NPQPPQPQVPETPWADEGGSVYHLTDEDFDQFVK 4 5803121 2xTMT6plex [N-Term; K34] 1.371 1.319 5.31718874 25.23 0 4326.103152 4 1082.279541 -1.575937341 -0.001704417 85.54245038GPPLWEEDPGAK 16 5803121 2xTMT6plex [N-Term; K12] 0.984 1.041 0.973 4.056872845 49.06 0 1753.952507 2 877.4781494 -1.986605602 -0.001742206 55.12882005GYPTFHYYHYGK 6 5803121 2xTMT6plex [N-Term; K12] 1.175 1.113 1.121 5.23896122 30.66 0 1991.021589 4 498.5107117 -0.287505829 -0.000143108 41.61619884GHAVLAGMNVYSSEFENIKEEYSVR 2 5803121 2xTMT6plex [N-Term; K19] 1.05 6.741687775 24.37 1 3287.677083 4 822.6745605 -0.203883314 -0.000167576 83.85091975
GQGTICWVDCGDAESR 4 5803121 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C10] 0.927 2.455 3.982308388 25.95 0 2039.91124 2 1020.460815 1.526757299 0.001557225 42.41170663

AAEALHGEADSSGVLAAVDATVNK 8 5803121 2xTMT6plex [N-Term; K24] 1.151 1.018 1.059 7.486155033 51.42 0 2754.467408 3 918.8275146 0.211698026 0.000194372 74.97517367
DKNQDLCQQEAVK 14 5803121 3xTMT6plex [N-Term; K2; K13]; 1xCarbamidomethyl [C7] 1.092 1.088 1.179 5.260307312 28.1 1 2263.231942 3 755.0820923 -0.096421638 -7.27E-05 30.90672757

GFPTICYFEK 12 5803121 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.101 1.223 1.189 4.151512146 43.91 0 1719.918036 2 860.4607544 -2.21150128 -0.0019018 74.96547246SEVAAENHLR 8 5803121 1xTMT6plex [N-Term] 1.212 1.163 1.106 4.715984344 50.47 0 1354.727643 3 452.2476807 0.62420088 0.000281874 18.26921211LLSTVAQAVK 6 5803121 2xTMT6plex [N-Term; K10] 0.962 1.28 4.045910835 62.62 0 1487.956136 2 744.4818115 0.141715787 0.000105433 74.96832FHISEFPTLK 6 5803121 2xTMT6plex [N-Term; K10] 1.033 1.14 1.011 4.619880676 32.8 0 1676.977599 3 559.6613159 -4.892579422 -0.002734915 69.72711427SIVAFLKDPK 6 5803121 3xTMT6plex [N-Term; K7; K10] 1.633 1.737 1.512 3.123147249 6.07 1 1805.150368 3 602.3878174 -0.813661614 -0.000489594 77.32956576MMPHFQK 6 5803121 2xTMT6plex [N-Term; K7] 1.103 1.076 2.94694519 21.7 0 1376.758304 3 459.5916138 1.440869169 0.000661243 44.48696654SIVAFLK 4 5803121 2xTMT6plex [N-Term; K7] 1.022 100 2.752183437 35.64 0 1235.812766 2 618.4094849 -0.868135908 -0.000536427 75.93821685YAVPVLR 5 5803121 1xTMT6plex [N-Term] 0.923 1.307 1.567 2.42137599 22.59 0 1046.655982 2 523.8313599 -0.51483338 -0.000269427 61.272697355803193 SERINC3 serine incorporator 3 precursor 10955 NP_006802.1 7.822410148 1 3 3 11 473 52.546 7.46 1.52 1.36 1.27 1.38 Significant 0.00278
IHEADINADKDCDVLVGYK 2 5803193 3xTMT6plex [N-Term; K10; K19]; 1xCarbamidomethyl [C12] 2.204 4.741886616 16.8 1 2862.527455 4 716.3864136 -1.26826491 -0.000907611 55.00154542

KIPGFCEGGFK 6 5803193 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C6] 1.293 1.235 1.267 2.446449995 5.45 1 1927.107851 3 643.0396729 -1.756998349 -0.001128642 59.76312728
WPAVWVK 3 5803193 2xTMT6plex [N-Term; K7] 1.213 1.773 2.709121943 29.03 0 1343.823999 2 672.4154053 -0.346349764 -0.000232717 78.214254485803109 OS9 protein OS-9 isoform 1 precursor 10956 NP_006803.1 12.74362819 1 5 5 15 667 75.515 4.87 1 1.15 1.05 1.07 Significant 0.0017 IIEELQDLGPQVWSETK 4 5803109 2xTMT6plex [N-Term; K17] 1.1 1.19 4.050182819 42.5 0 2443.348462 3 815.1207275 -0.340722097 -0.000277501 100.0484013YGIEILPLPVMGGQSQSSDVVIVSSK 2 5803109 2xTMT6plex [N-Term; K26] 1.461 3.700694799 21.68 0 3161.753208 3 1054.584839 -4.1889286 -0.004414786 103.7990076LPAGAIHFQR 6 5803109 1xTMT6plex [N-Term] 1.031 1.142 1.106 4.299444675 42.18 0 1338.78437 3 446.9328918 -0.185207488 -8.27E-05 46.86895093WLTDEDTR 2 5803109 1xTMT6plex [N-Term] 0.767 2.699519157 17.35 0 1264.637097 2 632.8221436 -0.068265137 -4.32E-05 39.22347936GKPNIGQEQPVDDAAEVPQREPEK 1 5803109 3xTMT6plex [N-Term; K2; K24] 0.711 2.577434063 1 3318.789694 4 830.4558716 3.604578545 0.00299071 42.78531303145611426 PSMF1 proteasome inhibitor PI31 subunit 9491 NP_006805.2 38.37638376 1 6 6 34 271 29.798 5.74 0.75 0.79 0.69 0.74 Significant 0.00152 IVSGIITPIHEQWEK 10 145611426 2xTMT6plex [N-Term; K15] 0.736 0.969 0.679 5.335822582 49.97 0 2208.27926 3 736.7646484 0.059676556 4.39E-05 72.44898911FDPFGPIGTSPPGPNPDHLPPPGYDDMYL 4 145611426 1xTMT6plex [N-Term]; 1xOxidation [M27] 0.982 0.579 4.321501732 35.39 0 3355.581896 3 1119.198242 -0.513421384 -0.000574276 92.81626652QPPWCDPLGPFVVGGEDLDPFGPR 10 145611426 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.841 0.862 5.19648695 30.67 0 2881.418066 3 961.1465454 2.435297589 0.002339037 107.1513576KSELLPAGWNNNK 2 145611426 3xTMT6plex [N-Term; K1; K13] 0.686 5.332227707 18.45 1 2158.258749 3 720.0900879 -1.407758976 -0.001012769 55.56216905FDPFGPIGTSPPGPNPDHLPPPGYDDMYL 2 145611426 1xTMT6plex [N-Term] 0.808 2.738558054 0.36 0 3339.586981 3 1119.198242 -0.513421384 -0.000574276 92.81626652ALIDPSSGLPNR 2 145611426 1xTMT6plex [N-Term] 0.845 3.466075182 20.68 0 1468.832108 2 734.9194336 -0.352370088 -0.000258786 45.07827178LPPGAVPPGAR 4 145611426 1xTMT6plex [N-Term] 0.782 0.686 3.01033926 14.44 0 1260.762572 2 630.8844604 -0.735984382 -0.000463951 39.825953765803149 TMED2 transmembrane emp24 domain-containing protein 2 precursor 10959 NP_006806.1 38.80597015 1 8 8 140 201 22.746 5.17 1 0.99 0.99 1 Significant 0.0000113

IVMFTIDIGEAPK 14 5803149 2xTMT6plex [N-Term; K13] 1 1.114 1.091 4.013358116 57.03 0 1892.096728 3 631.3685303 -3.007462358 -0.001896803 95.63903236GQDMETEAHQNK 8 5803149 2xTMT6plex [N-Term; K12] 0.742 0.726 4.885090351 44.33 0 1845.916532 3 615.9761353 -1.451424393 -0.000893069 18.58797146LEEMINELAVAMTAVK 18 5803149 2xTMT6plex [N-Term; K16] 0.661 0.717 0.745 5.69536829 48.36 0 2220.238383 2 1110.622314 -0.464235624 -0.000515357 113.0703842
GQDMETEAHQNKLEEMINELAVAMTAVK 22 5803149 3xTMT6plex [N-Term; K12; K28]; 2xOxidation [M] 1.076 1.213 1.211 6.466210842 18.66 1 3849.963971 3 1283.991943 -0.699900543 -0.000898197 96.37690129

IVMFTIDIGEAPK 2 5803149 2xTMT6plex [N-Term; K13]; 1xOxidation [M3] 1.227 3.846066952 34.47 0 1908.091643 3 631.3685303 -3.007462358 -0.001896803 95.63903236YTFAAHMDGTYK 10 5803149 2xTMT6plex [N-Term; K12] 1.24 0.388 1.115 3.833191395 28.01 0 1862.951126 3 621.6551514 -0.121075875 -7.52E-05 47.44134795
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

GQDMETEAHQNKLEEMINELAVAMTAVK 13 5803149 3xTMT6plex [N-Term; K12; K28]; 1xOxidation [M] 1.096 1.247 0.995 5.255746841 9.08 1 3833.969056 3 1283.991943 -0.699900543 -0.000898197 96.37690129
GQDMETEAHQNKLEEMINELAVAMTAVK 8 5803149 3xTMT6plex [N-Term; K12; K28]; 3xOxidation [M4; M16; M24] 1.165 1.045 1.287 5.787062168 9.65 1 3865.958886 3 1283.991943 -0.699900543 -0.000898197 96.37690129HEQEYMEVR 10 5803149 1xTMT6plex [N-Term] 1.002 1.029 1.121 4.04148674 44.62 0 1449.699379 3 483.9057007 2.186212415 0.00105645 21.56220274HEQEYMEVR 10 5803149 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.941 0.98 1.155 4.084927082 40.63 0 1465.694294 3 483.9057007 2.186212415 0.00105645 21.56220274AINDNTNSR 8 5803149 1xTMT6plex [N-Term] 0.941 0.916 1.153 3.966588736 46.25 0 1233.638494 2 617.3223877 -0.806572898 -0.00049751 16.06109046YTFAAHMDGTYK 6 5803149 2xTMT6plex [N-Term; K12]; 1xOxidation [M7] 1.306 1.134 1.547 3.40196681 25.13 0 1878.946041 3 621.6551514 -0.121075875 -7.52E-05 47.44134795GQDMETEAHQNK 7 5803149 2xTMT6plex [N-Term; K12]; 1xOxidation [M4] 0.81 1.786536813 24.72 0 1861.911447 3 615.9761353 -1.451424393 -0.000893069 18.58797146GIYKGDR 4 5803149 2xTMT6plex [N-Term; K4] 1.654 1.549 1.523 2.082535982 5.2 1 1266.757042 3 422.9238892 0.057059457 2.41E-05 22.93759825

5803023 LMAN2 vesicular integral-membrane protein VIP36 precursor 10960 NP_006807.1 51.96629213 1 15 15 120 356 40.203 6.95 1.15 1.16 1.17 1.16 Significant 0.0000248
WTELAGCTADFR 16 5803023 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.889 1.107 1.373 4.267151833 44.96 0 1655.804907 2 828.4055176 -0.693827965 -0.000574422 61.11999853DNVDDPTGNFR 8 5803023 1xTMT6plex [N-Term] 1.153 0.999 1.097 4.587718964 71.1 0 1478.707302 2 739.857666 0.509831289 0.000376946 26.35123926LPTGYYFGASAGTGDLSDNHDIISMK 12 5803023 2xTMT6plex [N-Term; K26] 1.039 1.319 1.305 5.552600384 41.72 0 3188.597435 4 797.9030151 -2.259511673 -0.001801168 77.09090446LPTGYYFGASAGTGDLSDNHDIISMK 2 5803023 2xTMT6plex [N-Term; K26]; 1xOxidation [M25] 0.808 2.868243217 15.09 0 3204.59235 4 797.9030151 -2.259511673 -0.001801168 77.09090446DNFHGLAIFLDTYPNDETTER 8 5803023 1xTMT6plex [N-Term] 1.077 1.161 5.539869308 30.22 0 2697.29939 3 899.7675171 -4.223543189 -0.003797387 77.56227085EHSLIKPYQGVGSSSMPLWDFQGSTMLTSQYVR 3 5803023 2xTMT6plex [N-Term; K6]; 1xOxidation [M] 100 5.909022331 23.66 0 4204.124756 4 1047.783447 -4.269697497 -0.004470512 85.40836271EHSLIKPYQGVGSSSMPLWDFQGSTMLTSQYVR 2 5803023 2xTMT6plex [N-Term; K6] 1.901 5.824764729 23.88 0 4188.129841 4 1047.783447 -4.269697497 -0.004470512 85.40836271NLHGDGIALWYTR 10 5803023 1xTMT6plex [N-Term] 1.149 1.201 1.195 5.836287022 49.03 0 1744.933219 3 582.3152466 -1.164860571 -0.000677535 64.50929253KNLHGDGIALWYTR 4 5803023 2xTMT6plex [N-Term; K1] 0.905 1.037 4.203652859 13.91 1 2102.191114 4 526.3033447 0.206910898 0.000108742 55.60515818
EGSIWNHQPCFLK 6 5803023 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 0.881 1.05 1.01 4.167170048 36.38 0 2074.094437 3 692.0337524 -3.728256363 -0.002577585 62.14638601

LTVMTDLEDKNEWK 11 5803023 3xTMT6plex [N-Term; K10; K14] 1.407 1.189 1.166 4.495263577 10.13 1 2409.330259 3 803.78125 -0.440699234 -0.00035393 75.78331871NCIDITGVR 6 5803023 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.998 0.986 1.128 3.732094288 57.24 0 1276.688087 2 638.8470459 -0.996087563 -0.000635847 37.15246236IEPSVNFLK 12 5803023 2xTMT6plex [N-Term; K9] 1.177 1.196 1.248 3.285029888 43.94 0 1504.913936 2 752.9591064 -1.993562092 -0.00150007 71.07443261DHDTFLAVR 6 5803023 1xTMT6plex [N-Term] 1.123 0.985 1.016 4.183207512 48.15 0 1302.700366 3 434.9047241 -0.573183779 -0.000248896 30.29034807DWEMHVHFK 8 5803023 2xTMT6plex [N-Term; K9] 1.188 1.518 1.607 3.545655251 27.11 0 1686.882653 4 422.4760437 -0.182659601 -7.70E-05 51.07964648SPKDNVDDPTGNFR 5 5803023 2xTMT6plex [N-Term; K3] 2.396 1.464 1.524 3.332971096 10.74 1 2020.049989 3 674.0217285 0.318634132 0.000214552 33.10706683
SKEGSIWNHQPCFLK 1 5803023 3xTMT6plex [N-Term; K2; K15]; 1xCarbamidomethyl [C12] 1.036 4.001301289 1 2518.38436 4 630.3502197 -2.108936918 -0.001327778 58.9005006

5803013 ERP29 endoplasmic reticulum resident protein 29 isoform 1 precursor 10961 NP_006808.1 59.38697318 1 13 13 190 261 28.975 7.31 1.07 1.1 1.08 1.08 Significant 0.0000663 ILDQGEDFPASEMTR 16 5803013 1xTMT6plex [N-Term] 0.968 0.978 1.083 5.036041737 68.9 0 1937.947608 2 969.477478 0.036897121 3.58E-05 58.00090288LAENSASSDDLLVAEVGISDYGDKLNMELSEK 2 5803013 3xTMT6plex [N-Term; K24; K32] 100 7.750527382 36.51 1 4100.119997 4 1025.786133 0.659690449 0.000676203 100.2523489
GQGVYLGMPGCLPVYDALAGEFIR 6 5803013 1xTMT6plex [N-Term]; 1xOxidation [M8]; 1xCarbamidomethyl [C11] 100 2.472 1.454 5.12113905 41.2 0 2828.431274 3 938.1497192 -0.623678168 -0.000584685 108.9116276
GQGVYLGMPGCLPVYDALAGEFIR 34 5803013 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.358 1.448 1.014 5.336742878 58.55 0 2812.436359 3 938.1497192 -0.623678168 -0.000584685 108.9116276GALPLDTVTFYK 26 5803013 2xTMT6plex [N-Term; K12] 1.063 1.087 1.062 4.385110378 63.15 0 1783.040593 2 892.0219116 -2.269565722 -0.002023364 77.77036409LDKESYPVFYLFR 13 5803013 2xTMT6plex [N-Term; K3] 1.332 1.506 1.443 4.643988609 19.38 1 2135.194134 3 712.4073486 6.256526386 0.004452966 90.60280446DGDFENPVPYTGAVK 10 5803013 2xTMT6plex [N-Term; K15] 1.028 1.49 1.018 4.19420433 36.92 0 2067.079892 2 1034.04187 -1.658463052 -0.001714088 55.64039604SLNILTAFQK 20 5803013 2xTMT6plex [N-Term; K10] 1.062 1.217 1.163 4.888087273 59.3 0 1592.977599 2 796.9917603 -0.850835685 -0.000677681 86.40531826FDTQYPYGEK 16 5803013 2xTMT6plex [N-Term; K10] 1.067 1.195 1.121 3.512224913 33.84 0 1705.883758 2 853.4456177 0.117447371 0.000100176 45.66343139QGQDNLSSVK 11 5803013 2xTMT6plex [N-Term; K10] 1.033 0.534 0.278 4.093493462 50.05 0 1533.863692 2 767.4331665 -3.021958348 -0.002317636 28.43611716ESYPVFYLFR 12 5803013 1xTMT6plex [N-Term] 1.231 1.24 1.239 4.552953243 59.27 0 1549.825232 2 775.4161377 -0.150429461 -0.00011657 89.1892522LNMELSEK 6 5803013 2xTMT6plex [N-Term; K8] 0.742 1.004 0.725 3.376120329 42.48 0 1421.807422 2 711.4069824 -0.516396411 -0.000367108 51.85686363WAEQYLK 10 5803013 2xTMT6plex [N-Term; K7] 1.018 0.967 0.902 3.202670336 36.54 0 1395.803658 2 698.4046631 -1.1521736 -0.000804104 56.28827981ASGVEAR 8 5803013 1xTMT6plex [N-Term] 1.075 1.121 1.088 2.781607151 30.91 0 918.5206107 2 459.7640076 0.139176756 6.39E-05 15.3816218219920317 CKAP4 cytoskeleton-associated protein 4 10970 NP_006816.2 67.44186047 1 36 38 474 602 65.983 5.92 0.95 0.95 0.96 0.95 Significant 0.0000122 HSEAFEALQQK 8 19920317 2xTMT6plex [N-Term; K11] 1.081 1.071 0.917 4.435328484 43.09 0 1745.958655 2 873.4817505 -1.391936419 -0.001215132 39.63150755LEGLGSSEADQDGLASTVR 20 19920317 1xTMT6plex [N-Term] 0.955 0.904 0.912 7.057094574 77.06 0 2134.082521 2 1067.542847 -1.923342038 -0.002052285 51.00283223SLGETQLVLYGDVEELKR 14 19920317 2xTMT6plex [N-Term; K17] 1.114 1.378 1.106 6.527432919 45.04 1 2507.412125 3 836.4751587 -0.479333162 -0.000400629 81.73214789IETNENNLESAK 6 19920317 2xTMT6plex [N-Term; K12] 0.875 1.076 1.032 5.055167198 53.3 0 1819.980178 2 910.4943848 0.722596469 0.000657556 36.35163481DFTSLENTVEER 11 19920317 1xTMT6plex [N-Term] 1.003 1.001 0.823 5.6133008 87.36 0 1668.82781 2 834.9174805 -0.075587487 -6.31E-05 52.83114372SVGELPSTVESLQK 18 19920317 2xTMT6plex [N-Term; K14] 0.858 0.93 0.97 4.530800819 61.25 0 1932.105378 2 966.5554199 -0.939418869 -0.000907528 61.50473231STLQTMESDIYTEVR 26 19920317 1xTMT6plex [N-Term] 0.957 0.989 5.112660408 49.73 0 2002.000037 2 1009.499756 -1.34652034 -0.001358636 48.26213523GGHGAASPSEK 6 19920317 2xTMT6plex [N-Term; K11] 0.872 0.81 0.807 4.366564274 53.77 0 1455.795612 3 485.9365234 -0.408778193 -0.000198366 15.29062627VASLEESEGNKQDLK 12 19920317 3xTMT6plex [N-Term; K11; K15] 1.209 1.1 1.12 3.870158434 30.95 1 2334.311966 2 1167.659546 -0.06456426 -7.54E-05 46.01001697TAVDSLVAYSVK 20 19920317 2xTMT6plex [N-Term; K12] 1.08 1.057 1.026 4.52413702 57.27 0 1711.004208 2 856.0066528 1.064412381 0.000910607 64.310321SLGETQLVLYGDVEELK 4 19920317 2xTMT6plex [N-Term; K17] 0.637 0.661 4.164707661 47.57 0 2351.311014 2 1176.156616 -2.151118289 -0.002528974 85.6604405VQEQVHTLLSQDQAQAAR 24 19920317 1xTMT6plex [N-Term] 0.902 0.921 0.894 6.539840221 41.87 0 2251.199223 2 1126.103027 -0.197571363 -0.000222386 47.23862465SINDNIAIFTEVQK 26 19920317 2xTMT6plex [N-Term; K14] 0.971 1.078 0.914 5.037637234 59.86 0 2050.158476 2 1025.581909 -0.943693206 -0.00096736 74.80987082VQSLQATFGTFESILR 36 19920317 1xTMT6plex [N-Term] 1.077 1.005 0.984 6.192929745 56.14 0 2026.117057 3 676.0426636 -1.786193612 -0.001206346 105.4578743GAHPSGGADDVAK 4 19920317 2xTMT6plex [N-Term; K13] 0.915 0.889 5.859989166 72.09 0 1639.880404 3 547.2979736 -0.632162906 -0.000345557 18.64513464ASVSQVEADLK 26 19920317 2xTMT6plex [N-Term; K11] 1.008 0.95 1.097 4.277071476 82.25 0 1604.925958 2 802.9655151 -1.373195163 -0.001101938 53.33193342VASLEESEGNK 8 19920317 2xTMT6plex [N-Term; K11] 0.76 0.617 0.785 4.721597672 67.07 0 1620.884487 2 810.9456177 -0.325673077 -0.000263939 37.59013272SSSSSSASAAAAAAAASSSASCSR 12 19920317 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 1.167 0.834 0.823 6.79659605 85.28 0 2319.06801 2 1160.039063 1.223754537 0.001418985 29.6901256QTESLESLLSK 16 19920317 2xTMT6plex [N-Term; K11] 1.067 0.932 1.043 4.663309574 61.93 0 1692.978387 2 846.9921875 -0.761137892 -0.000644295 70.84616912LQHVEDGVLSMQVASAR 10 19920317 1xTMT6plex [N-Term] 0.963 0.865 0.905 5.841503143 41.5 0 2069.101089 3 690.37146 -0.610026835 -0.000420736 56.42395721EELGQGLQGVEQK 4 19920317 2xTMT6plex [N-Term; K13] 0.792 0.77 3.306150913 33.69 0 1873.043112 3 625.019165 -0.091051194 -5.68E-05 44.97343281STLQTMESDIYTEVR 2 19920317 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.671 2.432054758 50.97 0 2017.994952 2 1009.499756 -1.34652034 -0.001358636 48.26213523DLSDGIHVVK 16 19920317 2xTMT6plex [N-Term; K10] 0.939 0.904 0.931 3.772496939 43.68 0 1540.909914 2 770.9574585 -1.47525679 -0.001136619 46.00493826GLLDDLRNDLDR 6 19920317 1xTMT6plex [N-Term] 1.609 2.507 1.843 3.728593588 34.88 1 1643.891414 3 548.6345825 -1.35015086 -0.000739834 65.80529056LALQALTEK 16 19920317 2xTMT6plex [N-Term; K9] 0.955 0.929 0.928 3.738144636 49.77 0 1444.913936 2 722.9594116 -1.653930904 -0.001194894 68.91848298LQHVEDGVLSMQVASAR 2 19920317 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.96 3.139391661 8.17 0 2085.096004 3 690.37146 -0.610026835 -0.000420736 56.42395721GGGGGGGK 6 19920317 2xTMT6plex [N-Term; K8] 1.512 1.689 1.527 2.92630434 43.31 0 1004.588914 2 502.7980652 -0.060063281 -3.02E-05 15.41097115QGESEVSR 10 19920317 1xTMT6plex [N-Term] 0.922 0.933 0.958 3.221652508 35.58 0 1120.579582 2 560.7927856 -1.148790285 -0.000643655 14.97788429EAADTER 12 19920317 1xTMT6plex [N-Term] 1.327 0.979 1.159 2.591282845 37 0 1020.515919 2 510.7613831 -0.421009325 -0.000214823 13.96899511ISEVLQK 16 19920317 2xTMT6plex [N-Term; K7] 0.776 0.844 0.99 2.834718227 36.67 0 1274.808409 2 637.9074707 -0.583620052 -0.000372002 54.10438455EIQTSAK 16 19920317 2xTMT6plex [N-Term; K7] 0.915 0.967 1.092 3.158154964 35.87 0 1234.740723 2 617.8734131 -0.950481427 -0.000586799 24.18017984QEQQAFK 10 19920317 2xTMT6plex [N-Term; K7] 1.175 1.103 0.967 3.514206886 38.19 0 1336.762521 2 668.8856201 1.079028139 0.000721202 24.36012708LSSLDNLK 2 19920317 2xTMT6plex [N-Term; K8] 0.854 2.554366827 14.67 0 1347.824787 2 674.4144287 -2.378853806 -0.001603139 58.30908853SEESVSR 6 19920317 1xTMT6plex [N-Term] 1.06 1.064 1.022 2.96206069 32.48 0 1022.531569 2 511.769165 -0.504377459 -0.000257871 15.19451133LQNEILK 14 19920317 2xTMT6plex [N-Term; K7] 0.877 0.933 0.94 3.347366333 40.14 0 1315.834958 2 658.4182739 -4.32170342 -0.002843324 52.3368452EWDMEALR 7 19920317 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.814 0.982 0.938 2.11853838 19.87 0 1294.629903 2 647.817688 -1.393466529 -0.000902012 36.15236787SQGLDSR 6 19920317 1xTMT6plex [N-Term] 1.312 0.993 0.997 2.652748346 29.76 0 991.536989 2 496.2720337 -0.199898934 -9.91E-05 15.96304274SSQHKQDLTEK 4 19920317 3xTMT6plex [N-Term; K5; K11] 1.016 1.576 1.298 3.955955029 7.97 1 1988.137965 4 497.7899475 -0.002389642 -1.19E-06 21.06664498GLLDDLR 6 19920317 1xTMT6plex [N-Term] 0.789 0.752 0.827 1.998831987 25.24 0 1030.609426 2 515.8082886 -0.121395709 -6.26E-05 51.53278729LAALQGR 6 19920317 1xTMT6plex [N-Term] 0.83 0.971 0.963 2.692916632 22.3 0 957.6042807 2 479.3059692 0.397979176 0.000190553 34.686946575803227 YWHAQ 14-3-3 protein theta 10971 NP_006817.1 69.3877551 1 13 19 871 245 27.747 4.78 1.18 1.2 1.2 1.19 Significant 0.0000312 YLIANATNPESK 14 5803227 2xTMT6plex [N-Term; K12] 1.047 1.115 1.111 4.914844513 65.69 0 1779.00527 2 890.0056763 -0.671448791 -0.000597255 48.85942009DNLTLWTSDSAGEECDAAEGAEN 29 5803227 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.011 0.808 1.034 4.678712368 55.31 0 2684.146714 3 895.3858032 -1.437194924 -0.001285881 62.28305199

SICTTVLELLDK 46 5803227 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 1.214 1.258 1.277 5.289713383 87.58 0 1850.070907 2 925.5389404 -0.163880543 -0.000151595 105.5121686AVTEQGAELSNEER 70 5803227 1xTMT6plex [N-Term] 1.025 1.034 1.05 5.395441055 74 0 1761.881637 2 881.4441528 -0.344986817 -0.000303913 25.4669428KQTIDNSQGAYQEAFDISKK 4 5803227 4xTMT6plex [N-Term; K1; K19; K20] 2.447 3.055 5.321453094 24.81 2 3187.776893 4 797.6984863 -1.498805487 -0.001194464 56.61604989QTIDNSQGAYQEAFDISK 6 5803227 2xTMT6plex [N-Term; K18] 0.844 0.812 0.806 6.015544891 52.55 0 2473.261103 3 825.0923462 0.558757916 0.000460651 57.73909564QTIDNSQGAYQEAFDISKK 2 5803227 3xTMT6plex [N-Term; K18; K19] 1.421 5.20851326 37.01 1 2830.518998 3 944.1782227 0.394411326 0.00037213 58.74547573YLAEVACGDDR 17 5803227 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.162 1.174 1.123 4.761610508 64.24 0 1497.720509 2 749.3638306 -0.083171184 -6.23E-05 42.59267485KQTIDNSQGAYQEAFDISK 16 5803227 3xTMT6plex [N-Term; K1; K19] 1.006 1.063 1.065 7.650083542 56.95 1 2830.518998 3 944.1767578 -1.158141847 -0.001092714 56.14125502TAFDEAIAELDTLNEDSYK 42 5803227 2xTMT6plex [N-Term; K19] 0.912 0.822 0.84 6.856013298 58.52 0 2603.312864 3 868.4419556 -0.595633665 -0.000516874 99.15781473DSTLIMQLLR 92 5803227 1xTMT6plex [N-Term] 0.796 0.785 0.901 4.459618568 61.17 0 1418.823852 2 709.9118042 -5.30010935 -0.003759961 87.62341164KEMQPTHPIR 10 5803227 2xTMT6plex [N-Term; K1] 1.332 1.531 1.501 4.718584538 25.64 1 1694.977616 4 428.4986572 0.15664556 6.70E-05 16.71405729DSTLIMQLLR 112 5803227 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.78 0.793 0.825 3.811157227 57.95 0 1434.818767 2 709.9118042 -5.30010935 -0.003759961 87.62341164
YDDMATCMK 21 5803227 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.067 0.926 1.012 3.483626842 39.91 0 1592.752292 2 796.8793335 -0.56632021 -0.000451004 43.05554039EMQPTHPIR 16 5803227 1xTMT6plex [N-Term] 1.315 1.271 1.255 4.052248955 44.49 0 1337.719721 3 446.5777893 -0.677556041 -0.000302127 20.87214872NLLSVAYK 156 5803227 2xTMT6plex [N-Term; K8] 0.994 0.994 0.964 3.63379097 47.86 0 1365.850608 2 683.4296875 1.091217437 0.00074522 61.10455284VISSIEQK 182 5803227 2xTMT6plex [N-Term; K8] 0.898 0.901 0.915 3.547579527 45.66 0 1361.840437 2 681.4238892 0.047406664 3.23E-05 57.09569698KEMQPTHPIR 18 5803227 2xTMT6plex [N-Term; K1]; 1xOxidation [M3] 1.508 1.524 1.508 3.528722286 44.96 1 1710.972531 4 428.4986572 0.15664556 6.70E-05 16.71405729EMQPTHPIR 18 5803227 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.329 1.285 1.343 4.060033798 35.81 0 1353.714636 3 446.5777893 -0.677556041 -0.000302127 20.87214872

SICTTVLELLDKYLIANATNPESK 2 5803227 3xTMT6plex [N-Term; K12; K24]; 1xCarbamidomethyl [C3] 1.566 4.646718979 13.38 1 3380.895405 4 845.9795532 0.289405766 0.000244613 112.9533324
EKVESELR 25 5803227 2xTMT6plex [N-Term; K2] 1.157 1.147 1.034 3.051921844 14.22 1 1447.852064 3 483.2889404 0.140649081 6.79E-05 28.09511844

YDDMATCMK 36 5803227 2xTMT6plex [N-Term; K9]; 1xOxidation [M]; 1xCarbamidomethyl [C7] 0.973 1.121 1.031 2.093173265 31.23 0 1608.747207 2 796.8793335 -0.56632021 -0.000451004 43.05554039LAEQAER 28 5803227 1xTMT6plex [N-Term] 0.934 1.007 0.844 3.004234314 35.54 0 1045.583939 2 523.2955322 -0.144719969 -7.57E-05 19.4127936498986464 TMED10 transmembrane emp24 domain-containing protein 10 precursor 10972 NP_006818.3 41.55251142 1 9 9 170 219 24.96 7.44 1.11 1.07 1.07 1.08 Significant 0.000151
EEIHKDLLVTGAYEISDQSGGAGGLR 8 98986464 2xTMT6plex [N-Term; K5] 1.3 2.566 1.642 7.075640678 34.78 1 3173.684276 4 794.1763916 -0.170125224 -0.000134981 62.85336243DLLVTGAYEISDQSGGAGGLR 47 98986464 1xTMT6plex [N-Term] 0.968 0.973 0.881 5.561541557 64.09 0 2308.19822 2 1154.602051 -0.604275442 -0.000697394 68.41565346RLEDLSESIVNDFAYMK 26 98986464 2xTMT6plex [N-Term; K17] 1.23 1.145 1.068 6.875335217 37.08 1 2488.315782 3 830.1097412 -0.44654991 -0.000370386 94.87352002LEDLSESIVNDFAYMK 6 98986464 2xTMT6plex [N-Term; K16] 0.943 0.857 4.94164753 45.16 0 2332.214671 3 778.0776367 1.580611895 0.001228775 104.8513272LEDLSESIVNDFAYMK 2 98986464 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 0.767 4.023893833 19.97 0 2348.209586 3 778.0776367 1.580611895 0.001228775 104.8513272ITDSAGHILYSK 12 98986464 2xTMT6plex [N-Term; K12] 1.136 1.035 1.21 3.891865492 36.88 0 1763.010356 3 588.3422852 1.10401436 0.000648796 50.72280877IPDQLVILDMK 12 98986464 2xTMT6plex [N-Term; K11] 1.047 1.117 100 3.76954174 57.07 0 1743.04905 2 872.027832 -0.379867394 -0.000331064 93.28749222DTNESTNTR 8 98986464 1xTMT6plex [N-Term] 100 100 1.56 3.392913103 49.16 0 1266.612339 2 633.8094482 -0.56741562 -0.000359348 14.27275064IPDQLVILDMK 8 98986464 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 0.942 0.953 1.094 2.964946508 27.39 0 1759.043965 2 872.027832 -0.379867394 -0.000331064 93.28749222LKPLEVELR 31 98986464 2xTMT6plex [N-Term; K2] 1.099 1.12 1.108 3.908378124 39.57 0 1554.998335 2 778.0030518 0.316518426 0.000246093 56.84774039NYEEIAK 10 98986464 2xTMT6plex [N-Term; K7] 1.135 1.142 1.078 3.362105846 37.7 0 1324.751288 2 662.8796997 0.630294962 0.000417492 45.68698702

76880486 ASCC3 activating signal cointegrator 1 complex subunit 3 isoform a 10973 NP_006819.2 15.53133515 1 28 28 126 2202 251.301 7.09 1.12 1.09 1.09 1.1 Significant 0.0000826
LIMNPSYYNLGDVSHDSVNK 2 76880486 2xTMT6plex [N-Term; K20] 0.999 5.40788126 46.01 0 2724.406722 3 908.8075562 0.511490087 0.000464502 69.45578304VSDSLTDLALK 2 76880486 2xTMT6plex [N-Term; K11] 0.994 3.671764851 55.49 0 1619.962009 2 810.4849243 0.347744459 0.000281666 68.97062562SKDEGWFLILGEVDKR 4 76880486 3xTMT6plex [N-Term; K2; K15] 1.295 1.295 5.384013176 33.49 2 2579.480034 4 645.6263428 1.359558401 0.000876738 87.37591499ANPLAYGISHK 6 76880486 2xTMT6plex [N-Term; K11] 1.078 1.068 0.969 4.528306484 38.62 0 1628.952447 3 543.6554565 -0.387212711 -0.00021025 46.74079833FRPVPLGQTFLGIK 4 76880486 2xTMT6plex [N-Term; K14] 1.194 1.321 5.32546711 33.6 0 2031.251923 3 677.7549438 -0.809932541 -0.000548392 82.35462199GEMDSFSLISDSAYVAQNAAR 2 76880486 1xTMT6plex [N-Term] 1.305 5.806098461 33.92 0 2461.186669 3 821.0620117 -6.170524952 -0.005062271 77.34052824TNIAMLTVLHEIR 4 76880486 1xTMT6plex [N-Term] 2.058 1.1 5.818697929 61.79 0 1740.003941 3 580.6725464 -0.491539027 -0.000285093 78.69155161YNTIETFNELFDAHK 6 76880486 2xTMT6plex [N-Term; K15] 1.044 1.219 0.962 5.787333488 49.57 0 2300.196318 3 767.4024658 -1.510405453 -0.001158076 88.68678993

AYEALYNFSHFNPVQTQIFHTLYHTDCNVLLGAPTGSGK 2 76880486 2xTMT6plex [N-Term; K39]; 1xCarbamidomethyl [C27] 1.309 4.468845367 14.32 0 4869.44993 5 974.6922607 -3.641604148 -0.003546522 101.5564104
ADLIVTTPEK 6 76880486 2xTMT6plex [N-Term; K10] 1.163 1.119 1.267 3.944406033 48.46 0 1544.92998 2 772.9664307 -2.845191647 -0.002197811 52.10435004GPVLEVIVSR 2 76880486 1xTMT6plex [N-Term] 1.418 3.497318029 27.3 0 1297.804103 2 649.4058838 0.299250191 0.000194184 65.9251044SVGDVALSQIVR 6 76880486 1xTMT6plex [N-Term] 0.567 0.793 0.803 3.955896139 48.81 0 1472.863408 2 736.9343872 -1.297110056 -0.000955233 61.06274188RLEPLGIIVK 8 76880486 2xTMT6plex [N-Term; K10] 1.307 1.199 4.730093002 28.99 1 1596.061269 3 532.6920166 0.142372158 7.57E-05 75.1923279TNFISSHTEKPVR 5 76880486 2xTMT6plex [N-Term; K10] 1.174 1.098 0.798 4.123158932 5.04 0 1974.11728 4 494.2846069 -0.345757383 -0.000170641 36.43782008LSHYLTLLTQR 4 76880486 1xTMT6plex [N-Term] 1.011 1.154 4.149165154 26.28 0 1573.926343 3 525.3143311 1.332364804 0.000699015 72.55816884TEGDIFAIVSK 8 76880486 2xTMT6plex [N-Term; K11] 0.826 1.133 3.808897972 31.56 0 1637.951444 3 546.6550293 -0.555193121 -0.000303126 76.02767436TSAFIAGAK 4 76880486 2xTMT6plex [N-Term; K9] 0.93 1.106 4.07308197 35.34 0 1323.803658 2 662.4050293 -0.661568084 -0.000437893 43.41731612DLADWLNIK 12 76880486 2xTMT6plex [N-Term; K9] 0.973 0.864 1.164 3.83305788 30.07 0 1545.9041 3 515.9729614 0.149457747 7.70E-05 84.05705632ALAAEMTDYFSR 2 76880486 1xTMT6plex [N-Term] 0.896 2.826428175 13.58 0 1603.798759 2 802.4017944 -1.525642041 -0.001223411 71.52892125FQALQDNCK 6 76880486 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.893 0.81 1.043 3.711562395 35.89 0 1581.845933 2 791.4277344 1.427863455 0.00112933 45.31428163

AVYIAPLK 4 76880486 2xTMT6plex [N-Term; K8] 1.046 1.123 3.568910837 33.01 0 1332.86553 2 666.9354248 -1.468100556 -0.00097839 61.89193043AVILVHDIK 4 76880486 2xTMT6plex [N-Term; K9] 1.031 1.022 3.206735611 22.98 0 1465.950656 3 489.3217468 0.021097924 1.03E-05 55.12392603GTQIYAAK 2 76880486 2xTMT6plex [N-Term; K8] 1.08 3.027985811 34.01 0 1309.788008 2 655.3972778 -0.556315933 -0.000364328 32.48483072AEEFDQIK 6 76880486 2xTMT6plex [N-Term; K8] 1.28 1.255 1.3 3.167055845 26.85 0 1437.798966 2 719.402832 -0.402544106 -0.000289389 41.42048201SIEPLTYGR 4 76880486 1xTMT6plex [N-Term] 0.99 1.09 3.122936487 18.55 0 1264.709868 2 632.8574219 -1.819176128 -0.001150365 41.63792308LWGWASPLR 4 76880486 1xTMT6plex [N-Term] 1.177 1.022 3.19083333 21.45 0 1314.752008 2 657.8796387 -0.005169226 -3.40E-06 81.163078EQALLNAR 1 76880486 1xTMT6plex [N-Term] 0.885 18.98 0 1143.668337 2 572.3371582 -1.134650412 -0.000648832 30.74464555TISLDYK 6 76880486 2xTMT6plex [N-Term; K7] 1.051 0.974 1.044 2.89146328 23.68 0 1297.776774 2 649.3911743 -1.311694909 -0.000851144 50.8801618934147637 COPS6 COP9 signalosome complex subunit 6 10980 NP_006824.2 48.31804281 1 10 10 64 327 36.14 5.73 1.13 1.12 1.14 1.13 Significant 0.0000261 MTATGSGENSTVAEHLIAQHSAIK 6 34147637 2xTMT6plex [N-Term; K24]; 1xOxidation [M1] 1.06 0.889 1.093 6.885079384 51.07 0 2927.529691 4 732.6367798 -1.503434581 -0.001100337 47.92353654NIEVMNSFELLSHTVEEK 4 34147637 2xTMT6plex [N-Term; K18] 1.205 1.084 6.128211021 53.09 0 2577.36346 3 859.7962036 4.111814266 0.003532547 92.92114779NIEVMNSFELLSHTVEEK 2 34147637 2xTMT6plex [N-Term; K18]; 1xOxidation [M5] 1.189 4.595077991 31.08 0 2593.358375 3 859.7962036 4.111814266 0.003532547 92.92114779
TDFYDQCNDVGLMAYLGTITK 6 34147637 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C7] 1.192 1.207 1.91 5.425990582 50.73 0 2883.430888 3 961.8141479 -1.039450037 -0.000999061 99.94719592

QVCEIIESPLFLK 12 34147637 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.141 1.359 1.114 4.817509651 68.15 0 2034.170956 2 1017.587646 -1.44503157 -0.001469721 91.71329076
ELEFLGWYTTGGPPDPSDIHVHK 6 34147637 2xTMT6plex [N-Term; K23] 0.941 1.215 1.07 7.241268158 39.01 0 3053.577292 4 764.1494751 -0.400140314 -0.000305465 82.39121492SQEGRPVQVIGALIGK 6 34147637 2xTMT6plex [N-Term; K16] 1.26 1.413 1.33 4.878502369 32.44 0 2110.274844 3 704.0962524 -0.30306279 -0.000213182 71.08454168

TCNTMNQFVNK 4 34147637 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.173 1.821 3.907189369 30.23 0 1814.929345 2 907.9682007 -0.12158755 -0.000110336 45.15567553
EAYALCHCLPVLSTDKFK 2 34147637 3xTMT6plex [N-Term; K16; K18]; 2xCarbamidomethyl [C6; C8] 2.314 2.336 4.497632504 1 2839.545354 4 710.6419067 0.15605073 0.000110778 72.87321343

LILEYVK 12 34147637 2xTMT6plex [N-Term; K7] 1.089 1.098 1.126 3.358858347 33.6 0 1335.865195 2 668.4365845 0.521703324 0.000348463 77.88236887FNVLYDR 4 34147637 1xTMT6plex [N-Term] 0.815 0.91 3.096336365 22.13 0 1155.635975 2 578.3220825 0.790637435 0.000456845 51.428207635803133 RAB32 ras-related protein Rab-32 10981 NP_006825.1 30.22222222 1 4 6 40 225 24.982 6.54 1.31 1.18 0.4 0.96 Non-Significant 0.0771
DSSQSPSQVDQFCK 10 5803133 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 1.268 1.097 1.255 4.590578079 57.03 0 2071.01664 2 1036.011597 -0.349171808 -0.00036157 35.70644696LQLWDIAGQER 4 5803133 1xTMT6plex [N-Term] 1.148 4.065485477 39.88 0 1557.858657 2 779.4324341 -0.684071005 -0.000532843 73.24338979EHGFAGWFETSAK 6 5803133 2xTMT6plex [N-Term; K13] 1.096 1.221 1.126 5.127322674 35.41 0 1924.995768 3 642.3370361 0.40871697 0.000262259 60.20996017ATIGVDFALK 9 5803133 2xTMT6plex [N-Term; K10] 1.425 1.246 0.262 4.597672939 49.7 0 1492.913936 2 746.9602051 -0.537789708 -0.000401437 71.90163719YVHQLFSQHYR 5 5803133 1xTMT6plex [N-Term] 1.874 1.492 1.133 4.954530239 42.78 0 1706.89644 4 427.4794006 -0.390803403 -0.000166765 41.43038868SSTFEAVLK 6 5803133 2xTMT6plex [N-Term; K9] 1.145 1.263 1.225 4.104390621 44.52 0 1439.851002 2 720.4268799 -3.138279148 -0.002259327 57.1600962454607053 GCN1 eIF-2-alpha kinase activator GCN1 10985 NP_006827.1 40.62149008 1 95 95 593 2671 292.524 7.43 1.03 1.02 1.02 1.03 Significant 0.0000106 DLAPYLPSVTPGLK 12 54607053 2xTMT6plex [N-Term; K14] 1.005 0.989 1 5.091646671 46.88 0 1929.146121 3 643.72052 0.459186883 0.00029528 79.94078481LSQYLDSSQVKPLFQFFVPDALNDR 10 54607053 2xTMT6plex [N-Term; K11] 0.765 0.93 1.037 6.257256508 27.57 0 3385.819648 4 847.2108154 0.526935553 0.000446027 111.6718215NAPNDASYDAVR 6 54607053 1xTMT6plex [N-Term] 0.99 0.964 0.957 5.02961874 49.22 0 1521.749501 2 761.3760986 -3.009709793 -0.002290012 21.69060503YSSDVQEMILSSATADR 6 54607053 1xTMT6plex [N-Term] 1.032 1.102 0.961 5.131822586 70.17 0 2102.027315 2 1051.517456 0.152614275 0.0001604 69.08968053LDAGNQLALIEELHK 6 54607053 2xTMT6plex [N-Term; K15] 0.784 1.004 0.884 4.673272133 43.8 0 2122.227225 3 708.0836792 4.363174475 0.003086549 76.5561315IIIEDLLEATR 16 54607053 1xTMT6plex [N-Term] 0.94 0.946 1.067 4.025777817 49.31 0 1514.899125 2 757.9526367 -0.744750909 -0.000564111 101.6731801IKNPFLSLAACVMPSR 8 54607053 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C11] 2.827 2.346 2.536 5.746352673 46.36 1 2262.286671 3 754.7676392 0.74847299 0.00056442 94.55686972VLAFLSSVAGDALTR 4 54607053 1xTMT6plex [N-Term] 0.848 0.918 4.432183266 44.06 0 1749.010801 2 875.0109863 2.227188219 0.001947688 112.3861889ILDVASLEVLNEVNRR 6 54607053 1xTMT6plex [N-Term] 1.532 1.638 1.353 4.729510784 26.52 1 2069.191618 3 690.4006958 -1.973827663 -0.001361409 88.87281738GEPGAAPLSAPAFSLVFPFLK 2 54607053 2xTMT6plex [N-Term; K21] 1.028 4.23403883 42.55 0 2574.473603 3 858.8275757 -2.108803607 -0.001809686 112.9663292KLDAGNQLALIEELHK 8 54607053 3xTMT6plex [N-Term; K1; K16] 0.977 0.963 1.048 6.186638832 43.69 1 2479.48512 4 620.6237183 -4.870564872 -0.003019123 72.72909927LSVADSQAEAK 6 54607053 2xTMT6plex [N-Term; K11] 0.908 1.246 0.803 4.79663372 50.47 0 1576.894657 2 788.9508057 -0.204643902 -0.000161351 37.28660114AYSDQAIVNLLK 14 54607053 2xTMT6plex [N-Term; K12] 1.016 0.976 1.098 4.5265975 60.19 0 1793.057306 2 897.0307617 -1.706132029 -0.001529596 79.44445252LMPEIVATASK 16 54607053 2xTMT6plex [N-Term; K11] 0.961 1.035 0.833 3.629999876 56.52 0 1617.964986 2 809.4849854 -1.416320437 -0.001145778 71.04492857

LIAALSTPSQQVQESVASCLPPLVPAIK 11 54607053 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C19] 0.977 1.075 5.142208576 28.42 0 3375.932569 4 844.7401733 1.864432789 0.00157355 107.8521401
SGAAQGLAEVMAGLGVEK 12 54607053 2xTMT6plex [N-Term; K18] 0.956 0.936 0.92 7.023839951 56.77 0 2146.19421 3 716.0715332 2.71939946 0.001945453 91.26600968VISESPPDQWEAR 6 54607053 1xTMT6plex [N-Term] 1.449 1.14 1.001 4.514948845 42.42 0 1742.891079 2 871.9493408 0.186804918 0.00016279 47.83019229ILDVASLEVLNEVNR 13 54607053 1xTMT6plex [N-Term] 0.862 0.864 0.972 5.76690197 72.05 0 1913.090507 2 957.0482178 -0.704876805 -0.000674247 97.45971501FVHFIDAPSLALIMPIVQR 10 54607053 1xTMT6plex [N-Term] 1.163 0.941 1.108 6.91384697 57.75 0 2396.37256 3 799.4613647 -1.259671292 -0.001006214 112.0733329FVHFIDAPSLALIMPIVQR 4 54607053 1xTMT6plex [N-Term]; 1xOxidation [M14] 1.276 1.249 5.613358021 43.24 0 2412.367475 3 799.4613647 -1.259671292 -0.001006214 112.0733329GAAYGLAGLVK 5 54607053 2xTMT6plex [N-Term; K11] 1.026 1.117 1.144 3.775916815 47.16 0 1477.914271 2 739.4609375 0.221663737 0.0001638 65.53161349GDTLLQALDLLPLLIQTVEK 2 54607053 2xTMT6plex [N-Term; K20] 1.162 5.578788757 57.89 0 2651.599925 3 884.5379028 -0.290460072 -0.000256728 113.7911821MTTETASEDDNFGTAQSNK 2 54607053 2xTMT6plex [N-Term; K19] 0.873 5.015739918 47.86 0 2505.181532 3 835.7320557 0.032489537 2.71E-05 38.78008055GLMELHMVLPAPDTDEK 2 54607053 2xTMT6plex [N-Term; K17] 0.588 3.959589481 23.98 0 2354.25001 3 785.4202881 -1.571308132 -0.001233084 78.15616839HHIETGGGQLPAK 8 54607053 2xTMT6plex [N-Term; K13] 1.094 1.066 1.115 4.88247776 56.37 0 1803.027737 4 451.5113831 -2.237837696 -0.001008721 26.28517388VLPLEALVTDAGEVTEAGK 13 54607053 2xTMT6plex [N-Term; K19] 1.012 1.007 1.356 7.193850517 70.73 0 2370.353213 3 790.7887573 -0.63036063 -0.000498059 107.7941689SIIQSAQQDSIK 6 54607053 2xTMT6plex [N-Term; K12] 0.861 0.947 0.975 5.626521111 70.96 0 1776.026734 2 888.5171509 0.163858914 0.000145509 47.59865852

SWCQEELSVAVK 2 54607053 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 1.232 4.304302216 51.25 0 1894.014455 2 947.5096436 -1.290750775 -0.00122235 60.21243458
EEFAIMQTPAGELYDK 8 54607053 2xTMT6plex [N-Term; K16] 0.972 1.311 0.825 4.563362122 37.94 0 2300.188456 2 1150.595337 -2.199233659 -0.002529326 80.65551104ALQAAIQQLAEAQPEATAK 14 54607053 2xTMT6plex [N-Term; K19] 0.956 0.913 1.033 5.955111027 55.53 0 2410.370594 4 603.3480225 -0.138707405 -8.36E-05 81.27931793QLDDEEVSEFALDGLK 2 54607053 2xTMT6plex [N-Term; K16] 0.773 3.12352109 15.47 0 2266.185479 3 756.0650024 -2.217305613 -0.001674942 79.28132672NPEILAIAPVLLDALTDPSR 11 54607053 1xTMT6plex [N-Term] 1.015 1.134 0.957 5.9153018 79.98 0 2347.343427 3 783.1187744 -0.706095151 -0.000552483 113.0207412
VLQEALCVISGVPGLK 15 54607053 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C7] 1.254 1.275 1.265 4.759372711 42.84 0 2141.276818 3 714.4298706 -0.821572241 -0.000586405 112.0175484LMDEAVLALR 6 54607053 1xTMT6plex [N-Term] 0.716 1.032 1.011 3.877595663 40.6 0 1359.786738 2 680.3966064 -0.589562578 -0.00040084 71.5069461LAHGLLEELK 6 54607053 2xTMT6plex [N-Term; K10] 0.996 0.852 0.947 4.304577827 40.34 0 1580.977599 3 527.6622314 -3.452398102 -0.001819388 64.51680251DPLPPLDPQAIKPILK 2 54607053 3xTMT6plex [N-Term; K12; K16] 0.703 3.693529367 14.9 0 2442.530279 3 814.8479614 -0.388115007 -0.000315994 91.08048526

QLSSCLPNIVPK 9 54607053 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.128 1.16 1.29 3.732774258 40.36 0 1814.061012 2 907.5349731 0.914059148 0.00082908 66.90996524AIITALGVER 4 54607053 1xTMT6plex [N-Term] 1.337 1.053 3.580015659 58.77 0 1271.788453 2 636.3977051 -0.250822965 -0.000159497 59.77239149LTEVLTDSHVK 6 54607053 2xTMT6plex [N-Term; K11] 1.041 1.337 1.006 4.606159687 26.75 0 1699.999457 3 567.3370361 -1.706854406 -0.000967217 56.07815467KGVTSILPVLR 8 54607053 2xTMT6plex [N-Term; K1] 0.882 1.491 0.989 4.679558277 25.26 1 1641.082733 3 547.699646 1.006486905 0.000550576 67.51466371LMQQLLESDK 2 54607053 2xTMT6plex [N-Term; K10] 0.853 3.231155872 28.88 0 1662.950064 2 831.9783936 -0.33273436 -0.00027666 75.30964605AVMSNLSAHGVK 2 54607053 2xTMT6plex [N-Term; K12] 1.022 3.599746227 39.53 0 1671.961632 3 557.9921875 0.22588437 0.00012589 40.68793575EQIIELELKEEIK 6 54607053 3xTMT6plex [N-Term; K9; K13] 1.188 1.229 0.959 4.195176125 30.95 1 2301.388425 3 767.800415 -0.753237825 -0.000577831 80.27926304ALADENEFVR 10 54607053 1xTMT6plex [N-Term] 1.004 1.04 1.038 4.51382494 43.28 0 1392.73206 2 696.8689575 -1.020555912 -0.00071068 41.31595657EGVLTGSPEQK 6 54607053 2xTMT6plex [N-Term; K11] 0.735 0.708 0.67 4.350822449 47.58 0 1602.910307 2 801.9587402 -0.064645694 -5.18E-05 35.71783724
GEHVPGFCLPK 6 54607053 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 0.995 0.98 0.974 4.039485455 39.42 0 1698.940168 3 566.984436 -0.831897766 -0.000471115 54.32673051

YSSDVQEMILSSATADRIPIAVSGVR 2 54607053 1xTMT6plex [N-Term] 100 3.114453554 2.4 1 2994.576751 3 998.8621216 -1.649433064 -0.001646451 89.6269HLFAILGGSEGK 6 54607053 2xTMT6plex [N-Term; K12] 1.175 1.36 1.23 3.999414444 15.87 0 1686.994312 3 563.0025024 -0.804884623 -0.000452612 62.37902437LASQADSTEQVDDTILT 2 54607053 1xTMT6plex [N-Term] 1.301 2.872340202 35.58 0 2036.023275 2 1018.514099 -1.155933648 -0.001176754 57.68982796LFNDSSPVVLEESWDALNAITK 2 54607053 2xTMT6plex [N-Term; K22] 1.236 3.863098145 13.16 0 2906.55516 3 969.519043 -4.329621513 -0.004194761 112.379533
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

DLILPTIQK 18 54607053 2xTMT6plex [N-Term; K9] 1.033 1.041 0.929 3.755882502 38.37 0 1498.960887 2 749.9841919 0.147154649 0.00011029 72.17566787LLSSLGGFK 6 54607053 2xTMT6plex [N-Term; K9] 0.794 0.738 0.99 4.005275249 43.41 0 1379.866258 2 690.4372559 0.708111199 0.000488549 82.05288412AASQSTQVPTITEGVAAALLLLK 3 54607053 2xTMT6plex [N-Term; K23] 1.042 1.159 2.383193016 1.46 0 2740.622452 3 914.2133789 1.142714403 0.001043916 113.0100181FVIQGAGAK 7 54607053 2xTMT6plex [N-Term; K9] 1.027 0.908 1.084 3.968479872 36.11 0 1348.835292 2 674.9212646 -0.029338738 -1.98E-05 51.69981758LTSADALRPSVVSITGPLIR 4 54607053 1xTMT6plex [N-Term] 1.143 4.05432415 19.78 0 2295.359746 3 765.7910156 -0.545716201 -0.000417538 80.73988208EMLQAQLDR 4 54607053 1xTMT6plex [N-Term] 0.944 0.86 3.571819305 28.44 0 1332.714301 2 666.8602905 -0.747981253 -0.000498423 39.27238183VVLPYLVPK 6 54607053 2xTMT6plex [N-Term; K9] 1.018 1.056 3.455984831 43.16 0 1485.980894 2 743.4935913 -0.664761449 -0.000493911 86.43391196IPIAVSGVR 6 54607053 1xTMT6plex [N-Term] 1.029 0.95 0.863 2.579993486 25.16 0 1140.730209 2 570.8682251 -0.908089116 -0.000517942 54.93481836HLDQIIPR 12 54607053 1xTMT6plex [N-Term] 0.963 0.976 0.986 3.937511206 44.57 0 1220.731272 3 407.582489 1.344875038 0.000547244 36.73659116IDPEAFITR 6 54607053 1xTMT6plex [N-Term] 0.848 0.966 1.042 3.019914389 33.51 0 1290.725518 2 645.8656006 -1.234474799 -0.000796684 63.94287505ENVNSLLPVFEEFLK 3 54607053 2xTMT6plex [N-Term; K15] 1.086 1.427 2.592370033 20.96 0 2236.262941 2 1118.631592 -3.145652561 -0.003517253 112.7072088
LLKPECVLDK 2 54607053 3xTMT6plex [N-Term; K3; K10]; 1xCarbamidomethyl [C6] 1.363 3.182871103 13.53 0 1902.170117 3 634.7277222 -0.790594953 -0.000501282 70.1732402

GLGILSLK 10 54607053 2xTMT6plex [N-Term; K8] 0.949 1.147 1.271 3.013587236 45.62 0 1258.84988 2 629.9276733 -1.437542587 -0.000904825 72.80753937AVMSNLSAHGVK 5 54607053 2xTMT6plex [N-Term; K12]; 1xOxidation [M3] 0.964 0.826 1.009 2.288935423 9.45 0 1687.956547 3 557.9921875 0.22588437 0.00012589 40.68793575LMEIYQEK 4 54607053 2xTMT6plex [N-Term; K8] 1.055 0.855 3.656967163 37.95 0 1511.854373 2 756.430603 -0.293140213 -0.000221593 61.33446829DLPEGAVK 11 54607053 2xTMT6plex [N-Term; K8] 1.072 1.073 1.263 3.128327608 35.36 0 1286.772023 2 643.8889771 -1.045863924 -0.000672894 47.83558091SLVSGLIR 4 54607053 1xTMT6plex [N-Term] 1.153 1.163 2.799147606 44.17 0 1073.68801 2 537.3473511 -0.544647567 -0.000292391 53.76425581ALCDPLEEVR 6 54607053 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.034 0.987 1.114 3.750063896 25.99 0 1430.751081 2 715.8782959 -1.234172141 -0.000882897 54.43216971LLTWVIGTGSPR 2 54607053 1xTMT6plex [N-Term] 1.154 2.817322016 27.9 0 1528.904879 3 510.3057861 -1.356547154 -0.000691344 87.1382546EAADDCAK 2 54607053 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.272 3.575321913 34.2 0 1337.677137 2 669.3426514 0.664767566 0.000444622 17.86705565
EILSELGK 4 54607053 2xTMT6plex [N-Term; K8] 1.022 1.026 4.153726101 44.3 0 1346.829538 2 673.9144287 -5.908177613 -0.003978654 62.40732824REILSELGK 2 54607053 2xTMT6plex [N-Term; K9] 1.103 3.607625008 11.78 1 1502.930649 3 501.6480713 -0.657683582 -0.000329484 51.493608YLSHSEFK 6 54607053 2xTMT6plex [N-Term; K8] 1.194 1.01 0.836 3.469415903 16.94 0 1468.820036 3 490.2784729 0.564671744 0.000276467 34.84292218LFCLTLHR 6 54607053 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.4 1.385 1.436 3.782537222 38.07 0 1288.739729 3 430.2510376 -0.907124228 -0.000389682 58.14820074LMDEAVLALR 6 54607053 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.995 1.061 0.92 2.586681128 27.09 0 1375.781653 2 680.3966064 -0.589562578 -0.00040084 71.5069461ASPNTPPGR 2 54607053 1xTMT6plex [N-Term] 0.774 2.605916262 15.25 0 1125.621387 2 563.3131714 -2.062075747 -0.001160558 20.50509263FTPYVGPIIPCILK 2 54607053 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 1.313 2.590542316 16.41 0 2076.233162 3 692.7489624 -0.398901715 -0.000276071 105.6020987
LSSLFVK 8 54607053 2xTMT6plex [N-Term; K7] 1.131 0.981 0.919 2.927842855 34.36 0 1251.807681 2 626.4069214 -0.890237837 -0.000557203 79.18134946VTTASVK 6 54607053 2xTMT6plex [N-Term; K7] 0.937 1.147 1.059 3.01916337 32.48 0 1163.739995 2 582.3729248 -1.221862814 -0.000710965 28.37712795VKPIVAK 10 54607053 3xTMT6plex [N-Term; K2; K7] 1.091 0.973 0.335 2.716641665 8.04 0 1442.007332 3 481.3399048 -1.505779119 -0.000723782 43.25073017ALGLVIR 12 54607053 1xTMT6plex [N-Term] 1.349 0.964 1.081 2.614928484 41.32 0 970.6610674 2 485.8335571 -1.26689143 -0.000614861 59.31117502EMDVVSQHK 2 54607053 2xTMT6plex [N-Term; K9] 0.832 3.216035128 5.58 0 1530.835034 3 510.9493408 -1.022264991 -0.00052164 29.5667078ALLDNTK 6 54607053 2xTMT6plex [N-Term; K7] 1.055 0.923 1.162 2.670913219 31.33 0 1232.761459 2 616.8843384 -0.047431875 -2.92E-05 39.05052837AMEDPGVR 4 54607053 1xTMT6plex [N-Term] 0.9 1.091 2.495332718 16.16 0 1103.57166 2 552.2892456 -0.40352528 -0.00022266 29.33634913LISIHIK 6 54607053 2xTMT6plex [N-Term; K7] 0.975 1.056 1.147 2.827520132 24.88 0 1281.865864 3 427.9599609 -0.417030763 -0.000178192 59.15686827ALGAMVK 4 54607053 2xTMT6plex [N-Term; K7] 0.974 1.061 2.485183001 25.94 0 1147.727322 2 574.3673096 0.018036187 1.04E-05 47.04927008VLAGLYMGR 2 54607053 1xTMT6plex [N-Term] 0.951 2.874592066 25.31 0 1208.70228 2 604.8553467 0.940330298 0.00056829 61.07530201TLGDLVR 8 54607053 1xTMT6plex [N-Term] 1.133 1.103 1.104 2.53307724 19.6 0 1002.614511 2 501.8109741 0.160163438 8.03E-05 45.31898302QAQQTVR 4 54607053 1xTMT6plex [N-Term] 1.084 0.86 2.699856997 18.58 0 1059.610823 2 530.3088989 -0.284423706 -0.000150689 14.58464724NLLHSLQSSGIGSK 1 54607053 2xTMT6plex [N-Term; K14] 1.394 2.53073144 0 1899.106381 3 633.7064819 -0.783968309 -0.00049628 57.33603148AGQQALR 2 54607053 1xTMT6plex [N-Term] 0.968 2.084478617 16.47 0 972.5787943 2 486.7929382 -0.199896561 -9.72E-05 17.79081179AADALGK 6 54607053 2xTMT6plex [N-Term; K7] 1.049 1.086 1.055 1.964687347 24.71 0 1103.68248 2 552.3446045 -0.496261955 -0.000273858 30.21557737LTVVAQK 4 54607053 2xTMT6plex [N-Term; K7] 0.929 0.657 2.156172037 18.24 0 1216.80293 2 608.9041748 -1.525752922 -0.00092827 45.56745815

CGLALALNK 2 54607053 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 0.257 0.337 2.408252001 0 1417.860127 2 709.4358521 3.033029479 0.002150206 61.05429479
MIWWANK 2 54607053 2xTMT6plex [N-Term; K7] 0.992 1.810809731 0.64 0 1406.801884 2 703.9023438 -3.179417125 -0.002236405 73.91556397EGVLTGSPEQKEEAAK 1 54607053 3xTMT6plex [N-Term; K11; K16] 1.12 2.593282938 1 2360.327616 3 787.4459229 -1.864421398 -0.001466882 40.67955283MIWWANKDPLPPLDPQAIKPILK 1 54607053 4xTMT6plex [N-Term; K7; K19; K23] 1.499 2.315409184 1 3601.151389 4 901.0409546 -2.610531913 -0.00235023 110.3105167IVVSNTPR 2 54607053 1xTMT6plex [N-Term] 1.053 2.553710938 30.59 0 1114.678174 2 557.842041 -1.227680583 -0.000684234 28.1880717738027923 COPS5 COP9 signalosome complex subunit 5 10987 NP_006828.2 54.49101796 1 13 13 98 334 37.555 6.54 1.13 1.1 1.15 1.12 Significant 0.000166 VNAQAAAYEYMAAYIENAK 6 38027923 2xTMT6plex [N-Term; K19] 1.149 1.035 1.115 6.495357037 50.06 0 2549.311031 3 850.44104 -0.966395541 -0.000821214 95.42629755TWELANNMQEAQSIDEIYK 6 38027923 2xTMT6plex [N-Term; K19] 0.964 0.991 1.065 4.828155041 39.63 0 2741.385652 3 914.4644775 -2.470467009 -0.002257501 76.98797723YWVNTLSSSSLLTNADYTTGQVFDLSEK 6 38027923 2xTMT6plex [N-Term; K28] 1.486 1.245 7.060670376 71.85 0 3597.836479 3 1199.952515 1.809789119 0.002170442 101.5991734GSFMLGLETHDR 8 38027923 1xTMT6plex [N-Term] 1.003 1.012 0.988 4.670194149 65.76 0 1591.809992 3 531.2747803 -0.128721197 -6.83E-05 59.68260356GYKPPDEGPSEYQTIPLNK 8 38027923 3xTMT6plex [N-Term; K3; K19] 1.09 1.025 1.089 5.52396965 36.09 0 2820.538671 3 940.8504639 -0.649818581 -0.000610946 56.32155087TTIEAIHGLMSQVIK 12 38027923 2xTMT6plex [N-Term; K15] 1.034 1.029 1.006 5.177080631 34.81 0 2099.229867 3 700.4150391 0.331858607 0.000232216 84.84174689QYYALEVSYFK 4 38027923 2xTMT6plex [N-Term; K11] 0.914 0.859 3.916635513 36.81 0 1869.019858 2 935.0118408 -1.84742252 -0.001726435 74.35327879QQQEILAAKPWTK 2 38027923 3xTMT6plex [N-Term; K9; K13] 1.104 2.786834002 4.34 0 2228.336999 3 743.4505615 0.059367283 4.41E-05 59.52339436ISALALLK 12 38027923 2xTMT6plex [N-Term; K8] 1.35 1.157 1.272 3.686806917 39.2 0 1286.88118 2 643.9430542 -1.824606342 -0.001174026 89.81101953

SGGNLEVMGLMLGK 4 38027923 2xTMT6plex [N-Term; K14]; 2xOxidation [M8; M11] 0.731 1.23 2.117610216 29.02 0 1896.033477 2 948.519043 -1.406748632 -0.001333621 59.7216287
LLELLWNK 18 38027923 2xTMT6plex [N-Term; K8] 1.29 1.269 1.207 3.721116543 37.94 0 1486.939757 2 743.9731445 -0.50091303 -0.000372414 106.6437614
IEDFGVHCK 8 38027923 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.293 1.468 1.198 3.214168072 17.63 0 1562.84012 3 521.6173096 -1.756020355 -0.000914793 42.82365947VNLGAFR 4 38027923 1xTMT6plex [N-Term] 1.008 1.047 2.325844526 27.3 0 1005.604281 2 503.3060303 0.500372646 0.000251588 48.380547395803092 METAP2 methionine aminopeptidase 2 isoform 1 10988 NP_006829.1 29.49790795 1 2 11 55 478 52.858 5.82 1.48 1.51 1.52 1.5 Significant 0.0000639

SKGPSAAGEQEPDKESGASVDEVAR 2 5803092 3xTMT6plex [N-Term; K2; K14] 100 5.29604578 31.15 2 3188.663824 4 797.921936 0.655406383 0.000522468 30.50825736
NLCDLGIVDPYPPLCDIK 10 5803092 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C3; C15] 2.52 3.053 2.534 4.932325363 56.74 0 2560.355538 3 854.1224976 -1.015122384 -0.000866358 91.52521147
MEEGEVYAIETFGSTGK 8 5803092 2xTMT6plex [N-Term; K17] 1.522 1.511 1.936 4.950828075 58.7 0 2306.162635 2 1153.578369 -5.712233192 -0.006586669 74.08652024GPSAAGEQEPDKESGASVDEVAR 6 5803092 2xTMT6plex [N-Term; K12] 100 100 5.256910801 52.72 1 2744.373901 3 915.4630737 0.279430367 0.00025562 31.36251959ALDQASEEIWNDFR 10 5803092 1xTMT6plex [N-Term] 1.238 1.439 1.506 3.916962862 51.56 0 1922.944571 2 961.9740601 -1.938684488 -0.001863991 76.83410694GSYTAQFEHTILLRPTCK 2 5803092 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C17] 0.706 4.039146423 8.26 0 2580.400849 4 645.8560791 0.634644129 0.000409409 60.49856406IDFGTHISGR 7 5803092 1xTMT6plex [N-Term] 1.744 1.626 1.564 4.312119961 38.72 0 1331.726915 3 444.5801697 -0.720197802 -0.000319702 48.32827228NFDVGHVPIR 2 5803092 1xTMT6plex [N-Term] 1.538 3.254885912 32.85 0 1382.774199 3 461.5963135 0.135770314 6.26E-05 44.21791756GQECEYPPTQDGR 2 5803092 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 100 2.641811609 29.82 0 1765.801278 2 883.4043579 0.091040999 8.04E-05 32.91032035DATNTGIK 4 5803092 2xTMT6plex [N-Term; K8] 1.582 1.461 3.004784584 26.48 0 1277.746537 2 639.3762817 -0.978224868 -0.000624962 23.64652874TYQVKPIR 2 5803092 2xTMT6plex [N-Term; K5] 1.026 0.993 2.765291452 0 1462.914605 3 488.3096313 -0.180705716 -8.81E-05 33.7282244855749531 SF3B2 splicing factor 3B subunit 2 10992 NP_006833.2 36.20111732 1 30 30 185 895 100.165 5.67 1.35 1.34 1.3 1.33 Significant 0.000132 EQQAQVEKEDFSDMVAEHAAK 6 55749531 3xTMT6plex [N-Term; K8; K21] 1.534 1.465 1.348 5.982056618 36.7 1 3077.581675 4 770.1499634 -1.186380984 -0.000912796 56.14109334LAQQQAALLMQQEER 8 55749531 1xTMT6plex [N-Term] 1.368 1.2 1.385 6.039019585 65.81 0 1986.063975 2 993.5341187 -1.517778556 -0.001507203 56.77625647LAEIGAPIQGNR 10 55749531 1xTMT6plex [N-Term] 1.401 1.162 1.378 4.041457176 50.99 0 1467.848093 2 734.4273682 -0.431149434 -0.000316431 47.76578584AELQLPPPPPPGHYGAWAAQELQAK 6 55749531 2xTMT6plex [N-Term; K25] 0.976 1.185 5.238293648 31.88 0 3124.698411 4 781.9296265 -0.555119374 -0.000433645 78.818999YGPPPSYPNLK 6 55749531 2xTMT6plex [N-Term; K11] 0.975 1.432 4.387652874 44.3 0 1690.956864 2 845.9833984 1.570983304 0.001328233 52.31623404SSLGQSASETEEDTVSVSKK 2 55749531 3xTMT6plex [N-Term; K19; K20] 100 4.576318741 23.31 1 2756.476859 3 919.4957275 -1.534314645 -0.001409768 43.30914151IEEAMDGSETPQLFTVLPEK 2 55749531 2xTMT6plex [N-Term; K20] 1.175 4.665670395 38.52 0 2692.415555 3 898.1420898 -1.425760129 -0.00127958 88.13332089QEEMNSQQEEEEMETDAR 4 55749531 1xTMT6plex [N-Term] 0.973 1.108 5.832940578 53.18 0 2442.023428 3 814.6795044 0.217976448 0.000177435 30.93452445KIEEAMDGSETPQLFTVLPEKR 2 55749531 3xTMT6plex [N-Term; K1; K21] 0.865 5.14046526 16.81 2 3205.774561 4 802.1990967 -0.001279332 -1.03E-06 80.11309893KIEEAMDGSETPQLFTVLPEK 6 55749531 3xTMT6plex [N-Term; K1; K21] 0.894 1.105 4.281772137 19.24 1 3049.67345 3 1017.225769 -3.507293902 -0.003565367 82.3497101VGEPVALSEEER 9 55749531 1xTMT6plex [N-Term] 1.395 1.182 1.103 4.414862633 58.78 0 1543.816518 2 772.4102783 -2.097107615 -0.001618775 50.50064408GVSSESSGDR 6 55749531 1xTMT6plex [N-Term] 2.876 1.996 0.478 3.871104002 60.02 0 1209.590875 2 605.2988281 -0.409427692 -0.00024762 14.86308998GIEKPPFELPDFIK 8 55749531 3xTMT6plex [N-Term; K4; K14] 1.401 0.942 0.944 4.609801292 23.83 0 2317.377467 3 773.1298828 -1.023420886 -0.000790551 92.08043611QLVARPDVVEMHDVTAQDPK 5 55749531 2xTMT6plex [N-Term; K20] 1.391 1.509 1.358 4.521895885 14.23 0 2706.464905 4 677.3721924 0.751671025 0.000508593 50.80572072EMDDPSVGPK 6 55749531 2xTMT6plex [N-Term; K10] 1.276 1.325 1.327 3.804101944 47.92 0 1532.803065 2 766.9040527 -1.459040173 -0.001118211 34.13957387VPPPWLIAMQR 16 55749531 1xTMT6plex [N-Term] 0.969 1.048 1.367 3.442117453 33.67 0 1536.892206 2 768.9487915 -1.236060785 -0.000949846 84.38354009GPPPPPGDENR 6 55749531 1xTMT6plex [N-Term] 1.345 1.279 1.429 3.912433624 48.5 0 1361.701094 2 681.3527222 -2.149013521 -0.001463157 19.10084155AAVLLEQER 6 55749531 1xTMT6plex [N-Term] 1.376 1.165 1.285 3.505052567 33.05 0 1257.736417 2 629.371521 -0.518055933 -0.000325789 41.0557785GVSSESSGDREK 6 55749531 2xTMT6plex [N-Term; K12] 1.742 1.427 1.607 3.004172087 18.77 1 1695.891363 3 565.9664307 -3.905968246 -0.002208033 15.96188483TEEEEIDR 6 55749531 1xTMT6plex [N-Term] 1.242 1.897 2.214 3.591937304 39.41 0 1249.610942 2 625.3088379 -0.434078105 -0.000271214 18.69301917EQQAQVEK 6 55749531 2xTMT6plex [N-Term; K8] 0.702 1.008 0.921 3.041325808 43.85 0 1417.805114 2 709.4058838 -0.439596295 -0.000311631 21.44362172QQGDHSLK 4 55749531 2xTMT6plex [N-Term; K8] 1.044 1.025 3.071398735 20.96 0 1370.779234 3 457.5980225 0.204455105 9.34E-05 24.69440534LHDAFFK 12 55749531 2xTMT6plex [N-Term; K7] 1.485 1.522 1.324 3.233329773 36.22 0 1335.782528 3 445.9321594 -0.451734098 -0.00020114 47.72776272KAQPQDSR 5 55749531 2xTMT6plex [N-Term; K1] 1.545 1.359 1.509 3.145581484 15.14 1 1387.805783 3 463.273468 0.048884891 2.26E-05 15.26831645EALQEKEEQK 5 55749531 3xTMT6plex [N-Term; K6; K10] 1.797 1.487 1.825 2.743294477 6.51 1 1919.105268 3 640.3726196 -1.022446926 -0.000654061 30.17549563QQGDHSLKEHELLEQQK 1 55749531 3xTMT6plex [N-Term; K8; K17] 1.366 3.986098766 1 2734.509102 4 684.3811646 -2.294410675 -0.001568522 34.10297053FTVAELK 12 55749531 2xTMT6plex [N-Term; K7] 1.315 1.346 1.219 3.110014439 31.04 0 1265.786945 2 633.3950195 -3.304392983 -0.002091329 60.2785329KPGDLSDELR 6 55749531 2xTMT6plex [N-Term; K1] 2.38 1.658 1.551 3.167391062 7.5 0 1587.910642 3 529.9745483 -0.976169835 -0.00051669 37.22816317IPQALEK 6 55749531 2xTMT6plex [N-Term; K7] 1.406 1.437 1.353 2.526279926 22.65 0 1256.797844 2 628.902832 0.432299039 0.000271656 51.03517274IDIDYQK 2 55749531 2xTMT6plex [N-Term; K7] 1.361 2.935520172 25.48 0 1352.782588 2 676.8944702 -0.683125523 -0.00046206 47.6094496921361361 ILVBL acetolactate synthase-like protein 10994 NP_006835.2 37.1835443 1 15 15 64 632 67.825 8.15 1.23 1.29 1.16 1.23 Significant 0.000936 LSGTVGVAAVTAGPGLTNTVTAVK 2 21361361 2xTMT6plex [N-Term; K24] 0.961 6.395632744 41.01 0 2642.549287 3 881.5187378 -2.8861112 -0.00254223 76.37248673

FIFTLVGGHISPLLVACEK 2 21361361 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C17] 1.29 4.808243752 37.22 0 2559.477308 3 853.8299561 -0.778848842 -0.000664482 110.5807462
NAQMAQSPILLLGGAASTLLQNR 10 21361361 1xTMT6plex [N-Term] 1.315 2.125 1.23 7.585188866 71.32 0 2596.444221 3 866.1529541 0.033994448 2.94E-05 109.2363087

EQVPSLGSNVACGLAYTDYHK 6 21361361 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C12] 1.062 0.985 1.274 7.04488039 63.88 0 2767.412536 3 923.1412354 -1.222382015 -0.001127612 61.84963909
LVEGLQGQTWAPDWVEELR 8 21361361 1xTMT6plex [N-Term] 0.962 0.945 1.021 6.143248558 58.71 0 2455.28189 3 819.0987549 -0.072660318 -5.95E-05 93.76660655

KADVIVLAGTVCDFR 4 21361361 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C12] 1.319 1.252 5.32849884 22.91 1 2122.209467 3 708.0749512 0.392871504 0.000277919 73.43393482
RPLMVLGSQALLTPTSADK 2 21361361 2xTMT6plex [N-Term; K19] 1.285 5.873764992 30.85 0 2456.431086 3 819.4805908 -1.574189923 -0.001288963 74.63866136HKIPVMALVGNDAGWTQISR 2 21361361 2xTMT6plex [N-Term; K2] 1.362 5.197715282 37.8 1 2651.485581 4 663.626709 -0.216932162 -0.000143798 72.54141655AAVETLGVPCFLGGMAR 14 21361361 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.12 1.186 0.312 4.748254776 24.78 0 1978.045154 2 989.5255127 -0.710564858 -0.000702765 85.89649009ADVIVLAGTVCDFR 4 21361361 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.724 1.501 3.453432083 12.1 0 1764.951572 2 882.9772949 -2.412715634 -0.002129163 80.07479607HGGENVAAVLR 2 21361361 1xTMT6plex [N-Term] 1.308 2.610500813 0.52 0 1351.764363 3 451.259552 -0.192529221 -8.68E-05 29.69947714ENEDQVVK 4 21361361 2xTMT6plex [N-Term; K8] 1.325 1.376 3.030909061 34.32 0 1418.78913 2 709.8977051 -0.70218592 -0.000498127 24.14750282VLHDAQQQCR 1 21361361 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.677 2.740432501 0 1483.763711 3 495.2583008 -2.266025395 -0.001120749 24.44574845AAMGLGAR 2 21361361 1xTMT6plex [N-Term] 0.75 2.359172106 20.79 0 975.5607014 2 488.2836609 -0.672672295 -0.000328116 24.57524886WLDPGAFGTLGVGAGFALGAK 1 21361361 2xTMT6plex [N-Term; K21] 0.978 2.682743073 0 2463.380037 3 821.7931519 -6.143815963 -0.005044851 109.8227968

6857802 KDELR3 ER lumen protein-retaining receptor 3 isoform a 11015 NP_006846.1 7.476635514 1 2 2 8 214 25.01 8.94 0.83 1.45 1.66 1.32 Significant 0.0342 ALYLANWIR 4 6857802 1xTMT6plex [N-Term] 0.828 1.326 3.002540827 31.13 0 1348.793872 2 674.9000854 -0.725108249 -0.000489011 81.53062779LSLPMPI 4 6857802 1xTMT6plex [N-Term] 1.956 1.663 1.964799285 39.46 0 999.6110056 2 500.3092651 0.248119955 0.000124012 93.555768655803040 TMED1 transmembrane emp24 domain-containing protein 1 precursor 11018 NP_006849.1 21.14537445 1 4 4 28 227 25.19 4.48 1.28 1.16 1.08 1.17 Significant 0.00244
KADGVHTVEPTEAGDYK 8 5803040 3xTMT6plex [N-Term; K1; K17] 1.348 1.11 1.002 5.09018898 36.12 1 2504.359979 3 835.4572754 -1.080415015 -0.000901916 34.96265196

LCFDNSFSTISEK 8 5803040 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.317 1.268 1.155 3.873617172 38.13 0 2006.030499 3 669.3474121 -1.403783181 -0.000938677 69.26137399NLQEGNLER 6 5803040 1xTMT6plex [N-Term] 1.086 1.331 1.349 3.608406067 38.5 0 1301.701094 2 651.3530273 -1.779181496 -0.001157981 24.31861847SIQMLTLLR 6 5803040 1xTMT6plex [N-Term] 1.157 1.209 1.078 3.855190277 48.09 0 1303.796909 2 652.4019775 -0.176631708 -0.000115146 79.031101535803135 RAB35 ras-related protein Rab-35 isoform 1 11021 NP_006852.1 36.31840796 1 6 8 125 201 23.011 8.29 0.96 0.78 0.92 0.89 Significant 0.00377 QQQQQQNDVVK 6 5803135 2xTMT6plex [N-Term; K11] 0.956 0.971 4.039096832 60.07 0 1800.996831 2 901.0021362 0.091544268 8.24E-05 21.80155783LLIIGDSGVGK 80 5803135 2xTMT6plex [N-Term; K11] 1.232 1.135 1.119 4.134413719 54.76 0 1529.9667 2 765.4852905 -2.219515831 -0.001697893 71.87338775IQIWDTAGQER 220 5803135 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161FAGQMGIQLFETSAK 4 5803135 2xTMT6plex [N-Term; K15] 0.929 1.096 4.286057472 41.12 0 2086.140718 3 696.0522461 0.703246544 0.000489024 92.09270113KVVETEDAYK 2 5803135 3xTMT6plex [N-Term; K1; K10] 1.078 2.934973478 9.49 1 1869.093641 3 623.7016602 -1.719197573 -0.001071114 33.2370512VVETEDAYK 8 5803135 2xTMT6plex [N-Term; K9] 0.892 0.831 0.898 3.478264332 41.79 0 1511.835746 2 756.4215088 -0.003070357 -2.32E-06 34.08211149TITSTYYR 4 5803135 1xTMT6plex [N-Term] 0.852 0.555 2.394401789 12.88 0 1233.667669 2 617.336731 -1.202443717 -0.000741708 31.26108778DYDHLFK 6 5803135 2xTMT6plex [N-Term; K7] 0.966 0.823 0.925 1.900765777 10.01 0 1395.767272 3 465.927124 -0.324853359 -0.00015114 43.2953563333589861 RAB31 ras-related protein Rab-31 11031 NP_006859.2 29.23076923 1 3 5 32 195 21.686 7.06 0.85 0.88 0.98 0.91 Significant 0.00189
VCLLGDTGVGK 8 33589861 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.253 1.16 1.094 5.046730518 50.91 0 1576.913285 2 788.9581299 -2.727857274 -0.002150797 57.28956254NAINIEELFQGISR 12 33589861 1xTMT6plex [N-Term] 0.754 0.712 0.961 4.632305622 45.32 0 1833.006778 2 917.006958 -0.075539478 -6.92E-05 96.41343616GSAAAVIVYDITK 2 33589861 2xTMT6plex [N-Term; K13] 1.026 3.869945288 57.53 0 1766.046407 2 883.5264282 -0.468365205 -0.000413577 80.67602161FLIWDTAGQER 6 33589861 1xTMT6plex [N-Term] 1.097 1.034 0.892 3.664530754 18.44 0 1564.832108 2 782.9187622 -1.188846987 -0.000930173 73.89315693QDSFYTLK 4 33589861 2xTMT6plex [N-Term; K8] 0.964 1.613 3.535522461 20.91 0 1459.819702 2 730.4121704 -1.806716052 -0.00131874 51.082967565802966 DSTN destrin isoform a 11034 NP_006861.1 50.3030303 1 8 9 201 165 18.493 7.85 0.56 0.58 0.61 0.58 Significant 0.00062 YALYDASFETK 30 5802966 2xTMT6plex [N-Term; K11] 0.554 0.647 0.668 4.814798832 52.93 0 1765.941273 2 883.4731445 -1.280211032 -0.001130389 60.4314512EILVGDVGVTITDPFK 34 5802966 2xTMT6plex [N-Term; K16] 0.513 0.524 0.448 5.411680222 82.51 0 2161.252042 2 1081.12915 -0.471156871 -0.000509144 94.26255215

AVIFCLSADK 8 5802966 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.616 0.658 0.652 3.956188679 63.04 0 1581.907471 2 791.4563599 -1.281998773 -0.001014002 70.91072443
HFVGMLPEKDCR 8 5802966 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C11] 0.974 0.998 0.838 4.41187191 17.28 1 1947.034479 3 649.6828613 -0.230322385 -0.000149482 41.71090637

AVIFCLSADKK 2 5802966 3xTMT6plex [N-Term; K10; K11]; 1xCarbamidomethyl [C5] 0.775 4.053617477 17.23 1 1939.165366 3 647.0592651 -1.0952701 -0.00070797 68.54128206
KEELMFFLWAPELAPLK 2 5802966 3xTMT6plex [N-Term; K1; K17]; 1xOxidation [M5] 0.812 3.059263706 13.91 1 2765.591893 3 922.5343018 -1.28047691 -0.001180426 111.6241661

KCSTPEEIK 6 5802966 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C2] 0.615 0.739 0.729 3.688275337 21.35 1 1779.028932 3 593.6810913 -0.118893074 -7.05E-05 31.17219422
HFVGMLPEK 12 5802966 2xTMT6plex [N-Term; K9] 0.502 0.444 0.51 3.730912447 33.13 0 1515.875777 3 505.9638672 0.838784101 0.000423831 49.4689715HFVGMLPEK 12 5802966 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 0.518 0.49 0.558 3.438061237 32.08 0 1531.870692 3 505.9638672 0.838784101 0.000423831 49.4689715MIYASSK 33 5802966 2xTMT6plex [N-Term; K7] 1.042 1.056 0.949 2.878572226 27.27 0 1257.727716 2 629.3673706 -0.199637059 -0.000125545 52.44942288MIYASSK 54 5802966 2xTMT6plex [N-Term; K7]; 1xOxidation [M1] 0.989 1.03 1.015 2.062235355 22.74 0 1273.722631 2 629.3673706 -0.199637059 -0.000125545 52.449422885901896 ATP5E ATP synthase subunit epsilon, mitochondrial 514 NP_008817.1 58.82352941 1 4 4 26 51 5.776 9.92 1.19 1 0.95 1.04 Significant 0.00484 QAGLSYIR 8 5901896 1xTMT6plex [N-Term] 0.939 0.923 0.899 3.132328033 35.52 0 1136.662524 2 568.8340454 -1.504069723 -0.00085481 35.90957483YSQICAK 9 5901896 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.018 0.985 1.021 3.228688955 31.62 0 1327.744429 2 664.3764648 0.922178601 0.000612209 32.53066132

TSGSNVK 7 5901896 2xTMT6plex [N-Term; K7] 1.151 0.825 0.909 2.430883646 25.7 0 1150.683208 2 575.8451538 -0.154093508 -8.87E-05 19.02955934DALKTEFK 2 5901896 3xTMT6plex [N-Term; K4; K8] 1.571 1.192 1.488686681 1 1639.003369 3 547.0065308 1.01884791 0.000556632 46.86669329
56699485 EIF2D eukaryotic translation initiation factor 2D isoform 1 1939 NP_008824.2 27.05479452 1 9 9 43 584 64.666 7.65 1.25 1.14 1.16 1.18 Significant 0.000816

EQPYHPPDIKPLYCVPASMTLLFQESGHK 2 56699485 3xTMT6plex [N-Term; K10; K29]; 1xCarbamidomethyl [C14] 0.912 5.647456646 18.03 0 4070.148676 5 814.8339233 -2.006197177 -0.001633104 93.16640949
LQPAYQVTLPGQEPIVK 6 56699485 2xTMT6plex [N-Term; K17] 1.106 1.009 1.36 4.994423866 44.45 0 2339.373889 3 780.4629517 0.176483319 0.00013762 73.27908227SSPPSIAPLALDSADLSEEK 6 56699485 2xTMT6plex [N-Term; K20] 1.374 1.174 1.322 6.105457783 44.22 0 2485.34377 3 829.1193237 -0.141786661 -0.000117463 75.20426363APVAIGVAAMSTAEMLTSGLK 6 56699485 2xTMT6plex [N-Term; K21] 1.526 1.333 1.275 7.345936298 65.78 0 2476.391923 3 826.135437 -0.066877477 -5.52E-05 112.8451409GLNQDSTDSK 4 56699485 2xTMT6plex [N-Term; K10] 1.163 1.168 3.333565712 52.88 0 1522.811322 2 761.9088135 -0.637883933 -0.000485688 21.42663132ICPIDITLAQR 4 56699485 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.497 1.173 3.646162987 23.24 0 1528.871865 2 764.9404297 1.12368148 0.000858983 67.43601466SLSEAPEDTSTR 6 56699485 1xTMT6plex [N-Term] 1.388 1.211 4.740890503 42.58 0 1521.759397 2 761.3831787 -0.207515147 -0.000157894 21.73939052ADVTTAFPTLGTDQVSELVPGKEELNIVK 1 56699485 3xTMT6plex [N-Term; K22; K29] 1.068 4.955235958 1 3759.103483 4 940.5368042 5.827024177 0.005476097 92.61813216LPWDSLLTR 8 56699485 1xTMT6plex [N-Term] 0.894 1.006 0.994 2.627898932 11.57 0 1329.772802 2 665.3905029 0.696938134 0.000463385 81.74343243

28178821 IDH3B isocitrate dehydrogenase [NAD] subunit beta, mitochondrial isoform a precursor 3420 NP_008830.2 44.67532468 1 15 15 118 385 42.157 8.46 0.86 0.85 0.84 0.85 Significant 0.0000461
AAAVPVEFQEHHLSEVQNMASEEK 6 28178821 2xTMT6plex [N-Term; K24]; 1xOxidation [M19] 0.694 0.708 0.707 7.100703239 47.99 0 3154.587934 4 789.4017334 -0.897095376 -0.000707492 47.25844335KLDLFANVVHVK 12 28178821 3xTMT6plex [N-Term; K1; K12] 0.781 0.84 0.884 4.652616024 25.46 1 2070.304242 4 518.3319702 0.873557296 0.000452132 72.14836352EQTEGEYSSLEHESAR 12 28178821 1xTMT6plex [N-Term] 1.028 0.925 1.069 6.388198853 48.36 0 2080.962072 3 694.3252563 -0.41138041 -0.000285356 23.88847152NIANPTAMLLSASNMLR 13 28178821 1xTMT6plex [N-Term] 0.915 0.968 0.946 5.320075035 62.08 0 2046.103731 2 1023.554321 -1.156085998 -0.001182736 99.94349319VEGSFPVTMLPGDGVGPELMHAVK 10 28178821 2xTMT6plex [N-Term; K24] 0.837 0.801 0.281 7.10963726 52.13 0 2925.561842 3 975.8577271 -1.098656542 -0.001071396 90.32119423AAAVPVEFQEHHLSEVQNMASEEKLEQVLSSMK 2 28178821 3xTMT6plex [N-Term; K24; K33] 1.704 5.944410801 4.41 1 4383.293167 5 877.4689941 5.178093789 0.004539421 92.47029566HPFAQAVGR 10 28178821 1xTMT6plex [N-Term] 0.944 0.825 0.851 3.494292021 39.95 0 1211.684656 3 404.5663452 -0.143482438 -5.80E-05 22.21331391LEQVLSSMK 12 28178821 2xTMT6plex [N-Term; K9] 0.695 0.879 0.717 3.877279043 48.1 0 1492.880922 2 746.9443359 0.317202125 0.000236773 75.06445493SVIGHLQTK 10 28178821 2xTMT6plex [N-Term; K9] 1.031 1.002 0.854 3.20161438 23.17 0 1440.89387 2 720.9494629 -1.541077241 -0.001110264 36.37254517FAFDYATK 6 28178821 2xTMT6plex [N-Term; K8] 0.826 0.728 0.76 3.310429096 39.28 0 1420.787673 2 710.8973389 -0.191594867 -0.000136108 62.60714977GELASYDMR 6 28178821 1xTMT6plex [N-Term] 0.859 1.052 0.882 3.42692256 41.44 0 1270.629903 2 635.817627 -1.515542602 -0.000962847 34.11345795IHTPMEYK 6 28178821 2xTMT6plex [N-Term; K8] 0.811 0.796 0.821 3.441610813 28.98 0 1476.828492 3 492.9461975 -3.01523889 -0.00148433 40.50621492

GVIECLK 6 28178821 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.055 0.976 0.994 3.428183079 32.89 0 1276.769915 2 638.8876953 -1.410696617 -0.000900567 50.75520518SQAEDVR 6 28178821 1xTMT6plex [N-Term] 0.438 0.648 1.381 2.347257853 28.46 0 1033.547554 2 517.2772827 -0.256224604 -0.00013241 15.33359848DMGGYSTTTDFIK 1 28178821 2xTMT6plex [N-Term; K13]; 1xOxidation [M2] 0.637 1.147167444 3.41 0 1909.961751 2 955.4814453 -3.21312979 -0.003068477 100.6844683
13654237 PRKDC DNA-dependent protein kinase catalytic subunit isoform 1 5591 NP_008835.5 45.73643411 1 171 171 1516 4128 468.788 7.12 1.57 1.56 1.54 1.56 Significant 0.0000321

DPTVHDDVLELEMDELNR 16 13654237 1xTMT6plex [N-Term] 0.919 1.554 0.681 4.922175884 31.29 0 2369.149221 3 790.3879395 0.018787071 1.48E-05 65.80133685QMFLTQTDTGDDR 6 13654237 1xTMT6plex [N-Term] 1.575 1.902 1.763 4.411738873 66.74 0 1756.837329 2 878.9240112 1.944722417 0.00170828 41.66229476LAGANPAVITCDELLLGHEK 10 13654237 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C11] 1.313 1.377 1.181 7.284183502 50.34 0 2579.426729 3 860.4781494 -2.649521979 -0.002278083 76.55198705
AVAFFLESIAMHDIIAAEK 6 13654237 2xTMT6plex [N-Term; K19] 1.761 1.429 1.632 6.75946331 63.47 0 2534.409288 3 845.4735718 -1.233406926 -0.001041986 112.8730211GQAVTLLPFFTSLTGGSLEELRR 11 13654237 1xTMT6plex [N-Term] 0.535 0.394 0.497 6.287062645 35.88 1 2721.51368 4 681.135437 2.291984391 0.001559417 110.1795103AYVPALQMAFK 14 13654237 2xTMT6plex [N-Term; K11] 1.727 1.75 3.931121588 56.59 0 1696.986055 2 848.9973755 0.836121521 0.000709443 85.55994827LNESTFDTQITK 16 13654237 2xTMT6plex [N-Term; K12] 1.2 1.306 0.962 4.811635971 64.82 0 1855.021314 2 928.0127563 -1.659428204 -0.001539137 55.4990345ILELSGSSSEDSEK 10 13654237 2xTMT6plex [N-Term; K14] 1.463 1.396 1.52 4.880410194 65.63 0 1939.027187 2 970.0157471 -1.531669795 -0.001484975 51.89059708LQSVQALTEIQEFISFISK 12 13654237 2xTMT6plex [N-Term; K19] 1.722 1.906 1.818 5.642062187 52.04 0 2639.506025 3 880.5064697 -0.442939058 -0.000389713 113.5004494YNFPVEVEVPMER 6 13654237 1xTMT6plex [N-Term] 1.599 1.816 2.046 4.628268719 50.82 0 1837.935587 2 919.4715576 0.137003917 0.000125902 73.26027642NELEIPGQYDGR 6 13654237 1xTMT6plex [N-Term] 1.856 2.003 1.988 4.423790455 47.5 0 1619.822666 2 810.4144287 -0.669683261 -0.000542384 45.15601202GGSWIQEINVAEK 8 13654237 2xTMT6plex [N-Term; K13] 1.422 1.47 1.455 4.7246418 63.42 0 1889.053283 2 945.0288696 -1.49311415 -0.001410286 67.39153129EMKPVIFLDVFLPR 8 13654237 2xTMT6plex [N-Term; K3] 2.124 1.585 1.658 4.40068531 20.54 0 2162.281175 3 721.4321289 0.304691526 0.00021961 111.4916014IWSEPFYQETYLPYMIR 14 13654237 1xTMT6plex [N-Term] 1.196 1.028 100 5.046434879 39.41 0 2465.241271 3 822.4193726 0.930450828 0.000764595 101.0116673LLLQGEADQSLLTFIDK 37 13654237 2xTMT6plex [N-Term; K17] 1.71 1.757 1.587 6.042689323 73.62 0 2362.363384 3 788.124939 -1.320734773 -0.001040018 107.1733613LLALNSLYSPK 12 13654237 2xTMT6plex [N-Term; K11] 1.7 1.681 1.775 4.818113327 53.69 0 1677.035114 2 839.0203857 -0.965528754 -0.000809613 81.31958873KEEENASVIDSAELQAYPALVVEK 8 13654237 3xTMT6plex [N-Term; K1; K24] 100 1.479 1.524 6.399261475 54.88 1 3319.824013 3 1107.278076 -1.306742272 -0.001446051 77.27013368SSFDWLTGSSTDPLVDHTSPSSDSLLFAHK 16 13654237 2xTMT6plex [N-Term; K30] 1.564 1.442 1.577 7.492939472 23.05 0 3692.848441 4 923.9677734 0.222827991 0.000205718 85.7124887TVGALQVLGTEAQSSLLK 24 13654237 2xTMT6plex [N-Term; K18] 1.491 1.626 1.733 6.640954971 59.15 0 2273.348068 3 758.4542847 0.102379354 7.76E-05 89.79937384KAALSALESFLK 6 13654237 3xTMT6plex [N-Term; K1; K12] 1.485 2.011 2.14 5.317551136 24.4 1 1965.23516 3 655.7493896 -0.785730237 -0.000514715 95.21902408AGLLHNILPSQSTDLHHSVGTELLSLVYK 10 13654237 2xTMT6plex [N-Term; K29] 1.859 1.392 1.259 5.506932259 30.58 0 3601.015387 4 901.0097046 0.444652189 0.0004003 94.66426691

ATQMPEGGQGAPPMYQLYK 6 13654237 2xTMT6plex [N-Term; K19]; 2xOxidation [M4; M14] 1.748 1.627 4.405622482 30.32 0 2557.283102 3 853.0983276 -1.044995699 -0.000890783 44.93849586DVLIQGLIDENPGLQLIIR 11 13654237 1xTMT6plex [N-Term] 2.02 1.474 1.236 6.313022614 72.9 0 2348.375062 3 783.4613037 -2.42893364 -0.001901349 111.7981911LSDFNDITNMLLLK 22 13654237 2xTMT6plex [N-Term; K14] 1.707 1.756 1.585 4.341706753 50.09 0 2095.187334 3 699.0672607 -0.050016261 -3.49E-05 109.0349165NLDLAVLELMQSSVDNTK 16 13654237 2xTMT6plex [N-Term; K18] 1.818 1.385 1.488 5.093008995 45.22 0 2448.341996 2 1224.671021 -2.953780308 -0.003615932 110.3493302NKLQYFMEQFYGIIR 6 13654237 2xTMT6plex [N-Term; K2] 1.665 1.528 0.704 4.631673336 21.86 1 2408.320079 3 803.4454956 0.769975064 0.000618115 111.9296119GLGQECVLSSSPAVLALQTSLVFSR 4 13654237 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 2.129 2.621 7.167585373 71.38 0 2848.543995 3 950.1820068 -4.397798388 -0.004175774 107.167063
DILPCLDGYLK 16 13654237 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.944 1.768 1.908 3.992722511 52.45 0 1764.997014 2 883.0010986 -1.186208451 -0.001046827 84.67777571DVDFMYVELIQR 12 13654237 1xTMT6plex [N-Term] 2.395 1.97 1.942 4.041366577 56.59 0 1756.914123 2 878.9588623 -2.091810053 -0.001837565 84.4104012VLEQLIVAHFPMQSR 6 13654237 1xTMT6plex [N-Term] 0.544 0.471 0.379 5.939439297 38.66 0 1997.120368 3 666.3777466 -0.841884111 -0.000560448 90.95796183SLGPPQGEEDSVPR 18 13654237 1xTMT6plex [N-Term] 1.447 1.874 1.454 5.221515656 68.47 0 1696.870344 2 848.9380493 -0.896926034 -0.000760984 34.40713512ITAQSIEELCAVNLYGPDAQVDR 6 13654237 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.283 1.253 1.569 7.906247139 63.98 0 2791.413374 3 931.1434937 0.914725513 0.000851126 81.81262963
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

ATQQQHDFTLTQTADGR 6 13654237 1xTMT6plex [N-Term] 1.477 1.519 1.644 5.527310371 46.66 0 2147.067874 3 716.3595581 -1.748101976 -0.001251098 30.91889829SLEYCSTASIDSENPPDLNK 2 13654237 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C5] 1.506 5.760555267 56.07 0 2698.328197 3 900.1094971 -5.284334604 -0.004752956 54.27186774
LCYDAFTENMAGENQLLER 18 13654237 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.855 1.695 2.554 6.035140991 55.99 0 2503.179475 3 835.064209 -0.559882697 -0.000467162 73.67849344MEVQEQEEDISSLIR 8 13654237 1xTMT6plex [N-Term] 1.126 1.541 1.181 4.483614445 65.49 0 2035.021501 2 1018.012634 -1.724367684 -0.001754563 67.71354518SQGCSEQVLTVLK 16 13654237 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.699 1.571 1.796 4.831351757 76.18 0 1907.067219 2 954.0374146 0.174866181 0.000166741 60.29085743QITQSALLAEAR 6 13654237 1xTMT6plex [N-Term] 1.665 1.822 2.222 4.931270123 61.28 0 1529.884872 2 765.4447021 -1.793777542 -0.001372137 49.83051212KGGSWIQEINVAEK 4 13654237 3xTMT6plex [N-Term; K1; K14] 1.293 1.744 4.865987301 15.63 1 2246.311178 3 749.4422607 0.467792073 0.000350269 62.65834201LTPLPEDNSMNVDQDGDPSDR 9 13654237 1xTMT6plex [N-Term] 2.193 2.072 1.377 5.245052814 46.98 0 2544.172141 3 848.7285767 -0.378912856 -0.00032134 49.74565065

IIANALSSEPACLAEIEEDKAR 8 13654237 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C12] 1.351 1.961 6.042332172 33.16 1 2858.533379 3 953.5151367 -0.882285919 -0.000840681 79.72018249MDPMNIWDDIITNR 24 13654237 1xTMT6plex [N-Term] 1.802 1.706 1.754 5.08082819 60.32 0 1962.961484 2 981.9835815 -0.813797966 -0.000798727 103.5254297STVLTPMFVETQASQGTLQTR 14 13654237 1xTMT6plex [N-Term] 1.851 1.528 1.65 6.153348923 49.94 0 2524.327854 3 842.1148682 0.870573204 0.000732537 72.29099274YPEETLSLMTK 12 13654237 2xTMT6plex [N-Term; K11] 1.67 1.637 1.528 4.77806282 52.93 0 1769.975944 2 885.4907837 -0.934135401 -0.000826699 67.33193816DLLLNTMSQEEK 12 13654237 2xTMT6plex [N-Term; K12] 1.385 0.587 1.213 4.700036049 58.57 0 1879.024685 2 940.0177612 1.894956977 0.001780335 62.29259258AQEPESGLSEETQVK 6 13654237 2xTMT6plex [N-Term; K15] 1.399 1.737 2.061 5.407995224 75.67 0 2090.101749 2 1045.554199 -0.300235383 -0.000313761 46.47348373GSCVTQVGLLESVYEMFR 3 13654237 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.925 4.532382965 35.64 0 2304.156555 2 1152.582153 0.206140778 0.00023749 112.1889951SDPGLLTNTMDVFVK 18 13654237 2xTMT6plex [N-Term; K15] 1.659 1.863 1.73 5.090071678 44.46 0 2095.150948 3 699.055603 0.6240992 0.000435861 87.39273661
NILEESLCELVAK 20 13654237 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 1.776 1.887 1.915 4.85073185 53.04 0 1976.113835 3 659.3773193 1.806549678 0.001189983 102.2085286MSTSPEAFLALR 6 13654237 1xTMT6plex [N-Term] 1.884 1.798 1.964 4.644917011 62.58 0 1551.84023 2 776.4234009 -0.454204095 -0.000352426 77.46375412TVSLLDENNVSSYLSK 12 13654237 2xTMT6plex [N-Term; K16] 1.97 1.748 2.072 5.449865818 75.38 0 2227.222199 2 1114.112915 -1.636716748 -0.001822666 74.7985916

KNILEESLCELVAK 12 13654237 3xTMT6plex [N-Term; K1; K14]; 1xCarbamidomethyl [C9] 1.802 2.038 1.608 7.338806152 43.71 1 2333.37173 3 778.4619141 -0.231781543 -0.000180278 95.15643924
GLSSLLCNFTK 11 13654237 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.713 1.932 1.687 4.494382858 81.07 0 1697.966049 2 849.4862671 -0.465845777 -0.000395495 84.44750347

IIANALSSEPACLAEIEEDK 4 13654237 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C12] 1.062 1.225 5.144747257 35.84 0 2631.395154 3 877.8022461 -1.128378132 -0.000989736 85.82420128
GFPPSASLCLLDLVK 49 13654237 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 2.789 2.691 2.667 5.040989876 70.54 0 2075.197505 2 1038.101318 -1.033531143 -0.001072391 109.3945

AALSALESFLK 28 13654237 2xTMT6plex [N-Term; K11] 1.605 1.834 1.764 4.971820354 76.83 0 1607.977265 2 804.4915771 -0.862700708 -0.000693602 103.8235737VVQMLGSLGGQINK 10 13654237 2xTMT6plex [N-Term; K14] 1.763 1.594 1.76 5.864635468 66.33 0 1902.124674 3 634.7128296 -0.388260811 -0.000246173 80.60634622
INQVFHGSCITEGNELTK 6 13654237 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 1.544 1.68 1.705 6.663927555 54.35 0 2505.317179 3 835.7775269 0.338678237 0.000282832 66.78168025
SLGTIQQCCDAIDHLCR 8 13654237 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C8; C9; C16] 1.435 4.529 3.303 5.547012806 50.55 0 2276.078322 3 759.3634033 -1.171053314 -0.00088847 52.99334756

IMEFTTTLLNTSPEGWK 4 13654237 2xTMT6plex [N-Term; K17]; 1xOxidation [M2] 1.428 1.551 5.107918739 32.01 0 2442.299069 3 809.4393921 -0.218958727 -0.000177087 104.0984874HSSLITPLQAVAQR 10 13654237 1xTMT6plex [N-Term] 1.262 1.278 0.904 6.503017426 49.81 0 1750.017283 3 584.0097046 -1.555704904 -0.000907503 62.2066647IMEFTTTLLNTSPEGWK 11 13654237 2xTMT6plex [N-Term; K17] 2.199 0.933 2.002 4.626627445 38.07 0 2426.304154 3 809.4393921 -0.218958727 -0.000177087 104.0984874LGLPGDEVDNK 4 13654237 2xTMT6plex [N-Term; K11] 1.341 1.309 3.592582464 41.26 0 1614.910307 2 807.9590454 0.313782326 0.000253365 50.96355178
QCLPSLDLSCK 2 13654237 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C2; C10] 1.331 4.039349556 25.87 0 1778.954498 2 889.9813843 0.558802762 0.000497042 59.93133245

NLLIFENLIDLKR 6 13654237 2xTMT6plex [N-Term; K12] 100 1.395 1.221 4.613111496 7.62 1 2059.267967 3 687.0922852 -2.751060736 -0.00188839 106.1646551FYQGFLFSEKPEK 6 13654237 3xTMT6plex [N-Term; K10; K13] 2.105 2.297 2.055 4.590021133 16.85 0 2307.299217 3 769.7698975 -1.767177468 -0.001359136 76.61259671LYSLALHPNAFK 6 13654237 2xTMT6plex [N-Term; K12] 1.608 1.729 1.679 4.33137846 47.27 0 1832.083461 3 611.3669434 1.536823068 0.000938529 67.64836881LVINTEEVFRPYAK 8 13654237 2xTMT6plex [N-Term; K14] 1.418 1.392 1.93 3.835507631 24.06 0 2137.242147 3 713.0858765 0.434959854 0.000309872 85.28610868NCISTVVHQGLIR 4 13654237 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.614 1.185 5.441527843 24.25 0 1725.963139 3 575.9923096 -0.442569743 -0.00025462 51.40219083GPESESEDHR 8 13654237 1xTMT6plex [N-Term] 1.867 1.615 1.713 3.850716591 41.19 0 1371.633802 3 457.8815918 -2.610105824 -0.00119337 13.69996202GIFTSEIGTK 10 13654237 2xTMT6plex [N-Term; K10] 1.742 1.734 1.888 3.662836075 51.06 0 1510.888116 2 755.9470825 -0.8121918 -0.000613565 56.04551174
ECSPWMSDFK 10 13654237 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.44 1.411 1.771 3.353314877 37.9 0 1744.843885 2 872.9257813 0.23002631 0.00020068 61.08503453

EFFSTIVVDAIDVLK 4 13654237 2xTMT6plex [N-Term; K15] 0.616 0.649 3.124858618 9.09 0 2154.246229 3 718.7523193 -1.775127716 -0.001274687 113.0989916LACDVDQVTR 4 13654237 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.968 1.959 3.965189219 42.53 0 1405.73068 2 703.3688965 -0.11633185 -8.18E-05 36.13165754NLSSNEAISLEEIR 2 13654237 1xTMT6plex [N-Term] 0.976 3.068685293 22.39 0 1803.964973 2 902.4862671 0.157979613 0.000142495 57.12369847QFINLMLPMK 12 13654237 2xTMT6plex [N-Term; K10] 1.748 1.719 1.628 3.752957106 36.67 0 1692.994512 3 565.0031128 0.161511986 9.11E-05 95.22316287VTELALTASDR 8 13654237 1xTMT6plex [N-Term] 2.189 1.465 1.816 4.0382514 40.84 0 1404.789575 2 702.8984375 0.016913565 1.19E-05 49.09983727LATTILQHWK 10 13654237 2xTMT6plex [N-Term; K10] 1.845 1.883 2.1 4.031042576 30.46 0 1669.020133 3 557.0109863 -1.034760211 -0.000575679 76.72580202DQNILLGTTYR 4 13654237 1xTMT6plex [N-Term] 1.72 1.431 4.190523624 35.16 0 1522.842673 2 761.9244995 -0.624093729 -0.000475198 49.41268983DFSAFINLVEFCR 8 13654237 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 100 2.625 100 3.764706373 36.97 0 1846.935921 3 616.3170166 0.311361472 0.000191688 106.1641394MDPMNIWDDIITNR 8 13654237 1xTMT6plex [N-Term]; 1xOxidation [M] 1.112 1.41 1.503 4.133350849 26.57 0 1978.956399 2 981.9835815 -0.813797966 -0.000798727 103.5254297SIGEYDVLR 14 13654237 1xTMT6plex [N-Term] 1.666 1.576 1.595 3.630344152 67.94 0 1280.704782 2 640.8556519 -0.589807325 -0.000377685 57.00566739LQETLSAADR 16 13654237 1xTMT6plex [N-Term] 1.41 1.462 1.631 4.467065334 54.67 0 1332.73206 2 666.8693848 -0.425343373 -0.000283434 39.01253758NNWEVSALSR 6 13654237 1xTMT6plex [N-Term] 0.805 1.505 1.291 3.895285368 41.81 0 1404.743293 2 702.8729248 -3.360180218 -0.002360095 55.85607086NLLTVTSSDEMMK 2 13654237 2xTMT6plex [N-Term; K13] 1.652 4.326608658 30.83 0 1927.028056 2 964.0177612 0.098520069 9.49E-05 65.4773371
LPVLAGCLK 14 13654237 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.443 1.363 1.513 3.260303259 34.94 0 1428.901264 3 476.9718323 -0.223978966 -0.000106681 74.12860531

GYGLFAGPCK 12 13654237 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.791 1.524 1.933 4.12037611 41.91 0 1527.839392 2 764.4234619 0.167293844 0.000127799 56.46097944
VEGMTELYFQLK 2 13654237 2xTMT6plex [N-Term; K12] 1.783 3.13522172 19.09 0 1916.060342 3 639.3582764 -0.034763225 -2.22E-05 86.80717345

NTCTSVYTK 6 13654237 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.905 2.034 1.928 3.718505859 44.69 0 1531.81905 2 766.4117432 -1.854201954 -0.001420151 27.68882121DFGLLVFVR 6 13654237 1xTMT6plex [N-Term] 1.507 1.997 2.968 3.643604994 42.04 0 1294.772074 2 647.8897705 0.146864169 9.51E-05 93.00731471DLLLNTMSQEEK 2 13654237 2xTMT6plex [N-Term; K12]; 1xOxidation [M7] 1.035 3.542484283 30 0 1895.0196 2 940.0177612 1.894956977 0.001780335 62.29259258LGNPIVPLNIR 6 13654237 1xTMT6plex [N-Term] 1.597 1.415 1.322 3.40370965 37.89 0 1434.8994 2 717.9527588 -0.80769556 -0.000579481 71.29194232TYSVVPMTSR 6 13654237 1xTMT6plex [N-Term] 1.328 1.805 1.454 3.509518862 52.97 0 1369.734702 2 685.3703003 -1.006329226 -0.000689202 40.33551092LAAVVSACK 6 13654237 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.737 1.952 1.716 3.880364895 41.11 0 1376.833578 2 688.9195557 -1.266145671 -0.000871636 52.73616789
MSPYKDILETHLR 2 13654237 2xTMT6plex [N-Term; K5] 2.082 4.253107548 19.5 1 2061.156702 4 516.0445557 -0.150213591 -7.74E-05 61.36760339SMEEDPQTSR 6 13654237 1xTMT6plex [N-Term] 1.956 1.664 1.651 3.088934898 25.14 0 1408.657574 2 704.831543 -1.252854159 -0.000882421 98.49347605IPALDLLIK 14 13654237 2xTMT6plex [N-Term; K9] 1.144 1.172 1.139 3.258420944 39.07 0 1453.975808 2 727.4915161 -0.036323464 -2.64E-05 103.0387747AIRPQIDLK 16 13654237 2xTMT6plex [N-Term; K9] 1.564 1.448 1.534 3.3554492 13.55 0 1511.967369 3 504.6607971 0.310289383 0.000156382 48.97087141ATQMPEGGQGAPPMYQLYK 2 13654237 2xTMT6plex [N-Term; K19]; 1xOxidation [M4] 0.937 3.118861198 9.04 0 2541.288187 3 853.0983276 -1.044995699 -0.000890783 44.93849586YNFPVEVEVPMER 2 13654237 1xTMT6plex [N-Term]; 1xOxidation [M11] 2.059 2.11509347 32.82 0 1853.930502 2 919.4715576 0.137003917 0.000125902 73.26027642LPLISGFYK 4 13654237 2xTMT6plex [N-Term; K9] 1.738 1.829 3.009752989 53.15 0 1495.928858 2 748.4669189 -1.535480355 -0.001148485 87.97513142LLPAELPAK 12 13654237 2xTMT6plex [N-Term; K9] 1.341 1.373 1.391 3.024481773 32.98 0 1409.913208 2 705.4599609 -0.399262165 -0.000281462 67.65927855

YSCFALFVK 6 13654237 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.614 2.216 2.193 3.763055325 41.45 0 1592.891093 2 796.9498901 0.88570615 0.000705417 80.23920887
MKQDAQVVLYR 5 13654237 2xTMT6plex [N-Term; K2] 2.378 1.97 1.982 3.324177504 8.44 1 1809.045696 3 603.6868286 0.131052435 7.90E-05 46.4592206TSALSDETK 8 13654237 2xTMT6plex [N-Term; K9] 1.757 1.64 2.559 4.327288151 42.06 0 1409.788795 2 705.3977051 -0.469491425 -0.000330942 36.60828888IAPYSVEIK 6 13654237 2xTMT6plex [N-Term; K9] 1.801 1.741 1.669 3.855805159 35.95 0 1477.903037 2 739.4541016 -1.428290589 -0.001055437 59.4411571QDAQVVLYR 6 13654237 1xTMT6plex [N-Term] 1.184 1.211 1.556 3.317112207 30.32 0 1320.747316 2 660.8764038 -1.35149456 -0.000892491 35.26715864MYAALGDPK 12 13654237 2xTMT6plex [N-Term; K9] 1.453 1.46 1.528 3.00826025 28.79 0 1423.801943 3 475.2721558 -0.020469732 -9.71E-06 50.17400279HSPEDPEK 6 13654237 2xTMT6plex [N-Term; K8] 1.37 1.365 1.32 3.72414422 32.05 0 1396.747265 3 466.2537537 -0.398979605 -0.000185758 29.86795971QVSNMVAK 6 13654237 2xTMT6plex [N-Term; K8] 1.531 1.554 1.558 3.631177187 41.95 0 1334.786627 2 667.8956909 -1.889645888 -0.001261137 44.53899667KQNNFSLAMK 2 13654237 3xTMT6plex [N-Term; K1; K10] 1.095 2.031386375 1.19 1 1868.1031 3 623.3719482 -0.968047983 -0.000602804 51.3022877DLCNTHLMR 10 13654237 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.528 0.687 1.157 3.86049819 23.47 0 1388.697606 3 463.5700073 -1.538828421 -0.000712322 28.13452825LLEEALLR 12 13654237 1xTMT6plex [N-Term] 1.503 1.802 1.639 3.112490416 53.65 0 1185.74044 2 593.3737793 -0.133061372 -7.89E-05 67.95721365DILETHLR 10 13654237 1xTMT6plex [N-Term] 1.297 1.338 1.477 3.561054468 34.67 0 1225.710202 3 409.2418823 0.727327434 0.000297164 38.77870542FYGELALK 8 13654237 2xTMT6plex [N-Term; K8] 1.79 1.691 1.49 3.266522646 32.25 0 1398.839709 2 699.9214478 -2.923867661 -0.002045011 65.61720145VIAGLYQR 12 13654237 1xTMT6plex [N-Term] 1.535 1.394 1.619 2.689385414 28.72 0 1148.698909 2 574.8530884 -0.008010966 -4.60E-06 45.50797921HDVGAYMLMYK 4 13654237 2xTMT6plex [N-Term; K11] 1.221 1.146 1.216 2.463896751 5.94 0 1785.943204 3 595.9865112 0.9944893 0.000592034 59.53741235SDYSEAAK 10 13654237 2xTMT6plex [N-Term; K8] 1.339 1.683 1.827 3.18607688 38.38 0 1328.709817 2 664.8577881 -1.141963509 -0.000758669 21.05438689NLLIFENLIDLK 2 13654237 2xTMT6plex [N-Term; K12] 1.442 2.497149706 14.89 0 1903.166856 3 635.0606689 0.313769618 0.000199052 112.5775484

GPFSLQATLCWLDLLLAALECYNTFIGER 3 13654237 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C21] 1.01 1.081 3.593319893 5.16 0 3600.843213 4 900.9638062 -2.72668929 -0.002454595 114.9993728ILDVMYSR 10 13654237 1xTMT6plex [N-Term] 1.688 1.688 1.716 3.319693327 32.46 0 1225.68121 2 613.3449097 1.087057488 0.000666193 60.67752118TETVTSFR 8 13654237 1xTMT6plex [N-Term] 2.44 1.237 0.834 2.804841757 37.9 0 1169.636369 2 585.3217773 -0.077393712 -4.53E-05 28.48558956VCLDIIYK 8 13654237 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.848 1.979 1.659 3.436176777 34.54 0 1481.880194 2 741.4437256 -0.01298224 -9.62E-06 70.55354997
QDWVDGEPTEAEK 2 13654237 2xTMT6plex [N-Term; K13] 1.007 3.391966343 18.59 0 1961.985657 2 981.496521 0.055205392 5.42E-05 42.0898678GKPLPEYHVR 12 13654237 2xTMT6plex [N-Term; K2] 1.634 1.396 1.673 3.377759695 23.57 0 1653.984082 4 414.2518311 0.854130802 0.00035318 46.23321944TQEGSLSAR 4 13654237 1xTMT6plex [N-Term] 1.682 1.949 2.990722418 48.23 0 1177.637431 2 589.3223267 -0.046270343 -2.72E-05 16.78006577FLCIFLEK 7 13654237 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 2.507 3.003 2.19 3.618005037 27.59 0 1527.900929 2 764.4536133 -0.640949607 -0.000489654 102.7600053LLNTWTNR 8 13654237 1xTMT6plex [N-Term] 1.567 1.255 1.366 3.189419031 27.42 0 1246.710537 2 623.8584595 -0.717307395 -0.000447137 53.72668327KFIQTFGK 6 13654237 3xTMT6plex [N-Term; K1; K8] 1.632 1.685 1.656 3.592850208 11.69 1 1656.045174 3 552.6860352 -0.979569443 -0.000540737 56.31497259EMKPVIFLDVFLPR 2 13654237 2xTMT6plex [N-Term; K3]; 1xOxidation [M2] 0.924 2.350251436 0.8 0 2178.27609 3 721.4321289 0.304691526 0.00021961 111.4916014NFWSHETR 8 13654237 1xTMT6plex [N-Term] 1.584 2.117 1.297 3.855750084 24.19 0 1305.65375 3 435.8899841 1.263085698 0.000549718 27.58207706LSFAVPFR 6 13654237 1xTMT6plex [N-Term] 1.407 1.42 1.46 2.754216671 26.17 0 1165.693096 2 583.3499146 -0.466013258 -0.000271614 74.19708495WCAHTNVELK 2 13654237 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.318 1.923219562 0.5 0 1715.930332 3 572.6473999 -1.564931232 -0.000895104 46.72653782

EHPFLVK 18 13654237 2xTMT6plex [N-Term; K7] 1.325 1.405 1.367 3.005459785 28.62 0 1327.813829 3 443.2760925 -0.078491508 -3.47E-05 53.52227384LPSNTLDR 6 13654237 1xTMT6plex [N-Term] 1.529 1.599 1.569 2.977459431 20.45 0 1144.652353 2 572.8297729 -0.073158948 -4.19E-05 33.69217079YFEGVSPK 8 13654237 2xTMT6plex [N-Term; K8] 1.599 1.326 1.545 3.415232182 27.5 0 1384.787673 2 692.8970337 -0.637330332 -0.000441284 46.32153232IPDTVLEK 4 13654237 2xTMT6plex [N-Term; K8] 0.987 0.851 3.000827074 42.15 0 1372.845188 2 686.9237061 -3.680444575 -0.00252634 57.82479305HNLEIIK 10 13654237 2xTMT6plex [N-Term; K7] 1.451 1.644 1.469 3.450420856 28.66 0 1324.835292 3 442.2834778 0.44371524 0.00019595 42.36007637TWEGWEPWM 12 13654237 1xTMT6plex [N-Term] 1.179 1.462 1.426 2.795202255 27.11 0 1450.666288 2 725.8354492 -1.838246688 -0.001333341 91.35771546QITPQQQEK 12 13654237 2xTMT6plex [N-Term; K9] 1.521 1.789 1.381 3.445749521 38.58 0 1557.900077 2 779.4534302 -0.316739465 -0.000246724 25.86283018DTSTGHK 2 13654237 2xTMT6plex [N-Term; K7] 1.75 3.317294598 22.44 0 1203.673372 3 401.8961487 0.432770994 0.000173638 15.91409327AFLGELK 6 13654237 2xTMT6plex [N-Term; K7] 1.184 1.326 2.694966316 27.96 0 1235.77638 2 618.3917847 -0.070987004 -4.39E-05 73.87631458TWEGWEPWM 8 13654237 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.517 0.981 0.872 2.870019674 15.54 0 1466.661203 2 725.8354492 -1.838246688 -0.001333341 91.35771546FVPLLPGNR 8 13654237 1xTMT6plex [N-Term] 1.611 1.722 1.732 2.742799759 27.14 0 1241.756759 2 621.3821411 0.198957292 0.000123528 67.32240646DSKPPGNLK 9 13654237 3xTMT6plex [N-Term; K3; K9] 1.769 1.754 1.487 3.713996887 2.59 0 1643.009517 3 548.3419189 1.026437108 0.000562149 31.25620051
CKIPALDLLIK 2 13654237 3xTMT6plex [N-Term; K2; K11]; 1xCarbamidomethyl [C1] 0.948 2.388808727 1.95 1 1971.264352 3 657.7595825 -0.079908819 -5.25E-05 91.27020712

KGVAEQK 9 13654237 3xTMT6plex [N-Term; K1; K7] 1.17 1.657 1.675 2.907572746 4.75 1 1446.924725 3 482.980011 0.521609018 0.000251576 23.70042192SIELFYK 18 13654237 2xTMT6plex [N-Term; K7] 1.671 1.551 1.511 3.345963717 32.36 0 1357.81316 2 679.4098511 -0.540789841 -0.000367146 69.48704041QGNLSSQVPLKR 2 13654237 2xTMT6plex [N-Term; K11] 0.908 2.814501762 1.68 1 1785.074687 3 595.696228 -0.31179534 -0.000185526 38.90425601
TLVECWK 5 13654237 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.813 1.332 0.557 2.883543253 24.6 0 1393.791379 2 697.3980713 -1.802903873 -0.001256436 55.44985445LSLMYAR 10 13654237 1xTMT6plex [N-Term] 1.377 1.429 0.841 2.558555603 24.8 0 1082.622967 2 541.8161621 1.921572711 0.001040169 53.06737952EFDKHFGK 5 13654237 3xTMT6plex [N-Term; K4; K8] 3.034 2.682 2.697 2.053630114 6.39 1 1694.983302 4 424.5014954 0.500975621 0.000212286 38.22157559SPNLWLK 7 13654237 2xTMT6plex [N-Term; K7] 1.7 1.573 1.666 3.076067209 29.82 0 1315.813829 2 658.4102173 -0.509653929 -0.000335305 62.9909898LLQIIER 13 13654237 1xTMT6plex [N-Term] 1.544 1.312 1.636 2.709769249 31.93 0 1113.71931 2 557.3630371 -0.460467234 -0.000256416 69.02811763LGLPGDEVDNKVK 3 13654237 3xTMT6plex [N-Term; K11; K13] 1.397 1.091 3.005849123 1.3 1 2071.236616 3 691.0822754 -2.096997557 -0.001447793 63.3343761LLSITVR 6 13654237 1xTMT6plex [N-Term] 0.998 1.429 1.077 2.774788857 28.78 0 1030.682197 2 515.8448486 0.217298432 0.000111983 57.08445887FYGELALKK 3 13654237 3xTMT6plex [N-Term; K8; K9] 1.837 1.766 2.385410547 0.21 1 1756.097604 3 586.0359497 -2.453165984 -0.001436 63.15898759DYVDLFR 6 13654237 1xTMT6plex [N-Term] 2.285 1.823 1.824 2.875780821 17.16 0 1156.61999 2 578.8137817 0.256399306 0.000148278 57.4342602SYVAWDR 6 13654237 1xTMT6plex [N-Term] 1.055 0.971 1.086 2.548194647 20.05 0 1125.589025 2 563.2982178 0.119383605 6.72E-05 35.51086533APGLGAFR 3 13654237 1xTMT6plex [N-Term] 1.343 1.093 2.224864244 12.98 0 1017.604281 2 509.3058777 0.194575728 9.90E-05 56.05455264MQLVCCR 6 13654237 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C6] 1.417 1.578 1.878 2.611005783 20.95 0 1195.594721 2 598.302124 1.882290742 0.001125228 33.96522455
IGELFSK 6 13654237 2xTMT6plex [N-Term; K7] 1.337 1.425 1.337 2.516549349 20.89 0 1251.771295 2 626.3895264 0.384314912 0.000240537 68.0316384EPSFDWK 9 13654237 2xTMT6plex [N-Term; K7] 1.615 1.526 1.723 2.770305395 16.13 0 1366.740723 2 683.8733521 -0.947998706 -0.000647834 53.10948779

KDLCNTHLMR 4 13654237 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C4] 1.263 1.041 3.151455164 5.11 1 1745.955501 4 437.2438354 -1.139051439 -0.000497183 30.80234055
FIVCLNK 6 13654237 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 2.179 2.037 1.856 2.476210117 27.39 0 1351.8172 2 676.4117432 -0.732334132 -0.000494991 67.83435847

DLPSWMK 6 13654237 2xTMT6plex [N-Term; K7] 1.577 1.615 1.567 2.323019505 22 0 1334.754265 2 667.8806152 -0.232942691 -0.000155461 63.41329315DYVAVAR 4 13654237 1xTMT6plex [N-Term] 1.893 1.283 2.19948101 29.11 0 1022.583211 2 511.7948914 -0.689259464 -0.000352413 26.36676725FIQTFGK 6 13654237 2xTMT6plex [N-Term; K7] 1.621 1.424 1.732 2.567501307 37.51 0 1298.787279 2 649.8973389 0.093659968 6.08E-05 60.52022899LLQDFNR 10 13654237 1xTMT6plex [N-Term] 1.74 1.738 1.744 2.704236984 21.86 0 1134.646874 2 567.8270874 0.021526246 1.22E-05 48.07779404SLNSIEFR 2 13654237 1xTMT6plex [N-Term] 1.219 2.626274347 14.62 0 1194.668003 2 597.8366699 -1.623761786 -0.000969928 46.73300616AAYLSDPR 6 13654237 1xTMT6plex [N-Term] 1.363 1.375 1.192 2.592471123 40.99 0 1121.615239 2 561.3113403 0.146907831 8.24E-05 28.14283DWSNDVR 6 13654237 1xTMT6plex [N-Term] 1.278 1.615 1.389 2.484453201 20.93 0 1120.558453 2 560.7825928 -0.485234058 -0.000271867 25.78901256TFPVLLR 2 13654237 1xTMT6plex [N-Term] 1.303 2.027557373 20.03 0 1074.687282 2 537.8474731 0.360652879 0.000193795 65.70691456DSPLETK 2 13654237 2xTMT6plex [N-Term; K7] 1.597 2.777522326 13.14 0 1247.724739 2 624.3651123 -1.435196858 -0.000895365 30.54725159TSPQEGER 2 13654237 1xTMT6plex [N-Term] 0.979 2.196009159 17.42 0 1132.579582 2 566.7929077 -0.921056965 -0.000521585 14.66847736ATQMPEGGQGAPPMYQLYK 1 13654237 2xTMT6plex [N-Term; K19] 0.316 2.81828475 0 2525.293272 3 853.0983276 -1.044995699 -0.000890783 44.93849586
APPCEYKDWLTK 1 13654237 3xTMT6plex [N-Term; K7; K12]; 1xCarbamidomethyl [C4] 1.131 2.30594945 1 2195.213773 3 732.4099121 0.64247416 0.000470123 64.88890004

LLPAELPAKR 3 13654237 2xTMT6plex [N-Term; K9] 2.395 5.841 3.647721291 5.77 1 1566.014319 3 522.6764526 0.310035579 0.00016184 57.12318727IAGFDER 6 13654237 1xTMT6plex [N-Term] 1.202 1.311 1.026 2.788305283 29.71 0 1036.562475 2 518.7850342 0.305123311 0.00015814 36.3896361233620769 RBBP6 E3 ubiquitin-protein ligase RBBP6 isoform 1 5930 NP_008841.2 6.138392857 1 9 9 50 1792 201.442 9.64 1.1 1.1 1.15 1.12 Significant 0.000223 ILPAAALASEHSK 6 33620769 2xTMT6plex [N-Term; K13] 1.098 0.999 1.189 6.06657505 60.54 0 1766.05764 3 589.3568115 -0.996037529 -0.000586353 55.64669219GYQVPVLGTPSLLGQSLLHGQLIPTTGPVR 8 33620769 1xTMT6plex [N-Term] 1.44 0.773 0.783 5.108944893 31.03 0 3327.899012 3 1109.968872 -2.087995771 -0.002316213 106.2674163YAIPTIDAEAYAIGK 12 33620769 2xTMT6plex [N-Term; K15] 0.961 1.178 1.048 4.120359421 51.06 0 2054.157414 2 1027.583984 1.595919562 0.001639135 78.65092441EQITGQIDK 6 33620769 2xTMT6plex [N-Term; K9] 1.115 1.01 1.078 3.729236126 40.13 0 1489.862629 2 745.4345703 -0.513507074 -0.000382527 37.26308624NVSTKPSNIVK 2 33620769 3xTMT6plex [N-Term; K5; K11] 1.198 1.932514548 1.81 0 1874.167809 3 625.3944092 0.461921851 0.000288573 38.236631ISLSAPAK 6 33620769 2xTMT6plex [N-Term; K8] 1.209 1.237 1.046 2.543689489 17.6 0 1244.797844 2 622.9019775 -0.936434683 -0.000582836 45.70093126RIPIGGVK 4 33620769 2xTMT6plex [N-Term; K8] 1.134 1.27 3.330504417 23.93 1 1297.872012 3 433.2946472 -2.021570374 -0.00087458 43.41413575EVPPPYDMK 2 33620769 2xTMT6plex [N-Term; K9] 1.165 2.664241552 27.84 0 1533.838723 2 767.4246216 2.114944691 0.001621992 58.35393449FLPLNIR 4 33620769 1xTMT6plex [N-Term] 1.239 1.076 2.428308249 19.57 0 1101.698181 2 551.3522339 -0.898573293 -0.000494978 72.36447244170016081 RP2 protein XRP2 6102 NP_008846.2 11.71428571 1 5 5 34 350 39.615 5.12 0.84 0.93 0.9 0.89 Significant 0.000883 EKAPDFLPLLNK 6 170016081 3xTMT6plex [N-Term; K2; K12] 0.953 0.925 1.024 4.205218315 22.15 1 2072.272274 3 691.4275513 -2.013746678 -0.00139101 78.69388095APDFLPLLNK 16 170016081 2xTMT6plex [N-Term; K10] 0.864 0.98 0.871 4.0005126 52.47 0 1585.971786 2 793.4902954 0.963813056 0.00076429 90.91680461GFFLVQTK 6 170016081 2xTMT6plex [N-Term; K8] 0.895 1.299 1.196 3.339115381 43.3 0 1397.855693 2 699.4314575 -0.039289419 -2.75E-05 70.38987762MFVSESK 3 170016081 2xTMT6plex [N-Term; K7] 0.731 0.713 2.550929785 28.57 0 1285.72263 2 643.3650513 0.152162728 9.78E-05 42.54650294DYMFSGLKDETVGR 3 170016081 2xTMT6plex [N-Term; K8] 0.55 0.745 0.587 2.78614831 1 2076.083597 3 692.6990356 -0.502531019 -0.000347765 60.4284554614141195 SDF2 stromal cell-derived factor 2 precursor 6388 NP_008854.2 17.06161137 1 3 3 19 211 23.011 7.33 1.1 1.15 1.15 1.13 Significant 0.000216 EVHGMAQPSQNNYWK 5 14141195 2xTMT6plex [N-Term; K15] 1.118 1.087 4.717858791 22.73 0 2247.138092 3 749.7167969 -1.003389604 -0.000751585 40.21013466AMEGIFMKPSELLK 10 14141195 3xTMT6plex [N-Term; K8; K14] 1.016 1.503 1.146 4.255226135 25.25 0 2281.326694 3 761.1126709 -1.417681517 -0.001078065 88.63718126SATVCER 4 14141195 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.11 1.077 2.801279545 25.26 0 1051.54036 2 526.2736816 -0.260036381 -0.000136719 15.56770021
5902076 SRSF1 serine/arginine-rich splicing factor 1 isoform 1 6426 NP_008855.1 52.82258065 1 14 14 217 248 27.728 10.36 1.25 1.23 1.3 1.26 Significant 0.000273 GGPPFAFVEFEDPR 12 5902076 1xTMT6plex [N-Term] 0.645 1.278 3.883082151 34.79 0 1793.906001 2 897.4522705 -4.870307791 -0.004368437 81.7345025GGPPFAFVEFEDPRDAEDAVYGR 16 5902076 1xTMT6plex [N-Term] 1.475 1.104 1.058 6.302888393 46.56 1 2770.331025 3 924.1149292 -0.285280833 -0.000263441 79.86893673VVVSGLPPSGSWQDLK 48 5902076 2xTMT6plex [N-Term; K16] 1.426 1.24 1.298 5.430997372 57.6 0 2127.221411 3 709.7449341 -0.546287236 -0.000387358 75.4398363EAGDVCYADVYR 22 5902076 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.497 1.348 1.402 4.013904095 62.44 0 1646.768187 2 823.8878784 0.177757829 0.000146363 39.25013987DGTGVVEFVR 12 5902076 1xTMT6plex [N-Term] 1.132 1.269 1.232 3.705171585 49.05 0 1307.715681 2 654.3614502 -0.044137557 -2.89E-05 44.44596476SHEGETAYIR 6 5902076 1xTMT6plex [N-Term] 1.202 0.837 2.324 3.967475176 47.51 0 1391.711659 2 696.3590088 -0.659426735 -0.000458866 20.28643189GGGGGGGGGAPR 6 5902076 1xTMT6plex [N-Term] 0.526 1.535 100 2.553667307 63.61 0 1085.564935 2 543.2861328 0.049720655 2.70E-05 13.39575719IYVGNLPPDIR 35 5902076 1xTMT6plex [N-Term] 1.181 1.21 1.251 4.571574688 52.55 0 1485.86268 2 743.4348755 -0.138420219 -0.000102837 70.03484926TKDIEDVFYK 10 5902076 3xTMT6plex [N-Term; K2; K10] 1.834 1.531 1.411 4.493404865 35.73 1 1945.124941 2 973.0653687 -0.760874164 -0.000739998 69.08926248DGYDYDGYR 17 5902076 1xTMT6plex [N-Term] 1.362 1.119 1.143 3.506934881 32.82 0 1352.595626 2 676.8012085 -0.358960064 -0.000242764 27.0926908GPAGNNDCR 6 5902076 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.268 1.227 1.317 2.92395401 30.62 0 1189.558135 2 595.2825928 -0.190350617 -0.000113217 14.10849791DAEDAVYGR 8 5902076 1xTMT6plex [N-Term] 1.043 0.94 1.195 3.212050676 37.22 0 1224.605797 2 612.8063354 -0.328613145 -0.000201211 21.736958KEDMTYAVR 15 5902076 2xTMT6plex [N-Term; K1] 1.45 1.18 1.504 3.167304754 31.28 1 1570.866334 2 785.9359741 -1.058414568 -0.000831314 30.3471258DIEDVFYK 4 5902076 2xTMT6plex [N-Term; K8] 1.191 1.047 3.248899221 41.14 0 1486.819367 2 743.9125366 -1.056407958 -0.000785344 66.5831581986991440 SRSF5 serine/arginine-rich splicing factor 5 6430 NP_008856.2 25 1 6 7 80 272 31.245 11.59 1.23 1.2 1.18 1.2 Significant 0.000146 GFGFVEFEDPRDADDAVYELDGK 18 86991440 2xTMT6plex [N-Term; K23] 1.283 1.259 1.424 4.331668377 32.12 1 3049.483117 3 1017.164185 -1.677880764 -0.001705556 83.6432375LNEGVVEFASYGDLK 16 86991440 2xTMT6plex [N-Term; K15] 1.445 1.472 1.467 5.175943851 73.6 0 2099.142492 2 1050.074829 -0.052615235 -5.52E-05 76.76404369DADDAVYELDGK 20 86991440 2xTMT6plex [N-Term; K12] 0.993 0.967 0.901 4.243356228 58.28 0 1768.900531 2 884.9541016 0.22385374 0.000197988 46.78575792QAGEVTFADAHRPK 6 86991440 2xTMT6plex [N-Term; K14] 1.375 1.43 1.417 4.915180683 22.21 0 1985.096879 4 497.0306396 1.939141505 0.000962346 43.90481957GFGFVEFEDPR 6 86991440 1xTMT6plex [N-Term] 0.874 1.093 0.865 3.144898176 53.21 0 1528.76336 2 764.8851929 -0.164039654 -0.000125389 67.45568597LIVENLSSR 10 86991440 1xTMT6plex [N-Term] 1.365 1.511 1.373 3.367067814 40.5 0 1259.752067 2 630.3792725 -0.634020095 -0.000399354 49.94682016VSWQDLK 4 86991440 2xTMT6plex [N-Term; K7] 1.428 1.373 2.956263304 26.85 0 1333.788008 2 667.3973999 -0.36326261 -0.000242258 59.1793387367782311 SKIV2L helicase SKI2W 6499 NP_008860.4 26.80577849 1 23 23 109 1246 137.668 6.06 0.99 0.97 1.12 1.03 Significant 0.00209 GPATAEVPYPDDLVGFK 4 67782311 2xTMT6plex [N-Term; K17] 1.137 3.207202673 31.77 0 2234.210906 2 1117.609985 0.800364514 0.000894092 76.29760778DLLPGEYVQMAGR 6 67782311 1xTMT6plex [N-Term] 1.086 1.03 1.341 3.81827116 39.53 0 1677.883157 2 839.4428711 -2.796262946 -0.002345901 61.10544889KTDPWSLLAVLGAPVPSDLQAQR 8 67782311 2xTMT6plex [N-Term; K1] 1.273 1.052 5.225288868 45.57 1 2920.666048 4 730.9227905 1.124534377 0.000821097 108.2984877FLLSDQSLLLLPEYHQR 2 67782311 1xTMT6plex [N-Term] 1.385 6.52217865 60.18 0 2301.280433 3 767.767395 3.128027549 0.00239949 94.47259787TVVAEYAIALAQK 2 67782311 2xTMT6plex [N-Term; K13] 1.18 4.576551914 49.72 0 1835.104256 2 918.053833 -2.107125174 -0.001933397 83.42781281LAQAHPAGPPTLDPVNDLQLK 4 67782311 2xTMT6plex [N-Term; K21] 0.933 1.028 5.898184776 53.88 0 2653.507756 3 885.1760254 2.173165638 0.001922171 72.94030861LVLPPPDPLDLPLR 8 67782311 1xTMT6plex [N-Term] 1.043 1.162 1.127 3.791243315 36.23 0 1784.088323 2 892.5465088 -1.4471099 -0.001290886 99.24843894GLDPTGTVILLCK 12 67782311 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.006 1.065 1.152 4.175738811 26.47 0 1845.091977 2 923.0491943 -0.468924116 -0.000432604 77.8466403QPTHQGGPAQDR 4 67782311 1xTMT6plex [N-Term] 1.232 1.053 3.353038073 18.24 0 1520.776718 3 507.5966797 -0.810564421 -0.000410896 13.94746471AQLPVVVFTFSR 2 67782311 1xTMT6plex [N-Term] 1.561 3.658923864 34.39 0 1592.936179 2 796.968689 -3.815589345 -0.003038995 89.32363254AHEQALAELTK 4 67782311 2xTMT6plex [N-Term; K11] 1.007 0.995 5.003985405 38.42 0 1668.968491 3 556.9938354 -0.921498729 -0.000512651 43.57179209LVGEPVLGAK 6 67782311 2xTMT6plex [N-Term; K10] 1.112 1.058 1.055 3.734887362 42.5 0 1440.919022 2 720.9633789 0.318812156 0.000229691 59.77947412GDTVSASPCSAPLAR 6 67782311 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.792 0.855 0.886 5.204022884 47.26 0 1717.874049 2 859.4398804 -0.911218033 -0.000782679 31.66264658LIPQPAFQWAFEPDVFQK 6 67782311 2xTMT6plex [N-Term; K18] 1.067 1.152 0.762 4.959862232 30.24 0 2619.437552 3 873.8164673 -1.031940819 -0.000901035 110.9151989TQGELFLLLDSR 6 67782311 1xTMT6plex [N-Term] 0.805 0.856 0.698 3.009657145 27.21 0 1620.915838 2 810.9616699 0.139133535 0.000112762 88.07314564GYYAAVEAK 8 67782311 2xTMT6plex [N-Term; K9] 1.321 0.945 1.075 3.531743288 59.88 0 1429.809137 2 715.4072876 -1.285797272 -0.000919222 40.12451331

VFTTLVLCDKPLSQDPQDR 2 67782311 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.588 4.141293049 6.27 0 2690.458758 3 897.4917603 0.732188038 0.000656641 77.38197333
GLGVHHSGILPILK 2 67782311 2xTMT6plex [N-Term; K14] 0.565 3.448116541 11.74 0 1899.194409 4 475.553833 -0.47729645 -0.00022662 62.02348535TIYTSPIK 6 67782311 2xTMT6plex [N-Term; K8] 1.064 0.924 1.111 3.130022764 24.67 0 1380.850274 2 690.9284668 -0.446533749 -0.000308298 46.10247037LQPGDMAAITTK 4 67782311 2xTMT6plex [N-Term; K12] 1.069 1.056 3.6978302 25.18 0 1703.976613 2 852.4919434 -0.001643949 -1.40E-06 60.95766162

RPPGPASQSLWGNPTQYPFWPGGMDEPTITDLNTR 1 67782311 1xTMT6plex [N-Term] 1.331 2.740807772 0 4113.012614 4 1029.006104 -2.43850638 -0.002507402 91.22816227VPEMADLHR 2 67782311 1xTMT6plex [N-Term] 0.629 2.12342906 15.59 0 1296.693172 3 432.9029541 0.876918852 0.000379032 49.67632802FPAQYLK 4 67782311 2xTMT6plex [N-Term; K7] 0.91 1.17 2.428757906 26.4 0 1324.80293 2 662.9048462 -0.3878065 -0.000256884 60.63312446
5902090 SLC2A3 solute carrier family 2, facilitated glucose transporter member 3 6515 NP_008862.1 10.88709677 1 6 6 37 496 53.889 7.2 1.25 1.31 1.49 1.35 Significant 0.00284

LWGTQDVSQDIQEMKDESAR 6 5902090 2xTMT6plex [N-Term; K15] 1.624 1.493 2.132 4.780937195 31.91 1 2794.408178 3 932.1433716 2.642182396 0.002461112 76.24294091AFEGQAHGADR 6 5902090 1xTMT6plex [N-Term] 1.069 1.199 1.264 4.630239964 44.61 0 1387.691592 3 463.235321 -0.131214483 -6.07E-05 17.8848796LWGTQDVSQDIQEMK 4 5902090 2xTMT6plex [N-Term; K15] 1.252 0.963 3.858483076 46.87 0 2236.168389 2 1118.585815 -1.804381389 -0.00201745 75.48153943LWGTQDVSQDIQEMKDESAR 4 5902090 2xTMT6plex [N-Term; K15]; 1xOxidation [M14] 1.202 2.04 3.395050287 19.52 1 2810.403093 3 932.1433716 2.642182396 0.002461112 76.24294091QVTVLELFR 4 5902090 1xTMT6plex [N-Term] 0.919 1.099 3.57793498 30.55 0 1333.804103 2 667.4064331 1.114857073 0.0007435 80.93731547KEEENAK 7 5902090 3xTMT6plex [N-Term; K1; K7] 1.649 1.44 1.74 3.793846369 14.28 1 1534.904383 3 512.3060913 -0.431756027 -0.000220901 18.42327989TFEDITR 6 5902090 1xTMT6plex [N-Term] 1.119 1.289 1.146 2.609061956 28.38 0 1110.599255 2 555.8028564 -0.737051976 -0.000409285 43.4686824154792069 SUMO2 small ubiquitin-related modifier 2 isoform a precursor 6613 NP_008868.3 27.36842105 1 2 3 40 95 10.864 5.5 0.98 1.04 1.03 1.02 Significant 0.000333
VAGQDGSVVQFK 28 54792069 2xTMT6plex [N-Term; K12] 0.998 0.987 1.042 4.758269787 64.61 0 1692.968491 2 846.9874268 -0.539971287 -0.000457077 50.98141365TENNDHINLK 10 54792069 2xTMT6plex [N-Term; K10] 0.924 1.127 0.96 3.617895603 26.44 0 1655.911704 3 552.6420898 0.007150895 3.95E-06 28.90407238
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

EGVKTENNDHINLK 2 54792069 3xTMT6plex [N-Term; K4; K14] 1.049 1.188 2.57571888 1 2298.30207 4 575.3312988 0.563660677 0.000323866 36.18200104
5902102 SNRPD1 small nuclear ribonucleoprotein Sm D1 isoform 1 6632 NP_008869.1 36.97478992 1 4 4 49 119 13.273 11.56 0.96 1.28 1.35 1.2 Significant 0.00991

YFILPDSLPLDTLLVDVEPK 27 5902102 2xTMT6plex [N-Term; K20] 0.862 1.402 1.474 4.504628658 53.73 0 2745.573042 3 915.8631592 0.685583313 0.00062744 112.814014NREPVQLETLSIR 8 5902102 1xTMT6plex [N-Term] 1.381 1.377 1.224 6.656236172 47.89 1 1784.022762 3 595.3456421 -0.218198151 -0.000129757 45.53132321LSHETVTIELK 12 5902102 2xTMT6plex [N-Term; K11] 1.421 1.299 1.324 5.224295616 53.73 0 1728.030757 2 864.5177612 -1.453144889 -0.00125554 55.10896328EPVQLETLSIR 2 5902102 1xTMT6plex [N-Term] 0.999 3.371178389 24.43 0 1513.878724 2 757.4422607 -0.977017248 -0.000739543 59.78229527109638749 SRP72 signal recognition particle subunit SRP72 isoform 1 6731 NP_008878.3 42.47391952 1 23 23 168 671 74.56 9.26 1.05 1.06 1.03 1.04 Significant 0.000071 GTQGATAGASSELDASK 16 109638749 2xTMT6plex [N-Term; K17] 1.045 1.027 0.849 6.391067982 100.83 0 2009.055134 2 1005.030396 -0.805918338 -0.000809567 31.07397715EAISDLQQLWK 20 109638749 2xTMT6plex [N-Term; K11] 0.994 1.039 1.032 4.919451714 63.45 0 1789.026006 2 895.0172119 0.637955022 0.000570659 79.88551042ALLAMYTNQAEQCR 8 109638749 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.285 0.996 0.981 4.417953014 58.7 0 1897.946169 2 949.4744263 -2.419784614 -0.00229631 58.8452154TIESANQQTDK 8 109638749 2xTMT6plex [N-Term; K11] 1.055 1.235 1.066 4.139338493 58.86 0 1692.916849 2 846.9611816 -1.041202201 -0.000881334 22.03294603TEEALQLYNQIIK 8 109638749 2xTMT6plex [N-Term; K13] 1.292 1.364 1.26 3.994210005 27.91 0 2021.168313 2 1011.087219 -0.569489156 -0.000575517 80.88407179AIELLQEFSDQHPENAAEIK 6 109638749 2xTMT6plex [N-Term; K20] 0.989 0.818 0.965 5.528548717 81.93 0 2740.45578 3 914.1571045 0.357570653 0.000326636 82.45739499VLANNSLSFEK 8 109638749 2xTMT6plex [N-Term; K11] 0.862 0.98 1.061 4.788965225 50.99 0 1679.973242 2 840.4897461 -0.611029077 -0.000513256 61.25407419ISASLQSQSPEHLLPVLIQAAQLCR 4 109638749 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C24] 1.395 1.041 5.686120033 34.35 0 2988.650191 3 996.8864136 -1.841455838 -0.001834489 102.0087927VDVEALENSAGATYIR 8 109638749 1xTMT6plex [N-Term] 0.888 0.711 4.294634819 72.8 0 1937.017736 2 969.0127563 0.25797147 0.000249848 65.47476216LTNAEGVEFK 8 109638749 2xTMT6plex [N-Term; K10] 1.007 1.072 1.031 4.277614594 57.98 0 1565.893929 2 783.4511108 0.648753832 0.00050794 51.07427273KQLQAIEFNK 6 109638749 3xTMT6plex [N-Term; K1; K10] 1.462 1.305 1.153 5.049210548 24.75 1 1906.172894 3 636.0604858 -3.142265052 -0.001996567 54.65181407NSQDDYDEER 6 109638749 1xTMT6plex [N-Term] 0.742 0.891 1.118 4.120009422 54.44 0 1499.644761 2 750.3260498 0.041489409 3.11E-05 15.27984084EALNVINTHTK 6 109638749 2xTMT6plex [N-Term; K11] 1.075 1.107 1.095 4.534164429 41.21 0 1697.99504 3 566.6700439 0.317106897 0.000179482 51.8586904
ILQINKDDVTALHCK 6 109638749 3xTMT6plex [N-Term; K6; K15]; 1xCarbamidomethyl [C14] 1.478 1.45 1.452 4.713283539 12.58 1 2455.430976 4 614.6124268 -1.262018269 -0.0007747 62.60681296

SLSEDTDGTEEDPQAELAIIHGQMAYILQLQGR 4 109638749 1xTMT6plex [N-Term] 2.954253435 8.29 0 3857.906477 3 1286.644531 3.256579721 0.00418786 97.77170227SPAHLSLIR 12 109638749 1xTMT6plex [N-Term] 0.982 0.944 1.017 3.836637735 32.75 0 1222.746922 3 408.2535095 -0.774326665 -0.000315602 37.53220898YDECLAVYR 2 109638749 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.735 2.915787458 9.95 0 1417.698317 2 709.3512573 -2.171922986 -0.001539566 40.64936871ISQGNISK 8 109638749 2xTMT6plex [N-Term; K8] 1.077 1.057 1.047 3.04247427 26.57 0 1304.793821 2 652.9006958 0.225055911 0.000146826 31.43249612EQGQGDLK 6 109638749 2xTMT6plex [N-Term; K8] 0.936 0.786 0.893 2.869045973 46.29 0 1332.75235 2 666.8798828 0.103991563 6.93E-05 22.75925905VTGDSQPK 6 109638749 2xTMT6plex [N-Term; K8] 0.983 1.234 1.119 2.401108027 17.71 0 1289.746537 2 645.3771973 0.450577872 0.000290566 22.00274221EQGQGDLKK 4 109638749 3xTMT6plex [N-Term; K8; K9] 1.255 1.148 2.48099494 2.84 1 1690.010245 3 564.0083008 0.061374628 3.46E-05 25.20629862DQNVFDSK 4 109638749 2xTMT6plex [N-Term; K8] 0.895 1.045 3.525596619 35.58 0 1410.762915 2 705.8848877 -0.295088119 -0.00020815 35.16273528LTMAQLK 4 109638749 2xTMT6plex [N-Term; K7] 1.156 1.042 3.080619335 32.02 0 1262.79065 2 631.8984985 -0.736337165 -0.00046492 56.9047311848928056 HSPA13 heat shock 70 kDa protein 13 precursor 6782 NP_008879.3 9.766454352 1 4 4 15 471 51.895 5.76 1.21 1.1 1.15 1.15 Significant 0.000759 KLFDTLNEDLFQK 2 48928056 3xTMT6plex [N-Term; K1; K13] 1.328 3.805262566 29.08 1 2298.331245 3 766.7805786 -1.767499861 -0.0013541 86.91004218ILVPIQQVLK 10 48928056 2xTMT6plex [N-Term; K10] 1.212 1.096 0.643 3.791871548 39.82 0 1609.08167 2 805.0440674 -0.504799968 -0.000406132 90.92374866VINEPTAAAMAYGLHK 1 48928056 2xTMT6plex [N-Term; K16] 4.272547722 0 2144.193816 3 715.4046021 2.535574118 0.001812254 63.28208884LLQYLYK 2 48928056 2xTMT6plex [N-Term; K7] 1.09 3.386650562 27.21 0 1398.876094 2 699.9404907 -1.708231842 -0.001194802 79.22362431188528689 STXBP2 syntaxin-binding protein 2 isoform a 6813 NP_008880.2 39.12310287 1 19 19 132 593 66.41 6.55 1.01 0.99 0.94 0.98 Significant 0.000451 ADTPSLGEGPEK 12 188528689 2xTMT6plex [N-Term; K12] 0.958 0.937 1.005 4.896311283 57.93 0 1658.900137 2 829.9526367 -1.289922433 -0.001069926 36.8231736NLWPFVSDPAPTASSQAAVSAR 2 188528689 1xTMT6plex [N-Term] 1.073 4.775923729 45 0 2501.298602 3 834.4375 -0.26214783 -0.00021857 76.16358827MSDILAEGITIVEDINK 6 188528689 2xTMT6plex [N-Term; K17] 0.849 0.663 0.956 4.809617519 46.1 0 2319.28817 3 773.7675781 0.004861405 3.76E-06 112.7656853NLEQLGGTVTNPGGSGTSSR 12 188528689 1xTMT6plex [N-Term] 1.004 1.106 1.223 5.65524435 77.97 0 2161.104654 2 1081.054443 -1.40837291 -0.001521821 44.03040954WEVLIGSSHILTPTR 6 188528689 1xTMT6plex [N-Term] 0.962 0.644 0.724 5.829803467 43.84 0 1938.101013 3 646.7046509 -0.832362849 -0.000537734 78.18382128EPIPSLEAIYLLSPTEK 13 188528689 2xTMT6plex [N-Term; K17] 0.912 0.885 0.753 5.471253872 35.3 0 2358.357236 3 786.7907104 0.145184814 0.000114133 104.9741875LIVPVLLDAAVPAYDK 4 188528689 2xTMT6plex [N-Term; K16] 0.825 0.832 4.44171524 23.8 0 2155.314249 3 719.1098022 0.28054298 0.000201553 112.1125283AAHIFFTDTCPEPLFSELGR 7 188528689 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.767 0.865 0.792 5.143345356 21.29 0 2537.269611 3 846.4245605 -4.13140146 -0.00349416 85.30463788REPIPSLEAIYLLSPTEK 6 188528689 2xTMT6plex [N-Term; K18] 1.287 1.159 1.141 5.167645931 15.14 1 2514.458347 3 838.8222656 -2.427176814 -0.002034345 92.73103428DFQGTPTFTYK 10 188528689 2xTMT6plex [N-Term; K11] 1.027 1.196 0.577 4.025013447 37.49 0 1762.941608 2 881.9734497 -1.125843266 -0.000992398 64.36650361KGPEDTAQLAHAVLAK 6 188528689 3xTMT6plex [N-Term; K1; K16] 0.866 0.912 0.827 5.111127853 23.11 1 2336.390491 4 584.8527222 -0.613030283 -0.00035807 56.79568495DVMEDAVEDR 12 188528689 1xTMT6plex [N-Term] 0.903 1.01 0.746 3.832296371 42.87 0 1407.662325 2 704.3347778 -0.032781965 -2.31E-05 34.74724435YETTGLSEAR 10 188528689 1xTMT6plex [N-Term] 1.066 1.268 1.012 3.494076967 35.69 0 1355.700425 2 678.352417 -2.115456757 -0.001433963 26.88804971MEPTYQLSR 4 188528689 1xTMT6plex [N-Term] 1.149 0.93 2.900919676 31.79 0 1353.703402 2 677.3549805 -0.530346972 -0.000358966 35.16165242SQLLIMDR 2 188528689 1xTMT6plex [N-Term] 0.873 2.6413939 24.51 0 1204.692109 2 602.848999 -1.152106098 -0.000693967 52.350967ILSSCCK 4 188528689 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C5; C6] 1.634 1.348 2.780359268 16.79 0 1325.73215 2 663.3688965 -1.232052229 -0.000816686 34.20001738
SVQALIK 6 188528689 2xTMT6plex [N-Term; K7] 1.209 0.952 1.125 2.778548717 25.41 0 1216.80293 2 608.904541 -0.923829753 -0.000562059 50.38960178DLSQILK 6 188528689 2xTMT6plex [N-Term; K7] 1.202 1.275 1.015 2.829231262 20.65 0 1274.808409 2 637.9072266 -0.966643294 -0.000616142 58.90219146KVTELLR 4 188528689 2xTMT6plex [N-Term; K1] 1.066 1.239 2.509461164 5.53 1 1316.866592 3 439.6268921 -0.356414591 -0.00015645 44.5568171519924099 SYN1 synapsin-1 isoform Ia 6853 NP_008881.2 1.418439716 1 1 1 6 705 74.066 9.83 1.06 1 0.99 1.02 Significant 0.000462 SLKPDFVLIR 6 19924099 2xTMT6plex [N-Term; K3] 1.055 1.001 0.989 2.735984087 11.56 0 1646.040534 3 549.3518066 0.202189356 0.000110937 68.73183875902158 RNF113A RING finger protein 113A 7737 NP_008909.1 9.620991254 1 2 2 10 343 38.763 5.69 1.14 0.96 1.11 1.07 Significant 0.0027

AVDQVCTFLFK 8 5902158 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.135 0.957 1.113 3.439877033 57.47 0 1785.997349 2 893.5003662 -2.17966064 -0.001946434 78.72727166
ATGEGGASDLPEDPDEDAIPIT 2 5902158 1xTMT6plex [N-Term] 2.91026926 17.96 0 2399.129925 2 1200.067871 -0.608250718 -0.000729636 67.00472994

117553608 SLC39A7 zinc transporter SLC39A7 isoform 1 precursor 7922 NP_008910.2 7.249466951 1 5 5 12 469 50.087 6.87 1.4 1.43 0.86 1.23 Significant 0.0219
DGPVRPQNAEEEK 6 117553608 2xTMT6plex [N-Term; K13] 0.776 0.889 0.859 3.851649523 13.99 0 1927.028525 3 643.0133667 -1.545437603 -0.000992701 22.64406569QSSEEEEKETR 2 117553608 2xTMT6plex [N-Term; K8] 100 3.845201492 9.48 1 1809.923057 3 603.9790649 -0.229427312 -0.000138415 15.42877126EKQSSEEEEKETR 1 117553608 3xTMT6plex [N-Term; K2; K10] 1.959 2.472755432 2 2296.223545 4 574.8110962 -0.431101047 -0.000247476 16.71054904GGSTVPK 2 117553608 2xTMT6plex [N-Term; K7] 1.004 1.385726333 4.42 0 1103.68248 2 552.3444214 -0.828070191 -0.000456963 109.2206839DGPVRPQNAEEEKR 1 117553608 2xTMT6plex [N-Term; K13] 1.616 1.592712879 1 2083.129636 4 521.5379028 0.069865131 3.64E-05 18.95179814

11386183 WASF2 wiskott-Aldrich syndrome protein family member 2 isoform 1 10163 NP_008921.1 13.25301205 1 5 5 44 498 54.25 5.53 0.9 0.83 0.85 0.86 Significant 0.000585 DVVGNDVATILSR 12 11386183 1xTMT6plex [N-Term] 0.84 0.848 0.901 4.348869801 51.2 0 1587.890351 2 794.4480591 -0.950736892 -0.000754833 65.21033359YAEDIFGELFTQANTFASR 8 11386183 1xTMT6plex [N-Term] 0.889 1.077 1.259 5.646278858 47.73 0 2409.192406 3 803.7348633 -0.983527195 -0.000789835 109.4727304SELECVTNITLANVIR 14 11386183 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.002 0.902 0.839 5.864833355 52.92 0 2061.121156 3 687.7116699 -0.339307747 -0.000233118 85.98880923SSLPAVSDAR 4 11386183 1xTMT6plex [N-Term] 0.746 0.911 3.30836153 29.52 0 1231.684381 2 616.3452148 -0.997254263 -0.000614151 29.70058081SSTIQDQK 6 11386183 2xTMT6plex [N-Term; K8] 0.931 0.882 0.771 3.481019497 39.89 0 1364.778565 2 682.8920898 -1.217825765 -0.000831031 29.275823126857818 NPM3 nucleoplasmin-3 10360 NP_008924.1 44.94382022 1 4 4 35 178 19.331 4.63 1.49 1.31 1.44 1.41 Significant 0.00144 LSCQPMLSLDDFQLQPPVTFR 13 6857818 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 4.246 1.48 2.392 6.943823814 52.07 0 2721.394159 3 907.8010254 -2.071161983 -0.001878816 100.2001334VPAPVTMDSFFFGCELSGHTR 6 6857818 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.436 1.487 1.624 5.549125671 45.58 0 2584.252581 3 862.0888672 -0.205973481 -0.000177429 90.03427515NHDHQEIAVPVANLK 6 6857818 2xTMT6plex [N-Term; K15] 1.278 1.215 1.237 5.169213772 25.57 0 2143.202407 3 715.0728149 0.692713023 0.000494875 47.37239036
VEEEDDAEHVLALTMLCLTEGAK 10 6857818 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C17] 100 1.178 1.543 3.805087328 29.53 0 3031.536809 3 1011.184631 0.835065885 0.000843844 109.6213501

28373192 ADRM1 proteasomal ubiquitin receptor ADRM1 isoform 1 11047 NP_008933.2 26.53562654 1 11 11 80 407 42.127 5.07 1.12 1.12 1.1 1.11 Significant 0.0000359
TSGNVEDDLIIFPDDCEFKR 6 28373192 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C16] 1.623 1.54 2.165 5.588161945 47.03 1 2828.417681 3 943.4752808 -2.259742218 -0.002130498 73.15824064
TSGNVEDDLIIFPDDCEFK 8 28373192 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C16] 1.244 1.307 1.551 5.037887096 35.45 0 2672.31657 3 891.4443359 0.705377694 0.000628331 83.06545579SQSAAVTPSSTTSSTR 11 28373192 1xTMT6plex [N-Term] 1.098 0.966 5.448080063 75.52 0 1796.918751 2 898.9627686 -0.272761707 -0.000245065 17.17449706GLVYIQQTDDSLIHFCWK 2 28373192 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 1.255 4.57256937 37.75 0 2681.416165 3 894.4761353 -0.862256412 -0.000770689 92.79151041

TDQDEEHCR 6 28373192 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.169 1.158 1.091 4.768110752 49.92 0 1418.616772 3 473.543457 -0.672800624 -0.000318149 12.71433988LFFWMQEPK 14 28373192 2xTMT6plex [N-Term; K9] 1.112 0.985 1.063 4.009710312 38.98 0 1683.933292 2 842.4712524 1.150047227 0.000968301 96.45371009GDVEAFAK 6 28373192 2xTMT6plex [N-Term; K8] 0.975 0.946 1.069 3.302569389 33.81 0 1294.740723 2 647.8733521 -1.000716525 -0.000647834 41.2349253AMQNNAKPEQK 4 28373192 3xTMT6plex [N-Term; K7; K11] 0.985 1.304 0.985 2.593081474 0 1946.109642 3 654.7063599 -0.015498744 -1.01E-05 20.72912925GTTVTPDKR 6 28373192 2xTMT6plex [N-Term; K8] 1.259 1.183 1.199 4.001449108 17.9 1 1432.852399 3 478.2887878 -0.410715444 -0.000196165 20.51162775GTTVTPDK 8 28373192 2xTMT6plex [N-Term; K8] 0.819 1.104 0.762 2.475928545 20.76 0 1276.751288 2 638.8778687 -2.214311698 -0.001413563 23.56933475
AMQNNAKPEQK 4 28373192 3xTMT6plex [N-Term; K7; K11]; 1xOxidation [M2] 1.108 1.334 1.201 2.024351835 10.48 0 1962.104557 3 654.7063599 -0.015498744 -1.01E-05 20.72912925

VPQCPSGR 5 28373192 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.477 1.342 1.257 2.16577363 18.07 0 1129.598544 2 565.3023682 -0.959608067 -0.000541986 18.47632241
5901926 NUDT21 cleavage and polyadenylation specificity factor subunit 5 11051 NP_008937.1 42.73127753 1 11 11 83 227 26.211 8.82 1.28 1.32 1.37 1.32 Significant 0.000387

TVEGVLIVHEHR 12 5901926 1xTMT6plex [N-Term] 1.221 1.201 1.281 4.88401413 47.39 0 1617.927405 3 539.9805908 -0.115122014 -6.21E-05 37.42336318TINLYPLTNYTFGTK 4 5901926 2xTMT6plex [N-Term; K15] 1.544 1.286 4.455806255 44.88 0 2204.236727 3 735.416687 -0.553014487 -0.000406325 89.40785964KLFLVQLQEK 6 5901926 3xTMT6plex [N-Term; K1; K10] 1.443 1.528 1.542 5.580126286 24.44 1 1933.245331 3 645.0858154 -1.260885465 -0.000812534 74.75621078LFLVQLQEK 8 5901926 2xTMT6plex [N-Term; K9] 1.341 1.24 3.535311699 48.4 0 1575.987436 2 788.4979248 0.721648758 0.000568655 81.99433945LPGGELNPGEDEVEGLK 3 5901926 2xTMT6plex [N-Term; K17] 1.176 0.901 2.407835484 34.44 0 2211.190899 2 1106.099121 0.030254059 3.34E-05 64.73012993LPGGELNPGEDEVEGLKR 4 5901926 2xTMT6plex [N-Term; K17] 1.598 1.706 4.763790607 12.67 1 2367.29201 3 789.7687988 -0.070289438 -5.55E-05 57.04925154YIQQTKPLTLER 6 5901926 2xTMT6plex [N-Term; K6] 1.74 1.582 1.546 3.705049753 13.5 0 1948.163168 3 650.0586548 -0.901821038 -0.000585632 48.53920567LMTEILGR 12 5901926 1xTMT6plex [N-Term] 1.284 1.296 1.46 3.116265059 24.95 0 1161.686296 2 581.3467407 -0.078252354 -4.55E-05 65.20430094GVTQFGNK 4 5901926 2xTMT6plex [N-Term; K8] 1.135 1.125 2.533488035 20.42 0 1308.767607 2 654.8876343 0.294417959 0.000192662 35.78232932ALFAVPK 16 5901926 2xTMT6plex [N-Term; K7] 1.14 1.327 1.313 2.90485096 29.71 0 1203.786551 2 602.3969116 -0.003836072 -2.31E-06 61.2875105DSSVAAR 6 5901926 1xTMT6plex [N-Term] 1.427 1.381 1.821 2.651101351 25.49 0 934.5155253 2 467.7612 -0.43016691 -0.000200999 14.89336523LMTEILGR 2 5901926 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.249 2.265265703 18.82 0 1177.681211 2 581.3467407 -0.078252354 -4.55E-05 65.20430094
612407837 DDX52 probable ATP-dependent RNA helicase DDX52 isoform 1 11056 NP_008941.3 28.5475793 1 11 12 69 599 67.424 9.67 1.27 1.33 1.37 1.32 Significant 0.000482

SVANVIQQAGCPVPEYIK 6 612407837 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 1.491 1.588 1.206 6.05314827 51.96 0 2431.341937 3 811.1182861 -0.67120611 -0.000543977 72.22229513
ELFHELIYEGINVDVIHAER 4 612407837 1xTMT6plex [N-Term] 1.481 1.399 7.662081718 59.77 0 2625.387417 4 657.1021729 -0.211737798 -0.000138973 86.47574503KYDFDSSEVLQGLDFFGNK 12 612407837 3xTMT6plex [N-Term; K1; K19] 1.116 1.145 1.327 5.533057213 31.83 1 2896.533586 4 724.888855 0.001467918 1.06E-06 95.50440398

DQLASIFLACTSHK 2 612407837 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 1.77 4.62912941 22.94 0 2049.120317 3 683.7124634 1.229652889 0.000839902 74.86382185
IHVQGTDLPDPIATFQQLDQEYK 10 612407837 2xTMT6plex [N-Term; K23] 1.292 1.131 1.225 6.36547184 28.81 0 3114.651185 3 1038.883667 -4.731757285 -0.004912591 91.86019637NSAVETVEQELLFVGSETGK 2 612407837 2xTMT6plex [N-Term; K20] 1.23 4.771705627 23.8 0 2595.391783 3 865.8018188 -0.338991992 -0.000293272 102.4128552GFNPPVLVFVQSIER 4 612407837 1xTMT6plex [N-Term] 1.644 1.009 3.90269351 44.22 0 1931.095199 3 644.3695679 -0.543006227 -0.000349532 107.7904691KGFNPPVLVFVQSIER 5 612407837 2xTMT6plex [N-Term; K1] 0.966 1.342 1.471 3.843454361 6.58 1 2288.353094 3 763.453186 -3.534884784 -0.002696355 98.80137706KFDILVTTPNR 6 612407837 2xTMT6plex [N-Term; K1] 1.573 1.56 1.701 4.169723988 17.05 1 1762.062726 3 588.0255127 -0.420498119 -0.000246981 67.44311221ESISTTPK 6 612407837 2xTMT6plex [N-Term; K8] 1.309 1.264 1.212 3.264123917 31.59 0 1320.777503 2 660.8927612 0.562782858 0.000371655 26.86787332AITFFTEDDKPLLR 6 612407837 2xTMT6plex [N-Term; K10] 1.068 1.641 1.412 3.934756041 4.67 0 2124.210512 3 708.7415161 -0.243361076 -0.000172317 77.68471613ALIISPTR 12 612407837 1xTMT6plex [N-Term] 1.054 0.89 1.274 2.611958981 23.08 0 1099.70366 2 550.3548584 -1.109565394 -0.000610097 44.350844655902022 TMEM115 transmembrane protein 115 11070 NP_008955.1 14.24501425 1 3 3 12 351 38.172 8.16 0.99 1.04 0.98 1 Significant 0.000342 GAAPESSLITFEAAPPTL 4 5902022 1xTMT6plex [N-Term] 100 0.619 3.85867095 55.04 0 2001.074189 2 1001.04126 0.52686265 0.000527146 85.13590068YDVGAPSSITISLPGTDPQDAER 2 5902022 1xTMT6plex [N-Term] 0.873 4.421602249 14.61 0 2618.314706 3 873.440918 -2.484504149 -0.002168405 70.67114638VDSPLPSDK 6 5902022 2xTMT6plex [N-Term; K9] 0.972 1.072 0.979 3.175581217 19.51 0 1415.814616 2 708.4106445 -0.426494749 -0.000301919 40.78634881116812591 RER1 protein RER1 11079 NP_008964.3 14.79591837 1 3 3 12 196 22.943 9.54 1.24 1.25 1.21 1.23 Significant 0.0000949 LGQIYQSWLDK 2 116812591 2xTMT6plex [N-Term; K11] 0.583 2.263357162 18.74 0 1809.031091 2 905.019104 -0.088391066 -8.00E-05 83.80188921YIPFTHGK 8 116812591 2xTMT6plex [N-Term; K8] 1.242 1.32 1.233 3.400310993 25.48 0 1420.835292 3 474.2832031 -0.166187454 -7.87E-05 46.80699729QNEEFRPFIR 2 116812591 1xTMT6plex [N-Term] 1.128 2.703510046 1.09 0 1564.843342 3 522.2865601 1.140935795 0.000595129 42.4491821321536326 HNRNPUL1 heterogeneous nuclear ribonucleoprotein U-like protein 1 isoform a 11100 NP_008971.2 30.95794393 1 24 24 162 856 95.679 6.92 1.32 1.4 1.39 1.37 Significant 0.000337

YNILGTNAIMDK 12 21536326 2xTMT6plex [N-Term; K12] 1.371 1.284 1.355 4.432796001 64.75 0 1811.013727 2 906.0099487 -0.610602253 -0.000552905 69.25596027
SKAECEILMMVGLPAAGK 10 21536326 3xTMT6plex [N-Term; K2; K18]; 1xCarbamidomethyl [C5] 1.503 1.562 1.485 5.201684475 28.93 1 2592.453033 4 648.8674927 -1.887192097 -0.001223114 92.13940157

IGWSLDSCSTQLGEEPFSYGYGGTGK 8 21536326 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C8] 0.891 1.452 1.687 6.327923775 56.18 0 3254.571615 3 1085.528442 -0.258372426 -0.000280297 82.59993266
WDVLIQQATQCLNR 26 21536326 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.808 1.836 1.662 4.060047626 48.1 0 1974.042846 2 987.5269775 1.941385483 0.001916189 89.18651863EALGGQALYPHVLVK 12 21536326 2xTMT6plex [N-Term; K15] 1.392 1.489 1.441 5.158774376 51.42 0 2053.221017 3 685.0762939 -3.257624974 -0.002229541 63.08947193NYILDQTNVYGSAQR 6 21536326 1xTMT6plex [N-Term] 1.331 4.392104149 44.99 0 1971.01332 2 986.0106201 0.326681899 0.000321947 49.98009912HLPSTEPDPHVVR 10 21536326 1xTMT6plex [N-Term] 1.427 1.239 1.174 5.180695534 44.08 0 1712.928134 3 571.6470337 -0.925827389 -0.000528625 27.09949738NCAVEFNFGQR 4 21536326 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.707 1.266 4.321274757 52.63 0 1570.763377 2 785.885376 0.062621224 4.92E-05 48.73463537RPLEMEQQQAYRPEMK 6 21536326 2xTMT6plex [N-Term; K16] 1.277 0.869 0.972 6.325746059 11.32 0 2492.315404 4 623.8330688 -1.989687728 -0.001239732 40.41531007QENESGYER 2 21536326 1xTMT6plex [N-Term] 0.783 3.891396284 42.02 0 1340.627989 2 670.8175659 -0.099508636 -6.67E-05 15.41972832AIVICPTDEDLKDR 6 21536326 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.34 1.357 1.311 5.439894199 15.82 1 2103.152011 3 701.7219849 -0.28995534 -0.000203273 52.45172718SGGGGYSQNR 6 21536326 1xTMT6plex [N-Term] 0.62 0.927 100 3.257536411 45.41 0 1211.596629 2 606.302002 0.08111301 4.91E-05 13.89929239INEEISVK 6 21536326 2xTMT6plex [N-Term; K8] 1.172 1.347 1.283 3.134291887 47.93 0 1389.835352 2 695.4207153 -0.86175383 -0.000598848 47.27709868KAGPPPEK 2 21536326 3xTMT6plex [N-Term; K1; K8] 0.733 3.021985531 4.38 1 1510.956025 3 504.3236084 0.163370282 8.23E-05 25.97670202TDEEGKDVPDHAVLEMK 3 21536326 3xTMT6plex [N-Term; K6; K17] 1.345 1.25 3.515347719 0.44 1 2600.384479 4 650.8518066 0.352975688 0.000229468 45.89831767QGAPTSFLPPEASQLKPDR 3 21536326 2xTMT6plex [N-Term; K16] 0.792 1.215 3.876491785 3.06 0 2497.381493 3 833.131958 -0.069094995 -5.75E-05 59.33840483

RTDEEGKDVPDHAVLEMK 8 21536326 3xTMT6plex [N-Term; K7; K18]; 1xOxidation [M17] 1.261 1.207 1.375 4.353729725 9.09 2 2772.480505 4 693.8738403 -2.515192393 -0.00174333 33.96532529MRPFEGFQR 6 21536326 1xTMT6plex [N-Term] 1.043 1.21 4.103044987 20.17 0 1396.735705 3 466.250061 -0.054143766 -2.52E-05 49.77687211LIQIAAR 6 21536326 1xTMT6plex [N-Term] 1.508 1.708 1.776 2.622991085 32.32 0 1013.666881 2 507.3372498 0.337291989 0.000170951 46.32295987QYNEEGR 4 21536326 1xTMT6plex [N-Term] 1.791 0.936 2.572009325 17.53 0 1124.553367 2 562.7801514 -0.303360992 -0.000170573 15.01787845HAASNPSK 2 21536326 2xTMT6plex [N-Term; K8] 0.845 2.467684507 0.95 0 1269.731555 3 423.9153442 -0.059851357 -2.53E-05 15.51006032FENYGDK 6 21536326 2xTMT6plex [N-Term; K7] 1.244 1.167 1.275 2.790034294 22.29 0 1330.704338 2 665.855957 0.225303617 0.000149906 35.73782667AGPPPEK 2 21536326 2xTMT6plex [N-Term; K7] 0.839 2.392675638 27.65 0 1153.69813 2 577.3521729 -0.919700611 -0.000530528 23.04464842AGPPPEKR 6 21536326 2xTMT6plex [N-Term; K7] 1.579 1.519 1.539 3.124415398 5.69 1 1309.799241 3 437.2712097 -0.126125901 -5.51E-05 19.6983203750345875 ATE1 arginyl-tRNA--protein transferase 1 isoform 2 11101 NP_008972.2 5.598455598 1 2 2 12 518 58.994 7.02 1.05 1.07 0.83 0.98 Significant 0.00606 SLEDLIFESLPENASHK 6 50345875 2xTMT6plex [N-Term; K17] 1.012 1.102 0.965 5.285843372 38.88 0 2387.285862 3 796.4337158 0.306867707 0.000244194 92.1877145FNQDPEAVDEDR 6 50345875 1xTMT6plex [N-Term] 1.182 0.945 0.624 3.00455904 30.6 0 1663.776109 2 832.3918457 0.183640244 0.000152768 30.991775735902066 RPP14 ribonuclease P protein subunit p14 11102 NP_008973.1 19.35483871 1 2 2 8 124 13.684 7.75 1.1 0.91 0.9 0.97 Significant 0.00447 VIQVSPFLLALSGNSR 2 5902066 1xTMT6plex [N-Term] 2.746391296 14.51 0 1930.132313 3 644.0507813 2.838038597 0.00182593 102.1243502QLLISAVK 6 5902066 2xTMT6plex [N-Term; K8] 1.097 0.906 0.901 3.232612133 44.53 0 1329.886993 2 665.4468994 -0.354354827 -0.000235626 63.57530726
117676403 KRR1 KRR1 small subunit processome component homolog 11103 NP_008974.5 24.40944882 1 11 11 79 381 43.638 9.77 1.12 1.21 1.22 1.18 Significant 0.000721

KLGALTAEEIALK 4 117676403 3xTMT6plex [N-Term; K1; K13] 1.202 1.09 4.881581306 35.39 1 2044.298488 3 682.1055298 1.735458637 0.001182598 68.93193463GLLEESSFATLFPK 30 117676403 2xTMT6plex [N-Term; K14] 1.274 1.412 1.329 4.244700909 81.22 0 1997.13595 2 999.0720215 0.408674607 0.000408089 95.04589665SVSFEQAVR 8 117676403 1xTMT6plex [N-Term] 1.235 1.834 1.543 3.548563957 40.77 0 1251.689467 2 626.3485107 0.222175214 0.000139047 49.91064914NIHPIYNIK 6 117676403 2xTMT6plex [N-Term; K9] 1.459 1.357 1.298 3.461982965 26 0 1569.951719 3 523.9884644 -0.559943075 -0.000293028 45.81741488
ECWPLVQK 6 117676403 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.185 1.702 1.678 3.031633377 29.71 0 1517.855042 2 759.4303589 -1.05445943 -0.000800258 59.09191558
EKPIVKPK 2 117676403 4xTMT6plex [N-Term; K2; K6; K8] 1.417 2.287625551 1.93 0 1855.255057 4 464.5686951 -1.135270622 -0.000526554 47.49228518KTFDPYIIIR 4 117676403 2xTMT6plex [N-Term; K1] 0.938 1.008 1.003 2.734205484 6.83 1 1724.051099 3 575.3543091 -1.580303454 -0.000908175 68.25887371TFDPYIIIR 6 117676403 1xTMT6plex [N-Term] 1.104 1.219 1.201 2.78159523 16.94 0 1366.793204 2 683.8982544 -2.905626782 -0.001985695 73.96422498EASTETK 6 117676403 2xTMT6plex [N-Term; K7] 1.156 1.08 1.368 2.621273994 23.37 0 1223.688353 2 612.34729 -0.857850671 -0.000524871 18.07486514KVVLDTMK 2 117676403 3xTMT6plex [N-Term; K1; K8] 1.236 3.048470497 12.52 1 1621.032561 3 541.015625 -0.147480073 -7.97E-05 51.32922467IDVASIK 5 117676403 2xTMT6plex [N-Term; K7] 0.969 0.898 0.902 2.234707832 17.01 0 1203.771295 2 602.3894653 0.298232782 0.000179502 53.488717455901948 FAF1 FAS-associated factor 1 11124 NP_008982.1 21.69230769 1 12 12 60 650 73.908 4.88 1.1 1.04 1.04 1.06 Significant 0.000356 LFPQETLFLEAK 8 5901948 2xTMT6plex [N-Term; K12] 1.141 1.051 0.998 4.234793663 34.61 0 1894.109007 3 632.0408936 -0.464495937 -0.000293269 92.45748987SSNEVLNVIQGNTTVDELMMR 4 5901948 1xTMT6plex [N-Term] 0.808 1.328 6.221347809 62.32 0 2579.300653 3 860.4385986 0.228778462 0.000196696 88.58530157LMAAMEIFTAQQQEDIKDEDER 8 5901948 2xTMT6plex [N-Term; K17] 1.405 1.038 2.97 4.981163502 25.14 1 3069.527307 4 768.1347656 -3.282026512 -0.002518567 89.56893027TGDVEDSTVLK 4 5901948 2xTMT6plex [N-Term; K11] 0.986 1.309 3.841300011 55.13 0 1621.904888 2 811.4553223 -0.93703938 -0.000759894 41.69423221QILENELQIPVSK 6 5901948 2xTMT6plex [N-Term; K13] 0.888 0.788 1.081 3.759660482 44.91 0 1969.173398 3 657.0613403 -1.996037479 -0.001310181 73.51265854NVYDLTSIPVR 4 5901948 1xTMT6plex [N-Term] 1.118 1.437 4.193082333 35.27 0 1505.852509 2 753.430481 0.780995519 0.000588032 62.1293345LQIVFDFVASK 6 5901948 2xTMT6plex [N-Term; K11] 1.344 0.689 3.33416605 52.62 0 1725.035114 2 863.0172729 -4.547624276 -0.003922406 111.5777013EENAEPVSK 4 5901948 2xTMT6plex [N-Term; K9] 1.232 3.438672543 24.61 0 1460.799694 2 730.9033813 -0.142644257 -0.000104187 22.93638115GFPWDEYK 4 5901948 2xTMT6plex [N-Term; K8] 1.34 1.198 2.858467102 27.45 0 1499.793487 2 750.3973389 -4.057789074 -0.003042923 64.57035359LSLEADR 6 5901948 1xTMT6plex [N-Term] 0.995 0.996 0.802 2.574447393 19.78 0 1032.58869 2 516.7982788 0.572170888 0.000295409 33.74529065LLSTFPR 2 5901948 1xTMT6plex [N-Term] 1.32 2.508648396 18.15 0 1062.650897 2 531.8283081 -1.465174563 -0.000778485 56.28075603TPSGEFLER 4 5901948 1xTMT6plex [N-Term] 0.905 1.099 2.690172672 9.88 0 1264.673482 2 632.8397217 -1.040269005 -0.0006578 35.952110139725938 POLR3A DNA-directed RNA polymerase III subunit RPC1 11128 NP_008986.2 7.122302158 1 5 6 21 1390 155.542 8.48 1.28 0.94 1.15 1.12 Significant 0.00769

GSFINISQMIACVGQQAISGSR 2 39725938 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.355 6.162256241 48.73 0 2553.311492 3 851.7770996 2.057394149 0.001751056 108.285614
LQQQPGCTAEETLEALILK 6 39725938 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C7] 1.174 1.232 1.165 3.770867586 33.4 0 2600.43696 3 867.4833984 -0.506633124 -0.000439156 102.4791655

EGLVDTAVK 4 39725938 2xTMT6plex [N-Term; K9] 1.1 1.207 4.036774635 52.22 0 1389.835352 2 695.421814 0.719200074 0.000499785 45.5827982
LLVPPLCIRPSVVSDLK 6 39725938 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C7] 1.405 1.216 1.245 3.045871496 5.34 0 2364.44528 3 788.8200073 0.079812655 6.29E-05 96.66680201

AISTPIITAQLDKDDDADYAR 2 39725938 2xTMT6plex [N-Term; K13] 0.886 4.83070755 28.58 1 2750.46126 3 917.4901123 -1.990908222 -0.001825305 64.63330993AVIHIDEQSGK 1 39725938 2xTMT6plex [N-Term; K11] 0.713 2.489011765 0 1654.952841 3 552.3226318 0.302889484 0.000167089 37.17039581
5902034 PWP1 periodic tryptophan protein 1 homolog isoform 1 11137 NP_008993.1 11.37724551 1 5 5 20 501 55.793 4.77 1.37 1.2 1.2 1.26 Significant 0.00203 IWDILGDRPSLVHSR 4 5902034 1xTMT6plex [N-Term] 1.281 1.562 4.694336414 28.36 0 1993.11806 4 499.0353394 0.736495196 0.00036698 78.17707881EDFLIKPSDNLIVCGR 6 5902034 2xTMT6plex [N-Term; K6]; 1xCarbamidomethyl [C14] 1.315 1.199 1.197 4.462567806 17.81 0 2334.289173 3 778.7666626 -1.601655474 -0.001246242 75.72288247EPLEDGDPEDDR 2 5902034 1xTMT6plex [N-Term] 1.311 3.380202293 44.78 0 1615.72849 2 808.3676758 -0.257089915 -0.000207694 23.84748455LVLGSAR 4 5902034 1xTMT6plex [N-Term] 1.728 1.074 2.526388407 24.1 0 944.6090318 2 472.8078613 -0.620091202 -0.000292872 37.41897701DTEQYER 4 5902034 1xTMT6plex [N-Term] 1.536 1.109 2.683304787 20.72 0 1169.563598 2 585.2851563 -0.480238955 -0.000280835 15.642527955901922 CDC37 hsp90 co-chaperone Cdc37 11140 NP_008996.1 41.00529101 1 16 16 154 378 44.44 5.25 1.02 1.05 1.05 1.04 Significant 0.0000924 SMPWNVDTLSK 8 5901922 2xTMT6plex [N-Term; K11] 0.915 1.049 4.561196327 38.78 0 1735.945313 3 579.3195801 -0.648520214 -0.000375265 67.65745584QYMEGFNDELEAFK 14 5901922 2xTMT6plex [N-Term; K14] 0.932 0.905 0.954 4.323738575 48.88 0 2179.078177 2 1090.041504 -1.122501031 -0.001223009 78.83167721LGPGGLDPVEVYESLPEELQK 20 5901922 2xTMT6plex [N-Term; K21] 0.955 0.888 0.897 5.331852436 43 0 2727.485683 3 909.8334351 0.025098493 2.28E-05 98.98077936DVQMLQDAISK 22 5901922 2xTMT6plex [N-Term; K11] 0.959 1.005 0.887 5.103327751 72.82 0 1705.955877 2 853.4806519 -1.084640633 -0.000925175 65.12303652EGEEAGPGDPLLEAVPK 14 5901922 2xTMT6plex [N-Term; K17] 1.038 1.021 0.975 4.199242115 38.69 0 2166.169435 2 1083.587402 -0.880315487 -0.000953456 71.03676239LKELEVAEGGK 6 5901922 3xTMT6plex [N-Term; K2; K11] 1.173 1.27 1.196 4.875207424 20.91 1 1860.140925 3 620.7174072 -1.750770745 -0.00108556 54.93760228LQAEAQQLR 6 5901922 1xTMT6plex [N-Term] 1.138 0.871 3.585085154 65.62 0 1285.742565 2 643.3745728 -0.541369794 -0.000348031 34.78159594TEEDSEEVR 12 5901922 1xTMT6plex [N-Term] 0.706 1.029 0.64 4.137939453 52.75 0 1322.62732 2 661.8167725 -0.795067597 -0.000525789 15.76391862CIDSGLWVPNSK 6 5901922 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C1] 1.129 1.075 1.602 3.051485062 21.74 0 1833.993326 2 917.4978638 -2.65810724 -0.002437475 61.87893484

ELEVAEGGK 6 5901922 2xTMT6plex [N-Term; K9] 0.994 1.059 1.024 3.374338388 44.46 0 1389.798966 2 695.4020386 -1.558276855 -0.001082846 37.05976385AMKEYEEEER 8 5901922 2xTMT6plex [N-Term; K3] 1.858 1.231 1.447 3.539375305 9.15 1 1771.893671 3 591.3034058 1.124771305 0.000664325 33.37635986EYEEEER 12 5901922 1xTMT6plex [N-Term] 0.715 0.768 0.705 2.927821875 32.82 0 1212.558178 2 606.782959 0.382306399 0.000231784 99.48510776SMVNTKPEKTEEDSEEVR 3 5901922 3xTMT6plex [N-Term; K6; K9] 1.648 1.774 1.673 4.129237652 1 2795.469999 4 699.6221313 -1.181801048 -0.000825922 30.94669256MDPTDAK 8 5901922 2xTMT6plex [N-Term; K7] 1.054 0.976 1.105 2.761697054 31.12 0 1235.670595 2 618.3384399 -0.80234748 -0.000495719 26.54461764
KVAECQR 2 5901922 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 1.189 2.171849489 2.4 1 1348.777126 3 450.2645264 1.408766153 0.000633371 18.31841911
EKEELDR 7 5901922 2xTMT6plex [N-Term; K2] 1.121 1.131 1.039 2.638684273 10.89 1 1376.778565 2 688.8927612 -0.231910251 -0.000159645 20.696266455901998 LSM6 U6 snRNA-associated Sm-like protein LSm6 11157 NP_009011.1 56.25 1 5 5 40 80 9.122 9.58 1.23 1.23 1.36 1.27 Significant 0.00116 GNNVLYISTQK 14 5901998 2xTMT6plex [N-Term; K11] 1.157 1.194 1.173 4.05659914 54.81 0 1694.984141 2 847.994812 -1.058243861 -0.000896853 50.47486198KQTPSDFLK 12 5901998 3xTMT6plex [N-Term; K1; K9] 1.437 1.356 1.509 4.280965805 33.43 1 1751.067032 3 584.3607178 0.324425223 0.000189363 45.57697379LNSGVDYR 6 5901998 1xTMT6plex [N-Term] 1.371 1.422 0.954 2.759143353 24.95 0 1152.621053 2 576.8134155 -1.300050271 -0.000749233 26.90066325QIIGRPVVVK 2 5901998 2xTMT6plex [N-Term; K10] 1.75 2.918381691 4.7 0 1567.045954 3 523.0194092 -1.454546328 -0.00075978 46.04812418YGDAFIR 6 5901998 1xTMT6plex [N-Term] 1.12 1.06 0.976 3.234986305 28.29 0 1070.583211 2 535.7947388 -0.943411897 -0.000505 39.08355897
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5901892 WDHD1 WD repeat and HMG-box DNA-binding protein 1 isoform 1 11169 NP_009017.1 1.948627104 1 1 1 6 1129 125.888 5.62 1.44 1.08 1.81 1.44 Significant 0.0207
ISYTDAEGNLGLLENVCDPSGK 6 5901892 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C17] 1.443 1.078 1.808 5.428822517 68.49 0 2810.428245 3 937.4797974 -1.21203954 -0.00113545 76.57943769

6005993 CLTA clathrin light chain A isoform b 1211 NP_009027.1 21.77419355 1 6 7 53 248 27.06 4.51 1.18 1.08 1.11 1.12 Significant 0.000695 LEALDANSR 8 6005993 1xTMT6plex [N-Term] 0.721 0.883 2.952696323 31.23 0 1217.668731 2 609.3370361 -1.589647763 -0.000967832 33.65536561LQSEPESIR 4 6005993 1xTMT6plex [N-Term] 1.105 1.456 3.843860626 27.11 0 1287.710596 2 644.3579102 -1.593834442 -0.001026199 28.54209104ELEEWYAR 10 6005993 1xTMT6plex [N-Term] 1.215 1.017 1.259 3.483887196 42.66 0 1324.673482 2 662.8408203 0.665571563 0.000440833 48.28253523SVIISIK 12 6005993 2xTMT6plex [N-Term; K7] 1.007 1.092 1.088 2.66471386 29.38 0 1217.823331 2 609.4154053 0.166942831 0.000101653 62.86045298KQEAEWK 9 6005993 3xTMT6plex [N-Term; K1; K7] 1.207 1.256 1.206 3.574326992 12.64 1 1605.956753 3 535.9906616 0.422354637 0.000226094 41.37454331QDEQLQK 4 6005993 2xTMT6plex [N-Term; K7] 2.022 3.341789961 30.68 0 1346.768 2 673.8856812 -2.906800066 -0.001957393 106.0403458
LCDFNPK 12 6005993 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.273 1.319 1.198 3.347580433 29.07 0 1351.744429 2 676.3756104 -0.358475215 -0.000242283 50.08713284

6005717 ATP5I ATP synthase subunit e, mitochondrial 521 NP_009031.1 42.02898551 1 4 4 42 69 7.928 9.35 0.92 0.91 0.79 0.87 Significant 0.00228 VPPVQVSPLIK 6 6005717 2xTMT6plex [N-Term; K11] 1.226 1.234 2.241 39.43 0 1635.060935 3 545.6916504 -0.328445328 -0.000179009 73.02414108MVPPVQVSPLIK 18 6005717 2xTMT6plex [N-Term; K12] 0.82 0.806 0.749 4.301712036 52.52 0 1766.10142 3 589.371582 -0.694567275 -0.000408892 81.32109802ELAEDDSILK 12 6005717 2xTMT6plex [N-Term; K10] 0.957 0.872 0.875 3.95549202 60.04 0 1590.899074 2 795.9546509 1.85496859 0.001475534 113.3417449YNYLKPR 6 6005717 2xTMT6plex [N-Term; K5] 0.997 0.863 1.382 2.894447327 2.92 0 1411.846191 3 471.2863159 -1.272642944 -0.000598925 34.19105471
20149568 NDUFV1 NADH dehydrogenase [ubiquinone] flavoprotein 1, mitochondrial isoform 1 precursor 4723 NP_009034.2 41.1637931 1 12 12 63 464 50.785 8.21 1.26 1.19 1.15 1.2 Significant 0.000717

HAGGVTGGWDNLLAVIPGGSSTPLIPK 12 20149568 2xTMT6plex [N-Term; K27] 1.28 1.06 1.178 5.783855915 36.04 0 3072.724625 3 1024.911499 -1.523553282 -0.001560487 101.2493016
LKPPFPADVGVFGCPTTVANVETVAVSPTICR 4 20149568 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C14; C31] 1.094 6.343016148 24.9 0 3858.069808 4 965.2717896 -1.161105708 -0.001119907 97.86067286

QIEGHTICALGDGAAWPVQGLIR 6 20149568 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.148 1.129 1.244 6.853143215 25.92 0 2691.42382 3 897.8117676 -1.140855484 -0.001023509 81.02341154
GAGAYICGEETALIESIEGK 6 20149568 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C7] 1.2 1.061 5.138977051 40.57 0 2526.316176 3 842.7734985 -4.050702216 -0.003411118 96.84277322

NACGSGYDFDVFVVR 6 20149568 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.486 1.242 1.303 4.246177197 34.93 0 1934.926813 2 967.9686279 1.636211433 0.001582975 70.01685811GEFYNEASNLQVAIR 2 20149568 1xTMT6plex [N-Term] 0.697 1.880083323 22.91 0 1940.007506 2 970.5043945 -3.089497067 -0.002996824 62.87767096EAYEAGLIGK 8 20149568 2xTMT6plex [N-Term; K10] 1.136 1.248 1.202 4.37850666 50.69 0 1508.872465 2 754.9406128 0.983168539 0.000741738 50.88032562GPDWILGEIK 8 20149568 2xTMT6plex [N-Term; K10] 1.162 1.141 0.989 3.819441557 47.93 0 1585.9354 2 793.4714355 0.122560951 9.72E-05 82.6231399LLEGCLVGGR 2 20149568 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.105 3.348119736 45.23 0 1302.740122 2 651.8742065 0.778371618 0.000507008 54.13860653GGTWFAGFGR 4 20149568 1xTMT6plex [N-Term] 1.031 0.618 2.797975302 12.86 0 1284.668672 2 642.8375854 -0.605246769 -0.000388771 59.05212676TKEILLK 4 20149568 3xTMT6plex [N-Term; K2; K7] 1.442 1.93 2.641982079 11.88 1 1532.039026 3 511.3513794 0.364549195 0.000186168 53.0065834KTSFGSLKDEDR 1 20149568 3xTMT6plex [N-Term; K1; K8] 1.62 1.71475637 2 2070.17983 4 518.3006592 0.472011531 0.000244287 35.7788751915431288 RPL10A 60S ribosomal protein L10a 4736 NP_009035.3 61.29032258 1 15 15 198 217 24.816 9.94 1.13 1.11 1.09 1.11 Significant 0.000108 AVDIPHMDIEALK 24 15431288 2xTMT6plex [N-Term; K13] 0.942 0.936 0.938 4.322158813 70.81 0 1910.082141 2 955.543396 -1.374363833 -0.001312574 71.10257943AVDIPHMDIEALKK 16 15431288 3xTMT6plex [N-Term; K13; K14] 1.299 1.152 1.207 5.005827904 24.57 1 2267.340035 4 567.5904541 -0.021590828 -1.22E-05 71.23120343KYDAFLASESLIK 33 15431288 3xTMT6plex [N-Term; K1; K13] 1.131 1.138 1.118 5.657296658 40.44 1 2172.288318 2 1086.647583 -0.197079905 -0.000214057 71.3179343YDAFLASESLIK 12 15431288 2xTMT6plex [N-Term; K12] 1.084 1.112 1.028 5.152253628 74.33 0 1815.030423 2 908.0199585 1.221920118 0.001108911 80.39421449
KVLCLAVAVGHVK 6 15431288 3xTMT6plex [N-Term; K1; K13]; 1xCarbamidomethyl [C4] 2.827 2.882 2.802 6.261685848 27.93 1 2081.323598 4 521.0853271 -1.979171453 -0.001029824 69.34570576
VLCLAVAVGHVK 4 15431288 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 1.284 1.441 5.018126011 37.03 0 1724.065703 3 575.3587036 -2.404467619 -0.00138182 81.00547171

MTDDELVYNIHLAVNFLVSLLKK 4 15431288 3xTMT6plex [N-Term; K22; K23] 3.83 2.423470974 23.95 1 3362.936481 4 841.4875488 -2.413330595 -0.002028969 113.9248778FPSLLTHNENMVAK 22 15431288 2xTMT6plex [N-Term; K14] 1.009 1.066 0.693 6.213144779 57.32 0 2059.141052 3 687.0518188 -0.072378253 -4.97E-05 72.18096903
FSVCVLGDQQHCDEAK 16 15431288 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C4; C12] 1.282 1.038 1.28 5.658749104 44.5 0 2351.152422 3 784.3887939 -0.25243113 -0.000197835 55.76722678

AVDIPHMDIEALK 8 15431288 2xTMT6plex [N-Term; K13]; 1xOxidation [M7] 0.898 0.947 0.897 3.272945642 46.1 0 1926.077056 2 955.543396 -1.374363833 -0.001312574 71.10257943AGKFPSLLTHNENMVAK 7 15431288 3xTMT6plex [N-Term; K3; K17] 1.958 2.03 2.127 6.410300732 23.57 1 2544.457525 4 636.8693848 -0.713530284 -0.000453887 60.57313829FPSLLTHNENMVAK 8 15431288 2xTMT6plex [N-Term; K14]; 1xOxidation [M11] 0.925 0.989 1.035 4.847472668 42.84 0 2075.135967 3 687.0518188 -0.072378253 -4.97E-05 72.18096903KFLETVELQISLK 4 15431288 3xTMT6plex [N-Term; K1; K13] 0.947 3.145302057 9.16 1 2235.393117 3 745.8034058 1.139457368 0.000849045 91.33372446FLETVELQISLK 2 15431288 2xTMT6plex [N-Term; K12] 1.021 2.542058229 17.62 0 1878.135222 3 626.7176514 1.69258929 0.001059637 97.82025287DTLYEAVR 12 15431288 1xTMT6plex [N-Term] 1.02 1.133 1.078 2.946521044 47.37 0 1195.652019 2 598.329834 0.311711722 0.000186349 36.77337032STMGKPQR 8 15431288 2xTMT6plex [N-Term; K5] 1.481 1.406 1.282 3.104973078 9.02 0 1362.792775 2 681.899231 -1.166865547 -0.000795098 18.91988851ILGPGLNK 12 15431288 2xTMT6plex [N-Term; K8] 1.022 1 0.985 2.846442938 39.71 0 1269.829479 2 635.4179688 -0.64397623 -0.00040887 55.607149
6005890 TCEB2 transcription elongation factor B polypeptide 2 isoform a 6923 NP_009039.1 83.89830508 1 7 7 71 118 13.125 4.88 1.08 1.04 1.11 1.07 Significant 0.000354

ADDTFEALCIEPFSSPPELPDVMKPQDSGSSANEQAVQ 4 6005890 2xTMT6plex [N-Term; K24]; 1xOxidation [M23]; 1xCarbamidomethyl [C9] 0.979 4.887340069 34.63 0 4581.168925 5 913.8375244 -3.394050184 -0.003098886 97.48242486
ADDTFEALCIEPFSSPPELPDVMKPQDSGSSANEQAVQ 21 6005890 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C9] 1.354 1.147 100 6.604602337 40.14 0 4565.17401 5 913.8375244 -3.394050184 -0.003098886 97.48242486

LYKDDQLLDDGK 16 6005890 3xTMT6plex [N-Term; K3; K12] 1.052 1.038 1.112 4.13367939 17.39 1 2110.199896 3 704.0717773 0.418145812 0.000294124 61.62073707DDQLLDDGK 4 6005890 2xTMT6plex [N-Term; K9] 0.824 0.56 2.902014494 41.8 0 1476.794609 2 738.9006958 -0.334554605 -0.000247034 39.32523671ESSTVFELK 4 6005890 2xTMT6plex [N-Term; K9] 0.711 1.078 3.469632864 34.4 0 1497.856481 2 749.4313965 -0.644061205 -0.000482356 113.5226839TTIFTDAK 8 6005890 2xTMT6plex [N-Term; K8] 1.086 1.044 1.169 3.384950399 45.31 0 1354.798238 2 677.9025879 -0.250095358 -0.000169414 48.39315421IVEGILK 13 6005890 2xTMT6plex [N-Term; K7] 1.18 1.205 1.072 2.507303476 35.45 0 1229.823331 2 615.414856 -0.728011833 -0.000447663 63.12412978TLGECGFTSQTARPQAPATVGLAFR 1 6005890 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.959 3.823431492 0 2865.487877 3 955.8331909 -0.997109817 -0.000952402 62.0812633721536371 TEP1 telomerase protein component 1 isoform 1 7011 NP_009041.2 3.502093643 1 6 6 18 2627 290.307 7.97 1.02 1 1.1 1.04 Significant 0.000862 TAFLASLVSALQAPDGAK 4 21536371 2xTMT6plex [N-Term; K18] 1.039 1.101 4.68926239 47.52 0 2218.28474 3 740.0991821 -0.787276426 -0.000582134 111.5409833TCDADASGTFR 3 21536371 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.928 3.110460281 34.28 0 1429.657909 2 715.3307495 -2.578544517 -0.001843218 20.61867893ELALLEPEFILK 6 21536371 2xTMT6plex [N-Term; K12] 0.891 0.977 3.552826166 35.54 0 1873.145058 3 625.0532837 0.127835385 7.98E-05 104.1657148FLNAHDAIDALEAQLR 2 21536371 1xTMT6plex [N-Term] 0.961 4.776560783 19.95 0 2026.091904 3 676.0339355 -2.295552025 -0.001550333 92.65153057LGQFLGHQSAVSAVAAVEEHVVSVSR 1 21536371 1xTMT6plex [N-Term] 1.162 2.366357565 0 2906.56857 4 727.3973389 -0.35915934 -0.00026098 87.53012413ISLHGIDLR 2 21536371 1xTMT6plex [N-Term] 0.871 2.991245031 8.48 0 1252.757487 3 418.2578735 1.261677129 0.000526858 54.76782266005900 TFDP1 transcription factor Dp-1 7027 NP_009042.1 3.658536585 1 1 1 6 410 45.043 6.05 1.64 1.51 1.42 1.52 Significant 0.00175 QSQLQELILQQIAFK 6 6005900 2xTMT6plex [N-Term; K15] 1.642 1.508 1.42 4.369359493 29.86 0 2245.332024 3 749.1153564 -0.226248972 -0.000169335 104.2529911110347443 TMF1 TATA element modulatory factor 7110 NP_009045.2 9.423604758 1 10 10 30 1093 122.767 4.92 1.34 1.59 1.28 1.4 Significant 0.00454 DSEAQEAALSR 6 110347443 1xTMT6plex [N-Term] 1.366 0.75 0.873 3.884417057 53.41 0 1405.712053 2 703.3587036 -1.367238357 -0.000960972 20.75403124TVVDESENFFSAFLSPTDVQTIQK 3 110347443 2xTMT6plex [N-Term; K24] 100 4.714478016 40.87 0 3160.645431 3 1054.218506 -1.413329009 -0.001489011 108.1273186LTNQNDELEEK 2 110347443 2xTMT6plex [N-Term; K11] 1.586 4.183998108 55.98 0 1790.953629 2 895.9796143 -0.936269007 -0.000838407 36.71596295VKELEEELQHLK 6 110347443 3xTMT6plex [N-Term; K2; K12] 1.289 1.726 1.418 3.814251661 19.49 1 2182.30503 4 546.3320923 0.691512233 0.000377273 74.44865021EAQLLSLSK 2 110347443 2xTMT6plex [N-Term; K9] 1.472 4.262405396 38.96 0 1446.893201 2 723.9495239 -0.988129902 -0.000714859 58.75765948VSESVIDVK 4 110347443 2xTMT6plex [N-Term; K9] 1.346 1.489 3.013020992 39.38 0 1433.861566 2 717.4338989 -0.728960495 -0.000522614 50.875217TPETTESQVK 2 110347443 2xTMT6plex [N-Term; K10] 1.063 2.685277462 35.14 0 1577.878673 2 789.4419556 -1.291903631 -0.001019234 23.60625916ELEEELQHLK 2 110347443 2xTMT6plex [N-Term; K10] 0.999 2.590576649 16.99 0 1725.978721 3 575.9981079 0.607852493 0.000349713 63.04959754FQAQLESEK 2 110347443 2xTMT6plex [N-Term; K9] 1.343 1.769940853 2.29 0 1537.862629 2 769.4345093 -0.576856018 -0.000443563 43.09969693GLMEEGEK 1 110347443 2xTMT6plex [N-Term; K8] 1.667 2.072196245 0 1350.733923 2 675.8693237 -1.889586853 -0.001276165 43.1452247545439359 TRIO triple functional domain protein 7204 NP_009049.2 3.971585405 1 9 9 33 3097 346.683 6.37 1.17 1.01 1.08 1.09 Significant 0.00181 LLLQDTFLVTDQDAGLLPR 4 45439359 1xTMT6plex [N-Term] 1.321 1.633 5.171094894 88.12 0 2357.327777 3 786.4475708 0.16195132 0.000127257 102.3494093SLQLDIIPASIPGSEVK 4 45439359 2xTMT6plex [N-Term; K17] 1.386 1.323 4.662776947 37.98 0 2225.315705 3 742.4438477 0.577189451 0.000428143 88.47612301VQDLLEFLHEK 8 45439359 2xTMT6plex [N-Term; K11] 1.146 0.892 0.944 4.171634197 34.07 0 1829.057306 3 610.3569336 -0.578701797 -0.000352826 95.50354359LQLTDLLIKPVQR 4 45439359 2xTMT6plex [N-Term; K9] 1.023 1.019 4.674658298 11.71 0 1995.273053 3 665.7629395 0.607595724 0.000404106 85.74656567FEFETNMVSLEGLTK 4 45439359 2xTMT6plex [N-Term; K15] 1.033 1.573 3.6943748 42.05 0 2203.172078 3 735.0618896 -0.436586274 -0.000320625 95.87358246EFIMAELLQTEK 4 45439359 2xTMT6plex [N-Term; K12] 0.791 3.056195498 35.39 0 1910.070907 3 637.3604736 -2.114828066 -0.001346491 90.66451473DFFLGELEK 4 45439359 2xTMT6plex [N-Term; K9] 1.335 1.341 3.915790319 30.19 0 1555.877217 2 778.4420776 -0.217155029 -0.000168933 80.64146654DSDDSAATPQDETVEER 2 45439359 1xTMT6plex [N-Term] 0.01 3.302292585 34.5 0 2093.930831 2 1047.466309 -2.6221795 -0.002745331 33.65521821LEELQDILAK 1 45439359 2xTMT6plex [N-Term; K10] 17.09 0 1629.982744 3 543.9995728 0.871709669 0.000473624 96.76149425110611228 UTRN utrophin 7402 NP_009055.2 4.281969123 1 9 9 27 3433 394.22 5.33 1.16 1.2 0.94 1.1 Significant 0.00536 WIQEAETTVNVLVDASHR 4 110611228 1xTMT6plex [N-Term] 0.749 1.057 4.762279034 36.22 0 2297.208725 3 766.4074097 -0.456704731 -0.000349715 102.4417383STSEGLLGDLDTEISWAK 4 110611228 2xTMT6plex [N-Term; K18] 1.154 1.18 3.945038319 28.29 0 2380.264792 3 794.0925293 -0.738220126 -0.00058572 91.39282139KADLNTITESSAALQNLIEGSEPILEER 2 110611228 2xTMT6plex [N-Term; K1] 5.967378616 37.38 1 3499.889578 3 1167.300781 -0.510601823 -0.000595683 100.6544053LLDPEDVAVQLPDKK 4 110611228 3xTMT6plex [N-Term; K14; K15] 0.987 0.819 4.707072258 32.65 1 2367.410223 3 789.8068848 -1.741300719 -0.001374124 77.30915194VPSGGQELTSELNVVLENYQLLCNR 2 110611228 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 4.357 4.01189661 7.76 0 3061.582565 3 1021.200012 0.95329165 0.00097286 106.7589695ELTNLLGLHPK 2 110611228 2xTMT6plex [N-Term; K11] 1.165 3.08840704 33.19 0 1693.041262 3 565.0183716 -0.413807934 -0.000233531 76.94089434AELHVLDVK 6 110611228 2xTMT6plex [N-Term; K9] 1.125 1.306 1.291 2.942866564 23.34 0 1481.909185 3 494.6428528 3.252371776 0.001606573 52.72341458EVAGPTEMCDQR 2 110611228 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.078 2.592238665 22.16 0 1621.751157 2 811.3795776 0.444848419 0.000360717 24.30941713INSDSEELTQR 1 110611228 1xTMT6plex [N-Term] 1.094 1.63280201 0 1520.775381 2 760.8898315 -1.969096883 -0.001497277 27.795211676005942 VCP transitional endoplasmic reticulum ATPase 7415 NP_009057.1 77.29528536 1 51 51 1069 806 89.266 5.26 1.07 1.08 1.09 1.08 Significant 0.0000286 FPSGNQGGAGPSQGSGGGTGGSVYTEDNDDDLYG 12 6005942 1xTMT6plex [N-Term] 1.128 1.407 0.799 5.103915691 54.57 0 3449.483909 3 1150.499146 -0.297223176 -0.000341756 53.83164456
EAVCIVLSDDTCSDEK 30 6005942 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C4; C12] 1.251 1.277 1.325 5.42757082 62.78 0 2299.119784 3 767.0446167 -0.212099581 -0.000162547 58.14365374

LDQLIYIPLPDEK 40 6005942 2xTMT6plex [N-Term; K13] 1.09 1.091 1.153 4.955143452 55.42 0 2015.1829 2 1008.093689 -1.388975816 -0.00139952 98.67653627EVDIGIPDATGR 16 6005942 1xTMT6plex [N-Term] 1.052 1.082 1.133 3.630327463 55.13 0 1471.795388 2 736.4014893 0.213104096 0.000156823 50.10122445AHVIVMAATNRPNSIDPALR 10 6005942 1xTMT6plex [N-Term] 1.151 1.107 1.423 5.154356956 28.72 0 2375.317898 3 792.4434814 -0.844995974 -0.000669045 51.35581284RIVSQLLTLMDGLKQR 11 6005942 2xTMT6plex [N-Term; K14] 100 100 100 4.946933746 26.51 2 2329.415377 4 583.109436 0.230835012 0.000134428 108.3237743LIVDEAINEDNSVVSLSQPK 6 6005942 2xTMT6plex [N-Term; K20] 1.008 1.102 1.081 5.163574219 58.66 0 2628.449632 3 876.8213501 -0.051466473 -4.51E-05 80.55032285NVFIIGATNRPDIIDPAILRPGR 20 6005942 1xTMT6plex [N-Term] 1.081 0.788 1.33 5.032814026 19.45 0 2747.588183 4 687.6522827 -0.320972637 -0.000220475 79.85317916GGNIGDGGGAADR 14 6005942 1xTMT6plex [N-Term] 1.185 1.128 1.051 5.094822884 94.76 0 1345.665771 2 673.335144 -2.05076485 -0.001379822 16.41043349IVSQLLTLMDGLK 35 6005942 2xTMT6plex [N-Term; K13] 1.015 1.024 1.124 5.680927277 66.97 0 1889.154577 2 945.0820313 1.169142021 0.001104345 113.0573889VVETDPSPYCIVAPDTVIHCEGEPIKREDEEESLNEVGYDDIGGCR 4 6005942 2xTMT6plex [N-Term; K26]; 3xCarbamidomethyl [C10; C20; C45] 3.374 4.558626175 12.31 2 5706.692617 5 1142.149536 4.548588088 0.005191479 69.00004719WALSQSNPSALR 12 6005942 1xTMT6plex [N-Term] 1.037 1.18 0.917 4.325421333 56.66 0 1558.853906 2 779.9307861 0.249828174 0.000194723 51.03380041YEMFAQTLQQSR 4 6005942 1xTMT6plex [N-Term] 0.424 0.328 4.030222893 31.69 0 1730.873321 2 865.9408569 0.644938699 0.000558154 58.64652776QTNPSAMEVEEDDPVPEIR 14 6005942 1xTMT6plex [N-Term] 1.125 1.035 0.963 5.093036175 47.46 0 2385.144135 2 1193.075928 0.186005007 0.000221824 53.55781596VINQILTEMDGMSTK 54 6005942 2xTMT6plex [N-Term; K15] 1.018 0.959 1.004 5.412491322 67.35 0 2138.160133 2 1069.584229 0.490005979 0.000523856 99.1597514VINQILTEMDGMSTK 37 6005942 2xTMT6plex [N-Term; K15]; 1xOxidation [M] 0.934 1.014 1.138 5.151480675 52.03 0 2154.155048 2 1069.584229 0.490005979 0.000523856 99.1597514
VINQILTEMDGMSTK 2 6005942 2xTMT6plex [N-Term; K15]; 2xOxidation [M9; M12] 1.175 4.072483063 34.14 0 2170.149963 2 1069.584229 0.490005979 0.000523856 99.1597514GPELLTMWFGESEANVR 36 6005942 1xTMT6plex [N-Term] 1.447 1.421 1.481 5.831394672 70.6 0 2165.089855 3 722.3673706 -1.060867561 -0.000765625 98.30120986GPELLTMWFGESEANVR 61 6005942 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.025 1.168 1.039 5.459834099 51.66 0 2181.08477 3 722.3673706 -1.060867561 -0.000765625 98.30120986EDEEESLNEVGYDDIGGCR 2 6005942 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.908 4.938551426 69.38 0 2415.045544 2 1208.025513 -0.743190695 -0.00089742 47.43405151KYEMFAQTLQQSR 22 6005942 2xTMT6plex [N-Term; K1] 1.122 1.08 0.996 5.895544052 50.97 1 2088.131216 3 696.7115479 -5.328015418 -0.003708532 55.86556215

VVETDPSPYCIVAPDTVIHCEGEPIKR 12 6005942 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C10; C20] 1.103 1.172 1.426 7.552423954 23.52 1 3539.827846 4 885.710022 -2.708730422 -0.00239711 71.18544218
ELQELVQYPVEHPDK 22 6005942 2xTMT6plex [N-Term; K15] 0.968 0.988 1.028 5.362497807 50.99 0 2282.243269 4 571.3161621 -0.197201808 -0.000112516 68.79948044ETVVEVPQVTWEDIGGLEDVKR 32 6005942 2xTMT6plex [N-Term; K21] 1.369 1.396 1.408 7.05398941 36.16 1 2956.603173 4 739.9071655 1.237741138 0.000914877 89.59552785

LGDVISIQPCPDVK 14 6005942 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 0.885 0.935 0.92 5.406037807 55.93 0 1999.129819 2 1000.068237 -0.310760521 -0.000310625 70.89540911
MDLIDLEDETIDAEVMNSLAVTMDDFR 4 6005942 1xTMT6plex [N-Term]; 3xOxidation [M1; M16; M23] 4.132419109 26.68 0 3378.547621 3 1121.522217 -0.181073556 -0.000202956 110.8049968
MDLIDLEDETIDAEVMNSLAVTMDDFR 8 6005942 1xTMT6plex [N-Term]; 2xOxidation [M] 0.67 100 4.736310482 46.02 0 3362.552706 3 1121.522217 -0.181073556 -0.000202956 110.8049968NAPAIIFIDELDAIAPK 29 6005942 2xTMT6plex [N-Term; K17] 1.146 1.059 1.076 4.55563736 59.55 0 2269.320791 2 1135.162354 -1.480742063 -0.001680139 112.5393398

LADDVDLEQVANETHGHVGADLAALCSEAALQAIR 36 6005942 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C26] 0.956 1.11 1.124 11.19958973 88.34 0 3901.955159 4 976.2443848 0.141065819 0.000137608 89.74378983
AVANETGAFFFLINGPEIMSK 5 6005942 2xTMT6plex [N-Term; K21] 1.149 1.104 5.734861374 47.64 0 2714.46278 3 905.4917603 -0.756160039 -0.000684189 112.1636333AVANETGAFFFLINGPEIMSK 2 6005942 2xTMT6plex [N-Term; K21]; 1xOxidation [M19] 1.251 5.311483383 46.11 0 2730.457695 3 905.4917603 -0.756160039 -0.000684189 112.1636333

QAAPCVLFFDELDSIAK 37 6005942 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C5] 1.102 1.106 1.194 5.10447979 54.05 0 2382.27794 2 1191.639404 -2.689818909 -0.003203948 110.4537369
ETVVEVPQVTWEDIGGLEDVK 21 6005942 2xTMT6plex [N-Term; K21] 0.784 0.881 0.878 5.50327301 55.06 0 2800.502062 3 934.1715698 -0.680427045 -0.000635179 100.8510578

AIANECQANFISIK 22 6005942 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.281 1.218 1.267 6.175304413 91.53 0 2037.120317 2 1019.061035 -2.711419376 -0.002761744 62.48096471
GVLFYGPPGCGK 22 6005942 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.079 1.087 1.052 4.164554596 58.2 0 1709.944919 2 855.4759521 -0.170504396 -0.000145777 60.83665283

ELQELVQYPVEHPDKFLK 5 6005942 3xTMT6plex [N-Term; K15; K18] 2.686 1.96 1.555 5.298615932 16.41 1 2899.653641 4 725.6703491 2.043424873 0.001481306 79.4881704IVSQLLTLMDGLK 16 6005942 2xTMT6plex [N-Term; K13]; 1xOxidation [M9] 0.855 0.816 0.723 3.510973215 37.83 0 1905.149492 2 945.0820313 1.169142021 0.001104345 113.0573889AHVIVMAATNRPNSIDPALR 10 6005942 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.445 1.367 1.101 5.435134888 19.74 0 2391.312813 3 792.4434814 -0.844995974 -0.000669045 51.35581284GLLLYGPPGTGK 24 6005942 2xTMT6plex [N-Term; K12] 0.952 1.263 0.972 3.087052345 35.6 0 1630.993249 3 544.3364258 0.904224313 0.000491595 66.85768517LAGESESNLR 9 6005942 1xTMT6plex [N-Term] 0.772 1.015 1.018 3.920672417 51.38 0 1304.70076 2 652.8540039 -0.021819179 -1.42E-05 25.83078143GDDLSTAILK 20 6005942 2xTMT6plex [N-Term; K10] 1.011 1.145 1.208 4.074752331 60.8 0 1490.88303 2 745.9453735 0.295328543 0.00022015 57.21283856DVDLEFLAK 50 6005942 2xTMT6plex [N-Term; K9] 1.089 1.144 1.111 3.929605246 57.37 0 1507.877217 2 754.4432373 1.314078728 0.000990735 75.75381955LEILQIHTK 24 6005942 2xTMT6plex [N-Term; K9] 1.062 1.052 1.032 4.524445534 48.71 0 1552.982685 2 776.9949951 0.018650804 1.45E-05 64.48789624RDHFEEAMR 10 6005942 1xTMT6plex [N-Term] 1.016 1.364 1.114 4.913223743 30.89 1 1419.700048 2 710.3533325 -0.464725586 -0.000329885 19.1636236MDLIDLEDETIDAEVMNSLAVTMDDFR 2 6005942 1xTMT6plex [N-Term]; 1xOxidation [M16] 1.06 3.193766594 23.22 0 3346.557791 3 1121.522217 -0.181073556 -0.000202956 110.8049968KYEMFAQTLQQSR 8 6005942 2xTMT6plex [N-Term; K1]; 1xOxidation [M4] 1.266 1.205 1.392 2.75551486 29.76 1 2104.126131 3 696.7115479 -5.328015418 -0.003708532 55.86556215ESIESEIR 15 6005942 1xTMT6plex [N-Term] 0.756 1.039 1.038 3.494285107 51.39 0 1191.641848 2 596.3239746 -0.986245366 -0.000587626 31.04447935MDELQLFR 13 6005942 1xTMT6plex [N-Term] 1.092 1.014 1.097 3.384202003 61.45 0 1280.687024 2 640.8456421 -2.355298567 -0.0015082 68.38233869SVSDNDIR 12 6005942 1xTMT6plex [N-Term] 1.126 1.062 1.125 3.080547571 40.56 0 1134.595232 2 567.8022461 1.74822478 0.000991764 18.29332762DHFEEAMR 15 6005942 1xTMT6plex [N-Term] 1.023 0.983 0.964 3.181503773 28.64 0 1263.598937 2 632.3025513 -0.879480747 -0.000555655 22.61283666EMVELPLR 12 6005942 1xTMT6plex [N-Term] 1.093 1.058 1.027 3.181435585 44.79 0 1215.69686 2 608.352417 0.573312639 0.000348487 57.2135097KGDIFLVR 14 6005942 2xTMT6plex [N-Term; K1] 1.004 0.908 0.976 2.999856949 15.7 1 1405.893141 3 469.3026123 0.101148557 4.74E-05 52.40265882KAFEEAEK 10 6005942 3xTMT6plex [N-Term; K1; K8] 1.257 1.287 1.181 3.388922215 31.98 1 1638.966984 2 819.9873047 0.213021375 0.000174568 33.85869279KQLAQIK 14 6005942 3xTMT6plex [N-Term; K1; K7] 1.427 1.548 1.378 4.318598747 26.46 1 1516.01896 2 758.5128174 -0.396805311 -0.000300782 39.33148635AIGVKPPR 11 6005942 2xTMT6plex [N-Term; K5] 1.134 1.333 1.045 2.597201109 11.56 0 1295.856362 3 432.6235962 -0.097816228 -4.23E-05 30.95563886ESIESEIRR 6 6005942 1xTMT6plex [N-Term] 1.684 1.453 3.654483557 16.79 1 1347.742959 3 449.9191895 0.041773081 1.88E-05 24.63808408GDTVLLK 16 6005942 2xTMT6plex [N-Term; K7] 1.111 1.07 1.1 2.716269255 38.33 0 1203.771295 2 602.3892822 -0.005986914 -3.60E-06 47.83098841GDIFLVR 16 6005942 1xTMT6plex [N-Term] 1.09 1.163 1.073 2.613487482 25.31 0 1048.635246 2 524.8193359 -3.672625932 -0.001925622 54.23513485FGMTPSK 4 6005942 2xTMT6plex [N-Term; K7] 1.025 0.987 2.560781717 34.82 0 1225.701501 2 613.3536377 -1.22557521 -0.000751095 42.07667853QTNPSAMEVEEDDPVPEIR 2 6005942 1xTMT6plex [N-Term]; 1xOxidation [M7] 2.484 2.522246599 5.63 0 2401.13905 2 1193.075928 0.186005007 0.000221824 53.55781596AFEEAEK 6 6005942 2xTMT6plex [N-Term; K7] 1.049 1.101 0.949 2.863403082 32.48 0 1281.709089 2 641.3573608 -1.282350517 -0.0008218 32.2147059DHFEEAMR 7 6005942 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.908 0.875 0.935 2.157955408 19.92 0 1279.593852 2 632.3025513 -0.879480747 -0.000555655 22.61283666EMVELPLR 10 6005942 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.937 1.082 1.014 1.941791177 18.28 0 1231.691775 2 608.352417 0.573312639 0.000348487 57.2135097MDELQLFR 10 6005942 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.2 1.123 1.154 2.344979048 11.32 0 1296.681939 2 640.8456421 -2.355298567 -0.0015082 68.38233869RIVSQLLTLMDGLKQR 2 6005942 2xTMT6plex [N-Term; K14]; 1xOxidation [M10] 100 2.435631752 8.62 2 2345.410292 4 583.109436 0.230835012 0.000134428 108.323774321361376 SF3A2 splicing factor 3A subunit 2 8175 NP_009096.2 18.31896552 1 6 6 34 464 49.224 9.64 1.52 1.48 1.9 1.63 Significant 0.00665 DSEMGQQSLLFQIDYPEIAEGIMPR 6 21361376 1xTMT6plex [N-Term] 1.434 1.307 5.122 6.590638161 67.8 0 3096.521938 3 1032.842896 -2.520510663 -0.002601606 102.2094701
LCLTLHNNEGSYLAHTQGK 2 21361376 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C2] 2.136 5.027835846 25.82 0 2614.381176 4 654.3503418 -0.626810855 -0.000409681 53.16268635TGSGGVASSSESNR 6 21361376 1xTMT6plex [N-Term] 1.553 1.418 1.223 6.152693748 85.26 0 1524.745143 2 762.8760376 -0.226217928 -0.000172462 14.82309245EAPAQPAPEK 10 21361376 2xTMT6plex [N-Term; K10] 1.443 1.369 1.524 3.800434113 31.9 0 1495.852064 2 748.4295044 -0.222101467 -0.000166115 26.70174883QFFLQFHFK 6 21361376 2xTMT6plex [N-Term; K9] 2.653 2.35 2.553 3.41676712 28.47 0 1699.972454 3 567.3300171 1.79041697 0.001014553 83.27834518FMSAYEQR 4 21361376 1xTMT6plex [N-Term] 1.239 100 3.08900404 23.73 0 1260.624424 2 630.8146973 -1.829100489 -0.001152904 52.6049513956788366 PICALM phosphatidylinositol-binding clathrin assembly protein isoform 1 8301 NP_009097.2 23.77300613 1 11 11 68 652 70.71 7.9 1.06 1.12 1.03 1.07 Significant 0.000611
ATTLSNAVSSLASTGLSLTK 14 56788366 2xTMT6plex [N-Term; K20] 1.174 1.086 1.053 7.230099678 73.76 0 2380.369926 3 794.1268921 -1.597457785 -0.001267513 96.04462955LFAAYNEGIINLLEK 4 56788366 2xTMT6plex [N-Term; K15] 0.68 0.797 5.191441059 47.03 0 2166.257462 3 722.7575073 0.233814616 0.000168834 108.983446STNVIVDSGGFDELGGLLKPTVASQNQNLPVAK 6 56788366 3xTMT6plex [N-Term; K19; K33] 1.128 1.068 1.17 5.947352886 30.25 0 4056.25842 4 1014.819397 -0.656242552 -0.000665472 93.3581095ITAAQHSVTGSAVSK 2 56788366 2xTMT6plex [N-Term; K15] 0.886 5.115358829 67.03 0 1915.101296 2 958.0551147 0.865166867 0.000828441 33.15574056SGLQGYDMSTFIR 4 56788366 1xTMT6plex [N-Term] 1.063 1.123 4.359732151 43.68 0 1703.862422 2 852.4351196 0.317354151 0.000270364 62.55151512KLTGGSNWQPK 6 56788366 3xTMT6plex [N-Term; K1; K11] 1.118 1.095 1.101 4.529436111 17.12 1 1903.136843 3 635.0491333 -2.099779462 -0.001332056 40.84408075QAALEEEQAR 6 56788366 1xTMT6plex [N-Term] 1.247 1.191 1.27 4.035270214 62.66 0 1373.722223 2 687.3659668 1.771554473 0.001216812 20.23990241NDVNWSQPGEK 6 56788366 2xTMT6plex [N-Term; K11] 0.762 1.024 1.011 4.204977989 54.65 0 1731.906619 2 866.4581909 1.435513849 0.001243088 46.32506052ATTHEIMGPK 6 56788366 2xTMT6plex [N-Term; K10] 1.022 1.12 0.91 3.027067661 14.16 0 1542.87142 3 514.9619141 -0.149534496 -7.69E-05 29.93027989SGLQGYDMSTFIR 2 56788366 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.808 2.510223627 20.49 0 1719.857337 2 852.4351196 0.317354151 0.000270364 62.55151512VAEQVGIDR 6 56788366 1xTMT6plex [N-Term] 1.083 1.056 1.038 3.352548838 39.16 0 1215.689467 2 608.3480835 -0.474132439 -0.000288199 30.96948667FIQYLASR 6 56788366 1xTMT6plex [N-Term] 1.259 1.306 0.973 2.93963027 30.02 0 1226.709474 2 613.8582764 -0.161314173 -9.89E-05 63.0148123824497451 NUP50 nuclear pore complex protein Nup50 isoform b 10762 NP_009103.2 31.41025641 1 10 10 41 468 50.113 7.06 1.34 1.31 1.27 1.3 Significant 0.000241 KVDSSVLGSLSSVPLTGFSFSPGNSSLFGK 4 24497451 3xTMT6plex [N-Term; K1; K30] 1.602 6.381788731 34.38 1 3689.040488 4 923.0158081 0.247791229 0.000228528 106.6374345NVGFESDTGGAFK 4 24497451 2xTMT6plex [N-Term; K13] 1.13 1.189 4.654117107 61.59 0 1786.937585 2 893.9709473 -1.660314706 -0.001483439 50.08459466YLANIEQQHGNSGR 6 24497451 1xTMT6plex [N-Term] 1.267 1.349 1.225 4.892869473 54.5 0 1815.929925 3 605.9817505 0.42605435 0.000257895 32.00928581VAAETQSPSLFGSTK 12 24497451 2xTMT6plex [N-Term; K15] 1.23 1.295 1.052 5.332570553 46.8 0 1981.100627 2 991.0546875 0.742582169 0.000735565 62.48959844KTDPSSLGATSASFNFGK 2 24497451 3xTMT6plex [N-Term; K1; K18] 1.425 4.362526894 17.79 1 2502.380714 3 834.7984619 0.047299832 3.95E-05 60.07869499

NNVLIVCVPNPPIDEK 2 24497451 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C7] 2.308 3.805175781 11.64 0 2279.28336 3 760.4343872 2.302798848 0.001749577 76.9733071
TSEDADELHK 4 24497451 2xTMT6plex [N-Term; K10] 1.439 1.407 3.097891569 36.13 0 1602.837536 3 534.9502563 -0.823936925 -0.000440212 32.25234384GLVVPSGGGR 4 24497451 1xTMT6plex [N-Term] 1.125 1.168 2.895880222 39.75 0 1127.673423 2 564.3397217 -1.113895743 -0.000628055 31.66247499GIGTLHLKPTANQK 1 24497451 3xTMT6plex [N-Term; K8; K14] 1.063 2.246482611 0 2165.337333 3 722.4515381 1.259668769 0.000909203 47.78649425MEVASEK 2 24497451 2xTMT6plex [N-Term; K7] 0.99 2.036169052 3.88 0 1251.701895 2 626.3530884 -2.392488339 -0.001497341 30.934352456005721 ERLIN2 erlin-2 isoform 1 11160 NP_009106.1 50.44247788 1 13 16 151 339 37.815 5.62 1.22 1.17 1.12 1.17 Significant 0.000608 LSFGLEDEPLETATK 12 6005721 2xTMT6plex [N-Term; K15] 1.215 1.148 1.11 5.514940739 77.15 0 2108.152722 2 1054.579224 -0.736035088 -0.000775837 74.69573791ISEIEDAAFLAR 10 6005721 1xTMT6plex [N-Term] 1.202 1.077 0.879 4.224318504 55.13 0 1563.857988 2 782.4285278 -5.249483008 -0.004104723 73.92511648SVQTTLQTDEVK 14 6005721 2xTMT6plex [N-Term; K12] 1.3 1.427 1.296 5.952846527 71.06 0 1807.021314 2 904.0157471 1.606605634 0.001451585 42.48714059DIPNMFMDSAGSVSK 12 6005721 2xTMT6plex [N-Term; K15] 1.225 1.232 1.263 4.638076782 80.47 0 2057.044769 2 1029.025513 -0.495798337 -0.00050994 71.25947319LALQQDLTSMAPGLVIQAVR 17 6005721 1xTMT6plex [N-Term] 1.097 1.149 0.867 6.727309227 45.57 0 2353.347467 3 785.1201782 -0.631263361 -0.000495194 101.108283LALQQDLTSMAPGLVIQAVR 4 6005721 1xTMT6plex [N-Term]; 1xOxidation [M10] 1.29 1.345 5.511627197 45.43 0 2369.342382 3 785.1201782 -0.631263361 -0.000495194 101.108283GGALLTSTSGPGFHLMLPFITSYK 6 6005721 2xTMT6plex [N-Term; K24] 0.01 4.26867342 38.46 0 2953.626157 3 985.2116089 -1.9919582 -0.001961167 109.6230012KISEIEDAAFLAR 5 6005721 2xTMT6plex [N-Term; K1] 1.435 1.141 4.135791302 17.01 1 1921.115883 3 641.0418701 -2.512263044 -0.001608783 69.06396023VAQVAEITYGQK 12 6005721 2xTMT6plex [N-Term; K12] 1.281 1.388 1.259 5.495284081 75.65 0 1765.026006 2 883.015686 -1.082386141 -0.00095522 53.99348416LTPEYLQLMK 14 6005721 2xTMT6plex [N-Term; K10] 1.288 0.977 0.959 4.50430727 48.92 0 1693.996286 2 847.5015869 -0.229369969 -0.000194276 81.45225594

ADAECYTAMK 6 6005721 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.047 1.277 1.123 4.946417332 53.02 0 1617.801685 2 809.4037476 -0.906707432 -0.000733436 36.82035849
AKADAECYTAMK 2 6005721 3xTMT6plex [N-Term; K2; K12]; 1xCarbamidomethyl [C7] 1.949 3.622345924 7.23 1 2046.096694 3 682.7027588 -1.452014864 -0.000990321 39.51328354

NYELMESEK 4 6005721 2xTMT6plex [N-Term; K9] 1.122 1.557 3.767519712 33.84 0 1600.82928 2 800.9177856 -0.615506569 -0.00049266 43.85975926LTPEYLQLMK 6 6005721 2xTMT6plex [N-Term; K10]; 1xOxidation [M9] 1.258 0.944 1.202 2.844393253 31.78 0 1709.991201 2 847.5015869 -0.229369969 -0.000194276 81.45225594LLIAAQK 8 6005721 2xTMT6plex [N-Term; K7] 1.159 1.127 1.154 2.603555441 37.63 0 1214.823665 2 607.9151611 -0.509822448 -0.000309672 52.29238103ALIEAEK 6 6005721 2xTMT6plex [N-Term; K7] 1.171 1.297 1.189 2.730778217 36.28 0 1231.76621 2 616.3864136 -0.535094694 -0.000329556 38.97269996
ADAECYTAMK 2 6005721 2xTMT6plex [N-Term; K10]; 1xOxidation [M9]; 1xCarbamidomethyl [C5] 1.095 2.386175632 30.84 0 1633.7966 2 809.4037476 -0.906707432 -0.000733436 36.82035849

AIASNSK 2 6005721 2xTMT6plex [N-Term; K7] 1.38 2.539731264 27.17 0 1148.703944 2 574.8557129 0.178802598 0.000102696 21.71498302QFEGLADK 9 6005721 2xTMT6plex [N-Term; K8] 1.144 1.087 1.037 3.080467224 30.79 0 1365.777837 2 683.392395 -0.236847406 -0.00016174 45.18926339
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6005719 C14orf1 probable ergosterol biosynthetic protein 28 11161 NP_009107.1 6.428571429 1 1 1 5 140 15.854 9.83 0.84 1.22 1.07 1.04 Significant 0.011 YLEVEPVSR 5 6005719 1xTMT6plex [N-Term] 0.835 1.219 1.068 2.998878241 31.17 0 1320.736083 2 660.871521 -0.240175018 -0.000158604 46.34455688148727341 STRAP serine-threonine kinase receptor-associated protein 11171 NP_009109.3 57.42857143 1 15 15 143 350 38.414 5.12 1.09 1.1 1.12 1.1 Significant 0.0000639
SIAFHSAVSLDPIK 7 148727341 2xTMT6plex [N-Term; K14] 0.995 1.184 1.277 5.296569347 22.71 0 1943.136619 3 648.3818359 -2.915053653 -0.001888116 64.90820705EFLVAGGEDFK 14 148727341 2xTMT6plex [N-Term; K11] 0.96 0.969 0.938 4.478112221 45.06 0 1669.920144 3 557.3109131 -1.172446596 -0.000652631 64.01781721AATAAADFTAK 18 148727341 2xTMT6plex [N-Term; K11] 1.108 1.173 1.146 5.492258549 82.48 0 1495.852064 2 748.4291992 -0.630130828 -0.000471291 41.08755797SFEAPATINSASLHPEKEFLVAGGEDFK 6 148727341 3xTMT6plex [N-Term; K17; K28] 1.691 1.552 1.842 8.341216087 44.68 1 3678.962238 4 920.4935303 -2.703728825 -0.002486729 76.7365278TVDFTQDSNYLLTGGQDK 10 148727341 2xTMT6plex [N-Term; K18] 1.218 1.129 6.12196207 41.76 0 2460.265854 3 820.7592163 -1.121311428 -0.000919575 67.99611349SFEAPATINSASLHPEK 12 148727341 2xTMT6plex [N-Term; K17] 0.881 0.944 0.957 6.267959118 52.6 0 2257.222868 3 753.0782471 -1.18710877 -0.00089319 52.67958315FSPDGELYASGSEDGTLR 6 148727341 1xTMT6plex [N-Term] 1.059 1.218 3.934140682 79.34 0 2130.018858 2 1065.512939 -0.120272996 -0.000128092 52.151623IGFPETTEEELEEIASENSDCIFPSAPDVK 10 148727341 2xTMT6plex [N-Term; K30]; 1xCarbamidomethyl [C21] 0.802 0.863 6.18158102 49.45 0 3811.851203 4 953.7184448 0.195846279 0.000186634 103.2631361
YDYNSGEELESYK 6 148727341 2xTMT6plex [N-Term; K13] 1.366 1.126 4.163518906 48.5 0 2054.995887 2 1027.998901 -2.608879005 -0.002680618 49.04137135VWDAVSGDELMTLAHK 6 148727341 2xTMT6plex [N-Term; K16] 1.082 1.117 1.078 5.270319462 48.69 0 2230.19421 3 744.069458 -0.17452586 -0.000129742 83.16008136GAVWGATLNK 14 148727341 2xTMT6plex [N-Term; K10] 1.116 1.148 0.699 4.426204681 42.03 0 1474.87822 2 737.9425049 -0.329847148 -0.000243242 55.51431701IYDLNKPEAEPK 11 148727341 3xTMT6plex [N-Term; K6; K12] 1.124 1.235 1.185 3.84092617 14.57 0 2104.225717 3 702.0794067 -0.974375106 -0.000683435 51.55855068

CVLPEEDSGELAKPK 6 148727341 3xTMT6plex [N-Term; K13; K15]; 1xCarbamidomethyl [C1] 1.183 1.151 1.178 3.772943258 7.94 0 2359.314609 3 787.1085815 -1.448476215 -0.001139137 50.64262648
LWQTVVGK 10 148727341 2xTMT6plex [N-Term; K8] 1.201 1.021 1.121 3.329196453 32.56 0 1388.866592 2 694.9371948 0.374880093 0.000260329 68.14592494QILSADDK 6 148727341 2xTMT6plex [N-Term; K8] 1.131 1.098 1.259 3.093866825 32.72 0 1347.788402 2 674.3966064 -1.829136808 -0.001232645 37.6119745VWDAVSGDELMTLAHK 1 148727341 2xTMT6plex [N-Term; K16]; 1xOxidation [M11] 1.005 1.588736892 0 2246.189125 3 744.069458 -0.17452586 -0.000129742 83.160081366005824 SEC23IP SEC23-interacting protein 11196 NP_009121.1 27.7 1 18 18 90 1000 111.007 5.54 0.94 0.97 0.96 0.96 Significant 0.000085 GFFNIYHPLDPVAYR 6 6005824 1xTMT6plex [N-Term] 0.85 0.839 0.875 4.806995392 33.44 0 2038.074798 3 680.0283203 -2.15408311 -0.001463394 78.67461356GIDDNLDEIPDGEMPQVDHLVFVVHGIGPVCDLR 2 6005824 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C31] 0.717 6.136567116 35.62 0 3999.978202 4 1000.75177 1.761951633 0.001761942 97.42475303

EKIDMESLLMCTVDDLK 2 6005824 3xTMT6plex [N-Term; K2; K17]; 1xCarbamidomethyl [C11] 1.41 4.491327286 25.53 1 2727.458572 3 909.8248291 0.499375023 0.000454008 106.1992674SAWQTLNEFAR 10 6005824 1xTMT6plex [N-Term] 0.926 0.848 1.765 4.265473366 34.83 0 1551.811707 2 776.4092407 -0.323637646 -0.000251112 71.68854417AHTSSTQLQEELEK 4 6005824 2xTMT6plex [N-Term; K14] 0.95 1.22 4.621837616 28.77 0 2059.107169 3 687.0407715 0.287548474 0.000197364 39.30674177RLEFPSGETIVMHNPK 8 6005824 2xTMT6plex [N-Term; K16] 0.912 1.047 0.95 5.804247856 26.89 1 2313.278943 4 579.0750122 -0.312855429 -0.00018093 59.18827091DMASLPSESNEPK 4 6005824 2xTMT6plex [N-Term; K13] 0.872 3.73139286 30.55 0 1862.957 2 931.9818726 -0.285048347 -0.000265516 39.21313378FIPYTEEFSEK 8 6005824 2xTMT6plex [N-Term; K11] 0.773 0.882 0.818 3.699002028 42.59 0 1847.983138 2 924.4944458 -0.824151696 -0.000761509 76.68135945LEPMIVPDLDLK 6 6005824 2xTMT6plex [N-Term; K12] 0.873 0.979 1.106 4.45609951 49.17 0 1841.085829 2 921.0467529 0.217420269 0.000200145 93.4995492VVESPDFSKDEDYLGK 6 6005824 3xTMT6plex [N-Term; K9; K16] 0.876 1.083 0.889 4.912124157 20.91 1 2515.353496 3 839.1219482 -0.876546156 -0.000734941 60.29467599VIVQFQPSSVPDEWGTTQDGQTRPR 4 6005824 1xTMT6plex [N-Term] 0.627 0.46 3.902323008 15.02 0 3057.559127 3 1019.855835 -2.019685289 -0.002058436 67.00347633GQEQSAQK 4 6005824 2xTMT6plex [N-Term; K8] 0.883 0.688 2.720945597 26.92 0 1333.747599 2 667.3775024 0.096632086 6.44E-05 15.90931578QGFISSLK 4 6005824 2xTMT6plex [N-Term; K8] 0.799 0.918 3.110694885 36 0 1337.819308 2 669.4139404 0.969054167 0.00064821 56.29373478KITLPSIGR 6 6005824 2xTMT6plex [N-Term; K1] 1.46 1.383 1.017 3.364131689 4.59 1 1442.945905 3 481.6531372 -0.725528866 -0.000348966 54.83476629AVAATSTK 2 6005824 2xTMT6plex [N-Term; K8] 1.051 1.965701222 23.9 0 1206.745809 2 603.8770752 0.882721628 0.00053261 24.30957766YDVYLYDR 4 6005824 1xTMT6plex [N-Term] 1.075 1.141 3.253961802 19.4 0 1335.678233 2 668.3429565 0.301791201 0.000201548 47.08178096AQPGAPPSSLMGINSYLPSQPSSLPPSYFGNQPQGIPQPGYNPYR 2 6005824 1xTMT6plex [N-Term] 100 2.47053647 4.78 0 4986.472232 4 1247.366577 -5.565691527 -0.006938292 91.26170922
QLHFQEK 8 6005824 2xTMT6plex [N-Term; K7] 1.108 0.936 0.895 3.003690004 21.75 0 1387.809806 3 463.2747498 -0.079075981 -3.66E-05 34.30845056005757 SUPT16H FACT complex subunit SPT16 11198 NP_009123.1 37.72683859 1 35 35 232 1047 119.838 5.66 1.47 1.44 1.43 1.44 Significant 0.000069 HQHMHDRDDLYAEQMER 4 6005757 1xTMT6plex [N-Term] 1.418 1.537 5.372359276 24.67 1 2440.108376 4 610.7815552 -1.633069627 -0.000996217 18.43418611AASITSEVFNK 10 6005757 2xTMT6plex [N-Term; K11] 1.353 1.506 1.317 4.732620716 75.3 0 1624.931043 2 812.9691162 -0.053619583 -4.36E-05 60.26299253TYALFIGDTVLVDEDGPATVLTSVK 15 6005757 2xTMT6plex [N-Term; K25] 1.337 1.58 1.786 5.156636715 75.09 0 3082.696404 3 1028.235718 -1.23407212 -0.00126809 109.9036924APGEQTVPALNLQNAFR 12 6005757 1xTMT6plex [N-Term] 1.439 1.399 1.334 4.613112926 54.56 0 2055.118453 2 1028.0625 -0.355259327 -0.00036505 68.84755098NEGNIFPNPEATFVK 10 6005757 2xTMT6plex [N-Term; K15] 1.709 1.57 1.493 3.940352201 37.17 0 2135.153725 3 712.3910522 2.284640316 0.001626019 71.47132426

KYLAGADPSTVEMCYPPIIQSGGNYNLK 2 6005757 3xTMT6plex [N-Term; K1; K28]; 1xCarbamidomethyl [C14] 1.794 5.805644512 38.19 1 3773.984965 4 944.2502441 -1.541560858 -0.001454457 77.43666601
KVTMINAIPVASLDPIKEWLNSCDLK 4 6005757 4xTMT6plex [N-Term; K1; K17; K26]; 1xCarbamidomethyl [C23] 0.748 2.231 4.720496178 6.6 2 3872.219939 4 968.8099365 -0.522466771 -0.000505777 112.2278605
KVTMINAIPVASLDPIKEWLNSCDLK 2 6005757 4xTMT6plex [N-Term; K1; K17; K26]; 1xOxidation [M4]; 1xCarbamidomethyl [C23] 100 4.975997925 5.44 2 3888.214854 4 968.8099365 -0.522466771 -0.000505777 112.2278605

ELAAQLNEEAK 6 6005757 2xTMT6plex [N-Term; K11] 1.283 1.34 1.231 5.051220894 65.07 0 1673.947421 2 837.4775391 0.227178581 0.000190143 47.51083162NEDEEEEEEEKDEAEDLLGR 6 6005757 2xTMT6plex [N-Term; K11] 1.818 1.834 0.639 5.292346001 35.86 1 2865.316171 3 955.7755127 -1.46092571 -0.001395338 56.0587213HTDVQFYTEVGEITTDLGK 9 6005757 2xTMT6plex [N-Term; K19] 1.529 1.27 1.482 5.763431549 67.07 0 2611.365568 3 871.1265259 -0.208321381 -0.000181334 81.29471944YTEGVQSLNWTK 12 6005757 2xTMT6plex [N-Term; K12] 1.54 1.594 1.595 5.343360901 63.5 0 1884.026734 2 942.5159302 -1.14137894 -0.001075194 66.96118177
ICDVYNAVMDVVK 10 6005757 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.698 1.603 1.267 4.226052284 37.62 0 1984.064776 3 662.0258789 -0.853158259 -0.00056424 97.37224849

YLAGADPSTVEMCYPPIIQSGGNYNLK 8 6005757 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C13] 0.949 100 0.949 5.154065609 37.64 0 3416.72707 3 1139.580444 -0.084815726 -9.66E-05 83.8052199
KAASITSEVFNK 2 6005757 3xTMT6plex [N-Term; K1; K12] 1.621 4.758440495 27.67 1 1982.188938 3 661.4007568 -0.615800121 -0.000406877 56.39539032VEALTKEELEFEVPFR 5 6005757 2xTMT6plex [N-Term; K6] 1.591 100 1.698 4.569645405 10.4 1 2394.332084 3 798.7825317 0.400272314 0.000319462 84.37376776GDKVDILYNNIK 6 6005757 3xTMT6plex [N-Term; K3; K12] 1.783 1.616 1.676 3.842231989 23.74 1 2079.241702 3 693.7515869 -0.718631129 -0.000498069 61.22947103VMEIVDADEK 10 6005757 2xTMT6plex [N-Term; K10] 1.487 1.427 1.181 4.361935616 49.06 0 1606.87623 2 803.9408569 -1.115781526 -0.000896461 65.44438315EGSLVINSK 6 6005757 2xTMT6plex [N-Term; K9] 1.346 1.195 1.285 3.763195992 43.38 0 1404.846251 2 702.9268799 0.165410005 0.000116188 41.05638125YEEEEEQSR 10 6005757 1xTMT6plex [N-Term] 1.079 100 1.662 3.488514185 36.76 0 1427.648784 2 714.3255005 -3.543738135 -0.002529607 16.5848818NFDMVIVYK 6 6005757 2xTMT6plex [N-Term; K9] 1.184 1.317 1.261 3.190052032 23.39 0 1586.901657 2 793.9545288 0.078030789 6.19E-05 74.25598134EDGELNLMK 5 6005757 2xTMT6plex [N-Term; K9] 1.867 1.26 1.047 3.37283206 36.58 0 1506.823801 2 753.9156494 0.146983426 0.000110739 51.81027852INFYCPGSALGR 4 6005757 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.344 1.175 3.785509348 24.88 0 1583.820164 2 792.4118042 -2.419341318 -0.001915901 60.39129312EELEFEVPFR 6 6005757 1xTMT6plex [N-Term] 1.09 1.236 0.656 3.899940968 36.34 0 1523.794326 2 762.3998413 -1.259784723 -0.000959826 70.03246402DKFPGEFMK 6 6005757 3xTMT6plex [N-Term; K2; K9] 1.444 1.237 1.373 3.449263334 10.87 1 1786.017639 3 596.0098877 -1.416085713 -0.000843051 57.57097202

SWNDCLNK 4 6005757 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.772 100 3.849229097 35.55 0 1494.77752 2 747.8928833 0.649181266 0.000485191 41.90058955
GEQQIQK 10 6005757 2xTMT6plex [N-Term; K7] 1.5 1.324 1.411 2.73346138 36.88 0 1288.762521 2 644.8847656 -0.206849591 -0.00013329 23.74825181LTEQKGEQQIQK 2 6005757 3xTMT6plex [N-Term; K5; K12] 4.987 2.662 3.125791788 1 2117.253329 3 706.4224854 -0.201277432 -0.000142052 35.58973508IIFMASK 6 6005757 2xTMT6plex [N-Term; K7] 2.034 1.209 1.562 2.920758486 28.4 0 1267.784837 2 634.3956909 -0.57694653 -0.000365722 67.67602154LAESVEK 6 6005757 2xTMT6plex [N-Term; K7] 1.322 1.181 1.23 2.628225565 30.55 0 1233.745474 2 617.3759766 -0.646547458 -0.000398837 36.60730088NAIMFGK 4 6005757 2xTMT6plex [N-Term; K7] 1.311 1.694 3.163812876 31.57 0 1238.733135 2 619.8671875 -4.873584009 -0.003018535 51.76651362QKPELLNK 6 6005757 3xTMT6plex [N-Term; K2; K8] 1.571 2.067 1.661 3.267289162 6.73 0 1657.061553 3 553.0255127 0.260772412 0.000144039 41.69084276AALLTER 6 6005757 1xTMT6plex [N-Term] 1.329 1.416 1.148 2.739836931 22.83 0 1002.614511 2 501.8106079 -0.570348505 -0.00028592 34.78546859EDGELNLMK 4 6005757 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 1.275 1.375 2.36964345 34.3 0 1522.818716 2 753.9156494 0.146983426 0.000110739 51.81027852NPSLMPK 4 6005757 2xTMT6plex [N-Term; K7] 1.45 1.491 2.486401081 19.34 0 1244.7437 2 622.8754883 -0.000134566 -8.38E-08 40.74119722KQKPELLNK 3 6005757 4xTMT6plex [N-Term; K1; K3; K9] 1.981 1.924 1.954 2.171218395 1 2014.319448 4 504.3352661 -0.105795967 -5.33E-05 43.47255364YETVIMPVFGIATPFHIATIK 1 6005757 2xTMT6plex [N-Term; K21] 1.402 2.75208497 0 2806.598151 3 936.2032471 -1.055868672 -0.0009878 112.0347585

6005842 PROSC proline synthase co-transcribed bacterial homolog protein 11212 NP_009129.1 30.18181818 1 7 7 53 275 30.325 7.5 1.21 0.98 1.09 1.09 Significant 0.00367
LMAVPNLFMLETVDSVK 6 6005842 2xTMT6plex [N-Term; K17] 1.369 0.966 1.144 4.705376625 40.5 0 2365.327532 3 789.1134033 -0.792963781 -0.000625206 112.5105826TFGENYVQELLEK 12 6005842 2xTMT6plex [N-Term; K13] 1.26 1.129 1.087 3.950775385 66.76 0 2028.105378 2 1014.556519 0.188456369 0.000191105 90.23915631HGLPPSETIAIVEHINAK 2 6005842 2xTMT6plex [N-Term; K18] 0.828 6.015690804 36.25 0 2384.3702 4 596.8479614 -0.077427941 -4.62E-05 66.01566476WHFIGHLQK 12 6005842 2xTMT6plex [N-Term; K9] 1.175 0.995 1.199 3.423913717 28.14 0 1623.952388 4 406.7430725 -1.186907296 -0.00048187 50.82038997

ILSLCPEIK 13 6005842 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.129 1.042 0.878 4.255090237 37.18 0 1530.932958 2 765.9658813 -5.533570001 -0.004235762 74.34618805IGSTIFGER 4 6005842 1xTMT6plex [N-Term] 0.459 0.67 3.173696995 20.1 0 1208.683653 2 604.8449707 -0.817710861 -0.000494177 51.68584661DLPAIQPR 4 6005842 1xTMT6plex [N-Term] 1.202 1.152 2.89520359 18.36 0 1138.678174 2 569.8421021 -1.094601149 -0.000623199 51.89364767256223453 DDX20 probable ATP-dependent RNA helicase DDX20 11218 NP_009135.4 9.951456311 1 6 6 21 824 92.183 6.95 0.89 1.28 1.15 1.11 Significant 0.0106 QLIELDYLNPGSIR 6 256223453 1xTMT6plex [N-Term] 1.086 1.032 0.88 5.210147381 46.08 0 1860.042829 2 930.5220947 -3.180667016 -0.002958088 80.88994322EALPVSLPQIPCLSSFK 4 256223453 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C12] 1.129 1.395 3.846219063 28 0 2344.335061 3 782.1118774 -5.96406888 -0.004660592 102.1725495IPFNQALVFSNLHSR 2 256223453 1xTMT6plex [N-Term] 0.786 3.250299215 5.53 0 1972.096596 3 658.0371704 0.18358658 0.000120683 77.03963039LQTEAQEDDWYDCHR 4 256223453 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.007 1.346 3.490355015 22.13 0 2194.966112 3 732.3258057 -1.479743945 -0.001082663 39.75916876AHGDHMASSR 2 256223453 1xTMT6plex [N-Term] 1.578 2.957695246 13.91 0 1297.626883 3 433.2133484 -1.072245036 -0.000463791 12.56159753EGLEKPVEIIR 3 256223453 2xTMT6plex [N-Term; K5] 0.854 1.403 2.797649384 2.9 0 1741.062391 3 581.0241089 -2.652403421 -0.001539333 53.075913436005862 MRPL3 39S ribosomal protein L3, mitochondrial 11222 NP_009139.1 36.20689655 1 13 13 59 348 38.608 9.48 1.23 1.11 1.13 1.16 Significant 0.00103 SGTWWDEHLSEENVPFIK 6 6005862 2xTMT6plex [N-Term; K18] 1.367 1.168 1.084 5.093738079 26.69 0 2632.344773 3 878.1187744 -1.140978128 -0.001001149 78.84994009
HVVTLLQVQDCHVLK 2 6005862 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 1.214 5.085197926 33.87 0 2247.304764 4 562.5821533 0.898659266 0.00050489 59.35538878

KATSILEFYR 4 6005862 2xTMT6plex [N-Term; K1] 1.091 0.766 4.10323143 17.77 1 1685.999063 3 562.6707764 -0.763398074 -0.000429029 62.50595673
LCPLKDEPWPIHPWEPGSFR 6 6005862 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C2] 1.251 0.985 1.659 6.056540489 13.71 1 2919.538011 4 730.6379395 -2.768611838 -0.002020767 80.61274321

GQPATHGQTK 4 6005862 2xTMT6plex [N-Term; K10] 0.896 1.016 3.580605745 24.02 0 1482.842897 3 494.9525757 0.186864557 9.24E-05 15.93846972QLVSDEDKAQLASK 2 6005862 3xTMT6plex [N-Term; K8; K14] 1.46 4.061713219 5.59 1 2219.285023 3 740.4328613 -0.447083459 -0.000330735 56.49651146ATSILEFYR 2 6005862 1xTMT6plex [N-Term] 1.004 3.713587761 28.7 0 1328.741168 2 664.8729248 -1.952969237 -0.001297495 64.6782422MATLSVGGK 6 6005862 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 1.443 1.056 1.357 2.402458191 32.02 0 1337.786294 2 669.3961792 -0.905781116 -0.000605871 34.48837749LGMMPLWTK 6 6005862 2xTMT6plex [N-Term; K9] 1.255 0.974 1.193 3.012508869 14.43 0 1534.888984 2 767.9458618 -2.955951365 -0.002268529 86.19075719QLVSDEDK 2 6005862 2xTMT6plex [N-Term; K8] 0.94 2.673196793 17.98 0 1391.778231 2 696.3919067 -1.217078555 -0.000846952 29.60653041GFQGVMK 7 6005862 2xTMT6plex [N-Term; K7] 1.199 1.284 2.630214214 33.39 0 1224.717485 2 612.8624878 0.174387922 0.000106788 43.096321ELGLPPK 8 6005862 2xTMT6plex [N-Term; K7] 1.228 1.175 1.205 2.461941242 20.95 0 1211.77638 2 606.3909302 -1.48270627 -0.000898354 61.74069349VGLIALK 4 6005862 2xTMT6plex [N-Term; K7] 1.234 1.11 2.806042671 29.05 0 1171.817851 2 586.411438 -1.92180332 -0.001126002 66.312681576005860 RPL35 60S ribosomal protein L35 11224 NP_009140.1 45.52845528 1 7 7 85 123 14.543 11.05 1.14 1.05 1.05 1.08 Significant 0.000771 VLTVINQTQK 30 6005860 2xTMT6plex [N-Term; K10] 1.133 1.183 1.259 4.413182735 57.6 0 1601.999063 2 801.5029297 -0.299741124 -0.000240093 54.83157853QLDDLKVELSQLR 6 6005860 2xTMT6plex [N-Term; K6] 1.301 1.12 0.599 3.152550936 8.99 1 2015.190111 3 672.4005127 -1.551275011 -0.001042038 76.83914132VTGGAASK 15 6005860 2xTMT6plex [N-Term; K8] 1.252 1.053 1.136 2.915090084 33.73 0 1148.703944 2 574.8557739 0.285070461 0.000163731 20.441459LNKHEENLK 13 6005860 3xTMT6plex [N-Term; K3; K9] 1.102 0.984 1.07 3.754211664 15.17 1 1812.094644 2 906.5505981 -0.399538148 -0.000362 31.15639217YKPLDLRPK 5 6005860 3xTMT6plex [N-Term; K2; K9] 1 0.961 1.034 2.48665309 7.46 0 1817.161601 3 606.3922729 0.365689907 0.000221506 46.20876733VELSQLR 9 6005860 1xTMT6plex [N-Term] 0.878 1.097 0.826 2.781550884 39.26 0 1073.651625 2 537.3291016 -0.650383219 -0.000349142 41.66749438KKEELLK 7 6005860 4xTMT6plex [N-Term; K1; K2; K7] 1.276 1.327 0.998 2.375738144 26.1 2 1804.207772 2 902.6082764 0.833637011 0.000752027 40.445743086005747 RNF2 E3 ubiquitin-protein ligase RING2 6045 NP_009143.1 8.333333333 1 1 2 8 336 37.632 6.84 1.28 1.35 1.44 1.35 Significant 0.00116 SLRPDPNFDALISK 4 6005747 2xTMT6plex [N-Term; K14] 1.278 1.329 4.52198267 17.3 0 2031.163896 3 677.7247925 -2.004780905 -0.001357346 73.90064825IYPSRDEYEAHQER 4 6005747 1xTMT6plex [N-Term] 1.419 1.435 5.045287132 15.14 1 2021.987833 4 506.2513428 -2.12267165 -0.001073004 24.043962756005794 PRAF2 PRA1 family protein 2 11230 NP_009144.1 26.40449438 1 4 4 36 178 19.246 9.19 1 0.97 1 0.99 Significant 0.000102 ALDDFVLGSAR 6 6005794 1xTMT6plex [N-Term] 0.993 1.182 1.122 4.476579189 55.14 0 1392.768445 2 696.8873291 -0.763742802 -0.000531858 62.21903965TPMGLLLEALGQEQEAGS 6 6005794 1xTMT6plex [N-Term] 0.838 1.289 1.132 4.067441463 52.24 0 2073.073537 3 691.6953125 -1.038260323 -0.000717463 112.4875024TPMGLLLEALGQEQEAGS 14 6005794 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.854 0.989 1.202 4.66103363 50.87 0 2089.068452 3 691.6953125 -1.038260323 -0.000717463 112.4875024LAAPDPCDPQR 4 6005794 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.172 1.469 3.512030125 23.71 0 1468.741579 2 734.8751831 1.028554621 0.00075534 34.45523453IESIGLK 6 6005794 2xTMT6plex [N-Term; K7] 0.973 0.739 0.784 2.834203482 36.64 0 1217.786945 2 609.3969727 -0.226975253 -0.000138204 54.911625876005872 SEC63 translocation protein SEC63 homolog 11231 NP_009145.1 28.81578947 1 18 18 114 760 87.942 5.31 0.95 0.98 1 0.98 Significant 0.000221 AYAALTDEESR 12 6005872 1xTMT6plex [N-Term] 1.014 0.941 1.05 4.712678909 50.16 0 1454.732454 2 727.8709717 1.521310238 0.00110655 33.03523047MKIPETLEEDQQFMLK 3 6005872 3xTMT6plex [N-Term; K2; K16] 1.913 1.29 5.527792454 37.15 1 2667.470457 3 889.8283691 0.036390984 3.24E-05 80.10469482SPLLQLPHIEEDNLR 8 6005872 1xTMT6plex [N-Term] 0.969 1.042 1.052 5.266261578 31.35 0 2003.112305 3 668.3759766 0.534646758 0.000356986 69.60858846EQSICAAEEQPAEDGQGETNK 6 6005872 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C5] 1.055 0.923 1.088 6.757727146 59.5 0 2749.298688 3 917.1037598 -0.713452174 -0.000653831 31.53530123
EYQEYNPYEVLNLDPGATVAEIK 6 6005872 2xTMT6plex [N-Term; K23] 0.889 0.848 0.753 4.302133083 55.8 0 3113.608318 3 1038.539551 -1.354864138 -0.001406172 94.12891333LSQMAVQGLQQFK 12 6005872 2xTMT6plex [N-Term; K13] 0.913 0.964 0.939 5.094727039 67.65 0 1936.109024 2 968.5500488 -8.368817845 -0.008101472 76.88465049LIMVLAGASEFDPQYNK 6 6005872 2xTMT6plex [N-Term; K17]; 1xOxidation [M3] 1.184 1.002 0.99 5.862329483 42.11 0 2370.27794 3 790.762207 -2.477395647 -0.001957372 88.51834161IPETLEEDQQFMLK 6 6005872 2xTMT6plex [N-Term; K14] 0.945 0.929 0.877 4.463251114 43.73 0 2179.172078 3 727.0634766 1.743261828 0.001266289 79.19197507TIQDLVSLK 7 6005872 2xTMT6plex [N-Term; K9] 0.978 0.896 1.175 4.159329414 45.93 0 1474.924501 2 737.9658813 -0.01016641 -7.50E-06 72.64498099DATSRPTDNILIPQLIR 4 6005872 1xTMT6plex [N-Term] 0.421 1.557 4.759773731 25.36 0 2152.228732 3 718.0809326 -0.226522595 -0.000162509 68.62491403APTLASLENCMK 6 6005872 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 0.956 1.096 3.822268963 46.21 0 1792.970148 2 896.9906006 2.106533609 0.001888476 72.26436989VLLLSHLAR 12 6005872 1xTMT6plex [N-Term] 0.934 1.018 1.11 3.872844696 45.66 0 1250.814608 3 417.6092834 -1.047851692 -0.000436889 61.06421446EIGSINLK 4 6005872 2xTMT6plex [N-Term; K8] 0.978 1.003 3.825248718 43.18 0 1331.829872 2 666.4191895 0.923395905 0.000614903 52.78664448YSGDQILIR 4 6005872 1xTMT6plex [N-Term] 0.918 0.932 2.832369089 16.89 0 1293.736417 2 647.3710938 -1.164124299 -0.000753035 44.19925641DTEEVELK 4 6005872 2xTMT6plex [N-Term; K8] 0.993 1.034 3.446065903 44.12 0 1420.793546 2 710.8994141 -1.404106181 -0.000997472 36.33432697DQNAEQIR 6 6005872 1xTMT6plex [N-Term] 100 1.149 0.994 3.458436012 30.13 0 1202.63268 2 601.8202515 0.454128427 0.000273075 16.69048511ITHPVYSLYFPEEK 4 6005872 2xTMT6plex [N-Term; K14] 1.155 1.23 3.481729031 12.55 0 2181.199613 3 727.737854 -0.277025669 -0.000201416 66.16168514QTMAEVFEK 4 6005872 2xTMT6plex [N-Term; K9]; 1xOxidation [M3] 1.009 1.184 1.937349916 33.72 0 1556.839451 2 778.9226074 -0.971819059 -0.000756483 37.3567740220127517 PDCD10 programmed cell death protein 10 11235 NP_009148.2 52.35849057 1 11 11 56 212 24.686 8.19 1.01 1.04 1.04 1.03 Significant 0.0000942 ENPGLTQDIIMK 8 20127517 2xTMT6plex [N-Term; K12] 0.961 0.923 1.025 5.184945107 69.22 0 1817.024291 2 909.0144653 -1.451420298 -0.001318633 62.45447531MAADDVEEYMIERPEPEFQDLNEK 4 20127517 2xTMT6plex [N-Term; K24] 1.612 0.948 4.695850372 22.03 0 3356.606679 4 839.9056396 -1.772792233 -0.001487642 75.40718279AEKENPGLTQDIIMK 6 20127517 3xTMT6plex [N-Term; K3; K15] 1.626 1.558 1.83 5.504309654 33.88 1 2374.361893 3 792.124939 -0.686241416 -0.000543128 56.91841118VNLSAAQTLR 6 20127517 1xTMT6plex [N-Term] 1.086 1.134 0.931 3.476569891 39.03 0 1301.773865 2 651.3901978 -0.573204154 -0.000373091 43.77445409LIHQTNLILQTFK 2 20127517 2xTMT6plex [N-Term; K13] 0.789 4.578103542 15.9 0 2027.241753 3 676.4185181 -0.370809638 -0.000250574 81.1984346AINVFVSANR 4 20127517 1xTMT6plex [N-Term] 1.35 1.258 3.326700449 40.84 0 1319.7633 2 660.3849487 -0.514917381 -0.000339785 51.39097599SVEVNFTESLLR 4 20127517 1xTMT6plex [N-Term] 0.691 1.004 3.169450283 21.61 0 1622.895102 2 811.9518433 0.80575968 0.000653832 75.0055166ELLDTVNNVFK 2 20127517 2xTMT6plex [N-Term; K11] 0.574 3.365339518 14.59 0 1750.015107 2 875.5124512 1.439338289 0.001259432 78.46745361KSVEVNFTESLLR 2 20127517 2xTMT6plex [N-Term; K1] 1.338 3.479204893 2.85 1 1980.152997 3 660.7226563 0.211246303 0.000139433 67.5864838SFSDTLK 8 20127517 2xTMT6plex [N-Term; K7] 1.12 1.12 1.109 3.250963688 21.94 0 1255.729824 2 628.3684082 -0.226429081 -0.000142167 51.24150052IPDEINDR 10 20127517 1xTMT6plex [N-Term] 0.829 0.926 0.907 2.796760321 20.13 0 1200.642182 2 600.8239136 -1.359015689 -0.000815846 35.08063023

148747351 PACSIN2 protein kinase C and casein kinase substrate in neurons protein 2 isoform A 11252 NP_009160.2 31.6872428 1 14 14 74 486 55.704 5.2 0.88 0.87 0.88 0.88 Significant 0.0000145
ANHGPGMAMNWPQFEEWSADLNR 4 148747351 1xTMT6plex [N-Term] 1.062 0.982 4.990556717 40.98 0 2887.324182 3 963.1123657 -0.567321827 -0.000546014 79.96691256AYAQQLTEWAR 6 148747351 1xTMT6plex [N-Term] 0.927 0.947 0.724 4.005149841 42.1 0 1565.827357 2 783.416748 -0.726540027 -0.000568818 57.24550932ALYDYEGQEHDELSFK 6 148747351 2xTMT6plex [N-Term; K16] 0.86 0.947 0.745 5.649769783 57.33 0 2402.191627 3 801.401001 -1.322633997 -0.001059073 58.15714586

LCSDLMNCLHER 6 148747351 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C8] 1.031 1.224 1.175 3.7635746 25.64 0 1776.839261 3 592.9501953 -1.816896199 -0.001076111 52.53866411
ASLMNDDFEK 6 148747351 2xTMT6plex [N-Term; K10] 0.58 0.811 0.825 3.577566862 33.05 0 1627.840179 2 814.4228516 -1.076589104 -0.000876258 51.91582801HLDLSNVAGYK 8 148747351 2xTMT6plex [N-Term; K11] 0.925 0.89 0.853 4.651279926 38.43 0 1674.957926 3 558.9902954 -0.951313168 -0.000531137 51.11876695AADAVEDLR 6 148747351 1xTMT6plex [N-Term] 0.769 0.785 0.779 3.318536043 35.33 0 1188.642182 2 594.8237915 -1.578130253 -0.000937916 31.76890532AIYHDLEQSIR 4 148747351 1xTMT6plex [N-Term] 0.864 0.797 4.145704269 28.05 0 1573.853572 3 525.2896118 0.451356614 0.00023679 48.4855187GPQYGTVEK 8 148747351 2xTMT6plex [N-Term; K9] 0.836 1.031 0.733 3.600496054 36.39 0 1436.814951 2 718.9094849 -2.267197621 -0.001628772 31.15434798

MEDEDEQGWCK 2 148747351 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.308 1.824053049 4.39 0 1884.85082 2 942.9287109 -0.358110569 -0.000337493 39.2457867
EVLLEVQK 8 148747351 2xTMT6plex [N-Term; K8] 0.879 0.807 0.882 3.71380806 45.12 0 1415.887387 2 708.4472046 -0.179929785 -0.00012738 56.4567086VSELHLEVK 6 148747351 2xTMT6plex [N-Term; K9] 0.892 1.232 0.949 3.093646526 22.98 0 1511.91975 3 504.6437378 -2.043700463 -0.00102997 51.60898035EAEDGFR 3 148747351 1xTMT6plex [N-Term] 0.855 0.634 2.803676605 19.76 0 1052.521005 2 526.7648315 1.312967562 0.000690963 19.52535851AQKPWAK 1 148747351 3xTMT6plex [N-Term; K3; K7] 0.988 2.077319145 0 1515.961445 3 505.9919739 -0.050455861 -2.55E-05 37.382387746005745 DCTN3 dynactin subunit 3 isoform 1 11258 NP_009165.1 43.01075269 1 8 8 47 186 21.106 5.47 1.02 0.88 1.15 1.02 Significant 0.00583

LAQIHIQQQDQCVEITEESK 4 6005745 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C12] 0.902 1.178 4.157515049 20.73 0 2855.497328 3 952.50354 -0.441580806 -0.000420311 55.90390833
VQVALGNISSK 10 6005745 2xTMT6plex [N-Term; K11] 1.225 1.03 1.016 4.262088299 48.06 0 1573.967763 2 787.4873657 -0.195680429 -0.000153997 57.46074915YLDPEYIDR 6 6005745 1xTMT6plex [N-Term] 0.891 0.916 0.959 3.498695135 33.71 0 1412.725912 2 706.8651123 -2.097923313 -0.001481895 49.96627107KVADGLVK 6 6005745 3xTMT6plex [N-Term; K1; K8] 1.267 1.578 1.273 3.760497808 26.18 1 1517.002975 3 506.3386536 -1.033509272 -0.000522612 38.29394002ALLEEYNK 2 6005745 2xTMT6plex [N-Term; K8] 1.078 3.314805031 40.81 0 1437.835352 2 719.4206543 -0.917884129 -0.000659883 50.45447595WVYGPGGAR 6 6005745 1xTMT6plex [N-Term] 0.945 1.065 1.144 3.127142668 27.88 0 1191.647208 2 596.3269043 -0.567413111 -0.000338078 39.24154632IAIPDASK 5 6005745 2xTMT6plex [N-Term; K8] 1.056 0.832 2.827478409 10.83 0 1272.792759 2 636.8991699 -1.33211494 -0.000847753 50.05407426KIEDLIK 8 6005745 3xTMT6plex [N-Term; K1; K7] 0.909 0.852 1.035 2.734700441 13.57 1 1546.018291 3 516.0106812 -0.517951808 -0.000266921 55.044886828051636 XPOT exportin-T 11260 NP_009166.2 25.25987526 1 18 18 112 962 109.893 5.39 0.96 0.86 0.85 0.89 Significant 0.00155 VLVTVIQGAVEYPDPIAQK 8 8051636 2xTMT6plex [N-Term; K19] 1.799 1.72 1.526 6.034162521 45.95 0 2498.463432 3 833.4909058 -2.108505882 -0.001756008 97.36471968ANVEAIMLAVMK 12 8051636 2xTMT6plex [N-Term; K12] 1.098 0.804 0.762 4.828766823 64.88 0 1748.021455 2 874.5126953 -1.911094965 -0.001670317 105.4987484DLQEFIPLINQITAK 12 8051636 2xTMT6plex [N-Term; K15] 1.007 1.078 0.971 4.860085487 50.79 0 2201.294576 2 1101.150269 -0.597594088 -0.00065774 111.9692096NAQEALQAIETK 4 8051636 2xTMT6plex [N-Term; K12] 1.265 1.106 5.085751534 65.06 0 1774.011084 2 887.5084839 -0.78517354 -0.000696453 61.32584935

HIVPACFLAPLK 6 8051636 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 0.833 0.769 0.831 4.745711327 41.34 0 1824.097003 3 608.7035522 -0.493220326 -0.000299894 76.42746652LAQVSPELLLASVR 18 8051636 1xTMT6plex [N-Term] 0.446 0.388 0.446 5.390428543 60.83 0 1725.047186 3 575.6873169 0.122462502 7.04E-05 93.13385168DGPVGFADFVYK 2 8051636 2xTMT6plex [N-Term; K12] 0.87 3.972809792 54.26 0 1772.962343 2 886.9841919 -0.697071172 -0.00061794 75.87015356
QTFDLADAQTVLALSECAVTLK 8 8051636 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C17] 1.356 0.896 1.559 5.684486866 58.17 0 2852.547966 3 951.5205078 -0.349239526 -0.000332074 111.7861662

SYFAFLQTVTGSGMSEVIANQGAENVER 4 8051636 1xTMT6plex [N-Term] 1.111 1.25 5.667176247 79.24 0 3234.593857 3 1078.869263 -0.192461276 -0.000207511 104.704455LLYMLAEALPVSHGAHFSGDVSK 6 8051636 2xTMT6plex [N-Term; K23] 1.327 1.267 0.831 5.75406456 44.32 0 2900.574456 4 725.8979492 -1.547522764 -0.001122176 109.6015351ALAYFEQLK 8 8051636 2xTMT6plex [N-Term; K9] 1.116 1.017 3.734363794 36.94 0 1540.913936 2 770.9602051 -0.521037373 -0.000401437 76.12853135ISPDAWQVCAEALAQR 6 8051636 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.874 1.285 1.742 4.676728725 31.78 0 2044.048325 3 682.0206299 -0.483815158 -0.000329647 72.14915728DVVHTSEEAR 4 8051636 1xTMT6plex [N-Term] 0.6 0.749 3.504375219 28.11 0 1371.706573 3 457.9071655 0.26976763 0.000123347 16.64725359ILMAIDSELVDR 2 8051636 1xTMT6plex [N-Term] 1.025 3.706048489 11.04 0 1603.892659 2 802.4503174 0.435637398 0.000349358 90.18609684GVDLYLR 6 8051636 1xTMT6plex [N-Term] 1.21 1.025 1.041 2.689510584 17.88 0 1064.630161 2 532.8181763 -1.019303207 -0.00054259 46.77970024GMDPVDK 4 8051636 2xTMT6plex [N-Term; K7] 1.033 0.943 2.487149477 28.18 0 1219.67568 2 610.3414917 0.021873386 1.33E-05 45.98164282ILMAIDSELVDRDVVHTSEEAR 1 8051636 1xTMT6plex [N-Term] 1.158 3.026411057 1 2727.418459 4 682.6080322 -2.991984498 -0.002040098 77.50713035YSELTTVQQQLIR 1 8051636 1xTMT6plex [N-Term] 0.823 1.848692536 0 1808.011529 2 904.5065308 -3.17696346 -0.002871993 64.327116936005731 CHP1 calcineurin B homologous protein 1 11261 NP_009167.1 38.97435897 1 7 7 44 195 22.442 5.1 0.99 0.96 0.94 0.97 Significant 0.000227 TIQEADQDGDSAISFTEFVK 11 6005731 2xTMT6plex [N-Term; K20] 1.004 100 1.052 6.574951649 59.61 0 2659.350312 3 887.1216431 0.023975487 2.13E-05 81.77972435IPELAINPLGDR 8 6005731 1xTMT6plex [N-Term] 0.972 0.797 1.024 3.931542397 50.91 0 1536.894708 2 768.951355 0.471705013 0.00036248 81.66089299ETGFSHSQITR 6 6005731 1xTMT6plex [N-Term] 1.147 1.057 1.078 5.510705948 47.82 0 1491.775322 3 497.929657 -0.605877253 -0.000301278 21.48587594ISRDELLQVLR 4 6005731 1xTMT6plex [N-Term] 0.923 0.588 4.137293339 30.71 1 1570.947807 3 524.3208618 0.143632537 7.52E-05 65.31438719DELLQVLR 6 6005731 1xTMT6plex [N-Term] 0.568 0.826 0.742 3.191753387 32.13 0 1214.730603 2 607.8689575 0.028894524 1.75E-05 63.55285909TLAHFRPIEDNEK 2 6005731 2xTMT6plex [N-Term; K13] 1.061 3.153388262 5.24 0 2028.127845 4 507.7868042 -1.212035588 -0.000614541 40.88060537LYDLDKDEK 7 6005731 3xTMT6plex [N-Term; K6; K9] 0.976 1.035 0.931 2.486489296 0.54 1 1826.051441 3 609.3550415 -0.476519041 -0.000290049 61.068594756005956 DUSP12 dual specificity protein phosphatase 12 11266 NP_009171.1 8.529411765 1 2 2 8 340 37.663 6.84 1.19 1.13 1.14 1.15 Significant 0.000259 LFVPALDKPETDLLSHLDR 2 6005956 2xTMT6plex [N-Term; K8] 1.074 6.567434788 21.8 0 2637.501608 4 660.1282349 -3.980599231 -0.002624709 89.17999402WITPAFQIHK 6 6005956 2xTMT6plex [N-Term; K10] 1.191 1.176 1.135 4.232961655 33.8 0 1699.009568 3 567.0082397 0.351898125 0.000199293 68.7662043421361380 SNF8 vacuolar-sorting protein SNF8 isoform 1 11267 NP_009172.2 14.72868217 1 4 4 16 258 28.846 6.65 0.86 0.9 0.93 0.9 Significant 0.000511 FAQDVSQDDLIR 6 21361380 1xTMT6plex [N-Term] 1.153 1.489 0.929 4.131493568 59.5 0 1635.853966 2 818.4298096 -0.992245891 -0.000811585 53.54025103TNLEEFASK 2 21361380 2xTMT6plex [N-Term; K9] 0.588 3.414595127 34.47 0 1496.83608 2 748.9208374 -1.123560111 -0.000840893 50.45945954GVGAGAIAK 4 21361380 2xTMT6plex [N-Term; K9] 0.777 0.852 3.106977224 24.4 0 1201.766878 2 601.3864136 -1.104916092 -0.000663926 44.27993319QVLEHLLK 4 21361380 2xTMT6plex [N-Term; K8] 0.861 0.973 3.787246943 25.72 0 1437.919356 3 479.9780273 0.120035418 5.75E-05 60.5700537
6005743 DDX19B ATP-dependent RNA helicase DDX19B isoform 1 11269 NP_009173.1 48.85177453 1 3 19 110 479 53.893 6.3 1.08 1.09 1.08 1.08 Significant 0.00000947

IQENALPLMLAEPPQNLIAQSQSGTGK 10 6005743 2xTMT6plex [N-Term; K27] 2.242 2.32 1.105 5.66380167 38.1 0 3306.813182 3 1102.941528 -0.952702463 -0.001050136 97.46336713VFVLDEADVMIATQGHQDQSIR 2 6005743 1xTMT6plex [N-Term] 1.188 4.612905025 19.85 0 2701.38168 3 901.1293335 -3.04762625 -0.002744267 81.85965344
ISEQIVIGTPGTVLDWCSK 12 6005743 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C17] 1.094 1.192 1.159 5.143073082 56.13 0 2561.404931 2 1281.199219 -5.376073042 -0.00688515 89.73807381



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

YPQCLCLSPTYELALQTGK 6 6005743 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C4; C6] 1.218 1.148 1.262 4.539596558 46.07 0 2700.414116 3 900.8066406 -3.239249472 -0.002915772 81.11814389SNLVDNTNQVEVLQR 4 6005743 1xTMT6plex [N-Term] 1.177 0.775 4.099666595 47.18 0 1958.050433 2 979.5275879 -1.294302081 -0.001267154 45.33334462LDTDDLDEIEK 8 6005743 2xTMT6plex [N-Term; K11] 0.823 0.608 0.707 4.286707878 50.18 0 1763.931496 2 882.4692383 -0.167998304 -0.000148169 57.81442394LKPQLLQGVYAMGFNRPSK 6 6005743 3xTMT6plex [N-Term; K2; K19] 1.465 1.487 1.524 6.120459557 23.13 0 2834.668186 4 709.4220581 -0.629198202 -0.000445892 80.38083036GLAVNMVDSK 2 6005743 2xTMT6plex [N-Term; K10] 1.092 3.044283628 36.48 0 1491.860521 2 746.4326172 -1.717898533 -0.001281432 53.70179462VLVTTNVCAR 6 6005743 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.245 1.039 1.381 3.683613062 37.41 0 1361.777236 2 681.390686 -2.306360838 -0.001570375 40.48194302EEETLDTIK 6 6005743 2xTMT6plex [N-Term; K9] 1.092 0.994 0.976 3.412018776 45.34 0 1535.856875 2 768.432373 0.387115336 0.000297277 43.12570279REEETLDTIK 5 6005743 2xTMT6plex [N-Term; K10] 1.101 1.168 1.142 3.780632496 16.51 1 1691.957986 3 564.6564331 -1.914830995 -0.001079938 35.37439861TAAFVLAMLSQVEPANK 6 6005743 2xTMT6plex [N-Term; K17] 1.237 0.471 0.607 1.968500018 19.91 0 2248.277546 3 750.1018677 6.006410272 0.004501359 112.4329757HSMNILNR 6 6005743 1xTMT6plex [N-Term] 0.877 1.072 1.098 4.05102253 24.66 0 1213.667292 3 405.227478 0.485488927 0.000196407 25.40798867AAQSLLNK 6 6005743 2xTMT6plex [N-Term; K8] 0.927 0.963 1.239 3.587845564 27.99 0 1302.814557 2 651.9104614 -0.698916383 -0.000455279 43.28504704TNANAEKTDEEEKEDR 2 6005743 3xTMT6plex [N-Term; K7; K13] 1.525 2.970968962 0.33 2 2566.319964 4 642.335022 -0.664842809 -0.00042655 19.70869802VVPDPNVIK 6 6005743 2xTMT6plex [N-Term; K9] 1.146 1.258 0.916 3.195768118 40.21 0 1438.903372 2 719.954834 -0.681353084 -0.000490201 55.80538522TDEEEKEDR 6 6005743 2xTMT6plex [N-Term; K6] 0.686 0.839 0.851 3.549748421 21.29 1 1608.811716 3 536.9420776 -0.022320725 -1.20E-05 15.89298328IQEHFNK 7 6005743 2xTMT6plex [N-Term; K7] 1.203 1.033 1.051 3.558472872 16.25 0 1373.794156 3 458.602417 -1.061275033 -0.000485991 32.81151417VIEQMGK 4 6005743 2xTMT6plex [N-Term; K7] 0.884 1.073 2.669961691 20.36 0 1262.754265 2 631.8789063 -2.952981514 -0.001864445 41.3397570127262647 ATXN2L ataxin-2-like protein isoform A 11273 NP_009176.2 25.95348837 1 21 21 118 1075 113.304 8.59 1.16 1.07 1.01 1.08 Significant 0.00162 LQPSSSPENSLDPFPPR 6 27262647 1xTMT6plex [N-Term] 0.534 1.209 3.790209055 24.43 0 2097.081399 2 1049.041016 -3.168494081 -0.003322295 61.16627271REDIVDTMVFKPSDVMLVHFR 6 27262647 2xTMT6plex [N-Term; K11] 1.279 1.235 1.136 8.423708916 34.37 1 2992.615275 5 599.3277588 -1.866997317 -0.001117441 82.92376053EKEVDGLLTSEPMGSPVSSK 4 27262647 3xTMT6plex [N-Term; K2; K20] 1.161 0.808 5.441067219 27.28 1 2777.520972 3 926.5110474 -0.858081786 -0.000794447 61.20681967
MLHFLTAVVGSTCDVK 6 27262647 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C13] 1.828 1.684 2.085 5.377802849 45.99 0 2236.223402 3 746.0791626 -0.209034138 -0.000155816 90.96858936GPHHLDNSSPGPGSEAR 10 27262647 1xTMT6plex [N-Term] 1.029 1.039 1.031 5.684789658 49.55 0 1943.952116 3 648.6552124 -0.531130865 -0.000344164 15.66048074GAEGILAPQPPPPQQHQERPGAAAIGSAR 4 27262647 1xTMT6plex [N-Term] 1.091 0.945 4.469423771 17.57 0 3130.670743 4 783.421936 -1.542420066 -0.001207202 51.13028866FELAVDAVHR 8 27262647 1xTMT6plex [N-Term] 1.365 1.165 0.01 4.372061729 41.97 0 1385.773865 3 462.5955811 -1.208823445 -0.000558385 50.15851638EFNPTKPLLSVNK 10 27262647 3xTMT6plex [N-Term; K6; K13] 1.152 1.07 1.076 4.167853832 8.54 0 2174.315201 3 725.4437256 0.654246363 0.000474179 65.97188702IAMENDDGRTEEEK 6 27262647 2xTMT6plex [N-Term; K14] 1.068 1.02 0.976 3.380629063 11.14 1 2095.037769 3 699.0170898 -0.502429486 -0.00035087 28.61984854AEGLQVGQDAR 4 27262647 1xTMT6plex [N-Term] 0.93 1.496 3.985584021 33.46 0 1372.738208 2 686.8729858 0.35496913 0.00024364 27.59704058FNEENYGVK 6 27262647 2xTMT6plex [N-Term; K9] 0.934 1.257 1.237 3.695666552 46.63 0 1557.831329 2 779.4189453 -0.458929659 -0.000357468 41.97725237NVDFNYATK 6 27262647 2xTMT6plex [N-Term; K9] 1.126 1.33 1.424 3.931557894 52.26 0 1529.836414 2 765.4221802 0.437557608 0.000334696 48.94493865VPGLQNEQK 6 27262647 2xTMT6plex [N-Term; K9] 1.135 1.185 1.126 3.263431072 38.02 0 1470.868049 2 735.937439 -0.304255921 -0.00022376 51.6463486DKFTDSAIAMNSK 4 27262647 3xTMT6plex [N-Term; K2; K13] 1.256 1.28 4.951903343 10.51 1 2115.172301 3 705.7280273 -1.310861885 -0.000924233 49.71238339TLEPQELAR 8 27262647 1xTMT6plex [N-Term] 0.949 0.637 0.457 3.757927418 24.04 0 1285.731332 2 643.3685913 -1.108748599 -0.000712776 37.50560008DNSEEFR 6 27262647 1xTMT6plex [N-Term] 0.909 1.091 1.431 2.891181469 32.06 0 1125.537383 2 563.2717285 -1.068306365 -0.000601209 18.14983846EIESSPQYR 5 27262647 1xTMT6plex [N-Term] 1.42 1.089 1.026 3.306307077 20.3 0 1337.689861 2 669.3477173 -1.272850859 -0.00085134 22.08105624ISLAPTDVK 6 27262647 2xTMT6plex [N-Term; K9] 1.139 1.168 1.105 3.778167009 33.28 0 1401.871737 2 701.439209 -0.425082576 -0.000297956 54.80422606TLSSPSNRPSGETSVPPPPAVGR 1 27262647 1xTMT6plex [N-Term] 0.781 3.947566748 0 2519.34153 3 840.4542847 2.687572854 0.002256971 36.16261722ILKEEPK 2 27262647 3xTMT6plex [N-Term; K3; K7] 1.572 1.61 1.613406897 1 1544.002641 3 515.3392944 0.446333939 0.000229714 39.44660261FQLEELR 4 27262647 1xTMT6plex [N-Term] 0.899 1.094 2.817374468 15.97 0 1163.662189 2 582.3343506 -0.657319737 -0.000382449 54.9198305718105063 VPS45 vacuolar protein sorting-associated protein 45 isoform 1 11311 NP_009190.2 21.57894737 1 11 11 56 570 65.036 8.24 1.19 1.14 1.06 1.13 Significant 0.00112 SFLEEVLASGLHSR 4 18105063 1xTMT6plex [N-Term] 1.374 0.903 6.080710888 56.99 0 1773.969664 3 591.9943848 -0.599256654 -0.000354354 87.08609336LVSAVVEYGGK 2 18105063 2xTMT6plex [N-Term; K11] 1.044 3.922626019 55.53 0 1579.945965 2 790.4776611 1.317061261 0.001040443 62.44435581TTQGLTALLLSLK 10 18105063 2xTMT6plex [N-Term; K13] 1.408 1.064 1.361 4.235265732 41.2 0 1817.151206 2 909.0777588 -1.631901552 -0.001482706 110.9379663YQLSSEAAK 6 18105063 2xTMT6plex [N-Term; K9] 1.018 0.936 1.137 3.477389574 46.33 0 1454.825515 2 727.9163818 -0.019423721 -1.41E-05 33.4172208TEVPPLLLILDR 7 18105063 1xTMT6plex [N-Term] 1.512 1.476 1.037 3.484456062 36.27 0 1607.99336 2 804.4992065 -1.38265749 -0.001111652 108.1429555NLLEVSEVEQELACQNDHSSALQNIK 2 18105063 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C14] 1.922598243 3.64 0 3426.757518 3 1142.918335 -4.980299043 -0.005688759 83.87535555

LESIADMK 6 18105063 2xTMT6plex [N-Term; K8] 1.085 1.009 1.046 3.258180141 21.45 0 1364.785959 2 682.8930054 -5.2935977 -0.003612314 58.52776156GSDLFSPK 5 18105063 2xTMT6plex [N-Term; K8] 1.128 1.051 0.987 3.041537762 27.3 0 1308.756373 2 654.8821411 0.483204189 0.000316198 44.99594675VTEFDAAR 2 18105063 1xTMT6plex [N-Term] 1.346 2.563542366 22.63 0 1137.610154 2 569.3095093 1.395965641 0.000794032 33.44018976DAVAITK 6 18105063 2xTMT6plex [N-Term; K7] 1.178 1.264 1.093 2.897157431 32.74 0 1175.739995 2 588.3735962 -0.067325419 -3.96E-05 37.07372779EVYLFER 6 18105063 1xTMT6plex [N-Term] 1.129 1.256 1.04 2.942247391 19.15 0 1184.65129 2 592.8297119 0.723240781 0.000428394 53.398098479966764 LYPLA2 acyl-protein thioesterase 2 11313 NP_009191.1 44.58874459 1 7 7 76 231 24.721 7.23 0.82 0.76 0.72 0.77 Significant 0.00143 ETAAVIFLHGLGDTGHSWADALSTIR 14 9966764 1xTMT6plex [N-Term] 1.012 1.029 1.336 9.360510826 60.58 0 2967.552585 4 742.6425171 -1.464708881 -0.00108665 100.6606316MVMPSWFDLMGLSPDAPEDEAGIKK 10 9966764 3xTMT6plex [N-Term; K24; K25] 1.095 0.831 1.663 7.071939945 33.32 1 3451.791867 4 863.7023315 -1.266283801 -0.001092737 110.8468298
TYPGVMHSSCPQEMAAVK 10 9966764 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 0.761 0.842 0.884 6.329528809 50.59 0 2451.223478 3 817.7459106 -0.122206893 -9.99E-05 46.30500846

MVMPSWFDLMGLSPDAPEDEAGIK 6 9966764 2xTMT6plex [N-Term; K24] 0.633 0.642 0.787 5.964989662 53.59 0 3094.533972 3 1032.180786 -1.992911249 -0.002055711 112.5098056MVMPSWFDLMGLSPDAPEDEAGIK 6 9966764 2xTMT6plex [N-Term; K24]; 1xOxidation [M] 0.623 0.746 3.11087966 23.26 0 3110.528887 3 1032.180786 -1.992911249 -0.002055711 112.5098056
DLAILQCHGELDPMVPVR 6 9966764 1xTMT6plex [N-Term]; 1xOxidation [M14]; 1xCarbamidomethyl [C7] 0.984 0.85 0.793 3.793335915 31.59 0 2308.199089 3 770.0701904 -1.330440235 -0.00102364 67.34207741

ALIEHEMK 14 9966764 2xTMT6plex [N-Term; K8] 0.779 0.691 0.663 3.640698671 40.79 0 1428.828492 2 714.9175415 -0.480031152 -0.000342941 37.25768602FGALTAEK 10 9966764 2xTMT6plex [N-Term; K8] 0.849 0.794 0.744 2.983027935 42.05 0 1294.777109 2 647.8911743 -1.572978989 -0.001018329 50.212495731542319 COPE coatomer subunit epsilon isoform a 11316 NP_009194.2 52.92207792 1 11 11 89 308 34.46 5.12 1.12 1.08 1.14 1.11 Significant 0.000251 APPAPGPASGGSGEVDELFDVK 7 31542319 2xTMT6plex [N-Term; K22] 1.317 1.242 1.332 59.9 0 2555.339354 3 852.4512939 -0.009816333 -8.36E-06 72.47008447MQDLDEDATLTQLATAWVSLATGGEK 12 31542319 2xTMT6plex [N-Term; K26] 1.12 1.296 1.028 6.361728668 62.55 0 3222.660429 3 1074.891235 -0.396143292 -0.000425545 112.9943604
ALHQGDSLECTAMTVQILLK 12 31542319 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C10] 1.177 1.21 1.275 6.33238554 40.84 0 2686.467214 3 896.1594238 -1.301179336 -0.001165192 88.17296942
FGVVLDEIKPSSAPELQAVR 12 31542319 2xTMT6plex [N-Term; K9] 0.942 1.123 1.077 5.828179836 35.41 0 2613.501608 4 654.1304932 -0.560793131 -0.000366408 82.95128808WEAAEGLLQEALDK 6 31542319 2xTMT6plex [N-Term; K14] 0.685 0.63 4.036897182 39.36 0 2031.116277 3 677.7095337 -1.097665262 -0.000743162 105.0696456NAFYIGSYQQCINEAQR 4 31542319 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.456 1.435 4.046909809 32.66 0 2291.107631 3 764.3701782 -5.084698717 -0.003883197 59.19505868MFADYLAHESR 6 31542319 1xTMT6plex [N-Term] 0.991 0.915 0.994 4.757221222 55.17 0 1568.772879 3 523.5957642 -0.088916333 -4.65E-05 61.71011327KFGVVLDEIKPSSAPELQAVR 2 31542319 3xTMT6plex [N-Term; K1; K10] 1.182 5.778614998 19.57 1 2970.759503 4 743.4416504 -4.958896027 -0.003682922 77.63636196MQDLDEDATLTQLATAWVSLATGGEK 2 31542319 2xTMT6plex [N-Term; K26]; 1xOxidation [M1] 1.026 3.369355917 17.56 0 3238.655344 3 1074.891235 -0.396143292 -0.000425545 112.9943604LQDAYYIFQEMADK 2 31542319 2xTMT6plex [N-Term; K14] 1.027 3.378084183 13.63 0 2193.130213 3 731.7156372 0.978319063 0.000715194 119.6391894DSIVAELDR 12 31542319 1xTMT6plex [N-Term] 0.983 1.046 1.093 3.60518837 53.01 0 1246.684047 2 623.8450928 -0.912880154 -0.000569037 48.07087373LVLQYAPSA 12 31542319 1xTMT6plex [N-Term] 1.074 1.091 0.977 2.47757411 44.59 0 1190.698241 2 595.8529053 0.246348626 0.000146663 65.71498804223005897 GPN1 GPN-loop GTPase 1 isoform a 11321 NP_009197.2 10.56701031 1 3 3 16 388 43.318 5.19 1.24 1 1.22 1.15 Significant 0.00441 DSLSPVLHPSDLILTR 6 223005897 1xTMT6plex [N-Term] 1.075 0.941 0.597 4.405341148 23.01 0 1992.132707 3 664.7162476 0.744355924 0.000494285 66.93213595SMSLVLDEFYSSLR 8 223005897 1xTMT6plex [N-Term] 1.4 1.055 1.472 3.835654497 31.99 0 1875.972366 3 625.9945068 -1.81182423 -0.001132977 102.9467132SLANAESQQQR 2 223005897 1xTMT6plex [N-Term] 1.19 3.074902296 24.47 0 1460.765485 2 730.8861084 -0.373039431 -0.000272462 18.73759717118600975 STXBP3 syntaxin-binding protein 3 6814 NP_009200.2 25.50675676 1 13 13 62 592 67.721 7.8 1.03 1.09 1.08 1.07 Significant 0.000303 TEQDLALGTDAEGQK 7 118600975 2xTMT6plex [N-Term; K15] 100 1.095 3.439606428 34.73 0 2034.075535 2 1017.540527 -0.863563063 -0.000878276 42.54419697IMLLDEFTTK 6 118600975 2xTMT6plex [N-Term; K10] 1.047 1.078 1.446 4.581938744 37.94 0 1668.964651 2 834.986084 0.143848913 0.000120039 90.61329105

SVDCFLHDFASK 6 118600975 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 1.015 1.107 1.138 4.391098022 41.11 0 1883.97259 3 628.6594238 -4.709291245 -0.002957392 71.63318606
TSLSALTQLMK 8 118600975 2xTMT6plex [N-Term; K11] 1.179 1.12 1.06 3.667689085 35.47 0 1650.986449 2 825.9943848 -3.002095355 -0.002478209 85.9485499SAEETFQLSR 4 118600975 1xTMT6plex [N-Term] 0.267 0.222 3.111807585 20.79 0 1396.726974 2 698.8670044 -0.173413231 -0.000121105 35.89145398SCEVIIGSTHVLTPK 2 118600975 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 1.097 4.157845497 9.59 0 2099.193482 3 700.3999634 -3.880153664 -0.002715064 57.21433018

ALYFITPTSK 4 118600975 2xTMT6plex [N-Term; K10] 1.136 1.224 3.494875431 33.23 0 1598.955801 3 533.6569824 0.370757981 0.000197609 69.44445941VLLPVLLNK 6 118600975 2xTMT6plex [N-Term; K9] 1.087 1.002 1.143 3.250456095 48.71 0 1467.007443 2 734.006897 -0.630933873 -0.000462792 95.93191777IENESDMIR 5 118600975 1xTMT6plex [N-Term] 0.878 0.47 1.076 3.177376986 15.45 0 1335.677581 2 668.3436279 1.795230682 0.001198925 34.08643698SKPLDNASK 2 118600975 3xTMT6plex [N-Term; K2; K9] 0.933 2.720218182 1.35 0 1647.004432 3 549.6729736 -0.038914019 -2.14E-05 28.24750671LAQLVEK 4 118600975 2xTMT6plex [N-Term; K7] 1.128 1.099 2.657972336 17.59 0 1258.813494 2 629.9091187 -2.012613723 -0.001266753 56.13197037KLLDDIK 6 118600975 3xTMT6plex [N-Term; K1; K7] 1.301 1.845 1.339 2.89482832 17.54 1 1532.002641 3 511.3381042 -1.880816509 -0.000960472 51.20495018
GKDAIMETMADQIVTVCATLDENPGVR 2 118600975 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C17] 1.684084415 0.26 1 3392.726418 3 1131.57666 -3.239386233 -0.00366345 99.23403556

31083351 EXOC3 exocyst complex component 3 11336 NP_009208.2 13.15436242 1 8 8 34 745 85.513 6.29 1.01 1 1.03 1.01 Significant 0.0000757 DMTLIHGYFGSTQGLSDELAK 2 31083351 2xTMT6plex [N-Term; K21] 1.047 5.503624439 57.45 0 2741.422037 3 914.4771118 -1.916957955 -0.00175173 76.54846441DAVVQHSQLAAAVENLK 4 31083351 2xTMT6plex [N-Term; K17] 0.691 0.939 5.117691994 31.99 0 2251.281051 3 751.09729 -1.658719071 -0.001244748 62.24990182AAIQSQLDGVR 6 31083351 1xTMT6plex [N-Term] 0.866 0.976 1.037 3.928089857 41.82 0 1386.790243 2 693.8965454 -3.193820917 -0.00221458 40.04142459YVLDDLIVAK 4 31083351 2xTMT6plex [N-Term; K10] 1.142 0.92 3.818496227 41.2 0 1606.982016 2 803.9932251 -1.768740819 -0.001421167 83.7422504EAVATAVQR 4 31083351 1xTMT6plex [N-Term] 0.882 0.756 3.454698801 51.83 0 1173.678902 2 587.3427124 -0.642360795 -0.000376963 22.25070719DIVVPSLNVAK 6 31083351 2xTMT6plex [N-Term; K11] 0.932 0.963 1.12 3.32591486 44.18 0 1613.003814 2 807.0037231 -2.259325679 -0.00182215 70.72022401IEGTQADTR 2 31083351 1xTMT6plex [N-Term] 1.261 2.856766939 36.34 0 1219.647996 2 610.3264771 -1.900850447 -0.001159184 18.85546508NIFSVPEIVR 6 31083351 1xTMT6plex [N-Term] 1.202 1.054 1.018 3.528917074 35.53 0 1402.825566 2 701.9162598 -0.230512444 -0.000161684 73.900508156005764 GABARAP gamma-aminobutyric acid receptor-associated protein 11337 NP_009209.1 15.38461538 1 1 2 8 117 13.909 8.79 0.89 1.09 0.99 0.99 Significant 0.00338
FVYKEEHPFEK 2 6005764 3xTMT6plex [N-Term; K4; K11] 1.275 3.833279848 3.26 1 2140.204588 4 535.8070679 0.866110831 0.000463414 47.87462239VPVIVEK 6 6005764 2xTMT6plex [N-Term; K7] 0.892 0.994 0.986 2.416368008 16.31 0 1241.823331 2 621.4152222 -0.131181351 -8.15E-05 54.738845916005926 U2AF2 splicing factor U2AF 65 kDa subunit isoform a 11338 NP_009210.1 43.15789474 1 12 12 199 475 53.467 9.09 1.37 1.4 1.37 1.38 Significant 0.0000525 RPHDYQPLPGMSENPSVYVPGVVSTVVPDSAHK 12 6005926 2xTMT6plex [N-Term; K33] 1.038 1.286 1.117 8.183028221 52.8 0 4018.089691 5 804.4230347 -0.901970945 -0.00072484 72.30728033LGGLTQAPGNPVLAVQINQDK 14 6005926 2xTMT6plex [N-Term; K21] 1.262 1.238 1.026 6.511368752 58.75 0 2591.492106 3 864.4979248 -4.972110818 -0.004295062 76.13108248

SIEIPRPVDGVEVPGCGK 17 6005926 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 1.291 1.384 1.269 6.205756664 20.11 0 2367.310637 3 789.7749023 -0.204104498 -0.00016106 63.57935764
AMQAAGQIPATALLPTMTPDGLAVTPTPVPVVGSQMTR 16 6005926 1xTMT6plex [N-Term] 1.219 1.455 100 6.300637722 33.66 0 4018.13768 3 1340.049438 -0.974954226 -0.001305833 104.5529622

SVDETTQAMAFDGIIFQGQSLK 6 6005926 2xTMT6plex [N-Term; K22]; 1xOxidation [M9] 1.608 1.601 6.234535217 59.57 0 2860.480281 3 948.8344727 1.230049833 0.001166286 88.98212078SVDETTQAMAFDGIIFQGQSLK 12 6005926 2xTMT6plex [N-Term; K22] 1.298 1.411 1.292 6.104183674 61.76 0 2844.485366 3 948.8344727 1.230049833 0.001166286 88.98212078LFIGGLPNYLNDDQVK 28 6005926 2xTMT6plex [N-Term; K16] 1.33 1.351 1.367 4.01712656 56.49 0 2264.269089 3 755.4268799 -1.326291816 -0.001001027 91.17162193
IFVEFTSVFDCQK 30 6005926 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 1.397 1.439 1.346 3.991203308 45.72 0 2078.10327 2 1039.553833 -1.386242164 -0.001440377 102.082485

ELLTSFGPLK 20 6005926 2xTMT6plex [N-Term; K10] 1.504 1.407 1.411 4.160522461 48.43 0 1562.955801 2 781.980896 -0.822683413 -0.000642909 78.58118189
AMQAAGQIPATALLPTMTPDGLAVTPTPVPVVGSQMTR 6 6005926 1xTMT6plex [N-Term]; 1xOxidation [M] 1.299 100 4.773246288 14.49 0 4034.132595 3 1340.049438 -0.974954226 -0.001305833 104.5529622

YCDPDSYHR 12 6005926 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.695 1.479 1.672 3.580229282 30.67 0 1441.63678 3 481.2173157 0.426079227 0.00020475 18.73878108NFAFLEFR 16 6005926 1xTMT6plex [N-Term] 1.349 1.29 1.251 3.24258399 48.1 0 1272.693824 2 636.8510132 0.727439051 0.000462904 76.27818012DSATGLSK 6 6005926 2xTMT6plex [N-Term; K8] 1.026 1.363 1.083 3.700050354 31.29 0 1236.719988 2 618.8638306 0.320867146 0.000198411 26.02051379QLNENKQER 4 6005926 2xTMT6plex [N-Term; K6] 1.833 2.167 1.83 3.212117434 6.53 1 1616.912039 3 539.6417847 -0.765691679 -0.000412685 18.151773996005846 TWF2 twinfilin-2 11344 NP_009215.1 56.16045845 1 16 18 148 349 39.523 6.84 1.17 1.18 1.13 1.16 Significant 0.000173 VVIEDEQLVLGASQEPVGR 12 6005846 1xTMT6plex [N-Term] 1.071 1.248 6.266122818 54.39 0 2267.244442 2 1134.125244 -0.542517043 -0.000615009 71.50359956LLDSVEQDFHLEIAK 20 6005846 2xTMT6plex [N-Term; K15] 1.195 1.175 1.102 5.499437809 49.33 0 2215.237455 3 739.0838013 -0.272851745 -0.000201477 93.27252983KIEIGDGAELTAEFLYDEVHPK 12 6005846 3xTMT6plex [N-Term; K1; K22] 1.202 1.085 1.132 7.606019497 65 1 3161.733742 4 791.1900024 1.403624083 0.001109471 94.22929529EFGGGHIKDELFGTVK 10 6005846 3xTMT6plex [N-Term; K8; K16] 1.065 1.059 1.001 5.761888027 17.2 1 2421.374507 4 606.0963135 -4.576992828 -0.002770653 65.38397845AVLPLLDAQQPCYLLYR 14 6005846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 2.199 1.61 1.4 4.949162006 50.74 0 2262.251776 3 754.7542725 -1.552429851 -0.001170662 95.67384019IEIGDGAELTAEFLYDEVHPK 6 6005846 2xTMT6plex [N-Term; K21] 1.07 1.345 1.015 6.362179756 60.53 0 2804.475847 3 935.4975586 0.811378444 0.000758497 102.283923HLSSCAAPAPLTSAER 6 6005846 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.081 1.25 5.686997414 32.71 0 1896.979911 3 632.9978638 -0.460422064 -0.000291137 42.2510873ETIELVHTEPTDVAQLPSR 4 6005846 1xTMT6plex [N-Term] 0.96 1.191 4.990083218 39.18 0 2364.26082 3 788.7575684 -1.128531104 -0.000889381 55.83312407HQTLQGLAFPLQPEAQR 4 6005846 1xTMT6plex [N-Term] 1.35 1.033 6.360348701 50.55 0 2163.187202 3 721.7327881 -1.567461283 -0.001130237 60.67750892DDLSFAGYQK 12 6005846 2xTMT6plex [N-Term; K10] 1.086 1.085 1.109 4.543333054 59.33 0 1601.857544 2 801.4314575 -1.189394741 -0.00095262 51.37518227MVNYIQMK 12 6005846 2xTMT6plex [N-Term; K8] 1.092 1.079 1.165 4.028001308 41.16 0 1484.836948 2 742.9221802 0.09108176 6.76E-05 59.14403974EFGGGHIKDELFGTVKDDLSFAGYQK 1 6005846 4xTMT6plex [N-Term; K8; K16; K26] 1.91 6.712789059 2 3775.051277 5 755.8162842 0.274801151 0.000207478 87.72210571KEFGGGHIKDELFGTVK 3 6005846 4xTMT6plex [N-Term; K1; K9; K17] 1.074 1.334 4.57314539 2.19 2 2778.632402 4 695.4128418 -1.030828151 -0.000716073 61.3764593YHFFLYK 6 6005846 2xTMT6plex [N-Term; K7] 1.432 1.457 1.312 3.509702206 31.32 0 1475.845129 3 492.6203918 1.012035125 0.000497869 62.99060823TEISVESK 10 6005846 2xTMT6plex [N-Term; K8] 1.145 1.065 1.279 2.915907145 22.66 0 1350.788067 2 675.8970947 -0.854580302 -0.000577178 48.10921905
MLYSSCK 6 6005846 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.75 0.994 1.171 2.560485601 22.61 0 1346.72125 2 673.8633423 -1.368085405 -0.000921215 38.67300098
QAFAKPK 4 6005846 3xTMT6plex [N-Term; K5; K7] 1.38 1.512 1.315 2.646170139 0.1 0 1476.950546 3 492.9883423 -0.048907888 -2.41E-05 34.89989076WDQDYDR 6 6005846 1xTMT6plex [N-Term] 1.199 1.061 1.117 2.378309011 12.67 0 1226.563932 2 613.7854614 -0.23291769 -0.000142844 27.61509387

6274552 STAT1 signal transducer and activator of transcription 1-alpha/beta isoform alpha 6772 NP_009330.1 51.6 1 3 37 432 750 87.28 6.05 0.51 0.48 0.5 0.49 Significant 0.000315
LLGPNASPDGLIPWTR 36 6274552 1xTMT6plex [N-Term] 0.497 0.453 0.455 6.155484676 74.83 0 1936.085363 2 968.5455933 -0.750290556 -0.000726313 83.86964234FHDLLSQLDDQYSR 24 6274552 1xTMT6plex [N-Term] 0.495 0.45 0.435 4.867822647 53.07 0 1965.986771 2 983.4960327 -1.008053738 -0.00099091 66.84175813FSLENNFLLQHNIR 8 6274552 1xTMT6plex [N-Term] 0.444 0.085 0.49 5.492043495 36.19 0 1974.07586 3 658.6933594 -5.235662523 -0.003445198 71.0545985EAPEPMELDGPK 18 6274552 2xTMT6plex [N-Term; K12] 0.482 0.481 0.474 4.150084019 50.61 0 1770.934808 2 885.9700317 -1.141065966 -0.001010377 48.30638057ELSAVTFPDIIR 14 6274552 1xTMT6plex [N-Term] 0.415 0.418 0.386 5.043344975 49.46 0 1589.910024 2 795.4579468 -0.885040846 -0.000703568 78.70761566TELISVSEVHPSR 10 6274552 1xTMT6plex [N-Term] 0.503 0.436 0.47 5.829705238 40.07 0 1682.927465 3 561.6473389 -0.000955738 -5.36E-07 44.86742615SLEDLQDEYDFK 12 6274552 2xTMT6plex [N-Term; K12] 0.468 0.462 0.415 3.738649368 51.53 0 1959.995159 2 980.4978638 -3.422559952 -0.0033541 63.94552282TFSLFQQLIQSSFVVER 6 6274552 1xTMT6plex [N-Term] 0.674 1.098 0.6 4.956572056 35.72 0 2258.238234 3 753.4160156 -2.099231573 -0.001580188 112.681507NLQDNFQEDPIQMSMIIYSCLK 6 6274552 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C20] 0.564 0.667 1.267 4.754493237 39.87 0 3145.577234 3 1049.197754 0.46863537 0.000491376 108.904174

KELSAVTFPDIIR 10 6274552 2xTMT6plex [N-Term; K1] 0.633 0.568 0.578 6.480545998 51.53 1 1947.167919 3 649.7264404 -1.618243042 -0.00105033 73.79611178LQTTDNLLPMSPEEFDEVSR 18 6274552 1xTMT6plex [N-Term] 0.541 0.575 0.533 5.527396679 46.41 0 2550.259499 2 1275.632324 -0.834202363 -0.001063716 83.84425698QDWEHAANDVSFATIR 4 6274552 1xTMT6plex [N-Term] 0.521 0.477 5.043973923 31.9 0 2089.030032 3 697.0147705 -0.131212361 -9.14E-05 52.9365002FNQAQSGNIQSTVMLDK 16 6274552 2xTMT6plex [N-Term; K17] 0.495 0.455 0.497 5.888562679 74.17 0 2339.242951 2 1170.122681 -2.080289212 -0.002433151 61.53538123GLNVDQLNMLGEK 12 6274552 2xTMT6plex [N-Term; K13] 0.409 0.412 0.43 5.736369133 71.25 0 1889.056654 2 945.0301514 -1.920490641 -0.001813958 70.46921108FLEQVHQLYDDSFPMEIR 16 6274552 1xTMT6plex [N-Term]; 1xOxidation [M15] 0.465 0.42 0.531 6.09982729 40.63 0 2512.237976 3 832.7520752 -0.556489904 -0.000463045 93.36443619FLEQVHQLYDDSFPMEIR 12 6274552 1xTMT6plex [N-Term] 0.431 0.528 0.597 6.033051968 44.24 0 2496.243061 3 832.7520752 -0.556489904 -0.000463045 93.36443619VMAAENIPENPLK 20 6274552 2xTMT6plex [N-Term; K13]; 1xOxidation [M2] 0.431 0.443 0.471 3.958988667 36 0 1900.061405 2 950.53302 -1.390502923 -0.00132102 55.52092291YLYPNIDKDHAFGK 10 6274552 3xTMT6plex [N-Term; K8; K14] 0.438 0.481 0.419 4.754628181 18.47 1 2368.326828 3 790.1138306 0.046538855 3.67E-05 59.24664924NLSFFLTPPCAR 24 6274552 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.567 0.586 0.572 4.428678036 36.6 0 1651.882764 3 551.2996826 1.047762953 0.000576927 80.36347549
NLQDNFQEDPIQMSMIIYSCLKEER 4 6274552 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C20] 0.644 2.789218664 32.75 1 3559.763531 3 1187.255005 -3.671570161 -0.004356641 106.7721148DQQPGTFLLR 11 6274552 1xTMT6plex [N-Term] 0.523 0.43 0.476 3.860843658 38.99 0 1403.78443 2 702.3956299 -0.318128885 -0.000223292 48.71861307LQELNYNLK 12 6274552 2xTMT6plex [N-Term; K9] 0.626 0.573 0.585 4.153548241 46.93 0 1592.941214 2 796.9744873 0.304003293 0.00024213 59.67031834QYLAQWLEK 12 6274552 2xTMT6plex [N-Term; K9] 0.461 0.51 0.481 3.484262943 51.49 0 1636.946299 2 818.9760132 -0.946508027 -0.000774691 77.37876545EAPEPMELDGPK 8 6274552 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 0.429 0.515 0.444 2.743414402 31.91 0 1786.929723 2 885.9700317 -1.141065966 -0.001010377 48.30638057YTYEHDPITK 8 6274552 2xTMT6plex [N-Term; K10] 0.428 0.452 0.447 3.61837554 33.7 0 1724.925958 3 575.6470337 0.342214236 0.000196765 36.16789937IVGSVEFDSMMNTV 4 6274552 1xTMT6plex [N-Term] 0.348 0.502 3.334307194 34.01 0 1757.865124 2 879.4367065 0.575969068 0.000506238 89.22958033KLEELEQK 17 6274552 3xTMT6plex [N-Term; K1; K8] 0.641 0.598 0.669 3.926443815 29.6 1 1704.051048 2 852.5283203 -0.987966295 -0.000841772 45.3211207

VMCIEHEIK 6 6274552 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.448 0.542 0.492 3.784291983 21.3 0 1616.890441 2 816.9464111 0.116239407 9.49E-05 41.35682572
KFNILGTHTK 6 6274552 3xTMT6plex [N-Term; K1; K10] 0.482 0.581 0.616 4.624057293 21.53 1 1846.151765 4 462.2940369 1.38283915 0.000638233 57.83916088FNILGTHTK 8 6274552 2xTMT6plex [N-Term; K9] 0.462 0.466 0.457 3.517594814 31.13 0 1488.89387 3 496.9694824 0.016338052 8.11E-06 52.32139615SDQKQEQLLLK 6 6274552 3xTMT6plex [N-Term; K4; K11] 0.719 0.864 0.685 2.909783125 4.9 1 2017.226052 3 673.0803223 0.17940819 0.000120636 48.48538787
VMCIEHEIK 10 6274552 2xTMT6plex [N-Term; K9]; 1xOxidation [M2]; 1xCarbamidomethyl [C3] 0.492 0.404 0.491 3.23489666 42.04 0 1632.885356 2 816.9464111 0.116239407 9.49E-05 41.35682572
TGVQFTVK 6 6274552 2xTMT6plex [N-Term; K8] 0.529 0.81 0.882 3.662139893 41.13 0 1337.819308 2 669.4138794 0.877808427 0.000587175 48.56352952MYLMLDNK 10 6274552 2xTMT6plex [N-Term; K8] 0.36 0.398 0.418 3.805955172 26.46 0 1485.820964 3 495.9451599 -0.025288156 -1.25E-05 68.23108536KILENAQR 6 6274552 2xTMT6plex [N-Term; K1] 0.932 0.889 0.85 3.585814238 15.86 1 1429.889119 3 477.3006897 -1.120938807 -0.000534273 28.72580683LEELEQK 6 6274552 2xTMT6plex [N-Term; K7] 0.59 0.577 0.632 3.141991377 29.55 0 1346.793153 2 673.8997192 -0.735624053 -0.000495367 57.52413525ILENAQR 8 6274552 1xTMT6plex [N-Term] 0.615 0.445 0.286 2.813595533 29.96 0 1072.631224 2 536.8184814 -1.433325211 -0.000768715 26.34858224QEQLLLK 4 6274552 2xTMT6plex [N-Term; K7] 0.642 0.514 2.620590448 28.81 0 1329.850608 2 665.4286499 -0.439715039 -0.000292378 52.33418835ALLKDQQPGTFLLR 3 6274552 2xTMT6plex [N-Term; K4] 1.129 1.142 3.257443666 0.24 1 2058.247566 3 686.7522583 -2.596698154 -0.001781549 67.48435011VLFDKDVNER 1 6274552 2xTMT6plex [N-Term; K5] 0.904 2.212012768 1 1692.968491 3 564.9938354 -0.908435303 -0.000512651 48.623580076466466 RANBP3 ran-binding protein 3 isoform RANBP3-d 8498 NP_015561.1 14.28571429 1 6 6 28 567 60.173 4.78 1.13 1.26 1.22 1.21 Significant 0.00102 ITAMDTEDQGVK 4 6466466 2xTMT6plex [N-Term; K12] 1.168 1.366 5.311752796 63.97 0 1765.940621 2 883.4735107 -0.496265624 -0.000438188 44.58340075

VEVITGEEAESNVLQMQCK 6 6466466 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C18] 2.075 1.403 1.446 5.947627068 49.9 0 2622.351909 3 874.7894897 0.765243701 0.000668913 67.60288407FVFGQNMSER 4 6466466 1xTMT6plex [N-Term] 0.963 1.23 3.202839851 31.13 0 1443.7252 2 722.3660889 -0.207238625 -0.000149598 52.67933225LKPPTLIHGQAPSAGLPSQKPK 4 6466466 4xTMT6plex [N-Term; K2; K20; K22] 1.117 1.177 6.245321751 7.63 0 3181.95949 5 637.1983032 0.917665134 0.000583995 54.79837081LWAQMQIDK 6 6466466 2xTMT6plex [N-Term; K9] 0.96 1.196 1.084 3.88569212 29.7 0 1590.907805 2 795.9572754 -0.333777198 -0.000265504 69.58953544VFLISASSK 4 6466466 2xTMT6plex [N-Term; K9] 1.108 1.342 3.31678462 38.61 0 1409.876823 2 705.4411011 -1.345600929 -0.000948566 64.030779916679074 NUPL2 nucleoporin-like protein 2 11097 NP_031368.1 4.964539007 1 2 2 11 423 44.844 9.19 1.27 1.14 1.22 1.21 Significant 0.000978 IPLKPPPLELLNV 9 6679074 2xTMT6plex [N-Term; K4] 1.27 1.36 1.215 2.759629011 7.25 0 1901.223977 2 951.1141357 -1.568750269 -0.001491273 108.4164801KLLEGIVK 2 6679074 3xTMT6plex [N-Term; K1; K8] 1.014 2.056209326 4.45 1 1587.081226 3 529.697876 -1.355255344 -0.000716967 59.5615743133286446 OGFR opioid growth factor receptor 11054 NP_031372.2 19.94091581 1 10 10 47 677 73.28 4.84 1.07 1.15 1.12 1.11 Significant 0.000439 KVEEEGSPGDPDHEASTQGR 6 33286446 2xTMT6plex [N-Term; K1] 1.084 1.112 1.032 6.154798031 48.38 1 2583.268708 4 646.5724487 -0.28753808 -0.000185697 19.00766308AGEAAELQDAEVESSAK 2 33286446 2xTMT6plex [N-Term; K17] 1.075 3.124150515 64.98 0 2163.118128 2 1082.065674 2.747610578 0.002971703 44.80019491SLGELGLEHFQAPLVR 2 33286446 1xTMT6plex [N-Term] 1.172 5.842757225 45.73 0 1995.122476 3 665.7126465 0.456073818 0.000303308 73.30293505DADAGDEDEESEEPR 10 33286446 1xTMT6plex [N-Term] 1.103 1.198 5.192782879 85.51 0 1892.783104 2 946.894165 -1.083590545 -0.001025501 15.79685423EQPPTEPGPQSASEVEK 4 33286446 2xTMT6plex [N-Term; K17] 0.901 0.811 4.694266796 34.89 0 2268.175977 3 756.7299805 -0.259540598 -0.000196228 33.7766283FKPSSLPHPLEGSR 8 33286446 2xTMT6plex [N-Term; K2] 1.121 1.135 1.201 4.981225014 19.95 0 2010.153666 4 503.2937317 -0.283093873 -0.000142266 46.73970259SSQEIQER 6 33286446 1xTMT6plex [N-Term] 1.142 1.334 1.478 2.941543341 28.54 0 1205.632346 2 603.3195801 -0.383411868 -0.000231127 16.21773594TCGPEHSK 4 33286446 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.953 1.124 2.958900452 19.17 0 1373.724756 3 458.5800171 0.540304401 0.00024741 15.79304886SVEPQDAGPLER 2 33286446 1xTMT6plex [N-Term] 0.921 2.441806078 20.18 0 1526.801202 2 763.9030762 -1.523548873 -0.001163078 31.52109651FVWGPQDK 3 33286446 2xTMT6plex [N-Term; K8] 1.375 1.206 3.081107378 16.26 0 1434.814557 2 717.9083862 -3.527249594 -0.002530475 59.64811713
83977459 PHLDA1 pleckstrin homology-like domain family A member 1 22822 NP_031376.3 9.725685786 1 4 4 18 401 44.988 9.89 1.1 1.04 0.8 0.98 Significant 0.00863

CCILTEEGLLLIPPK 4 83977459 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C1; C2] 1.291 1.203 4.10626936 42.78 0 2214.264204 3 738.7598877 0.408874395 0.000301785 94.43724371
SDGLLQLWK 6 83977459 2xTMT6plex [N-Term; K9] 0.864 0.991 0.78 3.515603304 45.6 0 1517.909185 2 759.4590454 1.073068355 0.00081441 78.3302177ELHFSNMK 2 83977459 2xTMT6plex [N-Term; K8] 0.736 2.647290707 13.9 0 1463.808091 3 488.6069031 -1.322032236 -0.000645067 41.22724174TVDCVER 6 83977459 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.304 1.03 0.951 2.592003584 25.72 0 1107.566575 2 554.2877197 1.433785708 0.000794007 18.73106049

6678676 COG2 conserved oligomeric Golgi complex subunit 2 isoform 1 22796 NP_031383.1 27.23577236 1 12 12 62 738 83.155 6.62 0.94 0.96 0.99 0.96 Significant 0.000227
SFSALAELVAAAK 16 6678676 2xTMT6plex [N-Term; K13] 0.97 0.963 0.987 4.829205036 75.41 0 1736.035842 2 868.5215454 -0.016197642 -1.41E-05 104.0000162LQLALDVEYLGEQIQK 6 6678676 2xTMT6plex [N-Term; K16] 1.084 0.904 4.690567493 65.04 0 2318.337169 3 773.4491577 -1.832816005 -0.001416362 103.4501346DYADFVNLSTNLVGMDK 8 6678676 2xTMT6plex [N-Term; K17] 1.143 0.939 0.964 4.275276661 14.68 0 2360.220819 3 787.4111938 -0.758525227 -0.000596762 90.63737274IATEFNQLQFHAVQSK 6 6678676 2xTMT6plex [N-Term; K16] 0.944 1.291 0.89 5.869186401 55.7 0 2319.286137 3 773.7676392 0.960519892 0.000742573 67.29103116EPSITQGNTEDQGSGPSETKPVVSISR 2 6678676 2xTMT6plex [N-Term; K20] 1.001 3.973632097 27.04 0 3258.685399 3 1086.897461 -2.322708876 -0.002522993 45.14340092EVPTTASSYVDSALKPLFQLQSGHK 4 6678676 3xTMT6plex [N-Term; K15; K25] 1.234 1.04 8.034748077 27.08 0 3390.887617 4 848.4763794 -1.158714862 -0.000982268 90.22550982EVTGGAISSEK 4 6678676 2xTMT6plex [N-Term; K11] 0.982 1.133 4.328066826 50.37 0 1535.868108 2 768.4363403 -1.760747504 -0.001352138 31.93341388LQEQLPELLEIIKPK 8 6678676 3xTMT6plex [N-Term; K13; K15] 0.741 0.858 0.91 4.91055584 33.83 0 2478.551408 4 620.3929443 -0.589403248 -0.000365217 108.1554829YYETVSDVLNSVK 2 6678676 2xTMT6plex [N-Term; K13] 1.108 3.332446098 30.53 0 1975.078829 3 659.0291138 -3.058678629 -0.00201371 81.34519425
IIQDLSDSCFGFLK 2 6678676 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 0.88 3.158937454 10.99 0 2101.140384 3 701.0518799 0.334341505 0.000234166 94.97999617ETSALEASSPLLTGQILER 2 6678676 1xTMT6plex [N-Term] 100 2.684247017 24.97 0 2244.228457 2 1122.61438 -3.107573274 -0.003487052 75.07092973VQLEELRDDLELYYK 2 6678676 2xTMT6plex [N-Term; K15] 1.245 3.386434078 7.16 1 2384.311348 3 795.4430542 1.367785989 0.001087076 86.02760921
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19923387 NCBP2 nuclear cap-binding protein subunit 2 isoform 1 22916 NP_031388.2 23.71794872 1 4 4 20 156 17.99 8.21 1.07 0.93 1.15 1.05 Significant 0.00373
TACGFCFVEYYSR 2 19923387 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 1.647 3.568683147 34.54 0 1888.855957 2 944.9320068 0.413018193 0.000390066 65.77801377ADAENAMR 4 19923387 1xTMT6plex [N-Term] 1.237 1.3 2.953353405 39.32 0 1106.546173 2 553.7763062 -0.75707217 -0.000418868 17.38031949GDNEEQEK 6 19923387 2xTMT6plex [N-Term; K8] 1.985 1.252 1.761 3.307098627 33.96 0 1406.716359 2 703.8608398 -1.390246504 -0.000977841 17.12178623TDWDAGFK 8 19923387 2xTMT6plex [N-Term; K8] 0.951 0.455 1.02 2.593138695 9.52 0 1397.746537 2 699.3754883 -2.029579345 -0.001418419 50.23363539

34932414 NONO non-POU domain-containing octamer-binding protein isoform 1 4841 NP_031389.3 52.44161359 1 18 20 263 471 54.197 8.95 1.33 1.29 1.24 1.29 Significant 0.000409 FAQPGSFEYEYAMR 12 34932414 1xTMT6plex [N-Term] 1.373 1.41 1.411 4.067247868 55.09 0 1924.9101 2 962.9568481 -1.912115759 -0.001840325 63.08269622NLPQYVSNELLEEAFSVFGQVER 4 34932414 1xTMT6plex [N-Term] 0.841 0.01 5.664847851 35.22 0 2897.488253 3 966.4993286 -1.663823883 -0.00160697 113.0245451LFVGNLPPDITEEEMR 48 34932414 1xTMT6plex [N-Term] 1.266 1.393 1.29 4.989028931 65.53 0 2089.083707 2 1045.04541 -0.07838245 -8.19E-05 83.36876966FGQAATMEGIGAIGGTPPAFNR 21 34932414 1xTMT6plex [N-Term] 1.362 1.279 1.239 8.386599541 82.5 0 2392.22808 3 798.0802002 -0.84975763 -0.000677605 74.63731245EKLEMEMEAAR 14 34932414 2xTMT6plex [N-Term; K2] 1.749 1.554 1.23 4.341160774 23.1 1 1794.949412 3 598.9882813 0.489523545 0.00029289 53.37505187FACHSASLTVR 12 34932414 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.543 1.285 1.259 4.448365688 37.18 0 1477.778299 3 493.2639771 -0.623163608 -0.000306966 35.28982055AAPGAEFAPNKR 13 34932414 2xTMT6plex [N-Term; K11] 1.288 1.333 0.999 4.224547863 34.42 1 1686.96916 3 562.9932861 -2.284950818 -0.001284881 31.76924153RMEELHNQEVQK 4 34932414 2xTMT6plex [N-Term; K12] 1.361 1.287 5.4384799 19.45 1 1999.079515 4 500.5253296 -0.013111347 -6.55E-06 24.41910996LFVGNLPPDITEEEMR 12 34932414 1xTMT6plex [N-Term]; 1xOxidation [M15] 1.265 1.389 1.719 3.088605404 45.18 0 2105.078622 2 1045.04541 -0.07838245 -8.19E-05 83.36876966GIVEFSGKPAAR 6 34932414 2xTMT6plex [N-Term; K8] 1.088 1.155 1.1 3.418829441 16.55 0 1690.005211 3 564.0067139 0.223319763 0.000125804 44.25237681VELDNMPLR 14 34932414 1xTMT6plex [N-Term] 1.5 1.329 1.105 3.723168135 40.75 0 1315.724138 2 658.3647461 -1.460900841 -0.000961071 62.91143182MEELHNQEVQK 2 34932414 2xTMT6plex [N-Term; K11] 0.75 3.495156288 23.83 0 1842.978404 3 620.3294067 0.187326435 0.000116078 23.49665604HEHQVMLMR 2 34932414 1xTMT6plex [N-Term] 1.765 4.505930424 33.14 0 1409.734325 3 470.5826721 -0.611578056 -0.000287388 22.81873915QQQDQVDR 10 34932414 1xTMT6plex [N-Term] 1.219 1.617 1.534 3.193156958 36.73 0 1245.638494 2 623.3218384 -1.680786358 -0.001046826 17.99434897GAMPPAPVPAGTPAPPGPATMMPDGTLGLTPPTTER 2 34932414 1xTMT6plex [N-Term] 2.278975248 5.38 0 3680.868775 3 1227.629517 1.41850335 0.001740442 84.99703038AVVIVDDR 14 34932414 1xTMT6plex [N-Term] 1.501 1.5 1.52 3.382065058 40.55 0 1115.662189 2 558.3352661 0.955626687 0.000533078 45.02844534AGEVFIHK 13 34932414 2xTMT6plex [N-Term; K8] 1.205 1.198 1.178 3.174249887 35.4 0 1358.819642 3 453.6113586 -0.087953001 -3.98E-05 50.91022293MEELHNQEVQK 6 34932414 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 1.292 1.224 1.306 3.788918972 33.65 0 1858.973319 3 620.3294067 0.187326435 0.000116078 23.49665604MGQMAMGGAMGINNR 2 34932414 1xTMT6plex [N-Term] 1.023 4.053388119 22.36 0 1767.832401 2 884.420105 0.301165957 0.000266205 49.09537722HEHQVMLMR 12 34932414 1xTMT6plex [N-Term]; 1xOxidation [M] 1.069 1.044 1.292 2.925020456 31.01 0 1425.72924 3 470.5826721 -0.611578056 -0.000287388 22.81873915ALIEMEK 15 34932414 2xTMT6plex [N-Term; K7] 1.307 1.416 1.409 3.086669445 35.39 0 1291.76958 2 646.3884277 -0.00124732 -8.06E-07 53.81829665TLAEIAK 12 34932414 2xTMT6plex [N-Term; K7] 1.553 1.606 1.446 3.524232149 43.45 0 1203.771295 2 602.3887939 -0.817239437 -0.000491885 57.70687239QQEEMMR 6 34932414 1xTMT6plex [N-Term] 1.297 1.766 1.063 2.542607307 39.53 0 1180.565194 2 590.7855835 -1.104494541 -0.000651964 18.64111813RMEELHNQEVQK 3 34932414 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.093 1.139 3.289901018 12.05 1 2015.07443 4 500.5253296 -0.013111347 -6.55E-06 24.41910996EKLEMEMEAAR 1 34932414 2xTMT6plex [N-Term; K2]; 1xOxidation [M7] 1.492 1.418970942 3.61 1 1810.944327 3 598.9882813 0.489523545 0.00029289 53.37505187HEHQVMLMR 3 34932414 1xTMT6plex [N-Term]; 2xOxidation [M6; M8] 1.468 1.711 2.622096062 27.05 0 1441.724155 3 470.5826721 -0.611578056 -0.000287388 22.81873915
6679189 TMED3 transmembrane emp24 domain-containing protein 3 isoform a precursor 23423 NP_031390.1 18.43317972 1 3 3 14 217 24.761 5.6 1.25 1.23 1.1 1.19 Significant 0.00155

TVYFDFQVGDEPPILPDMGNR 2 6679189 1xTMT6plex [N-Term] 0.609 4.614199162 26.38 0 2639.301305 3 880.4348145 -4.324792552 -0.00380481 93.24791197TVIDSQTHYR 10 6679189 1xTMT6plex [N-Term] 1.34 1.149 1.045 4.61337328 48.57 0 1448.769508 3 483.594635 -0.107760898 -5.20E-05 21.20861328KQYDSFTYR 2 6679189 2xTMT6plex [N-Term; K1] 1.659 1.334 2.927826881 2.86 1 1665.900077 3 555.9712524 -0.524104532 -0.000291035 35.872401266677723 RFC5 replication factor C subunit 5 isoform 1 5985 NP_031396.1 25 1 8 8 38 340 38.472 7.2 1.39 1.73 1.57 1.56 Significant 0.00392 IQLSSLIAAFQVTR 8 6677723 1xTMT6plex [N-Term] 2.072 2.235 1.564 5.770357609 61.44 0 1776.058085 3 592.6920166 1.92073937 0.001137115 107.9551162LPHLLLYGPPGTGK 2 6677723 2xTMT6plex [N-Term; K14] 1.373 4.941834927 33.72 0 1921.167525 3 641.0609741 0.439286668 0.000281314 76.11174321FGPLTPELMVPR 4 6677723 1xTMT6plex [N-Term] 1.617 1.282 4.025250912 42.44 0 1585.897351 2 793.4527588 0.561188985 0.000444994 83.97689375ALVTLSSGDMR 4 6677723 1xTMT6plex [N-Term] 1.87 1.455 3.829948187 37.31 0 1378.756166 2 689.8804932 -1.781570908 -0.001228176 50.29207325TSTILACAK 6 6677723 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.281 1.955 1.045 3.564237595 34.54 0 1422.839057 2 711.9227905 -0.529086764 -0.000376403 45.26217828
LSVGTNEK 6 6677723 2xTMT6plex [N-Term; K8] 1.517 1.901 1.792 3.367830038 20.98 0 1305.777837 2 653.3928223 0.406662784 0.000265506 34.12443405DLIVAEA 6 6677723 1xTMT6plex [N-Term] 1.903 1.73 1.749 2.135538101 50.98 0 959.5610785 2 480.2845459 0.767733177 0.000368343 51.42563233GPILSFASTR 2 6677723 1xTMT6plex [N-Term] 0.521 1.953425884 9.02 0 1277.741502 2 639.3742065 -0.286352178 -0.000182942 53.2516332645446743 DDX42 ATP-dependent RNA helicase DDX42 11325 NP_031398.2 28.78464819 1 20 20 117 938 102.912 7.02 1.2 1.15 1.19 1.18 Significant 0.000168 VSYLVFDEADR 6 45446743 1xTMT6plex [N-Term] 1.117 1.183 0.691 3.951823473 41.59 0 1542.800139 2 771.9023438 -1.768472747 -0.0013642 62.25744097ERPGLGSENMDR 6 45446743 1xTMT6plex [N-Term] 1.283 1.317 1.11 4.766974926 41.62 0 1589.79032 3 530.6014404 -0.346945714 -0.000183857 19.74300493KANAEELANNLK 5 45446743 3xTMT6plex [N-Term; K1; K12] 1.318 1.187 1.257 4.534222126 22.77 1 2002.19 3 668.0680542 -0.195357256 -0.000130381 50.2881442VVQGDIGEANEDVTQIVEILHSGPSK 8 45446743 2xTMT6plex [N-Term; K26] 1.008 1.298 1.3 7.723862648 64.7 0 3192.715242 4 798.9349976 0.91400396 0.000729539 97.34140398NFYNEHEEITNLTPQQLIDLR 4 45446743 1xTMT6plex [N-Term] 0.758 1.27 4.881567955 18.1 0 2816.441638 3 939.4838867 -1.608690799 -0.001510261 78.18106177IIDPLPPIDHSEIDYPPFEK 2 45446743 2xTMT6plex [N-Term; K20] 0.755 4.874783039 28.35 0 2793.511504 3 931.84198 -0.042111369 -3.92E-05 89.9975915GIRDDIEEEDDQEAYFR 4 45446743 1xTMT6plex [N-Term] 1.892 1.254 5.025831223 34.76 1 2329.078164 3 777.0317383 1.072292802 0.000832485 46.56822079KSEYTQPTPIQCQGVPVALSGR 2 45446743 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C12] 1.137 6.223063469 44.1 1 2874.554783 3 958.8548584 -1.656327691 -0.001587068 53.65647806ELLDLAMQNAWFR 22 45446743 1xTMT6plex [N-Term] 1.133 1.35 1.452 4.02140379 59.68 0 1835.967556 3 612.6594849 -1.990411075 -0.00121811 106.7485963ELEPGDGPIAVIVCPTR 10 45446743 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.582 1.7 1.37 4.064126492 41.22 0 2052.099692 2 1026.551025 -2.396578865 -0.002459009 72.08864213GVAYTLLTPK 6 45446743 2xTMT6plex [N-Term; K10] 1.388 1.284 1.543 3.333302259 46.83 0 1520.945237 2 760.9754028 -1.122647875 -0.000853743 64.0696373DSNFAGDLVR 4 45446743 1xTMT6plex [N-Term] 1.166 3.356810808 32.13 0 1322.690195 2 661.8485718 -0.248028838 -0.000164033 41.88019403NLEGANQHVSK 6 45446743 2xTMT6plex [N-Term; K11] 1.187 1.344 1.137 3.544239759 38.79 0 1654.927689 3 552.3139038 -0.32067517 -0.000176898 25.53662737

ELCQQIHAECK 2 45446743 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C3; C10] 1.205 2.832271099 33.57 0 1873.966459 3 625.3271484 0.23083791 0.000144194 46.72350822TVINYDVAR 6 45446743 1xTMT6plex [N-Term] 1.789 1.695 1.645 2.872841597 30.27 0 1279.720767 2 640.3634644 -0.871126805 -0.0005574 38.17363186AAFQSQYK 4 45446743 2xTMT6plex [N-Term; K8] 1.061 1.163 3.628421068 43.71 0 1400.793821 2 700.9003296 -0.31322976 -0.000219385 34.93223234SAPPQLPSFYK 6 45446743 2xTMT6plex [N-Term; K11] 1.252 1.099 3.263689756 26.34 0 1692.972514 3 564.9954224 -0.472547634 -0.00026667 64.56323791SIASHVRPDR 6 45446743 1xTMT6plex [N-Term] 1.384 1.229 1.128 3.767281294 8.17 0 1366.775262 3 456.2632446 -0.059558644 -2.71E-05 17.66610819DMIGIAK 6 45446743 2xTMT6plex [N-Term; K7] 0.994 1.141 1.139 2.698890686 24.92 0 1205.732801 2 603.3694458 -0.983715825 -0.000593049 49.40586952KLNIGGGGLGYR 2 45446743 2xTMT6plex [N-Term; K1] 0.556 3.155079603 19.31 1 1663.005545 3 555.006897 0.35619723 0.000197453 48.83844521
41281398 SHOC2 leucine-rich repeat protein SHOC-2 isoform 1 8036 NP_031399.2 6.872852234 1 2 2 7 582 64.847 8.46 1.22 0.96 1.05 1.08 Significant 0.00498 LVLTNNQLTTLPR 4 41281398 1xTMT6plex [N-Term] 0.958 0.899 3.401214838 41.76 0 1712.026785 2 856.5159302 -1.285820091 -0.001100679 64.0136051QLPAEIGELCNLITLDVAHNQLEHLPK 3 41281398 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C10] 1.222 1.119 5.706513882 31.89 0 3523.934694 4 881.7387085 -0.479684152 -0.000422594 112.0275173
6678271 TARDBP TAR DNA-binding protein 43 23435 NP_031401.1 46.1352657 1 14 14 110 414 44.711 6.19 1.24 1.22 1.25 1.24 Significant 0.0000509 MDETDASSAVK 6 6678271 2xTMT6plex [N-Term; K11] 1.171 1.216 1.223 4.677912235 69.34 0 1611.830008 2 806.4193115 0.8302407 0.000669103 30.39802149KMDETDASSAVK 8 6678271 3xTMT6plex [N-Term; K1; K12] 1.391 1.354 1.355 5.334652424 54.73 1 1969.087903 3 657.0335693 -0.887935061 -0.000582807 30.65530054TSDLIVLGLPWK 20 6678271 2xTMT6plex [N-Term; K12] 1.244 1.261 1.244 4.072731495 31.65 0 1800.103528 3 600.7058716 -0.25913171 -0.000155488 99.84013674FGGNPGGFGNQGGFGNSR 6 6678271 1xTMT6plex [N-Term] 1.21 1.166 4.745621204 68.92 0 1955.930987 2 978.468689 -0.45288935 -0.00044291 46.665357LVEGILHAPDAGWGNLVYVVNYPK 10 6678271 2xTMT6plex [N-Term; K24] 1.152 1.396 1.458 5.252351761 49.74 0 3082.712998 3 1028.241333 -1.1523118 -0.001184082 105.1461342GISVHISNAEPK 6 6678271 2xTMT6plex [N-Term; K12] 1.156 1.16 1.249 3.921962261 33.67 0 1709.99504 3 570.6694336 -0.755913742 -0.00043087 43.32659635VTEDENDEPIEIPSEDDGTVLLSTVTAQFPGACGLR 11 6678271 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C33] 4.247 100 6.219390392 49.38 0 4103.98043 4 1026.748535 -1.978348859 -0.002029776 98.86009013EYFSTFGEVLMVQVK 2 6678271 2xTMT6plex [N-Term; K15]; 1xOxidation [M11] 1.261 3.759503603 34.05 0 2251.208463 3 751.0753174 1.30392564 0.000978469 92.47410348CTEDMTEDELR 5 6678271 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.729 0.519 3.261188269 27.23 0 1627.714103 2 814.361145 0.559348267 0.00045523 29.35654136FTEYETQVK 12 6678271 2xTMT6plex [N-Term; K9] 1.224 1.408 1.198 4.261597633 46.07 0 1602.877945 2 801.9428101 0.248769527 0.000199374 47.25925399QSQDEPLR 6 6678271 1xTMT6plex [N-Term] 1.328 0.933 1.209 3.062862873 30.98 0 1201.637431 2 601.3221436 -0.350106125 -0.00021035 18.89125283NPVSQCMR 6 6678271 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.916 1.062 1.002 2.620857239 33.75 0 1220.607728 2 610.8071289 -0.611939022 -0.000373469 23.45005495EFFSQYGDVMDVFIPKPFR 1 6678271 2xTMT6plex [N-Term; K16] 1.611 2.754017591 0 2780.452215 3 927.4915161 2.797987248 0.002593223 108.3752469TTEQDLK 6 6678271 2xTMT6plex [N-Term; K7] 1.376 1.138 1.286 2.737583876 22.48 0 1292.746202 2 646.8771362 0.613756154 0.000396715 22.98614707

KMDETDASSAVK 3 6678271 3xTMT6plex [N-Term; K1; K12]; 1xOxidation [M2] 1.248 2.281728983 5.98 1 1985.082818 3 657.0335693 -0.887935061 -0.000582807 30.65530054
MDETDASSAVK 2 6678271 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 1.375 1.086869478 2.92 0 1627.824923 2 806.4193115 0.8302407 0.000669103 30.398021496912278 COMMD3 COMM domain-containing protein 3 23412 NP_036203.1 17.43589744 1 1 2 12 195 22.137 5.99 1.11 1.09 1.06 1.09 Significant 0.000179 AAFQSLLDAQADEAVLDHPDLK 6 6912278 2xTMT6plex [N-Term; K22] 0.674 0.951 6.250109196 76.16 0 2825.508544 4 707.1342163 2.297364978 0.001622806 86.71517949NSLEILLGSIGR 6 6912278 1xTMT6plex [N-Term] 1.105 1.089 1.062 4.041180611 53.56 0 1500.894708 2 750.9500122 -1.306278133 -0.000980293 93.3776228724307939 CCT5 T-complex protein 1 subunit epsilon isoform a 22948 NP_036205.1 70.05545287 1 35 36 521 541 59.633 5.66 1.09 1.12 1.11 1.11 Significant 0.0000635

EMNPALGIDCLHK 18 24307939 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.071 1.102 1.066 5.82666254 58.41 0 1956.044709 3 652.6860962 -0.498018157 -0.000324715 56.95043624
EMNPALGIDCLHK 12 24307939 2xTMT6plex [N-Term; K13]; 1xOxidation [M2]; 1xCarbamidomethyl [C10] 1.044 1.1 1.015 4.324095726 36.3 0 1972.039624 3 652.6860962 -0.498018157 -0.000324715 56.95043624

VVYGGGAAEISCALAVSQEADKCPTLEQYAMR 6 24307939 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C12; C23] 1.705 1.209 2.549 7.391921043 32.98 1 3902.9491 4 976.4920654 -0.683724328 -0.000667135 84.50443212WVGGPEIELIAIATGGR 32 24307939 1xTMT6plex [N-Term] 1.139 1.143 1.116 6.333752155 73.81 0 1968.111577 2 984.5601807 0.765941394 0.000753729 108.0343398LGFAGLVQEISFGTTK 37 24307939 2xTMT6plex [N-Term; K16] 0.92 1.028 1.025 5.746788979 65.06 0 2126.226162 2 1063.61792 1.129288969 0.001200562 104.2120052KQQISLATQMVR 8 24307939 2xTMT6plex [N-Term; K1] 1.277 1.138 1.455 3.525393963 30.48 1 1861.109358 3 626.3724365 -0.808175502 -0.000505677 41.20919933QMAEIAVNAVLTVADMER 12 24307939 1xTMT6plex [N-Term] 1.004 0.972 1.072 6.848833561 69.61 0 2190.14599 3 730.7196045 -0.789830196 -0.000576614 112.5879831QMAEIAVNAVLTVADMER 10 24307939 1xTMT6plex [N-Term]; 1xOxidation [M16] 1.126 0.974 1.113 4.858490467 41.82 0 2206.140905 3 730.7196045 -0.789830196 -0.000576614 112.5879831ETGANLAICQWGFDDEANHLLLQNNLPAVR 14 24307939 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.174 1.385 0.984 7.096700668 62.08 0 3608.81173 4 902.956604 -1.979467179 -0.001785881 88.89224028
VVYGGGAAEISCALAVSQEADK 11 24307939 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C12] 1.074 1.28 0.637 6.574961662 38.93 0 2653.390738 3 885.1339111 -1.340711533 -0.001185811 74.74710571QQISLATQMVR 12 24307939 1xTMT6plex [N-Term] 1.012 1.057 0.976 4.367837906 50.97 0 1503.851463 2 752.4289551 -0.55181896 -0.000414927 50.64284637DGDVTVTNDGATILSMMDVDHQIAK 6 24307939 2xTMT6plex [N-Term; K25] 0.706 0.976 0.844 9.043353081 68.24 0 3104.564421 3 1035.528687 2.282342819 0.002361893 86.61635927ISDSVLVDIKDTEPLIQTAK 28 24307939 3xTMT6plex [N-Term; K10; K20] 1.284 1.297 1.327 6.70361805 35.89 1 2872.685001 4 718.9251709 -2.139906132 -0.001536819 92.45222956

MMVDKDGDVTVTNDGATILSMMDVDHQIAK 18 24307939 3xTMT6plex [N-Term; K5; K30]; 1xOxidation [M] 1.463 0.962 6.945865154 16.95 1 3953.993557 4 985.2536011 -1.540666637 -0.001516786 87.64675391
MMVDKDGDVTVTNDGATILSMMDVDHQIAK 6 24307939 3xTMT6plex [N-Term; K5; K30] 1.028 0.996 9.831461906 20.49 1 3937.998642 4 985.2536011 -1.540666637 -0.001516786 87.64675391HKLDVTSVEDYK 14 24307939 3xTMT6plex [N-Term; K2; K12] 1.184 1.266 1.193 4.682329655 21.12 1 2121.215881 3 707.7432251 -0.357717966 -0.000252932 44.20997198AFADALEVIPMALSENSGMNPIQTMTEVR 16 24307939 1xTMT6plex [N-Term]; 1xOxidation [M] 100 100 2.063 3.763734102 54.92 0 3380.673764 3 1127.561035 -1.541731505 -0.001737364 112.063318AFADALEVIPMALSENSGMNPIQTMTEVR 13 24307939 1xTMT6plex [N-Term] 1.14 1.018 1.159 5.531742573 52.1 0 3364.678849 3 1127.561035 -1.541731505 -0.001737364 112.063318LDVTSVEDYK 6 24307939 2xTMT6plex [N-Term; K10] 0.936 0.872 0.905 4.026434898 53.55 0 1626.899074 2 813.9523926 -0.962280805 -0.000782767 56.82861056

IAILTCPFEPPKPK 31 24307939 3xTMT6plex [N-Term; K12; K14]; 1xCarbamidomethyl [C6] 1.12 1.089 1.167 5.35543108 30.7 0 2298.386258 3 766.7996826 -0.767120162 -0.000587713 81.91910547
QQHVIETLIGK 8 24307939 2xTMT6plex [N-Term; K11] 1.146 1.125 1.185 4.727593899 35.16 0 1724.047076 3 575.3536987 -0.309027869 -0.000177593 57.07537559EKFEEMIQQIK 10 24307939 3xTMT6plex [N-Term; K2; K11] 1.237 1.255 1.306 4.755081654 20.46 1 2110.218523 4 528.3095703 -0.981917264 -0.000518015 74.72779144SIHDALCVIR 50 24307939 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.15 1.276 1.226 4.529290199 53.42 0 1412.788135 3 471.6009521 0.118889244 5.60E-05 45.40725115DTEPLIQTAK 8 24307939 2xTMT6plex [N-Term; K10] 0.811 0.894 0.829 4.456285 59.09 0 1573.920144 2 787.463562 -0.188380944 -0.000148248 43.26465884IADGYEQAAR 10 24307939 1xTMT6plex [N-Term] 1.093 1.083 1.052 3.942807436 46.42 0 1322.690195 2 661.8488159 0.121128846 8.01E-05 28.08641836ISDSVLVDIK 8 24307939 2xTMT6plex [N-Term; K10] 0.796 0.827 0.937 3.95647049 48.27 0 1546.94563 2 773.9766846 0.298737471 0.000231065 70.95817136CPTLEQYAMR 8 24307939 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.055 1.094 0.983 3.654518366 26.86 0 1497.739136 2 749.3729248 -0.375973767 -0.000281555 46.14310893VAIEHLDK 14 24307939 2xTMT6plex [N-Term; K8] 1.011 1.121 1.081 4.080332279 42.52 0 1382.840772 3 461.6186523 0.457226358 0.000210757 37.99882589KQQISLATQMVR 12 24307939 2xTMT6plex [N-Term; K1]; 1xOxidation [M10] 1.262 1.346 1.447 3.708953381 36.74 1 1877.104273 3 626.3724365 -0.808175502 -0.000505677 41.20919933

MLVIEQCK 12 24307939 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.271 1.258 1.19 3.504932404 41.79 0 1478.847513 2 739.9273682 -0.036347138 -2.69E-05 52.77559535
LMGLEALK 10 24307939 2xTMT6plex [N-Term; K8] 1.071 1.089 1.047 3.645331621 43.08 0 1332.832515 2 666.9193115 -0.876811686 -0.000584322 73.52299917DFSHPQMPK 6 24307939 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 0.747 0.823 0.808 3.092376709 17.45 0 1560.82447 3 520.946228 -0.217217231 -0.000113013 24.94588787

GVIVDKDFSHPQMPK 4 24307939 3xTMT6plex [N-Term; K6; K15]; 1xOxidation [M13] 1.006 1.171 3.82185483 4.09 1 2401.351663 4 601.0933838 0.017546889 1.05E-05 46.70534426
FSELTAEK 10 24307939 2xTMT6plex [N-Term; K8] 1.126 1.155 1.017 3.487537146 40.39 0 1382.793153 2 691.8996582 -0.804750695 -0.000556402 50.19858696DVDFELIK 12 24307939 2xTMT6plex [N-Term; K8] 1.101 1.165 1.144 3.507866621 40.29 0 1436.840103 2 718.9237061 0.022771758 1.64E-05 69.7272792DVDFELIKVEGK 1 24307939 3xTMT6plex [N-Term; K8; K12] 0.92 3.037840605 1 2079.230468 3 693.7473145 -1.480447056 -0.001026064 70.63138837

EKFEEMIQQIK 3 24307939 3xTMT6plex [N-Term; K2; K11]; 1xOxidation [M6] 0.768 0.772 2.454484224 1.96 1 2126.213438 4 528.3095703 -0.981917264 -0.000518015 74.72779144
SHIMAAK 10 24307939 2xTMT6plex [N-Term; K7] 1.096 1.154 1.156 2.982316256 36.96 0 1215.728384 2 608.3676147 -0.354970582 -0.000215774 26.55168548MIIEEAK 6 24307939 2xTMT6plex [N-Term; K7] 1.015 1.073 1.04 3.188061714 35.91 0 1291.76958 2 646.3894653 1.605227506 0.001036792 46.72242982LMVELSK 6 24307939 2xTMT6plex [N-Term; K7] 1.085 1.129 1.148 2.986075163 30.5 0 1277.790316 2 639.3983154 -0.752612235 -0.00048084 63.00594541AVTIFIR 12 24307939 1xTMT6plex [N-Term] 1.217 1.589 1.117 2.408431292 23.61 0 1048.671632 2 524.8387451 -1.352573658 -0.000709203 57.24329256SHIMAAK 4 24307939 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 1.172 1.322 2.562821865 19.45 0 1231.723299 2 608.3676147 -0.354970582 -0.000215774 26.55168548

MLVIEQCK 3 24307939 2xTMT6plex [N-Term; K8]; 1xOxidation [M1]; 1xCarbamidomethyl [C7] 1.127 1.136 1.837559104 11.07 0 1494.842428 2 739.9273682 -0.036347138 -2.69E-05 52.77559535AVANTMR 4 24307939 1xTMT6plex [N-Term] 1.161 1.124 2.36903882 30.65 0 991.555616 2 496.2812195 -0.457508534 -0.000226823 18.6151406LMVELSK 5 24307939 2xTMT6plex [N-Term; K7]; 1xOxidation [M2] 1.099 1.196 2.187540293 20.83 0 1293.785231 2 639.3983154 -0.752612235 -0.00048084 63.00594541
6912398 GTF3C3 general transcription factor 3C polypeptide 3 isoform 1 9330 NP_036218.1 7.900677201 1 5 5 22 886 101.208 5.07 0.85 1.43 1.14 1.14 Significant 0.0209

ISLSTLQQQLGQPEK 4 6912398 2xTMT6plex [N-Term; K15] 1.273 1.443 3.937336445 23.33 0 2128.237789 3 710.0842896 0.24717273 0.000175347 74.10077168VVDLAPLHLDAR 2 6912398 1xTMT6plex [N-Term] 0.6 3.885355949 31.95 0 1547.910693 3 516.6384277 -6.436325378 -0.003320952 63.88954939SQDKDVNEGETSDGVR 8 6912398 2xTMT6plex [N-Term; K4] 0.826 1.027 4.355113506 26.39 1 2194.098789 3 732.0373535 -0.584223067 -0.000427281 19.24544976KELEYFGLSAAILDK 4 6912398 3xTMT6plex [N-Term; K1; K15] 1.218 1.139 4.492860794 9.88 1 2384.40441 3 795.472229 -0.954547925 -0.000758676 90.55238193ILNLLSPSDGER 4 6912398 1xTMT6plex [N-Term] 0.996 1.86 4.34468174 36.86 0 1542.868888 2 771.937561 -0.675410397 -0.000521035 78.477830316912586 PGLS 6-phosphogluconolactonase 25796 NP_036220.1 62.01550388 1 11 11 106 258 27.53 6.05 0.75 0.76 0.75 0.75 Significant 0.0000196 ELPAAVAPAGPASLAR 16 6912586 1xTMT6plex [N-Term] 0.685 0.731 0.742 4.718039513 63.09 0 1719.995485 2 860.4993286 -2.386264076 -0.002052182 57.4825711TVIFVATGEGK 10 6912586 2xTMT6plex [N-Term; K11] 0.778 0.837 0.933 4.541711807 51.6 0 1579.945965 2 790.4764404 -0.228185415 -0.00018026 57.21566328VTLTLPVLNAAR 10 6912586 1xTMT6plex [N-Term] 0.981 0.924 0.665 3.947107315 43.64 0 1496.936179 2 748.9696655 -2.755538525 -0.002062433 81.71087079ILEDQEENPLPAALVQPHTGK 8 6912586 2xTMT6plex [N-Term; K21] 0.717 0.777 0.689 6.061965942 52.66 0 2757.518715 3 919.8439331 -0.532675839 -0.000489621 69.93216842LPIPESQVITINPELPVEEAAEDYAK 18 6912586 2xTMT6plex [N-Term; K26] 0.738 0.694 0.731 6.021615982 68.92 0 3323.80266 3 1108.606689 0.858931672 0.00095164 107.5199232FALGLSGGSLVSMLAR 12 6912586 1xTMT6plex [N-Term] 0.955 0.757 0.642 5.585702896 71.06 0 1808.030156 3 603.348999 1.265416014 0.000762637 105.0134805LCWFLDEAAAR 4 6912586 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.046 100 4.101854801 42.51 0 1580.809265 2 790.9067383 -1.938632047 -0.001532304 84.4476079IVAPISDSPKPPPQR 10 6912586 2xTMT6plex [N-Term; K10] 0.674 0.747 0.802 5.522333622 22.32 0 2060.226831 3 687.4141235 0.478838278 0.000328838 48.50977439LVPFDHAESTYGLYR 8 6912586 1xTMT6plex [N-Term] 0.784 0.706 0.827 4.550481319 26.99 0 1997.032993 2 999.0180664 -2.071266481 -0.002068194 60.23510632AACCLAGAR 4 6912586 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C4] 1.036 1.054 3.108694553 52.88 0 1178.597164 2 589.8022461 0.043939949 2.59E-05 21.4030155
LLTVPFEK 6 6912586 2xTMT6plex [N-Term; K8] 0.804 0.77 0.665 3.063477993 29.62 0 1404.886659 2 702.946228 -1.053220417 -0.000739828 77.11991445

171184400 ABCB10 ATP-binding cassette sub-family B member 10, mitochondrial 23456 NP_036221.2 7.994579946 1 5 6 14 738 79.098 9.85 1.37 1.11 1.5 1.33 Significant 0.00739 STVLSLLLR 2 171184400 1xTMT6plex [N-Term] 0.975 3.176571608 38.65 0 1230.798289 2 615.9029541 0.278374717 0.000171312 94.34552153KLLGLAYPER 2 171184400 2xTMT6plex [N-Term; K1] 1.459 4.147910118 17.52 1 1618.009234 3 540.0079346 0.010334266 5.57E-06 56.77923545SVTENLSDGLR 2 171184400 1xTMT6plex [N-Term] 1.501 2.766666889 14.76 0 1419.764088 2 710.3848267 -1.205432439 -0.000855715 41.06246871TVLVIAHR 4 171184400 1xTMT6plex [N-Term] 1.088 1.006 3.117777586 30.63 0 1137.730544 2 569.3683472 -0.989789778 -0.000563057 36.62207139TSLFSSILR 2 171184400 1xTMT6plex [N-Term] 0.823 2.685591698 16.21 0 1252.746253 2 626.8759766 -1.258734557 -0.000788438 75.31095942LPFNEGVILNEK 2 171184400 2xTMT6plex [N-Term; K12] 1.565 2.987776995 6.97 0 1831.072956 2 916.0394287 -0.751072272 -0.000687634 77.5059818733188445 MACF1 microtubule-actin cross-linking factor 1 23499 NP_036222.3 25.93001842 1 105 109 473 5430 620.034 5.38 1.08 1.13 1.06 1.09 Significant 0.000365 SLQDTAELLSLENHPAK 10 33188445 2xTMT6plex [N-Term; K17] 1.184 1.02 1.076 5.006536961 35.16 0 2324.286196 3 775.4331665 -0.537686918 -0.000416579 66.35847355QEFIDGILASK 8 33188445 2xTMT6plex [N-Term; K11] 1.031 1.136 1.463 4.204997063 46.55 0 1678.977993 2 839.9904785 -2.568645192 -0.002156349 76.37447313NSVFSVLDEEIAK 4 33188445 2xTMT6plex [N-Term; K13] 1.033 1.075 4.604063034 33.09 0 1909.068265 3 637.0274048 -0.316083266 -0.000201142 85.24406321SVITYVSSIYDAFPK 16 33188445 2xTMT6plex [N-Term; K15] 1.155 1.242 1.22 3.899373531 29.99 0 2148.199279 2 1074.60498 1.58536386 0.001702839 100.814657LQSQLQENEEFQK 3 33188445 2xTMT6plex [N-Term; K13] 1.335 0.841 3.446803093 44.51 0 2079.112255 2 1040.05835 -1.362077129 -0.001415956 50.55156215LLSDTVASDPGVLQEQLATTK 6 33188445 2xTMT6plex [N-Term; K21] 1.137 1 1.213 6.135463715 61.9 0 2644.480932 3 882.1655273 0.414577105 0.000365447 76.75162899LEQDQTTAQLQVQK 12 33188445 2xTMT6plex [N-Term; K14] 1.104 1.414 1.221 5.280493259 64.04 0 2088.170104 3 696.7285156 0.426164994 0.000296635 46.93934911ELEEAVTSALQQETEK 4 33188445 2xTMT6plex [N-Term; K16] 1.072 1.342 4.907314777 31.05 0 2263.206943 3 755.0748901 1.402686646 0.00105819 75.0589551AELVAISSSEDEGNLR 2 33188445 1xTMT6plex [N-Term] 1.32 5.017292023 57.06 0 1918.991916 2 959.9989624 -0.660417223 -0.000633668 50.23681212QQVEAAETIKEETDGLHEELEFIR 4 33188445 2xTMT6plex [N-Term; K10] 1.402 1.043 7.249369621 29.34 1 3272.705071 4 818.9321289 0.49327543 0.000403586 78.78170968GALPDDTEALQSLIDTHK 4 33188445 2xTMT6plex [N-Term; K18] 1.05 1.314 6.646450043 48.67 0 2382.291675 3 794.7681274 -0.774962109 -0.000615395 78.75381066WQQVWLLALER 6 33188445 1xTMT6plex [N-Term] 1.08 1.03 1.124 4.203638554 44.69 0 1670.957977 2 835.9830933 0.558089102 0.000466272 103.4916011LELLLQIANK 8 33188445 2xTMT6plex [N-Term; K10] 1.28 1.144 1.351 4.201899529 61.97 0 1613.040199 2 807.0235596 -0.221302219 -0.000178485 105.4372808EANSVLQWLESK 6 33188445 2xTMT6plex [N-Term; K12] 1.032 1.098 0.829 4.045341492 44.32 0 1862.042384 3 621.3522339 -0.126618946 -7.86E-05 92.71379124EQYEALQEETR 6 33188445 1xTMT6plex [N-Term] 1.56 1.134 1.356 4.419577599 64.92 0 1624.801596 2 812.90448 0.053914852 4.38E-05 31.51527961SQQYEQAADAELAWVAETK 6 33188445 2xTMT6plex [N-Term; K19] 1.038 0.834 1.151 5.991721153 47.74 0 2596.329517 3 866.1166992 2.321418067 0.002009055 80.11007247TSLAGDTSNSSSPASTGAK 4 33188445 2xTMT6plex [N-Term; K19] 1.099 1.32 4.568023205 38.7 0 2197.13484 3 733.0491943 -0.824042364 -0.000603511 29.26160765AILEQQVLSEELTTK 8 33188445 2xTMT6plex [N-Term; K15] 0.938 1.085 4.843812943 53.03 0 2160.252771 2 1080.629761 -0.243404676 -0.000262908 75.34383731LLDAEDVDVPSPDEK 6 33188445 2xTMT6plex [N-Term; K15] 1.115 1.113 1.059 4.468084335 44.01 0 2100.111251 3 700.7091675 0.80842927 0.00056593 64.28390517DCDVQGLEHDMEEINAR 2 33188445 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.902 4.790860176 23.42 0 2260.017161 3 754.0102539 -0.421453105 -0.000317497 57.19345522VEPQLAEDQPVHGDLDLVMNLMDAHK 6 33188445 2xTMT6plex [N-Term; K26] 0.947 1.333 1.175 7.933527946 46.55 0 3372.733217 4 843.9391479 0.457989641 0.000386169 94.13807662
SEIFGTCGEEQK 6 33188445 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.194 1.257 1.404 3.86776948 54.62 0 1842.930785 2 921.9693604 0.357562601 0.000329482 41.6219243

FMETADSTTAAVLQGK 7 33188445 2xTMT6plex [N-Term; K16] 0.975 0.943 4.769795418 40.2 0 2128.136026 2 1064.567871 -3.552805087 -0.003780426 72.25955601EMFSQLADLDDELDGMGAIGR 4 33188445 1xTMT6plex [N-Term] 0.831 0.94 6.598584175 66.51 0 2512.189705 3 838.0667725 -1.568765758 -0.001313679 98.53451553
IAQLQEALLHCGK 6 33188445 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 1.173 1.306 1.212 5.485904217 45.03 0 1939.119923 3 647.0447388 -0.134216251 -8.68E-05 80.07530947

LETVALPLQGLEDLAADR 4 33188445 1xTMT6plex [N-Term] 0.814 1.38 4.462375641 61.79 0 2153.201514 3 718.4021606 -4.451797169 -0.003195205 104.4256381VGGGWMALDEFLVK 6 33188445 2xTMT6plex [N-Term; K14] 0.994 1.238 3.983067751 22.63 0 1980.102876 3 660.7052002 -0.923509624 -0.000609548 107.614437LQAALASTQQFQQMFDELR 10 33188445 1xTMT6plex [N-Term] 0.892 1.011 0.607 5.441046715 69.47 0 2454.26486 3 818.7589111 -1.091724698 -0.000893127 107.0246616MDHVYGLSTVYLNK 4 33188445 2xTMT6plex [N-Term; K14] 1.024 1.212 4.78510046 40.84 0 2098.140718 3 700.0515747 -0.260749387 -0.000182363 63.61460663
EAQTLCDELSVLIGEQYLKDELKK 2 33188445 4xTMT6plex [N-Term; K19; K23; K24]; 1xCarbamidomethyl [C6] 1.752 6.096694469 11.68 2 3739.10093 4 935.5285034 -2.33900563 -0.002186445 104.6604147VPEGGEGISATEVDSR 4 33188445 1xTMT6plex [N-Term] 1.161 0.987 4.41373539 72.69 0 1831.923502 2 916.4648438 -0.595423334 -0.000545385 38.09971317RLETVALPLQGLEDLAADR 4 33188445 1xTMT6plex [N-Term] 1.102 1.052 6.081561089 36.84 1 2309.302625 3 770.437561 -1.946650249 -0.001498468 88.39014928KATVDMLQAEGGR 6 33188445 2xTMT6plex [N-Term; K1] 1.397 1.267 1.125 4.493293285 30.06 1 1834.025688 3 612.0125122 -1.474847884 -0.000901636 40.46119283AGNELLESSAGDDASSLR 4 33188445 1xTMT6plex [N-Term] 0.906 1.27 4.096440792 65.41 0 2020.998457 2 1011.003296 0.424442123 0.000428898 43.84751288IGQSLSSLTSPAEQGVLSEK 4 33188445 2xTMT6plex [N-Term; K20] 1.164 0.947 6.185403347 63.39 0 2489.386304 3 830.4648438 -2.541128306 -0.002108617 73.79768003ENLEQAFEVAER 4 33188445 1xTMT6plex [N-Term] 0.981 1.38 4.799267769 50.87 0 1663.84888 2 832.427002 -1.293989962 -0.001076502 60.34065111ELMMGVLGPLSIDPNMLNAQK 4 33188445 2xTMT6plex [N-Term; K21] 1.852 1.229 4.791618824 33.41 0 2729.480421 3 910.4973145 -1.110336092 -0.001010214 108.0812475IEPMLETLENLSSR 2 33188445 1xTMT6plex [N-Term] 0.949 4.358294964 36.12 0 1860.99383 3 621.0023193 -0.765785552 -0.000475041 97.17798004LDIEASEAECR 4 33188445 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.155 1.54 3.913314581 47.61 0 1521.741638 2 761.3730469 -1.853974373 -0.001410635 39.84752204GTSLENLIMEITAPDSQGK 6 33188445 2xTMT6plex [N-Term; K19] 1.005 0.929 5.98923111 49.46 0 2462.321261 3 821.4499512 5.701719694 0.004679822 108.261713NFTQGLVEDAPDGSDASQLLHQAEVAQQEFLEVK 2 33188445 2xTMT6plex [N-Term; K34] 1.169 4.016935349 17.25 0 4172.118802 4 1043.785034 -0.11866183 -0.000123768 107.4588567

YQWHVEDLVPWIEDCK 3 33188445 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 0.956 1.168 4.042154789 15.46 0 2575.305552 3 859.1063843 -0.369656318 -0.000317326 93.06590107VTLDPVQLESSLLR 8 33188445 1xTMT6plex [N-Term] 1.153 1.075 1.068 4.109812737 40.26 0 1799.04758 2 900.0271606 -0.297585758 -0.000267685 89.5847081TLQNQLVELK 4 33188445 2xTMT6plex [N-Term; K10] 1.093 1.048 4.638371944 59.1 0 1644.009628 2 822.5081177 -0.406851898 -0.000334434 69.47702328VGGGWMALDEFLVK 4 33188445 2xTMT6plex [N-Term; K14]; 1xOxidation [M6] 0.574 1.009 4.178570271 15.48 0 1996.097791 3 660.7052002 -0.923509624 -0.000609548 107.614437ITGQLESLESR 2 33188445 1xTMT6plex [N-Term] 1.166 3.674847841 27.54 0 1461.811038 2 731.4077759 -1.890238967 -0.001381586 60.93073882LLPQAEMFEHLSGK 2 33188445 2xTMT6plex [N-Term; K14] 0.879 4.823223114 41.93 0 2058.145803 3 686.7194824 -0.927701221 -0.000636448 78.69315431WIEETTAQQEMMKPGQAEDSR 2 33188445 2xTMT6plex [N-Term; K13] 100 3.593600512 10.2 0 2923.433013 3 975.1500854 0.920297351 0.000896809 56.46622218FILPEGASQGMTPFR 6 33188445 1xTMT6plex [N-Term] 1.076 1.108 1.22 3.816079378 45.99 0 1879.99377 2 940.4987183 -1.92047794 -0.001805243 76.97373036QQLEETSEIR 6 33188445 1xTMT6plex [N-Term] 0.942 1.218 1.171 4.146173 46.17 0 1461.774653 2 731.3898315 -1.550392229 -0.001133162 27.20834273LVSDANEQYK 4 33188445 2xTMT6plex [N-Term; K10] 1.215 1.181 3.459859371 46.82 0 1624.894657 2 812.9515381 0.702902105 0.000571071 38.12680371
LEAMNQCWESVLQK 6 33188445 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 0.993 1.021 1.056 3.695630312 25.4 0 2194.140066 3 732.0513306 -0.286144349 -0.00020928 82.60457776DTDSLQSQIEDVR 2 33188445 1xTMT6plex [N-Term] 0.811 4.479714394 39.25 0 1734.870738 2 867.9367676 -2.581923628 -0.002239652 42.83202694SIQDAELLVK 2 33188445 2xTMT6plex [N-Term; K10] 1.237 3.177279234 33.29 0 1573.956529 2 787.4815063 -0.504044853 -0.000396672 65.95692082DQIIELDQTGNQLK 4 33188445 2xTMT6plex [N-Term; K14] 1.147 1.252 3.685270548 31.87 0 2073.159205 3 691.7246704 0.122176082 8.44E-05 59.18764648KAALLDQALSNAR 2 33188445 2xTMT6plex [N-Term; K1] 1.589 3.974352837 12.88 1 1829.100902 3 610.3705444 -2.089594518 -0.001274026 57.34480905LQNVQIALDFLK 6 33188445 2xTMT6plex [N-Term; K12] 1.356 1.207 1.263 4.592210293 45.26 0 1860.135891 3 620.7154541 -2.194261899 -0.001360542 104.4441046



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

QLQEELAEHQVPVEK 2 33188445 2xTMT6plex [N-Term; K15] 1.28 3.445944786 7.49 0 2235.238518 3 745.7493286 -2.274925077 -0.001695 53.41018623SDLEQLDHEVK 6 33188445 2xTMT6plex [N-Term; K11] 1.029 1.18 1.038 3.936386347 26.73 0 1770.9638 3 590.9921875 -1.010895875 -0.000596753 44.80250905VDEIDAAIQR 6 33188445 1xTMT6plex [N-Term] 1.172 1.028 1.054 3.889834404 38.8 0 1358.74771 2 679.8780518 0.822121441 0.000558528 46.27176653GGSSPETLPSLLK 4 33188445 2xTMT6plex [N-Term; K13] 0.903 0.919 3.931742191 54.08 0 1744.025672 2 872.5162354 -0.273755646 -0.000238718 65.57599972NDDITDGNPK 4 33188445 2xTMT6plex [N-Term; K10] 1.402 1.587 3.116696358 35.59 0 1546.811322 2 773.9084473 -1.101491 -0.000851899 39.88004928LDQMVFFWEDIK 4 33188445 2xTMT6plex [N-Term; K12]; 1xOxidation [M4] 1 0.871 2.748192072 23.33 0 2045.081807 3 682.3629761 -3.633877784 -0.002477192 93.61557377LSVQSAISTQPEAVK 2 33188445 2xTMT6plex [N-Term; K15] 1.176 3.170312881 24.54 0 2016.174127 2 1008.591675 0.965427216 0.000973235 58.32390345
GTLVEEINCK 2 33188445 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.151 3.595654726 37.15 0 1620.903114 2 810.9550171 -0.219865277 -0.00017819 51.41897421
ATSFATVVK 6 33188445 2xTMT6plex [N-Term; K9] 0.943 1.02 1.097 3.476035595 44.08 0 1381.845523 2 691.4259644 -0.629917779 -0.000435225 50.95351796NIEPTHAPFIEK 2 33188445 2xTMT6plex [N-Term; K12] 1.092 3.41356039 11.72 0 1854.052555 3 618.6887817 -0.41153912 -0.000254338 50.93483002LPQGYHPNDVEEEWGK 4 33188445 2xTMT6plex [N-Term; K16] 0.969 1.005 5.01093626 38.44 0 2356.197381 3 786.0680542 -3.298404627 -0.002590564 53.93121851ALLELVPWR 14 33188445 1xTMT6plex [N-Term] 1.45 1.038 1.35 3.271823645 31.86 0 1325.814273 2 663.4108887 0.171467267 0.000113667 92.1228899SLLDDWASK 6 33188445 2xTMT6plex [N-Term; K9] 0.881 1.042 3.907292843 48.25 0 1492.841165 2 746.9204712 -5.023714084 -0.003749804 65.27754324LQDELVTLR 2 33188445 1xTMT6plex [N-Term] 1.175 3.826392412 31.94 0 1315.778282 2 658.3920288 -1.140566639 -0.000750366 66.17729259QLEDILVLAK 6 33188445 2xTMT6plex [N-Term; K10] 1.253 1.238 1.159 2.905097723 29.46 0 1600.008565 3 534.0077515 0.085089877 4.54E-05 89.58130194SELNLLVEK 4 33188445 2xTMT6plex [N-Term; K9] 1.45 1.268 3.485424042 37.91 0 1502.919416 2 751.9638062 0.612151708 0.000460007 66.73451266VEVYQQQIEMEK 4 33188445 2xTMT6plex [N-Term; K12] 1.71 1.262 3.41780448 19.46 0 1982.066884 2 991.5389404 1.876788016 0.00185996 56.52245642SDLDAVSMK 8 33188445 2xTMT6plex [N-Term; K9] 0.925 1.052 0.704 2.78510046 40.94 0 1423.786687 2 712.3966064 -0.527262533 -0.000375355 45.81951516NDVLAHQATVETVNK 2 33188445 2xTMT6plex [N-Term; K15] 1.142 2.155433178 17.3 0 2097.170438 3 699.7279053 -0.608209836 -0.000425173 40.74753978QISEQLNALNK 2 33188445 2xTMT6plex [N-Term; K11] 1.021 3.126413345 15.04 0 1716.005605 3 572.6729126 -0.827652909 -0.000473419 53.43990002YADITVTSSK 2 33188445 2xTMT6plex [N-Term; K10] 1.29 3.437228203 30.14 0 1542.877945 2 771.942627 0.021088026 1.63E-05 40.80934128DQEPIPQNIDR 8 33188445 1xTMT6plex [N-Term] 1.229 0.889 1.291 3.971256733 38.05 0 1553.812101 2 777.4093018 -0.49813898 -0.000387007 32.84244922ALYNQYIHFK 2 33188445 2xTMT6plex [N-Term; K10] 1.106 2.882279158 17.94 0 1754.999397 3 585.6715698 0.432429013 0.000252971 61.5706546TEQSVALLEQK 2 33188445 2xTMT6plex [N-Term; K11] 1.304 2.652646065 5.59 0 1703.994371 3 568.6693115 -0.5810346 -0.000330027 53.17844679MESQLSASKPTGGLPETAR 1 33188445 2xTMT6plex [N-Term; K9] 0.667 3.836406708 0 2418.306279 3 806.7737427 0.163460413 0.000131766 46.419907LIIEMLER 2 33188445 1xTMT6plex [N-Term] 1.01 2.926639318 28.54 0 1245.743811 2 623.375 -0.872723581 -0.000543595 86.34649208EQVSEAIK 3 33188445 2xTMT6plex [N-Term; K8] 0.95 2.583734751 24.43 0 1361.804052 2 681.4054565 -0.304855946 -0.000207577 32.82745368EQVDPLQMK 2 33188445 2xTMT6plex [N-Term; K9] 1.209 3.120017052 34.81 0 1545.871085 2 773.4400024 1.062820068 0.000821491 51.44508491LDNFLGEVR 2 33188445 1xTMT6plex [N-Term] 1.143 3.611089945 35.05 0 1291.720767 2 646.3632813 -1.146540365 -0.000740505 71.32699309SMENEDKEETVAK 1 33188445 3xTMT6plex [N-Term; K7; K13] 1.245 2.995687008 1 2197.162525 3 733.0581665 -1.173458155 -0.000859426 30.37427049FQVEQIGENK 4 33188445 2xTMT6plex [N-Term; K10] 0.851 0.873 3.359483004 20.31 0 1649.926292 2 825.4683228 1.864924408 0.001538494 49.88879994LECTNLYR 4 33188445 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.219 1.348 2.859859943 25.49 0 1297.677188 2 649.3419189 -0.482839169 -0.000313285 38.12362078FVTISGQK 3 33188445 2xTMT6plex [N-Term; K8] 1.054 0.857 3.470710516 32.34 0 1337.819308 2 669.4139404 0.969054167 0.00064821 49.42637641QSELESIQEVLGDYR 2 33188445 1xTMT6plex [N-Term] 1.216 2.857397318 9.13 0 1995.023216 2 998.0166016 1.358813762 0.001355433 78.61409464HWLSDVK 4 33188445 2xTMT6plex [N-Term; K7] 1.024 1.134 2.599328995 22.59 0 1342.788342 3 448.2676697 0.084684384 3.79E-05 42.02794366DAYRPTTDADKIEDEVTR 1 33188445 2xTMT6plex [N-Term; K11] 0.628 4.156527042 1 2553.319681 4 639.0845947 -1.226553719 -0.000782946 52.90722375LEGIGQFHCR 4 33188445 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.241 1.238 2.787047625 6.71 0 1445.752084 3 482.5887451 -0.278041057 -0.000133993 42.03332587AQIQEQK 4 33188445 2xTMT6plex [N-Term; K7] 1.146 1.095 2.796854973 22.79 0 1302.778171 2 651.8919067 -1.254560042 -0.000817207 23.74733967LEDLLQDSMDEKEQLIQSK 1 33188445 3xTMT6plex [N-Term; K12; K19] 1.068 3.285118103 1 2949.605764 4 738.1539307 -4.024796769 -0.002967891 96.73369054WTELLSK 6 33188445 2xTMT6plex [N-Term; K7] 1.142 1.205 1.03 3.129169226 31.95 0 1334.808409 2 667.9072266 -0.923192416 -0.000616142 71.79387626TLLPEDSQK 2 33188445 2xTMT6plex [N-Term; K9] 0.975 2.984431982 23.76 0 1488.86738 2 744.9393311 2.690232474 0.0020027 42.45166143ESTDIEK 6 33188445 2xTMT6plex [N-Term; K7] 0.956 1.114 0.978 2.412308455 19.02 0 1279.714568 2 640.3607788 -0.224208444 -0.000143461 24.97214518MYISELK 4 33188445 2xTMT6plex [N-Term; K7] 1.199 1.231 2.54752326 20.78 0 1341.785231 2 671.3969116 0.980859051 0.000658051 57.32679525EFQESFK 2 33188445 2xTMT6plex [N-Term; K7] 1.17 1.913223505 9.52 0 1372.751288 2 686.8781738 -1.614840044 -0.001108387 45.05470097DDSGSGSK 6 33188445 2xTMT6plex [N-Term; K8] 1.181 1.76 1.501 2.485178232 21.02 0 1210.631567 2 605.8190308 -0.645684933 -0.000390843 15.42963136

ECISDNK 6 33188445 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.245 1.031 0.835 2.541399479 27.75 0 1323.697872 2 662.3530273 0.684247908 0.000452869 22.20620323TVDVIVR 4 33188445 1xTMT6plex [N-Term] 1.103 1.159 1.314 2.484728098 13.39 0 1030.645811 2 515.8264771 -0.129703566 -6.68E-05 39.4187775AQAESNK 2 33188445 2xTMT6plex [N-Term; K7] 1.052 1.686854124 0.76 0 1205.689022 2 603.3481445 -0.007877239 -4.75E-06 15.95838576YTALHSK 2 33188445 2xTMT6plex [N-Term; K7] 0.96 2.422007561 10.96 0 1277.761793 3 426.5919189 -0.461270689 -0.000196465 27.61348541DFTELQK 2 33188445 2xTMT6plex [N-Term; K7] 0.843 2.880002975 24.91 0 1338.766938 2 669.890564 5.164035272 0.00345672 46.46602782RLEEEEK 6 33188445 2xTMT6plex [N-Term; K7] 0.88 0.897 0.877 2.509930849 16.57 1 1390.794215 3 464.2694397 -0.323087484 -0.000149783 21.55960912
EKDASSCQEQLDEFR 1 33188445 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C7] 0.998 1.618702412 1 2300.122896 3 767.3782959 -1.113542538 -0.000853762 35.84260878

LQPSFEALKR 3 33188445 2xTMT6plex [N-Term; K9] 0.525 0.517 4.201076031 1.9 1 1646.999397 3 549.6705933 -1.318017995 -0.000723592 54.94639533
6912238 PRDX5 peroxiredoxin-5, mitochondrial isoform a precursor 25824 NP_036226.1 56.07476636 1 11 11 287 214 22.012 8.57 0.73 0.75 0.74 0.74 Significant 0.0000609

GVLFGVPGAFTPGCSK 20 6912238 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 0.804 0.868 1.191 3.663458109 35.77 0 2052.135239 2 1026.571411 0.149422718 0.000153318 79.63996453
FSMVVQDGIVK 16 6912238 2xTMT6plex [N-Term; K11] 0.618 0.753 0.712 5.137014389 68.33 0 1680.975885 2 840.9912109 -0.439872461 -0.000369707 69.87344718VGDAIPAVEVFEGEPGNKVNLAELFK 10 6912238 3xTMT6plex [N-Term; K18; K26] 4.488 3.213 2.364 5.988959789 22.3 1 3429.923668 4 858.2368164 0.515412345 0.000441956 108.9742701ETDLLLDDSLVSIFGNR 28 6912238 1xTMT6plex [N-Term] 0.807 0.775 0.773 5.651463509 56.69 0 2136.13858 3 712.7164917 -1.712361913 -0.001219281 105.114829ALNVEPDGTGLTCSLAPNIISQL 64 6912238 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.838 0.852 0.761 4.515538216 56.44 0 2612.380283 2 1306.693115 -0.508934805 -0.000664766 98.12083227

KGVLFGVPGAFTPGCSK 12 6912238 3xTMT6plex [N-Term; K1; K17]; 1xCarbamidomethyl [C15] 0.787 0.758 0.742 5.791570663 30.73 1 2409.393134 3 803.8019409 -0.773832243 -0.000621489 75.28107957
VGDAIPAVEVFEGEPGNK 46 6912238 2xTMT6plex [N-Term; K18] 0.643 0.636 0.636 5.312725067 65.25 0 2286.238183 2 1143.622437 -0.256663164 -0.000293397 77.35681545ETDLLLDDSLVSIFGNRR 2 6912238 1xTMT6plex [N-Term] 1.403 4.460038185 20.44 1 2292.239691 3 764.7511597 -0.333689403 -0.000254965 96.53250112LLADPTGAFGK 30 6912238 2xTMT6plex [N-Term; K11] 0.748 0.766 0.746 4.304763317 51.88 0 1547.91975 2 774.4634399 -0.09482222 -7.34E-05 72.19838935THLPGFVEQAEALK 18 6912238 2xTMT6plex [N-Term; K14] 0.737 0.802 0.836 5.225121021 46.08 0 1998.142433 3 666.7208252 2.747449755 0.001829932 65.78723572FSMVVQDGIVK 18 6912238 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 0.729 0.711 0.748 3.440457344 53.07 0 1696.9708 2 840.9912109 -0.439872461 -0.000369707 69.87344718VNLAELFK 23 6912238 2xTMT6plex [N-Term; K8] 0.812 0.752 0.724 3.957748652 44.11 0 1391.866258 2 696.4382324 2.105248068 0.001465112 86.224787296912242 APPL1 DCC-interacting protein 13-alpha 26060 NP_036228.1 14.52750353 1 7 7 28 709 79.614 5.41 1.11 1.25 1.14 1.17 Significant 0.00133 EVFQIASNDHDAAINR 6 6912242 1xTMT6plex [N-Term] 1.344 1.226 1.143 5.36029911 47.12 0 2029.030032 3 677.0144043 -0.67654956 -0.00045758 44.2622475SETEDSILHQLFIVR 6 6912242 1xTMT6plex [N-Term] 0.902 0.816 1.241 5.654008865 34.94 0 2016.096321 3 672.7033691 -0.380377721 -0.000255626 82.42077237TNPFGESGGSTK 2 6912242 2xTMT6plex [N-Term; K12] 1.357 3.683056831 42.27 0 1639.869171 2 820.4397583 1.871528301 0.001534531 33.80529436

LTFPLPCVVLYATHQENKR 4 6912242 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C7] 1.423 1.326 5.039102554 21.52 1 2744.532197 4 686.8881226 -0.560028272 -0.000384254 95.28668642
IYDAQNELSAATHLTSK 2 6912242 2xTMT6plex [N-Term; K17] 1.065 5.423068047 43.94 0 2320.254896 3 774.0826416 -9.276707206 -0.007174775 61.3102593HESLRPAAGQSRPPTAR 2 6912242 1xTMT6plex [N-Term] 1.038 4.900728226 4.99 0 2060.131084 5 412.8318787 -0.386892591 -0.00015941 16.38651253LFGFVLR 6 6912242 1xTMT6plex [N-Term] 1.018 1.46 1.12 2.509052515 39.4 0 1080.676717 2 540.84198 -0.031534928 -1.70E-05 85.401878486912280 AHSA1 activator of 90 kDa heat shock protein ATPase homolog 1 10598 NP_036243.1 63.01775148 1 16 16 112 338 38.25 5.53 1.15 1.13 1.1 1.13 Significant 0.000166

FHMVDGNVSGEFTDLVPEK 4 6912280 2xTMT6plex [N-Term; K19]; 1xOxidation [M3] 1.132 1.145 4.599533558 28.99 0 2595.31651 3 860.444458 -1.075630339 -0.000924799 74.59790572FHMVDGNVSGEFTDLVPEK 8 6912280 2xTMT6plex [N-Term; K19] 1.114 1.317 1.271 6.461332321 60.22 0 2579.321595 3 860.444458 -1.075630339 -0.000924799 74.59790572VFTTQELVQAFTHAPATLEADR 14 6912280 1xTMT6plex [N-Term] 0.941 1.089 1.011 8.868406296 67.8 0 2674.403796 3 892.1396484 0.222985213 0.000198784 99.97602698DEPDTNLVALMK 12 6912280 2xTMT6plex [N-Term; K12] 0.909 0.876 0.941 4.917961597 61.2 0 1803.992657 2 902.4986572 -1.45177247 -0.001309493 71.56932448EAMGIYISTLK 6 6912280 2xTMT6plex [N-Term; K11] 1.376 1.221 1.472 4.80407095 36.74 0 1683.97555 2 850.4883423 -0.62198121 -0.000528675 56.77124433SWPEGHFATITLTFIDK 6 6912280 2xTMT6plex [N-Term; K17] 0.905 0.834 0.993 5.272946358 32.4 0 2421.321853 3 807.7786255 -0.218919742 -0.000176692 91.01243555ETFLTSPEELYR 10 6912280 1xTMT6plex [N-Term] 1.29 1.168 0.912 5.051499367 49.73 0 1713.889682 2 857.4463501 -2.484929299 -0.002129447 63.11294108TEFTQGMILPTMNGESVDPVGQPALK 2 6912280 2xTMT6plex [N-Term; K26] 0.784 3.327606201 13.66 0 3218.684142 3 1073.555786 -9.735876582 -0.010445571 87.13689909
GHVEIPNLSDENSVDEVEISVSLAKDEPDTNLVALMK 2 6912280 3xTMT6plex [N-Term; K25; K37] 0.962 4.83018589 9.8 1 4694.468942 4 1174.368896 -3.234888267 -0.003796521 99.808787

LIFFYEWSVK 6 6912280 2xTMT6plex [N-Term; K10] 1.708 1.733 1.657 2.737666607 21.3 0 1790.0293 2 895.5184326 0.160977463 0.000144077 109.3839644EAMGIYISTLK 6 6912280 2xTMT6plex [N-Term; K11]; 1xOxidation [M3] 1.303 1.149 1.239 3.006788731 55.71 0 1699.970465 2 850.4883423 -0.62198121 -0.000528675 56.77124433DASNWSTDK 6 6912280 2xTMT6plex [N-Term; K9] 1.376 1.195 1.026 4.366803646 50.61 0 1481.763643 2 741.3856201 0.216171031 0.000160157 30.7612059LDGEASINNR 2 6912280 1xTMT6plex [N-Term] 1.201 3.34048748 29.08 0 1317.696009 2 659.3520508 0.619499865 0.000408156 27.59803102QTFGYGAR 6 6912280 1xTMT6plex [N-Term] 1.29 1.04 1.185 2.887615204 32.82 0 1128.599924 2 564.8035889 -0.019905747 -1.12E-05 24.74297957LNWTGTSK 2 6912280 2xTMT6plex [N-Term; K8] 1.477 2.774470329 35.75 0 1364.793821 2 682.8997803 -1.126472806 -0.000768702 57.86380879
CEVTEVSK 2 6912280 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C1] 0.958 2.564530849 23.63 0 1409.771037 2 705.3893433 0.264350329 0.000186337 29.75983089GIPAPEEER 12 6912280 1xTMT6plex [N-Term] 1.198 1.243 1.2 3.39504528 37.29 0 1226.657832 2 613.8325806 0.042581404 2.61E-05 27.36460663YYFEGIK 6 6912280 2xTMT6plex [N-Term; K7] 1.313 1.241 1.271 3.101912022 34.8 0 1377.78186 2 689.3939209 -0.939570452 -0.000647262 59.487527696912292 CBX5 chromobox protein homolog 5 23468 NP_036249.1 57.59162304 1 9 10 67 191 22.211 5.86 1.15 1.14 1.13 1.14 Significant 0.0000256

IIGATDSCGDLMFLMK 18 6912292 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C8] 1.358 1.282 1.108 5.497772694 57.41 0 2230.168589 3 744.0611572 0.147612019 0.000109733 97.11324852
NLDCPELISEFMK 14 6912292 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.182 1.14 1.241 4.397530556 62.18 0 2054.070255 2 1027.540039 1.239517 0.001273028 88.55950854

SNFSNSADDIK 6 6912292 2xTMT6plex [N-Term; K11] 0.633 0.729 0.847 4.41479826 44.11 0 1655.864086 2 828.4354248 -0.309524574 -0.000256265 36.71008661WKDTDEADLVLAK 10 6912292 3xTMT6plex [N-Term; K2; K13] 0.988 1.231 1.153 5.361768246 24.67 1 2191.257746 3 731.0899658 -1.095904426 -0.00080047 64.74315679GFSEEHNTWEPEK 3 6912292 2xTMT6plex [N-Term; K13] 1.034 1.053 3.042396069 21.74 0 2048.012541 3 683.3421631 -0.295170159 -0.000201504 39.58424821LTWHAYPEDAENKEK 2 6912292 3xTMT6plex [N-Term; K13; K15] 1.268 5.730600834 8.32 1 2518.354499 4 630.3442383 0.247715324 0.000155959 56.6740588CPQIVIAFYEER 4 6912292 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.702 3.659448624 34.46 0 1753.914458 3 585.3081665 -2.572268141 -0.001503846 76.08685257KSNFSNSADDIK 2 6912292 3xTMT6plex [N-Term; K1; K12] 0.956 3.869607925 1.69 1 2013.12198 3 671.7114868 -1.029883336 -0.000691094 48.88296941GQVEYLLK 6 6912292 2xTMT6plex [N-Term; K8] 1.244 1.049 1.348 3.470135689 42.66 0 1407.861173 2 704.4338989 -0.462665247 -0.000325684 65.69631585EGENNKPR 2 6912292 2xTMT6plex [N-Term; K6] 1.563 1.053 1.755805254 0 1401.785047 3 467.9329834 -0.464090189 -0.000216852 16.2206977811321634 CD2AP CD2-associated protein 23607 NP_036252.1 38.81064163 1 20 20 86 639 71.407 6.4 0.94 0.92 0.96 0.94 Significant 0.000151 ANTTAFLTPLEIK 8 11321634 2xTMT6plex [N-Term; K13] 0.828 0.924 4.693528652 65.12 0 1877.114821 2 939.0614014 0.375717227 0.000352632 84.7939968ETDVVNFDDIASSENLLHLTANRPK 4 11321634 2xTMT6plex [N-Term; K25] 0.901 1.143 6.794111252 40.57 0 3256.72139 4 814.9321289 -4.515109903 -0.003676114 80.64088771
DTCYSPKPSVYLSTPSSASK 2 11321634 3xTMT6plex [N-Term; K7; K20]; 1xCarbamidomethyl [C3] 1.368 4.218646049 27.9 0 2862.516221 3 954.8433838 -0.217760447 -0.000207781 61.29544219

TLFAYEGTNEDELTFK 6 11321634 2xTMT6plex [N-Term; K16] 1.082 1.043 4.165735245 47.24 0 2336.206214 3 779.4058838 -1.333890302 -0.001038748 77.5643967VLFEYIPQNEDELELK 9 11321634 2xTMT6plex [N-Term; K16] 1.013 1.065 0.999 4.005059719 34.71 0 2437.326664 3 813.112915 -1.014202507 -0.000823981 91.93374694TSSSETEEK 6 11321634 2xTMT6plex [N-Term; K9] 1.123 0.803 1.448 3.351980448 52.63 0 1455.757889 2 728.3823242 -0.355376745 -0.000258671 17.07903928APAPKPELIAAEK 2 11321634 3xTMT6plex [N-Term; K5; K13] 0.919 4.725732327 16.79 0 2022.256624 3 674.7565308 -0.783528077 -0.000528165 53.25766074GIGFGDIFK 6 11321634 2xTMT6plex [N-Term; K9] 0.804 0.913 100 3.125512123 43.6 0 1411.834958 2 706.4200439 -1.520439314 -0.001073305 77.2651165EGEIIHLISK 4 11321634 2xTMT6plex [N-Term; K10] 0.915 0.952 2.813289642 23.43 0 1596.972514 3 532.9952393 -0.844927856 -0.000449776 64.17674304LGLFPSNFVK 6 11321634 2xTMT6plex [N-Term; K10] 0.941 0.778 0.764 3.733974457 37.87 0 1579.961221 2 790.4841919 -0.072021348 -5.69E-05 86.65687636KPEKPLILQSLGPK 3 11321634 4xTMT6plex [N-Term; K1; K4; K14] 0.823 0.757 4.817893505 3.1 0 2464.603668 4 616.9060059 -0.59817427 -0.000368566 63.57102126RPEKPVPPPPPIAK 1 11321634 3xTMT6plex [N-Term; K4; K14] 0.94 3.274698019 0 2210.399205 4 553.3551636 -0.172363944 -9.52E-05 49.27082003FETEPVSK 4 11321634 2xTMT6plex [N-Term; K8] 0.928 0.875 3.642724752 40.37 0 1394.793153 2 697.8999634 -0.360234194 -0.000251226 40.01700749
AQIIELLCIVEALK 2 11321634 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 1.071 2.672227621 21.28 0 2071.260105 3 691.0914917 -0.0884835 -6.11E-05 113.5368008

KPPPPAK 6 11321634 3xTMT6plex [N-Term; K1; K7] 0.988 0.904 0.915 3.293174982 19.23 0 1421.944732 3 474.6539001 1.698363796 0.000804993 27.72898982LKLDSEQLPLRPK 6 11321634 3xTMT6plex [N-Term; K2; K13] 1.071 1.107 1.188 4.050207615 12.81 1 2224.399599 4 556.8544312 -1.665411478 -0.000926135 61.76285047KPTPPTK 6 11321634 3xTMT6plex [N-Term; K1; K7] 0.97 1.068 0.967 2.770572186 18.9 0 1455.950211 3 485.9881592 -0.1972464 -9.57E-05 31.21110176SNLEMEIEK 2 11321634 2xTMT6plex [N-Term; K9] 1.011 2.154080153 14.42 0 1550.850015 2 775.9281006 -0.703419489 -0.000545449 62.28436346ETEFKDDSLPIK 1 11321634 3xTMT6plex [N-Term; K5; K12] 0.96 2.763286114 1 2109.204647 3 703.7398682 0.191447609 0.000134601 56.73277782ETGEAGWWR 2 11321634 1xTMT6plex [N-Term] 0.997 2.486223459 2.79 0 1320.653416 2 660.8294678 -1.330169675 -0.000878347 45.80396644221316566 CHORDC1 cysteine and histidine-rich domain-containing protein 1 isoform a 26973 NP_036256.2 31.02409639 1 6 6 46 332 37.466 7.87 1.06 1.06 0.97 1.03 Significant 0.000847
KAEPMQWASLELPAAK 6 221316566 3xTMT6plex [N-Term; K1; K16] 1.08 1.153 1.048 5.172101974 20.81 1 2457.414263 3 819.8092651 -0.415404053 -0.000340273 75.39057677

FDPETNSDDACTYHPGVPVFHDALK 6 221316566 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C11] 0.919 1.043 1.023 6.210562706 31.52 0 3290.582848 4 823.4017334 0.685448097 0.000563881 61.50899257
TTDFSDFLSIVGCTK 22 221316566 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 1.034 1.049 1.123 3.906781912 67.14 0 2149.125128 2 1075.064819 -1.286871615 -0.001382824 95.00426651

TSDFNTFLAQEGCTK 6 221316566 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 1.013 1.192 0.917 3.849015713 30.22 0 2177.09489 3 726.369873 0.080708758 5.86E-05 60.68640198
RPSPDEPMTNLELK 4 221316566 2xTMT6plex [N-Term; K14] 1.151 1.013 5.886171341 22.54 0 2085.141446 3 695.7173462 -1.899566952 -0.001320289 59.97529508LSSGNEENKKEEDNDEIK 2 221316566 4xTMT6plex [N-Term; K9; K10; K18] 0.692 4.05995512 0.97 2 2994.60374 4 749.4053345 -1.413044844 -0.001057877 34.24268882109134349 COPG2 coatomer subunit gamma-2 isoform 1 26958 NP_036265.3 19.86222732 1 13 16 112 871 97.56 5.81 0.99 1.01 0.97 0.99 Significant 0.000136
AIVDCIISIVEENPESK 8 109134349 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C5] 1.176 1.229 1.26 5.981399059 45.55 0 2374.293984 3 792.1047363 2.388897253 0.001890648 111.6150441

SIATLAITTLLK 22 109134349 2xTMT6plex [N-Term; K12] 1.3 1.184 1.286 4.536615372 64.62 0 1703.108279 2 852.0565796 -1.407092163 -0.001198215 107.8124226SSEPVQLTEAETEYFVR 12 109134349 1xTMT6plex [N-Term] 0.909 1.367 1.13 4.8970294 64.8 0 2214.112759 2 1107.55957 -0.404146084 -0.000447413 67.84281599SIPLAMAPVFEQK 6 109134349 2xTMT6plex [N-Term; K13] 0.93 0.901 3.983209372 40.51 0 1889.097062 3 630.3709106 0.590935011 0.000372111 84.86982202ITDGTMLQAIER 2 109134349 1xTMT6plex [N-Term] 1.314 3.416795015 23.25 0 1576.856608 2 788.9299927 -2.472988614 -0.001949774 62.7444324LFQSNDQTLR 6 109134349 1xTMT6plex [N-Term] 1.063 1.158 0.885 4.113125324 36.69 0 1450.785158 2 725.8966675 0.620616314 0.00045019 42.21212456EMATISEDVIIVTSSLTK 2 109134349 2xTMT6plex [N-Term; K18]; 1xOxidation [M2] 1.263 4.55945158 32.46 0 2411.335514 3 804.4500122 -0.012822316 -1.03E-05 100.6613218AAAVSALAK 6 109134349 2xTMT6plex [N-Term; K9] 0.628 0.696 0.678 3.904095411 53 0 1259.808743 2 630.4080811 0.11297697 7.12E-05 43.00512178IFNETPINPR 4 109134349 1xTMT6plex [N-Term] 1.526 0.751 3.949857712 31.89 0 1429.80008 2 715.4028931 -1.098249475 -0.000785139 55.48657127TPVDVILASVG 12 109134349 1xTMT6plex [N-Term] 1.009 1.105 1.218 2.793208599 56.16 0 1299.772134 2 650.3895874 -0.181220466 -0.000117773 92.46422884SIPLAMAPVFEQK 3 109134349 2xTMT6plex [N-Term; K13]; 1xOxidation [M6] 0.853 1.041 3.029664755 6.04 0 1905.091977 3 630.3709106 0.590935011 0.000372111 84.86982202SAVLQEAR 6 109134349 1xTMT6plex [N-Term] 1.038 1.192 1.206 3.186117649 37.65 0 1102.641788 2 551.8242798 -0.458362537 -0.000252705 24.95644857ILHLLGK 6 109134349 2xTMT6plex [N-Term; K7] 0.998 0.997 0.984 2.487201214 26.48 0 1251.855299 3 417.9562378 -0.910130024 -0.000379784 64.99262556
MCYLTIK 6 109134349 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.407 1.272 1.226 3.110435009 26.25 0 1386.788936 2 693.897644 -0.666686933 -0.000462277 60.63107636
ISYDVVK 6 109134349 2xTMT6plex [N-Term; K7] 0.987 0.865 0.898 2.973356962 21.29 0 1281.78186 2 641.3947754 0.323347726 0.000207231 48.46291611
CLHILTK 2 109134349 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 1.169 2.271140337 6.29 0 1342.828099 3 448.2807617 -0.273165084 -0.000122271 55.32836271

SDKVPENK 3 109134349 3xTMT6plex [N-Term; K3; K8] 1.121 1.154 0.957 2.343138933 1 1603.962233 3 535.3256226 0.051021015 2.73E-05 25.325129737657013 AATF protein AATF 26574 NP_036270.1 26.60714286 1 12 12 45 560 63.094 4.94 1.28 1.21 1.21 1.23 Significant 0.000358 ALLTTNQLPQPDVFPLFK 6 7657013 2xTMT6plex [N-Term; K18] 1.623 1.636 1.318 4.483724117 25.04 0 2500.457953 3 834.1567993 -0.843085875 -0.0007027 105.1711628TPGFSVQSISDFEK 2 7657013 2xTMT6plex [N-Term; K14] 1.158 3.997635603 31.7 0 2000.074078 3 667.3624268 -0.67554326 -0.000450379 71.41595838SLVGLQEELLFQYPDTR 4 7657013 1xTMT6plex [N-Term] 0.693 1.569 4.920058727 51.47 0 2237.201514 3 746.4050903 -0.356049243 -0.000265518 88.72236944DLDEEIFDDDDFYHQLLR 2 7657013 1xTMT6plex [N-Term] 1.481 4.778916359 57.09 0 2527.182629 3 843.0631104 -3.10676214 -0.002617118 84.33566878SILTQIDHILMDKER 4 7657013 2xTMT6plex [N-Term; K13] 2.704 1.835 6.595338821 29.1 1 2270.294258 4 568.3293457 0.570222338 0.000323643 96.25614438SILTQIDHILMDK 2 7657013 2xTMT6plex [N-Term; K13]; 1xOxidation [M11] 1.062 3.398987055 20.59 0 2001.145469 3 667.7197266 -0.421234994 -0.000280984 99.34599238SILTQIDHILMDKER 4 7657013 2xTMT6plex [N-Term; K13]; 1xOxidation [M11] 2.411 5.156004429 20.52 1 2286.289173 4 568.3293457 0.570222338 0.000323643 96.25614438SLFGQLHPPDEGHGD 5 7657013 1xTMT6plex [N-Term] 1.058 1.15 1.248 3.08621335 4.53 0 1834.892142 3 612.3014526 -1.273851356 -0.000779127 53.00580024DKGGPEFSSALK 2 7657013 3xTMT6plex [N-Term; K2; K12] 1.084 2.013506651 3.07 1 1923.115439 3 641.7077637 -3.48437449 -0.002233618 45.68337465TSSLDPNDQVAMGR 2 7657013 1xTMT6plex [N-Term] 0.78 4.027137756 33.28 0 1719.853314 2 860.4298096 -0.564693144 -0.000485595 34.39360059LASASLLDTDKR 3 7657013 2xTMT6plex [N-Term; K11] 0.703 0.935 4.069863796 6.57 1 1748.03182 3 583.3478394 -1.633095898 -0.000951568 50.58866326VSEEVEK 6 7657013 2xTMT6plex [N-Term; K7] 1.271 1.231 1.047 2.678590536 17.76 0 1277.735303 2 639.3709717 -0.498257052 -0.00031832 28.6218623QWLAIQK 3 7657013 2xTMT6plex [N-Term; K7] 1.117 1.116 3.053965807 18.43 0 1344.840378 2 672.9232788 -0.815452027 -0.000548326 59.9341258411024694 INTS6 integrator complex subunit 6 isoform a 26512 NP_036273.1 4.171364149 1 4 4 14 887 100.326 8.62 1.36 1.57 1.31 1.41 Significant 0.00316 LVTGIDNYGQGR 2 11024694 1xTMT6plex [N-Term] 1.02 3.769728661 37.72 0 1521.822272 2 761.4147339 -0.052934277 -4.03E-05 42.30357868LIFLQNVIK 6 11024694 2xTMT6plex [N-Term; K9] 1.345 1.506 1.651 4.213515759 38.77 0 1546.013257 2 773.5092773 -1.279725443 -0.000989236 96.18798265LFALVLR 4 11024694 1xTMT6plex [N-Term] 2.216 1.929 2.391087294 30.15 0 1060.708018 2 530.8577271 0.150787549 8.00E-05 86.33680141KVVQETGIK 2 11024694 3xTMT6plex [N-Term; K1; K9] 1.162 1.820764065 8.99 1 1689.087767 3 563.6995239 -2.219489554 -0.001249638 36.147238858393259 TFIP11 tuftelin-interacting protein 11 24144 NP_036275.1 11.35005974 1 7 7 26 837 96.758 5.67 1.17 1.14 0.96 1.09 Significant 0.0036 SLLENDQLLSHGGQDLSADAFHR 6 8393259 1xTMT6plex [N-Term] 0.936 1.199 0.945 5.882310867 52.45 0 2752.385185 4 688.8496094 -3.116507837 -0.002144457 62.32832799NAQGIINPIEAK 2 8393259 2xTMT6plex [N-Term; K12] 1.042 3.706638813 39.43 0 1726.02634 2 863.5158691 -1.08839518 -0.000939299 54.79713703DYSAPVNFISAGLK 2 8393259 2xTMT6plex [N-Term; K14] 1.342 3.458755493 21.4 0 1940.089334 3 647.3671875 -1.198455122 -0.000775037 76.7853092SFMDFGSWER 4 8393259 1xTMT6plex [N-Term] 0.894 1.008 3.510509491 29.07 0 1490.693566 2 745.8493652 -1.41677089 -0.001055986 70.54328016TWVPTSLQSLIDMAK 4 8393259 2xTMT6plex [N-Term; K15] 1.303 1.301 4.429042339 30.87 0 2148.213883 3 716.7425537 -0.360754203 -0.000258326 111.0629925DMVVNLFHELEK 4 8393259 2xTMT6plex [N-Term; K12] 0.986 0.925 3.260870695 16.4 0 1932.06649 3 644.6942139 0.827037563 0.000532631 90.0181624LEPLYSPIR 4 8393259 1xTMT6plex [N-Term] 1.394 1.095 3.263350248 24.58 0 1316.777553 2 658.8924561 0.062265168 4.10E-05 59.2128363242544174 DTYMK thymidylate kinase isoform 1 1841 NP_036277.2 49.52830189 1 11 11 62 212 23.804 8.27 1.06 1.06 1.01 1.04 Significant 0.000255 LSQGVTLVVDR 4 42544174 1xTMT6plex [N-Term] 1.625 0.995 4.097614765 43.17 0 1415.841945 2 708.4242554 -0.501784691 -0.000355224 53.84295791KLVEALCAAGHR 8 42544174 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.23 1.145 1.049 4.709499836 30.57 1 1783.041279 4 446.5155029 -0.615421114 -0.00027433 49.33106146GALIVLEGVDR 6 42544174 1xTMT6plex [N-Term] 1.048 0.774 1.002 4.449016571 67.1 0 1370.820481 2 685.9133911 -0.711452339 -0.000487637 64.2493609KSDVEDHSVHLLFSANR 4 42544174 2xTMT6plex [N-Term; K1] 0.877 1.007 4.052852631 18.76 1 2412.303577 5 483.2664185 -0.245253064 -0.000118325 46.99471712YAFSGVAFTGAK 2 42544174 2xTMT6plex [N-Term; K12] 1.06 4.035899639 22.05 0 1676.941214 2 838.9744263 0.215981967 0.000181095 65.5956712SIEAVHEDIR 6 42544174 1xTMT6plex [N-Term] 0.956 0.993 0.938 4.160712242 54.46 0 1397.758609 3 466.5911255 0.153348971 7.14E-05 30.35913653LVEALCAAGHR 8 42544174 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.909 1.034 0.875 3.743024349 29.21 0 1425.783384 3 475.9326172 -0.060238814 -2.86E-05 46.90910417
ENFSLDWCK 6 42544174 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.434 0.962 1.228 3.214067459 31.73 0 1656.845599 2 828.9267578 0.386218849 0.000319953 63.85034092
WEQVPLIK 6 42544174 2xTMT6plex [N-Term; K8] 0.998 1.06 0.993 3.710612059 40.04 0 1470.908457 2 735.9573364 -0.721267481 -0.000530459 69.60923284VLSEDAIR 2 42544174 1xTMT6plex [N-Term] 1.004 2.941464424 23.4 0 1131.657104 2 566.3321533 -0.06541679 -3.70E-05 40.69535812DTTLNWK 10 42544174 2xTMT6plex [N-Term; K7] 1.102 1.166 1.146 2.481459141 13.94 0 1335.767272 2 668.3867798 -0.740615306 -0.000494645 46.8943726129171734 AGO2 protein argonaute-2 isoform 1 27161 NP_036286.2 17.112922 1 7 12 45 859 97.146 9.19 1.12 1.14 1.2 1.15 Significant 0.000434 HTYLPLEVCNIVAGQR 2 29171734 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.176 5.332529068 26.82 0 2099.12691 3 700.3810425 0.792796947 0.000554727 73.64514993LQANFFEMDIPK 4 29171734 2xTMT6plex [N-Term; K12] 1.233 1.242 3.53879571 28.56 0 1911.045027 3 637.6864624 -0.100893996 -6.43E-05 88.78759823

YPHLPCLQVGQEQK 6 29171734 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.261 1.048 1.129 4.794022083 38.99 0 2155.173415 3 719.0591431 -4.89028433 -0.003513137 59.17075854
DAGMPIQGQPCFCK 2 29171734 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C11; C13] 0.972 2.987932682 19.32 0 2067.022594 3 689.6786499 -0.579409713 -0.000399218 53.97469408
SGNIPAGTTVDTK 2 29171734 2xTMT6plex [N-Term; K13] 1.018 2.89238596 37.7 0 1718.968885 2 859.9863892 -1.968162261 -0.001691605 47.99813256AVQVHQDTLR 4 29171734 1xTMT6plex [N-Term] 1.087 1.057 3.198604345 20.82 0 1395.790578 3 465.9352417 0.425649568 0.000198039 21.41329516ELLIQFYK 6 29171734 2xTMT6plex [N-Term; K8] 1.227 1.085 1.158 3.861182213 40.32 0 1511.923773 2 756.4656982 0.229525047 0.000173512 81.15810545SASFNTDPYVR 4 29171734 1xTMT6plex [N-Term] 0.767 0.667 2.684278488 27.5 0 1485.753523 2 743.3820801 2.261523326 0.001680033 36.5432924VLQPPSILYGGR 6 29171734 1xTMT6plex [N-Term] 1.14 1.4 1.181 3.157135248 17.37 0 1528.904879 2 764.9551392 -1.227989859 -0.00093874 66.76079416LPSVPFETIQALDVVMR 2 29171734 1xTMT6plex [N-Term]; 1xOxidation [M16] 1.262 3.878180742 22.11 0 2160.193593 3 720.7332764 -3.850015325 -0.002772259 100.4346741TPVYAEVK 6 29171734 2xTMT6plex [N-Term; K8] 1.269 1.166 1.219 3.127712727 36.9 0 1364.818973 2 682.9122925 -1.220021919 -0.000832555 40.69680141QEIIQDLAAMVR 1 29171734 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.917 3.130529642 0 1631.898808 2 816.4534912 0.550261984 0.000448986 90.1979848415812198 FBXO2 F-box only protein 2 26232 NP_036300.2 44.93243243 1 10 10 70 296 33.307 4.37 0.79 0.77 0.69 0.75 Significant 0.00166 NPCGEEDLEGWCDVEHGGDGWR 8 15812198 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C12] 0.564 0.628 0.748 6.625644207 56.19 0 2803.167407 3 935.0593262 -1.420476838 -0.001327278 55.10322113

VLAALPAAELVQACR 16 15812198 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.914 0.971 0.833 5.332596779 54.45 0 1811.041055 2 906.0236206 -0.602227685 -0.00054533 80.53015353
SDAGCLYELTVK 10 15812198 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 0.817 0.803 0.775 4.528433323 48.99 0 1813.977007 2 907.4908447 -1.430137684 -0.001297118 62.69248407
ELVDGAPLWLLK 12 15812198 2xTMT6plex [N-Term; K12] 0.628 0.659 0.613 5.080020905 69.94 0 1812.103528 2 906.5578613 2.714015052 0.002459038 99.10169104VEELPGDSGVEFTHDESVK 6 15812198 2xTMT6plex [N-Term; K19] 0.572 0.542 0.565 6.559010983 54.15 0 2532.286984 3 844.7663574 -0.973311631 -0.000821568 54.06253035VEELPGDSGVEFTHDESVKK 4 15812198 3xTMT6plex [N-Term; K19; K20] 0.962 0.643 7.071635723 33.91 1 2889.544879 4 723.1414185 -0.358095104 -0.000258683 49.67195773KAQVIDLQAEGYWEELLDTTQPAIVVK 2 15812198 3xTMT6plex [N-Term; K1; K27] 0.982 4.094391346 13.49 1 3745.103089 4 937.0299072 -1.41241606 -0.001322411 108.6089564WKELVDGAPLWLLK 6 15812198 3xTMT6plex [N-Term; K2; K14] 1.475 1.716 1.092 5.745321274 28.1 1 2355.440736 3 785.817627 -1.022403403 -0.000802737 107.6998911FEHGGQDSVYWK 2 15812198 2xTMT6plex [N-Term; K12] 0.747 4.023124695 50 0 1910.980118 2 955.9923706 -1.388669111 -0.00132686 45.87101358DHWQQFYFLSK 4 15812198 2xTMT6plex [N-Term; K11] 0.682 0.496 4.285278797 22.45 0 1957.037239 3 653.0171509 -0.173682582 -0.000113301 67.9918468115812186 FBXO3 F-box only protein 3 isoform 1 26273 NP_036307.2 5.095541401 1 2 2 19 471 54.525 5 1.27 1.26 1.16 1.23 Significant 0.000814 LVVPGLLGSMALSNHYR 2 15812186 1xTMT6plex [N-Term] 1.099 4.403731823 41.54 0 2056.157482 3 686.0556641 -2.452464145 -0.001680884 88.9613604AWDDLKK 17 15812186 3xTMT6plex [N-Term; K6; K7] 1.269 1.263 1.165 2.534643412 25.48 1 1562.95094 2 781.9782715 -1.070635813 -0.000836676 40.76016081



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

15834619 FBXO4 F-box only protein 4 isoform 1 26272 NP_036308.1 5.167958656 1 2 2 8 387 44.108 6.16 1.38 1.14 1.02 1.18 Significant 0.00795 DLPSWSSVDWK 6 15834619 2xTMT6plex [N-Term; K11] 1.376 1.221 1.018 2.922722816 50.1 0 1777.952507 2 889.4799194 0.031287218 2.78E-05 74.71601433YSVIPQIQK 2 15834619 2xTMT6plex [N-Term; K9] 0.903 2.111520529 2.56 0 1533.940485 2 767.4727173 -1.517366358 -0.001163775 57.991554674229027 FBXO7 F-box only protein 7 isoform 1 25793 NP_036311.3 10.1532567 1 4 4 16 522 58.466 6.55 1.07 1 1.46 1.18 Significant 0.0145 DQLVYPLLAFTR 6 74229027 1xTMT6plex [N-Term] 1.008 0.977 1.166 4.160777092 35.21 0 1664.957309 2 832.9818115 -0.577908586 -0.000481097 97.23330661DLFTASNDPLLWR 6 74229027 1xTMT6plex [N-Term] 1.262 1.372 1.576 4.43473053 62.85 0 1776.9482 2 888.9755249 -2.491482482 -0.002213618 84.28034895FDPVGPLPGPNPILPGR 2 74229027 1xTMT6plex [N-Term] 0.859 4.367697239 26.22 0 1972.121748 3 658.0445557 -1.33577342 -0.000878103 82.63937125LQLLPESFICK 2 74229027 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.023 3.72764492 32.09 0 1806.059949 3 602.6893311 -3.603975572 -0.002169665 91.73301378
52630440 FKBP8 peptidyl-prolyl cis-trans isomerase FKBP8 isoform 1 23770 NP_036313.3 17.19128329 1 6 6 49 413 44.621 4.84 1.17 1.31 1.03 1.17 Significant 0.00474 VLAQQGEYSEAIPILR 18 52630440 1xTMT6plex [N-Term] 1.355 1.323 1.027 5.270575047 56.7 0 2016.132707 2 1008.56842 -1.558612524 -0.001571185 70.83831536ADFVLAANSYDLAIK 6 52630440 2xTMT6plex [N-Term; K15] 1.452 1.319 4.67749548 79.65 0 2069.168313 2 1035.088013 0.210654988 0.00021794 84.16648295TAVDGPDLEMLTGQER 14 52630440 1xTMT6plex [N-Term] 1.097 1.221 0.987 4.419577122 36.61 0 1960.984722 2 980.9953613 -0.650511825 -0.000637822 62.14434666YCYGPQGSR 7 52630440 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.733 1.64 1.092 2.861309767 19.65 0 1316.625487 2 658.8161011 -0.426166414 -0.000280551 22.15614611TIHAELSK 2 52630440 2xTMT6plex [N-Term; K8] 1.337 3.321111441 19.66 0 1356.825121 3 452.9469604 0.889317007 0.000402216 30.69147129AITSSAK 2 52630440 2xTMT6plex [N-Term; K7] 1.277 2.497168064 11.82 0 1135.708695 2 568.357666 -0.562986577 -0.000319694 24.51638884
6912382 TIMM10B mitochondrial import inner membrane translocase subunit Tim10 B 26515 NP_036324.1 7.766990291 1 1 1 5 103 11.579 7.43 0.21 0.54 0.58 0.44 Non-Significant 0.0634

MTELCFQR 5 6912382 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.207 0.539 0.582 2.658900976 13.66 0 1313.654344 2 657.3304443 -0.557139044 -0.000365944 44.86940144164519084 RABGAP1 rab GTPase-activating protein 1 23637 NP_036329.3 17.30589336 1 14 16 84 1069 121.66 5.25 1.11 1.11 0.84 1.02 Significant 0.0077 EQQAQQEDPIER 6 164519084 1xTMT6plex [N-Term] 1.56 1.401 0.985 3.331381083 53.38 0 1699.844857 2 850.4256592 -0.479897104 -0.000407875 20.37971657ILETWGELLSK 14 164519084 2xTMT6plex [N-Term; K11] 1.389 1.378 1.336 4.315221786 34.88 0 1747.040593 2 874.0223389 -1.827224643 -0.001596118 102.5376648IQDLEHHLGLALNEVQAAK 8 164519084 2xTMT6plex [N-Term; K19] 1.054 1.125 0.898 5.842869759 34.08 0 2557.450242 4 640.1174316 -0.916884897 -0.000586222 79.77691373LLDPQTNTEIANYPIYK 8 164519084 2xTMT6plex [N-Term; K17] 1.202 1.402 1.174 3.902129889 34.86 0 2451.353547 3 817.7874146 -2.389238249 -0.001952289 80.65166419ILYSFATAFR 4 164519084 1xTMT6plex [N-Term] 1.038 1.26 3.900575399 27.27 0 1417.804103 2 709.4059448 0.360020426 0.000255219 91.77083235EVLDEDTDEEKETLK 9 164519084 3xTMT6plex [N-Term; K11; K15] 1.175 1.321 1.262 3.887699604 19.13 1 2480.322256 3 827.4448853 -0.868096182 -0.000717719 47.58934425DTGGDGQDSLYK 8 164519084 2xTMT6plex [N-Term; K12] 0.378 0.428 0.448 3.593243837 22.56 0 1713.869565 2 857.4370117 -1.644210597 -0.001408981 31.2032118EMELELAQTK 4 164519084 2xTMT6plex [N-Term; K10] 1.467 1.169 4.238926411 34.49 0 1649.918429 2 825.4642334 1.673329315 0.001380428 55.99092434SPHFQVVNEETPKDK 2 164519084 3xTMT6plex [N-Term; K13; K15] 1.384 4.277449131 9.52 1 2442.359585 4 611.3446045 -1.226977906 -0.00074918 39.37596693DLDNAEEK 4 164519084 2xTMT6plex [N-Term; K8] 1.145 0.918 3.476781607 38.96 0 1391.741845 2 696.3759155 1.946621564 0.001354597 24.37875944TFPAHDYFK 4 164519084 2xTMT6plex [N-Term; K9] 1.362 1.549 2.820945024 22.45 0 1583.862235 3 528.6258545 0.489327004 0.000258342 48.54414943
LMELACNMK 2 164519084 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 0.98 2.448634624 0.55 0 1567.841048 2 784.4287109 5.802504669 0.004548702 66.63390479
LIDAEEEKR 3 164519084 2xTMT6plex [N-Term; K8] 1.16 1.297 4.191151619 10.6 1 1560.899743 3 520.9712524 -0.345144385 -0.000179579 43.63086496QICSQLSER 4 164519084 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.031 0.919 2.634375095 8.35 0 1349.704465 2 675.3560791 0.308529116 0.000208212 27.54877409SYVITGSWNPK 2 164519084 2xTMT6plex [N-Term; K11] 0.832 2.00257206 0.85 0 1709.962677 2 855.4838257 -1.34662168 -0.001151336 58.98680577NSSIIGDYK 2 164519084 2xTMT6plex [N-Term; K9] 0.861 2.040739536 0.93 0 1454.825515 2 727.9177246 1.826534331 0.001328644 42.43056576912388 GCA grancalcin 25801 NP_036330.1 8.294930876 1 2 2 8 217 23.994 5.21 1.43 1.27 1.01 1.23 Significant 0.00965 LSPQTLTTIVK 4 6912388 2xTMT6plex [N-Term; K11] 1.426 1.541 3.442788363 47.85 0 1659.045679 2 830.0264893 0.013951168 1.16E-05 74.15167381ALTDFFR 4 6912388 1xTMT6plex [N-Term] 1.185 1.005 2.603196621 29.94 0 1098.614511 2 549.8104858 -0.742735786 -0.00040799 65.36373895

12408654 B3GAT3 galactosylgalactosylxylosylprotein 3-beta-glucuronosyltransferase 3 isoform 1 26229 NP_036332.2 26.86567164 1 5 5 15 335 37.099 8.27 1.08 1 1.02 1.03 Significant 0.000541
GVSVWPVGLVGGLR 6 12408654 1xTMT6plex [N-Term] 1.075 1.145 1.23 5.144574642 55.86 0 1624.973627 2 812.989502 -1.169332054 -0.000950067 89.61275161RPPPAPAQPPEPEALPTIYVVTPTYAR 2 12408654 1xTMT6plex [N-Term] 1.362 4.62421751 4.5 0 3157.724736 3 1053.243774 -2.52262261 -0.002655249 75.74763474ISQLQAELR 4 12408654 1xTMT6plex [N-Term] 0.82 0.865 2.9911201 27.89 0 1286.762966 2 643.8839722 -1.786128544 -0.001149162 52.98468189LSQTLSLVPR 2 12408654 1xTMT6plex [N-Term] 1.3 2.47520256 16.04 0 1342.825566 2 671.9163818 -0.059001055 -3.96E-05 63.5754703GGAVGGEKDPPPPGTQGVVYFADDDNTYSR 1 12408654 2xTMT6plex [N-Term; K8] 0.862 1.183810115 1 3524.733411 3 1175.580444 -1.881436527 -0.002210521 54.8433640954633312 GLG1 Golgi apparatus protein 1 isoform 1 precursor 2734 NP_036333.2 44.22277639 1 41 41 269 1203 137.132 6.9 1.67 1.85 1.91 1.81 Significant 0.00158
DAHSQGEVVSCLEK 6 54633312 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 1.607 1.637 1.558 4.865388393 32.66 0 2017.042461 3 673.0183716 -0.941598376 -0.000633081 36.39582292

LDPQLQLHCSDEISSLCAEEAAAQEQTGQVEECLK 3 54633312 2xTMT6plex [N-Term; K35]; 3xCarbamidomethyl [C9; C17; C33] 1.021 2.194 5.68336916 27.63 0 4445.1311 4 1112.039917 1.515838025 0.001684525 77.23493648LQETEMMDPELDYTLMR 4 54633312 1xTMT6plex [N-Term] 0.859 1.369 4.598510265 34.06 0 2344.107221 3 782.0404663 -0.160212048 -0.000125185 81.49263953AKDDSELEGQVISCLK 4 54633312 3xTMT6plex [N-Term; K2; K16]; 1xCarbamidomethyl [C14] 2.079 2.135 5.95804739 29.33 1 2479.368101 3 827.1268921 -0.797707476 -0.00065927 62.73502716
FCENTQAGEGR 6 54633312 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.027 2.304 1.602 5.002753735 55.57 0 1497.695357 2 749.350708 -0.812958636 -0.000608782 22.89815578MLMEDFSLSPEIILSCR 12 54633312 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.932 2.076 3.556 6.01480484 40.24 0 2270.143213 3 757.3842163 -2.254273734 -0.001705841 104.8245097

ADIFVDPVLHTACALDIK 12 54633312 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C13] 1.689 1.944 1.798 5.765615463 62.68 0 2456.362338 3 819.4581299 -1.01848637 -0.000833924 91.89685074
ALNEACESVIQTACK 12 54633312 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C6; C14] 2.059 2.629 2.472 5.279136181 68.63 0 2152.114246 2 1076.560669 -0.085715419 -9.22E-05 54.21421482

GNLGMNCQQALQTLIQETDPGADYR 10 54633312 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.991 2.342 4.386 6.577791214 67.14 0 3022.455984 3 1008.147827 -8.951629016 -0.009018635 86.90110996VAPADGFSDLAMQVMTSPSK 4 54633312 2xTMT6plex [N-Term; K20] 1.569 2.036 5.247467995 61.53 0 2510.303502 3 837.4412231 2.236336598 0.001871295 88.92991876VAELSSDDFHLDR 8 54633312 1xTMT6plex [N-Term] 1.628 1.455 1.858 5.625923157 65.47 0 1732.870344 3 578.2948608 -0.181612242 -0.000104903 49.39854607TETGQELECLQDHLDDLVVECR 12 54633312 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C21] 2.449 2.331 100 9.347975731 92.09 0 2888.360353 3 963.4568481 -1.510035409 -0.001453842 84.15401492
ACEPIIQNFCHDVADNQIDSGDLMECLIQNK 9 54633312 2xTMT6plex [N-Term; K31]; 3xCarbamidomethyl [C2; C10; C26] 2.174 2.782 3.966 7.198171616 39.27 0 4105.949177 4 1027.241577 -1.144248515 -0.001174557 96.14511019IIIQESALDYR 4 54633312 1xTMT6plex [N-Term] 1.304 1.7 4.334013939 47.61 0 1549.878724 2 775.4419556 -1.348129473 -0.001044719 62.51715431EPENEISSDCNHLLWNYK 6 54633312 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 1.272 1.262 1.09 4.499463081 24.19 0 2706.323386 3 902.7794189 0.117235043 0.000105759 60.62379154MTAIIFSDYR 4 54633312 1xTMT6plex [N-Term] 1.858 1.671 3.830245256 37 0 1445.766002 2 723.385376 -1.747970882 -0.001263578 71.56616427VEELEMTEDIR 2 54633312 1xTMT6plex [N-Term] 1.316 4.214147091 52.58 0 1592.803904 2 804.9032593 0.26291335 0.000211487 45.54372382LSSDCEDQIR 7 54633312 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 2.11 1.651 2.397 3.777549267 49.98 0 1451.699774 2 726.3525391 -1.358486814 -0.000986058 26.33545822QVSSECQGEMLDYR 6 54633312 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.508 1.802 2.119 4.752015591 34.47 0 1930.883628 2 965.9447021 -0.77690499 -0.000750057 46.18262149

LEPDLYEACK 12 54633312 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.367 1.758 1.82 4.128064156 46.01 0 1695.90278 2 848.4546509 -0.4448558 -0.000377216 53.59751157
NFCSAVQYGNAQIIECLK 2 54633312 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C3; C16] 2.207 5.009140491 30.23 0 2573.325635 3 858.4457397 -1.153900493 -0.000989787 79.30963417

QMSCLMEALEDKR 2 54633312 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 2.802 4.83138752 10.99 1 2069.059373 3 690.3574219 -0.802686004 -0.000553602 73.56758813QITQNTDYR 6 54633312 1xTMT6plex [N-Term] 1.739 1.776 1.964 3.299637794 35.08 0 1367.711659 2 684.3590088 -0.670998064 -0.000458866 21.01272811IEMWSYAAK 6 54633312 2xTMT6plex [N-Term; K9] 1.733 1.758 3.804543495 43.57 0 1556.854707 2 778.930481 -0.656256446 -0.000510848 65.68936891LAEEESCREDVTR 6 54633312 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 2.833 2.31 3.048 3.892648458 19.8 1 1822.880257 3 608.2982788 0.01437603 8.74E-06 21.65137417
LICGFMDDCKNDINILK 4 54633312 3xTMT6plex [N-Term; K10; K17]; 2xCarbamidomethyl [C3; C9] 2.221 3.934 3.640640497 14.91 1 2756.475226 3 919.4961548 -0.476842498 -0.000438135 87.34430832

GYMVSCLVDHR 6 54633312 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.257 1.074 1.354 3.285520077 21.57 0 1565.776584 3 522.5966187 -0.818451995 -0.000427171 55.62918668GEIEHHCSGLHR 8 54633312 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.054 1.778 3.23077035 24.18 0 1660.817538 3 554.2772217 -0.256476661 -0.000141987 18.7469693
ECADEPVGK 6 54633312 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 2.327 2.005 1.878 3.906200886 42.53 0 1462.761201 2 731.883606 -0.865148691 -0.000632753 32.51648646
MVEDCEHR 4 54633312 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.944 1.946 3.952587843 47.69 0 1304.592472 3 435.5352783 -0.912330163 -0.00039674 16.3303431VEELEMTEDIR 4 54633312 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.878 5.302 2.820521116 61.5 0 1608.798819 2 804.9032593 0.26291335 0.000211487 45.54372382FEESMSEK 6 54633312 2xTMT6plex [N-Term; K8] 2.147 2.124 2.044 3.585963011 36.27 0 1444.739402 2 722.873291 -0.067153114 -4.85E-05 37.76283816
FCHGILTK 12 54633312 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.764 1.925 1.937 3.610403776 28.27 0 1433.833912 3 478.6159058 -0.521897855 -0.000249438 44.11612666
LAEEESCR 6 54633312 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.953 1.418 2.238 3.28627491 34.39 0 1222.593518 2 611.8001099 -0.470036385 -0.000287332 19.69195565
IQVSELCK 6 54633312 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.711 1.972 1.904 3.657319546 36.06 0 1434.839057 2 717.9229126 -0.354509926 -0.000254332 51.58716364

LDPALQDK 8 54633312 2xTMT6plex [N-Term; K8] 1.732 1.519 1.75 2.793876171 26.99 0 1357.809137 2 679.40802 -0.275149818 -0.0001868 44.66139305STLTELK 12 54633312 2xTMT6plex [N-Term; K7] 1.462 1.91 1.785 2.908257961 32.22 0 1249.776774 2 625.3910522 -1.557420375 -0.000973214 38.14473926NSELMDPK 2 54633312 2xTMT6plex [N-Term; K8] 1.627 2.154478788 27.21 0 1391.760472 2 696.3831787 -0.999782759 -0.000695729 35.73499951EVLNMLK 10 54633312 2xTMT6plex [N-Term; K7] 1.464 1.343 1.427 2.821228027 30.73 0 1304.801215 2 652.9047852 0.826748541 0.000539371 64.40454784
TLHCLMK 6 54633312 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.91 1.966 1.988 3.003681898 19.84 0 1360.784519 3 454.2661438 -0.471208708 -0.000213738 40.61377058
CLIDLGK 6 54633312 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 1.848 1.905 1.619 2.5770123 28.14 0 1276.769915 2 638.8882446 -0.550218312 -0.000351251 56.9367403LDPVLYR 4 54633312 1xTMT6plex [N-Term] 1.81 1.901 2.559514523 23.03 0 1104.661461 2 552.8345337 0.298320186 0.000164771 46.791719996912396 GRHPR glyoxylate reductase/hydroxypyruvate reductase 9380 NP_036335.1 47.86585366 1 13 13 121 328 35.646 7.39 0.86 0.89 0.85 0.87 Significant 0.000192

IAAAGLDVTSPEPLPTNHPLLTLK 14 6912396 2xTMT6plex [N-Term; K24] 1.005 0.945 0.876 7.836081505 64.75 0 2926.701765 3 976.2382202 -0.566243369 -0.000552408 84.31780061NTMSLLAANNLLAGLR 8 6912396 1xTMT6plex [N-Term] 0.896 0.919 5.835929871 61.24 0 1901.083982 2 951.0435181 -2.22126283 -0.002111404 95.09303225VISTMSVGIDHLALDEIK 16 6912396 2xTMT6plex [N-Term; K18] 0.472 0.472 0.421 5.715847492 60.01 0 2399.362003 3 800.4575195 -1.666337236 -0.001332715 88.68989612GDVVNQDDLYQALASGK 16 6912396 2xTMT6plex [N-Term; K17] 0.915 0.978 0.913 5.510141373 74.47 0 2251.197047 2 1126.10083 -1.182985627 -0.001331567 69.31004809
GVAGAHGLLCLLSDHVDK 6 6912396 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 0.62 0.6 0.554 8.178174019 43.7 0 2320.284757 4 580.8277588 1.917293228 0.001112167 75.45068562

RLPEAIEEVK 12 6912396 2xTMT6plex [N-Term; K10] 0.933 0.954 0.923 5.259254932 30.05 1 1641.993978 3 548.0029297 0.15729199 8.61E-05 50.66603086
AADCEVEQWDSDEPIPAK 12 6912396 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C4] 0.953 0.843 0.956 4.651740074 51.61 0 2518.21719 3 840.0769653 -0.336430038 -0.000282401 63.73774601
VISTMSVGIDHLALDEIKK 4 6912396 3xTMT6plex [N-Term; K18; K19] 0.843 1.11 5.832464695 26.32 1 2756.619898 4 689.9094849 -1.374464748 -0.000947219 86.69029785

GVAGAHGLLCLLSDHVDKR 8 6912396 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 0.676 0.92 0.917 6.190638065 24.69 1 2476.385868 5 496.0831604 0.334326716 0.000165584 69.19922184
ILDAAGANLK 12 6912396 2xTMT6plex [N-Term; K10] 0.975 1.06 0.915 3.759306669 39.71 0 1443.893535 2 722.4500732 -0.460875825 -0.000332728 58.18079357NCVILPHIGSATHR 4 6912396 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.751 1.065 3.462015867 21.18 0 1803.984937 4 451.7518921 0.444072098 0.000200275 41.32546966GEPMPSELKL 6 6912396 2xTMT6plex [N-Term; K9] 0.957 1.011 1.03 3.837593079 34.09 1 1558.891486 2 779.9485474 -1.07016008 -0.000834132 70.16159199GEPMPSELK 2 6912396 2xTMT6plex [N-Term; K9] 0.641 2.703683615 12.95 0 1445.807422 2 731.4042358 -0.78148754 -0.00057119 34.48815131GEPMPSELK 1 6912396 2xTMT6plex [N-Term; K9]; 1xOxidation [M4] 0.776 1.317142487 16.36 0 1461.802337 2 731.4042358 -0.78148754 -0.00057119 34.48815131156119605 GTF3C4 general transcription factor 3C polypeptide 4 9329 NP_036336.2 18.61313869 1 11 11 57 822 91.923 6.65 1.05 1.15 1.21 1.14 Significant 0.00168 SIAVLELICDVHNPGQDLVIHR 6 156119605 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.248 1.036 1.306 6.040567398 46.72 0 2727.481335 4 682.6268311 1.525029226 0.001039872 92.19978897HIPQFLQEALEK 8 156119605 2xTMT6plex [N-Term; K12] 1.03 1.264 1.156 5.31921339 39.77 0 1911.110404 3 637.7079468 -0.584533456 -0.000372369 80.64611877SKEGDVEEPTDDSLPTTGDAGGREPMEEK 2 156119605 3xTMT6plex [N-Term; K2; K29] 1.466 4.86678791 18.75 2 3763.842318 4 941.7168579 0.87237465 0.00082087 42.48771034EMDQLPVHSIK 4 156119605 2xTMT6plex [N-Term; K11] 1.105 1.118 3.342089176 22.63 0 1754.987512 3 585.6672974 -0.098627571 -5.77E-05 49.92822744LQYAVSGLEPLAWSEDHR 4 156119605 1xTMT6plex [N-Term] 0.567 0.595 2.359431744 5.36 0 2300.187261 3 767.4029541 3.064030832 0.002349282 77.94708015QVDLIDLVR 6 156119605 1xTMT6plex [N-Term] 2.322 1.443 1.282 3.572675943 34.17 0 1299.783367 2 650.3946533 -1.028717099 -0.000668555 72.77028581LLQSPCPFCDSPVF 4 156119605 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 1.235 1.14 2.358714581 11.6 0 1895.923308 2 948.4630737 -2.340468648 -0.002218675 90.83915688NEAPEGNLGDFAEFQR 5 156119605 1xTMT6plex [N-Term] 1.279 1.27 1.514 2.998684406 11.51 0 2022.971849 2 1011.990479 0.905406198 0.000915806 63.89906129VLIGHISK 6 156119605 2xTMT6plex [N-Term; K8] 1.167 1.115 1.003 2.840472221 17.35 0 1324.871678 3 442.2953491 -0.138622269 -6.12E-05 46.4561283LLEIQGK 6 156119605 2xTMT6plex [N-Term; K7] 1.55 1.749 1.236 2.979339123 30.34 0 1258.813494 2 629.9110107 0.993534293 0.000625337 55.49658106FEHQLIK 6 156119605 2xTMT6plex [N-Term; K7] 1.173 1.227 1.182 2.925326347 16.49 0 1372.835292 3 458.2837219 0.961711497 0.00044009 43.74430495

14141157 HNRNPH3 heterogeneous nuclear ribonucleoprotein H3 isoform a 3189 NP_036339.1 49.42196532 1 10 11 131 346 36.903 6.87 1.29 1.27 1.33 1.29 Significant 0.000185
GGGGSGGYYGQGGMSGGGWR 6 14141157 1xTMT6plex [N-Term]; 1xOxidation [M14] 1.302 100 2.653633118 52.24 0 2049.903452 2 1025.452637 -2.661233872 -0.002727636 25.33936053GMGGHGYGGAGDASSGFHGGHFVHMR 12 14141157 1xTMT6plex [N-Term] 1.08 1.175 1.243 7.099901676 45.51 0 2772.246935 6 462.8805237 -0.063421535 -2.93E-05 31.85962321ATENDIANFFSPLNPIR 15 14141157 1xTMT6plex [N-Term] 1.136 1.072 1.473 4.627794743 48.01 0 2148.128684 2 1074.567627 -0.328883346 -0.000353242 93.12051801DGMDNQGGYGSVGR 6 14141157 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.163 1.027 1.333 2.953920364 76.53 0 1657.743764 2 829.3751831 -0.406636464 -0.00033705 19.07622759DGMDNQGGYGSVGR 2 14141157 1xTMT6plex [N-Term] 1.706 3.721058369 34.25 0 1641.748849 2 829.3751831 -0.406636464 -0.00033705 19.07622759ATGEADVEFVTHEDAVAAMSK 21 14141157 2xTMT6plex [N-Term; K21] 1.234 1.05 1.25 7.295017719 70.15 0 2636.327803 3 879.4472046 -0.281505383 -0.00024738 62.8970242YIELFLNSTPGGGSGMGGSGMGGYGR 6 14141157 1xTMT6plex [N-Term] 1.168 100 5.509769917 72.91 0 2751.306801 3 917.7731934 -0.644687054 -0.000591244 84.79296504STGEAFVQFASK 12 14141157 2xTMT6plex [N-Term; K12] 1.493 1.401 1.433 5.291884422 73.49 0 1729.952507 2 865.4793701 -0.602909976 -0.000521503 59.44894754EIAENALGK 20 14141157 2xTMT6plex [N-Term; K9] 1.448 1.383 1.499 4.069629192 55.4 0 1402.830601 2 701.9186401 -0.425608453 -0.000298528 43.45195354VHIDIGADGR 9 14141157 1xTMT6plex [N-Term] 1.282 1.18 1.238 3.365213871 37.49 0 1281.711265 3 427.9082031 -0.943040007 -0.000402902 36.46083025GLPFGCSK 10 14141157 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.571 1.516 1.511 2.598081112 37.01 0 1323.749514 2 662.3776245 -1.164605952 -0.000770823 50.97894815GFYDPPRR 12 14141157 1xTMT6plex [N-Term] 1.139 1.323 1.052 2.737772942 12.6 1 1236.668672 3 412.8936157 -1.922828713 -0.000792634 25.43045359

15029520 HARS2 probable histidine--tRNA ligase, mitochondrial isoform 1 precursor 23438 NP_036340.1 52.56916996 1 14 20 142 506 56.852 8.24 1.14 1.12 1.08 1.11 Significant 0.000251
TTETQVFVATPQK 4 15029520 2xTMT6plex [N-Term; K13] 1.148 1.006 4.604936123 21.42 0 1908.084249 3 636.6987915 -1.272322374 -0.000809233 49.37798241

GLDYYTGVIYEAVLLQTPTQAGEEPLNVGSVAAGGR 5 15029520 1xTMT6plex [N-Term] 4.519469261 37.08 0 3938.038477 3 1313.351074 0.048761903 6.40E-05 108.8654154
IVDGMFAVCGVPESK 10 15029520 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 1.196 0.981 1.441 4.741224766 52.72 0 2067.10189 2 1034.053101 -1.434563114 -0.001482694 75.81348645

EFCQCDFDIAGQFDPMIPDAECLK 6 15029520 2xTMT6plex [N-Term; K24]; 3xCarbamidomethyl [C3; C5; C22] 3.08 100 100 5.049791813 42.44 0 3364.539863 3 1122.185913 0.9876292 0.001107639 97.03076631
LIAELWDSGIK 6 15029520 2xTMT6plex [N-Term; K11] 0.948 1.102 1.519 4.657425404 50.55 0 1703.014379 2 852.0113525 0.616452884 0.000524914 95.20307954

LLTQLHYCESTGIPLVVIIGEQELK 12 15029520 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C8] 1.028 1.007 1.187 6.127359867 33.67 0 3311.868906 3 1104.622437 -4.876436883 -0.005383373 110.1558921
QALEGLGDLK 6 15029520 2xTMT6plex [N-Term; K10] 1.139 1.054 3.820601225 46.27 0 1501.899015 2 751.4525757 -0.758927732 -0.000569916 59.15776816KGLAPEVADR 6 15029520 2xTMT6plex [N-Term; K1] 1.116 1.181 0.275 4.019384384 16.19 1 1513.910248 3 505.3096313 2.703471341 0.001364271 30.39329313DQGGELLSLR 12 15029520 1xTMT6plex [N-Term] 1.024 0.937 1.106 3.638135433 48.12 0 1316.737145 2 658.8723145 0.157287467 0.000103553 44.80559219YDGLVGMFDPK 14 15029520 2xTMT6plex [N-Term; K11] 1.08 1.094 1.171 4.016655445 51.52 0 1699.91295 2 850.4607544 0.754220422 0.000641055 77.49845585GMDTPAFELK 2 15029520 2xTMT6plex [N-Term; K10] 0.959 3.777053118 30.03 0 1566.860186 2 783.9334106 -0.409469168 -0.00032079 58.915441

ILDLVISCFK 14 15029520 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.428 1.357 1.313 3.993916035 42.62 0 1666.001371 2 833.5044556 0.157888713 0.000131521 111.3679629
IGDYVQCHGGVSLVEQMFQDPR 5 15029520 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.489 1.034 5.349215984 16.71 0 2764.338435 3 922.1161499 -1.641949087 -0.001512968 86.1458854VPCVGLSIGVER 6 15029520 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.11 1.209 1.063 3.586623669 31.3 0 1514.856215 2 757.9303589 -1.830917374 -0.001386788 63.8948591DLSPQHMVVR 6 15029520 1xTMT6plex [N-Term] 1.074 1.031 1.032 4.150689602 42.37 0 1410.772485 3 470.9289246 -0.187435155 -8.81E-05 34.06948044YDLTVPFAR 8 15029520 1xTMT6plex [N-Term] 1.247 1.147 1.193 3.670920134 30.42 0 1310.730603 2 655.8691406 0.306172755 0.000200655 69.70067495AHQEKPNFIIK 6 15029520 3xTMT6plex [N-Term; K5; K11] 1.05 1.004 1.023 4.560982227 17.52 0 2012.225992 4 503.8123169 0.718382593 0.000361387 45.81261549IFYIVEQR 6 15029520 1xTMT6plex [N-Term] 1.171 1.259 1.241 3.116091251 29.45 0 1296.751339 2 648.8790283 -0.430891689 -0.00027938 67.49310219ESPTIVQGR 2 15029520 1xTMT6plex [N-Term] 1.105 2.889649391 21.65 0 1215.689467 2 608.3478394 -0.87578209 -0.00053234 23.1328156GLAPEVADR 6 15029520 1xTMT6plex [N-Term] 1.086 0.993 0.959 3.260786057 42.37 0 1156.652353 2 578.8296509 -0.28347514 -0.000163941 29.80607889153792582 TRIM32 E3 ubiquitin-protein ligase TRIM32 22954 NP_036342.2 9.647779479 1 4 4 26 653 71.942 6.98 1.35 1.21 1.08 1.21 Significant 0.0041 ITSLTQLTDNLTVLK 6 153792582 2xTMT6plex [N-Term; K15] 1.268 1.241 1.24 4.495762348 38.33 0 2118.278592 3 706.7646484 0.377911812 0.000266841 99.39345793IIDTAGLSEAVGLLMCR 14 153792582 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.485 2.866 1.526 5.95515728 62.6 0 2048.108148 3 683.3735962 -0.934069708 -0.000637692 109.6373475

EVLECPICMESFTEEQLRPK 2 153792582 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C5; C8] 1.542 4.624504566 23.87 0 2953.487357 3 985.1655273 -1.804073661 -0.001776103 75.79816788AVLQEYGHEER 4 153792582 1xTMT6plex [N-Term] 0.924 0.973 3.763271093 19.37 0 1559.801536 3 520.6054077 0.085680472 4.45E-05 28.43981758226059133 PTGR1 prostaglandin reductase 1 isoform 1 22949 NP_036344.2 45.2887538 1 12 12 108 329 35.847 8.29 0.87 0.88 0.87 0.87 Significant 0.0000146 EGDTMMGQQVAK 6 226059133 2xTMT6plex [N-Term; K12] 0.471 0.507 0.53 4.267091751 56.76 0 1752.902462 2 876.953064 -2.059635599 -0.00180517 35.49980483GGETVMVNAAAGAVGSVVGQIAK 2 226059133 2xTMT6plex [N-Term; K23]; 1xOxidation [M6] 1.087 4.361382484 19.8 0 2560.416893 3 848.8118896 -0.33886073 -0.000287402 93.08379287GGETVMVNAAAGAVGSVVGQIAK 12 226059133 2xTMT6plex [N-Term; K23] 0.933 0.934 0.96 7.374743938 62.88 0 2544.421978 3 848.8118896 -0.33886073 -0.000287402 93.08379287GTIVLASPGWTTHSISDGKDLEK 10 226059133 3xTMT6plex [N-Term; K19; K23] 1.1 0.909 0.872 7.911068916 39.34 1 3099.729325 4 775.6881104 0.41493502 0.000321547 66.08902746TGPLPPGPPPEIVIYQELR 12 226059133 1xTMT6plex [N-Term] 0.895 0.868 0.838 5.210453987 52.94 0 2302.300834 2 1151.652954 -0.956802361 -0.001101423 88.63195089ASPDGYDCYFDNVGGEFSNTVIGQMK 10 226059133 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C8] 1.023 0.939 0.797 4.355176926 43.9 0 3329.549499 3 1110.525269 3.529995294 0.003917765 84.81608825
LKEGDTMMGQQVAK 6 226059133 3xTMT6plex [N-Term; K2; K14] 0.926 0.969 0.95 7.051213264 48.32 1 2223.244421 3 741.7529907 -0.000729578 -5.41E-07 45.51285905KHFVGYPTNSDFELK 6 226059133 3xTMT6plex [N-Term; K1; K15] 0.855 0.823 0.811 4.430456638 31.11 1 2469.374507 4 618.0993652 0.455345067 0.000281104 57.83737609TVESLEETLKK 8 226059133 3xTMT6plex [N-Term; K10; K11] 0.878 0.872 0.904 4.301822662 19.34 1 1964.188269 3 655.4011841 0.371576445 0.000243282 62.06812974VVGAVGSDEK 6 226059133 2xTMT6plex [N-Term; K10] 0.874 1.087 3.528179884 37.92 0 1418.825515 2 709.9150391 -1.91271229 -0.001356902 34.63133406TVESLEETLK 6 226059133 2xTMT6plex [N-Term; K10] 0.796 1.041 0.899 4.838005066 59.73 0 1606.930374 2 803.9682617 -0.701568978 -0.000563686 67.79461845HFVGYPTNSDFELK 14 226059133 2xTMT6plex [N-Term; K14] 0.792 0.748 0.769 4.370503902 37.64 0 2112.116612 3 704.7053223 -7.195688458 -0.005066044 59.74723517
LKEGDTMMGQQVAK 4 226059133 3xTMT6plex [N-Term; K2; K14]; 1xOxidation [M8] 0.791 0.994 2.77555871 9.5 1 2239.239336 3 741.7529907 -0.000729578 -5.41E-07 45.51285905MEAFVVYR 6 226059133 1xTMT6plex [N-Term] 1.047 1.024 2.933248758 27.48 0 1243.670646 2 622.3380127 -1.52524254 -0.00094845 55.9954988911024698 MGEA5 protein O-GlcNAcase isoform a 10724 NP_036347.1 32.7510917 1 21 21 154 916 102.849 4.91 0.96 0.98 0.97 0.97 Significant 0.0000354 EIPVESIEEVSK 18 11024698 2xTMT6plex [N-Term; K12] 0.99 0.977 1.005 4.403524399 61.8 0 1817.030816 2 909.0181274 -1.011621361 -0.000919074 62.22018942LENEGSDEDIETDVLYSPQMALK 4 11024698 2xTMT6plex [N-Term; K23]; 1xOxidation [M20] 1.509 1.431 4.693165302 45.58 0 3070.517848 3 1024.176025 -1.408569609 -0.001441679 69.66363945APVIWDNIHANDYDQK 4 11024698 2xTMT6plex [N-Term; K16] 0.771 0.818 5.090618134 29.12 0 2357.229016 3 786.413147 -1.751150187 -0.001375954 57.28297553

SFALLFDDIDHNMCAADK 2 11024698 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C14] 1.492 5.083977699 24.15 0 2541.251801 3 847.7526245 -3.337376815 -0.002827038 95.49581541
LALTEWLQEFGVPHQYSSR 10 11024698 1xTMT6plex [N-Term] 0.917 0.871 0.988 5.411781788 49.21 0 2490.297874 3 830.7711182 0.37224952 0.000309004 102.4583944

SMMACLLSSLK 8 11024698 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.036 1.087 0.873 4.1944561 44.83 0 1698.935676 2 849.9700928 -1.62896875 -0.001383757 95.74911906
SHSSAQFLIGDQEPWAFR 6 11024698 1xTMT6plex [N-Term] 1.055 1.154 0.948 5.037662506 29.11 0 2305.156295 3 769.0564575 -0.640369336 -0.00049205 66.30366538

GVLTNPNCEFEANYVAIHTLATWYK 5 11024698 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C8] 0.563 1.034 1.069 5.518515587 49.51 0 3369.734204 3 1123.914673 -1.406222279 -0.001579532 100.1320648
LLPGIEVLWTGPK 13 11024698 2xTMT6plex [N-Term; K13] 1.007 0.999 1.054 4.353195667 49.4 0 1881.161377 2 941.0842285 -0.104594296 -9.84E-05 107.047932EMYDDGVGLPFQSQPDLIGDK 2 11024698 2xTMT6plex [N-Term; K21] 1.348 4.035106182 25.89 0 2782.400968 3 928.1383057 -0.217013227 -0.000201273 79.77868232LLPIDGANDLFFQPPPLTPTSK 22 11024698 2xTMT6plex [N-Term; K22] 0.742 0.902 0.94 6.570034027 63.62 0 2839.600988 3 947.2044067 -0.817391305 -0.000773688 108.7958998EMYSVEEAEQLMTLISAAR 2 11024698 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.01 3.155861139 21.87 0 2416.193728 3 806.0679321 -1.856321879 -0.001495078 107.0570459WELNTYLYAPK 14 11024698 2xTMT6plex [N-Term; K11] 0.93 1.116 1.096 3.469712496 30.52 0 1856.035842 3 619.3499756 -0.252587896 -0.000156271 79.84610695ISWIPFMQEK 14 11024698 2xTMT6plex [N-Term; K10] 1.458 1.249 1.109 3.658245087 36.43 0 1736.98097 2 868.9938965 -0.261212562 -0.000226861 94.31446998

LGCFEIAK 6 11024698 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.846 1.06 0.919 3.057486296 24.55 0 1395.807029 2 698.4072266 0.105756023 7.38E-05 62.46360397
KQPDEEPMDMVVEK 4 11024698 3xTMT6plex [N-Term; K1; K14] 0.899 0.811 4.609228134 17.92 1 2362.26013 3 788.0910645 -0.63074367 -0.00049666 52.57041888GGLAGEFQR 4 11024698 1xTMT6plex [N-Term] 0.819 0.568 3.038917542 31.9 0 1163.637037 2 582.3219604 -0.337778491 -0.000196526 32.02525859ILEFYSK 4 11024698 2xTMT6plex [N-Term; K7] 0.887 1.018 3.260580063 32.82 0 1357.81316 2 679.4103394 0.178427301 0.000121135 69.30293273VYTIRPYFPK 5 11024698 2xTMT6plex [N-Term; K10] 1.08 0.951 1.116 2.197642326 4 0 1742.040534 3 581.3513184 -0.649830961 -0.000377344 61.99495312DEASVYK 6 11024698 2xTMT6plex [N-Term; K7] 0.847 0.804 0.848 2.740409136 33.74 0 1269.709089 2 635.3573608 -1.294469991 -0.0008218 26.54038336DVVILGR 1 11024698 1xTMT6plex [N-Term] 0.773 2.065668344 15.74 0 1000.635246 2 500.8211365 -0.250011962 -0.000125085 43.6049325744889481 MYO1B unconventional myosin-Ib isoform 2 4430 NP_036355.2 55.19480519 1 53 53 742 1078 124.872 9.2 0.91 0.89 0.91 0.9 Significant 0.0000545 EICELTGIDQSVLER 12 44889481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.941 0.862 0.864 6.143933296 79.6 0 1991.031672 3 664.3488159 0.111667689 7.41E-05 66.336925ALYPSSVGQPFQGAYLEINK 10 44889481 2xTMT6plex [N-Term; K20] 0.816 0.799 1.644 6.088587284 62.51 0 2640.443759 3 880.8191528 -0.323413026 -0.000284651 82.95531856IFLLTNNNLLLADQK 28 44889481 2xTMT6plex [N-Term; K15] 0.934 0.909 0.798 5.485477924 62.85 0 2188.31056 3 730.1079712 -0.548402865 -0.000400025 99.41099429NFYELSPHIFALSDEAYR 11 44889481 1xTMT6plex [N-Term] 0.897 1.495 0.904 5.815443993 49.61 0 2401.202577 3 801.069397 -3.722814609 -0.002979744 81.01658179VLYQVEGFVDK 20 44889481 2xTMT6plex [N-Term; K11] 0.739 0.744 0.762 4.913425922 62.51 0 1755.009293 2 878.0073853 -1.025260775 -0.000899671 79.40398898SGVEVLFNELEIPVEEYSFGR 10 44889481 1xTMT6plex [N-Term] 0.894 0.842 1.032 6.614797592 61.8 0 2642.355114 2 1321.679199 -1.510914441 -0.001996186 112.1063654

TSLLDNMIGVGDMVLLEPLNEETFINNLKK 2 44889481 3xTMT6plex [N-Term; K29; K30]; 2xOxidation [M7; M13] 1.119 5.414043427 20.41 1 4080.221566 4 1020.808655 -2.151098717 -0.00219424 106.3302731
GDPLGGVISNYLLEK 24 44889481 2xTMT6plex [N-Term; K15] 0.783 0.756 0.747 5.465334892 88.31 0 2033.168313 2 1017.086609 -1.16652249 -0.001185868 92.80410571VSMSSQNDGFFAVHLK 6 44889481 2xTMT6plex [N-Term; K16] 0.783 1.097 0.879 5.209495068 61.63 0 2225.178894 3 742.3986206 1.084971825 0.000804752 69.30474218EQLLQSNPVLEAFGNAK 58 44889481 2xTMT6plex [N-Term; K17] 0.859 0.894 0.884 6.859690666 70.3 0 2316.296367 3 772.7699585 -0.450962033 -0.000348187 87.78992001GDFLFSSDHLIEMATK 10 44889481 2xTMT6plex [N-Term; K16]; 1xOxidation [M13] 0.883 1.146 0.841 4.692780495 37.48 0 2285.188791 3 757.0685425 -1.234552333 -0.000933813 83.76849227GDFLFSSDHLIEMATK 16 44889481 2xTMT6plex [N-Term; K16] 0.785 0.911 0.918 4.992150784 38.93 0 2269.193876 3 757.0685425 -1.234552333 -0.000933813 83.76849227

LVMSYVAAVCGK 22 44889481 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.018 1.079 1.066 4.95430851 72.58 0 1755.990155 2 878.494873 -4.376651104 -0.003842678 79.64180829



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

NFHVFYQLLSGASEELLNK 6 44889481 2xTMT6plex [N-Term; K19] 0.971 0.939 6.934740067 56.63 0 2667.454658 3 889.8230591 -0.012833923 -1.14E-05 112.3491504VSTTLNVAQAYYAR 6 44889481 1xTMT6plex [N-Term] 1.3 1.451 5.363934517 63.78 0 1785.969664 2 893.4850464 -3.834307323 -0.003423978 56.55189887DQDKDQCILITGESGAGK 18 44889481 3xTMT6plex [N-Term; K4; K18]; 1xCarbamidomethyl [C7] 0.807 0.826 0.78 5.663078785 32.2 1 2622.401192 3 874.8035889 -1.898423648 -0.001659476 55.10919575
ALYPSSVGQPFQGAYLEINKNPK 10 44889481 3xTMT6plex [N-Term; K20; K23] 1.392 1.411 1.313 6.105107784 33.92 1 3208.797345 4 802.9539185 -1.091188224 -0.00087535 77.99823406FLNDTSLPHSCFR 24 44889481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.953 1.029 1.025 4.131269932 51.43 0 1822.910769 2 911.960083 1.162989248 0.001060013 62.6754289AAHIFNEALVCHQIR 24 44889481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.952 0.957 0.952 5.937196255 49.56 0 2008.074815 4 502.774292 0.26052254 0.000130787 51.09188579EAVTTIAAYWHGTQVR 4 44889481 1xTMT6plex [N-Term] 0.959 0.795 6.116785526 41.47 0 2032.08134 3 678.0299072 -3.036935674 -0.0020571 64.83531509SSALVIQSYIR 12 44889481 1xTMT6plex [N-Term] 1.107 1.025 1.227 4.710206509 48.49 0 1465.857595 2 733.4328003 0.497548971 0.000364668 62.90261602SEVPLVDVTK 10 44889481 2xTMT6plex [N-Term; K10] 0.858 0.949 0.904 4.215611458 53.95 0 1544.92998 2 772.9678955 -0.948867841 -0.000732967 57.86375376LEDLATLIQK 22 44889481 2xTMT6plex [N-Term; K10] 0.776 0.801 0.867 4.429280281 67.75 0 1601.98783 2 801.4993286 2.216662634 0.001775533 87.75905829NWPSRPYLFLDSTHK 8 44889481 2xTMT6plex [N-Term; K15] 1.103 1.117 0.947 3.993086338 11.14 0 2319.265007 4 580.5723877 1.170073813 0.000678428 63.04129897IIIAEVVNK 26 44889481 2xTMT6plex [N-Term; K9] 0.938 0.88 0.889 4.21036911 50.2 0 1456.950322 2 728.9777832 -1.394792753 -0.001016072 73.68742749SLFPEGNPAK 22 44889481 2xTMT6plex [N-Term; K10] 0.866 0.864 0.907 3.962505579 55.18 0 1517.8728 2 759.4384766 -2.057718539 -0.001561677 51.00019939LNQVCATHQHFESR 18 44889481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1 0.949 0.947 4.38603735 35.06 0 1955.970744 4 489.7476501 -1.008744159 -0.000493269 28.35690517YNYLSLDSAK 16 44889481 2xTMT6plex [N-Term; K10] 0.845 0.835 0.875 4.052649975 50.14 0 1631.904494 2 816.4547729 -1.363168967 -0.001112281 56.73906128SLPIYSPEKVEEYR 6 44889481 2xTMT6plex [N-Term; K9] 1.712 1.996 1.441 5.568284035 25.63 1 2168.200341 3 723.4041138 -1.177557884 -0.00085106 65.71037857RPPTAGSQFK 16 44889481 2xTMT6plex [N-Term; K10] 0.963 0.948 0.911 4.522904396 27.11 0 1546.910582 3 516.3086548 0.535748788 0.000276252 27.10186294QAYEPCLER 9 44889481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.999 0.871 0.891 3.225584745 27.45 0 1394.693566 2 697.850708 0.41103339 0.000286633 29.90267555KIYEFTLQR 10 44889481 2xTMT6plex [N-Term; K1] 1.209 0.899 1.083 3.917041302 13.7 1 1655.988498 3 552.6680298 0.626710554 0.000345942 53.95853638GAEVNQVK 12 44889481 2xTMT6plex [N-Term; K8] 0.991 0.861 0.961 3.356071472 52.38 0 1302.778171 2 651.8922729 -0.692360052 -0.000450996 25.09298202LGNIEFKPESR 6 44889481 2xTMT6plex [N-Term; K7] 1.136 1.077 0.752 4.37930727 16.48 0 1748.01069 3 583.3417358 -0.020555062 -1.20E-05 51.77631453SLPIYSPEK 18 44889481 2xTMT6plex [N-Term; K9] 0.777 0.785 0.782 3.768391371 44.28 0 1491.882302 2 746.4436646 -1.507785456 -0.001124719 54.05728034ASVATLMK 8 44889481 2xTMT6plex [N-Term; K8] 0.902 0.887 0.94 3.536920547 44.55 0 1278.785565 2 639.895752 -1.045995346 -0.000668802 50.15806349EGSEAASK 6 44889481 2xTMT6plex [N-Term; K8] 0.885 0.83 0.887 3.217036963 37.25 0 1236.683602 2 618.8451538 -0.461858483 -0.000285586 17.04766271KSQIVIAAWYR 2 44889481 2xTMT6plex [N-Term; K1] 0.976 2.866838217 7.52 1 1793.083796 3 598.3670044 1.485889059 0.000888108 61.21466099IYEFTLQR 14 44889481 1xTMT6plex [N-Term] 1 1.001 1 3.483188868 31.46 0 1298.730603 2 649.8692627 0.496985767 0.000322725 58.82997866LEASELFK 6 44889481 2xTMT6plex [N-Term; K8] 0.997 0.89 1.016 3.770499706 39.28 0 1394.829538 2 697.9175415 -1.241529621 -0.000865861 71.97234622ASVATLMK 12 44889481 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.838 0.895 0.897 2.64685297 40.8 0 1294.78048 2 639.895752 -1.045995346 -0.000668802 50.15806349DLSQAMWK 8 44889481 2xTMT6plex [N-Term; K8] 0.816 0.871 3.559552193 45.48 0 1436.797192 2 718.9018555 -0.527445699 -0.000378916 55.58772075DQFTDQQK 29 44889481 2xTMT6plex [N-Term; K8] 0.68 0.884 0.818 3.512478113 31.81 0 1467.784379 2 734.3956299 -0.26953167 -0.000197807 26.45843209LFSWLVNR 36 44889481 1xTMT6plex [N-Term] 0.74 0.696 0.768 3.228251457 30.98 0 1263.741108 2 632.3739624 -0.364240199 -0.000230153 87.95287604MPSLSPIDK 8 44889481 2xTMT6plex [N-Term; K9] 0.869 0.899 0.835 3.377502441 36.18 0 1445.843808 2 723.425415 -0.176023076 -0.000127251 60.42278608THFLLMK 12 44889481 2xTMT6plex [N-Term; K7] 1.414 1.412 1.399 3.401863575 35.75 0 1347.822285 3 449.9457397 0.282832748 0.000127069 53.58204781QTWPHWK 10 44889481 2xTMT6plex [N-Term; K7] 0.935 0.989 0.866 3.087345362 22.59 0 1440.815226 3 480.9432983 0.080676224 3.87E-05 44.87806955DLSQAMWK 2 44889481 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 0.879 2.54698205 17.64 0 1452.792107 2 718.9018555 -0.527445699 -0.000378916 55.58772075LKDAIEEK 12 44889481 3xTMT6plex [N-Term; K2; K8] 0.859 1.126 1.049 3.478904963 25.83 1 1633.013934 2 817.0109253 0.392014988 0.000320083 44.03091372ASHALIK 16 44889481 2xTMT6plex [N-Term; K7] 0.921 0.988 0.92 3.24375844 24.63 0 1197.771964 2 599.3892212 -0.66625135 -0.000399009 28.35407439TTLSQTK 8 44889481 2xTMT6plex [N-Term; K7] 1.035 1.21 1.621 2.947054863 36.4 0 1236.756373 2 618.8815918 -0.376983099 -0.000233118 24.05387269LLEVAVP 12 44889481 1xTMT6plex [N-Term] 0.657 0.747 0.75 2.529430151 60.96 0 969.6181995 2 485.3127441 0.012573248 6.10E-06 78.58169809THFLLMK 6 44889481 2xTMT6plex [N-Term; K7]; 1xOxidation [M6] 1.359 1.507 1.312 2.997743607 28.32 0 1363.8172 3 449.9457397 0.282832748 0.000127069 53.58204781IQHYAGK 14 44889481 2xTMT6plex [N-Term; K7] 0.933 0.905 0.948 2.613423109 36.1 0 1274.762127 3 425.5926819 1.070830603 0.000455018 25.98955047FIQGNQK 2 44889481 2xTMT6plex [N-Term; K7] 0.85 2.417316198 31.28 0 1292.772692 2 646.8895264 -0.708473834 -0.000457948 33.40002871NNDLLYR 4 44889481 1xTMT6plex [N-Term] 0.774 0.916 2.424262047 12.59 0 1136.626138 2 568.8164063 -0.530007167 -0.00030121 28.60912922YMDIEFDFK 1 44889481 2xTMT6plex [N-Term; K9] 0.811 2.31691432 0 1665.859852 2 833.4331665 -0.477526478 -0.000397746 80.96921454

6912540 NUBP2 cytosolic Fe-S cluster assembly factor NUBP2 isoform 1 10101 NP_036357.1 40.5904059 1 6 6 30 271 28.807 5.83 0.88 1.02 0.82 0.91 Significant 0.00424
EQSISLMSVGFLLEKPDEAVVWR 8 6912540 2xTMT6plex [N-Term; K15] 0.864 1.082 0.886 7.094248772 37.47 0 3091.690214 3 1031.237549 2.548646155 0.002626541 109.2438515TLEEGHDFIQEFPGSPAFAALTSIAQK 6 6912540 2xTMT6plex [N-Term; K27] 0.971 1.068 0.817 6.49557972 28.28 0 3362.767278 4 841.446228 -1.247648225 -0.001048888 103.3241142VGILDVDLCGPSIPR 4 6912540 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.791 0.991 4.601745129 46.22 0 1840.019985 2 920.5109253 -2.940975699 -0.002705727 82.09781045GGGEELAQLAGVPFLGSVPLDPALMR 2 6912540 1xTMT6plex [N-Term]; 1xOxidation [M25] 0.687 3.943575621 22.96 0 2839.522531 3 947.1776733 -1.431300659 -0.001354737 107.8481381HIILVLSGK 2 6912540 2xTMT6plex [N-Term; K9] 0.866 3.891581059 31.31 0 1437.955742 3 479.9898071 -0.607503594 -0.000291188 62.5080362ILDATPACLP 8 6912540 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.799 1.006 3.234660625 54.11 0 1299.71799 2 650.3626099 -0.03609509 -2.35E-05 73.6061463942734430 PTRF polymerase I and transcript release factor 284119 NP_036364.2 30.51282051 1 11 11 221 390 43.45 5.6 0.89 0.85 0.9 0.88 Significant 0.000301 QAEMEGAVQSIQGELSK 22 42734430 2xTMT6plex [N-Term; K17] 1.089 0.906 0.992 5.463114738 58.01 0 2263.200417 2 1132.098389 -4.823596782 -0.005458383 68.6028057ATEMVEVGADDDEGGAER 38 42734430 1xTMT6plex [N-Term] 0.952 0.993 0.849 5.674523354 71.09 0 2079.933808 2 1040.468384 -2.075658301 -0.002158616 104.5822188IIGAVDQIQLTQAQLEER 29 42734430 1xTMT6plex [N-Term] 0.957 0.998 0.899 6.319663048 73.04 0 2254.260426 3 752.0911255 -0.711051455 -0.000534298 74.12157671AHATTSNTVSK 16 42734430 2xTMT6plex [N-Term; K11] 0.971 0.973 1.038 5.508221149 55.71 0 1574.890241 2 787.9481201 -0.810936275 -0.000638568 18.02988242LEVNEAELLR 4 42734430 1xTMT6plex [N-Term] 0.843 0.886 3.958903313 45.74 0 1414.81031 2 707.9075317 -1.783435857 -0.001261612 59.38198293KLEVNEAELLR 22 42734430 2xTMT6plex [N-Term; K1] 1.056 0.98 0.871 4.462291241 41.32 1 1772.068205 2 886.5371094 -0.712675729 -0.000631455 54.79522739QAEMEGAVQSIQGELSK 2 42734430 2xTMT6plex [N-Term; K17]; 1xOxidation [M4] 1.125 4.079994678 30.52 0 2279.195332 2 1132.098389 -4.823596782 -0.005458383 68.6028057VMIYQDEVK 10 42734430 2xTMT6plex [N-Term; K9] 0.872 0.784 0.959 4.23857975 51.45 0 1582.891486 2 791.9499512 0.719792708 0.000569677 61.03074385SFTPDHVVYAR 10 42734430 1xTMT6plex [N-Term] 0.784 0.793 0.733 4.479374886 35.23 0 1520.805893 3 507.60672 -0.188556535 -9.56E-05 36.35505781VPPFTFHVK 41 42734430 2xTMT6plex [N-Term; K9] 0.772 0.744 0.808 5.099285126 45.04 0 1529.924442 2 765.4660645 0.268448715 0.000205353 63.05130885VMIYQDEVK 8 42734430 2xTMT6plex [N-Term; K9]; 1xOxidation [M2] 0.976 0.958 0.963 2.958809376 37.64 0 1598.886401 2 791.9499512 0.719792708 0.000569677 61.03074385EGQVEVLK 10 42734430 2xTMT6plex [N-Term; K8] 0.783 0.827 0.94 2.976252317 44.03 0 1359.824787 2 680.4165039 0.694289815 0.000472056 38.27905323TKENLEK 9 42734430 3xTMT6plex [N-Term; K2; K7] 1.271 1.291 1.141 2.507811546 14.13 1 1548.956419 2 774.9819336 0.110789108 8.58E-05 27.42035888

6912660 SIRT3 NAD-dependent protein deacetylase sirtuin-3, mitochondrial isoform a 23410 NP_036371.1 9.77443609 1 3 3 18 399 43.546 8.7 0.86 0.73 0.8 0.8 Significant 0.00222 LYTQNIDGLER 6 6912660 1xTMT6plex [N-Term] 0.981 0.778 0.718 3.636929035 45.5 0 1550.837587 2 775.9217529 -0.875759419 -0.00067908 48.74747785ELYPGNYKPNVTHYFLR 6 6912660 2xTMT6plex [N-Term; K8] 1.022 0.73 0.876 6.0870471 30.8 0 2569.39675 4 643.1048584 0.332445252 0.000213546 67.27039276DLVGPLAWHPR 6 6912660 1xTMT6plex [N-Term] 0.818 0.696 0.717 4.428599358 47.32 0 1489.847699 3 497.2874146 -0.005576178 -2.77E-06 58.381435486912664 SIRT5 NAD-dependent protein deacylase sirtuin-5, mitochondrial isoform 1 23408 NP_036373.1 13.22580645 1 3 3 14 310 33.859 8.47 0.78 0.9 0.72 0.8 Significant 0.00435 GVPVAEFNTETTPATNR 4 6912664 1xTMT6plex [N-Term] 0.749 0.66 4.730856895 41.46 0 2033.050099 3 678.3548584 -0.037950214 -2.57E-05 50.87797801GAPEPGTQDASIPVEK 6 6912664 2xTMT6plex [N-Term; K16] 0.771 0.85 0.769 3.153139591 29.14 0 2054.117006 3 685.3762817 -1.321042155 -0.000904525 109.6687344AIAECETR 4 6912664 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.891 0.972 3.099647045 31.73 0 1178.603689 2 589.8045654 -1.556359142 -0.000917165 32.018109756912676 SNW1 SNW domain-containing protein 1 isoform 2 22938 NP_036377.1 35.44776119 1 16 16 82 536 61.456 9.52 1.32 1.18 1.2 1.23 Significant 0.00125 GMDSGFAGGEDEIYNVYDQAWR 8 6912676 1xTMT6plex [N-Term] 1.252 1.742 0.814 6.106324196 75.36 0 2709.208861 3 903.7407227 -0.459883794 -0.000415307 77.16157236GLQTVHINENFAK 4 6912676 2xTMT6plex [N-Term; K13] 1.223 0.861 4.994775295 32.5 0 1929.095817 3 643.7041626 1.097826738 0.000705938 60.90778873DISEVIALGVPNPR 14 6912676 1xTMT6plex [N-Term] 1.219 1.296 1.294 5.648058414 70.15 0 1708.979501 2 854.9937134 0.380108604 0.000324799 75.37602284EVMNADDPDLQRPDEEAIK 5 6912676 2xTMT6plex [N-Term; K19] 1.743 1.158 3.945412636 14.67 0 2643.333616 3 881.78302 0.336892244 0.00029684 46.72614953TSNEVQYDQR 6 6912676 1xTMT6plex [N-Term] 1.555 1.275 1.684 3.546449184 66.93 0 1468.722952 2 734.8642578 -1.166029984 -0.000856287 19.1467067NLDKDMYGDDLEAR 4 6912676 2xTMT6plex [N-Term; K4] 0.823 0.866 3.247030973 7.52 1 2113.06359 3 705.0250244 -1.452752216 -0.001023253 44.53476217LAEALYIADR 2 6912676 1xTMT6plex [N-Term] 0.647 3.524837255 17.71 0 1363.778282 2 682.3920288 -1.100422871 -0.000750366 64.66327434YTPSQQGVAFNSGAK 2 6912676 2xTMT6plex [N-Term; K15] 1.217 2.972938776 17.46 0 2013.080561 2 1007.043945 0.026563766 2.67E-05 41.66143463FVPDKEFSGSDR 5 6912676 2xTMT6plex [N-Term; K5] 1.237 1.157 1.086 3.257574797 11.38 1 1841.979784 3 614.6647339 -0.073578356 -4.52E-05 53.47610675DMAQSIYRPSK 3 6912676 2xTMT6plex [N-Term; K11] 1.494 1.021 2.88284564 4.93 0 1753.967111 3 585.3261719 -1.795053613 -0.001049488 37.32159419GYTIPLDK 4 6912676 2xTMT6plex [N-Term; K8] 0.967 1.013 3.019613266 30.29 0 1364.818973 2 682.9122314 -1.309462581 -0.00089359 54.03461027
IPPCISNWK 6 6912676 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.116 1.346 1.212 2.802798033 31.55 0 1572.897241 2 786.9506836 -2.002834272 -0.001575126 68.85991708

THVEKEDGEAR 5 6912676 2xTMT6plex [N-Term; K5] 1.764 1.619 1.346 4.353367329 11.73 1 1728.928083 4 432.9871826 -0.683742292 -0.000295535 17.0629472YTDLVPK 6 6912676 2xTMT6plex [N-Term; K7] 1.296 1.38 1.441 2.559064388 17.8 0 1293.78186 2 647.3942261 -0.528815238 -0.000342086 51.34533339IKYDAIAR 6 6912676 2xTMT6plex [N-Term; K2] 1.787 1.786 1.602 2.895148039 4.95 1 1407.872406 3 469.9629211 1.281492362 0.000601393 36.33743028EHEHEGK 2 6912676 2xTMT6plex [N-Term; K7] 0.845 2.11399579 11.22 0 1323.705735 3 441.9067078 -0.124316893 -5.49E-05 13.6412727424797148 SEPHS1 selenide, water dikinase 1 isoform 1 22929 NP_036379.2 27.04081633 1 7 7 44 392 42.883 5.97 1.05 1.05 1.04 1.05 Significant 0.0000101 ESFNPESYELDK 10 24797148 2xTMT6plex [N-Term; K12] 1.042 1.003 1.096 4.526317596 42.83 0 1915.968944 2 958.4868774 -1.287148831 -0.001233069 55.52255349HGGLSLVQTTDYIYPIVDDPYMMGR 6 24797148 1xTMT6plex [N-Term] 0.678 0.985 1.46 6.239483833 30.82 0 3070.521544 3 1024.179688 0.965640513 0.00098834 88.78412896IIEVAPQVATQNVNPTPGATS 4 24797148 1xTMT6plex [N-Term] 1.219 1.202 3.523225307 23.95 0 2336.265905 3 779.4265137 -0.392765384 -0.000305868 67.04752361YGEGHQAWIIGIVEK 6 24797148 2xTMT6plex [N-Term; K15] 1.083 1.04 1.015 4.242024899 19.92 0 2158.206095 3 720.0714722 -2.887641781 -0.002077375 74.5025716NEVSFVIHNLPVLAK 4 24797148 2xTMT6plex [N-Term; K15] 0.983 1.013 4.028237343 17.37 0 2138.273781 3 713.4292603 -0.258857535 -0.000184503 89.82354859VMPLIIQGFK 8 24797148 2xTMT6plex [N-Term; K10] 1.256 1.127 1.022 3.92732954 43.21 0 1604.000977 2 802.5038452 -0.351302973 -0.000281745 94.65657812VPQDVLQK 6 24797148 2xTMT6plex [N-Term; K8] 0.981 1.024 1.008 3.039729595 36.41 0 1384.856422 2 692.9284058 -4.972837946 -0.003443333 50.5564968621361416 RRAS2 ras-related protein R-Ras2 isoform a 22800 NP_036382.2 54.90196078 1 8 10 83 204 23.385 6.01 1.07 0.97 0.95 1 Significant 0.00138 MNVDQAFHELVR 8 21361416 1xTMT6plex [N-Term] 1.149 1.138 1.275 5.53958416 44.98 0 1687.878741 3 563.2975464 -0.387942468 -0.000218267 64.47771734KFQEQECPPSPEPTR 6 21361416 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 0.965 1.449 1.307 5.534704685 32.81 1 2288.174537 3 763.395874 -0.641834643 -0.000489543 32.13150805LDILDTAGQEEFGAMR 14 21361416 1xTMT6plex [N-Term] 1.214 0.989 1.07 5.184036255 70.72 0 1995.005457 3 665.6735229 0.279927884 0.000186153 76.57158421QVTQEEGQQLAR 6 21361416 1xTMT6plex [N-Term] 1.33 1.394 1.109 4.46678257 53.6 0 1615.860114 2 808.4329834 -0.880963094 -0.000711757 24.49749536LVVVGGGGVGK 12 21361416 2xTMT6plex [N-Term; K11] 0.95 0.848 0.933 4.146701336 55.21 0 1399.903706 3 467.3049622 -2.409376713 -0.001124298 55.79981732LDILDTAGQEEFGAMR 8 21361416 1xTMT6plex [N-Term]; 1xOxidation [M15] 1.243 1.046 0.891 3.389738083 35.11 0 2011.000372 3 665.6735229 0.279927884 0.000186153 76.57158421VTYMEASAK 10 21361416 2xTMT6plex [N-Term; K9] 1.197 1.979 0.982 3.894697666 47.22 0 1457.807422 2 729.4065552 -1.089793078 -0.000794354 40.8940294VKDRDEFPMILIGNK 5 21361416 3xTMT6plex [N-Term; K2; K15] 1.137 0.946 0.761 3.940327406 4.76 2 2462.440812 4 616.3651123 -0.890470642 -0.000548183 70.09474916GSFEEIYK 6 21361416 2xTMT6plex [N-Term; K8] 1.27 1.45 1.265 2.346742392 23.89 0 1430.793153 2 715.9013672 1.611109891 0.001152583 50.22781417QCVIDDR 6 21361416 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.795 1.011 0.987 2.739687204 15.59 0 1134.577474 2 567.7919312 -0.782815923 -0.000444083 20.4689374DGSGQEK 2 21361416 2xTMT6plex [N-Term; K7] 0.989 0.546 1.776084542 4.53 0 1178.641737 2 589.8241577 -0.592699453 -0.00034929 15.6644895518860916 XRN2 5'-3' exoribonuclease 2 isoform 2 22803 NP_036387.2 40.21052632 1 27 27 136 950 108.513 7.47 1.06 1.04 0.99 1.03 Significant 0.000408 YAWQGVALLPFVDER 14 18860916 1xTMT6plex [N-Term] 1.165 1.07 0.948 5.695935249 61.38 0 1993.074463 3 665.0298462 0.261818727 0.000173941 99.19900399FSLDEEAILPDQIVCSPVPMLR 8 18860916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.119 1.1 0.591 6.021532059 44.84 0 2758.43569 3 920.1488037 -1.389155891 -0.001277299 102.0197493AALEEVYPDLTPEETR 10 18860916 1xTMT6plex [N-Term] 0.962 1.053 1.063 4.670282841 42.5 0 2062.054181 2 1031.527466 -3.164984429 -0.003263185 61.1360507NSLGGDVLFVGK 4 18860916 2xTMT6plex [N-Term; K12] 0.876 0.905 4.995750427 55.68 0 1663.978327 2 832.493042 0.288395808 0.000239942 67.98303729NLTVILSDASAPGEGEHK 2 18860916 2xTMT6plex [N-Term; K18] 0.968 4.153323174 17.99 0 2296.254896 3 766.0891724 -0.841387496 -0.000644013 63.55239119GVGAEPLLPWNR 6 18860916 1xTMT6plex [N-Term] 1.172 100 0.973 4.29033947 43.16 0 1537.868828 2 769.4383545 0.39296874 0.000302167 65.32298341HDELADSLPCAEGEFIFLR 2 18860916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.118 5.975100994 34.35 0 2448.206676 3 816.7397461 -0.813341769 -0.000663743 78.65130252GTKPFKPLEQLMGVFPAASGNFLPPSWR 4 18860916 3xTMT6plex [N-Term; K3; K6] 1.631 1.7 6.133649826 16.36 0 3760.101589 4 940.7788086 -2.176798899 -0.002046246 111.8893225ELTMASLPFTFDVER 10 18860916 1xTMT6plex [N-Term] 1.128 0.98 1.039 4.932111263 47.27 0 1985.02513 2 993.0149536 -1.25912433 -0.001249697 94.63943035DLTQNTVVSINFKDPQFAEDYIFK 2 18860916 3xTMT6plex [N-Term; K13; K24] 100 2.949828386 17.17 1 3519.897847 3 1173.96814 -2.267498954 -0.002660455 95.88632091LLYMAIDGVAPR 6 18860916 1xTMT6plex [N-Term] 2.478 0.967 1.284 3.961302519 44.33 0 1547.881701 2 774.4394531 -6.506492062 -0.00503564 83.22024367FDSNCITPGTEFMDNLAK 6 18860916 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C5] 1.035 1.027 1.181 4.537257671 44.9 0 2518.235817 3 840.0828857 -0.680235515 -0.000570998 78.26534216
YYYQGCASWK 4 18860916 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.79 1.763 3.390286446 37.18 0 1783.887798 2 892.4457397 -2.015473067 -0.001797689 50.97021131
DPQFAEDYIFK 8 18860916 2xTMT6plex [N-Term; K11] 0.944 0.901 0.807 4.068946838 37.42 0 1830.967822 2 915.987793 0.265983647 0.000243504 72.39249781NSPGSQVASNPR 2 18860916 1xTMT6plex [N-Term] 0.501 3.885573864 36.9 0 1442.75492 2 721.8798828 -1.685272367 -0.001215717 16.70765826VVQSYVEGLCWVLR 6 18860916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.247 1.965 3.585109234 33.39 0 1937.05162 2 969.0288696 -0.597440035 -0.000578636 102.301785

AQPNHDPNTHHCLCGADADLIMLGLATHEPNFTIIR 2 18860916 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C14] 0.948 7.418281078 13.35 0 4279.079665 6 714.0165405 -3.927201 -0.002800801 84.49866199
KPAAVLKPSDWEK 1 18860916 4xTMT6plex [N-Term; K1; K7; K13] 0.64 3.161627054 0 2385.467568 4 597.1219482 -0.67291682 -0.000401305 56.55355135
KYPSIIVNCVEEKPK 2 18860916 4xTMT6plex [N-Term; K1; K13; K15]; 1xCarbamidomethyl [C9] 0.905 4.435769081 12.42 1 2720.61906 4 680.911438 1.787094414 0.001215501 60.93134088

LNNDPGWK 6 18860916 2xTMT6plex [N-Term; K8] 1.057 1.155 0.93 4.083090305 21.94 0 1401.78907 2 701.3971558 -1.451999167 -0.001017698 42.40317584LFSIVRPR 6 18860916 1xTMT6plex [N-Term] 1.13 1.144 3.383939266 29.88 0 1216.772743 3 406.2622681 -0.404373605 -0.00016401 52.6112885NKFDVDAADEK 4 18860916 3xTMT6plex [N-Term; K2; K11] 1.158 1.206 3.168673754 7.59 1 1939.073968 3 647.0294189 -0.136206285 -8.80E-05 39.84525906KYPLPPPSGR 6 18860916 2xTMT6plex [N-Term; K1] 0.945 1.055 3.006360531 13.42 1 1569.951719 3 523.9888916 0.256475841 0.000134218 35.81575714KDDEDSFR 6 18860916 2xTMT6plex [N-Term; K1] 1.213 0.879 1.026 2.924916744 9.49 1 1469.763643 3 490.5925598 -0.351829795 -0.000172369 23.0169224GGFLPPEEIKER 2 18860916 2xTMT6plex [N-Term; K10] 1.44 2.989993811 7.22 1 1830.052555 3 610.6885376 -0.817155238 -0.000498479 51.79356806LWEAGWK 4 18860916 2xTMT6plex [N-Term; K7] 1.322 1.068 3.092622042 22.05 0 1347.782528 2 674.3953247 0.626476486 0.000422177 68.15700849GVPAFFR 3 18860916 1xTMT6plex [N-Term] 0.903 1.236 1.1 23.33 0 1022.598467 2 511.8025513 -0.627030998 -0.0003206 56.2966836393004078 HACL1 2-hydroxyacyl-CoA lyase 1 isoform a 26061 NP_036392.2 13.84083045 1 7 7 27 578 63.687 7.36 1.05 1.2 1.16 1.14 Significant 0.00155 SLPMNYYTVFYHVQEQLPR 3 93004078 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.115 1.377 4.941044807 35.37 0 2630.32746 3 877.4493408 2.284521995 0.002003014 80.21086855SEEQVSGAK 6 93004078 2xTMT6plex [N-Term; K9] 1.147 1.298 0.997 4.058852196 60.75 0 1392.77348 2 696.8907471 0.529727652 0.000368895 21.01664521LNWILHFGLPPR 4 93004078 1xTMT6plex [N-Term] 1.705 1.528 3.761708021 20.21 0 1691.994697 3 564.6689453 -1.427050867 -0.000804854 98.12091882GAAYAHAEESIK 2 93004078 2xTMT6plex [N-Term; K12] 0.577 2.443772554 10.77 0 1704.932106 3 568.9812012 -1.792015275 -0.001018421 46.13735906GYFVQTPEELQK 2 93004078 2xTMT6plex [N-Term; K12] 1.673 3.348844528 22.76 0 1897.047135 2 949.0281982 1.046180845 0.000992327 58.24652582TVLQNYLPR 4 93004078 1xTMT6plex [N-Term] 0.563 0.944 3.162685394 23.44 0 1332.783701 2 666.894104 -2.078440924 -0.001385056 58.38356958VIAQALK 6 93004078 2xTMT6plex [N-Term; K7] 1.077 1.192 1.195 2.882706881 24.6 0 1200.808015 2 600.9078369 0.318350744 0.000191139 52.10586854
6912420 HS2ST1 heparan sulfate 2-O-sulfotransferase 1 isoform 1 9653 NP_036394.1 13.76404494 1 4 4 14 356 41.854 8.69 1.31 1.2 1.08 1.2 Significant 0.00307

TASTSFTNIAYDLCAK 2 6912420 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 1.366 4.406969547 34.58 0 2221.15749 3 741.0560913 -1.697198076 -0.001256581 79.56805645
TFDECVAEGGSDCAPEK 3 6912420 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C5; C13] 1.602 3.330405951 27.55 0 2330.068083 3 777.3608398 -0.050212589 -3.90E-05 41.00043317LVSYYYFLR 5 6912420 1xTMT6plex [N-Term] 1.358 1.258 0.884 3.436506033 16.2 0 1452.808854 2 726.90802 -0.062087271 -4.51E-05 82.40200348WAMDQAK 4 6912420 2xTMT6plex [N-Term; K7] 1.2 1.1 2.476637602 21.94 0 1307.718214 2 654.3634644 1.099985396 0.000719235 42.3457945

7110661 FTSJ1 putative tRNA (cytidine(32)/guanosine(34)-2'-O)-methyltransferase isoform a 24140 NP_036412.1 8.814589666 1 2 2 8 329 36.056 5.69 0.88 1.08 1.02 0.99 Significant 0.00354
EIRPQDCPISR 6 7110661 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.878 1.075 1.009 4.329558372 20.95 0 1599.847441 3 533.9540405 0.079652615 4.25E-05 26.33605728IIVPFVTCGDLSSYDSDR 2 7110661 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.106 1.819133282 4.07 0 2273.132114 2 1137.067383 -2.034806939 -0.002312692 86.56234693

187608516 ACAP2 arf-GAP with coiled-coil, ANK repeat and PH domain-containing protein 2 23527 NP_036419.3 8.611825193 1 5 5 14 778 87.973 6.8 1.21 1.86 1.18 1.41 Significant 0.0237
DLAQYSSNDAVVETSLTK 2 187608516 2xTMT6plex [N-Term; K18] 1.066 4.122125149 24.36 0 2399.270605 3 800.4280396 -0.433476597 -0.000346676 60.85177393SSPSTGSLDSGNESK 2 187608516 2xTMT6plex [N-Term; K15] 1.305 3.386149168 66.43 0 1910.970735 2 955.9884033 -0.630679138 -0.000602605 24.13880907HLNPGLQLYR 2 187608516 1xTMT6plex [N-Term] 1.124 3.581519127 25.94 0 1439.832049 3 480.6153259 -0.433464998 -0.000208039 43.18229277AVQTSIATAYR 6 187608516 1xTMT6plex [N-Term] 1.347 1.856 1.54 2.873611689 22.61 0 1409.794994 2 705.3972778 -5.472672245 -0.003857673 37.09374105FKDNPTVVVEDLR 2 187608516 2xTMT6plex [N-Term; K2] 0.916 3.820936918 3.42 1 1990.137347 3 664.0507813 0.222778594 0.000147787 61.82466161109150416 PXDN peroxidasin homolog precursor 7837 NP_036425.1 15.34820825 1 14 14 58 1479 165.17 7.17 1.39 1.23 1.21 1.28 Significant 0.00198 LDENFQPIAQDHLPLHK 6 109150416 2xTMT6plex [N-Term; K17] 1.268 1.246 1.232 5.087243557 34.28 0 2473.360364 4 619.0935059 -3.30338135 -0.002042613 61.41723356VPSQLLNTELTER 5 109150416 1xTMT6plex [N-Term] 1.571 0.845 1.295 4.02466011 41.11 0 1728.96933 2 864.9869385 -1.578632326 -0.001364703 60.61224456EQINQLTSYIDASNVYGSTEHEAR 6 109150416 1xTMT6plex [N-Term] 1.417 1.354 1.255 5.95460701 52.79 0 2954.432923 3 985.4818726 -0.629198316 -0.000619641 66.45004363VAEFPHGYGSCDEIPR 6 109150416 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.687 1.244 1.07 4.060800552 28.69 0 2062.985391 3 688.3272705 -8.789425579 -0.006044152 47.31105442LWYENPGVFSPAQLTQIK 8 109150416 2xTMT6plex [N-Term; K18] 1.398 1.328 1.356 5.166830063 60.06 0 2549.416816 3 850.4769287 -0.228823778 -0.000194456 97.20117508SVATITPEELNCERPR 6 109150416 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.102 1.414 1.329 4.150742531 25.53 0 2101.090918 3 701.0342407 -1.308573564 -0.000916477 43.18405123

LNLLDDGTLMIQNTQETDQGIYQCMAK 2 109150416 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C24] 4.210773945 24.34 0 3571.784661 3 1191.261841 -3.833217947 -0.00456381 96.17684476
IPSGAFEDLENLK 4 109150416 2xTMT6plex [N-Term; K13] 1.386 1.245 3.622076511 40.8 0 1891.0577 3 631.0249634 1.394466556 0.000879006 81.59249549FHISPEGFLTINDVGPADAGR 2 109150416 1xTMT6plex [N-Term] 1.768 4.118243217 16.14 0 2442.261489 3 814.7580566 -0.7665183 -0.000624013 79.53362881EFVLEMQK 2 109150416 2xTMT6plex [N-Term; K8] 1.366 3.093468666 38.41 0 1481.843808 2 741.425293 -0.336501389 -0.000249321 63.86287602SPNDLLALFR 4 109150416 1xTMT6plex [N-Term] 1.043 1.223 3.580437422 41.04 0 1374.794266 2 687.9016113 1.22191101 0.000839938 89.48208146IATELLK 4 109150416 2xTMT6plex [N-Term; K7] 1.218 1.023 2.910081387 27.75 0 1245.818245 2 623.4125366 -0.360082873 -0.000224299 63.42707603TLGEYHGYDPGINAGIFNAFATAAFR 1 109150416 1xTMT6plex [N-Term] 1.073 2.165493727 0 3002.499821 3 1001.496948 -7.836734334 -0.007843264 98.43312472GNPPPVIAWTK 2 109150416 2xTMT6plex [N-Term; K11] 2.002 3.241032362 23.76 0 1637.977934 2 819.4917603 -1.031596429 -0.000844866 66.28726099119392077 RAPGEF5 rap guanine nucleotide exchange factor 5 9771 NP_036426.3 1.232876712 1 1 1 8 730 84.676 6.01 0.28 0.29 0.13 0.23 Significant 0.0458 ELAAVIALK 8 119392077 2xTMT6plex [N-Term; K9] 0.275 0.291 0.126 2.006335258 14.92 0 1385.913208 2 693.4599609 -0.406176228 -0.000281462 74.2352085827477041 AP2A2 AP-2 complex subunit alpha-2 isoform 2 161 NP_036437.1 46.53887114 1 20 34 219 939 103.895 6.96 1.12 1.11 1.1 1.11 Significant 0.0000271 SSPLIQFHLLHSK 6 27477041 2xTMT6plex [N-Term; K13] 1.32 1.301 1.348 4.91300869 32.35 0 1965.168588 4 492.0473328 -0.552927275 -0.000271649 64.46301034VVHLLNDQHLGVVTAATSLITTLAQK 8 27477041 2xTMT6plex [N-Term; K26] 1.432 1.518 1.399 8.732279778 34.91 0 3200.877103 4 800.9741821 -0.688700098 -0.000551111 111.2687383

TVFEALQAPACHENLVK 6 27477041 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 1.012 1.288 0.989 4.652626038 37.73 0 2385.300072 3 795.7739868 3.075042551 0.002444966 66.86869678
YLALESMCTLASSEFSHEAVK 7 27477041 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C8] 1.088 1.306 1.217 7.520470142 60.98 0 2831.435973 3 944.4810791 -2.574356398 -0.002429708 87.4471493

EMAEAFAGEIPK 6 27477041 2xTMT6plex [N-Term; K12] 1.23 1.103 1.034 3.650513649 47.84 0 1750.944978 2 875.9753418 -0.897478944 -0.000785718 64.45410439VGGYILGEFGNLIAGDPR 16 27477041 1xTMT6plex [N-Term] 1.022 0.979 5.635045052 65.42 0 2077.127956 2 1039.066772 -0.812293783 -0.000843619 103.5377286LSTVASTDILATVLEEMPPFPER 6 27477041 1xTMT6plex [N-Term] 0.941 0.7 0.629 5.600837231 33.43 0 2745.458199 3 915.8236694 -0.635212446 -0.000581316 112.8248273VLVAGDTMDSVK 8 27477041 2xTMT6plex [N-Term; K12] 0.919 1.002 1.136 5.017381191 64.63 0 1692.960628 2 846.984436 0.571177082 0.00048349 63.4978645
LTECLETILNK 16 27477041 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.075 1.063 1.085 4.45900631 56.14 0 1792.029043 2 896.5184937 0.372781172 0.000334017 86.25057232IAGDYVSEEVWYR 8 27477041 1xTMT6plex [N-Term] 0.51 0.441 0.406 4.377639294 52.32 0 1815.911481 2 908.4579468 -1.576946532 -0.001431798 63.6208209YGGTFQNVSVQLPITLNK 8 27477041 2xTMT6plex [N-Term; K18] 0.994 1 0.896 6.007628918 52.35 0 2437.385516 3 813.1315308 -2.247118811 -0.001825698 86.32812551GLAVFISDIR 6 27477041 1xTMT6plex [N-Term] 1.63 0.946 1.065 3.604349613 55.05 0 1319.788453 2 660.3986206 1.145684321 0.00075603 83.27733533FFQPTEMASQDFFQR 10 27477041 1xTMT6plex [N-Term] 1.128 1.235 0.924 4.855570793 33.99 0 2108.010877 3 703.3410645 -1.061095391 -0.0007456 80.10473792ACNQLGQFLQHR 6 27477041 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.049 1.148 1.038 5.063500881 34.67 0 1700.885223 3 567.6329956 -0.464360312 -0.000263275 45.36042456THIETVINALK 6 27477041 2xTMT6plex [N-Term; K11] 0.954 1.033 4.556417465 32.58 0 1697.036177 3 566.3502197 -0.041696408 -2.36E-05 61.93179647AVDLLYAMCDR 8 27477041 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.156 1.148 1.517 4.002517223 43.13 0 1555.781001 2 778.3924561 -2.163151898 -0.001682695 72.41869288FVNLFPEVKPTIQDVLR 9 27477041 2xTMT6plex [N-Term; K9] 1.415 1.156 1.049 5.165308952 15.92 0 2473.458287 4 619.1203003 0.438302065 0.00027103 101.4670619ALLLSTYIK 6 27477041 2xTMT6plex [N-Term; K9] 1.16 1.229 1.359 3.679203272 47.87 0 1479.955073 2 740.4799805 -1.61399663 -0.001194321 80.14789066NADVELQQR 6 27477041 1xTMT6plex [N-Term] 1.241 1.042 1.55 3.913213968 44.36 0 1301.701094 2 651.3536377 -0.841406203 -0.00054763 23.45637385QSAALCLLR 6 27477041 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.131 1.398 1.123 3.460876465 33.98 0 1260.729558 2 630.868103 -0.498406108 -0.000314178 48.37134859HPMDTEVTK 4 27477041 2xTMT6plex [N-Term; K9] 1.186 0.987 3.521254539 20.44 0 1515.824135 3 505.9463806 0.299174352 0.000151165 23.88232461LLQCYPPPDPAVR 6 27477041 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.978 1.724 1.212 3.847002745 34.93 0 1754.946092 2 877.9727783 -4.451572279 -0.003906135 56.21106271DDVQGYAAK 8 27477041 2xTMT6plex [N-Term; K9] 0.657 0.4 0.56 3.661929846 58.9 0 1424.778565 2 712.8918457 -1.509247684 -0.001075172 28.9343956TTQIGCLLR 2 27477041 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.937 3.461416721 42.96 0 1290.740122 2 645.8729858 -1.105869638 -0.000713695 51.69569584KGPSTVTDLEDTKR 2 27477041 3xTMT6plex [N-Term; K1; K13] 0.549 4.228503227 9.16 2 2234.295922 3 745.4355469 -1.716243118 -0.001278198 38.49184044LCELLSAQF 8 27477041 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.965 1.178 1.381 2.917784214 57.93 0 1309.70234 2 655.3543701 -0.669118164 -0.000438173 90.39993645FHLCSVPTR 2 27477041 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.278 3.231786013 17.79 0 1345.724807 3 449.2467041 0.559025652 0.000250765 38.99079985KVQHSNAK 2 27477041 3xTMT6plex [N-Term; K1; K8] 1.042 3.473778009 12.58 1 1598.994536 4 400.504303 0.529216357 0.000211554 17.75156483IIGFGSALLEEVDPNPANFVGAGIIHTK 2 27477041 2xTMT6plex [N-Term; K28] 0.51 2.98140049 3.7 0 3337.856033 4 835.2186279 -1.004061055 -0.000837853 115.2982917TSPDLVPMGDWTSR 6 27477041 1xTMT6plex [N-Term] 0.78 1.007 0.756 3.857470989 42.52 0 1790.89445 2 895.9504395 -0.473491752 -0.000423987 61.49412279LINNAIK 4 27477041 2xTMT6plex [N-Term; K7] 1.031 1.004 2.859609365 30.04 0 1243.813829 2 622.4100952 -0.735439896 -0.000457375 48.46831128LSTVASTDILATVLEEMPPFPER 1 27477041 1xTMT6plex [N-Term]; 1xOxidation [M17] 1.067 2.976493835 0 2761.453114 3 915.8236694 -0.635212446 -0.000581316 112.8248273ESSILAK 4 27477041 2xTMT6plex [N-Term; K7] 1.11 1.097 3.02785182 32.76 0 1205.75056 2 603.3787842 -0.222136015 -0.00013392 37.65876947VAILAEK 4 27477041 2xTMT6plex [N-Term; K7] 0.752 2.492883921 26.09 0 1201.79203 2 601.4000854 0.718742025 0.000431889 53.87211506ALDGYSK 6 27477041 2xTMT6plex [N-Term; K7] 1.046 1.151 1.056 2.814642668 31.96 0 1211.703609 2 606.3549805 -0.76345609 -0.000462541 32.308135316912478 KPNA6 importin subunit alpha-7 23633 NP_036448.1 32.8358209 1 10 13 85 536 59.991 4.98 1.14 1.22 1.07 1.14 Significant 0.00143 DYVLNCSILNPLLTLLTK 8 6912478 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C6] 1.934 1.645 1.674 5.682992458 50.46 0 2548.482453 3 850.1641235 -1.81908042 -0.001545298 113.1150142

SGSGVNPYCGLIEEAYGLDK 2 6912478 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9] 0.614 5.023030281 27 0 2587.311425 3 863.1090698 0.475993204 0.000410514 83.02732588



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

EAAWAITNATSGGTPEQIR 12 6912478 1xTMT6plex [N-Term] 1.048 1.079 1.159 4.873342514 60.17 0 2202.135226 2 1101.570801 -0.409006445 -0.000450344 55.21249302EMVEMLFSDDSDLQLATTQK 6 6912478 2xTMT6plex [N-Term; K20] 1.031 1.393 1.155 5.075511932 54.27 0 2759.388354 3 920.4633179 -4.694368845 -0.004317862 94.95807589IEFLQSHENQEIYQK 6 6912478 2xTMT6plex [N-Term; K15] 0.666 0.697 0.792 5.730028629 43.54 0 2364.259981 3 788.7572021 -1.238478302 -0.000976028 60.42959965EPSPPIDEVINTPR 10 6912478 1xTMT6plex [N-Term] 1.051 1.175 1.128 4.798941135 43.83 0 1792.964244 2 896.9846802 -1.205048257 -0.001080304 53.50316714NAVWALSNLCR 4 6912478 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.987 1.324 3.614053965 37.83 0 1532.820498 2 766.9122925 -2.080875789 -0.001594805 65.05928384NNALNPEEMR 4 6912478 1xTMT6plex [N-Term] 0.888 0.702 3.83676672 25.54 0 1416.710278 2 708.8574219 -1.913835201 -0.001355675 31.0796352LVELLMHNDYK 6 6912478 2xTMT6plex [N-Term; K11] 1.192 0.999 4.198201656 37.47 0 1833.034462 3 611.6829834 -0.03555017 -2.17E-05 81.39852442IQAVIDSGVCR 6 6912478 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.412 1.575 3.816461802 43.67 0 1446.793614 2 723.9000854 -0.497798411 -0.000360106 52.6998502VSPCLPVLSR 10 6912478 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.28 1.251 1.093 3.443026066 30.17 0 1356.787073 2 678.8963013 -1.287387662 -0.000873355 66.31622206GKNPPPEFAK 6 6912478 3xTMT6plex [N-Term; K2; K10] 1.293 1.337 1.101 3.271945477 16.88 1 1772.067366 3 591.3609619 0.545206241 0.000322047 38.8647984VASPALR 5 6912478 1xTMT6plex [N-Term] 0.999 1.082 1.051 2.707389832 21.26 0 942.5933817 2 471.8001709 -0.335821502 -0.000158272 27.43658412
6912482 LETM1 LETM1 and EF-hand domain-containing protein 1, mitochondrial precursor 3954 NP_036450.1 45.33152909 1 26 26 243 739 83.302 6.7 0.97 0.91 0.93 0.93 Significant 0.000354

LTSLAAALDENK 4 6912482 2xTMT6plex [N-Term; K12] 0.565 0.601 4.112939358 32.29 0 1703.994371 3 568.6694336 -0.366121368 -0.000207956 77.74581782LIAEEGVDSLNVK 4 6912482 2xTMT6plex [N-Term; K13] 0.699 0.752 4.729674816 39.88 0 1845.07335 2 923.0384521 -2.017401165 -0.001861127 66.22945646STLQTLPEIVAK 14 6912482 2xTMT6plex [N-Term; K12] 0.88 0.843 0.83 5.48444128 57.79 0 1758.077707 2 879.5423584 -0.151826693 -0.000133462 71.21990759KLEEGGPVYSPPAEVVVK 10 6912482 3xTMT6plex [N-Term; K1; K18] 0.888 0.89 0.813 7.407168388 34.43 1 2585.515751 3 862.5112915 1.380854755 0.001190074 59.78325134FLQDTIEEMALK 26 6912482 2xTMT6plex [N-Term; K12] 0.967 0.902 0.892 5.014443874 79.83 0 1896.055257 2 948.5310059 -0.275287995 -0.000260981 96.81491638
LFEDELTLDNLTRPQLVALCK 12 6912482 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C20] 1.205 1.468 1.322 6.072769642 27.47 0 2946.63745 4 737.4147339 -0.116893622 -8.61E-05 96.88673742LEATLQEEAAIQQEHR 6 6912482 1xTMT6plex [N-Term] 0.782 0.79 0.793 6.946859837 68.02 0 2095.098112 3 699.0368042 -1.075144085 -0.000750844 51.13687733LTSLAAALDENKDGK 12 6912482 3xTMT6plex [N-Term; K12; K15] 0.865 0.889 1.025 5.645754337 31.41 1 2233.300673 3 745.104187 -1.193397233 -0.000888405 71.76611584

DTAPVLEGLKEEEITKEEIDILSDACSK 13 6912482 4xTMT6plex [N-Term; K10; K16; K28]; 1xCarbamidomethyl [C26] 0.777 0.581 100 5.874087334 15.26 2 4049.20216 4 1013.055542 -0.449822256 -0.000455355 98.6170779
ADDKLIAEEGVDSLNVK 10 6912482 3xTMT6plex [N-Term; K4; K17] 1.181 1.208 1.264 6.820291519 25.81 1 2503.422245 4 626.6104126 -0.968286265 -0.000606007 64.6817813LEEGGPVYSPPAEVVVK 10 6912482 2xTMT6plex [N-Term; K17] 0.867 0.806 0.881 4.644335747 44.47 0 2228.257856 2 1114.631592 -0.874722037 -0.000974553 66.45741153AMYLPDTLSPADQLK 14 6912482 2xTMT6plex [N-Term; K15] 0.895 0.905 0.847 4.561309338 44.3 0 2121.166598 2 1061.087891 0.898713002 0.00095316 75.80817235VAEVEGEQVDNK 14 6912482 2xTMT6plex [N-Term; K12] 0.883 0.886 0.9 4.822803974 56.96 0 1774.958714 2 887.9823608 -0.714974553 -0.000634525 36.44459272EKEELELLKEDVQDYSEDLQEIK 12 6912482 4xTMT6plex [N-Term; K2; K9; K23] 0.783 0.674 0.774 6.962176323 23.95 2 3739.034683 4 935.5131836 -1.010641869 -0.000944706 99.17240501QWLDLHLHQEIPTSLLILSR 6 6912482 1xTMT6plex [N-Term] 0.591 1.327 0.614 6.929032803 33.84 0 2641.502722 4 661.1307373 -0.606715729 -0.00040066 93.90751537LLELQSIGTNNFLR 6 6912482 1xTMT6plex [N-Term] 0.932 1.119 0.953 4.510025501 48.39 0 1847.058813 2 924.0333252 0.303363716 0.000280165 88.02200804VVAAPQRPGTEPQPEMPDTVLQSETLK 10 6912482 2xTMT6plex [N-Term; K27] 0.621 0.65 0.634 6.118288517 26.09 0 3376.818661 4 844.960144 0.025145524 2.12E-05 65.18588065ETGERPSNEEIMR 6 6912482 1xTMT6plex [N-Term] 0.92 0.787 5.925303936 25.49 0 1776.874777 3 592.9626465 -0.78294593 -0.000463732 21.27591353DFSVFFQK 14 6912482 2xTMT6plex [N-Term; K8] 0.961 1.048 1.002 3.892085314 36.78 0 1475.829872 2 738.4182739 -0.407396847 -0.000300624 77.56001242VNIDDLVK 2 6912482 2xTMT6plex [N-Term; K8] 0.843 3.505365133 27.94 0 1373.840437 2 687.4234619 -0.574980801 -0.000394966 74.51098477LFPNMLPSTFETQSLKEER 2 6912482 2xTMT6plex [N-Term; K16] 0.451 2.734786272 15.12 1 2725.463508 3 909.1586304 -0.796358752 -0.000723482 86.73760031AEKEVAEVK 4 6912482 3xTMT6plex [N-Term; K3; K9] 1.731 1.579 3.481563091 7.55 1 1690.035397 3 564.0167847 0.238612698 0.000134421 34.58444328DDSVVEK 12 6912482 2xTMT6plex [N-Term; K7] 1.084 0.964 0.93 3.10138011 32.63 0 1249.704003 2 625.3557129 0.116748646 7.30E-05 26.30521936ETGERPSNEEIMR 6 6912482 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.988 0.691 1.272 1.836181045 3.58 0 1792.869692 3 592.9626465 -0.78294593 -0.000463732 21.27591353ELQAACR 2 6912482 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.91 2.18161726 13.57 0 1076.571995 2 538.7892456 -0.724521041 -0.00039 19.27560531VKLELAK 6 6912482 3xTMT6plex [N-Term; K2; K7] 1.73 1.261 0.836 3.021717072 4.94 1 1488.012812 3 496.6757202 -0.1373076 -6.81E-05 53.52309526ICADLFR 6 6912482 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.17 1.484 2.383505821 21.13 0 1123.613131 2 562.3104248 0.393239775 0.000220925 56.928585096912484 PLA2G15 group XV phospholipase A2 precursor 23659 NP_036452.1 6.310679612 1 2 2 10 412 46.628 6.73 1.4 1.27 1.18 1.29 Significant 0.00247 HPPVVLVPGDLGNQLEAK 4 6912484 2xTMT6plex [N-Term; K18] 1.613 1.212 5.101541519 34.16 0 2341.364387 3 781.1254272 -1.135372919 -0.000886107 71.9329309IPVIGPLK 6 6912484 2xTMT6plex [N-Term; K8] 1.401 1.212 1.179 2.645227671 29.31 0 1294.886265 2 647.9473877 0.952624688 0.00061677 72.88089234

6912486 LSM4 U6 snRNA-associated Sm-like protein LSm4 isoform 1 25804 NP_036453.1 35.97122302 1 6 6 50 139 15.34 9.99 1.08 1.02 1.11 1.07 Significant 0.000611
IPDEIIDMVK 16 6912486 2xTMT6plex [N-Term; K10] 1.011 0.959 0.937 4.01932478 40.7 0 1630.949001 2 815.9766846 -1.783433677 -0.001454345 89.93700428TAQNHPMLVELK 6 6912486 2xTMT6plex [N-Term; K12]; 1xOxidation [M7] 0.905 0.958 1.003 3.967582703 31.14 0 1855.051175 3 619.0213013 -0.983590874 -0.000608204 45.09975589TAQNHPMLVELK 6 6912486 2xTMT6plex [N-Term; K12] 0.923 1.021 0.824 4.285811424 27.96 0 1839.05626 3 619.0213013 -0.983590874 -0.000608204 45.09975589MLPLSLLK 10 6912486 2xTMT6plex [N-Term; K8] 1.151 1.067 1.312 3.207093954 42.55 0 1372.900201 2 686.9545288 1.151057584 0.000790144 93.93310055EVICTSR 6 6912486 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.287 1.337 1.465 2.604840994 26.16 0 1093.58731 2 547.2976074 0.57420541 0.000313972 21.00280529IPDEIIDMVKEEVVAK 2 6912486 3xTMT6plex [N-Term; K10; K16] 1.988 2.920996666 6.62 1 2515.466024 3 839.1591187 -1.28046769 -0.001073658 112.4007491MPECYIR 4 6912486 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.157 1.135 2.499708414 16.25 0 1197.595766 2 599.3023682 1.413839438 0.000846604 39.312499686912490 MAFF transcription factor MafF isoform a 23764 NP_036455.1 29.26829268 1 3 3 16 164 17.749 9.8 0.77 0.7 0.85 0.77 Significant 0.00313 GPATLVAPASVITIVK 12 6912490 2xTMT6plex [N-Term; K16] 0.762 0.697 0.85 4.782471657 63.37 0 1995.261819 2 998.1349487 0.401677078 0.000400725 92.70402668GLSAEEVTR 2 6912490 1xTMT6plex [N-Term] 0.805 3.190743208 35.41 0 1190.657832 2 595.8327637 0.351439128 0.000209222 28.18732117STPGSGSGPAHGPDPAHGPASCS 2 6912490 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 2.551501513 0.54 0 2317.046487 3 773.0209961 0.840639694 0.000649267 20.08817895

6912494 MAPRE1 microtubule-associated protein RP/EB family member 1 22919 NP_036457.1 62.31343284 1 14 16 123 268 29.98 5.14 1.29 1.23 1.33 1.28 Significant 0.000512
NIELICQENEGENDPVLQR 6 6912494 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.388 1.223 1.444 6.360846519 46.8 0 2499.234682 3 833.7505493 0.965451238 0.000804296 56.937676IVDILYATDEGFVIPDEGGPQEEQEEY 14 6912494 1xTMT6plex [N-Term] 1.539 1.796 3.703949213 41.74 0 3284.55718 3 1095.525391 1.351297833 0.001479472 106.6729772QGQETAVAPSLVAPALNKPK 10 6912494 3xTMT6plex [N-Term; K18; K20] 1.62 1.337 1.203 6.228138447 44.31 0 2706.612111 3 902.8743896 -1.291383672 -0.001165092 62.72230882HDMLAWINESLQLNLTK 11 6912494 2xTMT6plex [N-Term; K17]; 1xOxidation [M3] 1.805 1.742 1.419 4.293137074 38.65 0 2500.363401 3 834.1263428 0.429621675 0.00035807 82.51089408FFDANYDGKDYDPVAAR 4 6912494 2xTMT6plex [N-Term; K9] 2.229 0.515 0.418 3.655796289 10.17 1 2422.207946 3 808.0740356 -0.161842589 -0.000130672 61.61564548KFFDANYDGK 8 6912494 3xTMT6plex [N-Term; K1; K10] 1.105 0.987 1.121 4.334618092 28.38 1 1892.05211 3 631.3556519 0.154417738 9.74E-05 51.11573208GKFQDNFEFVQWFK 5 6912494 3xTMT6plex [N-Term; K2; K14] 3.38 4.355 3.902 4.531274796 10.35 1 2507.369027 3 836.4622192 1.22721658 0.001025695 93.31630061FQDNFEFVQWFK 16 6912494 2xTMT6plex [N-Term; K12] 1.286 1.301 1.396 3.897191763 47.3 0 2093.089669 2 1047.050781 2.205901672 0.002308575 103.5150649LEHEYIQNFK 8 6912494 2xTMT6plex [N-Term; K10] 1.457 1.391 1.385 4.484391212 31.46 0 1778.984141 3 593.6658325 -0.672744281 -0.000398934 48.83985776LTVEDLEKER 6 6912494 2xTMT6plex [N-Term; K8] 1.224 1.545 2.006 4.80730629 25.86 1 1689.978721 3 563.9978638 0.187409812 0.000105573 48.62658494FFDANYDGK 6 6912494 2xTMT6plex [N-Term; K9] 1.047 0.968 0.955 3.506744623 35.97 0 1534.794215 2 767.9005737 -0.224361715 -0.000172175 56.54730742KFFDANYDGKDYDPVAAR 6 6912494 3xTMT6plex [N-Term; K1; K10] 1.872 2.008 2.321 4.189761162 8.29 2 2779.465841 4 695.6242065 3.294025687 0.002288908 55.96002193

IEQLCSGAAYCQFMDMLFPGSIALK 3 6912494 2xTMT6plex [N-Term; K25]; 2xCarbamidomethyl [C5; C11] 100 2.606 3.596702099 6.45 0 3308.65919 3 1103.557129 -0.712273799 -0.000785557 112.6905893DYDPVAAR 6 6912494 1xTMT6plex [N-Term] 1.062 1.136 1.195 3.082257032 37.52 0 1135.594504 2 568.3005371 -0.621886816 -0.000353106 25.23674349LTVEDLEK 8 6912494 2xTMT6plex [N-Term; K8] 1.228 1.263 1.194 3.157849073 43.32 0 1404.835017 2 702.9204712 -0.962110974 -0.000675804 56.80362886ILQAGFK 6 6912494 2xTMT6plex [N-Term; K7] 1.134 1.488 1.497 2.88450551 26.87 0 1234.792365 2 617.8997803 -0.065552013 -4.05E-05 57.41472386
10800412 MAPRE3 microtubule-associated protein RP/EB family member 3 22924 NP_036458.2 15.3024911 1 3 6 38 281 31.962 5.54 0.93 1.19 1.02 1.05 Significant 0.00526

KFFDANYDGK 8 10800412 3xTMT6plex [N-Term; K1; K10] 1.105 0.987 1.121 4.334618092 28.38 1 1892.05211 3 631.3556519 0.154417738 9.74E-05 51.11573208LEHEYIHNFK 6 10800412 2xTMT6plex [N-Term; K10] 0.885 1.056 0.915 4.125407219 26.24 0 1787.984475 4 447.7523804 1.798742897 0.000804031 39.65989636FFDANYDGK 6 10800412 2xTMT6plex [N-Term; K9] 1.047 0.968 0.955 3.506744623 35.97 0 1534.794215 2 767.9005737 -0.224361715 -0.000172175 56.54730742LTVDGLEK 14 10800412 2xTMT6plex [N-Term; K8] 0.97 1.315 1.313 3.357235193 45.43 0 1332.813888 2 666.9107056 0.184919151 0.000123231 53.1729694DYNPLLAR 2 10800412 1xTMT6plex [N-Term] 0.741 2.798819542 29.6 0 1190.673088 2 595.8391113 -1.799355147 -0.001071222 43.36686421VLQAAFK 2 10800412 2xTMT6plex [N-Term; K7] 0.905 2.689324617 25.54 0 1234.792365 2 617.8995361 -0.460987929 -0.000284612 56.66108136
6912516 MSRA mitochondrial peptide methionine sulfoxide reductase isoform a precursor 4482 NP_036463.1 14.04255319 1 2 2 8 235 26.116 8.09 0.84 1.24 1.07 1.05 Significant 0.012

TVEPFPEGTQMAVFGMGCFWGAER 4 6912516 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.844 3.471791267 14.36 0 2933.362207 3 978.4555664 -3.4299553 -0.003353767 102.6071909SAIYPTSAK 4 6912516 2xTMT6plex [N-Term; K9] 1.235 1.065 3.481070042 36.75 0 1395.824787 2 698.4157104 -0.460517372 -0.000321401 35.6128524857242777 MYCBP C-Myc-binding protein 26292 NP_036465.2 45.63106796 1 4 4 27 103 11.959 5.91 0.79 0.77 0.74 0.77 Significant 0.000359 VLVALYEEPEKPNSALDFLK 10 57242777 3xTMT6plex [N-Term; K11; K20] 0.888 0.601 0.854 5.424499512 24.93 0 2962.710822 3 988.2416382 -0.15544859 -0.000153516 98.36747457LAQYEPPQEEK 9 57242777 2xTMT6plex [N-Term; K11] 0.743 0.707 0.654 4.257615089 46.21 0 1789.973636 2 895.4900513 -0.452532328 -0.00040501 41.25423548SGVLDTLTK 6 57242777 2xTMT6plex [N-Term; K9] 0.81 0.747 0.706 4.081255436 47.84 0 1391.851002 2 696.4273682 -2.544878633 -0.001771046 54.51921857LELAEMK 2 57242777 2xTMT6plex [N-Term; K7] 0.999 2.572353363 10.25 0 1291.76958 2 646.3881226 -0.473739916 -0.000305981 58.819524255953087 GTPBP4 nucleolar GTP-binding protein 1 23560 NP_036473.2 40.22082019 1 25 25 134 634 73.918 9.5 1.29 1.14 1.4 1.28 Significant 0.00347 IFTDLQSEGFPVIETSTLTEEGVIK 6 55953087 2xTMT6plex [N-Term; K25] 1.378 1.376 5.658379555 53.55 0 3211.738997 3 1071.251221 0.034719314 3.72E-05 105.1237022ADVDVQPYAFTTK 4 55953087 2xTMT6plex [N-Term; K13] 1.524 1.424 4.286099434 60.81 0 1913.04205 2 957.0240479 -0.643334983 -0.000615363 59.66242606NTIEMQAITALAHLR 6 55953087 1xTMT6plex [N-Term] 0.869 1.146 0.97 6.237382412 65.77 0 1911.068332 3 637.6933594 -1.469013406 -0.000935795 92.05348657IPEIWEGHNIADYIDPAIMK 10 55953087 2xTMT6plex [N-Term; K20] 0.817 1.184 1.286 4.603570938 31.78 0 2783.484244 3 928.4945679 -5.422486853 -0.005031136 100.335264LALGQINIAK 8 55953087 2xTMT6plex [N-Term; K10] 1.311 1.431 1.612 4.404531956 59.17 0 1498.97212 2 749.9891968 -0.669162087 -0.000501528 70.82708006QSLEYLEQVR 4 55953087 1xTMT6plex [N-Term] 1.09 1.129 3.589153767 50.55 0 1493.816124 2 747.4118652 0.221003606 0.000165069 52.54076865SLGVDMDDKDDAHYAVQAR 6 55953087 2xTMT6plex [N-Term; K9] 1.364 1.289 0.814 5.690779209 23.07 1 2564.281521 4 641.8255615 -0.430922362 -0.000276252 43.13397991IAELSEDDQK 6 55953087 2xTMT6plex [N-Term; K10] 1.435 1.833 1.489 4.09919405 49.36 0 1605.873588 2 803.4398804 -0.687138652 -0.000551729 42.14038343YWDLMNLSEK 2 55953087 2xTMT6plex [N-Term; K10] 1.175 3.215129852 43.92 0 1756.934414 2 878.9712524 0.463598872 0.000407256 79.9202484LSQILTDFPK 12 55953087 2xTMT6plex [N-Term; K10] 1.433 1.467 1.46 3.887749195 39 0 1619.977265 3 540.6638184 -0.224109241 -0.000121017 86.915721DFIDLTLSK 6 55953087 2xTMT6plex [N-Term; K9] 1.278 1.388 1.536 4.201991081 50.06 0 1509.892867 2 755.4504395 0.487257253 0.000367853 76.43091209DDKERPPFIPEGVVAR 2 55953087 2xTMT6plex [N-Term; K3] 1.367 5.468406677 19.89 1 2283.286137 4 571.5762329 -1.32911479 -0.000758687 51.86603519EDSAPPSSVAR 8 55953087 1xTMT6plex [N-Term] 1.335 1.31 1.272 3.583394766 34.88 0 1344.695674 2 672.8514404 -0.052071726 -3.50E-05 18.28398275KITVVPSAK 6 55953087 3xTMT6plex [N-Term; K1; K9] 1.07 1.396 0.746 3.462934256 13.21 1 1630.087039 3 544.0338135 -0.09326515 -5.07E-05 46.98889935NLVDNVAK 6 55953087 2xTMT6plex [N-Term; K8] 1.351 1.337 1.533 3.770250559 47.32 0 1330.809471 2 665.9074097 -1.449248825 -0.000964337 43.75906697FTQQNYHDR 4 55953087 1xTMT6plex [N-Term] 1.72 1.541 3.01744175 18.26 0 1437.707242 3 479.9079285 1.384232014 0.000663373 19.39867385KTPTVIHK 7 55953087 3xTMT6plex [N-Term; K1; K8] 1.547 0.686 1.527 3.852675676 13.93 1 1611.056073 4 403.519165 -0.771657654 -0.000310796 31.83300491TPTVIHK 3 55953087 2xTMT6plex [N-Term; K7] 1.569 1.692 2.120737553 12.19 0 1253.798178 3 418.6044617 0.521024657 0.000217753 31.50081026LPTIDPNTR 6 55953087 1xTMT6plex [N-Term] 1.232 1.268 1.296 2.445099831 18.96 0 1255.720767 2 628.3637085 -0.498930836 -0.000313259 42.72085252KLEELEKEEELR 6 55953087 3xTMT6plex [N-Term; K1; K7] 1.642 1.519 1.832 3.586081743 13.96 2 2232.305424 4 558.831665 -0.265982308 -0.000148438 49.64885526ITVVPSAK 2 55953087 2xTMT6plex [N-Term; K8] 1.296 2.919593096 32.69 0 1272.829144 2 636.918335 0.195667954 0.000124526 45.71378513VNEVLNR 6 55953087 1xTMT6plex [N-Term] 1.309 1.374 1.572 3.036084414 35.84 0 1072.631224 2 536.8186646 -1.091911564 -0.000585609 31.46282154HVFDMKPK 2 55953087 3xTMT6plex [N-Term; K6; K8] 1.106 2.309839487 2.79 0 1689.012494 4 423.0088806 0.709574939 0.00029962 39.45802163KLEELEK 4 55953087 3xTMT6plex [N-Term; K1; K7] 0.322 0.991 2.371398926 6.64 1 1575.99247 3 526.0018921 -0.854756919 -0.00044903 42.73051812YGDSLYR 2 55953087 1xTMT6plex [N-Term] 0.81 2.14328742 10.54 0 1102.57304 2 551.7902222 0.11572561 6.38E-05 29.65237461122939155 NNT NAD(P) transhydrogenase, mitochondrial 23530 NP_036475.3 1.933701657 1 2 2 6 1086 113.823 8.09 0.61 0.44 0.73 0.59 Significant 0.0195
ESGEGQGGYAK 4 122939155 2xTMT6plex [N-Term; K11] 0.608 0.728 3.54959631 38.26 0 1540.800757 2 770.9009399 -3.993888995 -0.003076894 20.64777073AQYPIADLVK 2 122939155 2xTMT6plex [N-Term; K10] 0.444 3.720027685 67.46 0 1575.95105 2 788.479248 0.107435919 8.47E-05 68.75672321166235148 OSTF1 osteoclast-stimulating factor 1 26578 NP_036515.4 41.12149533 1 7 7 46 214 23.772 5.68 0.84 0.9 0.91 0.88 Significant 0.000612 TGLIPSNYVAEQAESIDNPLHEAAK 4 166235148 2xTMT6plex [N-Term; K25] 0.687 0.926 5.583257198 44.35 0 3125.651914 3 1042.557495 1.925477221 0.002006124 77.38049744

LAFDMATNAACASLLK 8 166235148 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 0.746 0.894 0.81 4.801390648 68.88 0 2155.165553 2 1078.085083 -1.235814284 -0.001331692 88.22298195
KLAFDMATNAACASLLK 2 166235148 3xTMT6plex [N-Term; K1; K17]; 1xCarbamidomethyl [C12] 1.06 4.630529404 30.18 1 2512.423448 3 838.1445923 -1.681298801 -0.001408045 80.80695202

DIVEMLFTQPNIELNQQNK 8 166235148 2xTMT6plex [N-Term; K19] 1.152 0.972 5.029886723 58.61 0 2732.469322 3 911.4940186 -0.66589071 -0.000606509 101.0708534GYADIVQLLLAK 12 166235148 2xTMT6plex [N-Term; K12] 0.953 0.91 0.923 4.606744289 72.86 0 1762.087878 2 881.5478516 0.311338048 0.000274303 112.2517292GNLSWLR 6 166235148 1xTMT6plex [N-Term] 0.826 0.812 0.861 2.320899963 23.58 0 1074.625744 2 537.8165894 0.146703109 7.88E-05 51.0524242ALYTFEPR 6 166235148 1xTMT6plex [N-Term] 0.626 0.789 1.876 2.855671167 27.08 0 1225.67784 2 613.3419189 -1.042883647 -0.00063912 61.726283266912582 PEF1 peflin 553115 NP_036524.1 15.14084507 1 5 5 31 284 30.361 6.54 1 1.25 0.91 1.05 Significant 0.0092 LSFEDFVTMTASR 15 6912582 1xTMT6plex [N-Term] 1.054 1.099 1.144 4.521698475 52.78 0 1732.877738 2 866.942688 0.20876058 0.000180878 86.5988158IDVYGFSALWK 6 6912582 2xTMT6plex [N-Term; K11] 0.761 0.657 0.766 3.941371441 41.28 0 1757.003814 3 586.3388672 -1.004925252 -0.000588552 96.14666457DTAVQGNIR 4 6912582 1xTMT6plex [N-Term] 1.09 1.205 3.203850031 29.72 0 1202.669066 2 601.8377075 -0.771002568 -0.00046363 19.83113246EKDTAVQGNIR 4 6912582 2xTMT6plex [N-Term; K2] 1.346 1.704 3.038616657 22.16 1 1688.969554 3 563.6608887 -0.853114476 -0.000480295 22.32974692NLFQQYDR 2 6912582 1xTMT6plex [N-Term] 0.628 3.273135185 13.02 0 1312.684716 2 656.8449097 -1.655404406 -0.001086512 53.0055867131657129 PFAS phosphoribosylformylglycinamidine synthase 5198 NP_036525.1 16.51718984 1 16 16 67 1338 144.643 5.76 0.98 1.1 1.07 1.05 Significant 0.00118 LNFSTPTSTNIVSVCR 6 31657129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.007 1.245 1.152 3.884672642 48.47 0 2025.063641 2 1013.034912 -0.53994908 -0.000546716 62.87420743KPPMLQPLALPPGLSVHQALER 5 31657129 2xTMT6plex [N-Term; K1] 0.818 0.974 1.021 6.271377087 27.65 0 2850.679196 4 713.4258423 0.822141134 0.000585915 81.84502794LSFAHPPSAEVEAIALATLHDR 6 31657129 1xTMT6plex [N-Term] 0.797 1.104 0.475 6.919000149 42.07 0 2574.387752 4 644.3529663 0.887032023 0.000570891 93.16439405LGGTALAQCFSQLGEHPPDLDLPENLVR 6 31657129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.926 0.866 7.001249313 33.44 0 3276.688427 3 1092.902832 1.683426384 0.001838688 94.98862915ELSDPAGAIIYTSR 7 31657129 1xTMT6plex [N-Term] 1.067 1.221 100 4.218606472 41.49 0 1721.927131 2 861.46875 1.796121302 0.001546395 56.16066471FGEPVLAGFAR 2 31657129 1xTMT6plex [N-Term] 1.083 3.737580776 30.36 0 1392.783701 2 696.895813 0.465152315 0.000323928 69.73037374ESWLLPGSNDLLLEVGPR 8 31657129 1xTMT6plex [N-Term] 1.117 0.917 1.396 4.205729961 37.63 0 2224.217499 3 742.0767212 -0.849020288 -0.000629469 97.42725637EWIKPIMFSGGIGSMEADHISK 2 31657129 3xTMT6plex [N-Term; K4; K22] 1.244 4.138872147 7.35 0 3120.682909 4 780.9251099 -1.377819215 -0.001074934 83.65986579AFSITQGLLK 2 31657129 2xTMT6plex [N-Term; K10] 0.843 3.664664984 43.93 0 1535.956136 2 768.4811401 -0.73693938 -0.000565953 78.80678193SLGLQLPDGQR 6 31657129 1xTMT6plex [N-Term] 0.898 1.077 0.97 3.552672863 39.46 0 1412.805893 2 706.9058838 -0.992678387 -0.000701231 49.66214055GDPEMEQK 4 31657129 2xTMT6plex [N-Term; K8] 0.912 0.996 3.048405409 19.91 0 1391.724087 2 696.3632202 -3.537289007 -0.002461465 38.01501835DFLTHVSAR 4 31657129 1xTMT6plex [N-Term] 1.137 1.125 3.129644871 16.26 0 1274.705451 3 425.5740051 1.577565121 0.00067031 37.35645049GQLHVDGQK 2 31657129 2xTMT6plex [N-Term; K9] 1.129 2.366593599 17.86 0 1439.837083 3 480.6173401 0.266650773 0.000127978 26.487017LPAVASK 2 31657129 2xTMT6plex [N-Term; K7] 1.152 2.063106298 17.72 0 1143.750166 2 572.3782349 -0.850372281 -0.000486307 45.75913447KEFFLQR 3 31657129 2xTMT6plex [N-Term; K1] 1.113 1.189 2.864267826 3.3 1 1425.861841 3 475.9579773 -1.727169606 -0.000820902 47.63035477IVLVDDR 2 31657129 1xTMT6plex [N-Term] 0.985 2.317940235 25.21 0 1058.640726 2 529.8240967 0.180400555 9.55E-05 42.419854912408675 PFDN2 prefoldin subunit 2 5202 NP_036526.2 68.83116883 1 9 9 70 154 16.638 6.58 1.01 1 0.97 0.99 Significant 0.000146 GAVSAEQVIAGFNR 22 12408675 1xTMT6plex [N-Term] 1.093 1.023 1.104 5.345678329 90.92 0 1647.901585 2 824.4545898 0.193250315 0.000159229 62.6742157AAELEMELNEHSLVIDTLK 6 12408675 2xTMT6plex [N-Term; K19] 1.023 0.973 0.816 5.620426655 60.36 0 2613.420975 3 871.8103027 -1.767735439 -0.001539946 90.05879249EVLPALENNKEQIQK 6 12408675 3xTMT6plex [N-Term; K10; K15] 1.423 1.301 1.497 4.279282093 5.87 1 2440.437835 3 814.1508179 0.02673835 2.18E-05 57.79929603IIETLTQQLQAK 11 12408675 2xTMT6plex [N-Term; K12] 0.944 0.929 4.069003105 28.9 0 1844.12572 3 615.3798828 -0.338747241 -0.000208231 89.32486153ENSEGAGAK 8 12408675 2xTMT6plex [N-Term; K9] 0.908 1.219 1.001 4.043983459 58.89 0 1320.715965 2 660.8615112 -0.165856299 -0.000109525 16.6982625MVGGVLVER 6 12408675 1xTMT6plex [N-Term] 0.87 0.832 0.793 2.530767918 22.91 0 1188.697195 2 594.8527222 0.818506127 0.000486478 45.52581315SSGSGAGK 4 12408675 2xTMT6plex [N-Term; K8] 0.819 0.81 3.117071152 20.25 0 1108.636258 2 554.8212891 -0.862884461 -0.000478312 15.74900189LMGEDEKPAAK 3 12408675 3xTMT6plex [N-Term; K7; K11] 0.817 0.847 0.921 2.353408098 0 1876.081696 3 626.0314941 -0.941599787 -0.000588839 42.51301448ASSAGVLVS 4 12408675 1xTMT6plex [N-Term] 1.017 1.051 1.824773192 30.62 0 1019.593441 2 510.3002319 -0.24908243 -0.000126981 35.53474987149363636 PLXNB2 plexin-B2 precursor 23654 NP_036533.2 24.86398259 1 35 35 212 1838 204.997 6.24 1.04 1.04 1.02 1.03 Significant 0.0000416 DLVLSGDLGSLYAMTQDK 8 149363636 2xTMT6plex [N-Term; K18] 1.215 1.125 5.078910828 50.49 0 2384.278333 3 795.4303589 -0.759143686 -0.000603337 94.46916372SFLINFIHTLENQR 12 149363636 1xTMT6plex [N-Term] 1.158 1.191 1.237 4.961789608 45.58 0 1961.080611 3 654.3639526 -1.68623351 -0.00110228 108.2512756RPVVEQALYQFSNLLNSK 12 149363636 2xTMT6plex [N-Term; K18] 1.107 1.238 1.099 6.483412743 34.71 0 2564.460078 4 641.8717041 1.914058359 0.001227132 102.9762295AMTLQEAEAFVGAER 18 149363636 1xTMT6plex [N-Term] 0.937 1.161 1.187 5.501059532 65.94 0 1851.947214 3 617.9870605 -0.316250577 -0.000195226 74.85536365YYDEIINALEEDPAAQK 6 149363636 2xTMT6plex [N-Term; K17] 0.835 1.138 100 4.449750423 27.99 0 2440.264792 3 814.0903931 -3.346297012 -0.00272195 86.73740885
LPVQECLSYPTCTQCR 6 149363636 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C6; C12; C15] 1.352 1.268 3.939821959 21.28 0 2241.06636 2 1121.036255 -0.503039265 -0.000563672 54.86131101
FGAQLQCVTGPQATR 4 149363636 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.235 2.322 4.720645905 55.51 0 1862.974432 2 931.991333 0.51379429 0.000478593 50.40068084LQQIAAALENK 20 149363636 2xTMT6plex [N-Term; K11] 1.23 1.148 1.068 5.051068783 63.75 0 1657.004877 2 829.0057983 -0.335853153 -0.000278255 87.92427145AHTDSLNTLVALHQLYQYTQK 6 149363636 2xTMT6plex [N-Term; K21] 0.944 0.789 1.253 8.995515823 42.51 0 2902.582712 4 726.4005737 -0.774171952 -0.000561775 81.81846623

TLTETDLYCEPPEVQPPPK 4 149363636 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C9] 0.912 1.409 4.522666931 26.21 0 2672.389341 3 891.4690552 1.224248014 0.001090556 63.87165836
LFYEDGSGEK 6 149363636 2xTMT6plex [N-Term; K10] 0.876 0.918 1.049 3.259492159 37.57 0 1602.841559 2 801.9226074 -2.259116772 -0.001810503 46.8473831SQLEGLEESVR 6 149363636 1xTMT6plex [N-Term] 0.906 1.051 1.01 4.409002781 63.16 0 1475.790303 2 738.3990479 0.349801136 0.000258117 47.04825083YFFDFLDEQAEK 6 149363636 2xTMT6plex [N-Term; K12] 1.105 0.947 1.167 3.288398981 47.36 0 2010.026065 3 670.6802368 0.045680611 3.06E-05 93.49754556

SSGGPGAGLCLFPLDK 4 149363636 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 1.022 0.914 4.908687592 31.91 0 2034.109418 3 678.7069702 -1.504715253 -0.001020252 83.52382178
VYLTPDGTSSEYDSILVEINKR 3 149363636 2xTMT6plex [N-Term; K21] 1.347 4.703411102 8.8 1 2957.587188 3 986.5327759 -1.154286607 -0.001137968 82.79052353DTTHNLPEFIVK 7 149363636 2xTMT6plex [N-Term; K12] 1.048 1.023 1.001 3.987647533 24.57 0 1872.06312 3 624.6917725 -1.258241329 -0.000785169 59.49954681ELNHLAVDEASGVVYLGAVNALYQLDAK 2 149363636 2xTMT6plex [N-Term; K28] 0.223 3.22355175 6.07 0 3430.862241 4 858.4712524 0.273734577 0.000234786 108.8894231GSSLHVGSDLLK 6 149363636 2xTMT6plex [N-Term; K12] 0.99 1.054 0.951 4.125890732 29.4 0 1670.984141 3 557.6658325 -0.716225473 -0.000398934 50.89321541EASPNPEDGIVR 6 149363636 1xTMT6plex [N-Term] 1.023 0.957 0.975 4.349093437 55.33 0 1512.785552 2 756.8963013 -0.149327799 -0.00011295 30.18157427DSQDPYCGWCVVEGR 6 149363636 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C10] 1.618 1.474 1.377 3.407863617 36.77 0 2056.905426 2 1028.952515 -3.730595985 -0.003836742 50.9325656
VYLTPDGTSSEYDSILVEINK 4 149363636 2xTMT6plex [N-Term; K21] 1.412 0.925 4.304382324 26.49 0 2801.486077 3 934.4995728 -0.682608526 -0.000637439 90.06668542VGVSQQPEDSQQDLPGER 8 149363636 1xTMT6plex [N-Term] 0.644 100 4.078494072 23.16 0 2198.088669 2 1099.546997 -0.887948426 -0.000975895 34.68437522DSAGEPLYK 6 149363636 2xTMT6plex [N-Term; K9] 0.826 0.739 0.911 3.638154984 43.23 0 1437.798966 2 719.4013062 -2.525064628 -0.001815268 32.75009389

LVECGSLFK 6 149363636 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 0.981 1.083 0.962 3.88599658 38.03 0 1510.870357 2 755.9382935 -0.693021696 -0.000523533 62.73170562AITEIYLTR 4 149363636 1xTMT6plex [N-Term] 0.9 0.98 2.910395384 17.35 0 1308.772468 2 654.8898926 0.030896318 2.02E-05 56.27230673AEEASHWLWSR 2 149363636 1xTMT6plex [N-Term] 1.234 2.347905636 7.01 0 1600.806956 3 534.2735596 -0.518837739 -0.000276853 48.87316927IQPETGPLGGGIR 4 149363636 1xTMT6plex [N-Term] 0.879 0.994 3.296054602 43.03 0 1523.874307 2 762.4391479 -2.157665856 -0.001644006 47.5002269DGATLILSK 2 149363636 2xTMT6plex [N-Term; K9] 0.274 2.452415943 7.66 0 1375.856087 2 688.4313965 -0.414906221 -0.000285426 57.17173582MVEDYYK 6 149363636 2xTMT6plex [N-Term; K7] 1.199 0.843 0.872 2.715189219 36.82 0 1405.74376 2 703.374939 -0.823969735 -0.000579145 42.99007314VFFLPSK 8 149363636 2xTMT6plex [N-Term; K7] 0.926 0.982 1.056 2.716722965 24.27 0 1295.812766 2 648.4105225 0.773523692 0.000501171 76.37860724FWVNILK 2 149363636 2xTMT6plex [N-Term; K7] 1.263 3.064239502 24.06 0 1377.865864 2 689.4369507 0.552018311 0.000380304 93.15358979EAFEAYTDHATYK 1 149363636 2xTMT6plex [N-Term; K13] 0.844 2.992237091 0 2004.011478 3 668.6756592 0.472237346 0.000315456 44.88087IIDQVYR 6 149363636 1xTMT6plex [N-Term] 1.125 0.988 1.046 2.783897877 25.7 0 1135.667275 2 568.3370361 -0.421958425 -0.000239602 41.02503848WTCQWDLR 4 149363636 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.875 1.648 2.38220191 10.33 0 1393.688421 2 697.3477783 -0.101327795 -7.06E-05 58.81341455GNIFLTSYQYPFYDCR 1 149363636 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.442 2.768858194 0 2273.089856 3 758.3674316 -0.930045999 -0.000704693 78.14458825
6912430 ICMT protein-S-isoprenylcysteine O-methyltransferase 23463 NP_036537.1 3.521126761 1 1 1 6 284 31.917 7.96 1.67 1.55 1.48 1.57 Significant 0.00125

RVPTGLPFIK 6 6912430 2xTMT6plex [N-Term; K10] 1.67 1.549 1.483 4.41066885 19.59 1 1586.019405 3 529.3452148 1.063506061 0.000562247 65.35641794
19923790 RAB3GAP2 rab3 GTPase-activating protein non-catalytic subunit 25782 NP_036546.2 29.64824121 1 35 35 205 1393 155.886 5.62 1.07 1.12 1.1 1.1 Significant 0.000175

TVNVPFHLALSDK 6 19923790 2xTMT6plex [N-Term; K13] 0.948 0.996 1.08 4.747349262 42.04 0 1899.110404 3 633.7073364 -1.552391398 -0.000982721 70.96935067AAASGNENIQPPPLAYK 2 19923790 2xTMT6plex [N-Term; K17] 1.003 4.958149433 51.52 0 2199.217388 3 733.7438965 -0.114616625 -8.40E-05 55.46512493ADFSPFGNSQGPSR 4 19923790 1xTMT6plex [N-Term] 0.792 0.778 3.979203224 57.14 0 1695.828814 2 848.4176025 -0.521934683 -0.000442556 45.03177315QLEDCLILQTLLHSK 10 19923790 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 1.167 1.319 1.306 4.719709396 43.94 0 2269.29901 3 757.1040649 -0.602884757 -0.000456042 98.19579494
DQDWPALAVDLAHHLQVSEDVVR 6 19923790 1xTMT6plex [N-Term] 1.105 1.075 1.028 6.441103935 47.58 0 2842.468521 4 711.3724976 -0.126930385 -9.02E-05 96.59157957DLTSIQLLPSGEMDPNFISVR 12 19923790 1xTMT6plex [N-Term] 1.223 1.075 1.011 5.769845963 49.76 0 2561.348255 3 854.4541016 -0.196491242 -0.000167761 93.04733199

DILDKPQSICCLHTMLSLLSK 4 19923790 3xTMT6plex [N-Term; K5; K21]; 2xCarbamidomethyl [C10; C11] 1.433 1.26 5.511961937 17.73 0 3159.754695 4 790.692688 -1.826897159 -0.001443137 102.9253873
SQELESVDEGLLQFCANK 6 19923790 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C15] 1.041 1.273 1.348 5.81954813 65.2 0 2525.295775 3 842.4317017 -6.028161012 -0.005074297 79.22001056VSSLQAEPLPR 4 19923790 1xTMT6plex [N-Term] 1.001 0.507 3.428244829 43.52 0 1425.826295 2 713.416626 -0.223853969 -0.000159588 46.21953831SPNLDLVETEIK 6 19923790 2xTMT6plex [N-Term; K12] 0.957 0.986 0.928 5.434903622 69.41 0 1816.046801 2 908.5278931 0.940874878 0.000854336 74.199465VVSAAVQAQHSATK 6 19923790 2xTMT6plex [N-Term; K14] 1.033 1.017 1.061 4.922302723 53.35 0 1855.080167 3 619.0309448 -1.016369738 -0.000628482 35.95180032VAQFLVIYAPR 8 19923790 1xTMT6plex [N-Term] 1.199 1.388 1.346 3.507001162 41.24 0 1505.904151 2 753.454834 -1.168468291 -0.000879801 83.51229037TFLEYLEYEKDVLNIK 12 19923790 3xTMT6plex [N-Term; K10; K16] 1.674 1.5 1.803 4.887227535 25.07 1 2704.541631 4 676.890625 -0.355428065 -0.000240317 106.2915068DAQIGWIQTVEDLHER 4 19923790 1xTMT6plex [N-Term] 1.427 1.339 4.955864906 43.91 0 2139.103197 3 713.7058716 -0.063477024 -4.53E-05 72.74097634NITQTLMDTLK 5 19923790 2xTMT6plex [N-Term; K11] 1.849 1.077 1.102 4.596787453 43.37 0 1736.002828 2 868.5037231 -1.531075235 -0.001328975 83.17384946AMDPQDLQNTEVPIATTAK 12 19923790 2xTMT6plex [N-Term; K19] 1.112 1.065 1.143 5.942839622 51.27 0 2501.33216 3 834.4467773 -2.551060132 -0.002127016 61.67588349KQALESILASER 4 19923790 2xTMT6plex [N-Term; K1] 1.035 0.779 3.904781103 29.81 1 1803.074019 3 601.6956177 -0.953312309 -0.000572964 58.51311289TVNVPFHLALSDKK 2 19923790 3xTMT6plex [N-Term; K13; K14] 1.498 3.532835245 7 1 2256.368299 4 564.8477783 0.43621037 0.000246063 69.33046924VKDPTEEATPTPFGK 10 19923790 3xTMT6plex [N-Term; K2; K15] 1.011 1.038 1.16 5.650381088 31.2 1 2304.305424 3 768.7746582 1.734722026 0.001332443 50.46834178LAHALLHTQTK 8 19923790 2xTMT6plex [N-Term; K11] 1.138 1.184 1.18 4.202628613 35.13 0 1691.036845 4 423.5145569 -0.264790763 -0.000111943 38.64161376VEPATPLAVR 2 19923790 1xTMT6plex [N-Term] 1.4 2.95592761 36.74 0 1281.772802 2 641.3898926 -0.229318136 -0.000146967 55.83438333TFLEYLEYEK 4 19923790 2xTMT6plex [N-Term; K10] 0.73 1.246 3.272727728 21.33 0 1792.977324 2 896.9924927 0.214370565 0.000192181 86.5465354SKHEEEAVQK 4 19923790 3xTMT6plex [N-Term; K2; K10] 1.056 1.087 3.294676304 11.12 1 1872.079387 4 468.7750549 -0.532895904 -0.000249406 20.42699541FSAATYLMDK 2 19923790 2xTMT6plex [N-Term; K10] 1.035 2.228411436 11.02 0 1604.875836 2 802.9403076 -1.556317049 -0.001248848 71.89728771EEILSGALR 2 19923790 1xTMT6plex [N-Term] 1.121 3.107615232 35.2 0 1216.709868 2 608.8583984 -0.285692595 -0.000173802 48.29202444



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

DAENPDEPKEGVNR 2 19923790 2xTMT6plex [N-Term; K9] 1.803 3.687232494 12.28 1 2028.039818 3 676.6844482 -0.506086433 -0.000342121 19.95354398VILLDVAR 10 19923790 1xTMT6plex [N-Term] 0.944 0.99 1.265 3.216821432 41.34 0 1127.73496 2 564.3688354 -4.049011268 -0.002283106 64.3619779DFLFPHLR 6 19923790 1xTMT6plex [N-Term] 0.98 1.19 3.103708506 26.09 0 1273.725458 3 425.2467041 0.079000296 3.35E-05 64.05663349LPPTLCTWLK 12 19923790 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.103 1.16 0.986 3.115061045 44.43 0 1687.001706 2 844.0045166 0.030078882 2.54E-05 87.98059742
KLAALLK 2 19923790 3xTMT6plex [N-Term; K1; K7] 1.494 3.472002268 12.28 1 1444.022983 3 482.0126953 0.381003285 0.000183393 62.60272665VIELLPEK 12 19923790 2xTMT6plex [N-Term; K8] 1.085 1.04 1.046 3.289588928 31.26 0 1398.897224 2 699.9527588 0.727150006 0.000508604 72.32875293LQALLEK 8 19923790 2xTMT6plex [N-Term; K7] 0.983 1.101 3.288376808 32.04 0 1272.829144 2 636.9177246 -0.763379166 -0.000485826 69.88849392AVFLVPK 4 19923790 2xTMT6plex [N-Term; K7] 1.152 1.15 2.386913538 26.37 0 1231.817851 2 616.4111328 -2.323683649 -0.001431177 64.71961474LPFSCLR 4 19923790 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.209 1.265 2.673764467 16.89 0 1121.633867 2 561.3201294 -0.788520179 -0.000442215 61.36699731LLYPGYK 4 19923790 2xTMT6plex [N-Term; K7] 0.879 1.301 2.165234566 16.29 0 1311.807681 2 656.4063721 -1.687015107 -0.00110652 57.0582075245331213 RANBP6 ran-binding protein 6 isoform 1 26953 NP_036548.1 3.800904977 1 1 4 41 1105 124.633 5.01 1.16 1.24 0.84 1.08 Significant 0.0126 FVPYYDLFMPSLK 22 45331213 2xTMT6plex [N-Term; K13] 1.127 1.259 1.176 3.976233721 35.8 0 2078.143678 3 698.7175293 -0.266706023 -0.000186173 99.86744301EGFVEYTEQVVK 6 45331213 2xTMT6plex [N-Term; K12] 1.077 1.06 1.137 4.656679153 66.51 0 1886.031151 2 943.5188599 -0.375218319 -0.000353837 71.16558895FVPYYDIFMPSLK 28 45331213 2xTMT6plex [N-Term; K13]; 1xOxidation [M9] 1.117 1.341 1.18 3.535931826 36.71 0 2094.138593 3 698.7175293 -0.266706023 -0.000186173 99.86744301LCDIFAVLAR 6 45331213 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.159 1.241 0.837 3.774275064 47.7 0 1406.802723 2 703.9038696 -1.606516785 -0.001130026 99.59294382LMVPLLK 4 45331213 2xTMT6plex [N-Term; K7] 1.057 1.082 2.821388006 18.32 0 1271.852522 2 636.4291382 -1.197114277 -0.000761276 85.67096677

6912630 IFIT5 interferon-induced protein with tetratricopeptide repeats 5 24138 NP_036552.1 28.42323651 1 10 10 53 482 55.812 7.4 0.58 0.63 0.64 0.62 Significant 0.000905
VDELISSAIFHFK 10 6912630 2xTMT6plex [N-Term; K13] 0.452 0.547 0.508 4.200735092 47.58 0 1964.12572 3 655.3791504 -1.436750253 -0.000940653 103.8565879ALEVEPDNPEFNIGYAITVYR 6 6912630 1xTMT6plex [N-Term] 1.51 0.82 100 4.208276272 27.58 0 2639.355449 3 880.4587402 2.356216601 0.002072964 90.17687076

DALECLEQAEEIIQQEHSDKEEVR 9 6912630 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C5] 0.668 0.733 0.835 7.313658237 31.92 1 3356.668034 4 839.9212036 -1.504359926 -0.001262409 83.21885691
LCHNALDVQSLSALGFVYK 6 6912630 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C2] 0.866 0.678 0.708 6.406296253 42.77 0 2593.42125 3 865.1477661 2.890047208 0.00249837 90.15147809

AVTLNPDNSYIK 2 6912630 2xTMT6plex [N-Term; K12] 0.857 3.986758232 48.51 0 1793.02092 2 897.0140381 -0.067449366 -6.05E-05 54.71893526YIEEILDQISSQPYVLR 4 6912630 1xTMT6plex [N-Term] 0.804 1.361 3.436379433 11.93 0 2295.243379 3 765.7523193 -0.424496241 -0.000324774 111.7051649LKVDELISSAIFHFK 4 6912630 3xTMT6plex [N-Term; K2; K15] 0.822 0.768 3.83490181 13.22 1 2434.467679 4 609.3718262 -0.905315983 -0.000550991 110.9177686LQDVHAEAEGEK 4 6912630 2xTMT6plex [N-Term; K12] 0.529 0.529 4.255165577 17.66 0 1783.959048 3 595.3230591 -2.480148807 -0.001474828 30.96122391LSSPSNYK 6 6912630 2xTMT6plex [N-Term; K8] 0.664 0.517 0.657 3.155293226 36.47 0 1353.777837 2 677.3919067 -0.960307816 -0.000650022 35.31990183LENITDDHK 2 6912630 2xTMT6plex [N-Term; K9] 0.672 2.880212545 26.69 0 1542.852793 3 514.9559326 0.292945357 0.000150657 35.460452486912634 RPL13A 60S ribosomal protein L13a isoform 1 23521 NP_036555.1 43.34975369 1 12 12 211 203 23.562 10.93 1 1.01 0.99 1 Significant 0.0000333 YQAVTATLEEK 38 6912634 2xTMT6plex [N-Term; K11] 1.011 0.95 1.084 4.833063602 70.05 0 1710.967822 2 855.9871216 -0.500164834 -0.000427883 55.83424833CEGINISGNFYR 12 6912634 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.41 1.173 1.504 4.132072449 59.71 0 1658.815806 2 829.9111938 -0.419175345 -0.000347667 52.1039626LAAIVAKQVLLGR 2 6912634 2xTMT6plex [N-Term; K7] 0.238 2.95638752 11.63 1 1810.204245 3 604.0728149 -0.195273976 -0.000117829 90.04768662VFDGIPPPYDK 68 6912634 2xTMT6plex [N-Term; K11] 0.942 0.971 0.903 4.129337788 57.11 0 1705.956529 2 853.4785767 -3.899700592 -0.00332636 65.6495965VFDGIPPPYDKK 8 6912634 3xTMT6plex [N-Term; K11; K12] 1.072 1.336 1.196 3.853790998 17.49 1 2063.214424 3 688.4096069 -0.076012079 -5.23E-05 61.59012625MVVPAALK 12 6912634 2xTMT6plex [N-Term; K8] 0.979 0.891 0.953 3.107041597 42.66 0 1286.827036 2 643.9173584 0.314235607 0.000202183 61.33988355LAHEVGWK 30 6912634 2xTMT6plex [N-Term; K8] 1.011 1.008 0.985 3.496928215 39.47 0 1397.830541 2 699.4196777 1.100010842 0.000768814 42.86089827IDKYTEVLK 13 6912634 3xTMT6plex [N-Term; K3; K9] 1.096 1.233 1.08 3.824637413 9.18 1 1796.113648 3 599.3757935 -0.456913685 -0.000273556 55.89942825KIDKYTEVLK 2 6912634 4xTMT6plex [N-Term; K1; K4; K10] 2.328 2.760751009 0.69 2 2153.371543 4 539.0977783 -1.049214548 -0.000564837 52.62615563GQAALDR 4 6912634 1xTMT6plex [N-Term] 1.01 2.649731159 41.52 0 959.5471598 2 480.2774353 0.452521238 0.000217108 21.52363079LAAIVAK 20 6912634 2xTMT6plex [N-Term; K7] 1.08 1.101 1.083 3.115822077 31.98 0 1143.786551 2 572.3970947 0.316136892 0.000180797 56.56407462KFAYLGR 2 6912634 2xTMT6plex [N-Term; K1] 1.399 1.84859252 11.73 1 1312.814163 3 438.2752991 -2.147267513 -0.000939654 41.478586876912638 RSU1 ras suppressor protein 1 isoform 1 6251 NP_036557.1 41.87725632 1 9 9 61 277 31.521 8.65 0.92 0.87 0.89 0.89 Significant 0.000264 AENNPWVTPIADQFQLGVSHVFEYIR 2 6912638 1xTMT6plex [N-Term] 0.855 7.689639568 53.94 0 3259.673763 3 1087.226685 -2.53470122 -0.0027541 112.2551742ALYLSDNDFEILPPDIGK 14 6912638 2xTMT6plex [N-Term; K18] 0.979 0.884 0.935 5.173563004 60.92 0 2478.353213 3 826.7890015 -0.307363561 -0.000253918 95.46092757LTMVPPNIAELK 10 6912638 2xTMT6plex [N-Term; K12] 0.978 0.968 3.751131296 45.23 0 1784.075599 2 892.5405273 -1.020468248 -0.000910296 82.80511238LTVLPPELGNLDLTGQK 4 6912638 2xTMT6plex [N-Term; K17] 0.708 0.734 4.732102871 33.57 0 2266.342254 3 756.1182251 -0.940871586 -0.000710779 94.90470313EIGELTQLK 14 6912638 2xTMT6plex [N-Term; K9] 0.899 0.884 0.872 3.940287828 41.02 0 1488.903766 2 744.9560547 0.716732018 0.000533573 58.52199834EKNQPEVDMSDR 2 6912638 2xTMT6plex [N-Term; K2] 0.804 3.653101206 1.4 1 1905.974047 3 635.9956055 -0.935691518 -0.000594468 23.06947705HLNLGMNR 5 6912638 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.919 0.959 0.918 2.113952398 19.27 0 1199.651642 3 400.5557861 0.969613508 0.000387733 22.29079199LQILSLR 6 6912638 1xTMT6plex [N-Term] 0.855 0.942 0.88 2.791439295 36.84 0 1071.708746 2 536.357666 -0.644166386 -0.000345179 65.24839826KLVEESR 4 6912638 2xTMT6plex [N-Term; K1] 1.125 1.049 2.455406189 6.84 1 1318.809471 3 440.2746582 -0.037936204 -1.67E-05 22.2354734854112121 SF3B3 splicing factor 3B subunit 3 23450 NP_036558.3 38.37304848 1 36 36 287 1217 135.492 5.26 1.38 1.4 1.42 1.4 Significant 0.000068 DYIVVGSDSGR 6 54112121 1xTMT6plex [N-Term] 1.403 1.559 1.207 4.231525898 47.02 0 1396.726974 2 698.866333 -1.134784682 -0.000792492 33.14664843SMFFFLAQTEQGDIFK 4 54112121 2xTMT6plex [N-Term; K16] 1.592 1.341 4.116715908 39.79 0 2367.245911 3 789.7530518 -0.553042063 -0.000436396 108.5084915LTISSPLEAHK 10 54112121 2xTMT6plex [N-Term; K11] 1.325 1.485 1.483 4.63517189 58.93 0 1653.993978 3 552.0025024 -0.618784467 -0.000341155 53.55714693FLAVGLVDNTVR 10 54112121 1xTMT6plex [N-Term] 1.188 1.058 1.3 4.260664463 44.23 0 1532.899794 2 766.9537964 0.34077468 0.000261187 77.08552111HGLEVSEMAVSELPGNPNAVWTVR 6 54112121 1xTMT6plex [N-Term] 1.361 1.231 1.481 6.913659096 51.46 0 2821.450428 3 941.1541748 -0.870869788 -0.000819039 76.19878925LGAVFNQVAFPLQYTPR 8 54112121 1xTMT6plex [N-Term] 1.135 1.219 1.167 4.277428627 35.91 0 2150.195976 3 717.4053345 2.546101858 0.001824873 94.30176792WVTTASLLDYDTVAGADK 14 54112121 2xTMT6plex [N-Term; K18] 1.544 1.484 1.613 5.267235756 59.73 0 2384.274963 2 1192.638672 -2.053232147 -0.002447735 84.00163134VIVSDVQESFIWVR 6 54112121 1xTMT6plex [N-Term] 0.951 1.497 4.678693295 52.28 0 1906.063564 2 953.5310669 -4.568211208 -0.00435365 90.12623051FSNTGEDWYVLVGVAK 16 54112121 2xTMT6plex [N-Term; K16] 1.534 1.65 1.798 4.190119267 53.83 0 2243.21124 2 1122.108276 -0.875599939 -0.000982078 91.59842232HIANYISGIQTIGHR 10 54112121 1xTMT6plex [N-Term] 1.03 1.112 2.231 4.723680019 31.31 0 1909.060545 3 637.0250854 0.082929615 5.28E-05 50.57998612KQQMAEEMVEAAGEDER 2 54112121 2xTMT6plex [N-Term; K1] 1.122 4.162227631 18.85 1 2409.17903 3 803.732605 1.756466146 0.001410547 53.03274832
YFDTVPVAAAMCVLK 24 54112121 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 1.488 1.445 1.588 4.878563404 47.83 0 2143.169576 3 715.060791 -0.819246011 -0.000585261 99.67743951NENQLIIFADDTYPR 4 54112121 1xTMT6plex [N-Term] 100 1.099 3.49177289 30.71 0 2038.044285 2 1019.526062 0.275721898 0.000280967 70.36097427MQGQEAVLAMSSR 6 54112121 1xTMT6plex [N-Term] 1.601 1.508 1.317 5.084129333 64.8 0 1636.834827 2 818.9177246 -4.065395689 -0.003327191 45.58567974TPVEEVPAAIAPFQGR 16 54112121 1xTMT6plex [N-Term] 1.679 1.363 1.336 4.68565464 44.18 0 1911.053728 2 956.0274658 -3.177838114 -0.00303651 66.98789285NVIDGDLCEQFNSMEPNK 8 54112121 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 1.434 1.355 1.363 4.443433762 51.26 0 2568.247444 3 856.7494507 -5.313128706 -0.004548476 65.88967329TVLDPVTGDLSDTR 14 54112121 1xTMT6plex [N-Term] 1.338 1.251 1.172 4.401469231 70.3 0 1717.91696 2 859.4622192 0.117623009 0.000101033 55.20253466IISLDPSDCLQPLSMQALPAQPESLCIVEMGGTEK 4 54112121 2xTMT6plex [N-Term; K35]; 2xCarbamidomethyl [C9; C26] 1.901 5.539417267 56.4 0 4286.183259 4 1072.305664 4.098653497 0.004391895 107.9570104

LPPNTNDEVDEDPTGNK 9 54112121 2xTMT6plex [N-Term; K17] 1.621 1.296 1.32 4.277094364 30.86 0 2313.161055 3 771.7237549 -1.877781728 -0.001447871 42.64439507MFLYNLTLQR 6 54112121 1xTMT6plex [N-Term] 1.121 1.119 1.209 3.979589224 31.46 0 1527.855486 2 764.4268799 -5.892602053 -0.004501522 79.86412602IVILEYQPSK 10 54112121 2xTMT6plex [N-Term; K10] 1.201 1.598 1.4 4.059051991 38.72 0 1648.008565 2 824.506897 -1.242514591 -0.001023837 71.35653133SWLSYSYQSR 6 54112121 1xTMT6plex [N-Term] 1.849 1.712 1.401 4.338758469 36.96 0 1505.758609 2 753.3825684 -0.497271771 -0.000374386 51.33607077GMIFVCSATHK 4 54112121 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.293 1.249 4.484167099 24.12 0 1708.927889 3 570.3143921 0.429543889 0.000244687 51.01978908
IVPGQFLAVDPK 18 54112121 2xTMT6plex [N-Term; K12] 1.421 1.369 1.371 4.432822704 45 0 1742.061663 3 581.3580322 -1.216805557 -0.000706583 80.71436532NFGDQPDIR 6 54112121 1xTMT6plex [N-Term] 1.352 1.438 1.027 3.415333986 42.87 0 1290.66398 2 645.835083 -0.84521176 -0.000545442 30.90824142ILELLRPDPNTGK 6 54112121 2xTMT6plex [N-Term; K13] 1.742 1.542 1.392 3.871985435 17.49 0 1924.163168 3 642.0594482 0.324024788 0.000207826 73.56323548AVMISAIEK 4 54112121 2xTMT6plex [N-Term; K9] 1.178 1.375 3.886488199 29.23 0 1419.864543 2 710.4356689 -0.339574206 -0.000241075 58.8512215IHQETFGK 10 54112121 2xTMT6plex [N-Term; K8] 1.381 1.547 1.318 3.808966637 41.38 0 1417.82037 2 709.4133911 -0.609959806 -0.000432407 30.32568884SEHPPLCGR 4 54112121 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.603 1.524 3.16815567 22.5 0 1281.657121 3 427.8905334 -0.057759756 -2.47E-05 17.99038927NVSEELDR 4 54112121 1xTMT6plex [N-Term] 1.085 1.715 3.058338404 24.62 0 1190.621447 2 595.8140869 -0.461567257 -0.000274776 22.93854093NDLDDPER 6 54112121 1xTMT6plex [N-Term] 1.371 1.145 1.185 2.630602121 19.53 0 1202.585061 2 601.7962036 0.057681211 3.47E-05 18.55306854QQEIVVSR 2 54112121 1xTMT6plex [N-Term] 1.266 2.903301954 16.32 0 1187.694552 2 594.350769 -0.244763321 -0.000145352 23.84284654QDELGER 2 54112121 1xTMT6plex [N-Term] 2.697 2.825026274 32.09 0 1075.558118 2 538.2828979 0.37281894 0.000200494 28.15105385VLIGVGK 12 54112121 2xTMT6plex [N-Term; K7] 1.469 1.525 1.502 2.687330008 31.64 0 1143.786551 2 572.3966064 -0.53766096 -0.000307485 54.12978796SYYFPVK 4 54112121 2xTMT6plex [N-Term; K7] 1.099 1.338 2.845703363 31.59 0 1361.786945 2 681.3954468 -2.443969172 -0.001664083 57.80988334DLILNPR 6 54112121 1xTMT6plex [N-Term] 1.446 1.449 1.451 2.785070181 33.12 0 1069.65671 2 535.3321533 0.299003056 0.000159915 41.773926576912646 NPTN neuroplastin isoform b precursor 27020 NP_036560.1 13.81909548 1 4 4 32 398 44.36 7.99 0.93 0.93 0.93 0.93 Non-Significant 1

AEDSGEYHCVYHFVSAPK 12 6912646 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 0.933 0.911 0.975 5.486721992 24.67 0 2554.24368 4 639.3166504 0.427575688 0.000273033 46.75308735IVTSEEVIIR 8 6912646 1xTMT6plex [N-Term] 0.895 1.023 0.882 4.479494572 52.26 0 1387.835797 2 694.4205933 -1.359430681 -0.000943333 56.36950103SVGYPHPDWIWR 6 6912646 1xTMT6plex [N-Term] 0.96 0.865 0.878 3.850753307 10.5 0 1741.901191 3 581.3045654 -1.175560903 -0.00068257 69.36518156SENKNEGQDATMYCK 6 6912646 3xTMT6plex [N-Term; K4; K15]; 1xCarbamidomethyl [C14] 0.763 0.899 0.973 4.796885014 13.69 1 2462.22587 3 821.4142456 0.939591463 0.000771162 28.47769159
7110715 SEC14L2 SEC14-like protein 2 isoform 1 23541 NP_036561.1 46.65012407 1 16 16 155 403 46.116 7.84 1.17 1.11 1.06 1.11 Significant 0.000815

ECELLLQECAHQTTK 8 7110715 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C2; C9] 1.353 1.575 1.428 6.098892212 55.69 0 2318.188473 3 773.3983154 -3.485566869 -0.0026934 45.56318257
HISPDQVPVEYGGTMTDPDGNPK 10 7110715 2xTMT6plex [N-Term; K23]; 1xOxidation [M15] 0.957 1.008 0.979 5.089399815 61.36 0 2928.444958 3 976.8183594 -1.513794885 -0.001477688 43.36789422HISPDQVPVEYGGTMTDPDGNPK 10 7110715 2xTMT6plex [N-Term; K23] 1.073 1.224 1.196 4.983886719 55 0 2912.450043 3 976.8183594 -1.513794885 -0.001477688 43.36789422LFPVAYNLIKPFLSEDTR 6 7110715 2xTMT6plex [N-Term; K10] 2.51 2.679 1.507 4.539091587 22.31 0 2581.479416 3 861.164917 0.302631335 0.000260412 112.4938467ENVQDVLPALPNPDDYFLLR 40 7110715 1xTMT6plex [N-Term] 0.883 0.897 0.74 5.592918873 62.19 0 2557.349969 3 853.1224976 1.161407636 0.000990042 100.2343733KVNFTVEVLLPDK 2 7110715 3xTMT6plex [N-Term; K1; K13] 1.112 4.984796524 29.76 1 2189.351252 3 730.4551392 -0.177170991 -0.000129297 88.33777308YNSHLVPEDGTLTCSDPGIYVLR 6 7110715 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.01 0.898 1.128 4.993706226 38.87 0 2835.41846 3 945.8115234 0.549242562 0.000519111 66.14597241QQYEHSVQISR 6 7110715 1xTMT6plex [N-Term] 1.22 1.072 1.076 5.778427601 53.55 0 1603.838984 3 535.2841797 -0.622604582 -0.000332852 23.26291362AGEMTEVLPNQR 12 7110715 1xTMT6plex [N-Term] 1.058 0.957 0.924 4.051140308 30.03 0 1573.820557 3 525.277771 -1.142056323 -0.000599131 40.33202009VNFTVEVLLPDK 4 7110715 2xTMT6plex [N-Term; K12] 0.924 0.747 3.42116189 32.2 0 1832.093357 3 611.3693848 0.13311924 8.13E-05 89.75574047IMVLGANWK 10 7110715 2xTMT6plex [N-Term; K9] 1.029 1.144 1.151 3.775828838 41.01 0 1489.896512 3 497.3034973 -0.384984216 -0.000191196 77.90646608FDNTYSFIHAK 10 7110715 2xTMT6plex [N-Term; K11] 1.334 1.173 0.905 3.902436495 17.91 0 1800.968491 3 600.9931641 -1.972334617 -0.001184037 57.65972006KIMVLGANWK 2 7110715 3xTMT6plex [N-Term; K1; K10] 2.276 4.278941631 11.94 1 1847.154407 3 616.3900757 0.685682137 0.000422187 69.64860662GLLFSASK 10 7110715 2xTMT6plex [N-Term; K8] 1.153 1.161 1.153 3.049582958 41.03 0 1280.797844 2 640.9023438 -0.338265716 -0.000216625 55.66398065INYGGDIPR 6 7110715 1xTMT6plex [N-Term] 1.184 1.004 1.075 3.191069603 40.1 0 1233.678902 2 617.34198 -1.79849802 -0.001109385 40.84739196QLGAGTPK 6 7110715 2xTMT6plex [N-Term; K8] 1.26 1.141 1.41 2.799986124 27.13 0 1229.761793 2 615.3840332 -0.815762659 -0.000501597 27.78120362VGDLSPR 7 7110715 1xTMT6plex [N-Term] 1.003 0.858 0.824 2.705122948 31.35 0 972.5675609 2 486.7869263 -1.012722383 -0.00049247 40.6355522554112117 SF3B1 splicing factor 3B subunit 1 isoform 1 23451 NP_036565.2 54.14110429 1 50 50 377 1304 145.738 7.09 1.24 1.17 1.33 1.25 Significant 0.00138 FAGYVTSIAATELEDDDDDYSSSTSLLGQK 18 54112117 2xTMT6plex [N-Term; K30] 1.315 1.22 1.28 6.154687405 64.29 0 3656.774332 3 1219.593872 -1.987959442 -0.002423173 95.89056766IVQQIAILMGCAILPHLR 6 54112117 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 2.844 100 3.693 5.836577892 53.67 0 2275.3344 3 759.1159668 -0.462881137 -0.00035107 113.0218499AFAVVASALGIPSLLPFLK 6 54112117 2xTMT6plex [N-Term; K19] 3.168 1.222 2.402 5.1953578 36.99 0 2372.472146 3 791.4957275 0.203571278 0.000160989 113.2880414AALDEAQGVGLDSTGYYDQEIYGGSDSR 6 54112117 1xTMT6plex [N-Term] 1 0.833 2.259 6.580649376 78.14 0 3166.465011 3 1056.15918 -0.639633627 -0.000675126 63.03125105QLVDTTVELANK 12 54112117 2xTMT6plex [N-Term; K12] 1.37 1.341 1.442 4.987100124 67.35 0 1789.047135 2 895.0200806 -7.965523606 -0.007125349 60.29768963SVNDQPSGNLPFLKPDDIQYFDK 4 54112117 3xTMT6plex [N-Term; K14; K23] 1.42 4.93125391 22.26 0 3324.771918 3 1108.926758 -1.864236902 -0.002066054 82.53687951AIGPHDVLATLLNNLK 18 54112117 2xTMT6plex [N-Term; K16] 1.536 1.449 1.523 4.718672276 20.61 0 2147.295245 3 716.4358521 -1.044014633 -0.000747269 103.7659556TPIGTPAMNMATPTPGHIMSMTPEQLQAWR 6 54112117 1xTMT6plex [N-Term] 2.003 1.873 100 5.124996185 37.07 0 3494.725422 3 1165.578125 -1.602598008 -0.00186688 84.4567704IYNSIYIGSQDALIAHYPR 6 54112117 1xTMT6plex [N-Term] 0.876 1.397 1.322 5.233677387 63.8 0 2423.292061 3 808.4356689 0.162170274 0.000130995 71.83518102LSSWDQAETPGHTPSLR 6 54112117 1xTMT6plex [N-Term] 1.143 1.232 1.109 5.690171719 37.85 0 2111.071897 3 704.3618164 -0.474257296 -0.00033373 47.27866218MLQYCLQGLFHPAR 6 54112117 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.282 2.199 1.177 5.358627319 48.09 0 1963.024359 3 655.0095825 -5.178255358 -0.003388347 77.5874022WDQTADQTPGATPK 12 54112117 2xTMT6plex [N-Term; K14] 1.337 1.228 1.326 4.461602688 62.18 0 1974.033276 2 987.5189209 -1.373230714 -0.001355402 38.82215252IMGNLGAADIDHK 4 54112117 2xTMT6plex [N-Term; K13] 1.056 1.121 5.128726482 79.7 0 1813.004225 3 605.0056152 -1.065710079 -0.000644046 53.48106216KAALDEAQGVGLDSTGYYDQEIYGGSDSR 6 54112117 2xTMT6plex [N-Term; K1] 1.177 100 1.112 6.646979809 48.74 1 3523.722906 3 1175.244873 -0.806039365 -0.000946753 58.91185634GGDSIGETPTPGASK 8 54112117 2xTMT6plex [N-Term; K15] 1.436 1.526 1.404 4.507799625 88.44 0 1831.980178 2 916.4916992 -2.213988202 -0.002027991 31.04017436GDTPGHATPGHGGATSSAR 10 54112117 1xTMT6plex [N-Term] 1.343 1.302 1.095 8.914237022 66 0 1962.95793 4 491.4944458 -1.007029669 -0.000494189 14.09288349ATVNTFGYIAK 16 54112117 2xTMT6plex [N-Term; K11] 1.68 1.512 1.353 5.141547203 62.24 0 1642.956864 2 821.9812012 -1.057889156 -0.000869033 60.1339829KLSSWDQAETPGHTPSLR 6 54112117 2xTMT6plex [N-Term; K1] 1.431 1.617 1.491 6.40156889 34.18 1 2468.329792 4 617.8375854 -0.518651571 -0.000320051 44.54994295

QCCGTDGVEANYIK 2 54112117 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C2; C3] 2.096 3.493960381 46.13 0 2073.014532 2 1037.009644 -1.216229113 -0.00126063 39.50401173
VQENCIDLVGR 8 54112117 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.874 1.416 1.544 3.671862125 50.46 0 1531.809993 2 766.4081421 -0.643173969 -0.00049261 41.93414406AIGYLIPLMDAEYANYYTR 23 54112117 1xTMT6plex [N-Term] 0.579 1.124 1.068 4.03055954 29.67 0 2466.257649 3 822.7579346 0.649376977 0.000533844 106.8428142KLTATPTPLGGMTGFHMQTEDR 6 54112117 2xTMT6plex [N-Term; K1] 1.257 1.274 1.252 8.652807236 63.42 1 2847.48974 4 712.6276855 -0.290600696 -0.000206871 60.73241665NRPLSDEELDAMFPEGYK 4 54112117 2xTMT6plex [N-Term; K18] 1.296 0.947 5.606208324 17.43 0 2569.30086 3 857.1052856 0.172799379 0.000147991 66.28882148DTPGHGSGWAETPR 8 54112117 1xTMT6plex [N-Term] 1.385 1.58 1.458 5.622748852 49.25 0 1696.824063 3 566.2785645 -1.722294426 -0.000974144 22.78356773IWDPTPSHTPAGAATPGR 6 54112117 1xTMT6plex [N-Term] 1.257 1.272 1.296 4.9296875 47.52 0 2061.071503 3 687.6951904 -0.235441098 -0.000161754 43.73252385SLVEIIEHGLVDEQQK 17 54112117 2xTMT6plex [N-Term; K16] 1.581 1.207 1.534 6.708098888 55.21 0 2295.296032 2 1148.150024 -1.420392764 -0.001630111 91.99525845EFGAGPLFNQILPLLMSPTLEDQER 6 54112117 1xTMT6plex [N-Term] 1.312 1.893 100 6.682397842 65.2 0 3044.596424 3 1015.537415 0.416046059 0.000422231 112.8496773DYIYAVTPLLEDALMDR 6 54112117 1xTMT6plex [N-Term] 0.939 1 1.934 4.602385998 42.15 0 2227.151787 3 748.3870239 -0.081765787 -6.11E-05 104.9538616DYIYAVTPLLEDALMDR 12 54112117 1xTMT6plex [N-Term]; 1xOxidation [M15] 1.085 1.011 1.05 5.195991993 58.16 0 2243.146702 3 748.3870239 -0.081765787 -6.11E-05 104.9538616ILVVIEPLLIDEDYYAR 2 54112117 1xTMT6plex [N-Term] 0.901 4.362840176 31.83 0 2263.278702 3 755.0978394 0.116121981 8.76E-05 112.5708327LLVDVDESTLSPEEQKER 10 54112117 2xTMT6plex [N-Term; K16] 2.163 1.77 1.527 6.750137806 43.66 1 2545.376133 3 849.1303101 0.095811294 8.13E-05 61.81313432NRPLSDEELDAMFPEGYK 2 54112117 2xTMT6plex [N-Term; K18]; 1xOxidation [M12] 1.414 3.261934996 16.84 0 2585.295775 3 857.1052856 0.172799379 0.000147991 66.28882148AIVNVIGMHK 6 54112117 2xTMT6plex [N-Term; K10] 0.627 0.594 0.65 3.649830818 38.7 0 1539.944525 3 513.9864502 0.176808926 9.08E-05 58.69411599GSETPGATPGSK 8 54112117 2xTMT6plex [N-Term; K12] 1.422 1.521 1.137 3.901346207 52.3 0 1546.847707 2 773.9268799 -0.791341235 -0.000612042 22.22903992LLVDVDESTLSPEEQK 8 54112117 2xTMT6plex [N-Term; K16] 1.143 1.118 1.038 3.671711922 15.19 0 2260.232429 3 754.0805664 -2.337419454 -0.001761037 69.82836344EFQSPDEEMK 6 54112117 2xTMT6plex [N-Term; K10] 1.494 2.143 1.228 3.903418779 49.47 0 1697.845658 2 849.4242554 -2.605747932 -0.002212079 39.44313144THEDIEAQIR 4 54112117 1xTMT6plex [N-Term] 1.27 1.586 3.97379899 32.77 0 1440.764422 2 720.8852539 -0.826857938 -0.000595654 24.22362802LDDLVRPYVHK 4 54112117 2xTMT6plex [N-Term; K11] 0.923 0.893 3.951685429 16.11 0 1813.073625 4 454.0239868 0.27167988 0.000123144 56.93776921VGAAEIISR 6 54112117 1xTMT6plex [N-Term] 1.25 1.245 1.317 3.44760251 34.16 0 1144.688739 2 572.8475952 -0.720484342 -0.000412365 40.70249843VKPYLPQICGTVLWR 4 54112117 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C9] 1.024 0.762 5.167527199 17.18 0 2288.335336 3 763.4476318 -3.056139578 -0.002331157 84.02448204QQAADLISR 6 54112117 1xTMT6plex [N-Term] 1.388 1.377 1.342 3.100194693 34.18 0 1230.700366 2 615.8537598 -0.099852696 -6.14E-05 28.42512267WDETPASQMGGSTPVLTPGK 2 54112117 2xTMT6plex [N-Term; K20] 1.088 3.690881014 26.82 0 2517.305945 3 839.7736206 0.144383088 0.000121152 62.36039496IVDDLKDEAEQYR 6 54112117 2xTMT6plex [N-Term; K6] 1.445 1.34 1.34 3.533247709 7.46 1 2052.101355 3 684.7042236 -1.577812691 -0.001079277 63.78174896TEILPPFFK 8 54112117 2xTMT6plex [N-Term; K9] 1.078 1.256 1.217 3.576354742 40.99 0 1549.939423 2 775.47229 -1.367435297 -0.001059721 88.24017984GAEYVSAR 4 54112117 1xTMT6plex [N-Term] 1.475 1.59 3.508521795 41.59 0 1081.583939 2 541.2954712 -0.252765576 -0.000136694 20.46718387VLPPPAGYVPIR 14 54112117 1xTMT6plex [N-Term] 1.358 1.375 1.439 3.176177979 41.34 0 1507.919801 2 754.4625854 -1.264478098 -0.000953366 67.77933637EIISNLAK 3 54112117 2xTMT6plex [N-Term; K8] 1.148 1.602 3.082752943 42.9 0 1345.845523 2 673.4262085 -0.283961128 -0.000191084 53.39144898MVMETIEK 2 54112117 2xTMT6plex [N-Term; K8] 1.591 2.868667126 25.01 0 1438.80498 2 719.9059448 -0.254795867 -0.000183301 53.96558627GLAAFLK 8 54112117 2xTMT6plex [N-Term; K7] 1.095 1.252 1.222 2.850855112 36.15 0 1177.770901 2 589.3895264 0.742873146 0.000437467 68.13059159TMIISPER 2 54112117 1xTMT6plex [N-Term] 1.196 3.211437702 32.99 0 1175.66556 2 588.3357544 -1.129658793 -0.00066405 37.0624349YELDYIL 6 54112117 1xTMT6plex [N-Term] 1.411 1.718 1.808 2.395974874 52.2 0 1157.629158 2 579.3178711 -0.598138441 -0.000346211 87.05662885MTPPIKDLLPR 2 54112117 2xTMT6plex [N-Term; K6] 1.29 0.807 2.912012577 1 1739.065368 3 580.3600464 0.12509027 7.25E-05 73.768619946912674 SNAPIN SNARE-associated protein Snapin 23557 NP_036569.1 37.5 1 4 4 18 136 14.865 9.31 0.93 0.88 0.89 0.9 Significant 0.000288 EQIDNLATELCR 6 6912674 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.053 0.934 0.902 4.397680283 49.08 0 1690.86315 2 845.9348755 -0.399851069 -0.000338047 57.99561794AMLDSGIYPPGSPGK 4 6912674 2xTMT6plex [N-Term; K15] 1.044 1.009 3.678195953 54.37 0 1948.061405 2 974.5322266 -2.170647696 -0.002114277 60.86182188VALDLDPYVK 6 6912674 2xTMT6plex [N-Term; K10] 0.941 0.862 0.864 3.904340982 41.38 0 1590.950716 2 795.9815063 3.155525349 0.002510143 71.88126171VVLVNNILQNAQER 2 6912674 1xTMT6plex [N-Term] 0.853 3.936288357 33.07 0 1839.064961 3 613.6923218 -1.386225077 -0.000849786 73.4021425221618344 STAT5B signal transducer and activator of transcription 5B 6777 NP_036580.2 7.115628971 1 5 5 18 787 89.81 6.05 1.04 0.96 0.82 0.94 Significant 0.00465

ATQLLEGLVQELQK 8 21618344 2xTMT6plex [N-Term; K14] 1.493 0.973 0.879 4.271639824 39.72 0 2028.210512 3 676.7397461 -2.872980253 -0.001942336 110.0571972KQQTIILDDELIQWK 5 21618344 3xTMT6plex [N-Term; K1; K15] 0.886 0.951 0.855 4.184445858 11.73 1 2558.516085 3 853.5060425 -4.890029289 -0.004170406 82.95161195ENLVFLAQK 2 21618344 2xTMT6plex [N-Term; K9] 0.943 2.460143805 24.01 0 1519.924835 3 507.3135071 0.745135686 0.000377517 68.38675738ETALQQK 2 21618344 2xTMT6plex [N-Term; K7] 0.722 1.948763609 0.38 0 1275.767272 2 638.3868408 -0.67976299 -0.00043361 26.9199341LVTQDTENELK 1 21618344 2xTMT6plex [N-Term; K11] 0.722 1.572399378 0 1747.984201 2 874.4959717 0.266672533 0.00023307 46.691999877549793 TBL2 transducin beta-like protein 2 precursor 26608 NP_036585.1 25.72706935 1 10 10 71 447 49.766 9.44 1.11 1.03 1.07 1.07 Significant 0.000466
FVASCGFTPDVK 8 7549793 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.06 1.251 1.121 4.380662918 52.97 0 1785.960963 2 893.4847412 0.695788934 0.000621326 63.23915673
APVIDIGIANTGK 12 7549793 2xTMT6plex [N-Term; K13] 1.136 1.017 1.101 4.635730743 55.46 0 1727.046741 2 864.0200195 -8.094110695 -0.006989454 67.85109361LQQQLTQAQETLK 8 7549793 2xTMT6plex [N-Term; K13] 1.143 1.171 5.262218475 58.65 0 1987.158811 2 994.0820923 -0.957588129 -0.00095144 58.84951266REDGGYTFTATPEDFPK 6 7549793 2xTMT6plex [N-Term; K17] 1.052 1.128 1.001 6.133122921 36.87 1 2389.207611 3 797.0734253 -0.790513593 -0.000629567 56.90766166ANVELDHATLVR 6 7549793 1xTMT6plex [N-Term] 1.041 0.907 0.99 3.895816803 34.11 0 1566.880121 3 522.9647217 -0.324932923 -0.00016971 38.19789955FEEAAGAAPCR 11 7549793 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.953 0.782 0.735 4.007590771 50.92 0 1407.688815 2 704.3484497 0.573773162 0.000403847 28.60709844YLATCADDR 6 7549793 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.11 1.162 1.12 3.624017239 44.87 0 1313.635717 2 657.3215332 0.055469145 3.64E-05 33.46345984LWDTDVEYK 6 7549793 2xTMT6plex [N-Term; K9] 1.045 1.075 0.83 3.39239192 22.43 0 1626.877945 2 813.9424438 -0.205101242 -0.000166837 61.52212064
AMVEEMQGHLK 2 7549793 2xTMT6plex [N-Term; K11]; 2xOxidation [M2; M6] 0.949 2.324163437 18.47 0 1762.923198 3 588.3120728 -0.869520739 -0.000510966 23.35642279

FLASCGDR 6 7549793 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.735 0.757 1.442 3.119853735 12.22 0 1154.582559 2 577.7944946 -0.733262581 -0.000423306 32.10149838
6912708 TIMM10 mitochondrial import inner membrane translocase subunit Tim10 26519 NP_036588.1 58.88888889 1 5 5 25 90 10.326 6.29 0.78 0.8 0.65 0.74 Significant 0.00398

LTELSMQDEELMK 11 6912708 2xTMT6plex [N-Term; K13] 0.747 0.787 0.579 4.183329582 61.25 0 2025.064835 2 1013.027588 -8.363292105 -0.008468104 70.91682722AQQLAAELEVEMMADMYNR 2 6912708 1xTMT6plex [N-Term] 0.539 6.300712585 53.84 0 2442.166467 3 814.7259521 -1.295658887 -0.001054738 103.614837
EAELSKGESVCLDR 5 6912708 2xTMT6plex [N-Term; K6]; 1xCarbamidomethyl [C11] 0.744 0.84 1.444 2.573812008 4.91 1 2051.084326 3 684.366272 -0.030643319 -2.10E-05 38.77803224

GESVCLDR 5 6912708 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.776 0.812 0.01 2.611237049 26.78 0 1164.588039 2 582.7977295 0.12352383 7.19E-05 22.65385609YLDIHER 2 6912708 1xTMT6plex [N-Term] 0.885 2.692302227 12.27 0 1174.641788 2 587.824707 0.297182089 0.000174541 37.54349858
11024700 TIMM13 mitochondrial import inner membrane translocase subunit Tim13 26517 NP_036590.1 36.84210526 1 3 3 38 95 10.493 8.18 0.76 0.77 0.72 0.75 Significant 0.000415

VQIAVANAQELLQR 15 11024700 1xTMT6plex [N-Term] 0.777 0.739 5.357825756 66.13 0 1782.043498 3 594.685791 -0.380435789 -0.000225984 77.71705356LDPGLIMEQVK 12 11024700 2xTMT6plex [N-Term; K11] 0.742 0.78 0.709 3.925699472 49.98 0 1701.002099 2 851.0048828 0.229050276 0.000194808 80.57292592YMDAWNTVSR 5 11024700 1xTMT6plex [N-Term] 0.868 0.756 0.965 3.508252144 33.87 0 1471.720115 2 736.362854 -1.143914641 -0.000841761 51.53618733YMDAWNTVSR 6 11024700 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.749 0.754 0.76 1.734679103 26.21 0 1487.71503 2 736.362854 -1.143914641 -0.000841761 51.53618733
42741679 ATP6V0A2 V-type proton ATPase 116 kDa subunit a isoform 2 23545 NP_036595.2 3.504672897 1 2 2 8 856 98.018 6.61 1.49 1.26 1.42 1.39 Significant 0.00239 GPYPLGIDPIWNLATNR 6 42741679 1xTMT6plex [N-Term] 1.487 1.23 1.417 4.99774456 33.22 0 2126.15959 3 709.3916626 0.397201119 0.000281504 94.54909307NLLELIEYTHMLR 2 42741679 1xTMT6plex [N-Term] 1.323 4.66554594 39.08 0 1874.040721 3 625.352417 1.055023267 0.000659052 103.184877940807485 PRPF6 pre-mRNA-processing factor 6 24148 NP_036601.2 32.09351753 1 29 29 157 941 106.858 8.25 1.39 1.34 1.31 1.35 Significant 0.0003 FELQHGTEEQQEEVR 6 40807485 1xTMT6plex [N-Term] 1.255 1.523 1.723 5.708157539 43.94 0 2088.019527 3 696.6776733 -0.507869038 -0.00035348 32.42781216LAEVTEEEWLSIPEVGDAR 6 40807485 1xTMT6plex [N-Term] 1.286 1.303 4.700556755 37.39 0 2372.218286 3 791.4088135 -2.697589151 -0.00213309 87.19129805LSQVSDSVSGQTVVDPK 6 40807485 2xTMT6plex [N-Term; K17] 1.542 1.62 1.833 4.861752033 57.83 0 2204.217448 3 735.4103394 -0.44593767 -0.000327648 53.00601092AAQDLCEEALR 6 40807485 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.598 1.894 4.149984837 48.71 0 1504.762708 2 752.8830566 -2.572876593 -0.001935784 38.69689421EQWIQDAEECDR 8 40807485 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.786 1.576 4.615469933 42.58 0 1807.811843 2 904.4066162 -3.256587873 -0.002943649 45.7551206ETNPHHPPAWIASAR 6 40807485 1xTMT6plex [N-Term] 1.183 1.045 4.215510845 31.83 0 1912.997945 4 479.003479 -3.062420632 -0.001464601 31.72508802AAVELEEPEDAR 8 40807485 1xTMT6plex [N-Term] 1.584 1.134 0.819 4.558304787 49.58 0 1557.795782 2 779.402771 1.594087117 0.001241631 33.97481393LESENDEYER 6 40807485 1xTMT6plex [N-Term] 0.977 1.701 1.129 4.07063818 44.22 0 1512.701547 2 756.8547363 0.428806496 0.000324328 22.43705955SEDVWLEAAR 6 40807485 1xTMT6plex [N-Term] 1.206 1.123 1.392 3.223166943 48.65 0 1404.73206 2 702.8712158 2.203438445 0.00154762 49.9107253NIANTLMAK 6 40807485 2xTMT6plex [N-Term; K9] 1.623 1.697 1.475 4.389955044 54.05 0 1433.855041 2 717.4302368 -1.286285666 -0.000922174 57.22509266HLQTGENHTSVDPR 10 40807485 1xTMT6plex [N-Term] 1.316 1.453 1.344 3.401734114 25.66 0 1819.924839 4 455.7366333 -0.074622244 -3.40E-05 17.5847032DANDPVDDR 6 40807485 1xTMT6plex [N-Term] 1.572 1.363 1.344 3.603056908 44.1 0 1245.590875 2 623.298645 -0.691600232 -0.000430725 16.8958971ESLEALLQR 6 40807485 1xTMT6plex [N-Term] 1.22 1.314 1.189 2.740907431 38.67 0 1287.746982 2 644.37677 -0.557711218 -0.000359095 63.9637484IQQQFSDLK 4 40807485 2xTMT6plex [N-Term; K9] 1.172 1.256 3.889604807 36.58 0 1564.909914 2 782.9568481 -2.23267864 -0.00174697 61.48697414LEWVQDNIR 2 40807485 1xTMT6plex [N-Term] 1.208 2.768180132 24.61 0 1401.76878 2 701.3880615 0.047623314 3.34E-05 59.61057723WLAGDVPAAR 2 40807485 1xTMT6plex [N-Term] 1.833 3.065356255 40.01 0 1284.726187 2 642.866272 -0.715588035 -0.000459667 60.86059405AGSVATCQAVMR 2 40807485 1xTMT6plex [N-Term]; 1xOxidation [M11]; 1xCarbamidomethyl [C7] 1.433 2.226864815 21.02 0 1495.755849 2 748.3814697 -0.12457038 -9.32E-05 22.58674577

LTPVPDSFFAK 10 40807485 2xTMT6plex [N-Term; K11] 1.311 1.532 100 4.00552702 50.09 0 1679.977265 2 840.4923706 0.118877167 9.99E-05 77.7660695ALEHVPNSVR 6 40807485 1xTMT6plex [N-Term] 1.367 1.357 1.488 3.370840788 22.22 0 1350.769114 3 450.9276733 -0.479186607 -0.000215757 27.00024982AEVLWLMGAK 4 40807485 2xTMT6plex [N-Term; K10] 1.405 1.587 2.605869532 24.26 0 1575.933292 3 525.9818726 -1.413279503 -0.000742411 88.11813262EAYNQGLK 6 40807485 2xTMT6plex [N-Term; K8] 1.432 1.487 1.426 3.556334019 38.61 0 1380.788736 2 690.897583 -0.613080302 -0.000423267 30.36614569LETYENAR 6 40807485 1xTMT6plex [N-Term] 1.266 1.394 1.994 3.574778318 32.05 0 1224.642182 2 612.8242798 -0.734312194 -0.000449635 27.02479632LQPGDTAK 6 40807485 2xTMT6plex [N-Term; K8] 1.419 1.157 1.308 2.48770833 21.55 0 1287.767272 2 644.3873291 0.084909073 5.47E-05 28.10125049AAELETDIR 2 40807485 1xTMT6plex [N-Term] 0.99 2.887751102 24.15 0 1246.684047 2 623.8431396 -4.046192086 -0.002522162 37.98186078GQIEEQK 6 40807485 2xTMT6plex [N-Term; K7] 1.219 1.305 1.257 2.719887972 26.38 0 1289.746537 2 645.3762207 -1.063770059 -0.000685997 23.71131303DIANWQK 6 40807485 2xTMT6plex [N-Term; K7] 1.327 1.263 1.221 3.273229599 21.27 0 1332.767607 2 666.8885498 1.66299013 0.00110819 46.19876333AVVAQAVR 2 40807485 1xTMT6plex [N-Term] 0.841 2.219717264 21.68 0 1042.657045 2 521.8319702 -0.365173107 -0.000190375 27.21532723
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HYEDFPK 4 40807485 2xTMT6plex [N-Term; K7] 1.453 1.389 2.661529779 3.73 0 1393.751622 3 465.2552795 -0.241654932 -0.000112269 34.24005369KIGDILR 3 40807485 2xTMT6plex [N-Term; K1] 1.727 2.077 2.34994626 6.24 1 1272.840378 3 424.9516602 0.038943414 1.65E-05 45.386453316912734 TNPO3 transportin-3 isoform 1 23534 NP_036602.1 17.22643554 1 12 12 58 923 104.136 5.57 1.13 1.13 1.17 1.14 Significant 0.000136 NPQFLDPVLGYLMK 6 6912734 2xTMT6plex [N-Term; K14] 0.941 0.948 0.798 4.361571312 32.16 0 2093.18694 3 698.4003296 -0.240967712 -0.00016813 109.628683SVDPENNPTLVEVLEGVVR 6 6912734 1xTMT6plex [N-Term] 1.081 0.906 1.035 3.417478085 54.37 0 2295.239356 2 1148.121338 -1.72405494 -0.001978559 99.18319595ETTVGAVTVTHK 6 6912734 2xTMT6plex [N-Term; K12] 1.227 1.141 1.184 4.573408127 36.3 0 1700.994706 3 567.6698608 0.190182562 0.000107833 34.43014171SVHAWEISDQLLQIR 4 6912734 1xTMT6plex [N-Term] 1.205 1.01 5.548749924 48.51 0 2024.11264 3 675.3760376 0.454368473 0.000306564 75.5763404SLDSFLLSPEAAVGLLK 10 6912734 2xTMT6plex [N-Term; K17] 1.17 1.172 1.203 5.361688137 44.92 0 2218.309892 3 740.1072998 -1.14749339 -0.000848499 112.2322337
QVTSAEECK 2 6912734 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.218 2.760695219 22.48 0 1509.798315 2 755.4023438 -0.598536898 -0.000451835 23.92813578

IVCTPGQGLGDLR 6 6912734 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 2.345 1.509 1.41 4.215723038 35.99 0 1614.883492 2 807.9451294 -0.315738528 -0.00025494 51.95132432LPETVHTAVR 6 6912734 1xTMT6plex [N-Term] 1.074 1.132 1.168 3.917579889 31.84 0 1351.789515 3 451.2679138 -0.241846026 -0.000108975 33.77351132VIQEIWPVLSETLNK 2 6912734 2xTMT6plex [N-Term; K15] 0.851 2.390306234 7.05 0 2227.310226 3 743.1044922 -5.074604053 -0.003767572 112.4806581WLENSLK 6 6912734 2xTMT6plex [N-Term; K7] 1.247 1.184 1.163 3.00234127 25.37 0 1347.803658 2 674.4048462 -0.921497119 -0.000620999 57.13344849DANCSVMR 2 6912734 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.885 2.522155762 21.71 0 1181.560444 2 591.2835083 -0.595482391 -0.000351799 24.64462391SQVVIPILQWAIASTTLDHR 2 6912734 1xTMT6plex [N-Term] 1.418 3.278241634 2.6 0 2477.407759 3 826.4737549 -0.422870058 -0.000349207 112.705557321361403 TXN2 thioredoxin, mitochondrial precursor 25828 NP_036605.2 36.74698795 1 3 3 31 166 18.372 8.29 0.76 0.74 0.76 0.75 Significant 0.0000783 VDIDDHTDLAIEYEVSAVPTVLAMK 22 21361403 2xTMT6plex [N-Term; K25] 0.656 0.735 0.802 5.668009281 48.67 0 3202.695752 3 1068.237671 0.845252101 0.000902362 99.35682092FVGIKDEDQLEAFLK 5 21361403 3xTMT6plex [N-Term; K5; K15] 0.737 0.757 4.795871258 19.97 1 2439.410223 3 813.8079834 -0.338801026 -0.000275492 87.46381742
VVNSETPVVVDFHAQWCGPCK 4 21361403 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C17; C20] 1.096 100 7.059193611 49.77 0 2887.463526 3 963.1589966 -0.377214776 -0.000363065 70.5547607118699734 UCK2 uridine-cytidine kinase 2 7371 NP_036606.2 9.195402299 1 2 2 10 261 29.281 6.7 1.44 1.38 1.18 1.33 Significant 0.00346 TVQIPVYDFVSHSR 6 18699734 1xTMT6plex [N-Term] 1.438 1.538 1.406 4.40312624 40.17 0 1877.011863 3 626.3410645 -1.717171153 -0.001074384 68.81472653LFVDTDADTR 4 18699734 1xTMT6plex [N-Term] 1.058 1.054 3.743278265 51.67 0 1381.716075 2 691.3618164 0.203256302 0.000140421 44.6165411521464101 YWHAG 14-3-3 protein gamma 7532 NP_036611.2 79.75708502 1 11 16 743 247 28.285 4.89 0.87 0.88 0.91 0.88 Significant 0.000184 TAFDDAIAELDTLNEDSYK 44 21464101 2xTMT6plex [N-Term; K19] 0.707 0.708 0.768 5.833012104 60.83 0 2589.297214 2 1295.151245 -0.772563155 -0.001000198 96.58491634DNLTLWTSDQQDDDGGEGNN 10 21464101 1xTMT6plex [N-Term] 0.817 0.897 0.932 3.910117626 48.8 0 2423.043235 2 1212.02356 -1.400123335 -0.00169628 56.548785

LGLALNYSVFYYEIQNAPEQACHLAK 12 21464101 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C22] 0.941 0.859 0.76 6.40684557 49.69 0 3470.818268 4 868.4594727 -0.635897598 -0.000551771 105.0580974
ELEAVCQDVLSLLDNYLIK 32 21464101 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C6] 0.945 0.846 0.919 3.803178787 37.34 0 2693.483575 3 898.4984741 -1.004731101 -0.000902076 114.7076391NVTELNEPLSNEER 28 21464101 1xTMT6plex [N-Term] 0.868 0.88 0.857 5.058475494 68.9 0 1872.950051 2 936.9785767 -0.09292276 -8.70E-05 39.74175493YLAEVATGEK 22 21464101 2xTMT6plex [N-Term; K10] 0.975 0.884 0.913 4.599556923 60.27 0 1538.88303 2 769.944458 -0.903742746 -0.000695377 47.90739662DSTLIMQLLR 92 21464101 1xTMT6plex [N-Term] 0.796 0.785 0.901 4.459618568 61.17 0 1418.823852 2 709.9118042 -5.30010935 -0.003759961 87.62341164NCSETQYESK 26 21464101 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.892 0.875 0.899 3.472675562 43.62 0 1703.831071 2 852.4188232 -0.411581663 -0.000350633 21.64963495EHMQPTHPIR 6 21464101 1xTMT6plex [N-Term] 0.945 0.999 0.956 4.410326004 48.64 0 1474.778633 3 492.2645874 0.390632885 0.000192032 17.88843738AYSEAHEISK 28 21464101 2xTMT6plex [N-Term; K10] 0.775 0.857 0.892 4.523838997 59.98 0 1592.868443 2 796.937439 -0.528217077 -0.00042069 28.257831ATVVESSEK 18 21464101 2xTMT6plex [N-Term; K9] 0.935 0.929 0.995 4.475903511 44.82 0 1407.809531 2 704.4077759 -0.891983013 -0.000627871 27.54127442YDDMAAAMK 14 21464101 2xTMT6plex [N-Term; K9] 1.008 1.045 1.118 3.675949574 48.26 0 1473.748193 2 737.3779907 0.347281384 0.000255903 115.817313DSTLIMQLLR 112 21464101 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.78 0.793 0.825 3.811157227 57.95 0 1434.818767 2 709.9118042 -5.30010935 -0.003759961 87.62341164NLLSVAYK 156 21464101 2xTMT6plex [N-Term; K8] 0.994 0.994 0.964 3.63379097 47.86 0 1365.850608 2 683.4296875 1.091217437 0.00074522 61.10455284VISSIEQK 182 21464101 2xTMT6plex [N-Term; K8] 0.898 0.901 0.915 3.547579527 45.66 0 1361.840437 2 681.4238892 0.047406664 3.23E-05 57.09569698EHMQPTHPIR 6 21464101 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.995 0.998 1.212 3.262859583 19.99 0 1490.773548 3 492.2645874 0.390632885 0.000192032 17.88843738TSADGNEK 6 21464101 2xTMT6plex [N-Term; K8] 0.992 1.089 0.972 3.248668909 35.49 0 1279.689416 2 640.3466187 -2.699963968 -0.001727558 16.06021082LAEQAER 28 21464101 1xTMT6plex [N-Term] 0.934 1.007 0.844 3.004234314 35.54 0 1045.583939 2 523.2955322 -0.144719969 -7.57E-05 19.41279364YDDMAAAMK 12 21464101 2xTMT6plex [N-Term; K9]; 1xOxidation [M] 0.901 0.96 0.692 2.235374451 25.68 0 1489.743108 2 737.3779907 0.347281384 0.000255903 115.8173136912752 ZNF281 zinc finger protein 281 isoform 1 23528 NP_036614.1 3.798882682 1 3 3 10 895 96.855 8.48 1.14 0.81 1.11 1.02 Significant 0.0105 SGIPDEVLQSILDQYSNK 4 6912752 2xTMT6plex [N-Term; K18] 1.031 0.808 4.549505234 47.81 0 2464.33354 3 822.1137085 -2.827458867 -0.002322601 107.0868735ASMLQEYSK 2 6912752 2xTMT6plex [N-Term; K9] 1.009 4.560656548 16.45 0 1514.828886 2 757.9175415 -0.71278162 -0.000539871 45.94669033SIAIENK 4 6912752 2xTMT6plex [N-Term; K7] 1.256 1.133 2.896497011 30.75 0 1232.761459 2 616.8832397 -1.829825062 -0.001127869 40.485319237019485 PDCD6 programmed cell death protein 6 isoform 1 10016 NP_037364.1 42.40837696 1 7 7 70 191 21.855 5.4 1.11 0.98 1.04 1.04 Significant 0.00129 SGVISDTELQQALSNGTWTPFNPVTVR 2 7019485 1xTMT6plex [N-Term] 100 6.316087723 55.4 0 3146.631957 3 1049.549072 0.224391313 0.000235359 92.84968391AGVNFSEFTGVWK 24 7019485 2xTMT6plex [N-Term; K13] 1.037 0.834 1.012 5.134696007 76.8 0 1900.036905 2 950.5215454 -0.574051843 -0.00054536 81.40343516YITDWQNVFR 12 7019485 1xTMT6plex [N-Term] 1.21 0.995 1.037 4.274952888 43.9 0 1570.821543 2 785.9135742 -1.064196316 -0.000835831 76.49919328LSDQFHDILIR 12 7019485 1xTMT6plex [N-Term] 0.996 1.025 1.056 4.900748253 53.11 0 1585.889957 3 529.3012695 -0.442657605 -0.000234002 60.74330344QALSGFGYR 8 7019485 1xTMT6plex [N-Term] 1.352 1.289 1.526 3.279432297 27.14 0 1227.668337 2 614.3374023 -0.659284332 -0.000404691 41.76975396SIISMFDR 8 7019485 1xTMT6plex [N-Term] 1.051 1.008 0.994 3.241237164 34.95 0 1197.64991 2 599.3285522 -0.068749483 -4.12E-05 64.33122484SIISMFDRENK 4 7019485 2xTMT6plex [N-Term; K11] 1.089 1.378 4.277618885 24.38 1 1797.993326 3 600.0028687 0.40442143 0.000242382 70.42786589

115430252 STK39 STE20/SPS1-related proline-alanine-rich protein kinase 27347 NP_037365.2 26.97247706 1 7 11 67 545 59.436 6.29 1.38 1.38 1.3 1.35 Significant 0.000388
LASGCDGSEIPDEVK 4 115430252 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 1.938 1.502 4.077959061 48.83 0 2035.041792 2 1018.024963 0.421680683 0.000429069 47.43335026

DAYELQEVIGSGATAVVQAALCKPR 12 115430252 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C22] 1.66 1.618 1.42 6.993811607 46.8 0 3104.68144 4 776.9251099 -0.911693174 -0.000707629 108.073144
TFVGTPCWMAPEVMEQVR 12 115430252 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.801 1.405 1.097 4.833139896 43.14 0 2367.149696 3 789.7218628 0.565895308 0.00044652 85.47731393DTADGVSQELFSAGLVDGHDVVIVAANLQK 4 115430252 2xTMT6plex [N-Term; K30] 1.493 1.331 7.000116825 38.99 0 3526.879347 4 882.4760132 0.815336759 0.000718899 99.48511311

KTFVGTPCWMAPEVMEQVR 4 115430252 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 1.864 1.444 4.854550362 20.65 1 2724.407591 3 908.8056641 -1.890903739 -0.001717197 77.56213528
EASSCAVNLVLR 6 115430252 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.195 1.444 1.426 4.596277714 56.29 0 1547.841293 2 774.4225464 -2.2461906 -0.001738373 52.36970595EVLEGLDYLHR 6 115430252 1xTMT6plex [N-Term] 1.036 0.911 0.868 4.790554047 45.16 0 1572.858323 3 524.9588013 2.242858459 0.0011759 60.27638176CQTSMDELLK 4 115430252 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C1] 1.289 1.302 3.795320988 50.29 0 1682.885749 2 841.946106 -0.483696494 -0.000407003 54.63559441

LLSLCLQK 2 115430252 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.543 3.268000126 35.13 0 1432.896178 2 716.9507446 -1.371754784 -0.000982791 73.8980754
DELWLVMK 6 115430252 2xTMT6plex [N-Term; K8] 0.706 0.98 0.737 3.662018538 35.23 0 1491.864543 2 746.4361572 0.331406177 0.000247207 82.32614892RPTAAELLK 7 115430252 2xTMT6plex [N-Term; K9] 1.399 1.459 1.394 3.955132246 24.9 0 1456.92517 3 486.3132935 0.107974725 5.24E-05 43.58154314

10801345 EIF3K eukaryotic translation initiation factor 3 subunit K isoform 1 27335 NP_037366.1 34.86238532 1 5 5 56 218 25.043 4.93 1.17 1.2 1.17 1.18 Significant 0.0000718
ALTNLPHTDFTLCK 4 10801345 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 1.557 1.437 5.001552582 38.86 0 2089.151617 3 697.0548096 -0.833754261 -0.000580613 67.45965765YNPENLATLER 10 10801345 1xTMT6plex [N-Term] 1.227 1.186 1.165 3.848882914 42.28 0 1548.821937 2 774.9135132 -1.412423701 -0.001093796 48.86647481ENAYDLEANLAVLK 18 10801345 2xTMT6plex [N-Term; K14] 1.093 1.128 1.191 5.063026905 77.1 0 2021.131927 2 1011.067871 -1.712803827 -0.001730901 77.26013489IDFDSVSSIMASSQ 22 10801345 1xTMT6plex [N-Term] 0.95 0.939 1.116 4.253011703 74.81 0 1715.835932 2 858.4205933 -1.178671296 -0.001011203 85.40378975YGWSADESGQIFICSQEESIKPK 2 10801345 3xTMT6plex [N-Term; K21; K23]; 1xCarbamidomethyl [C14] 1.217 2.754706144 7.11 0 3346.723254 3 1116.246216 0.25108468 0.000280104 72.382335577106299 ATXN10 ataxin-10 isoform 1 25814 NP_037368.1 20 1 8 8 43 475 53.455 5.25 0.95 0.9 0.93 0.93 Significant 0.000246 MEEQGLADASLLK 4 7106299 2xTMT6plex [N-Term; K13] 0.938 0.799 3.817874193 47.95 0 1863.029771 2 932.0177612 -0.818413686 -0.000762365 65.26163845LSGVMVPAPIQDLEALR 12 7106299 1xTMT6plex [N-Term] 0.902 0.862 0.805 4.381003857 59.7 0 2038.156813 3 680.0568237 -0.4390774 -0.000298303 98.23787486LASEEPPDDEEALATIR 6 7106299 1xTMT6plex [N-Term] 0.857 0.898 4.905694962 51.7 0 2085.05491 2 1043.031738 0.618843415 0.000645161 54.92456512SPELVQAMFPK 8 7106299 2xTMT6plex [N-Term; K11] 1.055 0.912 3.841430426 28.33 0 1704.975885 3 568.9969482 0.238599599 0.000135602 75.69549837DDIPVFLR 6 7106299 1xTMT6plex [N-Term] 0.752 0.915 0.819 3.537430763 30.1 0 1203.69349 2 602.3504028 0.032794115 1.97E-05 65.80441044ITSDEPLTKDDIPVFLR 1 7106299 2xTMT6plex [N-Term; K9] 1.329 3.407500029 1 2417.369197 3 806.4605713 -0.842532789 -0.000678904 80.07122454

ETTNIFSNCGCVR 2 7106299 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C11] 1.305 2.598501921 14.29 0 1786.841369 2 893.9222412 -2.330177819 -0.002081829 40.59821785
ALTALFK 4 7106299 2xTMT6plex [N-Term; K7] 1.045 1.093 3.2854774 27.15 0 1221.797116 2 611.4021606 -0.058300136 -3.56E-05 74.36337513

669174630 N6AMT1 hemK methyltransferase family member 2 isoform 1 29104 NP_037372.4 25.70093458 1 3 3 15 214 22.943 5.11 0.1 0.78 0.88 0.59 Non-Significant 0.139 FFPLVPDLLSPR 11 669174630 1xTMT6plex [N-Term] 0.919 0.767 0.882 3.967428446 44 0 1629.95658 3 543.9902344 -0.264126668 -0.000143505 110.3203854VHIQPVITDLVK 3 669174630 2xTMT6plex [N-Term; K12] 0.01 0.825 2.898971796 18.5 0 1820.140976 3 607.3856201 0.731273885 0.000443674 74.62735138VDLLVFNPPYVVTPPQEVGSHGIEAAWAGGR 1 669174630 1xTMT6plex [N-Term] 2.994199038 0 3504.847704 3 1168.952393 -1.449354167 -0.001693255 101.08003828392875 CFAP20 cilia- and flagella-associated protein 20 29105 NP_037374.1 16.58031088 1 3 3 19 193 22.76 9.76 1.14 1.3 1.3 1.25 Significant 0.00183 LYSEDELPAEFK 8 8392875 2xTMT6plex [N-Term; K12] 1.112 1.534 1.623 4.541821957 48.61 0 1899.015166 2 950.0106812 -0.569066183 -0.000540333 67.22018571ASNYQSTTR 6 8392875 1xTMT6plex [N-Term] 1.181 1.243 3.65468812 35.19 0 1256.643245 2 628.824707 -0.881218679 -0.000553689 15.41390029AYGTNYIETLR 5 8392875 1xTMT6plex [N-Term] 1.228 1.108 1.187 3.075961113 12.26 0 1529.816124 2 765.4109497 -0.981108719 -0.000750458 51.511372827019569 VPS4A vacuolar protein sorting-associated protein 4A 27183 NP_037377.1 33.40961098 1 10 16 85 437 48.867 7.8 1.07 1.16 1.07 1.1 Significant 0.000743 KLQEQLMGAVVMEKPNIR 4 7019569 3xTMT6plex [N-Term; K1; K14] 1.431 0.934 5.791677475 24.69 1 2771.624272 4 693.6602173 -1.888105624 -0.00130828 73.89067195LLEPVVCMSDMLR 7 7019569 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.062 1.198 1.075 4.384007454 41.21 0 1791.936849 3 597.9838257 0.041463951 2.48E-05 94.43723079EAVILPIKFPHLFTGK 4 7019569 3xTMT6plex [N-Term; K8; K16] 1.8 2.298 5.071065426 26.9 1 2497.551349 4 625.1435547 0.416419867 0.000260008 95.50869026WNDVAGLEGAK 4 7019569 2xTMT6plex [N-Term; K11] 1.122 1.093 3.697883606 34.71 0 1617.900077 2 809.4539795 0.374055471 0.000302592 55.70241478SLATTRPTVNADDLLK 6 7019569 2xTMT6plex [N-Term; K16] 0.977 0.987 0.919 3.651503325 9.25 0 2173.259253 3 725.0910034 -0.366291363 -0.000265349 55.7265832LYQHAVEYFLHAIK 2 7019569 2xTMT6plex [N-Term; K14] 1.167 3.930562496 29.4 0 2190.247566 4 548.3175659 0.396070238 0.000216873 97.64190801GILLFGPPGTGK 14 7019569 2xTMT6plex [N-Term; K12] 0.881 0.941 0.8 3.897392035 63.31 0 1614.998335 2 808.0026245 -0.22433866 -0.000181153 77.91833455VQSATHFK 6 7019569 2xTMT6plex [N-Term; K8] 0.786 0.79 0.784 3.640878439 32.22 0 1375.809806 3 459.275116 0.718769692 0.00032963 43.96039272IYIPLPEEAAR 4 7019569 1xTMT6plex [N-Term] 0.977 1.201 3.239616871 25.12 0 1500.862346 2 750.9344482 -0.483585738 -0.000362898 71.50659031FPHLFTGK 12 7019569 2xTMT6plex [N-Term; K8] 0.93 0.978 0.903 3.061881542 28.34 0 1404.840378 3 468.9509277 -1.528783561 -0.000715899 59.41502854KVQSATHFK 4 7019569 3xTMT6plex [N-Term; K1; K9] 0.954 1.097 3.420845032 11.61 1 1733.067701 4 434.0222473 -0.312360669 -0.000135336 28.46029841EAVILPIK 6 7019569 2xTMT6plex [N-Term; K8] 0.9 1.009 0.811 3.182936192 21.35 0 1340.891744 2 670.9494629 -0.071093547 -4.77E-05 68.19025242AIDLVTK 6 7019569 2xTMT6plex [N-Term; K7] 1.063 1.63 1.115 2.730652332 26.78 0 1217.786945 2 609.3963623 -1.229369908 -0.000748555 52.92746898NENESEAAR 2 7019569 1xTMT6plex [N-Term] 1.862201452 3.53 0 1248.601774 2 624.8045654 0.064343473 4.02E-05 14.84399537FSEDFGQES 2 7019569 1xTMT6plex [N-Term] 0.982 2.101837158 13.17 0 1274.573828 2 637.7903442 -0.32637061 -0.000207992 46.47650132KFSEDFGQES 2 7019569 2xTMT6plex [N-Term; K1] 0.966 1.605874896 16.88 1 1631.831723 2 816.4191895 -0.380255967 -0.000310257 43.55632808
7019477 HTRA2 serine protease HTRA2, mitochondrial isoform 1 preproprotein 27429 NP_037379.1 16.15720524 1 5 5 47 458 48.811 10.07 1.18 1.18 1.12 1.16 Significant 0.000297

SQYNFIADVVEK 14 7019477 2xTMT6plex [N-Term; K12] 1.215 1.058 1.172 4.57395792 56.82 0 1871.031485 2 936.0186768 -0.75266204 -0.000704127 75.72440912LLSGDTYEAVVTAVDPVADIATLR 19 7019477 1xTMT6plex [N-Term] 1.192 1.008 1.064 7.49003315 62.69 0 2718.476292 3 906.8299561 -0.359376295 -0.000325652 108.5778564VTAGISFAIPSDR 4 7019477 1xTMT6plex [N-Term] 1.015 0.984 4.615506649 37.89 0 1562.873973 2 781.9408569 0.297098292 0.000232164 65.68058228EPSFPDVQHGVLIHK 4 7019477 2xTMT6plex [N-Term; K15] 1.174 1.501 6.440024853 38.45 0 2161.216994 4 541.0605469 1.556164887 0.000840803 54.04153505EPLPTLPLGR 6 7019477 1xTMT6plex [N-Term] 0.928 1.01 0.941 2.872757912 23.25 0 1321.804103 2 661.4056396 -0.075588451 -5.00E-05 64.0503570456549135 TAGLN3 transgelin-3 29114 NP_037391.2 40.70351759 1 5 6 180 199 22.458 7.33 1.11 1.08 1.15 1.11 Significant 0.000332 LVDWIILQCAEDIEHPPPGR 14 56549135 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.276 1.213 1.692 5.177534103 48.21 0 2587.354009 4 647.5935059 -0.701725583 -0.000453903 103.0839535TTDIFQTVDLWEGK 18 56549135 2xTMT6plex [N-Term; K14] 1.107 1.117 1.138 4.874304295 48.46 0 2111.142492 2 1056.075073 0.178971517 0.000188917 92.35340762GASQAGMTGYGMPR 16 56549135 1xTMT6plex [N-Term] 0.946 1.017 0.909 5.427824974 80.03 0 1612.777312 2 806.8919067 -0.480713259 -0.000387642 33.50770584GASQAGMTGYGMPR 84 56549135 1xTMT6plex [N-Term]; 1xOxidation [M] 1.066 1.032 1.049 4.592426777 68.14 0 1628.772227 2 806.8919067 -0.480713259 -0.000387642 33.50770584GASQAGMTGYGMPR 32 56549135 1xTMT6plex [N-Term]; 2xOxidation [M7; M12] 1.004 1.069 0.937 5.085975647 56.28 0 1644.767142 2 806.8919067 -0.480713259 -0.000387642 33.50770584
WLMDGTVLCK 6 56549135 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 0.956 0.861 0.984 3.858524799 19.42 0 1680.921741 2 840.9640503 -0.545530491 -0.000458497 77.45733411

LINSLYPPGQEPIPK 4 56549135 2xTMT6plex [N-Term; K15] 1.102 1.072 3.484556675 22.99 0 2124.246898 3 708.7536011 -0.304855026 -0.000215862 73.15518136YDADLENK 6 56549135 2xTMT6plex [N-Term; K8] 1.19 0.945 0.981 3.417139292 30.43 0 1425.762581 2 713.3849487 0.028154012 2.01E-05 34.03554586
8393009 VPS51 vacuolar protein sorting-associated protein 51 homolog 738 NP_037397.2 10.61381074 1 5 5 24 782 85.988 6.47 1.24 1.19 1.07 1.17 Significant 0.00186

AIQDDCQVITAR 6 8393009 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.112 1.019 1.113 4.131448746 38.94 0 1618.842021 2 809.9246826 0.041686819 3.37E-05 35.32210065AQAVLQQYQHLPSFR 6 8393009 1xTMT6plex [N-Term] 1.265 1.205 0.979 4.271776199 23.85 0 2015.10241 3 672.3707275 -2.372183562 -0.001593398 61.45683013APGALLAAAGLADAATEIVER 4 8393009 1xTMT6plex [N-Term] 1.02 0.808 5.144002438 64.62 0 2209.238962 3 737.0837402 -1.038804273 -0.000764989 110.8729316EGPGLAELLANVASSILSHIK 2 8393009 2xTMT6plex [N-Term; K21] 1.118 4.115873814 18.47 0 2577.501608 3 859.8380737 -0.752848645 -0.000646823 113.8401784GGATPPALLLLLSR 6 8393009 1xTMT6plex [N-Term] 1.258 1.613 1.781 3.776625633 28.79 0 1608.004593 2 804.5053711 -0.701243333 -0.000563801 103.216274174315356 SHPK sedoheptulokinase 23729 NP_037408.2 13.80753138 1 4 4 14 478 51.472 6.83 1.66 1.02 1.35 1.34 Significant 0.0184 GIVQNLHSMLPIQQLQEWGVER 4 74315356 1xTMT6plex [N-Term] 1.254 1.34 6.78639698 58.43 0 2804.507884 3 935.5068359 -0.687845276 -0.000643022 94.29842611AVSHLVTWQDGR 4 74315356 1xTMT6plex [N-Term] 1.452 0.866 3.732597589 16.67 0 1597.864805 3 533.2918701 -2.345710617 -0.001249376 41.47955591AEAAVESAVAGPQGR 2 74315356 1xTMT6plex [N-Term] 1.881 3.671874523 6.71 0 1641.875764 3 547.9633179 -0.221324126 -0.000121129 38.09676636AAPDDPSGFAVLASCAR 4 74315356 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.316 1.377 2.823296309 23.2 0 1933.963927 2 967.482666 -3.036059085 -0.002935814 59.41377949
7019383 FLRT3 leucine-rich repeat transmembrane protein FLRT3 precursor 23767 NP_037413.1 12.6348228 1 6 6 26 649 72.957 7.64 0.9 0.84 0.74 0.83 Significant 0.00317

VCMVPMETSNLYLFDETPVCIETETAPLR 4 7019383 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C20] 0.301 100 5.350208759 44.4 0 3644.75578 3 1215.588745 -1.124192864 -0.001365803 102.2135296
LVLDGNLLNNHGLGDK 6 7019383 2xTMT6plex [N-Term; K16] 0.65 0.725 0.694 5.046426296 46.14 0 2150.233373 3 717.4157715 -0.284386282 -0.000203832 70.00688573

DLNAELFDCK 2 7019383 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.286 3.602695465 18.52 0 1682.882378 2 841.9432983 -1.817370216 -0.00152921 61.47038729LALPMTALR 6 7019383 1xTMT6plex [N-Term] 0.607 0.826 1.002 3.226414204 32.97 0 1214.74923 2 607.8792114 1.577191008 0.000957946 77.29584924TITYDSLSK 2 7019383 2xTMT6plex [N-Term; K9] 0.93 3.655834436 17.95 0 1485.856481 2 743.4307251 -1.552966062 -0.001153742 55.36827936
GLMCQAPEK 6 7019383 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 0.902 1.093 0.574 3.451474428 28.46 0 1491.806377 2 746.4038086 -4.046331074 -0.003018171 47.73425077

115430233 UHRF1 E3 ubiquitin-protein ligase UHRF1 isoform 2 29128 NP_037414.3 4.838709677 1 2 3 12 806 91.043 7.44 2.1 1.44 2.01 1.85 Significant 0.0122
AQVFSCPACR 6 115430233 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 2.093 1.712 2.012 3.859217644 40.65 0 1424.697606 2 712.8519287 -0.719589982 -0.000512599 31.52452756

KIQELFHVEPGLQR 4 115430233 2xTMT6plex [N-Term; K1] 2.725 0.869 2.585776806 10.4 1 2152.264279 4 538.8212891 -0.442598992 -0.000238147 62.76313783REEEEQQEGGFASPR 2 115430233 1xTMT6plex [N-Term] 1.272 2.773135185 9.38 1 1977.946362 3 659.9848633 -3.198123251 -0.002108572 26.9958619511034825 MAT2B methionine adenosyltransferase 2 subunit beta isoform 1 27430 NP_037415.1 41.91616766 1 13 13 109 334 37.528 7.36 1.11 1.23 1.19 1.18 Significant 0.000898
RPDVVENQPDAASQLNVDASGNLAK 14 11034825 2xTMT6plex [N-Term; K25] 1.175 1.154 7.558928013 53.57 0 3066.622011 3 1022.87793 -0.904828665 -0.000924923 49.46981962VLVTGATGLLGR 6 11034825 1xTMT6plex [N-Term] 1.229 1.312 1.302 4.11186409 55.27 0 1385.867765 2 693.4376221 0.145822444 0.000101045 64.98070502EFQQNNWHAVGCGFR 6 11034825 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.26 1.091 1.977 4.649620533 28.32 0 2078.981643 3 693.6647339 -0.959315755 -0.0006648 45.61254351AVLENNLGAAVLR 6 11034825 1xTMT6plex [N-Term] 1.176 1.547 1.459 4.821977139 74.73 0 1568.932156 2 784.9689941 -0.920905817 -0.000722419 63.47484702LVEEEVNIPNR 6 11034825 1xTMT6plex [N-Term] 1.058 0.916 1.01 4.23560524 46.04 0 1540.853237 2 770.9298706 -0.501585124 -0.000386435 47.91668798ESLWPFLIDK 20 11034825 2xTMT6plex [N-Term; K10] 1.134 1.221 1.165 4.055474758 40.02 0 1705.992915 2 853.499939 -0.183840337 -0.000156815 97.30667823IPILYGEVEK 14 11034825 2xTMT6plex [N-Term; K10] 0.986 1.061 1.027 3.431475639 49.89 0 1618.982016 2 809.9937744 -1.077035976 -0.000871851 78.34501235ESLWPFLIDKR 6 11034825 2xTMT6plex [N-Term; K10] 1.925 2.061 1.954 4.31672287 17.6 1 1862.094026 3 621.3709717 2.328501677 0.001445296 84.36325752LEESAVTVMFDK 8 11034825 2xTMT6plex [N-Term; K12]; 1xOxidation [M9] 0.896 1.085 0.926 2.906203032 54.77 0 1842.992323 2 921.9924316 -7.995794973 -0.007368094 60.89516673LETLGIGQR 6 11034825 1xTMT6plex [N-Term] 1.199 1.321 1.203 3.754660368 48.82 0 1215.725852 2 608.366394 -0.28034615 -0.000170412 49.44067554NAQLDCSK 6 11034825 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.121 1.362 1.158 3.526621103 38.29 0 1393.750971 2 697.3792725 0.213662183 0.000148896 38.30930123

DVATVCR 6 11034825 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.467 1.344 1.261 2.317004204 28.7 0 1049.561096 2 525.2839966 -0.361118509 -0.000189508 20.91573417MLDPSIK 5 11034825 2xTMT6plex [N-Term; K7] 1.167 1.2 1.233 3.152733326 22.28 0 1261.759016 2 631.3828125 -0.528959961 -0.00033371 51.276385047019419 GNL2 nucleolar GTP-binding protein 2 29889 NP_037417.1 9.575923393 1 5 5 29 731 83.603 9.25 1.78 1.41 1.43 1.54 Significant 0.00603 VHILDTESFETTFGPK 2 7019419 2xTMT6plex [N-Term; K16] 1.859 6.387057781 61.42 0 2279.23237 3 760.4154053 -0.310200793 -0.000235673 72.05806041VIDSSDVVVQVLDAR 6 7019419 1xTMT6plex [N-Term] 1.376 1.256 1.429 4.468586922 46.51 0 1844.032658 3 615.3460693 -4.882479791 -0.003001151 80.70501995IIKPLQYQSTVASGTVAR 6 7019419 2xTMT6plex [N-Term; K3] 2.422 1.519 2.075 5.32593298 34.42 0 2390.417151 3 797.4777222 0.611873918 0.000487545 56.93915199IDSWENAEDFLEK 6 7019419 2xTMT6plex [N-Term; K13] 1.664 1.488 3.41663003 39.79 0 2054.048257 2 1027.526123 -1.600656771 -0.001643913 81.64080317GAFIQLLR 9 7019419 1xTMT6plex [N-Term] 1.592 1.311 1.217 2.772497654 21.03 0 1146.719645 2 573.8634033 -0.100093668 -5.74E-05 71.64118005
56676371 CPSF1 cleavage and polyadenylation specificity factor subunit 1 29894 NP_037423.2 16.07761608 1 17 17 80 1443 160.782 6.4 1.2 1.26 1.4 1.29 Significant 0.00211

SIRPQVVTTFELPGCYDMWTVIAPVR 4 56676371 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.422 2.034 6.014872551 30.59 0 3264.711077 3 1088.910645 1.930873392 0.002101248 101.2705668ISVLPAYLSYDAPWPVR 11 56676371 1xTMT6plex [N-Term] 1.023 1.042 1.221 4.536990166 48.75 0 2176.200392 2 1088.60498 1.053261229 0.001146054 101.0318735ESLAEEHEGLVGEGQR 6 56676371 1xTMT6plex [N-Term] 1.339 1.373 1.243 5.66645813 40.33 0 1968.982413 3 656.9984131 -0.877332462 -0.000575817 30.93124483LSVVEYDPGTHDLK 4 56676371 2xTMT6plex [N-Term; K14] 1.296 1.647 4.728535652 38.16 0 2031.116277 3 677.710144 -0.196163606 -0.00013281 54.56689936KAEGGGAEEGAGAR 4 56676371 2xTMT6plex [N-Term; K1] 1.597 1.619 4.461500645 54.52 1 1717.923332 3 573.3121338 -0.863590816 -0.000494528 15.49179526DLSGMFTTESR 4 56676371 1xTMT6plex [N-Term] 1.301 1.556 4.011546135 41.22 0 1472.72526 2 736.8656616 -0.823763838 -0.000606589 49.97688083LHPMAIDGPVDSFAPFHNVNCPR 2 56676371 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 0.952 5.628412247 27.02 0 2820.39114 4 705.8543701 1.599391193 0.001127727 69.20566376GGEIYVLTLITDGMR 9 56676371 1xTMT6plex [N-Term] 1.473 1.328 1.368 3.919434309 37.59 0 1867.019651 3 623.010498 -1.451430559 -0.000903283 107.5067924SEETVSGLK 5 56676371 2xTMT6plex [N-Term; K9] 1.138 0.906 100 3.898555994 51.04 0 1407.809531 2 704.4071045 -1.845786357 -0.001299258 32.94187801GATEGLSK 5 56676371 2xTMT6plex [N-Term; K8] 1.466 1.469 2.684902906 42.32 0 1220.725073 2 610.8657837 -0.640870909 -0.000391164 27.94178311LQEPPASAVR 4 56676371 1xTMT6plex [N-Term] 1.051 0.988 3.094558239 30.64 0 1296.747316 2 648.8768921 -0.62342162 -0.00040421 33.65878445EAADKEEPPSK 3 56676371 3xTMT6plex [N-Term; K5; K11] 1.777 1.515 3.075086832 17.8 1 1888.063069 3 630.026001 0.201799237 0.000127003 26.94858588IGTTPDIILDDLLETDR 4 56676371 1xTMT6plex [N-Term] 2.034 2.215084314 12.67 0 2129.153895 2 1065.078979 -1.509057486 -0.001606508 107.2099499LVVLPFR 8 56676371 1xTMT6plex [N-Term] 1.153 1.289 1.368 1.992857933 30.05 0 1072.708018 2 536.8577881 0.262897145 0.000141006 75.86336213SSQPPADRDPAPFR 4 56676371 1xTMT6plex [N-Term] 1.331 1.025 3.62100029 5.06 1 1769.913212 3 590.6408081 -3.01755112 -0.001780268 25.05770959TLSLVSR 2 56676371 1xTMT6plex [N-Term] 0.876 2.199360847 10.35 0 1004.630161 2 502.8189392 0.43866687 0.000220349 47.44228807TLSLHYFEEPELR 1 56676371 1xTMT6plex [N-Term] 1.458 2.372634649 0 1862.98498 3 621.6663818 -0.208022175 -0.000129181 62.785751779558733 TRA2A transformer-2 protein homolog alpha isoform 1 29896 NP_037425.1 18.08510638 1 4 4 28 282 32.669 11.27 1.06 1.36 1.16 1.19 Significant 0.00542 ANPDPNTCLGVFGLSLYTTER 10 9558733 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.19 1.308 1.653 6.020702839 53.43 0 2554.280904 3 852.0979004 -0.687409957 -0.000585279 83.95192612YGPLSGVNVVYDQR 8 9558733 1xTMT6plex [N-Term] 0.894 1.452 0.77 4.39502573 61.65 0 1795.954014 2 898.4814453 0.890866352 0.000799978 58.88035653GFAFVYFER 8 9558733 1xTMT6plex [N-Term] 0.75 1.394 1.22 3.838193893 34.77 0 1364.720039 2 682.862854 -1.177730334 -0.000803636 77.40826555VDYSITK 2 9558733 2xTMT6plex [N-Term; K7] 1.015 2.701352358 32.6 0 1283.761124 2 642.3840942 -0.16543844 -0.000106192 45.28308267149192855 PRRC2B protein PRRC2B 84726 NP_037450.2 3.723642889 1 4 6 22 2229 242.817 8.34 1.12 1.07 1.1 1.1 Significant 0.000175 GVLDLSYGPGPSLRPQNVTSWR 2 149192855 1xTMT6plex [N-Term] 1.024 3.529352903 9.72 0 2628.40955 3 876.8062744 -2.008765267 -0.001759953 71.55418633AIGLSPMSFPTADLTLK 2 149192855 2xTMT6plex [N-Term; K17] 1.336 4.177580357 16.88 0 2220.271398 3 740.762207 0.301829655 0.000223381 97.41901164LLSFSPEEFPTLK 8 149192855 2xTMT6plex [N-Term; K13] 1.24 0.988 1.1 3.795214176 44.73 0 1966.130137 2 983.569397 0.702285819 0.000690393 96.13131813FIQSEMSEAVER 2 149192855 1xTMT6plex [N-Term] 1.152 4.211737633 27.29 0 1654.830787 2 827.918335 -0.842453582 -0.000697059 55.16665833MPPPANLPSLK 6 149192855 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 1.035 0.981 1.034 2.701964617 28.09 0 1638.96532 2 819.9846191 -2.049310445 -0.001679374 55.13587953HGLQSLGK 2 149192855 2xTMT6plex [N-Term; K8] 1.175 3.055401564 2.52 0 1297.799241 3 433.2713928 0.295975514 0.000128039 32.0990988947132611 ATG4B cysteine protease ATG4B isoform a 23192 NP_037457.3 16.79389313 1 5 5 19 393 44.266 5.07 1.25 1.16 1.28 1.23 Significant 0.000858 LGLTDINEAYVETLK 2 47132611 2xTMT6plex [N-Term; K15] 1.295 4.532067776 31.98 0 2137.215657 3 713.0769043 0.235217547 0.00016757 82.16717772
MSIAELDPSIAVGFFCK 4 47132611 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C16] 1.835 1.562 3.931651354 36.64 0 2343.249282 3 781.7531128 -1.919220088 -0.00149907 107.6956964
SIGQWYGPNTVAQVLK 8 47132611 2xTMT6plex [N-Term; K16] 1.236 1.087 1.355 4.318613052 33.41 0 2219.258859 3 740.4227295 -2.353922534 -0.001741321 82.19526095KYSIFTEKDEILSDVASR 2 47132611 3xTMT6plex [N-Term; K1; K8] 1.332 4.178816795 3.54 2 2788.569971 4 697.8966064 -1.927657834 -0.001343852 76.40251343YSIFTEKDEILSDVASR 3 47132611 2xTMT6plex [N-Term; K7] 1.099 0.532 0.581 3.384836435 1 2431.312076 3 811.1098022 1.142238509 0.000925713 85.1144519520127528 PARVB beta-parvin isoform b 29780 NP_037459.2 12.36263736 1 2 4 19 364 41.688 6.73 1.13 0.94 0.8 0.96 Significant 0.00984 DAFDTLFDHAPDK 5 20127528 2xTMT6plex [N-Term; K13] 0.394 0.48 0.526 3.880943537 32.51 0 1950.000913 3 650.6715698 -0.388224097 -0.000252346 66.08583691LNVAEVTQSEIGQK 2 20127528 2xTMT6plex [N-Term; K14] 0.883 4.449368954 20.08 0 1974.127176 3 658.7133179 -0.899626295 -0.000591992 60.58409067EVSDLQEEGK 6 20127528 2xTMT6plex [N-Term; K10] 1.131 1.054 0.797 4.474062443 48.64 0 1591.857938 2 796.4314575 -1.444287762 -0.00114955 32.14709701VLYNLFTK 6 20127528 2xTMT6plex [N-Term; K8] 0.899 1.004 0.991 3.577065468 41.14 0 1455.897558 2 728.453064 0.888242226 0.000646595 83.3917843221361454 PYCR2 pyrroline-5-carboxylate reductase 2 isoform 1 29920 NP_037460.2 40.625 1 10 11 118 320 33.616 7.77 1.1 1.12 1.11 1.11 Significant 0.0000271 SLLINAVEASCIR 25 21361454 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.241 1.093 1.159 4.939498901 70.31 0 1674.941007 2 837.9742432 0.121089713 0.000101409 69.4742381VKLESPTVSTLTPSSPGK 6 21361454 3xTMT6plex [N-Term; K2; K18] 1.507 1.251 1.425 5.702769756 25.58 1 2515.495016 4 629.6286621 -0.873395688 -0.000549256 55.62420498LESPTVSTLTPSSPGK 12 21361454 2xTMT6plex [N-Term; K16] 0.642 0.849 0.73 4.277067661 48.45 0 2059.168707 2 1030.087891 -0.098156115 -0.00010106 52.16944332DNVCSPGGATIHALHFLESGGFR 8 21361454 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.274 1.418 1.245 7.175202847 56.45 0 2671.324834 4 668.5861206 -0.8167139 -0.000545427 71.9695123IIASSPEMNLPTVSALR 22 21361454 1xTMT6plex [N-Term] 1.099 1.181 1.175 5.075597286 48.99 0 2028.136077 2 1014.570496 -1.165010124 -0.0011814 77.68986355MLLDSEQHPCQLK 12 21361454 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.054 1.081 0.928 5.206536293 48.04 0 2057.092388 3 686.3691406 0.23370122 0.000160248 57.80829246

GFTAAGILSAHK 4 21361454 2xTMT6plex [N-Term; K12] 1.045 1.118 5.061714649 49.47 0 1630.968097 3 544.328125 1.057384263 0.000574853 66.75800675ELQSMADQEK 8 21361454 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 1.086 1.398 1.135 2.574354649 36.63 0 1652.856558 2 826.9324341 0.625483232 0.000516917 25.11479779LMAFQPAPK 12 21361454 2xTMT6plex [N-Term; K9] 1.015 1.002 1.013 3.552168369 37.25 0 1460.869963 2 730.9385376 -0.112682642 -8.23E-05 61.64139962SLALGGK 6 21361454 2xTMT6plex [N-Term; K7] 1.184 1.082 1.177 2.669232368 24.64 0 1103.718866 2 552.3634033 0.601983572 0.00033221 38.27770414ISPAALKK 3 21361454 3xTMT6plex [N-Term; K7; K8] 1.291 1.302 2.002024889 0.41 1 1515.023711 3 505.6791382 -0.560677178 -0.000283146 47.50768179
11761619 GMPPB mannose-1-phosphate guanyltransferase beta isoform 1 29925 NP_037466.2 21.70542636 1 7 7 47 387 42.622 6.46 1.15 1.12 1.18 1.15 Significant 0.000227 INAGMYILSPAVLR 6 11761619 1xTMT6plex [N-Term] 1.115 1.182 0.99 4.794863701 48.87 0 1747.013778 2 874.0089722 -1.780125665 -0.001554952 87.46872487YGVVVCEADTGR 2 11761619 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 3.230534554 13.59 0 1554.778358 2 777.892334 -0.621915815 -0.000483471 38.31491095LCSGPGIVGNVLVDPSAR 8 11761619 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.667 0.937 1.224 5.267925739 64.44 0 2040.110926 2 1020.55603 -3.010450583 -0.003070827 69.70968375FVEKPQVFVSNK 9 11761619 3xTMT6plex [N-Term; K4; K12] 1.168 1.167 1.176 4.094667912 11.43 0 2109.267523 3 703.7600708 -0.883438272 -0.000621136 61.68545444IQLQPTSIEK 10 11761619 2xTMT6plex [N-Term; K10] 1.151 1.117 1.233 4.166082382 46.74 0 1614.983079 2 807.9944458 -0.906219054 -0.000731764 56.74040909SIGESVPEPR 6 11761619 1xTMT6plex [N-Term] 0.994 1.027 1.484 3.947664499 40.08 0 1299.710596 2 650.3586426 -0.452065061 -0.000293777 32.82489442EVFPIMAK 6 11761619 2xTMT6plex [N-Term; K8] 1.184 1.104 1.049 2.843150139 40.53 0 1392.832515 2 696.9187012 -1.715458409 -0.001194673 69.18841508
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31881779 GMPPA mannose-1-phosphate guanyltransferase alpha 29926 NP_037467.2 17.61904762 1 6 6 33 420 46.262 7.21 1.26 1.18 1.27 1.24 Significant 0.00053 VAPSAVLGPNVSIGK 6 31881779 2xTMT6plex [N-Term; K15] 1.15 1.18 1.324 4.691682339 57.79 0 1867.141704 3 623.0518799 -0.330939832 -0.000205971 65.905257LLPAITILGCR 12 31881779 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.305 1.225 1.231 3.389121056 36.89 0 1455.891872 2 728.4492798 -0.404610877 -0.000294535 91.36840585IPAEVLILNSIVLPHK 2 31881779 2xTMT6plex [N-Term; K16] 1.21 4.883981228 13.79 0 2214.398981 3 738.8048096 0.403703644 0.000297987 112.159102SAGSALYASR 4 31881779 1xTMT6plex [N-Term] 1.654 1.39 3.132053137 52.43 0 1211.658167 2 606.3331909 0.77461281 0.000469283 23.16270772VEGTPSDPNPNDPR 6 31881779 1xTMT6plex [N-Term] 1.308 1.172 0.951 3.59679985 60.1 0 1723.844857 2 862.4258423 -0.260777346 -0.00022477 21.274726SFTNQIIL 3 31881779 1xTMT6plex [N-Term] 1.249 1.08 2.344023466 31.69 0 1164.682591 2 582.8447266 -0.355491705 -0.000207017 72.507069637019415 SEC61A1 protein transport protein Sec61 subunit alpha isoform 1 29927 NP_037468.1 23.7394958 1 10 10 94 476 52.231 8.06 1.08 1.15 1.13 1.12 Significant 0.000345
GTLMELGISPIVTSGLIMQLLAGAK 6 7019415 2xTMT6plex [N-Term; K25] 1.721 100 3.989675522 31.32 0 2971.733993 4 743.6880493 -1.219949156 -0.000906341 113.5912808

FLEVIKPFCVILPEIQKPER 8 7019415 3xTMT6plex [N-Term; K6; K17]; 1xCarbamidomethyl [C9] 2.056 2.746 1.796 5.445456505 13.57 0 3142.866946 4 786.4717407 -0.576750275 -0.000453162 110.2008417ETSMVHELNR 18 7019415 1xTMT6plex [N-Term] 1.05 1.111 1.049 4.689805031 40.31 0 1444.741579 3 482.2503967 -3.420448699 -0.001647221 26.76904765EQSEVGSMGALLF 4 7019415 1xTMT6plex [N-Term] 0.01 100 3.575253487 42.23 0 1596.814075 2 798.90979 -1.109272459 -0.000885651 84.83925631IIEVGDTPK 22 7019415 2xTMT6plex [N-Term; K9] 1.046 0.978 1.069 3.340945005 44.69 0 1429.866652 3 477.2932129 -1.095513433 -0.000522146 48.51721771GQYNTYPIK 10 7019415 2xTMT6plex [N-Term; K9] 0.932 0.882 0.957 3.233097792 39.68 0 1541.8728 2 771.4396973 -0.442285998 -0.000340974 43.59867561AFSPTTVNTGR 6 7019415 1xTMT6plex [N-Term] 1.096 1.134 3.623966217 46.38 0 1379.748044 2 690.3775024 -0.228989045 -0.000157974 32.61750813IIEVGDTPKDR 6 7019415 2xTMT6plex [N-Term; K9] 2.298 1.428 2.719 3.729610443 7.57 1 1700.994706 3 567.6695557 -0.348048004 -0.000197343 42.59113491ETSMVHELNR 4 7019415 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.073 0.97 3.650979042 29.04 0 1460.736494 3 482.2503967 -3.420448699 -0.001647221 26.76904765EQQMVMR 6 7019415 1xTMT6plex [N-Term] 1.085 1.269 1.124 2.77189517 33.97 0 1150.591015 2 575.7983398 -1.401099503 -0.000806046 23.05476927VILASNR 4 7019415 1xTMT6plex [N-Term] 1.383 1.138 2.457840204 16.7 0 1001.630495 2 501.3186035 -0.564138924 -0.000282529 32.1504308
56606061 TIMM22 mitochondrial import inner membrane translocase subunit Tim22 29928 NP_037469.2 7.731958763 1 1 1 10 194 20.018 7.59 1.11 1.02 1.21 1.11 Significant 0.00242

LLEPGSLGGIPSPAK 10 56606061 2xTMT6plex [N-Term; K15] 1.114 1.022 1.208 4.14159584 46.04 0 1894.14137 3 632.0510864 -1.4063959 -0.000887971 74.24134493
7019323 ALG5 dolichyl-phosphate beta-glucosyltransferase isoform 1 29880 NP_037470.1 25.61728395 1 6 6 40 324 36.922 9.28 1.17 1.23 1.27 1.23 Significant 0.000564

RLPVMMDEALSYLEK 12 7019323 2xTMT6plex [N-Term; K15] 1.293 1.199 1.24 6.267190933 30.87 1 2253.238717 3 751.7515869 0.661324597 0.000496707 98.20955034ETLPSIWDSPTK 12 7019323 2xTMT6plex [N-Term; K12] 1.154 1.146 1.186 3.921647072 44.25 0 1832.020586 2 916.5125122 -1.549287142 -0.001419163 66.30282629GLNDLQPWPNQMAIACGSR 2 7019323 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.466 2.460198402 9.31 0 2357.169185 3 786.3952026 0.79300636 0.000623083 68.99577096ILMADADGATKFPDVEK 6 7019323 3xTMT6plex [N-Term; K11; K17] 1.434 1.426 1.652 4.428923607 15.01 1 2508.398672 3 836.8026733 -2.075284334 -0.001735213 71.59675477QLSVVVPSYNEEK 2 7019323 2xTMT6plex [N-Term; K13] 1.475 3.105587959 18.46 0 1950.094814 2 975.5490723 -2.023342005 -0.001972854 57.87588573
DTQCGFK 6 7019323 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.509 1.272 1.274 2.804705381 23.15 0 1313.692393 2 657.3503418 0.771796925 0.000506952 27.50387134

38026892 ALG6 dolichyl pyrophosphate Man9GlcNAc2 alpha-1,3-glucosyltransferase precursor 29929 NP_037471.2 4.142011834 1 2 2 8 507 58.082 8.46 0.76 1.25 1.05 1.02 Significant 0.0189
FINPDWIALHTSR 4 38026892 1xTMT6plex [N-Term] 0.763 0.911 5.381174564 35.95 0 1798.980169 3 600.3306885 -1.47700367 -0.0008857 72.1032582GYESQAHK 4 38026892 2xTMT6plex [N-Term; K8] 1.367 1.053 2.131195307 8.24 0 1377.752685 3 459.9221191 -0.639162699 -0.000293536 17.7170394758761500 OLA1 obg-like ATPase 1 isoform 1 29789 NP_037473.3 68.18181818 1 18 18 155 396 44.715 7.81 0.96 0.98 0.95 0.96 Significant 0.0000838 IPAFLNVVDIAGLVK 22 58761500 2xTMT6plex [N-Term; K15] 0.974 0.982 0.992 5.095121861 61.36 0 2027.266905 2 1014.136475 -0.607809089 -0.000616096 112.8757241AGFAALQLEYFFTAGPDEVR 4 58761500 1xTMT6plex [N-Term] 0.609 0.577 5.283118725 47.89 0 2431.249527 3 811.0882568 0.283877819 0.000230059 110.0048294YLEANMTQSALPK 9 58761500 2xTMT6plex [N-Term; K13] 0.959 0.957 1.24 4.490554333 63.48 0 1924.061405 2 962.534668 0.340039823 0.000327129 58.4314736HLFLTSKPMVYLVNLSEKDYIR 2 58761500 3xTMT6plex [N-Term; K7; K18] 1.523 7.143429756 8.66 1 3353.926251 5 671.5911865 0.171466855 0.000115017 94.38395275STFFNVLTNSQASAENFPFCTIDPNESR 12 58761500 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 0.929 2.234 0.923 5.865499973 51.68 0 3422.61605 3 1141.545654 1.858239584 0.002120014 95.61237494NYIVEDGDIIFFK 28 58761500 2xTMT6plex [N-Term; K13] 1.017 0.972 0.904 4.806303501 64.29 0 2031.1203 2 1016.062256 -1.50902497 -0.001532506 87.3732476YDPGALVIPFSGALELK 12 58761500 2xTMT6plex [N-Term; K17] 0.987 1.021 0.864 4.262056351 41.99 0 2248.299327 2 1124.651367 -1.720965244 -0.001934622 106.1463728

AFEDDDITHVEGSVDPIRDIEIIHEELQLKDEEMIGPIIDK 2 58761500 3xTMT6plex [N-Term; K30; K41]; 1xOxidation [M34] 0.827 6.413566113 18.79 2 5419.807383 6 904.138855 -1.962469593 -0.001772701 102.439885
AFEDDDITHVEGSVDPIRDIEIIHEELQLKDEEMIGPIIDK 4 58761500 3xTMT6plex [N-Term; K30; K41] 0.583 0.703 4.920360088 14.01 2 5403.812468 6 904.138855 -1.962469593 -0.001772701 102.439885

YEDFKEEGSENAVK 6 58761500 3xTMT6plex [N-Term; K5; K14] 1.025 0.954 1.013 3.599625587 10.46 1 2332.227568 3 778.0808105 0.133263421 0.0001036 43.14995149LQELSAEER 12 58761500 1xTMT6plex [N-Term] 0.829 1.034 0.963 3.815643549 46.64 0 1303.705511 2 652.3554688 -1.418886386 -0.000924905 35.62248653IGIVGLPNVGK 4 58761500 2xTMT6plex [N-Term; K11] 0.836 0.856 4.023050785 42.65 0 1524.98777 2 762.9973145 -0.273945639 -0.000208882 76.47712331GFIMAEVMK 3 58761500 2xTMT6plex [N-Term; K9] 0.906 1.111 3.545779467 50.21 0 1483.8417 2 742.4245605 0.09768815 7.25E-05 77.10086157FYHDWNDKEIEVLNK 2 58761500 3xTMT6plex [N-Term; K8; K15] 0.889 5.847110271 10 1 2637.427999 4 660.1129761 0.787030727 0.000518934 65.36974031IHTDFEK 16 58761500 2xTMT6plex [N-Term; K7] 0.931 1.013 0.954 3.899030924 24.73 0 1347.767272 3 449.927063 -0.472281209 -0.000212175 34.69249123FNTPQQPK 8 58761500 2xTMT6plex [N-Term; K8] 1.043 0.91 0.783 2.99652195 26 0 1417.82037 2 709.4156494 2.575635251 0.001825894 33.70686426APQAAGK 6 58761500 2xTMT6plex [N-Term; K7] 1.044 0.998 1.017 2.062602997 32.68 0 1100.682814 2 550.8447266 -0.579590225 -0.000318972 20.55843737IKEWVDK 2 58761500 3xTMT6plex [N-Term; K2; K7] 0.795 2.021222591 3.64 1 1604.99789 3 535.6707153 -0.185130403 -9.90E-05 56.14955386KGGDGIKPPPIIGR 1 58761500 3xTMT6plex [N-Term; K1; K7] 0.834 2.595239639 1 2092.320955 4 523.8353271 -0.705626088 -0.000369099 49.151033537019545 NENF neudesin precursor 29937 NP_037481.1 33.72093023 1 5 5 20 172 18.845 5.69 1.08 1.14 1.16 1.13 Significant 0.000455 ELEALDEVFTK 8 7019545 2xTMT6plex [N-Term; K11] 1.192 1.3 1.268 4.369514465 58.43 0 1751.983138 2 876.4951782 -0.03320505 -2.91E-05 81.78663743MSLDPADLTHDTTGLTAK 2 7019545 2xTMT6plex [N-Term; K18] 1.148 3.756980419 30.45 0 2345.242282 3 782.418457 -0.624424291 -0.000488142 66.02780104LFTEEELAR 6 7019545 1xTMT6plex [N-Term] 0.584 0.89 3.744967937 43.43 0 1336.730997 2 668.8688965 -0.359706815 -0.000240416 53.52878359GVVFDVTSGK 2 7019545 2xTMT6plex [N-Term; K10] 1.284 3.101619959 30.55 0 1466.861901 2 733.9343262 -0.357979336 -0.000262553 56.62910345GAPYNALTGK 2 7019545 2xTMT6plex [N-Term; K10] 1.009 2.168185711 12.55 0 1449.846585 2 725.4289551 2.792292848 0.002024198 45.05016765
85067507 CNOT7 CCR4-NOT transcription complex subunit 7 isoform 1 29883 NP_037486.2 15.43859649 1 3 3 14 285 32.724 4.84 1.11 1.22 1.41 1.24 Significant 0.0049

IGPQHQAGSDSLLTGMAFFK 2 85067507 2xTMT6plex [N-Term; K20] 1.264 5.232871532 22.32 0 2563.374299 3 855.1310425 1.667607188 0.0014249 82.83889611LFFPVIYDVK 8 85067507 2xTMT6plex [N-Term; K10] 1.057 1.203 1.252 3.815020561 51.97 0 1699.023487 2 850.015625 0.286370379 0.000243275 105.7013705GGLQEVAEQLELER 4 85067507 1xTMT6plex [N-Term] 1.323 1.532 3.487635851 18.41 0 1799.970058 2 900.4873657 -1.44621555 -0.001301572 70.770331522027538 PDCD6IP programmed cell death 6-interacting protein isoform 1 10015 NP_037506.2 59.21658986 1 48 48 415 868 95.963 6.52 1 1.01 1.01 1.01 Significant 0.000011
TMQGSEVVNVLK 10 22027538 2xTMT6plex [N-Term; K12] 1.011 0.999 0.904 4.994551182 74.5 0 1763.013727 2 882.0114136 1.034523107 0.000911939 59.07056656FIQQTYPSGGEEQAQYCR 10 22027538 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.941 1 0.976 5.250187397 44.17 0 2391.123675 3 797.713562 1.027908001 0.000819285 44.24175068SVIEQGGIQTVDQLIK 28 22027538 2xTMT6plex [N-Term; K16] 0.943 1.057 1.006 5.336184978 76.57 0 2186.279654 2 1093.642334 -1.034996253 -0.001131396 76.98146133EPSAPSIPTPAYQSSPAGGHAPTPPTPAPR 10 22027538 1xTMT6plex [N-Term] 1.368 0.76 0.845 6.907641411 50.14 0 3165.616642 3 1055.877441 0.356704199 0.000376396 51.95155333STPVNVPISQK 22 22027538 2xTMT6plex [N-Term; K11] 0.972 1.016 0.983 4.926979065 61.9 0 1627.978327 2 814.4923706 -0.530037193 -0.000431445 44.44312345NLATAYDNFVELVANLK 6 22027538 2xTMT6plex [N-Term; K17] 1.14 1.194 1.243 5.971400261 40.02 0 2353.316768 3 785.1102295 -0.268839047 -0.000210888 112.8153001

DTIVLLCKPEPELNAAIPSANPAK 12 22027538 3xTMT6plex [N-Term; K8; K24]; 1xCarbamidomethyl [C7] 1.276 1.138 1.193 5.347555637 27.45 0 3248.853146 4 812.9688721 0.157742202 0.00012812 81.40662587MVPVSVQQSLAAYNQR 12 22027538 1xTMT6plex [N-Term] 0.926 0.991 0.92 5.531295776 76.06 0 2020.084711 2 1010.542664 -3.296902119 -0.003330011 63.51217351FYNELTEILVR 6 22027538 1xTMT6plex [N-Term] 1.223 1.009 1.005 4.238601208 54.18 0 1625.910024 2 813.4581909 -0.565132171 -0.000459427 94.033571NIQVSHQEFSK 9 22027538 2xTMT6plex [N-Term; K11] 0.967 0.997 0.883 5.104368687 56.31 0 1774.985204 3 592.3334961 0.412015406 0.000243774 35.95484425LLDEEEATDNDLR 12 22027538 1xTMT6plex [N-Term] 0.939 0.917 100 4.957157135 94.23 0 1761.870403 2 881.4376831 -1.313308322 -0.00115694 45.27918861SCVLFNCAALASQIAAEQNLDNDEGLK 14 22027538 2xTMT6plex [N-Term; K27]; 2xCarbamidomethyl [C2; C7] 1.365 1.51 1.471 8.085876465 53.37 0 3409.713211 3 1137.241943 -0.567145022 -0.000644601 90.8407102
FLTALAQDGVINEEALSVTELDR 6 22027538 1xTMT6plex [N-Term] 1.274 1.111 4.335089684 41.41 0 2733.450805 3 911.8208008 -1.081521659 -0.000985429 105.507147LANQAADYFGDAFK 20 22027538 2xTMT6plex [N-Term; K14] 1.127 1.023 1.041 4.657504559 63.54 0 1989.048198 2 995.0266724 -1.070714847 -0.001064852 76.32183569SLLSNLDEVK 6 22027538 2xTMT6plex [N-Term; K10] 0.773 0.709 0.701 4.775208473 63.78 0 1575.935794 2 788.4711304 -0.513877415 -0.000404919 67.37241938LALASLGYEK 4 22027538 2xTMT6plex [N-Term; K10] 0.961 1.164 4.148145676 62.73 0 1522.924501 2 761.9656372 -0.330466768 -0.000251638 68.04264083

HCIMQANAEYHQSILAK 6 22027538 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C2] 0.989 0.967 1.03 5.44451046 36.23 0 2472.28919 4 618.8282471 0.796173546 0.000492093 46.50753616HEGALETLLR 9 22027538 1xTMT6plex [N-Term] 0.854 0.827 0.716 5.285360336 54.52 0 1367.78443 3 456.5997925 0.288394427 0.000131487 46.37877168LQHAAELIK 12 22027538 2xTMT6plex [N-Term; K9] 1.007 0.924 0.983 3.711483002 56.3 0 1480.92517 2 740.9655151 -0.956264767 -0.000708078 48.45530267TSEVDLAKPLVK 12 22027538 3xTMT6plex [N-Term; K8; K12] 1.062 1.02 1.012 4.037605762 19.09 0 1987.240639 3 663.0847778 -0.43218415 -0.000286285 58.38545309TPSNELYKPLR 6 22027538 2xTMT6plex [N-Term; K8] 0.997 0.999 1.148 4.355847359 24.18 0 1776.04199 3 592.6852417 -0.460840649 -0.000272824 42.05962131KDNDFIYHDR 12 22027538 2xTMT6plex [N-Term; K1] 0.966 1.011 1.063 4.173559189 17.57 1 1780.938254 3 594.3175659 -0.061218346 -3.63E-05 29.91281298AVQADGQVK 8 22027538 2xTMT6plex [N-Term; K9] 1.048 0.975 1.018 4.220630646 47.02 0 1373.815285 2 687.4119263 0.93964529 0.00064545 25.64794086SVNFDMTSK 6 22027538 2xTMT6plex [N-Term; K9] 0.887 1.181 4.186527252 54.48 0 1486.797586 2 743.9016724 -1.020921376 -0.000758952 49.54613807GSLFGGSVK 4 22027538 2xTMT6plex [N-Term; K9] 1.28 1.222 3.498981237 57.88 0 1309.788008 2 655.3963623 -1.954293832 -0.001279855 49.99974987ETVLSALSR 6 22027538 1xTMT6plex [N-Term] 1.027 1.207 1.288 3.766982079 47.58 0 1204.709868 2 602.8586426 0.116771892 7.03E-05 59.73386779EVFPVLAAK 18 22027538 2xTMT6plex [N-Term; K9] 1.017 1.023 1.024 3.583605766 44.98 0 1431.897558 2 716.4515991 -1.142887494 -0.000818249 70.88594676HYQFASGAFLHIK 2 22027538 2xTMT6plex [N-Term; K13] 1.052 3.23127389 13.26 0 1977.111073 4 495.0324402 -1.589221696 -0.000785517 60.90901261EILDESLR 10 22027538 1xTMT6plex [N-Term] 1.097 1.118 1.184 3.653516293 34.53 0 1203.678233 2 602.3423462 -0.679257267 -0.000408804 44.85741688YDEYVNVK 6 22027538 2xTMT6plex [N-Term; K8] 1.174 1.001 1.042 3.212641239 41.7 0 1487.814616 2 744.4109497 0.004378276 3.26E-06 44.58408512DLQQSIAR 12 22027538 1xTMT6plex [N-Term] 1.011 0.91 0.969 3.242797852 29.37 0 1159.663252 2 580.335083 -0.312723866 -0.000181327 25.83310622ELPELLQR 6 22027538 1xTMT6plex [N-Term] 0.985 1.119 1.087 2.744484425 33.2 0 1226.730603 2 613.8686523 -0.468931401 -0.000287626 56.60944717VYGGLTTK 6 22027538 2xTMT6plex [N-Term; K8] 1.044 0.934 0.878 2.978153229 32.84 0 1296.792759 2 648.8989258 -1.683991128 -0.001091894 40.54945996KTSEVDLAKPLVK 5 22027538 4xTMT6plex [N-Term; K1; K9; K13] 1.081 1.104 3.803442717 4.96 1 2344.498534 3 782.1682129 -3.603601368 -0.002816213 54.71744336CSDIVFAR 6 22027538 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.013 1.021 1.028 2.393098831 14.98 0 1196.629509 2 598.8178711 -0.872335582 -0.000521931 37.47368027ECYQSHR 6 22027538 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.043 1.154 1.301 2.450573683 19.27 0 1208.567972 3 403.5271606 -0.863092876 -0.000347702 13.97541378AAEELSK 2 22027538 2xTMT6plex [N-Term; K7] 1.125 2.735056639 31.63 0 1205.714174 2 603.3609009 0.291178307 0.000175539 30.04005077AAVGRPLDK 5 22027538 2xTMT6plex [N-Term; K9] 1.026 0.959 0.95 2.200063467 4.61 0 1384.867655 3 462.2946472 1.251693896 0.00057781 28.5267054AEGTNFR 6 22027538 1xTMT6plex [N-Term] 0.966 1.063 0.884 2.851170301 29.04 0 1023.542074 2 512.2750854 0.801050058 0.000409954 18.83692115FTDLFEK 12 22027538 2xTMT6plex [N-Term; K7] 0.916 0.94 0.917 3.20342803 32 0 1357.776774 2 679.3911743 -1.253731261 -0.000851144 69.88016196FGEEIAR 6 22027538 1xTMT6plex [N-Term] 0.904 0.954 0.95 2.959677458 21.36 0 1050.578126 2 525.7924194 -0.536155093 -0.000281636 35.84920241SLLSNLDEVKK 5 22027538 3xTMT6plex [N-Term; K10; K11] 1.137 1.132 0.919 3.009114981 5.37 1 1933.193689 3 645.0687866 -0.973677252 -0.000627436 63.33214848AAVGRPLDKHEGALETLLR 1 22027538 2xTMT6plex [N-Term; K9] 1.58 3.955983877 1 2504.471311 4 626.8738403 0.886433841 0.000555012 52.72182902KFGEEIAR 3 22027538 2xTMT6plex [N-Term; K1] 0.805 1.11 2.183699131 4.74 1 1407.83602 2 704.4215088 -0.198547182 -0.000139761 32.35270079KQEGLLK 11 22027538 3xTMT6plex [N-Term; K1; K7] 2.238 1.789 1.018 2.966362715 11.94 1 1502.987325 2 751.9974365 0.180445218 0.000135603 35.9421944DLDPIGK 12 22027538 2xTMT6plex [N-Term; K7] 1.004 1.032 1.021 3.137708426 25.25 0 1215.73491 2 608.371521 0.703979281 0.000427926 46.27156762MKDAIIAK 1 22027538 3xTMT6plex [N-Term; K2; K8] 1.22 3.203455925 1 1577.006346 3 526.3413086 1.919098967 0.00100881 56.66111207KADLVNR 6 22027538 2xTMT6plex [N-Term; K1] 1.03 1.063 0.999 2.890675545 27.75 1 1273.799241 2 637.4017944 -2.299304881 -0.001464426 23.0638288762420888 DPP7 dipeptidyl peptidase 2 preproprotein 29952 NP_037511.2 28.25203252 1 11 11 55 492 54.307 6.32 0.72 0.72 0.79 0.74 Significant 0.000984 MKYPHLVAGALAASAPVLAVAGLGDSNQFFR 6 62420888 2xTMT6plex [N-Term; K2] 2.076 100 1.67 7.820449829 25.95 1 3630.003049 4 908.2554932 -0.800487964 -0.000726443 105.8704825ASHPEDPASVVEAR 8 62420888 1xTMT6plex [N-Term] 0.698 0.678 0.763 4.663527012 36.03 0 1693.870678 3 565.2948608 -0.383193639 -0.00021636 25.96298696KLEATIIGEWVK 4 62420888 3xTMT6plex [N-Term; K1; K12] 0.78 0.874 4.518853188 23.05 1 2074.287924 3 692.0996704 -1.670775543 -0.001155223 82.12505958
LYHSCADPTGCGTGPDAR 6 62420888 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C11] 0.833 0.528 0.868 5.352965832 53 0 2163.974903 3 721.9952393 -1.727426024 -0.001246036 39.32016931DLFLQGAYDTVR 4 62420888 1xTMT6plex [N-Term] 0.812 0.702 4.346124172 50.4 0 1626.868888 2 813.9367676 -1.615977643 -0.001314492 64.52915782YPHLVAGALAASAPVLAVAGLGDSNQFFR 2 62420888 1xTMT6plex [N-Term] 0.866 4.700832367 23.29 0 3141.704669 3 1047.903564 -2.714739775 -0.00284297 109.0458575SLPFGAQSTQR 6 62420888 1xTMT6plex [N-Term] 0.682 0.765 0.744 3.720916271 48.43 0 1420.774593 2 710.8903198 -0.865916077 -0.000615136 43.15380847GALLVFAEHR 6 62420888 1xTMT6plex [N-Term] 0.634 0.714 0.819 3.444007397 43.03 0 1341.784036 3 447.9338379 2.179599546 0.000974851 55.05650792WEFGTCQPLSDEKDLTQLFMFAR 3 62420888 2xTMT6plex [N-Term; K13]; 1xOxidation [M20]; 1xCarbamidomethyl [C6] 1.782 1.184 2.282302141 11.7 1 3293.637527 3 1098.547852 -2.588421595 -0.002841774 103.6076868DLTQLFMFAR 3 62420888 1xTMT6plex [N-Term] 0.773 1.588 3.481649637 30.85 0 1470.797637 2 735.9016113 -1.149678044 -0.000845472 92.06948246LDHFNFER 6 62420888 1xTMT6plex [N-Term] 0.706 0.676 0.683 2.89960146 11.39 0 1306.674151 3 436.2295227 -0.104245397 -4.54E-05 40.12921183WEFGTCQPLSDEKDLTQLFMFAR 1 62420888 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 0.369 1.947794199 1 3277.642612 3 1098.547852 -2.588421595 -0.002841774 103.6076868

148491091 SLC25A24 calcium-binding mitochondrial carrier protein SCaMC-1 isoform 1 29957 NP_037518.3 52.62054507 1 23 23 202 477 53.32 6.33 1.03 1.06 1.02 1.03 Significant 0.000134
QLLAGGIAGAVSR 11 148491091 1xTMT6plex [N-Term] 1.049 1.043 1.111 4.902040005 62.77 0 1441.868828 2 721.4366455 -1.951380264 -0.001406817 53.76379489DSVNPGVMVLLGCGALSSTCGQLASYPLALVR 2 148491091 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C13; C20] 1.398 4.311636448 9.93 0 3534.831996 3 1184.284546 3.428208588 0.004057658 102.9384856

FISGSMAGATAQTFIYPMEVMK 19 148491091 2xTMT6plex [N-Term; K22] 0.675 1.033 0.657 6.994524956 70.57 0 2838.464436 3 946.8251343 -1.263619133 -0.001195579 102.1923217VLPAVGISYVVYENMK 18 148491091 2xTMT6plex [N-Term; K16] 1.094 1.068 1.081 5.788423061 44.28 0 2240.276483 3 747.4307861 0.590127356 0.000440683 101.3289288FISGSMAGATAQTFIYPMEVMK 4 148491091 2xTMT6plex [N-Term; K22]; 1xOxidation [M6] 0.622 0.505 5.90711689 38.28 0 2854.459351 3 946.8251343 -1.263619133 -0.001195579 102.1923217MQAQAMLEGSPQLNMVGLFR 16 148491091 1xTMT6plex [N-Term] 1.174 1.156 0.835 6.528226852 64.03 0 2450.255557 3 817.4227295 -0.78441754 -0.000640674 92.31882168NLGIPLGQDAEEK 14 148491091 2xTMT6plex [N-Term; K13] 1.407 1.395 1.38 4.037044525 46.13 0 1842.037299 2 921.5214233 -0.938482795 -0.00086436 56.83374829DYFLFNPVTDIEEIIR 8 148491091 1xTMT6plex [N-Term] 1.149 1.125 4.387963772 48.16 0 2213.169152 2 1107.088135 -0.071693006 -7.93E-05 112.8281814HSTGIDIGDSLTIPDEFTEDEKK 6 148491091 3xTMT6plex [N-Term; K22; K23] 1.832 1.568 1.687 6.573443413 40.22 1 3234.698479 4 809.430542 0.574866178 0.00046488 71.71865391
DSVNPGVMVLLGCGALSSTCGQLASYPLALVR 2 148491091 1xTMT6plex [N-Term]; 1xOxidation [M8]; 2xCarbamidomethyl [C13; C20] 100 6.058629513 51.17 0 3550.826911 3 1184.284546 3.428208588 0.004057658 102.9384856

HEGLGAFYK 10 148491091 2xTMT6plex [N-Term; K9] 0.888 0.933 0.914 4.484680176 40.03 0 1479.83602 2 740.421875 0.306047423 0.00022645 42.57147586KLLTEEGQK 4 148491091 3xTMT6plex [N-Term; K1; K9] 1.407 1.144 3.639647007 29.74 1 1733.077597 3 578.3635254 -0.908048277 -0.000524573 36.80290952SYWLDNFAK 10 148491091 2xTMT6plex [N-Term; K9] 0.847 0.856 0.728 3.809721708 42.07 0 1601.8728 2 801.4395752 -0.578129159 -0.000463045 70.88777627IFTTGDVNK 12 148491091 2xTMT6plex [N-Term; K9] 0.972 1.12 0.932 3.001799583 36.83 0 1452.846251 2 726.9274292 0.916138536 0.000665504 48.55695781MNIFGGFR 12 148491091 1xTMT6plex [N-Term] 1.033 1.151 0.917 2.9519732 51.7 0 1170.629115 2 585.8182983 0.174948397 0.0001024 65.43365676LDFEEFMK 6 148491091 2xTMT6plex [N-Term; K8] 0.962 1.101 1.103 3.867033482 43.47 0 1516.812173 2 758.9093018 -0.558127361 -0.000423287 86.90810586IAPETAVK 12 148491091 2xTMT6plex [N-Term; K8] 1.087 1.06 1.043 3.064810753 42.05 0 1286.808409 2 643.9066772 -1.811394607 -0.001165459 37.25445961QTLGVTQK 10 148491091 2xTMT6plex [N-Term; K8] 0.989 1.087 1.188 3.523740053 49.08 0 1332.825121 2 666.9179688 2.6555847 0.001769715 30.81381604IMMQVHGSK 2 148491091 2xTMT6plex [N-Term; K9] 0.921 3.679994345 28.16 0 1488.843096 3 496.9533386 1.589240093 0.00078871 36.7530695LLTEEGQK 6 148491091 2xTMT6plex [N-Term; K8] 1.068 1.113 1.096 3.27082324 33.75 0 1375.819702 2 688.4128418 -0.941043546 -0.000647353 38.10871785FWAYEQYK 10 148491091 2xTMT6plex [N-Term; K8] 1.247 0.953 1.047 3.955273867 34.02 0 1592.851336 2 796.9281006 -1.514025867 -0.001205809 64.07827483IFTTGDVNKDGKLDFEEFMK 2 148491091 4xTMT6plex [N-Term; K9; K12; K20] 2.4 1.4 2.931553364 2 3250.783953 4 813.4436646 -9.574372622 -0.007781054 85.46466784VLPAVGISYVVYENMK 1 148491091 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 1.108 2.073448181 0 2256.271398 3 747.4307861 0.590127356 0.000440683 101.3289288IFTTGDVNKDGK 1 148491091 3xTMT6plex [N-Term; K9; K12] 1.978 2.967356443 1 1982.152552 3 661.3884888 -0.827035943 -0.000546437 45.00778963GITPNFMK 2 148491091 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.306 1.216 1.371303558 32.84 0 1381.791379 2 691.3991699 -0.228468823 -0.000157848 50.67399128
DGKLDFEEFMK 2 148491091 3xTMT6plex [N-Term; K3; K11]; 1xOxidation [M10] 1.39 1.740918756 3.22 1 2062.11339 3 688.0420532 -0.86496312 -0.000594551 59.63063958

41281885 UQCR10 cytochrome b-c1 complex subunit 9 isoform a 29796 NP_037519.2 52.38095238 1 4 4 36 63 7.304 9.47 1.63 1.82 1.75 1.73 Significant 0.00102
AFDQGADAIYDHINEGK 10 41281885 2xTMT6plex [N-Term; K17] 1.65 2.401 2.021 4.955998898 46.35 0 2322.176646 3 774.7300415 -0.462634177 -0.000358106 58.74520575AAATLTSKLYSLLFRR 3 41281885 2xTMT6plex [N-Term; K8] 0.628 0.95 0.01 21.55 2 2269.379643 4 568.1001587 -0.369318716 -0.000209531 104.7729322AAATLTSK 3 41281885 2xTMT6plex [N-Term; K8] 1.624 1.643 1.544 53.62 0 1220.761459 2 610.883606 -1.247840786 -0.000761658 45.42999693LYSLLFR 20 41281885 1xTMT6plex [N-Term] 1.806 1.809 1.784 2.802634239 29.58 0 1140.697847 2 570.8522339 -0.574724117 -0.000327793 89.876281487019503 PREB prolactin regulatory element-binding protein 10113 NP_037520.1 28.53717026 1 7 7 38 417 45.44 7.88 1.02 1 1.06 1.03 Significant 0.000295 APFPLYALQVDPSTGLLIAAGGGGAAK 10 7019503 2xTMT6plex [N-Term; K27] 1.36 1.634 1.57 6.297917366 75.23 0 3013.712664 3 1005.242065 -0.338655689 -0.000340204 110.6119552ATMNLALAGDILAAGQDAHCQLLR 6 7019503 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 1.476 1.119 1.16 6.760386944 66.76 0 2752.443569 3 918.1516113 -1.194715002 -0.001096129 93.10089032AHEGEIEDLALGPDGK 2 7019503 2xTMT6plex [N-Term; K16] 1.15 3.445984125 25.31 0 2109.122819 3 703.710144 -3.290605474 -0.00231343 51.84153131VVCFNHDNTLLATGGTDGYVR 6 7019503 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.994 1.086 0.994 5.791515827 51.52 0 2538.260837 3 846.7572632 -1.418585185 -0.001200246 60.11142327LFTVQIPHK 10 7019503 2xTMT6plex [N-Term; K9] 0.839 0.904 0.969 3.293870211 40.58 0 1540.961555 3 514.3252563 -0.220341014 -0.000113179 63.44426077FQAHQQQGNK 2 7019503 2xTMT6plex [N-Term; K10] 0.966 2.397644997 13.35 0 1643.901809 3 548.6380005 -1.435794488 -0.000786768 18.76904077FGQVPDQPAGLR 2 7019503 1xTMT6plex [N-Term] 0.745 2.207491875 2.64 0 1513.832443 3 505.2830505 1.424101682 0.000718617 47.342640617019555 TMEM2 transmembrane protein 2 isoform a 23670 NP_037522.1 4.772234273 1 5 5 20 1383 154.276 8.15 1.71 2 1.23 1.65 Significant 0.0181 IVAIAVGDSAAK 2 7019555 2xTMT6plex [N-Term; K12] 1.693 3.913800478 48.12 0 1572.972514 2 786.9902954 0.508813921 0.000400175 59.06560912DTIGFDTLGHCFFLEDGIEQR 6 7019555 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.855 0.769 1.196 4.77188158 27.19 0 2699.297282 3 900.4385376 1.399435695 0.001259164 83.28751544EFYTVDGQK 6 7019555 2xTMT6plex [N-Term; K9] 1.984 2.143 1.61 3.173434973 24.91 0 1544.83608 2 772.9216309 -0.061411855 -4.74E-05 43.05408732ATFAFSPEEQQAQR 2 7019555 1xTMT6plex [N-Term] 0.918 2.408583403 22.33 0 1838.923442 2 919.9642334 -1.22462038 -0.001125992 46.64397375NWDPGQDSAK 4 7019555 2xTMT6plex [N-Term; K10] 1.582 2.148 2.406990767 20.81 0 1575.816741 2 788.4108276 -1.499429788 -0.001181413 34.088252097019333 NRBP1 nuclear receptor-binding protein 29959 NP_037524.1 10.09345794 1 4 4 32 535 59.807 5.08 1.3 1.3 1.3 1.3 Non-Significant 1 AVFDNLIQLEHLNIVK 8 7019333 2xTMT6plex [N-Term; K16] 1.399 1.464 0.964 6.389673233 56.46 0 2324.374223 3 775.4630737 0.191320916 0.000148234 100.504111LTSLLEETLNK 12 7019333 2xTMT6plex [N-Term; K11] 1.075 0.895 1.326 4.431625843 54.8 0 1719.030423 2 860.019043 0.224991655 0.000193384 93.38170632ELLFHPALFEVPSLK 6 7019333 2xTMT6plex [N-Term; K15] 1.266 1.216 1.228 4.678026199 28.28 0 2198.298933 3 733.4371948 -0.865176849 -0.000633972 97.14965303TPTPEPAEVETR 6 7019333 1xTMT6plex [N-Term] 1.513 1.547 1.715 3.838925123 27.67 0 1555.816518 2 778.4119263 0.03750382 2.92E-05 28.0635438516753203 UBQLN1 ubiquilin-1 isoform 1 29979 NP_038466.2 34.80475382 1 7 11 86 589 62.479 5.11 1.01 1 0.91 0.97 Significant 0.00107 QLIMANPQMQQLIQR 8 16753203 1xTMT6plex [N-Term] 0.764 0.777 0.86 4.671680927 47.76 0 2041.124801 3 681.0463257 -0.184927065 -0.00012582 69.91636716EANLQALIATGGDINAAIER 8 16753203 1xTMT6plex [N-Term] 1.417 1.331 6.066989422 61.3 0 2269.23494 3 757.083374 0.277274204 0.000209733 86.23043494ALSNLESIPGGYNALR 14 16753203 1xTMT6plex [N-Term] 0.904 0.924 0.861 4.388178825 68.18 0 1904.043892 2 952.524231 -1.421351655 -0.001353158 63.56476081FQQQLEQLSAMGFLNR 14 16753203 1xTMT6plex [N-Term] 1.767 1.621 100 6.426028252 44.48 0 2139.121824 3 713.7120361 -0.125823391 -8.97E-05 93.24942204NPEISHMLNNPDIMR 6 16753203 1xTMT6plex [N-Term] 0.845 0.918 0.84 5.431272507 58.94 0 2010.009831 3 670.6747437 -0.076299611 -5.11E-05 56.95110997QQLPTFLQQMQNPDTLSAMSNPR 4 16753203 1xTMT6plex [N-Term] 1.185 0.557 4.335530758 32.44 0 2874.443963 3 958.8193359 -0.176767231 -0.000169369 81.99606604SHTDQLVLIFAGK 14 16753203 2xTMT6plex [N-Term; K13] 1.125 1.046 1.047 4.572361469 30.77 0 1887.110404 3 629.7080078 -0.494937921 -0.000311334 74.97826039EKEEFAVPENSSVQQFK 6 16753203 3xTMT6plex [N-Term; K2; K17] 0.767 0.828 0.87 5.829915524 37.18 1 2683.454607 3 895.15448 -2.13179257 -0.001906856 55.46355844

MYTDIQEPMLSAAQEQFGGNPFASLVSNTSSGEGSQPSR 4 16753203 1xTMT6plex [N-Term] 0.837 6.996547699 45.02 0 4348.033544 4 1087.765381 1.414220345 0.001537269 96.92624331NPAMMQEMMR 6 16753203 1xTMT6plex [N-Term] 0.835 0.897 0.742 4.036454678 38.22 0 1467.677798 2 734.342041 -0.676251117 -0.000496259 48.20343032DQDTLSQHGIHDGLTVHLVIK 2 16753203 2xTMT6plex [N-Term; K21] 0.768 4.466592312 5.72 0 2784.540847 5 557.7129517 -1.865862095 -0.001039114 57.238491697305503 STOML2 stomatin-like protein 2, mitochondrial isoform a 30968 NP_038470.1 55.8988764 1 17 17 289 356 38.51 7.39 1.04 1.09 1.07 1.07 Significant 0.000185 AEQINQAAGEASAVLAK 24 7305503 2xTMT6plex [N-Term; K17] 1.022 1.039 0.988 7.258309364 82.77 0 2129.196653 2 1065.101929 -0.033819387 -3.60E-05 62.32275988QAQILASEAEKAEQINQAAGEASAVLAK 2 7305503 3xTMT6plex [N-Term; K11; K28] 2.117 6.819325447 6.9 1 3526.968386 4 882.4953003 -2.555973612 -0.00225371 87.92116899DSNTILLPSNPGDVTSMVAQAMGVYGALTK 29 7305503 2xTMT6plex [N-Term; K30]; 1xOxidation [M] 1.232 1.086 1.132 5.039441109 68.05 0 3524.838077 3 1175.612427 -4.354667145 -0.005116499 104.9160874DSNTILLPSNPGDVTSMVAQAMGVYGALTK 11 7305503 2xTMT6plex [N-Term; K30] 1.278 1.225 1.126 5.631354332 35.95 0 3508.843162 3 1175.612427 -4.354667145 -0.005116499 104.9160874ASYGVEDPEYAVTQLAQTTMR 10 7305503 1xTMT6plex [N-Term] 1.033 1.475 7.434239388 71.94 0 2559.259834 3 853.7577515 -0.442501169 -0.000377492 78.53834926ASYGVEDPEYAVTQLAQTTMR 8 7305503 1xTMT6plex [N-Term]; 1xOxidation [M20] 0.905 1.133 5.960181236 68.27 0 2575.254749 3 853.7577515 -0.442501169 -0.000377492 78.53834926DVQGTDASLDEELDR 27 7305503 1xTMT6plex [N-Term] 1.015 0.925 0.939 5.980568886 79.09 0 1891.908245 2 946.4579468 0.196354495 0.000185742 42.1885617ILEPGLNILIPVLDR 26 7305503 1xTMT6plex [N-Term] 1 1.082 1.084 6.025678158 75.43 0 1904.1782 2 952.5911865 -1.630027654 -0.001551932 112.4406549QAQILASEAEK 18 7305503 2xTMT6plex [N-Term; K11] 0.88 0.925 0.965 5.037847996 59.51 0 1645.952507 2 823.4797363 -0.188695451 -0.000155292 42.53796231KQAQILASEAEK 8 7305503 3xTMT6plex [N-Term; K1; K12] 1.34 1.293 5.596046925 40.85 1 2003.210402 2 1002.108887 0.047542435 4.76E-05 43.35419156ESMQMQVEAER 12 7305503 1xTMT6plex [N-Term] 0.983 0.996 0.609 4.705699921 61.46 0 1566.745343 2 783.8768311 0.665206621 0.000521105 29.70351599NTVVLFVPQQEAWVVER 16 7305503 1xTMT6plex [N-Term] 1.127 0.984 1.189 4.861196041 47.21 0 2243.238569 3 748.4173584 -0.466564146 -0.000348872 85.21573292ESLNASIVDAINQAADCWGIR 24 7305503 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1 1.081 1.001 7.637108803 83.36 0 2532.271402 3 844.7615967 -0.4600261 -0.000388304 105.818874DVQGTDASLDEELDRVK 2 7305503 2xTMT6plex [N-Term; K17] 1.329 4.88141346 29.78 1 2348.234554 3 783.414978 -1.777270486 -0.001391149 63.23570935APVPGTPDSLSSGSSR 27 7305503 1xTMT6plex [N-Term] 1.124 1.232 1.176 4.792881489 63.71 0 1743.907458 2 872.4573975 0.034733423 3.03E-05 32.7631393ATVLESEGTR 6 7305503 1xTMT6plex [N-Term] 1.356 1.306 1.455 4.144123077 40.72 0 1291.705511 2 646.3564453 0.079983401 5.17E-05 112.4407049ESAINVAEGK 8 7305503 2xTMT6plex [N-Term; K10] 1.027 1.022 4.06176281 54.56 0 1475.846979 2 738.4263916 -0.99767584 -0.000736208 40.76290256ESAINVAEGKK 2 7305503 3xTMT6plex [N-Term; K10; K11] 1.049 3.324429035 8.1 1 1833.104874 3 611.7051392 -2.18739778 -0.001336577 38.78403198ESMQMQVEAER 18 7305503 1xTMT6plex [N-Term]; 1xOxidation [M] 0.912 0.785 0.805 2.663504362 38.81 0 1582.740258 2 783.8768311 0.665206621 0.000521105 29.70351599VKESMQMQVEAER 5 7305503 2xTMT6plex [N-Term; K2]; 1xOxidation [M7] 1.259 1.451 2.876 2.579278708 28.15 1 2039.066567 3 685.6920776 0.096128587 6.59E-05 20.52647941
VKESMQMQVEAER 6 7305503 2xTMT6plex [N-Term; K2]; 2xOxidation [M5; M7] 1.693 1.685 1.463 2.549510479 32.34 1 2055.061482 3 685.6920776 0.096128587 6.59E-05 20.5264794116753207 UBQLN2 ubiquilin-2 29978 NP_038472.2 17.1474359 1 3 7 44 624 65.655 5.22 0.81 0.83 0.77 0.8 Significant 0.000482 QLIMANPQMQQLIQR 8 16753207 1xTMT6plex [N-Term] 0.764 0.777 0.86 4.671680927 47.76 0 2041.124801 3 681.0463257 -0.184927065 -0.00012582 69.91636716EANLQALIATGGDINAAIER 8 16753207 1xTMT6plex [N-Term] 1.417 1.331 6.066989422 61.3 0 2269.23494 3 757.083374 0.277274204 0.000209733 86.23043494SQTDQLVLIFAGK 12 16753207 2xTMT6plex [N-Term; K13] 0.807 0.862 0.769 4.423599243 56.57 0 1878.11007 2 939.5588989 0.240354157 0.000225706 89.48220914EKEEFAVPENSSVQQFK 6 16753207 3xTMT6plex [N-Term; K2; K17] 0.767 0.828 0.87 5.829915524 37.18 1 2683.454607 3 895.15448 -2.13179257 -0.001906856 55.46355844GPAAAQGSAAAPAEPK 2 16753207 2xTMT6plex [N-Term; K16] 0.811 4.17023468 18.36 0 1852.032882 3 618.0147705 -1.686712257 -0.001041282 28.33793832NPAMMQEMMR 6 16753207 1xTMT6plex [N-Term] 0.835 0.897 0.742 4.036454678 38.22 0 1467.677798 2 734.342041 -0.676251117 -0.000496259 48.20343032FQQQLEQLNAMGFLNR 2 16753207 1xTMT6plex [N-Term]; 1xOxidation [M11] 0.638 4.49529171 7.72 0 2182.127638 3 728.0457153 -2.312231337 -0.001681861 73.81895516

32967603 BAZ1A bromodomain adjacent to zinc finger domain protein 1A isoform a 11177 NP_038476.2 6.16966581 1 8 8 22 1556 178.592 6.6 1.37 1.11 1.4 1.29 Significant 0.00503
IAEQDFSYFFPDDPPTFIFSPANR 6 32967603 1xTMT6plex [N-Term] 100 1.05 100 4.360229969 19.21 0 3050.477354 3 1017.493591 -3.649853097 -0.003711265 110.5771789LGLHVTPSNVDQVSTPPAAK 2 32967603 2xTMT6plex [N-Term; K20] 100 3.882905006 9.77 0 2489.412793 3 830.4750366 -0.898539898 -0.000745612 57.07452316



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

IQVPDYYDIIK 4 32967603 2xTMT6plex [N-Term; K11] 1.556 1.645 3.788275719 50.25 0 1825.051158 2 913.0285034 -0.782330981 -0.000713897 82.55181346LSLQESESK 2 32967603 2xTMT6plex [N-Term; K9] 0.93 3.308213949 12.86 0 1478.846645 2 739.9265137 -0.604461763 -0.000446953 41.02866269HYDDFFER 2 32967603 1xTMT6plex [N-Term] 1.202 3.070533514 21.97 0 1357.637431 3 453.2174377 0.242179844 0.000109597 37.13376819LSNPSLVK 2 32967603 2xTMT6plex [N-Term; K8] 1.416 2.965636492 26.75 0 1315.834958 2 658.4210205 -0.147043042 -9.67E-05 47.89035054EKADALEAK 2 32967603 3xTMT6plex [N-Term; K2; K9] 1.384 2.375644207 2.84 1 1662.004097 3 554.6734619 1.043993929 0.000578374 34.26327287ETLLQEK 2 32967603 2xTMT6plex [N-Term; K7] 0.87 1.533403277 3.61 0 1318.798238 2 659.9021606 -0.904854816 -0.00059666 43.11326372
91176325 BAZ2A bromodomain adjacent to zinc finger domain protein 2A isoform 1 11176 NP_038477.2 2.834645669 1 4 4 11 1905 211.065 6.64 0.92 1.44 0.69 1.02 Significant 0.0445

DFLQEVCLRPSADPIFEPR 3 91176325 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.918 1.122 3.250402689 0.24 0 2518.29616 3 840.1026001 -1.156701534 -0.000970972 79.90676149KLEAQETLNEEDKAK 2 91176325 4xTMT6plex [N-Term; K1; K13; K15] 1.834 3.142354488 13.9 2 2662.543312 4 666.3903198 -1.450621707 -0.000965586 40.96167803GECQTTIQGQAR 4 91176325 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.177 0.752 2.993062973 13.57 0 1577.79032 2 789.3984985 -0.379942556 -0.000299735 17.73771477DNVSEILR 2 91176325 1xTMT6plex [N-Term] 0.673 2.44780755 20.59 0 1174.662918 2 587.835144 0.079840724 4.69E-05 39.278888897305053 MYOF myoferlin isoform a 26509 NP_038479.1 54.77923338 1 101 101 997 2061 234.561 6.18 1.02 1.03 1.04 1.03 Significant 0.0000314 WLLLNDPEDTSSGSK 20 7305053 2xTMT6plex [N-Term; K15] 1.11 1.074 1.039 4.778196812 52.34 0 2120.12757 2 1060.567139 -0.268604709 -0.000284738 71.52973292DRDNDSDDVESNLLLPAGIALR 6 7305053 1xTMT6plex [N-Term] 1.035 1.174 1.687 7.536632538 43.37 1 2627.347403 3 876.453064 -1.052131692 -0.000921438 71.00430411DQLRPTQLLQNVAR 8 7305053 1xTMT6plex [N-Term] 0.997 0.967 0.921 5.146487713 40.38 0 1881.086759 3 627.7006836 0.392343015 0.00024601 55.08306008LEGALGADTTEDGDEK 14 7305053 2xTMT6plex [N-Term; K16] 1.046 0.995 1.098 5.942230701 73.88 0 2079.049379 2 1040.027344 -0.946831768 -0.000984255 45.753975AASPSELTCPPGWEWEDDAWSYDINR 12 7305053 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.941 0.857 0.966 6.50403595 63.75 0 3281.468323 3 1094.49707 2.539978046 0.002778286 81.77175702SLLTEADAGHTEFTDEVYQNESR 6 7305053 1xTMT6plex [N-Term] 0.937 0.862 0.837 8.713043213 70.5 0 2841.337626 3 947.7833252 -0.775579798 -0.000734561 57.03485788DLTQTASSTAR 12 7305053 1xTMT6plex [N-Term] 0.973 0.97 1.031 4.451920033 53.53 0 1379.732788 2 690.369751 -0.407815832 -0.000281338 21.82294197GPVGTVSEAQLAR 12 7305053 1xTMT6plex [N-Term] 0.714 1.241 0.878 4.72523737 67.67 0 1513.853572 2 757.4298096 -0.812039815 -0.000614655 37.48448841SLDGEGNFNWR 10 7305053 1xTMT6plex [N-Term] 1.017 1.16 1.012 4.171332836 55.66 0 1523.744021 2 762.3754883 -0.210972116 -0.000160734 48.78366386IPAHQVLYSTSGENASGK 10 7305053 2xTMT6plex [N-Term; K18] 1.071 1.245 0.927 5.871004581 48.11 0 2317.25523 3 773.0894775 -0.582966777 -0.000450294 44.32673498ANVTVLDTQIR 14 7305053 1xTMT6plex [N-Term] 1.042 0.981 1.066 4.451562405 51.12 0 1458.847758 2 729.9284058 1.217881323 0.000888352 49.31851542EYTGFPDPYDELNTGK 18 7305053 2xTMT6plex [N-Term; K16] 0.894 1.201 0.993 3.936215162 48.79 0 2304.143614 2 1152.575317 -0.111093064 -0.000127987 67.00909576GIPLDFSSSLGIIVK 12 7305053 2xTMT6plex [N-Term; K15] 1.002 1.108 1.108 5.323479652 81.68 0 2004.214535 2 1002.609375 -1.527511126 -0.00153073 101.8793083IPANQLAELWLK 20 7305053 2xTMT6plex [N-Term; K12] 1.158 1.116 1.038 5.201458454 40 0 1854.125326 3 618.7134399 0.237607573 0.000146851 99.99425053
IYNCELENVAEFEGLTDFSDTFK 10 7305053 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C4] 1.537 0.909 1.296 6.899615765 58.87 0 3199.554568 3 1067.190796 1.020981278 0.001088895 104.0529543

VIMELFDNDQVGKDEFLGR 21 7305053 2xTMT6plex [N-Term; K13] 1.038 1.102 1.073 6.533211708 32.24 1 2683.416558 4 671.6098022 0.305943694 0.000205244 94.00698142LEPISNDDLLVVEK 18 7305053 2xTMT6plex [N-Term; K14] 0.949 1.043 1.068 4.779648304 55.18 0 2042.178543 2 1021.592896 -0.014094936 -1.44E-05 78.22832341VSMFVLGTGDEPPPER 20 7305053 1xTMT6plex [N-Term] 1.09 1.046 0.998 4.65062809 59.21 0 1960.004729 2 980.5050049 -1.018244673 -0.000997882 68.66570494SITGEEMSDIYVK 10 7305053 2xTMT6plex [N-Term; K13] 1.498 1.027 1.077 4.778022289 71.82 0 1930.024351 2 965.5162964 0.500176817 0.000482677 59.0303312TPNFPSSVLFMK 12 7305053 2xTMT6plex [N-Term; K12] 1.07 1.096 1.095 4.508290291 49.63 0 1826.028648 2 913.5155029 -2.693955886 -0.00245962 84.48476703NLVDPFVEVSFAGK 8 7305053 2xTMT6plex [N-Term; K14] 0.944 0.945 4.68786478 32.91 0 1980.120634 3 660.7109985 -1.107066152 -0.000730708 90.28891619
KPVVGQCTIER 8 7305053 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.263 1.233 1.315 4.455683231 25.95 0 1745.014396 3 582.3427124 -0.465178379 -0.000270581 33.20404857

STLAEIEDWLDK 8 7305053 2xTMT6plex [N-Term; K12] 1.178 1.134 1.231 4.318830967 51.94 0 1878.026065 2 939.5147095 -2.088924515 -0.001961527 99.56373154AMEELQDQEGWEYASLIGWK 14 7305053 2xTMT6plex [N-Term; K20] 1.021 1.12 1.13 4.688817501 55.13 0 2841.416952 3 947.8101196 -0.403444232 -0.000382118 96.67208575KWLLLNDPEDTSSGSK 8 7305053 3xTMT6plex [N-Term; K1; K16] 1.304 1.351 1.29 5.270949841 39.05 1 2477.385465 3 826.4665527 -0.145397993 -0.000120069 63.6322002VGETIIDLENR 8 7305053 1xTMT6plex [N-Term] 1.028 1.168 1.008 4.299425125 69.24 0 1487.826688 2 744.4153442 -2.202214454 -0.001638257 58.76778899MYELSCYLPQEK 12 7305053 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 1.042 1.053 1.307 3.350384712 36.13 0 2019.033142 2 1010.018982 -1.215657515 -0.001227226 72.06378822ISVYDYDTFTR 18 7305053 1xTMT6plex [N-Term] 1.06 1.135 0.98 4.279774666 50.57 0 1608.810704 2 804.9094849 0.61484335 0.000494583 58.04770106HSATTVFGANTPIVSCNFDR 6 7305053 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.311 0.864 1.808 5.88340807 41.31 0 2423.197509 3 808.404541 0.64428379 0.000520409 56.25109836DYSLDEFEANK 16 7305053 2xTMT6plex [N-Term; K11] 1.049 0.995 1.063 5.203474045 45.99 0 1788.905616 2 894.9558105 -0.710745295 -0.000635728 54.71575982VIVESASNIPK 12 7305053 2xTMT6plex [N-Term; K11] 0.996 0.952 0.986 4.558560848 65.12 0 1614.983079 2 807.9958496 0.832261816 0.000672044 53.410163GWEWEGEWIVDPER 6 7305053 1xTMT6plex [N-Term] 1.151 1.134 1.515 3.954825878 54.81 0 2016.965307 2 1008.983093 -3.171614574 -0.003198518 82.08883341DIVIEMEDTKPLLASK 11 7305053 3xTMT6plex [N-Term; K10; K16] 1.304 1.108 0.842 5.045469761 31.8 0 2489.450374 4 623.1173706 -1.093043731 -0.00068027 83.71181755VEMTLEILNEK 8 7305053 2xTMT6plex [N-Term; K11] 0.915 1.136 1.07 5.494282246 56 0 1777.018143 2 889.0070801 -6.336330213 -0.005629887 83.10352782KLEPISNDDLLVVEK 6 7305053 3xTMT6plex [N-Term; K1; K15] 1.119 0.946 4.854528427 22.49 1 2399.436438 3 800.4829102 -0.942271783 -0.00075364 71.20103559NANPEWNQVVNLQIK 8 7305053 2xTMT6plex [N-Term; K15] 0.721 0.861 0.659 4.1751194 46.72 0 2225.244272 2 1113.122314 -3.109520981 -0.003459722 73.53655477KVDNELNPVWNEILEFDLR 8 7305053 2xTMT6plex [N-Term; K1] 1.103 1.211 5.927410603 31.3 1 2801.5238 3 934.5127563 -0.030175375 -2.82E-05 103.8977627LDAVNTLLAMAER 24 7305053 1xTMT6plex [N-Term] 0.504 0.467 0.505 5.252237797 69.97 0 1645.914457 2 823.4611816 0.382262424 0.000314586 100.2802285SLGPPGPPFNITPR 16 7305053 1xTMT6plex [N-Term] 1.061 1.042 1.065 5.015801907 52.87 0 1678.947807 2 839.9761353 -1.675258859 -0.001406336 66.89946504ELPDSVPQECTVR 16 7305053 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.103 1.166 1.512 4.164288044 55.59 0 1758.889365 2 879.9483643 0.049307038 4.34E-05 49.37216252GKSDENEDPSVVGEFK 12 7305053 3xTMT6plex [N-Term; K2; K16] 1.35 1.25 1.294 5.145287037 37.71 1 2424.286145 3 808.7651978 -2.105782064 -0.001701673 56.84565547
LDLPNRPETSFLWFTNPCK 19 7305053 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C18] 1.22 1.126 0.967 5.005418777 16.54 0 2793.479827 3 931.8311768 -0.304421945 -0.000283466 95.52197861

AEDIPQMDDAFSQTVK 8 7305053 2xTMT6plex [N-Term; K16] 1.185 1.315 1.209 4.800649166 54.38 0 2253.147319 3 751.7207642 0.186370623 0.000139973 65.04597508AEDIPQMDDAFSQTVK 8 7305053 2xTMT6plex [N-Term; K16]; 1xOxidation [M7] 1.23 1.296 1.209 4.707529545 41.34 0 2269.142234 3 751.7207642 0.186370623 0.000139973 65.04597508VNIWLGLSAVEK 16 7305053 2xTMT6plex [N-Term; K12] 0.96 0.997 1.062 4.537084103 53.2 0 1787.083127 2 894.0444336 -0.859670419 -0.000768151 93.43392673SLSQIHEAAVR 12 7305053 1xTMT6plex [N-Term] 0.984 1.028 1.06 5.454023361 51.17 0 1439.816792 3 480.6105042 0.11581416 5.56E-05 31.54708051MAPSETHGAAAIFK 12 7305053 2xTMT6plex [N-Term; K14] 1.151 0.794 0.761 5.358089924 51.38 0 1889.035525 3 630.3483276 -2.697169946 -0.00169835 59.09419958EYTGFPDPYDELNTGKGEGVAYR 4 7305053 2xTMT6plex [N-Term; K16] 100 100 4.801807404 25.67 1 3036.499102 3 1012.837585 -0.295887571 -0.000299487 64.38073694DHYIPNTLNPVFGR 12 7305053 1xTMT6plex [N-Term] 0.819 0.804 0.814 4.39277792 27.34 0 1871.996548 3 624.6707153 0.558321593 0.000348392 55.27510426LIGTATVALK 8 7305053 2xTMT6plex [N-Term; K10] 1.195 0.964 1.113 4.549555779 51.03 0 1444.950322 2 722.9794922 0.959081415 0.000692913 65.67849629FGKPDPIVSVIFK 6 7305053 3xTMT6plex [N-Term; K3; K13] 0.676 0.816 0.693 4.55571413 28.38 0 2134.324309 3 712.1129761 0.030830674 2.19E-05 92.22061256GWIPGNEENK 8 7305053 2xTMT6plex [N-Term; K10] 0.989 0.931 0.886 3.547457218 36.18 0 1601.868777 2 801.4384155 0.485292365 0.000388687 47.50014741LQMWVDVFPK 20 7305053 2xTMT6plex [N-Term; K10] 0.72 1.009 0.9 3.778725147 47.98 0 1720.986055 2 860.9962769 -0.452286676 -0.00038919 96.94557738KTPNFPSSVLFMK 7 7305053 3xTMT6plex [N-Term; K1; K13] 0.915 1.078 4.209985256 15.99 1 2183.286543 3 728.4338989 0.274855055 0.000200029 77.79908768LTEKEEEIVDWWSK 8 7305053 3xTMT6plex [N-Term; K4; K14] 0.909 0.586 0.588 3.992232084 17.53 1 2479.368752 3 827.126709 -1.282099273 -0.001059599 88.6203309FYASSGEHEK 12 7305053 2xTMT6plex [N-Term; K10] 0.927 1.093 1.074 4.478688717 28.78 0 1612.837143 3 538.2838135 -0.158348481 -8.51E-05 27.51485773IYPLPDDPSVPAPPR 8 7305053 1xTMT6plex [N-Term] 1.04 0.942 4.430622101 45.17 0 1863.021365 3 621.6782837 -0.572991701 -0.000355832 65.76159199LIDEVIEDTR 4 7305053 1xTMT6plex [N-Term] 0.912 1.106 3.806492567 44.78 0 1431.78924 2 716.3981323 -0.176158303 -0.000126111 69.80720833TLHSTFQPNISQGK 6 7305053 2xTMT6plex [N-Term; K14] 1.222 1.34 1.206 4.585541725 27.98 0 2016.127845 3 672.7138672 -0.395196913 -0.000265589 43.89967155DGSNLPILPPQR 6 7305053 1xTMT6plex [N-Term] 0.679 0.919 1.763 4.543375492 32.23 0 1535.874307 2 768.4406128 -0.233302986 -0.000179162 50.77852598LNSEMDITPK 12 7305053 2xTMT6plex [N-Term; K10] 0.957 1.042 0.992 3.236839294 27.89 0 1605.892215 2 803.4497681 0.027967514 2.25E-05 51.03676977ILHQHLGAPEER 14 7305053 1xTMT6plex [N-Term] 1.151 1.038 1.064 4.673695564 29.86 0 1628.907004 4 407.9822388 0.074171285 3.02E-05 27.86302556EELYMPPLVIK 36 7305053 2xTMT6plex [N-Term; K11] 1.101 1.113 1.113 4.237519264 53.55 0 1790.053801 2 895.5292969 -1.387371709 -0.001241735 91.60145288YTLPLTEGK 14 7305053 2xTMT6plex [N-Term; K9] 1.115 1.213 1.145 3.550583839 36.05 0 1479.882302 2 740.4431152 -2.262390222 -0.001674036 57.54568199GKDGSNLPILPPQR 9 7305053 2xTMT6plex [N-Term; K2] 1.285 1.29 1.304 4.159992218 18.49 1 1950.153666 3 650.7218628 -1.349027587 -0.000876937 58.68990988GRDEPNMNPK 6 7305053 2xTMT6plex [N-Term; K10] 1.052 1.24 0.878 3.785489559 13.29 1 1615.862646 3 539.2926636 0.489925711 0.000263884 21.00276657NDVVGTTYLHLSK 2 7305053 2xTMT6plex [N-Term; K13] 0.866 3.301849127 21.08 0 1905.084583 3 635.6992798 -0.680927525 -0.000432408 56.94637364
KVCTNIIEK 4 7305053 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C3] 1.293 1.178 3.576274157 27.35 1 1792.096952 3 598.0358887 -2.142425593 -0.001279811 43.21462199

ASLLSAPPCR 14 7305053 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.059 0.985 1.126 3.805947304 31.44 0 1300.724472 2 650.8659668 0.141908416 9.23E-05 40.35556093VHVCGQTHR 9 7305053 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.015 1.042 1.032 3.429759741 39.09 0 1322.694904 3 441.5698547 0.081159294 3.58E-05 15.57004503EIFGGNADK 4 7305053 2xTMT6plex [N-Term; K9] 0.778 0.9 3.015268087 45.09 0 1408.783651 2 704.8952026 -0.370444789 -0.000260938 38.85536182WGTSGLVGR 4 7305053 1xTMT6plex [N-Term] 1.071 0.986 2.789815187 36.71 0 1161.657773 2 581.3322754 -0.429238939 -0.000249314 44.0915637KEHFWSIDQTEFR 8 7305053 2xTMT6plex [N-Term; K1] 1.136 1.004 1.224 4.101496696 13.17 1 2181.149309 4 546.0421753 -1.117520069 -0.00060937 52.84234555
VCTNIIEK 6 7305053 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.902 1.216 0.966 3.50421524 43.79 0 1434.839057 2 717.9227905 -0.524661849 -0.000376403 47.88570334

QLSGNNIRPVVK 6 7305053 2xTMT6plex [N-Term; K12] 0.907 0.935 1.255 3.041222572 5.72 0 1783.095423 3 595.0362549 -0.679420488 -0.000403824 52.30203046SIFSPVVK 8 7305053 2xTMT6plex [N-Term; K8] 1.101 1.046 1.046 3.211716413 38.46 0 1334.844794 2 667.9252319 -1.203932337 -0.000803531 61.72056194
ADCLMGEFK 4 7305053 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.879 1.425 3.163879156 15.02 0 1528.790392 2 772.8950195 -1.647502399 -0.001272519 43.08611253

TASLFEQK 8 7305053 2xTMT6plex [N-Term; K8] 1.028 1.091 1.076 3.674894333 35.58 0 1381.809137 2 691.4075317 -0.977098357 -0.000675082 47.76338971AMEELQDQEGWEYASLIGWK 2 7305053 2xTMT6plex [N-Term; K20]; 1xOxidation [M2] 1.525 2.679815054 6.14 0 2857.411867 3 947.8101196 -0.403444232 -0.000382118 96.67208575EDIVPQLK 6 7305053 2xTMT6plex [N-Term; K8] 0.86 0.886 0.845 2.677186012 29.67 0 1399.856087 2 700.4328613 1.685056251 0.001179418 55.31992893DLTGDQSR 8 7305053 1xTMT6plex [N-Term] 1.091 0.969 1.055 3.298402548 38.31 0 1120.579582 2 560.7938232 0.703104347 0.000393942 17.25166622LTIYDWDR 6 7305053 1xTMT6plex [N-Term] 1.102 1.33 0.899 3.063275814 30.07 0 1310.694218 2 655.8479614 -4.250852992 -0.002785784 62.04906013LDMIPDLK 9 7305053 2xTMT6plex [N-Term; K8] 0.96 0.951 3.06518054 26.23 0 1402.837994 2 701.9221191 -0.736128301 -0.000516334 78.02598317EADERPAGK 6 7305053 2xTMT6plex [N-Term; K9] 1.059 1.145 1.066 3.342845917 8.65 0 1430.800363 3 477.6049194 -0.110525006 -5.27E-05 29.28617844
ADCLMGEFK 5 7305053 2xTMT6plex [N-Term; K9]; 1xOxidation [M5]; 1xCarbamidomethyl [C3] 1.276 1.268 1.482 2.051199198 26.77 0 1544.785307 2 772.8950195 -1.647502399 -0.001272519 43.08611253

KTPNFPSSVLFMK 2 7305053 3xTMT6plex [N-Term; K1; K13]; 1xOxidation [M12] 1.226 1.84330678 3.39 1 2199.281458 3 728.4338989 0.274855055 0.000200029 77.79908768
MLSNKPQDFQIR 3 7305053 2xTMT6plex [N-Term; K5] 0.739 0.946 0.91 2.623347521 0 1935.088623 3 645.6992798 -2.75790187 -0.001778928 48.99643044SWVAAEK 6 7305053 2xTMT6plex [N-Term; K7] 1.015 1.119 1.138 3.089763641 36.17 0 1248.735244 2 624.8717651 0.808628925 0.000504882 39.73780671WVTFLLK 6 7305053 2xTMT6plex [N-Term; K7] 1.266 1.095 1.193 3.418902397 30.45 0 1364.870615 2 682.9378052 -1.671541912 -0.001140719 98.7654951VIIWNTK 6 7305053 2xTMT6plex [N-Term; K7] 1.208 1.108 2.731926203 30.14 0 1331.845129 2 666.4197998 -9.614999784 -0.006402845 61.38804443VESVVIK 6 7305053 2xTMT6plex [N-Term; K7] 1.166 1.154 1.194 3.062078714 35.82 0 1231.802595 2 616.4058228 1.439944858 0.000886864 48.73884634HTIIPAK 6 7305053 2xTMT6plex [N-Term; K7] 1.063 1.072 0.858 2.885335922 19.71 0 1237.803264 3 413.2727661 0.388745011 0.000160397 34.94596358NLLALDK 6 7305053 2xTMT6plex [N-Term; K7] 1.089 1.01 0.982 2.972746134 29.84 0 1244.797844 2 622.9030762 0.828723921 0.000515797 58.11611537GEGVAYR 4 7305053 1xTMT6plex [N-Term] 1.096 0.988 2.305241585 15.4 0 980.5362607 2 490.7711792 -1.202364063 -0.000589481 18.17861501GWWPCYAEK 6 7305053 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.006 1.018 2.308892965 23.78 0 1654.845205 2 827.9239502 -2.768518385 -0.002290735 63.70478099

EIFGGNADKK 2 7305053 3xTMT6plex [N-Term; K9; K10] 0.01 0.173 2.871798992 1 1766.041545 3 589.3510742 -1.628548183 -0.000958695 39.81741474TQTIFLK 4 7305053 2xTMT6plex [N-Term; K7] 1.304 1.122 2.463135719 22.62 0 1308.829144 2 654.9175415 -1.022182455 -0.000668931 56.40634676LALHILR 6 7305053 1xTMT6plex [N-Term] 1.036 1.043 1.013 2.381643295 19.56 0 1064.714166 2 532.8603516 -0.694115871 -0.000369517 52.70991234EFFLPPK 8 7305053 2xTMT6plex [N-Term; K7] 0.997 1.074 1.076 2.981743574 28.64 0 1335.807681 2 668.4060669 -2.113620829 -0.001411695 67.08087159DVILDEK 5 7305053 2xTMT6plex [N-Term; K7] 1.345 1.061 1.108 2.739062309 30.46 0 1289.771689 2 645.3899536 0.73013431 0.000470853 48.51816325
FPSVCEK 6 7305053 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.402 1.118 1.3 2.476183414 31.15 0 1324.73353 2 662.8701782 -0.339535973 -0.000224897 45.78483584VYIYHLR 2 7305053 1xTMT6plex [N-Term] 1.118 2.586345673 16.27 0 1192.703995 2 596.8568115 1.971727173 0.001175843 39.50129041CGQYIQK 2 7305053 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 0.683 2.320315599 16.82 0 1354.755328 2 677.880188 -1.644816146 -0.001114162 30.17690973
SEATDVK 12 7305053 2xTMT6plex [N-Term; K7] 0.986 1.054 0.875 2.568188667 30.89 0 1207.693439 2 604.3487549 -2.654195405 -0.001602727 108.3772136FSDVTGK 7 7305053 2xTMT6plex [N-Term; K7] 1.063 0.984 1.048 2.849179983 38.63 0 1211.703609 2 606.3557739 0.546199217 0.000330916 37.761695247330335 CLIC4 chloride intracellular channel protein 4 25932 NP_039234.1 76.6798419 1 15 16 134 253 28.754 5.59 0.77 0.81 0.78 0.78 Significant 0.000233 EEDKEPLIELFVK 8 7330335 3xTMT6plex [N-Term; K4; K13] 0.61 0.544 0.65 4.876037121 18.27 1 2276.335662 3 759.4503174 0.323919029 0.000245783 90.0665484

KFLDGNEMTLADCNLLPK 10 7330335 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C13] 0.882 0.959 0.997 6.486970425 29.88 1 2766.513719 3 922.8417969 -1.041666622 -0.000960595 78.36224174
EVEIAYSDVAK 6 7330335 2xTMT6plex [N-Term; K11] 0.629 0.813 0.581 4.752401829 66.73 0 1681.941273 2 841.4740601 -0.255492162 -0.000214861 50.8554242KPADLQNLAPGTHPPFITFNSEVK 4 7330335 3xTMT6plex [N-Term; K1; K24] 0.799 0.713 6.506817341 29.63 0 3308.861008 4 827.9708252 0.139840038 0.000115678 72.98281428LDEYLNSPLPDEIDENSMEDIK 8 7330335 2xTMT6plex [N-Term; K22] 0.692 0.931 0.776 5.122024536 50.14 0 3037.496384 3 1018.500671 -1.256908721 -0.00127932 75.55224753LDEYLNSPLPDEIDENSMEDIK 20 7330335 2xTMT6plex [N-Term; K22]; 1xOxidation [M18] 0.722 0.756 0.74 4.39982605 50.88 0 3053.491299 3 1018.500671 -1.256908721 -0.00127932 75.55224753AGSDGESIGNCPFSQR 10 7330335 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.895 0.886 0.951 2.885066986 21.23 0 1910.886405 2 955.9472046 0.380760303 0.000363795 33.26690196HPESNTAGMDIFAK 8 7330335 2xTMT6plex [N-Term; K14] 0.761 0.783 0.773 5.587408066 39.87 0 1976.031168 3 659.3482666 -0.466078333 -0.000306995 51.15046236

DEFTNTCPSDKEVEIAYSDVAK 14 7330335 3xTMT6plex [N-Term; K11; K22]; 1xCarbamidomethyl [C7] 0.79 0.794 0.821 6.524536133 29.94 1 3205.617786 3 1069.208008 -2.594065499 -0.002771861 62.08460958
FLDGNEMTLADCNLLPK 12 7330335 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C12] 0.627 0.682 0.698 4.661794186 40.68 0 2409.255824 2 1205.130127 -1.181656892 -0.001423457 90.35719287

GVVFSVTTVDLK 4 7330335 2xTMT6plex [N-Term; K12] 0.495 0.436 3.847016096 42.1 0 1723.040593 3 575.0186768 0.512857005 0.000294558 76.96434891
TDVNKIEEFLEEVLCPPK 2 7330335 3xTMT6plex [N-Term; K5; K18]; 1xCarbamidomethyl [C15] 1.123 3.473773003 15.37 1 2847.578093 3 949.8635864 -0.662823843 -0.000629148 112.8741319

DEFTNTCPSDK 4 7330335 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 0.675 0.578 3.83756423 56.24 0 1771.857286 2 886.4326782 0.448103422 0.000396988 32.57102838NSRPEANEALER 6 7330335 1xTMT6plex [N-Term] 0.818 0.801 0.828 5.937997818 36.5 0 1614.839713 3 538.9510498 -0.691360219 -0.000372145 18.23449135YLTNAYSR 6 7330335 1xTMT6plex [N-Term] 0.999 0.866 0.76 2.689000845 30.32 0 1216.652353 2 608.8292847 -0.871493044 -0.000530152 28.49344653LFMILWLK 2 7330335 2xTMT6plex [N-Term; K8] 0.514 2.750453949 8.88 0 1521.963135 2 761.4854736 0.351733634 0.000267663 113.105694HPESNTAGMDIFAK 4 7330335 2xTMT6plex [N-Term; K14]; 1xOxidation [M9] 0.96 0.968 3.703029156 10.84 0 1992.026083 3 659.3482666 -0.466078333 -0.000306995 51.15046236EMTGIWR 6 7330335 1xTMT6plex [N-Term] 0.781 0.906 0.91 2.113516808 15.11 0 1121.597481 2 561.3022461 -0.236450691 -0.000132601 42.71251075
7524354 DDAH2 N(G),N(G)-dimethylarginine dimethylaminohydrolase 2 23564 NP_039268.1 18.59649123 1 4 4 12 285 29.625 6.01 0.84 1.01 1.13 0.99 Significant 0.0071

TVVAGSSDAAQK 2 7524354 2xTMT6plex [N-Term; K12] 1.371 3.725297213 63.57 0 1591.905556 2 796.4554443 -1.221421784 -0.000972194 28.18712032GVPESLASGEGAGAGLPALDLAK 2 7524354 2xTMT6plex [N-Term; K23] 0.981 4.56994772 24 0 2538.417938 3 846.8110962 0.313968873 0.000265661 80.32746068GAEIVADTFR 6 7524354 1xTMT6plex [N-Term] 0.841 1.07 0.994 3.572986841 34.66 0 1307.715681 2 654.3617554 0.422593531 0.000276316 49.17937917ALQDLGLR 2 7524354 1xTMT6plex [N-Term] 1.172 2.785127163 25.71 0 1114.678174 2 557.8424683 -0.461098615 -0.000256988 48.8012233873747829 LIG3 DNA ligase 3 isoform alpha precursor 3980 NP_039269.2 9.71258672 1 8 8 39 1009 112.835 9.01 1.68 1.81 1.64 1.71 Significant 0.000899 VIQEGLEGLVLK 10 73747829 2xTMT6plex [N-Term; K12] 1.89 1.812 1.605 4.453557014 65.56 0 1756.098443 2 878.5524292 -0.490167033 -0.000430391 86.69367375DLEQGDVSETIR 6 73747829 1xTMT6plex [N-Term] 2.386 1.975 2.62 4.339892864 44.01 0 1590.817246 2 795.9108887 -1.725576119 -0.001372538 33.72932922SLLTIQEVDEFLLR 7 73747829 1xTMT6plex [N-Term] 1.522 1.74 4.935023785 39.83 0 1905.089445 3 635.7015991 0.419556826 0.000266431 111.9993728SATNLPQLK 6 73747829 2xTMT6plex [N-Term; K9] 1.422 2.126 1.697 3.909608603 38.91 0 1429.877885 2 715.4417725 -1.130836515 -0.000808479 48.68236572IFNCNPDDMAR 2 73747829 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.518 3.539765358 20.37 0 1581.735113 2 791.3719482 0.952475773 0.000753282 45.40804204LLLPGVIK 6 73747829 2xTMT6plex [N-Term; K8] 1.882 1.66 2.928235292 29.2 0 1310.917565 2 655.9620361 -0.587149334 -0.000384852 83.59678945
DKNPAAQQVSPEWIWACIR 1 73747829 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C17] 1.238 2.915833473 1 2727.444111 3 909.8154907 -4.47001718 -0.004063907 80.95520102

AAVWEITGAEFSK 1 73747829 2xTMT6plex [N-Term; K13] 0.671 2.159436464 0 1867.036571 2 934.0216064 -0.339725201 -0.00031714 77.12567035253970500 EWSR1 RNA-binding protein EWS isoform 1 2130 NP_053733.2 17.85173979 1 9 9 75 661 68.923 9.29 1.01 1.01 1.18 1.06 Significant 0.00281 GDATVSYEDPPTAK 12 253970500 2xTMT6plex [N-Term; K14] 1.044 1.031 1.353 4.735499859 63.31 0 1908.995493 2 955.0007324 -0.683745066 -0.000652633 36.65737643
AGDWQCPNPGCGNQNFAWR 12 253970500 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C11] 0.461 0.664 0.708 4.02355051 25.17 0 2464.087247 2 1232.549438 1.766716309 0.002176672 54.08342141

QDHPSSMGVYGQESGGFSGPGENR 16 253970500 1xTMT6plex [N-Term] 1.267 1.201 1.204 7.276981831 66.32 0 2709.216071 3 903.7453613 2.0151565 0.001819831 32.94293268TGQPMIHIYLDK 6 253970500 2xTMT6plex [N-Term; K12] 0.918 1.046 1.055 3.861215353 32.63 0 1874.061011 3 625.3587036 0.291553925 0.00018213 62.07047536AAVEWFDGKDFQGSK 8 253970500 3xTMT6plex [N-Term; K9; K15] 2.159 1.589 2.732 3.80835104 29.16 1 2372.285357 3 791.432251 -1.331049953 -0.001052543 67.60262639AAVEWFDGK 8 253970500 2xTMT6plex [N-Term; K9] 1.154 1.002 1.068 4.002670288 48.44 0 1480.820036 2 740.9133911 -0.358209252 -0.000265222 69.69690393QDHPSSMGVYGQESGGFSGPGENR 3 253970500 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.683 100 3.383023262 24.41 0 2725.210986 3 903.7453613 2.0151565 0.001819831 32.94293268
TECNQCK 6 253970500 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C3; C6] 0.957 0.928 0.957 3.154589176 26.31 0 1397.691741 2 699.3479004 -2.301822823 -0.001608619 16.55515646GGPGGPGGPGGPMGR 2 253970500 1xTMT6plex [N-Term] 1.323 3.662632704 35.94 0 1436.726597 2 718.8667603 -0.24597038 -0.000176696 22.98191065GNPSGGGNVQHR 2 253970500 1xTMT6plex [N-Term] 1.72 1.744410276 5.76 0 1408.724289 3 470.2461243 -0.333285419 -0.000156502 13.56059023

83977452 DDR1 epithelial discoidin domain-containing receptor 1 isoform 3 precursor 780 NP_054700.2 8.269858542 1 5 5 20 919 101.731 6.83 0.97 0.97 1.3 1.08 Significant 0.0102
AQPFGQLTDEQVIENAGEFFR 8 83977452 1xTMT6plex [N-Term] 1.897 1.129 2.241 5.777378559 78.17 0 2625.314646 3 875.7753906 -1.153292236 -0.001009252 93.30232085LGEGQFGEVHLCEVDSPQDLVSLDFPLNVR 4 83977452 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 5.565042496 40.8 0 3598.804913 3 1200.274048 0.743964942 0.000892462 97.96664251KGHPLLVAVK 2 83977452 3xTMT6plex [N-Term; K1; K10] 0.906 2.864679098 8.63 1 1749.171772 4 438.048645 0.559303632 0.00024458 45.65339607IADFGMSR 4 83977452 1xTMT6plex [N-Term] 1.206 0.904 2.466751099 20.38 0 1125.592395 2 563.2991943 -1.140126861 -0.000641659 45.18266212GQQPVAK 2 83977452 2xTMT6plex [N-Term; K7] 0.901 2.005393982 7.43 0 1185.735578 2 593.371582 0.260751643 0.000154591 22.15817039

7669503 LAMP2 lysosome-associated membrane glycoprotein 2 isoform B precursor 3920 NP_054701.1 8.292682927 1 4 4 32 410 44.927 5.69 1.03 0.87 1.03 0.98 Significant 0.00297
CNSLSTLEK 4 7669503 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 1.021 0.956 3.374202251 41.12 0 1509.8347 2 755.420105 -1.170147343 -0.000883365 41.29020569
YLDFVFAVK 2 7669503 2xTMT6plex [N-Term; K9] 1.307 3.309550047 17.94 0 1559.923773 2 780.4657593 0.300716417 0.000234547 97.06715821IPLNDLFR 22 7669503 1xTMT6plex [N-Term] 1.013 0.867 1.025 2.868199348 27.48 0 1216.725124 2 608.8632202 -4.898600509 -0.002980125 78.95788939SYAGYQTL 4 7669503 1xTMT6plex [N-Term] 0.864 1.269 2.178370714 29.2 0 1131.588356 2 566.2975464 -0.476901834 -0.000269828 54.59684657669550 VCL vinculin isoform meta-VCL 7414 NP_054706.1 62.34567901 1 63 63 587 1134 123.722 5.66 0.91 0.94 0.9 0.92 Significant 0.000172 QVATALQNLQTK 8 7669550 2xTMT6plex [N-Term; K12] 0.989 0.795 0.857 5.647928238 77.72 0 1773.063454 2 887.0339355 -1.612765885 -0.001429768 55.64053322STVEGIQASVK 12 7669550 2xTMT6plex [N-Term; K11] 1.043 1.068 0.936 4.528233528 65.03 0 1576.931043 2 788.9684448 -0.906762264 -0.000714951 41.80720689MLGQMTDQVADLR 14 7669550 1xTMT6plex [N-Term] 0.91 0.979 0.891 5.399596691 73.43 0 1706.876692 2 853.9411621 -0.963257192 -0.000822081 61.51693428AVAGNISDPGLQK 20 7669550 2xTMT6plex [N-Term; K13] 0.956 0.954 1.103 4.975730419 68.58 0 1728.005605 2 864.5054932 -1.09669313 -0.000947546 44.35583574DPSASPGDAGEQAIR 10 7669550 1xTMT6plex [N-Term] 0.834 0.959 0.885 5.327474594 66.55 0 1699.844857 2 850.4255981 -0.551709724 -0.00046891 23.66096392TNISDEESEQATEMLVHNAQNLMQSVK 10 7669550 2xTMT6plex [N-Term; K27]; 2xOxidation [M14; M23] 0.767 1.212 5.739849091 65.53 0 3536.724898 3 1174.24292 -4.480901533 -0.005258681 89.46398037

TNISDEESEQATEMLVHNAQNLMQSVK 4 7669550 2xTMT6plex [N-Term; K27]; 1xOxidation [M14] 0.72 1.823 4.127776623 68.3 0 3520.729983 3 1174.24292 -4.480901533 -0.005258681 89.46398037TNISDEESEQATEMLVHNAQNLMQSVK 2 7669550 2xTMT6plex [N-Term; K27] 0.891 4.255518436 12.07 0 3504.735068 3 1174.24292 -4.480901533 -0.005258681 89.46398037GQGSSPVAMQK 12 7669550 2xTMT6plex [N-Term; K11] 0.831 0.981 0.909 4.204900742 53.08 0 1547.861583 2 774.4329224 -1.947921875 -0.001507557 30.29985188EAFQPQEPDFPPPPPDLEQLR 22 7669550 1xTMT6plex [N-Term] 0.79 0.734 0.75 5.177062988 41.68 0 2676.350698 3 892.7886963 0.313145504 0.000279362 76.69630331QQELTHQEHR 6 7669550 1xTMT6plex [N-Term] 0.887 1.055 0.806 6.221269608 69.62 0 1534.792369 3 512.2686768 -0.580884151 -0.000297179 14.63469809VAMANIQPQMLVAGATSIAR 4 7669550 1xTMT6plex [N-Term] 1.19 0.842 4.91433239 40.03 0 2271.251458 2 1152.123901 -0.330875288 -0.000381043 68.33579975VAMANIQPQMLVAGATSIAR 12 7669550 1xTMT6plex [N-Term]; 1xOxidation [M] 0.955 0.883 0.892 4.686212063 41.44 0 2287.246373 2 1152.123901 -0.330875288 -0.000381043 68.33579975VAMANIQPQMLVAGATSIAR 8 7669550 1xTMT6plex [N-Term]; 2xOxidation [M3; M10] 0.897 1.04 1.024 4.863713264 52.45 0 2303.241288 2 1152.123901 -0.330875288 -0.000381043 68.33579975MQEAMTQEVSDVFSDTTTPIK 11 7669550 2xTMT6plex [N-Term; K21] 0.936 1.151 1.097 5.711826324 48.81 0 2816.409818 3 939.473938 -0.907866867 -0.000852308 86.11748788SLGEISALTSK 12 7669550 2xTMT6plex [N-Term; K11] 0.941 0.973 0.975 4.968898296 55.67 0 1563.935794 2 782.470459 -1.376406409 -0.001076306 63.36030693ALASQLQDSLK 6 7669550 2xTMT6plex [N-Term; K11] 0.887 0.915 0.896 4.986512184 63.01 0 1631.973242 2 816.4899902 -0.329803967 -0.000269116 58.21729933LVQAAQMLQSDPYSVPAR 18 7669550 1xTMT6plex [N-Term] 0.914 0.897 0.861 5.874206543 65.97 0 2203.174254 3 735.0625 -0.593230425 -0.000435663 71.77662069ELTPQVVSAAR 4 7669550 1xTMT6plex [N-Term] 0.967 0.949 3.514261246 31.36 0 1399.810644 2 700.4086914 -0.384521651 -0.000269129 41.39827355VMLVNSMNTVK 5 7669550 2xTMT6plex [N-Term; K11] 1.273 1.057 4.721340179 21.7 0 1693.974504 2 847.4915771 0.8106479 0.000686608 62.021925GILSGTSDLLLTFDEAEVR 13 7669550 1xTMT6plex [N-Term] 0.811 1.329 1.506 5.709239483 88.62 0 2265.217558 2 1133.112915 0.43935653 0.000497619 101.3016294AIPDLTAPVAAVQAAVSNLVR 18 7669550 1xTMT6plex [N-Term] 0.792 0.894 1.109 7.073112965 76.73 0 2305.344096 2 1153.173828 -1.612145452 -0.001858275 112.7872334SLLDASEEAIKK 8 7669550 3xTMT6plex [N-Term; K11; K12] 1.244 1.217 1.397 5.225477695 35.97 1 1991.199168 3 664.4042358 -0.509195908 -0.00033797 59.53079547LLAVAATAPPDAPNREEVFDER 12 7669550 1xTMT6plex [N-Term] 1.077 1.116 0.884 5.09886694 29.79 1 2610.372496 3 870.7959595 0.317800609 0.000276526 69.97893644AQQVSQGLDVLTAK 18 7669550 2xTMT6plex [N-Term; K14] 0.815 0.836 0.837 5.677482605 57.52 0 1916.121697 2 958.559082 -5.641414904 -0.005404819 62.89046053KIDAAQNWLADPNGGPEGEEQIR 4 7669550 2xTMT6plex [N-Term; K1] 0.336 0.42 6.703086376 40.47 1 2966.537218 3 989.5159302 -1.342016757 -0.001327048 60.15020239NPGNQAAYEHFETMK 5 7669550 2xTMT6plex [N-Term; K15] 1.826 0.924 0.963 5.934596062 41.49 0 2195.095559 3 732.3690796 -1.308868062 -0.000957697 43.42801776ELLPVLISAMK 22 7669550 2xTMT6plex [N-Term; K11] 0.819 0.875 0.833 3.75916791 45.76 0 1672.048321 2 836.5268555 -1.128569358 -0.000943511 106.0148389TIESILEPVAQQISHLVIMHEEGEVDGK 2 7669550 2xTMT6plex [N-Term; K28]; 1xOxidation [M19] 1.402 4.577471256 22.82 0 3575.90312 4 894.7312622 0.027791056 2.48E-05 112.4790249ELLPVLISAMK 8 7669550 2xTMT6plex [N-Term; K11]; 1xOxidation [M10] 0.786 0.772 0.805 3.764750957 35.28 0 1688.043236 2 836.5268555 -1.128569358 -0.000943511 106.0148389MALLMAEMSR 8 7669550 1xTMT6plex [N-Term] 0.932 0.94 0.898 4.069387913 54.39 0 1381.720315 2 691.3629761 -1.186319362 -0.000819581 77.59694471AAAVGTANK 12 7669550 2xTMT6plex [N-Term; K9] 1.064 1.141 1.061 3.879203796 52.74 0 1260.767607 2 630.8869629 -0.759417314 -0.000478724 23.65521641LLAVAATAPPDAPNR 2 7669550 1xTMT6plex [N-Term] 0.925 3.546197653 21.33 0 1705.979835 3 569.3306274 -1.468854279 -0.000835279 55.5657715NQGIEEALK 12 7669550 2xTMT6plex [N-Term; K9] 0.917 0.93 0.754 4.026050568 54.14 0 1459.852064 2 730.4298706 0.274131158 0.000200095 45.5466832
KIAELCDDPK 7 7669550 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C6] 1.031 1.036 1.269 3.815875292 22.07 1 1876.081696 3 626.0322266 0.229434305 0.000143479 43.75251217WIDNPTVDDR 9 7669550 1xTMT6plex [N-Term] 0.877 1.098 0.953 4.145191669 43.96 0 1459.737873 2 730.3723755 -0.273373353 -0.000199527 54.62574846MSAEINEIIR 12 7669550 1xTMT6plex [N-Term] 0.896 0.895 0.909 4.053313732 47.59 0 1404.771816 2 702.8884888 -1.505725637 -0.0010576 62.64989788AGEVINQPMMMAAR 2 7669550 1xTMT6plex [N-Term] 1.141 3.736709595 43.35 0 1747.885482 2 874.4465942 0.245729235 0.000214753 53.18336666LANVMMGPYR 6 7669550 1xTMT6plex [N-Term] 0.968 1.027 1.35 3.89343524 40.79 0 1380.732928 2 690.8699951 -0.155486713 -0.000107343 58.19695096GNDIIAAAK 12 7669550 2xTMT6plex [N-Term; K9] 0.905 0.907 0.86 3.582881689 51.91 0 1330.809471 2 665.9084473 0.110099344 7.33E-05 41.59945039GEGESPQAR 10 7669550 1xTMT6plex [N-Term] 0.932 1.121 0.982 3.360756636 31.3 0 1159.590481 2 580.298584 -0.508508184 -0.000294831 14.32375513AANFENHSGK 12 7669550 2xTMT6plex [N-Term; K10] 0.983 1.006 0.934 3.979427338 35.99 0 1532.822161 3 511.6123047 0.130192859 6.65E-05 23.25588968IPTISTQLK 12 7669550 2xTMT6plex [N-Term; K9] 0.927 0.956 0.905 3.557224274 45.63 0 1458.929586 2 729.9682617 -0.232809385 -0.000169826 61.26482426EVENSEDPK 10 7669550 2xTMT6plex [N-Term; K9] 0.944 0.797 0.947 3.075267553 41.58 0 1504.789524 2 752.8978271 -0.761550441 -0.000572987 20.71932503MTGLVDEAIDTK 10 7669550 2xTMT6plex [N-Term; K12] 0.756 0.793 0.568 4.161169052 28.1 0 1750.966108 3 584.3265381 -0.597796944 -0.000348907 67.78203028



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

IAELCDDPK 4 7669550 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 0.814 0.827 3.228401423 37.81 0 1518.823801 2 759.9143677 -1.54218576 -0.001171154 56.97151752
TNLLQVCER 6 7669550 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.033 1.063 1.044 3.500441074 26.03 0 1361.740851 2 681.3739014 -0.238346103 -0.000162283 42.17377313AAVHLEGK 14 7669550 2xTMT6plex [N-Term; K8] 0.895 0.871 0.832 3.183549404 37.37 0 1282.788342 2 641.8972778 -0.828683815 -0.000531513 28.14857134EAEAASIK 14 7669550 2xTMT6plex [N-Term; K8] 1.069 1.013 1.166 3.114182711 44.37 0 1276.751288 2 638.8770142 -3.552853035 -0.002268055 27.14067488DMPPAFIK 10 7669550 2xTMT6plex [N-Term; K8] 0.87 0.881 0.861 3.477186918 30.66 0 1376.801215 2 688.9048462 0.872175881 0.000600406 61.51958699ALASIDSK 6 7669550 2xTMT6plex [N-Term; K8] 0.851 0.869 0.85 3.419411182 44.6 0 1262.772023 2 631.8895874 -0.099056132 -6.25E-05 41.63238143GVGQAAIR 6 7669550 1xTMT6plex [N-Term] 0.806 0.952 0.874 2.626403093 34.61 0 1000.610094 2 500.8088989 0.426591302 0.000213426 22.77517991SFLDSGYR 6 7669550 1xTMT6plex [N-Term] 0.991 1.03 1.193 3.143563271 41.3 0 1173.610154 2 587.3086548 -0.103032244 -6.05E-05 40.74742414DYLIDGSR 6 7669550 1xTMT6plex [N-Term] 0.88 0.792 0.815 3.111226082 32.74 0 1167.620719 2 584.3134766 -0.89243449 -0.000521013 30.79085581VGELCAGK 6 7669550 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 0.778 0.728 0.71 3.291122198 29.58 0 1291.744429 2 646.3762207 0.569877627 0.000368068 39.05380511TDAGFTLR 6 7669550 1xTMT6plex [N-Term] 0.931 1.047 1.045 3.167061806 35.23 0 1109.615239 2 555.3103027 -1.721697019 -0.000955211 36.02061749AASDELSK 2 7669550 2xTMT6plex [N-Term; K8] 0.792 2.937553644 24 0 1278.730552 2 639.8687134 -0.314540219 -0.000201106 25.88793999QILDEAGK 4 7669550 2xTMT6plex [N-Term; K8] 0.745 1.047 2.877218723 31.73 0 1331.793487 2 666.4023438 2.946342686 0.00196196 41.10586503REVENSEDPK 2 7669550 2xTMT6plex [N-Term; K10] 1.183 3.129125357 5.67 1 1660.890635 3 554.3013916 -0.609947032 -0.000337685 17.32494415LGATAEK 6 7669550 2xTMT6plex [N-Term; K7] 0.844 0.884 0.842 2.655979872 26.85 0 1147.708695 2 574.3574829 -0.876180247 -0.0005028 42.30139825

VENACTK 8 7669550 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.879 0.989 1.037 2.411408424 21.81 0 1279.708043 2 640.357666 0.009596916 6.14E-06 21.62091858
EILGTCK 10 7669550 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.95 0.971 1.028 2.593505144 24.45 0 1278.74918 2 639.8783569 0.201421195 0.000128784 48.67742847ASDEVTR 4 7669550 1xTMT6plex [N-Term] 1.267 1.476 2.757482052 24.64 0 1006.536655 2 503.7719116 -0.107276582 -5.40E-05 15.65630021MLGQMTDQVADLR 2 7669550 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.697 2.016016245 29.74 0 1722.871607 2 853.9411621 -0.963257192 -0.000822081 61.51693428TISPMVMDAK 3 7669550 2xTMT6plex [N-Term; K10]; 1xOxidation [M] 1.031 1.828042507 23.81 0 1566.863557 2 783.9358521 0.555256747 0.000435006 49.81028133ILGAVAK 4 7669550 2xTMT6plex [N-Term; K7] 0.923 2.487257004 27.45 0 1129.770901 2 565.3886108 -0.84629575 -0.00047806 53.10561936
ALIQCAK 4 7669550 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.776 0.861 2.833714962 25.98 0 1261.77025 2 631.3875732 -1.885957944 -0.001189823 38.43575824

KLEAMTNSK 6 7669550 3xTMT6plex [N-Term; K1; K9]; 1xOxidation [M5] 0.845 0.816 1 2.314226627 10.06 1 1725.018368 3 575.6776123 -0.04866959 -2.80E-05 25.45953025QLHDEAR 2 7669550 1xTMT6plex [N-Term] 100 1.938628197 16.48 0 1097.590087 2 549.298584 -0.178391963 -9.79E-05 17.4789371317999539 DHX38 pre-mRNA-splicing factor ATP-dependent RNA helicase PRP16 9785 NP_054722.2 10.35044825 1 10 10 36 1227 140.415 6.54 1.26 1.37 1.26 1.3 Significant 0.000799 FAAFFGNVPIFHIPGR 6 17999539 1xTMT6plex [N-Term] 1.65 1.742 2.104 4.785991192 41.32 0 2019.116603 3 673.7107544 0.548147438 0.000368925 105.0078102VHLMVHNLVPPFLDGR 3 17999539 1xTMT6plex [N-Term] 0.674 1.071 5.036743164 22.5 0 2073.162901 4 519.0457153 -0.901960899 -0.000467478 77.28388425YSDDTPLPTPSYK 2 17999539 2xTMT6plex [N-Term; K13] 1.595 3.680945396 34.77 0 1942.02098 2 971.5135498 -0.595766285 -0.000578495 52.31019319LMVEFPLDPALSK 6 17999539 2xTMT6plex [N-Term; K13] 1.272 1.607 0.924 3.680770636 28.51 0 1918.112378 2 959.5584106 -1.477166286 -0.001416685 99.34303869SLNTDVLFGLLR 4 17999539 1xTMT6plex [N-Term] 1.068 1.096 4.290706158 50.68 0 1576.926008 2 788.9660645 -0.733207356 -0.000578107 99.49957735KSEASSEFAK 2 17999539 3xTMT6plex [N-Term; K1; K10] 1.352 3.988012791 24.2 1 1771.020476 3 591.0114746 -0.341657188 -0.000201694 31.98858591TFPVDILFSK 6 17999539 2xTMT6plex [N-Term; K10] 1.06 1.213 1.607 3.258297205 43.16 0 1624.971451 2 812.9880981 -1.557923332 -0.00126579 98.59558417TNLANVVLLLK 4 17999539 2xTMT6plex [N-Term; K11] 1.735 1.779 3.376321793 27.85 0 1656.082399 3 552.6990967 0.204186134 0.000112716 100.8023325LYTQSAYK 2 17999539 2xTMT6plex [N-Term; K8] 1.187 2.814005613 14.92 0 1431.824787 2 716.4160156 -0.022663387 -1.62E-05 38.30649237EADLDHYSAIIMDEAHER 1 17999539 1xTMT6plex [N-Term] 0.501 2.640812635 0 2344.10769 4 586.7824097 0.050595745 2.97E-05 59.311392957661844 CCDC22 coiled-coil domain-containing protein 22 28952 NP_054727.1 19.77671451 1 8 8 37 627 70.712 6.74 0.87 0.9 0.96 0.91 Significant 0.000844 FTFHLEPQAQATQVSDVPATSR 4 7661844 1xTMT6plex [N-Term] 0.693 1.232 6.599884987 44.4 0 2659.367745 3 887.1279297 0.560754526 0.000497084 62.41868415EFQASPLLLPVPTQVPQPVGR 6 7661844 1xTMT6plex [N-Term] 0.858 0.85 0.651 5.910472393 46.91 0 2502.42816 3 834.8143311 0.111813025 9.33E-05 91.66760824VINPAVGSGLSPLLPLAMSAR 6 7661844 1xTMT6plex [N-Term] 1.209 1.171 1.18 6.7743783 78.86 0 2292.331089 3 764.7808228 -1.38448512 -0.001057899 101.9472218DLGELLQAWGAGAK 8 7661844 2xTMT6plex [N-Term; K14] 0.892 0.8 0.948 4.136164665 47.05 0 1887.074019 3 629.6964111 0.350531262 0.000220493 96.68873934DQLALPWVPPHLR 4 7661844 1xTMT6plex [N-Term] 0.786 0.854 4.051255226 28.48 0 1771.02164 3 591.012085 0.034687782 2.05E-05 75.4907167VIHLAGQWEK 2 7661844 2xTMT6plex [N-Term; K10] 0.84 3.178589582 20.94 0 1638.973183 3 546.9957275 -0.337542321 -0.000184408 55.89978735DLLLFLAER 6 7661844 1xTMT6plex [N-Term] 1.223 1.201 0.947 3.15549612 32.7 0 1318.793204 2 659.8994751 -1.160139955 -0.000764992 96.35572697TLGVSFVQAESECR 1 7661844 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.792 1.186008811 0 1811.915914 2 906.4608765 -0.79360764 -0.000718975 54.42804821
40217847 SNRNP200 U5 small nuclear ribonucleoprotein 200 kDa helicase 23020 NP_054733.2 45.88014981 1 81 81 648 2136 244.353 6.06 1.36 1.35 1.36 1.36 Significant 0.00000604

LPDMLNAEIVLGNVQNAK 6 40217847 2xTMT6plex [N-Term; K18] 1.456 1.186 5.235588074 46.13 0 2397.357587 3 805.119873 -3.081165876 -0.002478646 82.9670252LPDMLNAEIVLGNVQNAK 10 40217847 2xTMT6plex [N-Term; K18]; 1xOxidation [M4] 1.12 0.9 0.954 5.435527325 46.79 0 2413.352502 3 805.119873 -3.081165876 -0.002478646 82.9670252GVESVFDIMEMEDEER 18 40217847 1xTMT6plex [N-Term] 0.612 0.805 1.205 4.702915668 63.97 0 2143.972502 2 1072.488892 -0.930677456 -0.000997673 85.3116018GLIEIISNAAEYENIPIR 22 40217847 1xTMT6plex [N-Term] 1.329 1.564 1.703 6.498884678 68.04 0 2244.243713 3 748.753418 0.885468115 0.000662402 103.2511213IVALSSSLSNAK 12 40217847 2xTMT6plex [N-Term; K12] 1.593 1.603 1.399 4.709095001 64.74 0 1648.004542 2 824.505127 -0.949580969 -0.000782457 63.91467578ETYEVLLSFIQAALGDQPR 6 40217847 1xTMT6plex [N-Term] 100 1.457 2.711 6.040955544 53.83 0 2379.275742 3 793.7632446 -0.235854664 -0.000187054 113.3364409LIGLSATLPNYEDVATFLR 6 40217847 1xTMT6plex [N-Term] 1.379 1.974 5.196650982 33.75 0 2322.290664 3 774.7683105 -0.122826733 -9.51E-05 108.5564649LIILDEIHLLHDDR 6 40217847 1xTMT6plex [N-Term] 0.947 1.097 1.073 3.892933369 45.43 0 1944.111577 4 486.7834167 0.133666293 6.50E-05 86.95427325QVLDLEDLVFTQGSHFMANK 6 40217847 2xTMT6plex [N-Term; K20] 1.771 1.312 1.319 6.655544281 67.05 0 2750.458757 3 917.4909058 -0.215689416 -0.000197748 102.0379203WTELGALDILQMLGR 8 40217847 1xTMT6plex [N-Term] 1.395 0.883 5.777926445 39.65 0 1945.077834 3 654.3620605 -0.571589899 -0.000373643 110.9758465MMILYCTLLASAQSEAEK 6 40217847 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C6] 1.719 1.329 1.439 4.82118988 46.59 0 2517.31671 3 839.7764893 -0.713194552 -0.000598446 109.2845112
SLVQEMVGSFGK 10 40217847 2xTMT6plex [N-Term; K12] 1.144 1.303 1.209 4.67318058 86.14 0 1739.976613 2 870.4899902 -2.246611375 -0.001954526 83.57146871

DILCGAADEVLAVLK 18 40217847 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 1.481 1.653 1.559 5.905237198 100.58 0 2045.171684 2 1023.089905 0.415089999 0.000424465 110.5548844
AALETDENLLLCAPTGAGK 12 40217847 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C12] 1.852 1.651 2.006 5.64230442 86.51 0 2402.300132 2 1201.650757 -2.453789203 -0.002947369 71.90215874

MQLSAELQSDTEEILSK 14 40217847 2xTMT6plex [N-Term; K17] 1.372 1.149 1.452 4.55183506 61.47 0 2380.268163 3 794.0945435 0.384200868 0.000304834 88.05603656
LATYGITVAELTGDHQLCK 6 40217847 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C18] 1.139 1.079 1.148 7.404797077 68.98 0 2548.38453 3 850.1330566 0.0339752 2.89E-05 79.99260587

EEEVTGPVIAPLFPQK 4 40217847 2xTMT6plex [N-Term; K16] 0.854 1.082 5.128876686 29.84 0 2212.262941 3 738.0924683 -0.040657393 -3.00E-05 80.44450893FQIMNEIVYEK 12 40217847 2xTMT6plex [N-Term; K11] 1.711 1.498 1.571 3.934558153 46.29 0 1872.034128 3 624.6815186 -2.203659579 -0.001375109 82.49928209VVLLTGETSTDLK 8 40217847 2xTMT6plex [N-Term; K13] 1.309 1.552 1.451 4.305612564 64.83 0 1834.093751 2 917.5501709 -0.373941149 -0.000342922 66.07246512LTAIDILTTCAADIQR 14 40217847 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.41 1.528 1.504 4.991270065 57.78 0 2004.099692 2 1002.554504 1.017907977 0.001019995 90.22659881DEPTGEVLSLVGK 8 40217847 2xTMT6plex [N-Term; K13] 1.175 1.101 1.062 4.676871777 36.13 0 1802.031151 2 901.5185547 -0.731410775 -0.000659012 72.98250406HINMDGTINVDDFK 6 40217847 2xTMT6plex [N-Term; K14] 1.466 1.401 1.379 5.150566578 36.98 0 2077.078846 3 693.0314941 0.52151216 0.000361074 60.95010536NALLQLTDSQIADVAR 8 40217847 1xTMT6plex [N-Term] 1.515 1.505 4.930974483 64.72 0 1957.09157 3 653.0365601 1.817444741 0.001185635 75.81289853RLDLVHTAALMLDK 4 40217847 2xTMT6plex [N-Term; K14] 1.501 6.052105904 33.54 1 2054.219637 3 685.4118042 0.595042338 0.000407449 83.65900415QDAVDYLTWTFLYR 8 40217847 1xTMT6plex [N-Term] 1.629 1.583 4.263440132 47 0 2020.037744 3 674.0163574 -1.596304022 -0.001074865 102.7411423YPPPTELLDLQPLPVSALR 26 40217847 1xTMT6plex [N-Term] 1.315 1.285 1.382 5.615848541 32.64 0 2348.342699 3 783.4508667 -1.981125815 -0.001550787 102.3589447GLFYFDNSFRPVPLEQTYVGITEK 8 40217847 2xTMT6plex [N-Term; K24] 1.63 1.172 5.173878193 17.66 0 3278.750171 3 1093.588623 0.349105777 0.000381544 99.90953673NSAFESLYQDK 4 40217847 2xTMT6plex [N-Term; K11] 1.359 1.272 4.039861679 50.05 0 1759.926686 2 880.4646606 -2.637093337 -0.002320545 54.49163177MDTDLETMDLDQGGEALAPR 14 40217847 1xTMT6plex [N-Term] 1.634 1.234 0.956 5.98753643 54.01 0 2407.131856 3 803.0484619 -0.42518145 -0.000341156 65.53822678EIDLLLGQTDDTR 6 40217847 1xTMT6plex [N-Term] 1.526 1.357 1.386 4.863776684 58.38 0 1717.91696 2 859.458313 -4.430035686 -0.003805217 65.39554421EEISATQIIVCTPEK 10 40217847 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 1.247 1.308 1.214 5.58068037 38.14 0 2176.193542 2 1088.598999 -1.295906394 -0.001410072 63.37649757
YPNIELSYEVVDKDSIR 4 40217847 2xTMT6plex [N-Term; K13] 1.685 1.415 4.782997608 31.6 1 2498.354275 3 833.4558716 -0.48592144 -0.000404668 69.94411606LIILDEIHLLHDDRGPVLEALVAR 6 40217847 1xTMT6plex [N-Term] 1.933 1.901 8.012674332 38.1 1 2949.708692 5 590.7452393 -3.933283639 -0.002320408 103.1880218IASHYYITNDTVQTYNQLLKPTLSEIELFR 6 40217847 2xTMT6plex [N-Term; K20] 2.037 2.343 2.045 7.264665127 13.32 0 4029.173738 4 1008.04895 0.057754087 5.82E-05 99.96334047ANSNLVLQADR 6 40217847 1xTMT6plex [N-Term] 1.194 1.479 0.992 3.615418673 40.03 0 1429.796057 2 715.4015503 -0.162977133 -0.000116512 36.92894579HLSDHLSELVEQTLSDLEQSK 2 40217847 2xTMT6plex [N-Term; K21] 1.173 4.710884571 30.21 0 2866.519837 3 956.1766357 -1.563932466 -0.001494348 108.3183832NIEMTQEDVR 6 40217847 1xTMT6plex [N-Term] 1.676 1.382 1.4 4.345386505 76.52 0 1463.736159 2 732.3709717 -1.019371296 -0.000746045 32.48968406MMILYCTLLASAQSEAEKER 2 40217847 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C6] 1.982 5.412651062 25.97 1 2802.460414 3 934.8236694 -1.412608435 -0.001319593 103.6468354

KVVLLTGETSTDLK 2 40217847 3xTMT6plex [N-Term; K1; K14] 1.602 7.023788929 54.01 1 2191.351646 3 731.1217651 -0.412448566 -0.000301273 69.38784108EEGWWVVIGDAK 16 40217847 2xTMT6plex [N-Term; K12] 1.28 1.167 1.21 3.939414263 52.36 0 1847.010356 2 924.0089722 0.168859875 0.000155943 83.48587038TNLLLQAHLSR 6 40217847 1xTMT6plex [N-Term] 1.607 1.718 1.662 5.126235485 52.03 0 1494.895377 3 498.9688721 -2.216983953 -0.00110472 50.70733106SPTLYGISHDDLK 2 40217847 2xTMT6plex [N-Term; K13] 1.862 4.82600069 41.7 0 1904.052949 3 635.3557129 -0.190865556 -0.000121139 50.93984098KPVIVFVPSR 12 40217847 2xTMT6plex [N-Term; K1] 1.508 1.192 1.499 4.243289471 24.52 0 1600.035055 3 534.0159912 -1.021363365 -0.000544739 57.89521966LDLVHTAALMLDK 2 40217847 2xTMT6plex [N-Term; K13] 1.012 4.176278114 26.79 0 1898.118526 3 633.3770142 -1.073067621 -0.000678937 93.46767655LELSVHLQPITR 6 40217847 1xTMT6plex [N-Term] 1.258 1.11 1.401 5.079554558 37.9 0 1634.979107 3 545.6633911 -2.132498294 -0.001162197 62.80731566WTELGALDILQMLGR 2 40217847 1xTMT6plex [N-Term]; 1xOxidation [M12] 100 3.89153266 41.3 0 1961.072749 3 654.3620605 -0.571589899 -0.000373643 110.9758465KADEVLEILK 16 40217847 3xTMT6plex [N-Term; K1; K10] 1.488 1.359 1.466 5.727879524 31.71 1 1845.166412 3 615.7262573 -1.188444213 -0.000730959 74.32557764TGNFQVTELGR 6 40217847 1xTMT6plex [N-Term] 0.86 1.03 1.254 4.246546268 28.79 0 1450.785158 2 725.8961792 -0.052510575 -3.81E-05 45.43754641TLVEDLFADK 20 40217847 2xTMT6plex [N-Term; K10] 1.421 1.623 1.667 4.55919838 61.79 0 1608.924895 2 804.965271 -1.01282404 -0.000814779 85.5541603GNIIISTPEK 12 40217847 2xTMT6plex [N-Term; K10] 1.399 1.301 1.414 4.026665211 50.79 0 1529.930315 2 765.4678345 -1.256511273 -0.000961187 58.99186803QLPHFTSEHIK 2 40217847 2xTMT6plex [N-Term; K11] 1.252 5.140552998 34.83 0 1795.026675 4 449.5117493 -0.839786789 -0.00037686 42.57583989YAQAGFEGFK 8 40217847 2xTMT6plex [N-Term; K10] 1.355 1.349 1.389 4.309677124 37 0 1575.85715 2 788.4313965 -1.036547792 -0.000816726 53.37718086NQVLVFVHSR 10 40217847 1xTMT6plex [N-Term] 1.459 1.603 1.603 3.760957479 28.69 0 1427.832049 3 476.6156311 0.204093015 9.71E-05 46.39334358ESIEEPSAK 6 40217847 2xTMT6plex [N-Term; K9] 1.681 1.417 1.507 4.211562157 46 0 1447.804445 2 724.4049683 -1.233299544 -0.000892788 28.16249648FYDDAIVSQK 12 40217847 2xTMT6plex [N-Term; K10] 1.497 1.406 1.47 4.068956852 43.72 0 1643.904494 2 822.4550781 -0.981936606 -0.000807105 52.30365367VELTITPDFQWDEK 10 40217847 2xTMT6plex [N-Term; K14] 1.67 2.603 1.529 3.788727999 36.36 0 2179.168707 2 1090.089722 1.587756544 0.001729995 85.26388994VFSLSSEFK 8 40217847 2xTMT6plex [N-Term; K9] 0.95 1.227 0.435 3.414866209 27.58 0 1501.866652 2 751.4370728 0.144505381 0.000108514 72.47901855KLPEEVVK 6 40217847 3xTMT6plex [N-Term; K1; K8] 1.398 1.361 1.436 4.423046112 26.99 1 1629.055405 3 543.6895142 -0.86890202 -0.00047183 48.13303104DIDAFWLQR 12 40217847 1xTMT6plex [N-Term] 1.402 1.38 1.36 3.737678289 28.27 0 1392.747316 2 696.8771973 -0.142214419 -9.90E-05 73.65493355GTQVYSPEK 12 40217847 2xTMT6plex [N-Term; K9] 1.418 1.393 1.302 3.922941208 33.66 0 1466.825515 2 733.9163818 -0.019264817 -1.41E-05 30.31225181HHEDNLLR 6 40217847 1xTMT6plex [N-Term] 0.789 1.36 1.151 3.708246946 33.59 0 1262.680299 3 421.5649719 0.050243505 2.11E-05 17.00732454MLLQSSEGR 6 40217847 1xTMT6plex [N-Term] 1.314 1.877 1.259 3.236985922 23.58 0 1249.677188 2 625.3413696 -1.380270205 -0.000862446 35.60644339YISSQIERPIR 6 40217847 1xTMT6plex [N-Term] 1.03 1.014 0.93 4.069166183 21.11 0 1590.916506 3 530.9768677 -0.28704376 -0.000152221 38.32360512SNSLISIK 6 40217847 2xTMT6plex [N-Term; K8] 0.999 0.987 1.134 3.015987873 22.1 0 1319.829872 2 660.418335 -0.363060524 -0.000239589 51.33701325DLIPYLEK 14 40217847 2xTMT6plex [N-Term; K8] 1.412 1.369 1.344 3.149634123 31.31 0 1448.876488 2 724.9429321 1.448948775 0.001049674 74.34260575EEEKLELQK 4 40217847 3xTMT6plex [N-Term; K4; K9] 1.482 1.419 2.078820467 4.88 1 1833.093641 3 611.7030029 0.444592161 0.00027166 42.69730756DLLPYGFAIHHAGMTR 4 40217847 1xTMT6plex [N-Term] 1.689 1.581 4.06861496 13.82 0 2028.068667 4 507.771698 -1.826623464 -0.000926129 59.14088943DTLGLFLR 6 40217847 1xTMT6plex [N-Term] 1.315 1.43 1.553 3.04390502 32.49 0 1163.698575 2 582.3525391 -0.66466095 -0.000386732 70.1007409GPVLEALVAR 2 40217847 1xTMT6plex [N-Term] 0.727 3.101799488 22.95 0 1253.777888 2 627.3932495 1.064409774 0.000667267 66.72668073HLILPEK 6 40217847 2xTMT6plex [N-Term; K7] 1.201 1.291 1.328 2.767187119 22.76 0 1307.845129 3 436.6196289 -0.608031664 -0.00026507 46.12066398SLQYEYK 6 40217847 2xTMT6plex [N-Term; K7] 1.323 1.393 1.143 3.398262262 33.77 0 1388.782588 2 694.8945313 -0.577520201 -0.000401025 41.74661819ISDSTLK 12 40217847 2xTMT6plex [N-Term; K7] 1.171 1.239 1.239 2.753650665 21.54 0 1221.745474 2 611.3759766 -0.652897855 -0.000398837 51.47379579
TEAEQCK 8 40217847 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.589 1.133 1.035 2.941487074 17.79 0 1323.697872 2 662.3519897 -0.883477897 -0.000584729 18.65379886

MEADPELSK 6 40217847 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 1.142 1.11 1.719 2.468358994 22.21 0 1493.792167 2 747.4002686 0.73226343 0.000546925 30.77612599MTQNPNYYNLQGISHR 1 40217847 1xTMT6plex [N-Term] 0.937 3.214011192 0 2165.075937 3 722.3642578 1.054682407 0.000761156 44.37076916TKPQMQEER 9 40217847 2xTMT6plex [N-Term; K2] 1.322 1.395 1.014 2.806503773 11.97 0 1604.883047 3 535.6325073 -0.048718406 -2.61E-05 20.03851878TYTQLVR 6 40217847 1xTMT6plex [N-Term] 1.456 1.356 1.221 2.748950243 24.79 0 1109.651625 2 555.3289795 -0.849298648 -0.000471213 34.65968387NIEMTQEDVR 7 40217847 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.862 0.444 0.574 1.441409945 17.19 0 1479.731074 2 732.3709717 -1.019371296 -0.000746045 32.48968406MWQSMCPLR 1 40217847 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.733 2.364346743 0 1437.700248 2 719.3537598 -0.003734262 -2.68E-06 56.53336109IMEHAGK 4 40217847 2xTMT6plex [N-Term; K7] 0.95 1.404 2.426454067 14.83 0 1243.723299 2 622.3656006 0.502950998 0.000312766 24.94456598GDPLLDQR 2 40217847 1xTMT6plex [N-Term] 1.291 2.140660763 23.99 0 1142.636703 2 571.8221436 0.269140116 0.000153765 31.78397352SGGPVVVLVQLER 2 40217847 1xTMT6plex [N-Term] 0.783 2.998424292 13.66 0 1581.952558 2 791.4796753 -0.305713379 -0.000241812 72.49422165DEDRHDINK 2 40217847 2xTMT6plex [N-Term; K9] 1.321 2.877869606 1.21 1 1599.849104 4 400.7177124 -0.05279912 -2.11E-05 16.75686977IIYIAPMR 2 40217847 1xTMT6plex [N-Term] 0.712 2.9413867 11.46 0 1205.727767 2 603.3677368 0.356931991 0.000215181 66.35879788190014578 SACM1L phosphatidylinositide phosphatase SAC1 isoform 1 22908 NP_054735.3 36.79727428 1 19 19 135 587 66.924 7.12 1.09 1.15 1.09 1.11 Significant 0.000324
GSEKPLEQTFATMVSSLGSGMMR 8 190014578 2xTMT6plex [N-Term; K4] 0.974 0.932 0.632 5.995118141 11.24 0 2902.487691 3 968.1658325 -1.63533214 -0.001582177 103.5879425THLGLIMDGWNSMIR 6 190014578 1xTMT6plex [N-Term] 1.015 1.317 1.471 4.72582674 29.3 0 1973.029838 3 658.3487549 0.949351298 0.000624366 79.78062954LSNTSPEFQEMSLLER 4 190014578 1xTMT6plex [N-Term] 1.439 1.328 4.412561417 47.34 0 2110.068786 2 1055.538696 0.630476188 0.000665174 76.83016075ATDFDVLSYK 8 190014578 2xTMT6plex [N-Term; K10] 1.215 1.434 1.239 3.402446985 40.28 0 1616.893595 2 808.9483643 -2.562267788 -0.002071457 63.03966638GSIPVFWSQRPNLK 9 190014578 2xTMT6plex [N-Term; K14] 0.898 0.609 0.885 4.096124649 15.61 0 2087.216601 3 696.4046631 -8.223651624 -0.005721514 70.39840985TNVIQSLLAR 12 190014578 1xTMT6plex [N-Term] 1.078 1.209 1.168 4.10523653 38.09 0 1343.820815 2 672.4134521 -0.883728776 -0.000593787 73.97373489VSTEVTLAVK 6 190014578 2xTMT6plex [N-Term; K10] 1.194 1.409 1.727 4.152622223 52.03 0 1504.935066 2 752.9676514 -4.677687287 -0.003519808 56.76434054YIAFDFHK 10 190014578 2xTMT6plex [N-Term; K8] 1.047 1.079 1.202 3.799476624 33.96 0 1498.845857 3 500.2865906 -0.425948727 -0.00021281 63.77870716QYAGTGALK 6 190014578 2xTMT6plex [N-Term; K9] 1.188 1.372 1.056 3.818083286 43.72 0 1366.809471 2 683.9086914 0.464441104 0.000317401 33.58148406QVIINLINQK 5 190014578 2xTMT6plex [N-Term; K10] 1.24 1.238 3.358669758 33.22 0 1641.046347 2 821.026001 -0.988489373 -0.000811078 77.03789655VGEFFSHVVWK 6 190014578 2xTMT6plex [N-Term; K11] 1.787 1.743 1.752 3.478946924 17.15 0 1793.015047 3 598.3432617 0.102919521 6.15E-05 81.81276738LGVLHVGQK 6 190014578 2xTMT6plex [N-Term; K9] 0.933 0.993 0.934 3.193608046 30.57 0 1408.90404 3 470.3054199 -1.656588602 -0.000777991 49.38880527LEEQDEFEK 21 190014578 2xTMT6plex [N-Term; K9] 1.168 0.977 0.935 3.844479561 43.82 0 1624.847038 2 812.9282837 1.386144517 0.001126136 43.30992374

SNCMDCLDR 4 190014578 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 0.767 1.912 3.312939882 32.62 0 1399.596571 2 700.3007813 -1.632906258 -0.001142705 23.83409977ELSAQPEVHR 6 190014578 1xTMT6plex [N-Term] 1.106 1.119 1.052 3.859255791 36.37 0 1394.758943 3 465.591095 -0.151694952 -7.05E-05 35.88884181FYVEACDDGADDVLTIDR 2 190014578 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.819 2.639349461 10.63 0 2303.069908 2 1152.038574 -0.015714894 -1.81E-05 69.55157023SLQAQLQR 6 190014578 1xTMT6plex [N-Term] 1.315 1.151 0.951 2.934873819 42.97 0 1172.694887 2 586.8509521 -0.220742094 -0.000129432 29.14786917VANHMDGFQR 6 190014578 1xTMT6plex [N-Term] 1.204 1.139 1.077 3.171677351 17.16 0 1403.705134 3 468.5728455 -0.819590254 -0.000383488 23.96724997LHITPEK 4 190014578 2xTMT6plex [N-Term; K7] 1.089 1.16 2.380761147 15.72 0 1295.808743 3 432.607666 -0.23025244 -9.95E-05 37.82249692
7661728 LAMTOR2 ragulator complex protein LAMTOR2 isoform 1 28956 NP_054736.1 38.4 1 4 4 50 125 13.499 5.4 1.03 1.14 1.08 1.08 Significant 0.00086

VANLLLCMYAK 10 7661728 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.288 1.4 1.406 3.799450159 68.67 0 1754.01089 2 877.5090332 -0.057299388 -5.03E-05 94.47182399
AQALVQYLEEPLTQVAAS 28 7661728 1xTMT6plex [N-Term] 1.023 0.956 1.023 4.468470573 51.95 0 2160.174965 2 1080.5896 -1.408502227 -0.001521306 104.1381225FILMDCMEGR 6 7661728 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.21 0.928 1.01 4.010077 41.28 0 1500.721043 2 750.8626709 -1.984414851 -0.001489027 68.51216372ETVGFGMLK 6 7661728 2xTMT6plex [N-Term; K9] 0.942 1.191 0.953 3.776896477 51.71 0 1439.833243 2 720.418396 -2.589138589 -0.001863964 63.361624797661730 MRPS28 28S ribosomal protein S28, mitochondrial 28957 NP_054737.1 38.5026738 1 6 6 36 187 20.83 9.1 0.93 1.04 0.98 0.98 Significant 0.00104 FLGATTDTTVLEANAVLLGIQESK 4 7661730 2xTMT6plex [N-Term; K24] 1.431 1.089 5.916825771 42.86 0 2949.654874 3 983.8899536 0.147020537 0.000144553 109.5878538NVESFASMLR 8 7661730 1xTMT6plex [N-Term] 1.074 1.135 1.056 4.374955177 60.89 0 1382.729951 2 691.8667603 -2.681255428 -0.001853726 67.14894635AGGFASALER 8 7661730 1xTMT6plex [N-Term] 0.906 1.959 1.231 3.608878851 44.55 0 1207.663252 2 604.3353882 0.205104517 0.000123849 42.13278592HSPLTQMGPAK 6 7661730 2xTMT6plex [N-Term; K11] 0.929 0.946 0.955 4.726628304 34.37 0 1624.924518 3 542.3128662 -0.290750236 -0.000157482 34.98229951LLDLELTSR 6 7661730 1xTMT6plex [N-Term] 0.913 1.039 0.987 3.86259079 53.57 0 1288.767383 2 644.8898315 3.882598213 0.002501883 74.53970359RPEVDGEK 4 7661730 2xTMT6plex [N-Term; K8] 0.866 0.993 3.143541098 16.74 0 1387.79455 3 463.2696533 -0.102932428 -4.76E-05 19.0323408241281564 WDR37 WD repeat-containing protein 37 22884 NP_054742.2 5.668016194 1 2 2 12 494 54.632 7.23 0.95 1.04 0.82 0.94 Significant 0.00462 STLLELFGQIER 4 41281564 1xTMT6plex [N-Term] 0.733 1.179 5.014465332 45.05 0 1634.931488 2 817.9680176 -1.66931995 -0.001364612 102.4159848QAIGWNINIPALLQEK 8 41281564 2xTMT6plex [N-Term; K16] 1.055 0.998 0.822 4.309193611 50.92 0 2266.332358 3 756.1132813 -3.118677617 -0.002355987 105.19392937661734 DCPS m7GpppX diphosphatase 28960 NP_054745.1 37.98219585 1 10 10 92 337 38.585 6.38 1.17 1.19 1.17 1.18 Significant 0.0000321 IVFENPDPSDGFVLIPDLK 18 7661734 2xTMT6plex [N-Term; K19] 1.17 1.249 1.119 3.974719524 39.33 0 2573.426712 3 858.480957 0.623943842 0.000535225 106.2113896ELDVEEAHAASTEEK 6 7661734 2xTMT6plex [N-Term; K15] 1.143 1.197 1.243 4.492674828 42.46 0 2116.081014 3 706.0325317 0.9584155 0.000676028 32.82801659WNQQQLDDLYLIAICHR 12 7661734 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.221 1.479 1.183 6.827665806 57.66 0 2415.244065 3 805.7525024 -0.459918646 -0.000370272 93.38933202VNEASGDGDGEDAVVILEK 12 7661734 2xTMT6plex [N-Term; K19] 1.207 1.159 1.12 4.96434927 50.43 0 2375.23422 3 792.4171143 1.081835811 0.000856538 61.66206829AHLLAEVIENLECDPR 8 7661734 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.429 1.468 100 5.181602478 41.81 0 2108.100755 3 703.3701172 -2.351153041 -0.001652156 93.80014211DLTPEHLPLLR 8 7661734 1xTMT6plex [N-Term] 0.895 1.025 1.296 3.508530617 28.3 0 1532.899794 3 511.6382446 0.252369216 0.000128952 60.32152131TTVVYPATEK 8 7661734 2xTMT6plex [N-Term; K10] 1.227 1.518 1.212 4.057629585 42.84 0 1566.91433 2 783.9594727 -1.698610734 -0.001330789 37.95464435IIFLHGK 6 7661734 2xTMT6plex [N-Term; K7] 1.071 1.03 1.159 2.988899946 20.08 0 1285.839649 3 429.284668 -0.154578956 -6.63E-05 59.55485174LPFSGFR 6 7661734 1xTMT6plex [N-Term] 1.202 1.179 1.152 2.138293743 14.53 0 1052.609032 2 526.8081055 -0.092591358 -4.87E-05 64.07097784TLTFALR 8 7661734 1xTMT6plex [N-Term] 1.304 1.034 1.099 2.194535732 15.57 0 1050.650897 2 525.8297729 1.306540966 0.000686359 56.018860847662655 SNX24 sorting nexin-24 28966 NP_054754.1 5.325443787 1 1 1 6 169 19.805 7.24 0.71 0.76 0.72 0.73 Significant 0.000438 LFLDFLNVR 6 7662655 1xTMT6plex [N-Term] 0.713 0.76 0.715 3.943820715 39.71 0 1365.809188 2 683.4078369 -0.578984152 -0.000395391 104.4298506193290128 SPCS1 signal peptidase complex subunit 1 28972 NP_054760.3 10.0591716 1 2 2 19 169 18.286 8.72 1.1 0.95 0.98 1.01 Significant 0.00205 WLPVQESSTDDK 10 193290128 2xTMT6plex [N-Term; K12] 0.94 0.925 0.991 4.342613697 70.62 0 1862.990014 2 931.9966431 -2.149618171 -0.002002359 56.33305766WLPVQESSTDDKKPGER 9 193290128 3xTMT6plex [N-Term; K12; K13] 1.17 1.12 0.978 5.191085815 14.41 1 2659.465841 3 887.1595459 -0.660363694 -0.000585405 48.6852322

40254866 CHMP2B charged multivesicular body protein 2b isoform 1 25978 NP_054762.2 32.86384977 1 8 9 51 213 23.891 8.76 1.05 1.01 1.3 1.12 Significant 0.0065 ATISDEEIER 10 40254866 1xTMT6plex [N-Term] 0.962 1.142 1.272 4.400717735 43.1 0 1391.721555 2 696.3640747 -0.489908298 -0.000340908 31.59676004TLQTMQNFQK 6 40254866 2xTMT6plex [N-Term; K10] 1.248 1.358 0.972 4.8210783 51.92 0 1696.945647 2 848.9760742 -0.456898841 -0.000387666 50.01532127SLPSASTSK 8 40254866 2xTMT6plex [N-Term; K9] 1.054 1.178 1.423 3.358343124 42.84 0 1335.788402 2 668.3978882 0.073505046 4.91E-05 30.47199348VTSMSTQTK 5 40254866 2xTMT6plex [N-Term; K9] 0.914 1.096 1.348 3.713410378 26.36 0 1440.813236 2 720.909729 -0.732004788 -0.000527341 38.60813107MAGAMSTTAK 2 40254866 2xTMT6plex [N-Term; K10] 0.814 2.116669178 15.75 0 1426.779828 2 713.8935547 0.00367611 2.62E-06 34.35396748KTVDDVIK 4 40254866 3xTMT6plex [N-Term; K1; K8] 1.215 3.414852858 10.49 1 1605.019019 3 535.6776123 -0.458272412 -0.000245179 53.37165603QLELEIK 10 40254866 2xTMT6plex [N-Term; K7] 0.838 1.064 1.155 2.859752655 34.84 0 1330.834624 2 665.9207153 -0.352760538 -0.000234733 57.89213916TFAVSSK 4 40254866 2xTMT6plex [N-Term; K7] 1.021 0.805 2.791688919 31.23 0 1197.724345 2 599.3644409 -2.287374448 -0.001369822 35.71804324TVDDVIK 2 40254866 2xTMT6plex [N-Term; K7] 1.015 2.270497561 14.49 0 1247.761124 2 624.3807983 -5.453111321 -0.00340209 42.744806077662645 MRPS18B 28S ribosomal protein S18b, mitochondrial 28973 NP_054765.1 36.04651163 1 6 6 51 258 29.377 9.38 0.86 1.06 0.89 0.94 Significant 0.00439 DHGLLIYHIPQVEPR 6 7662645 1xTMT6plex [N-Term] 0.94 0.982 0.825 5.63354969 43.2 0 2016.122811 4 504.7852478 -1.810067841 -0.00091233 55.42291174APSEEDSLSSVPISPYKDEPWK 12 7662645 3xTMT6plex [N-Term; K17; K22] 0.79 1.251 0.911 6.304756641 25.71 1 3148.665722 3 1050.224854 -1.814957074 -0.001904898 68.25442059LYQGHLQEESGPPPESMPK 6 7662645 2xTMT6plex [N-Term; K19] 0.735 0.871 0.687 5.76785183 43.83 0 2582.332494 3 861.4500732 1.228453954 0.001057426 47.1844732TPAEASSTGQTGPQSAL 9 7662645 1xTMT6plex [N-Term] 0.666 1.915 0.855 4.264645576 78.57 0 1831.923502 2 916.4647827 -0.662058384 -0.00060642 35.98573724YLESEEYQER 12 7662645 1xTMT6plex [N-Term] 1.027 0.859 1.072 3.541007042 47.32 0 1574.753583 2 787.880249 -0.22958076 -0.000180767 40.13894447VVGNPCPICR 6 7662645 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 1.033 1.081 1.011 3.680116653 27.38 0 1400.733992 2 700.8707275 0.133457263 9.35E-05 33.70991455
21361497 ACAD9 acyl-CoA dehydrogenase family member 9, mitochondrial 28976 NP_054768.2 41.86795491 1 23 23 163 621 68.717 7.96 1.36 1.36 1.3 1.34 Significant 0.000223

TEVVDSDGSVK 12 21361497 2xTMT6plex [N-Term; K11] 1.401 1.261 1.27 4.415784359 58.7 0 1593.873588 2 797.4412231 0.992606362 0.000791045 31.46402614ILLIFEGTNEILR 10 21361497 1xTMT6plex [N-Term] 1.927 1.667 1.989 4.432392597 51.05 0 1760.051937 2 880.5298462 0.271896984 0.000239276 110.0610768LASGEHIAAFCLTEPASGSDAASIR 2 21361497 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.541 4.426276684 23.33 0 2760.382409 3 920.7976685 -1.433301014 -0.00131882 63.98665844IPVENILGEVGDGFK 22 21361497 2xTMT6plex [N-Term; K15] 1.435 1.324 1.413 4.765872478 60.92 0 2045.168313 3 682.394043 -0.360475832 -0.000245745 99.97190486
GSNTCEVHFENTK 6 21361497 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.525 1.573 1.166 4.195535183 36.35 0 1980.984946 3 660.9992676 -0.856349579 -0.000565472 28.02070538

SLGLFGLQVPEEYGGLGFSNTMYSR 6 21361497 1xTMT6plex [N-Term] 100 1.899 0.603 5.451946735 51.06 0 2951.48106 3 984.49823 -0.312713711 -0.000307656 103.0565453GIILAGTEEQK 13 21361497 2xTMT6plex [N-Term; K11] 1.264 1.219 1.187 4.322922707 67.56 0 1616.962343 2 808.9840088 -0.990803454 -0.000801046 59.16850466FSMGSVVAGLLK 14 21361497 2xTMT6plex [N-Term; K12] 1.613 1.65 1.562 5.396756172 78.22 0 1666.99662 2 834.0009766 -1.165944176 -0.000971812 100.644199KIDQEGKIPDETLEK 6 21361497 4xTMT6plex [N-Term; K1; K7; K15] 1.944 1.871 4.366477013 13.53 2 2659.568798 4 665.6459351 -2.589854276 -0.001721974 47.38225229VSTVMDTVGR 6 21361497 1xTMT6plex [N-Term] 1.372 1.415 1.127 3.543461323 42.89 0 1293.703402 2 647.3552246 -0.177514606 -0.000114826 42.0642032EVFPFPEVSQDELNEINQFLGPVEK 2 21361497 2xTMT6plex [N-Term; K25] 1.437 4.040840149 41.74 0 3362.756044 3 1121.590088 -0.099310839 -0.000111319 112.5524415LSEFGLIQEK 10 21361497 2xTMT6plex [N-Term; K10] 1.487 1.571 1.637 3.539697647 20.49 0 1621.956529 2 811.4805908 -1.618045445 -0.0013122 70.28216101AYICAHPLDR 6 21361497 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.54 1.372 1.614 3.366366625 29.9 0 1444.756835 3 482.257843 1.4816976 0.000713564 32.742447TEVVDSDGSVKDK 6 21361497 3xTMT6plex [N-Term; K11; K13] 2.446 2.231 2.167 3.449806213 7.53 1 2066.158425 3 689.3902588 -1.0659264 -0.000734124 43.26192854VSQQILEK 4 21361497 2xTMT6plex [N-Term; K8] 1.216 1.21 3.333680153 46.66 0 1402.866986 2 701.9367065 -0.60573388 -0.000424882 46.5984443TVETLLLR 8 21361497 1xTMT6plex [N-Term] 1.217 1.201 1.315 2.997387648 43.13 0 1173.74044 2 587.3740234 0.281582698 0.000165253 60.24925097IPDETLEK 12 21361497 2xTMT6plex [N-Term; K8] 1.073 1.03 1.046 3.21591258 28.89 0 1402.819367 2 701.9118652 -2.076861297 -0.001456731 57.39826255VAMNILNSGR 6 21361497 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.345 1.247 1.324 1.917257547 27.29 0 1319.730286 2 660.3688354 0.081962533 5.41E-05 35.68078695LIEMTAEYACTR 2 21361497 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.391 2.73363924 2.07 0 1686.839244 2 843.9219971 -1.497729783 -0.001263215 59.94623404TIMEEQLVLK 3 21361497 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 1.769 1.163 2.776989222 4.97 0 1677.986115 2 839.4960938 -0.717812853 -0.00060224 56.01887112KIDQEGK 2 21361497 3xTMT6plex [N-Term; K1; K7] 0.929 2.443248749 5.97 1 1504.930204 3 502.3152466 0.652692126 0.000327419 23.02240136FALMAQK 4 21361497 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 1.106 1.378 1.576989174 20.69 0 1282.759351 2 641.8822021 -1.732899568 -0.001111447 46.00105525ATLSEDKK 1 21361497 3xTMT6plex [N-Term; K7; K8] 1.602 1.395370603 1 1578.966984 3 526.9940186 0.328565491 0.000172931 27.87163494
7662637 MRPL42 39S ribosomal protein L42, mitochondrial precursor 28977 NP_054769.1 15.49295775 1 2 2 8 142 16.65 8.35 0.83 0.82 1.02 0.89 Significant 0.0053

VEHLEEGPMIEQLSK 6 7662637 2xTMT6plex [N-Term; K15] 0.891 0.821 1.017 6.09586668 46.68 0 2197.193876 3 733.0690308 -0.608319028 -0.000445532 66.17574498KNLNPPK 2 7662637 3xTMT6plex [N-Term; K1; K7] 0.739 2.121394873 3.96 1 1497.97201 3 499.996521 2.00284669 0.001000069 30.938855697661532 NOB1 RNA-binding protein NOB1 28987 NP_054781.1 5.825242718 1 2 2 10 412 46.646 7.18 0.96 1.1 1.52 1.19 Significant 0.0193 NPLPNIDHELQELLIDR 4 7661532 1xTMT6plex [N-Term] 0.841 0.882 5.752006054 31.18 0 2258.234211 3 753.4182739 2.682244965 0.002019046 100.8182546
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LVTEFSK 6 7661532 2xTMT6plex [N-Term; K7] 1.022 1.463 1.515 2.648482561 31.43 0 1281.78186 2 641.3942871 -0.438531132 -0.000281051 54.6694579421361670 DBNL drebrin-like protein isoform a 28988 NP_054782.2 42.69141531 1 1 14 99 431 48.265 5.05 0.85 0.99 0.8 0.88 Significant 0.00415 TWEQQQEVVSR 12 21361670 1xTMT6plex [N-Term] 0.993 1.008 1.057 4.427734852 55.22 0 1618.83865 2 809.9225464 -0.515089359 -0.000416923 32.57858304AEEDVEPECIMEK 6 21361670 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 1.007 1.016 1.178 3.935395241 41.77 0 2036.992065 2 1019 0.323388594 0.00032937 50.52928207YQEQGGEASPQSR 8 21361670 1xTMT6plex [N-Term] 0.85 0.99 0.799 4.186966896 38.54 0 1665.802993 2 833.4030151 -2.544752639 -0.002119528 16.49207208AMSTTSISSPQPGK 10 21361670 2xTMT6plex [N-Term; K14]; 1xOxidation [M2] 0.934 0.955 1.036 4.458986282 73.47 0 1866.004284 2 933.5050659 -0.765948971 -0.000714632 27.82730213FVLINWTGEGVNDVR 14 21361670 1xTMT6plex [N-Term] 0.956 0.92 0.827 4.419947624 46.02 0 1948.048977 3 650.020752 -0.654193319 -0.0004248 85.66891426VAGTGEGGLEEMVEELNSGK 14 21361670 2xTMT6plex [N-Term; K20] 0.993 1.005 0.78 5.768872261 68.32 0 2464.26414 3 822.0897217 -3.866481188 -0.00317601 84.08552376VAGTGEGGLEEMVEELNSGK 2 21361670 2xTMT6plex [N-Term; K20]; 1xOxidation [M12] 1.239 4.478503704 31.32 0 2480.259055 3 822.0897217 -3.866481188 -0.00317601 84.08552376FQDVGPQAPVGSVYQK 2 21361670 2xTMT6plex [N-Term; K16] 1.047 4.147605419 19.89 0 2178.195925 3 726.7369385 0.154990506 0.000112533 57.55569383
GACASHVSTMASFLK 4 21361670 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 1.089 0.951 4.884158611 36.18 0 2025.066173 3 675.6932983 -0.410549778 -0.00027713 57.17372377NEQESAVHPR 2 21361670 1xTMT6plex [N-Term] 0.73 3.921275377 34.88 0 1395.717807 3 465.910553 -0.502253715 -0.000233668 15.18525416ASGANYSFHK 6 21361670 2xTMT6plex [N-Term; K10] 0.924 0.921 0.902 4.24256134 40.17 0 1539.831998 3 513.9486694 -0.352395079 -0.000180876 44.50879721QLTQPETHFGR 6 21361670 1xTMT6plex [N-Term] 0.977 0.927 0.977 3.761317015 28.4 0 1542.822606 3 514.9450684 -1.266673088 -0.000651417 28.75744069SPTDWALFTYEGNSNDIR 2 21361670 1xTMT6plex [N-Term] 0.884 2.874691725 13.97 0 2315.114156 2 1158.055908 -4.153580818 -0.004808007 73.26474136VKDPNSGLPK 6 21361670 3xTMT6plex [N-Term; K2; K10] 0.912 1.251 0.938 3.477711916 12.43 1 1742.077931 3 581.3641357 -0.044219283 -2.57E-05 38.79963979AEKEEENR 5 21361670 2xTMT6plex [N-Term; K3] 1.158 0.921 1.091 3.128349781 7.58 1 1462.790192 3 488.2679443 -0.623898213 -0.000304211 15.6231275113569840 MACROD1 O-acetyl-ADP-ribose deacetylase MACROD1 28992 NP_054786.2 27.38461538 1 6 6 37 325 35.483 9.51 1.08 1.14 1.18 1.13 Significant 0.000657 AAGPLLTDECR 6 13569840 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.235 1.01 1.018 4.67249918 71.61 0 1431.74633 2 716.3760376 -1.069578218 -0.000765682 33.71793397LEVDAIVNAANSSLLGGGGVDGCIHR 4 13569840 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 1.156 0.699 4.453079224 32.11 0 2823.462056 3 941.822937 -2.761880517 -0.002599355 86.57074073YVIHTVGPIAYGEPSASQAAELR 6 13569840 1xTMT6plex [N-Term] 1.051 1.31 1.281 6.434371471 40.42 0 2658.408881 3 886.8071899 -0.701372838 -0.000621512 61.79742874SCYLSSLDLLLEHR 12 13569840 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.036 1.255 1.202 5.70415163 63.8 0 1935.020714 3 645.6778564 -0.877284698 -0.000565855 85.94456803

EEHYFCK 6 13569840 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.081 1.138 1.196 2.924426317 21.53 0 1470.745157 3 490.9200134 0.224480225 0.000110051 29.22202548LPHYFPVA 3 13569840 1xTMT6plex [N-Term] 1.076 1.212 1.992218971 18.87 0 1172.666547 2 586.8372192 0.524647492 0.000307618 66.2804628414165270 MRPL13 39S ribosomal protein L13, mitochondrial 28998 NP_054797.2 43.82022472 1 7 7 45 178 20.679 9.16 1.12 1.07 1.14 1.11 Significant 0.000352 RLDEYTQEEIDAFPR 6 14165270 1xTMT6plex [N-Term] 0.773 0.921 1.051 5.838977337 42.21 1 2111.060664 3 704.3582153 -0.270486735 -0.000190338 54.28836821QVTAAQLHLR 6 14165270 1xTMT6plex [N-Term] 1.011 1.094 1.134 5.132243633 64.58 0 1365.816399 3 455.9436035 -0.103449574 -4.71E-05 36.24778581LHLFPDEYIPEDILK 15 14165270 2xTMT6plex [N-Term; K15] 1.112 1.075 1.148 5.057126045 37.68 0 2300.294242 3 767.4338989 -3.085723786 -0.002366024 94.25723053LAIYGMLPK 6 14165270 2xTMT6plex [N-Term; K9] 1.142 1.062 3.593061686 41.66 0 1463.906014 2 732.4561768 -0.640371968 -0.000468722 81.94733353VYSSHTGYPGGFR 4 14165270 1xTMT6plex [N-Term] 1.105 1.075 4.051491737 18.51 0 1656.833171 3 552.9488525 -0.703977222 -0.000388791 31.91628082IWYLLDGK 4 14165270 2xTMT6plex [N-Term; K8] 1.196 1.322 3.295642376 25.03 0 1465.881908 2 733.4441528 -0.599649899 -0.000439508 91.10024713LAAMASIR 4 14165270 1xTMT6plex [N-Term] 1.193 1.146 2.632521391 20.59 0 1061.633866 2 531.3199463 -1.177743019 -0.000625166 49.1821311930102928 NUP58 nucleoporin p58/p45 isoform a 9818 NP_054808.1 14.52420701 1 7 7 44 599 60.86 9.33 1.12 1.07 1.08 1.09 Significant 0.000196
ALKDENLPPVICQDVENLQK 6 30102928 3xTMT6plex [N-Term; K3; K20]; 1xCarbamidomethyl [C12] 1.12 1.367 1.305 5.396696091 26.78 1 3010.685018 3 1004.233215 0.02480701 2.49E-05 75.03814977MFLGDAVDVFETR 6 30102928 1xTMT6plex [N-Term] 1.187 1.086 0.891 4.159042358 42.23 0 1728.882823 2 864.9436035 -1.673097049 -0.001446294 88.50139469ILVQQFEVQLQQYR 4 30102928 1xTMT6plex [N-Term] 1.169 1.044 4.796964645 39.71 0 2021.138126 3 674.3820801 -3.186004727 -0.002146452 87.98185734TPPGLQHEYAAPADYFR 6 30102928 1xTMT6plex [N-Term] 0.953 1.224 1.328 5.472510338 37.89 0 2162.086819 3 721.3660889 -1.436407831 -0.001035213 53.64858434IETAQELK 12 30102928 2xTMT6plex [N-Term; K8] 1.085 1.052 1.044 3.699975729 43.15 0 1389.835352 2 695.4204712 -1.21307692 -0.000842989 41.21269617QVQEEISR 6 30102928 1xTMT6plex [N-Term] 2.57 0.956 1.28 2.954550505 38.8 0 1217.668731 2 609.3389282 1.518077343 0.000924258 20.56244883NAEIALR 4 30102928 1xTMT6plex [N-Term] 1.121 1.12 2.450170517 16.97 0 1015.60976 2 508.3086243 0.208648208 0.000105953 30.0479389613699256 PPP1R8 nuclear inhibitor of protein phosphatase 1 isoform alpha 5511 NP_054829.2 33.61823362 1 7 7 32 351 38.455 7.37 0.99 1.26 1.32 1.19 Significant 0.0072 RVEGPGSLGLEESGSR 2 13699256 1xTMT6plex [N-Term] 0.773 4.717329979 36.59 1 1858.98202 3 620.3314819 -1.144201071 -0.000709016 34.3484233GLLGLPEEETELDNLTEFNTAHNK 6 13699256 2xTMT6plex [N-Term; K24] 0.847 1.002 1.326 5.331952095 42.48 0 3142.630844 3 1048.212891 -2.140014317 -0.002241758 85.13178896VTFSEDDEIINPEDVDPSVGR 6 13699256 1xTMT6plex [N-Term] 100 1.214 4.810245037 54.81 0 2562.240872 2 1281.623535 -0.420935249 -0.000539269 69.27211945LEPHKPQQIPIDSTVSFGASTR 6 13699256 2xTMT6plex [N-Term; K5] 1.095 1.259 1.419 6.864676476 20.88 0 2866.582712 4 717.3981323 -4.190607539 -0.003003181 57.19560849ISTLTIEEGNLDIQRPK 2 13699256 2xTMT6plex [N-Term; K17] 1.438 5.380071163 22.57 0 2385.375345 3 795.7970581 0.534815793 0.000425245 64.80152311EKPQTLPSAVK 6 13699256 3xTMT6plex [N-Term; K2; K11] 1.031 1.17 1.118 4.500612259 20.89 0 1885.17256 3 629.0612183 -1.834349236 -0.001152688 43.87884542KYYLFGR 4 13699256 2xTMT6plex [N-Term; K1] 2.669 1.46 2.7050035 9.14 1 1404.840378 3 468.9510803 -1.202936099 -0.000563311 50.48911455

21071060 SMARCAL1 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A-like protein 1 50485 NP_054859.2 1.257861635 1 1 1 6 954 105.872 9.06 0.94 0.87 1.17 0.99 Significant 0.00822
VVLDAITQELER 6 21071060 1xTMT6plex [N-Term] 0.938 0.874 1.167 3.679348469 37.58 0 1614.926402 2 807.9674683 0.778700154 0.000628772 91.9577917637594464 NUDT5 ADP-sugar pyrophosphatase 11164 NP_054861.2 46.11872146 1 8 8 89 219 24.312 4.94 0.99 0.96 1 0.98 Significant 0.000149 LDALVAEEHLTVDAR 8 37594464 1xTMT6plex [N-Term] 1.023 1.579 1.088 5.273721218 47.15 0 1881.027907 3 627.6807861 -0.05424245 -3.40E-05 65.37617501QFRPPMGGYCIEFPAGLIDDGETPEAAALR 10 37594464 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.258 1.117 3.086 5.933894634 51.83 0 3507.723826 3 1169.912476 -0.271527131 -0.000317481 90.42562381HANAKPFEVPFLK 6 37594464 3xTMT6plex [N-Term; K5; K13] 1.089 0.978 1.049 3.867867231 9.38 0 2185.310056 4 547.0826416 -0.603829075 -0.000329888 75.26903648KEQTADGVAVIPVLQR 10 37594464 2xTMT6plex [N-Term; K1] 0.969 1.03 1.074 7.467997551 48.58 1 2182.295973 3 728.1033325 -0.242236348 -0.00017621 69.26233454EQTADGVAVIPVLQR 22 37594464 1xTMT6plex [N-Term] 1.105 0.855 1.24 5.824606895 59.02 0 1825.038078 2 913.0233154 0.699305615 0.00063813 62.02822681ELEEETGYK 6 37594464 2xTMT6plex [N-Term; K9] 0.646 0.718 0.767 4.517724991 47.66 0 1555.825575 2 778.4155273 -1.15484186 -0.000898366 33.46400232VYSYALALK 6 37594464 2xTMT6plex [N-Term; K9] 1.041 1.019 1.037 3.935164928 48.48 0 1485.908123 2 743.4578857 0.250408736 0.000186042 69.92496451TTYMDPTGK 13 37594464 2xTMT6plex [N-Term; K9] 1.001 0.918 0.901 3.303485632 39.36 0 1471.786687 2 736.3964844 -0.675947139 -0.000497425 33.82767648TTYMDPTGK 8 37594464 2xTMT6plex [N-Term; K9]; 1xOxidation [M4] 1.246 0.829 0.876 2.109986782 24.21 0 1487.781602 2 736.3964844 -0.675947139 -0.000497425 33.82767648222080092 WDR91 WD repeat-containing protein 91 29062 NP_054868.3 17.00133869 1 9 9 26 747 83.292 6.58 0.87 0.71 0.77 0.78 Significant 0.00353 VSEYSLPSDATGPFVLSGYSGYK 2 222080092 2xTMT6plex [N-Term; K23] 0.773 5.936057091 53.09 0 2882.486412 3 961.5001221 -0.207716179 -0.00019958 83.56919864

KPEASGPEAEPCPELHTEPVEPLTR 4 222080092 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C12] 0.592 0.797 5.782063007 38.24 0 3228.661098 4 807.9193726 -1.684331511 -0.001359534 48.06959846TNQVQEENEVLR 2 222080092 1xTMT6plex [N-Term] 0.967 4.764042377 34.98 0 1687.881243 2 844.4437866 -0.560695734 -0.000473194 31.82197134VWSFNPIMQTK 2 222080092 2xTMT6plex [N-Term; K11] 0.72 3.822174788 38.78 0 1809.013333 2 905.0079346 -2.620361768 -0.002370135 82.26651541SPLLSLEWATK 4 222080092 2xTMT6plex [N-Term; K11] 1.046 0.879 4.193600178 53.09 0 1703.014379 2 852.0096436 -1.390558209 -0.00118407 86.6177292LSPAQGPPQPQSSAK 4 222080092 2xTMT6plex [N-Term; K15] 0.657 0.673 4.182870388 38.81 0 1951.101296 2 976.0535278 -0.777481897 -0.000758473 36.07940669LTTLLAHK 4 222080092 2xTMT6plex [N-Term; K8] 0.796 0.719 3.441819668 29.13 0 1354.882242 3 452.2986145 -0.702772618 -0.000317391 56.50430665VLESCLSLGGHR 2 222080092 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.005 2.388064384 1.05 0 1556.841627 3 519.6194458 1.385421809 0.000718961 42.50669023LPPYVSNMDR 2 222080092 1xTMT6plex [N-Term] 0.811 2.436196566 6.72 0 1420.745601 2 710.8743286 -2.970829847 -0.002110397 52.97851924
7661786 NDUFAF4 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 4 29078 NP_054884.1 49.14285714 1 10 10 72 175 20.254 8.82 0.89 0.96 0.98 0.94 Significant 0.000836

ISIVEALTLLNNHK 12 7661786 2xTMT6plex [N-Term; K14] 0.813 0.983 1.247 6.194344997 51.11 0 2023.231582 3 675.0814819 -0.834960878 -0.000563106 107.7519399LFPETWTAEK 16 7661786 2xTMT6plex [N-Term; K10] 0.942 1.095 1.108 3.73588419 51.51 0 1679.940879 2 840.4763794 2.739863717 0.002301405 70.98054252DHHFDMINIK 6 7661786 2xTMT6plex [N-Term; K10] 0.961 0.959 1.026 3.943751335 36.06 0 1727.930331 3 576.6481323 -0.282266787 -0.000162579 46.16071829DPVSSLQVK 6 7661786 2xTMT6plex [N-Term; K9] 0.745 0.853 0.652 2.995667219 24.67 0 1430.861901 2 715.9342041 -0.537610845 -0.000384623 49.20414327DVYVDSKDPVSSLQVK 2 7661786 3xTMT6plex [N-Term; K7; K16] 1.202 4.407855511 11.64 1 2466.405866 3 822.807373 0.689116357 0.000566547 58.00761835EQISLYPEVK 6 7661786 2xTMT6plex [N-Term; K10] 0.919 0.931 1.172 4.237653732 48.46 0 1663.967094 2 832.487915 0.877047467 0.000729689 58.05304463
AAETCQEPK 8 7661786 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 0.671 0.845 0.911 2.930017948 38.03 0 1491.78775 2 746.3969116 -0.806594512 -0.000601634 20.25399703

IMQEYQLEQK 4 7661786 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.15 0.987 2.322340727 32.26 0 1783.966442 2 892.4855347 -1.485332907 -0.001324892 42.21841421DVYVDSK 6 7661786 2xTMT6plex [N-Term; K7] 0.872 0.688 0.822 2.640933037 19.64 0 1283.724739 2 642.3656616 -0.539132566 -0.000346049 31.59203819DVNSLLK 6 7661786 2xTMT6plex [N-Term; K7] 0.898 0.965 0.944 2.933957815 33.97 0 1246.777109 2 623.8924561 0.422544953 0.00026341 51.30696695
7661788 MED4 mediator of RNA polymerase II transcription subunit 4 isoform 1 29079 NP_054885.1 17.03703704 1 4 4 18 270 29.727 5.1 1.04 1.21 1.23 1.16 Significant 0.00269

EAEQILATAVYQAK 6 7661788 2xTMT6plex [N-Term; K14] 1.053 1.256 1.166 4.80188179 34.31 0 1993.137013 3 665.0511475 0.941411855 0.000625454 75.95306372LLSALEDLEVLSR 6 7661788 1xTMT6plex [N-Term] 0.987 1.092 1.426 4.800097942 59.01 0 1686.983917 3 562.9995117 0.038356175 2.16E-05 111.8669002ELIEMLAISR 2 7661788 1xTMT6plex [N-Term] 1.205 3.845583916 32.78 0 1403.812953 2 702.4088745 -1.766807008 -0.001240133 84.27944396DSDIQQLQK 4 7661788 2xTMT6plex [N-Term; K9] 1.053 0.849 3.064102411 10.83 0 1532.868443 2 766.9391479 1.680893393 0.001288294 35.4358989140548422 CHMP4A charged multivesicular body protein 4a 29082 NP_054888.2 24.1509434 1 6 6 34 265 29.785 5.14 0.67 0.79 0.74 0.73 Significant 0.00224 EAIENATTNAEVLR 4 40548422 1xTMT6plex [N-Term] 0.675 0.533 4.388218403 33.83 0 1759.938758 2 880.4683228 -5.334823241 -0.004694481 44.83887789TMELAAQSMK 4 40548422 2xTMT6plex [N-Term; K10] 0.731 0.63 3.997639656 45.11 0 1567.858806 2 784.4318237 -1.553200488 -0.0012176 50.3012418LPSVPSTHLPAGPAPK 6 40548422 2xTMT6plex [N-Term; K16] 0.52 0.62 0.619 4.56706953 32.08 0 2027.205367 3 676.406311 -0.487022453 -0.000329098 58.58491703VDEDEEALK 10 40548422 2xTMT6plex [N-Term; K9] 0.839 0.807 0.615 3.414160967 41.21 0 1505.809925 2 753.4091797 0.769031324 0.000579007 38.27361396KQEFLEQK 6 40548422 3xTMT6plex [N-Term; K1; K8] 0.789 0.873 0.652 3.691519022 15.19 1 1737.051382 3 579.6877441 -1.555940229 -0.000900916 42.4139203AAIQALR 8 40548422 1xTMT6plex [N-Term] 1.059 1.295 2.30013299 18.05 0 971.6199308 2 486.3137512 0.303628401 0.000147506 36.442593057661806 MRPL15 39S ribosomal protein L15, mitochondrial 29088 NP_054894.1 54.39189189 1 16 16 91 296 33.399 10.01 1.06 0.98 0.86 0.97 Significant 0.0036 QIFFGLAPGWVVNMADKK 2 7661806 3xTMT6plex [N-Term; K17; K18] 1.86 5.003226757 25.17 1 2708.55651 4 677.8934937 -1.611840332 -0.00109144 106.1523781DYGVQLVEEGADTFTAK 14 7661806 2xTMT6plex [N-Term; K17] 1.12 1.218 1.009 5.272181988 57.36 0 2301.201463 3 767.7380371 -0.827937886 -0.000635084 76.16334196YGYILPDITKDELFK 6 7661806 3xTMT6plex [N-Term; K10; K15] 0.99 1.075 0.8 4.242828369 13.67 1 2502.446275 3 834.8216553 1.653582079 0.001379333 89.72986142QIFFGLAPGWVVNMADK 4 7661806 2xTMT6plex [N-Term; K17] 0.965 1.113 4.128835201 27.63 0 2351.298616 3 784.4368286 -1.141046118 -0.000894313 112.1652326ILKPTDENLLK 12 7661806 3xTMT6plex [N-Term; K3; K11] 1.197 1.136 1.067 4.442280769 15.12 0 1971.245724 3 657.7530518 -0.569424983 -0.000374159 69.72977208LQYLIDLGR 12 7661806 1xTMT6plex [N-Term] 0.964 1.037 1.249 3.307271004 39.31 0 1319.788453 2 660.3970337 -1.259116326 -0.000830884 82.29559636YGFNEGHSFR 4 7661806 1xTMT6plex [N-Term] 0.941 1.039 3.504600763 34.64 0 1442.701428 3 481.5719604 -0.069523979 -3.34E-05 32.11761507VSLANLKPNPGSK 6 7661806 3xTMT6plex [N-Term; K7; K13] 1.277 0.972 1.141 3.194249153 9.88 0 2012.247121 3 671.4190674 -2.222675095 -0.001490857 56.65661717GYLADPAK 6 7661806 2xTMT6plex [N-Term; K8] 0.927 0.914 0.923 2.201981544 35.77 0 1292.761459 2 646.8834229 -1.461620674 -0.000944763 41.63297192MLPPEELVPYYTDAK 2 7661806 2xTMT6plex [N-Term; K15]; 1xOxidation [M1] 1.389 2.413912058 22.76 0 2240.192479 2 1120.598389 -1.329500156 -0.001489168 71.52415016
SLDIVCKPVPFFLR 4 7661806 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.841 0.763 1.36 3.738159418 3 0 2149.260774 3 717.0953369 4.970840355 0.003561211 90.94641273

GVTIQPLK 6 7661806 2xTMT6plex [N-Term; K8] 1.019 0.72 2.699081421 25.75 0 1313.855693 2 657.430603 -1.342541134 -0.000881953 50.73849409GVTIQPLKR 8 7661806 2xTMT6plex [N-Term; K8] 0.837 0.664 0.01 2.549159527 11.38 1 1469.956804 3 490.6575012 0.779691013 0.000382037 40.4136188KYGYILPDITK 1 7661806 3xTMT6plex [N-Term; K1; K11] 0.819 2.670793772 1 1998.224261 3 666.744812 -2.190957707 -0.001459342 69.08573769GYLADPAKFPEAR 3 7661806 2xTMT6plex [N-Term; K8] 0.955 1.067 1.206 2.723289013 1 1893.063454 3 631.6924438 -0.356943677 -0.000225239 50.97306454VDPSQPIDLTQLVNGR 1 7661806 1xTMT6plex [N-Term] 1.068 2.219727993 0 1981.09157 3 661.038269 4.383370783 0.00289462 75.31755403
156142176 TIMM21 mitochondrial import inner membrane translocase subunit Tim21 precursor 29090 NP_054896.2 25 1 6 6 25 248 28.185 9.7 1.22 1.07 1.21 1.17 Significant 0.00172

SHPEVIGVFGESVK 8 156142176 2xTMT6plex [N-Term; K14] 1.159 1.147 1.205 4.809267044 20.89 0 1943.100233 3 648.3706665 -1.434371852 -0.000929043 55.28756289FYIEGSEPGK 4 156142176 2xTMT6plex [N-Term; K10] 1.653 1.275 3.815774918 52.75 0 1584.86738 2 792.9367676 -0.707664101 -0.000560777 52.36201753QGTVYAQVK 2 156142176 2xTMT6plex [N-Term; K9] 1.181 2.970328569 23.51 0 1451.862235 2 726.4338989 -1.180531042 -0.000856984 33.85374446ENPGSGEYDFR 2 156142176 1xTMT6plex [N-Term] 1.36 2.658345222 13.52 0 1499.696402 2 750.3503418 -1.997415107 -0.001497758 28.60748737GGTAVPTSQK 7 156142176 2xTMT6plex [N-Term; K10] 1.208 1.535 1.267 2.863391876 33.03 0 1403.82585 2 702.4169312 0.524284895 0.000368002 25.44845398TIIIEDNR 2 156142176 1xTMT6plex [N-Term] 0.886 3.078644276 21.39 0 1202.694218 2 601.8508911 0.239301527 0.000143903 36.0040901921265040 MRPL22 39S ribosomal protein L22, mitochondrial isoform a 29093 NP_054899.2 39.32038835 1 7 7 42 206 23.626 9.94 1.18 1.08 1.13 1.13 Significant 0.000652
LVEGPPPPPEPPK 10 21265040 2xTMT6plex [N-Term; K13] 1.29 1.151 1.267 4.088442326 54.92 0 1812.067142 2 906.5361328 -1.188385877 -0.001076717 55.45561363GMSIDQALAQLEFNDK 6 21265040 2xTMT6plex [N-Term; K16] 0.97 0.94 1.174 6.594037056 46.83 0 2238.184039 3 746.7312012 -2.229009897 -0.001662978 90.72282147SNLYIAESTSGR 4 21265040 1xTMT6plex [N-Term] 1.111 1.151 4.300846577 54.68 0 1526.801202 2 763.9026489 -2.083210593 -0.001590324 44.64202489EVLLEAQDMAVR 6 21265040 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.333 0.987 1.17 3.335062265 56.97 0 1618.867173 2 809.9367676 -0.565088826 -0.000457402 46.63897352IVYPPQLPGEPR 8 21265040 1xTMT6plex [N-Term] 1.042 0.991 1.097 3.62180829 23.27 0 1594.915444 2 797.9588013 -3.208897975 -0.00255896 61.75858839RPAEIYHCR 2 21265040 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.236 4.163803577 26.52 0 1430.752418 3 477.5884094 -1.218539625 -0.000581143 17.37354523EYIQQLR 12 21265040 1xTMT6plex [N-Term] 1.044 1.099 0.999 2.238678217 21.97 0 1178.673088 2 589.8400269 -0.264186114 -0.000155695 36.58685543156151366 LGALSL galectin-related protein 29094 NP_054900.2 25.58139535 1 3 3 22 172 18.974 5.35 0.69 0.74 0.67 0.7 Significant 0.000883 VFVDGHQLFDFYHR 6 156151366 1xTMT6plex [N-Term] 0.691 0.623 0.629 5.445631504 50.24 0 2009.023097 4 503.0110779 -0.306127174 -0.000153754 66.84978134GEEQSAIPYFPFIPDQPFR 10 156151366 1xTMT6plex [N-Term] 0.767 0.675 0.953 4.333972454 26.31 0 2467.249527 3 823.0880127 -0.017121925 -1.41E-05 96.4117527IQTLSAIDTIK 6 156151366 2xTMT6plex [N-Term; K11] 0.671 0.782 3.276412964 24.8 0 1661.024943 3 554.3461304 -0.665508801 -0.000368476 73.06059071

156416005 COMMD9 COMM domain-containing protein 9 isoform 1 29099 NP_054905.2 28.28282828 1 3 3 19 198 21.805 5.88 1.11 0.77 0.99 0.96 Significant 0.0107
DLSSAEAILALFPENFHQNLK 10 156416005 2xTMT6plex [N-Term; K21] 0.953 0.736 1.131 5.941335678 42.78 0 2815.53945 3 939.1854248 0.806514738 0.000756925 108.694666ETLDTMLDGLGR 4 156416005 1xTMT6plex [N-Term] 1.227 0.791 4.619718075 46.79 0 1549.809324 2 775.4086304 0.426111895 0.000330196 70.37232607IQEDPSLCGDKPSISAVTVELSK 5 156416005 3xTMT6plex [N-Term; K11; K23]; 1xCarbamidomethyl [C8] 1.066 0.974 4.917602062 17.3 0 3160.737841 3 1054.250854 0.053426311 5.63E-05 74.5086712829826321 ADD1 alpha-adducin isoform b 118 NP_054908.2 6.380208333 1 4 4 16 768 84.25 5.96 1.11 0.89 0.95 0.98 Significant 0.00443 SLVQGELVTASK 6 29826321 2xTMT6plex [N-Term; K12] 1.639 0.987 0.919 4.570783615 66.51 0 1690.015107 2 845.508606 -3.060070834 -0.002585783 61.72619902GSEENLDEAR 2 29826321 1xTMT6plex [N-Term] 0.753 3.864539623 44.71 0 1348.654203 2 674.8295288 -1.796118535 -0.001211171 18.31584214GSDSIAYDK 6 29826321 2xTMT6plex [N-Term; K9] 0.821 0.862 1.027 2.850349426 46.17 0 1413.762581 2 707.3842773 -0.9213941 -0.000651316 31.65014621TSTSAVPNLFVPLNTNPK 2 29826321 2xTMT6plex [N-Term; K18] 1.083 3.104366302 17.09 0 2358.343317 3 786.7874756 1.93208842 0.001518843 77.9980918319913414 AP2A1 AP-2 complex subunit alpha-1 isoform 1 160 NP_055018.2 48.82292733 1 25 39 297 977 107.478 7.03 1.02 1.01 1.03 1.02 Significant 0.000032 THIDTVINALK 8 19913414 2xTMT6plex [N-Term; K11] 1.096 1.007 1.088 5.454007149 57.63 0 1683.020527 2 842.0129395 -1.143386976 -0.000962172 57.95632162

LVECLETVLNK 24 19913414 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.019 1.073 1.084 4.65674305 61.6 0 1776.034128 2 888.5204468 -0.287784623 -0.000255558 92.89314014EMGEAFAADIPR 8 19913414 1xTMT6plex [N-Term] 1.104 0.98 1.205 3.873667955 38.42 0 1535.772544 2 768.3897095 -0.261773587 -0.000201012 57.5636496TSVQFQNFSPTVVHPGDLQTQLAVQTK 4 19913414 2xTMT6plex [N-Term; K27] 1.711 100 4.633692265 47.14 0 3428.857824 3 1143.622437 -1.477973118 -0.001689253 75.37996438
TVFEALQAPACHENMVK 6 19913414 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 1.177 1.145 1.091 5.723451614 64.35 0 2403.256493 3 801.755188 -2.281165232 -0.001827408 62.91841247

YGGAPQALTLK 6 19913414 2xTMT6plex [N-Term; K11] 1.176 0.913 1 3.757869959 53.65 0 1576.946299 2 788.9760742 -0.905111671 -0.000713656 54.19552237
YLALESMCTLASSEFSHEAVK 7 19913414 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C8] 1.088 1.306 1.217 7.520470142 60.98 0 2831.435973 3 944.4810791 -2.574356398 -0.002429708 87.4471493

NPTFMCLALHCIANVGSR 6 19913414 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C11] 2.268 100 2.36 6.442296505 36.19 0 2290.145614 3 764.0532227 -0.217833856 -0.00016629 86.87500857
ILVAGDSMDSVK 8 19913414 2xTMT6plex [N-Term; K12] 0.917 0.991 0.99 4.297327995 62.01 0 1692.960628 2 846.9840088 0.06644462 5.62E-05 60.07570531VGGYILGEFGNLIAGDPR 16 19913414 1xTMT6plex [N-Term] 1.022 0.979 5.635045052 65.42 0 2077.127956 2 1039.066772 -0.812293783 -0.000843619 103.5377286LLQCYPPPEDAAVK 22 19913414 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 1.161 1.139 1.114 4.878200054 43.49 0 2059.129819 2 1030.068115 -0.42027037 -0.000432696 60.03478448IAGDYVSEEVWYR 8 19913414 1xTMT6plex [N-Term] 0.51 0.441 0.406 4.377639294 52.32 0 1815.911481 2 908.4579468 -1.576946532 -0.001431798 63.6208209DFLTPPLLSVR 13 19913414 1xTMT6plex [N-Term] 1.18 1.057 1.144 4.127957821 40.01 0 1486.883081 2 743.9446411 -0.723334236 -0.000537757 82.47051939GLAVFISDIR 6 19913414 1xTMT6plex [N-Term] 1.63 0.946 1.065 3.604349613 55.05 0 1319.788453 2 660.3986206 1.145684321 0.00075603 83.27733533VVHLLNDQHMGVVTAAVSLITCLCK 5 19913414 2xTMT6plex [N-Term; K25]; 2xCarbamidomethyl [C22; C24] 1.38 1.698 1.374 5.876185894 10.04 0 3236.772186 4 809.9502563 2.165438351 0.001752258 109.2225686LEPNAQAQMYR 6 19913414 1xTMT6plex [N-Term] 0.978 0.904 3.097396612 26.03 0 1549.799428 2 775.4016113 -2.246596358 -0.001740887 35.50586045AADLLYAMCDR 4 19913414 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.149 1.355 3.811368465 34.83 0 1527.749701 2 772.3759155 -0.039725037 -3.07E-05 45.86939428ACNQLGQFLQHR 6 19913414 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.049 1.148 1.038 5.063500881 34.67 0 1700.885223 3 567.6329956 -0.464360312 -0.000263275 45.36042456YLETADYAIR 6 19913414 1xTMT6plex [N-Term] 1.147 0.984 0.784 3.804997206 38.27 0 1443.768111 2 722.3879395 0.340329064 0.000245678 49.84059455ANHPMDAEVTK 8 19913414 2xTMT6plex [N-Term; K11]; 1xOxidation [M5] 0.933 0.919 1.02 3.683013916 43.97 0 1686.888527 3 562.9672241 -0.834350757 -0.000469152 21.55522502SSPPVQFSLLHSK 6 19913414 2xTMT6plex [N-Term; K13] 1.249 1.221 1.137 4.013041973 14.68 0 1885.094754 3 629.0357666 -1.064973157 -0.000669192 59.76165441ALLLSTYIK 6 19913414 2xTMT6plex [N-Term; K9] 1.16 1.229 1.359 3.679203272 47.87 0 1479.955073 2 740.4799805 -1.61399663 -0.001194321 80.14789066NADVELQQR 6 19913414 1xTMT6plex [N-Term] 1.241 1.042 1.55 3.913213968 44.36 0 1301.701094 2 651.3536377 -0.841406203 -0.00054763 23.45637385QSAALCLLR 6 19913414 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.131 1.398 1.123 3.460876465 33.98 0 1260.729558 2 630.868103 -0.498406108 -0.000314178 48.37134859ASPDLVPMGEWTAR 11 19913414 1xTMT6plex [N-Term] 1.037 1.172 1.357 3.885873079 42.38 0 1758.904621 2 879.9554443 -0.573657101 -0.000504504 63.54935207FINLFPETK 14 19913414 2xTMT6plex [N-Term; K9] 1.205 1.153 1.095 3.936064482 36.77 0 1566.929586 2 783.9681396 -0.372571384 -0.000291897 83.62844969ALQVGCLLR 6 19913414 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.23 1.084 1.241 3.487439394 37.94 0 1258.750293 2 629.8790283 0.386709443 0.000243385 60.81163993DDVQGYAAK 8 19913414 2xTMT6plex [N-Term; K9] 0.657 0.4 0.56 3.661929846 58.9 0 1424.778565 2 712.8918457 -1.509247684 -0.001075172 28.9343956HLCELLAQQF 6 19913414 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.835 1.075 1.168 2.825105429 37.69 0 1487.787801 2 744.3980103 0.633845641 0.000471514 68.65709118LLGFGSALLDNVDPNPENFVGAGIIQTK 3 19913414 2xTMT6plex [N-Term; K28] 1.093 1.089 2.39360857 8.39 0 3357.845862 3 1119.953857 0.344436782 0.000385522 112.4448192MYLFYGNK 6 19913414 2xTMT6plex [N-Term; K8] 1.01 0.924 0.819 3.768680334 35.14 0 1493.822679 2 747.4124756 -3.349854167 -0.002502044 66.68384097
AADLLYAMCDR 6 19913414 1xTMT6plex [N-Term]; 1xOxidation [M8]; 1xCarbamidomethyl [C9] 1.387 0.935 1.493 2.522401571 47.38 0 1543.744616 2 772.3759155 -0.039725037 -3.07E-05 45.86939428VLQIVTNR 6 19913414 1xTMT6plex [N-Term] 0.412 0.412 0.391 3.020682812 32.54 0 1171.736023 2 586.3712158 -0.740840392 -0.000434035 51.87336265KGPGAGSALDDGR 3 19913414 2xTMT6plex [N-Term; K1] 0.45 1.026 3.458907843 20.2 1 1658.922603 3 553.6452637 -0.823247795 -0.000455235 21.60467533KVQHSNAK 2 19913414 3xTMT6plex [N-Term; K1; K8] 1.042 3.473778009 12.58 1 1598.994536 4 400.504303 0.529216357 0.000211554 17.75156483LINNAIK 4 19913414 2xTMT6plex [N-Term; K7] 1.031 1.004 2.859609365 30.04 0 1243.813829 2 622.4100952 -0.735439896 -0.000457375 48.46831128ESSILAK 4 19913414 2xTMT6plex [N-Term; K7] 1.11 1.097 3.02785182 32.76 0 1205.75056 2 603.3787842 -0.222136015 -0.00013392 37.65876947LPVTINK 6 19913414 2xTMT6plex [N-Term; K7] 1.034 0.987 0.982 2.828830481 24.85 0 1242.81858 2 621.9125366 -0.629993649 -0.000391484 58.99375223VAILAEK 4 19913414 2xTMT6plex [N-Term; K7] 0.752 2.492883921 26.09 0 1201.79203 2 601.4000854 0.718742025 0.000431889 53.87211506ALDGYSK 6 19913414 2xTMT6plex [N-Term; K7] 1.046 1.151 1.056 2.814642668 31.96 0 1211.703609 2 606.3549805 -0.76345609 -0.000462541 32.30813531ANHPMDAEVTK 1 19913414 2xTMT6plex [N-Term; K11] 1.4 1.925945044 0 1670.893612 3 562.9672241 -0.834350757 -0.000469152 21.55522502

7657369 NDUFA8 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 8 isoform 1 4702 NP_055037.1 44.18604651 1 6 6 47 172 20.092 7.65 1.1 1.15 1.15 1.13 Significant 0.000216
HCAEPFTEYWTCIDYTGQQLFR 8 7657369 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C12] 1.045 0.958 0.77 7.096314907 33.13 0 3051.396679 3 1017.802368 -1.352658552 -0.001375833 88.71087413

PGIVELPTLEELK 10 7657369 2xTMT6plex [N-Term; K13] 0.867 0.905 0.962 36.38 0 1896.145787 2 948.5768433 0.328721263 0.000311652 91.59270845PGIVELPTLEELKVDEVK 5 7657369 3xTMT6plex [N-Term; K13; K18] 1.66 1.919 2.289 32.89 1 2695.610045 3 899.2075806 -0.688827668 -0.000618937 95.53370539
AAAHHYGAQCDKPNK 10 7657369 3xTMT6plex [N-Term; K12; K15]; 1xCarbamidomethyl [C10] 1.226 1.277 1.165 3.968616486 21.9 0 2355.259494 5 471.8574524 -0.568335299 -0.000267715 18.1724711

LGWVRPDLGELSK 8 7657369 2xTMT6plex [N-Term; K13] 1.096 1.04 1.527 4.257565975 15.44 0 1928.136953 3 643.3812866 -3.965831735 -0.002548889 72.09398841
FDECVLDK 6 7657369 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.254 1.502 1.417 3.421673536 40.62 0 1483.786687 2 742.3966064 -0.506150501 -0.00037551 54.43057554

21361399 PPP2R1A serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform 5518 NP_055040.2 56.02716469 1 22 28 312 589 65.267 5.11 1.02 1.04 1.01 1.02 Significant 0.0000743
NLCSDDTPMVR 12 21361399 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.073 1.267 1.092 4.217803955 53.6 0 1536.734779 2 768.8693848 -2.138312216 -0.001643009 33.04717909AISHEHSPSDLEAHFVPLVK 18 21361399 2xTMT6plex [N-Term; K20] 1.068 0.98 0.903 5.77611351 28.25 0 2671.460806 4 668.6196899 -1.451020492 -0.000969086 55.84986479
ENVIMSQILPCIK 18 21361399 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 1.726 1.633 1.603 4.253881931 50.43 0 2003.143361 2 1002.075378 0.059584321 5.97E-05 87.92140023
TSACGLFSVCYPR 12 21361399 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C10] 1.304 1.131 1.196 4.854658604 34.73 0 1746.850478 2 873.9315186 3.024202382 0.002641415 60.2657093

SEIIPMFSNLASDEQDSVR 8 21361399 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.254 1.03 1.078 4.173792839 48.99 0 2383.164871 2 1192.085815 -0.216863143 -0.00025841 67.2969579
DNTIEHLLPLFLAQLKDECPEVR 4 21361399 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C19] 1.566 5.854519844 42.33 1 3208.74404 4 802.9411621 -0.380763465 -0.000305443 112.1470681

DNTIEHLLPLFLAQLK 6 21361399 2xTMT6plex [N-Term; K16] 0.719 0.795 0.787 4.644831657 37.4 0 2323.378974 3 775.1305542 -0.802676775 -0.000621641 112.5868326SALASVIMGLSPILGK 6 21361399 2xTMT6plex [N-Term; K16] 1.033 1.291 1.148 5.71342659 39.7 0 2015.23389 3 672.4162598 0.166708627 0.000111986 112.9755863IGPILDNSTLQSEVKPILEK 14 21361399 3xTMT6plex [N-Term; K15; K20] 1.074 0.891 0.994 7.417812347 39.64 0 2881.721721 4 721.1863403 0.628293881 0.000452642 91.81778935KLSTIALALGVER 6 21361399 2xTMT6plex [N-Term; K1] 1.332 1.439 100 4.719202042 39.48 1 1829.16244 3 610.3919678 -0.595736969 -0.000363233 75.95357934TDLVPAFQNLMK 22 21361399 2xTMT6plex [N-Term; K12] 1.049 1.051 1.08 4.448203564 52.7 0 1835.050112 2 918.0285034 -0.208143669 -0.000190977 89.85628787
EFCENLSADCR 10 21361399 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C10] 1.446 1.273 0.968 4.691385746 49.34 0 1629.719857 2 815.3626099 -1.174621165 -0.000957152 33.45182329

LNIISNLDCVNEVIGIR 23 21361399 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.145 1.325 1.25 6.754391193 68.54 0 2171.205554 3 724.40625 -0.625191842 -0.000452473 100.1240479QLSQSLLPAIVELAEDAK 17 21361399 2xTMT6plex [N-Term; K18] 0.984 0.884 1.055 6.230879784 55.02 0 2383.384847 3 795.1325073 -0.788234995 -0.000626222 112.6585191LTQDQDVDVK 22 21361399 2xTMT6plex [N-Term; K10] 1.068 1.093 1.252 4.047761917 56.81 0 1618.905222 2 809.9558716 -0.466689419 -0.000377763 39.75283294EWAHATIIPK 6 21361399 2xTMT6plex [N-Term; K10] 0.412 0.432 0.428 3.617268562 37.25 0 1623.962284 3 541.9926147 0.620352019 0.000335809 53.62098443VLAMSGDPNYLHR 8 21361399 1xTMT6plex [N-Term] 1.176 1.105 4.445119858 39.24 0 1701.894391 3 567.9690552 -1.045007649 -0.000592831 48.39747637LAGGDWFTSR 6 21361399 1xTMT6plex [N-Term] 0.703 0.877 1.104 3.872642756 35.29 0 1338.700366 2 669.8529053 -1.368396672 -0.000915937 57.38854887ENVIMSQILPCIK 2 21361399 2xTMT6plex [N-Term; K13]; 1xOxidation [M5]; 1xCarbamidomethyl [C11] 1.832 3.686356544 21.7 0 2019.138276 2 1002.075378 0.059584321 5.97E-05 87.92140023
ELVSDANQHVK 12 21361399 2xTMT6plex [N-Term; K11] 1.069 0.999 1.007 4.580676079 47.03 0 1697.958655 3 566.6571655 -1.007850199 -0.000570429 40.4222325YFAQEALTVLSLA 6 21361399 1xTMT6plex [N-Term] 1.112 1.055 1.094 2.935046196 57.54 0 1654.92534 2 827.9655762 -0.884653957 -0.000732018 112.7840678VLELDNVK 16 21361399 2xTMT6plex [N-Term; K8] 1.094 1.049 0.993 3.224166155 47.04 0 1387.856087 2 694.4318237 0.204373451 0.00014182 57.89469051TDLVPAFQNLMK 2 21361399 2xTMT6plex [N-Term; K12]; 1xOxidation [M11] 1.195 2.173822641 13.9 0 1851.045027 2 918.0285034 -0.208143669 -0.000190977 89.85628787EAATSNLK 8 21361399 2xTMT6plex [N-Term; K8] 0.382 0.327 0.432 3.845065355 44.74 0 1291.762187 2 646.3850098 0.43047494 0.000278036 25.61243662AVGPEITK 10 21361399 2xTMT6plex [N-Term; K8] 1.037 1.057 1.005 2.531677008 38.15 0 1272.792759 2 636.8999634 -0.085318043 -5.43E-05 38.8205863EAATSNLKK 6 21361399 3xTMT6plex [N-Term; K8; K9] 0.696 0.615 0.798 3.164245605 6.72 1 1649.020082 3 550.3446045 -0.498219183 -0.000273858 29.06317642
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

NLCSDDTPMVR 6 21361399 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C3] 0.641 1.087 2.805453062 33.72 0 1552.729694 2 768.8693848 -2.138312216 -0.001643009 33.04717909MAGDPVANVR 2 21361399 1xTMT6plex [N-Term] 0.975 3.193183661 20.86 0 1258.677522 2 637.8396606 -0.307711163 -0.000196115 22.7282115DCEAEVR 6 21361399 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.204 1.077 1.194 2.759079456 37.84 0 1107.530189 2 554.2686768 -0.101491026 -5.62E-05 16.17412412MAGDPVANVR 4 21361399 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.025 1.015 3.155056 32 0 1274.672437 2 637.8396606 -0.307711163 -0.000196115 22.7282115NEDVQLR 8 21361399 1xTMT6plex [N-Term] 1.125 0.866 1.04 2.892596722 29.83 0 1102.605403 2 551.8064575 0.213656728 0.00011779 21.46824116HMLPTVLR 4 21361399 1xTMT6plex [N-Term] 0.938 0.917 2.807284832 20.82 0 1195.718265 2 598.3623047 -0.779309832 -0.000465917 43.133994HMLPTVLR 2 21361399 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.829 1.811205506 10.75 0 1211.71318 2 598.3623047 -0.779309832 -0.000465917 43.13399424497620 SRP68 signal recognition particle subunit SRP68 isoform 1 6730 NP_055045.2 57.25677831 1 32 32 239 627 70.686 8.56 1.03 1.03 0.93 1 Significant 0.00112 QAATMSEVEWR 6 24497620 1xTMT6plex [N-Term] 1.215 0.983 1.071 3.876568317 40.64 0 1536.767793 2 768.8894043 2.432803294 0.001869327 41.92843196YCAYNIGDQSAINELMQMR 6 24497620 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.044 1.25 5.836607456 32.78 0 2506.172616 3 836.0621338 -0.306284893 -0.000255868 82.19361639DLPDVQELITQVR 15 24497620 1xTMT6plex [N-Term] 0.946 0.967 1.068 5.091250896 48.95 0 1754.98498 2 877.9951782 -1.082615925 -0.000949987 86.56363131YANEVNSDAGAFK 6 24497620 2xTMT6plex [N-Term; K13] 0.909 0.846 0.996 4.696341991 55.52 0 1843.959048 2 922.4822388 -1.001953345 -0.00092378 44.99522535ALLQQQPEDDSKR 6 24497620 2xTMT6plex [N-Term; K12] 1.071 1.001 1.039 5.491230965 31.68 1 1986.102024 3 662.7049561 -0.8606335 -0.000569769 29.81725341VSNLQYLHSYLTYIK 6 24497620 2xTMT6plex [N-Term; K15] 0.409 0.652 0.359 5.712534428 39.15 0 2300.305475 3 767.4400024 -0.009096957 -6.98E-06 83.62982668LASAFTEEQAVLYNQR 12 24497620 1xTMT6plex [N-Term] 1.01 1.19 0.867 5.77013731 72.56 0 2069.086485 2 1035.046021 -0.831393172 -0.000860112 66.73112256IFLLGLADNEAAIVQAESEETKER 11 24497620 2xTMT6plex [N-Term; K22] 1.305 1.29 0.452 8.277833939 39.43 1 3104.687965 3 1035.566406 -1.062709051 -0.001099793 102.152796QVPGGGGGGGSGGGGGSGGGGSGGGR 12 24497620 1xTMT6plex [N-Term] 1.136 0.941 1.06 8.337302208 140.43 0 2072.965535 2 1036.987427 0.985233758 0.001021178 15.81474848IFLLGLADNEAAIVQAESEETK 12 24497620 2xTMT6plex [N-Term; K22] 0.877 0.845 0.764 6.438071728 85.89 0 2819.544261 3 940.5118408 -8.260802778 -0.0077639 109.9623609TKLEAQAYTAYLSGMLR 6 24497620 2xTMT6plex [N-Term; K2] 1.462 1.733 1.759 5.218645573 34.02 1 2374.320473 3 792.1117554 0.100990277 7.99E-05 83.07779071ANKEFGDSLSLEILQIIK 8 24497620 3xTMT6plex [N-Term; K3; K18] 1.501 1.456 1.492 4.643042088 28.72 1 2705.605629 4 677.1548462 -2.984069182 -0.002018429 110.4315365KWSEALVLYDR 6 24497620 2xTMT6plex [N-Term; K1] 1.415 1.26 1.495 4.123722076 23.5 1 1838.05764 3 613.3549805 -3.945591036 -0.002417408 63.22674417KVTEELLTDNR 6 24497620 2xTMT6plex [N-Term; K1] 0.918 100 1.149 4.970261574 25.18 1 1776.026734 3 592.6803589 -0.118641144 -7.02E-05 43.93910373DYILEGEPGK 10 24497620 2xTMT6plex [N-Term; K10] 1.151 1.073 1.011 3.944457293 48.16 0 1578.877945 2 789.9416504 -1.216426359 -0.000960294 51.51886671LFESMLSECR 6 24497620 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.968 1.031 0.999 3.803683281 17.44 0 1500.738802 2 750.8720703 -1.291180715 -0.000968862 68.73703558
FETFCLDPSLVTK 24 24497620 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.115 1.102 1.114 4.058988094 47.73 0 2015.092371 2 1008.051941 2.101191984 0.002117048 85.77897966VTEELLTDNR 6 24497620 1xTMT6plex [N-Term] 0.663 0.799 0.906 3.974563837 38.91 0 1418.768839 2 709.8886108 0.779478416 0.00055295 44.36633006AWSYAMQLK 6 24497620 2xTMT6plex [N-Term; K9] 1.078 1.198 1.214 4.431208611 54.96 0 1555.870691 2 778.437561 -1.829181373 -0.001422985 68.32166681ALLQQQPEDDSK 6 24497620 2xTMT6plex [N-Term; K12] 0.918 1.045 1.039 4.096617222 30.29 0 1830.000913 2 915.5032349 -0.939974087 -0.000860077 38.70054611ESQQQHGLR 6 24497620 1xTMT6plex [N-Term] 1.092 1.077 1.12 4.521916389 55.51 0 1311.696677 3 437.9035339 -0.479389305 -0.000209604 14.41622292GAGGEENKENERPSAGSK 2 24497620 3xTMT6plex [N-Term; K8; K18] 1.017 2.484349012 6.13 1 2504.330804 4 626.8381348 -0.037761585 -2.36E-05 18.01258056SGGTEGLLAEK 2 24497620 2xTMT6plex [N-Term; K11] 0.969 2.612626076 18.05 0 1519.873194 2 760.43927 -1.270040781 -0.00096515 45.66481221AAIEAFNK 6 24497620 2xTMT6plex [N-Term; K8] 1.232 1.122 1.151 3.826789856 33.94 0 1321.788008 2 661.397644 0.002849124 1.88E-06 48.71176363SGLTGYIK 6 24497620 2xTMT6plex [N-Term; K8] 0.687 1.017 0.908 2.730846167 35.79 0 1296.792759 2 648.8997803 -0.366136471 -0.000237402 49.34018813VEEISPNIR 2 24497620 1xTMT6plex [N-Term] 0.774 3.243095875 25.87 0 1285.731332 2 643.3691406 -0.25426774 -0.00016346 41.12262893QEANTEPR 6 24497620 1xTMT6plex [N-Term] 100 2.656040192 48.01 0 1173.606131 2 587.3065186 -0.315762346 -0.00018529 14.58307339DNKPLVER 8 24497620 2xTMT6plex [N-Term; K3] 1.105 1.089 1.033 2.87881279 7.58 0 1428.857484 3 476.956665 -1.429325762 -0.000680768 23.70482654SPRPQDLIR 6 24497620 1xTMT6plex [N-Term] 0.91 0.977 1.037 3.547627211 14.48 0 1310.774199 3 437.5958862 -0.834620176 -0.000364666 29.94054488DAIQVVR 9 24497620 1xTMT6plex [N-Term] 0.807 0.698 0.01 2.024462938 21.42 0 1029.62541 2 515.3162842 -0.114925898 -5.92E-05 28.49519782FEHQEWK 6 24497620 2xTMT6plex [N-Term; K7] 1.097 1.139 1.041 2.875552416 18.97 0 1461.78907 3 487.9346924 0.310303618 0.000151199 33.66187797EELKPDQK 4 24497620 3xTMT6plex [N-Term; K4; K8] 1.076 0.93 1.093 2.525470495 1.63 0 1674.004097 3 558.6726685 -0.385452406 -0.000215083 29.77401229172072620 VAMP2 vesicle-associated membrane protein 2 6844 NP_055047.2 34.48275862 1 1 3 18 116 12.655 8.13 0.89 0.93 0.86 0.9 Significant 0.000515 LQQTQAQVDEVVDIMR 10 172072620 1xTMT6plex [N-Term] 0.782 0.974 0.845 6.311442375 76.07 0 2102.111319 2 1051.558716 -0.553781032 -0.000582055 81.19343858ADALQAGASQFETSAAK 2 172072620 2xTMT6plex [N-Term; K17] 0.936 5.361067295 45.27 0 2124.133718 3 708.7153931 -0.984990146 -0.000697417 112.6087199LSELDDR 6 172072620 1xTMT6plex [N-Term] 1.056 0.915 0.88 3.24131608 38.11 0 1076.578519 2 538.7924194 -0.889050631 -0.000478566 32.946511397657671 UBTF nucleolar transcription factor 1 isoform a 7343 NP_055048.1 13.08900524 1 9 9 46 764 89.35 5.81 1.46 1.4 1.49 1.45 Significant 0.000333

WSQEDMLTLLECMK 12 7657671 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 1.744 1.395 1.477 4.548252106 29.77 0 2242.132204 3 748.0490112 0.123423323 9.22E-05 106.2497959
LHPEMSNLDLTK 4 7657671 2xTMT6plex [N-Term; K12] 1.458 1.369 5.700508118 49.36 0 1856.03519 3 619.3495483 -0.59189097 -0.00036619 54.85183325TLTELILDAQEHVK 4 7657671 2xTMT6plex [N-Term; K14] 1.359 1.615 5.698686123 45.61 0 2068.205427 3 690.0723877 -1.361955648 -0.000938935 90.26156617FLESLPEEEQQR 6 7657671 1xTMT6plex [N-Term] 1.687 1.716 1.526 4.070702553 35.39 0 1733.890745 2 867.4488525 -0.182601975 -0.000158306 54.90986817MVLCSQQWK 6 7657671 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.341 1.435 1.166 4.223830223 50.17 0 1637.890775 2 819.4489746 -0.062648408 -5.13E-05 57.84151526
HPELNISEEGITK 4 7657671 2xTMT6plex [N-Term; K13] 1.339 4.620856285 41.31 0 1925.074413 2 963.0391235 -1.788024227 -0.00172104 56.72395396MWNDLSEK 4 7657671 2xTMT6plex [N-Term; K8] 1.427 1.837 3.533752918 51.13 0 1480.787021 2 740.8950806 -2.793674666 -0.002068419 62.94922853NNLPSNDSSK 2 7657671 2xTMT6plex [N-Term; K10] 1.3 2.901789188 33.37 0 1533.827306 2 767.416748 -0.708467143 -0.000543333 21.73828929KPAQEGGK 4 7657671 3xTMT6plex [N-Term; K1; K8] 1.368 1.39 2.543779373 5.07 0 1501.930539 3 501.3149109 -0.239154858 -0.000119731 20.5326988415277342 HSD17B8 estradiol 17-beta-dehydrogenase 8 7923 NP_055049.1 11.49425287 1 2 2 8 261 26.957 6.54 0.65 0.74 0.69 0.69 Significant 0.00141 LAGEGATVAACDLDR 2 15277342 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.829 5.180821896 71.21 0 1747.884614 2 874.4456177 -0.374972371 -0.000327704 45.69814085SALALVTGAGSGIGR 6 15277342 1xTMT6plex [N-Term] 0.651 0.738 0.625 4.613664627 50.19 0 1558.911421 2 779.9595337 0.2371673 0.000184861 63.432894877657667 UBL4A ubiquitin-like protein 4A 8266 NP_055050.1 37.57961783 1 5 5 30 157 17.766 8.66 0.99 0.95 0.96 0.97 Significant 0.000155 LADSPPPQVWQLISK 8 7657667 2xTMT6plex [N-Term; K15] 0.986 0.971 0.964 5.460259914 50.71 0 2137.242147 2 1069.122559 -2.014728423 -0.002152981 92.23283299

ECSLQVPEDELVSTLK 6 7657667 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 1.107 1 4.368782043 32.4 0 2305.236135 3 769.0809937 -3.343203264 -0.002568958 74.98253739VLLEEGEAQR 6 7657667 1xTMT6plex [N-Term] 1.377 0.881 0.975 4.039429188 55.06 0 1372.76336 2 686.8852539 -0.093757966 -6.44E-05 41.89112453LNLVVKPLEK 4 7657667 3xTMT6plex [N-Term; K6; K10] 0.756 0.866 2.821248055 4.69 0 1840.223867 3 614.0787964 -1.103691719 -0.000677013 72.77027549LTLDDIER 6 7657667 1xTMT6plex [N-Term] 1.008 0.907 0.876 3.117512465 20.33 0 1203.678233 2 602.3424072 -0.577842862 -0.000347768 59.599136727657134 GNPAT dihydroxyacetone phosphate acyltransferase isoform 1 8443 NP_055051.1 21.47058824 1 12 12 57 680 77.138 6.57 1.25 1.12 1.04 1.13 Significant 0.00289
KFTSQLLDQGTSQCYDVLSSDVQK 4 7657134 3xTMT6plex [N-Term; K1; K24]; 1xCarbamidomethyl [C14] 1.082 5.917572021 37.99 1 3434.808046 3 1145.612549 4.380790476 0.005015725 70.68240427

YLLSEEEDHFSEEQYLAAVR 6 7657134 1xTMT6plex [N-Term] 2.474 0.97 1.353 6.918104649 52.25 0 2657.293242 3 886.4338989 -2.295061967 -0.002032884 67.36413597EVFDTYLVPISISYDK 12 7657134 2xTMT6plex [N-Term; K16] 1.107 1.057 0.941 4.213717461 45.99 0 2347.283736 2 1174.144653 -0.726971924 -0.000853205 95.93917874KWDEFEDILEER 6 7657134 2xTMT6plex [N-Term; K1] 1.246 1.137 1.084 3.978073597 21.08 1 2067.079892 3 689.6959229 -3.229911596 -0.002225495 77.40068138DVFADEFIFLPGNTLK 2 7657134 2xTMT6plex [N-Term; K16] 1.135 3.359469175 13.36 0 2284.262941 3 762.0921021 -0.520333117 -0.000396193 105.6064638
VCVNEEGIQK 6 7657134 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.588 1.253 1.162 4.06978941 57.25 0 1633.898363 2 817.4542847 1.793138425 0.001464903 41.30841356AIQEHPVVLLPSHR 2 7657134 1xTMT6plex [N-Term] 0.869 3.543503761 8.72 0 1825.064568 4 457.0206909 -1.991046338 -0.000908447 42.82334888ESLQSVDVLR 4 7657134 1xTMT6plex [N-Term] 1.295 1.084 3.956285 21.41 0 1374.77901 2 687.8929443 -0.289434245 -0.000198954 45.99690845ESTTGLLK 6 7657134 2xTMT6plex [N-Term; K8] 1.114 1.159 0.993 2.878343105 37.79 0 1306.798238 2 653.9025269 -0.352693361 -0.00023045 39.64921716EDVYSCFR 3 7657134 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.25 1.559 3.11218667 20.49 0 1304.614253 2 652.8103638 -0.614979436 -0.000401155 35.98308102DILVTEK 4 7657134 2xTMT6plex [N-Term; K7] 1.001 1.009 2.68793416 23.46 0 1275.792424 2 638.3982544 -2.502124073 -0.001596095 46.2612713
KEDVYSCFR 2 7657134 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.294 2.099859238 2.29 1 1661.872148 3 554.6283569 -0.981206178 -0.000543546 37.66169211

7657058 EIF2B2 translation initiation factor eIF-2B subunit beta 8892 NP_055054.1 23.64672365 1 7 7 32 351 38.965 6.16 1.13 1.12 1.05 1.1 Significant 0.000523 WSNAGELMELIR 6 7657058 1xTMT6plex [N-Term] 0.713 1.194 0.678 5.294621468 74.25 0 1647.872593 2 824.4404907 0.674879428 0.000556058 89.27044699FVAPEEVLPFTEGDILEK 8 7657058 2xTMT6plex [N-Term; K18] 1.175 1.169 1.129 4.624344826 45.74 0 2491.373614 3 831.1291504 -0.287419005 -0.000238689 100.6273435LSPQFPNEEDSFHK 6 7657058 2xTMT6plex [N-Term; K14] 1.14 1.147 1.133 4.927350998 23.3 0 2133.10169 3 711.704895 -0.730411219 -0.000519347 54.16737688IESFVETLK 2 7657058 2xTMT6plex [N-Term; K9] 1.029 3.225206614 20.93 0 1523.908517 2 762.4572144 -0.895427152 -0.000682275 81.97693836MTAAQPSETTVGNMVR 2 7657058 1xTMT6plex [N-Term] 0.992 3.166277647 11 0 1921.967298 2 961.4866943 -0.616814931 -0.000592749 43.49036088TVEAFLK 6 7657058 2xTMT6plex [N-Term; K7] 1.151 1.065 1.056 2.73920393 32.3 0 1265.786945 2 633.395874 -1.9542571 -0.001236837 59.99111096GSELSER 2 7657058 1xTMT6plex [N-Term] 0.893 2.192914009 8.74 0 1006.536655 2 503.7716675 -0.592386834 -0.00029813 17.73201647657508 RBX1 E3 ubiquitin-protein ligase RBX1 9978 NP_055063.1 7.407407407 1 1 1 8 108 12.266 6.96 1.08 1.22 1.08 1.13 Significant 0.00171 QVCPLDNR 8 7657508 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.08 1.22 1.08 2.535727501 23.23 0 1230.646222 2 615.8267212 -0.045770414 -2.82E-05 23.199470927657176 CNPY2 protein canopy homolog 2 isoform 1 precursor 10330 NP_055070.1 40.65934066 1 7 7 93 182 20.639 4.92 0.82 0.81 0.86 0.83 Significant 0.000339 ALVDELEWEIAQVDPK 40 7657176 2xTMT6plex [N-Term; K16] 0.853 0.763 0.819 4.037770271 54.64 0 2313.274234 3 771.7623901 -0.699099925 -0.00053907 108.8758498INPDGSQSVVEVPYAR 14 7657176 1xTMT6plex [N-Term] 0.756 0.773 0.655 5.410739422 74.88 0 1960.033721 2 980.5200806 -0.426674898 -0.000418149 52.51684309EYGEQIDPSTHR 4 7657176 1xTMT6plex [N-Term] 0.547 0.686 4.040687561 29.62 0 1660.812829 3 554.2755127 -0.50836798 -0.000281435 24.35758158IDSDISGTLK 14 7657176 2xTMT6plex [N-Term; K10] 0.776 0.832 0.909 3.702705383 61.55 0 1506.877945 2 753.9419556 -0.869504522 -0.000655119 50.69492786MKEYGEQIDPSTHR 6 7657176 2xTMT6plex [N-Term; K2] 0.825 1.002 1.073 3.916590929 20.3 1 2149.111209 4 538.0322876 -1.809194126 -0.00097204 31.78059365
SQDLHCGACR 6 7657176 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 1.31 0.981 1.046 4.349544525 37.16 0 1432.662283 3 478.2256165 0.009098609 4.35E-06 15.76428199TIQMGSFR 6 7657176 1xTMT6plex [N-Term] 0.827 1.118 0.896 3.496228218 47.15 0 1168.634595 2 584.8204956 -0.75295483 -0.000439965 43.69739999TIQMGSFR 3 7657176 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.774 0.84 1.653338194 18.4 0 1184.62951 2 584.8204956 -0.75295483 -0.000439965 43.697399997657234 C11orf58 small acidic protein 10944 NP_055082.1 13.1147541 1 3 3 20 183 20.32 4.72 1.03 1.05 1.1 1.06 Significant 0.000385 INEELESQYQQSMDSK 8 7657234 2xTMT6plex [N-Term; K16] 0.962 1.056 0.961 5.451925278 59.4 0 2387.180076 2 1194.092041 -1.370017613 -0.001635239 55.65670121KINEELESQYQQSMDSK 2 7657234 3xTMT6plex [N-Term; K1; K17] 1.077 4.467860699 27.46 1 2744.437971 3 915.4827881 -1.515735546 -0.001386614 53.47169026LVIGDHK 10 7657234 2xTMT6plex [N-Term; K7] 1.069 1.045 1.123 3.484219313 31.76 0 1239.782528 3 413.932312 -0.117484188 -4.86E-05 37.28211237

10346135 MAPRE2 microtubule-associated protein RP/EB family member 2 isoform 1 10982 NP_055083.1 23.54740061 1 5 6 29 327 37.008 5.57 1.05 0.99 1.04 1.03 Significant 0.000327
SDKDLETQVIQLNEQVHSLK 4 10346135 3xTMT6plex [N-Term; K3; K20] 1.278 0.97 5.788193226 32.52 1 3011.698025 4 753.6790771 -1.177576975 -0.000886627 68.81803828FQDNLDFIQWFK 10 10346135 2xTMT6plex [N-Term; K12] 1.243 0.915 1.06 3.189206123 38.13 0 2059.105319 2 1030.054077 -2.156816888 -0.002220557 109.0347557LEHEYIHNFK 6 10346135 2xTMT6plex [N-Term; K10] 0.885 1.056 0.915 4.125407219 26.24 0 1787.984475 4 447.7523804 1.798742897 0.000804031 39.65989636LALEGVEK 6 10346135 2xTMT6plex [N-Term; K8] 0.997 1.021 1.036 3.229743004 41.55 0 1316.818973 2 658.9107666 -3.582016185 -0.002358433 53.59223739SSPAAKPGSTPSRPSSAK 1 10346135 3xTMT6plex [N-Term; K6; K18] 1.459 2.780703783 0 2400.381383 4 600.8497925 -1.684244076 -0.001010707 31.24298822ASSSGSASK 2 10346135 2xTMT6plex [N-Term; K9] 0.01 2.238833666 18.31 0 1239.694501 2 620.3505249 -0.587253805 -0.000364008 23.8332523112293277 DNAJC8 dnaJ homolog subfamily C member 8 22826 NP_055095.2 28.85375494 1 7 7 46 253 29.823 9.06 1.2 1.18 1.17 1.18 Significant 0.0000555 QLSILVHPDKNQDDADR 2 112293277 2xTMT6plex [N-Term; K10] 1.1 4.797083378 21.35 1 2422.309057 4 606.3330688 0.573358144 0.000347213 46.2678752EGKPTIVEEDDPELFK 2 112293277 3xTMT6plex [N-Term; K3; K16] 1.314 4.124918938 16.25 0 2533.400446 3 845.1369019 -1.695019672 -0.001431388 62.18469496ALDVIQAGK 12 112293277 2xTMT6plex [N-Term; K9] 1.231 1.268 1.201 4.18415451 57.16 0 1372.856422 2 686.9312744 -0.837204719 -0.000574681 52.09215832LFAELEIK 18 112293277 2xTMT6plex [N-Term; K8] 1.112 0.98 1.032 3.334342957 41.8 0 1420.881574 2 710.9452515 1.163094601 0.00082631 83.44916004LLLDQEQK 6 112293277 2xTMT6plex [N-Term; K8] 1.067 1.152 1.114 3.369990826 32.26 0 1444.877551 2 722.9417725 -0.887679461 -0.000641294 51.82361118EYVEHTVK 2 112293277 2xTMT6plex [N-Term; K8] 1.248 2.500766039 18.73 0 1462.830601 3 488.2814941 -0.459067594 -0.000223846 25.45716469NFQANTK 4 112293277 2xTMT6plex [N-Term; K7] 1.471 1.492 2.774001122 20.11 0 1280.736306 2 640.8717041 -0.136567437 -8.75E-05 25.2537616924307949 NCDN neurochondrin isoform 1 23154 NP_055099.1 11.24828532 1 5 5 18 729 78.814 5.48 1.01 0.93 0.86 0.93 Significant 0.00215 TLYEEAEEANDLSQQVANLAISPTTPGPTWPGDALR 4 24307949 1xTMT6plex [N-Term] 0.923 6.082417011 23.64 0 4084.034848 4 1021.758789 -5.26980567 -0.005380518 105.2321304EAEPDLLAVLR 4 24307949 1xTMT6plex [N-Term] 1.077 0.642 4.333531857 49.39 0 1454.84161 2 727.9215698 -3.950376125 -0.002873586 76.21577853LQAGEETASHYR 2 24307949 1xTMT6plex [N-Term] 0.846 3.190924644 23.23 0 1590.80735 3 530.9403687 -0.501112199 -0.000265724 25.27281005EVCQLLPFLVR 6 24307949 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.02 1.214 1.523 3.765659094 22.26 0 1602.9239 2 801.9655762 -0.015375808 -1.23E-05 94.48448789EAPDGCPDHVLR 2 24307949 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.011 4.679753304 30.79 0 1594.784506 3 532.2682495 3.567250079 0.001896332 22.51263093

19923403 EXOSC2 exosome complex component RRP4 isoform 1 23404 NP_055100.2 22.52559727 1 4 4 36 293 32.768 7.5 1.41 1.33 1.4 1.38 Significant 0.000332 LDSVLLLSSMNLPGGELR 12 19923403 1xTMT6plex [N-Term] 1.144 1.483 1.309 5.887105942 57.28 0 2143.199406 3 715.0702515 -1.495295053 -0.001068238 102.4741403DILKPEIMEEIVMETR 6 19923403 2xTMT6plex [N-Term; K4] 1.816 1.689 1.625 4.929058552 20.27 0 2404.323175 3 802.1125488 -0.034074298 -2.73E-05 95.55387021HLVVPGDTITTDTGFMR 6 19923403 1xTMT6plex [N-Term] 1.463 1.201 1.413 5.213461876 49.29 0 2089.094941 3 697.0360718 -0.612110988 -0.000426253 62.41111077LGQGVLVQVSPSLVK 12 19923403 2xTMT6plex [N-Term; K15] 1.432 1.281 1.364 4.931368351 45.3 0 1982.241418 3 661.418396 -0.395290761 -0.000261187 80.259420817738308 NCS1 neuronal calcium sensor 1 isoform 1 23413 NP_055101.2 20 1 3 3 9 190 21.865 4.83 1.36 1.7 1.47 1.51 Significant 0.00437 LTLQEFQEGSK 4 17738308 2xTMT6plex [N-Term; K11] 1.696 2.681 4.315423012 48.18 0 1737.978721 2 869.4926758 -0.371924864 -0.000323199 61.03336694ADPSIVQALSLYDGLV 4 17738308 1xTMT6plex [N-Term] 1.36 1.349 3.064860821 22.99 0 1890.04216 2 945.5259399 1.292559957 0.001221496 110.174822LKPEVVEELTR 1 17738308 2xTMT6plex [N-Term; K2] 1.387 1.957989693 0 1771.072956 3 591.0290527 -0.198250938 -0.000117039 62.5169182651944953 NOMO1 nodal modulator 1 precursor 23420 NP_055102.3 38.21603928 1 2 32 225 1222 134.239 5.81 1.11 1.12 1.16 1.13 Significant 0.000183
VSCLDTCGDLLVTLQSLSR 20 51944953 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C7] 1.148 1.142 3.344 5.730023384 50.72 0 2366.225697 3 789.4110107 -3.050627607 -0.002406158 98.75069353

ELLFYPPSMEAVVSGESCPGK 8 51944953 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C18] 1.073 1.293 0.997 4.154350758 44.95 0 2755.408696 3 919.1408081 -0.299336209 -0.000274931 92.289545
FEPSSQMIEVQEGQNLK 12 51944953 2xTMT6plex [N-Term; K17] 1.304 1.296 1.141 5.134962559 42.33 0 2422.268831 3 808.0934448 -1.259206783 -0.001016712 62.08666767VIEVGNNDIDDVNIIVFR 4 51944953 1xTMT6plex [N-Term] 0.968 1.154 3.816431522 59.34 0 2273.233877 2 1137.120605 0.025205282 2.86E-05 89.28876305IEPVFHVMGFSVTGR 6 51944953 1xTMT6plex [N-Term] 1.322 0.995 1.635 4.414888382 37.72 0 1905.025405 3 635.6796875 -0.470140712 -0.000298543 78.35262702VLPGDYEILATHPTWALK 6 51944953 2xTMT6plex [N-Term; K18] 1.089 1.23 1.258 5.669607162 56.65 0 2482.411003 3 828.1417236 -0.155079704 -0.000128324 88.13056462VQVMVPEAETR 6 51944953 1xTMT6plex [N-Term] 1.173 1.037 1.009 3.865587711 41.5 0 1487.80893 2 744.4082642 0.216311588 0.000160915 45.70370039DGENYVVLLDSTLPR 10 51944953 1xTMT6plex [N-Term] 1.24 0.789 1.252 4.739712238 47.34 0 1920.027573 3 640.6784668 -3.502902495 -0.00224189 81.73472362VNAMTFTFDNVLPGK 14 51944953 2xTMT6plex [N-Term; K15] 1.259 1.143 1.185 4.882342339 39.97 0 2112.156368 3 704.723938 0.422646191 0.000297565 89.71204782GASSPLITVFTDDK 12 51944953 2xTMT6plex [N-Term; K14] 0.856 0.941 0.806 4.631715298 53.45 0 1909.068265 2 955.0365601 -1.268175087 -0.001210516 82.54947148QINQFDLSGNVITSSEYLPTLWVK 4 51944953 2xTMT6plex [N-Term; K24] 0.68 1.134 5.476353168 40.39 0 3210.745086 3 1070.916626 -3.040160477 -0.003253727 106.562093

EDVLGCNVSPVPGFQPQDESLVYLCYTVSR 2 51944953 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C25] 4.709048748 19.69 0 3657.77665 3 1219.932129 1.417229439 0.00172797 94.29793907
GASSPLITVFTDDKGAYSVGPLHSDLEYTVTSQK 2 51944953 3xTMT6plex [N-Term; K14; K34] 2.014 4.209879875 25.69 1 4271.269044 4 1068.572388 -0.309778835 -0.000330787 90.12189479EDGSFSFYSLPSGGYTVIPFYR 5 51944953 1xTMT6plex [N-Term] 2.356 1.597 5.181950569 36.05 0 2718.328899 3 906.7818604 0.782957017 0.000709445 97.84616487

GLLPGCVYHVQLK 12 51944953 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 1.104 1.187 1.116 5.312729836 52.06 0 1942.134845 3 648.0501099 0.479467142 0.000310397 67.72430814
SSIDSEPALVLGPLK 8 51944953 2xTMT6plex [N-Term; K15] 0.944 1.137 1.226 4.689858437 37.93 0 1984.173064 2 992.5898438 -0.329124516 -0.00032652 79.11192011

IEPPLGWSFEPTTVELHVDGVSDICTK 6 51944953 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C25] 1.585 1.506 5.378606319 22.28 0 3484.807428 4 871.9571533 -0.185057213 -0.000161222 97.22359721EQQLAEIEAR 6 51944953 1xTMT6plex [N-Term] 1.119 1.025 1.084 4.150734901 59.83 0 1415.769174 2 708.3869629 -1.783036951 -0.001262184 36.13143807EHLYFETVTIK 10 51944953 2xTMT6plex [N-Term; K11] 1.298 1.251 1.275 3.696930408 25.61 0 1838.046407 3 613.3533325 -0.523747062 -0.00032089 60.00254856EGYVLTAVEGTIGDFK 2 51944953 2xTMT6plex [N-Term; K16] 1.224 4.735544682 29.66 0 2157.184357 3 719.7318726 -1.526241468 -0.001097461 96.50625319ALGQAASDNSGPEDAKR 2 51944953 2xTMT6plex [N-Term; K16] 1.083 4.447287083 18.24 1 2145.13003 3 715.7144775 -0.536285818 -0.000383468 24.2638604ALGQAASDNSGPEDAK 2 51944953 2xTMT6plex [N-Term; K16] 0.58 2.926132679 58.16 0 1989.028919 2 995.0169067 -1.197545906 -0.001190977 30.90060538IQSTVTQPGGK 8 51944953 2xTMT6plex [N-Term; K11] 0.97 1.085 1.367 4.194012165 54.21 0 1573.931377 2 787.4698486 0.662891432 0.000521673 33.11456817GQPLGPAGVQVSLR 6 51944953 1xTMT6plex [N-Term] 1.528 1.478 1.899 4.613614082 56.82 0 1607.943056 2 804.475708 0.674069658 0.000541933 52.9395742ISIMHEDWCWK 6 51944953 2xTMT6plex [N-Term; K11]; 1xOxidation [M4]; 1xCarbamidomethyl [C9] 1.055 1.182 1.007 3.685196161 24.82 0 1978.991946 3 660.3303223 -7.848699514 -0.005177504 60.72711737
LDFTVEHDSLK 10 51944953 2xTMT6plex [N-Term; K11] 1.027 1.046 1.185 3.690082073 30.77 0 1761.978721 3 587.9975586 -0.33985016 -0.000199603 53.13933841AEGNDHIER 6 51944953 1xTMT6plex [N-Term] 0.864 1.111 0.975 4.750942707 51.34 0 1269.638494 3 423.8833313 -2.404734521 -0.001017715 15.46494572ITFDVAPSR 6 51944953 1xTMT6plex [N-Term] 1.265 1.271 0.97 3.315759659 22.1 0 1234.699303 2 617.8530273 -0.425312057 -0.000262566 52.04888849LIEIHGK 14 51944953 2xTMT6plex [N-Term; K7] 1.012 1.055 1.108 3.083994389 22.5 0 1267.813829 3 423.2762756 0.351072284 0.000148365 44.49103362VVLSSQDKDK 2 51944953 3xTMT6plex [N-Term; K8; K10] 1.168 2.397765875 3.59 1 1806.093975 3 602.7022705 -0.9504802 -0.000572219 37.31112999ITITGYR 6 51944953 1xTMT6plex [N-Term] 1.215 1.079 1.124 2.898527145 27.93 0 1052.630161 2 526.8189087 0.360680158 0.000189831 41.97965172FCLSKPGVYK 2 51944953 3xTMT6plex [N-Term; K5; K10]; 1xCarbamidomethyl [C2] 0.959 0.912 1.637819052 0 1886.117688 3 629.3765259 -1.41203982 -0.000887758 69.77645047

112293287 TDRD7 tudor domain-containing protein 7 isoform 1 23424 NP_055105.2 8.378870674 1 7 7 29 1098 123.506 7.21 0.52 0.86 0.8 0.73 Significant 0.0202 LAGLEVLSDDPDLVK 8 112293287 2xTMT6plex [N-Term; K15] 0.853 0.96 0.715 4.358104229 51.94 0 2042.178543 3 681.3974609 -0.349439329 -0.000237872 86.52535579ITPVQAVNVGQLLAVNAEEDAWLR 6 112293287 1xTMT6plex [N-Term] 0.638 0.782 0.624 7.067501545 78.01 0 2835.556608 3 945.8552856 -1.870601487 -0.001768065 110.6121456KLPFQAVTAQLAGVK 2 112293287 3xTMT6plex [N-Term; K1; K15] 1.112 4.667647839 21.29 1 2258.420335 3 753.4760132 -3.032397961 -0.00228281 84.39121864DAGQAHGDNDIK 2 112293287 2xTMT6plex [N-Term; K12] 0.966 3.542965412 17.17 0 1698.881133 3 566.96521 -0.032914126 -1.86E-05 32.42718525
VVESLTCGK 2 112293287 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.009 3.584959507 36.99 0 1450.833972 2 725.9204712 -0.210966378 -0.000153039 48.8572952

AQVISTEENK 2 112293287 2xTMT6plex [N-Term; K10] 0.781 3.551070452 31.33 0 1576.894657 2 788.9508057 -0.204643902 -0.000161351 31.27336267VADLLVK 7 112293287 2xTMT6plex [N-Term; K7] 0.182 0.788 0.722 2.570040703 27.74 0 1215.807681 2 608.4071045 -0.615389783 -0.000374098 61.62247359
7657655 TRAM1 translocating chain-associated membrane protein 1 isoform 1 23471 NP_055109.1 6.14973262 1 2 2 8 374 43.044 9.63 0.95 0.98 1.06 1 Significant 0.00108

EHSAFQAPAVK 4 7657655 2xTMT6plex [N-Term; K11] 0.953 0.837 4.421243191 26.61 0 1642.931712 3 548.3148193 -1.099809672 -0.000602304 36.49367433AYPHNLMTFQMK 4 7657655 2xTMT6plex [N-Term; K12] 1.2 1.064 3.640681982 15.36 0 1939.033416 3 647.0131226 -4.436150582 -0.002867281 61.57665014
41327741 ETHE1 persulfide dioxygenase ETHE1, mitochondrial isoform 1 23474 NP_055112.2 74.01574803 1 11 11 149 254 27.855 6.83 0.82 0.78 0.84 0.81 Significant 0.00047 EAVLIDPVLETAPR 36 41327741 1xTMT6plex [N-Term] 0.757 0.698 0.746 5.418758869 75.71 0 1752.010466 3 584.6748047 -0.345590116 -0.000201826 69.42561593LSGAQADLHIEDGDSIR 8 41327741 1xTMT6plex [N-Term] 0.743 0.884 0.925 6.31104517 45.39 0 2026.040263 3 676.0177612 -0.756267593 -0.000510743 46.64045888IMGNLNLPKPQQIDFAVPANMR 16 41327741 2xTMT6plex [N-Term; K9] 0.939 0.763 0.904 6.034248352 33.47 0 2925.620694 4 732.159729 -1.233336359 -0.000902069 90.02957913IFTLPGDCLIYPAHDYHGFTVSTVEEER 10 41327741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.045 1.084 0.465 5.930111408 39.78 0 3495.709222 3 1165.906494 -1.227950568 -0.001430853 84.24479858LLYAVNTHCHADHITGSGLLR 6 41327741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.847 1.233 0.875 4.237557411 37.43 0 2577.355741 5 516.2772217 0.489407969 0.000252276 55.82957465SLLPGCQSVISR 12 41327741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.884 0.926 0.887 4.259861469 47.23 0 1545.862028 2 773.4347534 0.130578237 0.000100928 49.79349455QMFEPVSCTFTYLLGDR 8 41327741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.913 0.793 1.046 5.553993225 52.46 0 2293.119441 3 765.0440674 -0.781638989 -0.000597464 99.71550202

ASPGHTPGCVTFVLNDHSMAFTGDALLIR 2 41327741 1xTMT6plex [N-Term]; 1xOxidation [M19]; 1xCarbamidomethyl [C9] 0.943 4.215480804 14.24 0 3329.660832 4 833.1716919 1.232992888 0.001026362 76.60746138
QMFEPVSCTFTYLLGDR 10 41327741 1xTMT6plex [N-Term]; 1xOxidation [M2]; 1xCarbamidomethyl [C8] 0.762 0.827 1.76 4.822564125 34.08 0 2309.114356 3 765.0440674 -0.781638989 -0.000597464 99.71550202

LTLSCEEFVK 16 41327741 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.821 0.779 0.792 4.851675034 53.85 0 1683.939165 2 842.4732056 -0.018158131 -1.53E-05 72.4057892
TDFQQGCAK 12 41327741 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.809 0.833 0.883 3.457901955 57.14 0 1512.788084 2 756.8974609 -0.290195966 -0.000219503 28.00698312

IMGNLNLPKPQQIDFAVPANMR 7 41327741 2xTMT6plex [N-Term; K9]; 1xOxidation [M] 0.781 0.534 100 2.997487783 17.3 0 2941.615609 4 732.159729 -1.233336359 -0.000902069 90.02957913ASPGHTPGCVTFVLNDHSMAFTGDALLIR 4 41327741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.564 0.987 5.813031197 5.48 0 3313.665917 4 833.1716919 1.232992888 0.001026362 76.60746138TLYHSVHEK 2 41327741 2xTMT6plex [N-Term; K9] 1.021 3.160638809 15.64 0 1571.894598 2 786.4522095 1.618686976 0.001272203 23.556847547657455 PES1 pescadillo homolog isoform 1 23481 NP_055118.1 23.46938776 1 14 14 76 588 67.96 7.33 1.32 1.38 1.36 1.35 Significant 0.00017 VVVPATEEEAEVDEFPTDGEMSAQEEDR 6 7657455 1xTMT6plex [N-Term] 1.428 1.118 100 6.583871365 58.77 0 3337.510306 3 1113.17334 -1.450182413 -0.001613333 63.9786035SFGGEVSWDK 6 7657455 2xTMT6plex [N-Term; K10] 1.1 1.15 3.436381578 33.91 0 1569.831329 2 785.4190063 -0.377661394 -0.000296432 54.88631221LEGQAQAEAK 6 7657455 2xTMT6plex [N-Term; K10] 1.572 1.287 1.573 4.337380886 52.08 0 1502.857878 2 751.9324341 -0.190627432 -0.000143243 27.33508544LAALSASLAR 6 7657455 1xTMT6plex [N-Term] 1.473 1.402 1.475 3.480304003 53.42 0 1201.746588 2 601.3770142 0.136426693 8.20E-05 61.59078939LTVEFMHYIIAAR 2 7657455 1xTMT6plex [N-Term] 3.772508144 28.81 0 1792.998128 3 598.3374023 -0.264238285 -0.000157926 93.45924373FLLHEPIVNK 6 7657455 2xTMT6plex [N-Term; K10] 1.58 1.646 1.455 3.954461336 28.52 0 1668.024884 3 556.6796875 -0.22454701 -0.00012485 64.49329018LQLSLADFR 10 7657455 1xTMT6plex [N-Term] 1.387 1.066 1.261 2.976842165 45.69 0 1291.757152 2 646.3815918 -0.964141168 -0.000622718 74.30095864GIYPHEPK 6 7657455 2xTMT6plex [N-Term; K8] 1.315 1.489 1.459 2.81904459 23.78 0 1398.814557 3 466.9430542 0.037572998 1.75E-05 27.69238279KLQLSLADFR 2 7657455 2xTMT6plex [N-Term; K1] 1.164 2.549996853 11.19 1 1649.015047 3 550.3428955 -0.554328818 -0.000304699 69.15947495LAALEEQR 6 7657455 1xTMT6plex [N-Term] 1.02 0.972 0.984 3.040222645 19.21 0 1158.668003 2 579.8364258 -2.095628337 -0.001214069 38.4930049GSATNYITR 6 7657455 1xTMT6plex [N-Term] 0.873 1.016 1.017 2.992830992 25.82 0 1211.658167 2 606.3323364 -0.635838109 -0.000385209 23.16579971SEWNTVER 4 7657455 1xTMT6plex [N-Term] 0.836 0.549 2.972401142 12.48 0 1249.637431 2 625.3226929 0.542503106 0.000338966 28.27161737LAIMMMK 6 7657455 2xTMT6plex [N-Term; K7] 1.144 1.154 1.119 2.836355925 29.83 0 1295.765364 2 648.3865356 0.332690682 0.000215545 77.43404577VMAGTLK 4 7657455 2xTMT6plex [N-Term; K7] 1.055 1.483 2.412781715 21.33 0 1177.737886 2 589.3726196 0.064664484 3.81E-05 43.601364197657015 RTCB tRNA-splicing ligase RtcB homolog 51493 NP_055121.1 58.81188119 1 24 24 241 505 55.175 7.23 1.06 1.06 1.09 1.07 Significant 0.0000873 IASPEGQDYLK 10 7657015 2xTMT6plex [N-Term; K11] 1.205 1.148 1.125 3.51702857 44.84 0 1678.941608 2 839.973938 -0.600517274 -0.000504117 48.99250745EQLAQAMFDHIPVGVGSK 11 7657015 2xTMT6plex [N-Term; K18] 0.836 0.842 0.869 5.29345417 48.98 0 2385.300072 3 795.7711182 -0.53274128 -0.000423583 79.49385923TNLDESDVQPVK 6 7657015 2xTMT6plex [N-Term; K12] 0.956 0.875 0.849 3.972845793 49.6 0 1802.990014 2 901.9981689 -0.528543901 -0.00047648 38.34722031GLGHQVATDALVAMEK 6 7657015 2xTMT6plex [N-Term; K16] 1.094 1.016 5.853952408 41.35 0 2098.173081 2 1057.581909 -5.417705995 -0.00572697 47.95659212GLGHQVATDALVAMEK 10 7657015 2xTMT6plex [N-Term; K16]; 1xOxidation [M14] 1.178 1.059 1.207 6.211378098 49.14 0 2114.167996 2 1057.581909 -5.417705995 -0.00572697 47.95659212SYNDELQFLEK 16 7657015 2xTMT6plex [N-Term; K11] 1.111 0.986 1.116 4.175934315 61.14 0 1843.984201 2 922.4954834 -0.2768045 -0.000255212 68.03984871GFVPNMQVEGVFYVNDALEK 6 7657015 2xTMT6plex [N-Term; K20] 0.908 1.078 1.118 5.378207684 54.74 0 2714.426395 3 905.4785767 -1.922258619 -0.001739277 95.00439737TNLDESDVQPVKEQLAQAMFDHIPVGVGSK 12 7657015 3xTMT6plex [N-Term; K12; K30] 1.139 1.16 1.201 7.146188259 37.66 1 3940.109313 4 985.7817383 -1.063339788 -0.001047419 95.76649974
NVTDVVNTCHDAGISK 6 7657015 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 1.293 0.938 1.007 5.198170662 55.31 0 2188.143237 3 730.0521851 -0.564590196 -0.000411801 43.03968915

GGGVGGFLPAMK 15 7657015 2xTMT6plex [N-Term; K12] 1.201 0.916 1.035 4.41876936 62.08 0 1548.897241 2 774.953125 1.118776607 0.000866435 68.41779356VFNTTPDDLDLHVIYDVSHNIAK 10 7657015 2xTMT6plex [N-Term; K23] 1.14 1.146 1.517 7.280981064 61.86 0 3084.640621 4 771.9160156 0.52251792 0.000402945 99.30309722DLEEALEMGVDWSLR 6 7657015 1xTMT6plex [N-Term] 0.868 100 5.257432938 43.03 0 1991.994558 3 664.6696167 -0.131156153 -8.71E-05 101.1798565QIGNVAALPGIVHR 14 7657015 1xTMT6plex [N-Term] 1.11 1.105 1.052 5.803029537 51.9 0 1674.001239 3 558.6712646 -1.193795226 -0.000666138 64.53433835GLPQLGTLGAGNHYAEIQVVDEIFNEYAAK 7 7657015 2xTMT6plex [N-Term; K30] 1.159 1.132 1.093 6.165177345 48.66 0 3675.942282 4 919.7394409 -1.726925408 -0.00158702 110.6255428NLDFQDVLDK 20 7657015 2xTMT6plex [N-Term; K10] 1.047 1.057 1.155 3.670148849 44.31 0 1664.925958 3 555.6466675 -0.305322042 -0.000169446 71.11887331GGGVGGFLPAMK 8 7657015 2xTMT6plex [N-Term; K12]; 1xOxidation [M11] 0.927 1.009 1.254 2.440080643 51.93 0 1564.892156 2 774.953125 1.118776607 0.000866435 68.41779356LVMEEAPESYK 6 7657015 2xTMT6plex [N-Term; K11] 1.311 1.158 1.19 4.599103928 54.95 0 1753.944644 2 877.4760742 0.129865843 0.000113889 54.83771233



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

VEQHVVDGK 10 7657015 2xTMT6plex [N-Term; K9] 1.071 1.088 1.266 3.733263493 48.68 0 1468.852399 2 734.9296875 -0.204506593 -0.000150195 25.00117977GMAAAGNYAWVNR 6 7657015 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.025 1.279 1.02 4.047540188 41.62 0 1625.805576 2 813.4052734 -1.418346101 -0.001152977 33.77178383LRPIAVIK 14 7657015 2xTMT6plex [N-Term; K8] 1.061 1.066 1.102 4.120898724 18.61 0 1367.950262 3 456.6551514 0.466692087 0.000212804 54.71434156LADMGIAIR 6 7657015 1xTMT6plex [N-Term] 0.855 1.113 3.160387039 47.64 0 1188.697195 2 594.8515625 -1.132651785 -0.00067319 69.03362252MLQADPNK 10 7657015 2xTMT6plex [N-Term; K8] 1.051 1.027 1.133 3.42901969 32.65 0 1374.781542 2 687.8945923 0.266122508 0.00018293 49.15348844GVIPMNAK 6 7657015 2xTMT6plex [N-Term; K8] 0.81 0.917 0.881 2.787563562 19.12 0 1287.785899 2 644.3965454 -0.066051109 -4.25E-05 45.00262572SSMTFLTR 4 7657015 1xTMT6plex [N-Term] 0.876 1.371 3.17432189 43.14 0 1171.63426 2 586.3201294 -1.090767811 -0.00063899 44.93735728LMFEELR 10 7657015 1xTMT6plex [N-Term] 0.986 0.985 1.055 2.860234261 29.52 0 1166.644097 2 583.8255005 -0.319054833 -0.000186112 63.29996627DKIIVNDR 6 7657015 2xTMT6plex [N-Term; K2] 1.694 2.049 2.12 2.207023144 6.39 1 1430.873134 3 477.6293335 0.218753343 0.000104336 31.45431695
27881482 DDX58 probable ATP-dependent RNA helicase DDX58 23586 NP_055129.2 38.05405405 1 33 33 172 925 106.531 6.4 0.56 0.56 0.58 0.56 Significant 0.000138 AAGFDEIEQDLTQR 20 27881482 1xTMT6plex [N-Term] 0.536 0.578 0.517 4.553228855 60.31 0 1821.918022 3 607.9772339 -0.479703166 -0.000291327 66.38188401DLENLSQIQNR 6 27881482 1xTMT6plex [N-Term] 0.539 0.518 0.653 4.145551205 45.34 0 1558.83865 2 779.9228516 -0.14337276 -0.000111747 42.99980277GPMEAATLFLK 10 27881482 2xTMT6plex [N-Term; K11] 0.225 0.183 0.253 4.25624752 62.39 0 1635.954421 2 818.4786987 -2.62852009 -0.00215007 88.24501743LGGSSGPLPQVIGLTASVGVGDAK 4 27881482 2xTMT6plex [N-Term; K24] 0.498 0.469 6.01673317 56.23 0 2638.517987 3 880.1763916 -1.27539222 -0.001121715 90.64107338EEEVQYIQAEK 8 27881482 2xTMT6plex [N-Term; K11] 0.404 0.462 0.506 4.869376183 74.06 0 1823.979115 2 912.4918213 -1.507277058 -0.001374621 55.05579048HNLEELEQVVYKPQK 8 27881482 3xTMT6plex [N-Term; K12; K15] 0.502 0.553 0.47 5.156152725 36.42 0 2541.464384 4 636.1224976 1.485818333 0.000944039 61.09397173

NTDEALDYICK 4 27881482 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.723 0.595 3.725491047 46.03 0 1799.924971 2 900.4679565 2.036182616 0.001832488 55.48618094
TFVSLLICEHHLK 6 27881482 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 0.834 0.707 0.73 4.429576397 37.17 0 2055.182524 4 514.5505981 -0.95410595 -0.000490215 73.66333173LQTWDEAVFR 2 27881482 1xTMT6plex [N-Term] 0.611 3.795538425 48.87 0 1493.794994 2 747.401123 -0.016679832 -1.25E-05 63.16873196VIEECHYTVLGDAFK 4 27881482 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 0.848 3.664494038 20.95 0 2239.183311 3 747.0647583 -1.603096825 -0.001196543 63.50593611
KYNDALIISEHAR 6 27881482 2xTMT6plex [N-Term; K1] 0.542 0.599 0.583 4.855838299 33.29 1 1988.13293 4 497.7894897 1.608858405 0.000799656 43.39530459SLQAFQDYIR 8 27881482 1xTMT6plex [N-Term] 0.484 0.505 0.553 4.391794682 55.42 0 1469.794994 2 735.3995361 -2.17632009 -0.001599372 64.0017854NTIICAPTGCGK 2 27881482 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C5; C10] 0.788 3.115095615 20.55 0 1749.939182 2 875.4732056 -0.02722791 -2.38E-05 43.72681489

VVFFANQIPVYEQQK 4 27881482 2xTMT6plex [N-Term; K15] 0.849 0.875 3.250351667 16.16 0 2268.27926 3 756.7590332 -7.368546244 -0.005571307 82.55408128FSELWIVEK 14 27881482 2xTMT6plex [N-Term; K9] 0.534 0.491 0.59 3.565837145 50.35 0 1608.940151 2 804.9725952 -1.390555336 -0.00111866 86.62816015LQELESVSR 6 27881482 1xTMT6plex [N-Term] 0.612 0.487 0.415 3.869078398 29.44 0 1289.726246 2 645.3673706 0.944728342 0.00060922 46.1514991ALFLYTSHLR 6 27881482 1xTMT6plex [N-Term] 0.456 0.565 0.669 3.439827681 37.16 0 1449.841551 3 483.9519348 -0.206585775 -9.98E-05 59.96395256QHPYNMIMFNYLDQK 2 27881482 2xTMT6plex [N-Term; K15] 0.999 3.203032255 17.02 0 2400.224464 3 800.7467651 0.532400272 0.00042596 74.55501007ILHIQTHEK 4 27881482 2xTMT6plex [N-Term; K9] 0.573 0.573 3.827957869 26.41 0 1576.957533 3 526.3237915 -0.451038323 -0.000237089 33.36476752NWIEGNPK 2 27881482 2xTMT6plex [N-Term; K8] 0.245 3.179744005 12.73 0 1415.80472 2 708.4060669 0.096629896 6.84E-05 42.84173271TFEIPVIK 8 27881482 2xTMT6plex [N-Term; K8] 0.564 0.592 0.63 2.728580713 31.65 0 1404.886659 2 702.9466553 -0.444991858 -0.000312582 76.39428816MMNDSILR 6 27881482 1xTMT6plex [N-Term] 0.52 0.616 0.613 2.933130741 13.97 0 1208.63288 2 604.8203735 0.488577071 0.000295255 43.61263579IPFDPAEMSK 6 27881482 2xTMT6plex [N-Term; K10] 0.451 0.476 0.444 2.563313246 45.99 0 1592.875836 2 796.9397583 -2.257758173 -0.001798164 69.87807859
QNCSHDWGIHVK 1 27881482 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.734 3.503160238 0 1939.000871 4 485.5063782 1.450218695 0.000702994 36.12044005

ALVDALK 2 27881482 2xTMT6plex [N-Term; K7] 0.404 2.305227757 32.08 0 1187.77638 2 594.3917236 -0.176627839 -0.000104897 55.34103714LVECLLR 6 27881482 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.715 0.766 0.527 2.787503242 28.65 0 1131.675731 2 566.3411865 -0.561073378 -0.000317477 62.33552339EQINMYK 2 27881482 2xTMT6plex [N-Term; K7] 0.707 2.903499603 22.16 0 1383.770643 2 692.3878784 -1.563007622 -0.001081422 38.76759746QFSSFEK 4 27881482 2xTMT6plex [N-Term; K7] 0.757 0.63 2.258614779 23.61 0 1330.740723 2 665.873291 -1.06537564 -0.000708869 44.05913403
CILDAFK 2 27881482 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 0.598 2.91805172 16.54 0 1324.769915 2 662.8877563 -1.267438721 -0.000839532 68.88727635
DTESLAK 4 27881482 2xTMT6plex [N-Term; K7] 0.601 2.550411463 16.05 0 1221.709089 2 611.3579102 -0.446069776 -0.000272484 26.08153491DPSNENPK 2 27881482 2xTMT6plex [N-Term; K8] 0.208 2.114633083 10.03 0 1358.731615 2 679.8691406 -0.449183631 -0.00030516 100.3780054LSFLKPGILTGR 3 27881482 2xTMT6plex [N-Term; K5] 0.46 1.452 1.224 3.360392332 0 1760.119847 3 587.3775635 -0.971286311 -0.00056986 77.76697982KFPQGQK 2 27881482 3xTMT6plex [N-Term; K1; K7] 0.676 2.657014847 4.49 1 1519.956359 3 507.3236694 0.062883898 3.19E-05 44.381154437706607 LEMD3 inner nuclear membrane protein Man1 isoform 1 23592 NP_055134.2 15.80680571 1 11 11 53 911 99.935 7.55 1.33 1.06 0.96 1.11 Significant 0.00965 TLSVQEAAAYLK 4 7706607 2xTMT6plex [N-Term; K12] 1.235 1.352 4.256360531 51.36 0 1752.030757 2 876.5177612 -1.433239144 -0.00125554 72.19815694LAQLAGDHECGSSSQR 6 7706607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.506 1.223 1.318 4.888840675 37.91 0 1944.939503 3 648.9845581 -0.196450117 -0.000127361 31.0029716NLEEAAAAEQGGGCDQVDSSPVPR 2 7706607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 2.37 5.896460056 66.6 0 2686.257602 3 896.09021 -0.567826104 -0.000508442 42.51876233LSEPEEELLQQFK 12 7706607 2xTMT6plex [N-Term; K13] 1.454 1.457 1.503 3.919183254 34.5 0 2048.131593 3 683.3834839 2.102115983 0.001435137 84.94548679ALHGSWFDGK 4 7706607 2xTMT6plex [N-Term; K10] 1.209 1.281 3.14876008 23.03 0 1575.868383 3 525.9608154 -0.311041799 -0.000163387 48.49385249VWQGQAFHLDR 4 7706607 1xTMT6plex [N-Term] 0.439 0.176 3.009612322 6.87 0 1585.843676 3 529.288147 3.917005228 0.002070586 50.16913366YGLSPGPVTESTRPVYLK 6 7706607 2xTMT6plex [N-Term; K18] 1.264 0.867 0.609 4.380815983 26.15 0 2422.374617 3 808.1299438 0.272952401 0.000220398 59.64616024

WIQPSASCDK 4 7706607 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.661 1.151 2.926105022 41.25 0 1649.872148 2 825.4388428 -1.054180548 -0.000869632 45.41969161IGGADFLVWR 4 7706607 1xTMT6plex [N-Term] 1.652 2.579669476 18.44 0 1362.773137 2 681.8900146 -0.281898076 -0.000192082 76.87352145ILVIPSK 6 7706607 2xTMT6plex [N-Term; K7] 1.243 1.312 1.222 2.711290836 22.75 0 1227.844066 2 614.4249878 -1.113426452 -0.000683557 64.0975189RPAGPELQTPPGK 1 7706607 2xTMT6plex [N-Term; K13] 0.955 3.184243441 0 1806.063788 3 602.6928101 0.04902694 2.95E-05 35.397567967657603 HEBP2 heme-binding protein 2 23593 NP_055135.1 38.53658537 1 6 6 42 205 22.861 4.63 0.86 0.9 0.84 0.86 Significant 0.000414 VYYTAGYNSPVK 12 7657603 2xTMT6plex [N-Term; K12] 0.87 0.922 0.841 4.727809906 54.38 0 1819.999457 2 910.5031738 -0.211958168 -0.000192882 49.60307183APEDAGPQPGSYEIR 6 7657603 1xTMT6plex [N-Term] 0.787 0.845 0.682 4.785810471 58.5 0 1815.907458 2 908.4563599 -1.109430675 -0.001007312 33.42666688WVSTSVESMDWDSAIQTGFTK 6 7657603 2xTMT6plex [N-Term; K21] 0.852 0.96 5.055471897 54.84 0 2833.411867 3 945.1398926 -2.379500737 -0.002247369 90.47343427NQEQLLTLASILR 6 7657603 1xTMT6plex [N-Term] 0.856 1.063 4.891491413 43.45 0 1728.0217 2 864.5145264 0.044226514 3.82E-05 95.03897718SFDGFSSAQK 6 7657603 2xTMT6plex [N-Term; K10] 0.829 0.91 0.94 4.66801405 50.94 0 1531.815679 2 766.4107666 -0.928503928 -0.000711148 44.63455225AEMTVFVR 6 7657603 1xTMT6plex [N-Term] 0.986 0.813 0.751 3.124913454 35.2 0 1181.654996 2 591.3310547 -0.137819415 -8.14E-05 47.7446333145827771 EDC4 enhancer of mRNA-decapping protein 4 23644 NP_055144.3 27.62312634 1 23 23 98 1401 151.567 5.86 1.17 1.17 1.17 1.17 Non-Significant 1 LSYLEEAVMHLDHSDPITR 6 45827771 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.736 1.187 1.202 5.664597988 36.36 0 2471.24379 4 614.567627 -0.080304486 -4.93E-05 93.37258615LSYLEEAVMHLDHSDPITR 6 45827771 1xTMT6plex [N-Term] 1.104 1.069 1.184 6.462376118 52.18 0 2455.248875 4 614.567627 -0.080304486 -4.93E-05 93.37258615LFQFLQAEPHNSLGK 10 45827771 2xTMT6plex [N-Term; K15] 1.023 1.014 1.168 4.760259151 51.43 0 2187.232644 3 729.7490845 0.025465041 1.86E-05 79.36171921HTEVLPAEEENDSLGADGTHGAGAMESAAGVLIK 2 45827771 2xTMT6plex [N-Term; K34]; 1xOxidation [M25] 1.485 3.689896107 24.88 0 3850.916932 4 963.4848022 0.116228 0.000111896 54.78287575
IIWCPFIPEESEDCCEESSPTVALLHEDR 8 45827771 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C4; C14; C15] 1.112 100 100 3.786913633 30 0 3747.717814 3 1249.909546 -0.995236267 -0.001243288 92.42473741

GGQLQEQLTQQLSQALSSAVAGR 4 45827771 1xTMT6plex [N-Term] 1.224 1.043 8.87727356 107.32 0 2599.400107 3 867.1382446 0.028220634 2.45E-05 101.3167214LGTQEYLQQLESHMK 6 45827771 2xTMT6plex [N-Term; K15] 1.198 1.119 0.974 5.848194599 44.51 0 2263.215674 3 755.0770874 0.457431894 0.000345089 80.63248185IVELPAPADFLSLSSETKPK 4 45827771 3xTMT6plex [N-Term; K18; K20] 1.112 1.461 4.907326221 32.96 0 2829.658058 3 943.8956909 5.110675428 0.004820488 100.9544953
GHSTCLSEGALSPDGTVLATASHDGYVK 4 45827771 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C5] 1.042 1.04 7.360474586 46.99 0 3288.657076 4 822.9194336 -0.356131689 -0.000292799 57.64631418

GLVSTLQSATEQMAATVAGSVR 4 45827771 1xTMT6plex [N-Term] 1.134 0.523 7.696962357 64.42 0 2406.285989 3 802.7659912 -1.067398971 -0.000856156 106.7984194GPGQVPTATSALSLELQEVEPLGLPQASPSR 2 45827771 1xTMT6plex [N-Term] 1.186 5.406790257 14.16 0 3358.805565 3 1120.270996 -2.122647058 -0.00237652 94.49797661SLAFHRPPYHLLQQR 2 45827771 1xTMT6plex [N-Term] 0.911 3.463582039 3.96 0 2092.176578 4 523.7997437 0.271085807 0.00014179 41.95816668AEVQHQLHVAVGSLQESILAQVQR 2 45827771 1xTMT6plex [N-Term] 0.634 2.590089798 0.61 0 2869.584554 3 957.1969604 -2.866562107 -0.002741947 80.20339078HSQEELLQR 4 45827771 1xTMT6plex [N-Term] 1.334 1.051 4.142047882 24.86 0 1368.743293 3 456.9188538 -0.938927489 -0.000428384 20.08651274LTAVEGSMK 6 45827771 2xTMT6plex [N-Term; K9] 1.115 1.399 1.04 4.051353931 41.84 0 1393.812508 2 697.409668 -0.321795433 -0.000224261 58.03199774LSLMLHGLVTPSLP 2 45827771 1xTMT6plex [N-Term] 1.119 2.573872566 47.52 0 1707.00763 2 854.0075073 0.063507881 5.42E-05 104.4022457FSPDIFSSVSVPPSLK 4 45827771 2xTMT6plex [N-Term; K16] 1.294 2.062 3.627543688 19.08 0 2165.225828 2 1083.116821 0.248578286 0.000269114 94.13879382FLITGADQNR 2 45827771 1xTMT6plex [N-Term] 1.279 3.266375303 25.26 0 1363.75313 2 682.3808594 0.962432255 0.00065626 46.31480523GEVSVALK 4 45827771 2xTMT6plex [N-Term; K8] 1.27 1.12 3.111052036 37.4 0 1260.792759 2 630.8980103 -3.184379161 -0.002007421 44.01600666NLTDAIAR 6 45827771 1xTMT6plex [N-Term] 1.006 1.136 1.511 2.904998779 35.84 0 1102.641788 2 551.8255005 1.755780148 0.000967998 35.14257063DHMGSVMAQVR 2 45827771 1xTMT6plex [N-Term] 1.234 3.367981195 13.64 0 1459.734719 3 487.2498474 0.184866692 9.00E-05 29.75777606EPVLAQLR 4 45827771 1xTMT6plex [N-Term] 1.251 1.211 2.673043013 12.62 0 1154.709474 2 577.8588867 0.885779084 0.000511409 47.16704997KDDGDAAMGSR 2 45827771 2xTMT6plex [N-Term; K1] 1.037 2.514338493 12.71 1 1580.810276 3 527.607666 -1.15831302 -0.000610358 17.18743113ALAEGQQR 2 45827771 1xTMT6plex [N-Term] 0.752 1.836643219 18 0 1101.621387 2 551.3134766 -1.552951876 -0.000855382 109.3200676
13489112 PISD phosphatidylserine decarboxylase proenzyme, mitochondrial 23761 NP_055153.1 4 1 2 2 10 375 43.019 9.7 1.17 1.07 1.15 1.13 Significant 0.00073

VVLTGDWK 6 13489112 2xTMT6plex [N-Term; K8] 1.237 1.119 1.146 3.024690151 39.61 0 1375.834958 2 688.4213867 0.391716679 0.000269469 62.03143893DFNFQLK 4 13489112 2xTMT6plex [N-Term; K7] 1.005 0.899 2.610177994 19.98 0 1369.788008 2 685.3970947 -0.799296584 -0.000547433 66.21159019
37594471 HIBCH 3-hydroxyisobutyryl-CoA hydrolase, mitochondrial isoform 1 precursor 26275 NP_055177.2 31.34715026 1 11 11 54 386 43.454 8.19 0.97 0.97 1 0.98 Significant 0.000104

LAMLEEDLLALK 6 37594471 2xTMT6plex [N-Term; K12] 0.59 0.896 0.691 5.309765339 69.85 0 1817.085829 2 909.0462646 -0.31714139 -0.000288137 112.2365385KWEQDPETFLIIIK 6 37594471 3xTMT6plex [N-Term; K1; K14] 1.031 1.013 0.967 4.356539726 31.31 1 2447.451694 3 816.4902344 1.82047924 0.001485178 93.54256417FLNALTLNMIR 6 37594471 1xTMT6plex [N-Term] 1.535 1.178 1.685 4.220119476 37.08 0 1534.897685 2 767.9538574 1.793529156 0.001376442 96.18722627SPSKENIASVLENYHTESK 2 37594471 3xTMT6plex [N-Term; K4; K19] 1.59 3.945089102 21.11 1 2820.534648 4 705.8876343 -2.106395193 -0.00148529 68.40838729EVTEEDLNNHFK 2 37594471 2xTMT6plex [N-Term; K12] 0.85 3.359433174 6.3 0 1933.006727 3 645.0061646 -1.441530243 -0.000928829 40.09599721AVLIDKDQSPK 6 37594471 3xTMT6plex [N-Term; K6; K11] 1.142 1.113 1.054 3.571911097 9.66 1 1901.167474 3 634.3931885 -1.295004436 -0.000820673 44.36338331TLQEVLTMEYR 5 37594471 1xTMT6plex [N-Term] 1.297 1.558 100 3.941501617 16.57 0 1611.861359 2 806.434021 -0.368479466 -0.000296969 70.66035338SLGSSDLKF 6 37594471 2xTMT6plex [N-Term; K8] 1.279 0.978 1.103 3.617843628 31.46 1 1411.819702 2 706.4129639 -0.744121663 -0.000525283 59.19276012IAPVFFR 8 37594471 1xTMT6plex [N-Term] 0.715 0.678 0.792 2.638610125 43.96 0 1078.661067 2 539.8337402 -0.800539925 -0.000431756 68.63709896VISEAEK 6 37594471 2xTMT6plex [N-Term; K7] 0.949 0.994 1.143 2.627975941 21.47 0 1233.745474 2 617.3742065 -3.515890557 -0.002168857 33.64166567QLMEGSSK 1 37594471 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 0.845 1.521057367 16.41 0 1353.744823 2 677.3786011 3.76949064 0.002551464 20.64223213
45593130 GNL3 guanine nucleotide-binding protein-like 3 isoform 1 26354 NP_055181.3 34.24408015 1 14 15 94 549 61.954 9.16 1.38 1.33 1.31 1.34 Significant 0.000241

LLGGFQETCSK 6 45593130 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.567 1.587 1.281 4.006217957 53.03 0 1697.929663 2 849.4672241 -1.467320977 -0.001245704 55.8320154
ENLESWLNYLK 22 45593130 2xTMT6plex [N-Term; K11] 1.519 1.507 1.466 4.383039474 51.66 0 1867.036571 2 934.0223999 0.510238901 0.000476317 99.00056622QITIIDSPSFIVSPLNSSSALALR 4 45593130 1xTMT6plex [N-Term] 1.3 2.317 6.974206924 54.97 0 2758.555211 3 920.1897583 -0.17736011 -0.000163086 100.4130674SPASIEVVKPMEAASAILSQADAR 10 45593130 2xTMT6plex [N-Term; K9] 1.739 1.744 1.971 5.947779179 27.46 0 2899.596313 3 967.2028198 -0.830124984 -0.000802342 93.31079337KLETNPDIKPSNVEPMEK 8 45593130 4xTMT6plex [N-Term; K1; K9; K18] 1.15 1.389 1.261 7.243506908 27.44 1 2985.710059 4 747.1818237 -1.538785761 -0.001148592 51.05440195KVIEASDVVLEVLDAR 6 45593130 2xTMT6plex [N-Term; K1] 1.722 1.844 1.441 6.513195515 50.37 1 2214.310954 3 738.7733765 -2.428798655 -0.001792705 98.30595673IIEEDDAYDFSTDYV 6 45593130 1xTMT6plex [N-Term] 2.604 2.961 1.584 2.436625719 51.89 0 2023.922164 2 1012.459351 -5.3063395 -0.005369809 82.28008454DIHEELPK 4 45593130 2xTMT6plex [N-Term; K8] 1.27 3.491201162 30.11 0 1438.830601 3 480.2813721 -0.721244782 -0.000345916 36.73216092QEQMCNVGVSMGLTR 2 45593130 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.779 1.439745069 8.04 0 1938.939703 2 969.9726563 -0.859774029 -0.000833525 48.84073223ELPTVVFR 6 45593130 1xTMT6plex [N-Term] 1.196 1.103 1.141 2.968521357 23.4 0 1189.714225 2 595.3603516 -0.671190596 -0.000399262 60.75160051SMQVVPLDK 2 45593130 2xTMT6plex [N-Term; K9] 1.047 2.253997326 10.08 0 1474.870357 2 737.9385376 -0.378660188 -0.000279237 54.85674222LVLILNK 4 45593130 2xTMT6plex [N-Term; K7] 1.291 1.305 2.970393181 29 0 1270.886265 2 635.9464722 -0.470155417 -0.000298757 80.19140525

SEVCFGK 6 45593130 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.586 1.457 1.597 3.214688063 33.86 0 1284.702229 2 642.8544922 -0.406121347 -0.000260872 36.54527071
SSIINSLK 4 45593130 2xTMT6plex [N-Term; K8] 1.236 3.141812086 33.3 0 1319.829872 2 660.4182739 -0.455549954 -0.000300624 55.04741536

LYCQELK 6 45593130 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.259 1.285 1.308 3.064413548 20 0 1411.801943 2 706.4049072 0.420981943 0.000297172 46.5454259549355721 FAM162A protein FAM162A 26355 NP_055182.3 37.01298701 1 6 6 57 154 17.331 9.77 1.18 1.21 1.16 1.18 Significant 0.000151 HETLTSLNLEK 10 49355721 2xTMT6plex [N-Term; K11] 1.16 1.241 1.109 4.990335464 54.44 0 1743.00527 2 872.0045776 -1.945935919 -0.001695888 46.84909285FKKEDEIPETVSLEMLDAAK 11 49355721 4xTMT6plex [N-Term; K2; K3; K20] 1.615 1.981 1.526 6.412477016 18.67 2 3209.814918 4 803.2089844 -0.252559733 -0.000202667 81.3595583KEDEIPETVSLEMLDAAK 2 49355721 3xTMT6plex [N-Term; K1; K18] 0.903 4.40086937 20.87 1 2705.488609 3 902.5039063 3.162474967 0.002852013 81.91617984VPLHKPTDWQK 12 49355721 3xTMT6plex [N-Term; K5; K11] 1.055 1.077 1.05 3.546679497 20.27 0 2036.225992 4 509.8120422 0.170371714 8.67E-05 50.42115605LKEEAAMK 12 49355721 3xTMT6plex [N-Term; K2; K8] 1.178 0.859 1.189 2.903139353 29.67 1 1606.980525 2 803.992981 -1.144970899 -0.000919973 37.94836048
FKKEDEIPETVSLEMLDAAK 2 49355721 4xTMT6plex [N-Term; K2; K3; K20]; 1xOxidation [M15] 1.161 3.986335278 3.41 2 3225.809833 4 803.2089844 -0.252559733 -0.000202667 81.3595583ILIWSGR 8 49355721 1xTMT6plex [N-Term] 1.268 0.991 1.058 2.487286091 28.17 0 1073.666881 2 537.3370361 -0.079488691 -4.27E-05 59.88787026612407827 AKAP8L A-kinase anchor protein 8-like isoform 1 26993 NP_055186.3 11.14551084 1 6 6 38 646 71.595 5.05 1.17 1.18 1.22 1.19 Significant 0.000165 GIPGLDVEDDEEGGGGAP 6 612407827 1xTMT6plex [N-Term] 0.989 0.994 1.117 3.044816256 74.6 0 1912.897346 2 956.9503174 -2.084939049 -0.001994137 60.85695143KTVEDLDGLIQQIYR 6 612407827 2xTMT6plex [N-Term; K1] 1.005 1.515 1.536 5.337787151 36.73 1 2249.290553 3 750.4346313 -0.539004189 -0.000404126 86.96586782TVEDLDGLIQQIYR 12 612407827 1xTMT6plex [N-Term] 1.141 1.014 1.045 5.658825874 68.39 0 1892.032658 3 631.3479614 -1.758522847 -0.001109061 94.0442274DQDLTQEIAMEHFVK 4 612407827 2xTMT6plex [N-Term; K15] 1.137 1.207 6.218869686 46.24 0 2262.184039 3 754.7313843 -1.962536156 -0.001479873 65.88521562TFYEDEMASHLDSK 6 612407827 2xTMT6plex [N-Term; K14] 1.276 1.231 1.02 4.506343365 39.53 0 2131.041792 3 711.0194092 0.883417242 0.000627533 60.98550413YDSYESCDSR 4 612407827 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.694 3.916 4.128856182 36.03 0 1510.631754 2 755.8192139 -0.39883686 -0.000301248 19.1510158794538370 DNAJC2 dnaJ homolog subfamily C member 2 isoform 1 27000 NP_055192.1 14.65378422 1 8 8 31 621 71.952 8.7 0.98 1.07 1.24 1.1 Significant 0.0048 AAQEQVLNASR 4 94538370 1xTMT6plex [N-Term] 0.925 1.094 4.1550107 48.32 0 1415.780407 2 708.3936157 -0.319332493 -0.000226052 26.71826087GTAITHALTSASTLCQVEPVGR 2 94538370 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.797 5.332899094 39.86 0 2498.323437 3 833.4476318 1.963307768 0.001634993 60.66040546TLVDNAYSCDPR 4 94538370 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.859 0.966 4.458056927 59.3 0 1639.794737 2 820.4002686 -0.900167925 -0.000738045 33.5225005LLEQALK 5 94538370 2xTMT6plex [N-Term; K7] 0.907 1.187 2.707419872 33.99 0 1272.829144 2 636.9182739 0.099763243 6.35E-05 60.16673741AVNLFPAGTNSR 4 94538370 1xTMT6plex [N-Term] 1.113 1.009 3.158308268 4.56 0 1475.816792 2 738.4105835 -1.966421461 -0.001451039 50.10494127EKEEEEVR 9 94538370 2xTMT6plex [N-Term; K2] 1.001 1.033 1.419 2.867755175 4.26 1 1505.821158 3 502.6118469 -0.113305962 -5.69E-05 17.2359741MMEEVEK 2 94538370 2xTMT6plex [N-Term; K7] 1.102 2.577183723 5.56 0 1353.71583 2 677.3607178 -1.234655817 -0.000835687 39.80983051EFSYLDEEEKEK 1 94538370 3xTMT6plex [N-Term; K10; K12] 1.039 2.67847085 1 2233.184306 3 745.0639038 -3.200660241 -0.002382555 51.31369009

7656849 ACAD8 isobutyryl-CoA dehydrogenase, mitochondrial 27034 NP_055199.1 13.01204819 1 4 4 18 415 45.04 7.85 0.99 0.74 1.02 0.92 Significant 0.00925
FASYCLTEPGSGSDAASLLTSAK 6 7656849 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C5] 1.093 1.326 1.168 4.680516243 54.79 0 2791.422432 3 931.1437988 -2.00196343 -0.001862775 77.8883372IGSEGQGFLIAVR 2 7656849 1xTMT6plex [N-Term] 1.135 3.396783113 30.94 0 1575.905607 2 788.4567871 0.437963255 0.000345094 73.70890954GTPGLSFGK 6 7656849 2xTMT6plex [N-Term; K9] 0.842 0.864 0.795 2.847929478 43.38 0 1321.788008 2 661.3970947 -0.828322597 -0.000547433 49.69312116DYAVQQYVR 4 7656849 1xTMT6plex [N-Term] 0.457 1.02 3.125531912 38.74 0 1370.726581 2 685.866272 -0.958028177 -0.000656597 37.0772699675677335 DIEXF digestive organ expansion factor homolog 27042 NP_055203.4 11.24338624 1 7 7 24 756 87.001 5.88 1.2 1.3 1.12 1.21 Significant 0.00186
NVPMTGSISHVLVQLPHVFQR 2 75677335 1xTMT6plex [N-Term] 1.245 6.845859528 45.54 0 2588.433262 4 647.8631592 -0.948616789 -0.000613858 92.08077012AIQAVATNPK 6 75677335 2xTMT6plex [N-Term; K10] 1.461 1.276 1.146 4.60936451 68.49 0 1470.904434 2 735.9558716 0.021887256 1.61E-05 37.71761925FQGEYGSDPEERPPNLK 2 75677335 2xTMT6plex [N-Term; K17] 1.015 3.705853224 13.98 0 2421.245059 3 807.7532959 0.113575993 9.17E-05 46.60888671SQSQLLNTLTK 4 75677335 2xTMT6plex [N-Term; K11] 0.85 0.807 3.759663582 33.42 0 1691.010356 2 846.0076294 -1.40369391 -0.00118683 58.6829221DFGEEHPFYDR 2 75677335 1xTMT6plex [N-Term] 1.441 2.310042143 8.69 0 1640.754252 3 547.5896606 0.107867216 5.90E-05 37.54799825IGVAILQR 4 75677335 1xTMT6plex [N-Term] 1.026 1.334 2.083485365 19.65 0 1098.719645 2 549.8640747 1.117659148 0.000613997 52.90312895FNFFVNK 4 75677335 2xTMT6plex [N-Term; K7] 1.265 1.291 2.845776081 19.68 0 1373.798178 2 687.4036255 1.307220078 0.000897928 75.48779433

503774453 PELP1 proline-, glutamic acid- and leucine-rich protein 1 isoform 1 27043 NP_055204.3 23.6440678 1 18 18 133 1180 124.865 4.41 1.12 1.17 1.2 1.17 Significant 0.000402
VDALSPQLQQLACECYSR 6 503774453 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C13; C15] 1.754 1.705 1.966 5.274657249 38.42 0 2367.163432 3 789.723877 -2.684212902 -0.00211799 67.8908584

EDSLEVSSFCSEALVTCAALTHPR 2 503774453 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C17] 3.181 6.459778786 54.27 0 2908.401824 3 970.1362915 -2.579550123 -0.002500789 74.6870611
KGDSNANSDVCAAALR 6 503774453 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C11] 1.157 1.134 1.061 5.467287064 43.09 1 2107.096622 3 703.0357666 -1.839006941 -0.001291655 29.95590479

LHDLVLPLVMGVQQGEVLGSSPYTSSR 12 503774453 1xTMT6plex [N-Term] 1.218 1.132 0.874 7.605331898 63.26 0 3111.670986 3 1037.89563 0.434113518 0.000450273 96.51536727VPPLQPMGPTCPTPAPVPPPEAPSPFR 13 503774453 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.999 0.902 1.337 5.687842369 32.11 0 3063.599735 3 1021.872803 1.344693655 0.001373201 85.83553492GADTAPTLAPEALPSQGEVER 12 503774453 1xTMT6plex [N-Term] 0.935 0.929 1.073 4.67429924 59.46 0 2338.208784 2 1169.606201 -1.56473035 -0.001829333 58.74573698LDVGEAMAPPSHR 6 503774453 1xTMT6plex [N-Term] 0.952 0.866 1.029 4.10747242 51.05 0 1608.836542 3 536.9508667 0.935637411 0.000501763 41.32616724GSPDGSLQTGKPSAPK 8 503774453 3xTMT6plex [N-Term; K11; K16] 1.34 0.904 1.118 4.393584251 32.11 0 2214.269707 3 738.7614746 0.073761622 5.44E-05 36.7096712LLPQVLNSWSIGR 8 503774453 1xTMT6plex [N-Term] 1.517 1.486 1.539 4.233483791 40.49 0 1712.005656 2 856.5056152 -0.994109595 -0.000850961 93.10837931LHGSVGGAQNLSALGALVSLSNAR 6 503774453 1xTMT6plex [N-Term] 1.161 1.944 1.346 6.905113697 47.41 0 2521.404799 3 841.1405029 0.855364067 0.000718906 83.98745809
SAPHLPGLMCLLR 5 503774453 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C10] 1.322 3.215168238 19.9 0 1709.939233 3 570.6514282 0.291354195 0.000166066 65.69063335NISLHGDGPLR 8 503774453 1xTMT6plex [N-Term] 1.092 1.134 1.144 4.113129616 46.95 0 1407.790578 3 469.934845 -0.423406649 -0.000198689 36.86000417LASFFLSR 12 503774453 1xTMT6plex [N-Term] 0.925 1.13 1.183 3.001187563 35.89 0 1169.68801 2 585.3475952 -0.082500899 -4.83E-05 78.64799931DSLSPGQERPYSTVR 5 503774453 1xTMT6plex [N-Term] 1.036 1.158 1.29 4.489581108 18.93 0 1920.99767 3 641.0046997 0.976685773 0.000625404 28.41653047SAPHLPGLMCLLR 2 503774453 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.257 2.766363859 12.37 0 1693.944318 3 570.6514282 0.291354195 0.000166066 65.69063335LLPGPENHR 6 503774453 1xTMT6plex [N-Term] 0.955 0.991 1.043 3.702939034 26.29 0 1261.721436 3 421.2448425 -1.158173324 -0.000487097 28.05648948YAAQLPALFR 2 503774453 1xTMT6plex [N-Term] 0.615 2.916798115 23.34 0 1378.804437 2 689.9064331 0.835964047 0.000576315 72.47741842TLSVSSK 6 503774453 2xTMT6plex [N-Term; K7] 1.299 1.453 1.476 3.015590906 28.05 0 1179.73491 2 590.3712158 0.208098127 0.00012275 33.20564154FGILIGR 8 503774453 1xTMT6plex [N-Term] 1.29 1.348 1.304 2.360626459 25.44 0 1004.645417 2 502.8266296 0.562743167 0.000282679 65.8171962377404397 SND1 staphylococcal nuclease domain-containing protein 1 27044 NP_055205.2 58.9010989 1 44 44 437 910 101.934 7.17 1.36 1.38 1.4 1.38 Significant 0.00007 LGTLSPAFSTR 12 77404397 1xTMT6plex [N-Term] 1.023 1.097 1.413 3.857813358 48.4 0 1378.789181 2 689.8987427 0.745561089 0.000513986 52.76596483SASYKPVFVTEITDDLHFYVQDVETGTQLEK 2 77404397 3xTMT6plex [N-Term; K5; K31] 2.335 4.930475712 29.9 0 4247.236681 4 1062.564331 -0.279473771 -0.000296748 110.572583

TCATVTIGGINIAEALVSK 8 77404397 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C2] 1.426 1.499 1.621 5.634620667 46.02 0 2376.357253 3 792.7905273 -0.094257187 -7.47E-05 98.26751263
VITEYLNAQESAK 14 77404397 2xTMT6plex [N-Term; K13] 1.439 1.511 1.423 5.17029953 93.06 0 1924.079164 2 962.5410767 -2.228005879 -0.00214343 63.33591795VWAHYEEQPVEEVMPVLEEK 2 77404397 2xTMT6plex [N-Term; K20]; 1xOxidation [M14] 0.658 5.06413269 47.35 0 2915.490117 3 972.500061 -1.539169865 -0.001495812 68.71608215VWAHYEEQPVEEVMPVLEEK 20 77404397 2xTMT6plex [N-Term; K20] 1.125 1.253 1.239 6.755017281 42.82 0 2899.495202 3 972.500061 -1.539169865 -0.001495812 68.71608215VLPAQATEYAFAFIQVPQDDDAR 22 77404397 1xTMT6plex [N-Term] 0.958 0.789 1.417 6.983505726 65.78 0 2794.424925 3 932.1472168 0.777301478 0.000724037 101.7025224SLLSAEEAAK 14 77404397 2xTMT6plex [N-Term; K10] 1.531 1.389 1.293 4.661951542 65.99 0 1476.86738 2 738.9365234 -1.090033555 -0.000804917 46.25255698EKVWAHYEEQPVEEVMPVLEEK 8 77404397 3xTMT6plex [N-Term; K2; K22] 1.511 1.681 0.919 7.264189243 18.58 1 3385.79569 4 847.2030029 -1.626920746 -0.001377105 75.88323917SSHYDELLAAEAR 12 77404397 1xTMT6plex [N-Term] 1.55 1.556 1.428 5.087427616 75.68 0 1690.859779 2 845.9318237 -2.015825975 -0.00170424 37.82664702LRPLYDIPYMFEAR 16 77404397 1xTMT6plex [N-Term] 1.537 1.407 1.576 5.423921585 35.91 0 2013.08292 3 671.6989136 -0.363744253 -0.000244082 86.29125902NDIASHPPVEGSYAPR 4 77404397 1xTMT6plex [N-Term] 1.42 1.511 4.438182354 46.68 0 1938.987105 3 646.9998169 -1.138515259 -0.000735855 45.47726145ETCLITFLLAGIECPR 7 77404397 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C14] 1.313 0.331 0.39 5.216572285 36.6 0 2122.123799 3 708.0457153 -0.568309873 -0.000402008 112.7543173SEAVVEYVFSGSR 16 77404397 1xTMT6plex [N-Term] 1.514 1.49 1.199 4.925777435 55.75 0 1658.858717 2 829.9332275 0.278346866 0.000230869 64.66376096VLPAQATEYAFAFIQVPQDDDARTDAVDSVVR 2 77404397 1xTMT6plex [N-Term] 0.97 6.216693878 21.95 1 3736.901984 4 934.9796753 -1.368170251 -0.00127818 100.8023686ADDADEFGYSR 12 77404397 1xTMT6plex [N-Term] 1.487 1.627 1.534 4.575904369 53.77 0 1474.664768 2 737.8348999 -1.522254658 -0.001122408 29.41492516DYVAPTANLDQK 18 77404397 2xTMT6plex [N-Term; K12] 1.392 1.425 1.313 4.932506561 64.18 0 1792.984535 2 896.9960938 0.209656019 0.000187955 45.05056646KVNVTVDYIRPASPATETVPAFSER 2 77404397 2xTMT6plex [N-Term; K1] 2.089 5.587509632 10.83 1 3205.762133 4 802.1949463 -1.303157744 -0.001044403 61.86376135EADGSETPEPFAAEAK 12 77404397 2xTMT6plex [N-Term; K16] 1.551 1.494 1.428 5.181772232 63.87 0 2107.05955 2 1054.033203 -0.199595688 -0.00021028 45.58507866NLPGLVQEGEPFSEEATLFTK 18 77404397 2xTMT6plex [N-Term; K21] 1.496 1.334 1.381 5.659420967 64.34 0 2764.480932 3 922.1644287 -0.795649253 -0.000733186 90.16550853VMQVLNADAIVVK 12 77404397 2xTMT6plex [N-Term; K13]; 1xOxidation [M2] 1.331 1.52 1.42 4.128086567 61.59 0 1874.118526 2 929.5640259 -1.526433532 -0.001418151 82.63632115VMQVLNADAIVVK 10 77404397 2xTMT6plex [N-Term; K13] 1.475 1.519 1.336 5.274713516 65.14 0 1858.123611 2 929.5640259 -1.526433532 -0.001418151 82.63632115

DIQNTQCLLNVEHLSAGCPHVTLQFADSK 4 77404397 2xTMT6plex [N-Term; K29]; 2xCarbamidomethyl [C7; C18] 2.512 2.169 10.01649284 61.62 0 3753.909285 4 939.2330322 0.270245276 0.000253619 76.94614195
ALLLPDYYLVTVMLSGIK 8 77404397 2xTMT6plex [N-Term; K18] 1.774 1.447 2.061 4.677295685 27.24 0 2467.465012 3 823.157959 -2.305340439 -0.001896116 113.3794795VADISGDTQK 20 77404397 2xTMT6plex [N-Term; K10] 1.469 1.462 1.536 3.904396772 47.52 0 1491.841894 2 746.4237671 -1.096657977 -0.00081802 35.14112186DTPDEPWAFPAR 6 77404397 1xTMT6plex [N-Term] 1.483 1.67 1.727 4.802176952 37.91 0 1630.806287 2 815.9050903 -2.074578669 -0.001691618 55.30589667EVEVEVESMDK 6 77404397 2xTMT6plex [N-Term; K11] 2.146 1.204 4.540214539 46.61 0 1751.913738 2 876.456665 -4.38624443 -0.003842161 51.86738336GDVGLGLVK 8 77404397 2xTMT6plex [N-Term; K9] 1.073 1.411 1.547 3.651672363 64.35 0 1315.834958 2 658.4204712 -0.981975118 -0.000646059 57.73862955

LSECEEQAK 14 77404397 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.315 1.424 1.346 4.529734612 49.83 0 1551.808879 2 776.4071045 -1.254565334 -0.000973423 27.49199356
LEGENTQDK 6 77404397 2xTMT6plex [N-Term; K9] 1.209 1.268 1.219 3.673171282 45.31 0 1491.805508 2 746.4057007 -0.927287643 -0.000691666 24.2177099IHVFYIDYGNR 8 77404397 1xTMT6plex [N-Term] 1.379 1.348 1.483 4.133420944 37.99 0 1625.863743 3 542.6258545 -0.450470367 -0.000244134 58.14753499TDAVDSVVR 12 77404397 1xTMT6plex [N-Term] 1.571 1.302 1.56 3.639121056 46.8 0 1190.657832 2 595.8329468 0.659009386 0.000392327 29.7987823LEGENTQDKNK 5 77404397 3xTMT6plex [N-Term; K9; K11] 1.045 1 0.893 3.932279587 11.93 1 1963.10633 3 655.0401001 -0.297170368 -0.000194459 26.96341715EGLVMVEVR 2 77404397 1xTMT6plex [N-Term] 1.42 2.731605053 18.34 0 1260.718324 2 630.8624878 -0.495839594 -0.000312557 52.87838357AAATQPDAK 8 77404397 2xTMT6plex [N-Term; K9] 1.319 1.374 2.333 3.78309536 53.06 0 1330.773086 2 665.8892212 -1.442850932 -0.000960054 19.52904071
EVCFTIENK 12 77404397 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.376 1.386 1.316 4.321834564 47.81 0 1597.866 2 799.4362183 -0.525880495 -0.000420143 55.12185915
EYGMIYLGK 6 77404397 2xTMT6plex [N-Term; K9] 1.465 1.595 1.712 3.804902554 43.1 0 1531.859458 2 766.4324951 -1.138750435 -0.000872203 63.39398257QINLSNIR 7 77404397 1xTMT6plex [N-Term] 1.44 1.146 1.441 3.140665054 36.12 0 1186.710537 2 593.8588867 -0.033523339 -1.99E-05 44.69350365QFLPFLQR 12 77404397 1xTMT6plex [N-Term] 1.465 1.463 1.544 3.233022451 39.85 0 1277.756759 2 639.381958 -0.093252784 -5.96E-05 74.39994856ANNPEQNR 6 77404397 1xTMT6plex [N-Term] 1.446 1.528 1.644 3.128356695 36.07 0 1171.601714 2 586.303833 -1.130942673 -0.000662507 98.37006737FVDGEWYR 11 77404397 1xTMT6plex [N-Term] 1.298 1.431 1.394 3.102170467 35.84 0 1300.652353 2 650.8306274 1.249559737 0.000812621 51.2037542LRPLYDIPYMFEAR 4 77404397 1xTMT6plex [N-Term]; 1xOxidation [M10] 1.424 1.377 4.313937664 19.48 0 2029.077835 3 671.6989136 -0.363744253 -0.000244082 86.29125902

RGEFCIAK 8 77404397 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.933 1.399 1.345 3.442731142 12.95 1 1438.824076 3 480.2791748 -0.767818635 -0.000368252 39.02095523GLATVIR 6 77404397 1xTMT6plex [N-Term] 1.174 1.269 0.985 2.326652288 23.69 0 958.6246818 2 479.8155823 -0.828175232 -0.000396955 40.80856216YTIENPR 6 77404397 1xTMT6plex [N-Term] 0.793 0.979 1.363 2.956616402 29.77 0 1121.615239 2 561.3111572 -0.179595344 -0.000100718 24.10186614LNSGDYK 6 77404397 2xTMT6plex [N-Term; K7] 0.98 1.448 1.447 2.466176748 16.03 0 1254.709423 2 627.8583374 -0.019801647 -1.24E-05 31.72348919TIHLSSIRPPR 3 77404397 1xTMT6plex [N-Term] 0.93 0.8 3.234681606 2.79 0 1505.911362 3 502.6410522 -1.831490079 -0.000919354 51.32910556



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

118200356 GHITM growth hormone-inducible transmembrane protein 27069 NP_055209.2 11.88405797 1 4 4 28 345 37.181 9.94 0.9 0.97 0.97 0.94 Significant 0.000607
AEVSPMYGVQK 10 118200356 2xTMT6plex [N-Term; K11] 0.749 0.867 0.836 4.148893356 54.88 0 1666.923849 2 833.9662476 0.821517545 0.000684704 45.32953797VATMLATGGNR 6 118200356 1xTMT6plex [N-Term] 1.01 1.061 1.12 3.76832819 35.25 0 1319.730286 2 660.3679199 -1.305180512 -0.000861243 40.71789482EAALEPSMEK 6 118200356 2xTMT6plex [N-Term; K10] 1.021 1.048 1.015 4.147830009 37.82 0 1562.850015 2 781.9276123 -1.322878462 -0.00103373 42.71347344AVIWPQYVK 6 118200356 2xTMT6plex [N-Term; K9] 0.904 0.95 0.806 3.11226511 44.07 0 1561.950656 2 781.4785156 -0.577271757 -0.000450835 69.66974663

93004088 LYPD3 ly6/PLAUR domain-containing protein 3 precursor 27076 NP_055215.2 9.537572254 1 3 3 20 346 35.948 7.75 0.71 0.75 0.75 0.74 Significant 0.000327
GCVQDEFCTR 11 93004088 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C8] 0.639 0.691 0.69 3.492329836 22.84 0 1500.677264 2 750.8411255 -1.526006618 -0.001145022 30.07178514
ADDGCSPNK 6 93004088 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 0.749 0.773 0.951 3.484877348 35.32 0 1421.7095 2 711.357666 -1.015804389 -0.000722089 17.88621963QGVEHEASRDEEPR 3 93004088 1xTMT6plex [N-Term] 0.884 0.757 3.370405197 9.69 1 1867.909583 4 467.7327271 -0.270145236 -0.000126152 15.5692790183367083 UQCRQ cytochrome b-c1 complex subunit 8 27089 NP_055217.2 46.34146341 1 4 4 32 82 9.9 10.08 1.17 1.28 1.23 1.23 Significant 0.000671 HVISYSLSPFEQR 8 83367083 1xTMT6plex [N-Term] 1.206 1.315 1.182 4.654727459 36.77 0 1791.959099 2 896.4811401 -2.285652928 -0.002047898 53.38709875KNPAAYENDK 6 83367083 3xTMT6plex [N-Term; K1; K10] 1.057 1.192 1.496 3.925494909 21.68 1 1837.042274 3 613.0189819 0.064685926 3.96E-05 28.6613746AYPHVFTK 14 83367083 2xTMT6plex [N-Term; K8] 1.312 1.365 1.24 3.262323856 42.34 0 1420.835292 2 710.9209595 -0.457424369 -0.000324962 42.48262094GIPNVLR 4 83367083 1xTMT6plex [N-Term] 0.924 1.207 2.252711058 30.05 0 997.6355809 2 499.3211975 -0.463566534 -0.000231235 47.435684237656952 CACYBP calcyclin-binding protein isoform 1 27101 NP_055227.1 63.15789474 1 13 13 120 228 26.194 8.25 1.3 1.26 1.26 1.27 Significant 0.00011

SYSMIVNNLLKPISVEGSSK 4 7656952 3xTMT6plex [N-Term; K11; K20]; 1xOxidation [M4] 1.707 4.3927598 34.11 0 2869.631192 3 951.883728 0.1240845 0.000118031 92.29506409
SYSMIVNNLLKPISVEGSSK 15 7656952 3xTMT6plex [N-Term; K11; K20] 1.287 1.384 1.302 6.926425457 43.86 0 2853.636277 3 951.883728 0.1240845 0.000118031 92.29506409EKPSYDTETDPSEGLMNVLK 8 7656952 3xTMT6plex [N-Term; K2; K20] 1.032 1.274 5.609762669 36.79 0 2940.547915 3 980.8529663 -1.21387385 -0.001189818 70.19367893KAELLDNEKPAAVVAPITTGYTVK 13 7656952 4xTMT6plex [N-Term; K1; K9; K24] 1.223 1.169 1.34 6.86174202 33.52 1 3445.048758 4 862.0172729 -0.434253107 -0.000374006 72.31082671ISNYGWDQSDK 16 7656952 2xTMT6plex [N-Term; K11] 1.251 1.235 1.235 4.317658901 54.65 0 1770.906285 2 885.9562378 -0.613078214 -0.000542852 48.36996125IYEDGDDDMKR 10 7656952 2xTMT6plex [N-Term; K10] 1.282 1.391 1.305 5.075753689 31.57 1 1814.899485 3 605.6383057 0.484353098 0.000293017 30.01664209IYEDGDDDMK 4 7656952 2xTMT6plex [N-Term; K10] 0.633 0.768 3.783620358 30.12 0 1658.798374 2 829.9022827 -0.654039894 -0.00054246 38.4481956IYITLTGVHQVPTENVQVHFTER 2 7656952 1xTMT6plex [N-Term] 1.562 3.393986702 2.02 0 2910.567507 3 970.8624268 1.793503647 0.001740038 70.76094727TDTVLILCR 4 7656952 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.524 3.753888845 33.49 0 1319.755438 2 660.3804321 -1.40215538 -0.000925251 52.04687104

VKTDTVLILCR 3 7656952 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C10] 2.233 1.141 3.144695282 7.16 1 1776.081747 3 592.6975708 -2.020074618 -0.001195939 55.40542621
SKIETEIK 10 7656952 3xTMT6plex [N-Term; K2; K8] 1.929 1.565 1.634 3.38527751 22.38 1 1635.029584 2 818.0166626 -2.162214508 -0.001767642 40.31379665IYEDGDDDMKR 7 7656952 2xTMT6plex [N-Term; K10]; 1xOxidation [M9] 1.414 0.868 1.219 2.931970596 6.47 1 1830.8944 3 605.6383057 0.484353098 0.000293017 30.01664209DALTAEK 10 7656952 2xTMT6plex [N-Term; K7] 1.456 1.162 1.193 3.260720015 38.25 0 1205.714174 2 603.3604736 -0.417523809 -0.000251707 28.84484738SFDLLVK 12 7656952 2xTMT6plex [N-Term; K7] 1.173 1.154 0.982 2.65912199 21.09 0 1279.802595 2 640.4049072 -0.044793529 -2.87E-05 72.50354243

EKEKPSYDTETDPSEGLMNVLK 2 7656952 4xTMT6plex [N-Term; K2; K4; K22]; 1xOxidation [M18] 1.038 3.132080317 6.43 1 3442.843318 4 861.4625854 -4.300568384 -0.003701546 53.22629564
7656879 AFF4 AF4/FMR2 family member 4 27125 NP_055238.1 5.331040413 1 5 5 16 1163 127.382 9.31 1.25 1.08 0.97 1.1 Significant 0.00544 ESQQSNFGTGEQK 2 7656879 2xTMT6plex [N-Term; K13] 1.454 3.8525002 29.6 0 1897.96559 3 633.3251953 -2.401335684 -0.001519217 25.67281242IQSMLGNYDEMKDFIGDR 4 7656879 2xTMT6plex [N-Term; K12] 1.32 0.867 4.254069805 13.66 1 2590.304565 3 864.1057129 -0.764187405 -0.000659826 84.46005067SPFPMYSETVDLIK 4 7656879 2xTMT6plex [N-Term; K14] 0.93 1.17 3.605389357 22.43 0 2085.134236 3 695.7132568 -4.325060724 -0.003006111 88.48091165WQLDNWLNK 4 7656879 2xTMT6plex [N-Term; K9] 1.253 1.29 3.492511034 17.66 0 1674.936797 2 837.9713135 -0.8637561 -0.000723368 80.82515037EFFAELDK 2 7656879 2xTMT6plex [N-Term; K8] 0.801 2.483996868 18.17 0 1456.808803 2 728.9082031 0.224449495 0.00016349 67.590323447657599 SNX5 sorting nexin-5 isoform a 27131 NP_055241.1 28.96039604 1 10 11 48 404 46.787 6.76 0.82 0.68 0.85 0.78 Significant 0.00444 LAEAHQQECCQK 10 7657599 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C9; C10] 0.773 0.716 0.821 4.794588566 25.75 0 1959.978087 3 653.9974976 -0.075161156 -4.91E-05 21.06594499

NNVSLLQSCIDLFK 4 7657599 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 0.876 1.018 4.171420097 12.07 0 2109.177832 3 703.7323608 2.22705239 0.00156575 88.81848414TVSSHEVFLQR 6 7657599 1xTMT6plex [N-Term] 0.91 0.956 0.797 4.984865189 40.03 0 1531.843007 3 511.2856445 -0.409197448 -0.000208942 34.28996465FEQLSESAKEELINFK 6 7657599 3xTMT6plex [N-Term; K9; K16] 1.126 0.958 0.917 5.57886219 14.94 1 2599.45863 3 867.1574707 -0.296677399 -0.000257067 87.75387172LGEGEGSMTK 6 7657599 2xTMT6plex [N-Term; K10] 0.571 0.543 0.625 3.521530151 43.52 0 1466.792501 2 733.899353 -0.730284149 -0.000535588 34.38469411FEQLSESAK 6 7657599 2xTMT6plex [N-Term; K9] 0.771 0.706 0.671 4.040261745 50.32 0 1496.83608 2 748.9219971 0.42593216 0.000318775 44.13687884EMFGGFFK 4 7657599 2xTMT6plex [N-Term; K8] 0.822 0.867 3.553964853 31.22 0 1420.769915 2 710.8881836 -0.580151995 -0.000412131 78.07683806TTLPTFQSPEFSVTR 2 7657599 1xTMT6plex [N-Term] 0.995 3.338683367 10.58 0 1940.032658 2 970.5195923 -0.386725288 -0.00037513 66.38471964SADEVLFTGVK 1 7657599 2xTMT6plex [N-Term; K11] 0.02 1.551813245 0 1623.935794 2 812.4700317 -1.851737888 -0.001503552 61.25879117YYMLNIEAAK 2 7657599 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 0.985 2.404621601 29.11 0 1689.928601 2 845.4675293 -0.484367357 -0.000409273 58.76635862ALIDYENSNK 1 7657599 2xTMT6plex [N-Term; K10] 0.707 1.680875897 0 1624.894657 2 812.9505615 -0.499098893 -0.000405492 42.8487414163792208 ARHGEF16 rho guanine nucleotide exchange factor 16 27237 NP_055263.2 16.22002821 1 8 8 53 709 80.055 7.36 1.14 1.24 1.32 1.23 Significant 0.00178 IEPSELPLPGGGNR 6 163792208 1xTMT6plex [N-Term] 1.053 1.516 1.479 3.976105452 39.71 0 1664.9169 2 832.9613647 -0.869369403 -0.000723714 61.076363LPLLMDTLCLK 16 163792208 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.262 1.264 1.311 3.661893368 63.18 0 1775.057506 2 888.0317383 -0.735839541 -0.000653079 109.0649389
AQVLVEDISDILEEHAEK 10 163792208 2xTMT6plex [N-Term; K18] 1.014 1.339 6.652593613 74.77 0 2496.359755 3 832.791626 0.228300303 0.000189973 110.4409375GDLPQVEITK 6 163792208 2xTMT6plex [N-Term; K10] 1.159 1.273 3.083804846 24.26 0 1557.925229 2 779.4659424 -0.398706153 -0.000310577 55.57309649LQALAEEPSQPHTR 2 163792208 1xTMT6plex [N-Term] 1.018 4.45475626 18.25 0 1805.970727 3 602.6611938 -0.940445493 -0.000566139 37.17636111LLPAPSFSLDDMDVDKDPGGMLR 6 163792208 2xTMT6plex [N-Term; K16] 1.031 1.285 1.214 3.453487158 9.17 1 2947.530936 3 983.1811523 -0.689407098 -0.00067735 92.25452465FFEDLEQR 6 163792208 1xTMT6plex [N-Term] 0.891 1.159 1.808 3.001471043 24.82 0 1312.673482 2 656.8408203 0.671655985 0.000440833 58.38431695GLGKPGGQGDAIQLSPK 1 163792208 3xTMT6plex [N-Term; K4; K17] 1.029 2.012645721 0 2310.374841 3 770.7952881 -1.527891546 -0.001176667 51.184328837656922 CHMP2A charged multivesicular body protein 2a 27243 NP_055268.1 11.71171171 1 3 3 14 222 25.088 5.97 1.03 1.02 1.1 1.05 Significant 0.000574 AEAAASALADADADLEER 4 7656922 1xTMT6plex [N-Term] 1.212 1.242 4.49756813 41.17 0 2017.987558 3 673.3326416 -2.074737921 -0.001395598 59.90430912KAEAAASALADADADLEER 6 7656922 2xTMT6plex [N-Term; K1] 0.973 1.012 1.104 7.838943481 62.95 1 2375.245453 3 792.4189453 -1.334860991 -0.001056874 58.72809485KIIADIK 4 7656922 3xTMT6plex [N-Term; K1; K7] 1.102 0.92 3.080061913 8.6 1 1488.012812 3 496.6754456 -0.69104921 -0.000342763 53.0354211421735596 PDCD4 programmed cell death protein 4 isoform 1 27250 NP_055271.2 36.46055437 1 13 13 93 469 51.703 5.21 0.82 0.84 0.88 0.85 Significant 0.000434 APQLVGQFIAR 6 21735596 1xTMT6plex [N-Term] 0.895 0.778 3.658769846 36.37 0 1428.85245 2 714.930481 0.864717741 0.000617777 66.78785193DSVWGSGGGQQSVNHLVK 3 21735596 2xTMT6plex [N-Term; K18] 0.77 1.07 6.56849432 95.99 0 2313.235164 3 771.7492065 -0.906587937 -0.00069905 44.97601816SGVPVLAVSLALEGK 6 21735596 2xTMT6plex [N-Term; K15] 0.711 0.798 1.043 4.260082245 33.87 0 1898.17267 3 633.395752 0.017147742 1.08E-05 97.52290183GDSVSDSGSDALR 6 21735596 1xTMT6plex [N-Term] 0.65 0.55 0.538 5.322119713 70.33 0 1494.723345 2 747.8654785 0.224102508 0.000167486 21.24268346IYNEIPDINLDVPHSYSVLER 6 21735596 1xTMT6plex [N-Term] 0.846 0.879 0.816 5.493588924 52.97 0 2715.419111 3 905.8118896 0.738116376 0.000668098 81.62567099

EYLLSGDISEAEHCLK 6 21735596 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 0.904 0.857 0.936 6.049815178 59.52 0 2322.205169 3 774.7337036 -8.014468492 -0.006203747 69.42836286
AVGDGILCNTYIDSYK 4 21735596 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C8] 0.826 0.905 4.672231197 68.4 0 2247.17314 2 1124.09375 3.151915566 0.00354145 68.78557125

LLSDLCGTVMSTTDVEK 14 21735596 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C6] 0.792 0.896 0.734 5.896382809 57.76 0 2327.223855 2 1164.115112 -0.389885409 -0.000453675 84.57944598
FVEECFQAGIISK 10 21735596 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.041 0.884 0.896 4.310706615 38.81 0 1986.077055 3 662.696228 -1.472550101 -0.000974866 74.00108018

GTVDCVQAR 4 21735596 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.834 0.802 3.452819347 51.34 0 1234.641137 2 617.8236694 -0.870247054 -0.000537221 31.62406185DLNLGEMK 10 21735596 2xTMT6plex [N-Term; K8] 0.809 0.892 0.907 3.373192549 43.1 0 1377.781208 2 689.3936768 -0.820757584 -0.000565412 52.15280447MILDLLK 24 21735596 2xTMT6plex [N-Term; K7] 0.522 0.755 0.01 3.224207401 35.04 0 1303.842351 2 652.4246826 -0.201623781 -0.000131443 95.88594116EIDMLLK 6 21735596 2xTMT6plex [N-Term; K7] 1.001 0.91 2.950330019 24.91 0 1319.800881 2 660.4037476 -0.501653562 -0.000331041 68.37075136
7657198 DIMT1 probable dimethyladenosine transferase 27292 NP_055288.1 9.265175719 1 3 3 14 313 35.214 9.99 0.93 1.24 1.12 1.09 Significant 0.0067

SSAVQQLLEK 6 7657198 2xTMT6plex [N-Term; K10] 0.99 1.346 1.137 3.73746109 23.77 0 1560.936128 2 780.9697876 -2.453498652 -0.001914877 62.24819665LSINTQLLAR 2 7657198 1xTMT6plex [N-Term] 0.708 2.661810398 19.73 0 1357.836465 2 679.4213867 -0.713261519 -0.000484246 63.9596547VQGTPVASK 6 7657198 2xTMT6plex [N-Term; K9] 1.346 1.129 1.105 3.604170322 35.17 0 1344.825121 2 672.9163818 0.271858303 0.000182801 31.96027421
7657212 DHDH trans-1,2-dihydrobenzene-1,2-diol dehydrogenase 27294 NP_055290.1 5.389221557 1 2 2 10 334 36.359 7.2 1.27 1.78 1.37 1.47 Significant 0.011 SEHQVVAVAAR 6 7657212 1xTMT6plex [N-Term] 1.278 1.775 1.445 3.743155241 18.24 0 1395.790578 3 465.934082 -2.066847488 -0.000961629 22.30653498EMVAEAR 4 7657212 1xTMT6plex [N-Term] 1.245 1.034 2.432348251 19.85 0 1034.550196 2 517.7789917 0.493507651 0.000255279 20.596114817657339 MOCS3 adenylyltransferase and sulfurtransferase MOCS3 27304 NP_055299.1 9.565217391 1 3 3 10 460 49.638 6.21 1.18 1.21 1.15 1.18 Significant 0.000215

IAAGLGPSYSGSLLLFDALR 2 7657339 1xTMT6plex [N-Term] 1.328 3.161837101 31.86 0 2250.269534 2 1125.638062 -0.305689214 -0.000343942 106.8332854ILQSLSAAQELDPLTVR 2 7657339 1xTMT6plex [N-Term] 0.789 3.595725775 25.83 0 2083.196035 3 695.0713501 1.661870948 0.001154001 96.06501423EAIWEEK 6 7657339 2xTMT6plex [N-Term; K7] 1.163 1.268 1.15 3.125733137 27.1 0 1362.766938 2 681.8865356 -0.838882208 -0.0005716 47.73231817657138 GOLIM4 Golgi integral membrane protein 4 isoform 1 27333 NP_055313.1 14.51149425 1 9 9 45 696 81.831 4.77 1.73 1.81 1.67 1.74 Significant 0.000545 NLLSEHEQLVVTLEDHK 4 7657138 2xTMT6plex [N-Term; K17] 2.063 2.373 5.736682415 33.78 0 2462.365509 4 616.3468018 -0.053504953 -3.29E-05 67.01056937EADPESEADR 6 7657138 1xTMT6plex [N-Term] 1.606 1.579 2.204 3.763147593 42.79 0 1347.622569 2 674.3146362 -0.42519996 -0.000286505 16.06150749LEAQETLNK 6 7657138 2xTMT6plex [N-Term; K9] 1.533 1.336 1.403 3.854166508 52.79 0 1503.878279 2 752.4415894 -1.580599371 -0.001188515 39.8436177EAANLLEGHAR 2 7657138 1xTMT6plex [N-Term] 1.946 4.265491962 32.76 0 1409.769842 3 470.5942993 -1.062280336 -0.00049919 32.77121728DNQHQDEAEGDPGNRHEPR 12 7657138 1xTMT6plex [N-Term] 100 1.728 3.370682955 15.01 1 2430.098005 4 608.2788086 -1.893180847 -0.001150154 14.71301176KAEAVALK 6 7657138 3xTMT6plex [N-Term; K1; K8] 100 2.332 0.796 2.770157814 10.43 1 1517.002975 3 506.3390503 -0.248945519 -0.000125884 39.00061096DNQHQDEAEGDPGNR 3 7657138 1xTMT6plex [N-Term] 100 1.908 1.595728159 9.41 0 1910.842626 3 637.6181641 -1.405967432 -0.000895527 14.40335288REPEEHQVEEEHRK 4 7657138 2xTMT6plex [N-Term; K14] 1.842 2.217 3.449301481 9.15 2 2290.194027 5 458.844574 -0.115106821 -5.27E-05 15.08825245FQSPYEEQLEQQR 2 7657138 1xTMT6plex [N-Term] 100 2.725585938 29.69 0 1910.944571 2 955.9725342 -3.547847869 -0.00338987 46.3313929221361437 HTATSF1 HIV Tat-specific factor 1 27336 NP_055315.2 7.682119205 1 7 7 28 755 85.801 4.4 1.15 1.14 1.24 1.18 Significant 0.000729 ESVELALK 6 21361437 2xTMT6plex [N-Term; K8] 1.19 1.181 1.264 2.652543783 37.08 0 1346.829538 2 673.9173584 -1.55768274 -0.001048967 53.85161395DPQTEEFK 6 21361437 2xTMT6plex [N-Term; K8] 1.334 1.168 0.988 2.828729868 26.38 0 1451.778231 2 726.3931274 0.51488774 0.000373751 33.4796929HPDGVASVSFR 2 21361437 1xTMT6plex [N-Term] 1.007 3.69215703 12.94 0 1400.748379 3 467.5882263 1.247279743 0.000582375 29.72046465GDGLCCYLK 2 21361437 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C5; C6] 1.041 2.35798192 16.93 0 1543.801292 2 772.4049683 0.886178451 0.000684042 49.9361611
LHVEVAK 6 21361437 2xTMT6plex [N-Term; K7] 1.17 1.175 1.26 2.975018501 26.98 0 1253.798178 3 418.6037598 -1.158442523 -0.000484151 40.53861168LLDEDEIR 2 21361437 1xTMT6plex [N-Term] 0.756 2.453194141 8.43 0 1231.673148 2 616.34021 -0.003790068 -2.33E-06 45.35017284GEYDASK 4 21361437 2xTMT6plex [N-Term; K7] 1.129 1.295 2.234558821 13.92 0 1227.662138 2 614.3339233 -1.277566737 -0.00078421 20.409027377657381 PRPF19 pre-mRNA-processing factor 19 27339 NP_055317.1 57.73809524 1 17 17 136 504 55.146 6.61 1.36 1.39 1.37 1.37 Significant 0.0000412

VTDETSGCSLTCAQFHPDGLIFGTGTMDSQIK 2 7657381 2xTMT6plex [N-Term; K32]; 2xCarbamidomethyl [C8; C12] 1.813 5.601700783 18.03 0 3931.891645 4 983.7287598 0.3978117 0.000391038 80.6070258
TLQLDNNFEVK 16 7657381 2xTMT6plex [N-Term; K11] 1.365 1.459 1.453 5.019004822 55.13 0 1779.00527 2 889.9994507 -7.670400442 -0.006822841 60.40545789VTSVVFHPSQDLVFSASPDATIR 10 7657381 1xTMT6plex [N-Term] 1.336 1.117 1.178 6.121945381 56.56 0 2702.435096 3 901.4848022 1.76050788 0.001585886 75.94085714

AHESAVTGLSLHATGDYLLSSSDDQYWAFSDIQTGR 4 7657381 1xTMT6plex [N-Term] 7.130393505 45.14 0 4127.978396 4 1032.747803 -2.183912229 -0.002253786 80.45583608
QVASHVGLHSASIPGILALDLCPSDTNK 8 7657381 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C22] 1.135 1.029 0.831 8.227474213 47.76 0 3358.81933 4 840.4592896 -1.191521925 -0.001000527 79.87672061

ALQDEWDAVMLHSFTLR 12 7657381 1xTMT6plex [N-Term] 1.347 1.451 100 7.16341114 56.72 0 2261.158604 3 754.3930054 2.591230563 0.001953061 95.19926711QELSHALYQHDAACR 10 7657381 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.5 1.236 1.295 6.212676525 28.87 0 2027.991873 3 676.6677246 -1.603814058 -0.001084174 27.77279162EALATLKPQAGLIVPQAVPSSQPSVVGAGEPMDLGELVGMTPEIIQK 6 7657381 3xTMT6plex [N-Term; K7; K47]; 1xOxidation [M] 1.556 1.476 5.934895992 22.88 0 5470.019565 5 1094.806274 -3.162560843 -0.003459854 106.8782258
EALATLKPQAGLIVPQAVPSSQPSVVGAGEPMDLGELVGMTPEIIQK 2 7657381 3xTMT6plex [N-Term; K7; K47]; 2xOxidation [M32; M40] 5.033453941 17.8 0 5486.01448 5 1094.806274 -3.162560843 -0.003459854 106.8782258

KVTSVVFHPSQDLVFSASPDATIR 6 7657381 2xTMT6plex [N-Term; K1] 1.612 1.406 6.938676834 48.76 1 3059.692991 3 1020.568359 -0.805935435 -0.000821972 71.43908756VAHPIRPKPPSATSIPAILK 6 7657381 3xTMT6plex [N-Term; K8; K20] 1.412 1.348 1.301 5.162514687 9.83 0 2780.748151 5 556.9545898 -1.549324504 -0.000861656 60.52256403ILTGGADKNVVVFDK 5 7657381 3xTMT6plex [N-Term; K8; K15] 2.382 2.31 3.064 4.653324604 19.4 1 2263.362879 3 755.1226807 -4.1489758 -0.003130213 69.07777997IWSVPNASCVQVVR 8 7657381 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.629 1.533 1.544 3.93407011 42.17 0 1844.005004 3 615.3404541 0.978823096 0.000601652 65.27827875SSEQILATLK 18 7657381 2xTMT6plex [N-Term; K10] 1.163 1.383 1.362 4.103805542 40.85 0 1547.940879 2 774.473938 -0.180887682 -0.000140002 63.46329172ATVLTTER 6 7657381 1xTMT6plex [N-Term] 1.304 1.302 1.222 3.286125898 24.81 0 1119.657104 2 560.3319092 -0.502216815 -0.000281155 40.37850301ILTGGADK 6 7657381 2xTMT6plex [N-Term; K8] 1.33 1.209 2.775997639 24.5 0 1232.761459 2 616.8843384 -0.047431875 -2.92E-05 113.5614412NVVVFDK 6 7657381 2xTMT6plex [N-Term; K7] 1.263 1.318 1.346 2.908686161 26.79 0 1278.782194 2 639.8936157 -1.751075905 -0.001119622 52.3398062TVPEELVKPEELSK 5 7657381 3xTMT6plex [N-Term; K8; K14] 1.543 1.60420382 0.54 0 2285.357125 3 762.4575195 0.385105566 0.000293368 0.760195806120587023 UTP20 small subunit processome component 20 homolog 27340 NP_055318.2 8.653500898 1 21 21 73 2785 318.182 7.39 1.21 1.4 1.28 1.3 Significant 0.00183 TEEIDAVFHGAVWPQISR 6 120587023 1xTMT6plex [N-Term] 1.634 1.04 0.759 5.530374527 23.08 0 2284.192347 3 762.067627 -1.759484323 -0.001339667 78.31158642QKPGHPECDILTNVFAILSAK 4 120587023 3xTMT6plex [N-Term; K2; K21]; 1xCarbamidomethyl [C8] 1.801 1.617 5.68525362 6.74 0 3025.711173 4 757.1826172 -0.837627868 -0.000633605 105.994537QLQVLLAYAEEDIYDTSR 2 120587023 1xTMT6plex [N-Term] 1.459 3.888167143 14.06 0 2356.223372 3 786.0794678 0.202960517 0.000159407 109.79774ALEFVTNPDIAAK 6 120587023 2xTMT6plex [N-Term; K13] 1.236 1.298 1.295 4.762525082 63.34 0 1847.067871 2 924.0369873 -0.634887675 -0.00058634 70.53001597YPLVFSPQMVGFYIK 8 120587023 2xTMT6plex [N-Term; K15] 1.455 0.925 1 3.740956783 21.29 0 2247.26519 3 749.7592773 -0.850557717 -0.000637143 110.9419891FLDQSLGEQVVK 2 120587023 2xTMT6plex [N-Term; K12] 1.52 3.754286051 26.98 0 1821.052221 2 911.0292969 -0.496130748 -0.00045174 67.22148487LRPNLEFMLAQLNYEHETGR 2 120587023 1xTMT6plex [N-Term] 1.112 5.255234718 16.25 0 2660.381621 4 665.8501587 -1.058368601 -0.000703916 82.90893235FLASDLDQK 6 120587023 2xTMT6plex [N-Term; K9] 1.237 1.574 1.375 4.120188713 47.49 0 1494.856815 2 747.9303589 -2.257257369 -0.001687138 59.23080938LPPQSCLLLPPTPVR 2 120587023 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.509 4.754239559 21.46 0 1917.119306 3 639.7116089 0.504851291 0.00032262 77.24151049EILQNTTSLK 2 120587023 2xTMT6plex [N-Term; K10] 1.406 3.363921642 24.85 0 1604.962343 2 802.9831543 -2.06302426 -0.001655538 52.2612788HLDDINFDVR 4 120587023 1xTMT6plex [N-Term] 1.225 1.349 2.901857138 18.07 0 1472.769508 3 491.5949707 0.577795351 0.000283653 47.58315503VVNDEEVVR 2 120587023 1xTMT6plex [N-Term] 1.381 2.828136206 24.49 0 1287.710596 2 644.3596191 1.060464404 0.000682786 29.66115503YITDVVK 6 120587023 2xTMT6plex [N-Term; K7] 1.523 1.456 1.347 3.035163641 30.99 0 1295.79751 2 648.4019775 -0.641536867 -0.000415651 53.07941474FLTFAER 4 120587023 1xTMT6plex [N-Term] 0.96 1.64 2.377228737 17.39 0 1112.630161 2 556.817749 -1.743322438 -0.000969837 57.95098683ALYLESK 4 120587023 2xTMT6plex [N-Term; K7] 1.37 1.324 3.039634705 29.03 0 1281.78186 2 641.395752 1.847105443 0.001183793 48.5644365YFPLLAK 2 120587023 2xTMT6plex [N-Term; K7] 1.296 2.75543499 22.93 0 1309.828416 2 655.4165039 -2.049755118 -0.001342414 79.78663566SYQITEK 2 120587023 2xTMT6plex [N-Term; K7] 1.219 2.494845152 9.79 0 1326.766938 2 663.8866577 -0.677632436 -0.00044953 34.36143886YILDYPLGDK 2 120587023 2xTMT6plex [N-Term; K10] 0.889 2.158124685 0.85 0 1654.94563 2 827.9709473 -6.654284315 -0.005506239 71.69986264EIDPENFK 4 120587023 2xTMT6plex [N-Term; K8] 1.461 1.173 2.683994532 17.8 0 1449.798966 2 725.4032593 0.190174427 0.000137857 51.55181162LEAAYSPR 2 120587023 1xTMT6plex [N-Term] 1.661 2.775381088 11.3 0 1135.630889 2 568.3186035 -0.844392979 -0.000479459 31.48269774KIEFLRPGYK 1 120587023 3xTMT6plex [N-Term; K1; K10] 0.871 1.470022917 1 1938.214365 4 485.3089294 -0.246101036 -0.000119249 50.0919234114149653 TOR1B torsin-1B isoform 1 precursor 27348 NP_055321.1 14.58333333 1 4 4 22 336 37.955 8.54 1.06 1.1 1.05 1.07 Significant 0.000204 NFVSQIVAENLHPK 4 14149653 2xTMT6plex [N-Term; K14] 1.318 1.14 4.871682167 36.23 0 2054.179881 3 685.3978271 -0.46367151 -0.000317488 76.39977124DLEPVLSVGVFNNK 6 14149653 2xTMT6plex [N-Term; K14] 1.002 0.958 0.994 3.813601732 28.88 0 1989.142098 3 663.7172852 -2.41106518 -0.00159865 81.62755665LFGQHLATEVIFK 6 14149653 2xTMT6plex [N-Term; K13] 1.112 1.025 0.917 4.58406353 29.18 0 1961.16244 3 654.3917236 -0.929102825 -0.000607374 80.69543883LYQDQLQK 6 14149653 2xTMT6plex [N-Term; K8] 1.034 1.115 1.154 4.140161037 37.67 0 1493.8728 2 747.4391479 -1.191923143 -0.000890291 43.7966682722907039 APOBEC3C DNA dC->dU-editing enzyme APOBEC-3C 27350 NP_055323.2 47.36842105 1 6 7 56 190 22.811 7.59 1.27 1.3 1.2 1.25 Significant 0.000555
YCWENFVYNDNEPFKPWK 6 22907039 3xTMT6plex [N-Term; K15; K18]; 1xCarbamidomethyl [C2] 1.524 1.213 5.360394955 24.7 0 3123.564175 4 781.6473999 1.150922207 0.000898745 87.75862361HSNVNLTIFTAR 8 22907039 1xTMT6plex [N-Term] 1.183 1.169 1.241 5.548239708 46.43 0 1601.896105 3 534.6375732 1.286679302 0.000687042 52.16204208NQVDSETHCHAER 10 22907039 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.207 1.083 1.177 5.735271454 52.49 0 1811.829224 3 604.6140137 -0.95855302 -0.000578911 14.44187351

NLWEANDRNETWLCFTVEGIK 3 22907039 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C14] 1.352 0.904 3.360678196 11.57 1 3053.555511 3 1018.520569 -2.737165576 -0.002786029 91.27319679
LYYFQYPCYQEGLR 15 22907039 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.309 1.383 1.124 3.746152163 22.79 0 2129.036364 2 1065.022949 1.060624205 0.001129054 71.92784817AMYPGTFYFQFK 12 22907039 2xTMT6plex [N-Term; K12] 1.24 1.453 1.255 4.116407394 34.93 0 1958.028648 2 979.5186157 0.667173748 0.000653173 87.83891082NLWEANDR 2 22907039 1xTMT6plex [N-Term] 0.876 2.203652143 9.49 0 1246.637766 2 623.8216553 -1.38904273 -0.000865817 34.491361027657387 CNOT3 CCR4-NOT transcription complex subunit 3 4849 NP_055331.1 5.179282869 1 4 4 19 753 81.822 6.2 1.37 0.81 0.69 0.96 Significant 0.0448 MLDNDSILVDAIR 4 7657387 1xTMT6plex [N-Term] 0.939 1.066 4.732592583 60.7 0 1703.919937 2 852.4643555 0.878895462 0.000748784 76.92210477APEPLSSLK 6 7657387 2xTMT6plex [N-Term; K9] 1.181 1.307 1.178 3.067290306 37.83 0 1399.856087 2 700.4317017 0.02821741 1.98E-05 54.24516252KLIETQMER 3 7657387 2xTMT6plex [N-Term; K1] 0.324 0.286 2.510275602 7.6 1 1605.939834 3 535.9849243 0.240469294 0.000128726 37.34588957KLQGEIDR 6 7657387 2xTMT6plex [N-Term; K1] 1.623 1.449 1.156 2.265064478 5.38 1 1416.857484 3 472.9569702 -0.795263801 -0.000375592 26.441650027657562 SH3BP4 SH3 domain-binding protein 4 23677 NP_055336.1 8.930425753 1 6 6 20 963 107.428 7.71 1.15 1.04 1.36 1.19 Significant 0.00623 SEGTLIDLSEGFSETSFNDIK 2 7657562 2xTMT6plex [N-Term; K21] 0.792 3.446274757 32.38 0 2747.402742 3 916.4735718 1.244976566 0.001140151 89.77196592DVIQELHLGLDK 4 7657562 2xTMT6plex [N-Term; K12] 1.073 1.337 3.472241879 28.74 0 1838.07877 3 613.3635254 -1.494374545 -0.000915593 70.54225394IILSPFATTTK 5 7657562 2xTMT6plex [N-Term; K11] 1.218 1.39 3.94120574 64.03 0 1650.024215 2 825.5143433 -1.700069936 -0.001402578 83.53944586AAAFSPADQDDFVI 6 7657562 1xTMT6plex [N-Term] 1.004 1.234 1.499 3.249959707 49.28 0 1695.842732 2 848.4255371 0.62818841 0.000532654 78.77169274AELDSEPER 2 7657562 1xTMT6plex [N-Term] 0.794 2.947387934 27.27 0 1274.642576 2 637.8249512 0.038947193 2.48E-05 21.73173131LIFPITSQNPNELSDFTLR 1 7657562 1xTMT6plex [N-Term] 1.705 1.587225795 0 2434.317941 2 1217.663086 0.392021512 0.000477153 100.41112967657649 TMOD3 tropomodulin-3 29766 NP_055362.1 49.43181818 1 15 15 162 352 39.57 5.19 0.78 0.84 0.79 0.8 Significant 0.000533 YKDLDEDELLGNLSETELK 15 7657649 3xTMT6plex [N-Term; K2; K19] 0.756 0.795 0.77 5.374877453 36.98 1 2911.57551 3 971.1953125 -1.417036922 -0.00137527 77.40687445ILPVFDEPPNPTNVEESLKR 22 7657649 2xTMT6plex [N-Term; K19] 0.936 0.998 1.01 6.173823357 46.51 1 2752.528551 3 918.1796265 -1.535030569 -0.001408405 86.42044024QLETVLDDLDPENALLPAGFR 21 7657649 1xTMT6plex [N-Term] 0.994 0.744 0.67 6.444287777 74.32 0 2555.355449 3 852.4545288 -2.510564322 -0.002138461 107.3264716QQLGTAVELEMAK 2 7657649 2xTMT6plex [N-Term; K13] 0.805 3.958269596 34.09 0 1876.061405 2 938.5339966 -0.367000747 -0.000344258 62.78294118FGYQFTQQGPR 12 7657649 1xTMT6plex [N-Term] 0.781 0.973 0.817 4.08773613 57.01 0 1557.801142 2 779.4039307 -0.357992981 -0.000278841 47.26098465ILPVFDEPPNPTNVEESLK 16 7657649 2xTMT6plex [N-Term; K19] 0.663 0.622 0.609 5.218212128 63.19 0 2596.42744 3 866.145813 -1.754212379 -0.001518228 94.3658836SNDPVATAFAEMLK 28 7657649 2xTMT6plex [N-Term; K14] 0.799 0.854 0.857 5.975278854 76.7 0 1952.05632 2 976.5356445 3.940860939 0.003846391 96.34999029DLDEDELLGNLSETELK 1 7657649 2xTMT6plex [N-Term; K17] 0.767 25.67 0 2391.254287 3 797.7546387 -2.059113664 -0.001641288 79.15923891MLEENTNILK 8 7657649 2xTMT6plex [N-Term; K10] 0.895 0.916 0.831 4.490006924 58.56 0 1662.950064 2 831.9788818 0.254512679 0.000211621 56.71295909QKPVQTFTEEK 6 7657649 3xTMT6plex [N-Term; K2; K11] 0.963 0.861 0.805 4.686542034 20.08 0 2022.183852 3 674.7324829 -0.473255451 -0.000319003 40.7779034DREDYVPYTGEK 6 7657649 2xTMT6plex [N-Term; K12] 0.604 0.616 0.706 4.436943054 15.24 1 1929.995828 3 644.0030518 -0.635149851 -0.000408612 34.68690111TKENDAHLVEVNLNNIK 3 7657649 3xTMT6plex [N-Term; K2; K17] 0.92 0.963 4.364584446 0.68 1 2638.513125 4 660.381958 -2.699648784 -0.001780765 54.62276983DNETLAELK 4 7657649 2xTMT6plex [N-Term; K9] 0.81 0.654 3.667191744 51.19 0 1490.846645 2 745.9273682 0.546721642 0.000407539 45.92907083EHLLSYLEK 12 7657649 2xTMT6plex [N-Term; K9] 0.694 0.76 0.756 4.00371027 44.44 0 1589.930315 2 795.4675903 -1.516202261 -0.001205328 59.10705308NIPIPTLK 6 7657649 2xTMT6plex [N-Term; K8] 0.801 0.931 0.811 3.510962725 33.54 0 1353.886993 2 677.4467163 -0.618561827 -0.000418731 69.34899368

214829673 ARFGAP3 ADP-ribosylation factor GTPase-activating protein 3 isoform 1 26286 NP_055385.3 12.01550388 1 5 5 23 516 56.893 7.36 1.28 1.05 1.2 1.18 Significant 0.00327 LSASSSISSADLFEEPR 2 214829673 1xTMT6plex [N-Term] 1.057 4.217306614 32.28 0 2025.03378 2 1013.019348 -1.165724227 -0.001180315 64.17235668STELDSNWSWFQLR 6 214829673 1xTMT6plex [N-Term] 1.477 0.991 1.681 3.34702301 32.63 0 1997.991856 2 999.4945068 -5.06457426 -0.005059489 84.90892545AISSDMYFGR 5 214829673 1xTMT6plex [N-Term] 1.074 1.08 0.864 3.924484253 55.77 0 1375.687752 2 688.3466797 -1.213527559 -0.000834717 46.69537606VVSKEESIVSSLR 5 214829673 2xTMT6plex [N-Term; K4] 1.098 0.938 1.248 3.682020903 5.93 1 1891.126448 3 631.0457764 -1.941836539 -0.001224086 60.04051802
VCFDCGAK 5 214829673 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C2; C5] 1.351 1.185 1.295 3.236962318 21.23 0 1414.722313 2 707.8649292 0.189781723 0.000134244 40.15149033

109948302 TMEM97 transmembrane protein 97 27346 NP_055388.2 4.545454545 1 1 1 6 176 20.834 9.38 1 1.19 1.3 1.16 Significant 0.00563 ELYPVEFR 6 109948302 1xTMT6plex [N-Term] 1.002 1.189 1.296 3.617868662 49.01 0 1281.704054 2 641.3552246 -0.687858673 -0.000440816 57.068530017657069 ERO1A ERO1-like protein alpha precursor 30001 NP_055399.1 57.05128205 1 20 21 259 468 54.358 5.68 0.77 0.71 0.77 0.75 Significant 0.00071 YLLQETWLEK 28 7657069 2xTMT6plex [N-Term; K10] 0.796 0.782 0.887 4.611458302 65.52 0 1781.024943 2 891.0155029 -0.681658407 -0.000607025 78.70768078YSEEANNLIEECEQAER 16 7657069 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.758 0.513 0.78 5.664480209 61.71 0 2313.050235 2 1157.026978 -1.537663048 -0.001778346 52.3963569FDGILTEGEGPR 13 7657069 1xTMT6plex [N-Term] 1.036 0.814 0.754 4.282839298 52.26 0 1519.795388 2 760.4026489 1.732457924 0.001316491 55.91410694RPLNPLASGQGTSEENTFYSWLEGLCVEK 6 7657069 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C26] 100 0.736 0.651 4.524245739 29.81 0 3740.899431 3 1247.635498 -2.002234894 -0.00249672 101.8691993
SFPLHFDENSFFAGDK 10 7657069 2xTMT6plex [N-Term; K16] 0.574 0.523 0.568 5.047884941 46.51 0 2316.170104 3 772.727356 -1.117836251 -0.000863033 80.07251052

IWNVIYEENCFKPQTIK 17 7657069 3xTMT6plex [N-Term; K12; K17]; 1xCarbamidomethyl [C10] 0.773 0.873 0.813 4.537024021 30.23 0 2869.588933 4 718.1525269 -0.228418822 -0.000163867 87.96793167QEIVSLFNAFGR 14 7657069 1xTMT6plex [N-Term] 0.917 0.856 0.837 4.581866741 53 0 1609.889957 2 805.4475098 -1.375521811 -0.001107219 89.56633081LQTQGLGTALK 12 7657069 2xTMT6plex [N-Term; K11] 0.698 0.669 0.737 4.776014805 78 0 1587.983413 2 794.4945679 -0.97844713 -0.000776879 52.61909414
RPCPFWNDISQCGR 6 7657069 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C12] 0.512 1.115 1.04 5.150141239 31.96 0 2021.96355 3 674.6588745 -0.731944373 -0.000493322 47.82725017
LGAVDESLSEETQK 17 7657069 2xTMT6plex [N-Term; K14] 0.57 0.571 0.664 5.100568771 89.92 0 1964.058822 2 982.53479 1.772603797 0.001740749 54.22751576

RPLNPLASGQGTSEENTFYSWLEGLCVEKR 2 7657069 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C26] 0.407 7.808758736 29.34 1 3897.000542 4 975.0042725 -1.35541327 -0.001320512 95.57511721
HDDSSDNFCEADDIQSPEAEYVDLLLNPER 10 7657069 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.757 0.806 7.603815079 70.15 0 3722.660159 3 1241.556274 -1.581817185 -0.001962856 83.73548424SFPLHFDENSFFAGDKK 12 7657069 3xTMT6plex [N-Term; K16; K17] 0.851 0.795 0.814 6.27615881 30.07 1 2673.427999 4 669.1125488 0.137184357 9.17E-05 74.95836716VLPFFERPDFQLFTGNK 24 7657069 2xTMT6plex [N-Term; K17] 0.864 0.842 0.837 4.715424538 21.37 0 2513.395687 3 838.4692383 -1.004750769 -0.000841779 101.0503534MLLLEILHEIK 6 7657069 2xTMT6plex [N-Term; K11] 0.677 0.68 0.671 4.129058361 31.91 0 1810.127634 3 609.375 -6.627424871 -0.004034163 112.0767481MLLLEILHEIK 16 7657069 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 0.693 0.662 0.681 4.02282238 33.06 0 1826.122549 3 609.375 -6.627424871 -0.004034163 112.0767481

DCAVKPCQSDEVPDGIK 6 7657069 3xTMT6plex [N-Term; K5; K17]; 2xCarbamidomethyl [C2; C7] 0.76 0.833 0.781 4.985245705 18.31 0 2605.356884 3 869.1236572 -0.17888924 -0.000155357 44.46460301
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

IMDCVGCFK 10 7657069 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C4; C7] 1.027 0.923 1.081 3.264760733 42.2 0 1587.809748 2 794.4085083 -0.005075191 -4.03E-06 62.81224126LLESDYFR 14 7657069 1xTMT6plex [N-Term] 0.661 0.794 0.78 3.435985565 34.08 0 1271.683319 2 636.3447266 -0.898230702 -0.000571132 56.03438143AVLQWTK 10 7657069 2xTMT6plex [N-Term; K7] 0.77 0.667 0.742 3.166805744 35.29 0 1303.813829 2 652.4102173 -0.514344665 -0.000335305 57.55250861NLLQNIH 6 7657069 1xTMT6plex [N-Term] 0.703 0.691 0.696 2.794813395 58.62 0 1080.636309 2 540.8208618 -1.723139572 -0.000931044 41.94111609IQDEENK 4 7657069 2xTMT6plex [N-Term; K7] 0.764 0.976 2.963234186 20.52 0 1333.736366 2 667.3711548 -0.999470151 -0.000666515 22.85854461
7657033 NT5C 5'(3')-deoxyribonucleotidase, cytosolic type isoform 1 30833 NP_055410.1 22.88557214 1 4 4 17 201 23.368 6.64 1 0.92 0.93 0.95 Significant 0.000701

GQEETPSWEHILFTCCHNR 2 7657033 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C15; C16] 0.742 5.540854931 27 0 2630.207756 4 658.3067627 -0.963813122 -0.000633757 58.58871395
TVVLGDLLIDDKDTVR 6 7657033 2xTMT6plex [N-Term; K12] 0.984 0.978 0.763 6.941253662 31.5 1 2230.305869 3 744.1044922 -3.114168149 -0.002315182 80.45342047DKTVVLGDLLIDDKDTVR 3 7657033 3xTMT6plex [N-Term; K2; K14] 1.155 1.026 4.454803944 11.27 2 2702.590707 4 676.3983154 -7.132020103 -0.004818733 76.50154542LLSWSDNWR 6 7657033 1xTMT6plex [N-Term] 1.107 0.896 0.926 3.285758257 25.14 0 1405.742565 2 703.3718872 -4.31597939 -0.003033578 71.9592216654633315 DNTTIP2 deoxynucleotidyltransferase terminal-interacting protein 2 30836 NP_055412.2 18.78306878 1 9 9 38 756 84.418 6.16 1.15 1.34 1.09 1.19 Significant 0.00396 NLSELQDTSLQQLVSQR 4 54633315 1xTMT6plex [N-Term] 0.736 1.001 5.498630524 52.59 0 2188.17709 3 730.0639038 0.030969057 2.26E-05 74.92578673LTSSSIDPGLSIK 6 54633315 2xTMT6plex [N-Term; K13] 1.531 1.448 1.228 4.209424019 44.13 0 1776.051886 2 888.527771 -2.03871736 -0.001810434 63.19400217SLTQTFATVEVGR 2 54633315 1xTMT6plex [N-Term] 1.076 3.732458115 41.8 0 1637.906001 2 819.4570923 0.553560651 0.00045334 58.01347994ESYTEEIVSEAESHVSGISR 2 54633315 1xTMT6plex [N-Term] 2.109 5.405226707 45.06 0 2438.188443 3 813.4014893 0.603617592 0.000490578 72.28741729QIVGTPVNSEDSDTR 4 54633315 1xTMT6plex [N-Term] 1.171 1.553 4.116294384 55.39 0 1846.934401 2 923.9692383 -1.733000099 -0.001600369 30.28925877LYTSAPNTSQGK 8 54633315 2xTMT6plex [N-Term; K12] 1.118 1.798 0.886 4.746210098 54.58 0 1724.95832 2 862.9821167 -0.790437396 -0.000681736 36.13608796ASIQAASAESSGQK 8 54633315 2xTMT6plex [N-Term; K14] 1.298 1.171 1.309 5.477219582 93.6 0 1792.980512 2 896.9942017 0.342742327 0.000307265 29.72057001

ESLSGDTGSLSCDNALFVIDTTPGMSADK 2 54633315 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C12] 100 4.632580757 20.85 0 3446.670736 3 1149.554932 -5.946207135 -0.006831539 81.70941195
AVITPDFEK 2 54633315 2xTMT6plex [N-Term; K9] 0.551 2.972767353 19.86 0 1477.866652 2 739.4366455 -0.431340929 -0.000318732 56.835464521361462 EHD2 EH domain-containing protein 2 30846 NP_055416.2 35.72744015 1 13 15 81 543 61.123 6.46 0.59 0.65 0.62 0.62 Significant 0.00078 FGAFHSPALEDADFDGKPMVLVAGQYSTGK 2 21361462 3xTMT6plex [N-Term; K17; K30] 0.392 9.084186554 34.58 0 3843.003057 4 961.5059814 -0.250108765 -0.000240292 86.21674936LFELEEQDLFR 6 21361462 1xTMT6plex [N-Term] 0.822 0.868 0.485 4.170953751 34.24 0 1667.884203 2 834.444397 -1.610354413 -0.001342942 86.6120113VYIGSFWSQPLLVPDNR 4 21361462 1xTMT6plex [N-Term] 0.696 0.476 5.514679909 32.2 0 2220.201455 3 740.7392578 0.795142935 0.000588459 96.32960812LSDVDRDGMLDDEEFALASHLIEAK 2 21361462 2xTMT6plex [N-Term; K25]; 1xOxidation [M9] 0.595 5.450262547 14.28 1 3263.650593 4 816.6674194 -0.84125293 -0.000686389 86.89986085TSFIQYLLEQEVPGSR 16 21361462 1xTMT6plex [N-Term] 0.471 0.811 0.388 4.887765884 50.31 0 2096.122536 3 699.3809814 2.793403457 0.001951772 103.8063743SKYDEIFYNLAPADGK 4 21361462 3xTMT6plex [N-Term; K2; K16] 0.377 0.441 3.739286661 7.69 1 2518.379652 3 840.1303101 -1.300282194 -0.001091535 72.30744236VHAYIISYLK 6 21361462 2xTMT6plex [N-Term; K10] 1.243 0.934 0.948 4.351190567 29.08 0 1665.013985 3 555.6775513 2.471924339 0.00137193 68.8916819LNPFGNTFLNR 2 21361462 1xTMT6plex [N-Term] 0.719 3.855528831 17.27 0 1521.837528 2 761.4221191 -0.372082262 -0.000283124 71.43862695GYDFPAVLR 6 21361462 1xTMT6plex [N-Term] 0.517 0.643 0.496 3.39072156 39.39 0 1266.704389 2 633.8553467 -0.767235539 -0.00048593 59.82744443LLPLEEHYR 10 21361462 1xTMT6plex [N-Term] 0.638 0.534 0.72 3.230460405 35.09 0 1398.794266 3 466.9360046 -0.575848789 -0.000268498 50.45235014LEGHGLPANLPR 4 21361462 1xTMT6plex [N-Term] 0.677 0.668 3.257681847 12.45 0 1502.864077 3 501.6257324 -0.953502314 -0.000477661 45.29792279KLNDLVK 5 21361462 3xTMT6plex [N-Term; K1; K7] 0.676 0.685 0.832 3.599173546 7.45 1 1517.002975 3 506.3394775 0.595969291 0.000301362 47.56680524LPVIFAK 6 21361462 2xTMT6plex [N-Term; K7] 0.504 0.475 0.472 2.334957361 27.23 0 1245.833501 2 623.4196167 -1.239845903 -0.000772321 79.99520066TVTSALK 6 21361462 2xTMT6plex [N-Term; K7] 0.861 0.76 0.892 1.887023926 11.1 0 1177.755645 2 589.3812256 -0.399427612 -0.000235214 36.94225554DIQGLPR 2 21361462 1xTMT6plex [N-Term] 0.827 2.366774082 11.5 0 1027.60976 2 514.3091431 1.215931243 0.000624751 34.8816691223943912 PIK3R4 phosphoinositide 3-kinase regulatory subunit 4 30849 NP_055417.1 14.94845361 1 14 14 43 1358 153.007 7.17 0.87 1.05 0.94 0.95 Significant 0.00301

NDINIYPEYILPGIAHLAQDDATIVR 2 23943912 1xTMT6plex [N-Term] 0.998 5.058744907 31.61 0 3153.678179 3 1051.901367 3.604962794 0.003789631 104.6191474LAYAENIALLAETALR 2 23943912 1xTMT6plex [N-Term] 0.01 4.434967518 52.88 0 1961.126893 3 654.3805542 0.110348625 7.21E-05 112.2987538KIIEGTEVVQEIQNK 2 23943912 3xTMT6plex [N-Term; K1; K15] 1.229 4.303424835 22.96 1 2415.442586 3 805.8187256 -0.398532423 -0.000320877 65.81018871VFAIQDPTLPLTSYK 2 23943912 2xTMT6plex [N-Term; K15] 0.93 4.491585732 23.57 0 2151.246563 3 717.7530518 -0.911641927 -0.000653722 89.26803063KPVIPVLSSTILPSTYQIR 4 23943912 2xTMT6plex [N-Term; K1] 0.991 1.139 5.296413898 27.57 0 2570.568566 3 857.526001 -1.990275762 -0.00170538 91.84356579GVIDLAALGITGR 8 23943912 1xTMT6plex [N-Term] 1.116 0.932 0.952 4.669655323 65.87 0 1484.899794 2 742.9528198 -0.963534084 -0.000715376 80.13857037LMPYLDPYITQPIIQIER 2 23943912 1xTMT6plex [N-Term] 1.392 4.027346134 24.62 0 2432.34607 3 811.4528198 -0.889596826 -0.000721269 104.7028817LLSQGMTEEEEDKLLALK 3 23943912 3xTMT6plex [N-Term; K13; K18] 0.936 1.111 4.223914623 16.56 1 2734.551544 3 912.1882324 -0.511986829 -0.000466685 86.93919717
VSDEHSLFATCSNDGTVK 4 23943912 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 1.347 1.142 4.361699104 22.3 0 2425.20696 3 809.0756226 2.207962401 0.001784922 47.05528984

VVTLLSDPENIVK 6 23943912 2xTMT6plex [N-Term; K13] 0.897 1.096 3.652433634 31.01 0 1885.141036 3 629.0512085 -1.041477365 -0.000654444 85.31193321FLELVQLK 2 23943912 2xTMT6plex [N-Term; K8] 0.865 2.805539846 35.89 0 1447.928858 2 724.4672852 -1.080541693 -0.000782274 92.08420963LEAEDYLK 2 23943912 2xTMT6plex [N-Term; K8] 0.62 2.242099762 16.34 0 1438.819367 2 719.913147 -0.243244354 -0.000174992 55.87246386ETFLSADER 2 23943912 1xTMT6plex [N-Term] 1.246 2.782049179 18.92 0 1296.663312 2 648.8352661 -0.043136439 -2.80E-05 36.06264671QELEELK 2 23943912 2xTMT6plex [N-Term; K7] 1.361 2.189897299 11.17 0 1346.793153 2 673.9002686 0.080115773 5.39E-05 43.6354256911993943 TAX1BP3 tax1-binding protein 3 isoform 1 30851 NP_055419.1 13.70967742 1 1 1 29 124 13.726 8.48 1.05 0.97 0.97 1 Significant 0.000715 VSEGGPAEIAGLQIGDK 29 11993943 2xTMT6plex [N-Term; K17] 1.053 0.97 0.966 5.0329175 92.4 0 2099.174855 2 1050.089966 -1.047901927 -0.001099865 65.6456834324307965 UBXN4 UBX domain-containing protein 4 23190 NP_055422.1 19.48818898 1 6 6 52 508 56.743 6.38 1.14 1.17 1.08 1.13 Significant 0.000548 MLWFQGAIPAAIATAK 12 24307965 2xTMT6plex [N-Term; K16] 1.038 1.113 1.16 4.988745689 46.65 0 2147.245123 2 1074.121826 -4.073948593 -0.004373883 104.0350345LPDGSSFTNQFPSDAPLEEAR 12 24307965 1xTMT6plex [N-Term] 1.011 1.106 1.227 4.733652592 41.98 0 2507.225163 3 836.4127197 -0.620905667 -0.000518917 67.89849709VTSSEPPNPASSSK 14 24307965 2xTMT6plex [N-Term; K14] 1.031 0.899 0.911 4.590715408 69 0 1845.995828 2 923.5014648 -0.094687375 -8.74E-05 30.98145654SDTATGGESAGHATSSQEPSGCSDQRPAEDLNIR 4 24307965 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 4.756886005 14.07 0 3717.684416 4 930.1776123 1.130582449 0.001050787 27.30879202QAEMEVK 6 24307965 2xTMT6plex [N-Term; K7] 1.158 1.146 1.091 2.871414185 31.78 0 1292.728444 2 646.8667603 -1.701844032 -0.001100011 29.74372214AAALLAK 4 24307965 2xTMT6plex [N-Term; K7] 1.187 1.203 2.391695023 18.54 0 1115.755251 2 558.3806763 -1.053278429 -0.0005876 50.95289052
24307969 CYFIP1 cytoplasmic FMR1-interacting protein 1 isoform a 23191 NP_055423.1 37.74940144 1 24 42 297 1253 145.089 6.9 0.91 0.96 0.94 0.94 Significant 0.000241

DCPDSAEEYER 6 24307969 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.851 0.833 0.835 4.413770199 41.54 0 1599.679432 2 800.3422852 -1.336722506 -0.001069164 18.97495958HTVYAALQDFSQVTLR 4 24307969 1xTMT6plex [N-Term] 0.868 1.183 5.562635899 41.55 0 2078.123205 3 693.3792725 0.028690702 1.99E-05 75.36646035SSLEGPTILDIEK 8 24307969 2xTMT6plex [N-Term; K13] 0.941 1.03 4.898471832 46.44 0 1860.073016 2 930.539856 -0.311958688 -0.000290133 71.87039752AVGPSSTQLYMVR 10 24307969 1xTMT6plex [N-Term] 0.919 0.936 1.022 4.804906368 64.76 0 1637.888243 2 819.447998 0.291047788 0.000238352 50.31497648YLTLDGFDAMFR 8 24307969 1xTMT6plex [N-Term] 0.748 1.04 1.032 4.502095699 56.63 0 1677.850795 2 839.4285278 -0.6053017 -0.000507803 94.36372971YSNSEVVTGSGR 6 24307969 1xTMT6plex [N-Term] 1.202 1.373 0.878 4.100774765 49.27 0 1484.754252 2 742.8806152 -0.20060643 -0.000148926 22.78723533DKQPNAQPQYLHGSK 2 24307969 3xTMT6plex [N-Term; K2; K15] 0.937 5.610416889 30.35 1 2398.344603 4 600.3412476 -0.601721547 -0.000360784 29.84178583HEYGSPGILEFFHHQLK 10 24307969 2xTMT6plex [N-Term; K17] 0.895 0.885 0.939 7.230460644 28.37 0 2497.339235 4 625.0892944 -1.556390726 -0.000971709 68.76168465YAPLHLVPLIER 16 24307969 1xTMT6plex [N-Term] 0.81 0.868 0.794 3.820636272 51.97 0 1649.994029 3 550.6693726 -0.281264181 -0.000154695 73.59401091DFVSEAYLITLGK 24 24307969 2xTMT6plex [N-Term; K13] 0.923 0.891 0.863 4.746360302 40.34 0 1914.098836 2 957.553833 0.811335128 0.000776488 92.33413832NVIQSVLQAIR 12 24307969 1xTMT6plex [N-Term] 0.924 0.976 0.986 4.422931671 48.97 0 1469.900128 2 735.4538574 0.210948856 0.000155037 97.36064491ALNLAYSSIYGSYR 10 24307969 1xTMT6plex [N-Term] 1.045 1.126 4.278604507 22.09 0 1806.958765 2 903.9816895 -1.473632825 -0.001331397 66.97819703KFQILNDEIITILDK 6 24307969 3xTMT6plex [N-Term; K1; K15] 1.149 1.119 1.144 4.497235775 22.37 1 2490.515023 3 830.8425293 -0.798296479 -0.000662723 110.8001522MADPQSIQESQNLSMFLANHNK 6 24307969 2xTMT6plex [N-Term; K22] 0.933 0.844 5.563724995 54.91 0 2961.496282 3 987.8308105 -6.214176087 -0.00613442 72.19433444TVEVLEPEVTK 16 24307969 2xTMT6plex [N-Term; K11] 0.884 0.925 0.959 4.32209301 58.17 0 1702.003873 2 851.505249 -0.383097321 -0.000326017 56.91465626
FAVLDFCYHLLK 7 24307969 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.115 1.195 1.162 3.921802998 29.71 0 1984.113047 3 662.0423584 -0.264674782 -0.000175048 93.05932757
FINMFAVLDELK 4 24307969 2xTMT6plex [N-Term; K12]; 1xOxidation [M4] 0.421 0.937 4.07089138 34.81 0 1914.081078 3 638.6984863 -0.090166308 -5.75E-05 101.1425013

LCCGLSMFEVILTR 2 24307969 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C3] 1.234 4.764037132 35.84 0 1928.000513 3 643.3377686 -0.912985202 -0.000586745 109.5485371
KNVIQSVLQAIR 3 24307969 2xTMT6plex [N-Term; K1] 0.983 0.884 3.394474268 22 1 1827.158023 3 609.7223511 -3.022802228 -0.001841046 90.65352899TMLESLIADK 22 24307969 2xTMT6plex [N-Term; K10] 0.878 0.862 0.849 4.182580471 48.97 0 1578.917701 2 789.9625244 0.045042325 3.56E-05 79.06227977FQILNDEIITILDK 4 24307969 2xTMT6plex [N-Term; K14] 0.851 0.844 3.804216862 32.32 0 2133.257128 3 711.7572632 0.05083812 3.62E-05 112.7414332EANHNVSAPYGR 6 24307969 1xTMT6plex [N-Term] 0.92 0.975 0.964 4.102556229 30.87 0 1543.78147 3 515.2674561 4.110286454 0.002115128 16.58661214LADQIFAYYK 18 24307969 2xTMT6plex [N-Term; K10] 1.062 1.059 1.113 4.103396416 48.95 0 1689.961615 2 845.4837646 -0.806020156 -0.000681072 76.89051726VMAGSLLLDK 8 24307969 2xTMT6plex [N-Term; K10] 0.894 0.801 0.791 4.436178684 53.52 0 1504.917307 2 752.9621582 -0.177713253 -0.000133722 72.4213214LGTPQQIAIAR 6 24307969 1xTMT6plex [N-Term] 1.079 0.743 0.797 3.644014597 38.72 0 1396.847364 2 698.9266357 -0.980404631 -0.000684738 45.57981837TVCDWETGHEPFNDPALR 2 24307969 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.701 3.637949944 11.4 0 2373.11311 3 791.7094727 0.317915209 0.000251483 55.3602197MESVFNHAIR 6 24307969 1xTMT6plex [N-Term] 1.132 1.514 1.494 4.667261124 49.84 0 1432.756835 3 478.2568054 -0.678265991 -0.00032393 56.78238199DIVEYAELK 12 24307969 2xTMT6plex [N-Term; K9] 0.941 0.999 1.037 4.651341438 57.13 0 1537.887781 2 769.4469604 -0.739261718 -0.000568451 61.82104547SLLQGTILQYVK 2 24307969 2xTMT6plex [N-Term; K12] 0.534 3.560627937 20.12 0 1821.124992 3 607.7137451 0.928245766 0.000563484 90.5772413TSAHYEENK 6 24307969 2xTMT6plex [N-Term; K9] 0.891 0.96 0.826 3.80284214 29.26 0 1536.805842 3 512.9394531 -1.325037258 -0.000678775 19.16556713YLTLDGFDAMFR 4 24307969 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.879 0.997 2.323525906 23.05 0 1693.84571 2 839.4285278 -0.6053017 -0.000507803 94.36372971SFLDDPIWR 6 24307969 1xTMT6plex [N-Term] 1.188 0.929 3.261072874 24.27 0 1377.736417 2 689.3727417 1.299108027 0.000894914 72.19229932SLELAIGR 6 24307969 1xTMT6plex [N-Term] 0.949 1.041 0.853 2.882304907 31.94 0 1087.667275 2 544.3369141 -0.665042533 -0.000361672 48.85542588YNYTSEEK 6 24307969 2xTMT6plex [N-Term; K8] 1.028 1.015 0.812 3.77733469 37.08 0 1491.773145 2 746.3895874 -0.836035503 -0.000623588 27.67574922TLMEVMPK 6 24307969 2xTMT6plex [N-Term; K8] 0.742 0.706 3.17224741 39.59 0 1406.81515 2 703.9110718 -0.20151568 -0.000141748 60.64865524YIEQATVHSSMNEMLEEGQEYAVMLYTWR 2 24307969 1xTMT6plex [N-Term] 3.365537167 3.99 0 3737.74872 3 1246.588257 0.400673754 0.000499206 109.8542262GLQVLMGR 2 24307969 1xTMT6plex [N-Term] 1.136 1.898871541 24.87 0 1102.660415 2 551.8341064 0.472394418 0.000260445 51.71631618TVCFQNLR 6 24307969 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.793 1.201 1.001 3.594022989 24.04 0 1266.682608 2 633.8449097 -0.05123151 -3.24E-05 41.39825246MYLTPSEK 2 24307969 2xTMT6plex [N-Term; K8] 0.915 2.501502991 18.82 0 1426.801609 2 713.9039307 -0.717760527 -0.000512051 46.82919928HDGKDEIIK 3 24307969 3xTMT6plex [N-Term; K4; K9] 0.927 2.511111259 3.42 1 1742.041545 4 436.265625 -0.502496627 -0.000218842 30.8524712VSAAMYK 6 24307969 2xTMT6plex [N-Term; K7] 1.109 0.915 1.019 3.020642996 31.04 0 1227.717151 2 614.3626099 0.645170235 0.000396043 38.66675614FISELAR 6 24307969 1xTMT6plex [N-Term] 0.801 0.976 0.866 3.134615183 19.53 0 1064.630161 2 532.8186646 -0.102024573 -5.43E-05 53.32339772NDHSAYK 2 24307969 2xTMT6plex [N-Term; K7] 0.859 1.897718191 10.1 0 1292.699921 3 431.571106 -0.8945223 -0.00038545 16.3956449

39652628 FAM120A constitutive coactivator of PPAR-gamma-like protein 1 isoform a 23196 NP_055427.2 38.28264758 1 30 30 200 1118 121.811 8.88 1.04 1.04 1.09 1.06 Significant 0.000249
EKTPLIDLCDGQADQAAK 6 39652628 3xTMT6plex [N-Term; K2; K18]; 1xCarbamidomethyl [C9] 0.925 1.087 1.039 5.327399731 30.03 1 2660.453227 3 887.4883423 -1.035069703 -0.000917918 56.99970877

LYEPDQLQELK 10 39652628 2xTMT6plex [N-Term; K11] 0.887 1.075 3.816162586 42.09 0 1834.036236 2 917.5200806 -1.827481443 -0.001675834 65.23211266APSHSESALNNDSK 6 39652628 2xTMT6plex [N-Term; K14] 0.656 0.807 0.894 6.572226048 44.88 0 1914.992139 3 639.0018921 -0.530764825 -0.000338803 20.28278096NLTEQNSYSNIPHEGK 2 39652628 2xTMT6plex [N-Term; K16] 0.917 5.952805519 48.7 0 2289.187545 3 763.7345581 0.688653234 0.000525485 36.57938372GLMYPYIFHVLTK 6 39652628 2xTMT6plex [N-Term; K13] 1.258 1.351 1.515 3.730073452 34.36 0 2040.175647 3 680.7296753 -0.575632346 -0.000391464 98.52410592NHMDITTPPLPPVAPEVLR 6 39652628 1xTMT6plex [N-Term] 0.944 0.985 1.186 5.515007973 39.63 0 2326.279053 3 776.0974731 -0.510233888 -0.000395649 77.20835882QSHTLPFPPPPALPFYPASAYPR 8 39652628 1xTMT6plex [N-Term] 1.209 0.97 1.029 7.33518362 33.02 0 2780.476173 3 927.4978638 1.030459682 0.000955056 90.76432007QYVYGVLFSLAESR 8 39652628 1xTMT6plex [N-Term] 1.704 1.342 1.641 4.841768742 56.14 0 1861.005715 3 621.0067749 0.03019713 1.87E-05 95.64587893SDTPAMLNPANVPTHLMVLCCVLR 6 39652628 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C20; C21] 2.508 2.561 1.925 5.591786861 21.07 0 2938.497261 3 980.1690063 -1.631941977 -0.001598486 96.5900601
AHQLVLPPCDVVIK 8 39652628 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.12 1.084 1.083 5.09412241 44.12 0 2047.213824 3 683.0756836 -0.647782237 -0.00044205 64.50843613

AEGSSTASSGSQLAEGK 4 39652628 2xTMT6plex [N-Term; K17] 1.076 1.672 4.661546707 24.42 0 2025.050048 3 675.6885986 0.589871069 0.000398173 99.22589939GVQGFQDYIEK 5 39652628 2xTMT6plex [N-Term; K11] 0.986 0.973 0.96 67.97 0 1741.952507 2 871.479126 -0.879063504 -0.000765643 61.45470996
HCPSAVVPVELQK 8 39652628 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.319 1.042 0.976 4.750669479 25.88 0 1922.093374 3 641.3690796 -0.358312701 -0.00022957 49.73257367

VAAASGHCGAFSGSDSSR 8 39652628 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.015 1.09 3.013 6.32617569 57.26 0 1952.908203 3 651.640625 -0.45126545 -0.00029376 21.00556575
TCNTNPHLNALSTDSACR 2 39652628 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C17] 0.906 5.124982834 22.07 0 2261.060029 3 754.3560791 -2.806252479 -0.002115035 30.4691507

NQAAIQGRPPYAASAEEVAK 5 39652628 2xTMT6plex [N-Term; K20] 1.341 0.795 5.021903992 20.86 0 2529.382556 3 843.7994995 0.549286288 0.000463118 41.74825598LEIAGTVVGHWAGSR 2 39652628 1xTMT6plex [N-Term] 1.061 4.987128735 32.57 0 1781.985983 3 594.6659546 -1.499669747 -0.000890797 66.70107917SLTTSQYLMHEVAK 2 39652628 2xTMT6plex [N-Term; K14] 0.97 4.763323307 22.53 0 2066.135633 3 689.3817749 -2.352751142 -0.001620368 65.59308061SQGGVQPIPSQGGK 10 39652628 2xTMT6plex [N-Term; K14] 1.253 1.137 1.245 4.372275352 61.06 0 1798.022317 2 899.5140991 -0.776318402 -0.000697919 32.80300802RQELDAFLAQALSPK 16 39652628 2xTMT6plex [N-Term; K15] 1.148 1.142 1.039 6.745729923 38.53 1 2145.243209 4 537.0667725 0.955991256 0.000512708 84.43666944LLVDADNCLHR 6 39652628 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.831 1.061 1.206 4.883890152 49.43 0 1554.825977 3 518.9451904 -3.189534398 -0.001653057 43.85047752NIQDTSDLDAIAK 12 39652628 2xTMT6plex [N-Term; K13] 1.124 1.048 0.87 4.389283657 52.5 0 1862.027128 3 621.3466187 -0.980261212 -0.000608424 53.96344959GKSPQTPELVEALAFR 6 39652628 2xTMT6plex [N-Term; K2] 1.652 1.14 1.593 5.233020782 20.6 1 2201.269424 3 734.4258423 -2.930238553 -0.002150082 78.05689362EAALEAAVLNKEE 6 39652628 2xTMT6plex [N-Term; K11] 0.924 1.102 0.814 4.314328671 16.33 1 1845.036964 3 615.6852417 2.280408327 0.001402479 63.63993099QSVLEGLSFSR 6 39652628 1xTMT6plex [N-Term] 1.085 1.066 0.918 4.046164036 35.19 0 1451.805559 2 726.4065552 0.189199966 0.000137341 61.94704952LPPEFSPVIIK 16 39652628 2xTMT6plex [N-Term; K11] 1.026 0.995 1.082 3.875437498 24.43 0 1698.060601 3 566.6920166 0.527645885 0.000298658 85.23858694GDPGDQTK 6 39652628 2xTMT6plex [N-Term; K8] 1.028 1.062 0.977 2.304171562 23.49 0 1275.694501 2 638.3513184 0.673279339 0.000429449 18.12947068GVISTPVIR 6 39652628 1xTMT6plex [N-Term] 1.107 0.942 1.077 2.852468252 36.86 0 1170.740774 2 585.8726807 -2.297188186 -0.001344706 44.55631162EWTCPNLK 2 39652628 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.193 3.150895596 27.54 0 1505.818656 2 753.411377 -2.111053504 -0.001589432 50.0072166AVADYVR 6 39652628 1xTMT6plex [N-Term] 0.982 1.179 1.138 2.894502878 26.02 0 1022.583211 2 511.7949524 -0.56988501 -0.000291377 29.68092124797106 FAF2 FAS-associated factor 2 23197 NP_055428.1 46.06741573 1 14 14 135 445 52.591 5.62 1.15 1.17 1.17 1.17 Significant 0.0000328 ENTYPFLAMIMLK 8 24797106 2xTMT6plex [N-Term; K13] 1.339 1.698 1.588 4.550798416 42.37 0 2029.126648 3 677.0463867 -1.005843451 -0.000680328 112.4232827
KLECLPPEPSPDDPESVK 6 24797106 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C4] 1.375 1.503 1.113 5.750411034 29.23 1 2724.473294 3 908.8285522 -0.80404228 -0.000730197 54.02435594
VTDPVGDIVSFMHSFEEK 17 24797106 2xTMT6plex [N-Term; K18] 1.106 0.967 1.204 6.747102261 56.18 0 2495.289232 3 832.4347534 0.19017992 0.000158185 111.6665975LLQFQDLTGIESMDQCR 22 24797106 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.12 0.88 0.64 5.754785538 44.29 0 2283.131069 3 761.7133179 -2.482637461 -0.001889396 85.50535876LNEQEGVPSVFNPPPSRPLQVNTADHR 12 24797106 1xTMT6plex [N-Term] 0.884 1.599 1.703 6.030517101 21.56 0 3227.675888 4 807.6729126 -1.879819903 -0.001516862 57.31906785NTLCAPEVISLINTR 10 24797106 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.657 1.505 2.711 4.941288471 39.41 0 1930.062913 3 644.0258179 -0.006443685 -4.15E-06 89.73805029HTLEQHNWNIEAAVQDR 6 24797106 1xTMT6plex [N-Term] 1.291 1.691 5.423905849 38.39 0 2290.152607 3 764.0549316 -1.032838649 -0.000788453 42.15879755AHPVFYQGTYSQALNDAK 6 24797106 2xTMT6plex [N-Term; K18] 1.128 1.173 1.508 6.443470001 52.3 0 2468.297429 3 823.4368896 -0.532231113 -0.000437902 52.19075558QQQDEAYLASLR 6 24797106 1xTMT6plex [N-Term] 0.968 1.22 1.158 5.005069256 67.91 0 1650.864865 2 825.9359741 -0.116967667 -9.65E-05 46.29219592DLTQEQTEK 12 24797106 2xTMT6plex [N-Term; K9] 1.153 1.133 1.25 4.119544029 48.36 0 1549.847373 2 775.4296265 2.970260019 0.002301725 24.31878056FQIEANFPR 6 24797106 1xTMT6plex [N-Term] 1.387 1.222 3.691886187 46.36 0 1350.736751 2 675.8688354 -4.706351224 -0.003178521 60.58533963MLFWACSTNKPEGYR 5 24797106 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.966 0.964 0.803 3.637290478 5.41 0 2318.1826 3 773.3980713 -1.267886668 -0.000979731 66.88333514

RKEEEVQQQK 13 24797106 3xTMT6plex [N-Term; K2; K10] 1.162 1.243 1.265 4.125801086 5.22 2 1989.169599 4 498.0480652 0.417994618 0.000207866 19.45947733QNLQEEK 6 24797106 2xTMT6plex [N-Term; K7] 0.882 1.018 0.894 3.548730612 31.63 0 1346.768 2 673.8865356 -1.637847749 -0.0011029 21.50209362163644283 PSME4 proteasome activator complex subunit 4 23198 NP_055429.2 12.64243082 1 14 14 53 1843 211.199 6.9 0.85 1.35 1.34 1.18 Significant 0.019 TEHLGLNWFPNSVENILK 6 163644283 2xTMT6plex [N-Term; K18] 1.191 1.022 1.382 5.807847023 46.86 0 2569.417879 3 857.1439819 -0.189264355 -0.0001621 93.57560252TYPALETLTEPHQLTATLSCVIGVAR 4 163644283 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 1.032 100 5.939807415 33.38 0 3070.644437 3 1024.219482 -0.176765622 -0.000180928 99.10168067IAPVENDNSYDELKR 6 163644283 2xTMT6plex [N-Term; K14] 1.211 1.195 1.294 3.896649599 5.41 1 2221.186482 3 741.0649414 -2.796271858 -0.002070347 47.20836396NYENLVDTLLDGVEQR 7 163644283 1xTMT6plex [N-Term] 0.917 1.298 1.013 5.263669014 58.77 0 2107.086878 3 703.0331421 -0.951769236 -0.000668487 99.79675115IIGDLLQFQGSHK 6 163644283 2xTMT6plex [N-Term; K13] 1.904 1.9 1.528 4.017067432 44.03 0 1914.121303 3 638.7102051 -2.738194082 -0.001747079 80.5552678
SCVEIAELLQQSK 8 163644283 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.296 1.298 1.664 3.990523338 29.82 0 1963.093434 2 982.0474243 -2.985954253 -0.002930854 79.22705976

NFDDAFLPVLKPHLEHLVADSHESTQR 2 163644283 2xTMT6plex [N-Term; K11] 1.221 4.231899261 23.88 0 3573.885436 5 715.5809326 -2.764272733 -0.001975839 79.56556284GEPVTNLVPSMVSLEETK 2 163644283 2xTMT6plex [N-Term; K18] 0.984 4.089006424 16.06 0 2388.309634 3 796.7744751 -0.318843512 -0.000253832 85.23949706LLYELVSIPK 3 163644283 2xTMT6plex [N-Term; K10] 1.196 1.703 1.926560283 18.69 0 1633.034051 3 545.0160522 -0.274337034 -0.000149334 99.07956316VMLQHELR 4 163644283 1xTMT6plex [N-Term] 1.513 1.007 3.487363577 37.25 0 1254.718993 3 418.9108276 -0.847329043 -0.000354387 33.39078315ADLELPWRPLYDMVER 1 163644283 1xTMT6plex [N-Term] 1.169 3.801268578 0 2232.16844 3 744.727478 -0.250553658 -0.000186426 94.71148364TGSLEAAQALQNLALMRPELVIPPVLER 1 163644283 1xTMT6plex [N-Term] 1.143 3.861664772 0 3258.844533 4 815.4647217 -2.294178557 -0.001869093 112.3539486LLINLLK 2 163644283 2xTMT6plex [N-Term; K7] 0.09 2.719923019 21.22 0 1284.901915 2 642.9542847 -0.484530418 -0.000311287 88.75828637AGVGEPPEPGGRPEPGPR 1 163644283 1xTMT6plex [N-Term] 1.974910736 0 1985.040203 3 662.3510132 -0.864909041 -0.000572293 38.8397161962632750 ATP11B probable phospholipid-transporting ATPase IF 23200 NP_055431.1 3.993203059 1 2 3 14 1177 134.104 6.96 1.34 1.23 0.92 1.16 Significant 0.0115 AQVNTSDLNEELGQVEYVFTDK 2 62632750 2xTMT6plex [N-Term; K22] 1.109 4.851048946 45.02 0 2957.514417 3 986.5092163 -0.44685301 -0.000440525 93.24941409IAKDEIFPADLVLLSSDR 6 62632750 2xTMT6plex [N-Term; K3] 1.335 1.288 0.918 6.020004272 17.7 1 2460.411396 3 820.8101196 1.792040439 0.001469719 94.42523743TLCIAYR 18 62632750 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.072 0.604 1.016 3.00191021 20.09 0 1125.628781 2 563.3168335 -2.123993143 -0.001195414 41.8800725655749544 SH3PXD2A SH3 and PX domain-containing protein 2A 9644 NP_055446.2 1.447963801 1 2 2 8 1105 121.762 8.41 1.04 1.05 0.92 1 Significant 0.00173 ELDTVPAK 6 55749544 2xTMT6plex [N-Term; K8] 1.041 1.05 1.052 3.406735897 30.99 0 1330.798238 2 665.9024658 -0.438059924 -0.000291485 48.90506714GVTVEVIR 2 55749544 1xTMT6plex [N-Term] 0.858 1.859247208 20.61 0 1101.682925 2 551.3444214 -1.233346303 -0.000679378 40.103596997661950 CTR9 RNA polymerase-associated protein CTR9 homolog 9646 NP_055448.1 11.33844842 1 10 10 44 1173 133.42 6.77 1.42 1.46 1.54 1.48 Significant 0.000573
VQADVPPEILNNVGALHFR 6 7661950 1xTMT6plex [N-Term] 1.211 1.431 1.432 5.632427216 47.34 0 2318.28183 3 773.4317627 -0.472537052 -0.000365158 80.14320465DLITQATLLYTMADK 6 7661950 2xTMT6plex [N-Term; K15] 1.58 1.027 1.958 4.931166172 36.58 0 2155.208463 3 719.0723267 -2.800823974 -0.00201212 98.83379947EALQINQDHPDAWSLIGNLHLAK 6 7661950 2xTMT6plex [N-Term; K23] 1.482 1.517 1.602 6.31566143 33.65 0 3041.657274 4 761.1682129 -2.055566074 -0.001563082 86.90287746EATADISDVWLNLAHIYVEQK 4 7661950 2xTMT6plex [N-Term; K21] 0.847 4.746502399 44.47 0 2873.54493 3 958.5180054 -1.902453886 -0.001822262 110.3984134

GDKENASQCFEK 6 7661950 3xTMT6plex [N-Term; K3; K12]; 1xCarbamidomethyl [C9] 1.443 1.279 0.96 3.877691984 19.47 1 2100.099865 3 700.7033691 -2.052734823 -0.001436983 31.89073355
DKGNFYEASDWFK 2 7661950 3xTMT6plex [N-Term; K2; K13] 1.585 3.183243752 4.89 1 2294.206044 3 765.4072876 0.551446969 0.000421711 68.26673677KYFLASLDR 2 7661950 2xTMT6plex [N-Term; K1] 1.425 2.989276409 17.39 1 1570.935734 3 524.3171997 0.834789779 0.000437134 56.16818696GALAYYK 4 7661950 2xTMT6plex [N-Term; K7] 1.446 1.445 2.767179489 33.76 0 1243.74508 2 622.3759766 -0.324676661 -0.000201907 41.95162679ALELNSK 4 7661950 2xTMT6plex [N-Term; K7] 1.212 1.683 2.618007183 32.67 0 1232.761459 2 616.883728 -1.037650312 -0.000639588 41.0808578KQDEEER 4 7661950 2xTMT6plex [N-Term; K1] 1.792 1.778 2.158023119 9.76 1 1391.753079 3 464.5889282 -0.608744499 -0.000282407 15.010483197661862 PPM1F protein phosphatase 1F 9647 NP_055449.1 18.50220264 1 4 4 10 454 49.8 5.1 1.21 1.03 1.1 1.11 Significant 0.00221 AYFAVFDGHGGVDAAR 2 7661862 1xTMT6plex [N-Term] 1.263 4.781846046 22.42 0 1881.944512 3 627.9854736 -1.405111333 -0.000881447 59.70865735DPQELLEGGNQGEGDPQAEGR 3 7661862 1xTMT6plex [N-Term] 0.646 6.166943073 76.06 0 2425.14289 3 809.0521851 -0.366021409 -0.000295885 44.6070024HVSLPSFNQLFGLSDPVNR 4 7661862 1xTMT6plex [N-Term] 1.04 1.096 4.307987213 13.34 0 2356.261095 3 786.0915527 -0.420113406 -0.000329966 91.39469592KAPPPLAAALAHEAVSQLLQTDLSEFRK 1 7661862 3xTMT6plex [N-Term; K1; K28] 1.18 4.142940998 2 3689.135726 5 738.6332397 0.370263002 0.00027319 111.5259698

78499633 PLCH2 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase eta-2 isoform 1 9651 NP_055453.2 14.40677966 1 13 14 70 1416 154.572 7.84 0.84 0.91 0.77 0.84 Significant 0.00231
GTPEGACSVGHEGSVDAPAPSK 6 78499633 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C7] 0.815 0.935 0.778 4.549025536 48.68 0 2568.276436 3 856.7636108 -0.061076163 -5.23E-05 32.37012501AEEDVESGEDAGASR 7 78499633 1xTMT6plex [N-Term] 0.948 1.133 0.89 4.721466064 72.78 0 1750.792881 2 875.8999023 -0.201812849 -0.000176666 19.05381245GALGPASAAAENLVLLR 6 78499633 1xTMT6plex [N-Term] 0.735 0.845 0.665 5.767941952 66.4 0 1852.085363 2 926.5421753 -4.475260282 -0.004144282 81.46834074AASVEEGDEGQDSPGGQSR 12 78499633 1xTMT6plex [N-Term] 0.891 0.994 0.874 6.021568775 75.89 0 2104.958049 3 702.3240356 -0.2353379 -0.000165125 25.69112297WLTVFQQAGDITSPTSLGPAGEGVAGGPGFVR 8 78499633 1xTMT6plex [N-Term] 1.202 0.01 5.757940769 65.58 0 3401.76912 3 1134.591797 -2.434675814 -0.002760735 104.4470012GLLGIDGFTNYTR 6 78499633 1xTMT6plex [N-Term] 0.746 1.269 1.21 3.707508564 42.9 0 1655.895437 2 828.4517212 0.440337473 0.000364576 69.57834127FLVWDHDPIGR 6 78499633 1xTMT6plex [N-Term] 0.787 0.736 1.017 3.733893156 22.63 0 1583.853178 3 528.6211548 -2.693977315 -0.001422288 64.04359381FYYLDEHR 4 78499633 1xTMT6plex [N-Term] 0.987 0.837 2.835282564 26.59 0 1371.689467 3 457.9015503 0.459913794 0.000210286 42.67156306ATGQRPPIPDELQPR 3 78499633 1xTMT6plex [N-Term] 0.68 0.898 2.687463045 2.75 0 1904.055125 3 635.3546143 -3.064767656 -0.001945162 40.64375346MAQYLTDILGDK 2 78499633 2xTMT6plex [N-Term; K12] 0.936 1.925564647 2.81 0 1826.013392 3 609.3431396 0.806902797 0.000491138 96.77645861KLDSLIK 2 78499633 3xTMT6plex [N-Term; K1; K7] 1.079 2.841593266 15.29 1 1504.007726 3 502.0080261 1.196010572 0.000599603 55.7210384FLQVEQK 4 78499633 2xTMT6plex [N-Term; K7] 0.86 1.211 2.718216658 30.54 0 1349.819308 2 675.4129639 -0.486513729 -0.000328353 49.9376969TWVTGLR 2 78499633 1xTMT6plex [N-Term] 0.402 1.719711065 5.7 0 1061.630495 2 531.3191528 0.502598658 0.000266787 46.85878036SLGDLTADDFAPSFEGGSR 2 78499633 1xTMT6plex [N-Term] 0.01 1.524104834 0.05 0 2171.045408 2 1086.024292 -1.888581239 -0.002050098 70.052502467662078 TTC37 tetratricopeptide repeat protein 37 9652 NP_055454.1 21.6112532 1 27 27 130 1564 175.375 7.53 1.08 1.13 1.01 1.07 Significant 0.00105 AHILTALAITEYK 4 7662078 2xTMT6plex [N-Term; K13] 0.826 0.905 4.721078396 38.74 0 1902.146455 3 634.7207031 0.578706754 0.000366928 73.53411664ETELYQYNILQMNAIPAAQVILNK 6 7662078 2xTMT6plex [N-Term; K24] 1.363 1.339 1.3 5.398189068 36.4 0 3235.780091 3 1079.26355 -1.234634563 -0.001331669 108.0542573ASELNPESIYSVFK 6 7662078 2xTMT6plex [N-Term; K14] 1.31 1.036 1.176 3.942340612 56.06 0 2042.121028 2 1021.567017 2.805045854 0.002864122 87.91162524

EPTTESLQALCALGLAMQDATLSK 7 7662078 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C11] 1.395 1.448 1.98 6.368700027 49.7 0 3006.589179 3 1002.867554 -0.35632643 -0.000357109 111.2543438WSLSQAVTGLIDTGR 6 7662078 1xTMT6plex [N-Term] 1.448 1.051 0.971 5.973426342 77.07 0 1833.006778 2 917.0075684 0.590417211 0.000541119 96.25452604SGPGLIGLGIK 6 7662078 2xTMT6plex [N-Term; K11] 1.155 0.981 1 4.627985954 57.49 0 1469.945571 2 735.4737549 -3.631259878 -0.002668877 70.10340661LSDYDSSEEAIR 4 7662078 1xTMT6plex [N-Term] 0.825 0.851 5.092177868 57.6 0 1613.785611 2 807.395752 -0.857625536 -0.000692012 35.59621113AAELEPDQLLAWQGLANLYEK 4 7662078 2xTMT6plex [N-Term; K21] 1.059 0.877 6.325551987 50.44 0 2830.539116 3 944.1844482 -0.114657817 -0.000108181 105.9670512VNVHVLGVLLGQK 2 7662078 2xTMT6plex [N-Term; K13] 1.41 4.334240913 27.27 0 1834.16786 3 612.0605469 -0.420989276 -0.000257388 86.68919134TLDQISDADNIPGLLVLK 16 7662078 2xTMT6plex [N-Term; K18] 1.155 1.193 1.171 5.015247822 50.46 0 2383.384847 3 795.1310425 -2.632054408 -0.002091066 96.54161179AVHSNPGDPALWSLLSR 6 7662078 1xTMT6plex [N-Term] 1.569 1.045 1.444 6.437112808 41.04 0 2049.107889 3 683.7060547 -2.087741462 -0.001426002 71.19511944DDYELIDVLVNNAK 8 7662078 2xTMT6plex [N-Term; K14] 0.971 1.047 0.92 3.286037207 38.82 0 2079.137407 3 693.7161865 -1.635442505 -0.001133437 92.77221042VAAIQQILGK 6 7662078 2xTMT6plex [N-Term; K10] 1.109 1.23 1.103 4.54630518 51.87 0 1498.97212 2 749.9898682 0.226634052 0.000169859 80.96830218
LLCSTGEYDK 6 7662078 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.962 1.004 0.845 3.527202845 34.08 0 1643.871479 2 822.4382324 -1.393798894 -0.001145613 47.46138051

ALEYFTCALQHR 5 7662078 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.935 1.157 1.278 4.304299831 34.47 0 1737.894391 3 579.9685669 -1.866423197 -0.001081215 70.26168785IPSEDHQVLYR 2 7662078 1xTMT6plex [N-Term] 0.795 4.370535851 45.92 0 1585.853572 3 529.2880249 -2.554064915 -0.001350124 34.12536034GLGECHLMMAK 2 7662078 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.013 3.159069777 25.47 0 1704.89996 3 568.9709473 -0.980182512 -0.000557038 49.27516801SNPDQPAVILLLR 6 7662078 1xTMT6plex [N-Term] 1.175 1.115 0.856 3.83185029 34.77 0 1664.989671 2 832.9997559 1.539804597 0.001281879 76.29737163DDLPGVYQK 6 7662078 2xTMT6plex [N-Term; K9] 1.224 0.913 0.909 3.539553642 34.78 0 1492.841165 2 746.9234009 -1.098731885 -0.000820116 44.10208283FFENYNQSLEK 4 7662078 2xTMT6plex [N-Term; K11] 1.251 1.244 3.57131958 33.18 0 1876.984535 2 938.9968262 0.980697345 0.000920377 61.15188228
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LVDLYYQEK 4 7662078 2xTMT6plex [N-Term; K9] 1.467 1.224 3.326360464 36.73 0 1628.92998 2 814.9633789 -6.445419771 -0.005249569 63.50163454GSFDEAAK 2 7662078 2xTMT6plex [N-Term; K8] 0.941 2.87195158 13.72 0 1282.704338 2 641.8555908 -0.337263516 -0.000216305 29.33215531GGYTTALK 2 7662078 2xTMT6plex [N-Term; K8] 1.545 2.532800198 6.68 0 1268.761459 2 634.8853149 1.493308927 0.000947326 35.73133239VVYQPGYPK 2 7662078 2xTMT6plex [N-Term; K9] 0.907 2.62748909 13.16 0 1508.887722 2 754.9465332 -1.280349573 -0.000965952 45.40494935LDTYMGK 4 7662078 2xTMT6plex [N-Term; K7] 1.161 1.316 2.839955091 28.77 0 1285.72263 2 643.362915 -3.170840879 -0.002038411 46.78063354ALTHFLK 2 7662078 2xTMT6plex [N-Term; K7] 1.099 2.32609129 17.77 0 1287.818914 3 429.9446716 0.425279185 0.000182561 51.22319982NITEGLK 4 7662078 2xTMT6plex [N-Term; K7] 0.796 2.004850626 3.55 0 1232.761459 2 616.8834229 -1.532759531 -0.000944763 40.13711168
132626688 MDC1 mediator of DNA damage checkpoint protein 1 9656 NP_055456.2 1.962661561 1 3 3 22 2089 226.529 5.47 1.15 1.19 1.26 1.2 Significant 0.000717 GIPILSLDWLHQSR 6 132626688 1xTMT6plex [N-Term] 0.932 1.103 1.192 4.824863434 32.84 0 1864.064233 3 622.0256958 -0.911480209 -0.000566353 92.22747555VVITCPQDFPHCSIPLR 6 132626688 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C12] 1.755 1.205 1.697 5.29276371 28.83 0 2268.183045 3 756.7297363 -3.698650179 -0.002796405 65.63704183LDVSLPFVSR 10 132626688 1xTMT6plex [N-Term] 0.911 1.257 1.168 2.732794046 34.01 0 1361.799017 2 681.4022217 -1.358827993 -0.000925225 80.14583487661936 SAFB2 scaffold attachment factor B2 9667 NP_055464.1 22.77019937 1 8 19 163 953 107.408 6.16 1.32 1.19 1.17 1.23 Significant 0.00147 EPAEQPGDGER 8 7661936 1xTMT6plex [N-Term] 1.116 1.541 1.418 3.985340834 45.48 0 1413.680752 2 707.3433838 -0.892331506 -0.000630736 15.66878429ESSTSEGADQK 12 7661936 2xTMT6plex [N-Term; K11] 1.617 1.41 1.554 4.314414501 57.76 0 1596.811716 2 798.9091187 -0.472745349 -0.000377443 16.05671804KLAEEEDLFDSAHPEEGDLDLASESTAHAQSSK 2 7661936 3xTMT6plex [N-Term; K1; K33] 1.898 8.343025208 57.32 1 4244.10858 5 849.6266479 -1.047782785 -0.000889381 60.85115398LAEEEDLFDSAHPEEGDLDLASESTAHAQSSK 8 7661936 2xTMT6plex [N-Term; K32] 1.391 2.035 8.84900856 49.08 0 3886.850685 4 972.467041 -1.119414625 -0.001087749 63.37353737SEPVKEESSELEQPFAQDTSSVGPDR 14 7661936 2xTMT6plex [N-Term; K5] 1.439 2.002 1.283 6.285339832 48.16 1 3306.63778 3 1102.883545 -0.513544116 -0.000566035 59.83110188

KFDFDACNEVPPAPK 16 7661936 3xTMT6plex [N-Term; K1; K15]; 1xCarbamidomethyl [C7] 1.236 1.177 1.35 4.987826824 23.71 1 2422.304378 3 808.1066895 0.469226488 0.00037887 60.79718334
ILDILGETCK 21 7661936 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.451 1.297 1.338 3.866903305 49.77 0 1619.94425 3 540.6533813 0.827375984 0.000446768 82.99761485REPAEQPGDGER 12 7661936 1xTMT6plex [N-Term] 2.162 1.531 1.524 5.247811317 49.7 1 1569.781863 3 523.9309692 -2.235294749 -0.001169642 14.5874112DGWGGYGSDK 6 7661936 2xTMT6plex [N-Term; K10] 0.965 0.962 0.996 3.940856457 44.41 0 1499.753079 2 750.3799438 -0.311761112 -0.000233782 36.54571312QLPAQPPEHAVDGEGFK 6 7661936 2xTMT6plex [N-Term; K17] 1.278 1.603 1.114 4.366722107 32.26 0 2278.223202 3 760.079834 0.766739239 0.000582268 56.02512769VTPDIEESLLEPENEK 12 7661936 2xTMT6plex [N-Term; K16] 1.36 0.867 1.096 4.642534733 21.79 0 2300.227344 3 767.4165039 3.310450496 0.002538263 70.62922111ADSLLAVVK 19 7661936 2xTMT6plex [N-Term; K9] 1.227 1.378 1.244 3.868009329 55.84 0 1373.876823 2 687.4432373 1.728924556 0.001187665 69.09115576DDAYWPEGK 2 7661936 2xTMT6plex [N-Term; K9] 1.327 2.43865037 23.73 0 1538.78913 2 769.8974609 -0.964742323 -0.000742268 43.46450753NTLETSSLNFK 3 7661936 2xTMT6plex [N-Term; K11] 1.331 1.36 2.793526411 5.92 0 1711.963071 3 571.3247681 -1.939487386 -0.001106777 54.8018311NLDTGGNK 6 7661936 2xTMT6plex [N-Term; K8] 1.233 1.516 1.123 2.837826967 19.04 0 1276.726136 2 638.8665771 -0.20208964 -0.000129007 24.63697604LQLECQR 6 7661936 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.302 1.496 1.349 2.544418335 31.18 0 1175.640408 2 588.3239746 0.224676481 0.000132069 31.66864946FHDFDHR 4 7661936 1xTMT6plex [N-Term] 1.408 1.33 2.658362627 15.73 0 1202.590422 3 401.5350647 0.182374475 7.31E-05 21.57115515DILSFDK 2 7661936 2xTMT6plex [N-Term; K7] 1.338 2.76912117 22.07 0 1295.761124 2 648.3848267 0.96658272 0.00062623 69.55957173DGQHYGDDR 4 7661936 1xTMT6plex [N-Term] 1.197 1.09 2.047905922 9.86 0 1291.586458 3 431.2001343 -0.471225108 -0.000202876 14.2505429224307961 TTI1 TELO2-interacting protein 1 homolog 9675 NP_055472.1 4.958677686 1 4 4 16 1089 121.992 5.97 1.57 1.64 1.82 1.68 Significant 0.00197 LQLAVLQGLGPLCER 8 24307961 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.865 2.559 1.822 5.23374033 55.34 0 1896.093819 3 632.7015381 -1.981996961 -0.001252684 93.16058507SLDELEQK 4 24307961 2xTMT6plex [N-Term; K8] 1.497 1.36 3.342943192 35.34 0 1419.809531 2 710.4077759 -0.884444117 -0.000627871 44.77082332QLGDLFASFLPGISTALTR 2 24307961 1xTMT6plex [N-Term] 1.306 1.980410695 10.71 0 2236.253884 2 1118.63501 3.961384399 0.004429331 112.7226371AGPVYSHTLAFK 2 24307961 2xTMT6plex [N-Term; K12] 1.414 2.533671856 8.74 0 1749.009962 3 583.6751099 0.465617613 0.000271457 50.0275825155769548 PHF14 PHD finger protein 14 9678 NP_055475.2 8.783783784 1 7 7 22 888 99.991 5.33 1.02 1.21 1.01 1.08 Significant 0.00361 KAELMGISTDIFPVDNSDTSSSVDGR 6 55769548 2xTMT6plex [N-Term; K1] 1.309 1.287 0.978 4.192996502 22.48 1 3199.619293 3 1067.209595 -1.582050816 -0.00168732 77.54042199SEGQGIWALLGR 2 55769548 1xTMT6plex [N-Term] 1.363 4.329217911 38.9 0 1515.848093 2 758.4215698 -8.067788337 -0.006114771 79.90699264GTGDNENLVR 4 55769548 1xTMT6plex [N-Term] 1.598 0.863 3.677782774 44.49 0 1303.680359 2 652.3441162 0.458112198 0.000298616 20.22093517LNIPAILR 2 55769548 1xTMT6plex [N-Term] 0.977 2.83155036 16.33 0 1138.750945 2 569.8790283 -0.144807234 -8.24E-05 75.40057302LHVEYNK 4 55769548 2xTMT6plex [N-Term; K7] 1.317 1.293 2.6098032 18.3 0 1360.798907 3 454.2710876 -0.144797696 -6.57E-05 35.98490729

TECATCK 2 55769548 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C3; C6] 0.54 1.782317758 2.2 0 1327.675029 2 664.3425293 2.073725641 0.001376617 18.58123334
SQNWSSQK 2 55769548 2xTMT6plex [N-Term; K8] 1.559 1.054 1.763273478 0 1422.774148 2 711.8899536 -1.06683372 -0.000758932 23.949131927661968 CLINT1 clathrin interactor 1 isoform 2 9685 NP_055481.1 22.24 1 13 13 65 625 68.216 6.42 1.05 1.04 0.96 1.02 Significant 0.000784 ASPDQNASTHTPQSSVK 6 7661968 2xTMT6plex [N-Term; K17] 0.957 0.957 0.993 5.140151024 45.21 0 2213.156244 3 738.3916626 1.8932477 0.001396684 22.42181758YVGVSSDSVGGFR 4 7661968 1xTMT6plex [N-Term] 0.817 0.928 3.625945091 49.86 0 1558.806287 2 779.9068604 0.100591797 7.84E-05 45.37984042QDAFANFANFSK 11 7661968 2xTMT6plex [N-Term; K12] 1.083 1.194 1.051 4.948020458 71.93 0 1817.958655 2 909.4827271 -0.262458355 -0.000238569 68.1442649EATNDDPWGPSGQLMGEIAK 8 7661968 2xTMT6plex [N-Term; K20] 1.172 0.99 1.109 4.590422153 48.46 0 2574.291023 3 858.767334 -1.388567509 -0.001191526 72.28435063ELVEFAQDDDR 6 7661968 1xTMT6plex [N-Term] 0.925 0.976 0.768 4.677545071 56.63 0 1565.764482 2 783.3858643 -0.019220244 -1.50E-05 45.40694234IGSTIDDTISK 10 7661968 2xTMT6plex [N-Term; K11] 1.133 1.103 0.921 3.869709969 61.56 0 1607.925623 2 804.4655151 -1.162682238 -0.000934753 51.33866157GEFKDEEETVTTK 3 7661968 3xTMT6plex [N-Term; K4; K13] 0.971 0.737 4.517703533 20.73 1 2200.195205 3 734.0692139 -0.96196848 -0.000705506 38.01791206SLENYHFVDEHGK 2 7661968 2xTMT6plex [N-Term; K13] 0.923 4.350136757 21.97 0 2033.04926 4 509.0167236 -2.063776236 -0.00104894 40.88404409HIHITQATETTTTR 2 7661968 1xTMT6plex [N-Term] 1.218 4.213376999 28.84 0 1838.99219 3 613.668396 -0.845931661 -0.000518554 37.16177546SQNTDMVQK 8 7661968 2xTMT6plex [N-Term; K9] 1.039 1.084 0.941 3.901880741 46.25 0 1508.814299 2 754.9111328 0.457534768 0.000345168 24.90074517DKYVGVSSDSVGGFR 2 7661968 2xTMT6plex [N-Term; K2] 1.35 4.671316624 15.66 1 2031.091125 3 677.7011108 -1.155005031 -0.000781973 42.34071673VKELVEFAQDDDR 2 7661968 2xTMT6plex [N-Term; K2] 1.278 4.170016766 5.96 1 2022.090791 3 674.7011719 -0.904234868 -0.000609482 61.7430411ELVEFAQDDDRLR 1 7661968 1xTMT6plex [N-Term] 1.298 1.93253541 1 1834.949657 3 612.3203735 -1.683710787 -0.001029842 51.59390187208609990 NUP93 nuclear pore complex protein Nup93 isoform 1 9688 NP_055484.3 43.34554335 1 31 31 225 819 93.43 5.72 1.29 1.25 1.26 1.27 Significant 0.00009 DNALLSAIEESR 6 208609990 1xTMT6plex [N-Term] 1.099 0.95 0.834 5.212532043 66.35 0 1546.827417 2 773.9152832 -2.66792126 -0.002063407 63.44592108LVPLNQESVEER 6 208609990 1xTMT6plex [N-Term] 1.224 1.306 1.409 4.444768906 48.45 0 1641.900916 2 821.4539795 -0.142216636 -0.000116753 48.79499554DEKDSQGENMFLR 6 208609990 2xTMT6plex [N-Term; K3] 1.417 1.57 1.233 3.305150509 18.55 1 2027.02681 3 676.3455811 -2.279425173 -0.001540152 38.14701353LESLSAATTFEPLEPVKDTDIQGFLK 22 208609990 3xTMT6plex [N-Term; K17; K26] 2.61 1.433 1.474 6.378141403 32.17 1 3536.970678 3 1179.660156 -1.346375312 -0.001587363 101.1026802ILHTLLASGEDALDFTQESEPSYISDVGPPGR 18 208609990 1xTMT6plex [N-Term] 1.105 1.652 100 6.858719349 43.24 0 3643.832901 3 1215.28064 -1.519198283 -0.001845235 102.4754694NLQEIQQAGER 10 208609990 1xTMT6plex [N-Term] 1.277 1.305 1.082 4.28641367 55.16 0 1514.812435 2 757.9075317 -3.068646209 -0.002324212 32.35525238LLSPVVPQISAPQSNK 12 208609990 2xTMT6plex [N-Term; K16] 1.092 1.188 1.167 4.674438 51.48 0 2136.27926 3 712.7630615 -2.166832667 -0.001542987 74.50015497TLITFAGMIPYR 8 208609990 1xTMT6plex [N-Term] 1.058 1.47 1.282 4.437101841 53.89 0 1611.913001 2 806.460022 -0.144985919 -0.000116852 91.21644071LNQVCFDDDGTSSPQDR 2 208609990 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.495 3.440532446 36.71 0 2182.987241 2 1091.996704 -0.50823333 -0.000554733 41.75347906QMTDVLLTPATDALK 2 208609990 2xTMT6plex [N-Term; K15] 1.191 4.142991543 33.3 0 2075.182248 2 1038.089966 -4.622894872 -0.004796675 78.88340073

CDVTDNQSEVADKTEDYLWLK 4 208609990 3xTMT6plex [N-Term; K13; K21]; 1xCarbamidomethyl [C1] 1.418 2.503 3.455882549 11.65 1 3216.63377 3 1072.881958 -0.761487548 -0.000816476 73.71846271TFGMAEEYHR 8 208609990 1xTMT6plex [N-Term] 1.391 1.207 1.352 3.844477892 51.95 0 1469.704465 3 490.5729065 -0.203182058 -9.95E-05 31.81861177GLDISHISQR 8 208609990 1xTMT6plex [N-Term] 1.272 1.391 1.262 4.510905266 38.4 0 1354.764029 3 452.2590942 -0.958967856 -0.000433058 34.54850209EALQYFYFLR 8 208609990 1xTMT6plex [N-Term] 2.008 1.577 1.07 4.158798218 52.91 0 1578.851781 2 789.9246216 -6.216198414 -0.004907228 93.81571813TSQETADVK 10 208609990 2xTMT6plex [N-Term; K9] 1.447 1.743 1.222 3.546293259 40.86 0 1436.799694 2 718.9038696 0.534651988 0.000384094 21.63290728NEKDNALLSAIEESR 5 208609990 2xTMT6plex [N-Term; K3] 1.165 1.03 1.017 3.660046339 7.74 1 2147.170832 3 716.3943481 -1.090163098 -0.000780255 61.04875364SSLDNIEMAYAR 6 208609990 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.338 1.877 1.405 2.85856986 48.24 0 1614.799488 2 807.902832 -0.681358589 -0.000550129 45.07505294LTLSQFQK 12 208609990 2xTMT6plex [N-Term; K8] 1.161 1.216 1.266 3.4698174 41.39 0 1422.872072 2 711.9398804 0.289901106 0.000206246 60.25509386SISDMWTMVK 2 208609990 2xTMT6plex [N-Term; K10] 1.238 3.695129395 17.94 0 1655.890106 2 828.4476318 -1.27973959 -0.001059554 84.21910965GLFEEAAK 4 208609990 2xTMT6plex [N-Term; K8] 1.265 1.181 3.187549829 49.55 0 1322.772023 2 661.8875122 -3.232209226 -0.002137738 52.02500392AQGISANK 6 208609990 2xTMT6plex [N-Term; K8] 1.099 1.217 1.319 3.490614891 37.98 0 1246.751957 2 623.8790894 -0.845764915 -0.00052723 22.86520694VASVAENK 12 208609990 2xTMT6plex [N-Term; K8] 1.238 1.153 1.347 3.304585457 47.22 0 1275.767272 2 638.387146 -0.201343786 -0.000128434 30.28187642LSPATENK 6 208609990 2xTMT6plex [N-Term; K8] 1.299 1.198 1.369 3.045708179 40.53 0 1317.777837 2 659.3919067 -0.986542193 -0.000650022 29.27639185AQHQLGEFK 8 208609990 2xTMT6plex [N-Term; K9] 1.344 1.217 1.405 3.384800673 28.75 0 1515.868383 3 505.9607544 -0.444145688 -0.000224422 33.59005041QIYIYNEK 6 208609990 2xTMT6plex [N-Term; K8] 1.193 1.371 1.055 2.821394682 19.67 0 1528.877551 2 764.940979 -1.876868547 -0.001434751 47.64706386AVYCIIGR 2 208609990 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.118 2.37244606 24.53 0 1180.67098 2 590.8391724 0.074327703 4.39E-05 48.61149681FTSDTKPIINK 3 208609990 3xTMT6plex [N-Term; K6; K11] 1.107 1.884 1.317 2.155729294 0 1951.183124 3 651.0656128 -0.430062706 -0.00027971 52.62650271KPGVIDK 2 208609990 3xTMT6plex [N-Term; K1; K7] 1.336 2.10673666 8.25 0 1443.950211 3 481.9882507 -0.008672553 -4.17E-06 38.75169974LLMLYTR 6 208609990 1xTMT6plex [N-Term] 1.06 1.274 0.962 2.487337112 29.28 0 1138.685567 2 569.8466187 0.34529698 0.000196592 68.57686374VLELMNK 6 208609990 2xTMT6plex [N-Term; K7] 1.021 1.237 1.333 3.146142483 33.57 0 1304.801215 2 652.9025879 -2.541221385 -0.001657894 63.30701567TLITFAGMIPYR 3 208609990 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.971 2.736168385 9.7 0 1627.907916 2 806.460022 -0.144985919 -0.000116852 91.21644071AFDIIER 6 208609990 1xTMT6plex [N-Term] 1.19 1.113 1.142 2.301463842 17.08 0 1092.625076 2 546.8164673 0.532891223 0.000291125 50.17062446187960100 UBE3C ubiquitin-protein ligase E3C 9690 NP_055486.2 5.078485688 1 5 5 24 1083 123.844 6.71 0.99 1.08 1.07 1.05 Significant 0.00074 GSPMSFEDSSR 4 187960100 1xTMT6plex [N-Term] 0.856 1.632 4.053471088 48.46 0 1428.66266 2 714.8344116 -0.77900672 -0.000556469 30.5764242MITGSMVPLLQVISR 4 187960100 1xTMT6plex [N-Term] 1.083 1.165 3.909810305 47.77 0 1874.080477 3 625.364563 -0.715655049 -0.000447065 106.1941838LPEFYDETLLR 4 187960100 1xTMT6plex [N-Term] 1.138 1.115 3.336528063 22.33 0 1624.87839 2 812.9424438 -0.479115663 -0.000389252 80.37195244EFLNELLK 8 187960100 2xTMT6plex [N-Term; K8] 0.997 1.092 1.066 3.233007193 30.82 0 1463.887387 2 732.4468384 -0.674356645 -0.000493591 83.75441168LSPENEPDLK 4 187960100 2xTMT6plex [N-Term; K10] 0.914 0.805 3.111568689 30.81 0 1599.899408 2 800.4509277 -3.018684315 -0.002414796 45.12519323
62988276 KIAA0391 mitochondrial ribonuclease P protein 3 isoform 1 precursor 9692 NP_055487.2 13.55060034 1 7 7 32 583 67.272 8.78 0.96 1.06 1.23 1.08 Significant 0.00525

TIESIQLSPEEYECLK 4 62988276 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 0.914 1.142 4.672545433 42 0 2397.262349 3 799.7603149 1.686204357 0.001347425 73.90490876
ESQLLLNVVSQLAK 14 62988276 2xTMT6plex [N-Term; K14] 0.902 1.021 1.284 4.872272968 56.14 0 2000.215597 2 1000.611145 -0.291978994 -0.00029201 107.8889752SLLAWVAAK 2 62988276 2xTMT6plex [N-Term; K9] 0.908 4.004549026 31.84 0 1416.897892 2 708.9519653 -0.874054471 -0.000619223 86.88745233EALLLLEDIK 2 62988276 2xTMT6plex [N-Term; K10] 0.536 2.966837168 29.43 0 1615.008231 3 539.0073242 -0.502303168 -0.000270408 98.10554846SRPPFDVVIDGLNVAK 4 62988276 2xTMT6plex [N-Term; K16] 1.146 1.207 4.742730618 7.98 0 2185.274509 3 729.0964355 0.111720804 8.14E-05 79.58937061ATNLIAK 4 62988276 2xTMT6plex [N-Term; K7] 1.102 1.004 2.431446314 21.19 0 1188.771629 2 594.8897095 0.43146665 0.000256458 42.32625894AFFDFGK 2 62988276 2xTMT6plex [N-Term; K7] 0.537 2.208871841 12.3 0 1289.72943 2 645.3685913 0.368865885 0.000237869 72.104512057661910 EMC2 ER membrane protein complex subunit 2 9694 NP_055488.1 38.72053872 1 8 8 62 297 34.811 6.57 1.24 1.23 1.24 1.24 Significant 0.00000727

AAFCLEELMMTNPHNHLYCQQYAEVK 6 7661910 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C4; C19] 1.279 2.034 1.872 6.275333405 47.02 0 3655.757007 4 914.6957397 1.127693763 0.001030644 82.23611575VSELYDVTWEEMR 6 7661910 1xTMT6plex [N-Term] 1.394 1.241 0.812 5.248300076 53.65 0 1885.920331 2 943.4622192 -1.680215959 -0.001584377 76.82701599NSEQIVEVGEELINEYASK 8 7661910 2xTMT6plex [N-Term; K19] 1.266 1.207 100 6.439896107 58.08 0 2609.371048 3 870.4615479 -0.366887382 -0.000319115 107.0690273YASWAASQINR 6 7661910 1xTMT6plex [N-Term] 0.99 1.282 1.401 4.296613693 54.55 0 1495.785492 2 748.3950806 -1.743443295 -0.001303909 47.70098761YTQGGLENLELSR 10 7661910 1xTMT6plex [N-Term] 1.228 1.073 1.016 4.832434177 74.65 0 1708.906729 2 854.9567261 -0.324167231 -0.000276986 52.93251062AVEDMLETLQITQS 17 7661910 1xTMT6plex [N-Term] 1.311 1.183 100 3.423429251 49.78 0 1806.935646 2 903.9718018 0.376657368 0.000340298 95.49962426ILQEDPTNTAAR 7 7661910 1xTMT6plex [N-Term] 1.337 1.164 1.257 3.916479111 33.03 0 1557.843401 2 779.425415 0.097845602 7.62E-05 34.11126002AYQFAGR 2 7661910 1xTMT6plex [N-Term] 1.11 1.954099059 11.02 0 1041.567895 2 521.2869873 -1.149459992 -0.00059862 28.558674338788372 AQR intron-binding protein aquarius 9716 NP_055506.1 10.70707071 1 10 10 41 1485 171.186 6.37 0.53 1.55 1.41 1.17 Non-Significant 0.0677 LNLQFLTLHDYLLR 4 38788372 1xTMT6plex [N-Term] 1.329 1.502 5.750787735 36.13 0 1988.153048 3 663.3901978 1.504834712 0.000997281 97.24673304ISQIQQLNQMPLYPTEK 4 38788372 2xTMT6plex [N-Term; K17] 1.76 1.5 5.319700718 54.44 0 2489.383802 3 830.4655762 -0.653287924 -0.000542095 77.32210798TLIVEPHVIPNR 4 38788372 1xTMT6plex [N-Term] 1.459 1.621 4.572437286 45.08 0 1616.968542 3 539.6610107 -0.03898866 -2.10E-05 48.87213776AAFAHFPELYDFALSNVAEVDTR 2 38788372 1xTMT6plex [N-Term] 1.131 5.304422379 35.73 0 2812.41436 3 938.1394043 -3.804819633 -0.00356691 100.4376051
IIWDENIVPTEYYSGEGCLALPK 4 38788372 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C18] 1.643 1.274 3.756670952 32.14 0 3125.626945 3 1042.547974 0.775111195 0.000807569 97.89851862

REEDGHLFSQLLDMLK 6 38788372 2xTMT6plex [N-Term; K16] 1.637 1.577 1.412 5.027466774 21.05 1 2389.294987 4 598.0789185 -0.478233906 -0.00028566 96.69293092GPYPYNQPK 4 38788372 2xTMT6plex [N-Term; K9] 1.853 1.554 2.908542156 30.32 0 1521.846585 2 761.4269409 0.013191828 1.00E-05 35.41817649GSTLPDVTEVSTFFPFHEYFANAPQPIFK 2 38788372 2xTMT6plex [N-Term; K29] 1.384 4.056532383 19.66 0 3744.935406 3 1248.979004 -3.457248216 -0.004315724 112.143004VIEDIYEK 9 38788372 2xTMT6plex [N-Term; K8] 0.076 1.582 1.261 3.209377766 25.79 0 1466.850667 2 733.9281616 -1.104957613 -0.000810404 57.89222169LESTYEIR 2 38788372 1xTMT6plex [N-Term] 0.995 2.776902914 19.94 0 1239.678233 2 620.3422241 -0.856470481 -0.000530874 41.802082717662316 VPRBP protein VPRBP isoform 1 9730 NP_055518.1 10.94890511 1 12 12 59 1507 168.9 5.06 1.21 1.07 1.2 1.16 Significant 0.00151 TFNATDYKPIATIDVK 4 7662316 3xTMT6plex [N-Term; K8; K16] 1.1 1.188 3.862220287 16.76 0 2484.431687 3 828.8148193 -0.717408411 -0.000594117 67.80777535SDHGAYSQSPAIK 6 7662316 2xTMT6plex [N-Term; K13] 1.127 1.125 1.197 4.735641956 38.46 0 1818.975033 3 606.9963379 -0.314731162 -0.000190829 26.34235781EADLPMTAASHSSAFTPVTAAASPVSLPR 4 7662316 1xTMT6plex [N-Term] 1.162 1.136 5.732065201 28.88 0 3111.598215 3 1037.870361 -0.541138511 -0.000561269 71.96480735ADPECMLGHLLR 2 7662316 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.504 4.163607121 20.52 0 1640.844998 3 547.6195068 -0.628232519 -0.000343611 68.00484553
LPLFSSCQIQQLMK 4 7662316 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 1.005 1.095 4.702077389 31.96 0 2151.207024 3 717.7405396 0.019385556 1.39E-05 99.52563166

GLGETATVLTK 4 7662316 2xTMT6plex [N-Term; K11] 1.024 0.836 3.17788434 34.14 0 1547.940879 2 774.4746094 0.686570149 0.000531385 54.7053902VSGKPLLIGTDVSLAR 5 7662316 2xTMT6plex [N-Term; K4] 1.206 1.075 1.002 4.61569643 17.53 0 2084.284346 3 695.4324341 -0.76605858 -0.000532228 74.64361797AELTTLLEQWEK 14 7662316 2xTMT6plex [N-Term; K12] 1.198 1.214 1.068 4.205904007 34.07 0 1919.089 3 640.3669434 -1.418986756 -0.000907721 97.12726723LLTLFNPDLANNYK 4 7662316 2xTMT6plex [N-Term; K14] 1.194 1.017 3.596037388 22.37 0 2094.199947 3 698.7373657 -1.147675528 -0.000801154 98.69949766VLLSLLSIK 8 7662316 2xTMT6plex [N-Term; K9] 1.815 1.267 1.487 3.503450394 49.15 0 1443.991458 2 722.4984131 -1.321980205 -0.000954464 110.1501227YGGVDGGCFDR 2 7662316 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.909 2.778884172 26.37 0 1431.65243 2 716.3300781 0.314357026 0.000225025 31.03140027FRPISVFR 2 7662316 1xTMT6plex [N-Term] 1.412 3.427953005 22.51 0 1250.757093 3 417.5906067 0.139034478 5.80E-05 53.799537757661952 SART3 squamous cell carcinoma antigen recognized by T-cells 3 9733 NP_055521.1 28.55659398 1 27 27 124 963 109.865 5.57 1.15 1.13 1.04 1.11 Significant 0.000933
YKPYEEALLQAEAPR 4 7661952 2xTMT6plex [N-Term; K2] 1.338 1.11 4.438082218 21.29 0 2236.237789 3 746.0838013 -0.419812871 -0.000312934 57.77575889GLAYVEYENESQASQAVMK 4 7661952 2xTMT6plex [N-Term; K19] 0.914 1.247 3.886652946 37.13 0 2575.311424 3 859.1079102 -0.872574566 -0.00074905 61.4440745ALVENCLVPDLWIR 8 7661952 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.414 1.46 1.242 4.570753574 35 0 1927.06727 3 643.0264893 -1.222295972 -0.000785149 92.94649399GADEDDEKEWGDDEEEQPSKR 3 7661952 3xTMT6plex [N-Term; K8; K20] 1.124 1.225 4.837144375 17.19 2 3151.490671 4 788.6287231 0.759030686 0.00059802 29.47099261TEGSLEDWDIAVQK 8 7661952 2xTMT6plex [N-Term; K14] 1.354 1.623 0.703 4.89060688 45.66 0 2049.090456 2 1025.050049 1.1539687 0.001182293 73.47356068

LFISGLPFSCTK 4 7661952 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.185 1.331 4.33156395 59.75 0 1828.044299 2 914.524353 -1.569663992 -0.001434708 92.46446234
EAALVQQEEEK 6 7661952 2xTMT6plex [N-Term; K11] 0.889 1.029 0.889 4.468095303 48.19 0 1731.9529 2 866.4790649 -1.182028211 -0.001023609 38.6950767EAALVQQEEEKAEQR 5 7661952 2xTMT6plex [N-Term; K11] 1.301 2.337 100 5.488424778 23.99 1 2216.192296 3 739.4020386 -0.330822982 -0.000244389 54.05118345FNESGDPSCVIMQNWAR 2 7661952 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.82 2.53783679 14.93 0 2240.042588 2 1120.526489 1.390123403 0.001556968 67.42690326GADEDDEKEWGDDEEEQPSK 2 7661952 3xTMT6plex [N-Term; K8; K20] 1.028 4.365598202 20.88 1 2995.38956 3 999.135437 0.733836155 0.000732708 35.43900741SALQALEMDR 2 7661952 1xTMT6plex [N-Term] 0.909 3.722321987 19.32 0 1362.724866 2 681.8668823 1.190327173 0.000811044 51.61761587ELWDSIMTR 6 7661952 1xTMT6plex [N-Term] 0.897 0.631 0.821 3.305642366 31.31 0 1379.719052 2 690.3605957 -3.723601368 -0.002568762 68.55597232GLALWEAYR 4 7661952 1xTMT6plex [N-Term] 1.092 0.873 3.148207426 39.2 0 1307.730938 2 654.3692627 0.237878157 0.00015554 66.77529663DLVLSVHNR 6 7661952 1xTMT6plex [N-Term] 1.08 1.112 1.064 3.738156796 36.09 0 1281.74765 3 427.9206543 -0.187797789 -8.02E-05 34.44934935AHGDTQHCR 2 7661952 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 100 3.689871788 34.8 0 1310.622133 3 437.5458679 0.700384759 0.00030598 12.4608782AVAAATYK 6 7661952 2xTMT6plex [N-Term; K8] 1.033 1.092 0.947 3.345698595 43.3 0 1252.766544 2 626.8864136 -0.793030088 -0.000496741 33.24839314ADGEEDEVK 4 7661952 2xTMT6plex [N-Term; K9] 1.262 1.048 2.844112396 27.61 0 1449.747324 2 725.3769531 -0.479304213 -0.000347435 104.0898625NCPWTVALWSR 6 7661952 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.068 0.947 1.424 3.382817268 21.55 0 1618.836148 2 809.921875 0.200990076 0.000162685 70.18849183

GYCYVEFK 4 7661952 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.87 1.203 3.057249784 33.35 0 1523.796858 2 762.3987427 -4.363677745 -0.003324679 54.00260079
YSTSLEK 6 7661952 2xTMT6plex [N-Term; K7] 1.146 1.052 0.954 2.777289629 33.03 0 1285.740389 2 643.3729248 -1.412252925 -0.000907895 32.83924502VLHDSSK 4 7661952 2xTMT6plex [N-Term; K7] 1.138 1.168 2.654604197 25.26 0 1243.741058 3 415.2515564 -0.757055129 -0.00031386 20.62031531IQLIFER 6 7661952 1xTMT6plex [N-Term] 1.448 1.476 0.973 2.448900461 28.63 0 1147.70366 2 574.3552856 -0.318637075 -0.00018285 83.52286896YSQYLDR 6 7661952 1xTMT6plex [N-Term] 1.167 1.287 0.904 2.239074945 9.15 0 1173.610154 2 587.3086548 -0.103032244 -6.05E-05 32.43011432LEGELTK 4 7661952 2xTMT6plex [N-Term; K7] 1.198 1.186 2.392828941 8.56 0 1247.761124 2 624.3838501 -0.56153752 -0.000350332 43.45571118VAISNPPQR 6 7661952 1xTMT6plex [N-Term] 0.925 0.787 0.823 2.766779423 25.43 0 1210.710537 2 605.8583984 -0.839461597 -0.000508172 27.47823803MSNADFAK 5 7661952 2xTMT6plex [N-Term; K8]; 1xOxidation [M1] 1.091 1.053 1.121 1.8418504 34.63 0 1357.718608 2 679.362915 -0.040083324 -2.72E-05 29.86381394HGVDHQVISVTFEK 1 7661952 2xTMT6plex [N-Term; K14] 0.936 2.636503935 0 2054.143495 4 514.2915649 0.455053713 0.000233686 46.107733647661960 KNTC1 kinetochore-associated protein 1 9735 NP_055523.1 2.39927569 1 3 4 16 2209 250.588 5.97 0.24 1.98 0.2 0.81 Non-Significant 0.303 ISPPVDLEYQYMLEHVITLPSAAQTR 5 7661960 1xTMT6plex [N-Term] 1.823 3.666 100 5.087661743 30.03 0 3200.686301 3 1067.566528 -0.396652138 -0.000423186 106.5957478VLAPELIPSILEK 6 7661960 2xTMT6plex [N-Term; K13] 2.116 1.943 3.517312765 28.54 0 1880.187258 3 627.4006348 0.049743383 3.12E-05 104.1724739TSVDILK 4 7661960 2xTMT6plex [N-Term; K7] 1.263 2.301092863 11.48 0 1233.78186 2 617.394043 -0.851351875 -0.000525191 44.2439627IIDLIDR 3 7661960 1xTMT6plex [N-Term] 0.085 0.16 2.203970194 12.53 0 1086.672026 2 543.8392944 -0.656714073 -0.000356816 71.874119937661948 MLEC malectin isoform1 precursor 9761 NP_055545.1 32.19178082 1 8 8 52 292 32.214 5.41 1.09 1.15 1.14 1.12 Significant 0.000271 LSVQGEVSTFTGK 6 7661948 2xTMT6plex [N-Term; K13] 0.667 0.836 3.84933567 40.69 0 1811.031485 2 906.0193481 -0.036156708 -3.27E-05 64.97295647

VCALYIMAGTVDDVPK 6 7661948 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 1.595 1.343 1.08 4.003190994 37.91 0 2210.196519 3 737.4036865 -0.005524254 -4.07E-06 89.20779787SNPEDQILYQTER 8 7661948 1xTMT6plex [N-Term] 1.242 1.082 100 4.643928528 55.49 0 1821.918022 2 911.4625854 -0.070316864 -6.41E-05 42.57867393KEEEEEEEEYDEGSNLK 6 7661948 3xTMT6plex [N-Term; K1; K17] 0.727 0.682 0.799 5.715213776 40.52 1 2773.350655 3 925.1223145 0.625607646 0.000578343 35.5543632FAEVYFAQSQQK 6 7661948 2xTMT6plex [N-Term; K12] 1.645 1.237 1.397 3.312485456 22.06 0 1904.03182 3 635.3483276 -0.729956206 -0.000463287 63.56619233LQPHPGLEK 8 7661948 2xTMT6plex [N-Term; K9] 0.98 0.996 1.027 3.664669037 21.69 0 1476.89387 3 492.9688416 -1.285320385 -0.000632761 44.67340454LYIEFVK 6 7661948 2xTMT6plex [N-Term; K7] 1.143 1.353 1.382 3.433281898 30.86 0 1369.849545 2 685.4294434 1.507288707 0.001032379 79.85663726DLDIFDR 6 7661948 1xTMT6plex [N-Term] 1.376 1.351 0.826 3.049903631 35.98 0 1122.599255 2 561.8032837 0.031999676 1.80E-05 55.107415127661958 BCLAF1 bcl-2-associated transcription factor 1 isoform 1 9774 NP_055554.1 24.89130435 1 21 22 165 920 106.059 9.98 1.17 1.22 1.2 1.2 Significant 0.000147
STSESFIQHIVSLVHHVK 22 7661958 2xTMT6plex [N-Term; K18] 2.833 1.918 2.353 6.182506084 54.59 0 2506.418213 5 502.0884705 -1.981885965 -0.000993487 91.8635925SQEEPKDTFEHDPSESIDEFNK 4 7661958 3xTMT6plex [N-Term; K6; K22] 1.43 1.286 7.380919933 27.56 1 3295.620956 4 824.6615601 1.048013234 0.000863464 50.79237342SSFYPDGGDQETAK 20 7661958 2xTMT6plex [N-Term; K14] 1.115 1.191 1.268 4.082974911 34.98 0 1959.970007 2 980.4838257 -4.914489905 -0.004816126 37.85650592KAEGEPQEESPLK 6 7661958 3xTMT6plex [N-Term; K1; K13] 1.17 1.189 1.075 5.891211033 26.48 1 2129.20571 3 710.4054565 -1.828691833 -0.001297887 35.15089286ETGYVVERPSTTK 6 7661958 2xTMT6plex [N-Term; K13] 1.34 1.132 1.344 3.810911894 16.51 0 1925.074413 3 642.3630981 0.17072254 0.000109551 31.59525408ETQSPEQVK 6 7661958 2xTMT6plex [N-Term; K9] 0.924 1.076 0.989 3.696604013 37.5 0 1503.841894 2 752.4237671 -1.087907126 -0.00081802 23.77639941YFLHDDRDDGVDYWAK 6 7661958 2xTMT6plex [N-Term; K16] 0.919 0.807 0.946 4.149234295 10.69 1 2473.218845 4 619.0608521 1.105277493 0.000683398 56.97294634DTFEHDPSESIDEFNK 2 7661958 2xTMT6plex [N-Term; K16] 0.894 3.945533276 14.31 0 2368.134506 3 790.0501709 0.613784947 0.000484508 57.5278875LLASTLVHSVK 10 7661958 2xTMT6plex [N-Term; K11] 1.137 1.147 1.156 4.322801113 36.72 0 1626.035448 3 542.6815186 -3.349278727 -0.001815349 65.4083983MAPVPLDDSNRPASLTK 2 7661958 2xTMT6plex [N-Term; K17] 1.025 4.424125671 17.53 0 2270.257873 3 757.4230957 -1.382653778 -0.001046327 53.9850373SAAMTLNER 6 7661958 1xTMT6plex [N-Term] 1.364 0.777 1.233 3.120690584 31.37 0 1221.645887 2 619.3236694 -0.598043318 -0.000370081 20.44725169MIASDSHRPEVK 9 7661958 2xTMT6plex [N-Term; K12] 1.192 1.208 1.132 3.853109598 17.3 0 1828.015124 4 457.7591858 -0.115062471 -5.26E-05 27.42993016KSVLADQGK 6 7661958 3xTMT6plex [N-Term; K1; K9] 1.244 1.097 1.441 3.947951317 18.4 1 1633.025167 3 545.0133667 0.232481204 0.000126549 32.69732251TIAPQNAPR 4 7661958 1xTMT6plex [N-Term] 0.96 1.093 3.391810656 34.45 0 1196.694887 2 598.8504028 -1.134370968 -0.000678748 22.62952363EEEWDPEYTPK 4 7661958 2xTMT6plex [N-Term; K11] 1.033 0.867 3.252388239 37.28 0 1880.931831 2 940.9692383 -0.335316512 -0.000315354 47.96405203NTEEEGLK 6 7661958 2xTMT6plex [N-Term; K8] 1.007 1.345 1.219 3.285602808 30.34 0 1377.762581 2 689.3847046 -0.325266718 -0.00022407 24.72603755SVLADQGK 4 7661958 2xTMT6plex [N-Term; K8] 1.045 0.848 3.298895597 39.95 0 1275.767272 2 638.3874512 0.277075418 0.000176742 30.89311608SIFDHIK 14 7661958 2xTMT6plex [N-Term; K7] 1.302 1.416 1.275 3.202989817 30.27 0 1317.793093 3 439.9358215 -0.137920279 -6.06E-05 52.75422559SAAMTLNER 4 7661958 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.464 1.223 1.835223079 41.71 0 1237.640802 2 619.3236694 -0.598043318 -0.000370081 20.44725169VFKEENQK 4 7661958 3xTMT6plex [N-Term; K3; K8] 1.284 1.197 1.128 2.035970449 0.27 1 1709.020082 3 570.3449707 0.162115927 9.24E-05 34.19012803FTDEESR 4 7661958 1xTMT6plex [N-Term] 1.02 1.113 2.897785425 22.21 0 1112.542134 2 556.7740479 -1.181777153 -0.000657388 20.81555372ESDGFREEK 12 7661958 2xTMT6plex [N-Term; K9] 1.065 1.12 1.16 3.035004377 9.33 1 1554.816407 3 518.9437866 0.25694563 0.000133168 21.74882672EREEEFK 4 7661958 2xTMT6plex [N-Term; K7] 1.163 1.203 2.17310071 4.16 1 1424.778565 3 475.5975037 -0.426307418 -0.000202465 22.066264477661920 EIF4A3 eukaryotic initiation factor 4A-III 9775 NP_055555.1 59.6107056 1 17 20 234 411 46.841 6.73 1.22 1.15 1.21 1.19 Significant 0.000335 MLVLDEADEMLNK 22 7661920 2xTMT6plex [N-Term; K13] 1.322 1.158 1.196 5.2984519 71.16 0 1979.059356 2 990.0323486 -0.977971868 -0.000967732 88.91168119GIYAYGFEKPSAIQQR 22 7661920 2xTMT6plex [N-Term; K9] 1.465 1.304 1.295 4.802929878 25.59 0 2286.264673 3 762.7593384 -0.529655772 -0.000403644 54.74279179KLDYGQHVVAGTPGR 10 7661920 2xTMT6plex [N-Term; K1] 1.313 1.357 1.418 5.592674732 43.32 1 2056.170379 3 686.0608521 -1.155399222 -0.000791899 33.68402597

GLLALGDYMNVQCHACIGGTNVGEDIR 10 7661920 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C13; C16] 2.98 2.417 1.261 6.746347427 76.19 0 3162.533189 3 1054.848633 -0.58297649 -0.000614561 78.94829388
DVIAQSQSGTGK 24 7661920 2xTMT6plex [N-Term; K12] 1.296 1.035 1.132 3.651332378 56.31 0 1648.92702 2 824.9660645 -1.314699634 -0.001083922 111.7687293EANFTVSSMHGDMPQK 6 7661920 2xTMT6plex [N-Term; K16] 1.205 1.077 1.141 6.724584103 36.62 0 2237.109494 3 746.3739014 -1.04744021 -0.000781079 47.80963027GLDVPQVSLIINYDLPNNR 10 7661920 1xTMT6plex [N-Term] 1.27 1.164 1.068 4.618959904 37.96 0 2369.302625 3 790.4400635 1.271226248 0.001003973 93.13638432YLPPATQVVLISATLPHEILEMTNK 6 7661920 2xTMT6plex [N-Term; K25] 0.962 0.934 6.371472836 45.4 0 3236.836878 3 1079.615601 -1.430183961 -0.001543091 112.7600854VLISTDVWAR 18 7661920 1xTMT6plex [N-Term] 1.122 1.206 1.259 3.411991835 43.91 0 1388.809916 2 694.9083862 -0.302690136 -0.00021019 64.51423621DIEQYYSTQIDEMPMNVADLI 7 7661920 1xTMT6plex [N-Term] 0.749 1.175 2.631489754 5.81 0 2717.28875 3 911.7652588 -0.893541656 -0.000814101 96.70447075DIEQYYSTQIDEMPMNVADLI 18 7661920 1xTMT6plex [N-Term]; 1xOxidation [M] 1.167 0.72 1.197 3.149201632 12.86 0 2733.283665 3 911.7652588 -0.893541656 -0.000814101 96.70447075EANFTVSSMHGDMPQK 2 7661920 2xTMT6plex [N-Term; K16]; 1xOxidation [M13] 1.094 3.654003382 23.43 0 2253.104409 3 746.3739014 -1.04744021 -0.000781079 47.80963027RDELTLEGIK 2 7661920 2xTMT6plex [N-Term; K10] 1.366 4.418036938 22.68 1 1631.973242 3 544.6624756 -0.225844504 -0.000122857 51.09440331ETQALILAPTR 6 7661920 1xTMT6plex [N-Term] 1.526 1.42 2.249 4.556587696 40.71 0 1441.857595 2 721.4317627 -0.933420457 -0.00067293 50.51839449DELTLEGIK 2 7661920 2xTMT6plex [N-Term; K9] 1.119 3.568983793 32.97 0 1475.872131 2 738.4400635 0.487313982 0.000359607 67.46674344ELAVQIQK 10 7661920 2xTMT6plex [N-Term; K8] 1.215 1.309 1.083 3.777217388 46.58 0 1386.872072 2 693.9393921 -0.406721228 -0.000282035 51.32301953KGVAINFVK 5 7661920 3xTMT6plex [N-Term; K1; K9] 1.005 0.999 0.952 3.27509737 12.76 1 1663.087374 3 555.0335083 -0.842966929 -0.000467309 56.00012347QFFVAVER 5 7661920 1xTMT6plex [N-Term] 1.589 1.217 1.112 2.909686804 27.7 0 1224.693824 2 612.850647 0.157905028 9.67E-05 55.66648052EQIYDVYR 12 7661920 1xTMT6plex [N-Term] 1.045 1.121 1.097 3.313815355 32.21 0 1314.689132 2 657.8482056 0.001607081 1.06E-06 38.70122861MLVLDEADEMLNK 2 7661920 2xTMT6plex [N-Term; K13]; 1xOxidation [M10] 1.383 3.085366726 23.1 0 1995.054271 2 990.0323486 -0.977971868 -0.000967732 88.91168119KVDWLTEK 16 7661920 3xTMT6plex [N-Term; K1; K8] 1.209 1.228 1.255 4.109572411 31.93 1 1706.045568 2 853.5254517 -1.138064377 -0.000970795 55.61471637
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

DIEQYYSTQIDEMPMNVADLI 3 7661920 1xTMT6plex [N-Term]; 2xOxidation [M13; M15] 1.455 1.261 2.290516853 2.14 0 2749.27858 3 911.7652588 -0.893541656 -0.000814101 96.70447075LLKEEDMTK 6 7661920 3xTMT6plex [N-Term; K3; K9] 1.08 1.001 1.017 2.959724426 7.36 1 1794.064983 3 598.6934814 0.506144396 0.000302685 47.83470588VDWLTEK 10 7661920 2xTMT6plex [N-Term; K7] 1.11 1.153 1.096 3.111206293 31.19 0 1348.787673 2 674.8967896 -1.016355995 -0.000685424 62.16263965
164519076 TM9SF4 transmembrane 9 superfamily member 4 precursor 9777 NP_055557.2 21.65109034 1 11 11 85 642 74.47 6.54 1.49 1.59 1.48 1.52 Significant 0.000533

IVNTPFQVLMNSEK 28 164519076 2xTMT6plex [N-Term; K14] 1.606 1.924 1.631 4.857475758 47.92 0 2078.172018 2 1039.588989 -0.63333755 -0.000658092 89.9496793ITEDYYVHLIADNLPVATR 16 164519076 1xTMT6plex [N-Term] 2.705 1.918 1.992 6.051992893 48.8 0 2432.302291 3 811.4391479 0.246559672 0.000199903 90.33479535EDMEEDQEHTYR 6 164519076 1xTMT6plex [N-Term] 1.659 1.506 1.963 5.187733173 42.68 0 1810.775123 3 604.2628784 -0.574834545 -0.000346965 18.28466612SSCTLPEGTNSSPQEIDPTK 4 164519076 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C3] 1.189 1.401 3.064304829 22.72 0 2606.301982 3 869.4398804 1.191632168 0.001035251 43.62725342AENLGEVLR 6 164519076 1xTMT6plex [N-Term] 0.866 0.734 1.398 3.459526539 28.78 0 1229.705117 2 615.3547363 -2.375198501 -0.001460397 45.67710687LGFTDVNK 8 164519076 2xTMT6plex [N-Term; K8] 2.078 1.672 1.685 3.019579411 25.52 0 1351.798572 2 676.4023438 -0.85921085 -0.00058074 52.2863321DIANYNKEDDIEDTMEESGWK 2 164519076 3xTMT6plex [N-Term; K7; K21] 2.251 3.293270588 5.15 1 3189.5501 3 1063.849854 -4.731865828 -0.005030841 66.73355085FEVIPQSIR 5 164519076 1xTMT6plex [N-Term] 1.683 1.31 3.329818249 32.81 0 1317.772802 2 659.3900146 -0.037785819 -2.49E-05 68.31674707LELYSNR 6 164519076 1xTMT6plex [N-Term] 1.606 1.397 2.853806257 34.59 0 1123.630889 2 562.3195801 0.884815698 0.000497103 36.31729488EKDVQFEHGYR 1 164519076 2xTMT6plex [N-Term; K2] 1.191 2.048807144 1 1865.991017 3 622.6694946 1.561259777 0.000971099 36.70480306LEDLKADEK 3 164519076 3xTMT6plex [N-Term; K5; K9] 2.227 1.864 1.224 1.732574701 1 1748.040877 3 583.3517456 -0.110514346 -6.44E-05 45.38870683162417971 SPCS2 signal peptidase complex subunit 2 9789 NP_055567.2 50 1 12 12 87 226 24.987 8.47 1.18 1.21 1.22 1.2 Significant 0.0000997 DPTGMDPDDIWQLSSSLK 10 162417971 2xTMT6plex [N-Term; K18] 1.323 1.199 1.257 4.674099445 53.69 0 2463.247762 2 1232.123657 -3.135574503 -0.003861848 87.70118368
SGGSGGCSGAGGASNCGTGSGR 2 162417971 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C16] 0.86 2.729023218 37.48 0 2086.882793 3 696.2980347 -1.553679059 -0.001080782 84.35711591

FFDHSGTLVMDAYEPEISR 12 162417971 1xTMT6plex [N-Term] 1.084 1.292 1.154 5.46653223 21.1 0 2443.180127 3 815.0634766 -1.739709018 -0.001416807 68.55252221YVENFGLIDGR 4 162417971 1xTMT6plex [N-Term] 0.843 1.013 3.770928621 53.89 0 1511.805559 2 756.4063721 -0.060543087 -4.58E-05 60.42831047KDPTGMDPDDIWQLSSSLK 9 162417971 3xTMT6plex [N-Term; K1; K19] 1.227 1.342 1.189 6.565903664 27.34 1 2820.505656 3 940.8397827 -0.305475533 -0.000287198 83.93709116FFDHSGTLVMDAYEPEISR 2 162417971 1xTMT6plex [N-Term]; 1xOxidation [M10] 1.259 4.410927296 8.87 0 2459.175042 3 815.0634766 -1.739709018 -0.001416807 68.55252221LHDSLAIER 16 162417971 1xTMT6plex [N-Term] 1.231 1.183 1.203 4.274141312 41.79 0 1282.731666 2 641.8684082 -1.657504688 -0.001063067 46.34397934NSLDDSAK 12 162417971 2xTMT6plex [N-Term; K8] 1.106 1.226 1.141 3.47252655 45.43 0 1307.720716 2 654.3638306 -0.25342352 -0.000165704 21.45710276LTFISGR 10 162417971 1xTMT6plex [N-Term] 1.304 0.872 1.117 2.622814417 29.28 0 1022.619596 2 511.8134155 -0.041076186 -2.10E-05 50.20399696IDDKPVK 4 162417971 3xTMT6plex [N-Term; K4; K7] 0.871 1.382 2.699196339 17.73 0 1501.955691 2 751.4802246 -1.676568267 -0.001259066 34.31178811WDGSAVK 2 162417971 2xTMT6plex [N-Term; K7] 1.203 2.669109106 11.99 0 1220.703944 2 610.8562012 0.968255863 0.000590977 46.64900527DPTGMDPDDIWQLSSSLKR 1 162417971 2xTMT6plex [N-Term; K18] 1.479 3.948475361 1 2619.348872 3 873.7855225 -2.618344299 -0.002286119 80.48740505IDKWDGSAVK 3 162417971 3xTMT6plex [N-Term; K3; K10] 1.254 1.33 2.937197447 5.93 1 1806.072846 3 602.6951904 -1.011903225 -0.00060919 46.32579768224589071 BMS1 ribosome biogenesis protein BMS1 homolog 9790 NP_055568.3 25.1950078 1 22 22 116 1282 145.716 6.44 1.25 1.34 1.55 1.38 Significant 0.00412 IMGVLTHLDSFK 6 224589071 2xTMT6plex [N-Term; K12] 1.628 1.552 1.618 4.430908203 44.78 0 1819.055198 3 607.0228882 -0.597161219 -0.00036209 91.10626736KILALLDALSTVHSQK 8 224589071 3xTMT6plex [N-Term; K1; K16] 4.311 3.536 4.312 6.323823452 56.08 1 2424.515692 4 606.8849487 0.937709697 0.000568373 105.3522136LLQDLQLGDEEDAR 6 224589071 1xTMT6plex [N-Term] 1.332 0.972 1.306 4.851125717 65.97 0 1843.959887 2 922.4848633 1.389820092 0.001281386 67.49984769LIYGTVTEDNEEEDDDTLEELGGLFR 4 224589071 1xTMT6plex [N-Term] 0.851 0.982 5.120453358 51.57 0 3201.516044 3 1067.842285 -1.168646728 -0.001247147 101.0596102VLAEDEELYGDFEDLETGDVHK 6 224589071 2xTMT6plex [N-Term; K22] 1.205 2.232 1.54 5.588959217 60.66 0 2981.466798 3 994.4922485 -1.544868631 -0.001535325 84.21515877LVYAPLSGVGGVLYDK 7 224589071 2xTMT6plex [N-Term; K16] 1.024 0.997 1.041 5.034716606 45.23 0 2109.235999 3 703.7506104 0.60651093 0.000426425 89.95888753IAATGVVLDLDK 10 224589071 2xTMT6plex [N-Term; K12] 1.278 1.344 1.417 4.248193264 57.59 0 1673.024943 2 837.0144043 -2.039010992 -0.001705658 75.6814626TPLEPPPIVVVVMGPPK 10 224589071 2xTMT6plex [N-Term; K17] 1.956 1.929 5.00257206 34.78 0 2228.349254 3 743.4541016 -0.674356812 -0.000500901 107.9845733AEFEDQDDEAR 10 224589071 1xTMT6plex [N-Term] 1.043 1.215 2.228 5.200398922 52.03 0 1553.691711 2 777.3495483 0.070226086 5.46E-05 21.85102428FLVEAPHDWDLEEVMNSIR 6 224589071 1xTMT6plex [N-Term] 1.297 0.941 1.199 4.708470821 28.21 0 2529.264525 3 843.7597046 0.013980163 1.18E-05 101.7365458SGPNTQNEDIEK 6 224589071 2xTMT6plex [N-Term; K12] 1.496 1.028 1.775 3.94451499 48.32 0 1789.933228 2 895.4711914 1.049520994 0.000939286 26.19494571EVKEEIDPDEEESAK 6 224589071 3xTMT6plex [N-Term; K3; K15] 1.252 1.842 0.758 4.440937996 26.92 1 2434.280391 3 812.0969238 -1.714122843 -0.001390885 38.68747255AFAVQSAVR 4 224589071 1xTMT6plex [N-Term] 1.157 1.007 2.952609062 44.38 0 1177.689073 2 589.3480225 -0.25864902 -0.000152304 37.89125591SQIHMPGVGDFAVSDISFLPDPCALPEQQK 2 224589071 2xTMT6plex [N-Term; K30]; 1xCarbamidomethyl [C23] 3.17637229 0.56 0 3741.902074 3 1247.96936 -2.283821208 -0.002848612 98.47061231MEDLTNPEDIR 6 224589071 1xTMT6plex [N-Term] 1.217 1.354 1.864 3.743481636 45.39 0 1561.772938 2 781.3898926 -0.275119218 -0.000214837 48.6394629GMFNSALEVAK 2 224589071 2xTMT6plex [N-Term; K11] 1.512 3.382383108 19.81 0 1624.913284 3 542.3101196 1.551594625 0.000840402 65.58875615FWTEVYPGAK 4 224589071 2xTMT6plex [N-Term; K10] 1.624 1.649 3.520635366 33.68 0 1655.91975 2 828.4650269 1.828017896 0.001513525 73.4340913LSKPSQVSSGQK 6 224589071 3xTMT6plex [N-Term; K3; K12] 1.197 1.399 1.173 3.320598602 12.79 0 1933.168537 3 645.0609741 -0.086741903 -5.59E-05 44.06667541GPVTIVSGK 2 224589071 2xTMT6plex [N-Term; K9] 0.899 2.693332195 32.97 0 1315.834958 2 658.4208984 -0.332583503 -0.000218813 46.73047226VTLFSDSKPLGSEDIDNQGLMMPK 1 224589071 3xTMT6plex [N-Term; K8; K24] 1.359 2.447271585 0 3309.767761 3 1103.92627 -1.05917288 -0.001168539 82.48587849ADSLDCSR 2 224589071 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.146 2.810420752 26.22 0 1152.551653 2 576.7782593 -2.091928207 -0.001205528 17.55463239LTGFPYK 2 224589071 2xTMT6plex [N-Term; K7] 1.664 2.421131611 26.01 0 1283.77638 2 642.3952026 5.256533412 0.003374107 58.746650257662647 PTDSS1 phosphatidylserine synthase 1 isoform 1 9791 NP_055569.1 13.53065539 1 5 5 33 473 55.491 8.43 1.21 1.29 1.1 1.2 Significant 0.0021 AVLQFTPASWTYVR 14 7662647 1xTMT6plex [N-Term] 1.287 1.446 1.041 3.977322817 54.56 0 1868.026785 2 934.5169678 -0.067538178 -6.31E-05 81.84922493TYSECEDGTYSPEISWHHR 4 7662647 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.176 1.104 4.749976635 27.48 0 2583.140781 4 646.5397339 -1.422989855 -0.000918946 37.55108731ILFIGGITAPTVR 8 7662647 1xTMT6plex [N-Term] 1.2 0.971 1.305 4.519913673 54.6 0 1586.983129 3 529.6654053 -0.924338552 -0.00048897 88.6737569GSEDSPPK 6 7662647 2xTMT6plex [N-Term; K8] 1.155 1.089 1.011 2.568840027 35.25 0 1274.699252 2 637.8530884 -0.276215889 -0.000176046 19.92630722TLSKDDVNYK 1 7662647 3xTMT6plex [N-Term; K4; K10] 2.025 1.999643326 1 1870.08889 3 624.0338745 -0.972811963 -0.000606415 39.1399367813375618 DHCR24 delta(24)-sterol reductase precursor 1718 NP_055577.1 26.5503876 1 11 11 84 516 60.062 8.16 1.37 1.42 1.34 1.38 Significant 0.000287 SVHGFQMLYADCYMNR 6 13375618 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.197 1.219 1.229 5.230176926 38.52 0 2221.019016 3 741.008667 -3.407491509 -0.002522701 62.16414842LYEQHHVVQDMLVPMK 5 13375618 2xTMT6plex [N-Term; K16] 0.968 1.135 0.791 3.989757776 15.13 0 2425.313614 3 809.109314 -0.092757269 -7.50E-05 62.01696422EEFWEMFDGSLYHK 8 13375618 2xTMT6plex [N-Term; K14] 1.409 1.352 1.262 3.839252472 14.76 0 2276.109812 3 759.3742676 -0.686353363 -0.000520739 90.66494377YGLFQHICTAYELVLADGSFVR 9 13375618 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 6.053 1.674 2.337 5.144781113 35.67 0 2788.432988 3 930.1505737 1.499136406 0.001393414 107.3793705YLFGWMVPPK 18 13375618 2xTMT6plex [N-Term; K10] 1.324 1.433 1.282 3.217913389 38.88 0 1695.969677 3 565.9942627 -0.850453921 -0.000480781 97.72737936LNSIGNYYKPWFFK 2 13375618 3xTMT6plex [N-Term; K9; K14] 1.681 3.409943104 16.65 0 2464.399599 3 822.1367188 -1.621599842 -0.00133209 90.32363351
LGCQDAFPEVYDK 6 13375618 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.737 1.009 1.442 4.176560402 50.84 0 2000.019934 2 1000.507874 -5.731942712 -0.005732 61.38960439EGLEYIPLR 8 13375618 1xTMT6plex [N-Term] 1.082 0.933 1.094 3.544606447 36.75 0 1318.756818 2 659.8814697 -0.875981727 -0.000577603 67.34383152GLEAICAK 8 13375618 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.354 1.57 1.468 3.835581303 51.78 0 1319.775729 2 660.3907471 -1.145080442 -0.000755625 56.29696811

HVENYLK 8 13375618 2xTMT6plex [N-Term; K7] 1.434 1.472 1.473 3.215821743 24.3 0 1360.798907 3 454.2709351 -0.481191023 -0.000218268 35.44284439LTQGETLR 6 13375618 1xTMT6plex [N-Term] 1.385 1.306 1.434 3.246001482 35.04 0 1146.668003 2 573.8369141 -1.265906955 -0.000725787 28.6650531894557305 MRPL19 39S ribosomal protein L19, mitochondrial 9801 NP_055578.2 45.20547945 1 14 14 90 292 33.514 9.5 1.22 1.17 1.15 1.18 Significant 0.000311 VTTADPYASGK 8 94557305 2xTMT6plex [N-Term; K11] 1.386 1.521 1.311 4.943950653 56.41 0 1567.873194 2 784.4395752 -0.841872532 -0.000659975 35.20366741DALPEYSTFDVNMKPVVQEPNQK 4 94557305 3xTMT6plex [N-Term; K14; K23] 1.15 1.024 6.635287762 25.32 0 3336.775289 4 834.9495239 0.292693706 0.000244163 73.58311262VLHIPEFYVGSILR 6 94557305 1xTMT6plex [N-Term] 1.058 1.254 1.106 4.19817543 33.05 0 1872.094471 3 624.7022705 -1.181808182 -0.000737486 92.5240269FDLCLTEQQMK 12 94557305 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.137 1.153 1.305 4.602620602 56.39 0 1870.980712 2 935.9921265 -1.996787187 -0.001867975 68.86121017
KVLHIPEFYVGSILR 6 94557305 2xTMT6plex [N-Term; K1] 2.201 2.153 1.777 5.253624916 33.1 1 2229.352366 4 558.0935669 0.03230002 1.80E-05 83.33736103ISQFLGICIQR 8 94557305 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.621 1.293 1.821 4.020888329 43.63 0 1563.887849 2 782.4472046 -0.458255566 -0.00035833 77.10260957RLDDSLLYLR 4 94557305 1xTMT6plex [N-Term] 1.177 100 3.912091255 45.51 1 1492.868494 3 498.2943726 0.047402555 2.36E-05 59.36294068LDDSLLYLR 2 94557305 1xTMT6plex [N-Term] 1.082 3.992174625 37.63 0 1336.767383 2 668.8884277 1.642880264 0.001098074 70.34445536WNQPWLEFDMMR 8 94557305 1xTMT6plex [N-Term] 0.99 1.229 0.991 3.870740175 22.1 0 1881.897762 2 941.4504395 -2.210164566 -0.002079652 94.30502391VQEIQVVK 6 94557305 2xTMT6plex [N-Term; K8] 1.399 1.149 1.372 3.540875435 45.56 0 1400.887722 2 700.9471436 -0.507678534 -0.0003556 50.88905519FLSPEFIPR 10 94557305 1xTMT6plex [N-Term] 1.03 1.003 1.138 3.592969894 32.06 0 1334.766989 2 667.8867798 -0.528848625 -0.000352945 72.11273777IEAAIWK 6 94557305 2xTMT6plex [N-Term; K7] 1.171 0.964 0.935 2.601477623 33.22 0 1288.80293 2 644.9044189 -1.061651354 -0.00068413 65.35684678VPVNELK 6 94557305 2xTMT6plex [N-Term; K7] 1.016 1.013 1.038 2.592024088 18.69 0 1256.797844 2 628.9020996 -0.733237453 -0.000460766 56.10611396HRPVEPER 4 94557305 1xTMT6plex [N-Term] 0.894 0.83 2.861811399 12.97 0 1248.701035 3 416.9052429 0.112893128 4.70E-05 13.799922047657257 TOMM20 mitochondrial import receptor subunit TOM20 homolog 9804 NP_055580.1 18.62068966 1 3 3 26 145 16.288 8.6 0.68 0.74 0.79 0.74 Significant 0.00186 IVSAQSLAEDDVE 12 7657257 1xTMT6plex [N-Term] 1.071 1.05 0.995 4.229710102 61.31 0 1604.821662 2 802.9135742 -1.115789089 -0.000895321 55.32630844DAEAVQK 6 7657257 2xTMT6plex [N-Term; K7] 1.063 1.158 1.576 1.993124485 16.2 0 1218.709423 2 609.8580322 -0.521204532 -0.000317598 22.23004962LPTISQR 8 7657257 1xTMT6plex [N-Term] 0.568 0.581 0.535 2.62783742 19.95 0 1043.64106 2 522.3234253 -1.42401839 -0.000743082 36.16530181197333811 URB2 unhealthy ribosome biogenesis protein 2 homolog 9816 NP_055592.2 7.086614173 1 8 8 23 1524 170.435 7.31 1.24 1.14 1.14 1.17 Significant 0.000806 LWIYIDNILHSR 2 197333811 1xTMT6plex [N-Term] 1.985 4.126794338 43.08 0 1772.005656 3 591.3395996 -0.795816802 -0.000470064 110.058604GEIAQNLLSLVK 6 197333811 2xTMT6plex [N-Term; K12] 1.276 1.186 1.165 4.57281971 68.65 0 1743.078041 2 872.0427246 0.075228273 6.56E-05 94.94887625AFGDVTAHLLQPCLVLR 4 197333811 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.392 1.116 4.696053028 20.28 0 2139.194596 3 713.7363892 0.008685731 6.19E-06 85.66508264VAEFSLSGSQR 4 197333811 1xTMT6plex [N-Term] 1.011 1.119 3.21916914 24.45 0 1409.758609 2 705.3820801 -1.22385048 -0.000862667 43.19923873LFEEVLGVICRPAAEALR 2 197333811 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 100 2.88086915 11.37 0 2272.268489 3 758.0938721 -0.627487055 -0.000475273 107.7247075GGIFQPELLSSYK 2 197333811 2xTMT6plex [N-Term; K13] 1.139 3.393055439 17.1 0 1897.083521 3 633.0333252 1.002383879 0.000633869 76.98843452DGGADISQGSDR 2 197333811 1xTMT6plex [N-Term] 1.631 2.699786901 22.95 0 1406.670916 2 703.8388672 -0.325765604 -0.000229122 16.36315157DKGSIDDLPTVLK 1 197333811 3xTMT6plex [N-Term; K2; K13] 1 1.851546288 1 2088.251932 3 696.7553101 -0.265803283 -0.000185021 63.887422157662236 TSC22D2 TSC22 domain family protein 2 isoform 1 9819 NP_055594.1 3.58974359 1 2 3 16 780 79.179 5.02 1.51 1.23 1.23 1.32 Significant 0.00494 IEQAMDLVK 6 7662236 2xTMT6plex [N-Term; K9] 1.404 1.168 1.22 4.051264286 49.84 0 1504.880922 2 752.9425049 -2.11881507 -0.001594282 73.18237223HSSTFDQTAER 6 7662236 1xTMT6plex [N-Term] 0.934 1.228 1.229 3.617165089 15.48 0 1507.733851 3 503.249115 -0.702305182 -0.000352963 21.06853067SHLMYAVR 4 7662236 1xTMT6plex [N-Term] 1.675 3.387229443 25.75 0 1205.666229 3 402.5604858 0.560071697 0.000225087 28.47536513134304842 RB1CC1 RB1-inducible coiled-coil protein 1 isoform 1 9821 NP_055596.3 3.136762861 1 3 3 10 1594 182.975 5.41 1.5 1.48 1.64 1.54 Significant 0.00107

VPLLCDFEPLHQHVLALHNLVK 6 134304842 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C5] 1.497 1.248 1.642 5.830636024 31.32 0 3050.737773 5 610.9530029 -0.611396882 -0.000373042 91.95223443
AAQSLDEMSQTITDLLSEQK 2 134304842 2xTMT6plex [N-Term; K20] 100 2.691220999 24.69 0 2666.395882 3 889.4711914 1.177172816 0.00104627 111.162589EAETDEIK 2 134304842 2xTMT6plex [N-Term; K8] 1.934 2.364834547 19.27 0 1392.762246 2 696.8839111 -1.22108736 -0.000850342 27.21375818109255228 CEP170 centrosomal protein of 170 kDa isoform alpha 9859 NP_055627.2 21.84343434 1 28 29 160 1584 175.187 7.11 1.19 1.24 1.16 1.2 Significant 0.00038 TSSMEISSILQELK 8 109255228 2xTMT6plex [N-Term; K14] 1.385 1.547 1.451 4.278914452 33.57 0 2024.134964 3 675.3834229 0.371262145 0.000250495 97.27617292IMEFSAPLPLENETEISESGMTVR 4 109255228 1xTMT6plex [N-Term] 0.756 1.593 5.294411659 56.26 0 2909.447376 3 970.4881592 0.875791425 0.000849356 92.97150579

EINDVAGEIDSVTSSGTAPSTTVSTAATTPGSAIDTR 4 109255228 1xTMT6plex [N-Term] 4.389789581 23.52 0 3808.877345 3 1270.293945 -2.641734451 -0.003354014 67.63362272
DTEAVMAFLEAK 12 109255228 2xTMT6plex [N-Term; K12] 1.465 1.613 1.878 5.16369772 51.31 0 1782.971193 2 891.9882813 -1.069703205 -0.000953625 91.14259739SEEPSVSIPFLQTALLR 12 109255228 1xTMT6plex [N-Term] 1.427 1.171 1.267 4.388948917 34.02 0 2116.185136 3 706.0646362 -2.731598713 -0.001926856 99.2822901EFQQPSQITESTIHEIPTK 6 109255228 2xTMT6plex [N-Term; K19] 1.351 1.055 1.091 4.582229137 31.64 0 2671.434317 3 891.1522827 2.986509712 0.002659422 60.86501679ASVASEVSTTSSTSKPPTGR 8 109255228 2xTMT6plex [N-Term; K15] 0.586 0.639 0.661 4.354519367 31.15 0 2408.303303 3 803.4407349 1.80576086 0.001449607 33.44123352IPEQTYITLK 6 109255228 2xTMT6plex [N-Term; K10] 1.843 1.318 1.622 4.007427692 45.4 0 1664.00348 2 832.5057373 0.431723481 0.000359195 64.25941887TSPVVSGSSSK 2 109255228 2xTMT6plex [N-Term; K11] 1.089 3.188008785 43.24 0 1493.857544 2 747.4317017 -0.94852397 -0.00070848 25.85676023SMTSAHGSASVNSR 4 109255228 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.776 1.188 3.895205498 50.53 0 1636.791048 3 546.2680664 -0.85671977 -0.000467424 13.67874474SMTSAHGSASVNSR 4 109255228 1xTMT6plex [N-Term] 0.867 0.946 3.923578501 27.49 0 1620.796133 3 546.2680664 -0.85671977 -0.000467424 13.67874474AESEVPIVK 6 109255228 2xTMT6plex [N-Term; K9] 1.301 1.402 1.778 3.722247601 55.25 0 1429.866652 2 715.4370117 0.066410039 4.75E-05 46.51652474EPSYFEIPTK 12 109255228 2xTMT6plex [N-Term; K10] 1.321 1.607 1.463 3.040814638 38.3 0 1668.924895 2 834.9663086 0.267020704 0.000222819 62.12459238EEAQWTPTK 2 109255228 2xTMT6plex [N-Term; K9] 1.21 3.096998215 28.17 0 1547.846979 2 774.4273682 0.310565664 0.000240354 38.60346172ETPTQVYQK 12 109255228 2xTMT6plex [N-Term; K9] 1.39 1.083 1.467 3.566193104 38.52 0 1551.878279 2 776.4407959 -2.554287394 -0.001981972 32.59354915ISQDLALIAR 2 109255228 1xTMT6plex [N-Term] 1.141 2.27479291 26.01 0 1328.809916 2 664.9082642 -0.50008634 -0.00033226 65.53368099VFDESLNFR 6 109255228 1xTMT6plex [N-Term] 1.015 2.115 3.261460543 25.64 0 1355.715681 2 678.3605957 -1.303152109 -0.000883352 60.55065612VADAATEVQHK 4 109255228 2xTMT6plex [N-Term; K11] 1.39 1.121 3.807924747 23.74 0 1626.921541 3 542.9779663 -1.349293229 -0.000731731 30.88946524KIPPLVHSK 6 109255228 3xTMT6plex [N-Term; K1; K9] 1.409 1.302 1.603 3.592570782 17.04 1 1706.129573 4 427.2877502 -0.235406175 -0.000100408 45.05399154IDLLAQPR 6 109255228 1xTMT6plex [N-Term] 0.512 0.633 0.552 2.923358202 28.96 0 1154.709474 2 577.8578491 -0.911378867 -0.000526189 54.06851349SETDKETSLVK 4 109255228 3xTMT6plex [N-Term; K5; K11] 1.414 1.589 0.998 2.331762791 0.95 1 1924.120584 3 642.0447998 -0.383211917 -0.000245782 36.27735329TLPQLPNEEK 2 109255228 2xTMT6plex [N-Term; K10] 1.414 2.965160608 33.5 0 1626.946693 2 813.9765015 -0.594168399 -0.00048334 50.87808556QDTELQEK 6 109255228 2xTMT6plex [N-Term; K8] 0.115 0.097 0.01 2.409172297 26.46 0 1448.799694 2 724.9039307 0.614479785 0.000445129 25.43737325KAEEILK 6 109255228 3xTMT6plex [N-Term; K1; K7] 1.209 1.272 1.263 3.586773634 17.76 1 1517.986991 3 506.6672058 0.048308478 2.44E-05 42.25613003VAQSESK 2 109255228 2xTMT6plex [N-Term; K7] 0.84 1.526026249 6.22 0 1206.709423 2 603.8585205 0.282889665 0.000170683 19.40627208QESQPPEK 2 109255228 2xTMT6plex [N-Term; K8] 1.132 2.360484362 21.33 0 1400.778565 2 700.8911133 -2.580841533 -0.001807594 19.77198034SSESELSK 2 109255228 2xTMT6plex [N-Term; K8] 1.338 3.149080992 8.46 0 1324.736032 2 662.8721924 0.812641613 0.000538268 24.94854287AMDISAMPR 3 109255228 1xTMT6plex [N-Term] 1.68 1.104 2.530109644 5.59 0 1220.63288 2 610.8188477 -2.016369984 -0.001230624 43.22023451LQQQEQR 2 109255228 1xTMT6plex [N-Term] 0.981 2.247303963 15.5 0 1158.642851 2 579.8247681 -0.510465487 -0.000295724 16.65295943IKEQEDYIR 5 109255228 2xTMT6plex [N-Term; K2] 1.047 1.184 1.202 2.058102369 3.16 1 1651.941942 3 551.3186035 -0.414459557 -0.000228221 34.69799718

7661914 PSMD6 26S proteasome non-ATPase regulatory subunit 6 isoform 2 9861 NP_055629.1 49.35732648 1 21 21 155 389 45.502 5.62 1.15 1.16 1.13 1.15 Significant 0.0000591 SLIEEGGDWDR 7 7661914 1xTMT6plex [N-Term] 0.964 1.005 0.863 3.60749197 43.63 0 1505.743353 2 753.3753662 0.068492333 5.16E-05 46.78327787PLENLEEEGLPK 4 7661914 2xTMT6plex [N-Term; K12] 1.301 1.209 0.986 52.11 0 1826.031151 2 913.5153198 -4.264851429 -0.003893876 64.86561467SLDWQIDVDLLNK 8 7661914 2xTMT6plex [N-Term; K13] 0.974 1.054 1.065 4.532058716 36.64 0 2017.137013 2 1009.070618 -1.514046105 -0.001527019 93.9570466GAEILEVLHSLPAVR 22 7661914 1xTMT6plex [N-Term] 1.161 1.206 1.238 6.619961739 64.11 0 1833.079549 2 917.0435181 0.114895621 0.000105306 91.82450137DNNMAPYYEALCK 10 7661914 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.101 1.079 1.105 3.601353168 48.52 0 2047.002904 2 1024.004517 -0.560622983 -0.000573798 59.79388999GDAAVRDELMAAVR 8 7661914 1xTMT6plex [N-Term] 1.28 1.06 1.354 5.05841589 29.19 1 1702.910769 3 568.3082886 -0.268121708 -0.000152196 52.23289689IGLFYMDNDLITR 12 7661914 1xTMT6plex [N-Term] 0.769 1.029 0.927 4.778382778 58.23 0 1799.956322 2 900.480957 -0.936037991 -0.000842414 91.63808826QYLFSLYECR 4 7661914 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.912 1.607 3.802350521 47.62 0 1607.80893 2 804.4081421 0.048127415 3.87E-05 67.13652397RLDEELEDAEK 8 7661914 2xTMT6plex [N-Term; K11] 1.054 1.13 0.905 5.511611462 33.72 1 1804.969279 2 902.9863281 -2.160225133 -0.00194957 38.90922549NWQYQETIK 4 7661914 2xTMT6plex [N-Term; K9] 1.172 1.228 4.058045387 35.25 0 1667.915727 2 834.4619751 0.567375975 0.000473168 48.12784024IDKVNEIVETNRPDSK 6 7661914 3xTMT6plex [N-Term; K3; K16] 1.421 1.293 1.481 4.968609333 12.97 1 2544.460027 4 636.8695679 -1.409110611 -0.000896356 52.32082088VNEIVETNRPDSK 2 7661914 2xTMT6plex [N-Term; K13] 1.117 4.001358032 22.61 0 1959.091125 3 653.7020264 0.204514 0.000133554 35.30970516DWLFAPHYR 6 7661914 1xTMT6plex [N-Term] 1.115 100 1.029 3.200042486 37.07 0 1433.752736 3 478.5887451 -0.734888528 -0.000351216 59.5366607KDWLFAPHYR 14 7661914 2xTMT6plex [N-Term; K1] 1.323 1.367 1.328 4.589894772 17.97 1 1791.010631 4 448.5078735 -0.539611188 -0.000241612 52.16893719FLLSLPEHR 12 7661914 1xTMT6plex [N-Term] 0.975 1.075 1.13 3.279280663 31.84 0 1340.788787 3 447.6001892 -2.067829828 -0.000924174 61.75117339SLIEEGGDWDRR 6 7661914 1xTMT6plex [N-Term] 0.917 0.771 1.124 3.856040239 22.83 1 1661.844464 3 554.6188354 -1.510690319 -0.000836844 38.11021128NLGESEIR 6 7661914 1xTMT6plex [N-Term] 0.925 0.971 1.112 3.182429314 30.81 0 1146.631618 2 573.8184814 -1.684315473 -0.000965645 26.87484397ANEDELK 6 7661914 2xTMT6plex [N-Term; K7] 0.944 1.132 0.995 3.056548119 32.12 0 1276.714902 2 638.8607788 -0.486633947 -0.000310646 26.21353425IGDKEGALTAFR 1 7661914 2xTMT6plex [N-Term; K4] 1.184 2.603320837 1 1736.01069 3 579.3422852 0.928576511 0.00053734 52.88482818GDLLLNR 4 7661914 1xTMT6plex [N-Term] 0.86 0.993 2.135029554 12.11 0 1029.62541 2 515.3164673 0.240748053 0.00012394 38.89192594KGDLLLNR 5 7661914 2xTMT6plex [N-Term; K1] 1.217 1.258 2.359782219 17.21 1 1386.883305 3 462.9660034 0.109579448 5.07E-05 39.54729539
41281496 MED24 mediator of RNA polymerase II transcription subunit 24 isoform 1 9862 NP_055630.2 8.291203236 1 7 7 39 989 110.234 6.95 1.39 1.19 1.37 1.31 Significant 0.00232

SLDLLLAAAAATGK 12 41281496 2xTMT6plex [N-Term; K14] 1.497 1.394 1.368 4.650032043 76.61 0 1773.088606 2 887.0471191 -0.927459995 -0.000822234 102.8644026VVLAITDLSLPLGR 12 41281496 1xTMT6plex [N-Term] 1.059 0.99 1.483 4.51396656 56.51 0 1696.057023 3 566.0217896 -3.659787126 -0.002069069 103.298887LEEASSWTAIEHSLLK 4 41281496 2xTMT6plex [N-Term; K16] 1.335 1.356 3.917146683 15.83 0 2272.258919 3 758.090332 -1.089592489 -0.000825279 86.98705657AEPTVTNILK 4 41281496 2xTMT6plex [N-Term; K10] 1.754 1.246 3.303682089 35.01 0 1543.945965 2 772.4747925 -2.368229942 -0.00182821 55.80844823
AEECIGLCR 2 41281496 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C8] 0.994 3.084405899 28.52 0 1336.655072 2 668.8312378 0.094628704 6.32E-05 31.69973951

SQAEQCGTLIR 3 41281496 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.009 0.812 2.786046505 21.66 0 1491.778693 2 746.3930664 0.109622494 8.18E-05 25.79435531VSAMSSPK 2 41281496 2xTMT6plex [N-Term; K8] 0.807 2.562328815 11.96 0 1264.733529 2 632.8701172 -0.45191733 -0.000285777 31.916856154607135 TOMM70 mitochondrial import receptor subunit TOM70 9868 NP_055635.3 64.14473684 1 31 31 207 608 67.412 7.12 0.95 0.98 0.93 0.95 Significant 0.000232
ECLEDVTAVCILEGFQNQQSMLLADK 24 54607135 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C2; C10] 1.005 1.239 1.138 6.373198986 43.26 0 3469.741734 4 868.1906738 -0.25020234 -0.000217034 108.5623157

GSMYMQQQQPLLSTQDFNMAADIDPQNADVYHHR 2 54607135 1xTMT6plex [N-Term] 0.914 4.552258492 25.52 0 4178.931997 4 1045.489502 1.000495462 0.001045251 73.49421465
CAEGYALYAQALTDQQQFGK 2 54607135 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C1] 0.929 4.746954441 42.75 0 2720.375422 3 907.461731 -1.757944461 -0.00159409 75.04247475

SYFSSFTDDIISQPMLK 2 54607135 2xTMT6plex [N-Term; K17]; 1xOxidation [M15] 0.907 3.874885082 37.53 0 2453.267435 3 813.0974731 2.193596962 0.001782131 105.2697503SYFSSFTDDIISQPMLK 12 54607135 2xTMT6plex [N-Term; K17] 1.111 0.869 4.619405746 38.66 0 2437.27252 3 813.0974731 2.193596962 0.001782131 105.2697503ATFYLLIGNANAAKPDLDK 6 54607135 3xTMT6plex [N-Term; K14; K19] 0.874 0.89 4.095730782 12.69 0 2722.574663 4 681.3986206 -0.738384938 -0.000502577 87.07940415
SEMEMAHLYSLCDAAHAQTEVAK 6 54607135 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C12] 0.883 0.804 6.576920986 37.42 0 3050.478583 4 763.3716431 -4.537178019 -0.003460141 59.38415918NVDLSTFYQNR 6 54607135 1xTMT6plex [N-Term] 0.861 1.002 4.224747181 44.06 0 1585.817186 2 793.4106445 -2.001408187 -0.001586934 54.50666696YEQAIQCYTEAISLCPTEK 4 54607135 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C7; C15] 1.394 1.164 4.727077484 38.18 0 2762.378124 3 921.4634399 -0.853505811 -0.000785902 79.74134467

LRPESALAQAQK 12 54607135 2xTMT6plex [N-Term; K12] 0.933 0.906 0.902 6.648357391 33.38 0 1770.063788 2 885.5363159 0.885186143 0.000783418 40.91136605QYMEEENYDK 8 54607135 2xTMT6plex [N-Term; K10] 0.919 0.906 0.847 3.636947393 51.1 0 1806.862037 2 903.9346924 0.039613221 3.58E-05 35.16956437ASPAPGSGHPEGPGAHLDMNSLDR 4 54607135 1xTMT6plex [N-Term] 0.965 0.711 6.057831287 23.94 0 2599.252063 4 650.567627 -1.302285203 -0.000846242 36.56669967
CIDLEPDNATTYVHK 5 54607135 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C1] 0.972 1.033 4.385054588 19.44 0 2234.152739 3 745.3899536 1.149518472 0.000856067 61.87434269

AAAFEQLQK 10 54607135 2xTMT6plex [N-Term; K9] 1.094 1.086 1.072 4.238835335 49.15 0 1463.862235 2 732.43396 -1.087464439 -0.000795949 50.86481312YMAEALLLR 6 54607135 1xTMT6plex [N-Term] 0.864 0.997 0.978 3.525523901 32.81 0 1308.75471 2 654.8804932 -0.764002504 -0.000499946 69.72344797ILLDQVEEAVADFDECIR 4 54607135 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.777 0.84 3.091958523 20.35 0 2364.195443 3 788.7341919 -3.138668771 -0.002473475 112.8514398SDEDKDKEGEALEVK 5 54607135 4xTMT6plex [N-Term; K5; K7; K15] 0.724 0.906 0.615 4.228123665 2.79 2 2608.448743 4 652.8672485 -0.605110367 -0.0003946 37.88337029NREPLMPSPQFIK 2 54607135 2xTMT6plex [N-Term; K13] 1.091 4.185738564 14.27 1 2015.151223 3 672.3878784 -1.062513855 -0.000713709 67.75735743GLLQLQWK 10 54607135 2xTMT6plex [N-Term; K8] 0.958 0.845 0.923 3.326244354 35.9 0 1443.908792 2 722.4572144 -1.135410403 -0.000819715 75.73909618
EVAQDCTK 8 54607135 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 0.945 0.947 0.878 2.907209635 35.04 0 1408.750636 2 704.8786621 -0.417775322 -0.000294271 20.54589301

GLELISK 8 54607135 2xTMT6plex [N-Term; K7] 0.918 1.158 1.236 2.247895718 30.91 0 1217.786945 2 609.3974609 0.574940471 0.000350078 57.49815575GFEEVIK 4 54607135 2xTMT6plex [N-Term; K7] 0.909 1.09 2.932476044 32.21 0 1279.76621 2 640.3862305 -0.801179537 -0.000512661 51.51232167EIDAEGK 8 54607135 2xTMT6plex [N-Term; K7] 0.92 1.078 0.949 2.704256058 26.17 0 1219.693439 2 610.350708 0.574567021 0.000350398 114.7986618AVELNPK 10 54607135 2xTMT6plex [N-Term; K7] 0.894 0.983 0.935 2.699999094 36.34 0 1228.766544 2 614.8869629 0.085574636 5.26E-05 36.86219453ENSGYLK 2 54607135 2xTMT6plex [N-Term; K7] 1.052 2.477403164 18.52 0 1268.725073 2 634.8657837 -0.616624676 -0.000391164 30.09846261AIDMFNK 6 54607135 2xTMT6plex [N-Term; K7] 0.853 0.873 0.882 2.873325825 32.51 0 1296.738615 2 648.8731079 0.250235714 0.000162245 54.12117665
IISECSK 8 54607135 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.9 1.072 0.933 2.691939592 28.93 0 1294.744094 2 647.8756714 -0.021723646 -1.41E-05 48.95287704

ADEMYDK 6 54607135 2xTMT6plex [N-Term; K7] 1.004 0.879 1.053 2.444384575 29.34 0 1329.676074 2 665.3421021 0.641901873 0.000426761 29.78499721AIEIDNK 6 54607135 2xTMT6plex [N-Term; K7] 0.773 0.98 0.91 2.90186739 32 0 1260.756373 2 630.8805542 -2.0157991 -0.001270716 39.66600898YGLKPPTL 4 54607135 2xTMT6plex [N-Term; K4] 0.927 0.672 2.060697317 5.73 0 1346.844794 2 673.9255981 -0.649399947 -0.00043732 60.48168168GDASGLKR 4 54607135 2xTMT6plex [N-Term; K7] 1.371 1.311 1.507 2.766523838 6.84 1 1261.762856 3 421.2590332 -0.245070319 -0.000103074 19.22351522KYGLKPPTL 3 54607135 3xTMT6plex [N-Term; K1; K5] 0.924 0.98 0.971 2.315000534 1 1704.102689 3 568.7053833 -0.641168905 -0.000364206 54.07733604194394141 URB1 nucleolar pre-ribosomal-associated protein 1 9875 NP_055640.2 4.05107882 1 7 7 33 2271 254.227 6.47 1.03 1.13 1.24 1.13 Significant 0.00285
ISVECVEIFQLLSGEK 4 194394141 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 0.59 0.66 4.019028187 36.91 0 2309.282691 3 770.4380493 7.319935011 0.0056346 110.7797034

LNALLHALNEVDPGDWQK 4 194394141 2xTMT6plex [N-Term; K18] 0.944 1.395 4.838336945 21.22 0 2491.370929 3 831.12854 0.055470338 4.61E-05 105.3103353DPVLAPAVGADLLDYCLAR 8 194394141 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.83 1.698 1.004 5.786417484 57.75 0 2258.20522 3 753.4057617 -1.101712868 -0.000829298 92.83553253SHILPHPVVVADLLK 2 194394141 2xTMT6plex [N-Term; K15] 1.286 3.881133556 19.82 0 2096.299602 4 524.8306274 0.514242155 0.000269501 74.25510773VALELPASK 5 194394141 2xTMT6plex [N-Term; K9] 1.185 1.208 1.181 3.228293896 25.7 0 1385.876823 2 693.4415894 -0.664250276 -0.000460285 60.123882VSAEEAGK 6 194394141 2xTMT6plex [N-Term; K8] 1.189 1.223 1.256 3.047208071 46.21 0 1248.719988 2 624.8634644 -0.268754457 -0.0001678 25.44984401EFIPLPR 4 194394141 1xTMT6plex [N-Term] 1.096 0.989 2.577530146 20.95 0 1100.666547 2 550.836853 -0.106467588 -5.86E-05 67.773219167662274 TOX4 TOX high mobility group box family member 4 isoform 1 9878 NP_055643.1 2.898550725 1 2 2 10 621 66.153 5.06 1.15 1.3 0.84 1.1 Significant 0.0149 DVFLAWVASR 6 7662274 1xTMT6plex [N-Term] 1.273 1.368 0.842 3.830491066 32.76 0 1392.783701 2 696.8952026 -0.411296142 -0.000286423 85.64579558SVPLPTLK 4 7662274 2xTMT6plex [N-Term; K8] 1.134 1.285 3.048538446 35.48 0 1312.860444 2 656.9331665 -1.0572199 -0.000693991 63.57498301114688046 TBC1D4 TBC1 domain family member 4 isoform 1 9882 NP_055647.2 3.235747304 1 3 3 10 1298 146.471 7.01 1.16 0.81 1.26 1.08 Significant 0.0157 IQALESNLENLLTR 6 114688046 1xTMT6plex [N-Term] 1.007 0.757 1.261 5.007912159 55.67 0 1843.048643 3 615.0205688 -0.808088835 -0.000496449 102.6383591KAPSSLIDDCMEK 2 114688046 3xTMT6plex [N-Term; K1; K13]; 1xCarbamidomethyl [C10] 1.334 3.676252604 19.24 1 2181.186237 3 727.732666 -1.28025433 -0.000930824 51.96004008
LLPADALVNCDLLLR 2 114688046 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.692 2.975049973 48.17 0 1925.109135 3 642.3744507 -0.174509181 -0.000111983 98.31034434120952851 KIAA0196 WASH complex subunit strumpellin 9897 NP_055661.3 13.1147541 1 11 11 38 1159 134.201 6.98 0.99 0.98 1.04 1.01 Significant 0.000342 FTPVDESVTFIGR 6 120952851 1xTMT6plex [N-Term] 0.993 1.168 1.306 4.320818901 49.43 0 1696.910752 2 848.9591675 0.180351817 0.00015302 67.21948455SFEYIQDYVNIYGLK 6 120952851 2xTMT6plex [N-Term; K15] 0.998 1.27 1.086 3.674020767 31.17 0 2310.242206 3 770.7509766 -1.657654115 -0.001276528 95.07476065LASALDLPLLR 4 120952851 1xTMT6plex [N-Term] 0.94 0.982 4.369356632 46.04 0 1410.888167 2 705.9480591 0.478439099 0.000337512 93.91455852SDDIYNQVSAYPLPEHR 2 120952851 1xTMT6plex [N-Term] 0.845 4.178777695 29.48 0 2233.108677 3 745.0402832 -1.065859736 -0.000793394 48.5072089INQANSPDLLSVSQYYSGELVSYVR 2 120952851 1xTMT6plex [N-Term] 100 4.450637817 30.49 0 3031.557396 3 1011.191223 0.567557651 0.000573528 95.68716606



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

STGYSSQPGAK 6 120952851 2xTMT6plex [N-Term; K11] 0.665 0.919 0.756 3.87796402 58.06 0 1540.837143 2 770.9231567 1.229387915 0.000947143 21.24611296MTELADVFSGVKPLTR 2 120952851 2xTMT6plex [N-Term; K12] 1.07 4.003596306 8.25 0 2222.261896 3 741.4258423 0.485075801 0.000359322 87.55086701IYFSAIAK 2 120952851 2xTMT6plex [N-Term; K8] 1.093 3.247901201 43.82 0 1370.844794 2 685.9254761 -0.816125623 -0.000559391 65.7870826ALLADIEAHYQDPSLPYPK 1 120952851 2xTMT6plex [N-Term; K19] 1.037 2.969226599 0 2599.41721 3 867.1431274 -0.915988311 -0.000793679 88.8764195AKPSELMPK 6 120952851 3xTMT6plex [N-Term; K2; K9] 1.045 0.905 1.024 3.096421242 8.16 0 1688.038374 3 563.3510132 0.066260805 3.73E-05 43.02996706DQILTDSR 1 120952851 1xTMT6plex [N-Term] 0.848 23.86 0 1176.642182 2 588.8244629 -0.45303386 -0.000266529 27.97237069188497758 UBAP2L ubiquitin-associated protein 2-like isoform a 9898 NP_055662.3 29.62281509 1 18 18 165 1087 114.465 7.11 1.11 1.08 1.11 1.1 Significant 0.0000826 TPSTMENDSSNLDPSQAPSLAQPLVFSNSK 6 188497758 2xTMT6plex [N-Term; K30] 1.159 1.049 1.085 7.176766872 64.13 0 3620.815426 4 905.958252 -1.173317886 -0.001062092 74.39837407NPSDSAVHSPFTK 6 188497758 2xTMT6plex [N-Term; K13] 1.045 1.134 1.032 4.746634483 25.04 0 1844.990683 3 615.6682129 -0.323875958 -0.000199183 36.65081625FPLDYYSIPFPTPTTPLTGR 24 188497758 1xTMT6plex [N-Term] 1.14 1.2 1.247 4.689721584 33.42 0 2512.332528 3 838.1147461 -1.131768473 -0.000947793 105.595022
TAQALAQLAAQHSQSGSTTTSSWDMGSTTQSPSLVQYDLK 2 188497758 2xTMT6plex [N-Term; K40] 0.91 5.883556843 42.39 0 4641.314283 4 1161.084229 0.172546492 0.000200211 79.08070411

AINVLLEGNPDTHSWEMVGK 4 188497758 2xTMT6plex [N-Term; K20]; 1xOxidation [M17] 0.853 1.165 5.067452908 51.11 0 2684.411807 3 890.1427612 -1.18499422 -0.00105402 80.86042402AINVLLEGNPDTHSWEMVGK 12 188497758 2xTMT6plex [N-Term; K20] 1.044 1.09 1.186 7.183532715 80.6 0 2668.416892 3 890.1427612 -1.18499422 -0.00105402 80.86042402LAQMISDHNDADFEEK 6 188497758 2xTMT6plex [N-Term; K16] 1.221 1.107 1.126 5.057300091 44.84 0 2321.148382 3 774.3880005 0.459386764 0.000355435 58.40646561IFTASNVSSVPLPAENVTITAGQR 7 188497758 1xTMT6plex [N-Term] 1.399 0.988 0.847 6.588855743 66.03 0 2701.47221 3 901.1600342 -2.465430114 -0.002220097 78.52857789SPAVATSTAAPPPPSSPLPSK 4 188497758 2xTMT6plex [N-Term; K21] 0.927 1.087 6.199811459 56.9 0 2418.364446 3 806.7913818 -2.007159093 -0.001618014 50.85396003GNWEQPQNQNQTQHK 8 188497758 2xTMT6plex [N-Term; K15] 1.157 1.163 1.34 4.254161358 33.29 0 2295.163061 3 765.7246704 -1.569931824 -0.001201083 23.28404712GGSTTGSQFLEQFK 14 188497758 2xTMT6plex [N-Term; K14] 1.09 0.931 1.19 4.887625694 81.03 0 1945.043112 2 973.0212402 -4.066008203 -0.003954281 64.07397589STSAPQMSPGSSDNQSSSPQPAQQK 4 188497758 2xTMT6plex [N-Term; K25] 0.939 1.318 4.769480228 42.73 0 2990.452562 3 997.4884644 -0.575893969 -0.000574061 28.15126285DGSLASNPYSGDLTK 10 188497758 2xTMT6plex [N-Term; K15] 1.219 0.794 1.097 4.522918224 62.28 0 1983.043506 2 992.0245972 -0.801068689 -0.000794277 47.72018036TATEEWGTEDWNEDLSETK 12 188497758 2xTMT6plex [N-Term; K19] 1.105 1.109 1.125 4.652384281 45.95 0 2699.272456 3 900.4298096 0.896430789 0.00080657 62.26302567QRPQATAEQIR 6 188497758 1xTMT6plex [N-Term] 1.235 1.169 1.041 4.816378593 31.76 0 1526.860054 3 509.6243896 -0.942132636 -0.000479502 17.11892399SSVATTSGK 14 188497758 2xTMT6plex [N-Term; K9] 0.856 1.146 1.183 3.837363243 46.22 0 1295.757101 2 648.3829956 1.24494856 0.000806575 102.8046603IDLAVLLGK 16 188497758 2xTMT6plex [N-Term; K9] 1.204 1.098 1.11 3.983632565 60.87 0 1399.928858 2 700.4681396 0.103174439 7.22E-05 98.59162741SQTSSIPQKPQTNK 6 188497758 3xTMT6plex [N-Term; K9; K14] 0.82 0.881 0.732 4.061794281 11.03 0 2231.296256 3 744.4363403 -0.801594096 -0.000596198 31.39891006TQQSFEK 4 188497758 2xTMT6plex [N-Term; K7] 1.295 0.861 1.993353248 29.66 0 1325.746537 2 663.3764648 -0.666577265 -0.000441856 28.423702478217386 RABGAP1L rab GTPase-activating protein 1-like isoform A 9910 NP_055672.3 6.871165644 1 4 5 21 815 92.454 5.31 1.49 1.18 1.29 1.32 Significant 0.00469 IIDQSSNVEIASFPIYK 4 78217386 2xTMT6plex [N-Term; K17] 1.597 0.713 3.971797228 40.06 0 2382.332084 3 794.7808838 -1.672924963 -0.001328488 82.99302276DTGGDGQESLYK 5 78217386 2xTMT6plex [N-Term; K12] 1.354 1.152 1.053 4.340604305 65.51 0 1727.885215 2 864.4451904 -1.221493538 -0.0010553 31.76980635DSAQESVITR 6 78217386 1xTMT6plex [N-Term] 1.986 1.2 1.677 3.947401047 49.65 0 1334.711324 2 667.8598633 0.843345283 0.000562811 23.40561982TFPAHDYFK 4 78217386 2xTMT6plex [N-Term; K9] 1.362 1.549 2.820945024 22.45 0 1583.862235 3 528.6258545 0.489327004 0.000258342 48.54414943FLLETVVR 2 78217386 1xTMT6plex [N-Term] 1.104 3.307919741 18.68 0 1205.745525 2 603.3763428 -0.09639109 -5.81E-05 74.567460097662150 FAM20B glycosaminoglycan xylosylkinase 9917 NP_055679.1 17.3594132 1 5 5 18 409 46.403 6.87 0.93 1.11 0.98 1 Significant 0.00283 LDHTLQSPWEIAAQWVVPR 8 7662150 1xTMT6plex [N-Term] 1.147 0.976 5.830429554 44.53 0 2475.334594 3 825.7814331 -1.958544758 -0.001616018 100.7947557ALLILEGGQK 2 7662150 2xTMT6plex [N-Term; K10] 1.588 3.251372576 15.27 0 1499.956136 2 750.4817505 0.059199439 4.44E-05 77.28293209SFGNPSLDER 4 7662150 1xTMT6plex [N-Term] 1.32 1.522 3.613366604 46.94 0 1350.68511 2 675.8461914 -0.002522794 -1.70E-06 31.83286147SAMAHDPISPVLSDPHLDAVDQR 1 7662150 1xTMT6plex [N-Term] 1.297 3.942610502 0 2700.361279 4 675.8459473 0.251904257 0.000170058 53.87638836LLSVLATVK 3 7662150 2xTMT6plex [N-Term; K9] 0.723 0.892 2.52569294 1.59 0 1401.944508 2 701.475708 -0.263137644 -0.000184452 91.78415951178056552 NCAPD2 condensin complex subunit 1 9918 NP_055680.3 19.27194861 1 19 19 73 1401 157.082 6.61 1.42 1.47 1.45 1.45 Significant 0.000101 GNAIYNLLPDIISR 6 178056552 1xTMT6plex [N-Term] 0.675 1.829 0.665 4.140508175 47.14 0 1788.0217 2 894.5112915 -3.575628969 -0.003196651 94.46959653STLQQLLQLPQGEEEIPEQIANTETTEDVK 2 178056552 2xTMT6plex [N-Term; K30] 4.602330685 31.27 0 3840.016628 3 1280.675781 -0.999435776 -0.001279283 94.01583762GKPEIVGSNLDTLVSIGLDEK 5 178056552 3xTMT6plex [N-Term; K2; K21] 1.275 1.463 5.736620426 37.96 0 2871.6646 3 957.8939209 0.908722179 0.000869848 92.57389208LSDPELGVEEEPFHTIMK 4 178056552 2xTMT6plex [N-Term; K18] 1.107 1.443 5.02841568 40.28 0 2529.331097 3 843.7814331 -0.534197992 -0.000450388 79.27465135TAAASAVLDPEEEWEAMLPELK 6 178056552 2xTMT6plex [N-Term; K22] 1.468 1.554 2.109 4.360747337 39.59 0 2858.489783 3 953.5007324 -0.748123848 -0.000712835 106.9336745GFAAFLTELAER 2 178056552 1xTMT6plex [N-Term] 0.772 3.50887394 45.08 0 1553.852509 2 777.428894 -1.285684485 -0.000998882 103.5489141ELEIGQAGSQR 2 178056552 1xTMT6plex [N-Term] 1.236 3.704340935 32.82 0 1416.764422 2 708.8860474 0.279232423 0.000197803 32.57855457EAITHLLGVALTR 6 178056552 1xTMT6plex [N-Term] 1.956 2.495 4.441502571 31.77 0 1622.979107 3 541.6647339 0.333787511 0.000180577 79.82591218GQVSEMAVLLIDPEPQIAALAK 2 178056552 2xTMT6plex [N-Term; K22] 1.442 4.57617569 37.3 0 2751.573059 3 917.8621826 -0.386734575 -0.000354709 110.5171424FPNLVDPWTPHLYAR 6 178056552 1xTMT6plex [N-Term] 0.944 0.964 0.913 4.495409489 8.26 0 2055.101347 3 685.7067871 2.170753346 0.001487039 83.90597684LLENPTINHQK 6 178056552 2xTMT6plex [N-Term; K11] 1.559 1.592 1.627 4.106055737 35.52 0 1765.037239 3 589.017334 0.11864516 6.98E-05 53.57360785APQMYEFHLPLSPEELLK 1 178056552 2xTMT6plex [N-Term; K18] 2.101 7.48 0 2600.419853 3 867.4785156 0.438746458 0.000380308 101.7204889LLFTMLEK 6 178056552 2xTMT6plex [N-Term; K8] 1.582 1.81 1.231 3.810687065 35.07 0 1452.89003 2 726.9487915 0.190295072 0.000138239 97.59525255EAVLNAYR 4 178056552 1xTMT6plex [N-Term] 1.389 0.977 2.700676203 23.57 0 1164.657438 2 582.8337402 2.374456779 0.001382714 35.18252718QTLAAFVPLLLK 2 178056552 2xTMT6plex [N-Term; K12] 1.503 2.525704145 2.18 0 1772.144999 3 591.387207 1.167491233 0.000689655 112.2132829IYQLLAK 4 178056552 2xTMT6plex [N-Term; K7] 1.696 1.781 2.872596502 31.9 0 1306.84988 2 653.928833 0.390010844 0.000254843 72.4774816VLQLFTR 6 178056552 1xTMT6plex [N-Term] 1.663 1.754 1.657 2.563336134 30.3 0 1105.693096 2 553.345459 -8.550619776 -0.004727181 68.62447613GFVHPDPLWIPFK 1 178056552 2xTMT6plex [N-Term; K13] 1.293 2.269803286 0 2011.156961 3 671.057373 0.301011128 0.000201794 92.47333462SIVGEIVR 2 178056552 1xTMT6plex [N-Term] 1.559 2.479201555 22.45 0 1101.682925 2 551.3449097 -0.346918386 -0.000191097 48.69228757124378039 SEC16A protein transport protein Sec16A isoform 1 9919 NP_055681.1 11.87950785 1 24 24 129 2357 251.738 5.8 0.99 1.02 1.01 1.01 Significant 0.0000767 LVLIGSNHSLPFLK 6 124378039 2xTMT6plex [N-Term; K14] 1.059 1.046 1.105 3.951188803 53.4 0 1996.235939 3 666.0831909 -0.460634976 -0.000306512 89.72086161TMATMGDTLASR 6 124378039 1xTMT6plex [N-Term] 1.068 0.987 1.082 4.359172344 61.29 0 1483.744615 2 742.375061 -1.192657867 -0.0008848 39.68929833YRPYDGAASAYAQNYR 7 124378039 1xTMT6plex [N-Term] 0.956 0.983 1.15 5.82202673 28.51 0 2095.019468 3 699.0107422 -0.856511134 -0.000598136 34.11860744GGIGASENLENPPK 10 124378039 2xTMT6plex [N-Term; K14] 0.953 0.946 0.821 4.951201916 59.12 0 1841.016898 2 921.0108032 -1.394807778 -0.001283932 40.68628866GLANPEPAPEPK 6 124378039 2xTMT6plex [N-Term; K12] 1.172 1.227 1.271 4.172406673 36.38 0 1677.957592 2 839.4823608 -0.087582853 -7.35E-05 38.47336665NPSSAAPVQSR 2 124378039 1xTMT6plex [N-Term] 0.869 3.515980005 38.5 0 1342.727643 2 671.866272 -1.769379442 -0.001187897 18.08636224AQQELVPPQQQASPPQLPK 2 124378039 2xTMT6plex [N-Term; K19] 0.901 2.930782557 15.86 0 2542.439343 3 848.151062 -0.279162941 -0.000236585 56.93645501
TEAYEYAQSLGAETCPLPSFQVFK 6 124378039 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 0.918 1.05 0.842 5.24592495 50.2 0 3194.612023 3 1065.539795 -2.251163623 -0.002397198 91.75353946

VDVINFAQNK 6 124378039 2xTMT6plex [N-Term; K10] 1.055 1.073 1.039 3.484479189 47.27 0 1605.936463 2 803.4713135 -0.69265933 -0.000556183 62.26563307LLPSAPQTLPDGPLASPAR 8 124378039 1xTMT6plex [N-Term] 1.085 1.037 1.024 3.705093145 27.57 0 2130.212019 3 710.7412109 -1.380100888 -0.000979969 73.03740528
MPAASTCCGDEK 4 124378039 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C7; C8] 1.147 1.373 3.206468344 45.89 0 1784.838147 2 892.9213867 -1.485082837 -0.001325316 29.9434445TVPDSEAPPGWDR 6 124378039 1xTMT6plex [N-Term] 1.048 1.207 1.094 4.343949795 37.73 0 1655.822666 2 828.4151611 0.229538847 0.000190038 40.70307451FATNEAIQR 6 124378039 1xTMT6plex [N-Term] 1.278 0.949 1.06 3.614066839 49.84 0 1278.700366 2 639.854126 0.476681748 0.000304767 31.51072502SHLVGVKPFEADR 5 124378039 2xTMT6plex [N-Term; K7] 0.87 0.805 1.042 3.615591288 11.98 0 1913.100902 4 479.0314026 1.504542473 0.000719585 41.09486124IVNHWASPELR 6 124378039 1xTMT6plex [N-Term] 0.869 1.011 0.846 3.852181435 21.95 0 1550.864077 3 517.6243896 -3.521459274 -0.001820435 56.87938602YWCDAEYDAYR 6 124378039 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.211 0.806 0.856 3.79843688 27.76 0 1740.752537 2 870.8793945 -0.588818616 -0.000512494 49.79553284DALESAMK 4 124378039 2xTMT6plex [N-Term; K8] 0.968 0.988 3.126484871 24.1 0 1322.739009 2 661.8721924 -1.436734203 -0.000950212 42.20395779FSVPHVCAR 2 124378039 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.86 3.065398455 14.23 0 1301.698592 3 434.571167 0.27324802 0.000118562 42.20946086TVWLPGK 6 124378039 2xTMT6plex [N-Term; K7] 1.097 1.06 1.191 2.977332354 31.75 0 1258.792365 2 629.8986816 -1.809836804 -0.001139104 59.92214582SIVWDEK 6 124378039 2xTMT6plex [N-Term; K7] 0.96 1.092 0.939 3.553656816 31.39 0 1334.772023 2 667.8879395 -2.562972321 -0.001710492 51.08379188ELLLYGR 4 124378039 1xTMT6plex [N-Term] 1.198 0.932 2.70083642 20.16 0 1092.661461 2 546.8355713 2.200808036 0.001202369 50.04767404FYQQVTK 4 124378039 2xTMT6plex [N-Term; K7] 0.94 1.302 2.830582619 19.49 0 1371.803658 2 686.4039307 -2.240154309 -0.001536526 41.59102208LFDPQLK 5 124378039 2xTMT6plex [N-Term; K7] 1.076 1.148 0.954 2.43727994 17.61 0 1318.813494 2 659.9110718 1.040893723 0.000686372 63.62745703AFPGPLAK 6 124378039 2xTMT6plex [N-Term; K8] 0.99 1.168 1.157 2.507870674 33.79 0 1258.792365 2 629.8995361 -0.452198783 -0.000284612 67.9302017662004 MFN2 mitofusin-2 9927 NP_055689.1 11.49273448 1 6 7 36 757 86.347 6.98 1.07 1.15 1.11 1.11 Significant 0.000433 NAELDPVTTEEQVLDVK 8 7662004 2xTMT6plex [N-Term; K17] 1.227 1.077 0.926 4.149147511 41.42 0 2358.280442 3 786.7618408 -4.016761066 -0.00315755 70.46946579KIEVLDSLQSK 4 7662004 3xTMT6plex [N-Term; K1; K11] 1.064 1.17 5.380572319 25.84 1 1947.209339 3 649.7401733 -1.73181712 -0.00112407 59.08067519VEGTDGHEAFLLTEGSEEK 4 7662004 2xTMT6plex [N-Term; K19] 0.928 0.903 4.338656902 20.68 0 2506.271334 3 836.0956421 0.414703515 0.000346453 53.34672655QLELLAQDYK 4 7662004 2xTMT6plex [N-Term; K10] 1.136 1.165 4.006127357 43.79 0 1678.977993 2 839.9919434 -0.823722083 -0.000691506 65.42721051WDASASEPEYMEEVR 6 7662004 1xTMT6plex [N-Term] 1.216 1.155 1.302 3.94300437 52.37 0 2027.921787 2 1014.463562 -0.956479966 -0.000969833 53.47069577IFFVSAK 6 7662004 2xTMT6plex [N-Term; K7] 1.063 1.272 1.214 3.171391249 29.84 0 1269.797116 2 635.3991089 -4.862782003 -0.003087373 71.89207312GISEVLAR 4 7662004 1xTMT6plex [N-Term] 1.202 1.097 2.046770811 26.65 0 1073.651625 2 537.3291626 -0.53668683 -0.000288107 42.02596778109948283 PUM3 pumilio homolog 3 9933 NP_055693.4 24.38271605 1 14 14 77 648 73.538 9.64 1.32 1.37 1.42 1.37 Significant 0.000444 VIQCYIQYGNEEQR 2 109948283 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 2.116 3.13469696 45.82 0 2029.001041 2 1015.004639 0.473106583 0.000479967 52.06074538DGELHIAEHPAGHLVLK 6 109948283 2xTMT6plex [N-Term; K17] 1.177 1.252 5.534553051 42.4 0 2294.302121 5 459.6660767 -0.367932894 -0.00016883 47.01142501ELLESISPALLSYLQEHAQEVVLDK 2 109948283 2xTMT6plex [N-Term; K25] 0.988 5.412062168 34.13 0 3282.82373 3 1094.946533 0.400977781 0.00043878 112.4455765FLMYGSKPQIAEIIR 5 109948283 2xTMT6plex [N-Term; K7] 1.527 1.25 2.128 4.515477657 9.54 0 2224.292802 3 742.1038208 1.846543018 0.001369084 84.7202412VFLDFFTYAPPK 6 109948283 2xTMT6plex [N-Term; K12] 1.472 1.321 1.429 3.513828754 36.11 0 1903.076979 3 635.0303345 -0.277814317 -0.000176234 107.6495715EAVVYLAHTHDGAR 12 109948283 1xTMT6plex [N-Term] 1.422 1.336 1.289 4.105351448 42.88 0 1767.933947 4 442.7388611 -0.188284219 -8.32E-05 33.116784KVLLYLLSPR 2 109948283 2xTMT6plex [N-Term; K1] 1.456 2.883383512 24.03 1 1660.092569 3 554.0362549 0.989076433 0.000547319 86.4859357LELIMDEMK 6 109948283 2xTMT6plex [N-Term; K9] 0.932 1.201 1.219 3.679292679 46 0 1579.883958 2 790.4450684 -0.69502652 -0.000549031 87.83935558VLLYLLSPR 10 109948283 1xTMT6plex [N-Term] 1.425 1.715 1.647 3.744341135 35.72 0 1302.834674 2 651.9202271 -1.149031774 -0.000748499 98.03568666EIIEVLQK 6 109948283 2xTMT6plex [N-Term; K8] 1.533 1.491 1.478 3.903479815 43.04 0 1429.903037 2 715.4545898 -0.793279314 -0.000567156 68.74639922TLVEHVGMK 6 109948283 2xTMT6plex [N-Term; K9] 1.252 1.42 1.529 3.193870783 26.56 0 1471.870691 3 491.2948608 -0.449870001 -0.000220717 39.41588726TIAFAHDSTR 2 109948283 1xTMT6plex [N-Term] 1.437 2.67750001 6.04 0 1347.721829 3 449.9119873 -0.312249849 -0.000140275 28.55025526SEMIEAIR 6 109948283 1xTMT6plex [N-Term] 1.239 1.497 1.141 3.036188602 35.4 0 1177.644825 2 589.3248291 -2.074672111 -0.001221613 41.25515161SDESAAK 6 109948283 2xTMT6plex [N-Term; K7] 1.498 1.468 1.59 2.905694962 28.91 0 1165.646488 2 583.3268433 -0.067358812 -3.93E-05 16.70616532

224282117 SUGP2 SURP and G-patch domain-containing protein 2 10147 NP_055699.2 11.82994455 1 11 11 53 1082 120.132 7.28 1.07 1.08 1.07 1.08 Significant 0.00000964 SLALLGQTFSLASSFR 2 224282117 1xTMT6plex [N-Term] 1.557 4.32477951 37.99 0 1927.085028 3 643.0339966 1.249730063 0.000802779 106.4523142ALNIVDQEGSLLGK 6 224282117 2xTMT6plex [N-Term; K14] 0.56 1.068 3.841587305 46.23 0 1915.126448 2 958.0637207 -3.280892369 -0.003141662 75.83966046GETQGLLTAK 6 224282117 2xTMT6plex [N-Term; K10] 0.633 0.91 0.977 3.903901815 39.47 0 1475.883365 2 738.4445801 -1.003455819 -0.000740492 41.67664683VDNEFLNMLLDK 12 224282117 2xTMT6plex [N-Term; K12] 1.172 1.165 1.12 4.43818903 41.51 0 1909.050506 3 637.0213013 -0.605259736 -0.000385157 105.2658532ATTGTQTLLSSGTR 4 224282117 1xTMT6plex [N-Term] 0.991 1.312 2.431435585 14.67 0 1622.891079 2 811.9483032 -1.078085097 -0.000874807 35.49979908APSSLSDAVPQR 4 224282117 1xTMT6plex [N-Term] 1.283 1.072 3.298482656 30.69 0 1456.795723 2 728.9008179 -0.935956765 -0.000681749 33.17518187IPLGLDLK 6 224282117 2xTMT6plex [N-Term; K8] 0.994 1.045 0.966 2.535172939 26.77 0 1326.876094 2 663.9408569 -1.248935616 -0.000828591 79.94297623SSNPSISDDSYFR 4 224282117 1xTMT6plex [N-Term] 1.402 1.403 4.330756187 42.02 0 1703.807409 2 852.4091797 2.155986046 0.001836692 39.07577158DFCFFTIK 2 224282117 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.904 2.877348661 2.96 0 1535.833244 2 768.4209595 0.910720821 0.000699358 89.33814438
GADQKPTSADCAVR 5 224282117 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C11] 1.34 1.182 1.808 3.117507219 5.68 0 1934.01658 3 645.3423462 -2.11738918 -0.001365022 20.73965552

EYIDHLK 2 224282117 2xTMT6plex [N-Term; K7] 1.08 2.3517313 18.94 0 1375.798572 3 459.2711792 0.29945347 0.000137329 39.09844877
7662677 NSA2 ribosome biogenesis protein NSA2 homolog isoform 1 10412 NP_055701.1 21.15384615 1 6 6 41 260 30.047 10.27 1.55 1.44 1.78 1.59 Significant 0.00395

ATFCLPILGVK 12 7662677 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.925 1.66 1.949 4.946588039 53.19 0 1677.017356 2 839.0114136 -1.076537196 -0.000902686 95.31339037
AQGETEVLK 6 7662677 2xTMT6plex [N-Term; K9] 1.601 1.726 1.551 3.642464399 43.28 0 1432.841165 2 716.9240112 -0.292795233 -0.000209765 33.07268647TPQGAVPAYLLDR 6 7662677 1xTMT6plex [N-Term] 1.251 1.112 1.342 4.706893921 22.48 0 1629.916172 2 815.4612427 -0.591035572 -0.000481669 59.0414548WEVPLPK 6 7662677 2xTMT6plex [N-Term; K7] 1.401 1.473 1.684 2.479015827 33.91 0 1326.81858 2 663.9129639 0.053906673 3.58E-05 68.75288902VLSNMIK 5 7662677 2xTMT6plex [N-Term; K7] 1.496 1.227 1.677 2.414436817 20.04 0 1262.79065 2 631.899353 0.617002262 0.000389572 58.31067742FIRPMGLR 6 7662677 1xTMT6plex [N-Term] 2.083 1.838 2.207 2.677467108 10.32 0 1218.734249 3 406.9158936 -0.920303945 -0.000373869 55.455214247657441 PDAP1 28 kDa heat- and acid-stable phosphoprotein 11333 NP_055706.1 46.40883978 1 11 11 64 181 20.618 8.87 0.91 0.96 0.96 0.94 Significant 0.000312 EEEEQKEGGDGAAGDPK 6 7657441 3xTMT6plex [N-Term; K6; K17] 0.913 0.873 0.944 3.803121805 9.02 1 2433.234838 3 811.7495117 -0.351702078 -0.000285258 21.66975427QYTSPEEIDAQLQAEK 4 7657441 2xTMT6plex [N-Term; K16] 0.958 1.035 4.883755207 36.89 0 2308.207277 3 770.0736694 -0.356081201 -0.00027397 58.12738797KVTQLDLDGPK 4 7657441 3xTMT6plex [N-Term; K1; K11] 0.972 0.945 5.467463493 41.37 1 1901.167474 3 634.3945313 0.823862191 0.0005221 50.44487495GVEGLIDIENPNR 10 7657441 1xTMT6plex [N-Term] 0.957 0.857 0.844 5.125666142 64.29 0 1654.896165 2 827.9519653 0.295610125 0.000244602 59.36112069VTQLDLDGPK 12 7657441 2xTMT6plex [N-Term; K10] 1.004 0.916 0.913 3.521294594 64.06 0 1543.909579 2 772.4579468 -0.623291238 -0.000481153 53.77174014AREEEEQKEGGDGAAGDPK 2 7657441 3xTMT6plex [N-Term; K8; K19] 1.293 1.262 4.567396641 2 2660.373062 4 665.8459473 -4.173552821 -0.002775802 19.3007973DDATLSGK 6 7657441 2xTMT6plex [N-Term; K8] 0.589 0.979 1.076 2.779358387 31.99 0 1264.714902 2 632.8613892 0.47394896 0.000299705 25.49387632MQSLSLNK 8 7657441 2xTMT6plex [N-Term; K8]; 1xOxidation [M1] 1.009 0.883 0.894 2.141824484 28.78 0 1394.807757 2 697.9068604 -0.941439326 -0.000656563 35.76086849AKDDATLSGK 4 7657441 3xTMT6plex [N-Term; K2; K10] 1.309 1.226 2.782400846 4.62 1 1693.009911 3 565.0079346 -0.390156642 -0.00022018 29.17860021EGGDGAAGDPK 6 7657441 2xTMT6plex [N-Term; K11] 0.679 0.697 0.627 2.904362917 28.48 0 1431.747993 2 716.3778687 0.32648531 0.000233722 19.77181817EREEIEK 2 7657441 2xTMT6plex [N-Term; K7] 1.036 1.012 2.292450905 7.92 1 1390.794215 3 464.2698975 0.664327477 0.000307981 20.5859449934335253 DLGAP4 disks large-associated protein 4 isoform a 22839 NP_055717.2 9.908998989 1 9 9 40 989 107.501 7.3 1.35 1.1 1.22 1.22 Significant 0.00346 ENNLSEEVLGK 6 34335253 2xTMT6plex [N-Term; K11] 1.12 1.537 1.308 4.673658371 68.73 0 1689.942336 2 845.4746094 -0.232960611 -0.000196845 51.14717337

DTDSDTQDANDSSCK 12 34335253 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 1.082 0.977 1.09 4.301657677 61.62 0 2116.934092 3 706.3157959 -0.593998033 -0.000419152 17.61656115
RDTDSDTQDANDSSCK 4 34335253 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 1.102 1.088 6.013899326 35.09 1 2273.035203 3 758.3497925 -0.16659161 -0.000126223 16.0668272

SEQGTLTSSESHPEAAPK 2 34335253 2xTMT6plex [N-Term; K18] 2.118 4.290768623 68.13 0 2314.192689 3 772.0700684 1.280069779 0.000987443 25.63176712VLSAVGSAQLLMSQK 2 34335253 2xTMT6plex [N-Term; K15]; 1xOxidation [M12] 0.964 4.471488953 16.57 0 2006.172018 3 669.3959961 0.706096604 0.000472184 67.46247882ANSWQLVETPEK 2 34335253 2xTMT6plex [N-Term; K12] 1.188 3.351309061 28.55 0 1860.026734 2 930.5166626 -0.368567115 -0.000342772 55.83368589KPPPPVPK 6 34335253 3xTMT6plex [N-Term; K1; K8] 1.23 0.787 1.215 3.744640827 21.73 0 1547.028796 3 516.3477173 -0.127686396 -6.58E-05 40.48764879
LEGWCCQMDK 2 34335253 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C5; C6] 1.576 3.879409075 44.64 0 1784.853404 2 892.9274292 -3.261820579 -0.002910936 55.08429326

FDELYHLK 4 34335253 2xTMT6plex [N-Term; K8] 1.506 1.45 2.788234234 14.24 0 1522.866986 3 508.2929077 -1.849364058 -0.000938778 62.07917024148277037 AAK1 AP2-associated protein kinase 1 22848 NP_055726.3 16.75338189 1 9 10 37 961 103.821 6.51 0.85 1.08 1.03 0.99 Significant 0.00497
LQTGFTENEVLQIFCDTCEAVAR 8 148277037 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C15; C18] 1.391 1.643 0.944 6.41408062 83.06 0 2930.422559 3 977.4766235 -2.471225356 -0.002413912 106.9241515

ADIWALGCLLYK 6 148277037 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.506 1.707 1.641 3.619466543 38.33 0 1881.070848 3 627.6950073 -0.201596524 -0.000126406 106.6257998
ECPIPNVQNSPIPAK 4 148277037 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 1.054 1 3.067684889 24.54 0 2122.173081 3 708.0621948 -0.494666223 -0.000349922 57.04314267
VQTTPPPAVQGQK 6 148277037 2xTMT6plex [N-Term; K13] 0.779 0.826 0.805 5.121269226 25.26 0 1809.063454 3 603.6929321 0.436207319 0.000263042 36.53475182LTDPIPTTETSIAPR 2 148277037 1xTMT6plex [N-Term] 0.872 3.369028091 26.78 0 1841.021759 2 921.0147095 0.208115581 0.000191573 66.49964147MFVNNEHDLQVCK 2 148277037 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 0.807 3.876446486 19.28 0 2092.071987 3 698.0275269 -1.892608676 -0.001319825 60.43804905

STQLLQAAAAEASLNK 4 148277037 2xTMT6plex [N-Term; K16] 0.875 0.882 3.338137388 13.85 0 2074.190839 3 692.0682373 -0.328087428 -0.000226839 72.86328688LTAEELLNK 2 148277037 2xTMT6plex [N-Term; K9] 0.794 3.797252893 20.79 0 1488.903766 2 744.9554443 -0.103135024 -7.68E-05 71.22678251FQNPQTEGVNAVEDEIKK 2 148277037 3xTMT6plex [N-Term; K17; K18] 0.957 3.600312948 0.26 1 2733.50262 3 911.8389893 -0.07518433 -6.85E-05 62.00849816
LCYFTLPFGESQVAICDGNFTIPDNSR 1 148277037 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C16] 1.850941062 0 3350.602314 3 1117.53772 -1.106750358 -0.001236093 103.462457

45267832 FASTKD2 FAST kinase domain-containing protein 2 22868 NP_055744.2 14.64788732 1 7 7 33 710 81.41 8.05 0.88 0.98 1.22 1.03 Significant 0.00952
KLSEECNSLSDVLDAFSK 2 45267832 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C6] 1.304 4.866328716 25.65 1 2729.463458 3 910.4897461 -3.214045136 -0.002924206 86.28486699

FSVLNSQHMFEVLAAMNHR 6 45267832 1xTMT6plex [N-Term] 0.994 0.956 1.287 6.907088757 45.59 0 2460.24777 4 615.8168335 -0.920909533 -0.000566416 91.61904331VAEVLSSLLGGEGHFSK 6 45267832 2xTMT6plex [N-Term; K17] 1.147 1.244 1.216 7.674694538 51.26 0 2188.237789 3 730.0835571 -0.763730198 -0.000557074 103.2614353DIALSLPQLPR 4 45267832 1xTMT6plex [N-Term] 1.101 1.039 4.132674217 35.11 0 1451.87833 2 726.4395752 -4.446873571 -0.00322816 77.25174374DIISELLTSDDMK 9 45267832 2xTMT6plex [N-Term; K13] 0.535 0.708 3.323692799 28.78 0 1938.050566 3 646.6871948 -1.823635258 -0.001178099 102.6057374APTFPSSNYFTAMWTIAK 4 45267832 2xTMT6plex [N-Term; K18] 1.059 2.883924246 22.82 0 2491.309574 3 831.1083984 0.428695218 0.000356004 102.3959681LDDTVYLR 2 45267832 1xTMT6plex [N-Term] 1.436 3.325477839 12.25 0 1223.683319 2 612.3444214 -1.432246837 -0.000876308 47.49094393151101459 PPP6R1 serine/threonine-protein phosphatase 6 regulatory subunit 1 22870 NP_055746.3 13.16685585 1 6 6 30 881 96.664 4.55 1.05 0.97 1.02 1.01 Significant 0.00053
EDLSLPELLDEEDVLQECK 4 151101459 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C18] 0.874 0.936 4.351960659 27.54 0 2732.395214 3 911.4700317 0.120127148 0.000109412 93.6110074

DPSTSVPASGAHQPPQTTEGEK 8 151101459 2xTMT6plex [N-Term; K22] 0.808 0.791 0.746 5.909584999 54.78 0 2679.362608 3 893.7893066 -3.449147979 -0.003080506 28.35886973SQDPTPPSAPQEATEGSK 8 151101459 2xTMT6plex [N-Term; K18] 1.123 1.076 1.005 4.730195999 55.04 0 2285.16614 3 762.3925171 -1.375125604 -0.001047463 30.12203351VTEPSAPCQALVSIGDLQATFHGIR 4 151101459 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.63 0.603 5.518575668 54.31 0 2896.518842 3 966.1755371 -2.342253665 -0.002261461 90.19812992EQMIQVQDSPEPDQLLATLEK 4 151101459 2xTMT6plex [N-Term; K21] 0.951 1.747 5.253554344 50.6 0 2870.522145 3 957.5118408 -0.409691688 -0.00039201 89.36156496VAGALVQNTEK 2 151101459 2xTMT6plex [N-Term; K11] 1.095 3.835154295 22.71 0 1587.947027 2 794.4786377 1.871227801 0.001485705 43.27786069
190014623 DIS3 exosome complex exonuclease RRP44 isoform a 22894 NP_055768.3 37.78705637 1 26 26 130 958 108.934 7.14 1.26 1.26 1.25 1.25 Significant 0.00000704

DKPNPQLIYDDEIPSLK 6 190014623 3xTMT6plex [N-Term; K2; K17] 1.325 1.204 1.164 5.0766716 26.22 0 2672.511394 3 891.507019 -1.829736294 -0.001629997 69.72376344NVIVLQTVLQEVR 10 190014623 1xTMT6plex [N-Term] 1.294 1.421 1.561 4.969393253 59.9 0 1740.058085 3 580.6914063 0.908182327 0.000526763 93.82023317IDSANMNDDITTSLR 6 190014623 1xTMT6plex [N-Term] 1.106 1.197 1.116 4.462509155 70.1 0 1894.937771 2 947.970459 -2.179570914 -0.002065076 49.97788268ASLTYAEAQLR 6 190014623 1xTMT6plex [N-Term] 1.387 1.856 3.730068684 42.86 0 1451.805559 2 726.4086304 3.04797854 0.002212536 49.90403446LACLSEEGNEIESGK 12 190014623 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 1.53 1.261 1.28 4.830595016 70.69 0 2094.078906 3 698.6964111 -2.017880774 -0.001408534 57.3455713
SQWVAPSSVVLHDEGQNEEDVEKEEETER 2 190014623 2xTMT6plex [N-Term; K23] 0.73 6.809740067 40.67 1 3813.84554 4 954.215271 -1.648253858 -0.001571546 52.87832906SLAESLDQAESPTFPYLNTLLR 12 190014623 1xTMT6plex [N-Term] 1.229 1.258 1.224 5.688414574 44.92 0 2694.418777 3 898.8118896 0.867966529 0.000779555 102.4261616

IDMVPELLSSNLCSLK 2 190014623 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C13] 1.453 3.61546278 28.33 0 2277.259847 3 759.7579956 -0.181548713 -0.000137811 104.7444526
FHMDSETHDPIDLQTK 4 190014623 2xTMT6plex [N-Term; K16] 1.251 1.167 4.787899017 8.66 0 2372.195666 4 593.8046265 0.425563283 0.00025238 50.51571453
RIDMVPELLSSNLCSLK 6 190014623 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C14] 1.184 1.334 1.36 5.679782867 36.03 1 2433.360958 3 811.789856 -2.442440316 -0.001981113 89.18920964

LLAVAIGADCTYPELTDK 6 190014623 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 1.507 1.414 1.071 4.363475323 31.15 0 2408.314719 3 803.4433594 0.334518156 0.000268542 86.38157385
ETYVEQEQGENANDRNDR 4 190014623 1xTMT6plex [N-Term] 1.182 1.611 5.22844696 24.03 1 2396.091188 3 799.3684082 -0.215772516 -0.000172337 18.1357366

NLGDVGEKETETEVLLLEHDVPHQPFSQAVLSFLPK 2 190014623 3xTMT6plex [N-Term; K8; K36] 1.001 5.404435635 2.23 1 4703.553933 5 941.5184937 2.004616478 0.001885764 109.6120451IIVAIDGWPR 4 190014623 1xTMT6plex [N-Term] 1.252 0.67 2.890563488 30.56 0 1368.820087 2 684.9144287 1.091291609 0.000746891 78.18554909IMLDSSNLQHQK 4 190014623 2xTMT6plex [N-Term; K12] 1.201 1.167 3.914444685 31.81 0 1872.041338 3 624.6849365 -0.577989206 -0.000360673 46.60635938KIHEEFSEHALLR 2 190014623 2xTMT6plex [N-Term; K1] 1.386 4.010876179 24.98 1 2067.17513 5 414.2407837 -0.153679755 -6.35E-05 41.95145353SLTANPELIDR 6 190014623 1xTMT6plex [N-Term] 1.25 1.159 1.32 4.363997459 44.8 0 1457.816124 2 729.4112549 -0.610889371 -0.000445282 46.29357678AIEEGIPAFTCEEYVK 6 190014623 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 1.35 2.853 0.936 3.360257626 33.52 0 2314.204106 2 1157.605957 0.22954436 0.000265606 73.02661363
IIFSEHLPLSK 2 190014623 2xTMT6plex [N-Term; K11] 1.207 3.005296469 23.96 0 1742.061663 3 581.3580933 -1.111697068 -0.000645548 73.17091439IEDTVFHVFDK 6 190014623 2xTMT6plex [N-Term; K11] 1.227 1.315 1.154 3.190909147 25.61 0 1807.999457 3 603.3379517 -0.085768572 -5.17E-05 78.04726782
GTTVYLCEK 2 190014623 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.726 2.629563332 27.15 0 1528.844536 2 764.9255981 -0.403462172 -0.000308415 42.32122276GALTLSSPEVR 4 190014623 1xTMT6plex [N-Term] 0.874 1.109 3.013869286 30.67 0 1358.784095 2 679.895752 0.0970914 6.60E-05 42.77149758YADVIVHR 6 190014623 1xTMT6plex [N-Term] 1.399 1.325 1.36 2.89726615 38 0 1201.689073 3 401.2344971 -0.112299484 -4.50E-05 44.39518664MPWSITEK 6 190014623 2xTMT6plex [N-Term; K8] 1.04 1.194 1.18 3.303282976 25.63 0 1449.817593 2 725.4122314 -0.280703846 -0.000203485 65.51554608EIILQGLK 2 190014623 2xTMT6plex [N-Term; K8] 0.715 2.375411034 16.25 0 1371.897558 2 686.4514771 -1.370830079 -0.000940319 69.24376671MAQYAQR 2 190014623 1xTMT6plex [N-Term] 1.131 2.244952679 10.93 0 1096.57708 2 548.791687 -0.895766089 -0.000491138 20.51555466156671215 EPN2 epsin-2 isoform b 22905 NP_055779.2 7.644305772 1 3 4 17 641 68.439 7.52 1.2 1.34 1.39 1.31 Significant 0.00188 GSSQPNLSTSHSEQEYGK 6 156671215 2xTMT6plex [N-Term; K18] 2.308 1.387 1.308 5.048373699 45.21 0 2394.193752 3 798.7363281 0.28361322 0.000226342 25.07462216ALTLLDYLIK 12 156671215 2xTMT6plex [N-Term; K10] 1.069 1.284 1.285 4.821161747 56.56 0 1621.034051 2 811.0200195 -0.795200754 -0.000644524 112.6513869ENIFAIQTLK 4 156671215 2xTMT6plex [N-Term; K10] 1.004 1.678 3.599560499 16.68 0 1634.988164 2 817.9968262 -1.093699813 -0.000894093 74.64184892QLVALLKDEER 1 156671215 2xTMT6plex [N-Term; K7] 1.075 1.799384475 1 1772.068205 3 591.3587646 -3.64790964 -0.002154782 64.9325227718105054 KIFAP3 kinesin-associated protein 3 isoform 1 22920 NP_055785.2 6.565656566 1 3 4 22 792 91.146 5.08 1.76 1.14 0.92 1.27 Significant 0.0369 NPDNLEELLLNETALGALAR 6 18105054 1xTMT6plex [N-Term] 100 1 1.125 3.434117794 35.05 0 2395.303019 2 1198.15625 0.920242651 0.00110213 108.0229529AVDEDPENQTLR 8 18105054 1xTMT6plex [N-Term] 1.562 1.178 0.907 3.974366188 47.18 0 1615.812495 2 808.4086304 -1.553798984 -0.001255324 27.05243868SLNANTDITSLAR 2 18105054 1xTMT6plex [N-Term] 0.881 3.614202738 30.14 0 1604.880515 2 802.9453125 1.765614308 0.0014168 49.20359303YQGLVVK 6 18105054 2xTMT6plex [N-Term; K7] 0.752 0.781 0.863 2.306817532 23.32 0 1264.80293 2 632.9049072 -0.309690044 -0.000195848 46.6435905114149657 TCF25 transcription factor 25 22980 NP_055787.1 2.810650888 1 1 1 6 676 76.619 6.35 1.23 1 1.08 1.1 Significant 0.00371 TDGDDTETVPSEQSHASGK 6 14149657 2xTMT6plex [N-Term; K19] 1.226 0.998 1.076 4.78499651 44.02 0 2419.162511 3 807.0584717 -0.68192233 -0.000549894 23.2768969570980549 PDCD11 protein RRP5 homolog 22984 NP_055791.1 31.64083378 1 45 45 221 1871 208.57 8.87 1.43 1.39 1.51 1.44 Significant 0.000597 DSETVDEDEEVDPALTVGTIK 2 70980549 2xTMT6plex [N-Term; K21] 100 3.713650942 46.85 0 2720.376586 3 907.4622192 -1.647542174 -0.001493978 71.14898334NLVELSFLPGDTGKPDVLSASLEGQLTK 6 70980549 3xTMT6plex [N-Term; K14; K28] 1.477 0.603 5.831760883 21.3 0 3616.045239 3 1206.02063 0.579898286 0.000698979 102.1344116AINIGQLVDVK 16 70980549 2xTMT6plex [N-Term; K11] 1.68 1.512 1.618 4.771590233 49.31 0 1628.014713 2 814.5110474 0.064561187 5.26E-05 79.51279143

LSCQNLGAVLDDVPVQGFFK 8 70980549 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C3] 0.99 1.427 4.906794548 39.79 0 2665.442379 3 889.1505127 -2.02385319 -0.001798155 105.4531834
AFQQSVEQDNLFDISTEEGSTK 6 70980549 2xTMT6plex [N-Term; K22] 1.124 1.571 100 6.192960739 89.06 0 2931.462382 3 977.8239136 -1.771879242 -0.001731399 76.59934985SIKDYGVFIQFPSGLSGLAPK 4 70980549 3xTMT6plex [N-Term; K3; K21] 3.262 0.782 4.164093971 19.24 1 2911.690027 4 728.6778564 -0.148023569 -0.00010775 99.02147428DLLHLPELFSPGMLVR 10 70980549 1xTMT6plex [N-Term] 1.047 1.163 4.465545177 31.61 0 2066.166984 3 689.3926392 -1.751755574 -0.001206473 105.9557433IIDYSQMDELALLSLR 12 70980549 1xTMT6plex [N-Term] 1.809 1.715 1.983 6.129885197 61.71 0 2109.146308 3 703.7198486 -0.623489967 -0.000438344 103.4151366



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

FVTSTSDHFVEGQTVAAK 2 70980549 2xTMT6plex [N-Term; K18] 1.627 4.809466362 32.31 0 2382.270546 3 794.7620239 0.408260659 0.000324196 52.91333444GSEHQAIVQHLEK 4 70980549 2xTMT6plex [N-Term; K13] 1.417 1.296 5.223290443 22.5 0 1934.08598 4 484.2775269 1.187766159 0.00057431 30.76803762DYGVFIQFPSGLSGLAPK 4 70980549 2xTMT6plex [N-Term; K18] 1.382 1.458 3.73671031 24.36 0 2354.31604 3 785.4401245 -4.340697966 -0.003406458 100.378855KAGLSEEDDSLVDVYYR 2 70980549 2xTMT6plex [N-Term; K1] 1.106 3.97460103 19.35 1 2417.260041 3 806.4241943 -0.831938705 -0.000670337 56.62898367VTPNEGLTVSFPFGK 12 70980549 2xTMT6plex [N-Term; K15] 1.323 1.465 1.655 5.112743378 58.49 0 2051.157748 2 1026.081055 -1.421380195 -0.001457738 82.00819965LNEQVTQEQPLKDLLHLPELFSPGMLVR 3 70980549 2xTMT6plex [N-Term; K12]; 1xOxidation [M25] 2.557 5.597233772 14.81 1 3719.060623 4 930.5209961 0.411720904 0.000382804 110.7738185TTEPGVTGLLLAVEGPAAK 6 70980549 2xTMT6plex [N-Term; K19] 1.346 1.647 5.290242672 34.63 0 2282.337169 3 761.4494629 -1.460589684 -0.001111186 90.97436744KLNEQVTQEQPLK 2 70980549 3xTMT6plex [N-Term; K1; K13] 1.246 4.771268845 13.85 1 2242.337393 3 748.1161499 -1.559280499 -0.001165478 42.35516332TIPELSVRPSELEDGHTALNTHSVSPMEK 4 70980549 2xTMT6plex [N-Term; K29] 1.586 1.15 5.478460312 7.24 0 3632.899431 5 727.3865356 1.139853369 0.000828195 61.50707654EGKEEAEETNVLPK 6 70980549 3xTMT6plex [N-Term; K3; K14] 1.152 1.114 1.377 3.231296062 8.16 1 2260.263953 3 754.0919189 -1.216461493 -0.000916508 40.95254394GYVGSIQPHGVFFR 4 70980549 1xTMT6plex [N-Term] 1.232 1.218 4.211414814 24.19 0 1792.969605 3 598.3275757 -0.798016439 -0.00047694 57.59014027NFSEIHPGMLLIGFVK 2 70980549 2xTMT6plex [N-Term; K16]; 1xOxidation [M9] 1.82 3.911185265 32.59 0 2276.287717 3 759.4332275 -1.136733636 -0.000862511 90.7025753NFSEIHPGMLLIGFVK 2 70980549 2xTMT6plex [N-Term; K16] 1.856 3.899347305 9.63 0 2260.292802 3 759.4332275 -1.136733636 -0.000862511 90.7025753TKDGLEVAVLPHNIR 4 70980549 2xTMT6plex [N-Term; K2] 1.412 1.019 4.546551228 23.9 1 2120.259194 4 530.8199463 -0.584024705 -0.000309571 54.26962794SKVEDPEINSIQDIK 4 70980549 3xTMT6plex [N-Term; K2; K15] 1.528 1.613 4.246170521 17.98 1 2402.374566 3 801.4645996 1.947842852 0.001559816 55.10879474
VVVLNCEPSK 4 70980549 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.543 1.401 3.434508324 49.39 0 1602.928935 2 801.9684448 0.42311822 0.000339114 49.7350446FQEAGELYNR 6 70980549 1xTMT6plex [N-Term] 1.122 2.115 0.975 3.331988573 47.62 0 1455.742959 2 728.3751831 0.089837933 6.54E-05 42.05574435LEEGEVAMGR 6 70980549 1xTMT6plex [N-Term] 1.244 1.22 1.661 4.098151684 47.07 0 1319.682667 2 660.3446655 -0.464017091 -0.000306178 34.04648451EKFEILSVESLCEGMR 2 70980549 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C12] 1.599 4.242461681 13.14 1 2385.255824 3 795.7529297 -4.858341559 -0.003862796 78.56232096
VFYTGQVVK 2 70980549 2xTMT6plex [N-Term; K9] 1.733 3.297687769 22.39 0 1498.903372 2 749.9543457 -1.305597003 -0.000978482 64.50782419
VLLCDPEAK 4 70980549 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.569 1.49 3.933371544 38.82 0 1502.865272 2 751.9358521 -0.561912271 -0.000422239 53.4764857
ACILCVHPR 6 70980549 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C5] 1.757 1.944 2.805 3.359688044 29.84 0 1354.728512 3 452.2473755 -0.693161137 -0.000313015 37.90772017

VFLHLADIYAK 6 70980549 2xTMT6plex [N-Term; K11] 1.462 1.354 3.728025198 34.01 0 1748.051099 3 583.355957 1.269598899 0.000739775 79.87785467KEPAGHSQK 2 70980549 3xTMT6plex [N-Term; K1; K9] 1.307 2.498530149 13.38 1 1669.000015 4 418.005188 -0.654887277 -0.000273252 16.02381058AGQEVESGQK 5 70980549 2xTMT6plex [N-Term; K10] 1.171 1.371 2.293700695 11.73 0 1490.821493 2 745.9139404 -0.595826281 -0.000444135 100.7089115EHVDVIAK 9 70980549 2xTMT6plex [N-Term; K8] 1.388 1.288 1.479 3.646246195 19.54 0 1368.825121 3 456.9465332 -0.05485772 -2.50E-05 33.56474538YLPISHPR 6 70980549 1xTMT6plex [N-Term] 1.479 1.378 1.556 2.959481478 31.63 0 1211.709808 3 404.5744629 -0.802954732 -0.000324316 47.55556876FAQLEFQLGDAER 2 70980549 1xTMT6plex [N-Term] 1.193 3.373948336 6.63 0 1752.911815 2 876.9591064 -0.501239918 -0.000439315 71.89367565ATVVGPDSSK 4 70980549 2xTMT6plex [N-Term; K10] 0.957 1.336 2.960390329 37 0 1418.825515 2 709.9136963 -3.805508018 -0.002699676 114.6788662AVQYNEPLK 2 70980549 2xTMT6plex [N-Term; K9] 1.204 2.462129354 21.49 0 1519.88845 3 507.3007202 -0.554333753 -0.000280842 41.15590585LSSDPEPK 6 70980549 2xTMT6plex [N-Term; K8] 1.612 1.486 1.812 2.891001463 23.39 0 1330.761852 2 665.8845825 0.027013896 1.80E-05 30.29600364
ALECLPSK 4 70980549 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.385 1.215 2.502995491 21.95 0 1375.801943 3 459.2711487 -2.217394075 -0.001016898 47.22903691

QQPQKPQAQK 4 70980549 3xTMT6plex [N-Term; K5; K10] 1.097 1.611 1.289 2.221858025 1.12 0 1868.132092 3 623.3809814 -1.980964879 -0.001233568 22.49858832AFLPLLK 4 70980549 2xTMT6plex [N-Term; K7] 1.4 1.597 2.567805052 25 0 1259.849151 2 630.4282227 0.01366235 8.61E-06 86.63599833LKDGVLAYAR 4 70980549 2xTMT6plex [N-Term; K2] 1.302 1.406 1.285 2.21571207 2.41 1 1563.962284 3 521.9918823 -0.760783912 -0.000396612 63.30715616TSIIEAQYLR 2 70980549 1xTMT6plex [N-Term] 0.98 2.426751852 6.86 0 1422.815395 2 711.9091797 -3.031120561 -0.002156362 52.55718621QPESADDFDR 5 70980549 1xTMT6plex [N-Term] 0.978 1.006 1.126 3.057227612 15.25 0 1408.654203 2 704.8309937 0.36016269 0.000253672 22.7902651IGTVSIFHMSDSYSETPLEDFVPQK 1 70980549 2xTMT6plex [N-Term; K25] 2.173 1.900964856 0 3285.675351 3 1095.890137 -5.933137534 -0.006498121 95.4899627661922 RAB21 ras-related protein Rab-21 23011 NP_055814.1 35.11111111 1 7 7 58 225 24.332 7.94 1.07 1.06 1.03 1.05 Significant 0.00013 VNLAIWDTAGQER 4 7661922 1xTMT6plex [N-Term] 0.802 1.015 3.998266459 40.19 0 1701.912149 2 851.4597778 0.076251916 6.49E-05 66.49288978VVLLGEGCVGK 14 7661922 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.136 1.098 1.095 4.165848732 47.12 0 1588.94967 3 530.3165894 -9.097483617 -0.004818481 60.85074253
GIEELFLDLCK 14 7661922 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.047 1.035 1.033 3.985832691 60.45 0 1795.007579 2 898.0065308 -0.999470188 -0.000897028 101.6306227

HVSIQEAESYAESVGAK 8 7661922 2xTMT6plex [N-Term; K17] 1.021 1.042 0.99 6.836457253 49.58 0 2263.197047 3 755.0700073 -0.697220486 -0.000525982 68.37065096MIETAQVDER 10 7661922 1xTMT6plex [N-Term] 0.938 1 0.979 3.356660604 59.39 0 1420.730345 2 710.8677368 -1.5120302 -0.001074094 31.731929FHALGPIYYR 6 7661922 1xTMT6plex [N-Term] 0.989 1.162 1.018 3.751427889 44.59 0 1465.815336 3 489.2770081 0.77426528 0.00037831 61.31902881HYHTSAK 2 7661922 2xTMT6plex [N-Term; K7] 1.228 2.225824594 3.78 0 1301.736641 3 434.5835266 -0.471889625 -0.000204759 15.4555228714790190 SPEN msx2-interacting protein 23013 NP_055816.2 1.118995633 1 3 3 9 3664 402.004 7.64 1.29 1.31 1.17 1.26 Significant 0.00121 GLDDTVSIASR 2 14790190 1xTMT6plex [N-Term] 1.135 2.630890369 35.46 0 1362.742624 2 681.8753052 0.520488278 0.000354646 37.19597327TDYNEPGTIPSAAR 6 14790190 1xTMT6plex [N-Term] 1.578 1.309 1.704 4.370827675 44.27 0 1720.870344 2 860.9398804 1.243639415 0.001070071 41.1039813SQVKPDSVTASQPPSK 1 14790190 3xTMT6plex [N-Term; K4; K16] 1.235 2.658073902 0 2343.348686 3 781.7870483 -0.893597475 -0.000698003 36.53685547189083688 EXOSC7 exosome complex component RRP42 23016 NP_055819.2 35.05154639 1 8 8 46 291 31.801 5.19 1.27 1.57 1.53 1.46 Significant 0.00414 GGDDLGTEIANTLYR 8 189083688 1xTMT6plex [N-Term] 1.204 1.235 4.590179443 50.52 0 1823.933672 2 912.47052 0.049875203 4.55E-05 65.42391691GSLDPESIFEMMETGKR 6 189083688 2xTMT6plex [N-Term; K16] 1.477 1.887 2.47 4.816044331 22.92 1 2385.219438 3 795.7414551 -4.035849059 -0.003208795 94.525871VYIVHGVQEDLR 6 189083688 1xTMT6plex [N-Term] 1.642 1.452 1.541 4.488779545 48.53 0 1656.927071 3 552.9804688 -0.131629209 -7.27E-05 51.43805477LSVENVPCIVTLCK 10 189083688 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C8; C13] 1.387 2.162 2.31 4.300339699 45.28 0 2090.17539 3 697.3961792 -0.672274849 -0.000468391 79.67254242
LEKPNEGYLEFFVDCSASATPEFEGR 6 189083688 2xTMT6plex [N-Term; K3]; 1xCarbamidomethyl [C15] 2.298 1.111 5.897949219 34.01 0 3450.692792 4 863.425354 -3.827154479 -0.003301584 87.30221768

LGHTDILVGVK 2 189083688 2xTMT6plex [N-Term; K11] 1.117 2.920995712 15.91 0 1610.004148 3 537.3395996 0.060396195 3.24E-05 56.15742706
GSLDPESIFEMMETGK 2 189083688 2xTMT6plex [N-Term; K16]; 2xOxidation [M11; M12] 1.082 3.178629398 18.46 0 2261.108157 3 754.3739014 -0.445161561 -0.000335519 68.87166612

EESLGPK 6 189083688 2xTMT6plex [N-Term; K7] 0.862 0.764 0.904 2.549051285 18.6 0 1217.714174 2 609.3604736 -0.413409309 -0.000251707 28.15446583238859597 RBM34 RNA-binding protein 34 isoform 1 23029 NP_055829.2 26.74418605 1 10 10 44 430 48.535 10.11 1.26 1.2 1.19 1.22 Significant 0.000323 ESALASADLEEEIHQK 4 238859597 2xTMT6plex [N-Term; K16] 1.454 1.525 5.599027157 56.27 0 2228.181062 3 743.3977661 -1.039929023 -0.000772383 55.74785316SVQEGENPDDGVR 8 238859597 1xTMT6plex [N-Term] 1.845 1.345 0.89 4.525707722 78.48 0 1630.787008 2 815.895874 -1.555600524 -0.001268427 19.27064626LASLFSSLEPQIQPVYVPVPK 8 238859597 2xTMT6plex [N-Term; K21] 0.986 0.709 1.096 5.033163548 32.72 0 2770.61591 3 924.2097168 -0.473800562 -0.000437573 112.3609246EESAATQALK 4 238859597 2xTMT6plex [N-Term; K10] 1.193 1.257 4.288102627 59.93 0 1505.857544 2 753.4318848 -0.697774338 -0.000525374 33.60293846EYGQIESVR 4 238859597 1xTMT6plex [N-Term] 1.185 1.729 3.75005579 44.91 0 1309.694946 2 655.3501587 -1.454741192 -0.000952634 29.57712134VEESAIEK 6 238859597 2xTMT6plex [N-Term; K8] 1.282 1.253 1.033 2.891196728 29.26 0 1362.788067 2 681.8970947 -0.847055315 -0.000577178 33.73598343VDLASETSSR 2 238859597 1xTMT6plex [N-Term] 1.067 3.367554665 27.08 0 1293.684775 2 647.3460693 0.067112079 4.34E-05 29.09311891SLIPAEGTLSK 4 238859597 2xTMT6plex [N-Term; K11] 1.124 1.348 2.687310934 25.52 0 1573.956529 2 787.4823608 0.581743949 0.00045782 57.91612833SLFIGEK 2 238859597 2xTMT6plex [N-Term; K7] 1.209 2.756656408 31.12 0 1251.771295 2 626.3893433 0.091760722 5.74E-05 55.83817523SVFVGNLPYKVEESAIEK 2 238859597 3xTMT6plex [N-Term; K10; K18] 1.37 1.42 2.86983633 1 2696.547779 3 899.5157471 -5.596573952 -0.005030476 80.69533132154448892 XPO7 exportin-7 23039 NP_055839.3 22.63109476 1 18 18 96 1087 123.828 6.32 1.04 1.07 0.88 1 Significant 0.00348 ILENPQSLSDPNNYHEFCR 6 154448892 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.462 1.089 1.286 5.325196743 41.25 0 2562.224452 3 854.7463379 0.003474276 2.97E-06 57.69819887VLQLMNLTDSR 6 154448892 1xTMT6plex [N-Term] 1.174 1.202 1.215 4.048802853 53.85 0 1518.851129 2 759.9290161 -0.245852559 -0.000186707 75.16418985LYGDDALDNALQTFIK 8 154448892 2xTMT6plex [N-Term; K16] 1.048 1.184 1.355 5.122990608 47.93 0 2255.23237 3 752.4153442 -0.394693322 -0.000296708 100.1507479
AIELWYHDPACTTPVLK 6 154448892 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 1.306 1.333 1.224 5.095984459 51.6 0 2472.336123 3 824.7833862 -0.209521913 -0.00017267 74.79637487

DGLEDPLEDTGLVQQQLDQLSTIGR 6 154448892 1xTMT6plex [N-Term] 1.546 0.924 0.978 6.23738718 75.67 0 2969.526489 3 990.5150146 1.34747251 0.001333785 96.52651542ATEPHMLETYTPEVTK 6 154448892 2xTMT6plex [N-Term; K16] 1.471 1.232 1.119 5.444172859 38.12 0 2305.215005 3 769.0736084 -3.788368837 -0.002911002 52.5799143LLLSIPHSDLLDYPK 6 154448892 2xTMT6plex [N-Term; K15] 1.066 1.007 1.058 5.152779102 33.07 0 2182.288762 3 728.0976563 -4.741279055 -0.003448947 90.23657347SNYQLGELVK 4 154448892 2xTMT6plex [N-Term; K10] 0.302 0.266 2.509223223 25.99 0 1608.936128 2 804.9716797 -0.028326171 -2.28E-05 54.52182253LMAELVHNR 6 154448892 1xTMT6plex [N-Term] 0.99 1.212 1.157 4.232773304 53.6 0 1311.740457 3 437.918457 0.275461314 0.000120445 49.16952381LAASVPYVK 6 154448892 2xTMT6plex [N-Term; K9] 0.626 0.784 0.819 3.975515366 32.53 0 1405.881908 2 703.444458 -0.191100244 -0.000134332 59.8734193
ALVEFTNSPDCLSK 4 154448892 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 1.239 1.703 3.433445692 33.07 0 2039.088348 2 1020.045288 -2.475992828 -0.002524384 64.88113585

FLSHLVDGVK 6 154448892 2xTMT6plex [N-Term; K10] 1.006 1.07 1.022 3.393544436 22.5 0 1572.951385 3 524.9886475 0.002926227 1.53E-06 66.24798765LAQAGNEK 9 154448892 2xTMT6plex [N-Term; K8] 1.25 1.188 1.401 2.600217104 21.18 0 1288.762521 2 644.8842163 -1.059320697 -0.000682606 24.20561872
LGWFDCQK 4 154448892 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 0.934 0.858 2.687470436 6.03 0 1511.808091 2 756.4099731 3.028280566 0.00228909 66.11083744TTFYTALGR 4 154448892 1xTMT6plex [N-Term] 1.267 1.343 2.710981846 10.83 0 1258.699303 2 629.850708 -4.10249244 -0.002581902 48.15242241TLVGLVR 6 154448892 1xTMT6plex [N-Term] 1.191 1.409 1.35 1.960608959 26.02 0 986.655982 2 493.8315125 -0.236838027 -0.000116839 50.36039259QLYETTDTTTR 2 154448892 1xTMT6plex [N-Term] 1.342 2.31782937 4.59 0 1557.795782 2 779.4006958 -1.070184203 -0.000833564 26.01733305LTHNCLNFDFIGTSTDESSDDLCTVQIPTSWR 1 154448892 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C23] 2.152908802 0 3958.842497 3 1320.285889 0.155519101 0.000205225 89.2106161

114326552 MON2 protein MON2 homolog isoform 1 23041 NP_055841.2 3.727431567 1 5 5 15 1717 190.237 6.06 0.99 1.16 0.93 1.03 Significant 0.00447 AVAVESIHR 2 114326552 1xTMT6plex [N-Term] 1.129 3.300488472 22.07 0 1210.710537 3 404.2420654 0.913875802 0.000368813 24.79261429AVSTLIDSLKK 4 114326552 3xTMT6plex [N-Term; K10; K11] 0.825 1.355 2.961699486 10.71 1 1862.192961 3 621.4019165 -0.947500242 -0.000588143 74.2853179EAAESGIIK 4 114326552 2xTMT6plex [N-Term; K9] 0.921 0.959 3.217940331 31.21 0 1375.819702 2 688.4146118 1.631996409 0.001122666 38.1540886
GVVLNRPFHPAPPFDCLWLCLYAK 2 114326552 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C16; C20] 0.905 1.098590374 1.07 0 3328.789157 3 1110.259155 -7.884155003 -0.00874823 111.8287705VTTPQEGYISR 3 114326552 1xTMT6plex [N-Term] 1.245 0.931 3.259980202 10.27 0 1479.800474 2 740.4031372 -0.997334413 -0.000737928 30.37604106

190341074 PDXDC1 pyridoxal-dependent decarboxylase domain-containing protein 1 isoform 1 23042 NP_055842.2 15.10152284 1 9 9 37 788 86.652 5.38 1.34 1.35 1.4 1.36 Significant 0.000185
ILVEDELSSPVVVFR 4 190341074 1xTMT6plex [N-Term] 1.421 1.5 5.319097042 55.87 0 1931.105095 3 644.3726196 -0.926538533 -0.000596414 88.21280548YEDFVVDGFNVLYNK 8 190341074 2xTMT6plex [N-Term; K15] 1.389 1.643 1.422 4.058861256 34.27 0 2280.195256 3 760.7350464 -2.048039453 -0.001556643 97.73485069IADPTLAEMGK 6 190341074 2xTMT6plex [N-Term; K11] 1.352 1.345 3.872904062 50.97 0 1603.91295 2 802.4588013 -1.636086882 -0.00131207 57.03497448GSDALSETSSVSHIEDLEK 6 190341074 2xTMT6plex [N-Term; K19] 1.12 0.944 1.16 5.973259926 37.34 0 2462.266248 3 821.4261475 -0.958112141 -0.000786376 54.0296281LNELESDLTFK 6 190341074 2xTMT6plex [N-Term; K11] 1.302 1.328 3.300259113 32.43 0 1766.994037 3 589.6696167 0.147039351 8.66E-05 80.87860456HSCDALNR 2 190341074 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.251 3.275624752 26.95 0 1201.594521 3 401.2031555 0.32658499 0.000130808 17.74654869FSPLMTAAVLGTR 2 190341074 1xTMT6plex [N-Term] 100 2.225897551 20.79 0 1592.903165 3 531.6386719 -1.068630559 -0.000567408 85.42307338GVPHPEDDHSQVEGPESLR 1 190341074 1xTMT6plex [N-Term] 1.306 2.720252752 0 2314.126117 3 772.0460815 -1.04836598 -0.000808684 29.01603934LLEEGVLR 2 190341074 1xTMT6plex [N-Term] 1.384 2.913550138 24.81 0 1157.70914 2 579.3582764 0.117891766 6.82E-05 54.29290421225007648 POP1 ribonucleases P/MRP protein subunit POP1 10940 NP_055844.2 24.51171875 1 16 16 86 1024 114.636 9.22 1.34 1.35 1.5 1.4 Significant 0.00137 LGWGSGWDVLLPK 6 225007648 2xTMT6plex [N-Term; K13] 1.497 1.513 1.137 3.534749031 49.92 0 1886.094026 3 629.3689575 -0.904828382 -0.000568864 99.68711163ITDQEASENHVAATGSHLCVLR 6 225007648 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.539 1.083 1.072 6.576897621 46.92 0 2637.325228 4 660.0862427 -0.791440833 -0.000521822 40.10639775

QLLLEGVPVECTHSFIWNQDICK 6 225007648 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C11; C22] 1.468 2.136 1.405 3.827710152 22.04 0 3244.689897 3 1082.232178 -2.439883973 -0.002638889 89.04293594
AGPEGTSQEIPK 6 225007648 2xTMT6plex [N-Term; K12] 1.402 1.535 1.376 3.789515495 45.94 0 1671.931771 2 836.4701538 0.75352189 0.000629919 32.63998091ASSDGPAGEEPVAGQEALTLGLWSGPLPR 4 225007648 1xTMT6plex [N-Term] 1.5 1.119 6.749600887 63.76 0 3091.589758 3 1031.196899 -4.403342253 -0.004537776 88.68567798

SPNVPGDFPDCPAGMLFAEEQAK 6 225007648 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C11] 1.582 2.172 1.604 5.364714622 66.15 0 2935.437036 3 979.1497803 -0.765885849 -0.000749403 87.49482657
VNPHSLPDPEVNEQSSSK 6 225007648 2xTMT6plex [N-Term; K18] 1.198 1.114 1.702 4.959262371 34.38 0 2422.261438 3 808.0914307 -0.701409759 -0.000566333 42.70760008EAEEVMDAGCQESAGPER 2 225007648 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 100 3.194067001 38.8 0 2193.958977 2 1097.483765 0.581276536 0.000637648 32.34950696GLVLLRPPASLQYR 6 225007648 1xTMT6plex [N-Term] 1.532 1.876 1.693 3.875212431 29.66 0 1812.105704 3 604.7067261 -0.04368252 -2.64E-05 68.57807393IPILLIQQPGK 12 225007648 2xTMT6plex [N-Term; K11] 1.509 1.527 1.656 4.124848843 43.42 0 1678.103134 2 839.5541382 -1.27188417 -0.001067176 89.96269984AAEISAMLK 6 225007648 2xTMT6plex [N-Term; K9] 1.453 1.496 1.123 3.595971584 52.43 0 1391.833243 2 696.4196167 -0.924335993 -0.000643261 63.74240107KTHQPSDEVGTSIEHPR 8 225007648 2xTMT6plex [N-Term; K1] 1.523 1.807 1.631 5.591629505 31.07 1 2376.267192 5 476.0594788 0.460978813 0.000219082 22.44038096AASVHTVGEDTEETPHR 2 225007648 1xTMT6plex [N-Term] 1.133 3.641730547 18.91 0 2065.014776 3 689.0084229 -1.966511504 -0.001353625 19.25836326SQTELPDEK 6 225007648 2xTMT6plex [N-Term; K9] 1.466 1.606 1.842 3.564270735 41.26 0 1504.825909 2 752.9161987 -0.523867284 -0.000394165 31.30627092QDILEEIK 2 225007648 2xTMT6plex [N-Term; K8] 1.734 3.863522053 38.79 0 1445.861566 2 723.4324951 -2.664740328 -0.001926423 62.50724075GKEEEILK 2 225007648 3xTMT6plex [N-Term; K2; K8] 0.735 0.544 1.962463379 1 1633.013934 3 545.0095215 0.047398937 2.58E-05 39.33665464119874201 FRYL protein furry homolog-like 285527 NP_055845.1 4.779289744 1 11 11 80 3013 339.383 5.58 1.06 1.02 0.96 1.01 Significant 0.000821 AYPELTLAIFSEISQR 6 119874201 1xTMT6plex [N-Term] 0.991 1.267 1.035 5.868486404 31.4 0 2067.132372 3 689.7149658 -0.981063956 -0.000675996 107.8851251LQLLSPQVDINSPINAK 6 119874201 2xTMT6plex [N-Term; K17] 1.068 1.258 1.153 4.463133335 48.89 0 2308.364052 3 770.1255493 -0.848107463 -0.00065258 84.35266063VFLVIADSLQQK 12 119874201 2xTMT6plex [N-Term; K12] 1.114 1.163 1.093 3.925554514 62.46 0 1819.109342 2 910.0581665 -0.156781223 -0.000142601 102.5207484IIGIPSPSSLFK 8 119874201 2xTMT6plex [N-Term; K12] 1.074 1.029 1.12 4.233053684 49.75 0 1717.066414 2 859.0363159 -0.616746128 -0.000529497 98.72907622QIPVHPVPDPLVHEVLNLAFK 4 119874201 2xTMT6plex [N-Term; K21] 1.323 1.235 6.557611942 27.77 0 2820.654027 4 705.9195557 0.838832493 0.000591514 101.7900293EIIFDLLSVGK 16 119874201 2xTMT6plex [N-Term; K11] 0.738 0.841 0.678 3.54138279 65.5 0 1692.03478 2 846.5195313 -1.769372613 -0.00149692 108.9555652WTNFPGLQQLFLK 11 119874201 2xTMT6plex [N-Term; K13] 0.934 0.959 0.846 3.706645012 29.07 0 2050.188989 3 684.0674438 -0.590466068 -0.000403522 109.6161723ELIEELHPIIK 6 119874201 2xTMT6plex [N-Term; K11] 1.046 0.978 1.045 3.428699017 29.83 0 1792.098443 3 598.0379028 0.397682447 0.000237562 71.14322312LMSIVSALFPK 2 119874201 2xTMT6plex [N-Term; K11] 1.165 2.089709282 19.68 0 1664.022107 3 555.3455811 0.050055863 2.78E-05 112.8123148RHDEDEDDSLKDR 3 119874201 2xTMT6plex [N-Term; K11] 1.108 1.155 3.470263243 8.31 2 2088.035795 5 418.4129028 -0.185528354 -7.75E-05 16.00505138LAVSVLR 6 119874201 1xTMT6plex [N-Term] 0.93 1.011 100 2.608966589 22.35 0 986.655982 2 493.8314819 -0.298698653 -0.000147356 49.980668747657269 PDS5B sister chromatid cohesion protein PDS5 homolog B 23047 NP_055847.1 17.27712509 1 16 21 91 1447 164.563 8.47 1.42 1.31 1.41 1.38 Significant 0.000647 LLTTILHSDGDLTEQGK 2 7657269 2xTMT6plex [N-Term; K17] 1.077 4.549630642 20.58 0 2299.290947 3 767.1011353 -0.910940951 -0.000698173 77.0070197

LLVACCLADIFR 6 7657269 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C6] 2.719 3.774 4.268 4.895132542 56.65 0 1679.917435 2 840.4609375 -1.688588939 -0.001418345 104.4927012
SIDGTADDEDEGVPTDQAIR 10 7657269 1xTMT6plex [N-Term] 0.755 100 1.48 5.092572689 50.99 0 2333.094208 3 778.3691406 -0.574102407 -0.000446478 38.68379108KDILLVNDHLLNFVR 6 7657269 2xTMT6plex [N-Term; K1] 1.922 1.821 1.791 5.273356915 32.15 1 2267.363993 4 567.5960693 -0.681622472 -0.000386372 81.46088654IAPVHIDTESISALIK 2 7657269 2xTMT6plex [N-Term; K16] 1.515 4.005077839 14.64 0 2165.294576 4 542.0794067 0.563943188 0.000305276 84.63190591SGPPAPEEEEEEER 4 7657269 1xTMT6plex [N-Term] 1.432 1.161 4.867747784 75.16 0 1813.828933 2 907.4176636 -0.486276047 -0.000441011 19.85816411LYTVCDVAMNIIMSK 6 7657269 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 100 1.596 2.822 4.819396019 55.67 0 2216.189325 3 739.4018555 0.761878162 0.000562822 110.745662

GHTASESDEQQWPEEK 2 7657269 2xTMT6plex [N-Term; K16] 1.122 4.868453503 45.25 0 2316.114439 3 772.7098389 0.226306418 0.000174717 28.40947488EAMMGLAQIYK 4 7657269 2xTMT6plex [N-Term; K11] 1.274 2.662737846 18.78 0 1712.947955 3 571.6537476 -0.739044181 -0.000421981 73.05366551
FASHCLMNHPDLAK 2 7657269 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 1.337 3.034662247 19.47 0 2099.093057 4 525.5286255 -0.183196678 -9.61E-05 45.75716054

YALQSAAGK 4 7657269 2xTMT6plex [N-Term; K9] 1.419 1.501 4.138924122 42.09 0 1366.809471 2 683.9086304 0.375130695 0.000256366 37.18180921FNDIHVPIR 6 7657269 1xTMT6plex [N-Term] 1.352 1.238 1.772 3.777612686 30.39 0 1339.768386 3 447.2608643 -0.258467483 -0.000115429 49.74117882LAAGSAIVK 4 7657269 2xTMT6plex [N-Term; K9] 0.863 1.215 3.445415735 24.67 0 1287.840043 2 644.4234619 -0.307547414 -0.000198036 46.55594693SHDPEEAIR 6 7657269 1xTMT6plex [N-Term] 2.074 2.274 2.68 3.2892344 23.92 0 1282.658895 3 428.2240906 -0.917158481 -0.000392134 18.05272029IEEDFPHIR 4 7657269 1xTMT6plex [N-Term] 0.824 1.765 2.96979332 23.42 0 1384.742231 3 462.2537537 3.233205596 0.001492385 48.60683979DLTEYLK 6 7657269 2xTMT6plex [N-Term; K7] 1.671 1.58 1.448 3.176103592 34.08 0 1339.787339 2 670.3954468 -2.778071716 -0.001861013 58.32079471DLLDLIK 8 7657269 2xTMT6plex [N-Term; K7] 1.348 1.778 1.72 2.817781687 38 0 1287.82881 2 644.4180298 -0.020910922 -1.35E-05 86.52667993LWVPDEEVSPETMVK 2 7657269 2xTMT6plex [N-Term; K15]; 1xOxidation [M13] 1.22 1.654214501 16.01 0 2233.182643 2 1117.092163 -2.504532329 -0.002796539 68.63741115AGLELLK 3 7657269 2xTMT6plex [N-Term; K7] 0.879 1.028 2.317242861 12.09 0 1201.79203 2 601.3997192 0.109300577 6.57E-05 62.08221843DAQGPDDAK 5 7657269 2xTMT6plex [N-Term; K9] 1.577 1.473 1.497 3.448126078 21.5 0 1374.72653 2 687.8658447 -1.539736689 -0.001058358 18.29990795KTPVTEQEEK 1 7657269 3xTMT6plex [N-Term; K1; K10] 1.467 2.116582632 1 1876.099454 3 626.0374756 -0.842536457 -0.000526894 26.7910978
148225659 ENDOD1 endonuclease domain-containing 1 protein precursor 23052 NP_055851.1 15.4 1 6 6 36 500 54.981 5.71 0.98 0.94 0.94 0.95 Significant 0.000196 ILEVVNQIQDEER 8 148225659 1xTMT6plex [N-Term] 0.883 0.84 4.28367281 43.88 0 1813.985708 2 907.4961548 -0.372152705 -0.00033754 79.79365087DSDIIEDVMVK 12 148225659 2xTMT6plex [N-Term; K11] 1 0.996 0.965 4.068146229 65.39 0 1721.939559 2 861.4725342 -1.026110711 -0.00088345 71.22459258QALNTDYLDSDYQR 4 148225659 1xTMT6plex [N-Term] 0.814 0.721 4.368662357 52.08 0 1930.934401 2 965.9692383 -1.657610688 -0.001600369 44.92525241LLPFNPQLFQNNCGETEQDTEK 2 148225659 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C13] 3.375 2.353350401 2.95 0 3080.539921 3 1027.518677 0.505175546 0.000518738 87.24509283FATLYSTR 6 148225659 1xTMT6plex [N-Term] 0.698 0.822 0.791 2.722514629 18.25 0 1187.662189 2 594.3334351 -2.185766993 -0.001297976 45.44333824VTFDNSGEL 4 148225659 1xTMT6plex [N-Term] 0.991 0.884 2.536594152 33.6 0 1210.615299 2 605.8106689 -1.022198692 -0.000618745 53.626626739558751 GGA2 ADP-ribosylation factor-binding protein GGA2 23062 NP_055859.1 6.525285481 1 3 4 18 613 67.108 6.55 1.01 1.11 0.83 0.98 Significant 0.00687 SSIFDADEEK 4 9558751 2xTMT6plex [N-Term; K10] 0.936 0.682 4.346963406 46.38 0 1598.831388 2 799.9198608 0.660876247 0.000528315 44.77834307SNHPEDLQAANR 6 9558751 1xTMT6plex [N-Term] 0.869 1.265 0.949 4.076848507 29.22 0 1580.797848 3 527.6013184 -5.342866507 -0.002815331 16.24737256DFPDLAVLGAA 6 9558751 1xTMT6plex [N-Term] 0.849 1.03 0.846 3.063211203 36.17 0 1317.725184 2 659.3659058 -0.492247223 -0.000324323 89.89229767FLNELIK 2 9558751 2xTMT6plex [N-Term; K7] 1.182 2.439617395 21.34 0 1334.844794 2 667.925293 -1.112483269 -0.000742496 82.98323053
22095331 EMC1 ER membrane protein complex subunit 1 isoform 1 precursor 23065 NP_055862.1 33.83685801 1 25 25 163 993 111.689 7.66 1.16 1.2 1.16 1.17 Significant 0.000129

SLNPNLLAVVTESTDAHHER 12 22095331 1xTMT6plex [N-Term] 1.064 1.128 1.266 6.130589962 54.61 0 2432.273116 4 608.8238525 0.190893961 0.000116077 73.41041905HLLIGLPSGAILSLPK 8 22095331 2xTMT6plex [N-Term; K16] 1.307 1.884 1.57 4.698988914 36.03 0 2087.335653 3 696.4506836 0.883662983 0.000614834 97.18457841LLDTTITFSLEQSGTRPER 2 22095331 1xTMT6plex [N-Term] 1.582 4.555209637 15.32 0 2393.287369 3 798.4345093 0.670843816 0.000535174 75.69429306DKESGMSSLYVFNPIFGK 6 22095331 3xTMT6plex [N-Term; K2; K18] 1.123 1.269 4.570847988 13.6 1 2706.477985 4 677.375 0.068284317 4.62E-05 88.54819877
VSTPWLQHLSGACGVVDEAVLVCPDPSSR 10 22095331 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C13; C23] 1.004 0.99 7.233843327 33.5 0 3365.681961 4 842.1757813 -0.197986621 -0.00016659 85.12252622EENLIPYSPDVQIHAER 6 22095331 1xTMT6plex [N-Term] 1.014 1.211 1.058 5.088774204 36.19 0 2239.155627 3 747.0557861 -1.260105161 -0.000940524 56.12045078SLQTLALETEWELR 6 22095331 1xTMT6plex [N-Term] 0.985 0.982 1.12 5.131676197 48.82 0 1918.048308 2 959.5278931 0.104920617 0.000100621 87.4508736RPILQSLLLPVMDQDYAK 11 22095331 2xTMT6plex [N-Term; K18] 1.37 1.238 1.069 5.361909389 31.68 0 2558.478036 3 853.4969482 -0.681969285 -0.000581601 97.05195825QIPLQSLDLEFGSGFQPR 8 22095331 1xTMT6plex [N-Term] 1.187 1.006 1.242 5.619505405 45.25 0 2261.212748 3 754.4108276 2.29167298 0.00172732 93.93146621SSSSEDGSMGSFSEK 2 22095331 2xTMT6plex [N-Term; K15] 1.074 4.990647793 85.6 0 1979.926821 2 990.4668579 -0.193087787 -0.00019115 35.26897782QLHELAPSIFFYLVDAEQGR 4 22095331 1xTMT6plex [N-Term] 1.184 1.25 5.957701206 39.11 0 2562.355389 3 854.7886353 -1.575331158 -0.001345519 107.1420672FNVEDGEIVQQVR 10 22095331 1xTMT6plex [N-Term] 1.126 1.081 1.153 5.258499622 42.74 0 1761.933279 2 881.4692993 -1.110471782 -0.000978289 56.26802046VLPTQPNPVDASR 8 22095331 1xTMT6plex [N-Term] 1.028 1.097 1.22 3.661197424 36.41 0 1622.906336 2 811.9572144 0.503079518 0.000408225 43.76273722FASLEFSPGSK 12 22095331 2xTMT6plex [N-Term; K11] 1.318 1.296 1.106 3.999204874 50.01 0 1627.909579 2 814.4584961 0.083743902 6.82E-05 64.10112117WSQVAPPVLK 10 22095331 2xTMT6plex [N-Term; K10] 1.144 1.151 1.43 3.262408018 34.27 0 1582.97212 2 791.9882813 -1.790372657 -0.001417055 67.82198188LFGIESSSGTILWK 2 22095331 2xTMT6plex [N-Term; K14] 1.178 2.98297739 8.3 0 1996.151935 3 666.0545654 -1.398471173 -0.00093052 91.88798245RPEIPTEQSR 6 22095331 1xTMT6plex [N-Term] 0.993 1.052 1.056 4.032460213 33.73 0 1441.796057 3 481.2701721 -0.065115019 -3.13E-05 22.28672854LYIQVFLK 6 22095331 2xTMT6plex [N-Term; K8] 1.265 1.517 1.359 3.855923891 41.39 0 1481.949594 2 741.4781494 -0.385635164 -0.000285746 95.44914991KLVVATEK 6 22095331 3xTMT6plex [N-Term; K1; K8] 1.299 1.145 1.127 3.798381805 26.85 1 1575.04484 3 525.6863403 -0.236383052 -0.000124105 44.65295873IIHSSVQK 6 22095331 2xTMT6plex [N-Term; K8] 1.218 1.274 1.052 4.066114426 31.19 0 1369.856756 3 457.291748 2.872527079 0.00131165 29.73902363TVAAVMACR 2 22095331 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.475 2.834430695 19.69 0 1207.648865 2 604.3261719 -3.144581269 -0.001898775 38.01263103KDDSVGYR 6 22095331 2xTMT6plex [N-Term; K1] 1.153 1.333 1.193 3.38079524 13.19 1 1397.778899 3 466.5976563 -0.346263633 -0.000161333 19.9643131DEFNLQK 6 22095331 2xTMT6plex [N-Term; K7] 0.932 1.055 1.1 3.012159824 29.85 0 1351.762187 2 676.3842163 -0.762591839 -0.000515421 45.11004QYLPNVKPDSSFK 2 22095331 3xTMT6plex [N-Term; K7; K13] 1.176 1.704 3.084758759 0 2210.278815 3 737.4299927 -1.534047484 -0.001130224 54.98122773LVVATEK 6 22095331 2xTMT6plex [N-Term; K7] 1.042 1.068 0.796 2.486749649 19.22 0 1217.786945 2 609.3981934 1.777814057 0.001082499 44.21394531

24307983 CMTR1 cap-specific mRNA (nucleoside-2'-O-)-methyltransferase 1 23070 NP_055865.1 10.17964072 1 8 8 28 835 95.26 7.05 1 0.96 0.94 0.97 Significant 0.000333
DTLLSVEIVHELK 6 24307983 2xTMT6plex [N-Term; K13] 0.852 0.736 0.7 4.76934433 39.13 0 1954.162499 3 652.0586548 -0.556839327 -0.000362718 81.24077038

SNESHCSLQIK 6 24307983 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 0.978 0.886 0.891 3.721378803 30.02 0 1760.936539 3 587.6505127 0.253033501 0.000148525 30.63864216
VHDSQKPQDQDK 4 24307983 3xTMT6plex [N-Term; K6; K12] 1.188 0.984 4.318976402 23.43 0 2112.165242 4 528.7964478 -0.606531321 -0.000320274 18.64057961DIVEASSQK 2 24307983 2xTMT6plex [N-Term; K9] 0.986 3.206482172 26.32 0 1434.82043 2 717.9136963 -0.218809175 -0.000156976 31.31454689HFVPMGLYIVR 2 24307983 1xTMT6plex [N-Term] 0.89 3.257958412 17.47 0 1560.892206 3 520.9685669 -0.678231592 -0.000352882 69.69906367ADSLVEGTSSR 2 24307983 1xTMT6plex [N-Term] 1.099 2.569245338 17.25 0 1350.706239 2 675.8557739 -1.456784888 -0.000983844 26.78145233SQIYTWDGR 3 24307983 1xTMT6plex [N-Term] 1.109 0.881 3.477480412 22.13 0 1354.69528 2 677.8511963 -0.121386615 -8.22E-05 39.56085212DSYGKPLVK 3 24307983 3xTMT6plex [N-Term; K5; K9] 1.444 0.96 1.361 1.909572482 0 1694.045568 3 565.3535767 0.359164169 0.000202813 41.35585768

52487191 ERP44 endoplasmic reticulum resident protein 44 precursor 23071 NP_055866.1 46.55172414 1 17 18 207 406 46.941 5.26 0.98 0.97 0.93 0.96 Significant 0.000253 EEFPNENQVVFAR 4 52487191 1xTMT6plex [N-Term] 0.563 0.611 4.136677742 44.12 0 1807.917629 2 904.4608154 -1.811083964 -0.001637145 52.68595156VANILHDDCAFLSAFGDVSKPER 30 52487191 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9] 1.002 0.972 0.987 7.908658504 41.31 0 3019.571161 4 755.6477051 -0.71897875 -0.000542752 88.62073358
VDCDQHSDIAQR 18 52487191 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.912 0.916 0.931 5.223864555 71.61 0 1672.791048 3 558.2683716 -0.290923308 -0.000162218 16.94802833FSQMLHPIFEEASDVIKEEFPNENQVVFAR 2 52487191 2xTMT6plex [N-Term; K17]; 1xOxidation [M4] 0.362 5.619257927 11.12 1 4025.051909 4 1007.019409 0.968409561 0.000974475 100.2275344
GTINFLHADCDK 20 52487191 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 0.878 0.944 0.881 4.88312149 53.81 0 1848.967839 2 924.9871826 -0.4060458 -0.000375383 58.63039278

TPADCPVIAIDSFR 24 52487191 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.009 1.05 0.813 4.945602417 47.91 0 1790.930836 2 895.9706421 1.770849898 0.001585735 65.97782536EDTESLEIFQNEVAR 10 52487191 1xTMT6plex [N-Term] 0.95 0.602 1.399 4.60620594 45.92 0 2009.00248 2 1005.005371 0.490485955 0.000492694 62.13893898DLAEITTLDR 8 52487191 1xTMT6plex [N-Term] 0.83 0.925 0.857 4.130180836 60.66 0 1375.763026 2 688.3850098 -0.205426912 -0.000141309 55.36099192NIIGYFEQK 12 52487191 2xTMT6plex [N-Term; K9] 1.061 1.022 0.921 4.001310825 39.72 0 1569.9041 2 785.4558716 0.233494557 0.000183282 73.09948728HPLLHIQK 6 52487191 2xTMT6plex [N-Term; K8] 0.896 0.903 0.791 4.385471344 44.92 0 1443.920025 3 481.9781799 -0.026577011 -1.28E-05 34.57444489HMYVFGDFK 6 52487191 2xTMT6plex [N-Term; K9]; 1xOxidation [M2] 0.878 0.936 0.879 3.295342922 19.48 0 1617.849956 3 534.6231079 -0.169103648 -9.03E-05 60.39205283QFVFDLHSGK 6 52487191 2xTMT6plex [N-Term; K10] 1.043 1.01 0.982 3.913072348 26.66 0 1635.925898 3 545.9803467 0.359887366 0.00019625 56.87163378HMYVFGDFK 6 52487191 2xTMT6plex [N-Term; K9] 0.749 1.144 0.984 3.142766714 26.04 0 1601.855041 3 534.6231079 -0.169103648 -9.03E-05 60.39205283HMYVFGDFKDVLIPGK 6 52487191 3xTMT6plex [N-Term; K9; K16] 1.955 2.531 2.16 4.550529957 16.76 1 2553.450648 4 639.1165771 -2.416254355 -0.001542447 83.7986498SDPIQEIR 16 52487191 1xTMT6plex [N-Term] 0.938 0.996 1.09 2.968704224 35.42 0 1186.662918 2 593.8343506 -1.258258013 -0.000746564 33.33756245DVLIPGK 13 52487191 2xTMT6plex [N-Term; K7] 0.957 0.961 0.872 3.031491995 27.92 0 1199.77638 2 600.3909912 -1.395791876 -0.000837319 62.10561023LAPSEYR 6 52487191 1xTMT6plex [N-Term] 0.963 0.935 1.003 2.722398043 21.34 0 1064.593776 2 532.8005371 0.020682772 1.10E-05 40.87010864AIADYLR 16 52487191 1xTMT6plex [N-Term] 1.27 0.995 2.643932104 18.7 0 1050.614511 2 525.8112793 0.733793168 0.000385467 48.82091224
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

ISKYPTLK 6 52487191 3xTMT6plex [N-Term; K3; K8] 1.774 1.559 1.951 2.019876242 5.44 1 1637.06049 3 546.3584595 0.204664379 0.000111683 47.90074293102364 SWAP70 switch-associated protein 70 isoform 1 23075 NP_055870.2 29.23076923 1 16 16 85 585 68.954 5.87 0.95 1.02 0.94 0.97 Significant 0.000672 NPHLITNWGPAAFTEAELEER 2 93102364 1xTMT6plex [N-Term] 1.042 6.216833591 48.13 0 2624.330631 3 875.4491577 0.872254625 0.000763028 75.3381215AIWHAFTALDQDHSGK 8 93102364 2xTMT6plex [N-Term; K16] 1.049 1.084 1.165 5.065698624 24.75 0 2255.197322 4 564.5548706 0.146768477 8.27E-05 65.05368977EQALQEAMEQLEQLELER 5 93102364 1xTMT6plex [N-Term] 0.869 0.877 0.463 6.820070744 53.27 0 2416.22272 3 806.0792847 0.240409918 0.000193628 105.8857358EQALQEAMEQLEQLELER 2 93102364 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.742 3.643453121 18.76 0 2432.217635 3 806.0792847 0.240409918 0.000193628 105.8857358QLAEQEELER 6 93102364 1xTMT6plex [N-Term] 0.787 0.818 0.876 4.522321701 59.88 0 1473.774653 2 737.3912964 0.450111852 0.000331682 29.49107775VLSHNLCTVLK 6 93102364 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 0.897 1.08 1.054 4.566721439 37.26 0 1742.039882 3 581.348999 -4.269919285 -0.002479457 57.60848205LQTQVELQAR 6 93102364 1xTMT6plex [N-Term] 0.92 0.886 1.219 3.872869253 37.39 0 1414.821543 2 707.9143066 -0.146180097 -0.000103409 39.41822727ELQAANESK 4 93102364 2xTMT6plex [N-Term; K9] 1.018 1.307 3.588053703 42.46 0 1447.815679 2 724.4108276 -0.898060838 -0.000650113 25.97247029NPLLITEEDAFK 4 93102364 2xTMT6plex [N-Term; K12] 1.358 1.357 3.738223791 21.82 0 1848.051886 3 616.6886597 -0.249173791 -0.000153495 76.3584689TFEISASDK 8 93102364 2xTMT6plex [N-Term; K9] 1.006 1.151 0.948 3.439968348 40.95 0 1455.809531 2 728.4058228 -3.545788153 -0.002580996 47.44283781VAHHEGLIR 4 93102364 1xTMT6plex [N-Term] 0.895 1.132 3.106143236 15.46 0 1260.73742 3 420.9177551 1.024853264 0.00043069 18.32776572ELEDMYLK 5 93102364 2xTMT6plex [N-Term; K8] 0.807 0.474 1.211 3.431793928 25.02 0 1498.822738 2 749.9155884 0.775280347 0.000581004 60.16272827LQEALEDER 6 93102364 1xTMT6plex [N-Term] 1.105 1.42 0.976 3.016235352 29.11 0 1331.700425 2 666.3525391 -1.97025168 -0.001311893 41.12277029VQDNFDK 6 93102364 2xTMT6plex [N-Term; K7] 0.907 0.942 0.86 3.100852966 30.66 0 1323.730887 2 662.3687744 -0.464227194 -0.000307256 35.95935161INFDDSK 6 93102364 2xTMT6plex [N-Term; K7] 0.743 0.756 0.722 2.433246374 17.96 0 1296.719988 2 648.8636475 0.023607159 1.53E-05 46.34000754KLEMATNK 1 93102364 3xTMT6plex [N-Term; K1; K8] 1.28 2.663467407 1 1621.991424 3 541.3345947 -1.352251485 -0.000731113 35.26308511FSTELER 6 93102364 1xTMT6plex [N-Term] 1.296 0.901 0.854 2.603913307 24.29 0 1110.599255 2 555.8032837 0.032345432 1.80E-05 34.9283437957863269 RRP1B ribosomal RNA processing protein 1 homolog B 23076 NP_055871.1 12.13720317 1 9 9 42 758 84.375 9.76 1.19 1.23 1.29 1.24 Significant 0.000552
VFCVEEEDSESSLQK 6 57863269 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 1.293 2.41 4.140586853 45.84 0 2244.1106 2 1122.557861 -0.959709272 -0.001076847 54.73423938

ETGGFSQEELLK 6 57863269 2xTMT6plex [N-Term; K12] 1.373 1.463 2.119 3.6176126 45.53 0 1795.984201 2 898.4979248 2.434536659 0.002186195 53.13565862GSPTGGAQLLK 6 57863269 2xTMT6plex [N-Term; K11] 1.208 1.344 0.694 4.088078976 68.14 0 1486.899349 2 743.9530029 -0.41678048 -0.000309855 43.04939307
AGPGSLELCGLPSQK 2 57863269 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 0.921 3.691720247 36.63 0 1972.093768 3 658.0351563 -1.446477873 -0.000950863 59.75314114

ELLADQNLK 6 57863269 2xTMT6plex [N-Term; K9] 1.194 1.355 3.42868042 36.31 0 1501.899015 2 751.4523315 -1.084036974 -0.000814057 50.77647191VFLDVLMK 2 57863269 2xTMT6plex [N-Term; K8] 1.096 3.076660872 19.04 0 1422.879465 2 711.9430542 -0.445203953 -0.000316736 100.750374
FIDPFCK 5 57863269 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.894 1.788 1.742 2.765559912 21.05 0 1384.769915 2 692.8881836 -0.595458127 -0.000412286 72.47592331
AESDFVK 5 57863269 2xTMT6plex [N-Term; K7] 1.065 0.913 1.753 2.351099014 5.55 0 1253.714174 2 627.3598022 -1.472574731 -0.000923094 34.95987066KPLTTTPR 4 57863269 2xTMT6plex [N-Term; K1] 0.981 1.007 1.124 2.341151953 1.18 0 1371.872406 3 457.961731 -1.287567924 -0.000588793 24.92995623

57863271 VWA8 von Willebrand factor A domain-containing protein 8 isoform a precursor 23078 NP_055873.1 14.01574803 1 24 24 103 1905 214.689 7.4 0.85 0.96 1.02 0.94 Significant 0.00277
DLLGQDVFLIGPPGPLR 5 57863271 1xTMT6plex [N-Term] 0.881 0.945 0.654 4.253073215 28.77 0 2036.174177 2 1018.590515 -0.208153392 -0.000211918 98.58257961LKEELQLSDEQLQK 2 57863271 3xTMT6plex [N-Term; K2; K14] 1.029 4.27680397 17.3 1 2388.395302 3 796.8029175 -0.461564546 -0.000367466 62.10288581NFADTLGYNIEPIMLYQDMTAR 4 57863271 1xTMT6plex [N-Term] 100 100 4.56397438 42.97 0 2805.378903 3 935.7976074 -0.225938954 -0.000211281 103.9189443NVLPVLNNLLENR 10 57863271 1xTMT6plex [N-Term] 0.79 0.95 0.912 4.76656723 57.1 0 1737.022034 3 579.6791992 0.581654251 0.000336782 97.10844454DPQVNAFAIFIGSLGDQATR 4 57863271 1xTMT6plex [N-Term] 0.967 0.832 5.252324104 35.14 0 2349.240025 3 783.7520142 0.623269846 0.00048807 106.6998619QYGPNVPEPILQK 2 57863271 2xTMT6plex [N-Term; K13] 0.912 3.185919523 27.34 0 1941.120969 3 647.7111816 -1.01857543 -0.000659059 59.99971701VIALGLPVPR 6 57863271 1xTMT6plex [N-Term] 0.948 0.815 0.883 3.445240021 40.82 0 1263.835009 2 632.4210205 -0.193422696 -0.000122227 77.65819006HQATGELDDAK 4 57863271 2xTMT6plex [N-Term; K11] 0.991 1.042 4.196102619 38.79 0 1642.88007 3 548.2982788 0.129787795 7.11E-05 23.16643835DSGEDVSSPK 6 57863271 2xTMT6plex [N-Term; K10] 1.166 1.311 1.048 4.103526115 29.67 0 1478.773874 2 739.8884888 -2.82170994 -0.002086335 20.94917479EILINTLHK 4 57863271 2xTMT6plex [N-Term; K9] 0.826 1.369 3.732476711 37.95 0 1538.967035 3 513.6609497 0.819563425 0.000420427 56.77693368ELSLYDGSR 4 57863271 1xTMT6plex [N-Term] 0.774 0.952 2.92949748 35.78 0 1268.668397 2 634.8370361 -1.262185122 -0.000800647 39.84587018LVLLDGIHR 4 57863271 1xTMT6plex [N-Term] 0.873 0.797 3.720563173 43.13 0 1264.793872 3 422.269928 1.073997571 0.000452795 59.45822289SIFPIHPSFR 2 57863271 1xTMT6plex [N-Term] 0.873 3.468691826 29.53 0 1429.815336 3 477.276001 -1.319268485 -0.00062877 61.65565525EVEYIALSR 4 57863271 1xTMT6plex [N-Term] 1.234 0.991 3.493100882 26.17 0 1308.736083 2 654.8706665 -1.548205337 -0.001013096 45.42717669FIQTLSHK 8 57863271 2xTMT6plex [N-Term; K8] 0.779 0.967 0.988 3.565819025 29.1 0 1431.872406 3 477.9621277 -0.402405519 -0.000192064 49.57638923DTTETDLK 2 57863271 2xTMT6plex [N-Term; K8] 1.035 2.187167883 20.01 0 1380.762246 2 690.8849487 0.27123492 0.000187255 27.73247364

DICLIGGK 6 57863271 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.965 1.024 0.976 3.4439888 40.27 0 1333.791379 2 667.3997192 0.587068244 0.000391513 56.43625195
SEEIQVIK 6 57863271 2xTMT6plex [N-Term; K8] 1.081 1.49 1.324 2.934943199 21.81 0 1403.851002 2 702.4302979 1.650661731 0.001158642 45.87314687LVAAFGELR 4 57863271 1xTMT6plex [N-Term] 0.507 0.632 3.41748929 32.29 0 1204.725124 2 602.8659668 -0.387711886 -0.000233543 66.83909147EVVNIVK 6 57863271 2xTMT6plex [N-Term; K7] 1.026 0.916 1.033 2.766727924 32.26 0 1258.813494 2 629.9101563 -0.36408094 -0.000229155 50.13158159DIPQILQQIFTSTMLSSV 2 57863271 1xTMT6plex [N-Term] 1.715242863 33.74 0 2250.225286 2 1125.615479 -0.713616881 -0.000802899 113.7327329LLSFTHK 2 57863271 2xTMT6plex [N-Term; K7] 0.739 2.657135725 21.17 0 1303.813829 3 435.2761841 0.130721189 5.68E-05 50.26499142FLPSLAR 4 57863271 1xTMT6plex [N-Term] 0.734 0.889 2.430962086 19.45 0 1032.640332 2 516.8239746 0.329929734 0.000170349 58.01781782FPTEGLSSVVR 2 57863271 1xTMT6plex [N-Term] 0.928 3.20128274 24.07 0 1420.799745 2 710.9001465 -4.736115186 -0.003364536 61.4038701150658079 TTLL5 tubulin polyglutamylase TTLL5 23093 NP_055887.3 0.546448087 1 1 1 5 1281 143.488 8.63 0.51 0.58 0.39 0.49 Significant 0.0124 IESLNSK 5 50658079 2xTMT6plex [N-Term; K7] 0.507 0.583 0.39 2.173135757 8.32 0 1248.756373 2 624.8823242 0.799681604 0.000499304 38.8626531941393563 KIF1B kinesin-like protein KIF1B isoform b 23095 NP_055889.2 7.118644068 1 7 10 41 1770 199.138 5.55 1.06 1.1 1.05 1.07 Significant 0.000204 TVAATNMNETSSR 4 41393563 1xTMT6plex [N-Term] 0.889 1.055 4.950665951 49.67 0 1610.80055 2 805.9041138 0.248956373 0.00020051 21.26904208LAVTSYTDIADLMDAGNK 8 41393563 2xTMT6plex [N-Term; K18] 0.841 1.064 1.024 3.881098747 32.94 0 2356.247033 3 786.0869141 -0.358350584 -0.000281454 93.23169284TAMVAALSPADINYDETLSTLR 2 41393563 1xTMT6plex [N-Term] 1.182 5.509943008 48.93 0 2581.338084 3 861.1150513 -2.899024135 -0.002494454 83.92601771EDGGTLGVFSPK 4 41393563 2xTMT6plex [N-Term; K12] 1.188 1.288 4.497021198 51.38 0 1664.925958 2 832.9663086 -0.370564527 -0.000308481 55.65728557VISALAEVSK 4 41393563 2xTMT6plex [N-Term; K10] 1.397 1.037 3.924831629 47.56 0 1474.924501 2 737.9639282 -2.658607057 -0.001960622 67.1684711DSVLTWLLR 6 41393563 1xTMT6plex [N-Term] 1.165 1.241 1.263 3.806981087 36.35 0 1331.788453 2 666.3973389 -0.789476454 -0.000525708 94.82738856EKTPSAETPSEPVDWTFAQR 2 41393563 2xTMT6plex [N-Term; K2] 1.058 3.435711622 4.66 1 2734.40883 3 912.1418457 0.787636198 0.000717906 55.04968139SLTTLGK 6 41393563 2xTMT6plex [N-Term; K7] 1.097 1.004 1.137 2.702669382 33.84 0 1177.755645 2 589.3811646 -0.503074165 -0.000296249 40.54568917FNHPEQAR 3 41393563 1xTMT6plex [N-Term] 1.098 0.908 2.484404802 6.4 0 1227.643185 3 409.8858643 -0.118769496 -4.86E-05 22.39130126ADSTGAK 2 41393563 2xTMT6plex [N-Term; K7] 1.409 1.819444418 6.1 0 1107.641009 2 554.3241577 0.026768319 1.48E-05 16.6597545762243658 SMG1 serine/threonine-protein kinase SMG1 23049 NP_055907.3 3.113903305 1 6 6 20 3661 410.241 6.46 1.23 1.28 1.01 1.17 Significant 0.00496 AVLEELMEATPPNLLAK 6 62243658 2xTMT6plex [N-Term; K17] 1.163 1.304 1.127 4.341533184 42.35 0 2297.319076 3 766.4439697 -0.748777273 -0.000573393 108.1829133LSTEDCLIPLFSEALR 6 62243658 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.534 1.501 1.142 3.633809566 37.86 0 2093.115008 2 1047.060669 -0.452244321 -0.0004733 103.2030558NILTLIELPSVNTMEEEYPR 2 62243658 1xTMT6plex [N-Term] 1.87 5.337095737 45.85 0 2590.36357 3 864.1274414 1.621609722 0.001400186 106.3550431WAGGANPALAPVLQDFEATIAER 2 62243658 1xTMT6plex [N-Term] 1.106 5.577196121 67.57 0 2626.382666 3 876.1311646 -1.418676609 -0.001241996 110.6676079LLEEIEFLEGAEGVDHPSHTLQHR 2 62243658 1xTMT6plex [N-Term] 1.19 5.662491322 29.17 0 2985.526764 5 597.9111328 -0.069223128 -4.13E-05 81.05343962LNAGQIPLDEDDPR 2 62243658 1xTMT6plex [N-Term] 0.866 2.106070518 3.31 0 1781.923108 2 891.4611206 -4.569893632 -0.0040716 49.41712382333440449 CLASP2 CLIP-associating protein 2 isoform 1 23122 NP_055912.2 6.600660066 1 1 8 26 1515 165.752 8.31 1.31 1.21 1.12 1.22 Significant 0.00204 AQTGSGGADPTTDVSGQS 4 333440449 1xTMT6plex [N-Term] 1.147 0.879 3.746676445 60.03 0 1864.872194 2 932.9407959 1.137277333 0.001060438 19.79824703

SAEEAASVLATSISPEQCIK 4 333440449 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C18] 1.441 1.069 5.669504166 35.42 0 2549.353289 3 850.4570313 1.275241064 0.00108368 74.62822529
VLCPIIQTADYPINLAAIK 6 333440449 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C3] 1.273 1.236 5.052211285 61.36 0 2571.498438 3 857.8374023 -0.304841231 -0.0002613 104.3629658AFTDVPSIQIYSSR 2 333440449 1xTMT6plex [N-Term] 1.631 2.525871754 18.31 0 1812.96933 2 906.986084 -2.448133665 -0.002219196 67.06871128TFQDGATK 4 333440449 2xTMT6plex [N-Term; K8] 1.243 1.065 2.568256378 27.17 0 1325.746537 2 663.3765869 -0.482423946 -0.000319786 27.66351875LLNLYIK 2 333440449 2xTMT6plex [N-Term; K7] 1.326 3.007392168 32.12 0 1334.88118 2 667.9435425 -1.027424076 -0.000685745 81.40568266LEMIFAK 2 333440449 2xTMT6plex [N-Term; K7] 1.122 2.894609213 31.39 0 1309.795401 2 655.401123 -0.32970512 -0.000215923 77.6696343LCEIFTR 2 333440449 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.319 2.208569288 16.54 0 1167.639346 2 584.3219604 -2.313712339 -0.001350791 56.17612009

46397390 POGZ pogo transposable element with ZNF domain isoform 1 23126 NP_055915.2 6.737588652 1 7 7 18 1410 155.245 7.4 1.05 1.37 1.31 1.24 Significant 0.00618
ISDVIEDSVVEDYNSVDK 4 46397390 2xTMT6plex [N-Term; K18] 1.264 1.291 4.917210579 44.22 0 2484.27575 3 828.7610474 -2.882723528 -0.00238716 79.95046235

VVLFALCCNTEQAAEHFR 2 46397390 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C8] 1.099 4.275818825 11.31 0 2394.189587 3 798.7342529 -0.576926299 -0.000460424 81.47883659
DTHKPGEMPYVCQVCQYR 2 46397390 2xTMT6plex [N-Term; K4]; 2xCarbamidomethyl [C12; C15] 2.025 3.794266462 12.8 0 2726.325318 4 682.3361816 -0.88802957 -0.000605264 43.84297604

RPGVTGENSNEVAK 2 46397390 2xTMT6plex [N-Term; K14] 1.556 2.50341773 0.58 0 1916.060159 3 639.3596802 2.258716837 0.001442612 22.00247841GLTWIAHSR 2 46397390 1xTMT6plex [N-Term] 1.028 2.801398754 16.08 0 1269.726521 3 423.9136353 -0.13272014 -5.62E-05 40.97988992LAEWVLTQR 4 46397390 1xTMT6plex [N-Term] 0.996 1.019 2.945505857 12.78 0 1344.783701 2 672.8949585 -0.789069507 -0.000530564 68.85307351TSGPESSMK 2 46397390 2xTMT6plex [N-Term; K9] 1.089 2.41588378 35.65 0 1381.739737 2 691.3734741 -0.047170832 -3.26E-05 23.24214091155722985 SMC5 structural maintenance of chromosomes protein 5 23137 NP_055925.2 3.088101726 1 3 3 14 1101 128.726 8.38 1.29 1.42 1.63 1.44 Significant 0.00466
ASCFTGLNPTIVQEYTK 4 155722985 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C3] 1.994 1.508 4.818587303 34.51 0 2387.268103 3 796.4260864 -1.842027148 -0.001465804 75.85931062

LVTELTNLIK 6 155722985 2xTMT6plex [N-Term; K10] 1.816 1.579 1.742 4.237647057 62.79 0 1602.024215 2 801.5151978 -0.684241959 -0.000548086 96.59813341ENISQVK 4 155722985 2xTMT6plex [N-Term; K7] 0.955 1.294 2.639001608 8.16 0 1275.767272 2 638.3876953 0.659810781 0.000420883 30.72689654157743245 WDR43 WD repeat-containing protein 43 23160 NP_055946.1 30.72378139 1 14 14 71 677 74.843 5.57 1.34 1.34 1.31 1.33 Significant 0.0000565 MPLHTIIPLLQELTK 3 157743245 2xTMT6plex [N-Term; K15] 0.814 1.006 4.472924232 25.21 0 2205.344503 3 735.7852783 -1.460723736 -0.0010738 112.3230261SGGNEVSIEER 6 157743245 1xTMT6plex [N-Term] 0.998 0.898 0.973 4.310629845 52.01 0 1405.712053 2 703.3601074 0.630053465 0.000442837 22.7678459WKGDNSSVSSLCISPDGK 6 157743245 3xTMT6plex [N-Term; K2; K18]; 1xCarbamidomethyl [C12] 1.277 2.274 1.538 5.312695503 35.63 1 2624.395713 3 875.4672852 -3.204662014 -0.002803434 55.00594664
LHQEYVPSAHLSGTCTCLAWAPAR 2 157743245 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C15; C17] 0.466 4.735841274 13.07 0 2954.460282 4 739.3712158 0.931239884 0.000687828 56.48512413

KPLTSNCTIQIATPGK 10 157743245 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C7] 1.418 1.457 1.664 5.455425262 39.77 0 2416.420077 3 806.1445923 -0.353131701 -0.000284438 62.82194075
GKEDLQTNSFPVLLTQGLESNDFEMLNK 8 157743245 3xTMT6plex [N-Term; K2; K28] 1.41 1.348 1.422 7.407790184 47.71 1 3855.045316 4 964.5164795 -0.318445349 -0.000306905 102.3766548VLVPGIPGHHAAIKPAPPQTEQVESK 4 157743245 3xTMT6plex [N-Term; K14; K26] 1.159 1.295 5.819830418 21.1 0 3387.971956 5 678.3987427 -2.169059009 -0.001469742 56.34325979
SAVMSFTVTDEPVYIDLTLSENKEEPVK 2 157743245 3xTMT6plex [N-Term; K23; K28]; 1xOxidation [M4] 0.759 2.444486141 15.96 1 3845.038499 3 1282.349487 -1.193929772 -0.001530235 88.71717242

MPLHTIIPLLQELTKR 6 157743245 2xTMT6plex [N-Term; K15] 2.615 3.185 2.886 4.684066296 14.24 1 2361.445614 4 591.1176758 1.380160941 0.000814794 107.8249993
DISNCWAPK 6 157743245 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.306 1.612 1.47 3.318131447 36.68 0 1548.82447 2 774.9155273 -0.446604837 -0.000345856 45.94572735
TPVMNSEAK 2 157743245 2xTMT6plex [N-Term; K9] 1.284 3.041777372 33.4 0 1434.802671 2 717.9069824 2.799558316 0.002008407 30.42077419VWETANNR 4 157743245 1xTMT6plex [N-Term] 1.189 1.263 3.042944193 18.48 0 1218.642851 2 609.8234253 -2.689052055 -0.001638497 29.42269969GATSPGQK 6 157743245 2xTMT6plex [N-Term; K8] 2.04 1.486 1.354 2.611590147 25.71 0 1203.709757 2 602.3580933 -0.704070526 -0.000423748 18.26101998VETAITK 6 157743245 2xTMT6plex [N-Term; K7] 1.226 1.095 1.194 2.826846123 36.61 0 1219.76621 2 610.3862305 -0.840589362 -0.000512661 36.9431684

50980307 MPRIP myosin phosphatase Rho-interacting protein isoform 1 23164 NP_055949.2 29.86512524 1 24 24 80 1038 118.03 6.39 1.03 1.01 0.94 0.99 Significant 0.000754
DFTNEAPPAPLPDASASPLSPHR 4 50980307 1xTMT6plex [N-Term] 1.11 0.884 5.016335964 38.1 0 2616.325545 3 872.7798462 -0.214073429 -0.000186695 57.39445051LLAEETAATISAIEAMK 4 50980307 2xTMT6plex [N-Term; K17] 2.2 0.852 4.415160656 72.38 0 2220.256141 2 1110.627808 -3.514407856 -0.003901443 112.3971522EPGLESKEEESAMSSDR 4 50980307 2xTMT6plex [N-Term; K7] 0.834 1.253 4.211742401 11.4 1 2339.14369 3 780.3859863 -0.121683685 -9.49E-05 33.09403402ELEVLSEQYSQK 4 50980307 2xTMT6plex [N-Term; K12] 0.98 0.898 4.3706007 39.89 0 1911.047529 3 637.6865845 -1.218652072 -0.000776301 59.39620904VESGYFSLEK 4 50980307 2xTMT6plex [N-Term; K10] 0.732 0.596 4.085997581 49.24 0 1616.893595 2 808.9488525 -1.958293289 -0.001583176 59.52187977SPDSATVSGYDIMK 6 50980307 2xTMT6plex [N-Term; K14] 0.914 0.934 0.711 4.034286022 33.98 0 1929.00395 2 965.0046387 -1.01035887 -0.000974493 53.88101414QYLEELQSVQR 4 50980307 1xTMT6plex [N-Term] 1.263 0.937 4.208098888 48.03 0 1621.874701 2 811.4411011 0.138345112 0.000112189 53.84078296GFAAMEETHQK 6 50980307 2xTMT6plex [N-Term; K11] 1.019 1.013 1.012 3.649862289 22.14 0 1706.893612 3 569.6351929 -1.515154021 -0.000862069 35.58793998QVPIAPVHLSSEDGGDR 2 50980307 1xTMT6plex [N-Term] 0.966 3.755807161 15.3 0 2006.050433 3 669.3545532 -0.66152476 -0.000442351 56.67540413HVHPTTAPDVTSSLPEEK 2 50980307 2xTMT6plex [N-Term; K18] 0.882 5.296095371 17.49 0 2403.29201 3 801.7697754 1.149794475 0.000921097 36.28534165AATEALGEK 5 50980307 2xTMT6plex [N-Term; K9] 0.977 1.036 0.722 4.259407997 38.83 0 1347.788402 2 674.397644 -0.28943272 -0.000195047 42.67809328HWFVLADQSLR 2 50980307 1xTMT6plex [N-Term] 0.685 3.359656811 14.06 0 1600.879727 3 534.2971802 -1.711423169 -0.000913261 63.06226359STEPSVTPDLLNFK 2 50980307 2xTMT6plex [N-Term; K14] 1.083 3.879815817 15.21 0 2006.121028 2 1003.561707 -2.438474047 -0.002445937 73.12570051ESEIQYLK 4 50980307 2xTMT6plex [N-Term; K8] 1.011 1.164 3.094994783 13.65 0 1467.845916 2 734.425293 -1.776128183 -0.001303541 58.20757374SPGLPMSDLK 5 50980307 2xTMT6plex [N-Term; K10] 1.281 1.007 0.931 3.413444281 25.61 0 1502.865272 2 751.9356079 -0.886606213 -0.000666225 64.80256313TFDWAEFRPIQQALAQER 1 50980307 1xTMT6plex [N-Term] 1.464 3.670420885 0 2435.266908 3 812.4263306 -1.01427518 -0.000823344 86.82764395EASDLLEQNR 2 50980307 1xTMT6plex [N-Term] 1.89 2.076551437 13.91 0 1403.732788 2 702.3670654 -4.227136871 -0.002966885 31.48289439STLWQEEMR 2 50980307 1xTMT6plex [N-Term] 1.465 2.765977859 6.64 0 1408.709216 2 704.8574219 -1.170397681 -0.000824375 46.15520667YALDEMPTTLPQGTINMNQCTDVVDGEGR 3 50980307 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 100 1.938684106 3.79 0 3454.61262 3 1152.202637 -5.576177669 -0.006421178 73.64878971NWIQTIMK 3 50980307 2xTMT6plex [N-Term; K8] 0.863 1.002 3.475234032 15.2 0 1491.875777 2 746.4389038 -3.516259795 -0.002622911 76.5427335LLQDQLR 6 50980307 1xTMT6plex [N-Term] 1.194 1.127 1.03 2.577481985 23.61 0 1114.678174 2 557.8428955 0.305483352 0.000170258 39.26940578EGYVLQATCER 2 50980307 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.338 2.689089298 10.98 0 1554.778358 2 777.8924561 -0.464889816 -0.0003614 38.69879057ADCDISR 2 50980307 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.9 2.251627445 18.25 0 1065.519625 2 533.2615356 -3.594463066 -0.001914985 17.52125871KFQANIFNK 1 50980307 3xTMT6plex [N-Term; K1; K9] 0.936 3.134209394 1 1797.099001 3 599.7047119 0.323661739 0.000193884 57.31157157634534 NUP205 nuclear pore complex protein Nup205 23165 NP_055950.1 29.02584493 1 45 45 227 2012 227.775 6.21 1.31 1.31 1.31 1.31 Non-Significant 1 VLTLVSQIDVNNEFEK 4 57634534 2xTMT6plex [N-Term; K16] 1.217 1.416 4.766008377 45.12 0 2306.300783 3 769.4390259 0.754856752 0.000580309 92.14808734TWTLELSPELASMTTR 10 57634534 1xTMT6plex [N-Term] 1.363 1.262 1.495 5.333828926 59 0 2065.083707 2 1033.044189 -1.261524528 -0.001302577 87.4124779QMGDLLPPTIYIPYLK 8 57634534 2xTMT6plex [N-Term; K16] 1.625 1.737 1.395 3.385268688 27.45 0 2320.339083 3 774.1157837 -2.708878123 -0.002095172 108.059239

AQIEQVIANCEHK 2 57634534 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.369 3.938392162 23.03 0 1998.084266 3 666.6984863 -1.681758714 -0.001120099 53.11438883
KLLDIEGLYSK 2 57634534 3xTMT6plex [N-Term; K1; K11] 1.601 4.012317657 30.59 1 1966.219175 3 656.0779419 0.049345259 3.23E-05 73.32329742TLQSLLTPQPPLLK 6 57634534 2xTMT6plex [N-Term; K14] 0.957 1.106 1.021 4.573518753 35.7 0 2007.261819 3 669.7589722 0.270948165 0.000181288 90.58090656EDTLLLIGHLER 6 57634534 1xTMT6plex [N-Term] 1.488 1.307 1.396 4.810790539 56.91 0 1637.942387 3 546.6524658 0.279265584 0.000152474 68.47856419YLYHGNTNPELAFESAK 4 57634534 2xTMT6plex [N-Term; K17] 1.234 1.521 6.269101143 43.39 0 2412.259981 3 804.7575073 -0.834303665 -0.000670852 58.60108346

KPVSTTNLQDPGVLGCPR 4 57634534 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C16] 0.965 0.934 5.448052406 32.59 0 2397.332435 3 799.7816162 -0.892507504 -0.000713212 49.18962101
TSQDFLFSQLQYLPFSNK 6 57634534 2xTMT6plex [N-Term; K18] 1.544 1.643 1.559 5.061318874 50.09 0 2621.40156 3 874.4716797 -0.409795094 -0.000358079 104.6287801SGLAIVSQHDLDQLQADAINAFGESLQK 10 57634534 2xTMT6plex [N-Term; K28] 2.13 100 0.851 7.154258728 41.51 0 3426.826918 3 1142.945435 -1.507913643 -0.001722453 106.5084529LVGDFTHDQSISQK 4 57634534 2xTMT6plex [N-Term; K14] 1.443 1.384 4.085534573 39.38 0 2033.106775 3 678.3734131 -0.535752574 -0.000363081 52.76840156

TCLHAILNILEK 12 57634534 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 1.463 1.386 1.463 4.822993279 34.14 0 1883.118861 3 628.3776245 -0.286989236 -0.000180145 87.28666174
QSLAESLFAWACQSPLGK 4 57634534 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C12] 1.699 2.017 4.803496838 32.77 0 2451.310637 3 817.7745972 -0.570595204 -0.000466235 105.3424466ASTEGVAIQGQQGTR 10 57634534 1xTMT6plex [N-Term] 1.43 1.337 1.31 4.848721027 74.49 0 1731.918691 2 866.4624634 -0.601062967 -0.000520496 23.55121478VLVDSLVEDDR 6 57634534 1xTMT6plex [N-Term] 0.93 1.242 1.169 4.4607687 57.12 0 1488.810704 2 744.9091187 0.172449518 0.000128372 60.25119355LLHLLLDDMPVKPYSDGEGGIEDENR 2 57634534 2xTMT6plex [N-Term; K12] 1.157 5.573747635 25.58 0 3383.755727 4 846.6942139 -0.207219819 -0.000175295 95.21510658LLHLLLDDMPVKPYSDGEGGIEDENR 2 57634534 2xTMT6plex [N-Term; K12]; 1xOxidation [M9] 0.971 4.469918251 15.24 0 3399.750642 4 846.6942139 -0.207219819 -0.000175295 95.21510658EYEISMLNQMSWLMK 2 57634534 2xTMT6plex [N-Term; K15] 1.129 3.28929615 28.41 0 2361.205703 3 787.7391968 -1.128909678 -0.000888529 107.0328133LLDIEGLYSK 8 57634534 2xTMT6plex [N-Term; K10] 1.313 1.23 1.261 4.116379738 47.33 0 1608.96128 2 804.9839478 -0.411173467 -0.000330781 81.04403478FTDELMEQGLTYK 4 57634534 2xTMT6plex [N-Term; K13] 1.143 1.052 3.917306662 32.83 0 2033.06655 3 678.3592529 -1.645008098 -0.001114804 74.21356833LAQCQVYDMRPETDPQSMFGMR 2 57634534 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.261 3.515267372 5.1 0 2889.335341 3 963.7819214 -1.429276756 -0.001376553 64.82190724SPEIAASLWQSLEYTQILQTVR 3 57634534 1xTMT6plex [N-Term] 1.042 0.936 3.808778286 12.71 0 2762.492611 3 921.5009155 -1.599040646 -0.001472446 112.2791908SVSGFLHFDTATK 2 57634534 2xTMT6plex [N-Term; K13] 1.066 3.19877696 21.4 0 1868.03182 3 623.3482056 -0.940064705 -0.000585357 63.27312555

AVQHCLALLNLTLQK 2 57634534 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 1.529 3.486912251 3.08 0 2180.29895 3 727.4371338 -0.964130544 -0.000700698 82.39640541
ENIAIIESYGAALMEVVCR 4 57634534 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.788 1.269 2.446103334 8.44 0 2367.224969 3 789.746521 0.017247318 1.36E-05 112.6836674IQQGALELLR 4 57634534 1xTMT6plex [N-Term] 0.888 1.388 3.816996813 52.22 0 1369.836465 2 685.4208984 -1.419917668 -0.000972527 65.55091496FQDDNVEGDK 6 57634534 2xTMT6plex [N-Term; K10] 1.045 1.423 1.088 3.664249182 46.12 0 1624.821886 2 812.9151001 0.638350161 0.000518603 34.24814071LTAPEDVFSK 6 57634534 2xTMT6plex [N-Term; K10] 1.249 1.45 1.429 4.2827034 45.21 0 1564.89868 2 782.9500122 -3.790926539 -0.002966208 62.30553002

ELCQSVMPAGVDK 2 57634534 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 0.822 2.988403797 20.71 0 1892.002176 2 946.5021973 -2.673378929 -0.002529019 52.81404643
KADNVVNIAR 6 57634534 2xTMT6plex [N-Term; K1] 1.19 1.33 3.323410034 19.66 1 1557.947696 3 519.9877319 0.607498431 0.000315484 32.24170917QDTQAPVVPYWR 5 57634534 1xTMT6plex [N-Term] 0.886 0.714 1.022 3.683647394 17.42 0 1688.895771 2 844.9511719 -0.416751591 -0.000351925 61.40774891MLALALLDR 2 57634534 1xTMT6plex [N-Term] 1.13 3.208135128 21.85 0 1244.759795 2 622.8829956 -0.867965905 -0.000540205 85.75868103DACDGHEIGR 6 57634534 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 2.144 1.843 1.802 3.624222279 22.15 0 1358.632028 3 453.5488586 -0.004278028 -1.94E-06 15.65485985ALYTYESK 6 57634534 2xTMT6plex [N-Term; K8] 1.214 1.263 1.483 3.820866585 41.53 0 1432.808803 2 716.9068604 -1.646114171 -0.001179283 40.02007702LAWALALR 2 57634534 1xTMT6plex [N-Term] 1.631 3.08976841 40.38 0 1142.72473 2 571.866333 0.576863008 0.000329598 86.46612826LQDSQLWK 6 57634534 2xTMT6plex [N-Term; K8] 1.19 1.426 1.269 3.361162424 40.1 0 1475.862235 2 738.434082 -0.913200072 -0.000673879 57.10329838DILQDVHDK 4 57634534 2xTMT6plex [N-Term; K9] 1.214 1.256 3.170483589 23.65 0 1540.873528 3 514.2962646 0.462468398 0.000237535 43.80773601LLPEQLIK 8 57634534 2xTMT6plex [N-Term; K8] 1.401 1.42 1.345 3.128995419 37.04 0 1411.928858 2 706.4678345 -0.329984535 -0.000232957 73.00510931

LLQCLHAK 8 57634534 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.405 1.411 1.418 3.130384922 31.54 0 1440.876111 3 480.9631042 -0.938322073 -0.000450669 50.34934889
HKPDFISLFK 6 57634534 3xTMT6plex [N-Term; K2; K10] 1.27 1.261 1.206 3.680435419 11.55 0 1919.172166 4 480.5482483 -0.52233768 -0.000250614 67.10134148QYIATIHSR 6 57634534 1xTMT6plex [N-Term] 1.286 1.359 1.601 2.903510332 8.15 0 1317.74765 3 439.9205627 -0.391097323 -0.000171789 25.88672679LLDFLIK 8 57634534 2xTMT6plex [N-Term; K7] 0.853 0.824 2.73091507 20.05 0 1319.870281 2 660.4389038 0.189561953 0.000125099 103.4082091KDLPSADSVQYR 3 57634534 2xTMT6plex [N-Term; K1] 1.159 1.493 3.552592278 1.29 1 1837.021983 3 613.0093994 -4.538921085 -0.002779366 35.32157857NVQQHEK 4 57634534 2xTMT6plex [N-Term; K7] 1.269 1.335 2.821617842 17.43 0 1340.768669 3 447.5943604 -0.105465854 -4.71E-05 16.43302091DPPMFIPTPVDR 4 57634534 1xTMT6plex [N-Term] 1.098 1.265 3.636980534 23.31 0 1613.85588 2 807.430542 -1.284306517 -0.001036343 65.22154436154146218 EFR3A protein EFR3 homolog A 23167 NP_055952.2 4.628501827 1 3 3 12 821 92.865 6.7 1.01 1.12 0.92 1.02 Significant 0.00322 AGIIQVLLEAVAIAAK 6 154146218 2xTMT6plex [N-Term; K16] 1.006 1.296 0.869 5.183915138 38.96 0 2038.304019 3 680.1055908 -0.882757943 -0.000599776 114.1426832

APFEEIAAQCESK 2 154146218 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.016 3.092041254 26.61 0 1938.004284 2 969.5029907 -2.879025982 -0.002789782 58.10354293
IIPDVADLK 4 154146218 2xTMT6plex [N-Term; K9] 1.101 0.987 3.354808092 24.14 0 1441.903037 2 721.4526367 -3.495770776 -0.002520281 76.51692062

195976782 RTF1 RNA polymerase-associated protein RTF1 homolog 23168 NP_055953.3 16.90140845 1 11 11 37 710 80.265 8.15 1.01 0.97 1.08 1.02 Significant 0.000992
DPAVQAAILAQLNAK 6 195976782 2xTMT6plex [N-Term; K15] 0.977 1.071 1.025 4.938929558 43.5 0 1981.184632 3 661.0661011 -0.445045519 -0.000293906 82.83124597SASDLSEDLFK 4 195976782 2xTMT6plex [N-Term; K11] 1.094 1.092 4.332943916 55.51 0 1669.904888 2 835.4560547 -0.032903072 -2.75E-05 61.65276251FNDQDIEEIVK 4 195976782 2xTMT6plex [N-Term; K11] 1.114 1.08 4.017764091 51.4 0 1807.984201 2 904.4968262 1.203065685 0.001087562 68.45581465LEFVSNQEFTESEFMK 2 195976782 2xTMT6plex [N-Term; K16] 1.294 4.535620213 34.26 0 2423.220484 3 808.4108887 -0.978633348 -0.000790481 81.81456668AMAEDLGDQDK 4 195976782 2xTMT6plex [N-Term; K11] 0.672 1.475 3.579001904 51.06 0 1650.840907 2 825.9240723 -0.023829522 -1.97E-05 37.13141553QIQDQLNELEER 2 195976782 1xTMT6plex [N-Term] 1.111 3.932433367 37.79 0 1743.907458 2 872.4559326 -1.645222407 -0.001434558 59.77968529IDLQVPSSESK 2 195976782 2xTMT6plex [N-Term; K11] 0.875 2.676121473 24.11 0 1660.952172 2 830.9802856 0.675768443 0.00056121 52.65733664SQAMEELK 8 195976782 2xTMT6plex [N-Term; K8] 0.878 0.972 1.082 3.128519773 21.45 0 1393.776122 2 697.390625 -1.541811461 -0.00107447 37.2885792KQEEEQEK 2 195976782 3xTMT6plex [N-Term; K1; K8] 2.081 3.39469862 10.71 1 1734.98409 3 578.9992065 -0.590069442 -0.000341254 25.75945507VHDFDVK 2 195976782 2xTMT6plex [N-Term; K7] 0.974 2.961972237 17.73 0 1317.756708 3 439.9235535 -0.455645269 -0.000200143 36.78233496ALVAESHNMK 1 195976782 2xTMT6plex [N-Term; K10] 0.603 2.131085396 0 1557.882319 3 519.9653931 -0.444661816 -0.00023091 31.2692966711056036 TTLL12 tubulin--tyrosine ligase-like protein 12 23170 NP_055955.1 50.1552795 1 23 23 193 644 74.356 5.53 0.86 0.87 0.89 0.87 Significant 0.000102 QYPEFPWTDVQAEIFR 18 11056036 1xTMT6plex [N-Term] 1.025 1.059 0.998 4.363774776 48.98 0 2255.133435 2 1128.068604 -1.553960708 -0.001752194 96.59720422AFALNDLDDYEK 12 11056036 2xTMT6plex [N-Term; K12] 0.909 0.93 3.937262297 50.92 0 1871.979115 2 936.4926147 -0.620908536 -0.000581164 70.09875508FNQTYQLAHGTAEEK 6 11056036 2xTMT6plex [N-Term; K15] 0.883 0.838 0.936 5.660484791 37.37 0 2195.149703 3 732.3880005 -0.115898773 -8.48E-05 42.59310273SSPGQTPEEGAQALAEFAALHGPALR 12 11056036 1xTMT6plex [N-Term] 0.789 0.836 0.836 7.828959465 79.29 0 2834.463436 3 945.4921875 -0.503269854 -0.0004755 82.03481526

LSQERPGVLLNQFPCENLLTVK 4 11056036 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C15] 1.282 0.901 4.179152012 15.9 0 3013.690883 3 1005.237793 2.635637349 0.002647665 85.20057118
VMQPQILEVNFNPDCER 12 11056036 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.849 0.921 0.883 5.05585289 42.19 0 2318.147053 3 773.3876953 0.638314769 0.000493236 73.64060464LEHEVFDAGEVFGIMQVEEVEEEEDEAAR 12 11056036 1xTMT6plex [N-Term] 0.562 0.888 0.687 8.567976952 59.24 0 3564.652554 3 1188.886597 -2.052654733 -0.002439 99.0280274DFAYGETDPLIR 16 11056036 1xTMT6plex [N-Term] 1.03 0.851 0.958 4.078777313 55.49 0 1625.837253 2 813.4213257 -1.155271113 -0.000939141 55.95390486QQLQQVPGLLHR 6 11056036 1xTMT6plex [N-Term] 1.175 1.083 0.833 4.987731934 35.73 0 1645.969939 3 549.3280029 -0.293717963 -0.00016115 47.25782239VYTDVQQVASSLTHPR 8 11056036 1xTMT6plex [N-Term] 0.966 0.87 1.377 5.382217407 59.22 0 2030.086819 3 677.3673096 0.274111891 0.00018549 67.61906951HFTVMNYDPDVVLK 2 11056036 2xTMT6plex [N-Term; K14] 0.874 4.683834553 38.33 0 2136.156368 3 712.7245483 1.275070295 0.000907917 75.52558147

QVHCEEFIPEFEK 6 11056036 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 0.95 1.023 0.795 4.20029068 23.56 0 2150.099247 3 717.3720703 1.121035461 0.000803446 58.17323788
KQQPNPGNELCYK 6 11056036 3xTMT6plex [N-Term; K1; K13]; 1xCarbamidomethyl [C11] 0.891 0.913 0.995 5.427048206 28.79 1 2263.247198 3 755.0864258 -1.093091489 -0.000824645 39.5389083

FTLTQSEADADILFNFSHFK 12 11056036 2xTMT6plex [N-Term; K20] 0.88 0.896 0.928 7.832022667 49.74 0 2789.455052 3 930.4893188 -0.591082129 -0.000549599 103.9130677
KLSQERPGVLLNQFPCENLLTVK 4 11056036 3xTMT6plex [N-Term; K1; K23]; 1xCarbamidomethyl [C16] 1.262 1.831 5.286229134 16.77 1 3370.948778 4 843.4907837 -2.216804487 -0.001868184 80.23939478MPVWYIMDEFGSR 19 11056036 1xTMT6plex [N-Term] 1.126 0.963 1.172 3.946759462 31.79 0 1859.902178 3 620.6392212 0.501141528 0.000310691 102.5998321DLDTGEEVTR 8 11056036 1xTMT6plex [N-Term] 0.963 0.903 1.056 3.906497478 44.93 0 1363.690254 2 682.3486328 -0.194681306 -0.000132743 25.79341962
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LPLDINPVVHPHGHIFK 2 11056036 2xTMT6plex [N-Term; K17] 1.046 3.457315207 41.05 0 2391.406526 5 479.0864868 -1.337663811 -0.00063978 69.8590245AMYAVDLMLK 4 11056036 2xTMT6plex [N-Term; K10] 1.003 1.018 2.642183304 28.68 0 1612.920678 2 806.963501 -0.590678071 -0.000476358 85.56939701DCLASIAR 6 11056036 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.467 0.396 0.592 3.22819519 32.6 0 1134.613859 2 567.8099365 -1.113103912 -0.000631472 33.48570982AGGPEGPPWLPR 6 11056036 1xTMT6plex [N-Term] 0.989 0.777 0.785 3.253893852 17.93 0 1462.800414 2 731.9036865 -0.217208802 -0.000158867 56.88714128SLDTHVTK 10 11056036 2xTMT6plex [N-Term; K8] 0.791 0.815 0.93 2.707846403 15.35 0 1358.804386 3 453.6064148 0.224568576 0.000101715 28.03517916SLHSIIR 2 11056036 1xTMT6plex [N-Term] 1.025 2.643611908 12.37 0 1054.657045 2 527.8313599 -1.518458959 -0.000800727 30.74211242164420681 METAP1 methionine aminopeptidase 1 23173 NP_055958.2 45.85492228 1 12 12 76 386 43.187 7.17 1.05 1.04 1.04 1.04 Significant 0.0000102 RPLQEGDIVNVDITLYR 2 164420681 1xTMT6plex [N-Term] 0.975 6.05992651 22.58 0 2230.239297 3 744.0843506 -0.357935666 -0.000266094 67.23481312EVLDVAAGMIKPGVTTEEIDHAVHLACIAR 12 164420681 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C27] 1.187 1.224 1.189 7.330809116 54.88 0 3673.980993 5 735.6046143 3.530801898 0.00259442 94.67330104
VCETDGCSSEAK 10 164420681 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C2; C7] 0.988 0.949 0.862 4.87710762 70.45 0 1800.850821 2 900.9286499 -0.442771441 -0.000398683 22.85855126

SCCTSVNEVICHGIPDR 6 164420681 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C3; C11] 1.776 6.430763245 49 0 2233.036123 3 745.0167847 -0.144295065 -0.000107405 45.76233397LLSSEDIEGMR 6 164420681 1xTMT6plex [N-Term] 0.972 0.898 1.013 4.032034397 50.98 0 1478.77221 2 739.8891602 -0.788686379 -0.000583144 54.36350666EVSSWTVEGDINTDPWAGYR 4 164420681 1xTMT6plex [N-Term] 0.784 1.406 4.602149963 36.16 0 2511.198948 3 837.7379761 0.17004334 0.000142338 71.89737953SAQFEHTLLVTDTGCEILTR 6 164420681 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.943 1.082 0.982 5.639175415 45.27 0 2520.296554 3 840.7697144 -0.7792748 -0.000654668 66.59667588LFHTAPNVPHYAK 8 164420681 2xTMT6plex [N-Term; K13] 1.014 1.026 0.939 5.162261963 39.47 0 1953.111073 4 489.0336914 0.953768081 0.000465704 47.10129658
NCYPSPLNYYNFPK 2 164420681 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.266 2.88881135 9.11 0 2235.130882 3 745.7166748 2.053268603 0.001529775 74.2615454

LQCPTCIK 12 164420681 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C3; C6] 1.58 1.477 1.475 3.312286615 38.41 0 1477.827113 2 739.4176636 0.634613095 0.000468924 42.160977
ELGNIIQK 2 164420681 2xTMT6plex [N-Term; K8] 0.928 3.74160862 41.06 0 1372.856422 2 686.9317017 -0.214785525 -0.000147435 55.5947856GSWATHK 6 164420681 2xTMT6plex [N-Term; K7] 1.034 0.949 0.976 2.7274189 19.64 0 1244.715177 3 415.5766296 0.127335168 5.28E-05 25.3575002641872577 RFTN1 raftlin 23180 NP_055965.1 15.91695502 1 8 8 30 578 63.106 5.67 0.85 0.97 0.88 0.9 Significant 0.0016 FLEFTTLSAAELPGSSAVR 10 41872577 1xTMT6plex [N-Term] 0.831 0.964 1.117 5.900318623 39.85 0 2225.201514 3 742.40448 -1.180840736 -0.00087587 93.31094405TLDGPESNPLEVHEEPLSGK 2 41872577 2xTMT6plex [N-Term; K20] 0.862 5.954369545 59.51 0 2606.371382 3 869.461731 -0.284840031 -0.000247466 56.18873251KIQEAASQGLK 2 41872577 3xTMT6plex [N-Term; K1; K11] 0.638 4.345151424 22.52 1 1860.152159 3 620.7207642 -2.375762386 -0.001473093 38.40098889IDVSYEYR 2 41872577 1xTMT6plex [N-Term] 0.846 3.256035566 38.11 0 1273.662583 2 637.3339233 -1.580677912 -0.001006625 41.5515364DKQQAEENEK 1 41872577 3xTMT6plex [N-Term; K2; K10] 1.155 2.90626359 1 1906.048481 3 636.0215454 0.840361872 0.000533923 19.10035561LIPEFIK 5 41872577 2xTMT6plex [N-Term; K7] 0.921 0.931 2.172568321 18.15 0 1317.854631 2 659.430603 -0.532156807 -0.000350653 81.94424755RPQVETK 6 41872577 2xTMT6plex [N-Term; K7] 0.778 1.1 0.85 3.062542915 12.45 0 1315.809806 3 439.2747803 -0.013823949 -6.06E-06 20.01437029TTSEGSVSTK 2 41872577 2xTMT6plex [N-Term; K10] 1.523 3.000481844 7.59 0 1454.810259 2 727.90802 -1.028100351 -0.000747845 19.5863779874136552 MESDC2 LDLR chaperone MESD precursor 23184 NP_055969.1 31.62393162 1 8 8 51 234 26.06 7.78 0.93 0.95 0.96 0.95 Significant 0.0000868 LLEQWEKDDDIEEGDLPEHK 4 74136552 3xTMT6plex [N-Term; K7; K20] 0.961 0.648 4.914765358 19.54 1 3125.624585 4 782.1605225 -1.383875808 -0.001081369 66.12929378DGSYAWEIKDFLVGQDR 6 74136552 2xTMT6plex [N-Term; K9] 1.175 1.013 1.102 4.813695908 21.34 1 2457.281445 3 819.7660522 0.878417198 0.000719506 89.65858282DYNDADMAR 11 74136552 1xTMT6plex [N-Term] 0.834 0.796 0.933 3.527430773 43.96 0 1299.583681 2 650.2930908 -3.675030277 -0.002388005 20.86266779RPSAPVDFSK 6 74136552 2xTMT6plex [N-Term; K10] 1.019 1.06 0.991 4.833450794 30.91 0 1561.910248 3 521.3080444 -0.427636108 -0.000222643 37.21966505IDPSKPESILK 10 74136552 3xTMT6plex [N-Term; K5; K11] 0.84 0.88 0.974 2.579116106 15.49 0 1914.187875 2 957.5966187 -1.000218075 -0.000957303 57.72449374DGSYAWEIK 2 74136552 2xTMT6plex [N-Term; K9] 0.805 3.373170137 19.54 0 1526.825515 2 763.9150391 -1.777416589 -0.001356903 54.61772907FIVGSDR 6 74136552 1xTMT6plex [N-Term] 0.96 1.066 0.887 2.842250109 31.72 0 1022.583211 2 511.7954102 0.325423395 0.000166386 35.79327119DFLVGQDR 6 74136552 1xTMT6plex [N-Term] 1.055 0.936 1.008 2.819076777 30.33 0 1178.636703 2 589.8220825 0.15735049 9.27E-05 39.2997772657634536 LARP4B la-related protein 4B 23185 NP_055970.1 17.07317073 1 12 12 64 738 80.503 6.92 1.07 1.07 1.15 1.1 Significant 0.000591 EISESTPVEEVEALFK 18 57634536 2xTMT6plex [N-Term; K16] 1.089 1.146 1.1 4.248657227 59.14 0 2265.226615 2 1133.116089 -0.756805352 -0.000857168 100.0746816AIAINTFLPK 12 57634536 2xTMT6plex [N-Term; K10] 1.136 1.089 1.167 3.968137503 49.83 0 1545.976871 2 773.491272 -1.037334204 -0.000801847 78.83701699SLPLVQVDEK 6 57634536 2xTMT6plex [N-Term; K10] 1.068 1.089 1.032 4.0946064 50.57 0 1585.956529 2 793.480896 -1.26992624 -0.001007024 68.72287493EPSVPASCAVSATYER 6 57634536 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.949 0.892 1.406 4.190974236 54.87 0 1952.958507 2 976.9805908 -2.356552563 -0.002301125 51.55513491LSSLIIGPSK 4 57634536 2xTMT6plex [N-Term; K10] 1.323 0.951 3.479420185 32.1 0 1472.945237 2 736.9758911 -0.496232595 -0.000365462 70.58364251VVAEPQTQR 4 57634536 1xTMT6plex [N-Term] 0.824 1.181 3.059115887 22.89 0 1256.716016 2 628.8613281 -0.506263939 -0.000318115 21.21051532IQNPSAYAK 2 57634536 2xTMT6plex [N-Term; K9] 1.059 2.86913228 26.16 0 1449.846585 2 725.4243774 -3.522356944 -0.002553439 50.35064344TEDLFENR 4 57634536 1xTMT6plex [N-Term] 0.997 1.013 2.613609791 10.78 0 1252.637097 2 626.8214722 -1.140876369 -0.000714552 36.69399243EQKPNTVGCGK 2 57634536 3xTMT6plex [N-Term; K3; K11]; 1xCarbamidomethyl [C9] 0.538 2.812370062 9.35 0 1905.083093 3 635.6986694 -0.859762613 -0.000545973 22.92277486
TLEFCLSR 2 57634536 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.348 2.586548805 11.56 0 1254.671374 2 627.8376465 -2.676287448 -0.001678931 54.64724639KLAEPAER 2 57634536 2xTMT6plex [N-Term; K1] 1.018 2.668740511 5.65 1 1371.83602 3 457.9501038 -0.191313465 -8.75E-05 25.18666864EPPSSPLQPQK 2 57634536 2xTMT6plex [N-Term; K11] 1.129 2.9334445 24.91 0 1665.957592 2 833.4821167 -0.381307163 -0.000317621 40.1135542344925845 RCOR1 REST corepressor 1 23186 NP_055971.2 17.11340206 1 4 6 31 485 53.295 7.03 1.46 1.36 1.35 1.39 Significant 0.000638 VLFEQAFSFHGK 6 344925845 2xTMT6plex [N-Term; K12] 1.708 1.286 1.377 4.907215118 36.22 0 1868.047076 3 623.3536377 -0.383225922 -0.000238628 77.25328462WTTEEQLLAVQAIR 8 344925845 1xTMT6plex [N-Term] 1.911 1.013 1.02 5.039844036 62.43 0 1887.053728 2 944.0286255 -1.989176769 -0.001876842 75.90481531SLADLPNFTPFPDEWTVEDK 6 344925845 2xTMT6plex [N-Term; K20] 1.296 1.53 5.356412888 43.61 0 2779.423083 3 927.1463623 0.521847167 0.000483478 99.54553191MPEEEDEAPVLDVR 3 344925845 1xTMT6plex [N-Term] 1.043 1.453 4.452196121 42.02 0 1857.91016 2 929.4580078 -0.764732887 -0.000710403 51.46969242VGPQYQAVVPDFDPAK 4 344925845 2xTMT6plex [N-Term; K16] 1.155 1.333 3.875529766 15.57 0 2189.200676 3 730.4030151 -2.824523997 -0.00206115 68.32982872SIASLVK 4 344925845 2xTMT6plex [N-Term; K7] 1.468 1.704 2.878680229 20.34 0 1175.77638 2 588.3911743 -1.112819758 -0.000654214 64.15601761

24308013 PMPCA mitochondrial-processing peptidase subunit alpha isoform 1 precursor 23203 NP_055975.1 45.71428571 1 20 20 166 525 58.216 6.92 1.09 1.08 1.09 1.09 Significant 0.00000941
SVAQYTGGIAK 16 24308013 2xTMT6plex [N-Term; K11] 0.954 0.84 1.042 5.085566998 64.39 0 1552.909914 2 776.9584351 -0.2061374 -0.000160056 45.90367212KYLLGVQPAWGSAEAVDIDR 6 24308013 2xTMT6plex [N-Term; K1] 1.216 1.031 1.185 6.89546299 56.31 1 2646.465557 3 882.826355 -0.395081127 -0.000348523 73.19174713YLLGVQPAWGSAEAVDIDR 6 24308013 1xTMT6plex [N-Term] 0.85 0.822 0.796 5.470007896 62.42 0 2289.207662 3 763.7393799 -1.780485724 -0.001358634 79.15506722GLDTVVALLADVVLQPR 12 24308013 1xTMT6plex [N-Term] 1.086 0.884 1.238 6.335771084 78.89 0 2008.200392 2 1004.603821 -0.013558626 -1.36E-05 113.5881837TQLTSMLMMNLESRPVIFEDVGR 8 24308013 1xTMT6plex [N-Term] 1.013 100 4.965605736 23.04 0 2896.493221 3 966.166687 -2.662973553 -0.002571095 105.485714MVLAGVGVEHEHLVDCAR 6 24308013 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.066 1.039 1.149 5.339208126 45.6 0 2221.141908 4 556.0407715 -0.293557335 -0.000163008 51.85913232GKPAVAALGDLTDLPTYEHIQTALSSK 2 24308013 3xTMT6plex [N-Term; K2; K27] 0.875 6.844689369 66.88 0 3483.966595 4 871.746582 -0.601915932 -0.000524264 87.88070484DTTMYAVSADSK 12 24308013 2xTMT6plex [N-Term; K12] 1.089 1.102 1.035 5.360913754 53.59 0 1746.898422 2 873.951416 -1.641010555 -0.001433339 39.14780698
KLPHELCTLIR 16 24308013 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.107 1.048 1.104 4.35484457 38.83 1 1838.10863 4 460.2825012 -0.247769462 -0.000113857 53.45823799LTDEEVEMTR 10 24308013 1xTMT6plex [N-Term] 1.199 1.021 1.117 3.532449245 45.76 0 1451.724925 2 726.3637695 -3.212032402 -0.002331494 38.19701848FDSKDEILLTLEK 12 24308013 3xTMT6plex [N-Term; K4; K13] 1.269 1.086 1.134 5.1534729 26.72 1 2238.320011 3 746.7783203 0.177006638 0.000132066 82.99971082YLSGIAHFLEK 13 24308013 2xTMT6plex [N-Term; K11] 1.067 1.285 1.06 4.13041687 40.61 0 1736.014713 3 579.342041 -1.810585533 -0.001047734 83.1712269
HGGICDCQTSR 6 24308013 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C7] 1.329 1.089 1.205 4.703536987 36.16 0 1519.694311 3 507.2362366 -0.101969983 -5.17E-05 15.10754924
FCPTENVAK 6 24308013 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.006 1.04 0.92 3.633505821 49.85 0 1523.829221 2 762.4181519 -0.127126491 -9.69E-05 42.22391157

EMVEIITK 4 24308013 2xTMT6plex [N-Term; K8] 1.017 1.229 3.604452848 42.68 0 1420.848559 2 710.928894 1.374161887 0.000976238 58.81994263EVLHSYLR 9 24308013 1xTMT6plex [N-Term] 1.305 0.987 1.132 3.383566618 29.96 0 1245.715288 3 415.9099426 -0.010435081 -4.33E-06 33.49230789LAFSSTAR 6 24308013 1xTMT6plex [N-Term] 1.123 1.249 1.089 3.339688301 31.62 0 1081.620325 2 541.3141479 0.642192479 0.000347304 35.54353775LTDEEVEMTR 8 24308013 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.961 0.936 0.921 2.463041544 33.14 0 1467.71984 2 726.3637695 -3.212032402 -0.002331494 38.19701848LYLNVLNR 2 24308013 1xTMT6plex [N-Term] 1.112 3.071761131 24.41 0 1233.751673 2 617.3800049 0.859164488 0.000529998 65.23488141NYYTPDR 2 24308013 1xTMT6plex [N-Term] 1.192 2.260522604 14.98 0 1157.578854 2 579.2927856 -0.482974387 -0.00027954 21.46037415NVKPEDVK 4 24308013 3xTMT6plex [N-Term; K3; K8] 1.357 1.68 1.15 2.693947315 2.09 0 1615.998618 3 539.3379517 0.42303283 0.000227873 32.02238386
126723060 ZC3H4 zinc finger CCCH domain-containing protein 4 23211 NP_055983.1 13.27705295 1 10 11 39 1303 140.169 6.27 1.1 1.01 0.95 1.02 Significant 0.00182

HVEASGGSGPGDSGPSDPR 6 126723060 1xTMT6plex [N-Term] 1.111 1.06 1.021 6.698917866 91.17 0 1994.936526 3 665.6501465 -0.320650239 -0.000213226 15.98350633GSGPPPTEEEEGER 8 126723060 1xTMT6plex [N-Term] 0.811 1.056 0.96 5.095666885 73.07 0 1699.797239 2 850.4020386 -0.257702244 -0.000219021 17.46541011VLAAGGLGQGGGGGQSSVLSGISLYDPR 2 126723060 1xTMT6plex [N-Term] 100 7.48978281 75.9 0 2802.494736 3 934.8348999 -1.637616981 -0.001529804 82.35086227ALPTSKPEGSLHSSPVGPSSSK 2 126723060 3xTMT6plex [N-Term; K6; K22] 1.021 3.918003559 14.43 0 2837.597583 4 710.1538696 -1.386512449 -0.000983591 43.48113137ATEPAADTGAQPK 2 126723060 2xTMT6plex [N-Term; K13] 0.869 2.557494164 16.13 0 1714.937585 3 572.3158569 -2.663210171 -0.001522413 99.87117819TVNATGSSAAPGSSDKPSDPR 2 126723060 2xTMT6plex [N-Term; K16] 0.726 2.559039354 16.47 0 2460.273065 3 820.762207 -0.40530308 -0.000332385 23.15138357EGEQDAASLK 6 126723060 2xTMT6plex [N-Term; K10] 0.793 0.592 0.803 2.675637245 33.02 0 1505.821158 2 753.4144897 0.361750919 0.000272366 29.41516902LQKPTDSTASSR 6 126723060 2xTMT6plex [N-Term; K3] 1.232 1.188 1.097 2.700462818 1.83 0 1748.990683 3 583.6672363 -2.016726366 -0.001175745 27.53680708QQEEEER 2 126723060 1xTMT6plex [N-Term] 2.158591509 13.9 0 1176.569411 2 588.7878418 -0.853503619 -0.000502103 13.232025FYITGFCAR 2 126723060 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.069 2.388402939 2.04 0 1363.703009 2 682.3537598 -2.028145962 -0.001382894 64.15973616AVNIPLDPLPGHPLRDPR 1 126723060 1xTMT6plex [N-Term] 100 1.167689204 1 2206.265786 4 552.3210449 -1.557646645 -0.000859146 64.8763308314719402 RRS1 ribosome biogenesis regulatory protein homolog 23212 NP_055984.1 34.24657534 1 12 12 81 365 41.168 10.7 1.31 1.34 1.34 1.33 Significant 0.0000565 DNTQLLINQLWQLPTER 12 14719402 1xTMT6plex [N-Term] 1.126 1.361 1.136 6.552878857 45 0 2311.26076 3 771.0913696 -0.521292665 -0.000401614 95.76426056MQLPSAAGLHPTGHQSK 6 14719402 2xTMT6plex [N-Term; K17] 1.109 1.127 1.23 5.70447731 54.65 0 2218.216677 4 555.309021 -1.092181684 -0.000605674 44.21938163KFQPLFGDFAAEK 6 14719402 3xTMT6plex [N-Term; K1; K13] 1.421 1.38 1.007 5.378640652 27.72 1 2185.262437 3 729.0890503 -4.502677082 -0.003279844 76.62577007TNLVWDEVSGQWR 12 14719402 1xTMT6plex [N-Term] 1.452 1.469 1.479 4.437450409 33.09 0 1818.933613 3 606.9832764 0.914212345 0.000554297 72.39459743FQPLFGDFAAEK 10 14719402 2xTMT6plex [N-Term; K12] 1.081 1.018 1.164 4.412395954 64.25 0 1828.004542 2 914.5036011 -2.525525214 -0.002308336 84.92380679EWLIEVPGNADPLEDQFAK 2 14719402 2xTMT6plex [N-Term; K19] 1.046 2.848218441 29.59 0 2629.391389 3 877.1342163 -1.252599454 -0.001097858 103.1884316DDTKEWLIEVPGNADPLEDQFAK 4 14719402 3xTMT6plex [N-Term; K4; K23] 1.049 1.163 3.50530982 16.72 1 3317.750849 3 1106.588989 0.472007546 0.000522001 87.56481231EEDQEEAAK 6 14719402 2xTMT6plex [N-Term; K9] 1.231 1.132 1.094 3.989586592 49.61 0 1506.768788 2 753.887207 -1.095554615 -0.000825374 18.11923984AEQDEAEK 12 14719402 2xTMT6plex [N-Term; K8] 1.356 1.71 1.526 3.259567261 48.78 0 1377.726195 2 689.3666992 -0.053248969 -3.67E-05 17.60360791GGPPSQGGK 2 14719402 2xTMT6plex [N-Term; K9] 1.429 2.648152113 29.52 0 1242.720656 2 621.8635254 -0.709949372 -0.000441134 18.57699152VSTASVGR 2 14719402 1xTMT6plex [N-Term] 1.308 2.44814229 32.61 0 1005.589025 2 503.2983704 0.43710964 0.000219776 19.73925349KPQLDVTR 7 14719402 2xTMT6plex [N-Term; K1] 1.704 1.683 1.645 2.976795435 13.77 0 1414.87822 3 472.2974548 -0.288631234 -0.000136126 33.14947268115298682 PRRC2C protein PRRC2C 23215 NP_055987.2 13.52502662 1 29 31 143 2817 308.419 9.07 1.01 1.05 1.05 1.04 Significant 0.000165 SVSHGSNHTQKPDEQR 7 115298682 2xTMT6plex [N-Term; K11] 0.566 0.575 1.033 6.511315823 34.04 0 2265.173626 5 453.8403015 -0.540723071 -0.000244966 14.56505876MLWGSDPYPHAEPQQATTPK 6 115298682 2xTMT6plex [N-Term; K20] 1.158 1.106 1.154 5.969615936 66.41 0 2712.385592 3 904.7995605 -0.53974235 -0.000487996 57.40686517AFGSGIDIKPGTPPIAGR 6 115298682 2xTMT6plex [N-Term; K9] 1.202 1.356 1.074 3.801663876 20.04 0 2212.285408 3 738.1025391 3.460519819 0.002551886 61.95463551QQSEISAAVER 4 115298682 1xTMT6plex [N-Term] 0.996 1.345 4.840722561 58.57 0 1446.774987 2 723.8925781 1.99925353 0.001446235 27.69180452GLIPAGTQHSMIATTGK 4 115298682 2xTMT6plex [N-Term; K17] 1.212 0.815 5.100211143 35.84 0 2141.21528 3 714.4098511 -0.130700237 -9.33E-05 50.71707283MEDTLVNNVPLPNTLPLPK 10 115298682 2xTMT6plex [N-Term; K19] 1.335 1.305 1.21 4.288792133 43.49 0 2563.456966 3 855.1548462 -2.723324742 -0.002327042 97.04667914VAPPAVLNDISK 8 115298682 2xTMT6plex [N-Term; K12] 1.193 1.023 1 4.498672485 52.9 0 1682.025278 2 841.5158691 -0.485128708 -0.000407999 68.81746819DAQQVEPEGQEKPSPATVR 4 115298682 2xTMT6plex [N-Term; K12] 1.127 0.985 5.34226656 26.39 0 2524.340751 3 842.1184692 0.041129488 3.46E-05 45.02646101ESSEAQVQK 6 115298682 2xTMT6plex [N-Term; K9] 1.158 1.116 1.074 3.317559004 42.96 0 1463.810593 2 732.4069824 -2.667869919 -0.001952628 21.06604301ETDEVSNTK 6 115298682 2xTMT6plex [N-Term; K9] 0.79 0.966 3.324512482 34.85 0 1480.789524 2 740.8977051 -0.938765252 -0.000695057 19.85318595
STTTSDPPNICK 2 115298682 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 0.55 2.398932457 16.92 0 1778.935871 2 889.97229 0.805502969 0.000716469 32.20616707

VKDAQQVEPEGQEKPSPATVR 5 115298682 3xTMT6plex [N-Term; K2; K14] 1.132 0.975 0.872 4.876745224 4.9 1 2980.667059 4 745.9224854 0.352960002 0.000263014 36.30695469ISAVESQPSR 4 115298682 1xTMT6plex [N-Term] 1.122 1.102 3.634091854 31.4 0 1302.721495 2 651.8646851 0.459328559 0.000299189 27.28280351SEPSAGIPK 6 115298682 2xTMT6plex [N-Term; K9] 1.085 0.953 1.047 3.611414909 39.88 0 1343.793487 2 672.3995972 -1.167771743 -0.000784622 32.35142773
QESENSCNKEEEPVFTR 3 115298682 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.824 1.37 4.006112576 5.88 1 2541.229152 3 847.7477417 -0.188779648 -0.000159911 29.98640358AEVLQSTQR 2 115298682 1xTMT6plex [N-Term] 0.773 3.103591204 25.87 0 1260.71093 2 630.8588867 -0.343966638 -0.000216821 23.5641113AEHIPSGPLR 4 115298682 1xTMT6plex [N-Term] 1.082 1.295 3.537120819 23.46 0 1305.74765 3 435.9203796 -0.815382654 -0.000354895 29.24219606LLAQQHPPPDR 6 115298682 1xTMT6plex [N-Term] 0.808 0.671 0.964 3.808208704 21.94 0 1500.848427 3 500.9544373 0.220926759 0.000110526 25.2150326DHAISLSEPR 2 115298682 1xTMT6plex [N-Term] 1.16 3.386228085 19.31 0 1353.732394 3 451.9160156 0.812180461 0.000366492 28.11345005LPDLSPVENK 4 115298682 2xTMT6plex [N-Term; K10] 1.05 1.008 3.902678728 38.35 0 1569.925229 2 785.465271 -1.250969012 -0.000981964 67.79820387MPPPANLPSLK 6 115298682 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 1.035 0.981 1.034 2.701964617 28.09 0 1638.96532 2 819.9846191 -2.049310445 -0.001679374 55.13587953QSEVPKPEDGEPPR 4 115298682 2xTMT6plex [N-Term; K6] 1.087 1.526 3.478697777 7.17 0 2023.08604 3 675.0335083 -0.033680058 -2.27E-05 28.51983618

IACGPPQAK 6 115298682 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.028 1.047 1.062 3.699306965 32.32 0 1399.813177 2 700.4095459 -0.972782045 -0.000680857 42.43376096
KNADLNAQTVVK 6 115298682 3xTMT6plex [N-Term; K1; K12] 0.835 0.908 0.899 2.871730328 5.63 1 1988.210736 3 663.4111328 4.078660955 0.002703079 39.54459024HGLQSLGK 2 115298682 2xTMT6plex [N-Term; K8] 1.175 3.055401564 2.52 0 1297.799241 3 433.2713928 0.295975514 0.000128039 32.09909889AAGSPSSSDQDEK 2 115298682 2xTMT6plex [N-Term; K13] 0.948 2.391757727 18.3 0 1736.870293 2 868.9385376 -0.284669897 -0.000247217 17.77477994KAWENSPNVR 6 115298682 2xTMT6plex [N-Term; K1] 1.066 1.112 1.037 3.182704687 15.99 1 1658.93786 3 553.6511841 0.686780452 0.000379775 30.29740849SADKIPEPK 3 115298682 3xTMT6plex [N-Term; K4; K9] 1.107 1.166 2.626345396 6.25 1 1672.024833 3 558.012146 -1.763186563 -0.000982697 35.2514014STTPTSSPFR 7 115298682 1xTMT6plex [N-Term] 1.052 0.853 1.212 3.310310602 19.43 0 1309.694946 2 655.3501587 -1.454741192 -0.000952634 27.62566427GPPPSWASEPERPSILSASELK 1 115298682 2xTMT6plex [N-Term; K22] 0.896 2.921438217 0 2793.518715 3 931.843689 -0.787997394 -0.000733762 66.58513575TVNQQTMAAPVVK 1 115298682 2xTMT6plex [N-Term; K13]; 1xOxidation [M7] 0.949 1.59401083 10.41 0 1861.06174 2 931.0343018 -0.221881073 -0.000206467 34.15498909149944548 NBEAL2 neurobeachin-like protein 2 23218 NP_055990.1 5.22875817 1 8 8 22 2754 302.326 6.38 1.04 1.39 1.13 1.19 Significant 0.00773 GPAPDPCLVPLALEALVGAVHVLHASR 4 149944548 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.728 1.166 5.914495468 29.58 0 2988.665447 4 747.9217529 -0.088769136 -6.63E-05 113.0488108VLNTSSLESATDEAGSPLAAAAAAAAAER 6 149944548 1xTMT6plex [N-Term] 0.813 100 7.443392754 89.59 0 2944.506088 3 982.1729126 -0.646528475 -0.000634569 84.28583468VLDQDTDAIAVHVVR 2 149944548 1xTMT6plex [N-Term] 1.76 4.278256416 32.54 0 1880.043892 3 627.352356 -0.732423808 -0.000458996 55.17649397LLSGPWVPGSGVSGQALAVAPDGK 2 149944548 2xTMT6plex [N-Term; K24] 0.863 4.999746799 33.02 0 2721.533971 3 907.8478394 -1.839519053 -0.001668771 92.60392356LVPNHHFDPHLEASALR 2 149944548 1xTMT6plex [N-Term] 1.006 4.120433331 26.55 0 2182.171886 5 437.2398071 -0.896765044 -0.000391379 45.999684LLLHYSPQACK 2 149944548 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.933 3.213206291 17.55 0 1788.024232 3 596.6781616 -2.405178096 -0.001433506 51.40905434VETEEGIGYDFR 2 149944548 1xTMT6plex [N-Term] 0.957 2.944975615 17.8 0 1643.811432 2 822.409729 0.455780875 0.000374609 48.68137007LSSAETYSR 2 149944548 1xTMT6plex [N-Term] 1.001 2.781151056 21.24 0 1242.652747 2 621.828125 -3.036648822 -0.00188675 24.64524197223278379 RRP12 RRP12-like protein isoform 1 23223 NP_055994.2 26.21434079 1 26 26 135 1297 143.611 8.75 1.38 1.35 1.47 1.4 Significant 0.000663 TYLTITDTQLVNSLLEK 7 223278379 2xTMT6plex [N-Term; K17] 1.608 1.324 1.805 5.694469452 47.01 0 2410.384513 3 804.1332397 0.270897974 0.000217656 103.5094555AMDLAQAGSTVESK 2 223278379 2xTMT6plex [N-Term; K14] 1.481 4.784598827 63.33 0 1866.004284 2 933.5031128 -2.859111369 -0.002667557 49.62010428LQWDLGLGHLPR 8 223278379 1xTMT6plex [N-Term] 1.339 1.244 1.612 5.093756676 41.09 0 1633.937576 3 545.3165283 -1.557317182 -0.000848186 72.31620592EAEEEELEIPPQYQAGGSGIHRPVAK 2 223278379 2xTMT6plex [N-Term; K26] 1.256 4.856095791 17.23 0 3292.72139 4 823.937439 1.984917216 0.001633945 51.02968128NFLPILFNLYGQPVAAGDTPAPR 11 223278379 1xTMT6plex [N-Term] 1.265 1.621 1.516 5.801531792 70.91 0 2700.471087 3 900.8275146 -1.146760912 -0.001032265 112.1992687
DLLPCFPEGLVK 14 223278379 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 2.058 1.904 2.03 3.677489519 41.94 0 1846.054864 2 923.53125 0.194940035 0.000179935 89.42629114
HVQLVMEAIGK 2 223278379 2xTMT6plex [N-Term; K11] 1.028 4.138519764 17.51 0 1683.002768 3 561.671875 -1.007948431 -0.00056546 61.89250366EICAVLAAVTEVIR 6 223278379 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.399 3.223464012 40.9 0 1773.014172 3 591.6763306 0.150398809 8.89E-05 112.8644728EATTTLHMLTLLK 2 223278379 2xTMT6plex [N-Term; K13] 1.38 3.503336191 24.93 0 1930.144741 3 644.0518188 -1.988175783 -0.001279156 86.00295923AVEEGLTYK 6 223278379 2xTMT6plex [N-Term; K9] 1.35 1.294 1.183 3.562533855 45.3 0 1467.845916 2 734.4260864 -0.695010577 -0.000510084 44.1929831LHNELQSGSLR 4 223278379 1xTMT6plex [N-Term] 1.229 1.168 4.101307392 22.1 0 1482.822606 3 494.9453125 -0.823989326 -0.000407277 29.48945139SDLTVDAVK 6 223278379 2xTMT6plex [N-Term; K9] 1.505 1.466 1.552 3.509771585 50.67 0 1405.830266 2 703.4186401 -0.186855105 -0.000131343 45.55488627VLDPASSDFTR 6 223278379 1xTMT6plex [N-Term] 1.494 1.356 1.394 3.11517787 27.47 0 1436.758274 2 718.8831177 0.476232902 0.000342116 47.16973026APAHHPAAISTAK 6 223278379 2xTMT6plex [N-Term; K13] 1.314 1.262 1.346 4.011931419 22.03 0 1730.011359 4 433.2584229 0.290510376 0.000125647 20.97754719RVPSPVLIK 8 223278379 2xTMT6plex [N-Term; K9] 1.555 1.569 1.606 3.948196411 27.94 1 1466.982291 3 489.6657715 0.320667215 0.000156804 50.72617556TLGMAISERPDLR 4 223278379 1xTMT6plex [N-Term] 1.108 0.631 3.341310501 18.34 0 1687.936256 3 563.3166504 -0.508092721 -0.000285876 47.33608558EFITALIPEVILCTK 2 223278379 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 1.539 3.878355503 14.59 0 2205.296884 3 735.7705688 0.121885162 8.96E-05 112.664222

FCIQEIEK 6 223278379 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.517 1.457 1.53 3.688130856 41.31 0 1524.849622 2 762.928772 0.423271451 0.000322713 64.18424805
VLEEVCASPQGPGALFVQSHLEDLKK 1 223278379 3xTMT6plex [N-Term; K25; K26]; 1xCarbamidomethyl [C6] 1.249 3.832891464 1 3538.954651 4 885.4934692 -0.735716372 -0.000650917 86.92166674

VTVCQALR 6 223278379 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.301 1.191 1.073 3.293743134 33.03 0 1175.676794 2 588.3425903 0.944191523 0.000555032 37.2246972GCQAEADR 2 223278379 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 100 2.44451046 31.06 0 1135.536337 2 568.2733154 2.656840892 0.00150847 14.16987232
LSVLDLVVALAPCADEAAISK 2 223278379 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C13] 1.268 2.242889643 12.79 0 2613.493746 3 871.8342896 -2.077960839 -0.001810246 112.9854411GRPDPYAYIPLNR 4 223278379 1xTMT6plex [N-Term] 1.128 1.117 4.30945158 28.35 0 1760.964519 3 587.6594849 -0.350875983 -0.00020596 52.16759136LLPEEYHR 12 223278379 1xTMT6plex [N-Term] 1.221 1.387 1.173 2.524768591 24.51 0 1285.710202 3 429.2416077 0.052514203 2.25E-05 34.76634054SWLLPVIR 4 223278379 1xTMT6plex [N-Term] 1.124 0.962 2.998085499 22.9 0 1212.766595 2 606.8866577 -0.458596332 -0.000278085 81.29583844GSEFMFEK 2 223278379 2xTMT6plex [N-Term; K8]; 1xOxidation [M5] 1.754 1.336 1.586110353 19.24 0 1448.749574 2 724.8773804 -1.442283643 -0.001044754 46.91342695149363656 EXOC6B exocyst complex component 6B 23233 NP_056004.1 9.987669544 1 7 7 41 811 94.141 6.46 0.99 0.98 1 0.99 Significant 0.000034 VNPVTALTLLEK 6 149363656 2xTMT6plex [N-Term; K12] 0.998 0.888 1.05 4.654219627 38.01 0 1756.098443 3 586.0380249 0.614371612 0.000359632 99.59380448VVGQFPFQDIELEK 8 149363656 2xTMT6plex [N-Term; K14] 0.917 1.069 0.752 3.880405664 45.42 0 2107.183963 2 1054.096802 1.121850615 0.001181973 89.34726977SGPVPGFQEDTLQLAFIDLR 6 149363656 1xTMT6plex [N-Term] 0.987 0.966 1.137 5.037917137 42.2 0 2432.302291 3 811.4405518 1.978016242 0.001603711 100.1046943KVVGQFPFQDIELEK 2 149363656 3xTMT6plex [N-Term; K1; K15] 1.019 4.813344479 28.84 1 2464.441858 3 822.1525879 0.548810625 0.000450837 80.32166868STFAVFTHLPGK 4 149363656 2xTMT6plex [N-Term; K12] 1.029 1.031 3.312805891 27.23 0 1763.025612 3 588.3462524 -0.798602001 -0.000469319 70.13026718DVSMSDLKDFLESIR 9 149363656 2xTMT6plex [N-Term; K8] 0.94 1.228 1.181 3.748525381 12.16 1 2213.18879 3 738.401001 -0.153873142 -0.000113517 104.7407343LIDTVAK 6 149363656 2xTMT6plex [N-Term; K7] 1.008 0.995 0.926 2.889503956 36.36 0 1217.786945 2 609.3971558 0.073743144 4.49E-05 50.4332720427597059 DNAJC9 dnaJ homolog subfamily C member 9 23234 NP_056005.1 46.53846154 1 10 10 50 260 29.891 5.73 1.36 1.46 1.33 1.38 Significant 0.000806 ELGLDEGVDSLK 6 27597059 2xTMT6plex [N-Term; K12] 1.145 1.427 1.311 4.513844013 47.2 0 1732.973302 2 866.989502 -0.908429315 -0.000787142 57.91551364GDMDQIMESVLCVQYTEEPR 2 27597059 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.575 3.585882187 19.32 0 2629.21454 3 877.0765991 0.267807465 0.000234708 90.59728974NIIQQAIDAGEVPSYNAFVK 2 27597059 2xTMT6plex [N-Term; K20] 1.509 5.428181171 43.83 0 2635.449573 3 879.15448 -0.260349733 -0.000228713 92.38703523ISLEDIQAFEK 10 27597059 2xTMT6plex [N-Term; K11] 1.644 1.514 1.173 5.260229111 55.56 0 1750.999122 2 876.0031128 -0.099065762 -8.67E-05 81.53300995GLLDLCEEVFGTADLYR 3 27597059 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.662 19.79 0 2200.115736 3 734.0414429 -2.709283253 -0.001986912 101.3981117GSEEELADIK 6 27597059 2xTMT6plex [N-Term; K10] 1.381 1.491 1.359 3.444783211 48.46 0 1548.852124 2 774.9287109 -1.27748477 -0.000989318 45.71429449EMDNFLAQMEAK 6 27597059 2xTMT6plex [N-Term; K12] 1.216 1.145 3.074071646 19.3 0 1884.959976 3 628.9918823 0.592708954 0.000372411 79.31140381QAYLDFK 8 27597059 2xTMT6plex [N-Term; K7] 1.659 1.305 1.409 3.165872812 27.33 0 1342.777109 2 671.8915405 -0.971296952 -0.000652118 53.44637851VGEGDKEDATR 6 27597059 2xTMT6plex [N-Term; K6] 1.412 1.496 1.494 2.667764187 12.13 1 1634.874985 3 545.6290283 -1.500322095 -0.000817613 18.44112505KISLEDIQAFEK 1 27597059 3xTMT6plex [N-Term; K1; K12] 1.47 1.857971668 1 2108.257017 4 527.819397 -0.597355714 -0.000314845 73.8152978451100974 MYO1D unconventional myosin-Id isoform 1 4642 NP_056009.1 23.85685885 1 20 20 97 1006 116.129 9.39 0.9 0.92 0.93 0.91 Significant 0.0000925 IGELVGVLVNHFK 6 51100974 2xTMT6plex [N-Term; K13] 0.808 0.858 0.81 4.799015045 48.49 0 1883.151875 3 628.388916 0.1697616 0.000106562 110.7894804SFHSFYQLLQGGSEQMLR 6 51100974 1xTMT6plex [N-Term] 0.738 0.782 0.812 6.506671429 22.68 0 2357.190966 3 786.4016724 -0.213202987 -0.00016752 84.3139956

GIIAILDDACMNVGK 8 51100974 2xTMT6plex [N-Term; K15]; 1xOxidation [M11]; 1xCarbamidomethyl [C10] 1.052 1.11 0.919 4.457008362 51.01 0 2064.123354 3 688.7119141 -1.048916237 -0.000721698 89.5382324
ILAAILHLGNLK 12 51100974 2xTMT6plex [N-Term; K12] 0.995 1.048 0.919 3.675243855 38.15 0 1734.140582 3 578.7195435 2.015350503 0.001164967 110.5919589RFEEALQTIFNR 6 51100974 1xTMT6plex [N-Term] 1.396 0.753 0.867 6.723004341 55.82 1 1752.959434 3 584.991333 0.006819004 3.98E-06 75.22554021GDPIGGHINNYLLEK 2 51100974 2xTMT6plex [N-Term; K15] 0.826 4.075940609 19.02 0 2098.16971 3 700.0612183 -0.289931191 -0.000202775 57.95911379SSINDAAEFR 6 51100974 1xTMT6plex [N-Term] 1.03 1.535 1.213 3.981564999 38.01 0 1338.68511 2 669.845459 -1.096786122 -0.000734126 32.34203063HYAGDVVYSVIGFIDK 2 51100974 2xTMT6plex [N-Term; K16] 0.818 3.65267539 7.39 0 2241.231976 3 747.7490845 0.323232033 0.000241479 95.20327497QHTEQEASYGR 6 51100974 1xTMT6plex [N-Term] 0.782 0.903 0.956 4.223234177 39.79 0 1534.74475 3 512.2526245 -0.931330662 -0.000476452 14.88799264DLIVCLFSK 2 51100974 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.07 3.094655275 48.4 0 1552.917308 2 776.9626465 0.456436892 0.000354404 95.39251387SIPASDLPQVR 6 51100974 1xTMT6plex [N-Term] 0.815 1.08 0.69 3.391239643 36.01 0 1411.810644 2 706.4072876 -2.369917454 -0.001672937 47.42838415VIGFKPEEIQTVYK 5 51100974 3xTMT6plex [N-Term; K5; K14] 0.775 0.979 0.721 4.155682087 6.19 0 2338.398931 3 780.1369629 -1.109779897 -0.000865036 73.56503628MISEFTWPNHDLPSDK 2 51100974 2xTMT6plex [N-Term; K16] 0.916 3.073470354 6.96 0 2375.210588 3 792.406189 -2.768026339 -0.002191548 71.17546866RPLTAATLFK 4 51100974 2xTMT6plex [N-Term; K10] 1.186 0.981 4.362771511 19.67 0 1575.998669 3 526.0053711 1.834361479 0.00096365 59.35475571LSITEVTK 6 51100974 2xTMT6plex [N-Term; K8] 0.895 0.743 1.002 3.013130426 34.6 0 1348.845188 2 674.9257202 -0.75943505 -0.00051218 55.237185LFCWIVTR 6 51100974 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.999 0.771 1.282 3.257996082 27.64 0 1323.74448 2 662.3747559 -1.695584975 -0.001122261 88.00309441ADFVLMDTVSMPEFMANLR 2 51100974 1xTMT6plex [N-Term] 1.11927259 1.51 0 2416.191226 2 1208.598267 -0.814954898 -0.000984543 110.5557243DTIEQYK 2 51100974 2xTMT6plex [N-Term; K7] 0.914 2.629050493 31.43 0 1354.761852 2 677.8842163 -0.51409243 -0.000348236 34.56471583VVADAMK 4 51100974 2xTMT6plex [N-Term; K7] 0.915 1.074 2.586657286 20.44 0 1191.717151 2 596.3630371 1.381685871 0.000823289 39.59925671VIVQQPGER 4 51100974 1xTMT6plex [N-Term] 1.014 0.827 2.559273243 12.2 0 1254.736751 2 627.8712769 -1.174930965 -0.000737115 29.9273284921327667 BOP1 ribosome biogenesis protein BOP1 23246 NP_056016.1 24.79892761 1 14 14 85 746 83.577 6.19 1.14 1.42 1.46 1.34 Significant 0.0056 LVAGSTDQLLSAFVPPEEPPLQPAR 18 21327667 1xTMT6plex [N-Term] 1.629 3.577 3.183 7.661380768 67.03 0 2861.561025 3 954.5266113 1.487368027 0.001418731 97.5479218DPTPSFYDLWAQEDPNAVLGR 10 21327667 1xTMT6plex [N-Term] 1.209 1.682 1.161 4.342005253 38.63 0 2620.288097 3 874.0974731 -3.904573095 -0.003410369 87.5681005TTEEQVQASTPCPR 8 21327667 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.987 1.677 1.236 5.594373703 58.79 0 1832.900992 2 916.9570313 3.160809026 0.002896725 25.11410074

WVSSLAVHPAGDNVICGSYDSK 4 21327667 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C16] 1.504 1.547 4.420618057 27.39 0 2820.439085 3 940.8149414 -3.124960683 -0.00293792 66.22959966VAFHPARPFLLVASQR 6 21327667 1xTMT6plex [N-Term] 2.256 2.454 2.413 5.164168358 17.91 0 2038.191165 4 510.3027344 -1.009429358 -0.000514352 62.1952196DLQPFPTCQALVYR 6 21327667 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.774 1.569 1.695 3.839969873 36.53 0 1937.015234 2 969.0070801 -4.311196733 -0.004175427 64.84140487LAWEQQEPGER 6 21327667 1xTMT6plex [N-Term] 1.522 1.588 1.41 3.99491787 44 0 1571.801536 2 786.4038696 -0.683045641 -0.000536806 41.27262823SFIPSLVEK 6 21327667 2xTMT6plex [N-Term; K9] 1.56 1.276 1.316 3.759830236 38.49 0 1477.903037 2 739.4525146 -3.575811803 -0.002642352 72.77967983TVPVGGVVK 2 21327667 2xTMT6plex [N-Term; K9] 1.406 2.666458607 33.48 0 1313.855693 2 657.4313354 -0.227621316 -0.000149531 46.85564571LTDEQVALVR 2 21327667 1xTMT6plex [N-Term] 1.151 3.454914808 23.19 0 1372.799745 2 686.9031982 -0.455678716 -0.000312778 57.22127454LWEVATAR 6 21327667 1xTMT6plex [N-Term] 1.119 1.152 1.041 2.994731188 36.16 0 1174.678174 2 587.8429565 0.393798019 0.000231293 53.31616318
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

WLEASEEER 4 21327667 1xTMT6plex [N-Term] 1.144 1.018 3.199739456 33.81 0 1377.684775 2 689.34552 -0.734428481 -0.000505905 42.60650629TAAPSVRPEK 2 21327667 2xTMT6plex [N-Term; K10] 0.674 2.284446001 3.42 0 1513.910248 3 505.3080139 -0.501669074 -0.000253161 26.3061026KLSFLPR 5 21327667 2xTMT6plex [N-Term; K1] 1.763 1.867 1.779 2.607584715 6.49 1 1318.861113 3 440.2918091 -0.181303326 -7.97E-05 50.44862025
183396804 RPRD2 regulation of nuclear pre-mRNA domain-containing protein 2 isoform 1 23248 NP_056018.2 5.612594114 1 6 6 30 1461 155.924 7.42 1.5 1.39 1.4 1.43 Significant 0.000603

LNLFYLANDVIQNCK 2 183396804 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 1.683 4.399142265 25.92 0 2283.257145 3 761.7570801 -0.20056244 -0.000152645 109.3380002
ESFADVLPEAAALVK 6 183396804 2xTMT6plex [N-Term; K15] 1.452 1.427 1.599 4.398497581 27.18 0 2018.157414 3 673.3909912 0.49873355 0.000335508 94.20350242

VDVCSTETLK 4 183396804 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.464 1.351 3.987615347 38.66 0 1609.88713 2 805.4475708 0.456846663 0.000367736 44.63887942
VEITPESILSALSK 13 183396804 2xTMT6plex [N-Term; K14] 2.984 1.356 1.239 3.306408405 36.01 0 1945.162165 3 649.0603638 2.248228283 0.001457723 111.3304907SAVSTSVPTKPTENISK 2 183396804 3xTMT6plex [N-Term; K10; K17] 1.101 2.49595356 6.53 0 2433.416765 3 811.8085938 -2.2755165 -0.00184576 45.01981503ALLDSSENCDR 3 183396804 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.693 1.457 2.840587139 7.4 0 1508.721237 2 754.8652344 1.295680045 0.00097741 30.126311639930351 DNMBP dynamin-binding protein isoform a 23268 NP_056036.1 6.087507926 1 7 7 33 1577 177.236 5.39 1.03 1.21 1.25 1.17 Significant 0.00337 NFNAAQDLDVSLLEGDLVGVIK 2 39930351 2xTMT6plex [N-Term; K22] 1.588 5.159526825 61.68 0 2788.549681 3 930.1868286 -1.34410019 -0.001249363 111.8646527GDLVILDGIPTAGWLQGR 10 39930351 1xTMT6plex [N-Term] 1.112 1.166 0.946 4.834759235 36.97 0 2110.185805 3 704.0667725 -0.019248157 -1.35E-05 99.1773805KPLLGLPSYMLQSEELR 6 39930351 2xTMT6plex [N-Term; K1] 0.978 1.251 1.266 5.919998169 42.08 0 2432.398723 3 811.472229 1.402065248 0.001136794 84.56324446SLAGPGTEPDK 6 39930351 2xTMT6plex [N-Term; K11] 0.98 1.243 1.228 4.134140015 44.4 0 1529.857544 2 765.4296875 -3.559337941 -0.00272264 33.54478266LITEQELPER 4 39930351 1xTMT6plex [N-Term] 1.087 1.094 3.842152596 38.31 0 1456.820875 2 728.914856 1.071205177 0.000780277 47.21275392LTQQLIEFEK 3 39930351 2xTMT6plex [N-Term; K10] 1.148 1.59 2.453686953 4.36 0 1707.009293 2 854.0064697 -2.126758706 -0.001815198 73.30694434LNIHSIIK 2 39930351 2xTMT6plex [N-Term; K8] 1.171 2.918880701 20.55 0 1395.908792 3 465.9743042 -0.309599271 -0.000144057 59.6006942487162455 CLUH clustered mitochondria protein homolog 23277 NP_056044.3 19.1749427 1 19 19 75 1309 146.577 6.13 1.35 1.24 1.29 1.29 Significant 0.000604 IATPFQVYSWTAPQAEHAMDCVR 2 87162455 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 1.006 6.083748817 48.54 0 2907.411935 3 969.8085327 -0.306023188 -0.000296578 82.78038705HKPAFTEEDVLNIFPVVK 2 87162455 3xTMT6plex [N-Term; K2; K18] 1.231 3.152650356 23.84 0 2770.611048 4 693.4074097 -1.169264855 -0.000809895 87.49867614

DAAAFLLSCQIPGLVK 6 87162455 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 1.831 2.07 2.234 4.358092785 34.46 0 2161.245518 3 721.0869141 0.310597521 0.000223759 98.16698707
SEDPPGQEAGSEEEGSSASGLAK 2 87162455 2xTMT6plex [N-Term; K23] 1.237 3.710928202 55.54 0 2677.284083 3 893.0978394 -1.911711061 -0.001706065 32.76339804SVEGLQEGSVLR 2 87162455 1xTMT6plex [N-Term] 1.104 4.741417408 50.7 0 1502.837587 2 751.9227295 0.395893994 0.000297482 41.04572845GAMAVIDGNVMAINPSEETK 2 87162455 2xTMT6plex [N-Term; K20] 1.229 5.948936939 62.93 0 2505.309316 3 835.774292 -0.396439446 -0.000331068 74.93423967AVGSISSTAFDIR 6 87162455 1xTMT6plex [N-Term] 1.181 0.956 4.686074734 72.61 0 1552.853237 2 776.9304199 0.209783991 0.000162882 56.33981046FLENALAVSTK 4 87162455 2xTMT6plex [N-Term; K11] 1.183 0.885 4.022872448 54.92 0 1650.983079 2 825.9921875 -3.622163109 -0.002990065 73.92898921VHSDFTAAATR 6 87162455 1xTMT6plex [N-Term] 1.337 1.321 1.38 4.412436485 42.62 0 1404.743293 3 468.9187927 -1.045213157 -0.000489419 38.96884994DWNEELQTTR 6 87162455 1xTMT6plex [N-Term] 1.158 1.59 1.392 3.599150419 36.92 0 1520.754252 2 760.8813477 0.767377437 0.000583496 39.19838083FPESCQDEVR 6 87162455 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.067 1.112 1.278 3.486248493 24.44 0 1495.704859 2 748.355835 -0.311370336 -0.000232859 30.67077794HYILDLLR 4 87162455 1xTMT6plex [N-Term] 1.244 1.27 2.798802376 27.88 0 1271.767323 3 424.5938721 -0.204635752 -8.67E-05 63.74804966TFPPDLNFLPVPGEELPEECAR 3 87162455 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 1.637 100 3.478564501 1.18 0 2756.380283 3 919.4603882 -4.960157095 -0.00455736 96.94800655ESSEYLK 4 87162455 2xTMT6plex [N-Term; K7] 1.144 0.939 2.477044344 16.35 0 1313.735303 2 657.3713989 0.16582607 0.000108926 30.98038401VQQGFLK 6 87162455 2xTMT6plex [N-Term; K7] 1.454 1.202 1.195 2.806539774 36.67 0 1277.798178 2 639.4019165 -1.269458835 -0.000811056 45.98344293YLELLER 6 87162455 1xTMT6plex [N-Term] 0.798 0.828 0.968 2.615628004 26.7 0 1164.682591 2 582.8444824 -0.774731465 -0.000451158 64.50285214VTAQSIIPGILER 1 87162455 1xTMT6plex [N-Term] 1.133 2.858811855 0 1625.978772 2 813.491394 -2.005465334 -0.001630422 78.21468204AEDAYTSR 4 87162455 1xTMT6plex [N-Term] 1.028 1.002 1.205 2.090854883 18.07 0 1141.568683 2 571.2872314 -1.311072559 -0.00074834 16.54369233ERPLCPLQPQNR 3 87162455 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.755 1.377 3.274358988 3.64 0 1736.942738 3 579.6533203 1.536871332 0.000889819 28.12954936

54859722 NUP160 nuclear pore complex protein Nup160 isoform 1 23279 NP_056046.1 18.17548747 1 20 20 124 1436 162.017 5.5 1.4 1.54 1.4 1.45 Significant 0.00104
LGDAVIWGTGQLFQAQQDLLHR 12 54859722 1xTMT6plex [N-Term] 1.172 1.175 1.048 5.366440773 53.38 0 2695.451749 3 899.1554565 0.024997259 2.25E-05 105.5025564LYLNYDLLEEAVDLVSEYVDAVLGK 5 54859722 2xTMT6plex [N-Term; K25] 1.765 1.867 100 5.456781864 28.95 0 3301.785948 3 1101.264893 -1.763604824 -0.001941015 115.1190305GFNPAQPLNIR 6 54859722 1xTMT6plex [N-Term] 1.442 1.277 1.469 3.99759078 41.82 0 1455.826963 2 728.4168091 -0.427046588 -0.000310853 55.21364261EQMCLMVADMLEYVPVKK 2 54859722 3xTMT6plex [N-Term; K17; K18]; 1xCarbamidomethyl [C4] 2.052 4.979680538 24.01 1 2871.545947 4 718.6422729 0.457811541 0.000328657 109.715925

LPLTPVFEGLAFK 16 54859722 2xTMT6plex [N-Term; K13] 1.876 1.935 2.286 4.328457832 56.92 0 1890.150478 2 945.5783691 -0.537776628 -0.000508239 109.4190419FVSSPQTIVELFFQEVAR 8 54859722 1xTMT6plex [N-Term] 1.378 1.427 0.17 6.349932194 59.82 0 2326.264449 3 776.0930176 0.021740596 1.69E-05 113.2239364EMYLQSLFTPGQFTNEALCK 2 54859722 2xTMT6plex [N-Term; K20]; 1xOxidation [M2]; 1xCarbamidomethyl [C19] 1.121 4.552090168 33.34 0 2851.441059 3 945.8193359 -0.948498883 -0.000896472 98.226441
EMYLQSLFTPGQFTNEALCK 4 54859722 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C19] 100 1.423 5.479389191 33.35 0 2835.446144 3 945.8193359 -0.948498883 -0.000896472 98.226441NPIHAIGLLIR 4 54859722 1xTMT6plex [N-Term] 1.493 1.653 3.984217167 39.17 0 1445.915384 3 482.643158 -0.320712437 -0.000154574 73.57628754DLLILQQLLMR 2 54859722 1xTMT6plex [N-Term] 1.591 4.494413853 39.61 0 1584.97085 2 792.9865112 -3.220500277 -0.0025522 112.2375351VIILMLTNQTVHR 4 54859722 1xTMT6plex [N-Term] 1.265 3.093695641 20.68 0 1767.051226 3 589.6887207 0.216812829 0.000127706 83.09934476TAPLLLSYYLIK 12 54859722 2xTMT6plex [N-Term; K12] 1.35 1.799 1.514 4.276018143 31.12 0 1853.155229 3 618.3887329 -1.93383127 -0.001194563 106.5994336NLDLSWSELK 4 54859722 2xTMT6plex [N-Term; K10] 1.102 1.027 3.862335443 47.58 0 1662.946693 2 831.9754639 -1.829208139 -0.001520938 75.40568661QIEILELEDLEK 4 54859722 2xTMT6plex [N-Term; K12] 1.187 1.493 3.724191666 42.39 0 1930.11488 3 644.0435181 0.580591979 0.000373536 90.58608548ESSATDEAWR 6 54859722 1xTMT6plex [N-Term] 0.915 1.461 0.744 3.30121398 31.07 0 1380.659289 2 690.8331909 -0.132924947 -9.18E-05 23.28512497LPPYDIPGMVSVVELK 11 54859722 2xTMT6plex [N-Term; K16] 1.338 1.362 1.444 4.75357008 22.32 0 2215.281234 3 739.0997314 1.537933823 0.001135652 100.3320628NLDLSWSELKK 5 54859722 3xTMT6plex [N-Term; K10; K11] 1.393 1.773 1.37 4.416060448 11.54 1 2020.204588 3 674.0723267 -1.069802308 -0.000720407 70.17927559SEDGEIVSTPR 6 54859722 1xTMT6plex [N-Term] 1.335 3.095238447 22.91 0 1418.732454 2 709.8685913 -1.795717583 -0.001273821 102.0022869DVICLIK 6 54859722 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.428 1.552 1.621 2.863274336 34.18 0 1318.816865 2 659.9130859 1.53920916 0.001014968 68.61414212

LLTGWMPTAIR 1 54859722 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.468 1.980607986 31.26 0 1503.855487 2 752.4311523 -0.30489798 -0.000229261 71.92012891KVDAAELLR 2 54859722 2xTMT6plex [N-Term; K1] 1.476 3.192177057 1.23 1 1472.920084 3 491.64505 0.347939097 0.000170829 48.76561192LLTGWMPTAIR 2 54859722 1xTMT6plex [N-Term] 1.279 2.457278967 10.49 0 1487.860572 2 752.4311523 -0.30489798 -0.000229261 71.9201289114149675 CSTF2T cleavage stimulation factor subunit 2 tau variant 23283 NP_056050.1 23.7012987 1 4 11 71 616 64.396 7.25 1.07 1.12 1.17 1.12 Significant 0.000664
AALIMQVLQLTADQIAMLPPEQR 6 14149675 1xTMT6plex [N-Term] 100 1.688 0.816 4.422242165 27.49 0 2779.541158 3 932.5158081 -1.14523065 -0.001067178 113.3997221GGTLLSVTGEVEPR 6 14149675 1xTMT6plex [N-Term] 0.919 0.957 0.991 4.997858524 73.12 0 1643.916566 2 822.4603271 -1.939425145 -0.001594127 55.29274784AVASLPPEQMFELMK 19 14149675 2xTMT6plex [N-Term; K15] 1.107 1.022 1.147 4.453698635 43.29 0 2149.18014 3 717.0646973 -0.279819785 -0.000200461 94.90547542SVFVGNIPYEATEEQLK 2 14149675 2xTMT6plex [N-Term; K17] 0.861 4.078895569 50.06 0 2382.295698 3 794.7686157 -1.848696631 -0.001468047 75.36051851AALIMQVLQLTADQIAMLPPEQR 2 14149675 1xTMT6plex [N-Term]; 1xOxidation [M17] 0.738 2.715563297 29.93 0 2795.536073 3 932.5158081 -1.14523065 -0.001067178 113.3997221AMETEVLETR 6 14149675 1xTMT6plex [N-Term] 0.801 0.786 1.322 4.321727753 48.69 0 1407.735096 2 704.3701172 -1.519089071 -0.001069237 52.1538046GPMTGGIQGPGPINIGAGGPPQGPR 2 14149675 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.979 5.165162086 24.45 0 2528.324106 3 843.4454956 -0.859282079 -0.000724181 53.60781844GLLGDAPNDPR 8 14149675 1xTMT6plex [N-Term] 0.608 0.935 0.865 3.048538208 48.02 0 1353.732394 2 677.3699341 0.145814685 9.87E-05 37.08555798IMDPEIALK 6 14149675 2xTMT6plex [N-Term; K9] 1.042 1.197 1.09 3.245222807 31.03 0 1487.890758 2 744.4474487 -2.108554708 -0.00156865 70.79439791VDNAASEK 4 14149675 2xTMT6plex [N-Term; K8] 1.232 1.029 3.273684263 47.99 0 1291.725801 2 646.3664551 -0.12989115 -8.39E-05 20.42502748QSILILK 6 14149675 2xTMT6plex [N-Term; K7] 0.972 1.102 1.149 3.344504833 35.72 0 1272.86553 2 636.9353638 -1.633205463 -0.001039425 63.77968392LLIGEPR 4 14149675 1xTMT6plex [N-Term] 1.244 1.18 2.532577038 37.92 0 1026.650897 2 513.8292236 0.266970619 0.000137043 47.63710567217330568 EHBP1 EH domain-binding protein 1 isoform 1 23301 NP_056067.2 6.986190089 1 8 8 22 1231 139.931 5.35 1.1 1.03 1.26 1.13 Significant 0.00361 LQTLDIGSNLEK 4 217330568 2xTMT6plex [N-Term; K12] 1.22 0.884 4.775740147 40.08 0 1789.047135 2 895.0254517 -1.961105227 -0.001754255 67.17959111AETLELSDLYVSDK 2 217330568 2xTMT6plex [N-Term; K14] 1.447 4.660236359 38.88 0 2041.110523 2 1021.057312 -1.555901323 -0.001587883 70.85882503KAPAPPVLSPK 4 217330568 3xTMT6plex [N-Term; K1; K11] 1.186 1.249 5.101014614 30.88 1 1792.166352 3 598.057251 -5.10690891 -0.00305081 50.35493964LLEPSDMVLLAIPDK 2 217330568 2xTMT6plex [N-Term; K15] 1.476 2.978225708 26.13 0 2112.239035 3 704.7519531 1.075231052 0.000757048 107.1336526QLSDQQDEER 4 217330568 1xTMT6plex [N-Term] 1.136 1.186 4.075069427 30.03 0 1476.712781 2 738.8596802 -0.472027091 -0.000348524 16.70895217MNQLSLLEK 2 217330568 2xTMT6plex [N-Term; K9] 0.718 2.663039923 2.66 0 1533.907471 2 767.4574585 0.110549163 8.48E-05 65.78884303SLNPQDIK 2 217330568 2xTMT6plex [N-Term; K8] 0.958 2.468282461 8.73 0 1372.820036 2 686.9140015 0.502804206 0.00034513 41.27399231VLLEQAR 2 217330568 1xTMT6plex [N-Term] 0.887 2.119784594 9.02 0 1057.65671 2 529.3331909 2.264464372 0.001197513 36.3225081327597061 UBR2 E3 ubiquitin-protein ligase UBR2 isoform 1 23304 NP_056070.1 4.216524217 1 4 4 12 1755 200.408 6.24 1.23 1.5 1.36 1.36 Significant 0.00325 SLPEDENKETGMESVIEAVAHFK 4 27597061 3xTMT6plex [N-Term; K8; K23] 1.37 1.417 6.243651867 24.25 1 3247.712355 4 812.6820068 -1.895825608 -0.001539274 98.16139747FPELLPLSELSPPMLIEHPLR 4 27597061 1xTMT6plex [N-Term]; 1xOxidation [M14] 1.528 1.658 5.058118343 28.81 0 2673.488712 3 891.8344116 -0.011291134 -1.01E-05 108.4793609

LINLPEDYSSLINQASNFSCPK 2 27597061 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C20] 1.282 2.916251659 8.7 0 2968.549029 3 990.1868896 -0.981393489 -0.000971105 99.28350237
YFDSVQAK 2 27597061 2xTMT6plex [N-Term; K8] 1.196 2.65874505 9.48 0 1415.793487 2 708.4000244 -0.504841901 -0.000357376 52.58953617150010552 FKBP15 FK506-binding protein 15 23307 NP_056073.1 12.71534044 1 13 13 42 1219 133.547 5.2 0.81 0.97 0.94 0.91 Significant 0.00292 LSELQETSEQAQSK 2 150010552 2xTMT6plex [N-Term; K14] 1.004 4.673593998 54.92 0 2036.091185 2 1018.548889 -0.33543669 -0.00034149 45.6753793VTEELAAATAQVSHLQLK 6 150010552 2xTMT6plex [N-Term; K18] 0.801 0.963 0.959 8.65709877 61.09 0 2367.364781 3 789.7930298 -0.103306653 -8.15E-05 87.30072539AQPEEEDEDEVSMK 4 150010552 2xTMT6plex [N-Term; K14] 0.895 1.149 3.524399757 56.71 0 2093.994901 2 1047.500732 -0.340390633 -0.000356388 33.51410334KGQGTAATGNQATPK 2 150010552 3xTMT6plex [N-Term; K1; K15] 0.832 6.742063522 45.77 1 2117.228177 3 706.4140015 -0.342757326 -0.000241898 21.59666787SQMSGVEAAASDPSEK 2 150010552 2xTMT6plex [N-Term; K16] 0.841 4.473048687 21.99 0 2052.031955 3 684.6813965 -1.130127077 -0.000773019 36.2661385DEHLQQYQEVCAQR 4 150010552 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.345 0.631 4.475180626 32.77 0 2032.970803 3 678.3259277 -3.725246257 -0.002524439 28.15424825YVEQSNLMMEK 2 150010552 2xTMT6plex [N-Term; K11] 0.847 2.976888895 32.7 0 1829.954163 3 610.6566162 0.618880426 0.000377508 53.91648249SQAEEEIDEIRK 2 150010552 2xTMT6plex [N-Term; K12] 0.936 3.145944357 8.36 1 1905.032942 3 635.682373 -0.197224608 -0.00012524 50.92549489LKQEILEK 6 150010552 3xTMT6plex [N-Term; K2; K8] 1.285 1.158 0.917 2.974119186 7.65 1 1688.092518 3 563.3679199 -1.961950745 -0.001103985 52.76720412LVQLQEK 6 150010552 2xTMT6plex [N-Term; K7] 1.096 1.065 1.096 2.730247259 28.65 0 1315.834958 2 658.4205322 -0.889204887 -0.000585023 49.32739648AAVEFNK 2 150010552 2xTMT6plex [N-Term; K7] 0.889 2.733798027 27.45 0 1236.735244 2 618.8709717 -0.46667274 -0.000288575 43.4613715DSGSDGHSVSSR 2 150010552 1xTMT6plex [N-Term] 0.684 2.037909985 2.98 0 1419.666165 3 473.8932495 -0.683037229 -0.000323228 13.26416996ISELIER 2 150010552 1xTMT6plex [N-Term] 0.905 2.260454178 12.49 0 1088.65129 2 544.8291016 -0.334280594 -0.000181958 50.44322115112421122 DNAJC13 dnaJ homolog subfamily C member 13 23317 NP_056083.3 17.03076237 1 30 30 127 2243 254.252 6.74 1.07 1.1 1.14 1.1 Significant 0.000338 KPVILEVTPGGFDQINPATNR 4 112421122 2xTMT6plex [N-Term; K1] 1.188 0.949 5.583201885 45.5 0 2724.54487 3 908.852417 -0.797356454 -0.000724144 74.10700951FLPSVFMDAMR 4 112421122 1xTMT6plex [N-Term] 1.342 1.556 3.4907341 45.79 0 1542.801008 2 771.9031372 -1.302829028 -0.001005003 99.97089288SLQYGEQVNEILCR 6 112421122 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.986 0.71 1.127 4.356696606 50.76 0 1937.995227 2 969.5009766 -0.284136407 -0.000275327 61.68117027EQSELVAQALK 4 112421122 2xTMT6plex [N-Term; K11] 1.172 1.392 4.580007553 67.83 0 1673.983807 2 837.4939575 -1.892683146 -0.00158416 56.56272889LLLEEDENEESGSIKR 6 112421122 2xTMT6plex [N-Term; K15] 1.339 1.461 1.578 4.125555515 22.23 1 2319.244391 3 773.7509155 -2.672153911 -0.002065793 51.85132742DSLLASLLDGVR 14 112421122 1xTMT6plex [N-Term] 2.898 2.771 1.564 4.437415123 85.15 0 1487.863074 2 744.4345093 -0.895213636 -0.000665978 97.55091645MQELALSEGALPR 4 112421122 1xTMT6plex [N-Term] 0.85 1.021 4.961378574 47.31 0 1643.898807 2 822.4529419 -0.121820721 -0.00010013 61.39280673YSTDESITSLAEFVVQK 6 112421122 2xTMT6plex [N-Term; K17] 1.001 1.245 1.213 5.164225101 36.69 0 2375.274628 3 792.4278564 -2.362734816 -0.001870715 97.52241156KEPLEFEQYLNLR 4 112421122 2xTMT6plex [N-Term; K1] 1.087 0.938 4.501946926 27.63 1 2137.205761 3 713.0730591 -0.532009564 -0.000379005 76.45283741

SILGHILPEAMVCYLENYEPEK 2 112421122 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C13] 1.001 3.823969841 16.59 0 3063.593536 3 1021.867126 -2.190315193 -0.002236745 107.1418128
ADTVGLACEAINR 2 112421122 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.124 3.084067345 30.44 0 1618.842021 2 809.9237061 -1.164808301 -0.00094282 44.70835103VIHALSENELCVR 2 112421122 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.259 3.681425333 25 0 1768.95772 3 590.324707 1.044849026 0.000616098 51.93012592SYEFFNELYHR 6 112421122 1xTMT6plex [N-Term] 1.045 0.608 1.122 3.614844799 39.58 0 1733.848486 3 578.6193848 -2.817652847 -0.001628461 62.62768566DNPEAAVHIFEGTHENPELIWNDNSR 2 112421122 1xTMT6plex [N-Term] 1.083 4.895774364 18.67 0 3233.544933 4 809.1401978 -1.846952647 -0.001493051 68.31960913LLEGIGLENLDSPAATK 2 112421122 2xTMT6plex [N-Term; K17] 0.909 4.289625645 28.23 0 2199.26367 2 1100.136597 1.021718953 0.001123515 87.33327512ADLVPYLLK 4 112421122 2xTMT6plex [N-Term; K9] 1.193 1.276 3.719289541 39.38 0 1489.939423 2 745.4730835 -0.357415747 -0.000266264 89.11372444SGPYGFHEMQELWTK 6 112421122 2xTMT6plex [N-Term; K15] 1.033 1.031 1.141 4.321679115 25.48 0 2268.152345 3 756.7183838 -5.179150703 -0.003915701 71.59798661TELLTEALR 4 112421122 1xTMT6plex [N-Term] 0.811 0.925 3.724274158 35.19 0 1274.751733 2 637.8796997 0.306062783 0.000195077 59.97714501SLAGMLTPYVAR 2 112421122 1xTMT6plex [N-Term] 0.734 4.078705788 31.34 0 1507.850401 2 754.427124 -2.274339101 -0.001714682 71.17661942AGFLAFTQLPK 2 112421122 2xTMT6plex [N-Term; K11] 0.999 3.100836515 6.05 0 1650.998335 3 551.0038452 -0.819089541 -0.000450772 85.76322946

YECLAEEIK 2 112421122 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.63 2.47208333 13.33 0 1612.865666 2 806.9354248 -1.297585205 -0.001046415 56.97266288
EMMLEHFK 6 112421122 2xTMT6plex [N-Term; K8] 0.958 1.069 0.995 3.266311407 27.56 0 1522.816213 3 508.276001 -1.814631529 -0.000921117 54.8108467IAAHLADFTPR 6 112421122 1xTMT6plex [N-Term] 0.882 1.028 1.021 3.609815836 29.25 0 1440.816064 3 480.9436646 0.261089776 0.000125394 51.90198692IAMDQYGK 6 112421122 2xTMT6plex [N-Term; K8] 0.86 0.93 0.895 3.04629302 22.89 0 1383.770643 2 692.3878784 -1.563007622 -0.001081422 44.03603034IVDGPDPENIILILK 4 112421122 2xTMT6plex [N-Term; K15] 1.139 0.963 3.093550444 18.73 0 2107.277863 2 1054.140259 -2.193517977 -0.002311176 107.837892TDFSEGK 4 112421122 2xTMT6plex [N-Term; K7] 1.192 1.259 2.84948802 14.1 0 1241.677789 2 621.343689 1.862616622 0.001156385 27.52304582YHPDKNPEGR 6 112421122 2xTMT6plex [N-Term; K5] 1.323 0.986 1.278 2.500338316 5.62 1 1670.901474 4 418.4812622 1.044225618 0.0004362 18.70982988FLENLLEK 4 112421122 2xTMT6plex [N-Term; K8] 0.28 0.724 2.281830549 23.52 0 1463.887387 2 732.4472656 -0.090642218 -6.63E-05 88.62443496EFLIALLEK 2 112421122 2xTMT6plex [N-Term; K9] 0.01 1.212736487 10.9 0 1533.965638 3 511.9934082 0.02199487 1.12E-05 106.2590947FPDWPIKDPVK 1 112421122 3xTMT6plex [N-Term; K7; K11] 1.334 3.036079645 1 2029.208945 3 677.0736084 -1.317348169 -0.000891058 77.00366524

50659093 MAN2B2 epididymis-specific alpha-mannosidase isoform 1 precursor 23324 NP_056089.1 1.585728444 1 1 1 6 1009 113.908 7.24 0.84 0.98 0.81 0.88 Significant 0.00355 GHLDPTWALQQLQQLR 6 50659093 1xTMT6plex [N-Term] 0.841 0.98 0.809 6.107252598 25.19 0 2133.176637 3 711.7301025 -0.413792649 -0.000294231 82.9829347831563537 CLASP1 CLIP-associating protein 1 isoform 1 23332 NP_056097.1 13.39401821 1 12 16 62 1538 169.346 9.03 1.18 1.14 1.08 1.13 Significant 0.000657 EGAGAVDEEDFIK 2 31563537 2xTMT6plex [N-Term; K13] 1.072 4.568797112 32.39 0 1837.95838 2 919.4817505 -1.172705248 -0.001077692 51.92402682DVPIDHSDLVADLLK 6 31563537 2xTMT6plex [N-Term; K15] 1.249 1.151 1.074 5.380698204 37.26 0 2108.200341 3 703.404541 -0.60309407 -0.000423814 80.89165517
VLCPIIQTADYPINLAAIK 6 31563537 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C3] 1.273 1.236 5.052211285 61.36 0 2571.498438 3 857.8374023 -0.304841231 -0.0002613 104.3629658
SLLLAGAAEYDNFFQHLR 6 31563537 1xTMT6plex [N-Term] 1.01 0.662 0.872 5.988378048 71.91 0 2294.213082 3 765.4100342 1.075409726 0.000822406 102.739605VLSTSTDLEAAVADALK 2 31563537 2xTMT6plex [N-Term; K17] 1.111 4.337331772 29.38 0 2162.232035 3 721.4116211 -5.422724555 -0.003908396 95.48597642

AAEEAASTLASSIHPEQCIK 2 31563537 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C18] 1.264 4.351269722 8.22 0 2571.348873 3 857.7879028 0.109843552 9.41E-05 69.49855372SVSTTGSLQR 10 31563537 1xTMT6plex [N-Term] 1.027 0.958 0.87 3.260854483 35.21 0 1264.705845 2 632.8572998 1.168595354 0.000738965 20.4799628IITWTTEPK 4 31563537 2xTMT6plex [N-Term; K9] 1.098 1.1 3.968577623 45.42 0 1546.924501 2 773.965271 -0.798809387 -0.000617849 70.67655561GVTEAIEK 6 31563537 2xTMT6plex [N-Term; K8] 1.084 1.127 1.228 3.54323864 43.24 0 1304.782588 2 652.8943481 -0.895368277 -0.00058413 38.70536802IVPHICNLLGDPNSQVR 3 31563537 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.342 1.448 3.324370861 6.8 0 2161.174923 3 721.0606079 -3.540809886 -0.00255077 66.68004428FDHGAEAIMPTIFNLIPNSAK 1 31563537 2xTMT6plex [N-Term; K21] 1.306 3.11040616 0 2744.484578 3 915.4967041 -3.286258332 -0.003006362 102.9005809TFQDGATK 4 31563537 2xTMT6plex [N-Term; K8] 1.243 1.065 2.568256378 27.17 0 1325.746537 2 663.3765869 -0.482423946 -0.000319786 27.66351875LLNLYIK 2 31563537 2xTMT6plex [N-Term; K7] 1.326 3.007392168 32.12 0 1334.88118 2 667.9435425 -1.027424076 -0.000685745 81.40568266LNVIFTK 4 31563537 2xTMT6plex [N-Term; K7] 1.123 1.091 3.112258673 26.55 0 1292.83423 2 646.9182129 -3.929729453 -0.002540244 71.85840685LCEIFTR 2 31563537 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.319 2.208569288 16.54 0 1167.639346 2 584.3219604 -2.313712339 -0.001350791 56.17612009GPPVTPSSEK 2 31563537 2xTMT6plex [N-Term; K10] 1.056 2.322369099 25.47 0 1456.841165 2 728.9251099 1.220267936 0.000888868 31.1199725414149680 ESYT1 extended synaptotagmin-1 isoform 2 23344 NP_056107.1 39.67391304 1 31 31 345 1104 122.78 5.83 1.34 1.4 1.46 1.4 Significant 0.000612 ALTLGALTLPLAR 26 14149680 1xTMT6plex [N-Term] 1.654 1.631 1.979 5.144208908 56.16 0 1538.983129 3 513.6658936 -0.001342404 -6.89E-07 93.17292628AVYSTNCPVWEEAFR 8 14149680 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.719 1.4 4.477815151 31.13 0 2057.995227 2 1029.501831 0.562843567 0.000579165 71.74736795QLLDDEEQLTAK 8 14149680 2xTMT6plex [N-Term; K12] 1.188 1.882 1.067 4.588052273 50.25 0 1861.031879 2 931.0221558 2.770448747 0.002577947 54.36936923LTPRPTAAELEEVLQVNSLIQTQK 15 14149680 2xTMT6plex [N-Term; K24] 3.473 1.914 1.989 6.287767887 29.45 0 3136.798184 3 1046.27124 0.313508574 0.000327804 97.25732523LLVPLVPDLQDVAQLR 27 14149680 1xTMT6plex [N-Term] 1.733 1.694 1.801 4.358487606 57.79 0 2018.221128 2 1009.613586 -0.610160314 -0.000615719 110.3127425VLQASVLDDWFPLQGGQGQVHLR 18 14149680 1xTMT6plex [N-Term] 1.539 2.213 1.381 7.007235527 60.45 0 2792.504513 3 931.5038452 -2.696652927 -0.002510138 95.21382841FEWELPLDEAQR 16 14149680 1xTMT6plex [N-Term] 1.284 1.223 1.348 4.881486416 60.35 0 1761.900916 2 881.4532471 -0.963930128 -0.000849175 79.36424091GNKEPNPMVQLSIQDVTQESK 3 14149680 3xTMT6plex [N-Term; K3; K21] 2.507 3.860701323 12.4 1 3029.654446 3 1010.553955 -2.354682936 -0.002377959 68.42612928TISQTSAPVWDESASFLIR 20 14149680 1xTMT6plex [N-Term] 1.427 1.945 1.898 5.965171337 68.31 0 2337.228792 3 779.7474365 -0.442960352 -0.0003451 81.27983064GSNPHLQTFTFTR 8 14149680 1xTMT6plex [N-Term] 1.756 1.94 1.567 5.112748623 39.06 0 1734.912484 3 578.9755859 -0.160859699 -9.30E-05 43.83810683IVAQVWPFLGQYMEK 12 14149680 2xTMT6plex [N-Term; K15] 1.007 1.201 1.187 5.477582455 46.76 0 2267.266253 2 1134.135376 -1.225033395 -0.001388738 111.3421481LTHVDSPLEAPAGPLGQVK 6 14149680 2xTMT6plex [N-Term; K19] 1.72 1.605 1.442 7.498323441 53.52 0 2387.369866 3 796.460083 -1.746816286 -0.001390099 64.30777878IHVLEAQDLIAK 9 14149680 2xTMT6plex [N-Term; K12] 1.543 1.502 1.382 5.521755219 61.83 0 1808.104591 3 603.3739014 1.416008552 0.000853431 66.18392129GSSVDAPPRPCHTTPDSQFGTEHVLR 2 14149680 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.705 4.461273193 25.99 0 3077.506046 5 616.3067017 -0.534211532 -0.000328808 34.04983182ELPAWVSFPDVEK 18 14149680 2xTMT6plex [N-Term; K13] 0.888 0.821 0.768 4.964561939 49.8 0 1975.094085 2 988.0488892 -1.814439987 -0.001791845 89.68882081
ILYLDSSEICFPTVPGCPGAWDVDSENPQR 18 14149680 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C17] 1.035 100 3.181 5.134688377 52.2 0 3651.729699 3 1217.904785 -8.187123284 -0.00996572 99.89257622VQLDLAETDLSQGVAR 19 14149680 1xTMT6plex [N-Term] 1.374 1.347 1.647 5.68929863 55.78 0 1944.059936 3 648.6878052 -5.69594201 -0.003691084 72.27706187SAELAAALLSIYMER 20 14149680 1xTMT6plex [N-Term] 1.299 1.684 1.818 5.311759472 75.35 0 1867.019651 2 934.013916 0.484553684 0.000452336 111.5276958LLAETVAPAVR 4 14149680 1xTMT6plex [N-Term] 1.066 1.107 4.080052376 49.39 0 1368.841216 2 684.9234619 -1.146321324 -0.000784566 64.61909464KPHTESLELQVR 15 14149680 2xTMT6plex [N-Term; K1] 1.469 1.189 1.503 5.526101589 34.59 0 1895.111467 4 474.5332031 -0.255483653 -0.000121042 39.36387837WFTLSSGQGQVLLR 2 14149680 1xTMT6plex [N-Term] 1.781 3.846705437 10.06 0 1821.022034 2 911.0137329 -1.013090261 -0.00092243 80.30738087LEWLSLLSDAEK 14 14149680 2xTMT6plex [N-Term; K12] 0.838 0.929 1.02 3.752702951 34.75 0 1862.067536 3 621.3615112 1.312595467 0.000814714 107.5581372LGTQTFCSR 6 14149680 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.259 1.599 1.683 3.013592243 30.47 0 1298.672437 2 649.8391724 -1.053925069 -0.000684352 32.11539151LTLWYYSEER 4 14149680 1xTMT6plex [N-Term] 1.087 1.791 3.754676819 30.43 0 1588.820875 2 794.913269 -1.015390777 -0.000806637 70.74357206VELGEKPLR 6 14149680 2xTMT6plex [N-Term; K6] 1.566 1.986 1.771 3.78718853 11.93 0 1498.935734 3 500.3171997 0.874888138 0.000437134 44.10335695GMQLHGVLR 4 14149680 1xTMT6plex [N-Term] 1.679 1.309 3.533776522 25.34 0 1239.719327 3 413.9111328 -0.388799698 -0.000160667 39.06240882SAELAAALLSIYMER 2 14149680 1xTMT6plex [N-Term]; 1xOxidation [M13] 0.01 2.545871258 13.35 0 1883.014566 2 934.013916 0.484553684 0.000452336 111.5276958SDPYALVR 4 14149680 1xTMT6plex [N-Term] 1.207 1.261 3.04244113 26.03 0 1149.646539 2 575.3270264 0.205910571 0.000118362 36.99974638GMQLHGVLR 2 14149680 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.763 2.857616901 13.81 0 1255.714242 3 413.9111328 -0.388799698 -0.000160667 39.06240882FLGGLVK 10 14149680 2xTMT6plex [N-Term; K7] 0.675 1.106 2.013 2.654415369 25.02 0 1191.786551 2 596.3959961 -1.540269521 -0.000917836 69.72041981KLDVSVK 11 14149680 3xTMT6plex [N-Term; K1; K7] 1.397 1.783 1.497 2.861643791 16.42 1 1475.976426 3 492.664093 0.880510496 0.000433204 56.86194218AQDLPLK 6 14149680 2xTMT6plex [N-Term; K7] 1.539 1.803 1.219 2.528954744 28.61 0 1242.782194 2 621.8944092 -0.524895374 -0.000326165 45.1876668TLSPEFNER 2 14149680 1xTMT6plex [N-Term] 1.936 3.421621084 20.61 0 1321.694946 2 661.3512573 0.220927256 0.000145999 33.67344906

148839305 SMCHD1 structural maintenance of chromosomes flexible hinge domain-containing protein 1 23347 NP_056110.2 9.376558603 1 15 15 57 2005 226.231 7.3 1.31 1.39 1.23 1.31 Significant 0.00124
QQVLPLDSIYK 6 148839305 2xTMT6plex [N-Term; K11] 1.52 1.627 1.402 3.61660099 36.78 0 1762.051492 2 881.5279541 -1.623560314 -0.001430398 69.88040504EIQDDMQTLYVNTAADSFEFK 2 148839305 2xTMT6plex [N-Term; K21] 1.231 5.716528893 25.71 0 2923.443561 3 975.1560669 3.450336353 0.003362288 88.28602181

DLQNPIIVQLCDQWDNPAPVQHVK 2 148839305 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C11] 1.565 5.004009724 33.56 0 3285.745437 4 822.1914063 -0.499789175 -0.000410545 87.3144914DLNSQLEYLR 4 148839305 1xTMT6plex [N-Term] 0.664 1.086 3.666801691 50.33 0 1479.800474 2 740.4018555 -2.729646714 -0.002019666 53.417317LKDEDDEDDCFILEK 4 148839305 3xTMT6plex [N-Term; K2; K15]; 1xCarbamidomethyl [C10] 1.095 1.219 3.899296045 6.36 1 2571.310311 3 857.7672729 -8.962555878 -0.007681837 61.6061749
IDFLPHYDTLVK 6 148839305 2xTMT6plex [N-Term; K12] 1.32 1.554 1.375 3.375366211 35.95 0 1919.104256 3 640.3740234 1.69916381 0.001086957 75.44415791LLLIDWPELK 6 148839305 2xTMT6plex [N-Term; K10] 1.347 1.663 1.76 3.955808401 53.87 0 1698.060601 2 849.5344849 0.643396686 0.000546263 108.1985026VQLISGPPAK 2 148839305 2xTMT6plex [N-Term; K10] 1.25 4.014267445 19.4 0 1467.929921 3 489.9815063 0.030623375 1.50E-05 55.33875843IAHLAQIEDDR 6 148839305 1xTMT6plex [N-Term] 1.549 1.654 1.261 3.932935715 37.4 0 1509.822272 3 503.9453125 -0.587791038 -0.00029582 40.76276669KLSEQEELK 2 148839305 3xTMT6plex [N-Term; K1; K9] 1.362 1.911895156 0 1 1791.083076 3 597.6990967 -0.189332891 -0.000113037 35.97557347FSFGLLDLPFR 2 148839305 1xTMT6plex [N-Term] 1.214 3.486880779 30.13 0 1540.872516 2 770.939209 -0.892423763 -0.000687556 110.2316544FVITTTSR 6 148839305 1xTMT6plex [N-Term] 1.331 1.162 0.943 3.030738354 18.94 0 1153.67784 2 577.342041 -0.896349669 -0.000517049 41.057161GVITRPDLPSK 4 148839305 2xTMT6plex [N-Term; K11] 1.111 1.204 2.554555416 10.38 0 1641.009962 3 547.6737061 -2.07010074 -0.001132352 55.14049775LMILPDPEKPVR 4 148839305 2xTMT6plex [N-Term; K9] 1.242 1.396 3.285930157 8.52 0 1866.128697 3 622.7138672 -0.883394325 -0.000549509 68.9611871LYFKPIGDPVFAR 1 148839305 2xTMT6plex [N-Term; K4] 1.148 2.248317242 0 1981.167525 3 661.0598755 -1.237631409 -0.000817318 78.5326828324308029 DOCK9 dedicator of cytokinesis protein 9 isoform a 23348 NP_056111.1 4.011599807 1 6 6 16 2069 236.295 7.49 1.44 0.93 1.14 1.17 Significant 0.0156 DVVETQVGYSWLPLLK 2 24308029 2xTMT6plex [N-Term; K16] 0.901 3.972389698 28.41 0 2305.320791 3 769.1107178 -1.384024167 -0.00106354 100.5291321
TILTAIHCFPYVK 2 24308029 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 1.257 3.9961555 31.33 0 2021.165811 3 674.392395 -1.572899853 -0.001059697 83.24844491

AEPYVASEYK 2 24308029 2xTMT6plex [N-Term; K10] 1.154 3.38924861 44.08 0 1614.877945 2 807.9432373 0.776058264 0.00062662 40.70273727IELPTQLHEK 2 24308029 2xTMT6plex [N-Term; K10] 0.858 3.717679739 24.8 0 1665.993978 3 556.0021362 -1.273773268 -0.000707366 55.89682716EMLLFPYDDFQTAILR 6 24308029 1xTMT6plex [N-Term] 1.441 0.921 1.097 3.267611027 23.05 0 2201.151393 2 1101.078613 -0.655628461 -0.000721569 104.9927282QGIFSVTCPHPDIFLVAR 2 24308029 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.147 2.424187422 1.54 0 2286.226624 3 762.7463989 -0.866262616 -0.000660158 81.85942098260064009 USP24 ubiquitin carboxyl-terminal hydrolase 24 23358 NP_056121.2 7.671755725 1 16 16 55 2620 294.178 6.14 1.16 1.19 1.18 1.18 Significant 0.0000562 SLPSVLVIHLMR 2 260064009 1xTMT6plex [N-Term] 1.09 5.037596226 43.69 0 1593.971185 3 531.9963379 2.055126157 0.001091937 84.45967345FLLVGQTMPTLLDEDLTK 6 260064009 2xTMT6plex [N-Term; K18] 1.072 1.236 0.838 5.018205166 46.3 0 2492.408619 3 831.4730225 -1.647068284 -0.001368389 108.2274255LLSQCMEYFDLR 4 260064009 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.863 1.125 4.324862957 62.12 0 1803.897093 2 902.4515991 -0.649448251 -0.000585769 79.69650235DSIPSEVDYETR 4 260064009 1xTMT6plex [N-Term] 1.202 1.221 4.256275177 47.22 0 1639.801261 2 820.4034424 -1.008185817 -0.000826612 39.10679852NWAEVFGEGNMFAVSPVSTFQK 2 260064009 2xTMT6plex [N-Term; K22] 1.122 5.061723709 35.92 0 2903.480221 3 968.4985962 0.349358061 0.000338118 104.1419323LEAASSALGGPTLTHAVTR 2 260064009 1xTMT6plex [N-Term] 1.168 7.379613876 56.78 0 2081.155233 3 694.3890991 -1.19584867 -0.000829582 62.1401969LVSIPELLSAVK 10 260064009 2xTMT6plex [N-Term; K12] 1.423 1.501 1.455 3.861045837 51.06 0 1727.108279 2 864.0570068 -0.892786019 -0.000770969 111.0164322VAVATILEK 3 260064009 2xTMT6plex [N-Term; K9] 0.529 0.707 2.845387459 30.36 0 1401.908123 2 701.4576416 -0.0828848 -5.81E-05 69.58413857LIEDSTLSK 4 260064009 2xTMT6plex [N-Term; K9] 1.138 1.212 3.971746445 26.25 0 1463.872131 2 732.4400635 0.491308708 0.000359607 49.63997009GQHDLESDVQQQLFK 2 260064009 2xTMT6plex [N-Term; K15] 1.252 2.991903067 5.22 0 2230.186816 3 744.0667725 -0.471820199 -0.000350749 64.18913405VLTDHWSIPYK 4 260064009 2xTMT6plex [N-Term; K11] 1.13 1.153 3.221279144 15.05 0 1817.036177 3 606.3526611 3.991917459 0.002417819 68.31402558LDLVGSSQPIK 2 260064009 2xTMT6plex [N-Term; K11] 1.099 3.164539099 21.99 0 1614.983079 3 538.9987183 -0.914545089 -0.000492325 60.0023273
SFCENFLK 2 260064009 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.192 2.61969161 11.67 0 1502.807757 2 751.9064941 -1.361091424 -0.001022729 60.24737898LLLLAER 4 260064009 1xTMT6plex [N-Term] 1.416 1.132 2.607554913 29.56 0 1056.697847 2 528.8530884 0.996877032 0.000526699 66.02236622
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QQHQPSASSILESLFR 2 260064009 1xTMT6plex [N-Term] 1.149 2.706843376 1.42 0 2057.097718 3 686.3654785 -7.69808988 -0.005278574 82.88738857FLVTLAQK 2 260064009 2xTMT6plex [N-Term; K8] 1.259 2.931088686 9 0 1377.886993 2 689.4458008 -1.936673699 -0.001334259 74.4201874539725634 LARP1 la-related protein 1 23367 NP_056130.2 35.23061825 1 27 27 176 1019 116.393 9.09 1.05 1.05 1.11 1.07 Significant 0.000349 MDADGFLPITLIASFHR 6 39725634 1xTMT6plex [N-Term] 1.252 1.032 1.059 4.635614872 51.24 0 2133.136412 3 711.7155762 -1.986040064 -0.001412165 107.6230051TASISSSPSEGTPTVGSYGCTPQSLPK 2 39725634 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C20] 0.904 3.760911226 36.26 0 3154.59783 3 1052.199097 -4.784356598 -0.005030907 53.77063884
KMDADGFLPITLIASFHR 6 39725634 2xTMT6plex [N-Term; K1] 1.023 1.148 1.212 6.818027973 49 1 2490.394307 4 623.3529663 -1.715136279 -0.001067841 98.04451724VGDFGDAINWPTPGEIAHK 10 39725634 2xTMT6plex [N-Term; K19] 0.795 0.945 0.01 4.57724905 36.86 0 2482.313079 3 828.1084595 -0.908141704 -0.000751431 76.28363206DQDEQEELDFLFDEEMEQMDGR 6 39725634 1xTMT6plex [N-Term] 1.133 1.616 0.548 4.654891014 50.15 0 2977.255278 3 993.0864258 -3.544783791 -0.003517909 96.36537968EQFDTLTPEPPVDPNQEVPPGPPR 6 39725634 1xTMT6plex [N-Term] 0.93 0.891 5.581370354 38.8 0 2885.451868 3 962.4873047 -1.562031774 -0.001502389 63.0860756WVPLQIDMKPEVPR 8 39725634 2xTMT6plex [N-Term; K9] 0.989 0.888 1.219 4.774165154 16.28 0 2166.250937 3 722.7540283 -1.572028893 -0.001135136 81.9912929WTSQHSNTQTLGK 6 39725634 2xTMT6plex [N-Term; K13] 1.145 1.066 1.077 4.996864796 38.66 0 1946.049595 3 649.3544922 -0.345041309 -0.000223823 33.57190377VINDGLFYYEQDLWAEK 8 39725634 2xTMT6plex [N-Term; K17] 0.971 1.113 1.034 4.473025799 45.73 0 2561.332812 3 854.4484253 -0.815661707 -0.000696394 94.83544873FQQVPTDALANK 8 39725634 2xTMT6plex [N-Term; K12] 0.973 1.028 1.031 4.520010471 46.6 0 1790.021255 2 895.5154419 1.314123537 0.001176155 56.17784233

EEPEKWPLPPIVDYSQTDFSQLLNCPEFVPR 4 39725634 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C25] 0.87 0.751 5.444860935 32.65 1 4189.135638 4 1048.038696 -0.640498179 -0.000670783 110.0866559
DFQEETVKDYEAGQLYGLEK 12 39725634 3xTMT6plex [N-Term; K8; K20] 1.428 1.475 1.723 5.469021797 20.34 1 3049.597308 3 1017.204956 0.985964296 0.001002265 73.98743923SLPTTVPESPNYR 6 39725634 1xTMT6plex [N-Term] 0.914 0.901 0.926 4.484248638 44.65 0 1689.900916 2 845.4537964 -0.354882678 -0.000299858 43.79502927GLSASLPDLDSENWIEVK 6 39725634 2xTMT6plex [N-Term; K18] 1.043 1.013 0.897 3.918281078 33.42 0 2431.312076 3 811.1101685 1.594106792 0.001291924 90.21912744FEPEYSQIK 12 39725634 2xTMT6plex [N-Term; K9] 0.896 0.833 1.027 3.238547564 40.78 0 1598.88303 2 799.9447632 -0.488092498 -0.000390201 51.01036745VDPPMGEEGNHK 6 39725634 2xTMT6plex [N-Term; K12] 0.778 0.727 0.846 4.085063457 24.38 0 1767.90999 3 589.9747314 -0.197280441 -0.000116258 28.44587585LGIGQSQEMNTLFR 4 39725634 1xTMT6plex [N-Term] 1.403 1.615 3.789908886 8.17 0 1822.968284 2 911.9915161 4.098648687 0.003735853 68.85152187THFDYQFGYR 10 39725634 1xTMT6plex [N-Term] 1.118 1.1 1.197 3.686947107 12.43 0 1562.758943 3 521.5914917 0.626205123 0.000326203 42.60694565VVEIVDEK 10 39725634 2xTMT6plex [N-Term; K8] 1.111 1.081 1.137 3.750653267 41.95 0 1388.840103 2 694.9231567 -0.767484634 -0.000532957 53.85842163YYSYGLEK 8 39725634 2xTMT6plex [N-Term; K8] 1.341 1.43 1.513 3.856107473 39.25 0 1480.808803 2 740.9066162 -1.922495409 -0.001423424 49.05173207TEEVSNLK 8 39725634 2xTMT6plex [N-Term; K8] 1.04 1.154 1.333 3.299537182 42.29 0 1377.798966 2 689.4025879 -0.774466215 -0.000533529 33.15161763AVTPVPTK 6 39725634 2xTMT6plex [N-Term; K8] 1.002 0.985 1.014 2.992324352 25.7 0 1270.813494 2 635.9105835 0.311754785 0.000198091 36.69688758QEVENFK 4 39725634 2xTMT6plex [N-Term; K7] 1.071 1.131 2.237308741 33.65 0 1351.762187 2 676.3841553 -0.852896416 -0.000576457 33.99858442LQEYLGK 4 39725634 2xTMT6plex [N-Term; K7] 1.063 1.079 3.307250977 31.57 0 1308.792759 2 654.8990479 -1.48201223 -0.000969823 52.82898787LDIFKDFQEETVK 1 39725634 3xTMT6plex [N-Term; K5; K13] 1.517 2.441341877 1 2299.31526 3 767.1098022 -0.17699692 -0.000135657 84.19006236NLDIDPK 6 39725634 2xTMT6plex [N-Term; K7] 1.204 1.192 1.212 2.687065363 26.59 0 1272.756373 2 636.8818359 0.017320675 1.10E-05 45.44616825YGLECLFR 3 39725634 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.758 0.868 2.457826138 4.23 0 1286.67646 2 643.8414307 -0.679970375 -0.000437451 69.8418861724308039 UFL1 E3 UFM1-protein ligase 1 23376 NP_056138.1 27.20403023 1 18 19 107 794 89.54 6.79 1.05 1.1 1.05 1.07 Significant 0.000244 TIKDLQEEVSNLYNNIR 2 24308039 2xTMT6plex [N-Term; K3] 0.742 3.86753583 20.81 1 2507.386973 3 836.4663696 -0.963933094 -0.000805651 88.61899836HVQLVLGQLIDENYLDR 6 24308039 1xTMT6plex [N-Term] 1.055 1.21 1.083 5.632874489 41.62 0 2254.239297 3 752.0841675 -0.597806362 -0.0004492 83.86595625KPEISFMFQDEIEDFLR 4 24308039 2xTMT6plex [N-Term; K1] 1.084 0.635 4.849745274 30.11 0 2602.362732 3 868.1254883 -0.315146785 -0.000273375 108.2440348GVIFTEAFVAR 10 24308039 1xTMT6plex [N-Term] 1.013 0.919 0.872 4.384696484 54.41 0 1438.825566 2 719.9160767 -0.479265662 -0.00034479 71.06373091FFADDTQAALTK 2 24308039 2xTMT6plex [N-Term; K12] 1.355 5.136247158 65.68 0 1785.978721 2 893.4916382 -1.523866315 -0.001360796 62.69844649GLFSAITRPTAVNSLISK 6 24308039 2xTMT6plex [N-Term; K18] 1.158 1.351 1.03 5.651241302 30.73 0 2333.395687 3 778.4655151 -5.869030238 -0.004564923 82.58512878
SIEDFISCLDSAAEACDIMVK 12 24308039 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C8; C16] 1.417 1.405 1.636 4.974598408 47.84 0 2832.386974 3 944.8006592 0.15885155 0.000149976 110.8188872DLQEEVSNLYNNIR 6 24308039 1xTMT6plex [N-Term] 1.053 0.875 3.641371012 21.08 0 1935.997335 3 646.001709 -3.492560011 -0.002253862 75.69101148KKPEISFMFQDEIEDFLR 4 24308039 3xTMT6plex [N-Term; K1; K2] 1.026 1.801 5.563947678 12.8 1 2959.620627 4 740.6599731 -0.866321126 -0.000640995 100.9619165LGIPDAVSYIK 6 24308039 2xTMT6plex [N-Term; K11] 1.188 1.135 0.917 3.220220327 50.1 0 1633.992915 2 817.4989014 -1.461955926 -0.001194413 76.05111753

KKPEISFMFQDEIEDFLR 6 24308039 3xTMT6plex [N-Term; K1; K2]; 1xOxidation [M8] 1.057 1.365 1.059 5.186822891 12.15 1 2975.615542 4 740.6599731 -0.866321126 -0.000640995 100.9619165
FINDCTELFR 4 24308039 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.222 1.248 4.67616415 41.41 0 1543.77763 2 772.3914795 -1.261642601 -0.000973848 64.49329161ELQELSSSIK 8 24308039 2xTMT6plex [N-Term; K10] 0.986 1.102 4.10564661 46.58 0 1591.930709 2 796.4701538 1.458880826 0.001161219 56.63483AQFAEATQR 4 24308039 1xTMT6plex [N-Term] 1.118 1.135 3.678751945 36.62 0 1250.669066 2 625.8374023 -1.229431943 -0.000768806 24.11726244IISGHIDLDNR 2 24308039 1xTMT6plex [N-Term] 1.125 4.023016453 32.31 0 1481.827357 3 494.6143494 0.767792346 0.000379245 43.88781134IPEDQHALLVK 6 24308039 2xTMT6plex [N-Term; K11] 1.183 1.13 1.095 3.449030399 22.33 0 1721.036177 3 574.3502197 -0.041114948 -2.36E-05 50.89968256AVFVPDIYSR 6 24308039 1xTMT6plex [N-Term] 1.147 1.161 1.028 3.346303225 26.88 0 1395.783367 2 698.3962402 1.315905314 0.000918359 62.83642606QLVSQSK 6 24308039 2xTMT6plex [N-Term; K7] 0.841 0.704 1.298 2.41713047 14.01 0 1247.772358 2 624.3892212 -0.955204032 -0.000595939 28.36488113TYDLPGNFLTQALTQR 1 24308039 1xTMT6plex [N-Term] 0.559 3.683222294 0 2067.10722 3 689.7062988 -1.391725401 -0.000958949 87.64765159YQGLVVK 6 24308039 2xTMT6plex [N-Term; K7] 0.752 0.781 0.863 2.306817532 23.32 0 1264.80293 2 632.9049072 -0.309690044 -0.000195848 46.6435905112758125 RRP8 ribosomal RNA-processing protein 8 23378 NP_056139.1 15.13157895 1 5 5 21 456 50.683 9.42 1.18 1.18 1.4 1.25 Significant 0.00341

AQLSGLQLQPCLYK 2 12758125 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 1.28 3.807705402 34.62 0 2077.188003 2 1039.097534 -0.10161845 -0.00010554 71.63839328LFQEDPEAFLLYHR 6 12758125 1xTMT6plex [N-Term] 1.202 1.641 1.658 5.648081779 49.87 0 2007.053728 3 669.68927 -0.234787639 -0.000157077 81.0672941FQPPQVPDQAPAEAPTEK 8 12758125 2xTMT6plex [N-Term; K18] 1.347 1.32 1.51 3.442257166 28.47 0 2408.286196 3 803.4332275 -0.442901186 -0.000355544 56.56531344QSPGSTSPKPPHTLSR 1 12758125 2xTMT6plex [N-Term; K9] 1.111 3.688561678 0 2135.197322 4 534.5544434 -0.645370096 -0.000344498 24.79297932GFQSQVK 4 12758125 2xTMT6plex [N-Term; K7] 1.096 0.882 2.02842474 16.28 0 1251.746143 2 626.3762817 -0.683895407 -0.000428032 30.156008724308043 AHCYL2 adenosylhomocysteinase 3 isoform a 23382 NP_056143.1 12.11129296 1 2 8 75 611 66.678 7.36 1.12 1.17 1.16 1.15 Significant 0.000176 GIVEESVTGVHR 12 24308043 1xTMT6plex [N-Term] 1.145 1.151 1.215 5.212655544 51.67 0 1511.837922 3 504.6184692 1.93982093 0.000977565 29.74846217EIEIAEQEMPALMALR 6 24308043 1xTMT6plex [N-Term] 1.263 1.477 4.94691515 57.4 0 2073.092164 2 1037.048828 -0.860564731 -0.000892015 90.43258713YKQDVYLLPK 8 24308043 3xTMT6plex [N-Term; K2; K10] 1.113 1.116 1.104 4.609551907 21.04 1 1954.198046 3 652.0713501 0.742480002 0.000483651 67.65770383AQGEKPLAGAK 4 24308043 3xTMT6plex [N-Term; K5; K11] 1.349 1.352 3.392571449 10.03 0 1757.08883 3 586.3673096 -0.827834676 -0.00048486 32.15968623ESILDGLK 58 24308043 2xTMT6plex [N-Term; K8] 1.01 0.968 1.056 3.15940547 46.99 0 1332.813888 2 666.9105225 -0.089846096 -5.99E-05 54.574844IVLLAEGR 6 24308043 1xTMT6plex [N-Term] 1.102 0.833 0.734 2.959272861 29.65 0 1099.70366 2 550.3556519 0.333472508 0.00018336 54.32242643FDNLYCCR 4 24308043 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C7] 1.367 0.767 2.935523272 13.24 0 1376.628858 2 688.8173218 -1.082953698 -0.000745413 42.70939062
ESILDGLKR 12 24308043 2xTMT6plex [N-Term; K8] 2.681 1.977 2.291 3.492383003 13.78 1 1488.914999 3 496.9768677 0.705726885 0.000350256 46.55483443513788261 SPECC1L cytospin-A isoform 1 23384 NP_056145.4 9.042076992 1 8 9 31 1117 124.499 5.76 1.09 1.1 0.9 1.03 Significant 0.00397 AETLASSLQEDLAHTR 2 513788261 1xTMT6plex [N-Term] 1.125 3.747775316 20.79 0 1971.034449 3 657.6820068 -1.512800646 -0.000993927 62.48114998RPNYGEIPVQEHLLR 4 513788261 1xTMT6plex [N-Term] 0.854 0.873 5.338132858 26.04 0 2050.139523 4 513.2904053 0.130675862 6.70E-05 48.44232286SEAQEEIGDLK 6 513788261 2xTMT6plex [N-Term; K11] 0.722 0.576 0.707 3.14701438 20.49 0 1676.910701 2 838.9585571 -0.515049601 -0.000431846 55.04565101VKDLLTLAK 4 513788261 3xTMT6plex [N-Term; K2; K9] 1.416 1.356 2.918504238 21.77 1 1688.128904 3 563.3815308 0.672368771 0.000378348 73.4958689STLDINEMVR 2 513788261 1xTMT6plex [N-Term] 0.892 3.017837286 11.3 0 1406.751081 2 703.8804932 1.868879407 0.001314524 51.2911456ATVASDQIEMNR 2 513788261 1xTMT6plex [N-Term] 1.313 3.404025316 16.64 0 1563.799822 2 782.4033203 -0.292662138 -0.000228832 32.01276687AQLENEK 6 513788261 2xTMT6plex [N-Term; K7] 0.916 0.9 1.064 3.066814184 31.97 0 1289.746537 2 645.376709 -0.306596094 -0.000197716 26.66618041ETIFELEDEVEQHR 1 513788261 1xTMT6plex [N-Term] 0.907 2.361190319 0 2002.991916 3 668.3359375 0.67086142 0.00044791 68.25446152IIESEQK 4 513788261 2xTMT6plex [N-Term; K7] 1.073 0.93 2.554932356 8.19 0 1304.782588 2 652.8951416 0.320860448 0.000209327 33.9146544324638433 NCSTN nicastrin isoform 1 precursor 23385 NP_056146.1 14.52750353 1 8 8 54 709 78.362 5.99 1.11 0.99 0.93 1.01 Significant 0.00273 GKFPVQLENVDSFVELGQVALR 10 24638433 2xTMT6plex [N-Term; K2] 1.095 0.711 0.75 7.018527508 49.93 1 2903.639499 4 726.6647339 -0.824166749 -0.000598271 102.4406308ALADVATVLGR 10 24638433 1xTMT6plex [N-Term] 1.065 0.986 1.2 4.073941708 60.83 0 1314.794266 2 657.9003296 -0.672044544 -0.0004418 70.48649243ALSPAFELSQWSSTEYSTWTESR 4 24638433 1xTMT6plex [N-Term] 0.918 0.554 6.146791458 43.87 0 2892.388933 3 964.8013306 0.174623548 0.00016836 93.57698795NQVEDLLATLEK 14 24638433 2xTMT6plex [N-Term; K12] 1.173 1.088 1.134 4.783317089 45.79 0 1831.0577 2 916.0318604 -0.685825944 -0.000627893 92.50612133
EQCQDPSK 6 24638433 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.844 0.765 0.467 2.162646055 33.19 0 1449.7408 2 725.3739014 -0.188720373 -0.000136798 29.0492862APDVTTLPR 4 24638433 1xTMT6plex [N-Term] 1.302 1.057 2.946174622 21.93 0 1198.699303 2 599.8527832 -0.845427829 -0.000506707 37.48653419SGAGVPAVILR 2 24638433 1xTMT6plex [N-Term] 0.653 2.381453753 9.65 0 1268.788787 2 634.8973999 -0.996001325 -0.000631858 52.00156489EPGAVSY 4 24638433 1xTMT6plex [N-Term] 1.099 1.062 2.07598424 22.71 0 951.4984782 2 476.2512817 -3.354070984 -0.001595697 30.09213095122939165 NUDCD3 nudC domain-containing protein 3 23386 NP_056147.2 31.85595568 1 8 8 44 361 40.797 5.25 0.99 1.06 1.03 1.03 Significant 0.00039 ENYTWSQDYTDLEVR 6 122939165 1xTMT6plex [N-Term] 1.032 0.725 100 3.889455318 38.07 0 2148.008294 2 1074.507935 0.139064 0.000149355 58.52296533EMAHGSQEAEAPGAVAGAAEVPR 4 122939165 1xTMT6plex [N-Term] 0.923 1.006 8.391629219 67.75 0 2464.208801 3 822.0734253 -1.249293928 -0.001026174 37.06105324VGEYWWNAILEGEEPIDIDK 6 122939165 2xTMT6plex [N-Term; K20] 1.736 1.475 0.999 5.216721058 43.03 0 2834.465282 3 945.4898682 -3.609547761 -0.003410379 109.0056743FDPAMFNISPGAVQF 14 122939165 1xTMT6plex [N-Term] 0.904 0.921 0.873 3.628570318 47.23 0 1869.940672 2 935.4730225 -1.01816499 -0.000951954 104.8398044LTFDYHQK 6 122939165 2xTMT6plex [N-Term; K8] 1.051 1.242 1.113 3.042550087 18.72 0 1509.846585 3 503.953949 0.469275379 0.000236178 42.40678168IQEQFQK 4 122939165 2xTMT6plex [N-Term; K7] 1.076 0.953 3.238383055 21.81 0 1378.809471 2 689.9069824 -2.018528526 -0.001391583 41.48867371MGFPPGAAQALVLQVFK 2 122939165 2xTMT6plex [N-Term; K17] 0.745 3.402774096 3.82 0 2232.297887 3 744.7706299 -0.24678676 -0.000183634 112.387759GWDAEGSPFR 2 122939165 1xTMT6plex [N-Term] 1.014 2.830382586 21.3 0 1350.66398 2 675.8355103 -0.175019243 -0.000118196 45.896460427661872 LARS2 probable leucine--tRNA ligase, mitochondrial 23395 NP_056155.1 25.02768549 1 17 17 76 903 101.911 8.22 0.97 0.99 1.01 0.99 Significant 0.000136 EEVDLTGSVPVHAK 2 7661872 2xTMT6plex [N-Term; K14] 0.987 4.528608799 28.63 0 1939.090063 3 647.034729 -0.221149234 -0.000142943 50.38023058GMQVINPMGWDAFGLPAENAAVER 4 7661872 1xTMT6plex [N-Term] 1.011 1.078 5.792913914 72.23 0 2802.390471 3 934.8001099 -1.675102098 -0.001564763 95.53217267AMQDALADLPEWYGIK 6 7661872 2xTMT6plex [N-Term; K16] 1.031 1.128 1.764 4.56055069 50.33 0 2279.214611 3 760.4100952 0.491969701 0.000373768 104.0806596LTAYTATPEAIYGTSHVAISPSHR 4 7661872 1xTMT6plex [N-Term] 0.989 0.888 6.743944645 52.38 0 2772.451808 4 693.8661499 -3.260204775 -0.00225969 64.765184EALVNWDPVDQTVLANEQVDEHGCSWR 4 7661872 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C24] 1.294 1.27 5.301235199 48.01 0 3396.611633 3 1132.872803 -2.289925289 -0.002592662 77.80160372FYVLSMFPYPSGK 6 7661872 2xTMT6plex [N-Term; K13] 1.096 1.086 1.074 3.597139835 43.18 0 1994.086163 3 665.3658447 -1.595914144 -0.001060797 100.9438938SPQPQLLSNK 6 7661872 2xTMT6plex [N-Term; K10] 0.849 0.963 3.488072395 43.04 0 1569.936463 2 785.4713135 -0.708542608 -0.000556183 43.16836589ADLEGSLDSK 6 7661872 2xTMT6plex [N-Term; K10] 0.928 1.102 1.102 3.095033169 49.02 0 1492.825909 2 746.9161987 -0.528078363 -0.000394165 39.50134074DQDKVHEFVLQSELGVR 2 7661872 2xTMT6plex [N-Term; K4] 1.025 4.420703411 7.99 1 2457.350193 4 615.0941772 1.906889131 0.001171474 58.23062909QDAFLALTQK 4 7661872 2xTMT6plex [N-Term; K10] 1.109 0.91 3.466950178 23.08 0 1592.941214 3 531.6519775 0.103981984 5.52E-05 65.73192925VYTISDTIAR 6 7661872 1xTMT6plex [N-Term] 1.234 0.891 1.691 3.744188309 38.58 0 1367.773196 2 684.3886719 -2.287806201 -0.0015646 45.83519723TALINFLVQD 6 7661872 1xTMT6plex [N-Term] 0.713 0.995 0.978 3.09739089 53.55 0 1362.783033 2 681.894165 -1.452396917 -0.000989651 97.27206611LYEAGLAYQK 4 7661872 2xTMT6plex [N-Term; K10] 0.908 1.188 2.413216352 15.92 0 1613.930315 2 807.4686279 -0.207853227 -0.00016773 55.51218184IIAQGLIK 12 7661872 2xTMT6plex [N-Term; K8] 0.971 0.965 0.822 3.149947882 44.22 0 1313.892079 2 657.4488525 -1.256116771 -0.000825201 67.83602988LPSGQYLQR 2 7661872 1xTMT6plex [N-Term] 0.962 2.507692814 8.9 0 1290.736751 2 645.8721924 0.276451124 0.000178413 39.22221908LEVTWEK 6 7661872 2xTMT6plex [N-Term; K7] 0.957 0.936 0.952 3.033736706 26.52 0 1362.803323 2 681.904541 -1.113864872 -0.000758989 61.34738749LWTLTTR 2 7661872 1xTMT6plex [N-Term] 0.877 1.997683764 7.26 0 1119.67236 2 560.34021 0.699358047 0.000391526 57.6277241225121987 NCAPH condensin complex subunit 2 isoform 1 23397 NP_056156.2 14.84480432 1 7 7 19 741 82.511 5.06 1.41 1.62 1.21 1.41 Significant 0.00694 LEGTEDLSDVLVR 4 25121987 1xTMT6plex [N-Term] 1.102 1.539 4.303037643 54.86 0 1674.911146 2 837.9576416 -1.874473689 -0.001569788 64.47475486ATTLPTDFNYNVDTLVQLHLKPGTR 4 25121987 2xTMT6plex [N-Term; K21] 1.93 1.511 4.896651745 28.04 0 3272.804332 4 818.954895 -2.011070998 -0.00164546 85.39658564

SELLFPSDVQTLSTGEPLELPELGCVEMTDLK 3 25121987 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C25] 0.01 2.67425251 13.82 0 4006.069258 3 1336.031494 2.663781175 0.003557097 111.2745703
FTNTQITEHYSTCIK 2 25121987 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 2.006 4.542645931 22.57 0 2301.194939 3 767.7359619 -0.697919062 -0.000535349 51.03943518

AATILTK 2 25121987 2xTMT6plex [N-Term; K7] 23.93 0 1175.77638 2 588.3914795 -0.593714618 -0.000349038 42.27466699APLQQCAEDR 2 25121987 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.517 2.532846451 0.98 0 1416.710279 2 708.8602905 2.135683444 0.001512822 21.79821345VFPMPLPR 2 25121987 1xTMT6plex [N-Term] 1.088 2.632789373 15.23 0 1185.701552 2 593.3543701 -0.074483857 -4.42E-05 70.99530554
24308049 PPWD1 peptidylprolyl isomerase domain and WD repeat-containing protein 1 isoform 1 23398 NP_056157.1 21.67182663 1 12 12 55 646 73.528 7.15 1.28 1.48 1.34 1.37 Significant 0.00187

ASENPVLQNIQADPTIVCTSFK 2 24308049 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C18] 1.922 6.750526905 56.59 0 2890.538464 3 964.1838379 -0.520293414 -0.000501309 79.4768217
VMQLALFQGIAK 12 24308049 2xTMT6plex [N-Term; K12] 1.388 1.678 1.411 4.382146835 65.88 0 1777.081018 2 889.0427246 -1.601407713 -0.001422916 95.60059365VYLDNLPSASMYER 2 24308049 1xTMT6plex [N-Term] 1.587 3.705020428 48.36 0 1886.951965 2 943.9764404 -3.370971144 -0.00318043 64.67197386VFDESLSMFTELQQMR 4 24308049 1xTMT6plex [N-Term] 1.41 0.888 4.710613728 34.42 0 2190.077242 3 730.697998 1.004101857 0.00073302 103.9972277TDTDLYEFAK 4 24308049 2xTMT6plex [N-Term; K10] 1.35 1.473 4.070971012 56.98 0 1660.883424 2 830.9445801 -0.927502634 -0.000770237 57.88287046AATTIEMK 6 24308049 2xTMT6plex [N-Term; K8] 1.142 1.622 1.264 3.235301256 46.36 0 1322.775394 2 661.890686 -0.981753738 -0.00064932 38.48768899

DVITHVVCTK 3 24308049 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.411 1.239 3.055154085 12.92 0 1629.939834 3 543.984436 -0.661972 -0.000359658 43.1273985
WVGPLPVEATLAK 4 24308049 2xTMT6plex [N-Term; K13] 1.012 3.140700817 9.94 0 1839.114427 3 613.7086182 -1.699593982 -0.001041916 85.41896508KIEEGIEFVK 2 24308049 3xTMT6plex [N-Term; K1; K10] 1.022 2.183304787 6.15 1 1879.150762 3 627.0542603 -1.34849653 -0.000844676 71.17838434

LFPVECPK 10 24308049 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.341 1.459 1.522 2.869412899 26.06 0 1447.838329 2 724.4177246 -7.014879387 -0.005078206 60.2280212LHTSPLTQIR 2 24308049 1xTMT6plex [N-Term] 1.017 3.287817955 24.08 0 1394.831714 3 465.6157532 0.711190801 0.000330664 37.18109124AVVSSDK 4 24308049 2xTMT6plex [N-Term; K7] 1.44 1.568 1.918577075 4.49 0 1163.703609 2 582.3572388 3.08628334 0.00179576 22.92052757150456424 TMEM131 transmembrane protein 131 23505 NP_056163.1 2.761550717 1 3 3 12 1883 205.011 8.59 1.03 1.49 1.09 1.2 Significant 0.0141 LEIPYQAEVLDGYLGFDHAATLFHIR 8 150456424 1xTMT6plex [N-Term] 1.218 1.487 1.428 7.486504078 50.17 0 3217.68835 4 805.1756592 -2.344348001 -0.001885845 108.7151546VLNLHLLNSGTK 2 150456424 2xTMT6plex [N-Term; K12] 1.002 2.854956627 12.55 0 1767.089275 3 589.7005615 -1.213039838 -0.000714517 67.140389VYTGFLDYFVLPPK 2 150456424 2xTMT6plex [N-Term; K14] 0.946 2.863519192 11.89 0 2117.208721 3 706.4064331 -1.877539779 -0.001325048 111.7507552
27436889 POFUT1 GDP-fucose protein O-fucosyltransferase 1 isoform 1 precursor 23509 NP_056167.1 38.1443299 1 9 9 81 388 43.927 8.53 1.42 1.49 1.39 1.43 Significant 0.000427

STAAPLTMTMCLPDLK 17 27436889 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 1.516 1.553 5.524861336 44.28 0 2208.184239 2 1104.595825 0.060900999 6.72E-05 87.68356718
VAYCFEVAAQR 6 27436889 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.809 1.392 0.633 3.430846453 40.59 0 1542.793614 2 771.9002075 -0.308577202 -0.000238035 50.66213018SLDAQSVYVATDSESYVPELQQLFK 12 27436889 2xTMT6plex [N-Term; K25] 1.415 1.563 1.217 5.793604851 35.32 0 3275.70876 3 1092.57312 -1.206678837 -0.001317576 99.88813782FGNQADHFLGSLAFAK 6 27436889 2xTMT6plex [N-Term; K16] 1.26 1.532 1.362 5.145736217 39.58 0 2181.185694 3 727.7341309 0.98342756 0.000715013 86.01729511EHPVLALPGAPAQFPVLEEHRPLQK 8 27436889 2xTMT6plex [N-Term; K25] 1.946 1.683 1.486 6.846545219 35.96 0 3231.840658 5 647.1739502 -0.004209192 -2.72E-06 74.40669021VISLEDFMEK 16 27436889 2xTMT6plex [N-Term; K10] 1.274 1.357 1.7 3.852659464 53.55 0 1668.928266 2 834.9665527 -1.460159373 -0.001218451 88.5325025YMVWSDEMVK 6 27436889 2xTMT6plex [N-Term; K10] 1.446 1.368 1.607 4.15064764 58.8 0 1745.900671 2 873.4528809 -1.251916152 -0.001092861 69.30624012LEPLQAYHR 8 27436889 1xTMT6plex [N-Term] 1.711 1.546 1.412 4.160342693 41.78 0 1355.7633 3 452.5924377 -0.398614993 -0.000180143 35.75532747TLAVPPWIEYQHHKPPFTNLHVSYQK 2 27436889 3xTMT6plex [N-Term; K14; K26] 1.243 2.523196936 3.56 0 3818.114931 6 637.1914063 -0.753502724 -0.000479493 74.7785587162955803 NUP188 nucleoporin NUP188 homolog 23511 NP_056169.1 14.23670669 1 19 19 86 1749 195.917 6.73 0.93 0.96 0.97 0.95 Significant 0.000159 QELSSELSTLLSSLSR 6 62955803 1xTMT6plex [N-Term] 0.874 1.652 1.188 5.146035671 56.7 0 1979.085816 3 660.3669434 0.23290962 0.000153649 109.1536972LSMSLMEQLLK 9 62955803 2xTMT6plex [N-Term; K11] 1.245 1.127 1.331 4.524795532 51.91 0 1751.02112 2 876.0150757 1.001973744 0.000877239 105.2181311ASPESQEPLIQLVQAFVR 4 62955803 1xTMT6plex [N-Term] 1.395 1.791 5.993540287 49.42 0 2241.244048 3 747.7526855 -0.242913919 -0.000181476 112.6819244VQRPPSAASAAPSSSK 6 62955803 2xTMT6plex [N-Term; K16] 1.383 1.607 1.06 4.896691322 30.03 0 1999.133659 3 667.0491943 -0.314612375 -0.000209651 26.72227343YNFLPEALDFVGVHQER 6 62955803 1xTMT6plex [N-Term] 1.485 1.323 1.649 5.446591377 35.65 0 2263.170883 3 755.0620117 0.264666824 0.000199662 91.89969388FLGLDEEQSVQLLQCYLQEDYR 4 62955803 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 2.604 1.897 6.060437202 48.27 0 2975.465804 3 992.4916382 -1.829115029 -0.001814156 107.7315873LLEGLSYYKPPSPSSAEK 2 62955803 3xTMT6plex [N-Term; K9; K18] 1.073 3.870606422 19.64 0 2653.50558 3 885.1740723 0.78511494 0.000694436 73.60505565ELSQIEAELNK 6 62955803 2xTMT6plex [N-Term; K11] 0.907 1.349 4.208160877 53.5 0 1731.989286 2 866.4970093 -1.468868966 -0.001272033 68.91476069SDGAEGQGQGQLLIK 2 62955803 2xTMT6plex [N-Term; K15] 1.607 4.129906178 50.74 0 1959.091125 2 980.0499878 0.803319415 0.000786888 45.28361936HTLNPEETSSVVR 4 62955803 1xTMT6plex [N-Term] 1.204 1.269 4.018270969 20.46 0 1697.901978 3 566.6378174 -1.813751089 -0.001026524 28.96560972MSFYNELYK 2 62955803 2xTMT6plex [N-Term; K9] 0.751 3.033664465 21.03 0 1652.875836 2 826.9400635 -1.80653429 -0.001492988 65.49982371ELWTILLGR 12 62955803 1xTMT6plex [N-Term] 1.373 1.367 1.49 3.349770308 35.34 0 1329.809188 2 665.4080811 -0.227476714 -0.00015125 99.29223746VKPIIDLVHK 6 62955803 3xTMT6plex [N-Term; K2; K10] 0.658 0.74 0.785 2.814847708 13.36 0 1849.224201 4 463.0615845 0.165848265 7.67E-05 66.24316529IADYYYEER 4 62955803 1xTMT6plex [N-Term] 1.242 1.653 3.267690182 21.92 0 1450.705176 2 725.8563232 0.133413996 9.68E-05 40.87607809QQFEELYK 2 62955803 2xTMT6plex [N-Term; K8] 1.268 2.691960096 35.78 0 1542.856815 2 771.9320679 0.028319017 2.18E-05 51.58174403ELCEVDEDGDSWLQVTR 4 62955803 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 100 0.883 2.507160664 14.49 0 2280.065157 2 1140.534668 -1.358585078 -0.001548831 64.6326938SLDAPSWPGVYR 2 62955803 1xTMT6plex [N-Term] 0.988 2.387489796 3.29 0 1576.832108 2 788.9197998 0.136253805 0.000107425 56.71684355LAIQILK 8 62955803 2xTMT6plex [N-Term; K7] 0.385 0.258 2.69119215 16.5 0 1256.870615 2 628.9379272 -1.620928827 -0.001018649 80.84295686LAFSVTNNVIR 1 62955803 1xTMT6plex [N-Term] 0.981 2.213445187 0 1462.857929 2 731.9321899 -0.564468477 -0.000412869 65.342459928872812 MORC3 MORC family CW-type zinc finger protein 3 isoform 1 23515 NP_056173.1 2.981895634 1 3 3 12 939 107.045 5.6 1.09 1.2 1.1 1.13 Significant 0.000964

LTITALGEK 2 28872812 2xTMT6plex [N-Term; K9] 1.103 3.159684896 49.83 0 1403.887387 2 702.4457397 -2.26830716 -0.001592224 63.43012262KLPDGMDQLPEK 6 28872812 3xTMT6plex [N-Term; K1; K12] 1.111 1.203 1.078 4.195921898 7.05 1 2058.187223 3 686.732605 -1.924809633 -0.00132054 61.9338975IIIWNLR 4 28872812 1xTMT6plex [N-Term] 0.87 1.243 2.619481802 20.8 0 1156.74038 2 578.8742676 0.759268255 0.000439138 78.16574924190358541 SLC39A14 zinc transporter ZIP14 isoform b precursor 23516 NP_056174.2 10.97560976 1 4 4 14 492 54.022 5.14 1.43 1.58 1.99 1.67 Significant 0.00993 IGSSELQEFCPTILQQLDSR 2 190358541 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.491 4.766195297 46.47 0 2550.307118 3 850.774231 0.400399264 0.00034038 89.11683395ALLNHLDVGVGR 6 190358541 1xTMT6plex [N-Term] 1.544 1.8 1.875 4.277453423 31.81 0 1492.879727 3 498.2981873 0.188533325 9.38E-05 52.29311618YGEGDSLTLQQLK 4 190358541 2xTMT6plex [N-Term; K13] 1.31 1.373 3.196350098 8.27 0 1910.063513 3 637.3586426 -1.119866229 -0.000713005 59.84254307DQEEGVMEK 2 190358541 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 100 1.577322483 15.4 0 1538.777245 2 769.8910522 -1.570687259 -0.001208469 19.95676599193211480 SKIV2L2 superkiller viralicidic activity 2-like 2 23517 NP_056175.3 39.82725528 1 35 35 202 1042 117.729 6.52 1.53 1.66 1.55 1.58 Significant 0.000654 DVDFEGTDEPIFGK 6 193211480 2xTMT6plex [N-Term; K14] 1.551 1.304 1.496 4.368512154 35.03 0 2027.037358 3 676.3499756 -0.979144355 -0.000661587 66.15520295
VQSVETVEGCTHEVALPAEEDYLPLKPR 6 193211480 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C10] 1.596 1.568 0.871 11.26977444 45.16 0 3624.898368 4 906.9790039 -1.153882006 -0.001045676 71.05557555

EAIQCVDNNQSVLVSAHTSAGK 2 193211480 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C5] 1.452 4.729723454 36.49 0 2786.450712 3 929.4874878 -1.00553047 -0.000933954 46.58862392
MVEEVFSNAIDCLSDEDK 2 193211480 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C12] 1.235 4.343798161 22.72 0 2559.235876 3 853.7501831 0.046735202 3.99E-05 99.72589432

LGFATSSDVIEMK 6 193211480 2xTMT6plex [N-Term; K13] 1.263 1.693 1.982 4.839657784 70.2 0 1856.023957 2 928.5169067 1.390023309 0.001289958 71.93455329GEMQVVPVLVHLLSAISSVR 6 193211480 1xTMT6plex [N-Term] 3.424 3.488 2.356 7.233963013 55.95 0 2363.368202 3 788.4603882 -0.673259129 -0.000530386 113.352072IVIPNEESVVIYYK 12 193211480 2xTMT6plex [N-Term; K14] 1.556 1.788 1.694 4.261436939 41.62 0 2124.235664 2 1062.621216 -0.23968121 -0.00025457 82.30300512KLPQVEHVLPLLK 6 193211480 3xTMT6plex [N-Term; K1; K13] 1.625 1.648 1.606 5.037958145 18.43 1 2201.435257 4 551.1140747 -0.357771991 -0.000196903 76.83691907EYPFILDAFQR 12 193211480 1xTMT6plex [N-Term] 1.477 1.834 1.761 4.340717316 40.53 0 1627.868159 2 814.4373169 -0.492743182 -0.00040106 89.68993647VEEINPEYMLEK 16 193211480 2xTMT6plex [N-Term; K12] 1.88 2.051 1.512 4.177461624 57.81 0 1952.045086 2 976.5244141 -1.810795778 -0.001767377 73.3329565IEESITEDLSLADLMPR 10 193211480 1xTMT6plex [N-Term] 1.14 1.043 0.448 5.491866589 49.8 0 2161.125966 3 721.0464478 -0.544192379 -0.000392023 101.2627909KDCEAYALQMTK 4 193211480 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C3] 1.996 2.063 6.079857826 31.27 1 2145.165108 3 715.7267456 0.268331983 0.000191872 47.85284289
VKNEGDDFGWGVVVNFSK 6 193211480 3xTMT6plex [N-Term; K2; K18] 1.811 1.259 1.216 4.973811626 23.91 1 2684.465112 3 895.4932861 0.071790256 6.42E-05 79.79394931FPDGIPLLDPIDDMGIQDQGLK 6 193211480 2xTMT6plex [N-Term; K22]; 1xOxidation [M14] 1.298 1.105 1.329 4.17147541 46.35 0 2871.521417 3 957.843689 -1.707723801 -0.001634588 102.2106528FPDGIPLLDPIDDMGIQDQGLK 2 193211480 2xTMT6plex [N-Term; K22] 1.021 3.306426048 31.07 0 2855.526502 3 957.843689 -1.707723801 -0.001634588 102.2106528LTEQLAGPLR 6 193211480 1xTMT6plex [N-Term] 1.395 1.296 1.343 3.702717543 39.08 0 1326.794266 2 663.901123 0.530085009 0.000351657 51.13192342AIGNTELENK 12 193211480 2xTMT6plex [N-Term; K10] 1.52 1.212 1.293 4.45753479 44.8 0 1546.884093 2 773.9450684 -0.79686077 -0.000616326 38.46346035ETIEILFSEGLIK 6 193211480 2xTMT6plex [N-Term; K13] 1.334 1.396 1.322 4.110832691 29.31 0 1950.156351 3 650.7242432 0.935813268 0.000608327 103.0389078

QFAEWICHLHK 2 193211480 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.994 3.582442045 31.9 0 1927.041279 4 482.5163879 1.267600149 0.000610679 68.05813107
NFQPVIIFSFSK 2 193211480 2xTMT6plex [N-Term; K12] 2.474 3.203647852 17.64 0 1885.098777 3 629.0374756 -0.479243952 -0.000301141 99.47870278TVLQMDELK 4 193211480 2xTMT6plex [N-Term; K9] 1.654 0.835 3.757086039 51.62 0 1534.891486 2 767.9480591 -1.723135453 -0.001322413 60.02470602GIVILMVDEK 2 193211480 2xTMT6plex [N-Term; K10] 1.477 2.720781803 24.11 0 1574.959172 3 530.9898682 0.606071662 0.000321411 66.19484993LDFNTDEEK 4 193211480 2xTMT6plex [N-Term; K9] 1.564 1.563 3.686328888 28.89 0 1568.820824 2 784.9125977 -1.85175863 -0.001452539 48.53244263AQIAIDIK 6 193211480 2xTMT6plex [N-Term; K8] 1.254 1.624 1.054 3.784380436 40.6 0 1329.850608 2 665.4286499 -0.439715039 -0.000292378 66.42442999SFYQFQHYR 6 193211480 1xTMT6plex [N-Term] 1.685 1.819 1.814 3.842835426 22.33 0 1504.753464 3 502.2568054 1.594300876 0.000799677 42.18558476KAQIAIDIK 6 193211480 3xTMT6plex [N-Term; K1; K9] 2.268 1.504 1.264 3.557145834 6.67 1 1687.108503 3 563.0413818 0.645695171 0.000363119 56.46762288AIPGVVEK 6 193211480 2xTMT6plex [N-Term; K8] 1.606 1.72 1.633 3.024226189 34.74 0 1270.813494 2 635.9085083 -2.954177348 -0.001877104 50.32073597YCLPFLQPGR 6 193211480 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.396 1.12 3.410945177 21.58 0 1479.797972 2 740.4030151 0.52844608 0.000390997 71.86322974GIVILMVDEK 2 193211480 2xTMT6plex [N-Term; K10]; 1xOxidation [M6] 1.161 2.665437222 31.75 0 1590.954087 3 530.9898682 0.606071662 0.000321411 66.19484993VIFTSPIK 6 193211480 2xTMT6plex [N-Term; K8] 1.643 1.584 3.170558214 27.66 0 1362.876094 2 681.940979 -1.03680899 -0.000706521 66.91138017FPDGIPLLDPIDDMGIQDQGLKK 4 193211480 3xTMT6plex [N-Term; K22; K23] 100 100 3.754912138 11.39 1 3212.784397 3 1071.599243 -0.380083959 -0.000407043 107.1409705

QMQECAK 2 193211480 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.91 3.055265427 30.22 0 1352.706663 2 676.8565674 -0.594936358 -0.000402387 28.4922028
SIQEVQK 2 193211480 2xTMT6plex [N-Term; K7] 0.953 2.644597054 27.79 0 1289.782922 2 645.3956909 0.917143433 0.000591458 114.8993747NSATEAAKPAKPDEK 4 193211480 4xTMT6plex [N-Term; K8; K11; K15] 1.107 1.837 1.661 2.999536514 1.53 0 2473.443204 4 619.1164551 0.317986885 0.000196631 28.81528097DLRPVDNR 4 193211480 1xTMT6plex [N-Term] 1.507 1.615 3.236345291 8.4 0 1213.68505 3 405.2330627 -0.342038965 -0.000138376 18.98002453DAGDLAK 6 193211480 2xTMT6plex [N-Term; K7] 1.529 1.576 1.411 2.438800335 25.84 0 1147.672309 2 574.3399658 0.301253783 0.00017287 28.67131543NSEEQYNK 2 193211480 2xTMT6plex [N-Term; K8] 1.084 2.101693869 6.59 0 1469.763643 2 735.3858032 0.467099126 0.000343263 19.8339038545243501 BCL2L13 bcl-2-like protein 13 isoform a 23786 NP_056182.2 38.96907216 1 11 11 66 485 52.691 4.44 0.78 0.72 0.79 0.77 Significant 0.000819

ECTLETTVHASGWNK 4 45243501 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 1.007 0.904 4.572958469 27.35 0 2191.121774 3 731.0441895 -1.715345386 -0.001252844 47.5863446
LQEQHLSSPQGVQLDIASQSLDQEILLK 6 45243501 2xTMT6plex [N-Term; K28] 0.89 0.828 0.9 7.542743683 52.44 0 3575.968497 3 1192.664429 2.862523208 0.003412098 86.31675378AATTEPTEVEEVVPALEPTETLLSEK 10 45243501 2xTMT6plex [N-Term; K26] 0.716 0.666 0.697 6.296967506 66.29 0 3241.734306 3 1081.24646 -2.924106757 -0.003159726 90.78716574EPDTEVITVEK 6 45243501 2xTMT6plex [N-Term; K11] 0.675 0.649 0.791 4.057501793 42.53 0 1717.962403 2 859.4848633 0.02759228 2.37E-05 48.65509474EESLVEELSPASEK 12 45243501 2xTMT6plex [N-Term; K14] 0.536 0.901 0.731 5.0073843 55.41 0 2005.074138 2 1003.039246 -1.457830914 -0.00146153 61.45184826ALQMLLSQPVTYQAFR 10 45243501 1xTMT6plex [N-Term] 0.885 1.011 0.959 4.853561878 57.79 0 2095.157147 3 699.057312 0.112433168 7.85E-05 94.70397595ELQEALPEAPAPLLPHITATSLLGTR 8 45243501 1xTMT6plex [N-Term] 0.63 0.627 0.567 6.650159359 42.31 0 2967.671638 3 989.895752 0.358883834 0.000355016 95.08820941SSPATSLFVELDEEEVK 2 45243501 2xTMT6plex [N-Term; K17] 0.827 4.903737068 22.2 0 2338.242994 3 780.0863037 0.583405068 0.000454714 82.15102539SLDKEISEAFTSTGFDR 2 45243501 2xTMT6plex [N-Term; K4] 0.679 4.240029335 1.7 1 2361.233826 3 787.7495728 0.143552796 0.000112987 72.47738253



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

TEIEEELK 4 45243501 2xTMT6plex [N-Term; K8] 0.656 0.659 3.347859621 19.96 0 1448.824847 2 724.9161987 0.189305794 0.000137135 44.81903969VSQELKEPLHK 2 45243501 3xTMT6plex [N-Term; K6; K11] 0.829 0.972 3.770645142 1 1995.220572 4 499.5601196 -0.964176293 -0.000480936 45.0337915139995064 PANX1 pannexin-1 24145 NP_056183.2 13.61502347 1 5 5 29 426 48.019 6.01 1.32 1.13 1.17 1.21 Significant 0.00229 SEGYNDLSLYNLFLEENISEVK 4 39995064 2xTMT6plex [N-Term; K22] 3.296 1.379 5.34658432 40.5 0 3034.566118 3 1012.19397 0.407791308 0.00041249 104.3276219VYEILPTFDVLHFK 14 39995064 2xTMT6plex [N-Term; K14] 1.17 1.268 1.208 5.010005951 38.17 0 2179.256734 3 727.0898438 -0.805774727 -0.00058533 104.5073931FIMEELDK 4 39995064 2xTMT6plex [N-Term; K8] 0.822 0.918 3.298792839 25.18 0 1482.827824 2 741.9147949 -3.716079617 -0.002755153 72.00551454LELAVDK 4 39995064 2xTMT6plex [N-Term; K7] 1.297 1.272 2.690114498 35.5 0 1245.78186 2 623.394165 -0.647177408 -0.000403121 56.15185958MDVVDGK 3 39995064 2xTMT6plex [N-Term; K7] 1.627 1.189 2.375400782 9.34 0 1221.69133 2 611.3495483 0.401001198 0.00024495 38.2999949331742498 SUN2 SUN domain-containing protein 2 isoform b 25777 NP_056189.1 46.0251046 1 20 20 111 717 80.262 6.73 1.6 1.58 1.49 1.56 Significant 0.000472 RLEALAAEFSSNWQK 3 31742498 2xTMT6plex [N-Term; K15] 1.257 1.175 6.252196312 27.36 1 2208.217723 3 736.7428589 -1.675210649 -0.001233077 77.94100924VILQPDVHPGNCWAFQGPQGFAVVR 2 31742498 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.368 4.83524704 30.73 0 3021.571881 3 1007.859924 -2.204630915 -0.002220484 83.29475755RLEDQLAGLQQELAALALK 22 31742498 2xTMT6plex [N-Term; K19] 1.673 1.788 1.523 7.089406967 44.47 1 2538.501943 4 635.3808594 -0.132030626 -8.38E-05 109.501495DDVESQFPAWISQFLAR 12 31742498 1xTMT6plex [N-Term] 1.65 1.621 1.689 5.299321175 56.27 0 2238.139248 3 746.7175293 -0.542320759 -0.000404596 111.3639153FTYDQDGEPIQTFHFQAPTMATYQVVELR 2 31742498 1xTMT6plex [N-Term]; 1xOxidation [M20] 2.546474934 18.97 0 3677.778364 3 1226.595825 -1.479584555 -0.001813861 81.31430898DFAIFGFDEDLQQEGTLLGK 4 31742498 2xTMT6plex [N-Term; K20] 1.799 1.904 4.878744602 75.74 0 2701.412519 3 901.142334 -0.02586309 -2.33E-05 103.7779171QSSVAEEVGLLPQQIQAVR 2 31742498 1xTMT6plex [N-Term] 1.4 6.032473087 55.7 0 2281.271325 3 761.0944824 -1.065688394 -0.000810375 71.68596974IGLADYALESGGASVISTR 4 31742498 1xTMT6plex [N-Term] 1.583 1.484 4.998725891 75.91 0 2109.138914 3 703.7186279 1.145718306 0.000805493 75.31263667ILTNWGHPEYTCIYR 6 31742498 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.322 100 2.143 4.3107934 22.48 0 2152.084711 3 718.0334473 0.500764152 0.000359229 64.21221044DSSPHFQAEQR 6 31742498 1xTMT6plex [N-Term] 1.71 2.077 1.636 4.254699707 30.42 0 1530.749835 3 510.9217224 0.508865858 0.000259649 17.42084637SSLEELHGDANWGEDLR 2 31742498 1xTMT6plex [N-Term] 1.068 3.189755678 16.62 0 2157.040991 3 719.6838989 -1.783634466 -0.001282458 51.89813429AEHQQDSEDLFK 10 31742498 2xTMT6plex [N-Term; K12] 1.249 1.027 1.35 4.334151745 22.32 0 1904.975427 3 635.6616821 -2.589867151 -0.001644544 35.4368535SEWQSMTQESFQESSVK 2 31742498 2xTMT6plex [N-Term; K17] 1.158 4.639594555 19.11 0 2476.206625 3 826.0742798 0.670834757 0.000553708 58.19531846IRPTAVTLEHVPK 6 31742498 2xTMT6plex [N-Term; K13] 1.664 1.613 1.51 4.284433365 18.47 0 1919.184238 4 480.5523071 1.646952681 0.000790201 50.00458643IQEELSALR 6 31742498 1xTMT6plex [N-Term] 1.226 1.228 1.69 3.885552645 47.67 0 1287.746982 2 644.3764648 -1.031679762 -0.000664271 57.11984089KATEDFLGSSSGYSSEDDYVGYSDVDQQSSSSR 4 31742498 2xTMT6plex [N-Term; K1] 100 100 2.161440611 4.88 1 4011.825593 3 1337.94751 0.59411777 0.000794499 55.56507998ASQESEAR 6 31742498 1xTMT6plex [N-Term] 100 1.175 100 2.874538898 32.69 0 1106.563932 2 553.7852173 -0.69943513 -0.000386985 14.06751229EEMQAQLR 6 31742498 1xTMT6plex [N-Term] 1.746 1.663 1.746 3.209525108 38.58 0 1233.645887 2 617.3260498 -0.862825091 -0.00053221 23.92591762LTTAASLLDVFVLTR 2 31742498 1xTMT6plex [N-Term] 0.33 1.35437119 10.43 0 1849.099616 2 925.0532227 -0.241700066 -0.000223464 112.7913863RPDEGWEAR 4 31742498 1xTMT6plex [N-Term] 1.48 1.482 3.019634485 23.19 0 1344.685778 3 448.900116 0.012129518 5.44E-06 19.69164176225543166 SAMM50 sorting and assembly machinery component 50 homolog 25813 NP_056195.3 52.45202559 1 21 21 175 469 51.943 6.9 0.95 0.97 0.92 0.95 Significant 0.000235
ICDGVQFGAGIR 8 225543166 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.817 1.272 1.079 3.828663588 55.39 0 1521.804514 2 761.4055786 -0.415896675 -0.000316457 53.45886984VNQELAGYTGGDVSFIK 2 225543166 2xTMT6plex [N-Term; K17] 0.858 4.538530827 40.56 0 2256.227619 3 752.7442017 -4.240188114 -0.003188943 68.02397531GMSAEYSFPIWK 12 225543166 2xTMT6plex [N-Term; K12] 1.054 1.326 1.063 3.776114702 48.38 0 1873.992263 2 937.4979248 -1.969042614 -0.001844985 78.63347617GMSAEYSFPIWK 12 225543166 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.021 0.983 1.008 3.226728201 47.02 0 1889.987178 2 937.4979248 -1.969042614 -0.001844985 78.63347617LTGSYNTMVGNNEGSMVLGLK 4 225543166 2xTMT6plex [N-Term; K21] 0.931 0.81 4.245594501 34.83 0 2643.388629 3 881.8010864 0.029203933 2.57E-05 76.07478797SLEPLPSSGPDFGGLGEEAEFVEVEPEAK 12 225543166 2xTMT6plex [N-Term; K29] 0.893 0.912 0.876 5.216809273 56.88 0 3474.756832 4 869.4455566 1.025850922 0.000891146 88.76367376DVVVQHVHFDGLGR 14 225543166 1xTMT6plex [N-Term] 0.776 0.805 0.766 4.519954681 42.34 0 1806.981232 4 452.5003967 -0.816193279 -0.000368711 46.67306089THFFLNAGNLCNLNYGEGPK 2 225543166 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C11] 1.209 6.064464092 53.41 0 2724.396826 3 908.8045044 0.783235237 0.000711281 76.72012183

TKDDIIICEIGDVFK 18 225543166 3xTMT6plex [N-Term; K2; K15]; 1xCarbamidomethyl [C8] 0.99 1.053 1.19 5.936355114 36.76 1 2453.392859 3 818.4678345 -1.593271953 -0.001302974 92.53180099
VNQELAGYTGGDVSFIKEDFELQLNK 6 225543166 3xTMT6plex [N-Term; K17; K26] 1.13 1.077 6.290784359 36.19 1 3601.935689 3 1201.315186 -1.300869804 -0.001561883 96.42205549

LELNYCVPMGVQTGDR 6 225543166 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C6] 1.827 1.543 1.143 2.959281683 47.55 0 2097.030627 2 1049.017334 -1.542839293 -0.001617691 58.20170936VTGQFPWSSLR 10 225543166 1xTMT6plex [N-Term] 1.153 0.864 1.233 3.815757751 32.86 0 1506.826629 2 753.9159546 -1.324850699 -0.00099816 68.42319704VTFQFSYGTK 6 225543166 2xTMT6plex [N-Term; K10] 0.956 1.016 1.064 4.526346207 58.5 0 1635.914665 2 818.4608765 -0.115122333 -9.42E-05 64.97687126EDFELQLNK 8 225543166 2xTMT6plex [N-Term; K9] 0.784 0.891 0.85 3.858870745 42.24 0 1593.888844 2 797.447876 -0.231162215 -0.000184223 60.69383709NFSVNLYK 11 225543166 2xTMT6plex [N-Term; K8] 1.147 1.205 1.065 3.452900648 41.2 0 1442.840772 2 721.9245605 0.74364668 0.000536482 59.11977933FYLGGPTSIR 6 225543166 1xTMT6plex [N-Term] 1.246 0.953 1.145 3.0499053 40.45 0 1339.757152 2 670.3811035 -1.658508593 -0.001110999 58.67103749QEILENK 6 225543166 2xTMT6plex [N-Term; K7] 0.784 0.775 0.758 2.814021826 35.8 0 1331.793487 2 666.4001465 -0.353366535 -0.000235306 37.07715203ELGCLSR 4 225543166 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.839 1.338 2.283593893 24.92 0 1063.576746 2 532.2920532 0.079171826 4.21E-05 43.16124825TASFAVR 6 225543166 1xTMT6plex [N-Term] 0.91 1.033 1.035 2.801724195 33.99 0 980.5726463 2 490.7900391 0.158320753 7.76E-05 30.22724539NLIEVMR 4 225543166 1xTMT6plex [N-Term] 1.033 0.948 2.688400745 30.06 0 1103.644431 2 552.3254395 -0.750843049 -0.000414332 49.65965343ESGHSLK 4 225543166 2xTMT6plex [N-Term; K7] 1.097 1.137 2.529423714 23.98 0 1215.709757 3 405.9082336 0.321028709 0.000130093 18.54517597LPNLLGR 14 225543166 1xTMT6plex [N-Term] 1.007 0.984 1.056 2.224069118 21.94 0 1011.651231 2 506.3288879 -0.723244406 -0.000365836 66.65312765612339310 HECTD1 E3 ubiquitin-protein ligase HECTD1 25831 NP_056197.3 2.183908046 1 5 5 12 2610 289.187 5.35 1.04 1.31 1.32 1.22 Significant 0.00557
KVDATDASYPSVNTCVHYLK 2 612339310 3xTMT6plex [N-Term; K1; K20]; 1xCarbamidomethyl [C15] 1.057 4.800244331 16.72 1 2955.585304 4 739.6515503 -0.315598445 -0.000233195 53.59367036

KLIAVLESIER 2 612339310 2xTMT6plex [N-Term; K1] 1.307 3.936696768 40.37 1 1729.098777 3 577.0375366 -0.41658506 -0.000240106 92.10468985LVDLPISKPFFK 4 612339310 3xTMT6plex [N-Term; K8; K12] 1.305 1.315 3.3018682 15.68 0 2091.318496 3 697.7767334 -1.362104669 -0.000949532 95.20763636LQELVLK 2 612339310 2xTMT6plex [N-Term; K7] 1.061 2.729216576 28.62 0 1300.860444 2 650.9330444 -1.254648659 -0.000816061 65.96573583LEDILSR 2 612339310 1xTMT6plex [N-Term] 1.007 2.374300718 19.4 0 1074.63564 2 537.821167 -0.542505388 -0.000291498 53.00738511118498354 COG4 conserved oligomeric Golgi complex subunit 4 isoform 1 25839 NP_056201.2 22.43346008 1 13 13 54 789 89.444 5.21 0.98 1.06 1.08 1.04 Significant 0.000862 SLTELQELEAVYER 6 118498354 1xTMT6plex [N-Term] 1.044 1.023 0.986 4.433315754 46.58 0 1909.011588 2 955.0080566 -1.441436378 -0.001375859 77.65680506ELDPILTEVTLMNAR 7 118498354 1xTMT6plex [N-Term] 1.205 1.244 1.136 5.044475079 38.3 0 1944.067329 3 648.6939087 -0.080411711 -5.21E-05 91.03892556LSQMATILNLER 4 118498354 1xTMT6plex [N-Term] 0.979 1.186 4.635352612 53.09 0 1617.919543 2 809.4608154 -3.206989277 -0.002594325 82.73161326VTEILDYWGPNSGPLTWR 2 118498354 1xTMT6plex [N-Term] 1.018 4.312649727 30.73 0 2333.212748 3 778.4075928 -1.93837004 -0.001507543 101.2888624AEENLLMVLGTDMSDR 2 118498354 1xTMT6plex [N-Term] 0.887 3.944253445 28.11 0 2023.003743 3 675.0047607 -1.983972324 -0.001337861 91.4429485LSGVQQPSEGVGGGR 4 118498354 1xTMT6plex [N-Term] 0.887 0.996 4.373445511 44.38 0 1656.886663 2 828.9472046 0.283531576 0.00023489 30.04934552ELDALLEQQNTIESK 4 118498354 2xTMT6plex [N-Term; K15] 0.999 4.259185314 40.98 0 2189.206549 3 730.4075317 0.68208952 0.000497745 70.07736934IVETHQPIVETYYGPGR 6 118498354 1xTMT6plex [N-Term] 1.085 1.065 1.051 4.987698555 25.37 0 2188.159984 3 730.0577393 -0.602957084 -0.000439789 50.58855161FDSCLSDLAAVSNK 2 118498354 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 1.295 4.423351288 25.07 0 1985.041398 3 662.3516235 -0.544464479 -0.000360262 69.77624979
TLESDCTK 4 118498354 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 0.982 1.116 3.20119381 27.42 0 1411.750302 2 706.3788452 0.079362255 5.60E-05 24.28757956LLQEAEQR 6 118498354 1xTMT6plex [N-Term] 0.869 1.215 1.01 2.905400038 20.29 0 1215.689467 2 608.3492432 1.433703403 0.000871469 33.42327992GQLTSSMVDDVFYIVK 1 118498354 2xTMT6plex [N-Term; K16] 1.073 2.928946257 0 2260.229927 3 754.0834961 2.658247809 0.00200275 101.6283633GIESTDEAK 6 118498354 2xTMT6plex [N-Term; K9] 0.521 0.64 0.92 1.952495098 9.52 0 1407.773145 2 704.3890991 -1.579613747 -0.001111869 109.350025549472828 YIPF3 protein YIPF3 25844 NP_056203.2 13.14285714 1 3 3 16 350 38.223 5.76 1.32 1.39 1.2 1.3 Significant 0.00181 LREEEVDADAADAAAAEEEDGEFLGMK 6 49472828 2xTMT6plex [N-Term; K27] 1.459 2.766 2.253 5.386520386 44.61 1 3339.593866 3 1113.869629 0.140010663 0.00015586 69.93564817LLESMIPIK 8 49472828 2xTMT6plex [N-Term; K9] 1.206 1.205 1.167 3.424487114 33.45 0 1501.942794 2 751.4736328 -1.867391362 -0.001402357 89.14873592DIPAMLPAAR 2 49472828 1xTMT6plex [N-Term] 1.548 2.916659832 40.25 0 1283.734309 2 642.3686523 -3.334367923 -0.002140221 54.77992253331284125 EP400 E1A-binding protein p400 57634 NP_056224.3 0.992635287 1 2 2 6 3123 339.612 9.16 1.55 1.57 1.19 1.44 Significant 0.00731 VAFVIPPVVAAPPSLR 4 331284125 1xTMT6plex [N-Term] 1.548 1.573 4.783327103 45.79 0 1862.146506 3 621.3867798 -0.386760402 -0.000240068 97.87679095DIADVTAVAEAILPK 2 331284125 2xTMT6plex [N-Term; K15] 1.19 3.317182302 22.35 0 1984.173064 3 662.0628662 0.49464577 0.000327154 103.9172911

194248088 SUMF2 sulfatase-modifying factor 2 isoform b precursor 25870 NP_056226.2 23.4375 1 6 6 37 320 35.914 9.19 1.05 1.04 0.98 1.02 Significant 0.000456 GASWIDTADGSANHR 2 194248088 1xTMT6plex [N-Term] 1.019 3.131765366 14.48 0 1786.86699 3 596.2932129 -1.065830941 -0.000634833 31.99589313EATVKPFAIDIFPVTNK 5 194248088 3xTMT6plex [N-Term; K5; K17] 1.558 1.293 1.481 4.266518593 19.67 0 2577.525922 3 859.8457642 -1.234753647 -0.00106087 89.73514986SVLWWLPVEK 18 194248088 2xTMT6plex [N-Term; K10] 1.174 1.028 100 3.367060184 28.73 0 1715.029635 3 572.3478394 -0.390671729 -0.000223338 102.7517114LPTEEEWEFAAR 4 194248088 1xTMT6plex [N-Term] 0.955 0.959 4.188293457 25.39 0 1706.858717 2 853.9325562 -0.516173544 -0.000440518 63.91878841FLMGTNSPDSR 2 194248088 1xTMT6plex [N-Term] 0.845 3.971968651 29.53 0 1453.73068 2 727.3686523 -0.448159008 -0.000325751 44.27878632QPAGPGSGIR 6 194248088 1xTMT6plex [N-Term] 1.019 1.048 1.009 3.065412998 25.6 0 1168.663586 2 584.835022 -0.7008815 -0.000409547 20.08441915229892270 DCAF13 DDB1- and CUL4-associated factor 13 25879 NP_056235.4 15.07537688 1 7 7 44 597 67.508 9.29 1.35 1.36 1.42 1.38 Significant 0.000252 MDGPGYGDEEEPLHTILGK 6 229892270 2xTMT6plex [N-Term; K19] 1.307 1.069 1.573 4.985209942 41.16 0 2516.274311 3 839.4287109 -1.085357621 -0.000910352 67.69733233FNPIETFLLGSCASDR 13 229892270 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.391 1.358 1.438 4.628992081 32.63 0 2056.037092 3 686.0178223 0.885979578 0.000607202 101.7337618
FCGTSFFTVGDDK 4 229892270 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.398 1.196 3.447476387 30.01 0 1938.967171 2 969.989502 2.350037855 0.002278323 71.2550404SIYSQIQEQR 6 229892270 1xTMT6plex [N-Term] 1.941 1.391 1.679 3.771108389 42.51 0 1480.795723 2 740.9022217 0.975232001 0.00072206 35.6746372EFVSASFDK 6 229892270 2xTMT6plex [N-Term; K9] 1.316 1.779 1.615 3.31186676 38.99 0 1487.814616 2 744.40979 -1.554509446 -0.001156411 53.90501954HSKPGSVPLVSEK 5 229892270 3xTMT6plex [N-Term; K3; K13] 1.275 1.409 1.388 4.615037918 10.89 0 2052.242036 4 513.8165283 1.095061504 0.000561833 38.85181654TIQAHEGFVR 4 229892270 1xTMT6plex [N-Term] 1.231 1.071 3.96355772 27.59 0 1386.769114 3 462.9254761 -5.220095595 -0.002413022 42.28350173218749843 TMEM186 transmembrane protein 186 25880 NP_056236.2 10.3286385 1 2 2 12 213 24.877 9.86 0.9 0.92 0.92 0.91 Significant 0.0000533 FTQVFGVHQMLK 6 218749843 2xTMT6plex [N-Term; K12]; 1xOxidation [M10] 0.743 0.762 0.838 2.820822477 14.85 0 1909.076996 3 637.0288696 -2.587843912 -0.001646798 58.55648476VAHLNFWGWR 6 218749843 1xTMT6plex [N-Term] 1.097 1.143 1.243 2.82794857 6.69 0 1514.821818 3 505.6112671 -1.696793931 -0.00085678 68.4794107

20357568 AASDHPPT L-aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl transferase 60496 NP_056238.2 42.07119741 1 11 11 69 309 35.753 6.8 1.07 1.02 0.94 1.01 Significant 0.0014
LFLDGEEEKEWAFEESK 6 20357568 3xTMT6plex [N-Term; K9; K17] 0.732 0.745 0.622 4.068138123 12.1 1 2773.453939 3 925.1529541 -3.472011985 -0.003209822 79.84987821LEFDLSPLNLDIGQVYK 8 20357568 2xTMT6plex [N-Term; K17] 1.223 1.103 1.051 4.726072311 33.19 0 2422.363384 3 808.1255493 -0.532125275 -0.000429667 106.0690502GSIPEFFHIMK 6 20357568 2xTMT6plex [N-Term; K11] 0.864 1.074 0.995 3.819486856 31.56 0 1763.991869 3 588.6699219 1.895289348 0.001114425 85.47076675HQDVPSQDDSKPTQR 10 20357568 2xTMT6plex [N-Term; K11] 0.906 0.927 0.782 4.749429226 12.98 0 2196.140929 4 549.7902832 -0.740329311 -0.000406467 17.16712768IDEHHFVAVALR 6 20357568 1xTMT6plex [N-Term] 0.931 0.889 0.961 3.708753109 31.77 0 1635.916841 4 409.7345581 -0.26790367 -0.000109567 47.47879369WAFSCGTWLPSR 6 20357568 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.145 1.41 1.497 4.450382233 40.29 0 1696.846713 2 848.9249268 -2.437329397 -0.002067887 75.2727269SFKDEWTQLDMFYR 4 20357568 2xTMT6plex [N-Term; K3] 1.162 0.896 3.907776356 21.14 1 2324.17856 3 775.397522 -0.235469013 -0.000182424 81.67916462AEWLLAVR 8 20357568 1xTMT6plex [N-Term] 1.32 0.835 0.954 3.243113041 28.73 0 1186.714559 2 593.8605347 -0.646056001 -0.000383342 66.60613947LNIPWNHIR 8 20357568 1xTMT6plex [N-Term] 0.855 1.303 0.908 3.305634022 30.37 0 1391.810919 3 464.6075745 -1.975262077 -0.000916397 60.80651389GKPVLAK 5 20357568 3xTMT6plex [N-Term; K2; K7] 1.752 1.298 1.138 2.498702288 15.46 0 1399.960382 3 467.3242493 -1.562699412 -0.000729239 38.23491763IGQFVFAR 2 20357568 1xTMT6plex [N-Term] 1.181 1.931902289 2.23 0 1166.688345 2 583.8474731 -0.578570053 -0.000337505 63.88092488103471997 POLR1A DNA-directed RNA polymerase I subunit RPA1 25885 NP_056240.2 16.04651163 1 17 18 60 1720 194.687 7.03 1.3 1.65 1.55 1.5 Significant 0.00478

QVVSTLLINIIPEDHIPLNLSGK 4 103471997 2xTMT6plex [N-Term; K23] 2.437 2.088 5.98151207 30.34 0 2971.759614 4 743.6949463 -0.55810495 -0.000414638 110.0967613DSDGSVVQFLYGEDGLDIPK 6 103471997 2xTMT6plex [N-Term; K20] 1.608 1.76 1.853 4.881294727 23.75 0 2612.349584 3 871.4542236 -0.561299901 -0.000488771 90.83764581AALNLPEAASYDEVR 6 103471997 1xTMT6plex [N-Term] 1.519 1.909 1.826 4.693443775 74.92 0 1847.970058 2 924.4862671 -2.597666716 -0.002400205 57.96452688FLTGIKPPEFFFHCMAGR 2 103471997 2xTMT6plex [N-Term; K6]; 1xCarbamidomethyl [C14] 2.476 5.712886333 29.09 0 2613.387448 4 654.1017456 -0.878177527 -0.000573755 92.97690561VLEVGALQAVYELER 6 103471997 1xTMT6plex [N-Term] 1.408 1.45 1.429 4.53794384 42.48 0 1918.084694 3 640.0339966 1.429919181 0.000914235 93.29825895EVCSTCVQDFSNCSGHLGHIELPLTVYNPLLFDK 2 103471997 2xTMT6plex [N-Term; K34]; 3xCarbamidomethyl [C3; C6; C13] 100 3.196474314 11.51 0 4408.18162 4 1102.799561 -1.181283565 -0.001301828 99.86399413
DSEPLGIEEAQIGK 2 103471997 2xTMT6plex [N-Term; K14] 1.486 4.367462635 39.04 0 1944.068993 2 972.5384521 0.32659174 0.000317458 55.71472889

AEAYVLACTDQQYLVPK 2 103471997 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C8] 1.813 3.460246801 21.75 0 2427.299404 3 809.7683105 -3.71819371 -0.00300839 71.49491899
LPEEVATPTTDEEKDSLIAIDR 2 103471997 2xTMT6plex [N-Term; K14] 1.841 5.038409233 25.42 1 2900.550468 3 967.5240479 2.455363134 0.002373968 66.41324165GGTGLFELK 2 103471997 2xTMT6plex [N-Term; K9] 0.826 2.645215273 18.87 0 1379.829872 2 690.4180908 -0.701143956 -0.00048373 64.15236932LTITFPAMVHR 6 103471997 1xTMT6plex [N-Term] 1.135 1.315 1.512 4.439486027 37.1 0 1514.871471 3 505.6292114 1.063065333 0.000536802 69.54815208EGLVDTAVK 4 103471997 2xTMT6plex [N-Term; K9] 1.1 1.207 4.036774635 52.22 0 1389.835352 2 695.421814 0.719200074 0.000499785 45.5827982

SPSACLVVGK 6 103471997 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.427 1.915 1.778 3.902148962 36.65 0 1475.865606 2 738.4348755 -2.122126448 -0.001565987 48.15909718
FQFLPHAYYQQEK 2 103471997 2xTMT6plex [N-Term; K13] 1.301 3.254564285 2.98 0 2157.153332 3 719.7254639 3.943521973 0.002835594 65.00853723LLMESIK 2 103471997 2xTMT6plex [N-Term; K7] 1.626 3.363942146 32.77 0 1291.805966 2 646.4058228 -1.236325137 -0.000798546 64.07418437SLPCFEPYEFTPR 2 103471997 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 3.148 3.553427696 32.18 0 1871.919937 2 936.4634399 -0.17831809 -0.000166899 72.25773994DLDNAGELGR 2 103471997 1xTMT6plex [N-Term] 0.859 1.871549845 3.27 0 1288.66946 2 644.8381348 -0.362101194 -0.000233314 30.75231766LTYPQPVTPWNVQELR 2 103471997 1xTMT6plex [N-Term] 1.451 3.360744476 1.94 0 2170.185805 3 724.065918 -1.199940459 -0.000868031 77.603920057661566 INTS7 integrator complex subunit 7 isoform 1 25896 NP_056249.1 10.6029106 1 6 6 24 962 106.766 8.02 1.4 1.32 1.46 1.39 Significant 0.000846

GIASLTAASTPLNPLSFQCEFVK 6 7661566 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C19] 1.589 2.746 6.847111702 36.99 0 2909.584686 3 970.5317993 -1.320326162 -0.001280534 103.3835658
ISEMIQGLATPVDLK 4 7661566 2xTMT6plex [N-Term; K15] 1.485 1.31 4.703690529 44.12 0 2073.202984 3 691.737854 -1.917356049 -0.001325023 97.61857528GRPHLSQSVVETLLTQLHSAQDAAR 2 7661566 1xTMT6plex [N-Term] 1.142 6.008624077 28.93 0 2943.596181 5 589.5246582 -0.678318034 -0.000399339 83.08616221TSPPPAIATTIAMTLGNDLQR 4 7661566 1xTMT6plex [N-Term] 1.013 4.31461668 26.66 0 2397.300911 3 799.7718506 0.036636124 2.93E-05 101.7143497ILNVDEFVK 6 7661566 2xTMT6plex [N-Term; K9] 1.312 1.719 1.366 3.823388577 50.11 0 1534.924501 2 767.9664307 0.7059879 0.000541819 78.66753999

DFAVGICNK 2 7661566 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.667 3.691494703 28.37 0 1481.818656 2 741.4121094 -1.156700243 -0.00085701 51.43688425262359929 AHCTF1 protein ELYS 25909 NP_056261.4 10.9010989 1 16 16 52 2275 253.303 6.64 1.18 1.34 1.12 1.21 Significant 0.00292 VAIAENLLDVIK 10 262359929 2xTMT6plex [N-Term; K12] 1.101 1.606 1.162 4.908242702 66.76 0 1756.098443 2 878.5529175 0.065930779 5.79E-05 103.0031009AILLPDLSEPNNEPLFSPASEVPR 6 262359929 1xTMT6plex [N-Term] 1.17 1.474 1.76 5.079383373 40.23 0 2834.51374 3 945.512085 2.808821386 0.002653881 94.69567936
DLLVAAEAFSELNHLSPVQGTEASLCAPSVYEGK 4 262359929 2xTMT6plex [N-Term; K34]; 1xCarbamidomethyl [C26] 0.876 100 7.450867176 63.84 0 4061.094167 4 1016.025452 -3.494311826 -0.003547682 111.8625765

WNPDCLMIDGLVSQLGER 4 262359929 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.828 1.066 4.811037064 49.29 0 2332.162703 3 778.0586548 -0.553964151 -0.000430645 104.4608156ASELHLLETPLVVK 2 262359929 2xTMT6plex [N-Term; K14] 1.235 4.782276154 47.42 0 2007.225434 3 669.7440186 -3.95145249 -0.002643819 79.20633078ESAWSPPPIEIR 4 262359929 1xTMT6plex [N-Term] 0.9 1.076 4.501646996 42.19 0 1610.873973 2 805.9386597 -2.439796116 -0.001965102 63.26798445ELVSDLSSQFVISPPALR 3 262359929 1xTMT6plex [N-Term] 1.154 1.223 3.374372959 18.2 0 2187.22225 3 729.744873 -0.998467063 -0.000727956 90.55378116LPISDSPPDTQEIHVIEQEK 2 262359929 2xTMT6plex [N-Term; K20] 1.396 4.317824841 21.3 0 2733.471096 3 911.8280029 -0.600142046 -0.000546824 73.91511213LISPLASPADGVK 4 262359929 2xTMT6plex [N-Term; K13] 1.056 1.081 3.719409943 35.71 0 1726.051492 2 863.5250854 -4.981370255 -0.004299051 65.07639492AANTATEEK 2 262359929 2xTMT6plex [N-Term; K9] 1.257 3.676889896 33.85 0 1392.77348 2 696.8898315 -0.784954681 -0.000546632 19.02943319AKPYHLSTSSVFR 2 262359929 2xTMT6plex [N-Term; K2] 1.024 3.11634779 8.33 0 1951.116552 4 488.5353088 1.462383966 0.00071332 44.29873515WIPGAADDSKLEVFTTPK 2 262359929 3xTMT6plex [N-Term; K10; K18] 2.508 2.781050444 5.55 1 2662.505915 3 888.1723633 -1.268735679 -0.001126005 79.24707913ESVDLPEEK 2 262359929 2xTMT6plex [N-Term; K9] 1.142 3.508857965 38.37 0 1503.83066 2 752.4181519 -1.085966064 -0.000816555 39.94159836ANYVPALK 2 262359929 2xTMT6plex [N-Term; K8] 1.063 2.057291985 18.26 0 1333.824393 2 667.4155884 -0.369675491 -0.000246541 50.60869716SLPSSSQLK 2 262359929 2xTMT6plex [N-Term; K9] 1.059 2.586770058 9.07 0 1404.846251 2 702.925415 -1.920005035 -0.001348656 51.80380829STNLDASENTGNKQDDK 1 262359929 3xTMT6plex [N-Term; K13; K17] 1.922 1.373993993 1 2524.3094 3 842.1071167 -1.031055204 -0.000867567 27.24545659
186659512 CAMSAP1 calmodulin-regulated spectrin-associated protein 1 157922 NP_056262.3 1.622971286 1 3 3 12 1602 177.861 6.73 0.89 0.79 0.7 0.79 Significant 0.00475

EVLDASVK 6 186659512 2xTMT6plex [N-Term; K8] 0.889 0.755 0.701 3.096005201 29.17 0 1318.798238 2 659.90271 -0.071798795 -4.73E-05 43.79229584AEDELAK 2 186659512 2xTMT6plex [N-Term; K7] 1.12 2.302398443 3.92 0 1233.709089 2 617.3574219 -1.233297229 -0.000760765 30.32344926SIQGEDIPDQR 4 186659512 1xTMT6plex [N-Term] 0.421 0.587 3.00741291 7.27 0 1486.769902 2 743.8883667 -0.299294169 -0.000222491 28.0854344939930355 DPCD protein DPCD 25911 NP_056263.1 20.19704433 1 4 4 16 203 23.225 9.03 1.16 1.16 1.05 1.12 Significant 0.00106 EVVVAESELQK 6 39930355 2xTMT6plex [N-Term; K11] 1.031 1.239 0.995 4.119307041 69.99 0 1688.983472 2 844.9938354 -1.822452151 -0.001539046 50.18198426DVYSVSVDQK 6 39930355 2xTMT6plex [N-Term; K10] 1.175 0.888 3.656097889 44.75 0 1597.883758 2 799.4452515 -0.332984367 -0.000266035 43.57009378KVHYLFPDGK 2 39930355 3xTMT6plex [N-Term; K1; K10] 1.083 2.936476231 13.27 1 1891.140866 4 473.5410461 0.787392594 0.000372268 49.36024171ESNANPIFMR 2 39930355 1xTMT6plex [N-Term] 1.057 2.920198202 9.49 0 1407.7252 2 704.3640137 -3.160834408 -0.002224793 42.15738806166197706 THUMPD3 THUMP domain-containing protein 3 25917 NP_056268.2 11.04536489 1 5 5 18 507 56.967 6.37 1.14 1.19 1.2 1.18 Significant 0.000249 DFGGAVQDYFK 4 166197706 2xTMT6plex [N-Term; K11] 1.309 1.013 4.666342258 43.21 0 1704.899743 2 852.9528809 -0.737703936 -0.000628856 65.55105858TPQAFVHPSEQDGER 6 166197706 1xTMT6plex [N-Term] 0.927 1.3 0.927 4.075857639 20.68 0 1926.950719 3 642.9884644 0.062449135 4.01E-05 29.65968273AVLLTQDTK 2 166197706 2xTMT6plex [N-Term; K9] 1.103 3.05219388 45.68 0 1446.893201 2 723.9491577 -1.494333038 -0.00108107 48.54343434EEVLKDFEDLAGK 4 166197706 3xTMT6plex [N-Term; K5; K13] 1.209 1.958 3.173854113 15.46 1 2180.241761 3 727.4185791 -0.264711613 -0.000192378 80.00846434LPWSNPLK 2 166197706 2xTMT6plex [N-Term; K8] 1.091 2.439786196 15.53 0 1412.866592 2 706.937439 0.714108248 0.00050447 68.65176133862669351 NELFB negative elongation factor B 25920 NP_056271.3 16.87898089 1 9 9 36 628 70.013 6.04 1.28 1.18 1.21 1.22 Significant 0.000586 ALEPTGQSGEAVK 6 862669351 2xTMT6plex [N-Term; K13] 1.262 1.144 1.342 5.350697517 84.73 0 1744.984535 2 872.9971313 1.404657327 0.001225553 44.94501184QIWQDNQALFGDEVSPLLK 4 862669351 2xTMT6plex [N-Term; K19] 1.367 1.322 5.724006176 28.57 0 2659.449573 3 887.1556396 1.050166674 0.000930955 93.50162381ELQGFLDGVK 4 862669351 2xTMT6plex [N-Term; K10] 1.227 1.349 3.621945143 49.85 0 1563.914665 2 782.4616089 0.816229598 0.000638257 77.31393368LEFHQSVFDELR 6 862669351 1xTMT6plex [N-Term] 1.095 0.981 0.974 4.537116051 38.94 0 1748.9169 3 583.6442871 0.804942833 0.000469259 62.30580567APVSYPNTLPESFTK 2 862669351 2xTMT6plex [N-Term; K15] 1.487 3.968163252 39.71 0 2109.163227 2 1055.086914 1.575987556 0.001662007 66.39319075ASGVSAAAPGER 6 862669351 1xTMT6plex [N-Term] 100 1.394 100 3.039912939 32.83 0 1301.701094 2 651.3531494 -1.591626438 -0.001035911 19.71628197MEVELITR 4 862669351 1xTMT6plex [N-Term] 1.538 1.205 2.808101177 30.94 0 1219.691775 2 610.3488159 -1.164043319 -0.000709887 53.78334927VSAIASEGK 2 862669351 2xTMT6plex [N-Term; K9] 1.091 2.458643675 3.67 0 1319.793487 2 660.4000854 -0.449071441 -0.000296341 34.53150905NVHYCTLR 2 862669351 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.308 2.55732584 3.53 0 1291.677857 3 431.2305298 -0.635200586 -0.000273492 22.9749155519923424 MTMR9 myotubularin-related protein 9 66036 NP_056273.2 5.100182149 1 2 2 6 549 63.421 6.39 1.22 1.27 1.38 1.29 Significant 0.00134
EFAVCPSYPPIVTVPK 4 19923424 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 1.218 1.375 3.662431717 19.12 0 2262.260833 3 754.7550049 -4.584772635 -0.003457317 81.05389723EWLQAGHPFQQR 2 19923424 1xTMT6plex [N-Term] 1.272 2.322157383 0.19 0 1725.902253 3 575.9727783 0.885543161 0.000509454 46.8955858545827806 ATL3 atlastin-3 isoform 1 25923 NP_056274.3 44.9168207 1 15 16 122 541 60.503 5.66 1.1 1.11 1.1 1.1 Significant 0.00000913 DLDVVVVSVAGAFR 8 45827806 1xTMT6plex [N-Term] 1.202 1.099 4.087346554 28.72 0 1675.958037 2 838.4818115 -1.008630937 -0.000845212 96.41086566SMLQATAEANNLAAAASAK 6 45827806 2xTMT6plex [N-Term; K19] 1.023 0.962 6.261979103 57.59 0 2291.242951 3 764.4126587 -8.522966005 -0.006509395 67.91807232ESGHSNWLGDPEEPLTGFSWR 6 45827806 1xTMT6plex [N-Term] 1.138 1.28 1.908 6.777943611 32.75 0 2630.247295 3 877.418457 -2.462607323 -0.002159089 73.98527809GADDAMESSKPGPVQVVLVQK 6 45827806 3xTMT6plex [N-Term; K10; K21] 1.546 1.042 100 5.878353119 19.34 0 2842.59514 3 948.2014771 -1.851226572 -0.001754096 64.39269781ELGGAIDFGAAYVLEQASSHIGNSTQATVR 10 45827806 1xTMT6plex [N-Term] 0.958 100 6.681993008 44.94 0 3291.680698 4 823.6721191 -4.268882309 -0.003512949 100.3534739GGSDPETTGIQIWSEVFTVEKPGGK 8 45827806 3xTMT6plex [N-Term; K21; K25] 1.036 0.816 1.249 6.642102718 40.3 0 3306.782483 4 827.4514771 0.482436669 0.000398828 99.57546613

DIYYNNMEEVCGGEKPYLSPDILEEK 24 45827806 3xTMT6plex [N-Term; K15; K26]; 1xCarbamidomethyl [C11] 1.116 0.805 1.005 6.13079977 52.12 0 3792.89554 4 948.9783936 -1.000808277 -0.00094899 80.65229356
EQLQALIPYVLNPSK 2 45827806 2xTMT6plex [N-Term; K15] 1.103 4.211914063 18.55 0 2171.284011 3 724.4337769 1.273903548 0.000922002 97.49733466IYQGEDLPHPK 6 45827806 2xTMT6plex [N-Term; K11] 1.046 1.148 1.164 3.683713198 39.11 0 1754.984141 3 585.6654663 -1.307951545 -0.000765145 42.58408218EHQHEEIQNVR 12 45827806 1xTMT6plex [N-Term] 1.117 1.099 1.067 4.462574959 33.81 0 1647.840047 4 412.7156067 0.333714315 0.000137477 15.67460996SFILDFMLR 8 45827806 1xTMT6plex [N-Term] 1.62 1.234 3.79480958 48.52 0 1370.77036 2 685.8883057 -0.747719607 -0.000512476 104.715036DQHSFELDEK 16 45827806 2xTMT6plex [N-Term; K10] 1.149 1.198 1.12 4.15571928 25.07 0 1705.879736 3 569.2976685 -0.752373617 -0.00042782 35.67702577YQQELEEEIK 2 45827806 2xTMT6plex [N-Term; K10] 0.959 2.292351007 15.24 0 1766.957652 2 883.9817505 -0.807689667 -0.000713577 53.37554873LKDIAGEFK 6 45827806 3xTMT6plex [N-Term; K2; K9] 1.017 1 0.948 2.995125294 12.43 1 1708.061218 3 570.0247192 -0.944863766 -0.000537962 60.77910421DAVVGRPSMDK 4 45827806 2xTMT6plex [N-Term; K11] 0.732 0.979 1.081 2.244325161 6.26 0 1632.914347 3 544.9763184 0.033558481 1.83E-05 31.3879281DAVVGRPSMDKK 2 45827806 3xTMT6plex [N-Term; K11; K12] 1.65 1.472 2.825593948 1 1990.172242 4 498.2982483 -0.542016371 -0.000269676 40.943478421361468 NOL11 nucleolar protein 11 isoform 1 25926 NP_056277.2 8.76216968 1 5 5 26 719 81.072 6.07 1.42 1.43 1.32 1.39 Significant 0.000638 ILSVQGTEPLVLFK 6 21361468 2xTMT6plex [N-Term; K14] 1.47 1.598 1.267 5.095417976 49.04 0 2002.23527 3 668.083374 0.149093524 9.95E-05 98.32164418GLEALLADPQQK 12 21361468 2xTMT6plex [N-Term; K12] 1.312 1.142 1.404 3.698180914 49.05 0 1741.026006 2 871.0160522 -0.676622755 -0.000589009 69.18682686

ESTSCPVVQK 4 21361468 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.549 1.596 3.874005079 41.69 0 1592.871814 2 796.9400635 0.650719735 0.000518257 28.67909234
QTPDFHTVIGDTVTGLLER 2 21361468 1xTMT6plex [N-Term] 1.144 4.180402756 13.31 0 2328.239691 3 776.7520752 0.851152029 0.000660562 85.18426913SFTASVDR 2 21361468 1xTMT6plex [N-Term] 1.579 2.910632849 29.07 0 1111.594504 2 556.2999878 -1.62365328 -0.000902422 40.89679024157739942 GEMIN5 gem-associated protein 5 isoform 1 25929 NP_056280.2 22.34748011 1 26 26 103 1508 168.483 6.62 1.2 1.33 1.41 1.31 Significant 0.00216 TLSVEPSQQLDTASTEETDPETSQPEPNRPSELDLR 6 157739942 1xTMT6plex [N-Term] 1.013 1.341 4.732383728 14.99 0 4226.042178 4 1057.266968 0.914139894 0.000965798 56.34967114

VSGFTFSHHPGQYNLCATSSDDGTVK 6 157739942 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C16] 1.681 1.334 1.342 5.562214375 35.58 0 3270.588996 4 818.4026489 -0.070435898 -5.76E-05 54.8157351VIGELVGHTER 4 157739942 1xTMT6plex [N-Term] 1.178 1.619 4.650537491 61.6 0 1438.821543 3 480.2784424 -0.534869363 -0.000256527 45.67027806VGPGAGESPGTPPFR 4 157739942 1xTMT6plex [N-Term] 1.249 1.099 4.714083672 51.66 0 1654.875036 2 827.9414063 0.302355156 0.00025018 41.76031706IMALGNEDGSIEIFQIPNLK 2 157739942 2xTMT6plex [N-Term; K20] 1.391 4.581791401 49.96 0 2660.473345 3 887.4957886 -0.200064904 -0.000177422 105.1008331IMALGNEDGSIEIFQIPNLK 2 157739942 2xTMT6plex [N-Term; K20]; 1xOxidation [M2] 1.184 3.44654727 32.6 0 2676.46826 3 887.4957886 -0.200064904 -0.000177422 105.1008331TVAEVQETLAEMIR 2 157739942 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.175 4.161289692 42.14 0 1834.97818 2 909.9953613 0.09940512 9.04E-05 95.07853252TVAEVQETLAEMIR 14 157739942 1xTMT6plex [N-Term] 1.269 1.162 0.582 4.9287076 54.01 0 1818.983265 2 909.9953613 0.09940512 9.04E-05 95.07853252TVIESSPESPVTITEPYR 2 157739942 1xTMT6plex [N-Term] 2.498 3.697184801 32.99 0 2234.175359 2 1117.589478 -1.647414049 -0.001840306 55.81112811SLLPLSTSLDHR 2 157739942 1xTMT6plex [N-Term] 0.786 3.404225349 23.61 0 1567.900522 3 523.305603 1.105824003 0.000577941 56.87866451ELNEDVSADVEER 4 157739942 1xTMT6plex [N-Term] 1.175 1.116 4.142194271 41.96 0 1733.839103 2 867.4255371 2.707430431 0.002347124 35.8981093YKLPVHTEISWK 6 157739942 3xTMT6plex [N-Term; K2; K12] 1.555 1.504 1.49 3.787239552 22.61 1 2188.309722 4 547.833313 0.777021236 0.000425091 61.18970387LSGEAFDINK 2 157739942 2xTMT6plex [N-Term; K10] 0.886 3.11078167 22.23 0 1551.878279 2 776.4416504 -1.453051299 -0.001127479 57.13933387SLEAFFLYGR 2 157739942 1xTMT6plex [N-Term] 1.485 3.55354476 31.02 0 1431.783367 2 716.3954468 0.174471008 0.000124902 87.96492022SIFSLDTPEQYQEAFQK 4 157739942 2xTMT6plex [N-Term; K17] 0.01 1.148 3.702012539 18.06 0 2489.296426 3 830.4369507 -0.051214961 -4.25E-05 82.89993723
GCYLATGSK 4 157739942 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.404 1.466 3.423027039 36.92 0 1414.776457 2 707.8911133 -1.065226589 -0.000753529 33.41490839NDSQHLFIEPR 2 157739942 1xTMT6plex [N-Term] 1.76 3.52235961 8.51 0 1584.833171 3 528.9487305 -0.967031595 -0.000510861 34.03800408FHLGLFTDR 2 157739942 1xTMT6plex [N-Term] 1.318 2.747573376 24.72 0 1334.741837 3 445.5854492 -0.031701823 -1.41E-05 61.97092989QLCFQDQYVK 2 157739942 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.979 2.564194918 5.51 0 1786.956212 2 893.9831543 1.57802062 0.001409927 54.3182156
EKPETLIK 6 157739942 3xTMT6plex [N-Term; K2; K8] 0.952 1.647 0.856 2.505507708 5.21 0 1645.050319 3 549.0213013 -0.588894695 -0.00032292 43.61323633DGHYAVAAK 2 157739942 2xTMT6plex [N-Term; K9] 1.063 2.993031263 24.63 0 1389.78907 3 463.9348755 0.721630976 0.000334305 23.52129719

LICTIQQHHK 2 157739942 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.761 2.276711464 14.19 0 1736.004165 4 434.7563782 -0.277991664 -0.000120649 38.31125116
EAIAIAK 6 157739942 2xTMT6plex [N-Term; K7] 1.441 1.288 1.356 3.231792688 36.64 0 1173.76073 2 587.3843384 0.570608468 0.000334879 41.9385895
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LRPEDPVLK 6 157739942 2xTMT6plex [N-Term; K9] 1.262 1.291 1.306 3.507194996 15.54 0 1524.951385 3 508.9882507 -0.777456086 -0.000395194 42.35143992VWNTLSIK 2 157739942 2xTMT6plex [N-Term; K8] 1.147 2.156088114 10.13 0 1418.877157 2 709.9417114 -0.712393199 -0.000505399 70.04471581IWDVETK 4 157739942 2xTMT6plex [N-Term; K7] 1.049 1.195 2.55882597 23.67 0 1348.787673 2 674.8969116 -0.835348539 -0.000563354 58.0738646LTEEGER 2 157739942 1xTMT6plex [N-Term] 0.855 2.728363037 18.5 0 1062.562869 2 531.7835693 -2.830202534 -0.001503634 19.19011906SSSSYHTWNTGTEGPFVER 1 157739942 1xTMT6plex [N-Term] 1.523 2.807884693 0 2371.115218 3 791.0402832 -3.762803493 -0.002974014 40.94021404
24308073 PTPN23 tyrosine-protein phosphatase non-receptor type 23 isoform 1 25930 NP_056281.1 11.49144254 1 14 14 45 1636 178.861 6.92 0.98 0.94 1.01 0.97 Significant 0.000431

ATRPSDDPLSLLDPLWTLNK 10 24308073 2xTMT6plex [N-Term; K20] 0.701 0.742 1.157 5.198229313 27.1 0 2710.517987 3 904.1749878 -2.79524841 -0.002525524 105.7848698GAPLVKPLPVNPTDPAVTGPDIFAK 2 24308073 3xTMT6plex [N-Term; K6; K25] 0.983 5.471866608 33.11 0 3201.885432 4 801.2268677 0.065193815 5.22E-05 90.81350249REESEAVEAGDPPEELR 2 24308073 1xTMT6plex [N-Term] 1.115 5.932145119 29.44 1 2142.051221 3 714.6883545 -0.331907767 -0.000236988 29.27993781ELQDAQEHDAR 8 24308073 1xTMT6plex [N-Term] 1.145 1.129 0.885 4.196905136 30.76 0 1540.755314 3 514.2572021 1.128599263 0.000579632 16.74387225VYLEQNLAAQDR 2 24308073 1xTMT6plex [N-Term] 0.986 4.060179234 30.93 0 1648.8856 2 824.9458008 -0.773393557 -0.000637619 46.43617927AALPTPALSPEDK 2 24308073 2xTMT6plex [N-Term; K13] 0.942 3.880860567 48.16 0 1768.025672 2 884.5147095 -1.996121857 -0.001764597 56.06563349GQPDTVQDALR 2 24308073 1xTMT6plex [N-Term] 1.086 3.824049711 53.99 0 1428.764422 2 714.8866577 1.131263952 0.000808155 39.75662419LLSGPLDQVR 2 24308073 1xTMT6plex [N-Term] 1.138 3.730067492 31.37 0 1326.794266 2 663.9007568 -0.021938688 -1.46E-05 58.8106994HVEQVLQR 2 24308073 1xTMT6plex [N-Term] 0.941 3.310822487 26.03 0 1237.721436 3 413.2461243 1.926057565 0.000794641 22.5649959DNDFIYHEAVPALDTLQPVK 2 24308073 2xTMT6plex [N-Term; K20] 0.954 3.17115593 7.86 0 2743.470702 3 915.161377 -0.409897078 -0.000374847 78.2458727AMNLHVGNLR 4 24308073 1xTMT6plex [N-Term] 0.821 0.998 2.973496199 7.78 0 1353.762255 3 451.9260254 0.936908878 0.000422784 41.52852844VAALLER 4 24308073 1xTMT6plex [N-Term] 1.032 1.034 2.492020369 24.96 0 1000.635246 2 500.8216248 0.725930574 0.000363196 60.23531033SVAHEDIK 2 24308073 2xTMT6plex [N-Term; K8] 0.982 2.931513786 21.24 0 1356.788736 3 452.9345093 0.175894762 7.96E-05 22.60866431VAYFQSALDKLNEAIK 1 24308073 3xTMT6plex [N-Term; K10; K16] 0.941 1.511365652 1 2497.463322 3 833.161377 2.504945446 0.002085336 101.670840922267436 NIPSNAP3A protein NipSnap homolog 3A 25934 NP_056284.1 49.79757085 1 9 9 98 247 28.449 9.16 0.9 0.85 0.92 0.89 Significant 0.000547 LVGVFHTEYGALNR 12 22267436 1xTMT6plex [N-Term] 0.956 0.952 0.978 4.273039341 33.25 0 1804.990734 3 602.335083 -0.021145019 -1.27E-05 57.59636648EGVYELATFQMKPGGPALWGDAFK 4 22267436 3xTMT6plex [N-Term; K12; K24]; 1xOxidation [M11] 1.296 1.108 4.287554264 14.96 0 3315.769082 4 829.6947021 -3.650244016 -0.003025842 90.82052891
ESVNYLVSQQNMLLIPTSFSPLK 26 22267436 2xTMT6plex [N-Term; K23] 0.972 0.912 0.994 6.855845451 54.09 0 3066.694965 4 767.4308472 2.150247074 0.001648538 106.4554572MNEFLENFEK 18 22267436 2xTMT6plex [N-Term; K10] 0.841 0.785 0.853 4.732377529 61.23 0 1758.913678 2 879.9595337 -1.07312099 -0.000943764 79.35011015EGVYELATFQMKPGGPALWGDAFK 2 22267436 3xTMT6plex [N-Term; K12; K24] 0.551 2.536164761 9 0 3299.774167 4 829.6947021 -3.650244016 -0.003025842 90.82052891QYDGIFYEFR 6 22267436 1xTMT6plex [N-Term] 0.822 0.905 0.863 4.403429985 48.83 0 1566.77901 2 783.8926392 -0.643523867 -0.00050413 68.6609452QESEITYLVPWCK 10 22267436 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 0.803 0.7 0.84 4.168823719 45.08 0 2111.124734 2 1056.060303 -5.402329416 -0.005702496 80.31424251

MNTVFHIWK 6 22267436 2xTMT6plex [N-Term; K9] 100 1.072 0.893 2.927713871 40.9 0 1633.928875 3 545.3141479 -0.602475639 -0.000328134 72.03258963AVHAHVNLGYTK 4 22267436 2xTMT6plex [N-Term; K12] 0.881 0.936 3.032066584 23.01 0 1768.027009 4 442.7625732 0.822435824 0.000363522 35.23041009SYYLKPSK 8 22267436 3xTMT6plex [N-Term; K5; K8] 0.962 0.823 1.124 2.497483492 22.04 0 1673.024105 2 837.0162964 0.724169744 0.000605777 42.27280822MNTVFHIWK 2 22267436 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 0.881 2.184276581 11.53 0 1649.92379 3 545.3141479 -0.602475639 -0.000328134 72.0325896324308075 RAB11FIP5 rab11 family-interacting protein 5 26056 NP_056285.1 13.01684533 1 7 7 40 653 70.372 9.23 0.79 0.87 0.77 0.81 Significant 0.00142 GGPILGASPHHSSSGEEK 6 24308075 2xTMT6plex [N-Term; K18] 0.829 0.791 0.871 3.7988379 23.53 0 2205.166415 4 552.0465088 -1.002198172 -0.000552503 27.90002204EECSFELPPGALDGLLR 2 24308075 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.952 3.863097429 28.88 0 2132.089521 2 1066.549561 1.089585464 0.001161547 88.92057956FLGQATVALDEVFGAGR 15 24308075 1xTMT6plex [N-Term] 0.598 1.011 0.535 5.981812477 61.74 0 1980.075192 3 660.6964111 -0.258364715 -0.000170527 103.8434266VLAPGASHPGEEEGAR 6 24308075 1xTMT6plex [N-Term] 0.745 0.691 0.623 4.936357498 62.22 0 1805.934341 3 602.6491089 -0.868126713 -0.000522593 24.10602016YSTSVVEK 4 24308075 2xTMT6plex [N-Term; K8] 0.869 0.999 3.209926844 37.12 0 1370.793153 2 685.8984985 -2.503761914 -0.00171607 33.56976578SLIGVDK 6 24308075 2xTMT6plex [N-Term; K7] 0.944 1.009 0.765 2.285103798 35.35 0 1189.755645 2 595.3812866 -0.292797781 -0.000174179 46.07654811EKYSTSVVEK 1 24308075 3xTMT6plex [N-Term; K2; K10] 0.894 1.735206842 1 1857.093641 3 619.7020874 -1.040121471 -0.000643868 36.93053297
38016914 SAMHD1 deoxynucleoside triphosphate triphosphohydrolase SAMHD1 25939 NP_056289.2 65.17571885 1 33 33 216 626 72.155 7.14 0.97 0.96 0.87 0.93 Significant 0.00116

FEHSLGVGYLAGCLVHALGEK 12 38016914 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C13] 1.413 1.385 1.274 8.093660355 54.79 0 2715.469263 3 905.8270264 -1.007895201 -0.000912303 97.95975574
LKAEDFIVDVINMDYGMQEK 10 38016914 3xTMT6plex [N-Term; K2; K20] 0.966 1.058 2.068 5.590185165 34.38 1 3045.624391 4 762.1611938 -0.474730035 -0.000361462 107.4875353

DVLCVQIAGLCHDLGHGPFSHMFDGR 4 38016914 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C11] 1.336 1.825 6.412757874 42.03 0 3167.517479 5 634.3091431 -0.274820257 -0.0001741 87.67978821EWNDSTSVQNPTR 6 38016914 1xTMT6plex [N-Term] 0.93 0.83 0.766 5.229779243 57.62 0 1762.855757 2 881.9304199 -1.244172271 -0.001096648 29.67046808FENLGVSSLGER 6 38016914 1xTMT6plex [N-Term] 0.732 0.876 0.869 4.748795033 45.51 0 1536.821937 2 768.9120483 -3.329780886 -0.00255864 52.72703708VINDPIHGHIELHPLLVR 7 38016914 1xTMT6plex [N-Term] 0.874 0.841 0.01 5.579077721 59.8 0 2301.339286 5 461.0734253 -0.549986334 -0.000253141 62.34295376QLGGGYYVFPGASHNR 6 38016914 1xTMT6plex [N-Term] 0.769 1.125 1.7 5.321378231 50.47 0 1951.99761 3 651.3371582 -0.352874728 -0.000229604 57.67913898TWGPEQVCSFLR 16 38016914 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.014 0.922 0.99 4.11853838 36.59 0 1708.867842 2 854.9360962 -1.712377702 -0.001463114 71.93441027VGNIIDTMITDAFLK 12 38016914 2xTMT6plex [N-Term; K15] 0.678 0.778 0.733 4.404209614 60.06 0 2109.202984 2 1055.106812 1.594250009 0.001681298 113.0583839LTDNIFLEILYSTDPK 4 38016914 2xTMT6plex [N-Term; K16] 0.767 0.894 3.228115082 27.18 0 2340.310286 3 780.774231 -0.916929229 -0.0007153 112.7717275ENEITGALLPCLDESR 12 38016914 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.909 1.1 1.06 5.349527359 60 0 2046.037486 2 1023.521057 -1.294288206 -0.001324081 70.61591427TPSNTPSAEADWSPGLELHPDYK 6 38016914 2xTMT6plex [N-Term; K23] 0.622 0.695 5.256846905 34.71 0 2970.488537 3 990.8341675 -0.197849137 -0.000195903 60.59126575ADDYIEITGAGGK 2 38016914 2xTMT6plex [N-Term; K13] 1.065 3.528924227 29.82 0 1767.9529 2 884.4801636 0.084871287 7.50E-05 52.01255559GGFEEPVLLK 8 38016914 2xTMT6plex [N-Term; K10] 0.778 0.741 0.875 3.653066635 62.35 0 1546.924501 2 773.965271 -0.798809387 -0.000617849 64.88595549SFLYEIVSNKR 5 38016914 2xTMT6plex [N-Term; K10] 1.477 1.052 1.233 4.606431007 15.26 1 1814.05764 3 605.3563843 -1.676241097 -0.001013599 77.63715124
DCHHLGIQNNFDYK 6 38016914 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.168 1.189 1.11 4.367947578 18.92 0 2219.106792 4 555.5327148 1.008142108 0.000559294 39.75504556

YVGETQPTGQIK 12 38016914 2xTMT6plex [N-Term; K12] 0.959 1.011 0.955 4.040093899 27.86 0 1779.00527 3 593.6729126 -0.610390002 -0.000361962 38.59110431DKEVGNLYDMFHTR 6 38016914 2xTMT6plex [N-Term; K2] 0.909 0.901 0.973 4.723387718 16.57 1 2183.131944 4 546.5360718 -4.345546155 -0.002371725 58.78897833VCEVDNELR 9 38016914 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.072 1.278 1.894 3.311078787 37.12 0 1362.688481 2 681.8475342 -0.505611249 -0.000344495 32.68034145LVQIHVDTMK 6 38016914 2xTMT6plex [N-Term; K10] 0.954 0.899 0.873 4.062716961 35.77 0 1641.976219 3 547.9970093 0.155630775 8.52E-05 54.96662444NFTKPQDGDVIAPLITPQK 8 38016914 3xTMT6plex [N-Term; K4; K19] 0.916 0.915 0.909 4.200789928 22.35 0 2769.611777 4 693.1568604 -2.22597037 -0.001541268 72.92908914QPELQISER 6 38016914 1xTMT6plex [N-Term] 0.921 1.147 0.997 2.750455379 21.49 0 1328.737145 2 664.8719482 -0.395349544 -0.000262658 33.74866597REDYESLPK 3 38016914 2xTMT6plex [N-Term; K9] 0.896 0.881 3.831350803 11.55 1 1594.884093 3 532.2995605 0.022346844 1.19E-05 33.33299739
NPIDHVSFYCK 3 38016914 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.683 2.617596626 11.18 0 1837.967111 3 613.326355 -1.414311811 -0.000866486 50.8633206

SFLYEIVSNK 3 38016914 2xTMT6plex [N-Term; K10] 0.445 2.607280731 14.74 0 1657.956529 3 553.3230591 -1.149260474 -0.000635141 83.65656902IIDTPQFQR 6 38016914 1xTMT6plex [N-Term] 0.936 0.982 0.937 3.190650702 25.08 0 1346.762966 2 673.8843994 -1.072075719 -0.000721916 46.82927763ADSEQPSK 6 38016914 2xTMT6plex [N-Term; K8] 0.968 0.978 0.923 3.253390312 33.66 0 1319.720716 2 660.3642578 0.396360377 0.000261543 18.90479449EDYESLPK 7 38016914 2xTMT6plex [N-Term; K8] 0.87 0.724 0.783 2.977287292 30.84 0 1438.782982 2 719.8949585 -0.237296254 -0.000170709 38.60398668FIPLARPEVK 4 38016914 2xTMT6plex [N-Term; K10] 1.039 1.179 1.087 3.475881577 8.63 0 1628.029969 3 543.3485718 0.732715032 0.000397627 61.00379749EVASAKPK 6 38016914 3xTMT6plex [N-Term; K6; K8] 1.373 1.237 2.310345173 6.64 0 1516.96659 3 506.3272095 0.319985933 0.000161803 34.12274641LLSYIQR 4 38016914 1xTMT6plex [N-Term] 0.731 1.026 2.462501764 30.93 0 1121.68801 2 561.345459 -3.89498792 -0.002184481 58.04951367FAEQLIR 4 38016914 1xTMT6plex [N-Term] 0.812 1.059 2.047750235 30.63 0 1105.65671 2 553.331543 -0.814784998 -0.000450436 47.80341531QYFVQWCADR 1 38016914 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.21 2.371349812 0 1601.773213 2 801.3883667 -2.34528929 -0.001878311 54.3697647856699482 FAM98A protein FAM98A isoform 1 25940 NP_056290.3 22.77992278 1 7 9 55 518 55.238 8.95 1.07 1.33 1.05 1.15 Significant 0.00609 IEAINQAIANEYEVR 12 56699482 1xTMT6plex [N-Term] 1.15 1.016 1.21 4.801218987 43.15 0 1962.049371 3 654.6885376 0.860667929 0.000562891 69.67565971HQGGWTDGGSGGGGGYQDGGYR 8 56699482 1xTMT6plex [N-Term] 1.622 1.321 0.792 5.249577045 55.92 0 2355.033614 3 785.6816406 -1.378075871 -0.001081805 22.98522307GGRPNEIEPPPPEMPPWQK 8 56699482 2xTMT6plex [N-Term; K19] 1.006 0.903 1.119 4.904427052 29.83 0 2614.385199 3 872.1328125 -0.502707099 -0.00043809 59.66748211AQEGGGSEVFQELK 2 56699482 2xTMT6plex [N-Term; K14] 1.296 4.094621658 40.21 0 1937.038027 2 969.0227051 0.054994403 5.33E-05 53.2876135TTISVAHLLAAR 4 56699482 1xTMT6plex [N-Term] 2.025 4.405043602 37.29 0 1481.900128 3 494.6382751 0.097199164 4.80E-05 56.87337737LCAWLVSELR 6 56699482 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.187 0.959 1.313 3.784748077 31.68 0 1475.824186 2 738.4147339 -1.35194055 -0.000997613 91.60576214
MLCVNAPPK 4 56699482 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.859 0.929 2.587091446 20.56 0 1487.847848 3 496.6210632 0.530038919 0.000262872 50.46073092

KPMGPAHWEK 4 56699482 3xTMT6plex [N-Term; K1; K10] 1.196 1.247 3.524394751 13.34 0 1868.081971 4 467.7761536 0.435638171 0.000203452 39.1811338
TACAINK 5 56699482 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.786 1.149 1.233 3.07173872 23.2 0 1235.718214 2 618.3620605 -1.108226968 -0.000684728 26.76408322

MLCVNAPPK 2 56699482 2xTMT6plex [N-Term; K9]; 1xOxidation [M1]; 1xCarbamidomethyl [C3] 1.147 2.122287035 20.1 0 1503.842763 3 496.6210632 0.530038919 0.000262872 50.46073092
33946282 KIAA1429 protein virilizer homolog isoform 1 25962 NP_056311.2 5.573951435 1 8 8 27 1812 201.898 5.01 1.03 1.21 1.43 1.22 Significant 0.00882 SMWFTPFQAEEIDTDLDLVK 2 33946282 2xTMT6plex [N-Term; K20] 2.421 3.704060793 26.99 0 2843.457754 3 948.4885864 -2.302880233 -0.002182714 109.6598689

FEINCIPNLIEYVK 4 33946282 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 1.744 1.264 4.201292992 38.83 0 2210.229533 3 737.4158936 1.626158735 0.001198061 107.0824534LLELILLDQTVR 2 33946282 1xTMT6plex [N-Term] 1.021 4.189842701 21.07 0 1655.030474 2 828.0199585 1.309252139 0.001083426 111.7541799LVLEHSKDDDNLDSLLDSVVGLK 2 33946282 3xTMT6plex [N-Term; K7; K23] 1.381 4.725735664 13.19 1 3211.802884 4 803.7069702 0.986012993 0.00079172 102.1816675VDLIELSEK 6 33946282 2xTMT6plex [N-Term; K9] 1.501 0.897 1.409 3.282870531 38.87 0 1503.903431 2 752.4487915 -8.727190799 -0.006562426 69.04730663GLSYLQLK 2 33946282 2xTMT6plex [N-Term; K8] 1.755 2.496557236 19.65 0 1379.866258 2 690.4367065 -0.088076697 -6.08E-05 65.30985808EALGDSK 4 33946282 2xTMT6plex [N-Term; K7] 1.057 1.193 1.927277446 13.93 0 1177.682874 2 589.3449097 -0.28125064 -0.000165612 26.12644838LGDHLAEK 5 33946282 2xTMT6plex [N-Term; K8] 0.974 1.297 1.215 2.877969503 6.86 0 1340.793821 3 447.6028748 0.186223694 8.32E-05 34.3370562931377765 TMEM87A transmembrane protein 87A isoform 1 precursor 25963 NP_056312.2 14.23423423 1 6 6 32 555 63.389 6.74 1.52 1.5 1.37 1.46 Significant 0.00103 AEEVELYLEK 8 31377765 2xTMT6plex [N-Term; K10] 1.682 1.397 3.596097708 39.31 0 1680.946024 2 840.9746704 -2.355845833 -0.001980025 67.74296034WVEENVPSSVTDVALPALLDSDEER 2 31377765 1xTMT6plex [N-Term] 1.483 4.056344032 28.98 0 2999.504691 3 1000.507996 1.581023167 0.001580762 94.82715738WHIPIPSGK 2 31377765 2xTMT6plex [N-Term; K9] 1.741 3.860705137 37.96 0 1492.90404 3 498.3051453 -2.115306074 -0.00105265 62.38457594
FAFSPLSEEEEEDEQKEPMLK 2 31377765 3xTMT6plex [N-Term; K16; K21]; 1xOxidation [M19] 2.711 2.41784811 21.34 1 3215.627288 3 1072.544678 -2.4281318 -0.002602656 69.4898859

LPLLGEK 12 31377765 2xTMT6plex [N-Term; K7] 1.379 1.559 1.312 2.596862555 32.24 0 1227.807681 2 614.4080811 0.98136654 0.000602465 67.29496492AQEDDLK 6 31377765 2xTMT6plex [N-Term; K7] 1.562 1.344 1.304 2.723579645 20.68 0 1276.714902 2 638.8619385 1.330009638 0.000849022 24.576710931542528 NECAP1 adaptin ear-binding coat-associated protein 1 25977 NP_056324.2 27.27272727 1 5 5 20 275 29.719 6.8 1.19 1.07 1.04 1.1 Significant 0.00173 VSGELFAQAPVEQYPGIAVETVTDSSR 6 31542528 1xTMT6plex [N-Term] 1.3 0.87 1.446 5.816940784 51.69 0 3079.578525 3 1027.196777 -0.891725516 -0.00091538 84.01186523GDAFDFNVSLQDHFK 4 31542528 2xTMT6plex [N-Term; K15] 1.074 0.883 3.737706661 25.06 0 2198.128239 3 733.3792114 -2.346502158 -0.001719304 70.65499763GGGLSLLPPPPGGK 2 31542528 2xTMT6plex [N-Term; K14] 1.012 3.720705748 17.49 0 1705.041262 3 569.0175781 -1.806973865 -0.001026988 65.9666754
LCIGNITNK 4 31542528 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.063 1.097 3.349345207 25.91 0 1490.876505 2 745.9411011 -1.059666281 -0.000789916 59.12583413

ESQEMDARPK 4 31542528 2xTMT6plex [N-Term; K10] 1.187 1.182 3.2416749 17.46 0 1648.872876 3 550.2954102 -0.727097442 -0.00039963 20.5379374120149619 DHRS7B dehydrogenase/reductase SDR family member 7B 25979 NP_056325.2 27.38461538 1 8 8 48 325 35.097 9.55 1.07 1.04 1.05 1.05 Significant 0.0000701 TLAPGLFFSLMASR 8 20149619 1xTMT6plex [N-Term] 1.558 1.549 1.362 4.168282032 45.98 0 1739.971578 2 870.4900513 0.716936459 0.000623725 106.9505333VMETNYFGPVALTK 12 20149619 2xTMT6plex [N-Term; K14] 0.998 1.309 1.233 4.851935387 72.92 0 2028.124005 2 1014.568176 2.500152382 0.00253531 77.61899932YGVMDTTTAQGR 6 20149619 1xTMT6plex [N-Term] 0.955 0.863 1.031 4.285774231 51.84 0 1528.762708 2 764.8848877 -0.136809574 -0.000104575 43.72793128SPVEVAQDVLAAVGK 10 20149619 2xTMT6plex [N-Term; K15] 0.877 1.005 3.799314499 37.8 0 1941.142098 3 647.7191772 0.453505327 0.000293439 107.6050975HATQAFFDCLR 2 20149619 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.209 4.199949741 20.14 0 1594.799762 3 532.2706909 -1.406437439 -0.000747662 48.09830697VFYAAGAK 4 20149619 2xTMT6plex [N-Term; K8] 1.011 0.953 3.536818981 38.49 0 1284.771629 2 642.8891602 -0.455892305 -0.000292859 47.08097366SAYAASK 4 20149619 2xTMT6plex [N-Term; K7] 1.306 1.143 2.565466642 18.84 0 1155.677395 2 578.3425293 0.335122718 0.000193647 20.95371745ALLPSMIK 2 20149619 2xTMT6plex [N-Term; K8] 0.849 2.788035631 34.74 0 1330.853251 2 665.9301758 -0.131936034 -8.78E-05 69.1389907224496106 REXO2 oligoribonuclease, mitochondrial precursor 25996 NP_056338.2 21.09704641 1 5 5 40 237 26.816 6.87 1.13 1.12 1.07 1.11 Significant 0.000281
QPDELLDSMSDWCK 12 224496106 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 1.2 1.155 1.175 3.870142937 38.42 0 2182.056062 2 1091.53064 -0.943684794 -0.001029587 77.50813615

ALDDISESIK 4 224496106 2xTMT6plex [N-Term; K10] 1.107 0.953 3.772410393 44.41 0 1548.888509 2 774.9472656 -0.810116411 -0.00062739 58.16046047WYPEEYEFAPK 8 224496106 2xTMT6plex [N-Term; K11] 1.163 1.022 1.084 3.145970821 53.76 0 1916.983472 2 958.994873 -0.523163744 -0.000501448 67.0930927IIDVSTVK 10 224496106 2xTMT6plex [N-Term; K8] 1.019 1.096 1.011 3.272209167 38.7 0 1332.850274 2 666.9290771 0.453244364 0.000302053 55.43587707YMPQFMK 6 224496106 2xTMT6plex [N-Term; K7] 1.194 1.163 1.096 2.752738476 25.29 0 1402.762721 2 701.8844604 -0.767564996 -0.000538356 63.43153002167614488 TBC1D10B TBC1 domain family member 10B 26000 NP_056342.3 9.777227723 1 4 4 17 808 87.145 9.19 0.96 0.99 0.92 0.96 Significant 0.000449 NLPQQCMQEDFLVHEVTNLPVTEALIER 3 167614488 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 0.918 6.697901249 70.08 0 3552.802804 3 1184.93689 -1.882678284 -0.002229595 102.4384519TEEARPSPAPGPGTPTGTPTR 4 167614488 1xTMT6plex [N-Term] 1.017 0.926 7.083413124 29.36 0 2306.193803 3 769.4019775 -1.050953657 -0.000807901 24.16029054ALAAGADSPK 6 167614488 2xTMT6plex [N-Term; K10] 0.961 1.142 0.936 4.201657295 53.25 0 1358.804386 2 679.9060669 0.346760039 0.00023559 30.83209107KADGPPGPHDGGDRPSAEAR 4 167614488 2xTMT6plex [N-Term; K1] 0.804 0.903 3.537890434 3.68 1 2445.263503 5 489.8581238 -0.814253152 -0.000398213 17.3167001
29826294 GORASP2 Golgi reassembly-stacking protein 2 isoform 1 26003 NP_056345.3 29.20353982 1 9 10 61 452 47.116 4.82 1.03 0.99 0.93 0.98 Significant 0.000872

LYVYNTDTDNCR 6 29826294 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.387 1.498 1.039 4.767539024 40.32 0 1762.826765 2 881.9174805 0.521541605 0.000459694 37.52506572ISLPGQMAGTPITPLK 10 29826294 2xTMT6plex [N-Term; K16] 0.989 0.902 0.853 5.112000942 46.32 0 2082.239704 3 694.7507324 -0.989177361 -0.000686568 82.2599578ADAASSLTVDVTPPTAK 8 29826294 2xTMT6plex [N-Term; K17] 0.881 0.889 6.046292782 89.67 0 2102.17452 2 1051.591553 0.622435833 0.000654234 57.52706377ETSVTPSNLWGGQGLLGVSIR 12 29826294 1xTMT6plex [N-Term] 1.284 1.349 1.399 5.801958561 60.9 0 2400.308439 2 1200.658936 0.898044483 0.001077792 89.69395151VGDSTPVSEKPVSAAVDANASESP 3 29826294 2xTMT6plex [N-Term; K10] 0.845 0.615 3.959310055 7.97 0 2772.430353 3 924.8132935 -1.812921613 -0.0016754 48.2817152VQENSPGHR 4 29826294 1xTMT6plex [N-Term] 0.97 1.02 4.436612606 47.13 0 1252.659564 3 418.2242432 -1.107545779 -0.000462459 14.45354165APTTVEDR 4 29826294 1xTMT6plex [N-Term] 0.976 0.955 3.193159819 31.54 0 1117.605068 2 559.3060303 -0.254600783 -0.000142272 18.25856345MLIYSSK 8 29826294 2xTMT6plex [N-Term; K7] 1.19 1.019 1.015 2.916872025 32.38 0 1299.774666 2 650.3908691 -0.157103193 -0.000102099 50.849821IPTRPFEEGK 5 29826294 2xTMT6plex [N-Term; K10] 0.88 0.908 0.851 3.166649342 15.24 0 1631.952113 3 544.6547852 -1.415814368 -0.00077018 54.98198829ANVEKPVK 1 29826294 3xTMT6plex [N-Term; K5; K8] 1.648 1.575415492 0 1572.008789 3 524.6738281 -1.181790466 -0.000619262 33.2924533320149621 TKFC triokinase/FMN cyclase 26007 NP_056348.2 39.30434783 1 17 17 67 575 58.91 7.49 0.82 0.84 0.85 0.84 Significant 0.000111 AEGIPVEMVVIGDDSAFTVLK 2 20149621 2xTMT6plex [N-Term; K21] 0.815 4.811402798 39.12 0 2648.462111 3 883.4893799 -3.218827079 -0.002841647 105.9343739VAPAEPQEAPDSTAAGGSASK 6 20149621 2xTMT6plex [N-Term; K21] 0.744 0.798 0.818 5.152609825 57.33 0 2399.245453 3 800.4196777 -0.405692912 -0.000324452 34.99794528VAGALAEAGVGLEEIAK 6 20149621 2xTMT6plex [N-Term; K17] 1.143 0.895 0.783 5.619109631 52.34 0 2056.205427 3 686.0731201 -0.30130182 -0.000206513 88.5180529VCSTLLGLEEHLNALDR 6 20149621 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.465 0.727 100 7.2696805 53.51 0 2169.153519 3 723.7229614 0.374541192 0.000270812 87.11464736VALLSGGGSGHEPAHAGFIGK 4 20149621 2xTMT6plex [N-Term; K21] 0.734 0.853 6.868111134 46.23 0 2420.345048 4 605.8413086 -0.679169692 -0.000410956 54.81530797SPGADLLQVLTK 4 20149621 2xTMT6plex [N-Term; K12] 0.687 0.864 3.130898952 30.9 0 1700.035842 3 567.3493042 -1.460541173 -0.000827657 86.61345876MGGSSGALYGLFLTAAAQPLK 3 20149621 2xTMT6plex [N-Term; K21] 1.163 0.983 2.705463648 21 0 2511.404537 3 837.8062744 -0.106322103 -8.90E-05 106.5704737SAEAAAEATK 6 20149621 2xTMT6plex [N-Term; K10] 0.991 0.946 0.801 4.399221897 45.67 0 1406.78913 2 703.8972168 -1.402353919 -0.000986408 104.0716763AAGDGDCGTTHSR 6 20149621 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.441 1.058 3.72444725 44.17 0 1533.691334 3 511.9017334 -0.448078875 -0.000229072 13.79144578
GLCGTVLIHK 2 20149621 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.876 3.400197029 21.55 0 1555.93944 3 519.3181152 0.226540389 0.000117494 52.16630267
MATADEIVK 4 20149621 2xTMT6plex [N-Term; K9] 0.869 0.705 3.21991539 29.98 0 1435.823072 2 718.4134521 -2.399197499 -0.001722412 46.53161822ASYISSAR 4 20149621 1xTMT6plex [N-Term] 0.842 1.107 2.534971237 44.39 0 1083.599589 2 542.3025513 -1.627253235 -0.000881645 36.70630429LSVLLLEK 2 20149621 2xTMT6plex [N-Term; K8] 0.868 3.33672142 32.64 0 1372.917959 2 686.961853 -1.114251075 -0.000764888 86.23223601LEQPDPGAVAAAAILR 2 20149621 1xTMT6plex [N-Term] 0.857 3.698423147 22.04 0 1821.043163 2 911.0228271 -2.628000929 -0.002392852 73.27262676MALVLER 2 20149621 1xTMT6plex [N-Term] 0.872 1.965647936 5.98 0 1060.638617 2 530.8223877 -1.054599896 -0.000559275 53.85853321AILEVLQS 2 20149621 1xTMT6plex [N-Term] 0.793 1.941063523 31.48 0 1101.671692 2 551.3388062 -1.23069815 -0.000677913 76.37050839LNFGLAR 6 20149621 1xTMT6plex [N-Term] 0.939 0.477 0.945 2.256764412 20.47 0 1019.619931 2 510.3141785 1.12738439 0.000574752 51.274253924430139 RPAP1 RNA polymerase II-associated protein 1 26015 NP_056355.2 4.522613065 1 3 3 14 1393 152.659 6.38 1.14 1.07 0.85 1.02 Significant 0.00726 DTSSVAVNLPVPSGVAFPAVFLR 8 24430139 1xTMT6plex [N-Term] 1.133 1.074 5.172970295 41.52 0 2572.433639 3 858.1488037 -0.692529891 -0.000593829 107.8988831EFLPTSWSPVGAGPTPSLYK 4 24430139 2xTMT6plex [N-Term; K20] 1.147 0.651 4.757241249 37.4 0 2592.411396 3 864.8078613 -0.912565663 -0.000788582 89.62294859LPNSTLPEGFELYSQLPPLR 2 24430139 1xTMT6plex [N-Term] 1.073 3.946401834 24.98 0 2500.364891 3 834.1259155 -0.67902008 -0.000565933 96.4329779311693132 UPF2 regulator of nonsense transcripts 2 26019 NP_056357.1 4.481132075 1 5 5 44 1272 147.717 5.69 0.98 1 0.93 0.97 Significant 0.00046 YADFAPSLLQVWK 10 11693132 2xTMT6plex [N-Term; K13] 1.082 1.094 1.049 3.601358414 58.24 0 1996.130805 2 998.5653076 -3.740569308 -0.003733333 99.82772012VHQLDVAIPLHLK 16 11693132 2xTMT6plex [N-Term; K13] 0.926 0.939 0.949 5.357084751 37.09 0 1941.204973 4 486.0529785 -7.670033667 -0.003722277 68.87568263YIAEAVASIVEAK 10 11693132 2xTMT6plex [N-Term; K13] 1.025 1.012 1.008 3.939297438 32.2 0 1822.072622 3 608.0285034 -0.913627741 -0.000554899 101.9489977LDLLPFYAR 6 11693132 1xTMT6plex [N-Term] 0.903 1.135 0.967 3.663247108 26.4 0 1336.782639 2 668.8930664 -2.829710223 -0.001891354 86.53108442FLGELYNYR 2 11693132 1xTMT6plex [N-Term] 0.518 2.680504799 7.21 0 1403.752067 2 702.3796997 0.039739256 2.79E-05 67.6423779934577049 DST dystonin isoform 1eA precursor 667 NP_056363.2 5.569522336 1 3 27 133 5171 590.67 5.68 0.01 0.07 0.01 0.03 Significant 0.272 WQQVWLLALER 6 34577049 1xTMT6plex [N-Term] 1.08 1.03 1.124 4.203638554 44.69 0 1670.957977 2 835.9830933 0.558089102 0.000466272 103.4916011ISEIQMTAPLK 10 34577049 2xTMT6plex [N-Term; K11] 0.771 0.858 0.802 4.292665005 56.49 0 1689.002099 2 845.0024414 -2.660267564 -0.002246599 65.75085962NTQAAEALVK 6 34577049 2xTMT6plex [N-Term; K10] 0.857 0.759 0.851 4.449571133 61.5 0 1502.894264 2 751.9506226 -0.196323068 -0.000147526 41.36190283FEDFLEDSQESQVFSGSDITQLEK 6 34577049 2xTMT6plex [N-Term; K24] 0.847 0.692 0.469 5.155535221 38.54 0 3236.588704 3 1079.533081 -1.240295356 -0.001338109 94.76670552VGGGWMALDEFLVK 6 34577049 2xTMT6plex [N-Term; K14] 0.994 1.238 3.983067751 22.63 0 1980.102876 3 660.7052002 -0.923509624 -0.000609548 107.614437MQSSADLIIQEFMDLR 4 34577049 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.641 0.542 4.403121948 47.25 0 2142.077242 3 714.6968384 -0.59771107 -0.000426781 107.5542088

LCEEEAVIADKNNIENLISTLK 2 34577049 3xTMT6plex [N-Term; K11; K22]; 1xCarbamidomethyl [C2] 0.465 4.665369034 24.94 1 3203.780041 3 1068.599243 0.978760136 0.001045244 109.2035127SVQEIAEQLLLENHPAR 4 34577049 1xTMT6plex [N-Term] 0.906 0.75 6.935969353 52.29 0 2176.192347 3 726.0679932 -1.341962174 -0.000973456 83.02306193VGGGWMALDEFLVK 4 34577049 2xTMT6plex [N-Term; K14]; 1xOxidation [M6] 0.574 1.009 4.178570271 15.48 0 1996.097791 3 660.7052002 -0.923509624 -0.000609548 107.614437SVVSWHYLINEIDR 2 34577049 1xTMT6plex [N-Term] 0.853 4.380709171 12.86 0 1960.048977 3 654.0209351 -0.369931684 -0.000241695 79.15445595AIEEFESSLK 4 34577049 2xTMT6plex [N-Term; K10] 0.878 0.842 3.795021534 55.99 0 1610.904159 2 805.9542847 -1.779593184 -0.001433377 65.85043567YYQADQLVQR 6 34577049 1xTMT6plex [N-Term] 0.763 0.811 0.82 3.744728804 48.12 0 1512.800808 2 756.9029541 -1.438680402 -0.001088218 48.22964292SSDSVFSNTTSTR 12 34577049 1xTMT6plex [N-Term] 0.577 0.651 0.811 4.056162834 42.14 0 1617.791759 2 809.3999634 0.550644301 0.000445414 25.28038026NECSSVYSK 6 34577049 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.777 1.132 0.832 3.653336287 50.92 0 1531.782664 2 766.3945313 -0.573586593 -0.000439305 24.75845367
MLVSEIEMK 6 34577049 2xTMT6plex [N-Term; K9] 0.873 0.853 0.757 3.618498802 28.84 0 1537.873393 2 769.4373169 -3.925115658 -0.003018165 69.72812476ILTTEQTK 4 34577049 2xTMT6plex [N-Term; K8] 0.726 0.705 3.805371761 31.91 0 1391.851002 2 696.4284668 -0.966214234 -0.000672413 40.69008747ASNVASIK 4 34577049 2xTMT6plex [N-Term; K8] 0.767 0.69 3.224764347 28.86 0 1247.772358 2 624.3898315 0.02310192 1.44E-05 33.92832499DLDFDWHK 6 34577049 2xTMT6plex [N-Term; K8] 0.694 0.675 0.616 2.764636993 18.1 0 1533.8102 3 511.9423828 1.561840898 0.000798523 57.80310468AQIQEQK 4 34577049 2xTMT6plex [N-Term; K7] 1.146 1.095 2.796854973 22.79 0 1302.778171 2 651.8919067 -1.254560042 -0.000817207 23.74733967TVNLVLK 4 34577049 2xTMT6plex [N-Term; K7] 1.04 0.715 2.834270954 29.99 0 1244.83423 2 622.9178467 -4.669626274 -0.002906455 59.03319246FAGDSLK 4 34577049 2xTMT6plex [N-Term; K7] 0.824 0.758 2.770886183 25.55 0 1195.708695 2 598.3583374 0.588257567 0.000351692 42.97899633TLIDQHK 6 34577049 2xTMT6plex [N-Term; K7] 0.01 0.01 0.01 2.830471754 14.98 0 1312.798907 3 438.2709656 -0.429046278 -0.00018775 36.56717675DLEGIGK 4 34577049 2xTMT6plex [N-Term; K7] 0.726 0.68 2.296683788 31.79 0 1189.719259 2 595.3634033 0.227415521 0.00013528 41.39593506LTIEAYR 3 34577049 1xTMT6plex [N-Term] 0.769 0.938 2.525727034 15.63 0 1094.640726 2 547.8237305 -0.494630327 -0.000270721 46.84641375AIEIELAK 1 34577049 2xTMT6plex [N-Term; K8] 1.909803271 12.48 0 1344.850274 2 672.9332275 6.621471773 0.004452444 63.91751243RLEEEEK 6 34577049 2xTMT6plex [N-Term; K7] 0.88 0.897 0.877 2.509930849 16.57 1 1390.794215 3 464.2694397 -0.323087484 -0.000149783 21.55960912TIIQLKPR 2 34577049 2xTMT6plex [N-Term; K6] 0.646 2.178487778 2.07 0 1426.950991 3 476.3213196 -1.110885921 -0.000528393 49.44771475EEQVEGTIK 1 34577049 2xTMT6plex [N-Term; K9] 0.999 1.733736396 0 1490.846645 2 745.9255981 -1.827794259 -0.00136248 33.73637305

14149704 OSBPL3 oxysterol-binding protein-related protein 3 isoform a 26031 NP_056365.1 25.93010147 1 16 17 76 887 101.16 6.87 1.08 1.12 1.04 1.08 Significant 0.000457 VAMPVELNEPLNTLQR 6 14149704 1xTMT6plex [N-Term] 1.25 0.879 0.979 4.869458675 54.42 0 2053.131326 3 685.0491333 0.740474964 0.000506764 73.74266633AGSKPFNPVLGETYECIR 5 14149704 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C16] 1.749 1.356 1.199 4.320998192 22.11 0 2496.332101 3 832.7806396 -1.896764732 -0.001578318 62.37247672
DLAHCHAYLVEMSQLLQSMDVLHR 8 14149704 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 3.576 1.194 1.785 7.521811008 46.69 0 3095.542631 4 774.6408081 -0.396889422 -0.000307147 98.52359708

TCLPAPCPSSSNISLWNILR 12 14149704 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C7] 1.154 1.381 1.127 4.660851955 34.78 0 2515.299865 3 839.1047363 -0.083379969 -6.99E-05 94.86185245
FLEEGNLEEAEIQK 6 14149704 2xTMT6plex [N-Term; K14] 0.974 0.976 4.09495306 38.51 0 2107.132321 3 703.0482178 -1.054114953 -0.000740387 65.39560535SGDNLAEENSR 4 14149704 1xTMT6plex [N-Term] 0.975 0.709 4.210454464 53.83 0 1420.686566 2 710.8461304 -1.113502338 -0.000790969 17.1297355IHAESLLLDSPAVAK 2 14149704 2xTMT6plex [N-Term; K15] 0.95 5.185667992 28.44 0 2022.199947 3 674.7376709 -0.735799983 -0.000495978 72.31304645NYSDGSETSSEFSK 4 14149704 2xTMT6plex [N-Term; K14] 1.007 1.397 3.407313585 53.02 0 1995.954751 2 998.4793701 -1.646923921 -0.001643593 34.69962744NALSSALAQNTDLK 4 14149704 2xTMT6plex [N-Term; K14] 1.179 3.303417206 14.14 0 1904.085312 3 635.364624 -3.147306295 -0.00199758 57.9611727QTLGPVLDSGR 2 14149704 1xTMT6plex [N-Term] 0.887 3.516290665 39.78 0 1371.779344 2 686.392334 -1.423684689 -0.000976491 41.30850808LCEELEYSELLDK 2 14149704 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 0.917 3.652781963 10.26 0 2099.098244 3 700.3670654 -5.526754629 -0.003867067 78.02098763

WIEHYGEIVIK 4 14149704 2xTMT6plex [N-Term; K11] 1.187 1.195 3.59594059 14.36 0 1845.067477 3 615.6935425 -0.760199077 -0.00046754 68.57603166
MQEDLCHIAHK 4 14149704 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.09 1.046 3.200175047 32.9 0 1839.96098 4 460.7460022 0.651643744 0.00029975 40.12271148
NLHDDSCYCK 5 14149704 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C7; C9] 1.81 1.169 1.123 3.84678793 16.82 0 1769.835111 3 590.6161499 -0.686246397 -0.000404848 32.42642288AAQIPSPLER 4 14149704 1xTMT6plex [N-Term] 0.908 0.93 3.619258404 26.63 0 1310.762966 2 655.8843994 -1.101520193 -0.000721916 41.56781063SEEVFDEWVSK 2 14149704 2xTMT6plex [N-Term; K11] 0.791 3.207174063 15.16 0 1812.942001 3 604.9862061 1.13818537 0.000687821 67.72799949NLGVSQK 2 14149704 2xTMT6plex [N-Term; K7] 0.876 2.954037189 17.85 0 1203.746143 2 602.3753052 -2.333705037 -0.001404594 28.60153246149944496 UBXN7 UBX domain-containing protein 7 26043 NP_056377.1 16.97341513 1 5 5 32 489 54.828 5.16 1.33 1.32 1.26 1.3 Significant 0.000281 LSHLDYDITLQEAGLCPQETVFVQER 4 149944496 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 2.424 3.357 4.17641592 31.4 0 3290.656458 3 1097.553711 -3.001941292 -0.003292786 82.194831LTTLADLFRPPIDLMHK 10 149944496 2xTMT6plex [N-Term; K17] 1.302 1.34 1.378 6.132603645 35.02 0 2439.419793 4 610.6102295 -0.289052852 -0.00017628 105.7912473GLIQQFTTITGASESVGK 8 149944496 2xTMT6plex [N-Term; K18] 1.381 1.281 0.98 5.111145496 55.33 0 2295.296032 3 765.7687378 -1.904896376 -0.001457434 80.30542869LGDFPYVSILDPR 6 149944496 1xTMT6plex [N-Term] 1.208 1.171 0.975 3.748737097 53.09 0 1720.947138 2 860.9777832 0.669379219 0.000575983 92.78342439FELLTNFPR 4 149944496 1xTMT6plex [N-Term] 1.171 1.506 3.866634846 40.93 0 1365.772802 2 683.3894653 -0.840861625 -0.000574213 85.35235154
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231573214 LTN1 E3 ubiquitin-protein ligase listerin isoform 1 26046 NP_056380.2 7.89183223 1 12 12 40 1812 205.046 6.52 1.12 1.21 0.97 1.1 Significant 0.00403
THLPDFLICK 2 231573214 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.166 3.924538612 28.16 0 1701.976219 3 567.9956665 -2.216886604 -0.001257696 66.02053655

TSSLESSAVISAFFECLR 2 231573214 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.548 4.112999916 25.42 0 2233.1372 3 745.0525513 2.642367247 0.001966923 105.9245697FLSTLLDSFSSSR 4 231573214 1xTMT6plex [N-Term] 2.174 0.783 3.864089251 32.15 0 1688.905667 2 844.9562988 -0.204785712 -0.000172932 105.7524416LLCLLPDNELDSLEEK 10 231573214 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C3] 1.484 1.277 1.282 4.162362099 44.14 0 2359.283085 3 787.0991821 -0.038835221 -3.05E-05 98.9153245
LSLNYECFK 2 231573214 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.275 3.271976709 30.9 0 1631.886736 2 816.4447632 -2.748905739 -0.002242951 63.97671142

TLPSHLCTSALLSK 4 231573214 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 1.014 1.1 3.943430185 31.65 0 1986.145804 3 662.7203369 0.329191435 0.000217941 58.96039536
EATQQAFEK 2 231573214 2xTMT6plex [N-Term; K9] 0.749 3.413519859 29.4 0 1509.831329 2 755.4197998 0.658384388 0.000497025 32.55354721AMQEFGTMCTER 2 231573214 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.965 2.932605982 11.83 0 1689.759613 2 845.3827515 -0.820903933 -0.000693565 41.8152169HALVTPWLK 2 231573214 2xTMT6plex [N-Term; K9] 1.132 3.501369953 20.87 0 1522.950991 3 508.3216553 -0.379591786 -0.0001927 60.58163777ETPDTLSDPQTVPEEER 2 231573214 1xTMT6plex [N-Term] 1.261 2.690027237 22.13 0 2172.050552 2 1086.529785 0.801658368 0.000870621 35.52160677AAELLAK 6 231573214 2xTMT6plex [N-Term; K7] 1.011 1.128 0.932 2.653812885 37.33 0 1173.76073 2 587.3842773 0.466609153 0.000273844 49.22815805VGVAVQQWR 2 231573214 1xTMT6plex [N-Term] 0.665 2.61056757 16.77 0 1271.742171 2 636.3754883 1.202171741 0.000764426 44.7600697153792633 FAM169A soluble lamin-associated protein of 75 kDa 26049 NP_056381.1 15.07462687 1 7 7 26 670 74.908 4.6 0.92 1 0.9 0.94 Significant 0.00105 AHLGSSDNVATMSNEER 6 153792633 1xTMT6plex [N-Term] 0.873 0.769 0.637 5.059319019 31.97 0 2046.971197 3 682.9942627 -1.447008178 -0.000987328 27.16826367TSLITEEEDSTSEVLDEELK 2 153792633 2xTMT6plex [N-Term; K20] 1.153 3.546104193 21.42 0 2725.391902 3 909.1333618 -2.337238464 -0.002123297 80.18037306

NEIPFLCHSSTDYAK 2 153792633 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 0.727 3.274568081 23.33 0 2240.142175 3 747.3842773 -1.739152449 -0.00129865 57.91963843
YPLSSLMYTACK 6 153792633 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 0.969 1.215 1.128 3.704325914 23.43 0 1892.006199 3 631.3416138 2.161361097 0.001363103 76.31068864GIEFEDESSDR 2 153792633 1xTMT6plex [N-Term] 1.081 3.621783257 33.17 0 1512.701547 2 756.8538818 -0.700949984 -0.000530164 32.14004318IPDSEMLMDEGTSDEK 2 153792633 2xTMT6plex [N-Term; K16] 0.83 3.169388771 14.69 0 2255.082336 3 752.3653564 -0.363474118 -0.000273221 62.10500565ILALSQNEPK 6 153792633 2xTMT6plex [N-Term; K10] 0.9 0.849 3.311587811 42.03 0 1570.956864 3 524.3186646 -9.817830147 -0.005141129 56.33069033166197710 LSM14A protein LSM14 homolog A isoform b 26065 NP_056393.2 15.55075594 1 6 6 20 463 50.523 9.51 1.07 1.11 1.36 1.18 Significant 0.00586 DFDFESANAQFNKEEIDR 2 166197710 2xTMT6plex [N-Term; K13] 0.943 3.184307337 7.67 1 2633.288381 3 878.4334106 -1.026095898 -0.000900669 60.93013005YEGILYTIDTENSTVALAK 6 166197710 2xTMT6plex [N-Term; K19] 1.337 1.215 1.528 3.995441675 37.45 0 2559.395806 3 853.8021851 -1.486282118 -0.001267995 85.64593097DFDFESANAQFNKEEIDREFHNK 2 166197710 3xTMT6plex [N-Term; K13; K23] 1.521 4.065909863 0.75 2 3517.759122 5 704.355896 -2.486881344 -0.00174965 66.61124741SFFDNISCDDNR 6 166197710 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.202 1.287 1.019 4.303608894 31.05 0 1718.764165 2 859.8858643 0.167100077 0.000143603 50.53051656VSRPENEQLR 2 166197710 1xTMT6plex [N-Term] 0.987 3.491168261 6.77 0 1456.806956 3 486.2739868 0.30970419 0.000150393 18.68404458EFADFEYR 2 166197710 1xTMT6plex [N-Term] 0.895 2.785640001 12.61 0 1305.631283 2 653.319519 0.366317768 0.000239138 48.066452647661672 POLDIP2 polymerase delta-interacting protein 2 isoform 1 26073 NP_056399.1 29.89130435 1 8 8 42 368 42.007 8.63 0.95 0.85 1.09 0.96 Significant 0.00518 LENLDSDVVQLR 6 7661672 1xTMT6plex [N-Term] 1.027 1.046 1.485 4.460618019 46.29 0 1629.900916 2 815.4539185 -0.218158008 -0.000177788 61.6882549YETGQLFLHSIFGYR 4 7661672 1xTMT6plex [N-Term] 0.924 0.746 4.967026711 33.92 0 2060.080277 3 687.364624 -0.46518075 -0.000319437 86.74020009VLETVGVFEVPK 8 7661672 2xTMT6plex [N-Term; K12] 1.042 1.112 1.355 4.307597637 54.08 0 1775.071893 2 888.0401611 0.649086738 0.000576088 83.14634241ALYAIPGLDYVSHEDILPYTSTDQVPIQHELFER 6 7661672 1xTMT6plex [N-Term] 0.801 0.593 1.236 6.146555424 32.99 0 4159.122541 4 1040.534058 -1.957316999 -0.00203518 97.87657522DVASAAPEK 6 7661672 2xTMT6plex [N-Term; K9] 0.969 0.888 0.86 3.286691904 31.36 0 1345.772751 2 673.388855 -1.722548669 -0.00115908 28.03542875AENPAGHGSK 4 7661672 2xTMT6plex [N-Term; K10] 0.704 0.798 3.038312435 12.49 0 1425.785047 3 475.9324646 -1.547884918 -0.00073565 16.15059052ETTENIR 4 7661672 1xTMT6plex [N-Term] 1.245 0.798 2.519232512 12.13 0 1091.589418 2 546.2979126 -0.79685152 -0.000434917 17.81860269VTVIPFYMGMR 4 7661672 1xTMT6plex [N-Term] 0.266 1.656 3.01126194 2.42 0 1542.837393 2 771.9208984 -1.862195597 -0.001436532 85.7838913824308097 ABHD12 monoacylglycerol lipase ABHD12 isoform b 26090 NP_056415.1 23.51485149 1 7 7 34 404 45.529 8.65 0.95 0.86 0.93 0.91 Significant 0.000891 HISCPLLILHAEDDPVVPFQLGR 2 24308097 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.181 6.961136818 41.33 0 2855.543935 4 714.6401978 -1.741858815 -0.001243489 87.91783135GWGDSVGTPSER 6 24308097 1xTMT6plex [N-Term] 0.795 0.679 0.966 3.747784615 52.75 0 1476.728037 2 738.8660889 -2.123522779 -0.001567933 33.50760941ETPPDALILESPFTNIR 10 24308097 1xTMT6plex [N-Term] 0.829 0.746 0.752 4.635820389 26.09 0 2142.164401 2 1071.58252 -3.098785274 -0.003319054 88.82858882GMTYDALHVFDWIK 2 24308097 2xTMT6plex [N-Term; K14]; 1xOxidation [M2] 0.61 3.32046771 21.7 0 2170.140718 3 724.0512085 -0.758532248 -0.000548707 86.76507459FANDENVK 6 24308097 2xTMT6plex [N-Term; K8] 1.095 0.722 1.022 2.820825577 35.9 0 1394.768 2 697.8867798 -1.2314017 -0.00085876 33.88697916VPYFIDLK 6 24308097 2xTMT6plex [N-Term; K8] 0.958 0.978 1.001 2.993430614 31 0 1452.886659 2 726.9469604 -0.010194575 -7.41E-06 83.06007437VQFVPFHSDLGYR 2 24308097 1xTMT6plex [N-Term] 0.851 3.160198689 4.97 0 1793.95362 3 598.6553955 -1.107562949 -0.000662306 62.01925527132626790 LDLRAP1 low density lipoprotein receptor adapter protein 1 26119 NP_056442.2 30.84415584 1 7 7 28 308 33.864 6.7 1 1.22 1.35 1.19 Significant 0.00729

GIILTDNLTNQLIENVSIYR 4 132626790 1xTMT6plex [N-Term] 0.911 1.547 5.546294212 50.63 0 2518.407819 3 840.1397095 -1.287854178 -0.001081114 102.5258016MAQAVTLTVAQAFK 2 132626790 2xTMT6plex [N-Term; K14] 1.288 3.760329247 36.42 0 1937.129425 3 646.3807373 -0.911867795 -0.000588802 91.53163562SLVATGNLLDLEETAK 4 132626790 2xTMT6plex [N-Term; K16] 0.784 1.285 4.932062626 53.33 0 2132.221471 2 1066.614502 0.120403182 0.000128363 80.61615311GEELSAAAIK 4 132626790 2xTMT6plex [N-Term; K10] 1.052 1.117 3.867040157 58.4 0 1446.856815 2 723.9312744 -1.066603038 -0.000771611 46.29875644ETLLEGMLFSLK 10 132626790 2xTMT6plex [N-Term; K12] 1.18 1.305 1.353 4.122254848 42.1 0 1839.070179 3 613.6950684 0.257161543 0.000157646 111.9737748ASQEGGDVLGAR 2 132626790 1xTMT6plex [N-Term] 1.064 3.8673985 53.04 0 1388.733122 2 694.8692017 -1.437050543 -0.00099784 32.10417522YLGMTLVEQPK 2 132626790 2xTMT6plex [N-Term; K11] 0.955 2.214599371 2.3 0 1737.002099 3 579.6726074 0.673358786 0.000389875 66.68676566221136939 PRPF31 U4/U6 small nuclear ribonucleoprotein Prp31 26121 NP_056444.3 43.08617234 1 15 15 92 499 55.421 5.78 1.12 1.07 1.1 1.09 Significant 0.000175 MSFIAPNLSIIIGASTAAK 10 221136939 2xTMT6plex [N-Term; K19] 1.21 1.209 1.053 3.95583272 33.94 0 2363.37726 3 788.4627686 -1.484010191 -0.001169092 110.3009055ASEVMGPVEAAPEYR 6 221136939 1xTMT6plex [N-Term] 1.19 0.909 1.348 4.843833923 64.53 0 1834.920665 2 917.9634399 -0.578617489 -0.000530859 47.29599741MSFGEIEEDAYQEDLGFSLGHLGK 10 221136939 2xTMT6plex [N-Term; K24] 1.061 0.864 0.95 6.274302483 76.03 0 3130.544337 3 1044.18689 0.568123342 0.000592845 94.25270787VIVDANNLTVEIENELNIIHK 12 221136939 2xTMT6plex [N-Term; K21] 1.293 0.991 1.157 7.125424862 57.77 0 2848.618429 3 950.2102051 -0.83090652 -0.000788979 109.5112942SSGTASSVAFTPLQGLEIVNPQAAEK 6 221136939 2xTMT6plex [N-Term; K26] 0.666 1.147 0.627 5.872156143 45.72 0 3060.66175 3 1020.891663 -0.429847248 -0.000438539 89.96110717YFSSMAEFLK 6 221136939 2xTMT6plex [N-Term; K10] 1.521 1.114 0.987 4.63285923 51.21 0 1680.907136 2 840.9558716 -1.588360166 -0.001334943 88.34604701TLSGFSSTSVLPHTGYIYHSDIVQSLPPDLR 2 221136939 1xTMT6plex [N-Term] 0.64 6.368836403 25.02 0 3616.884877 4 904.9779053 1.358551327 0.001228431 82.07557484QTQVNEATK 4 221136939 2xTMT6plex [N-Term; K9] 0.975 1.321 3.720901966 17.67 0 1476.842228 2 738.9237671 -1.334205019 -0.000985205 20.15057891KVAEANQK 4 221136939 3xTMT6plex [N-Term; K1; K8] 1.247 1.242 3.932864666 9.3 1 1574.983302 3 525.6656494 -0.576150751 -0.000302476 22.86705713IYEYVESR 10 221136939 1xTMT6plex [N-Term] 0.897 1.075 1.166 3.294632912 24.39 0 1287.678233 2 644.3404541 -3.573708676 -0.002300893 47.65267271QSVVYGGK 4 221136939 2xTMT6plex [N-Term; K8] 1.088 1.278 3.10982275 35.33 0 1295.772358 2 648.3892822 -0.825613287 -0.000534903 29.56345887QVKPLPAPLDGQR 6 221136939 2xTMT6plex [N-Term; K3] 1.109 1.39 1.134 4.291692257 13.83 0 1877.137288 3 626.3842773 0.528001472 0.000330377 48.6210594IEEYISK 4 221136939 2xTMT6plex [N-Term; K7] 1.308 1.138 2.978723526 26.86 0 1339.787339 2 670.3971558 -0.226943899 -0.000152028 53.97869636WQEPPPVK 4 221136939 2xTMT6plex [N-Term; K8] 0.912 1.068 2.536065817 11.9 0 1438.845857 2 719.9264526 -0.158638649 -0.000114128 50.36664809ELGNSLDK 4 221136939 2xTMT6plex [N-Term; K8] 0.785 0.934 2.197659016 8.9 0 1333.772751 2 667.3896484 -0.548253066 -0.000365622 37.5669273824308113 KIAA1279 KIF1-binding protein 26128 NP_056449.1 26.24798712 1 11 12 64 621 71.768 5.49 1.09 1.14 1.08 1.1 Significant 0.000283 AVQFGTGELCDAISAVEEK 10 24308113 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C10] 1.188 1.155 1.021 5.784353256 49.89 0 2482.289961 3 828.1002808 -1.479261046 -0.001223985 87.01577775
HCLSAANVIFGQTGK 2 24308113 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 1.062 4.775298119 18.54 0 2061.131551 3 687.7133789 -2.895065698 -0.001989037 57.29737447

EFFQIDGYVTDHIEVVQDHSALFK 2 24308113 2xTMT6plex [N-Term; K24] 1.239 6.878907681 22.49 0 3295.703949 4 824.682251 0.978460535 0.000806179 89.83819502ISATEDTPEAEGEVPELYHQR 4 24308113 1xTMT6plex [N-Term] 1.209 0.912 5.71022892 51.19 0 2600.267756 3 867.4268799 -0.641969105 -0.000556431 48.68402704ELFLLGQHYVFEAK 2 24308113 2xTMT6plex [N-Term; K14] 0.997 4.768980026 29.96 0 2152.220683 3 718.0787354 0.450680869 0.000323322 85.95318108KELENLATSLEHYK 2 24308113 3xTMT6plex [N-Term; K1; K14] 1.037 4.774979115 17.07 1 2362.358522 4 591.3475342 4.141889835 0.002446157 73.52172277EVGSPPLDPTER 6 24308113 1xTMT6plex [N-Term] 0.988 1.779 1.039 2.989995003 29.26 0 1525.805953 2 763.4068604 0.32191061 0.000245587 45.43850544EMVSLLPTK 10 24308113 2xTMT6plex [N-Term; K9] 1.151 1.148 1.123 2.560330153 36.86 0 1475.890758 2 738.4489136 -0.140668651 -0.000103806 65.90829203VSYLRPLDFEEAR 6 24308113 1xTMT6plex [N-Term] 1.349 0.906 2.152 4.027087688 13.81 0 1823.985314 3 608.6659546 -1.098501426 -0.000667883 72.00468468FIVDYCEK 4 24308113 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.068 1.154 3.303310871 22.96 0 1531.823073 2 766.4141235 -1.372455948 -0.00105118 58.44724681
ALLEEVK 6 24308113 2xTMT6plex [N-Term; K7] 1.054 1.071 1.053 2.882055998 34.82 0 1259.79751 2 630.402771 0.599788602 0.000377806 57.5254684LLTADPK 20 24308113 2xTMT6plex [N-Term; K7] 1.116 1.076 1.08 2.279986382 23.58 0 1215.771295 3 405.9282837 -0.820233037 -0.000332405 46.52681921

51093832 GAPVD1 GTPase-activating protein and VPS9 domain-containing protein 1 isoform 4 26130 NP_056450.2 20.71284465 1 27 27 139 1487 166.064 5.21 1.14 1.09 1.14 1.12 Significant 0.00022
LSAQAQVAEDILDK 6 51093832 2xTMT6plex [N-Term; K14] 0.713 1.043 1.134 3.892062902 51.04 0 1959.116277 2 980.0621948 0.426579294 0.000417859 76.15119016LPNFGSHVLTPAEMEAFK 8 51093832 2xTMT6plex [N-Term; K18] 0.99 1.044 1.121 6.292885303 47.48 0 2446.320473 3 816.1124268 0.921360657 0.000751314 84.22682788LALCSADSVAFPVLTHSTR 6 51093832 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.131 1.036 1.825 6.986634254 41.29 0 2274.211368 3 758.7418213 -0.201029165 -0.000152394 76.25706082VQIAEAINLQDK 4 51093832 2xTMT6plex [N-Term; K12] 0.837 1.083 4.000745296 57.4 0 1800.06312 2 900.5320435 -3.505069277 -0.003154673 66.87908679

MALDNLLANLPPAKPGK 5 51093832 3xTMT6plex [N-Term; K14; K17]; 1xOxidation [M1] 1.114 1.002 5.194514751 27.34 0 2466.472113 4 617.3718262 -2.69120517 -0.001659446 83.03139242
LIITSAEASPAECCQHAK 2 51093832 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C13; C14] 1.065 4.905287266 33.1 0 2444.267786 3 815.4259033 -1.893994221 -0.001543143 48.25633222

LIASSLVAGEK 10 51093832 2xTMT6plex [N-Term; K11] 1.21 1.187 1.149 5.038066864 60.82 0 1545.961615 2 773.4835815 -1.117979933 -0.000864177 62.40684043AVETPPLSSVNLLEGLSR 8 51093832 1xTMT6plex [N-Term] 0.944 0.975 1.106 6.019260406 34.08 0 2111.19095 3 704.4014282 -0.577030719 -0.000406074 88.87644192EAPWPSAQSEIR 6 51093832 1xTMT6plex [N-Term] 1.102 1.177 1.223 4.521865368 39.59 0 1599.832836 2 800.4213867 1.662953428 0.001330224 43.7037461LFSEGLFSAK 6 51093832 2xTMT6plex [N-Term; K10] 1.545 1.654 1.47 4.601171494 54.55 0 1556.908851 2 778.9564819 -2.032079662 -0.001581881 79.58483789
SECSSDFGGK 12 51093832 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.098 1.059 1.072 3.166457176 48.7 0 1531.746279 2 766.3760986 -0.886781573 -0.000679162 25.38983869NLMAQLQETMR 2 51093832 1xTMT6plex [N-Term] 1.226 3.442905664 24.19 0 1563.818449 2 782.4124146 -0.573089823 -0.000448104 68.21570846ILEDTQFVDGYK 4 51093832 2xTMT6plex [N-Term; K12] 1.188 1.066 3.643376112 17.58 0 1886.031151 3 629.3477173 -1.353198504 -0.000850725 71.58162221LAFYPNQDGDILR 6 51093832 1xTMT6plex [N-Term] 1.233 0.992 1.153 4.734241009 35.91 0 1750.93255 2 875.9671021 -3.211362103 -0.002811439 74.47059186LLQQLAMTGSEEGDPR 2 51093832 1xTMT6plex [N-Term] 0.784 2.736443281 27.42 0 1974.016356 2 987.5109863 -0.840992905 -0.000830067 66.21971002GTCAFSILFK 4 51093832 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.567 1.788 3.161307812 31.73 0 1601.912557 2 801.4610596 1.427050819 0.001143005 84.70414666LLASIAEDYR 4 51093832 1xTMT6plex [N-Term] 1.024 0.935 3.514891863 33.62 0 1379.773196 2 690.3889771 -1.825552522 -0.001259424 69.02718191APYIAYLTR 6 51093832 1xTMT6plex [N-Term] 1.098 0.933 1.303 2.707187414 12.65 0 1296.751339 2 648.8799438 0.981140543 0.000636148 61.00315356SSDIVSSVR 4 51093832 1xTMT6plex [N-Term] 1.202 1.39 3.384924173 36.55 0 1178.657832 2 589.8327026 0.251449937 0.000148187 28.84722461YLIEFELK 4 51093832 2xTMT6plex [N-Term; K8] 1.638 1.818 3.252851963 36.97 0 1512.907788 2 756.956665 -1.146766438 -0.000867476 84.27381763FSPSQQEK 6 51093832 2xTMT6plex [N-Term; K8] 1.164 1.287 1.127 2.915543556 27.58 0 1408.783651 2 704.8947754 -0.97699086 -0.000688184 29.46194918EFIQDFQK 4 51093832 2xTMT6plex [N-Term; K8] 1.153 1.025 2.966127872 21.88 0 1512.846251 2 756.9259644 -1.056735978 -0.00079934 58.33827562LLASIAEDYRK 2 51093832 2xTMT6plex [N-Term; K11] 1.143 3.060452223 12.5 1 1737.031091 3 579.680603 -2.208053723 -0.001278486 65.58888123ALQIPEVYLR 6 51093832 1xTMT6plex [N-Term] 0.944 1.148 1.117 3.880802393 26.89 0 1430.856866 2 715.9295044 -3.588221197 -0.002567115 78.49771841SVMSGDQLR 2 51093832 1xTMT6plex [N-Term] 1.079 2.511613607 18.76 0 1221.645887 2 611.3271484 0.927310452 0.000566422 27.65701922FNLMQVGR 4 51093832 1xTMT6plex [N-Term] 1.069 1.244 0.959 2.314043045 20.99 0 1193.666229 2 597.3361816 -0.957008519 -0.000571174 69.12821379LNADVLK 6 51093832 2xTMT6plex [N-Term; K7] 1.08 0.851 0.954 2.913633585 13.71 0 1230.782194 2 615.8938599 -1.422642809 -0.000875482 52.737551047661666 TES testin isoform 1 26136 NP_056456.1 47.50593824 1 19 19 138 421 47.964 7.68 1.05 1.12 1.04 1.07 Significant 0.000553 NVSINTVTYEWAPPVQNQALAR 8 7661666 1xTMT6plex [N-Term] 0.84 0.95 0.774 5.911859512 48.44 0 2700.430679 3 900.8145752 -0.557997683 -0.000502278 72.47689521NVMILTNPVAAK 10 7661666 2xTMT6plex [N-Term; K12] 1.111 1.033 0.999 5.236525059 72.35 0 1729.044633 2 865.026001 0.05345329 4.62E-05 69.20939957STPAAVGAMEDK 12 7661666 2xTMT6plex [N-Term; K12] 1.037 1.067 0.993 4.425282001 74.05 0 1634.882378 2 817.9456787 1.041439982 0.000851316 40.59226466

FMPVEGMVFCSVECK 18 7661666 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C10; C14] 1.342 1.27 1.102 4.981594086 51.05 0 2278.114446 2 1139.558838 -1.776187653 -0.002023179 89.41142774
FMPVEGMVFCSVECK 2 7661666 2xTMT6plex [N-Term; K15]; 1xOxidation [M7]; 2xCarbamidomethyl [C10; C14] 1.149 4.444008827 39.42 0 2294.109361 2 1139.558838 -1.776187653 -0.002023179 89.41142774

QPVAGSEGAQYR 12 7661666 1xTMT6plex [N-Term] 0.75 0.803 0.752 4.154771328 51.5 0 1491.775322 2 746.3913574 0.078224749 5.83E-05 20.35994792NHAVVCQGCHNAIDPEVQR 4 7661666 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 1.159 1.013 4.222966671 23.97 0 2433.171311 4 609.0482178 -0.110845566 -6.74E-05 24.06362352
EKQPVAGSEGAQYR 8 7661666 2xTMT6plex [N-Term; K2] 0.997 1.02 1.07 4.834589481 38.5 1 1978.075809 3 660.029541 -0.879492645 -0.000579901 22.59663557

MGLGHEQGFGAPCLK 2 7661666 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 1 4.316635609 10.78 0 2060.082158 3 687.3657227 0.22189831 0.000152376 54.58936849
SEALGVGDVK 12 7661666 2xTMT6plex [N-Term; K10] 0.931 0.95 0.902 3.840733767 66.46 0 1432.841165 2 716.9233398 -1.229935699 -0.000881151 41.262565
TQYSCYCCK 10 7661666 2xTMT6plex [N-Term; K9]; 3xCarbamidomethyl [C5; C7; C8] 2.138 2.149 2.737 3.135715485 45 0 1727.795555 2 864.4013062 -0.126788909 -0.000109533 30.67480587

CEGFELHFWR 3 7661666 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.991 1.108 4.339348793 41.13 0 1609.778299 3 537.2640381 -0.458319129 -0.000245931 62.81905QLPAHDQDPSK 2 7661666 2xTMT6plex [N-Term; K11] 0.895 2.774651289 21.2 0 1693.927354 3 565.3134155 -0.98066069 -0.000553723 36.08684027LKSDGIPMYK 3 7661666 3xTMT6plex [N-Term; K2; K10] 1.94 1.936 3.82864809 15.97 1 1839.101703 3 613.7050171 -0.655157062 -0.000401633 54.15404395
HYCDSEKPR 4 7661666 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.891 0.758 3.808533907 15.76 0 1649.846996 3 550.6209717 0.827785283 0.00045524 15.99667301

YTTLIAK 6 7661666 2xTMT6plex [N-Term; K7] 0.851 1.161 1.007 2.685949802 33.02 0 1267.802595 2 634.4052734 0.532492205 0.000337548 52.85624724EMEQFVK 6 7661666 2xTMT6plex [N-Term; K7] 1.056 1.085 0.981 3.01645875 28.59 0 1368.759744 2 684.8850098 2.190947873 0.001499441 46.93992484SDGIPMYK 6 7661666 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 0.845 0.912 0.914 1.804210544 16.88 0 1384.754659 2 692.8811035 0.195977857 0.000135691 34.73924582EGDPAIYAER 2 7661666 1xTMT6plex [N-Term] 0.829 1.798255086 2.61 0 1349.689861 2 675.3476563 -1.35197726 -0.000912375 30.40131521QYMQMLPK 6 7661666 2xTMT6plex [N-Term; K8]; 2xOxidation [M3; M5] 0.923 1.018 1.032 1.560905695 24.38 0 1528.826778 2 764.9164429 -0.764879206 -0.000584684 34.26589656
QYMQMLPK 2 7661666 2xTMT6plex [N-Term; K8]; 1xOxidation [M5] 1.437 1.61435616 18.72 0 1512.831863 2 764.9164429 -0.764879206 -0.000584684 34.265896567661678 RAP1B ras-related protein Rap-1b isoform 1 precursor 5908 NP_056461.1 69.02173913 1 6 13 180 184 20.812 5.78 0.86 0.95 0.91 0.9 Significant 0.000823

KQVEVDAQQCMLEILDTAGTEQFTAMR 12 7661678 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C10] 0.97 0.846 1.133 6.697207451 55.9 1 3570.800645 3 1190.936768 -1.371005024 -0.001631862 97.83833625INVNEIFYDLVR 48 7661678 1xTMT6plex [N-Term] 0.891 0.922 0.905 5.019263744 60.08 0 1723.958037 2 862.4822388 -0.484890536 -0.000417965 109.3536381SALTVQFVQGIFVEK 8 7661678 2xTMT6plex [N-Term; K15] 0.93 0.986 4.929457664 52.03 0 2124.246898 2 1062.62561 -1.390364217 -0.001476738 97.96356337VKDTDDVPMILVGNK 23 7661678 3xTMT6plex [N-Term; K2; K15] 0.915 0.966 0.983 4.963285446 40.8 1 2331.356079 3 777.7896118 -0.770882148 -0.000599067 70.43513914LVVLGSGGVGK 20 7661678 2xTMT6plex [N-Term; K11] 0.732 0.997 0.829 4.26863575 56.11 0 1443.929921 2 722.4678345 -1.058579551 -0.000764257 62.45954876SKINVNEIFYDLVR 4 7661678 2xTMT6plex [N-Term; K2] 0.973 0.811 5.733087063 14.3 1 2168.24796 3 723.4197388 -1.520629313 -0.001099034 96.62419085QVEVDAQQCMLEILDTAGTEQFTAMR 16 7661678 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.667 1.162 1.133 7.046780586 71.34 0 3213.54275 3 1071.853516 1.009326856 0.001081172 105.4413297
QWNNCAFLESSAK 8 7661678 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.008 1.24 0.849 4.712388039 59.8 0 2013.026417 2 1007.016235 -0.607412235 -0.000611368 64.65133724
DTDDVPMILVGNK 4 7661678 2xTMT6plex [N-Term; K13] 0.64 1.477 3.578714371 62.6 0 1875.029771 2 938.0167847 -1.85482605 -0.001738927 70.11653981YDPTIEDSYR 11 7661678 1xTMT6plex [N-Term] 1.186 0.907 0.951 3.941269875 39.75 0 1487.721555 2 744.3641968 -0.294191686 -0.000218838 36.09534174VKDTDDVPMILVGNK 2 7661678 3xTMT6plex [N-Term; K2; K15]; 1xOxidation [M9] 1.151 3.276781797 18.96 1 2347.350994 3 777.7896118 -0.770882148 -0.000599067 70.43513914EQGQNLAR 8 7661678 1xTMT6plex [N-Term] 0.866 0.844 0.936 2.730698586 39.35 0 1144.627201 2 572.8161621 -1.881224951 -0.001076651 15.76317844KTPVPGK 8 7661678 3xTMT6plex [N-Term; K1; K7] 1.097 1.143 1.175 3.204416275 17.3 1 1413.939647 3 471.9845886 -0.307078778 -0.00014473 44.0526679CDLEDER 8 7661678 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.477 0.252 0.94 2.716638803 22.62 0 1165.535669 2 583.2713013 -0.293977222 -0.00017132 24.72200496

24308115 IRF2BP1 interferon regulatory factor 2-binding protein 1 26145 NP_056464.1 5.650684932 1 2 2 12 584 61.649 8.18 1.24 1 1.1 1.11 Significant 0.00389 LPLPSPALEYTLGSR 10 24308115 1xTMT6plex [N-Term] 1.238 0.997 1.065 4.129007816 36.25 0 1843.052665 3 615.0216064 -1.301836951 -0.000799785 83.66543124VFAFDATARPPGYEFELK 2 24308115 2xTMT6plex [N-Term; K18] 1.33 4.690098286 9.57 0 2516.358967 3 839.4577637 -0.091113541 -7.64E-05 83.25731059157694511 NOC2L nucleolar complex protein 2 homolog 26155 NP_056473.2 17.22296395 1 13 13 67 749 84.852 5.62 1.35 1.4 1.44 1.4 Significant 0.000347 VQENSAYICSR 6 157694511 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.685 1.531 1.45 4.554066658 51.09 0 1555.773607 2 778.390686 0.313792643 0.000244095 27.19076047GDQESAEANK 4 157694511 2xTMT6plex [N-Term; K10] 0.957 1.091 4.374978542 70.78 0 1506.780022 2 753.8925171 -1.50256194 -0.001132015 17.0746724LEDLNFPEIK 8 157694511 2xTMT6plex [N-Term; K10] 1.283 1.389 3.768208265 37.81 0 1675.967094 2 838.4868164 -0.440275649 -0.000368944 78.04576835LSNVNLQEK 6 157694511 2xTMT6plex [N-Term; K9] 1.321 1.408 1.146 4.087711811 43.1 0 1502.894264 2 751.9508057 0.047347393 3.56E-05 45.84530128LFHEVVQAFR 6 157694511 1xTMT6plex [N-Term] 1.191 1.423 1.289 4.085513115 34.98 0 1474.8368 3 492.2831116 -1.368431547 -0.000672738 74.30143015DTFLGPVLK 4 157694511 2xTMT6plex [N-Term; K9] 1.19 1.346 3.794761658 44.88 0 1447.892473 2 724.4494629 -0.568798281 -0.000411779 71.69785929QVQQLLGK 6 157694511 2xTMT6plex [N-Term; K8] 1.674 1.172 1.497 3.506639481 40.33 0 1371.872406 2 686.4393921 -0.654900783 -0.00044922 55.11086121MLQPSSSPLWGK 2 157694511 2xTMT6plex [N-Term; K12] 1.49 2.712898493 15.64 0 1789.008247 2 895.0076294 -0.14825026 -0.00013261 68.48300948SPDKPGGSPSASR 5 157694511 2xTMT6plex [N-Term; K4] 1.558 1.329 1.305 3.792684078 6.65 0 1700.933168 3 567.6488647 -0.662660791 -0.000375714 18.34710731ASEHKDQLSR 7 157694511 2xTMT6plex [N-Term; K5] 1.328 1.585 1.789 3.346385002 15.94 1 1628.912039 4 407.9836731 0.505670529 0.000205923 16.4287102GILRPLSTR 6 157694511 1xTMT6plex [N-Term] 1.658 1.139 1.393 3.202943802 16.89 0 1241.789121 3 414.6012268 0.004751147 1.97E-06 37.41892549QMYITYVR 4 157694511 1xTMT6plex [N-Term] 0.652 1.162 2.87244916 15.8 0 1302.707759 2 651.8575439 0.039802193 2.59E-05 47.6291962LKDRDPEFYK 3 157694511 3xTMT6plex [N-Term; K2; K10] 1.449 1.559 1.426 3.45658493 2 1998.162723 4 500.2960815 -0.113543368 -5.67E-05 41.25655664118498359 RSL1D1 ribosomal L1 domain-containing protein 1 26156 NP_056474.2 48.97959184 1 29 29 292 490 54.939 10.13 1.3 1.34 1.3 1.31 Significant 0.000103
EINDCIGGTVLNISK 16 118498359 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 1.235 1.308 1.255 4.853588581 65.43 0 2091.152011 2 1046.080566 0.882304342 0.000922516 66.95193266

KALPASETPK 6 118498359 3xTMT6plex [N-Term; K1; K10] 2.03 2.13 2.085 5.225325108 31.67 1 1729.082682 3 577.0321045 -0.533122821 -0.000307271 35.2112339
SDSEDICLFTK 16 118498359 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.135 1.173 1.098 4.465649128 61.2 0 1772.914072 2 886.9595337 -1.28697562 -0.001140849 60.66517407
KVPVSVNLLSK 7 118498359 3xTMT6plex [N-Term; K1; K11] 1.38 1.334 1.373 5.631066799 34.8 1 1871.229681 3 624.4133911 -2.169958182 -0.001353497 66.21548998SAALPIFSSFVSNWDEATK 37 118498359 2xTMT6plex [N-Term; K19] 1.079 1.121 1.18 6.000407219 51.04 0 2528.343711 3 843.4521484 -0.71935532 -0.000606259 110.0368515TVSQIISLQTLK 24 118498359 2xTMT6plex [N-Term; K12] 1.388 1.429 1.412 4.985095024 82.82 0 1789.119906 2 895.0612793 -2.584665362 -0.002312138 78.33204352DDVAPESGDTTVK 6 118498359 2xTMT6plex [N-Term; K13] 1.093 1.315 1.342 4.958461761 51.33 0 1791.937644 2 896.4716187 -0.939539006 -0.000841798 28.44148304LLSSFDFFLTDAR 12 118498359 1xTMT6plex [N-Term] 1.318 1.559 1.36 5.252708912 61.24 0 1760.942052 2 880.973877 -0.894483579 -0.000787567 109.006074ATNESEDEIPQLVPIGK 20 118498359 2xTMT6plex [N-Term; K17] 1.347 1.261 1.374 4.283148766 49.25 0 2298.259313 2 1149.633545 0.217853463 0.000250342 70.44800228VPVSVNLLSK 10 118498359 2xTMT6plex [N-Term; K10] 1.164 1.191 1.05 4.167142868 59.72 0 1513.971786 2 757.4882202 -1.731743179 -0.001310905 73.24156705

KAVDALLTHCK 6 118498359 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C10] 1.533 1.735 1.497 5.043283939 27.63 1 1943.171514 4 486.5485229 0.384858912 0.000186962 51.25264726
SDSEDICLFTKDEPNSTPEK 2 118498359 3xTMT6plex [N-Term; K11; K20]; 1xCarbamidomethyl [C7] 100 2.803050756 22.89 1 2999.512258 3 1000.508789 -0.148094911 -0.000148071 56.95902278

DEPNSTPEKTEQFYR 4 118498359 2xTMT6plex [N-Term; K9] 2.213 4.662 2.093 3.69794488 12.32 1 2299.160661 3 767.057312 -1.425896371 -0.001092788 35.15814849AAESETPGKSPEK 12 118498359 3xTMT6plex [N-Term; K9; K13] 2.111 1.909 1.833 3.747924805 13.22 1 2018.137296 3 673.383728 -0.329679239 -0.000221779 23.48047694ALPASETPK 12 118498359 2xTMT6plex [N-Term; K9] 1.071 1.108 1.031 3.451586008 58.77 0 1371.824787 2 686.4155273 -0.735525782 -0.000504506 34.7518949
AVDALLTHCK 12 118498359 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.212 1.221 1.258 3.563173056 34.52 0 1585.913619 3 529.3091431 -0.468601046 -0.00024772 48.6521406

DEPNSTPEK 5 118498359 2xTMT6plex [N-Term; K9] 1.178 1.536 1.373 3.317137718 26.66 0 1474.778959 2 737.8932495 0.178612148 0.000131707 19.26510189AAESETPGK 20 118498359 2xTMT6plex [N-Term; K9] 0.95 1.158 1.114 3.547116756 38.91 0 1347.752016 2 674.3789063 -1.098243581 -0.00074008 102.1005603KEQTPEHGK 4 118498359 3xTMT6plex [N-Term; K1; K9] 1.099 1.075 3.609414339 18.73 1 1741.021144 4 436.0106812 -0.143404706 -6.24E-05 16.63369272KTASVLSK 6 118498359 3xTMT6plex [N-Term; K1; K8] 1.407 1.459 1.492 4.927891731 26.89 1 1520.99789 3 507.6707458 -0.135162036 -6.85E-05 37.53912245SGSCSAIR 4 118498359 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.274 0.611 2.496239662 30.11 0 1066.551259 2 533.7790527 -0.403432321 -0.000215141 16.31556492KASHTPK 4 118498359 3xTMT6plex [N-Term; K1; K7] 1.346 1.308 3.290923834 17.6 1 1455.925059 3 485.9799194 0.100074369 4.86E-05 16.83692876SPNPSTPR 10 118498359 1xTMT6plex [N-Term] 1.248 1.38 1.38 3.180759192 24.69 0 1084.594838 2 542.8008423 -0.396673184 -0.000215115 16.49371579LLPSLIGR 12 118498359 1xTMT6plex [N-Term] 1.289 1.349 1.275 2.906692982 30.9 0 1097.724396 2 549.3659668 0.237895551 0.000130572 68.80961592KKVPVSVNLLSK 3 118498359 4xTMT6plex [N-Term; K1; K2; K12] 2.327 2.334 3.976389647 6.35 2 2228.487576 4 557.8773804 0.052082128 2.90E-05 61.66447973IKEEAVK 13 118498359 3xTMT6plex [N-Term; K2; K7] 1.493 1.628 1.222 2.821648836 14.75 1 1503.971341 2 752.4875488 -2.340306397 -0.001759877 32.73037105LTLPHSIR 2 118498359 1xTMT6plex [N-Term] 1.362 2.385614157 11.11 0 1165.725458 2 583.3662109 -0.268652449 -0.000156587 43.83844773LPEKWESVK 3 118498359 3xTMT6plex [N-Term; K4; K9] 1.746 1.573 1.176 1.595090151 1 1803.098332 3 601.7033691 -1.540641503 -0.000925976 57.51908553KTPANEK 4 118498359 3xTMT6plex [N-Term; K1; K7] 1.802 1.587 1.305 2.794040203 2.1 1 1474.91964 3 492.3109741 -0.861380298 -0.000423489 20.3606824912962937 AAAS aladin isoform 1 8086 NP_056480.1 11.17216117 1 5 5 15 546 59.536 7.5 1.03 1.48 1.51 1.34 Significant 0.0132 GQWINLPVLQLTK 4 12962937 2xTMT6plex [N-Term; K13] 0.923 3.714106798 25.8 0 1968.204639 2 984.6044922 -1.489258252 -0.001465582 99.10905078VYNASSTIVPSLK 6 12962937 2xTMT6plex [N-Term; K13] 1.333 1.478 3.710936308 28.13 0 1837.083521 3 613.0330811 0.636434898 0.000389728 60.79846801VQDGKPVILLFR 1 12962937 2xTMT6plex [N-Term; K5] 1.048 2.68149662 0 1843.156961 3 615.0564575 -1.161703236 -0.000713734 77.73618413ILATTPSAVFR 2 12962937 1xTMT6plex [N-Term] 1.215 2.576622725 15.72 0 1404.841216 2 702.9243774 0.186443001 0.000130961 66.62437977LLSASPVDAAIR 2 12962937 1xTMT6plex [N-Term] 1.512 3.17703557 25.13 0 1441.857595 2 721.4301758 -3.134628216 -0.002259844 62.2465498324308117 MTG2 mitochondrial ribosome-associated GTPase 2 26164 NP_056481.1 10.591133 1 3 3 10 406 43.928 9.45 1.68 1.82 1.07 1.52 Significant 0.0221
VVADLSCVGDEYIAALGGAGGK 4 24308117 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C7] 1.905 0.582 5.433828354 64.55 0 2580.374359 3 860.7938843 -2.813432068 -0.002419903 100.598332

APVTCTPGQPGQQR 2 24308117 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.7 2.867493868 13.52 0 1725.890368 2 863.4495239 0.812885678 0.000701476 22.05894288VLHLELK 4 24308117 2xTMT6plex [N-Term; K7] 1.677 1.664 2.317145586 21.79 0 1309.860779 3 437.291626 -0.346647766 -0.000151353 60.6545036621361499 SENP3 sentrin-specific protease 3 26168 NP_056485.2 15.85365854 1 7 7 19 574 64.969 8.56 1.04 1.11 1.08 1.08 Significant 0.000354 SGGGFGPDPGSGTTVPAR 2 21361499 1xTMT6plex [N-Term] 2.073 3.879952431 30.75 0 1845.929256 2 923.4685669 0.325786625 0.00030069 33.82822465GSPPVPSGPPMEEDGLR 6 21361499 1xTMT6plex [N-Term] 0.983 1.175 1.152 3.803219318 30 0 1950.979242 2 975.9922485 -1.036387084 -0.001010985 49.92862271HLALSQPFSFTQQDMPK 2 21361499 2xTMT6plex [N-Term; K17] 1.109 4.027094841 18.57 0 2433.300072 3 811.7695313 -2.478728402 -0.002010497 69.41845713YLQAEAVK 2 21361499 2xTMT6plex [N-Term; K8] 1.172 3.352859735 19.93 0 1379.829872 2 690.4179077 -0.966546919 -0.000666835 45.88206653LEDIFQQEFSTPSR 1 21361499 1xTMT6plex [N-Term] 1.798 1.710848331 0 1925.980623 2 963.4924316 -1.576323621 -0.001517984 76.78094754TITYFDSQR 2 21361499 1xTMT6plex [N-Term] 1.094 2.985465288 7.6 0 1359.710596 2 680.3581543 -1.150330265 -0.000782058 40.62372126LDFHQGWK 4 21361499 2xTMT6plex [N-Term; K8] 1.016 0.941 2.229264975 11.67 0 1488.836355 3 496.95047 0.337049876 0.000167271 49.32452469
15811782 GPKOW G patch domain and KOW motifs-containing protein 27238 NP_056513.2 32.77310924 1 10 10 30 476 52.197 6.15 1.26 1.22 1.33 1.27 Significant 0.00064

GLGLGANLTEAQALTPTGPSR 2 15811782 1xTMT6plex [N-Term] 0.852 6.364848614 40.36 0 2253.240025 3 751.7505493 -1.300492069 -0.000976774 67.07705498EGVLPLTAASTAPISFGFTR 4 15811782 1xTMT6plex [N-Term] 0.99 0.992 5.203135967 23.11 0 2264.248799 3 755.4202881 -1.098749479 -0.000829281 93.40365019



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AETVPEEANYEAVPVEAYGLAMLR 4 15811782 1xTMT6plex [N-Term] 1.236 1.375 5.154892921 38.03 0 2851.438526 3 951.1487427 -2.402774106 -0.002283788 90.56295401VVTVSEYYLRPVSQQEFDK 2 15811782 2xTMT6plex [N-Term; K19] 1.231 4.002658844 0.49 0 2745.486352 3 915.833313 -0.352030581 -0.000322165 72.40551231GCTPSGEGADSEPR 6 15811782 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.93 1.096 100 3.266940832 61.98 0 1648.743429 2 824.8758545 0.608423577 0.000501567 16.20887958VLEGLREDMLETLVPK 4 15811782 2xTMT6plex [N-Term; K16] 1.676 1.655 2.905334949 23.2 1 2300.329975 3 767.4457397 -3.177436193 -0.002436384 95.68461384ELQSVKPQEAPK 4 15811782 3xTMT6plex [N-Term; K6; K12] 1.165 1.264 2.729490757 9.51 0 2041.226052 3 681.079895 -0.450626919 -0.00030661 36.91930753VEGLDPDNVR 2 15811782 1xTMT6plex [N-Term] 1.371 3.585663795 28.42 0 1342.71641 2 671.8615723 -0.40351689 -0.000270904 38.04893629GGQYYNTK 1 15811782 2xTMT6plex [N-Term; K8] 1.479 2.411514044 0 1388.757436 2 694.8850708 3.909373532 0.002714586 25.10515272GMGWKPGEGIGR 1 15811782 2xTMT6plex [N-Term; K5] 1.349 2.104166508 0 1702.946316 3 568.3192749 -1.787744534 -0.001014811 43.83847363
20070264 ERLEC1 endoplasmic reticulum lectin 1 isoform 1 precursor 27248 NP_056516.2 26.08695652 1 10 10 40 483 54.823 6.28 1.01 1.02 1 1.01 Significant 0.0000327 AYHLQDDGTQTVR 6 20070264 1xTMT6plex [N-Term] 1.091 0.864 0.956 4.359159946 39.1 0 1732.881577 3 578.2979736 -1.27517748 -0.000736577 24.22971435VNWPGTEFSLPTTGVLYK 6 20070264 2xTMT6plex [N-Term; K18] 1.16 0.907 0.774 5.069453239 50.46 0 2467.363718 3 823.1243896 -2.067945901 -0.001700792 96.26984056SIAIGSQPVLTVGTTHISK 2 20070264 2xTMT6plex [N-Term; K19] 1.163 6.408657551 44.97 0 2367.401166 3 789.8043823 -1.086620798 -0.000857489 66.12554142TSVVVGTWNQEEHIEWAK 2 20070264 2xTMT6plex [N-Term; K18] 1.075 2.145054579 0.95 0 2571.360758 3 857.7929688 1.398142983 0.001198377 65.92787974EFLSGSYCFR 6 20070264 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.196 1.099 1.379 3.434980154 23.98 0 1494.724866 2 747.8657837 -0.385012119 -0.000287744 58.67568162LTDDQLIK 6 20070264 2xTMT6plex [N-Term; K8] 0.998 1.423 1.009 3.346562862 29.48 0 1403.851002 2 702.4289551 -0.262323957 -0.000184132 52.10993357ELLEPLFK 2 20070264 2xTMT6plex [N-Term; K8] 1.484 2.710308313 22.92 0 1446.897224 2 723.9520874 -0.225009287 -0.000162783 84.33786416ALPQLSDDIPFR 6 20070264 1xTMT6plex [N-Term] 0.653 0.982 0.988 3.512559652 19.87 0 1600.889623 2 800.9484863 0.045634783 3.65E-05 73.02221542NKEEDLQSTK 3 20070264 3xTMT6plex [N-Term; K2; K10] 0.812 1.062 1.029 2.496718884 1 1879.073968 3 627.0290527 -0.725222582 -0.000454249 28.8404738QLEQQEEILR 1 20070264 1xTMT6plex [N-Term] 0.477 2.403182745 0 1514.837587 2 757.9223022 -0.171323853 -0.000129764 37.8442844725092725 RRP7A ribosomal RNA-processing protein 7 homolog A 27341 NP_056518.2 22.85714286 1 5 5 25 280 32.314 9.58 1.1 1.64 1.31 1.35 Significant 0.0133

AKEEEGVPDEEGWVK 6 25092725 3xTMT6plex [N-Term; K2; K15] 1.714 1.632 1.273 5.137232304 35.48 1 2389.285417 3 797.0991821 -1.014388346 -0.000807888 48.88871713VEVDTFMEAYDQK 10 25092725 2xTMT6plex [N-Term; K13] 1.042 1.602 1.376 4.414763451 58.68 0 2033.030164 2 1017.02002 1.2779016 0.001299006 78.92451151WISDYADSVPDPEALR 6 25092725 1xTMT6plex [N-Term] 2.043 1.718 1.138 4.387143612 39.17 0 2063.028301 2 1032.016968 -0.795972175 -0.000821057 72.57397803IPSPLGYAAIPIK 2 25092725 2xTMT6plex [N-Term; K13] 1.165 3.644872427 19.36 0 1798.124263 3 600.0464478 0.292856133 0.000175531 88.51450183IAEEEAK 1 25092725 2xTMT6plex [N-Term; K7] 0.844 2.81 0 1247.724739 2 624.3654175 -0.946025214 -0.00059019 27.74712788
239787829 GLTSCR2 glioma tumor suppressor candidate region gene 2 protein 29997 NP_056525.2 11.71548117 1 4 4 16 478 54.356 10.32 1.15 1 1.3 1.15 Significant 0.00562

SDADSGFLGLRPTSVDPALR 4 239787829 1xTMT6plex [N-Term] 1.325 1.033 4.157595158 16.81 0 2303.21929 3 768.409668 -2.100930542 -0.001612968 63.44869138LAQEPLGLEVDQFLEDVR 6 239787829 1xTMT6plex [N-Term] 1.202 1.045 4.965505123 45.76 0 2300.233543 3 767.4144897 -2.011387815 -0.001542221 107.2729453VDLILENTSK 4 239787829 2xTMT6plex [N-Term; K10] 1.06 0.943 3.505012989 38.09 0 1589.951444 2 795.479126 -0.294780622 -0.000234343 65.74873133EAEADKPR 2 239787829 2xTMT6plex [N-Term; K6] 1.3 2.990262508 2.03 0 1373.778899 3 458.5982666 0.980546934 0.000449018 17.34887224122939157 GEMIN4 gem-associated protein 4 50628 NP_056536.2 7.372400756 1 6 6 22 1058 119.96 6.04 1.26 1.1 1.04 1.13 Significant 0.00334 LPSETIFVGCEFLHHLLR 6 122939157 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.853 1.342 1.065 5.868872166 55.26 0 2397.295038 4 600.0784302 -1.312749088 -0.000786762 109.8781192ALEDITASIAMAVIQQK 4 122939157 2xTMT6plex [N-Term; K17] 1.168 1.642 5.284546375 16.53 0 2260.298675 3 754.1040039 -0.538225883 -0.000405517 112.8206788LLETVIDVSTADR 2 122939157 1xTMT6plex [N-Term] 1.162 4.547858238 48.26 0 1660.931882 3 554.3153076 -0.308271786 -0.000170673 81.26860976SIAEGIGPEER 2 122939157 1xTMT6plex [N-Term] 1.11 3.891798019 49.77 0 1386.742624 2 693.874939 -0.0166796 -1.16E-05 34.52645693SSQGTSYDSYR 2 122939157 1xTMT6plex [N-Term] 0.889 3.598587513 21.05 0 1479.691317 2 740.3464355 -3.867439231 -0.002861308 17.80439662EFVLPFLR 6 122939157 1xTMT6plex [N-Term] 1.039 1.131 1.024 3.047857523 29.77 0 1249.750611 2 625.3778687 -1.720235457 -0.001074933 93.756283787669477 ADARB1 double-stranded RNA-specific editase 1 isoform 2 104 NP_056648.1 2.968960864 1 1 1 6 741 80.713 9.01 1 0.99 1.38 1.12 Significant 0.0128
QPIPSEGLQLHLPQVLADAVSR 6 7669477 1xTMT6plex [N-Term] 1.004 0.986 1.379 5.20423317 46.35 0 2597.461251 3 866.4911499 -0.906501672 -0.000784868 93.23282738

7710154 WARS2 tryptophan--tRNA ligase, mitochondrial isoform 1 precursor 10352 NP_056651.1 3.055555556 1 1 1 6 360 40.121 9.28 1.04 0.81 0.79 0.88 Significant 0.00821
ITDSPEEIVQK 6 7710154 2xTMT6plex [N-Term; K11] 1.038 0.808 0.79 4.007465839 37.84 0 1716.978387 2 858.9934082 0.671421527 0.000576408 53.12965155

70166944 ADAR double-stranded RNA-specific adenosine deaminase isoform b 103 NP_056655.2 33.16666667 1 1 36 214 1200 133.091 8.47 0.8 0.83 0.72 0.78 Significant 0.00175
ICDYLFNVSDSSALNLAK 16 70166944 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C2] 1.012 0.99 1.064 4.847728729 55.44 0 2488.315782 3 830.1089478 -1.403293869 -0.001163946 92.41058228

MGFTELPLTGSTFHDQIAMLSHR 6 70166944 1xTMT6plex [N-Term] 0.8 0.826 0.717 5.406395435 35.31 0 2818.421771 4 705.3591919 -2.424424884 -0.001708263 84.17357548YLNTNPVGGLLEYAR 12 70166944 1xTMT6plex [N-Term] 0.982 1.098 1.051 4.806127548 67.53 0 1909.038078 2 955.0223999 -0.290615111 -0.000277398 80.58205898AMTILLEEAK 8 70166944 2xTMT6plex [N-Term; K10] 0.962 1.083 1.006 4.774978638 62.14 0 1576.938437 2 788.9724121 -0.563719692 -0.000444476 77.82548518DINAVLIDMER 6 70166944 1xTMT6plex [N-Term] 1.003 1.027 1.174 4.542698383 42.79 0 1517.819495 2 759.4129639 -0.555675841 -0.000421708 71.73180875SPVTTLLECMHK 8 70166944 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.132 1.047 1.046 5.288330555 54.04 0 1874.027997 3 625.3475952 0.125710252 7.85E-05 76.7662247
GETVNDCHAEIISR 2 70166944 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.214 4.066366673 27.28 0 1829.901327 3 610.6382446 -0.626352506 -0.000382054 25.82042989

NPISGLLEYAQFASQTCEFNMIEQSGPPHEPR 6 70166944 1xTMT6plex [N-Term]; 1xOxidation [M21]; 1xCarbamidomethyl [C17] 0.601 1.534 100 5.233018875 44.64 0 3892.847189 3 1298.286377 -0.670745729 -0.00087037 101.4159238
TAESQTPTPSATSFFSGK 6 70166944 2xTMT6plex [N-Term; K18] 1.084 0.963 4.924459934 57.62 0 2302.196712 2 1151.598389 -3.132476131 -0.003605788 58.47100279KILAAIIMK 6 70166944 3xTMT6plex [N-Term; K1; K9] 1.944 1.658 2.016 4.568459988 32.14 1 1688.147531 3 563.3873901 0.051032362 2.87E-05 82.73807873

WFPAVCAHSK 4 70166944 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.239 1.389 4.52538538 36.66 0 1660.903389 3 554.3062744 0.530537895 0.000293724 54.35406354AIMEMPSFYSHGLPR 4 70166944 1xTMT6plex [N-Term] 0.931 1.107 4.310997486 21.89 0 1964.99239 3 655.668457 -0.800174218 -0.000524112 70.84367195LVDQSGPPHEPK 6 70166944 2xTMT6plex [N-Term; K12] 0.971 1.034 4.378824234 41.26 0 1761.989955 3 588.0015259 0.039527308 2.32E-05 32.24016296DGSAFEDGLR 10 70166944 1xTMT6plex [N-Term] 0.998 1.049 1.174 3.563638687 43.15 0 1295.64291 2 648.3241577 -1.444564932 -0.00093582 32.64983143SEESSHYSTEK 6 70166944 2xTMT6plex [N-Term; K11] 0.872 0.892 0.968 4.623693466 42.45 0 1741.864479 3 581.2928467 -0.282795214 -0.000164197 17.71382369SHGFAAEFK 4 70166944 2xTMT6plex [N-Term; K9] 1.043 0.981 4.219546318 37.08 0 1451.80472 3 484.605835 -1.218295521 -0.000589576 43.18651852HYPVFENPK 6 70166944 2xTMT6plex [N-Term; K9] 0.911 1.064 1.23 3.414766312 18.37 0 1588.888784 3 530.300293 -1.547391973 -0.000819545 41.63111938QMAAEEAMK 4 70166944 2xTMT6plex [N-Term; K9] 1.115 0.853 3.363850594 43.34 0 1466.774742 2 733.8905029 -0.690542723 -0.000506435 33.58791184ALHGEATNSMASDNQPEGMISESLDNLESMMPNK 2 70166944 2xTMT6plex [N-Term; K34] 1.352 3.831727743 11.22 0 4106.917935 4 1027.48291 -1.978280338 -0.002031159 95.1576003SEESSHYSTEKESEK 6 70166944 3xTMT6plex [N-Term; K11; K15] 1.7 2.169 1.848 3.69041419 9.28 1 2444.239589 4 611.8131104 -3.672792058 -0.002244296 21.25221096EFPPAEAGSK 8 70166944 2xTMT6plex [N-Term; K10] 1.12 1.055 0.995 3.357473612 42.11 0 1490.825515 2 745.9141846 -2.966671371 -0.002211395 48.36729212DSGKSEESSHYSTEK 2 70166944 3xTMT6plex [N-Term; K4; K15] 1.846 3.520220518 10.24 1 2358.202809 4 590.3066406 0.815574467 0.000480822 21.17836455
KLTECQLK 4 70166944 3xTMT6plex [N-Term; K1; K8]; 1xCarbamidomethyl [C5] 1.416 0.828 3.352147341 10.71 1 1707.044188 3 569.6860352 -0.372674155 -0.000212057 37.9449375
FLYSELMK 6 70166944 2xTMT6plex [N-Term; K8] 0.98 1.174 1.272 3.63306284 39.72 0 1488.853644 2 744.9299316 -0.710431649 -0.000528864 78.37435425VLIGENEK 6 70166944 2xTMT6plex [N-Term; K8] 1.008 1.035 1.007 2.632179499 31.53 0 1359.824787 2 680.4150391 -1.460169736 -0.000992788 43.46769309EGPAHEPK 6 70166944 2xTMT6plex [N-Term; K8] 0.9 0.903 0.909 2.494802475 18.81 0 1322.746871 3 441.5871887 0.107172515 4.73E-05 17.57794014QEARPEPAR 6 70166944 1xTMT6plex [N-Term] 1.09 1.131 0.845 3.626502037 16.58 0 1282.706514 3 428.2401733 -0.426465807 -0.000182343 14.94207779LGNSCEFR 6 70166944 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.858 0.978 0.871 2.665988684 18.91 0 1211.604023 2 606.305481 -0.278676805 -0.000168823 30.93593279
TMSCSDK 6 70166944 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.243 1.123 0.852 2.577662945 30.08 0 1286.648479 2 643.8259277 -3.031512735 -0.001950246 20.82081239
VSIYDSK 6 70166944 2xTMT6plex [N-Term; K7] 1.019 1.06 1.05 3.518927336 36.47 0 1269.745474 2 635.3766479 0.429297405 0.000272549 49.29732273LSYGEAK 6 70166944 2xTMT6plex [N-Term; K7] 1.02 1.087 1.356 2.623075008 25.81 0 1225.719259 2 613.362915 -0.575989868 -0.000353001 33.01999479

LTECQLK 2 70166944 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.666 2.670963287 14.09 0 1349.786293 2 675.3960571 -1.078535317 -0.000727896 40.7123013
DSIFEPAK 2 70166944 2xTMT6plex [N-Term; K8] 1.072 2.081286907 15.88 0 1364.782588 3 455.5993347 0.632313453 0.000287657 48.89515358KIGELVR 14 70166944 2xTMT6plex [N-Term; K1] 1.495 1.59 1.561 2.565612078 9.88 1 1272.840378 3 424.9517517 0.254727112 0.000108076 37.25887358GDSLSLK 2 70166944 2xTMT6plex [N-Term; K7] 1.017 2.08397603 15.45 0 1177.719259 2 589.3626099 -1.117714113 -0.000658177 37.11443481VLYSLAK 4 70166944 2xTMT6plex [N-Term; K7] 0.759 0.779 1.848670959 0.79 0 1251.807681 2 626.4069824 -0.792722609 -0.000496168 59.0411646121361517 UBXN1 UBX domain-containing protein 1 isoform 1 51035 NP_056937.2 32.05128205 1 9 9 58 312 35.086 5.35 1 1.05 0.92 0.99 Significant 0.00146 EPTSSEQGGLEGSGSAAGEGKPALSEEER 12 21361517 2xTMT6plex [N-Term; K21] 1.091 0.72 0.6 6.607393265 38.73 0 3304.618107 3 1102.211304 0.378598305 0.000417041 35.15178285GEELGGGQDPVQLLSGFPR 6 21361517 1xTMT6plex [N-Term] 1.071 1.13 0.908 5.356202602 51.97 0 2185.145062 3 729.0514526 -2.405972919 -0.001752467 78.889106LPDGTSLTQTFR 10 21361517 1xTMT6plex [N-Term] 0.826 1.048 0.953 3.424016237 35.75 0 1564.853237 2 782.9292603 -1.273967513 -0.000996786 57.54590816QGQELSAAR 2 21361517 1xTMT6plex [N-Term] 0.828 3.230926752 42.14 0 1188.653416 2 594.8297119 -1.067099844 -0.000634206 17.17918981MLELVAQK 6 21361517 2xTMT6plex [N-Term; K8] 1.106 1.491 0.933 3.072420359 35.83 0 1389.853979 2 695.4299927 -0.913785518 -0.000635014 68.55333757EKAEELAAR 9 21361517 2xTMT6plex [N-Term; K2] 1.291 1.19 1.029 2.441231489 9.57 1 1474.862963 3 492.2920532 -0.920093639 -0.000452337 26.96520788EQLAAVR 5 21361517 1xTMT6plex [N-Term] 1.169 1.272 1.143 2.591645002 19.45 0 1015.60976 2 508.3095703 2.071656933 0.001051998 23.69597274LQEDEMR 6 21361517 1xTMT6plex [N-Term] 0.912 0.872 0.742 2.597095013 25.58 0 1149.577139 2 575.291626 -1.012404331 -0.000581918 23.48723441AEELAAR 2 21361517 1xTMT6plex [N-Term] 0.908 2.100092173 12.51 0 988.5624755 2 494.7841187 -1.532301043 -0.000757388 27.8762715415147337 UBR5 E3 ubiquitin-protein ligase UBR5 isoform 1 51366 NP_056986.2 3.429796356 1 9 9 30 2799 309.158 5.85 1.32 1.17 1.47 1.32 Significant 0.00428 VDEAMELIIAHGR 4 15147337 1xTMT6plex [N-Term] 0.601 0.683 4.321149349 34.07 0 1682.909706 3 561.6410522 -0.65539566 -0.000367657 75.08916695SFYTAIAQAFLSNEK 6 15147337 2xTMT6plex [N-Term; K15] 1.491 1.257 1.799 4.800309181 31.4 0 2148.174127 3 716.7313843 2.547773927 0.001824354 105.6904059LTYQDAVNLQNYVEEK 4 15147337 2xTMT6plex [N-Term; K16] 1.205 1.506 4.443758488 25.61 0 2385.270212 3 795.7611084 -0.603547841 -0.000479875 76.95678001

YCIFDLATGK 6 15147337 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.211 0.802 1.066 4.012164116 33.52 0 1645.902386 2 823.4508057 -4.891542746 -0.004025501 77.85156622VNEEQWSLR 2 15147337 1xTMT6plex [N-Term] 1.052 2.970704317 16.4 0 1389.732394 2 695.3696289 -0.297148934 -0.000206479 42.72522209LSLELFGR 2 15147337 1xTMT6plex [N-Term] 1.116 2.709860563 21.13 0 1163.698575 2 582.352478 -0.769559516 -0.000447768 73.83831279GLLDVLPK 2 15147337 2xTMT6plex [N-Term; K8] 1.182 2.14671731 21.16 0 1312.860444 2 656.9337769 -0.127415723 -8.36E-05 75.49467194LYVPLYSSK 2 15147337 2xTMT6plex [N-Term; K9] 1.398 2.425635099 29.08 0 1527.918687 2 764.4619751 -1.318044412 -0.001006932 67.50505169VLLLPLER 2 15147337 1xTMT6plex [N-Term] 1.717 2.629277468 21.74 0 1181.781911 2 591.3951416 0.927339567 0.000547957 78.7759761484043963 EIF5B eukaryotic translation initiation factor 5B 9669 NP_056988.3 34.42622951 1 40 41 226 1220 138.742 5.49 0.96 0.99 1 0.98 Significant 0.000149 DPIVMGVTVEAGQVK 4 84043963 2xTMT6plex [N-Term; K15] 0.807 0.94 4.145516872 40.97 0 2001.145469 3 667.7199707 -0.055033793 -3.67E-05 70.9269852HKEVEAAQGVK 7 84043963 3xTMT6plex [N-Term; K2; K11] 1.057 1.171 1.1 4.301782131 38.89 1 1883.131757 3 628.37854 -5.677007342 -0.003563518 22.74000554IPGMLIIDTPGHESFSNLR 6 84043963 1xTMT6plex [N-Term] 1.045 1.021 1.249 6.323888779 42.71 0 2326.242668 3 781.4168091 -0.729479332 -0.000569538 68.07919777IPGMLIIDTPGHESFSNLR 6 84043963 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.166 0.895 0.941 5.878168106 52.7 0 2342.237583 3 781.4168091 -0.729479332 -0.000569538 68.07919777VTVDTGVIPASEEK 6 84043963 2xTMT6plex [N-Term; K14] 1.054 0.754 0.661 4.431223869 55.03 0 1903.078829 2 952.041748 -1.371312743 -0.001304858 54.21752332LLQAQGVEVPSK 12 84043963 2xTMT6plex [N-Term; K12] 0.866 0.923 0.934 4.444261551 60.04 0 1727.046741 2 864.0272217 0.246310285 0.000212695 58.28203801
APIICVLGHVDTGK 8 84043963 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 1.106 0.925 1.1 5.895531654 53.91 0 1938.124674 3 646.7125244 -0.85358689 -0.000551453 78.59744093

ETVAVKPTENNEEEFTSK 4 84043963 3xTMT6plex [N-Term; K6; K18] 0.868 1.197 4.657607555 13.86 0 2739.465566 3 913.8258057 -0.986337571 -0.000900679 45.54185689TSEVPYAGINIGPVHK 6 84043963 2xTMT6plex [N-Term; K16] 1.063 1.344 1.009 5.331800461 57.11 0 2140.21666 3 714.0772705 0.279520036 0.000199411 60.03599641KSPDSDVAATLK 4 84043963 3xTMT6plex [N-Term; K1; K12] 1.069 1.023 5.490990162 33.3 1 1919.141653 3 640.3849487 -0.708857833 -0.000453466 42.65466107TLAGLPLLVAYK 4 84043963 2xTMT6plex [N-Term; K12] 0.768 0.725 4.145584106 38.58 0 1717.1028 3 573.0386963 -0.736189361 -0.000421371 101.9029227SEDSTKDDIDLDALAAEIEGAGAAK 8 84043963 3xTMT6plex [N-Term; K6; K25] 1.086 1.02 0.916 6.372888565 42.28 1 3192.672658 3 1064.894287 -1.36237953 -0.001449877 88.09510031GVYVQASTLGSLEALLEFLK 7 84043963 2xTMT6plex [N-Term; K20] 0.914 0.339 4.033667088 30.31 0 2596.500211 3 866.1702271 -1.572708386 -0.001361179 113.3850368ELEELSLEAQGIK 2 84043963 2xTMT6plex [N-Term; K13] 0.748 3.356764793 23.31 0 1917.094479 3 639.7026978 -0.489928009 -0.000313079 70.49401781HFEATDILVSK 7 84043963 2xTMT6plex [N-Term; K11] 0.948 1.015 0.988 4.034750938 43.43 0 1717.988892 3 573.3334961 -1.721261856 -0.000985703 56.82126905TLAGLPLLVAYKEDEIPVLK 2 84043963 3xTMT6plex [N-Term; K12; K20] 0.724 5.167738914 6.13 1 2869.762129 4 718.1958008 -0.263420787 -0.000188989 111.927127IFSAEIIYHLFDAFTK 2 84043963 2xTMT6plex [N-Term; K16] 1.594 3.408400059 24.82 0 2373.325876 3 791.781189 1.322007468 0.001045852 113.0261888SDWQLIVELK 6 84043963 2xTMT6plex [N-Term; K10] 1.248 1.041 1.077 4.198858738 60.45 0 1688.998729 2 845.0029297 -0.086332214 -7.29E-05 88.59491953LKEGDTIIVPGVEGPIVTQIR 6 84043963 2xTMT6plex [N-Term; K2] 1.114 1.189 1.168 5.066080093 7.44 1 2692.601322 4 673.9043579 -2.124577199 -0.00143016 80.94528411SPDSDVAATLK 6 84043963 2xTMT6plex [N-Term; K11] 0.881 0.861 0.824 4.608463287 59.06 0 1561.883758 2 781.4450684 -0.575126827 -0.000449141 43.77828136EVEAAQGVK 8 84043963 2xTMT6plex [N-Term; K9] 0.812 0.784 0.902 4.209069729 59.32 0 1388.814951 2 694.9121094 1.433941937 0.00099574 27.79625553AETPTAAEDDNEGDKKK 4 84043963 4xTMT6plex [N-Term; K15; K16; K17] 1.538 1.016 5.225847244 8.62 2 2735.486919 4 684.6271973 0.014685685 1.00E-05 26.33313757KIPQQLESK 6 84043963 3xTMT6plex [N-Term; K1; K9] 0.989 0.985 1.187 3.775319576 25.17 1 1758.109231 3 586.7078247 -0.176473054 -0.00010342 40.83023722AETPTAAEDDNEGDKK 8 84043963 3xTMT6plex [N-Term; K15; K16] 1.129 0.567 1.102 4.170879364 23.57 1 2378.229024 3 793.4146729 0.18553919 0.000147085 25.88915119DAQEMADSLGVR 2 84043963 1xTMT6plex [N-Term] 0.941 2.65525651 11.16 0 1520.757623 3 507.590332 -0.775716151 -0.000393225 43.83254531EDEIPVLKDELIHELK 2 84043963 3xTMT6plex [N-Term; K8; K16] 0.825 4.383152485 9.72 1 2607.52123 4 652.635437 -0.503210907 -0.000328033 95.19222543KFEEETVK 12 84043963 3xTMT6plex [N-Term; K1; K8] 1.056 1.036 1.042 3.441303492 23.4 1 1697.008848 3 566.3405151 -1.093830386 -0.000618747 35.70778926
KGQEVCVK 6 84043963 3xTMT6plex [N-Term; K1; K8]; 1xCarbamidomethyl [C6] 1.033 0.973 1.098 3.475891829 11.74 1 1634.986674 3 545.6669922 -0.153051706 -8.34E-05 29.45996737
LAHCEELR 6 84043963 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.025 1.125 1.1 3.234305143 34.39 0 1256.661872 3 419.5592041 0.944490092 0.000395635 21.56915859
HIAVFPCK 2 84043963 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 0.987 2.738856077 28.75 0 1429.838998 2 715.4211426 -2.789974085 -0.001994607 47.74518787

IEPIPGESPK 8 84043963 2xTMT6plex [N-Term; K10] 0.974 1.029 0.928 3.888691664 41.39 0 1524.903766 2 762.9579468 3.181397277 0.002425662 47.82069281GLLLPPPMK 6 84043963 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 0.943 0.983 2.428661585 22.71 0 1439.906015 2 712.458374 -1.14354971 -0.000814157 72.87926131DELIHELK 6 84043963 2xTMT6plex [N-Term; K8] 0.743 0.787 0.746 3.139014006 24.89 0 1454.861901 3 485.6255493 0.133256097 6.46E-05 57.23351795GLLLPPPMK 4 84043963 2xTMT6plex [N-Term; K9] 0.841 0.783 2.15570116 25.17 0 1423.9111 2 712.458374 -1.14354971 -0.000814157 72.87926131AMQEALAK 6 84043963 2xTMT6plex [N-Term; K8]; 1xOxidation [M2] 0.972 0.923 0.919 2.031476259 20.82 0 1335.770643 2 668.388916 -0.065916069 -4.40E-05 29.33814485NTKDEFEER 6 84043963 2xTMT6plex [N-Term; K3] 1.133 1.008 1.194 2.642857075 7.55 1 1625.853521 3 542.6220093 -1.258586916 -0.000682093 24.48639078RLEELEAK 6 84043963 2xTMT6plex [N-Term; K8] 1.007 1.097 0.929 4.187006474 23.2 1 1445.8728 3 482.6289063 -0.438738456 -0.000211453 36.45360419LEELEAK 4 84043963 2xTMT6plex [N-Term; K7] 0.84 2.75402832 28.67 0 1289.771689 2 645.3902588 1.20335881 0.000776029 48.33438773ILPQYIFNSR 2 84043963 1xTMT6plex [N-Term] 1.04 2.619749069 20.02 0 1479.852115 2 740.4298706 0.235983673 0.00017461 74.14701955QSIDALK 2 84043963 2xTMT6plex [N-Term; K7] 1.101 2.497992516 18.48 0 1232.761459 2 616.8842773 -0.146453719 -9.03E-05 38.81888225AQVMEVK 2 84043963 2xTMT6plex [N-Term; K7] 0.698 2.422988176 11.87 0 1262.754265 2 631.8804321 -0.53623433 -0.000338566 37.40329462IPQQLESK 2 84043963 2xTMT6plex [N-Term; K8] 1.096 2.135781765 20.31 0 1400.851336 2 700.9292603 -0.065875789 -4.61E-05 58.22518581LKEEEER 5 84043963 2xTMT6plex [N-Term; K2] 1.355 1.095 1.18 2.171410799 4.36 1 1390.794215 3 464.2694397 -0.323087483 -0.000149783 21.2792357147419911 TRIM24 transcription intermediary factor 1-alpha isoform a 8805 NP_056989.2 2.857142857 1 2 3 8 1050 116.757 7.11 0.98 0.86 1.05 0.96 Significant 0.0033 DTTEVPSSTVEK 4 47419911 2xTMT6plex [N-Term; K12] 0.977 0.858 2.994345903 27.99 0 1750.947481 2 875.9766235 -0.862538542 -0.00075513 33.49626221LENYFEELLK 2 47419911 2xTMT6plex [N-Term; K10] 1.051 2.102269888 16.39 0 1755.993309 2 878.5004272 0.153230759 0.000134536 102.1070074
DCQLLEHK 2 47419911 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.734 2.275546074 12.46 0 1500.82447 3 500.9464722 0.262171836 0.000131158 43.9399404941393561 LAP3 cytosol aminopeptidase 51056 NP_056991.2 60.50096339 1 24 24 303 519 56.131 7.93 0.74 0.72 0.73 0.73 Significant 0.0000625 GVLFASGQNLAR 8 41393561 1xTMT6plex [N-Term] 0.677 0.841 0.701 4.727753639 56.41 0 1461.837528 2 731.4224243 0.030169435 2.21E-05 50.84436681GITFDSGGISIK 20 41393561 2xTMT6plex [N-Term; K12] 0.745 0.778 0.768 4.33450079 64.1 0 1652.962343 3 551.6582031 -1.383531216 -0.000762308 67.91774487

ADMGGAATICSAIVSAAK 18 41393561 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 0.818 0.789 0.813 5.790771484 80.57 0 2152.150631 2 1076.576294 -2.471796955 -0.00265984 73.05955673
LNLPINIIGLAPLCENMPSGK 10 41393561 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C14] 0.734 0.723 0.709 6.137818336 59.01 0 2722.539985 3 908.184082 -0.84186321 -0.000764002 112.1974016
LNLPINIIGLAPLCENMPSGK 6 41393561 2xTMT6plex [N-Term; K21]; 1xOxidation [M17]; 1xCarbamidomethyl [C14] 0.652 0.807 4.157688141 32.93 0 2738.5349 3 908.184082 -0.84186321 -0.000764002 112.1974016
TFYGLHQDFPSVVLVGLGK 6 41393561 2xTMT6plex [N-Term; K19] 0.669 0.665 0.653 5.858310699 51.22 0 2535.437552 3 845.8155518 -2.14940674 -0.001816562 95.72457186GSDEPPVFLEIHYK 6 41393561 2xTMT6plex [N-Term; K14] 0.682 0.68 0.691 5.213382721 46.78 0 2089.137013 3 697.0501709 -0.504191291 -0.000351108 68.71233009TIQVDNTDAEGR 16 41393561 1xTMT6plex [N-Term] 0.823 0.637 0.701 4.790269375 59.74 0 1547.78628 2 774.3970947 0.408831073 0.000316392 26.23047181SWIEEQAMGSFLSVAK 22 41393561 2xTMT6plex [N-Term; K16] 0.745 0.673 0.667 5.71296978 67.8 0 2241.198961 2 1121.102905 -0.190569036 -0.000213552 94.96558448SWIEEQAMGSFLSVAK 2 41393561 2xTMT6plex [N-Term; K16]; 1xOxidation [M8] 0.797 4.377586365 30.3 0 2257.193876 2 1121.102905 -0.190569036 -0.000213552 94.96558448

SAGACTAAAFLK 10 41393561 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 0.828 0.752 0.74 5.074131489 73.76 0 1625.908534 2 813.4585571 0.801968737 0.000651964 55.86258704
QVVDCQLADVNNIGK 10 41393561 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 0.779 0.734 0.678 4.319360256 47.54 0 2131.158159 2 1066.080688 -1.904516968 -0.002029413 56.7707829

EKEDDVPQFTSAGENFDK 18 41393561 3xTMT6plex [N-Term; K2; K18] 0.737 0.739 0.676 5.383584976 32.47 1 2743.402966 3 915.1377563 -1.549078675 -0.001416582 51.98558493GSPNANEPPLVFVGK 12 41393561 2xTMT6plex [N-Term; K15] 0.697 0.646 0.762 5.039709091 59.25 0 1984.126782 2 992.5669556 -0.07457547 -7.40E-05 68.10762676LYGSGDQEAWQK 10 41393561 2xTMT6plex [N-Term; K12] 0.702 0.692 0.751 4.873554707 50.45 0 1839.964134 2 920.484375 -1.445952098 -0.00133025 49.02334074
LILADALCYAHTFNPK 25 41393561 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C8] 0.851 0.813 0.795 5.986523628 57.63 0 2305.27788 4 577.0751953 0.464581736 0.000267748 95.7897906

WAHLDIAGVMTNKDEVPYLR 6 41393561 2xTMT6plex [N-Term; K13]; 1xOxidation [M10] 0.793 0.718 0.75 5.22493124 21.83 1 2802.501291 4 697.381897 -0.221851053 -0.000154547 80.67807064WAHLDIAGVMTNKDEVPYLR 7 41393561 2xTMT6plex [N-Term; K13] 0.905 0.765 0.823 5.896289349 25.68 1 2786.506376 4 697.381897 -0.221851053 -0.000154547 80.67807064ETLNISGPPLK 18 41393561 2xTMT6plex [N-Term; K11] 0.744 0.768 0.671 3.652388096 48.42 0 1626.983079 2 813.9949951 -0.224277456 -0.000182448 59.44979993GLVLGIYSK 14 41393561 2xTMT6plex [N-Term; K9] 0.798 0.677 0.717 3.079335928 49.28 0 1407.897558 2 704.4519653 -0.642146108 -0.000452038 65.4348457ASANMDLMR 8 41393561 1xTMT6plex [N-Term] 0.63 0.612 0.856 2.685274363 33.32 0 1237.623044 2 619.3145752 -0.945149964 -0.00058487 35.35096031TLIEFLLR 12 41393561 1xTMT6plex [N-Term] 0.811 0.775 0.689 3.682666063 48.38 0 1233.776825 2 617.3915405 -0.827406782 -0.000510418 101.1788061AAVAAGCR 6 41393561 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.597 0.61 0.952 2.828504562 38.77 0 1004.550865 2 502.7789612 -0.218532208 -0.000109763 16.89868964QLMETPANEMTPTR 6 41393561 1xTMT6plex [N-Term]; 2xOxidation [M3; M10] 0.956 0.67 1.054 1.922532201 26.93 0 1879.909115 2 940.4573975 -0.849226227 -0.000798234 23.7847717FAEIIEK 6 41393561 2xTMT6plex [N-Term; K7] 0.698 0.721 0.669 3.142736673 34.82 0 1307.79751 2 654.4021606 -0.355629166 -0.000232545 61.68591917EFVTHPK 8 41393561 2xTMT6plex [N-Term; K7] 0.713 0.707 0.768 2.533452511 22.97 0 1315.777443 3 439.2641907 0.437559929 0.00019191 28.91606335ANKPGDVVR 13 41393561 2xTMT6plex [N-Term; K3] 0.75 0.69 0.728 2.582380295 6.41 0 1413.857819 3 471.9571533 -0.644922743 -0.000303943 21.42441902
58331218 SRRT serrate RNA effector molecule homolog isoform a 51593 NP_056992.4 29.9086758 1 24 24 165 876 100.604 5.96 1.26 1.17 1.21 1.22 Significant 0.00046

FVTSNTQELGK 12 58331218 2xTMT6plex [N-Term; K11] 1.227 1.197 1.071 5.275516033 59.87 0 1681.952507 2 841.4824219 3.00871159 0.002530255 48.83648999EFLLSLDDSVDETEAVKR 8 58331218 2xTMT6plex [N-Term; K17] 1.687 1.417 1.367 6.653520584 32.29 1 2524.354669 3 842.1224365 -0.757833165 -0.00063768 76.33025755TQLWASEPGTPPLPTSLPSQNPILK 3 58331218 2xTMT6plex [N-Term; K25] 1.041 1.493 4.865759373 36.57 0 3130.755257 3 1044.256958 0.33989033 0.000354704 92.15304181LGSIAEIDLGVPPPVMK 14 58331218 2xTMT6plex [N-Term; K17] 1.137 1.052 1.06 4.741594791 52.94 0 2194.292133 2 1097.64624 -3.157880004 -0.003464656 97.09636575TFKEFLLSLDDSVDETEAVKR 4 58331218 3xTMT6plex [N-Term; K3; K20] 2.331 1.128 5.188006401 23.22 2 3129.728657 4 783.1882324 0.780645151 0.000610802 100.6961084ILEQEEEEEQAGKPGEPSK 6 58331218 3xTMT6plex [N-Term; K13; K19] 1.092 1.238 4.556922436 33.96 0 2814.497594 4 704.3793335 -0.742592791 -0.000522506 44.3263128IVHSLDYYNTCEYPNEDEMPNR 6 58331218 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.268 1.048 1.808 6.379146576 64.81 0 2988.334138 3 996.7819824 -0.918125032 -0.000914555 52.83068133EICWNLQNIR 6 58331218 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.57 1.414 3.40939045 43.8 0 1574.831063 2 787.9187622 -0.517398949 -0.000407408 60.32046302ISHGEVLEWQK 6 58331218 2xTMT6plex [N-Term; K11] 1.208 1.27 0.994 4.912081242 41.41 0 1784.01069 2 892.508606 -0.423151017 -0.000377453 52.07053499ESLSEEEAQK 10 58331218 2xTMT6plex [N-Term; K10] 1.429 1.197 0.993 4.59819746 58.74 0 1607.852852 2 804.4295654 -0.620629322 -0.00049894 29.28818655EVAFFNNFLTDAK 12 58331218 2xTMT6plex [N-Term; K13] 1.375 1.368 1.437 4.365965366 45.14 0 1974.073684 3 658.6975098 2.174056069 0.001430582 91.75195113EFLLSLDDSVDETEAVK 9 58331218 2xTMT6plex [N-Term; K17] 1.103 1.122 0.999 3.807354212 10.96 0 2368.253558 2 1184.629639 -0.657732043 -0.000778838 84.15861507KDPEQEVEK 16 58331218 3xTMT6plex [N-Term; K1; K9] 1.247 1.25 1.469 4.201169968 32.12 1 1789.03104 2 895.0177612 -1.56200703 -0.00139724 29.13047804QAENDSSNDDKTK 6 58331218 3xTMT6plex [N-Term; K11; K13] 1.5 1.219 1.165 3.960791111 21.16 1 2139.113266 3 713.7094116 0.194226873 0.000138491 19.49982127VALSEPQPER 6 58331218 1xTMT6plex [N-Term] 1.245 1.32 1.082 3.195546627 32.89 0 1354.752795 2 677.8806763 0.945323063 0.00064034 32.13910211DLDAPDDVDFF 10 58331218 1xTMT6plex [N-Term] 1.129 1.251 1.35 2.95907259 46.31 0 1497.694671 2 749.3500977 -1.170103315 -0.000876229 78.32112989LTPLLSVR 7 58331218 1xTMT6plex [N-Term] 1.389 0.804 1.14 3.155435801 28.08 0 1127.73496 2 564.3703003 -1.451160175 -0.000818262 63.24967514MLDAAVIK 2 58331218 2xTMT6plex [N-Term; K8] 1.183 2.438820839 7.09 0 1318.816865 2 659.9119873 -0.12664429 -8.35E-05 60.36017056LIHTLDDR 8 58331218 1xTMT6plex [N-Term] 1.217 1.246 1.277 3.04627943 26.06 0 1211.694552 3 404.569519 -0.45249943 -0.000182764 34.61106553YHPDEVGK 4 58331218 2xTMT6plex [N-Term; K8] 1.064 0.952 3.43018508 23.57 0 1402.773086 3 468.2622375 -0.660458577 -0.000308825 32.250769AGAGLGDGER 2 58331218 1xTMT6plex [N-Term] 0.896 2.509107113 28.01 0 1131.595566 2 566.3016357 0.378628538 0.000214227 18.6402564GWVTFDR 4 58331218 1xTMT6plex [N-Term] 1.214 0.966 2.722532034 25.54 0 1109.59411 2 555.3000488 -1.16160832 -0.000644457 49.96445586SEGDGDKEEK 2 58331218 3xTMT6plex [N-Term; K7; K10] 1.351 1.158 1.920155048 1 1780.953184 3 594.3220215 -0.939203169 -0.000557559 18.32402884KSEGDGDKEEK 2 58331218 4xTMT6plex [N-Term; K1; K8; K11] 1.69 1.526 2.444014072 2 2138.211079 4 535.3081055 -0.227687998 -0.000121711 20.7909850741393547 NBAS neuroblastoma-amplified sequence 51594 NP_056993.2 7.67608604 1 14 14 65 2371 268.401 5.96 1.15 1.17 1.16 1.16 Significant 0.0000248 LLDFTQAQILQGLR 14 41393547 1xTMT6plex [N-Term] 1.171 1.186 1.291 5.448407173 57.83 0 1845.079549 3 615.6978149 -0.356258776 -0.000219109 95.70047067GTDLEALLAIGK 6 41393547 2xTMT6plex [N-Term; K12] 1.337 1.66 1.453 4.075125694 46.61 0 1659.009293 2 830.0065308 -2.11471182 -0.001754163 87.25788041EAGHEAEAGSLLLAVR 2 41393547 1xTMT6plex [N-Term] 1.264 5.486413479 45.92 0 1852.012591 3 618.0081177 -1.507393994 -0.000930571 53.13301515AVLQAVSDGQWWK 6 41393547 2xTMT6plex [N-Term; K13] 1.124 1.265 1.36 5.366353989 58.77 0 1946.090003 3 649.3677368 -0.691592259 -0.000448634 83.358033MVVEPNLQDESEFLYAAQPELLR 6 41393547 1xTMT6plex [N-Term] 1.004 0.783 5.712911129 60.55 0 2920.496375 3 974.1640015 -6.479790774 -0.006308068 98.33634785SLAHLETLSHSFILSLK 2 41393547 2xTMT6plex [N-Term; K17] 1.414 6.744524956 21.47 0 2354.384788 4 589.3516846 0.05118163 3.01E-05 88.73153846AQDLHLFETLK 6 41393547 2xTMT6plex [N-Term; K11] 1.279 1.397 3.721446037 33.61 0 1773.031091 3 591.6825562 1.141501151 0.000674639 68.87639836IVDHLLASLQQGR 4 41393547 1xTMT6plex [N-Term] 1.185 0.859 3.174568176 27.91 0 1678.980169 3 560.3310547 -0.928222696 -0.000519489 74.95533258LLGLAELLR 4 41393547 1xTMT6plex [N-Term] 0.993 3.278990507 42.82 0 1226.803374 2 613.906189 1.407682538 0.000863475 101.5501509ELLQYGLK 4 41393547 2xTMT6plex [N-Term; K8] 0.982 0.729 3.223454237 20.61 0 1421.876823 2 711.4408569 -1.677650816 -0.001192706 61.67127114YIYPTIGGFDHER 2 41393547 1xTMT6plex [N-Term] 0.945 3.363418579 10.59 0 1796.9169 3 599.6456909 3.127136211 0.001873068 55.3810118YSHLYDLSR 6 41393547 1xTMT6plex [N-Term] 1.091 1.058 1.083 2.743692398 14.07 0 1382.726581 3 461.5800476 -0.7166621 -0.000330316 36.9686208ILPLQVR 2 41393547 1xTMT6plex [N-Term] 1.062 2.017792702 31.91 0 1067.713831 2 534.3599854 -1.064973443 -0.000568543 61.43772798DGQMLSPSSLYTIWLQK 1 41393547 2xTMT6plex [N-Term; K17] 1.063 1.895112634 0 2425.320139 3 809.1114502 -0.140754227 -0.000113791 104.2882765
7705696 TXNDC12 thioredoxin domain-containing protein 12 precursor 51060 NP_056997.1 56.97674419 1 7 7 65 172 19.194 5.4 0.99 1 0.99 0.99 Significant 0.0000113

EAAASGLPLMVIIHK 6 7705696 2xTMT6plex [N-Term; K15]; 1xOxidation [M10] 0.915 0.941 4.20141983 34.86 0 2024.197839 3 670.0730591 0.846356747 0.000566552 85.32320426EAAASGLPLMVIIHK 12 7705696 2xTMT6plex [N-Term; K15] 0.964 0.987 0.913 5.860373974 46.51 0 2008.202924 3 670.0730591 0.846356747 0.000566552 85.32320426
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

FAESTEISELSHNFVMVNLEDEEEPKDEDFSPDGGYIPR 2 7705696 2xTMT6plex [N-Term; K26]; 1xOxidation [M16] 6.229680538 27.35 1 4946.324239 4 1237.327515 -7.280241753 -0.009002609 88.54092891
YFYVSAEQVVQGMK 8 7705696 2xTMT6plex [N-Term; K14] 0.973 1.021 4.670464039 26.1 0 2107.129819 2 1054.069092 0.516362941 0.000544022 82.38814639ILFLDPSGK 16 7705696 2xTMT6plex [N-Term; K9] 0.967 0.906 0.939 3.079120398 36.98 0 1447.892473 2 724.4490967 -1.074652058 -0.00077799 77.353435

SWCGACK 12 7705696 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C3; C6] 1.134 1.117 1.322 2.842068195 12.91 0 1326.669884 2 663.8388672 0.432590659 0.000286952 31.16845789LTGDAFR 6 7705696 1xTMT6plex [N-Term] 0.994 1.113 0.969 2.234841108 26.83 0 1008.567561 2 504.7882385 1.625642986 0.000819785 34.05931819TLEDGKK 3 7705696 3xTMT6plex [N-Term; K6; K7] 0.976 1.402 1.758768201 2.27 1 1477.919305 3 493.3111267 -0.32365302 -0.000159444 26.258403937705704 GSTK1 glutathione S-transferase kappa 1 isoform a 373156 NP_057001.1 53.98230088 1 10 10 122 226 25.48 8.41 0.77 0.81 0.81 0.8 Significant 0.00028 NEDITEPQSILAAAEK 12 7705704 2xTMT6plex [N-Term; K16] 0.796 0.743 0.813 4.797289371 48.05 0 2187.190899 2 1094.098877 -0.192659795 -0.000210692 66.59090083YGAFGLPITVAHVDGQTHMLFGSDR 4 7705704 1xTMT6plex [N-Term] 1.028 1.148 6.870624065 38.23 0 2918.482063 4 730.3748779 -1.501099255 -0.001095233 81.18787305AGMSAEQAQGLLEK 12 7705704 2xTMT6plex [N-Term; K14] 0.647 0.789 0.721 5.222813606 100.72 0 1891.035919 2 946.020813 -0.829816833 -0.000784607 56.15664184MELLAHLLGEK 12 7705704 2xTMT6plex [N-Term; K11] 0.711 0.811 0.75 4.788149357 59.84 0 1712.018084 2 856.5123901 -0.338878758 -0.000290083 94.24422556MELLAHLLGEK 23 7705704 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 0.77 0.778 0.808 4.210728645 59.17 0 1728.012999 2 856.5123901 -0.338878758 -0.000290083 94.24422556HHLQIPIHFPK 4 7705704 2xTMT6plex [N-Term; K11] 0.829 0.581 4.929175377 26.17 0 1825.100114 4 457.0307007 0.470354677 0.000214611 55.61785538DFLSVMLEK 24 7705704 2xTMT6plex [N-Term; K9] 0.859 0.855 0.839 4.39369297 58.77 0 1539.885673 2 770.4458008 -0.87525816 -0.000673899 90.20678568GLYMANDLK 6 7705704 2xTMT6plex [N-Term; K9] 0.559 0.608 0.637 3.288843393 37.47 0 1482.839057 2 741.9223022 -1.166045502 -0.000864529 55.21246391DSGNKPPGLLPR 13 7705704 2xTMT6plex [N-Term; K5] 0.785 1.06 0.991 3.854101896 9.77 0 1709.011025 3 570.3407593 -1.930934278 -0.001099996 39.45864824ETTEAACR 6 7705704 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.172 0.862 0.836 3.119980335 33.96 0 1166.567303 2 583.7867432 -0.937230001 -0.000546671 15.30870051GSLSAMR 6 7705704 1xTMT6plex [N-Term] 0.774 0.744 0.848 2.772814751 29.16 0 950.5290669 2 475.7680054 -0.350097461 -0.000166389 23.803380787705706 RPS27L 40S ribosomal protein S27-like 51065 NP_057004.1 38.0952381 1 1 3 88 84 9.471 9.45 0.85 0.8 0.84 0.83 Significant 0.000339 LVQSPNSYFMDVK 41 7705706 2xTMT6plex [N-Term; K13] 1.135 1.145 1.114 4.460842133 70.53 0 1986.077055 2 993.5402222 -1.957327916 -0.001943702 70.30979596DLLHPSLEEEK 21 7705706 2xTMT6plex [N-Term; K11] 0.845 0.799 0.842 4.013352394 50.74 0 1767.989286 2 884.4979248 -0.403288996 -0.000356505 56.108472LVQSPNSYFMDVK 12 7705706 2xTMT6plex [N-Term; K13]; 1xOxidation [M10] 1.307 1.132 0.954 3.986334801 42.47 0 2002.07197 2 993.5402222 -1.957327916 -0.001943702 70.30979596LTEGCSFR 14 7705706 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.163 1.043 1.022 3.411261082 34.57 0 1198.608774 2 599.8079834 -0.069908653 -4.19E-05 31.725341127705429 POMP proteasome maturation protein 51371 NP_057016.1 37.58865248 1 3 3 12 141 15.779 5.11 0.97 0.85 0.82 0.88 Significant 0.0027 LPFLSSSNLSLDVLR 6 7705429 1xTMT6plex [N-Term] 0.9 0.812 0.82 4.673018932 67.87 0 1890.089779 2 945.5491333 0.640600027 0.000605396 101.3764362GLGSELKDSIPVTELSASGPFESHDLLR 2 7705429 2xTMT6plex [N-Term; K7] 1.191 7.135108948 33.98 1 3412.83642 4 853.9641724 -0.457187712 -0.000390077 82.44544241NIQGLFAPLK 4 7705429 2xTMT6plex [N-Term; K10] 1.049 0.681 3.378974676 21 0 1558.97212 2 779.9874268 -2.914160116 -0.002271547 79.186635687705431 TMA7 translation machinery-associated protein 7 51372 NP_057017.1 29.6875 1 3 3 14 64 7.062 9.99 1.14 1.01 1 1.05 Significant 0.00184 GPLATGGIK 6 7705431 2xTMT6plex [N-Term; K9] 1.095 1.02 1.072 3.264884233 39.88 0 1271.808743 2 636.4082031 0.303874307 0.000193235 41.92086351EMDEEDKAFK 2 7705431 3xTMT6plex [N-Term; K7; K10] 1.76 1.784204125 0.26 1 1929.02424 3 643.6793213 -0.430125654 -0.000276574 42.24675834EMDEEDK 6 7705431 2xTMT6plex [N-Term; K7] 1.037 0.993 0.721 2.572968006 28.49 0 1353.660818 2 677.3330688 -1.445476342 -0.000978342 21.390423637706254 NOP58 nucleolar protein 58 51602 NP_057018.1 49.33837429 1 24 24 216 529 59.541 8.92 1.07 1.07 1.08 1.07 Significant 0.00000964 EMAAMCLGLAHSLSR 4 7706254 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.514 1.689 6.227359772 61.37 0 1875.94406 3 625.9837646 -3.90171799 -0.002439802 62.21162301YDAFGEDSSSAMGVENR 14 7706254 1xTMT6plex [N-Term] 1.111 1.219 1.23 5.278716087 76.58 0 2063.917764 2 1032.459106 -3.308271043 -0.003414 44.20399058YGLIYHASLVGQTSPK 4 7706254 2xTMT6plex [N-Term; K16] 0.915 0.931 4.385281563 18.61 0 2192.24796 3 731.4203491 -0.668741285 -0.000488682 60.18518834VEEEEEEKVAEEEETSVK 4 7706254 3xTMT6plex [N-Term; K8; K18] 1.15 0.927 5.828346252 29.11 1 2809.444555 3 937.1506348 -2.564347857 -0.002401464 51.0866199FQDTAEALAAFTALMEGK 12 7706254 2xTMT6plex [N-Term; K18] 1.088 1.27 1.228 5.753234863 61.26 0 2372.257204 2 1186.630615 -1.370109128 -0.001625126 112.9254008
TYDPSGDSTLPTCSK 10 7706254 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 0.996 1.194 0.908 4.329877377 47.64 0 2087.036707 2 1044.022583 0.566734462 0.000591398 39.25546316

HAASTVQILGAEK 10 7706254 2xTMT6plex [N-Term; K13] 1.188 0.948 1.145 4.529603958 32.1 0 1783.047804 3 595.0213623 0.97008844 0.000576571 44.36380305LSELLPEEVEAEVK 30 7706254 2xTMT6plex [N-Term; K14] 1.019 1.069 1.057 4.27550602 51.8 0 2043.162559 2 1022.083313 -1.570796912 -0.001604697 85.60164102VKVEEEEEEKVAEEEETSVK 8 7706254 4xTMT6plex [N-Term; K2; K10; K20] 1.143 0.867 1.2 7.048939705 32.8 2 3265.770864 4 817.1967163 -1.784851377 -0.001457229 55.35850144LIAHAGSLLNLAK 17 7706254 2xTMT6plex [N-Term; K13] 1.042 1.065 1.159 5.586495399 68.55 0 1779.12566 2 890.0665283 0.067241245 5.98E-05 80.82423101EWYGWHFPELGK 6 7706254 2xTMT6plex [N-Term; K12] 1.268 1.307 1.276 3.44895196 28.46 0 2007.052889 3 669.6888428 -0.45553343 -0.00030476 81.12636949MMAIAPNVTVMVGELVGAR 9 7706254 1xTMT6plex [N-Term]; 1xOxidation [M] 1.093 1.084 0.01 4.576049328 29.91 0 2204.180268 3 735.3973389 -1.272218284 -0.000934733 104.4463514TQLYEYLQNR 14 7706254 1xTMT6plex [N-Term] 1.152 1.052 0.984 4.367126942 41.11 0 1556.827023 2 778.9171143 -0.045505617 -3.54E-05 56.65140989VAEEEETSVK 6 7706254 2xTMT6plex [N-Term; K10] 0.551 0.54 0.63 4.374528408 53.96 0 1578.862689 2 789.9346313 -0.444924497 -0.000351237 29.44228739IEQVDKEDEITEK 6 7706254 3xTMT6plex [N-Term; K6; K13] 0.675 0.792 0.933 3.439245939 11.15 1 2263.263619 3 755.0914307 -1.714337552 -0.001293333 45.02114211LQEVDSLWK 2 7706254 2xTMT6plex [N-Term; K9] 0.853 4.390431881 42.16 0 1575.914665 2 788.4589844 -2.520764664 -0.001986255 71.18960065FQDTAEALAAFTALMEGK 2 7706254 2xTMT6plex [N-Term; K18]; 1xOxidation [M15] 1.012 3.561582804 19.55 0 2388.252119 2 1186.630615 -1.370109128 -0.001625126 112.9254008KLQEVDSLWK 6 7706254 3xTMT6plex [N-Term; K1; K10] 0.763 1.344 0.978 3.56227088 13.08 1 1933.17256 3 645.0615845 -1.220497373 -0.000786477 63.38732261LNLSCIHSPVVNELMR 2 7706254 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.483 3.862578869 9.25 0 2111.130281 3 704.3804321 -1.675734233 -0.001179231 78.46579713SQMDGLIPGVEPR 12 7706254 1xTMT6plex [N-Term] 0.534 0.771 0.575 4.526562691 45.77 0 1627.867507 2 814.4338989 -4.291552234 -0.003493039 56.23060969VKVEEEEEEK 4 7706254 3xTMT6plex [N-Term; K2; K10] 0.919 0.832 3.781640291 17.4 1 1935.088949 3 645.7005615 -0.939336504 -0.0006059 31.97597908EAHEPLAVADAK 4 7706254 2xTMT6plex [N-Term; K12] 0.906 3.579773188 22.53 0 1708.963406 3 570.3260498 0.111479311 6.35E-05 36.21810204KIEQVDKEDEITEK 4 7706254 4xTMT6plex [N-Term; K1; K7; K14] 1.012 1.358 3.837434769 11.43 2 2620.521514 4 655.8858643 0.043293386 2.84E-05 43.82182159KISGTGK 12 7706254 3xTMT6plex [N-Term; K1; K7] 2.172 1.114 1.454 2.729701281 7.21 1 1377.903261 3 459.9725952 -0.020970608 -9.63E-06 38.85689837EFETPEK 12 7706254 2xTMT6plex [N-Term; K7] 1.077 1.083 1.195 2.704169989 23.14 0 1337.735303 2 669.3707886 -0.749663674 -0.000501426 34.94063654
LNLSCIHSPVVNELMR 2 7706254 1xTMT6plex [N-Term]; 1xOxidation [M15]; 1xCarbamidomethyl [C5] 0.832 2.732399702 3.64 0 2127.125196 3 704.3804321 -1.675734233 -0.001179231 78.46579713

23397653 PIGT GPI transamidase component PIG-T isoform 1 precursor 51604 NP_057021.2 24.91349481 1 13 13 68 578 65.658 8.38 1.21 1.29 1.19 1.23 Significant 0.000616
LQPHLLEMLIQLPANSVTK 10 23397653 2xTMT6plex [N-Term; K19] 2.157 1.525 1.7 5.417904377 36.71 0 2603.535885 3 868.515564 -1.439137248 -0.001248948 109.9962678TLTEPCPLASESR 4 23397653 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.847 1.829 3.763069391 28.96 0 1689.867901 2 845.4381104 0.616973152 0.000521302 38.41414264AFPVLLLDTVPWYLR 4 23397653 1xTMT6plex [N-Term] 2.281 4.740341663 19.75 0 2032.183286 3 678.0656738 -0.402254871 -0.000272485 112.9729353RPPENEAPPVPFLHAQR 6 23397653 1xTMT6plex [N-Term] 1.208 1.477 1.524 6.146194458 28.01 0 2184.187536 4 546.8024292 0.160621224 8.77E-05 47.70084561GELSTLLYNTHPYR 6 23397653 1xTMT6plex [N-Term] 1.197 1.707 1.22 4.997673988 38.06 0 1893.006778 3 631.6727295 -1.660127937 -0.001047544 61.71458232YVSGYGLQK 4 23397653 2xTMT6plex [N-Term; K9] 1.237 1.863 3.234930038 37.97 0 1472.851336 2 736.928833 -0.642817338 -0.000473387 46.17718484

EVVCTENLTPWK 2 23397653 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 1.163 3.772197962 25.75 0 1934.045755 3 645.3533936 -0.066128703 -4.26E-05 60.78491786
ALGQLISK 8 23397653 2xTMT6plex [N-Term; K8] 1.246 1.438 1.472 3.509950161 38.67 0 1287.840043 2 644.4227295 -1.444989721 -0.000930458 59.22682371AGLSVLLK 8 23397653 2xTMT6plex [N-Term; K8] 0.981 1.008 1.29 3.067304134 31.64 0 1258.84988 2 629.928894 0.501851688 0.000315878 72.23915135TFHIEEPR 4 23397653 1xTMT6plex [N-Term] 1.364 1.354 3.053046465 28.38 0 1257.678902 3 419.8973083 -1.216774146 -0.000510104 32.31982785NLNIQLK 6 23397653 2xTMT6plex [N-Term; K7] 1.359 0.945 1.183 2.720394135 22.47 0 1300.835292 2 650.9207764 -0.78114088 -0.000508068 52.94740745VSIQFER 4 23397653 1xTMT6plex [N-Term] 0.785 0.806 1.832960486 8.44 0 1107.635975 2 554.3214722 -0.277179569 -0.000153507 42.0500865KDWSLFR 2 23397653 2xTMT6plex [N-Term; K1] 1.657 2.460404396 2.09 1 1409.830541 3 470.615509 1.016171495 0.000477543 56.385600619923796 NMD3 60S ribosomal export protein NMD3 isoform 2 51068 NP_057022.2 24.65208748 1 9 9 48 503 57.566 7.14 1.19 1.16 1.03 1.13 Significant 0.00189 EIHDGLDFYYSSK 6 19923796 2xTMT6plex [N-Term; K13] 1.028 1.025 1.244 4.798473358 25.8 0 2032.042778 3 678.0176392 -2.172104632 -0.00147127 55.43832022ISLAEMLEDLHISQDATGEEGASMLT 2 19923796 1xTMT6plex [N-Term] 0.516 6.346172333 39.62 0 2990.453584 3 997.4889526 -0.427710984 -0.00042635 112.1136222DSAIPVESDTDDEGAPR 6 19923796 1xTMT6plex [N-Term] 1.112 1.206 1.158 4.236973286 75.2 0 2002.940274 2 1001.973938 0.162539326 0.000162778 33.43877478LVDAGFVWTEPHSK 6 19923796 2xTMT6plex [N-Term; K14] 1.672 1.483 1.575 4.197813511 26.42 0 2044.126782 3 682.0463257 -1.15388108 -0.000786226 68.56835259YFQPPGTWIQCALESR 8 19923796 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.216 1.284 1.488 5.863434315 47.63 0 2182.095276 3 728.0374756 1.190593207 0.000865996 91.66785576

MVEFLQCTVPCR 8 19923796 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C11] 1.138 1.331 1.009 3.456698418 35.56 0 1768.874584 3 590.296936 0.944620655 0.000556972 67.39833474
DNVVCLSPK 2 19923796 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.154 2.904493093 34.18 0 1489.844871 2 745.4277344 2.229265654 0.00166063 44.7716937
VDISQGIPK 4 19923796 2xTMT6plex [N-Term; K9] 1.031 0.967 3.352545738 30.05 0 1414.866986 2 707.9365845 -0.773150196 -0.000546952 51.50610705VPDVVLIK 6 19923796 2xTMT6plex [N-Term; K8] 0.934 0.954 0.929 3.142549753 46.91 0 1340.891744 2 670.9493408 -0.253166877 -0.000169735 73.65922344

19923475 TRMT6 tRNA (adenine(58)-N(1))-methyltransferase non-catalytic subunit TRM6 isoform 1 51605 NP_057023.2 11.46881288 1 6 6 26 497 55.764 7.55 0.84 0.88 0.88 0.87 Significant 0.000237
SFLSGLYEFPLNK 6 19923475 2xTMT6plex [N-Term; K13] 0.901 0.91 0.923 4.300311089 32.67 0 1973.114821 3 658.3753662 -1.660048951 -0.001091822 95.74962322GEEIVQQLIENSTTFR 8 19923475 1xTMT6plex [N-Term] 0.659 0.501 0.823 5.38590765 44.73 0 2093.107614 3 698.3735352 -0.746125636 -0.000520574 96.42525609HLEAAALLSER 6 19923475 1xTMT6plex [N-Term] 0.972 0.87 0.804 4.98291254 42.92 0 1438.821543 3 480.2783508 -0.725760446 -0.00034808 46.8994233GIKGEEIVQQLIENSTTFR 2 19923475 2xTMT6plex [N-Term; K3] 1.869 3.688926935 4.15 1 2620.471037 3 874.1623535 0.561264313 0.000490259 95.62678422LSETWLR 2 19923475 1xTMT6plex [N-Term] 0.827 2.18614769 17.25 0 1133.651625 2 567.3293457 -0.185245401 -0.000105002 62.68924067LTQDDIK 2 19923475 2xTMT6plex [N-Term; K7] 0.81 2.601047754 29.17 0 1290.766938 2 645.8865356 -0.88567572 -0.0005716 37.9347714447717104 ATP6V1H V-type proton ATPase subunit H isoform 1 51606 NP_057025.2 33.74741201 1 12 12 55 483 55.847 6.48 1.02 0.96 1.02 1 Significant 0.0004
TFINLMTHICK 2 47717104 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.359 4.758821964 41.56 0 1836.027603 3 612.6802979 -0.687704973 -0.000420882 79.28065718

FAWVEADGVNCIMGVLSNK 4 47717104 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C11] 1.755 2.2 5.525771141 77.51 0 2568.335471 3 856.7825928 -0.874651973 -0.0007488 110.5983769
LGESVQDLSSFDEYSSELK 10 47717104 2xTMT6plex [N-Term; K19] 0.876 0.956 0.889 5.545387268 65.24 0 2591.312864 3 864.4412231 -1.446327249 -0.001249295 83.07873911LLEVSDDPQVLAVAAHDVGEYVR 2 47717104 1xTMT6plex [N-Term] 1.011 6.781492233 61.32 0 2724.440575 3 908.8180542 -0.354473631 -0.000321914 97.27949737QLQSEQPQTAAAR 6 47717104 1xTMT6plex [N-Term] 0.942 0.971 0.854 3.831754446 48.98 0 1656.886663 2 828.9462891 -0.821586069 -0.000680638 20.96930814GAVDAAVPTNIIAAK 12 47717104 2xTMT6plex [N-Term; K15] 1.019 1.036 1.025 4.642426968 66.56 0 1869.120969 2 935.0648193 0.745378121 0.000696601 67.00371404LMVHNWEYLGK 6 47717104 2xTMT6plex [N-Term; K11] 0.96 0.962 1.078 4.353922367 33.59 0 1848.024232 3 616.6799316 0.546449477 0.000336617 66.07099113NTAWPYFLPMLNR 4 47717104 1xTMT6plex [N-Term] 1.485 1.154 3.810814619 11.46 0 1851.977726 2 926.4897461 -2.975685086 -0.002755451 96.24642768VIEQLGGK 2 47717104 2xTMT6plex [N-Term; K8] 1.019 3.198735476 32.55 0 1301.819308 2 651.4124146 -1.348373332 -0.000877669 49.3115237IILAAFR 4 47717104 1xTMT6plex [N-Term] 0.62 0.505 2.503648043 28.96 0 1032.676717 2 516.8419189 -0.151208381 -7.81E-05 72.45160685LEWSPVHK 2 47717104 2xTMT6plex [N-Term; K8] 1.034 2.368927479 10.52 0 1453.856756 3 485.2896423 -1.638530094 -0.000794063 48.92436687YNIIPVLSDILQESVK 1 47717104 2xTMT6plex [N-Term; K16] 0.892 0.16 0 2289.347005 3 763.7868042 -0.500606654 -0.000382021 112.926083731880783 PELO protein pelota homolog 53918 NP_057030.3 19.48051948 1 7 7 39 385 43.332 6.34 1.29 1.32 1.02 1.21 Significant 0.00616 KVQTESSTGSVGSNR 10 31880783 2xTMT6plex [N-Term; K1] 1.141 2.004 1.019 5.003894329 40.13 1 1995.087102 3 665.6999512 -0.903281051 -0.000600708 17.94341725VQTESSTGSVGSNR 4 31880783 1xTMT6plex [N-Term] 1.101 0.603 4.968153954 56.59 0 1637.829207 2 819.4180908 -0.18464036 -0.000151205 17.48212412GTNIQENEYVK 11 31880783 2xTMT6plex [N-Term; K11] 1.99 0.807 1.078 3.863655567 55.02 0 1752.953235 2 876.9799194 -0.383696952 -0.000336301 37.08663713FYEQVVQAIQR 2 31880783 1xTMT6plex [N-Term] 1.006 4.101104736 34.8 0 1609.889957 2 805.4482422 -0.465618781 -0.000374797 72.11599675IFSSLHVSGEQLSQLTGVAAILR 2 31880783 1xTMT6plex [N-Term] 0.942 3.028124809 15.89 0 2655.503116 3 885.8399658 0.839152071 0.00074279 103.8515969ALDDFYK 8 31880783 2xTMT6plex [N-Term; K7] 1.327 1.209 1.123 3.04713583 30.27 0 1329.745474 2 665.374939 -2.160466321 -0.001436435 51.13387982HIHFDVVK 2 31880783 2xTMT6plex [N-Term; K8] 1.286 3.231849194 6.94 0 1452.87274 3 484.9629822 1.137686156 0.000550971 44.2413571738570062 GET4 Golgi to ER traffic protein 4 homolog 51608 NP_057033.2 11.31498471 1 3 3 26 327 36.481 5.41 0.94 1.06 0.99 0.99 Significant 0.00122 AEVEVADELLENLAK 20 38570062 2xTMT6plex [N-Term; K15] 1.011 1.059 1.119 5.115990639 61.94 0 2101.179271 2 1051.090698 -2.45174017 -0.002575773 103.4840348IGQLFFGVPPK 2 38570062 2xTMT6plex [N-Term; K11] 1.004 2.618975163 24.1 0 1661.01907 2 831.013916 0.894174713 0.000742621 91.35346672RDPMYNEYLDR 4 38570062 1xTMT6plex [N-Term] 0.714 0.425 4.051962376 13.62 1 1700.826371 3 567.6135864 -0.096854481 -5.49E-05 37.0510555921265070 MRPL2 39S ribosomal protein L2, mitochondrial isoform 1 51069 NP_057034.2 19.01639344 1 6 6 30 305 33.28 11.3 1.05 1.03 0.94 1 Significant 0.00113

QMQVLETCVATVGR 2 21265070 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.76 3.666678905 12.69 0 1820.956005 2 910.9811401 -0.549885093 -0.000500658 56.58453706SADIALVAGGSR 12 21265070 1xTMT6plex [N-Term] 1.115 1.125 1.242 4.365395069 61.49 0 1345.763694 2 673.3842773 -1.795413645 -0.001208101 43.86224619AAGTCGVLLR 2 21265070 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.936 3.323658466 31.66 0 1246.713908 2 623.8612671 1.082710058 0.000674915 37.11688146IRPLPPMK 6 21265070 2xTMT6plex [N-Term; K8] 0.986 0.859 0.688 3.959682226 17.67 0 1409.906683 3 470.6398315 -1.23533076 -0.000580567 58.40246634SGPFEEK 2 21265070 2xTMT6plex [N-Term; K7] 1.085 2.677197218 24.59 0 1251.698524 2 626.3522339 -1.064830338 -0.000666423 33.40180104YTITPVK 6 21265070 2xTMT6plex [N-Term; K7] 1.133 1.177 0.996 2.151781559 19.59 0 1279.802595 2 640.4048462 -0.140175671 -8.97E-05 46.2111479555953123 RWDD1 RWD domain-containing protein 1 isoform a 51389 NP_057036.2 11.11111111 1 3 3 15 243 27.922 4.2 0.74 0.86 1 0.87 Significant 0.00743 FDAELLEIK 8 55953123 2xTMT6plex [N-Term; K9] 0.666 0.731 0.739 3.529313564 49.66 0 1535.908517 2 768.456543 -1.762684737 -0.001353661 77.89792957MKEEEQAGK 6 55953123 3xTMT6plex [N-Term; K2; K9] 0.814 0.945 1.073 3.608003139 10.34 1 1736.981982 3 579.6654663 -0.078310668 -4.53E-05 23.60343819EKEAEEAEK 1 55953123 3xTMT6plex [N-Term; K2; K9] 1.728 1.90541625 1 1749.983756 3 583.9985352 -1.544900769 -0.000901184 21.40766183116063554 DERA deoxyribose-phosphate aldolase isoform 1 51071 NP_057038.2 13.52201258 1 3 3 14 318 35.208 8.94 1.04 0.8 1.07 0.97 Significant 0.00767 IGASTLLSDIER 2 116063554 1xTMT6plex [N-Term] 0.634 4.134213448 33.1 0 1503.857988 2 752.4324341 -0.263951743 -0.000198473 71.22526041AVTFIDLTTLSGDDTSSNIQR 6 116063554 1xTMT6plex [N-Term] 1.098 0.812 1.149 5.15049839 41.96 0 2483.282678 3 828.4336548 1.503487904 0.001244528 81.35701491KEWQAAWLLK 6 116063554 3xTMT6plex [N-Term; K1; K10] 1.031 0.906 1.024 4.610396385 23.5 1 1960.198715 3 654.0704956 -0.908715826 -0.000593755 77.17329295148596990 CUTC copper homeostasis protein cutC homolog 51076 NP_057044.2 9.89010989 1 2 2 10 273 29.322 8.18 0.99 1.1 0.9 1 Significant 0.00335
VLTSGCDSSALEGLPLIK 6 148596990 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C6] 1.004 1.092 0.904 4.558617592 35.33 0 2318.304155 3 773.4396362 0.086637211 6.70E-05 84.32875782GGDFLYSDR 4 148596990 1xTMT6plex [N-Term] 0.968 1.173 2.606016397 12.66 0 1258.626532 2 629.8164673 -0.694574336 -0.000437105 35.385315057705730 FCF1 rRNA-processing protein FCF1 homolog isoform 1 51077 NP_057046.1 18.68686869 1 3 3 12 198 23.354 9.7 1.29 1.71 1.66 1.55 Significant 0.00719

KIPGVPIMYISNHR 4 7705730 2xTMT6plex [N-Term; K1] 1.975 1.66 4.753717899 25.06 1 2083.225057 4 521.5616455 -0.1462246 -7.62E-05 64.41434117
LDLVQSMMDCLYAK 4 7705730 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 1.503 2.445 3.388371468 10.57 0 2145.115825 3 715.7094116 -0.999389727 -0.000714602 107.6944171MPDDYGAPR 4 7705730 1xTMT6plex [N-Term] 0.978 0.931 2.974444389 16.54 0 1250.603688 2 625.8022461 -5.175654415 -0.003236346 29.22903005260763955 NDUFA13 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 13 51079 NP_057049.5 37.5 1 5 5 60 144 16.688 8.43 1.35 1.35 1.32 1.34 Significant 0.0000557 WVPPLIGELYGLR 42 260763955 1xTMT6plex [N-Term] 1.46 1.336 1.377 4.49864769 70.01 0 1742.020243 3 581.3458862 1.643041416 0.00095407 110.190937VKQDMPPPGGYGPIDYK 6 260763955 3xTMT6plex [N-Term; K2; K17] 1.412 1.603 1.508 5.47390461 30.24 1 2549.404092 3 850.4726563 -0.265426733 -0.00022556 56.94154234IALLPLLQAETDR 6 260763955 1xTMT6plex [N-Term] 0.924 1.052 0.965 3.934400797 45.7 0 1682.004987 3 561.3397217 -0.223091453 -0.00012508 96.53516906VGESVFHTTR 4 260763955 1xTMT6plex [N-Term] 1.081 1.254 4.128594875 37.94 0 1361.73748 3 454.5840149 0.008722485 3.96E-06 31.56096855IALLPLLQAETDRR 2 260763955 1xTMT6plex [N-Term] 1.166 4.711803436 24.89 1 1838.106098 3 613.3735352 -0.02490131 -1.53E-05 87.755485147705425 MRPS17 28S ribosomal protein S17, mitochondrial 51373 NP_057053.1 60 1 5 5 37 130 14.493 9.85 0.85 0.87 0.87 0.87 Significant 0.0000596

VIDPVTGKPCAGTTYLESPLSSETTQLSK 7 7705425 3xTMT6plex [N-Term; K8; K29]; 1xCarbamidomethyl [C10] 0.869 1.712 0.931 6.269433022 40.17 0 3767.039168 4 942.5146484 -0.638206797 -0.000601038 76.11410483
TYFAHDALQQCTVGDIVLLR 6 7705425 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.687 0.758 0.783 5.557482719 43.32 0 2549.338359 3 850.4514771 0.595759421 0.000506264 77.74679891HELAEIVFK 8 7705425 2xTMT6plex [N-Term; K9] 0.83 0.846 0.841 3.976559639 40.83 0 1543.924835 3 515.3138428 1.385838393 0.00071321 62.8198063NLEELNISSAQ 4 7705425 1xTMT6plex [N-Term] 1.003 1.089 3.586483955 51.56 0 1446.763754 2 723.8855591 0.060676155 4.39E-05 54.03983007LVLDPYLLK 12 7705425 2xTMT6plex [N-Term; K9] 0.845 0.925 0.917 4.266232491 50.32 0 1531.986373 2 766.4972534 0.559493186 0.000428568 91.0597863186928852 MRPS7 28S ribosomal protein S7, mitochondrial 51081 NP_057055.2 47.10743802 1 10 10 89 242 28.116 9.99 1 1.03 1.05 1.03 Significant 0.0002 TSSVFEDPVISK 12 186928852 2xTMT6plex [N-Term; K12] 1.037 1.006 1.044 4.839184761 69.03 0 1766.994037 2 884.0008545 0.223732716 0.000197667 59.80000325KPVEELTEEEK 8 186928852 3xTMT6plex [N-Term; K1; K11] 1.004 1.033 0.969 5.285436153 38.04 0 2018.162448 3 673.3915405 -1.179269771 -0.000793319 45.21807921

NCEPMIGLVPILK 12 186928852 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 0.991 1.148 1.139 4.095315933 44.69 0 1942.126983 2 971.5683594 1.266425946 0.00122978 93.87033454
SLMIQTLEAVK 14 186928852 2xTMT6plex [N-Term; K11] 1.04 0.959 0.973 4.985623837 66.16 0 1691.017749 2 846.0083008 -4.981915478 -0.004212254 81.7778553LLEAFHNQGPVIK 8 186928852 2xTMT6plex [N-Term; K13] 0.956 1.018 0.858 4.539578915 43.03 0 1924.142039 3 642.0519409 -0.399750163 -0.000256392 66.50114241FTNMMMIGGNK 5 186928852 2xTMT6plex [N-Term; K11] 1.175 1.141 4.285049438 54.11 0 1701.88906 2 851.447876 -0.343727972 -0.000292493 69.65934888YHAASAEEQATIER 12 186928852 1xTMT6plex [N-Term] 1.121 0.989 0.937 5.968589306 47.46 0 1804.902707 3 602.3053589 -0.655597578 -0.00039443 22.26561364NPYTIFHQALK 6 186928852 2xTMT6plex [N-Term; K11] 0.961 1.019 1.236 4.200459003 30.4 0 1790.036511 3 597.3499146 -0.737782524 -0.000440219 63.95673938FYQVPVPLPDR 6 186928852 1xTMT6plex [N-Term] 1.124 1.099 1.028 3.688290119 18.64 0 1559.87833 2 780.4412842 -1.947812574 -0.001519175 71.25902318WMITECR 6 186928852 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.034 1.046 1.158 2.869699955 19.62 0 1224.606666 2 612.8065796 -0.639364732 -0.000391485 47.79276304194294540 SNX7 sorting nexin-7 isoform a 51375 NP_057060.2 4.65631929 1 2 2 6 451 51.586 4.87 1.12 1.12 0.91 1.05 Significant 0.00442 GEFDSSEFEVR 4 194294540 1xTMT6plex [N-Term] 1.12 1.119 4.246245861 41.12 0 1530.727368 2 765.8657837 -2.010467214 -0.001538739 45.8093476DQIQAELDSK 2 194294540 2xTMT6plex [N-Term; K10] 0.914 2.535893202 2.01 0 1604.889572 2 802.9494019 1.218202779 0.00097754 45.97622241156142186 CRLF3 cytokine receptor-like factor 3 51379 NP_057070.3 7.239819005 1 3 3 12 442 49.735 5.14 0.85 0.96 1.04 0.95 Significant 0.00334 ENVEAAQSYR 6 156142186 1xTMT6plex [N-Term] 0.854 0.878 0.958 3.881449699 53.89 0 1395.706573 2 698.3556519 -1.824308283 -0.0012731 21.27211975DSIGVCAEK 4 156142186 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.009 1.111 4.156396866 40.33 0 1436.781936 2 718.8955688 1.339671153 0.000962408 34.55578668

APTYFCGQTLTFR 2 156142186 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.247 2.683850527 0.02 0 1790.909707 2 895.9553223 -3.53946306 -0.003169429 62.4650906420336761 HEBP1 heme-binding protein 1 50865 NP_057071.2 53.96825397 1 8 8 53 189 21.084 5.8 1.15 1.03 0.97 1.05 Significant 0.00253 IPNQFQSDPPAPSDK 6 20336761 2xTMT6plex [N-Term; K15] 0.921 0.879 0.912 4.01345253 43.29 0 2099.11734 3 700.3771362 -0.230796337 -0.00016149 49.1383037FATVEVTDKPVDEALR 14 20336761 2xTMT6plex [N-Term; K9] 0.951 1.555 0.911 4.942673683 26.02 0 2248.258919 3 750.0904541 -0.938337348 -0.000703208 62.6329379GIGMGMTVPISFAVFPNEDGSLQK 6 20336761 2xTMT6plex [N-Term; K24] 100 0.669 0.774 5.754444599 38.69 0 2953.556757 3 985.1893921 -1.060981971 -0.001044557 105.050425EADYVAQATR 2 20336761 1xTMT6plex [N-Term] 0.981 3.645596981 38.42 0 1352.70076 2 676.8536377 -0.56249645 -0.000380445 27.20969692RNEIWLLK 8 20336761 2xTMT6plex [N-Term; K8] 1.042 1.096 1.027 4.357805252 27.81 1 1529.956804 3 510.6576538 1.048314421 0.000534625 59.1321291AALEGTATYR 4 20336761 1xTMT6plex [N-Term] 1.626 1.18 3.586111784 39.59 0 1281.700031 2 641.3538208 0.260241519 0.000166776 29.78377192YAGGTNDK 6 20336761 2xTMT6plex [N-Term; K8] 0.852 0.906 0.906 3.238077641 35.79 0 1283.699587 2 642.3533325 -0.154382645 -9.91E-05 20.14135757GDKEEVAYEER 7 20336761 2xTMT6plex [N-Term; K3] 1.222 0.796 1.177 4.039503574 11.32 1 1782.927414 2 891.9666138 -0.820600393 -0.000731535 24.646576077706757 ATP6V1D V-type proton ATPase subunit D 51382 NP_057078.1 46.15384615 1 8 8 50 247 28.245 9.36 1.03 0.99 0.95 0.99 Significant 0.000544 FTAGDFSTTVIQNVNK 4 7706757 2xTMT6plex [N-Term; K16] 1.132 1.005 4.43595171 29.46 0 2200.201404 3 734.0720215 0.048796953 3.58E-05 73.39624521DNVAGVTLPVFEHYHEGTDSYELTGLAR 6 7706757 1xTMT6plex [N-Term] 0.972 0.994 7.313518047 47.24 0 3319.64325 4 830.6621704 -4.939867973 -0.00409965 75.09312386AAGEVLEPANLLAEEKDEDLLFE 10 7706757 2xTMT6plex [N-Term; K16] 1.158 1.001 4.226380825 31.56 1 2973.570869 3 991.8610229 -0.791604588 -0.000784631 105.722837TLAYIITELDER 8 7706757 1xTMT6plex [N-Term] 1.065 1.048 0.869 4.425591946 41.18 0 1665.926068 3 555.9800415 -0.298169463 -0.000165576 95.16945076EAAFSLAEAK 10 7706757 2xTMT6plex [N-Term; K10] 0.996 1.018 0.868 4.441759109 55.93 0 1494.856815 2 747.9316406 -0.542393085 -0.0004054 55.07846674VNAIEHVIIPR 4 7706757 1xTMT6plex [N-Term] 0.976 0.803 4.172566414 25.17 0 1489.905214 3 497.3056335 -1.923723206 -0.000955388 67.74599741MAQTIMK 4 7706757 2xTMT6plex [N-Term; K7] 0.95 1.064 2.665742636 31.8 0 1280.747071 2 640.8782959 1.752295146 0.001122123 42.27901536IEIFPSR 4 7706757 1xTMT6plex [N-Term] 1.104 0.95 2.438653946 14.63 0 1090.645811 2 545.8272705 1.332454231 0.000726618 55.37971243118344456 UTP18 U3 small nucleolar RNA-associated protein 18 homolog 51096 NP_057085.2 21.22302158 1 8 8 37 556 61.964 8.76 1.41 1.05 1.39 1.28 Significant 0.00818
AGAGPGGPPQKPAPSSQR 6 118344456 2xTMT6plex [N-Term; K11] 0.611 0.584 1.121 4.343831062 14.4 0 2118.182006 3 706.7328491 0.938660264 0.000662751 26.6559226VLYVYDMLAGK 4 118344456 2xTMT6plex [N-Term; K11] 1.99 1.403 4.473391533 61.56 0 1729.996286 2 865.5015259 -0.295157968 -0.000255311 101.3001126KPPARPSAAAAAIAVAAAEEER 4 118344456 2xTMT6plex [N-Term; K1] 1.61 1.089 4.785218716 7.99 0 2605.482604 4 652.1251831 -1.420753345 -0.000925437 59.81393311

LVHLPSCTVFSNFPVIK 6 118344456 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C7] 2.027 1.897 1.651 4.411491871 29.24 0 2416.38268 3 806.133606 1.483560995 0.00119495 91.68097382
KPVWVDEEDEDEEMVDMMNNR 4 118344456 2xTMT6plex [N-Term; K1] 1.209 1.326 5.388472557 52.37 0 3068.405143 3 1023.471191 -1.995137853 -0.00204063 68.11121088VAASTFSSDSK 6 118344456 2xTMT6plex [N-Term; K11] 1.516 1.379 1.409 4.351190567 57.91 0 1557.852458 2 779.4309692 1.414509154 0.001101798 35.40861825SGYFALGNEK 5 118344456 2xTMT6plex [N-Term; K10] 0.645 0.614 1.327 3.612155199 37.64 0 1543.852064 2 772.4283447 -1.717500618 -0.001325783 51.12232276IQSIYLER 2 118344456 1xTMT6plex [N-Term] 1.21 2.824478865 27.04 0 1250.730603 2 625.8685303 -0.655131587 -0.000409697 50.3873242255770836 SCCPDH saccharopine dehydrogenase-like oxidoreductase 51097 NP_057086.2 33.33333333 1 10 10 46 429 47.121 9.14 1.17 1.12 1.14 1.14 Significant 0.000161 SAIYGFGDQSNLR 4 55770836 1xTMT6plex [N-Term] 0.93 1.107 4.119259834 60.42 0 1656.8543 2 828.9282837 -3.02337821 -0.002504649 46.7810303GPEAGYVATPIAMVQAAMTLLSDASHLPK 17 55770836 2xTMT6plex [N-Term; K29] 1.374 0.794 1.169 6.10219717 44.48 0 3397.826389 4 850.2116699 -0.453102167 -0.000384891 113.6054884GYSIPFMGSDVSVVR 6 55770836 1xTMT6plex [N-Term] 1.56 1.497 1.178 3.935715914 46.86 0 1842.962136 2 921.9840088 -0.756902081 -0.000697471 75.37316189MNGTLTAVESFLTIHSGPEGLSIHDGTWK 2 55770836 2xTMT6plex [N-Term; K29] 0.813 4.033922672 0.7 0 3556.851024 4 889.9624634 -6.466524524 -0.005750116 102.1190245AGGVFTPGAAFSK 2 55770836 2xTMT6plex [N-Term; K13] 0.936 3.081112862 22.43 0 1667.952113 2 834.4772949 -2.877502425 -0.002399768 59.7849988FYGEPVIK 6 55770836 2xTMT6plex [N-Term; K8] 1.204 1.16 1.166 3.605027914 30.51 0 1410.839709 2 705.9232788 -0.303303635 -0.000213956 58.06922963LPWAVAGR 2 55770836 1xTMT6plex [N-Term] 1.086 2.441597462 20.41 0 1098.66213 2 549.8345947 -0.197628433 -0.000108563 59.34455247WPISYCR 2 55770836 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.211 2.068431139 3.45 0 1210.62403 2 605.8145752 -1.781229615 -0.0010782 48.78869364NVSNLKPVPLIGPK 1 55770836 3xTMT6plex [N-Term; K6; K14] 0.702 1.639119148 0 2163.383221 3 721.7981567 -1.527244514 -0.001101338 67.67410711EQVDPER 4 55770836 1xTMT6plex [N-Term] 1.269 1.237 2.31274128 22.34 0 1101.573768 2 551.2903442 -0.323621938 -0.000178247 16.2186913544346134 MECR trans-2-enoyl-CoA reductase, mitochondrial isoform a 51102 NP_057095.3 16.3538874 1 6 6 34 373 40.402 8.76 0.99 0.9 1 0.96 Significant 0.00109

ELILTLCDLIR 6 544346134 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.894 1.293 1.587 3.901364088 30.21 0 1587.934131 2 794.4710693 0.460593334 0.000365696 106.2805975SLGAEHVITEEELR 10 544346134 1xTMT6plex [N-Term] 0.79 0.922 0.97 4.502483845 41.03 0 1811.970058 3 604.6619263 0.644375214 0.000389196 44.73198566ALVYGHHGDPAK 6 544346134 2xTMT6plex [N-Term; K12] 0.992 0.888 0.937 4.054835796 32.71 0 1722.96916 4 431.4976501 -0.225821838 -9.73E-05 27.75749265
LALNCVGGK 6 544346134 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.001 0.821 1.335 3.633826971 33.5 0 1389.828827 2 695.4175415 -0.734307828 -0.000510281 49.85024952NLELAAVR 4 544346134 1xTMT6plex [N-Term] 1.371 1.056 2.513043404 21.73 0 1114.678174 2 557.8427124 -0.023051777 -1.28E-05 44.51038239SSTELLR 2 544346134 1xTMT6plex [N-Term] 0.859 1.927539468 10.68 0 1034.60434 2 517.8052979 -0.987002311 -0.000510578 27.7451202649574510 NDUFAF1 complex I intermediate-associated protein 30, mitochondrial precursor 51103 NP_057097.2 20.48929664 1 5 5 22 327 37.74 7.64 1.19 1.31 1.18 1.22 Significant 0.00116

KTEGDLQGDHQK 4 49574510 3xTMT6plex [N-Term; K1; K12] 1.173 1.157 4.636953831 15.65 1 2043.143779 4 511.5412598 -0.278667368 -0.000142339 22.1427751GPEGHPLHEVLLEQAK 4 49574510 2xTMT6plex [N-Term; K16] 1.282 1.119 4.196339607 19.86 0 2212.249023 4 553.8175049 -0.376589046 -0.000208277 44.97155064EVALDITSSEEKPDVSFDK 2 49574510 3xTMT6plex [N-Term; K12; K19] 0.969 3.138533115 12.62 0 2796.512182 3 932.84375 1.614568329 0.001505053 67.62061346GGPYWQEVK 6 49574510 2xTMT6plex [N-Term; K9] 1.435 1.296 1.18 3.336211205 31.44 0 1521.846585 2 761.4275513 0.815311527 0.00062039 51.12155944LLKDEIVDHWR 6 49574510 2xTMT6plex [N-Term; K3] 1.194 1.32 1.271 4.349186897 21.78 1 1882.095088 4 471.279541 0.661859492 0.000311421 61.30582834
116812577 LUC7L2 putative RNA-binding protein Luc7-like 2 isoform 1 51631 NP_057103.2 39.79591837 1 15 15 125 392 46.486 10.01 1.22 1.19 1.1 1.17 Significant 0.000948

LAETQEEISAEVAAK 16 116812577 2xTMT6plex [N-Term; K15] 1.141 1.106 1.168 5.633313179 76.31 0 2047.132321 2 1024.069946 0.143971214 0.000147364 61.49021033
VCEVCSAYLGLHDNDR 6 116812577 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C5] 2.709 2.138 1.45 6.175804138 51.56 0 2137.000389 3 713.0031128 -2.62236316 -0.001867997 49.01045147



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

VEQLGAEGNVEESQK 12 116812577 2xTMT6plex [N-Term; K15] 1.136 1.091 1.007 5.269799709 77.98 0 2075.102084 2 1038.053833 -0.816496879 -0.000847157 39.25771599EQDFFFELDAMDHLQSFIADCDRR 6 116812577 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 1.747 1.644 1.49 5.982355118 26.17 1 3234.482199 4 809.3764648 0.565987039 0.000457669 103.5790109VHELNEEIGK 12 116812577 2xTMT6plex [N-Term; K10] 1.068 1.233 1.287 5.096740246 56.65 0 1625.926292 2 813.4664307 -0.434947069 -0.000353596 38.53150921AMLDQLMGTSR 12 116812577 1xTMT6plex [N-Term] 1.25 1.233 1.251 4.309269905 32.48 0 1451.754786 2 726.3793945 -2.254793669 -0.001636704 64.29296848DQDLASCDR 6 116812577 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.887 0.799 0.687 3.399921417 26.02 0 1308.605145 2 654.8058472 -0.555793369 -0.000363657 17.86529062LHLGFIEIR 8 116812577 1xTMT6plex [N-Term] 1.275 1.292 1.147 3.336336851 39.72 0 1326.809522 3 442.9390259 -5.274286296 -0.002332658 72.74686176ADYEIASK 6 116812577 2xTMT6plex [N-Term; K8] 1.153 1.219 1.231 3.627334118 44.93 0 1354.761852 2 677.8837891 -1.144824824 -0.000775482 45.23035153
MDLGECLK 6 116812577 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.168 1.14 1.123 3.299446106 32.67 0 1423.768929 2 712.3877563 -0.486535893 -0.000346357 51.86276257EAEEVYR 6 116812577 1xTMT6plex [N-Term] 1.085 1.018 1.746 2.900260925 24.57 0 1124.578519 2 562.7927856 -0.199817917 -0.000112355 19.73162113LADHFGGK 14 116812577 2xTMT6plex [N-Term; K8] 1.221 1.194 1.224 2.857899666 26.47 0 1302.757042 3 434.9239197 0.125758831 5.46E-05 35.34865091VMDEVEK 4 116812577 2xTMT6plex [N-Term; K7] 1.143 0.99 3.151444674 28.45 0 1307.72811 2 654.3672485 -0.6798735 -0.000444545 39.68549545
MDLGECLK 5 116812577 2xTMT6plex [N-Term; K8]; 1xOxidation [M1]; 1xCarbamidomethyl [C6] 1.378 1.511 1.054 1.944844842 24.3 0 1439.763844 2 712.3877563 -0.486535893 -0.000346357 51.86276257

DQDLASCDRDR 1 116812577 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.651 2.263291121 1 1579.733199 3 527.2485352 -1.358913804 -0.000715574 16.65786887EKLEELK 5 116812577 3xTMT6plex [N-Term; K2; K7] 1.957 1.616 0.564 2.398988724 2.3 1 1575.99247 3 526.0023193 -0.041467322 -2.18E-05 43.28137688
156415992 TFB1M dimethyladenosine transferase 1, mitochondrial 51106 NP_057104.2 29.19075145 1 8 8 40 346 39.518 9.26 1.04 1.14 0.85 1.01 Significant 0.00702

SILNADVAELLVVEK 10 156415992 2xTMT6plex [N-Term; K15] 1.158 1.166 1.431 4.250392914 55.05 0 2071.241478 2 1036.124634 0.247758714 0.000256584 101.8125605LLELADIDPTLRPR 6 156415992 1xTMT6plex [N-Term] 0.957 1.001 1.155 4.408997536 30.71 0 1851.090114 3 617.7029419 2.246715902 0.001386291 81.52050586RPWEDDPPNVHIIGNLPFSVSTPLIIK 4 156415992 2xTMT6plex [N-Term; K27] 1.221 5.519109249 14.03 0 3512.966981 4 878.9978027 0.683302039 0.000600104 98.4740252IVHGDVLTFK 6 156415992 2xTMT6plex [N-Term; K10] 0.991 0.995 0.675 3.326198578 27.13 0 1586.967035 3 529.6602173 -0.589794565 -0.000311995 56.48645037WLENISCR 6 156415992 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.196 1.277 1.01 2.995000362 23.63 0 1306.677522 2 653.8427734 0.572478662 0.000374023 60.10353375QLSQNFLLDLR 2 156415992 1xTMT6plex [N-Term] 0.99 2.889771461 21.48 0 1575.905607 2 788.4555054 -1.188705595 -0.000936644 77.51638228AFSESLK 2 156415992 2xTMT6plex [N-Term; K7] 1.329 2.897489071 19.46 0 1239.73491 2 620.3709106 -0.294297543 -0.000182425 42.59587605VVQNVFQFR 4 156415992 1xTMT6plex [N-Term] 0.96 1.249 3.016820431 14.37 0 1365.784036 2 683.3953247 -0.485491059 -0.000331538 63.0207796737577122 UBE2J1 ubiquitin-conjugating enzyme E2 J1 51465 NP_057105.2 2.201257862 1 1 1 6 318 35.177 6.74 1.15 1.47 1.15 1.26 Significant 0.00713 DVLLPLK 6 37577122 2xTMT6plex [N-Term; K7] 1.15 1.474 1.151 2.728334904 13.99 0 1255.838981 2 628.4226074 -0.830087508 -0.000521228 69.70491004118600973 RBMX2 RNA-binding motif protein, X-linked 2 51634 NP_057108.2 12.11180124 1 4 4 14 322 37.313 9.83 1.38 1.09 1.02 1.16 Significant 0.00885 TAYSGGAEDLER 2 118600973 1xTMT6plex [N-Term] 1.076 3.453076124 35.28 0 1497.738267 2 749.3735352 1.019151699 0.000763211 25.56207937DSEEIDDVTR 4 118600973 1xTMT6plex [N-Term] 1.318 1.283 3.112863541 31.8 0 1407.680084 2 704.3444824 1.139842617 0.000802267 24.30772395EVQLGVADK 2 118600973 2xTMT6plex [N-Term; K9] 1.513 2.945928574 30.93 0 1416.846251 2 708.9266357 -0.180616369 -0.000127953 45.26695046LINELNER 6 118600973 1xTMT6plex [N-Term] 1.211 0.813 1.017 2.617017508 14.65 0 1229.705117 2 615.354187 -3.268610098 -0.002009713 42.92721501166795268 RDH11 retinol dehydrogenase 11 isoform 1 precursor 51109 NP_057110.3 40.88050314 1 10 10 46 318 35.363 8.82 1.35 1.24 1.21 1.27 Significant 0.00113 EIQTTTGNQQVLVR 6 166795268 1xTMT6plex [N-Term] 1.276 1.276 1.263 5.243766308 61.36 0 1816.012591 2 908.5096436 -0.319932047 -0.0002905 37.32025001VVVVTGANTGIGK 7 166795268 2xTMT6plex [N-Term; K13] 1.339 1.437 1.059 4.973120689 66.64 0 1673.036177 2 837.0214233 -0.362592466 -0.000303315 56.31046106TADGFEMHIGVNHLGHFLLTHLLLEK 2 166795268 2xTMT6plex [N-Term; K26] 1.442 6.086892605 31.86 0 3400.860407 5 680.9769287 -1.432030348 -0.000974027 99.80473129LANILFTQELAR 8 166795268 1xTMT6plex [N-Term] 1.408 1.37 1.289 4.233094692 57.32 0 1617.952558 2 809.4799805 0.078325844 6.34E-05 84.66032082GSGVTTYSVHPGTVQSELVR 6 166795268 1xTMT6plex [N-Term] 1.05 1.112 1.327 6.365260124 35.35 0 2303.21929 3 768.4100952 -1.544431954 -0.001185722 47.2027024IVNVSSLAHHLGR 6 166795268 1xTMT6plex [N-Term] 1.546 1.28 1.476 4.592200279 53.92 0 1631.954289 4 408.7441101 0.197076407 8.04E-05 50.65547377FYNAGLAYCHSK 2 166795268 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 0.96 3.907797813 18.78 0 1888.97801 3 630.3306885 -0.263634785 -0.000166 48.00620746
DVEKGELVAK 3 166795268 3xTMT6plex [N-Term; K4; K10] 1.616 1.831 2.439650774 2.72 1 1775.088161 3 592.3676147 0.073060192 4.32E-05 42.20280091LKGSGVTTYSVHPGTVQSELVR 1 166795268 2xTMT6plex [N-Term; K2] 1.736 3.14923811 1 2773.561248 4 694.1473389 2.263205384 0.001569285 49.80693221LKESAPSR 5 166795268 2xTMT6plex [N-Term; K2] 1.2 1.587 1.567 3.086070061 6.46 1 1345.82037 3 449.2772522 -2.353269628 -0.001055693 21.676581727705793 LACTB2 beta-lactamase-like protein 2 51110 NP_057111.1 22.91666667 1 5 5 31 288 32.785 6.8 1.31 1.38 1.18 1.29 Significant 0.00206 ADIIYPGHGPVIHNAEAK 6 7705793 2xTMT6plex [N-Term; K18] 1.23 1.378 1.163 6.59415102 50.94 0 2360.312686 4 590.8347168 1.843699577 0.001087927 45.59067653

ILIDTGEPAIPEYISCLK 10 7705793 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 1.435 1.36 1.411 4.746426582 58.47 0 2490.39297 3 830.8021851 -0.388542784 -0.000322541 96.47040893
DHSGGIGDICK 2 7705793 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.339 4.143305779 27.31 0 1616.846662 3 539.6201172 -0.53399467 -0.000287796 29.96518569EQQILTLFR 10 7705793 1xTMT6plex [N-Term] 1.381 1.467 1.258 3.653331995 58.25 0 1376.809916 2 688.90802 -0.837298543 -0.0005764 72.23524991IFSNTDPDKK 3 7705793 3xTMT6plex [N-Term; K9; K10] 1.259 1.353 1.194 2.650093794 1 1852.078325 3 618.0310669 0.174163041 0.000107521 43.61061227

7706318 DHRS7 dehydrogenase/reductase SDR family member 7 precursor 51635 NP_057113.1 32.44837758 1 8 8 65 339 38.274 8.32 1.05 0.98 1.03 1.02 Significant 0.000416
TELATYPGIIVSNICPGPVQSNIVENSLAGEVTK 8 7706318 2xTMT6plex [N-Term; K34]; 1xCarbamidomethyl [C15] 1.057 1.333 7.015974522 49.27 0 4029.161853 3 1343.728638 2.35947482 0.003168902 98.86275342

LIELNYLGTVSLTK 10 7706318 2xTMT6plex [N-Term; K14] 0.939 0.993 1.007 4.134383678 47.07 0 2022.225099 3 674.7458496 -1.040399447 -0.000701307 96.08022483SLCMDTSLDVYR 12 7706318 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.332 0.781 1.042 4.380114079 47.56 0 1688.818508 2 844.911499 -1.650303517 -0.001393532 56.48082893SGVDADSSYFK 6 7706318 2xTMT6plex [N-Term; K11] 0.872 1.092 4.261712551 58.91 0 1633.847373 2 817.4269409 -0.469838294 -0.000383822 43.62541821EKDILVLPLDLTDTGSHEAATK 3 7706318 3xTMT6plex [N-Term; K2; K22] 0.996 0.945 7.721280098 35.48 1 3053.733742 4 764.1882935 -0.785285188 -0.000599513 82.64042773DILVLPLDLTDTGSHEAATK 12 7706318 2xTMT6plex [N-Term; K20] 1.179 1.152 1.068 7.479355812 74.39 0 2567.433254 3 856.4819336 -0.781519343 -0.000668833 89.2536064AVLQEFGR 12 7706318 1xTMT6plex [N-Term] 1.055 0.85 0.848 2.803308249 33.02 0 1148.662524 2 574.8353271 0.743348771 0.000426928 49.42035563CVLPHMIER 2 7706318 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.214 2.451066256 11.32 0 1383.743828 3 461.9197998 0.736064033 0.000339508 38.87838347
116875831 RMDN1 regulator of microtubule dynamics protein 1 isoform 1 51115 NP_057117.2 36.94267516 1 10 11 70 314 35.785 8.5 1.25 1.37 1.36 1.33 Significant 0.000839

AKDYPAHTEEDKQIQTEAAQLLTSFSEK 2 116875831 4xTMT6plex [N-Term; K2; K12; K28] 1.291 6.312015057 1.17 2 4095.205605 5 819.8471069 0.200975982 0.000164608 84.73342918AEQVDPNFYSK 10 116875831 2xTMT6plex [N-Term; K11] 1.356 1.339 1.501 4.169308186 57.95 0 1755.931771 2 878.4696045 0.091805603 8.06E-05 47.32709394QIQTEAAQLLTSFSEK 6 116875831 2xTMT6plex [N-Term; K16] 0.861 1.017 0.744 6.093051434 43.5 0 2252.253833 3 751.4224243 -0.49442952 -0.000371194 95.17791064QIQTEAAQLLTSFSEKN 4 116875831 2xTMT6plex [N-Term; K16] 1.255 1.752 5.528894901 37.5 1 2366.296761 3 789.435791 -1.665413734 -0.001313621 93.21432005VEEILEQADYLYESGETEK 14 116875831 2xTMT6plex [N-Term; K19] 1.194 1.465 1.242 5.758127213 58.4 0 2703.365294 3 901.7938843 0.668082865 0.000602024 92.8075081LLVYEALEYAK 14 116875831 2xTMT6plex [N-Term; K11] 1.207 1.198 1.462 3.880171776 68.42 0 1770.045344 2 885.5252686 -1.177309175 -0.001041945 97.1731786ESEDAELLWR 2 116875831 1xTMT6plex [N-Term] 1.915 4.085994244 58.06 0 1476.753189 2 738.8764648 -5.103109007 -0.003768016 52.7636366MLFATPPSSTYEK 8 116875831 2xTMT6plex [N-Term; K13] 1.497 1.477 1.18 4.021144867 47.67 0 1930.039607 2 965.5220947 -1.395912739 -0.001347083 65.87313936LYQLLTQYK 2 116875831 2xTMT6plex [N-Term; K9] 1.239 3.445664644 30.77 0 1627.98235 2 814.4949951 0.223180783 0.000181667 89.56169669ALELNPK 8 116875831 2xTMT6plex [N-Term; K7] 0.962 0.853 2.884845257 35.49 0 1242.782194 2 621.8936768 -1.703576367 -0.001058587 55.1785215NLLILGK 8 116875831 2xTMT6plex [N-Term; K7] 1.447 1.652 2.888711214 15.33 0 1228.839315 2 614.923645 0.568316015 0.000349185 70.690100047705805 MRPS2 28S ribosomal protein S2, mitochondrial 51116 NP_057118.1 25.67567568 1 8 8 56 296 33.228 9.26 0.96 0.99 0.97 0.97 Significant 0.0000821 ESEDSTDFNDK 12 7705805 2xTMT6plex [N-Term; K11] 1.02 0.944 0.923 4.474265575 44.66 0 1744.827759 2 872.9178467 0.376684387 0.000328625 25.60636232EPGDQGPAHPPGADMSHSL 8 7705805 1xTMT6plex [N-Term] 0.846 0.902 0.783 5.191525459 20.01 0 2128.991932 3 710.3343506 -1.61286294 -0.001144591 34.06429816LQGQKEPGDQGPAHPPGADMSHSL 5 7705805 2xTMT6plex [N-Term; K5] 1.372 1.489 0.689 4.939490795 14.44 1 2912.47251 4 728.8724976 -1.493365383 -0.001087346 40.13073881HSDFFNVK 6 7705805 2xTMT6plex [N-Term; K8] 1.007 1.058 1.051 3.47644043 29.19 0 1451.80472 3 484.6061401 -0.587682236 -0.0002844 44.40412001QQVEALYR 6 7705805 1xTMT6plex [N-Term] 1.003 0.999 0.884 3.044145346 28.29 0 1235.694552 2 618.350769 -0.235255599 -0.000145352 30.04104696LFQTAITR 6 7705805 1xTMT6plex [N-Term] 1.138 1.154 1.11 3.003374338 40.55 0 1178.709474 2 589.8587036 0.557055472 0.000328303 48.16348181FMEPYIFGSR 3 7705805 1xTMT6plex [N-Term] 0.87 1.263 3.157259464 20.68 0 1475.755438 2 738.3800659 -1.750028491 -0.001291307 70.01246564ILNEPLK 6 7705805 2xTMT6plex [N-Term; K7] 0.879 0.905 0.891 2.73237133 27.06 0 1284.829144 2 642.9182739 0.098831477 6.35E-05 54.38622271FMEPYIFGSR 4 7705805 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.968 0.809 1.82921195 13.06 0 1491.750353 2 738.3800659 -1.750028491 -0.001291307 70.01246564
156415994 UTP11 probable U3 small nucleolar RNA-associated protein 11 51118 NP_057121.2 16.99604743 1 4 4 16 253 30.428 10.15 1.21 1.24 1.2 1.22 Significant 0.0000976

EVEQFDVATHLQTAPELVDR 2 156415994 1xTMT6plex [N-Term] 1.593 5.677405834 28.12 0 2526.303747 3 842.7723999 -0.435772211 -0.000366964 65.29060315GVTNQTGLK 6 156415994 2xTMT6plex [N-Term; K9] 0.806 0.753 0.866 3.346600294 44.53 0 1375.830935 2 688.4193115 0.298980685 0.000205673 31.67833047HLGLLEK 6 156415994 2xTMT6plex [N-Term; K7] 1.34 1.486 1.233 3.286659002 24.34 0 1267.813829 3 423.2753906 -1.743106874 -0.000736645 45.19600331LFVIAQK 2 156415994 2xTMT6plex [N-Term; K7] 1.206 2.931476355 28.09 0 1276.839315 2 638.923645 0.546951409 0.000349185 68.5059262628416940 SBDS ribosome maturation protein SBDS 51119 NP_057122.2 64.4 1 18 18 137 250 28.745 8.75 1 1.02 0.99 1 Significant 0.0000773
VIESEDYGQQLEIVCLIDPGCFR 10 28416940 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C15; C21] 2.612 1.475 1.205 6.261835098 53.3 0 2969.45861 3 990.4893799 -1.691837544 -0.001674614 100.8055839

KEDLISAFGTDDQTEICK 10 28416940 3xTMT6plex [N-Term; K1; K18]; 1xCarbamidomethyl [C17] 1.03 1.175 0.55 8.669168472 61.19 1 2757.458372 3 919.8250732 0.832007687 0.000764742 64.80374013
DLDEVLQTHSVFVNVSK 4 28416940 2xTMT6plex [N-Term; K17] 0.783 1.147 5.713015556 42.64 0 2388.317496 3 796.7769775 -0.467589763 -0.000372251 76.40007011SGVEKDLDEVLQTHSVFVNVSK 6 28416940 3xTMT6plex [N-Term; K5; K22] 1.259 1.565 1.783 6.336750984 31.6 1 3117.73989 4 780.1882935 -2.741104831 -0.002136513 83.92398021RPYTVILIER 12 28416940 1xTMT6plex [N-Term] 1.102 0.868 1.021 5.565392494 40.73 0 1488.909965 3 496.9741821 -1.324084953 -0.000657148 48.79307998GSLEVLNLK 6 28416940 2xTMT6plex [N-Term; K9] 0.696 0.756 3.326758146 56.42 0 1430.898286 2 715.9524536 -0.458273969 -0.000327872 67.7778402DIATIVADK 12 28416940 2xTMT6plex [N-Term; K9] 1.161 1.058 1.06 4.007959843 53.03 0 1403.851002 2 702.4285278 -0.871001222 -0.000611378 59.45546219FILPVNEGK 8 28416940 2xTMT6plex [N-Term; K9] 0.909 0.948 0.873 3.392798662 38.55 0 1474.903372 2 737.9558716 0.74228189 0.000547397 75.69492503GEVQVSDKER 16 28416940 2xTMT6plex [N-Term; K8] 0.932 0.975 1.084 3.768886089 24.11 1 1604.900805 3 535.6386108 0.295257831 0.000157953 23.38553454GEVQVSDK 9 28416940 2xTMT6plex [N-Term; K8] 0.731 0.773 0.877 3.080523014 35.78 0 1319.757101 2 660.3827515 0.852330847 0.000562435 25.42677881QQALEVIK 8 28416940 2xTMT6plex [N-Term; K8] 0.97 1.064 0.945 3.506107092 41.53 0 1386.872072 2 693.9384155 -1.815016225 -0.001258598 48.05802332HTQLEQMFR 6 28416940 1xTMT6plex [N-Term] 1.264 1.275 0.991 3.631117344 13.66 0 1418.741185 3 473.5852356 -0.021993363 -1.04E-05 37.67335858DVEEGDEKFE 6 28416940 2xTMT6plex [N-Term; K8] 0.909 0.915 1.303 3.357637167 36.94 1 1654.821218 2 827.9141235 -0.149369421 -0.00012359 35.90571449LTNVAVVR 2 28416940 1xTMT6plex [N-Term] 1.048 2.099935532 33.19 0 1100.698909 2 550.8526611 -0.784678142 -0.000431847 54.78065597DIHYSVK 12 28416940 2xTMT6plex [N-Term; K7] 1.045 1.005 0.979 2.704604387 19.43 0 1319.772358 3 440.5954895 -0.335197307 -0.000147461 31.45736117EIDELIK 6 28416940 2xTMT6plex [N-Term; K7] 0.805 0.89 0.838 3.352992296 34.54 0 1317.802989 2 659.4048462 -0.435009779 -0.000286629 65.39756033FILPVNEGKK 1 28416940 3xTMT6plex [N-Term; K9; K10] 1.29 2.228315115 1 1832.161267 3 611.3919067 -0.054441254 -3.32E-05 63.26987239EIDELIKK 3 28416940 3xTMT6plex [N-Term; K7; K8] 1.557 1.032 0.707 2.084949493 1 1675.060884 3 559.0247192 -0.76386188 -0.000426505 59.598105797706322 C14orf166 UPF0568 protein C14orf166 51637 NP_057123.1 72.13114754 1 16 16 161 244 28.051 6.65 1.07 1.06 1.1 1.07 Significant 0.000125 IQDRQEAIDWLLGLAVR 4 7706322 1xTMT6plex [N-Term] 100 100 4.506695747 23.16 1 2225.260367 3 742.4255371 0.760116951 0.000563819 102.2217826QEAIDWLLGLAVR 7 7706322 1xTMT6plex [N-Term] 0.333 0.603 4.683969498 47.91 0 1712.989671 3 571.668335 0.455515188 0.000260098 112.235234HILGFDTGDAVLNEAAQILR 18 7706322 1xTMT6plex [N-Term] 1.081 0.973 1.133 7.809281349 62.64 0 2382.297874 3 794.7662964 -5.682882897 -0.004512773 98.76014007NAEPLINLDVNNPDFK 12 7706322 2xTMT6plex [N-Term; K16] 1.195 1.172 1.123 5.34034586 49.42 0 2271.238518 2 1136.119385 -3.092884651 -0.003512339 74.14447176INEAIVAVQAIIADPK 32 7706322 2xTMT6plex [N-Term; K16] 1.08 1.081 1.029 4.891430378 65.82 0 2123.284011 2 1062.143555 -1.967968005 -0.002089277 110.3000534NFIVWLEDQK 22 7706322 2xTMT6plex [N-Term; K10] 1.131 1.052 1.278 3.895694256 38.28 0 1749.993978 2 875.4997559 -0.995684141 -0.000871221 95.60241873

LTALDYHNPAGFNCKDETEFR 3 7706322 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 1.129 1.3 4.570869923 12.77 1 2956.466362 4 739.8710938 -1.291044623 -0.000954232 57.24191913
EGLPVALDK 12 7706322 2xTMT6plex [N-Term; K9] 0.969 0.97 0.986 3.066471815 45 0 1399.856087 2 700.4307251 -1.367015299 -0.000956812 58.67155331LEYGDNAEK 6 7706322 2xTMT6plex [N-Term; K9] 1.037 1.182 1.576 3.811472654 41.31 0 1496.799694 2 748.9034424 -0.057659268 -4.32E-05 32.51240901NIHSSDWPK 2 7706322 2xTMT6plex [N-Term; K9] 1.135 3.593708754 22.15 0 1541.847648 3 514.6205444 -0.368187622 -0.00018923 34.49928053LLHIEELR 16 7706322 1xTMT6plex [N-Term] 1.011 1.031 1.18 3.317723989 42.03 0 1251.762238 3 417.9256287 0.075834152 3.16E-05 51.60593481HDDYLVMLK 6 7706322 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.045 1.153 1.078 3.213959694 20.76 0 1607.886736 3 531.3017578 -0.6913488 -0.000366851 55.99120681LTQDAVAK 6 7706322 2xTMT6plex [N-Term; K8] 1.145 1.034 1.107 3.56448245 50.41 0 1303.798572 2 652.4026489 -0.422709803 -0.000275564 33.33507857YKDLVPDNSK 5 7706322 3xTMT6plex [N-Term; K2; K10] 1.164 1.133 1.159 3.644912243 10.5 1 1866.093975 3 622.7028809 0.061303518 3.81E-05 44.92850514HDDYLVMLK 2 7706322 2xTMT6plex [N-Term; K9] 1.212 3.790696859 29.13 0 1591.891821 3 531.3017578 -0.6913488 -0.000366851 55.99120681

DVNCPFK 6 7706322 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.027 1.04 0.964 2.922784805 34.37 0 1337.728779 2 669.3675537 -0.708505446 -0.000473894 37.65880916
TADNATK 2 7706322 2xTMT6plex [N-Term; K7] 1.086 2.70253396 28.7 0 1178.678123 2 589.8430786 0.642835858 0.000378848 16.4446709

282165814 TMED5 transmembrane emp24 domain-containing protein 5 isoform 1 precursor 50999 NP_057124.3 30.56768559 1 6 6 72 229 25.988 4.84 0.91 0.93 1 0.95 Significant 0.00083
KSDGVHTVETEVGDYMFCFDNTFSTISEK 8 282165814 3xTMT6plex [N-Term; K1; K29]; 1xCarbamidomethyl [C18] 1.338 1.754 1.117 6.66601181 41.91 1 4030.965745 4 1008.495056 -1.823451523 -0.001837568 96.31577312

LEDILESINSIK 28 282165814 2xTMT6plex [N-Term; K12] 0.922 0.959 0.985 4.990495205 71.01 0 1832.078101 2 916.5413818 -1.426744921 -0.001306954 105.1555239YITGTDILDMK 10 282165814 2xTMT6plex [N-Term; K11] 0.754 0.852 0.977 4.382806778 55.69 0 1727.965379 2 864.486145 -0.211856639 -0.00018304 74.7533518
ECFYQPMPLK 18 282165814 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.958 0.914 1.01 2.953924417 37.74 0 1770.932306 2 885.9686279 -1.313647403 -0.00116319 63.1846125

KYITGTDILDMK 2 282165814 3xTMT6plex [N-Term; K1; K12] 0.88 2.976347923 13.56 1 2085.223274 3 695.7456055 -0.484985834 -0.000337101 68.03287789TLVFEQR 6 282165814 1xTMT6plex [N-Term] 1.12 0.949 0.991 2.915905714 37.28 0 1121.651625 2 561.3292236 -0.404888974 -0.000227072 41.0108061450511943 EXOSC3 exosome complex component RRP40 isoform 1 51010 NP_057126.2 11.27272727 1 2 2 12 275 29.553 8.1 1.22 1.22 1.18 1.21 Significant 0.000122
HKEPGSGSGGGVYWVDSQQK 6 50511943 3xTMT6plex [N-Term; K2; K20] 1.344 1.392 1.306 4.193016529 19.49 1 2790.477802 4 698.3742676 -0.91807127 -0.000640464 40.41010073GDHVIGIVTAK 6 50511943 2xTMT6plex [N-Term; K11] 1.206 1.185 1.16 4.718295574 48.29 0 1567.957198 3 523.3243408 0.810641349 0.000423684 48.1406254

156231349 FAHD2A fumarylacetoacetate hydrolase domain-containing protein 2A 51011 NP_057128.2 38.85350318 1 10 10 81 314 34.574 8.24 0.96 0.95 1 0.97 Significant 0.000248
ATDAMAHVAGFTVAHDVSAR 6 156231349 1xTMT6plex [N-Term] 0.779 0.693 1.029 7.179109573 51.83 0 2256.139265 4 564.789856 -0.740752976 -0.00041781 48.88699854ALAAQLPVLPR 12 156231349 1xTMT6plex [N-Term] 0.815 0.883 0.907 4.160989285 63.39 0 1377.877936 2 689.442688 0.118389705 8.16E-05 69.27326791VVCVGMNYVDHCK 6 156231349 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C3; C12] 1.316 1.314 1.166 4.173001289 29.71 0 2039.02768 3 680.3475342 0.181350683 0.00012326 55.06915157TMTQFLEQGEATLSVAR 6 156231349 1xTMT6plex [N-Term] 0.722 0.793 0.925 4.610980034 27.85 0 2111.10042 3 704.3708496 -1.148463546 -0.000808174 81.95532923TFDTFCPLGPALVTK 12 156231349 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.038 0.996 0.999 4.461614132 42.59 0 2125.176769 3 709.0632935 -0.678672441 -0.000480766 85.59625097

SEVTFLAPVTRPDK 11 156231349 2xTMT6plex [N-Term; K14] 0.989 0.987 1.155 5.108035564 29.18 0 2018.168647 3 673.394165 -0.349521242 -0.000235131 59.14733991KPPVFLK 6 156231349 3xTMT6plex [N-Term; K1; K7] 0.888 0.963 1.298 3.186360359 25.67 0 1516.022983 3 506.012146 -0.724112847 -0.000365924 68.68048811DSVADPHNLK 6 156231349 2xTMT6plex [N-Term; K10] 0.944 0.949 0.9 3.057896137 20.6 0 1553.868777 3 518.6275635 -0.411798166 -0.000213293 28.6722419EQNVPVPK 10 156231349 2xTMT6plex [N-Term; K8] 0.945 0.76 1.11 2.604964733 30.06 0 1368.825121 2 684.9158325 -0.535518326 -0.000366515 48.27190353EPIIFSK 6 156231349 2xTMT6plex [N-Term; K7] 0.993 1.025 1.023 2.805546999 27.51 0 1291.802595 2 646.4041748 -1.178330676 -0.000761085 59.59526131
7705612 EXOSC1 exosome complex component CSL4 isoform a 51013 NP_057130.1 27.69230769 1 5 5 24 195 21.438 8.24 1.25 1.26 1.07 1.19 Significant 0.00267

VHILYVGSMPLK 4 7705612 2xTMT6plex [N-Term; K12] 1.289 1.215 5.285904408 36.11 0 1815.096668 3 605.7045288 1.302787792 0.000788229 71.61447183LCNLEEGSPGSGTYTR 4 7705612 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.248 1.752 4.574264526 47.67 0 1969.948671 2 985.4768677 -1.122926942 -0.001106054 40.63717717SFRPGDIVLAK 8 7705612 2xTMT6plex [N-Term; K11] 1.069 1.039 0.983 3.664329767 11.16 0 1661.015047 3 554.3427124 -0.881035347 -0.000487804 59.51103606VQPEFLQT 6 7705612 1xTMT6plex [N-Term] 1.478 1.431 1.253 2.31240654 36.53 0 1190.661855 2 595.8348389 0.458597353 0.000273017 57.14462971DKVEIYK 2 7705612 3xTMT6plex [N-Term; K2; K7] 1.06 1.101 2.534870148 1 1581.981905 3 527.9987183 -0.19211019 -0.000101305 51.253736277706326 SF3B6 splicing factor 3B subunit 6 51639 NP_057131.1 34.4 1 4 4 33 125 14.576 9.38 1.34 1.39 1.34 1.36 Significant 0.000151 ITAEEMYDIFGK 16 7706326 2xTMT6plex [N-Term; K12] 1.423 1.484 1.592 4.464939594 45.22 0 1874.997408 2 937.9984131 -4.191098128 -0.003929149 89.30377274
NACDHLSGFNVCNR 4 7706326 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C12] 1.126 1.679 2.876350641 8.36 0 1892.869316 3 631.6280518 0.151359333 9.55E-05 33.50160244

YGINTDPPK 8 7706326 2xTMT6plex [N-Term; K9] 1.174 1.118 1.098 2.523383617 23.66 0 1462.830601 2 731.9187622 -0.241255506 -0.000176458 37.22921992VGNTPETR 5 7706326 1xTMT6plex [N-Term] 1.023 1.339 1.431 2.730790138 26.18 0 1102.605403 2 551.8062744 -0.118475635 -6.53E-05 17.13013713103471987 ISOC1 isochorismatase domain-containing protein 1 51015 NP_057132.2 20.80536913 1 6 6 62 298 32.216 7.39 1.06 1.1 1.03 1.06 Significant 0.000363 GLGSTVQEIDLTGVK 8 103471987 2xTMT6plex [N-Term; K15] 1.039 1.39 1.077 4.909106731 96.32 0 1975.147577 2 988.0764771 -0.961927331 -0.000949974 67.25674107ILGIPVIVTEQYPK 24 103471987 2xTMT6plex [N-Term; K14] 1.086 1.027 1.084 4.035124779 40.66 0 2028.25092 3 676.7543335 -1.219337161 -0.000824374 97.44762173ASAPESGLLSK 12 103471987 2xTMT6plex [N-Term; K11] 0.895 1.171 1.285 3.672630787 61.89 0 1517.893929 2 759.4510498 0.588848376 0.000446905 45.20555525FLSLYGDQIDMHR 8 103471987 1xTMT6plex [N-Term] 0.889 1.108 0.983 4.350046635 28.73 0 1823.93117 3 608.6481934 -0.626844858 -0.000381107 66.1012526FKEIQNLIK 6 103471987 3xTMT6plex [N-Term; K2; K9] 1.435 1.703 1.578 3.766272783 14.33 1 1820.161267 3 607.3915405 -0.658391095 -0.000399459 70.57491414EIQNLIK 4 103471987 2xTMT6plex [N-Term; K7] 0.833 0.791 3.243812799 34.31 0 1315.834958 2 658.4206543 -0.703664426 -0.000462953 54.49458272
7705618 MRPL11 39S ribosomal protein L11, mitochondrial isoform a 65003 NP_057134.1 52.08333333 1 10 10 69 192 20.67 9.91 1.12 1.15 0.98 1.08 Significant 0.00233 AGLAMPGPPLGPVLGQR 12 7705618 1xTMT6plex [N-Term] 0.955 1.139 0.983 4.516510963 58.65 0 1860.072689 2 930.5358887 -4.402358196 -0.004094353 76.57100795EADLAAQEEAAKK 6 7705618 3xTMT6plex [N-Term; K12; K13] 2.594 2.627 1.819 4.363404751 21.24 1 2061.179495 3 687.730957 -0.571263324 -0.000392492 36.62803067IGQPTVSYFLK 12 7705618 2xTMT6plex [N-Term; K11] 1.029 1.146 1.141 4.374295712 41.41 0 1711.019464 2 856.0134277 0.067105461 5.74E-05 75.4915978EADLAAQEEAAK 10 7705618 2xTMT6plex [N-Term; K12] 1.098 1.011 1.004 4.849674702 74.43 0 1703.9216 2 852.4638062 -0.742214496 -0.000632338 35.33575337AQDEAFALQDVPLSSVVR 6 7705618 1xTMT6plex [N-Term] 1.366 1.522 1.118 5.428887367 66.93 0 2174.165463 2 1087.584106 -2.082122751 -0.00226344 79.87762709

GVSINQFCK 6 7705618 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.176 1.252 1.13 3.222113371 44.75 0 1510.845205 2 755.927063 1.088209803 0.000822058 50.70586915
EVAGLVTLK 2 7705618 2xTMT6plex [N-Term; K9] 0.754 2.487855673 27.41 0 1387.892473 2 694.449585 -0.417480559 -0.000289709 62.68208903AIFLAAQK 6 7705618 2xTMT6plex [N-Term; K8] 1.214 1.243 1.075 3.474016905 53.44 0 1319.845129 2 660.4259033 -0.453583047 -0.00029933 60.55159971EGIPLPTK 6 7705618 2xTMT6plex [N-Term; K8] 1.038 0.968 0.987 2.286263943 24.25 0 1312.824059 2 656.9159546 0.437004246 0.000286855 56.75469423ILVKPDR 3 7705618 2xTMT6plex [N-Term; K4] 1.129 1.029 0.941 2.806287766 1.42 0 1298.856028 3 433.6233826 -0.333566548 -0.000144418 40.08980653126362983 RRP15 RRP15-like protein 51018 NP_057136.2 10.63829787 1 3 3 18 282 31.465 5.52 1.13 1.45 1.23 1.27 Significant 0.00549 GVVQLFNAVQK 12 126362983 2xTMT6plex [N-Term; K11] 1.456 1.446 1.391 4.91446352 65.55 0 1661.015047 2 831.0109253 -0.285008895 -0.000236702 74.63976381VSEEENLK 2 126362983 2xTMT6plex [N-Term; K8] 0.982 1.820508242 10.15 0 1405.793881 2 703.4003906 -0.267599685 -0.000188095 31.94180744SEEGPGWTILR 4 126362983 1xTMT6plex [N-Term] 1.47 0.932 3.882508993 35.38 0 1473.789909 2 737.3980713 -0.707720869 -0.000521516 54.575795527705622 CCDC53 WASH complex subunit CCDC53 isoform 1 51019 NP_057137.1 21.13402062 1 4 4 18 194 21.16 4.46 0.95 1.08 1 1.01 Significant 0.0014 IQQIETTLNILDAK 4 7705622 2xTMT6plex [N-Term; K14] 0.991 1.01 3.58529377 49.18 0 2058.221077 2 1029.614624 0.43470883 0.000447363 96.40107387MVQVGVPVMAIR 6 7705622 1xTMT6plex [N-Term] 0.768 1.166 0.813 4.181841373 40 0 1528.890491 3 510.3014526 -0.449240706 -0.000228947 72.27468648FSTVCEEK 4 7705622 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 0.927 1.359 3.367085218 17.91 0 1457.771037 2 729.3884888 -0.916680949 -0.000668155 37.10675232LADLSLR 4 7705622 1xTMT6plex [N-Term] 1.197 0.986 2.751694679 21.17 0 1016.630161 2 508.8187561 0.073268563 3.72E-05 51.7071877706339 PPIL1 peptidyl-prolyl cis-trans isomerase-like 1 51645 NP_057143.1 29.51807229 1 4 4 22 166 18.225 7.99 1.13 1.06 1.08 1.09 Significant 0.000365 VGMVETNSQDRPVDDVK 4 7706339 2xTMT6plex [N-Term; K17] 0.963 0.961 4.302873611 10.29 0 2347.23278 3 783.0823364 -0.1381127 -0.000108061 42.20439013DFMIQGGDPTGTGR 6 7706339 1xTMT6plex [N-Term] 0.938 1.08 1.105 3.643078327 46.2 0 1680.821285 2 840.9117432 -3.019745121 -0.002537826 44.12225544QFEDELHPDLK 8 7706339 2xTMT6plex [N-Term; K11] 1.258 1.128 1.111 3.252414942 27.16 0 1828.984535 3 610.3320923 -1.537117716 -0.000937122 48.71563738NFAELAR 4 7706339 1xTMT6plex [N-Term] 1.37 1.314 2.459736109 21.45 0 1049.59411 2 525.300293 -0.762802013 -0.000400316 39.235489757706341 YPEL5 protein yippee-like 5 51646 NP_057145.1 31.40495868 1 3 3 10 121 13.833 7.31 1.14 1.16 1.42 1.24 Significant 0.00525 LGWIYEFATEDSQR 2 7706341 1xTMT6plex [N-Term] 1.078 3.808344841 42.74 0 1943.970058 3 648.661499 -0.058719879 -3.80E-05 91.95085288ESEGFEEHVPSDNS 2 7706341 1xTMT6plex [N-Term] 100 2.378334761 24.73 0 1791.787068 2 896.3983154 1.2760832 0.001143235 28.34323499IFLDHIGGTR 6 7706341 1xTMT6plex [N-Term] 1.151 1.16 1.205 3.720899105 35.03 0 1357.77895 3 453.26474 0.527516429 0.00023875 52.414533377706343 FAM96B mitotic spindle-associated MMXD complex subunit MIP18 51647 NP_057146.1 30.67484663 1 3 3 11 163 17.652 5.19 0.74 1.05 1.05 0.95 Significant 0.0117

SGERPVTAGEEDEQVPDSIDAR 6 7706343 1xTMT6plex [N-Term] 0.743 4.914141655 39.04 0 2586.248083 3 862.7553101 1.273696751 0.001098032 33.02294622VGGGGVGGGLLENANPLIYQR 1 7706343 1xTMT6plex [N-Term] 0.87 36.53 0 2270.245445 3 757.4197388 -0.344337837 -0.000260577 74.15131052EIFDLIR 4 7706343 1xTMT6plex [N-Term] 1.074 1.045 2.193006516 14.19 0 1134.672026 2 567.8397217 0.124141049 7.04E-05 75.06252531116875826 HDDC2 HD domain-containing protein 2 51020 NP_057147.2 12.25490196 1 2 2 14 204 23.376 5.49 0.9 1.09 1.07 1.02 Significant 0.00347 ELYELWEEYETQSSAEAK 6 116875826 2xTMT6plex [N-Term; K18] 1.001 0.99 1.087 4.548314571 61.79 0 2663.312864 3 888.4412842 -1.338476221 -0.00118826 93.28290445SLLQFLR 8 116875826 1xTMT6plex [N-Term] 0.806 1.124 1.063 2.341540575 21.72 0 1105.693096 2 553.3502197 0.060706832 3.36E-05 79.004969547705626 MRPS16 28S ribosomal protein S16, mitochondrial 51021 NP_057149.1 43.06569343 1 4 4 21 137 15.335 9.5 0.98 0.91 0.8 0.9 Significant 0.0034 FVEQLGSYDPLPNSHGEK 6 7705626 2xTMT6plex [N-Term; K18] 0.836 1.058 0.767 5.599705219 50.28 0 2475.29201 3 825.767395 -1.768608063 -0.001459274 63.08786363LLGLAGFFPLHPMMITNAER 2 7705626 1xTMT6plex [N-Term] 2.18 4.957386971 35.49 0 2457.334794 3 819.7815552 -1.905162727 -0.001560541 111.9738158TDAEATDTEATET 7 7705626 1xTMT6plex [N-Term] 1.033 0.921 0.727 3.910874128 54.2 0 1583.712172 2 792.3591919 -0.672067158 -0.00053218 18.40025337EVLLASQK 6 7705626 2xTMT6plex [N-Term; K8] 0.936 0.878 0.921 3.396291733 35.56 0 1345.845523 2 673.4255371 -1.281678485 -0.000862471 46.59165408
7705630 MRPS18C 28S ribosomal protein S18c, mitochondrial isoform 1 51023 NP_057151.1 26.05633803 1 3 3 18 142 15.839 9.55 0.75 0.81 0.84 0.8 Significant 0.00109

NVQLLSQFVSPFTGCIYGR 10 7705630 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.169 0.89 1.201 5.807539463 52.01 0 2415.269217 3 805.7611084 -0.184271254 -0.000148355 102.0436398
AQIMGFMPVTYKDPAYLK 4 7705630 3xTMT6plex [N-Term; K12; K18]; 2xOxidation [M4; M7] 0.767 0.71 3.38808012 11.64 1 2792.533393 4 698.8868408 -2.814329372 -0.001964777 66.99779939

AQIMGFMPVTYK 4 7705630 2xTMT6plex [N-Term; K12] 0.674 0.771 3.642275333 24.41 0 1844.021455 3 615.3443604 -1.587202418 -0.000975612 79.66981229151108473 FIS1 mitochondrial fission 1 protein 51024 NP_057152.2 28.28947368 1 4 4 34 152 16.927 8.79 0.89 1.09 0.94 0.97 Significant 0.00379 STQFEYAWCLVR 12 151108473 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.426 1.162 1.132 4.432819843 50.73 0 1788.894057 2 894.9509277 0.291877961 0.000261069 75.17781813GLLQTEPQNNQAK 12 151108473 2xTMT6plex [N-Term; K13] 0.841 1.044 0.982 4.875676632 60.71 0 1899.069996 2 950.038269 -0.386717743 -0.000367202 39.14973016GIVLLEELLPK 6 151108473 2xTMT6plex [N-Term; K11] 0.883 0.935 4.081411839 55.32 0 1682.086815 2 841.5458374 -1.436974174 -0.001208558 112.1735697AAGSVSK 4 151108473 2xTMT6plex [N-Term; K7] 1.203 1.158 2.421230316 21.71 0 1077.66683 2 539.3370361 -0.031897034 -1.72E-05 20.2191099416554604 MRPS23 28S ribosomal protein S23, mitochondrial 51649 NP_057154.2 68.42105263 1 11 11 89 190 21.757 8.9 0.92 0.92 0.97 0.93 Significant 0.000316 EKPLWFDVYDAFPPLR 14 16554604 2xTMT6plex [N-Term; K2] 0.745 0.867 0.872 5.178658962 24.48 0 2451.347674 3 817.7875366 0.156021639 0.000127488 99.4275355APIQDIWYHEDR 12 16554604 1xTMT6plex [N-Term] 1.02 0.86 0.891 5.087206841 41.34 0 1771.896499 3 591.303833 0.25202569 0.000148854 53.90561673LETVGSIFSR 16 16554604 1xTMT6plex [N-Term] 1.006 0.876 0.935 3.331355572 46.76 0 1337.762632 2 669.3845215 -0.646842145 -0.000432661 61.7420489AFDLFNPNFK 12 16554604 2xTMT6plex [N-Term; K10] 0.969 0.99 1.027 4.088077068 46.37 0 1670.930649 2 835.9669189 -2.446420728 -0.0020439 83.8222331FYSVYGSGQR 6 16554604 1xTMT6plex [N-Term] 1.095 1.152 0.699 3.649183512 26.08 0 1392.71093 2 696.857666 -2.064354266 -0.001437524 40.2917861EVPQDQHLEAPADQSK 6 16554604 2xTMT6plex [N-Term; K16] 0.779 1.022 1.07 5.125000954 26.03 0 2250.176646 3 750.7306519 0.336300889 0.000252245 32.33089292ALLAEGVILR 4 16554604 1xTMT6plex [N-Term] 0.879 0.95 3.173950434 33.67 0 1283.824838 2 642.4154663 -0.920727483 -0.000591026 71.18138582
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KSEHLSVRPQTALEENETQK 3 16554604 3xTMT6plex [N-Term; K1; K20] 0.868 1.048 5.004218102 3.76 1 3011.672873 5 603.140625 0.38031687 0.000229078 35.29261994LGETDEEK 6 16554604 2xTMT6plex [N-Term; K8] 0.811 0.782 0.867 2.698571682 30.83 0 1378.746596 2 689.8764038 -0.77263858 -0.000532636 27.44395846TQHGGSHVSR 2 16554604 1xTMT6plex [N-Term] 100 2.115584612 3.23 0 1294.681362 3 432.2317505 -0.512454397 -0.000221155 12.41847383EPVFQRPR 8 16554604 1xTMT6plex [N-Term] 0.921 0.978 0.901 3.060360909 12.81 0 1257.726521 3 419.9136047 -0.206778669 -8.67E-05 24.995479517706349 MRPS33 28S ribosomal protein S33, mitochondrial 51650 NP_057155.1 30.18867925 1 3 3 15 106 12.621 10.11 0.87 0.85 0.91 0.88 Significant 0.000405 DEHQDFMDEQK 4 7706349 2xTMT6plex [N-Term; K11] 0.649 0.73 3.705454588 20.48 0 1879.889648 3 627.3004761 -1.475239436 -0.000924429 29.43248269LFSELPLAK 6 7706349 2xTMT6plex [N-Term; K9] 0.989 0.959 1.055 4.037762642 52.15 0 1475.923773 2 738.4639282 -2.163400811 -0.001596507 84.46923787LFGEVTRPTNSK 5 7706349 2xTMT6plex [N-Term; K12] 0.411 0.686 0.646 2.554534197 1.93 0 1807.047804 3 603.0198975 -1.474679962 -0.000888272 43.79501757705636 GOLT1B vesicle transport protein GOT1B 51026 NP_057156.1 10.86956522 1 2 2 28 138 15.415 10.36 1.09 1.17 1.19 1.15 Significant 0.000705 RVPVLGSLLNLPGIR 16 7705636 1xTMT6plex [N-Term] 1.975 2.523 1.561 6.781248569 63.09 1 1833.163553 3 611.7265625 0.86239441 0.00052697 90.75196018VPVLGSLLNLPGIR 12 7705636 1xTMT6plex [N-Term] 1.043 1.008 1.092 4.266879559 75.83 0 1677.062442 2 839.0353394 0.572257129 0.000479855 107.91530937705320 HDGFRP3 hepatoma-derived growth factor-related protein 3 50810 NP_057157.1 19.21182266 1 3 4 26 203 22.606 7.99 0.89 0.87 1.02 0.93 Significant 0.00257
IDELPEGAVKPPANK 4 7705320 3xTMT6plex [N-Term; K10; K15] 0.615 0.534 3.474736452 18.11 0 2265.342144 3 755.7851563 -0.542266873 -0.000409473 54.27504699GYPHWPAR 12 7705320 1xTMT6plex [N-Term] 0.845 0.949 0.955 3.114143848 31.98 0 1212.647542 3 404.8874512 0.21256434 8.59E-05 31.78204561NTTSDLQK 4 7705320 2xTMT6plex [N-Term; K8] 0.781 0.828 3.744548798 23 0 1364.778565 2 682.892395 -0.770609214 -0.000525855 23.49493687AGDLVFAK 6 7705320 2xTMT6plex [N-Term; K8] 1.079 0.985 1.095 2.669047117 22.25 0 1278.782194 2 639.894043 -1.082868143 -0.000692376 56.30691395

71051598 VPS36 vacuolar protein-sorting-associated protein 36 isoform 1 51028 NP_057159.2 20.20725389 1 5 5 19 386 43.789 7.2 1.04 0.95 1.07 1.02 Significant 0.00125
GSLTSEEFAK 6 71051598 2xTMT6plex [N-Term; K10] 1.013 0.843 1.156 3.503991127 69.26 0 1526.846645 2 763.9258423 -1.464901335 -0.00111834 45.03364562

VFDSGVMVIELQSHKEEEMVASALETVSEK 3 71051598 3xTMT6plex [N-Term; K15; K30]; 2xOxidation [M7; M19] 0.895 0.89 6.349368095 43.3 1 4041.101511 4 1011.029907 -0.918463379 -0.000927901 103.7956319
ETDKNISEAFEDLSK 6 71051598 3xTMT6plex [N-Term; K4; K15] 1.078 1.203 1.004 5.045968056 21.99 1 2413.306546 3 805.1055908 -1.792938021 -0.001442303 64.67630816IKFDAGTLLLSTHR 2 71051598 2xTMT6plex [N-Term; K2] 0.961 2.889441013 14.17 1 2030.216266 4 508.3099976 0.932991429 0.000473544 67.81081304AVGIVGIER 2 71051598 1xTMT6plex [N-Term] 1.09 2.040414572 16.97 0 1142.709474 2 571.8587036 0.574604987 0.000328303 45.69348577

148747574 TVP23B Golgi apparatus membrane protein TVP23 homolog B isoform a 51030 NP_057162.4 12.19512195 1 3 3 9 205 23.561 8.35 1.34 1.24 0.96 1.18 Significant 0.00916
KESSQENK 2 148747574 3xTMT6plex [N-Term; K1; K8] 1.285 2.460410118 8.33 1 1636.947311 3 546.3205566 -0.118567118 -6.47E-05 17.05107352QNTGDDQTS 3 148747574 1xTMT6plex [N-Term] 1.871 0.957 2.391402245 68.05 0 1194.54359 2 597.7735596 -3.137432075 -0.0018739 13.43621083SHWVFESR 4 148747574 1xTMT6plex [N-Term] 1.389 1.167 3.345805645 15.2 0 1276.663586 3 426.2258606 -0.436985042 -0.000185961 37.287952967706353 CHMP3 charged multivesicular body protein 3 isoform 1 51652 NP_057163.1 12.61261261 1 3 3 20 222 25.057 5.12 0.92 0.92 0.82 0.89 Significant 0.00141 ILFEITAGALGK 12 7706353 2xTMT6plex [N-Term; K12] 0.92 0.928 0.776 4.823388577 56.64 0 1691.050764 2 846.0275879 -1.694206236 -0.001432494 105.7230619ELVNEWSLK 4 7706353 2xTMT6plex [N-Term; K9] 0.882 0.905 4.162336349 44.44 0 1575.914665 2 788.460022 -1.203945067 -0.000948657 65.78549358AMQSLVK 4 7706353 2xTMT6plex [N-Term; K7] 1.024 0.806 2.949444056 29.77 0 1234.75935 2 617.8831177 -0.317015973 -0.000195719 42.42828865217330598 GLOD4 glyoxalase domain-containing protein 4 51031 NP_057164.3 60.73825503 1 16 16 144 298 33.212 5.6 0.89 0.84 0.85 0.86 Significant 0.000315 KLEWPLTEVAEGVFETEAPGGYK 18 217330598 3xTMT6plex [N-Term; K1; K23] 0.808 0.833 0.793 7.344829559 61.04 1 3237.765042 3 1079.925903 -0.582318062 -0.00062847 102.4323285ILTPLVSLDTPGK 26 217330598 2xTMT6plex [N-Term; K13] 0.838 0.849 0.865 4.718504906 64.85 0 1812.124657 2 906.5636597 -2.546493722 -0.002307282 84.8138646LGNDFMGITLASSQAVSNAR 6 217330598 1xTMT6plex [N-Term] 0.713 0.756 0.942 5.585785389 45.49 0 2281.180796 3 761.0644531 -0.872125087 -0.000663158 78.74076531TMVGFGPEDDHFVAELTYNYGVGDYK 8 217330598 2xTMT6plex [N-Term; K26] 0.727 1.253 5.284451008 36.97 0 3382.634215 3 1128.212524 -3.309470401 -0.003731576 88.67535058

ALLGYADNQCK 6 217330598 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.824 0.898 0.93 4.028851032 54.56 0 1710.924912 2 855.9658813 -0.248944115 -0.000212962 49.18712957
LEWPLTEVAEGVFETEAPGGYK 6 217330598 2xTMT6plex [N-Term; K22] 0.928 0.694 0.797 5.049734116 45.88 0 2880.507147 3 960.8372803 -3.4228659 -0.00328653 111.02602

SLNYWCNLLGMK 8 217330598 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 0.992 1.017 1.238 3.627976418 40.26 0 1957.043981 2 979.0247803 -0.867284099 -0.000848657 94.60650165
SLPQSDPVLK 14 217330598 2xTMT6plex [N-Term; K10] 0.896 0.825 0.827 3.748420477 51.48 0 1541.930315 2 771.4684448 -0.455060489 -0.000350836 47.73052521LLDDAMAADKSDEWFAK 2 217330598 3xTMT6plex [N-Term; K10; K17] 1.515 4.17978096 13.09 1 2613.383751 4 654.1010742 -0.491158254 -0.000320896 79.64415506
HEEFEEGCK 8 217330598 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.89 0.772 0.673 4.419699669 33.48 0 1622.788478 3 541.6002197 -1.461798838 -0.00079073 22.17118363GGVDHAAAFGR 4 217330598 1xTMT6plex [N-Term] 0.883 0.823 3.453835964 33.19 0 1286.680299 3 429.5646973 -0.591081658 -0.000253511 20.22212084SLNYWCNLLGMK 4 217330598 2xTMT6plex [N-Term; K12]; 1xOxidation [M11]; 1xCarbamidomethyl [C6] 0.935 0.855 3.203759909 25.49 0 1973.038896 2 979.0247803 -0.867284099 -0.000848657 94.60650165

ALHFVFK 10 217330598 2xTMT6plex [N-Term; K7] 100 0.855 0.929 2.705206156 23.52 0 1319.823999 3 440.6122437 -1.380224158 -0.000607218 62.63014282
IAFSCPQK 8 217330598 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.043 0.87 0.903 3.505417347 31.51 0 1408.802278 2 704.9041748 -0.85524466 -0.000602435 50.30685868
SDEWFAK 4 217330598 2xTMT6plex [N-Term; K7] 0.872 0.703 2.854904175 30.16 0 1340.725073 2 670.8654785 -1.038750433 -0.000696339 52.58825986LELQGVK 6 217330598 2xTMT6plex [N-Term; K7] 0.885 0.864 0.812 3.216145039 33.24 0 1244.797844 2 622.9024658 -0.151919748 -9.46E-05 52.53064943MDPEGSK 6 217330598 2xTMT6plex [N-Term; K7] 0.888 0.858 0.815 2.282421589 31.54 0 1221.654945 2 611.3309326 -0.291428956 -0.000178013 24.46644114

7705433 EIF3L eukaryotic translation initiation factor 3 subunit L isoform 1 51386 NP_057175.1 39.0070922 1 22 22 223 564 66.684 6.34 1.13 1.11 1.13 1.12 Significant 0.0000352
GDPQVYEELFSYSCPK 18 7705433 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 1.195 1.099 1.154 4.977006435 40.4 0 2377.17862 3 793.0648193 0.540564265 0.000428339 77.33522964LAGFLDLTEQEFR 18 7705433 1xTMT6plex [N-Term] 1.106 1.105 1.274 5.450595379 76.7 0 1767.947866 2 884.4771118 -0.519832742 -0.000459519 96.75525322QYEQQTYQVIPEVIK 12 7705433 2xTMT6plex [N-Term; K15] 1.049 1.141 1.169 5.123549461 47.37 0 2324.290219 3 775.4329224 -2.583567279 -0.002001653 68.79924048VFSDEVQQQAQLSTIR 24 7705433 1xTMT6plex [N-Term] 1.13 1.062 1.193 4.630357265 73.4 0 2078.107948 2 1039.558105 0.474473668 0.000493004 57.16149471FLSPVVPNYDNVHPNYHK 10 7705433 2xTMT6plex [N-Term; K18] 0.9 0.92 0.961 4.701509476 26.35 0 2598.386913 4 650.3511353 -1.617143449 -0.001050491 60.64271926VYEIQDIYENSWTK 10 7705433 2xTMT6plex [N-Term; K14] 1.17 1.099 1.252 4.294757843 42.18 0 2246.17452 2 1123.588989 -1.69999452 -0.001909242 78.33368831IWNVHSVLNVLHSLVDK 2 7705433 2xTMT6plex [N-Term; K17] 1.475 4.371715069 27.04 0 2431.42257 4 608.6103516 -1.231386118 -0.000748505 112.3499167VSGGPSLEQR 8 7705433 1xTMT6plex [N-Term] 1.559 1.389 1.419 3.552226305 43.7 0 1258.69528 2 629.8509521 -0.518571202 -0.000326362 23.16450135KSEEEIDFLR 12 7705433 2xTMT6plex [N-Term; K1] 1.071 1.222 1.137 3.951767206 23.62 1 1723.963071 3 575.3252563 -1.076291634 -0.000618496 49.62190246IDESIHLQLR 12 7705433 1xTMT6plex [N-Term] 1.167 1.09 1.077 4.962528229 44.48 0 1452.837194 3 484.9509277 0.713371828 0.000345471 52.90350293FLSPVVPNYDNVHPNYHKEPFLQQLK 4 7705433 3xTMT6plex [N-Term; K18; K26] 2.164 1.827 3.576438904 10.48 1 3811.093861 5 763.0229492 -2.157361259 -0.001644381 77.70297459VLENIELNK 4 7705433 2xTMT6plex [N-Term; K9] 0.917 1.015 4.186511517 51.67 0 1529.930315 2 765.4685059 -0.378841601 -0.000289801 62.35994671TVSDLIDQK 12 7705433 2xTMT6plex [N-Term; K9] 1.186 1.114 1.097 3.677533388 44.55 0 1476.86738 2 738.9378662 0.72837405 0.000537856 51.20513073VSSDVIDQK 22 7705433 2xTMT6plex [N-Term; K9] 1.098 1.059 1.054 3.522384644 49.23 0 1448.83608 2 724.9216309 -0.06548101 -4.74E-05 37.90711963LYTTMPVAK 6 7705433 2xTMT6plex [N-Term; K9] 1.11 1.2 1.099 4.0437603 29.15 0 1481.880193 2 741.4431763 -0.754150668 -0.00055878 64.333156NFIQYFHK 8 7705433 2xTMT6plex [N-Term; K8] 1.461 1.377 1.325 3.805350304 32.26 0 1554.883305 3 518.9655762 -0.726591103 -0.000376588 63.46601984VYELQASR 10 7705433 1xTMT6plex [N-Term] 1.229 1.174 1.042 3.073252201 30.77 0 1194.668003 2 597.8378296 0.317644472 0.00018974 33.68822905EPFLQQLK 6 7705433 2xTMT6plex [N-Term; K8] 1.006 0.965 1.018 3.170794725 28.78 0 1460.887722 2 730.9460449 -1.990889653 -0.001454233 62.96940471SEEEIDFLR 2 7705433 1xTMT6plex [N-Term] 1.061 3.004259109 21.45 0 1366.705176 2 683.855835 -0.572923948 -0.000391509 53.24017551IQLLVFK 12 7705433 2xTMT6plex [N-Term; K7] 1.233 1.122 1.155 3.222053528 34.26 0 1318.886265 2 659.946106 -1.008378033 -0.000664968 87.04987769LYTTMPVAK 2 7705433 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 0.992 1.951691508 14.47 0 1497.875108 2 741.4431763 -0.754150668 -0.00055878 64.333156QDLAYER 4 7705433 1xTMT6plex [N-Term] 1.005 0.987 2.195770264 12.18 0 1123.594504 2 562.3009644 0.131970152 7.41E-05 21.4716058YGDFFIR 5 7705433 1xTMT6plex [N-Term] 0.907 0.949 1.016 2.762675762 23.22 0 1146.614511 2 573.8102417 -1.137489147 -0.000652131 68.272820747705819 IER3IP1 immediate early response 3-interacting protein 1 precursor 51124 NP_057181.1 34.14634146 1 2 2 20 82 8.963 8.22 1.1 1.21 1.2 1.17 Significant 0.0009

NIGWGTDQGIGGFGEEPGIK 14 7705819 2xTMT6plex [N-Term; K20] 1.142 1.28 1.176 5.708640099 85.56 0 2490.302909 3 830.7713013 -1.428782577 -0.001186034 71.71810411SQLMNLIR 6 7705819 1xTMT6plex [N-Term] 0.948 1.13 1.253 3.382313251 45.8 0 1203.708094 2 602.3572998 -0.640355107 -0.0003854 59.724328817705437 NIP7 60S ribosome subunit biogenesis protein NIP7 homolog isoform 1 51388 NP_057185.1 55 1 7 7 42 180 20.449 8.51 1.43 1.42 1.61 1.49 Significant 0.00172
KVDPMAIVVFHQADIGEYVR 5 7705437 2xTMT6plex [N-Term; K1] 1.427 1.496 1.594 5.031760693 27.65 1 2745.516213 4 691.1326904 -0.795141192 -0.000548948 69.05517476KVDPMAIVVFHQADIGEYVR 6 7705437 2xTMT6plex [N-Term; K1]; 1xOxidation [M5] 1.305 1.583 1.546 5.409275055 40.38 1 2761.511128 4 691.1326904 -0.795141192 -0.000548948 69.05517476YIGENLQLLVDRPDGTYCFR 5 7705437 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.721 1.011 4.522295475 18.3 0 2658.354737 3 886.7900391 0.310920694 0.000275513 77.92617062VWIKPGAEQSFLYGNHVLK 6 7705437 3xTMT6plex [N-Term; K4; K19] 1.547 1.176 1.384 5.196674824 23.43 0 2873.664481 4 719.1710205 -0.775584194 -0.000557192 77.08149927LHVTALDYLAPYAK 4 7705437 2xTMT6plex [N-Term; K14] 1.119 1.344 4.329600811 25.47 0 2033.183569 3 678.3931885 -9.127021581 -0.006185637 76.90493594

LVSLGTCFGK 6 7705437 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 2.08 1.722 2.021 4.015925884 51.04 0 1539.896906 2 770.4512329 -1.115171854 -0.000858625 69.15340481
LAANISGDK 6 7705437 2xTMT6plex [N-Term; K9] 1.684 1.692 1.895 4.373437881 35.99 0 1346.804386 2 673.9040527 -2.641171418 -0.001778571 52.09433589VYYVSEK 4 7705437 2xTMT6plex [N-Term; K7] 1.042 1.328 2.963087082 11.98 0 1345.776774 2 673.3912354 -1.1742043 -0.000790108 43.46426274

33469966 SCFD1 sec1 family domain-containing protein 1 isoform a 23256 NP_057190.2 42.21183801 1 20 20 162 642 72.334 6.27 1.17 1.03 1.01 1.07 Significant 0.00221
MASAPASYGSTTTKPMGLLSR 5 33469966 2xTMT6plex [N-Term; K14] 1.069 0.842 0.773 4.534194469 36.12 0 2585.38315 3 862.465271 -0.730967756 -0.000629944 55.80865064SKLEDIANAALAASAVTQVAK 14 33469966 3xTMT6plex [N-Term; K2; K21] 1.405 1.41 1.376 7.362978935 53.81 1 2758.628155 3 920.2141113 -0.135631047 -0.000124719 93.20067853LEDIANAALAASAVTQVAK 6 33469966 2xTMT6plex [N-Term; K19] 0.914 0.867 1.114 5.992866516 59.45 0 2314.338232 3 772.1155396 -2.664337292 -0.002055393 95.48728016SIMGLEGEDEGAISMLSDNTAK 10 33469966 2xTMT6plex [N-Term; K22] 1.183 0.916 1.035 6.465181828 94.32 0 2726.362867 3 909.4589844 -0.17150505 -0.000155862 79.31575006

HILYGCSELFNATQFIK 4 33469966 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C6] 1.265 1.533 4.974285126 29.31 0 2499.347022 3 833.7858887 -1.56429433 -0.001303238 84.73396051
LTSAVSSLPELLEK 32 33469966 2xTMT6plex [N-Term; K14] 1.254 1.349 1.305 4.714744091 53.29 0 1945.162165 2 973.0856323 0.937268095 0.000911569 95.29627017GSPFPEVAESVQQELESYR 6 33469966 1xTMT6plex [N-Term] 1.389 0.517 1.453 6.097144604 55.72 0 2381.182235 3 794.399231 0.379778196 0.00030144 89.02720603SLLDIISDPDAGTPEDK 10 33469966 2xTMT6plex [N-Term; K17] 1.29 1.434 1.368 4.649991989 52.51 0 2244.201129 2 1122.603394 -0.721178955 -0.000809235 78.79222287VNLEESSGVENSPAGARPK 6 33469966 2xTMT6plex [N-Term; K19] 1.079 0.976 0.959 5.816954136 36.34 0 2399.293072 3 800.4356079 -0.334160733 -0.00026725 37.982536VMNTGSQFVMEGVK 2 33469966 2xTMT6plex [N-Term; K14] 1.187 4.406942844 40.13 0 1985.060025 2 993.03125 -2.418803432 -0.002400735 63.24851273LIDLHTNVATAVLEHIK 10 33469966 2xTMT6plex [N-Term; K17] 1.329 1.302 1.218 6.923252106 57.59 0 2345.395687 3 782.46875 -1.701282228 -0.00133006 94.56304913NSLFTGDTLGAGQFSFQRPLLVLVDR 4 33469966 1xTMT6plex [N-Term] 100 100 3.85961175 12.21 0 3080.673035 3 1027.562378 -0.147367453 -0.00015133 102.4037199GTAAEMVAVK 10 33469966 2xTMT6plex [N-Term; K10] 0.532 0.355 0.01 3.510716677 52.29 0 1434.839057 2 717.9234009 0.326313819 0.000234104 44.9517738SNPETDDYR 12 33469966 1xTMT6plex [N-Term] 1.172 1.275 1.147 3.559539557 38.37 0 1325.61709 2 663.3119507 -0.350661451 -0.000232421 16.67932307ILDNLMEMK 6 33469966 2xTMT6plex [N-Term; K9] 1.232 1.23 1.209 3.461854696 44.34 0 1564.884293 2 782.9458618 0.098718361 7.72E-05 85.3832349NSTGEPVWK 4 33469966 2xTMT6plex [N-Term; K9] 1.2 0.848 3.071206093 33.56 0 1475.82585 2 738.4168701 0.415993781 0.000306967 40.12019683QLSQLGQK 4 33469966 2xTMT6plex [N-Term; K8] 0.727 1.12 3.170770407 23.12 0 1359.83602 2 680.4202881 -2.000923703 -0.001360464 38.00724458KLDVYFEYEEK 2 33469966 3xTMT6plex [N-Term; K1; K11] 0.82 2.434883833 0.63 1 2150.198834 3 717.4071045 3.68636446 0.002642139 64.20763453GTAAEMVAVK 2 33469966 2xTMT6plex [N-Term; K10]; 1xOxidation [M6] 1.227 2.364586115 31.51 0 1450.833972 2 717.9234009 0.326313819 0.000234104 44.9517738AQEDEVKR 7 33469966 2xTMT6plex [N-Term; K7] 1.382 1.313 0.979 3.554347754 24.07 1 1432.816013 3 478.2770386 0.383316945 0.000183074 17.82696671AQEDEVK 6 33469966 2xTMT6plex [N-Term; K7] 0.948 0.794 1.019 3.001245022 19.17 0 1276.714902 2 638.8605957 -0.773472408 -0.000493752 28.5326979134101286 ZFR zinc finger RNA-binding protein 51663 NP_057191.2 23.55679702 1 19 19 82 1074 116.939 9.04 1.31 1.26 1.21 1.26 Significant 0.000524

GSPGLLDPCEKDPFDTLATMTDQQR 4 34101286 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 0.735 100 4.275561333 22.38 1 3250.612434 3 1084.207764 -1.137005549 -0.001231988 82.83565808
QDTVSEPVTPASLAALQSDVQPVGHDYVEEVR 2 34101286 1xTMT6plex [N-Term] 100 4.287992954 20.52 0 3665.849614 3 1222.621704 0.257783266 0.000314998 75.91312149

VFECISSGIILK 2 34101286 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 1.29 3.471688986 34.09 0 1824.070514 3 608.6947021 -0.526500856 -0.000320125 91.01187154EDITSSAQFALR 6 34101286 1xTMT6plex [N-Term] 1.772 1.462 1.421 4.239367485 56.86 0 1566.832502 2 783.9191895 -0.893339746 -0.000699857 52.39979748STAPAVAYDSK 10 34101286 2xTMT6plex [N-Term; K11] 1.088 1.156 1.161 4.088778019 47.03 0 1567.873194 2 784.4404907 0.325986384 0.000255553 35.16875633AISSASSPQSPGDALR 6 34101286 1xTMT6plex [N-Term] 1.426 1.455 5.896863461 54.61 0 1772.934007 2 886.9708862 0.275825798 0.00024451 33.00522503NVNLVLLCSEKPSK 6 34101286 3xTMT6plex [N-Term; K11; K14]; 1xCarbamidomethyl [C8] 1.102 1.448 4.208600521 32.9 0 2288.361499 3 763.4545898 -5.367682839 -0.0040944 67.43511913
LCECSFNDPNAK 4 34101286 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C2; C4] 1.937 2.782 2.920850515 41.88 0 1912.92974 2 956.9672852 -1.278613349 -0.001222949 43.30558097

HATIYPTEEELQAVQK 6 34101286 2xTMT6plex [N-Term; K16] 1.403 1.161 1.532 5.289311886 36.33 0 2315.264732 3 772.4260864 -0.443267952 -0.000342094 60.64403383
ISCAGPQTYK 6 34101286 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.483 1.514 1.517 4.45593071 40.58 0 1582.866335 2 791.9361572 -0.819227023 -0.000648363 36.0589499

STPVTSAVQIPEVK 2 34101286 2xTMT6plex [N-Term; K14] 1.443 3.623633623 36.66 0 1914.131199 2 957.5688477 -0.407729366 -0.000390224 60.86461486LVSDSLSEHEK 2 34101286 2xTMT6plex [N-Term; K11] 1.141 2.540281773 16.28 0 1701.942336 3 567.9859009 0.478022493 0.000271189 37.35606566VNPDLQVEVKPSIR 2 34101286 2xTMT6plex [N-Term; K10] 1.463 4.125791073 14.27 0 2052.221745 3 684.7467041 1.858285878 0.001271205 57.92612855VSAVPTNMAAK 4 34101286 2xTMT6plex [N-Term; K11] 1.099 1.026 3.706382275 60.98 0 1546.90272 2 773.9546509 -0.449047105 -0.000347316 47.24853498QLAVISPEK 4 34101286 2xTMT6plex [N-Term; K9] 1.316 1.214 3.834529877 35.46 0 1442.898286 2 721.9521484 -0.877466563 -0.000633047 51.70295387VLGMDPLPQMSQR 6 34101286 1xTMT6plex [N-Term] 1.088 1.104 2.467077255 10.61 0 1700.902513 2 850.9526367 -2.654944928 -0.002257901 66.53897543EHLEGQK 2 34101286 2xTMT6plex [N-Term; K7] 1.187 2.910808802 15.55 0 1298.746871 3 433.586853 -0.666271456 -0.000288439 20.43002638IAENLPK 6 34101286 2xTMT6plex [N-Term; K7] 1.403 1.302 1.247 2.610867739 22.65 0 1242.782194 2 621.894043 -1.114235871 -0.000692376 45.804081IVSITER 2 34101286 1xTMT6plex [N-Term] 0.713 2.21070075 21.58 0 1046.640726 2 523.8239746 -0.050792262 -2.66E-05 37.01251169225545550 TELO2 telomere length regulation protein TEL2 homolog 9894 NP_057195.2 12.06690562 1 8 8 26 837 91.689 5.76 1.1 0.95 1.25 1.1 Significant 0.00614 LSPAWLELLPHGR 6 225545550 1xTMT6plex [N-Term] 0.988 0.927 1.133 4.497631073 40.44 0 1717.995091 3 573.336731 0.319273959 0.000182837 91.88648341AMEAVLTGLVEAALGPEVLSR 6 225545550 1xTMT6plex [N-Term] 1.88 1.585 2.069 6.453909397 40.67 0 2355.315498 3 785.7758789 -1.025200765 -0.00080489 113.2898092FNSVAGHFFFPLLQR 2 225545550 1xTMT6plex [N-Term] 1.633 4.686627865 26.42 0 2009.095868 3 670.369873 -0.399089654 -0.00026727 96.91502287LGMIVAEVVSAR 2 225545550 1xTMT6plex [N-Term] 1.196 2.995213985 46.61 0 1473.866051 2 737.435791 -1.184258738 -0.000872719 96.24210141RPLLLQVLK 2 225545550 2xTMT6plex [N-Term; K9] 0.342 3.706851482 25.03 0 1538.05579 3 513.3568726 0.178384804 9.15E-05 74.66615197VVALPDHLGNR 2 225545550 1xTMT6plex [N-Term] 1.243 3.579491377 16.18 0 1419.826963 3 473.9467468 -0.898716194 -0.00042534 46.24333593LAALTQGSYLHQR 2 225545550 1xTMT6plex [N-Term] 1.324 3.458981037 10.08 0 1686.948869 3 562.9871826 -1.111212362 -0.000624853 51.96217929ALLLLQR 4 225545550 1xTMT6plex [N-Term] 0.868 1.249 2.289766073 15.99 0 1055.713831 2 528.3607178 0.310459961 0.000163878 60.3416955118343647 HSPB11 intraflagellar transport protein 25 homolog 51668 NP_057210.2 27.77777778 1 3 3 22 144 16.287 5.03 0.77 0.87 0.84 0.83 Significant 0.00128 DLVHTEGQLQNEEIVAHDGSATYLR 6 118343647 1xTMT6plex [N-Term] 0.719 0.852 0.938 7.792469978 48.55 0 3024.522407 4 756.8849487 -1.468664314 -0.001110502 52.57682414STSKEPVDFEQWIEK 4 118343647 3xTMT6plex [N-Term; K4; K15] 1.316 1.419 4.329164028 15.7 1 2510.374566 3 837.4605103 -3.022902791 -0.002529539 73.23068528EPVDFEQWIEK 12 118343647 2xTMT6plex [N-Term; K11] 0.785 0.81 0.751 4.192237377 43.96 0 1878.004936 2 939.5045166 -1.693007731 -0.001589738 81.782053111559929 COPG1 coatomer subunit gamma-1 22820 NP_057212.1 57.55148741 1 33 36 354 874 97.655 5.47 1.18 1.18 1.19 1.18 Significant 0.00000794 DEESGGGSNPFQHLEK 10 11559929 2xTMT6plex [N-Term; K16] 1.088 0.963 1.067 5.963471413 63.86 0 2189.087496 3 730.3665771 -1.058913676 -0.000772685 43.89324575ALQQYTLEPSEKPFDLK 12 11559929 3xTMT6plex [N-Term; K12; K17] 1.08 1.292 1.211 5.867144585 31.85 0 2694.532129 3 898.8479004 -1.106465977 -0.000993803 72.88952906
NKHEMVVYEAASAIVNLPGCSAK 8 11559929 3xTMT6plex [N-Term; K2; K23]; 1xOxidation [M5]; 1xCarbamidomethyl [C20] 1.206 1.131 1.601 6.526740551 24.47 1 3191.716001 4 798.6829224 -1.924167712 -0.001535349 64.79504741

ALCQITDSTMLQAIER 14 11559929 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.108 1.023 1.129 5.926768303 45.05 0 2079.077577 2 1040.043335 0.873845159 0.000908396 79.36226709FGAQNEEMLPSILVLLK 6 11559929 2xTMT6plex [N-Term; K17] 1.008 0.894 0.856 4.621803761 43.86 0 2360.366361 3 787.460083 -0.281687866 -0.000221629 112.8018063
AIVDCIISIIEENSESK 13 11559929 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C5] 1.616 1.478 1.406 5.660671234 59.6 0 2378.288898 3 793.4343262 -0.198934778 -0.000157708 113.0508304SVPLATAPMAEQR 12 11559929 1xTMT6plex [N-Term] 1.105 1.128 1.144 4.388980865 46.82 0 1599.872593 2 800.4386597 -1.593873208 -0.001274997 45.85179716SLPYNQPGTCYTLVALPK 12 11559929 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 1.258 1.213 1.279 4.086252213 31.63 0 2480.362338 3 827.4592285 0.320165672 0.000264709 75.8567249

EDPTAVACTFSCMMK 6 11559929 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C8; C12] 2.311 1.744 1.582 4.782072544 43.57 0 2206.041674 3 736.0193481 0.823512817 0.000605568 71.98618361
ATFYLNVLEQK 8 11559929 2xTMT6plex [N-Term; K11] 1.062 1.161 4.431688786 42.06 0 1784.035842 2 892.5210571 -0.563151347 -0.000502341 82.0474001

DCDPTTGETDDEGYEDEYVLEDLEVTVADHIQK 6 11559929 2xTMT6plex [N-Term; K33]; 1xCarbamidomethyl [C2] 1.224 2.143 7.093860626 28.59 0 4258.938574 4 1065.486328 -3.543364089 -0.003772742 102.8184581
DSPLFDFIESCLR 32 11559929 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.46 1.342 1.595 4.54619503 40.35 0 1827.914852 3 609.9760132 -0.746949026 -0.00045512 106.8649158TLEEAVGNIVK 16 11559929 2xTMT6plex [N-Term; K11] 1.068 1.153 1.019 4.534958363 71.18 0 1630.977993 2 815.9926147 -0.024670972 -2.01E-05 65.48192452HPSAVTACNLDLENLVTDSNR 12 11559929 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.193 1.271 1.41 7.615017414 58.73 0 2555.27213 3 852.428833 -0.072069257 -6.14E-05 61.01243382SSPEPVALTESETEYVIR 13 11559929 1xTMT6plex [N-Term] 1.13 1.288 0.86 6.583995342 50.38 0 2236.154624 3 746.0566406 0.333167927 0.000248338 62.26690332SIATLAITTLLK 22 11559929 2xTMT6plex [N-Term; K12] 1.3 1.184 1.286 4.536615372 64.62 0 1703.108279 2 852.0565796 -1.407092163 -0.001198215 107.8124226LLLLDTVTMQVTAR 22 11559929 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.118 1.214 1.085 5.045351028 73.43 0 1819.056037 3 607.0231323 -0.655800217 -0.000397646 89.94181494

EMSCIAEDVIIVTSSLTK 8 11559929 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C4] 1.375 1.371 1.508 5.820748329 55.55 0 2454.323569 3 818.7794189 0.054701808 4.48E-05 112.9027478
QISSFMSEISDEFK 10 11559929 2xTMT6plex [N-Term; K14] 0.641 1.051 3.832262993 48.97 0 2106.082928 2 1053.544312 -0.751068775 -0.000790907 94.83889076LLLLDTVTMQVTAR 6 11559929 1xTMT6plex [N-Term] 1.193 1.312 3.979974508 39.49 0 1803.061122 3 607.0231323 -0.655800217 -0.000397646 89.94181494ILHLLGQEGPK 6 11559929 2xTMT6plex [N-Term; K11] 0.968 1.021 0.965 4.638500214 19.67 0 1663.030697 3 555.0150146 -0.124312009 -6.89E-05 62.6630643CVMDDDNEVR 6 11559929 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.956 0.947 0.917 4.043646336 62.47 0 1481.656194 2 741.3305054 -1.660397211 -0.001230069 22.61466364VFNETPINPR 6 11559929 1xTMT6plex [N-Term] 1.252 1.043 1.119 3.700892925 35.57 0 1415.78443 2 708.3955688 -0.401653441 -0.000284327 46.91493057LFQSNDPTLR 7 11559929 1xTMT6plex [N-Term] 1.277 1.185 1.122 3.53152895 32.88 0 1419.779344 2 710.3924561 -1.203595919 -0.00085442 55.31430265SLEELPVDIILASVG 10 11559929 1xTMT6plex [N-Term] 1.37 1.028 1.183 2.668312788 60.58 0 1784.025448 2 892.5150146 -1.510591191 -0.001347467 113.0221187FGAQNEEMLPSILVLLK 2 11559929 2xTMT6plex [N-Term; K17]; 1xOxidation [M8] 1.018 4.516095161 37.4 0 2376.361276 3 787.460083 -0.281687866 -0.000221629 112.8018063VVLEHEEVR 14 11559929 1xTMT6plex [N-Term] 1.091 1.253 1.247 3.999665976 48.27 0 1338.757881 3 446.9239502 -0.435705418 -0.000194435 29.52204617NTHTLLLAGVFR 6 11559929 1xTMT6plex [N-Term] 100 0.99 1.135 4.251182079 38.64 0 1570.926677 3 524.3130493 -1.325676628 -0.00069418 63.82922816AGAVSALAK 6 11559929 2xTMT6plex [N-Term; K9] 1.096 0.964 0.896 3.23903656 38.4 0 1245.793093 2 623.4005737 0.624293827 0.00038887 42.05532704VPSVSSSALVSSLHLLK 4 11559929 2xTMT6plex [N-Term; K17] 0.673 0.848 5.611992836 22.05 0 2182.321125 3 728.1143799 3.418991986 0.002487113 89.86055487QLEEEDGSR 4 11559929 1xTMT6plex [N-Term] 1.405 1.683 3.480707407 25.81 0 1291.63274 2 646.319519 -0.757323682 -0.000489092 18.13404383SVPLATAPMAEQR 2 11559929 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.907 1.491558552 18.04 0 1615.867508 2 800.4386597 -1.593873208 -0.001274997 45.85179716EEGGFEYK 6 11559929 2xTMT6plex [N-Term; K8] 1.14 1.146 1.087 3.06775856 31.18 0 1416.741117 2 708.8739624 -0.330918124 -0.000234413 36.34480797SAVLQEAR 6 11559929 1xTMT6plex [N-Term] 1.038 1.192 1.206 3.186117649 37.65 0 1102.641788 2 551.8242798 -0.458362537 -0.000252705 24.95644857TGSESSIDR 4 11559929 1xTMT6plex [N-Term] 0.94 0.938 2.390256882 24.03 0 1180.600711 2 590.8034058 -0.996438975 -0.000588198 16.90694779MCYLTIK 6 11559929 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.407 1.272 1.226 3.110435009 26.25 0 1386.788936 2 693.897644 -0.666686933 -0.000462277 60.63107636

LNFEAAWDEVGDEFEKEETFTLSTIK 1 11559929 3xTMT6plex [N-Term; K16; K26] 100 2.813904285 1 3735.924849 3 1245.977173 -2.110373102 -0.002628065 112.4521018SDKVPDNK 8 11559929 3xTMT6plex [N-Term; K3; K8] 1.259 1.206 1.933 2.806135893 17 1 1589.946583 2 795.4758301 -1.383061402 -0.001099497 24.12229404
KCAHILTK 2 11559929 3xTMT6plex [N-Term; K1; K8]; 1xCarbamidomethyl [C2] 1.554 1.818472624 3.07 1 1658.039043 4 415.2653198 0.244817441 0.000101479 33.37054488

38373690 COPS4 COP9 signalosome complex subunit 4 isoform 1 51138 NP_057213.2 55.41871921 1 18 18 138 406 46.24 5.83 1.07 1.03 1.05 1.05 Significant 0.000121 LYLEDDDPVQAEAYINR 10 38373690 1xTMT6plex [N-Term] 1.024 0.967 1.159 5.079061031 51.22 0 2253.123658 3 751.711853 -1.177045015 -0.000884009 66.30609872QIQSLCFQVNNLLEK 6 38373690 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.094 1.259 1.071 4.95083046 38.99 0 2292.278609 3 764.7648926 0.661295869 0.000505291 87.14065183VISFEEQVASIR 10 38373690 1xTMT6plex [N-Term] 1.106 1.102 1.205 4.575874805 35.88 0 1606.900188 2 803.9468994 -8.504219478 -0.006832716 68.54219012ISQTAPEWTAQAMEAQMAQ 12 38373690 1xTMT6plex [N-Term] 1.274 1.18 1.163 3.933909893 44.28 0 2321.110333 3 774.3748169 -0.187559549 -0.000145115 73.43782039GNQLQEFAAMLMPHQK 14 38373690 2xTMT6plex [N-Term; K16] 1.055 1.137 1.124 6.401679516 52.14 0 2301.224799 3 767.7451172 -1.738351465 -0.001333446 94.95482885AVIEHNLLSASK 12 38373690 2xTMT6plex [N-Term; K12] 1.1 1.026 1.053 4.014018059 80.05 0 1740.04199 2 870.5241699 -0.532801079 -0.000463548 51.31629215ATTADGSSILDR 5 38373690 1xTMT6plex [N-Term] 0.01 0.349 0.673 4.226250648 44.64 0 1435.759003 2 718.3824463 -0.965880675 -0.000693386 32.22263441QLLTDFCTHLPNLPDSTAK 2 38373690 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C7] 1.015 5.536238194 33.33 0 2629.405994 3 877.1400146 -0.191330167 -0.000167695 82.33647917
ASLLQNESTNEQLQIHYK 6 38373690 2xTMT6plex [N-Term; K18] 1.125 1.012 6.295008183 58.19 0 2574.392786 3 858.8037109 1.473490184 0.001264447 57.94426147LYNNITFEELGALLEIPAAK 6 38373690 2xTMT6plex [N-Term; K20] 1.125 0.959 1.303 5.702203274 51.61 0 2677.521675 3 893.1779175 -0.924712811 -0.000825313 112.7114006AIQLSGAEQLEALK 12 38373690 2xTMT6plex [N-Term; K14] 1.009 1.028 1.047 5.760956764 73.66 0 1929.142098 2 965.074707 0.020357495 1.96E-05 74.22094236IASQMITEGR 4 38373690 1xTMT6plex [N-Term] 0.922 1.078 4.158523083 36.37 0 1334.729951 2 667.8682861 -0.491256208 -0.000327847 39.75881253EIYHFTLEK 4 38373690 2xTMT6plex [N-Term; K9] 1.119 1.049 3.954473019 25.12 0 1637.930315 3 546.6481934 -0.175753432 -9.60E-05 65.41015654EALPTWDK 10 38373690 2xTMT6plex [N-Term; K8] 1.13 1.031 1.025 3.077356577 39.79 0 1417.809137 2 709.4077148 -0.693995034 -0.000491976 50.74464562MLATLFKDER 3 38373690 2xTMT6plex [N-Term; K7] 1.802 1.324 3.302550077 4.73 1 1681.971134 3 561.3265991 -3.501562304 -0.001963176 67.90142955MLATLFK 6 38373690 2xTMT6plex [N-Term; K7] 0.939 0.868 0.92 2.921379328 33.34 0 1281.800487 2 641.4037476 -0.209254728 -0.000134111 81.16891257YNELSYK 10 38373690 2xTMT6plex [N-Term; K7] 1.193 0.95 1.036 3.129575968 20.78 0 1374.766938 2 687.8869629 -0.210005596 -0.000144354 39.3280702QYNVDYK 6 38373690 2xTMT6plex [N-Term; K7] 1.097 1.061 0.94 2.62590003 26.1 0 1387.762187 2 694.3837891 -1.358543285 -0.000942667 34.33913156256222019 RAB10 ras-related protein Rab-10 10890 NP_057215.3 59 1 10 13 194 200 22.527 8.38 1.01 1.03 1.05 1.03 Significant 0.000126 LLIIGDSGVGK 80 256222019 2xTMT6plex [N-Term; K11] 1.232 1.135 1.119 4.134413719 54.76 0 1529.9667 2 765.4852905 -2.219515831 -0.001697893 71.87338775FSDDAFNTTFISTIGIDFK 8 256222019 2xTMT6plex [N-Term; K19] 1.382 1.566 4.616092205 34.08 0 2597.353941 3 866.4555664 -0.691150028 -0.000598387 107.5990279AFLTLAEDILR 12 256222019 1xTMT6plex [N-Term] 0.965 1.136 0.934 4.917002201 63.94 0 1490.877996 2 745.9423218 -0.421755042 -0.000314393 112.2581129NIDEHANEDVER 18 256222019 1xTMT6plex [N-Term] 0.856 0.903 0.864 4.850818634 61.25 0 1669.797907 2 835.4025269 -0.077984924 -6.51E-05 18.4292852IQIWDTAGQER 220 256222019 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161KTYDLLFK 9 256222019 3xTMT6plex [N-Term; K1; K8] 1.194 1.335 1.336 3.788991451 19.95 1 1715.071055 3 572.3613281 -0.946698386 -0.000541218 63.54078577FHTITTSYYR 6 256222019 1xTMT6plex [N-Term] 0.864 0.907 0.925 3.285919428 26.75 0 1517.794994 3 506.6028442 -0.668683953 -0.000338308 40.63140782TVELQGK 12 256222019 2xTMT6plex [N-Term; K7] 0.924 0.995 1.023 2.924453259 36.12 0 1232.761459 2 616.8842773 -0.146453719 -9.03E-05 33.91417072SFENISK 8 256222019 2xTMT6plex [N-Term; K7] 0.88 0.982 1.492 2.482809544 21.15 0 1282.740723 2 641.8739624 -0.058441516 -3.75E-05 40.39971606GKGEQIAR 6 256222019 2xTMT6plex [N-Term; K2] 1.168 1.106 1.125 2.774117231 12.1 1 1316.805055 3 439.6073914 1.948726014 0.000855364 18.11129463ANINIEK 6 256222019 2xTMT6plex [N-Term; K7] 0.959 0.998 0.978 2.635222912 31.13 0 1259.772358 2 630.388855 -1.527497449 -0.00096215 41.66795551FFETSAK 11 256222019 2xTMT6plex [N-Term; K7] 0.91 0.647 1.093 2.734823704 35.5 0 1287.73491 2 644.3706055 -0.757300662 -0.000487601 47.48507763TYDLLFK 3 256222019 2xTMT6plex [N-Term; K7] 1.297 1.178 2.473618269 17.29 0 1357.81316 2 679.409668 -0.810496269 -0.000550251 69.41681128166795297 DYNC1LI1 cytoplasmic dynein 1 light intermediate chain 1 51143 NP_057225.2 39.38814532 1 14 15 115 523 56.544 6.42 1.03 0.99 1.05 1.02 Significant 0.000297 NVLLLGEDGAGK 10 166795297 2xTMT6plex [N-Term; K12] 1.128 1.14 1.169 4.56445837 60.28 0 1643.973242 2 822.4879761 -2.777752974 -0.002283276 62.43513554



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

CNVWILDGDLYHK 6 166795297 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C1] 1.407 1.157 1.229 4.269913197 48.45 0 2091.109753 3 697.7050171 -4.425640719 -0.003084833 72.05417923
DFQEYVEPGEDFPASPQR 6 166795297 1xTMT6plex [N-Term] 1.338 1.373 4.954368114 30.85 0 2340.098171 3 780.7028198 -1.822636074 -0.001421716 59.31695999AEDNFEDIITKPPVR 12 166795297 2xTMT6plex [N-Term; K11] 1.028 1.033 1.055 5.882239819 26.68 0 2202.217054 3 734.7428589 -1.376108608 -0.001010163 63.82247549IGILHENFQTLK 8 166795297 2xTMT6plex [N-Term; K12] 0.933 0.968 1.053 4.402006149 39.64 0 1871.11549 2 936.0620117 0.671913362 0.000628614 67.38115034SVSSNVASVSPIPAGSK 8 166795297 2xTMT6plex [N-Term; K17] 1.224 1.082 1.049 5.558463573 74.2 0 2045.16429 2 1023.08606 0.270115525 0.000276215 50.94747533EIMAEDDQVFLMK 12 166795297 2xTMT6plex [N-Term; K13] 1.231 1.108 1.178 4.60663271 55.59 0 2027.059356 2 1014.032471 -0.834373076 -0.000845662 81.55748069DAVFIPAGWDNDKK 6 166795297 3xTMT6plex [N-Term; K13; K14] 1.247 1.152 1.077 5.143747807 18.69 1 2263.268979 3 755.0943604 -0.199364422 -0.000150405 66.72042822FSLDAVSLK 6 166795297 2xTMT6plex [N-Term; K9] 0.57 0.454 0.392 3.973204374 56.07 0 1437.871737 2 719.439209 -0.414439782 -0.000297956 74.06999964KPVTVSPTTPTSPTEGEAS 8 166795297 2xTMT6plex [N-Term; K1] 1.199 1.15 100 4.939268112 21.21 0 2344.264792 3 782.0925903 -0.671448853 -0.000524685 41.06163652IPAVVVEK 14 166795297 2xTMT6plex [N-Term; K8] 1.007 0.988 0.991 2.846875668 29.76 0 1312.860444 2 656.9334106 -0.685298229 -0.00044985 59.534714LQSLLAK 10 166795297 2xTMT6plex [N-Term; K7] 0.828 1.041 1.038 3.099511147 34.48 0 1230.81858 2 615.9134521 0.851536443 0.000524043 62.40747095NIDLVYK 6 166795297 2xTMT6plex [N-Term; K7] 0.887 0.818 0.931 2.974566698 20.26 0 1322.808409 2 661.9074097 -0.654723735 -0.000433037 56.97113831

NTASQEDKDDSVVLPLGADTLTHNLGIPVLVVCTK 1 166795297 3xTMT6plex [N-Term; K8; K35]; 1xCarbamidomethyl [C33] 0.482 3.828281164 1 4407.404826 4 1102.605347 -1.195583673 -0.001317355 102.2972324
LYGFPYK 2 166795297 2xTMT6plex [N-Term; K7] 0.956 1.994800925 9.54 0 1345.79203 3 449.2686768 -0.411264556 -0.000184492 64.020608677705855 HSD17B12 very-long-chain 3-oxoacyl-CoA reductase 51144 NP_057226.1 58.33333333 1 15 15 204 312 34.302 9.32 1.09 1.02 1.06 1.06 Significant 0.000368

MININILSVCK 15 7705855 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.498 1.434 0.93 4.292071819 44.92 0 1763.032354 2 890.0178223 0.617714674 0.000549466 76.90422648
VWGVGNEAGVGPGLGEWAVVTGSTDGIGK 12 7705855 2xTMT6plex [N-Term; K29] 0.609 0.727 0.624 6.109743595 68.46 0 3227.710097 3 1076.574097 -0.731329911 -0.00078684 95.06264333GAILNISSGSGMLPVPLLTIYSATK 5 7705855 2xTMT6plex [N-Term; K25]; 1xOxidation [M12] 1.66 1.875 6.519826889 81.84 0 2977.704801 3 993.236145 -3.667140343 -0.003639887 111.7221456GAILNISSGSGMLPVPLLTIYSATK 6 7705855 2xTMT6plex [N-Term; K25] 0.555 0.802 0.766 7.232591629 60.75 0 2961.709886 3 993.236145 -3.667140343 -0.003639887 111.7221456TIAVDFASEDIYDK 24 7705855 2xTMT6plex [N-Term; K14] 1.288 0.837 1.048 4.565627575 58.41 0 2045.084308 2 1023.044312 -1.448362355 -0.001481012 71.56833298TFVDFFSQCLHEEYR 24 7705855 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.203 1.27 1.282 5.833593845 55.84 0 2207.042906 3 736.352356 -0.177136976 -0.000130316 81.09995774

MININILSVCK 14 7705855 2xTMT6plex [N-Term; K11]; 1xOxidation [M1]; 1xCarbamidomethyl [C10] 1.266 1.166 1.382 3.66341424 50.26 0 1779.027269 2 890.0178223 0.617714674 0.000549466 76.90422648
GVFVQSVLPYFVATK 26 7705855 2xTMT6plex [N-Term; K15] 1.061 0.98 1.083 4.600032806 41.85 0 2113.246169 2 1057.125244 -1.399585525 -0.001478834 103.3032499MTQLVLPGMVER 24 7705855 1xTMT6plex [N-Term] 1.11 0.919 1.136 4.184425354 38.68 0 1602.890885 2 801.9489136 -0.208892299 -0.000167416 74.17761979TIAVDFASEDIYDKIK 6 7705855 3xTMT6plex [N-Term; K14; K16] 1.177 1.626 1.605 4.970475674 30.06 1 2515.426267 3 839.1464844 -0.543631518 -0.000455822 83.13829407SKDKLDQVSSEIK 8 7705855 4xTMT6plex [N-Term; K2; K4; K13] 1.291 1.195 1.224 5.346274853 19.1 2 2393.442141 4 599.116272 0.466566793 0.000279175 48.85346889ISYSLFTALR 2 7705855 1xTMT6plex [N-Term] 2.874564648 18.59 0 1399.814667 2 700.4105835 -0.554986192 -0.000388439 81.92040345LDQVSSEIK 4 7705855 2xTMT6plex [N-Term; K9] 0.379 0.722 3.505122185 37.37 0 1476.86738 2 738.9367676 -0.75941399 -0.000560777 48.63692592KPTLDKPSPETFVK 12 7705855 4xTMT6plex [N-Term; K1; K6; K14] 0.904 1.002 0.899 5.517333508 16.04 0 2503.530562 4 626.6381226 0.0391225 2.45E-05 64.78792566SYAEELAK 14 7705855 2xTMT6plex [N-Term; K8] 0.937 0.929 0.943 3.691427469 41.45 0 1368.777503 2 684.8914795 -1.32977465 -0.000910083 52.08022575TVGLQSR 2 7705855 1xTMT6plex [N-Term] 1.019 2.574197292 36.72 0 989.5941099 2 495.3005066 -0.377312681 -0.000186693 34.84819542IVMNMNK 6 7705855 2xTMT6plex [N-Term; K7] 1.206 1.35 1.357 2.952214241 21.9 0 1307.75797 2 654.3817139 -1.390812113 -0.000909423 50.19361662

7706667 TRAPPC4 trafficking protein particle complex subunit 4 isoform 1 51399 NP_057230.1 19.17808219 1 4 4 12 219 24.325 6.21 0.93 0.92 1.02 0.95 Significant 0.0011 AGGLIYQLDSYAPR 4 7706667 1xTMT6plex [N-Term] 0.919 0.904 4.39415741 51.15 0 1752.9482 2 876.9744263 -3.779062574 -0.00331225 72.96892663VLVAFGQR 4 7706667 1xTMT6plex [N-Term] 1 1.103 2.565444231 29.27 0 1118.688345 2 559.8478394 0.051319867 2.87E-05 54.83060401LALEVAEK 2 7706667 2xTMT6plex [N-Term; K8] 0.902 3.692517519 33.57 0 1330.834624 2 665.9187012 -3.379673305 -0.002248893 65.55670848KIYEIYSDFALK 2 7706667 3xTMT6plex [N-Term; K1; K12] 0.962 2.941492081 3.23 1 2177.282504 3 726.4332886 1.289953256 0.000936198 83.85457612
7706645 PPME1 protein phosphatase methylesterase 1 isoform a 51400 NP_057231.1 45.33678756 1 13 13 90 386 42.288 5.97 1.02 0.99 0.96 0.99 Significant 0.000306

GLSNLFLSCPIPK 12 7706645 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 1.026 0.997 0.969 4.230448723 52.01 0 1904.107962 2 952.5565186 -1.156027216 -0.0011006 86.13602507
QCEGITSPEGSK 4 7706645 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 1.131 1.007 4.153648376 57.33 0 1750.90457 2 875.9550781 -0.965655141 -0.000845385 27.39252571

FAEPIGGFQCVFPGC 14 7706645 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C15] 1.786 0.867 1.72 4.027296066 73.04 0 1914.907992 2 957.9577637 0.134849168 0.000129112 88.93578839
SIVEGIIEEEEEDEEGSESISK 12 7706645 2xTMT6plex [N-Term; K22] 0.958 1.039 0.946 5.130732536 73.17 0 2895.424659 3 965.8110352 -2.109000223 -0.002035484 79.20648488LDKDLTIGQMQGK 6 7706645 3xTMT6plex [N-Term; K3; K13] 0.96 0.95 0.823 4.821955681 26.51 1 2134.250886 3 712.0881348 -0.484995992 -0.000345034 56.9516151SLENAIEWSVK 6 7706645 2xTMT6plex [N-Term; K11] 1.28 1.169 1.048 5.078099728 53.3 0 1733.983807 2 867.4957886 0.284771078 0.000246894 73.63495074VKNPEDLSAETMAK 6 7706645 3xTMT6plex [N-Term; K2; K14] 1.091 0.949 0.688 5.95535326 64.07 1 2220.25128 3 740.7559814 0.950827484 0.000703692 49.25561294

FQMQVLPQCGHAVHEDAPDKVAEAVATFLIR 2 7706645 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C9] 0.954 4.491525173 2.1 1 3936.066454 5 788.0181274 -1.250711345 -0.000984577 102.6191748VAEAVATFLIR 6 7706645 1xTMT6plex [N-Term] 0.845 0.795 0.945 2.942702055 38.39 0 1418.856866 2 709.9319458 -0.177197886 -0.000125709 93.95352079LLLLAGVDR 10 7706645 1xTMT6plex [N-Term] 0.937 1.045 0.902 3.177955389 40.86 0 1198.772074 2 599.8894043 -0.45235142 -0.000271133 74.105748LPSRPPLPGSGGSQSGAK 8 7706645 2xTMT6plex [N-Term; K18] 0.942 0.811 0.808 4.494475365 21.4 0 2151.228622 3 717.7471313 -0.827841826 -0.000593626 45.32568012VSMVGQVK 2 7706645 2xTMT6plex [N-Term; K8] 1.066 2.230617523 16.05 0 1305.796464 2 653.4005127 -2.079305198 -0.001357575 42.78522701KKEDDMETK 2 7706645 4xTMT6plex [N-Term; K1; K2; K9] 0.929 1.129 2.796094418 2 2040.181693 4 510.801239 0.702434833 0.000358274 23.863762213569843 NOL7 nucleolar protein 7 51406 NP_057251.2 14.0077821 1 4 4 20 257 29.409 9.67 1.34 1.26 0.96 1.18 Significant 0.00937 LTTASQTNIK 6 13569843 2xTMT6plex [N-Term; K10] 0.825 0.668 0.711 3.546958685 35.72 0 1534.920478 2 767.963562 -0.411009281 -0.000315433 38.72696607KLLPDTILEK 4 13569843 3xTMT6plex [N-Term; K1; K10] 1.636 1.621 4.869684219 39.65 1 1857.202797 3 619.7385254 -0.955306619 -0.000591399 75.73938436VQSVSQNK 6 13569843 2xTMT6plex [N-Term; K8] 1.158 1.455 1.53 3.346685171 33.07 0 1347.799635 2 674.4038086 0.523525516 0.000352804 24.37920838EELFIEQK 4 13569843 2xTMT6plex [N-Term; K8] 1.18 1.066 3.872967005 29.74 0 1493.861566 2 747.4343262 -0.127680003 -9.54E-05 53.85907269
55770884 UBAC1 ubiquitin-associated domain-containing protein 1 10422 NP_057256.2 13.58024691 1 4 4 20 405 45.31 4.92 0.71 0.78 0.52 0.67 Significant 0.0132

AVISLMEMGFDEK 4 55770884 2xTMT6plex [N-Term; K13] 0.702 0.845 3.770622969 50.21 0 1928.027328 3 643.3466187 -1.050323789 -0.000675018 96.74614844TILEENIQDQDVLLLIK 4 55770884 2xTMT6plex [N-Term; K17] 0.943 0.929 3.880565882 35.26 0 2455.442362 3 819.1530762 0.942003633 0.000771012 101.6481289LLALNPDAVELFK 8 55770884 2xTMT6plex [N-Term; K13] 0.558 0.554 0.515 3.778684378 46.26 0 1901.151206 2 951.0790405 -0.211416804 -0.000200968 105.4145218ATANLPSYNMDR 4 55770884 1xTMT6plex [N-Term] 1.046 1.059 3.545483351 28.04 0 1581.789257 2 791.3982544 -0.015704328 -1.24E-05 39.2975638718699732 SDF4 45 kDa calcium-binding protein isoform 2 precursor 51150 NP_057260.2 13.8121547 1 4 4 20 362 41.78 4.86 1.43 1.63 1.3 1.45 Significant 0.00433 DLGGFDEDAEPR 10 18699732 1xTMT6plex [N-Term] 1.995 1.385 1.488 4.358561039 59.45 0 1549.733182 2 775.3704224 0.249227781 0.000193118 41.25449335LNEELKVDEETQEVLENLKDR 3 18699732 3xTMT6plex [N-Term; K6; K19] 1.603 1.189 4.751540184 8.46 2 3230.772312 4 808.4454346 -3.839270475 -0.003100952 91.95887823LEMDGHLNR 5 18699732 1xTMT6plex [N-Term] 1.399 1.698 1.131 4.151441574 36.51 0 1313.683336 3 438.5659485 -0.032976757 -1.44E-05 28.73052883DLDQDGDK 2 18699732 2xTMT6plex [N-Term; K8] 1.269 3.052711964 15.04 0 1363.710545 2 682.3589478 0.054093453 3.69E-05 31.230067418490987 MRTO4 mRNA turnover protein 4 homolog 51154 NP_057267.2 54.39330544 1 12 12 85 239 27.543 8.29 1.29 1.35 1.44 1.36 Significant 0.00103 EGDVLTPEQAR 12 18490987 1xTMT6plex [N-Term] 1.58 1.578 1.567 4.041527748 47.69 0 1443.764088 2 722.385437 -0.339893869 -0.000245363 28.52565175GVVTLLSDYEVCK 10 18490987 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.394 1.323 1.451 4.339636803 75.03 0 1941.076721 2 971.0402832 -1.767716707 -0.001715637 80.06706322
AAFTVSLDPGPLEQFPHSMEPQLR 6 18490987 1xTMT6plex [N-Term] 1.489 6.335208893 46.75 0 2896.486479 3 966.1663208 -0.714754814 -0.000690093 85.30173394LFGYEMAEFK 2 18490987 2xTMT6plex [N-Term; K10] 1.538 3.804327011 47.66 0 1692.907136 2 846.9561157 -1.288673573 -0.001090802 82.54835464AAFTVSLDPGPLEQFPHSMEPQLR 2 18490987 1xTMT6plex [N-Term]; 1xOxidation [M19] 0.603 2.855669022 12.58 0 2912.481394 3 966.1663208 -0.714754814 -0.000690093 85.30173394GEVGLLFTNR 12 18490987 1xTMT6plex [N-Term] 1.211 1.13 1.491 4.308175564 43.78 0 1334.762966 2 667.8849487 -0.258621996 -0.0001726 66.20449826SPSDEYKDNLHQVSK 8 18490987 3xTMT6plex [N-Term; K7; K15] 1.555 1.756 1.641 3.892380238 12.06 1 2434.318114 3 812.1087646 -2.618061564 -0.002124398 35.36276631QLGLPTALK 4 18490987 2xTMT6plex [N-Term; K9] 1.334 1.376 3.453413486 36.74 0 1398.908457 2 699.9575195 -0.496606834 -0.000347354 63.68263629YMWDSQSGR 6 18490987 1xTMT6plex [N-Term] 1.598 1.291 1.268 3.144765139 16.53 0 1358.636051 2 679.8208618 -1.180571638 -0.000801984 33.4767166TKEEVNEWFTK 6 18490987 3xTMT6plex [N-Term; K2; K11] 0.871 0.881 1.009 3.868598938 6.98 1 2098.178767 3 700.0615234 -4.170296467 -0.002916676 60.16296002VMMVALGR 2 18490987 1xTMT6plex [N-Term] 1.556 2.512678862 16.99 0 1105.642323 2 553.3237915 -1.823484997 -0.001008061 57.49315798LFGYEMAEFK 6 18490987 2xTMT6plex [N-Term; K10]; 1xOxidation [M6] 2.182 1.601 3.349 2.309700966 27.35 0 1708.902051 2 846.9561157 -1.288673573 -0.001090802 82.54835464QNLIEELRK 4 18490987 2xTMT6plex [N-Term; K9] 1.294 1.357 2.866562128 11.52 1 1600.978662 3 534.3312378 0.311233946 0.000166093 62.8068451QLGLPTALKR 5 18490987 2xTMT6plex [N-Term; K9] 2.367 1.465 1.77 3.729597092 11.27 1 1555.009568 3 519.0074463 -1.146290575 -0.000594164 62.230217957706423 LSM7 U6 snRNA-associated Sm-like protein LSm7 51690 NP_057283.1 54.36893204 1 5 5 46 103 11.595 5.27 1.15 1.09 1.09 1.11 Significant 0.000324 GTSVVLICPQDGMEAIPNPFIQQQDA 20 7706423 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.083 1.181 1.231 4.024013519 36.01 0 3057.522273 3 1019.843994 -1.58415792 -0.001614533 98.52275359

GTSVVLICPQDGMEAIPNPFIQQQDA 2 7706423 1xTMT6plex [N-Term]; 1xOxidation [M13]; 1xCarbamidomethyl [C8] 1.638 3.380497217 24.44 0 3073.517188 3 1019.843994 -1.58415792 -0.001614533 98.52275359
ESILDLSK 8 7706423 2xTMT6plex [N-Term; K8] 1.136 1.073 1.097 3.395541668 38.35 0 1362.824453 2 681.9160767 0.311111465 0.000211995 58.21126697QLGLVVCR 6 7706423 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.209 1.348 1.479 3.019820213 43.69 0 1173.697529 2 587.3530884 1.16784587 0.000685349 44.4096933EASGILK 6 7706423 2xTMT6plex [N-Term; K7] 1.184 1.074 1.208 2.417172194 36.36 0 1175.739995 2 588.373291 -0.586446623 -0.000344754 36.83269004DPDDQYK 4 7706423 2xTMT6plex [N-Term; K7] 0.764 0.75 2.747559309 27.99 0 1338.694167 2 669.8500366 -1.023540586 -0.000685104 22.12419392

7706425 LSM8 LSM8 homolog, U6 small nuclear RNA associated 51691 NP_057284.1 61.45833333 1 4 4 26 96 10.396 4.48 0.89 0.85 0.89 0.88 Significant 0.000231 GFDQTINLILDESHER 8 7706425 1xTMT6plex [N-Term] 0.979 0.916 0.827 5.578401089 56.2 0 2116.087213 3 706.0304565 -4.913063616 -0.00346549 80.65661916GDNVAVIGEIDEETDSALDLGNIR 10 7706425 1xTMT6plex [N-Term] 0.944 0.81 100 7.578216076 85.36 0 2744.378763 3 915.4631958 -1.358565263 -0.001242806 86.11801743AEPLNSVAH 6 7706425 1xTMT6plex [N-Term] 0.762 0.849 0.867 3.763753891 68.97 0 1166.636703 2 583.8215332 -0.78274046 -0.000456587 28.47500536TVAVITSDGR 2 7706425 1xTMT6plex [N-Term] 1.009 3.74109602 29.82 0 1247.715681 2 624.3617554 0.442915157 0.000276316 33.44006151
7706427 CPSF3 cleavage and polyadenylation specificity factor subunit 3 51692 NP_057291.1 7.602339181 1 5 5 22 684 77.436 5.6 1.29 0.98 1.58 1.28 Significant 0.0177

TVECEEGSEDDESLR 6 7706427 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.918 3.161 2.29 4.788120747 77.21 0 1983.86506 2 992.4367676 0.604010965 0.000599138 24.98089091GLIPVFALGR 6 7706427 1xTMT6plex [N-Term] 1.079 1.23 1.527 3.536550522 33.94 0 1271.803709 2 636.4054565 -0.056820138 -3.61E-05 82.95718844KQININNPFVFK 3 7706427 3xTMT6plex [N-Term; K1; K12] 1.914 1.662 3.223746538 8.98 1 2149.310056 3 717.1081543 -0.068133201 -4.88E-05 74.70763498
SCIILEFK 4 7706427 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.278 2.588 3.600773811 38.76 0 1467.864544 2 734.4361572 0.33661357 0.000247052 72.40143117
VSGILVK 3 7706427 2xTMT6plex [N-Term; K7] 0.9 2.146040916 13.1 0 1173.797116 2 587.4015503 -1.100645116 -0.000645967 57.09223294

7705885 VPS28 vacuolar protein sorting-associated protein 28 homolog isoform 1 51160 NP_057292.1 52.0361991 1 8 8 52 221 25.409 5.54 1.18 1.17 1.23 1.19 Significant 0.000242
YDNMAELFAVVK 12 7705885 2xTMT6plex [N-Term; K12] 1.182 1.12 1.149 4.003082275 76.6 0 1858.018478 2 929.5147095 1.972340618 0.001832323 93.30416517QVQGSEISSIDEFCR 8 7705885 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.226 1.412 1.326 3.918430328 33.15 0 1983.964321 2 992.4863892 0.595172151 0.0005904 51.02869369QTVSQWLQTLSGMSASDELDDSQVR 10 7705885 1xTMT6plex [N-Term] 1.152 0.821 0.769 6.469573498 80.95 0 3010.462509 3 1004.157593 -1.422977258 -0.00142794 100.771911QMLFDLESAYNAFNR 6 7705885 1xTMT6plex [N-Term] 0.989 1.024 1.075 3.417778254 29.31 0 2048.010877 3 683.3423462 0.785354334 0.000536138 97.88756333AMDEIQPDLR 6 7705885 1xTMT6plex [N-Term] 1.105 0.954 0.904 3.98071146 29.89 0 1416.735431 2 708.8712769 -0.108354079 -7.68E-05 44.64886715LDCPLAMER 4 7705885 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.507 1.607 3.109421492 25.74 0 1333.680559 2 667.3441162 0.297778859 0.000198571 46.06505569

CIADVVSLFITVMDK 2 7705885 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C1] 1.25 2.632382631 5.04 0 2169.206355 3 723.7394409 -1.191890337 -0.000861819 113.5975646
DCVSPSEYTAACSR 4 7705885 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C12] 2.26 1.687 3.625685215 30.36 0 1831.815214 2 916.4113159 0.076965153 7.05E-05 30.16617841

32189376 TRIP4 activating signal cointegrator 1 9325 NP_057297.2 17.72805508 1 10 10 42 581 66.105 7.85 1.07 1.05 1.03 1.05 Significant 0.000121
EQFPDISQESDSPFVFICK 4 32189376 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C18] 0.82 1.035 4.078105927 24.02 0 2731.36894 3 911.1279297 0.108477656 9.88E-05 88.88168419

KPSPQEVSELQATYR 6 32189376 2xTMT6plex [N-Term; K1] 0.923 0.786 0.832 5.009324074 28.4 0 2191.212303 3 731.0741577 -2.000251396 -0.001460992 50.43686305KGQFIEELITK 4 32189376 3xTMT6plex [N-Term; K1; K11] 1.236 0.959 2.738880634 13.87 1 1993.230074 3 665.0811157 -0.642435636 -0.000426841 77.64142976DLLPHQELR 6 32189376 1xTMT6plex [N-Term] 0.969 0.943 0.96 3.143482447 45.44 0 1349.773865 3 450.5963745 0.522469115 0.000235072 45.87798207KVTIDFAGR 2 32189376 2xTMT6plex [N-Term; K1] 0.856 2.988744259 4.98 1 1464.89387 3 488.9687195 -1.545840816 -0.000754831 44.72642346NPQEMVVK 4 32189376 2xTMT6plex [N-Term; K8] 1.49 1.247 2.65636754 21.32 0 1402.812842 2 701.9099121 -0.210014651 -0.000147306 39.07118377LWIAATAK 4 32189376 2xTMT6plex [N-Term; K8] 1.226 1.312 2.946812153 18.98 0 1331.845129 2 666.4262085 0.008778939 5.85E-06 67.63917972FVNLYTR 2 32189376 1xTMT6plex [N-Term] 1.237 2.607254028 24.57 0 1141.65671 2 571.3312988 -1.216787619 -0.000694577 51.48129096LAVLLPGR 8 32189376 1xTMT6plex [N-Term] 1.159 1.274 2.187430382 19.8 0 1067.713831 2 534.3605957 0.078313353 4.18E-05 65.57589921KDEILDGQK 2 32189376 3xTMT6plex [N-Term; K1; K9] 1.665 3.157455683 4.08 1 1733.041211 3 578.3508911 -1.78358722 -0.001030343 37.9310370456549113 DBR1 lariat debranching enzyme 51163 NP_057300.2 8.088235294 1 4 4 16 544 61.516 5.47 1.2 1.16 1 1.12 Significant 0.00296 QPIDIFLSHDWPR 6 56549113 1xTMT6plex [N-Term] 1.158 1.198 0.946 4.470924854 45.72 0 1852.990734 3 618.3344727 -1.008759092 -0.000623074 80.36891841ATDDLINVTGR 2 56549113 1xTMT6plex [N-Term] 1.305 3.681089163 36.51 0 1403.769174 2 702.3881226 -0.14605878 -0.000102516 40.88947281WDYSATEEGMK 2 56549113 2xTMT6plex [N-Term; K11] 1.315 3.347093344 39.55 0 1774.872207 2 887.9399414 0.22470491 0.000199411 50.31314683IGGISGIFK 6 56549113 2xTMT6plex [N-Term; K9] 1.149 0.976 1.063 3.238366127 32.45 0 1349.855693 2 675.4307251 -1.125871969 -0.000759882 72.00215971
218749883 MAN1B1 endoplasmic reticulum mannosyl-oligosaccharide 1,2-alpha-mannosidase 11253 NP_057303.2 16.59513591 1 8 8 40 699 79.53 7.72 1.07 1.17 1.15 1.13 Significant 0.00073

IPYSDVNIGTGVAHPPR 6 218749883 1xTMT6plex [N-Term] 1.086 1.393 0.924 6.078035831 45.74 0 2022.09699 3 674.7046509 1.191632613 0.000803199 51.35718294QETQLLEDYVEAIEGVR 6 218749883 1xTMT6plex [N-Term] 1.184 1.06 0.977 6.155273914 43.72 0 2221.154958 3 741.055603 -1.216550857 -0.000900716 100.6342544LTFVGELAHGR 4 218749883 1xTMT6plex [N-Term] 0.82 1.403 5.104841232 63.21 0 1428.816064 3 476.943573 0.071054731 3.38E-05 59.14248739GPPHLQIRPPSQDLK 6 218749883 2xTMT6plex [N-Term; K15] 1.037 1.105 1.189 6.497058392 26.81 0 2141.259528 4 536.0679932 -4.383006183 -0.002346288 50.37783299YQDWGWEILQSFSR 2 218749883 1xTMT6plex [N-Term] 1.126 3.139399052 9.65 0 2044.012591 3 682.0091553 0.157083334 0.000107027 105.9942836ADSYYEYLLK 6 218749883 2xTMT6plex [N-Term; K10] 1.177 1.347 1.092 4.009016991 51.17 0 1722.93546 2 861.97052 -0.984465743 -0.000848085 72.1265513GVIDVFLHAWK 6 218749883 2xTMT6plex [N-Term; K11] 1.322 1.283 1.395 3.935294151 39.07 0 1743.035783 3 581.6841431 1.200846959 0.000697706 98.1404243VPSGGYSSINNVQDPQKPEPR 4 218749883 2xTMT6plex [N-Term; K17] 0.978 1.257 1.197 3.316651583 7.68 0 2727.446613 3 909.8201904 -0.218002778 -0.000198197 43.50468577705893 DCTN4 dynactin subunit 4 isoform b 51164 NP_057305.1 36.08695652 1 11 11 61 460 52.304 7.34 1.04 1.01 1.04 1.03 Significant 0.0000942 DAAAEYDELAEPQDFQDDPDIIAFR 8 7705893 1xTMT6plex [N-Term] 1.127 1.017 5.587061405 57.81 0 3083.43192 3 1028.485962 3.701152639 0.003804084 81.51204769LLQPDFQPVCASQLYPR 8 7705893 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.027 0.966 1.062 3.911587715 46.02 0 2261.19499 3 754.4019775 -1.596564131 -0.001203381 77.45708897IEPAQAVDEVEPLPEDYYTRPVNLTEVTTLQQR 6 7705893 1xTMT6plex [N-Term] 0.954 0.89 0.962 6.850202084 28.66 0 4043.08107 4 1011.527649 1.9033586 0.001923858 81.90537857SVASGGWQEPENPHTQR 4 7705893 1xTMT6plex [N-Term] 1.28 1.007 5.573124409 49.74 0 2109.031095 3 703.6817017 -0.257582514 -0.000181083 27.11178264IQLVAVNYIPEVR 8 7705893 1xTMT6plex [N-Term] 1.024 0.87 1.31 4.622449398 56.82 0 1743.036622 2 872.0224609 0.587328452 0.000511867 82.29954584ATSISTQLPDDPAK 6 7705893 2xTMT6plex [N-Term; K14] 1.032 1.535 0.866 4.356804848 54.77 0 1902.058428 2 951.5305786 -2.390827416 -0.002273747 58.63050117LIEYYQQLAQK 6 7705893 2xTMT6plex [N-Term; K11] 1.169 1.386 1.048 4.383096695 30.12 0 1855.072956 2 928.0323486 -8.37456248 -0.007767712 77.16467497APLSQLYFCR 4 7705893 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.525 1.329 2.812589169 16.56 0 1483.792886 2 742.3984375 -2.215861816 -0.00164394 61.71302111VLYLVQGEK 4 7705893 2xTMT6plex [N-Term; K9] 0.929 1.162 4.060150146 37.25 0 1506.929586 2 753.9678345 -0.792435624 -0.000597072 65.6889739ELVLAGK 6 7705893 2xTMT6plex [N-Term; K7] 1.009 0.96 1.002 2.831582069 28.06 0 1187.77638 2 594.3913574 -0.793260638 -0.000471108 50.5757024NYMPLAFSDK 1 7705893 2xTMT6plex [N-Term; K10] 0.439 1.900899172 0 1643.886735 2 822.4460449 -1.169251025 -0.000961058 67.84308627
21071032 DDX41 probable ATP-dependent RNA helicase DDX41 51428 NP_057306.2 24.27652733 1 12 12 52 622 69.793 6.84 1.33 1.39 1.21 1.31 Significant 0.00163

GLDFPAIQHVINYDMPEEIENYVHR 6 21071032 1xTMT6plex [N-Term] 1.204 1.586 1.364 6.486119747 29.48 0 3228.598549 4 807.9060669 1.204481779 0.000972197 96.80632743VPPVLQVLHCGDESMLDIGGER 2 21071032 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.473 4.796653271 36.57 0 2650.353023 3 884.12146 -1.205947721 -0.001065396 90.49089031GVEAVAIHGGK 4 21071032 2xTMT6plex [N-Term; K11] 1.257 1.109 3.385590315 29.07 0 1495.899683 3 499.3054504 1.413696642 0.000704916 34.14197021
ACDESVLMDLK 4 21071032 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.503 1.164 3.40858531 35.77 0 1738.911964 2 869.9562988 -3.820195552 -0.003321492 65.0293095
TPPPVLIFAEK 14 21071032 2xTMT6plex [N-Term; K11] 1.34 1.379 1.427 3.833770514 59.07 0 1670.0293 2 835.5185547 0.318733929 0.000266148 83.29093428SALVKPVTINVGR 4 21071032 2xTMT6plex [N-Term; K5] 1.238 1.568 1.141 3.539561272 1.64 0 1812.147124 3 604.7207642 0.339459452 0.00020505 56.51688765ILESVAEGR 6 21071032 1xTMT6plex [N-Term] 1.053 1.162 1.113 3.162403822 43.81 0 1202.694218 2 601.852356 2.675238656 0.001608747 45.80019355LLQEDSSPLLR 2 21071032 1xTMT6plex [N-Term] 1.145 3.810346842 41.29 0 1499.863074 2 750.4341431 -1.3763771 -0.001032189 59.64557102GAAEEEQQDSGSEPR 2 21071032 1xTMT6plex [N-Term] 1.254 1.733171582 12.56 0 1818.83033 2 909.9179077 -0.984539505 -0.000895355 16.00694043YVLSMSEER 2 21071032 1xTMT6plex [N-Term] 1.167 3.486504555 29.3 0 1342.687418 2 671.8479004 0.823975287 0.000553171 41.43006889TIFSYFK 2 21071032 2xTMT6plex [N-Term; K7] 1.301 3.053270102 21.34 0 1363.802595 2 682.4053345 0.584516641 0.000398583 80.46037374ALLLEAK 4 21071032 2xTMT6plex [N-Term; K7] 1.514 1.407 2.830776691 42.28 0 1215.807681 2 608.4074707 -0.012973886 -7.89E-06 59.346447557706706 SNX9 sorting nexin-9 51429 NP_057308.1 32.60504202 1 13 13 79 595 66.55 5.58 1.21 1.23 1.22 1.22 Significant 0.0000224 ALQSLATVFSSSGYQGETDLNDAITEAGK 12 7706706 2xTMT6plex [N-Term; K29] 1.112 1.217 1.092 6.33493948 63.05 0 3431.758229 3 1144.588989 -1.694334558 -0.001938182 98.86640819TYEEIASLVAEQPK 9 7706706 2xTMT6plex [N-Term; K14] 1.236 1.146 4.24140501 36.09 0 2036.131593 3 679.3823242 0.405870747 0.000275469 78.98019872DSESADAGGAQR 6 7706706 1xTMT6plex [N-Term] 100 2.342 100 3.849765778 66.18 0 1392.655266 2 696.8313599 0.127214945 8.86E-05 14.27309917HPVISESEVFQQFLNFR 6 7706706 1xTMT6plex [N-Term] 1.197 1.155 1.156 6.723434448 39.37 0 2306.213082 3 769.4087524 -0.597514511 -0.000459332 92.6246765GLVPTDYVEILPSDGK 4 7706706 2xTMT6plex [N-Term; K16] 0.809 1.125 3.726964951 32.96 0 2161.215657 3 721.0765991 -0.191011349 -0.000137606 79.14213928

GFLGCFPDIIGTHK 3 7706706 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 1.689 4.317426682 22.38 0 2020.109024 3 674.0403442 -1.259746442 -0.000848275 82.37978963
FGSAIPIPSLPDK 12 7706706 2xTMT6plex [N-Term; K13] 1.259 1.228 1.193 4.650835037 45.71 0 1800.067142 2 900.5357056 -1.671008329 -0.001503964 88.66043588ELLTVGQEHWK 6 7706706 2xTMT6plex [N-Term; K11] 1.291 1.367 1.294 4.558021069 27.22 0 1798.02634 3 600.0131226 -0.848616166 -0.000508611 55.27275926FPGFAKPGTEQYLLAK 5 7706706 3xTMT6plex [N-Term; K6; K16] 1.339 1.401 3.828544855 9.36 0 2454.436379 3 818.817627 0.794055773 0.000649653 77.87934834IYDYNSVIR 6 7706706 1xTMT6plex [N-Term] 1.51 1.521 1.001 3.8110888 41.85 0 1371.746982 2 686.3760376 -1.591426638 -0.001091517 48.70826775EKIPIIVGDYGPMWVYPTSTFDCVVADPR 2 7706706 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C23] 2.644454241 0.42 1 3783.953047 3 1261.985596 -2.857530337 -0.003604254 101.7343841

FEEEFIK 6 7706706 2xTMT6plex [N-Term; K7] 1.217 1.207 1.264 3.149328709 29.85 0 1399.787339 2 700.3948975 -3.443850356 -0.002410329 62.27700324LQAWMTR 2 7706706 1xTMT6plex [N-Term] 0.743 2.200693607 9.6 0 1134.629115 2 567.8183594 0.288085327 0.000163435 54.681281397706441 VPS29 vacuolar protein sorting-associated protein 29 isoform 1 51699 NP_057310.1 35.71428571 1 7 7 58 182 20.493 6.79 0.92 0.89 0.95 0.92 Significant 0.000354
IQHILCTGNLCTK 8 7706441 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C6; C11] 1.218 1.119 1.154 5.065879822 49.47 0 2016.113458 3 672.7089233 -0.615664988 -0.00041375 55.8801786

GDFDENLNYPEQK 12 7706441 2xTMT6plex [N-Term; K13] 0.793 0.975 0.889 3.74007225 50.42 0 2027.012206 2 1014.007629 -2.083845832 -0.00211199 47.64312468MLVLVLGDLHIPHR 12 7706441 1xTMT6plex [N-Term] 0.951 0.946 0.791 4.539367199 49 0 1842.09851 4 461.281189 2.397097305 0.001103922 96.55666462LVLVLGDLHIPHR 12 7706441 1xTMT6plex [N-Term] 0.74 0.621 0.794 3.82158637 52.94 0 1711.058026 4 428.5197449 -0.512026944 -0.000219027 82.52889454TLAGDVHIVR 6 7706441 1xTMT6plex [N-Term] 0.957 0.955 0.863 4.647343636 49.09 0 1309.77895 3 437.2649536 1.036144186 0.000452373 37.53130131VVTVGQFK 7 7706441 2xTMT6plex [N-Term; K8] 0.905 0.913 0.977 3.434812069 31.31 0 1335.840043 2 668.4234009 -0.387877418 -0.000259071 54.10911902ESYDYLK 7 7706441 2xTMT6plex [N-Term; K7] 0.873 0.964 3.202745914 26.77 0 1375.750953 2 688.3788452 -0.392244186 -0.000269815 42.3017968
212549736 ANAPC7 anaphase-promoting complex subunit 7 isoform a 51434 NP_057322.2 9.348914858 1 5 5 20 599 66.813 5.64 1.03 1.14 1.12 1.1 Significant 0.00095 DNVDLLGSLADLYFR 2 212549736 1xTMT6plex [N-Term] 1.329 3.565538406 27.16 0 1940.032658 3 647.348999 -0.110508288 -7.15E-05 106.4034205DMAAAGLHSNVR 4 212549736 1xTMT6plex [N-Term] 1.296 1.439 4.658557415 35.59 0 1470.768462 3 490.9273682 -0.619280217 -0.000303606 24.52475945VQEAIIHFR 6 212549736 1xTMT6plex [N-Term] 1.317 0.927 1.387 4.285468102 51.44 0 1341.784036 3 447.9325867 -0.617916306 -0.00027637 47.34091254LEDVENLGCR 2 212549736 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.838 2.631361246 12.95 0 1433.725594 2 717.3673096 1.21922956 0.00087402 45.58811588ALTQRPDYIK 6 212549736 2xTMT6plex [N-Term; K10] 0.753 0.987 0.861 2.546184778 11.06 0 1662.994312 3 555.0018311 -2.027665346 -0.001123999 50.99901349153792694 BIRC6 baculoviral IAP repeat-containing protein 6 57448 NP_057336.3 1.050030883 1 4 4 10 4857 529.933 6.05 1.29 1.61 1.32 1.41 Significant 0.00522 ILDLSNFEILAK 4 153792694 2xTMT6plex [N-Term; K12] 1.368 1.581 5.039114952 62.46 0 1834.109007 2 917.5567017 -1.570528075 -0.00144026 104.4525169LLDYVATVEDEAAAAK 2 153792694 2xTMT6plex [N-Term; K16] 1.292 4.15401125 13.34 0 2137.179271 3 713.0644531 -0.21770986 -0.000155095 95.0674572TLHLPVSTTLSDVLDR 2 153792694 1xTMT6plex [N-Term] 0.838 4.46756506 20.58 0 1996.127621 3 666.0458984 -2.243898362 -0.001493036 79.53423146ALLELLR 2 153792694 1xTMT6plex [N-Term] 2.102 2.616142988 20.23 0 1056.697847 2 528.852478 -0.158328431 -8.37E-05 78.2003004134485714 RAB23 ras-related protein Rab-23 51715 NP_057361.3 22.78481013 1 4 4 14 237 26.643 6.6 0.76 0.99 0.89 0.88 Significant 0.00568 VVAEVGDIPTVLVQNK 4 34485714 2xTMT6plex [N-Term; K16] 0.932 0.899 5.036077499 49.29 0 2139.278926 3 713.7625122 -2.777823328 -0.001980846 84.17344905

IDLLDDSCIKNEEAEALAK 2 34485714 3xTMT6plex [N-Term; K10; K19]; 1xCarbamidomethyl [C8] 1.219 5.947796345 25.74 1 2834.542436 3 945.5175781 -1.501143516 -0.001418352 78.73631697
EDLNVNEVFK 2 34485714 2xTMT6plex [N-Term; K10] 0.653 3.992639065 26.44 0 1664.925958 2 832.9663696 -0.297245764 -0.000247446 68.29598268TIGVDFLER 6 34485714 1xTMT6plex [N-Term] 1.067 0.975 0.827 3.491757154 41.67 0 1278.725518 2 639.8658447 -0.864209605 -0.000552543 64.16788406148746218 TAOK3 serine/threonine-protein kinase TAO3 51347 NP_057365.3 11.35857461 1 6 7 26 898 105.34 7.3 1.07 1.1 0.94 1.03 Significant 0.00224 LQLQQEMELLNAYQSK 6 148746218 2xTMT6plex [N-Term; K16] 0.986 1 0.878 5.37650013 58.33 0 2394.310302 3 798.7728271 -2.662179869 -0.002124695 92.21564202AGNILLTEPGQVK 10 148746218 2xTMT6plex [N-Term; K13] 1.056 0.967 0.941 3.973024845 43.55 0 1798.083855 2 899.5465698 1.116704558 0.001003964 60.22571695EVETHANNSSIELEK 2 148746218 2xTMT6plex [N-Term; K15] 1.083 4.621614933 17.85 0 2158.139197 3 720.0522461 1.384327412 0.000995857 37.63035044LQHQTELENQLEYNK 2 148746218 2xTMT6plex [N-Term; K15] 1.367 3.487995863 0.79 0 2345.250145 3 782.4225464 1.254049664 0.000980353 45.93239308IEEELAALQK 4 148746218 2xTMT6plex [N-Term; K10] 1.19 1.006 3.433076143 28.15 0 1601.951444 3 534.6557617 0.803948369 0.000429295 70.92793765KFQQQILAQQK 1 148746218 3xTMT6plex [N-Term; K1; K11] 1.648 3.539396524 1 2047.263106 3 683.0924683 -0.124246289 -8.48E-05 47.40452145LAILAEQYEQSINEMMASQALR 1 148746218 1xTMT6plex [N-Term] 0.7 2.177583694 0 2738.405452 3 913.4724731 -0.944259881 -0.000861922 112.4233637

19923437 AK3 GTP:AMP phosphotransferase AK3, mitochondrial isoform a 50808 NP_057366.2 62.11453744 1 13 13 104 227 25.55 9.16 0.81 0.82 0.81 0.81 Significant 0.0000168
AYEDQTKPVLEYYQK 14 19923437 3xTMT6plex [N-Term; K7; K15] 0.773 0.842 0.965 5.061127663 26.15 0 2562.405866 3 854.8051758 -1.909204281 -0.001630719 54.75971068KGVLETFSGTETNK 4 19923437 3xTMT6plex [N-Term; K1; K14] 0.719 0.795 5.12051487 26.8 1 2198.263559 3 733.4241943 -2.515390916 -0.001843164 49.92126798NLTQYSWLLDGFPR 14 19923437 1xTMT6plex [N-Term] 1.256 0.908 0.924 5.218911648 51.64 0 1939.027513 2 970.0092773 -8.37288403 -0.008117626 99.10928441TVGIDDLTGEPLIQR 6 19923437 1xTMT6plex [N-Term] 0.854 0.863 4.998941898 54.33 0 1856.032658 2 928.5205688 0.648084131 0.000601433 65.36380526VYNIEFNPPK 8 19923437 2xTMT6plex [N-Term; K10] 0.784 0.831 0.769 3.676990032 34.41 0 1678.956864 2 839.9828491 0.927857184 0.000778916 63.17012233GTEIGVLAK 4 19923437 2xTMT6plex [N-Term; K9] 0.848 0.863 3.447790861 57.66 0 1345.845523 2 673.4263306 -0.102557972 -6.90E-05 62.14588229AVIMGAPGSGK 10 19923437 2xTMT6plex [N-Term; K11]; 1xOxidation [M4] 0.824 0.795 0.804 3.333156347 40.72 0 1461.849956 2 731.4286499 0.045712412 3.34E-05 32.4131443HLSSGDLLR 6 19923437 1xTMT6plex [N-Term] 0.747 0.814 0.779 3.223442554 48.98 0 1226.705451 3 409.5729675 -0.898228754 -0.000367287 32.65689127TLPQAEALDR 9 19923437 1xTMT6plex [N-Term] 0.89 0.873 0.856 3.72627759 28.07 0 1342.752795 2 671.8798828 -0.228065062 -0.000153117 37.34686266ITTHFELK 6 19923437 2xTMT6plex [N-Term; K8] 0.952 0.982 0.706 3.114266396 18.65 0 1446.872072 3 482.9620056 -0.420240537 -0.000202678 51.28025765EDDKPETVIK 3 19923437 3xTMT6plex [N-Term; K4; K10] 0.798 0.819 2.976451635 0.88 0 1861.088555 3 621.0338745 -0.797852869 -0.000494958 36.75203297LALHELK 14 19923437 2xTMT6plex [N-Term; K7] 0.812 0.752 0.84 2.954492807 22.88 0 1281.829479 3 427.9478149 -0.457974942 -0.000195682 44.10623553LIPDDVMTR 6 19923437 1xTMT6plex [N-Term] 0.667 0.702 0.703 2.734142065 23.48 0 1288.713239 2 644.8605957 0.524636692 0.000338053 54.86766555
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42716275 CNOT1 CCR4-NOT transcription complex subunit 1 isoform a 23019 NP_057368.3 19.94949495 1 34 34 161 2376 266.768 7.11 1.23 1.27 1.22 1.24 Significant 0.000152
GQQELLYVVPFVAK 6 42716275 2xTMT6plex [N-Term; K14] 1.608 1.667 1.793 4.655966759 34.55 0 2049.214869 3 683.7424316 -1.038221105 -0.000709179 93.60554717GLGMEVFPVDLIYRPWK 14 42716275 2xTMT6plex [N-Term; K17] 1.114 1.242 1.327 4.915751934 25.89 0 2478.39833 4 620.354126 -1.474941984 -0.000913873 107.1860584KDVPPSINTTNIDTLLVATDQTER 2 42716275 2xTMT6plex [N-Term; K1] 1.215 5.311151981 30.01 1 3099.693779 3 1033.90271 -0.065128107 -6.73E-05 76.22668012EVTYELDHPGFQIR 4 42716275 1xTMT6plex [N-Term] 1.274 1.321 4.903687 36.35 0 1933.001692 3 645.0044556 -1.489398997 -0.00095967 52.30693675EWVNLYHSAAAGR 6 42716275 1xTMT6plex [N-Term] 1.171 1.033 1.258 3.964652061 25.61 0 1702.886269 3 568.3000488 -0.396788463 -0.000225229 51.4116601SVAHVTEADLFHTIETLMR 6 42716275 1xTMT6plex [N-Term] 1.388 1.716 1.084 4.666333199 32.8 0 2399.259046 4 600.5704956 0.461243181 0.00027666 103.5812887GAFGVGQEQIDAFLK 6 42716275 2xTMT6plex [N-Term; K15] 1.323 1.194 1.032 4.203337193 43.29 0 2038.137347 3 680.0504761 -0.231666107 -0.000157389 84.92605127DAIAALGLLQK 6 42716275 2xTMT6plex [N-Term; K11] 1.381 1.187 4.84858799 58.39 0 1570.993249 2 786.0002441 -0.023964934 -1.88E-05 83.33767046ASQQEIQHIVNR 6 42716275 1xTMT6plex [N-Term] 0.762 1.263 0.966 5.590963364 50.62 0 1651.907733 3 551.3071289 -0.544304765 -0.000299714 34.23941091ILTNFTGVMPPQFK 4 42716275 2xTMT6plex [N-Term; K14] 1.212 1.185 4.31024456 46.68 0 2051.176375 3 684.3964233 -0.808550883 -0.000552827 91.25060966AVEGLLDATSGADADLLLR 4 42716275 1xTMT6plex [N-Term] 1.782 1.74 5.575847149 63.48 0 2129.165129 3 710.3935547 0.461228905 0.000327344 89.32570079EIDDEANSYFQR 6 42716275 1xTMT6plex [N-Term] 1.963 1.267 1.028 4.497106552 51.51 0 1715.807409 2 858.4077148 0.433438797 0.000371849 43.01166687NLGHWLGMITLAK 8 42716275 2xTMT6plex [N-Term; K13] 0.977 1.247 1.787 4.447794914 16.38 0 1912.12428 3 638.0446167 -2.606175966 -0.001661111 92.52665321SLDLIESLLR 8 42716275 1xTMT6plex [N-Term] 0.899 1.089 0.939 4.474522114 41.96 0 1387.835797 2 694.4215088 -0.040070933 -2.78E-05 101.4998259SPVTFLSDLR 6 42716275 1xTMT6plex [N-Term] 1.17 0.978 1.013 4.18488884 35.05 0 1363.778282 2 682.3925171 -0.384351562 -0.000262085 75.70247919EPLLMSISTNLK 6 42716275 2xTMT6plex [N-Term; K12] 1.359 1.24 4.108866692 30.01 0 1804.065428 3 602.0269775 0.52742388 0.000317169 83.19815804QLAVYEEFAR 2 42716275 1xTMT6plex [N-Term] 0.866 3.907490015 46.9 0 1454.784095 2 727.8967285 1.43323759 0.001042526 60.02435566AQAEQQHNPAANPTMIR 6 42716275 1xTMT6plex [N-Term] 1.075 1.346 0.917 3.743926764 11.57 0 2106.071186 3 702.6943359 -1.296787838 -0.000910376 26.27773274VSIEPNFHSLYSNFLDTLK 4 42716275 2xTMT6plex [N-Term; K19] 1.503 1.136 3.43426156 13.18 0 2682.454324 3 894.8215942 -1.526361556 -0.001364798 102.5815894AVQELVHPVVDR 2 42716275 1xTMT6plex [N-Term] 1.133 4.407023907 35.77 0 1590.916506 3 530.9771729 0.288427888 0.000152955 44.15462434NLALDINELKPGNLLK 4 42716275 3xTMT6plex [N-Term; K10; K16] 1.096 1.254 0.915 3.693344355 0.63 0 2452.510606 3 818.1757813 0.890658737 0.000728117 94.4025995NVPGFLPTNDLSQPTGFLAQPMK 6 42716275 2xTMT6plex [N-Term; K23] 1.394 1.446 1.139 3.756983757 37.44 0 2930.58502 3 977.5325928 -0.61260454 -0.00059843 92.52334703IVEPPENIQEK 4 42716275 2xTMT6plex [N-Term; K11] 1.156 1.336 3.665767908 60.23 0 1754.010021 2 877.5098267 1.342774718 0.00117762 51.57278377GLHNVVYGIQR 4 42716275 1xTMT6plex [N-Term] 1.368 1.208 3.612980843 21.16 0 1484.853512 3 495.6228943 0.415711936 0.000205757 38.2010049ILDVAQDLK 6 42716275 2xTMT6plex [N-Term; K9] 1.301 1.306 1.429 3.78736496 39.14 0 1472.908851 2 736.958313 0.338341753 0.000249173 73.54544202NKPILHTDLDVK 4 42716275 3xTMT6plex [N-Term; K2; K12] 1.25 1.206 4.613972187 18.87 0 2080.273336 4 520.8234253 -0.704185406 -0.000366225 50.00198239YNVEAVELLIR 2 42716275 1xTMT6plex [N-Term] 1.084 3.379720688 19.56 0 1547.899459 2 774.4547729 1.815278389 0.001404934 82.62618842LPDPFTPNLK 4 42716275 2xTMT6plex [N-Term; K10] 1.143 1.297 3.471817732 19.8 0 1599.95105 3 533.987793 -1.39035738 -0.000741501 73.43578051ILPDSGGVAK 6 42716275 2xTMT6plex [N-Term; K10] 1.16 1.253 1.18 3.53551054 36.51 0 1414.866986 2 707.9368286 -0.428042667 -0.000302812 50.82227263NLILSAFPR 4 42716275 1xTMT6plex [N-Term] 1.133 1.198 3.412795305 30.94 0 1259.767323 2 630.3872681 -0.050562661 -3.18E-05 72.60176065HAEGQLSFIQHSLINPEIFCFADYPCHTVATDILK 1 42716275 2xTMT6plex [N-Term; K35]; 2xCarbamidomethyl [C20; C26] 1.919 5.024257183 0 4530.299032 5 906.8629761 -2.926616723 -0.00265169 103.0045684

VLLTSDK 2 42716275 2xTMT6plex [N-Term; K7] 1.281 2.433221579 12.37 0 1233.78186 2 617.3934937 -1.741811403 -0.001074508 44.24881073YLFLNAIANQLR 1 42716275 1xTMT6plex [N-Term] 1.705 3.08561039 0 1664.968542 2 832.9873047 -0.726299008 -0.000604632 97.18585633HSGEATNTVTK 1 42716275 2xTMT6plex [N-Term; K11] 1.223 2.662149668 0 1602.885155 3 534.9669189 0.653968211 0.000349412 17.754188257705925 DCXR L-xylulose reductase isoform 1 51181 NP_057370.1 59.42622951 1 9 9 60 244 25.897 8.1 0.83 0.87 0.85 0.85 Significant 0.000184 GVPGAIVNVSSQCSQR 12 7705925 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.767 0.757 0.733 4.401546001 49.68 0 1887.99081 2 944.4989014 -0.150628712 -0.000142193 43.89943644
ECPGIEPVCVDLGDWEATER 12 7705925 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C9] 1.137 0.995 0.972 5.545176506 57.61 0 2561.184955 3 854.4007568 1.078601453 0.000920833 74.39765211

ALGSVGPVDLLVNNAAVALLQPFLEVTK 4 7705925 2xTMT6plex [N-Term; K28] 100 6.391591549 58.75 0 3306.94412 3 1102.985229 -0.902571477 -0.000994918 113.4744408VNAVNPTVVMTSMGQATWSDPHK 6 7705925 2xTMT6plex [N-Term; K23] 0.733 0.742 0.733 6.893476009 53.9 0 2928.511203 4 732.8825073 -1.025798748 -0.000751016 75.60224191TQADLDSLVR 8 7705925 1xTMT6plex [N-Term] 0.785 0.948 0.891 4.512374401 60.28 0 1346.74771 2 673.8740234 -5.152847077 -0.003469792 44.9714919SGMTTGSTLPVEGGFWAC 4 7705925 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 100 3.895290375 36.1 0 2086.977528 2 1043.990112 -2.194638209 -0.00229008 78.6677915GTVQALHATGAR 2 7705925 1xTMT6plex [N-Term] 0.784 3.918170691 32.42 0 1410.801477 3 470.9381104 -1.204248323 -0.000566318 36.61840991VMALELGPHK 2 7705925 2xTMT6plex [N-Term; K10] 0.856 3.648540974 27.54 0 1552.928541 3 518.3144531 0.170964081 8.85E-05 55.68373489GALDMLTK 10 7705925 2xTMT6plex [N-Term; K8] 0.856 0.889 0.846 3.45750308 46.03 0 1306.780479 2 653.8930054 -1.335624338 -0.000872684 59.4617411956676330 HP1BP3 heterochromatin protein 1-binding protein 3 50809 NP_057371.2 37.43218807 1 22 22 211 553 61.169 9.67 1.11 1.09 1.11 1.1 Significant 0.0000365 SSAVDPEPQVK 22 56676330 2xTMT6plex [N-Term; K11] 1.162 1.131 1.14 4.43590641 47.11 0 1614.910307 2 807.9577637 -1.273597822 -0.001028373 32.04600335LEDVLPLAFTR 16 56676330 1xTMT6plex [N-Term] 1.167 1.096 1.244 4.004190445 45.14 0 1502.877996 2 751.9419556 -0.90573366 -0.000680604 90.97504714TIPSWATLSASQLAR 26 56676330 1xTMT6plex [N-Term] 1.112 1.111 1.094 5.353910446 60.5 0 1831.027513 3 611.0141602 0.226047259 0.000137966 74.19791274ALPLIVGAQLIHADK 20 56676330 2xTMT6plex [N-Term; K15] 0.913 0.937 1.024 7.336421013 56.38 0 2017.257403 3 673.09021 -0.65737629 -0.000442032 92.48130019GASGSFVVVQK 8 56676330 2xTMT6plex [N-Term; K11] 1.174 1.051 1.26 3.870406628 65.53 0 1536.914999 2 768.9599609 -1.531480272 -0.001176877 48.6310352YVLENHPGTNSNYQMHLLK 6 56676330 2xTMT6plex [N-Term; K19] 1.069 1.175 1.062 6.042257786 29.8 0 2716.428126 4 679.8608398 -2.428337763 -0.001649101 55.36840188GKGASGSFVVVQK 4 56676330 3xTMT6plex [N-Term; K2; K13] 1.892 1.938 4.431807518 28.87 1 1951.194358 3 651.0691528 -0.744371723 -0.000484138 46.78313315MDAILTEAIK 18 56676330 2xTMT6plex [N-Term; K10] 1.293 1.3 1.213 4.320522785 63.88 0 1562.922786 2 781.9647827 -0.318429238 -0.00024884 77.98621019KYVSQYYPK 6 56676330 3xTMT6plex [N-Term; K1; K9] 1.295 1.259 1.235 4.470803261 26.45 1 1863.098332 3 621.7025146 -2.866947276 -0.001780468 43.6940705GEPENEEKEENK 6 56676330 3xTMT6plex [N-Term; K8; K12] 0.612 0.791 2.696533918 6.2 1 2119.112204 3 707.0422974 0.063847419 4.51E-05 19.99008727GQLEQITGK 12 56676330 2xTMT6plex [N-Term; K9] 1.343 1.013 1.17 3.688874483 51.81 0 1431.85715 2 716.4316406 -0.799779503 -0.000572585 40.51432689GASGTFQLK 12 56676330 2xTMT6plex [N-Term; K9] 1.144 1.021 0.919 3.571057796 47.82 0 1366.809471 2 683.9077759 -0.875215026 -0.000598126 45.08078864SGASVVAIR 4 56676330 1xTMT6plex [N-Term] 1.008 1.12 3.017628193 36.04 0 1088.662524 2 544.835083 0.335802526 0.000182788 29.99360936EASYSLIR 6 56676330 1xTMT6plex [N-Term] 0.975 1.138 1.052 2.987484455 39.89 0 1167.657104 2 584.3327637 0.982029524 0.000573337 36.21541651YVSQYYPK 6 56676330 2xTMT6plex [N-Term; K8] 0.933 0.938 1.028 3.285835981 32.5 0 1505.840437 2 753.4238281 -0.038191297 -2.88E-05 44.59947975GEPENEEKEENKSSEETK 3 56676330 4xTMT6plex [N-Term; K8; K12; K18] 1.591 0.984 2.835573673 2.54 2 3009.56702 4 753.1445313 -3.563472729 -0.002681127 23.32864516VEDSTMPIR 6 56676330 1xTMT6plex [N-Term] 0.563 0.815 0.633 3.279248476 29.89 0 1276.676853 2 638.8395996 -3.862027605 -0.002465281 34.90367703TRPSSTVIK 15 56676330 2xTMT6plex [N-Term; K9] 1.083 1.062 1.152 3.263964653 8.96 0 1446.904434 3 482.9727478 -0.514333759 -0.000248064 24.66890068YPSLELER 2 56676330 1xTMT6plex [N-Term] 0.756 2.996062756 11.27 0 1235.683319 2 618.3444214 -1.418337964 -0.000876308 57.24957839VDIRPQLLK 8 56676330 2xTMT6plex [N-Term; K9] 1.079 1.019 1.072 2.834442616 14.95 0 1539.998669 3 514.0039673 -0.857451735 -0.000440158 54.07565183KPSGGSSK 3 56676330 3xTMT6plex [N-Term; K1; K8] 1.206 1.132 2.415468454 6.4 0 1434.888339 3 478.9673157 -0.659067671 -0.00031523 20.51167846
TCSTTALK 2 56676330 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.077 2.221470356 10.36 0 1339.765558 2 670.3858643 -0.825573078 -0.000553037 26.62148555

7706481 CAB39 calcium-binding protein 39 51719 NP_057373.1 51.31964809 1 19 19 191 341 39.844 6.89 1.15 1.21 1.19 1.18 Significant 0.000222 KDVAQIFNNILR 12 7706481 2xTMT6plex [N-Term; K1] 1.314 1.589 1.736 4.477711201 27.33 1 1889.137288 3 630.3828125 -1.801563085 -0.001134467 82.6639506GYESPEIALNCGIMLR 12 7706481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.543 1.753 1.63 4.612374306 47.04 0 2052.045548 2 1026.525757 -0.638927399 -0.000655554 72.15249956DVAQIFNNILR 16 7706481 1xTMT6plex [N-Term] 1.03 0.984 1.086 3.861166477 45.81 0 1531.879393 2 766.442749 -0.764592259 -0.000585632 92.84539586YVEMSTFDIASDAFATFK 18 7706481 2xTMT6plex [N-Term; K18] 1.191 1.342 1.149 4.957867622 43.73 0 2501.267434 3 834.4276123 0.339537488 0.000283091 105.6859655NIQFEAFHVFK 6 7706481 2xTMT6plex [N-Term; K11] 1.384 1.325 1.22 5.113720417 40.05 0 1838.036511 3 613.3498535 -0.818135612 -0.000501254 74.58621401LLSAEFLEQHYDR 10 7706481 1xTMT6plex [N-Term] 1.31 1.255 1.213 5.291686535 58.23 0 1849.964579 3 617.3264771 0.161728688 9.97E-05 64.8636205TQPILDILLK 18 7706481 2xTMT6plex [N-Term; K10] 1.179 1.28 1.188 4.122952938 52.15 0 1612.044951 2 806.5244141 -2.108511303 -0.001699507 99.26139537TEDEQFNDEK 6 7706481 2xTMT6plex [N-Term; K10] 0.613 0.692 0.75 3.471442938 49.41 0 1712.83793 2 856.9231567 0.646042771 0.000553283 27.66907947LLHSENYVTK 12 7706481 2xTMT6plex [N-Term; K10] 1.146 1.218 1.162 4.719438076 53.94 0 1661.962677 2 831.4872437 2.727657335 0.002266632 41.76728673LLGELILDR 24 7706481 1xTMT6plex [N-Term] 1.104 1.378 1.215 3.452670336 62.18 0 1270.793204 2 635.9004517 0.332973383 0.00021157 87.81972005FQNDRTEDEQFNDEK 5 7706481 2xTMT6plex [N-Term; K15] 1.549 1.228 1.42 3.338537455 9.46 1 2373.135903 3 791.7158813 -1.184970919 -0.000937366 33.60885551YVEMSTFDIASDAFATFK 2 7706481 2xTMT6plex [N-Term; K18]; 1xOxidation [M4] 1.643 2.129961014 5.43 0 2517.262349 3 834.4276123 0.339537488 0.000283091 105.6859655VFVANPNK 11 7706481 2xTMT6plex [N-Term; K8] 1.276 1.196 1.251 3.729254007 34.93 0 1346.819642 2 673.9125977 -1.27967951 -0.000861749 41.84278576ESMAVLEK 8 7706481 2xTMT6plex [N-Term; K8] 1.224 1.198 1.106 3.490292788 42.39 0 1364.785959 2 682.8952637 -1.984213153 -0.001354013 47.62170275HNFTIMTK 14 7706481 2xTMT6plex [N-Term; K8] 0.979 1.355 1.257 3.552891254 24.72 0 1449.828827 3 483.9463501 -2.986281519 -0.001443199 41.71118502LIEFLSK 18 7706481 2xTMT6plex [N-Term; K7] 1.099 1.116 1.064 3.248444557 36.53 0 1307.833895 2 654.4208374 0.384532538 0.000251452 82.89073069YISKPENLK 4 7706481 3xTMT6plex [N-Term; K4; K9] 1.061 1.034 1.152 2.614841461 7.01 0 1779.098332 3 593.6992798 -8.457089898 -0.005015332 47.18622002FFSEYEK 4 7706481 2xTMT6plex [N-Term; K7] 1.253 1.346 3.336966753 30.02 0 1407.756039 2 704.3817749 0.166466832 0.000117172 54.88976664ATEEVSK 2 7706481 2xTMT6plex [N-Term; K7] 1.135 2.585082531 32.22 0 1221.709089 2 611.3580322 -0.246234458 -0.000150413 23.59374144SPADIVK 1 7706481 2xTMT6plex [N-Term; K7] 1.315 2.475823164 16.78 0 1187.739995 2 594.3735962 -0.066645215 -3.96E-05 38.2339728
155722983 TRAP1 heat shock protein 75 kDa, mitochondrial isoform 1 precursor 10131 NP_057376.2 49.85795455 1 28 29 302 704 80.06 8.21 1.02 1.02 1.01 1.02 Significant 0.0000107 GVVDSEDLPLNISR 68 155722983 1xTMT6plex [N-Term] 1.122 1.064 1.139 4.902507305 68.79 0 1742.948594 2 871.9780884 0.17548298 0.000152929 59.39027889GTITIQDTGIGMTQEELVSNLGTIAR 2 155722983 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.702 4.072235584 11.59 0 2963.555681 3 983.1920166 0.247708104 0.000243378 100.6089313GTITIQDTGIGMTQEELVSNLGTIAR 11 155722983 1xTMT6plex [N-Term] 1.065 0.967 8.493402481 75.78 0 2947.560766 3 983.1920166 0.247708104 0.000243378 100.6089313AQLLQPTLEINPR 8 155722983 1xTMT6plex [N-Term] 0.935 1.327 0.952 4.859340668 55.38 0 1722.011135 2 861.5089722 -0.271376911 -0.000233657 65.13426039LISVETDIVVDHYKEEK 8 155722983 3xTMT6plex [N-Term; K14; K17] 0.856 0.953 0.998 6.463694096 35.17 1 2704.537609 3 902.18396 -0.10425338 -9.40E-05 70.60545182

SPAAECLSEKETEELMAWMR 9 155722983 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.184 1.186 1.764 6.065071106 16.59 1 2826.387643 3 942.7949219 -6.167029156 -0.005810138 89.04162892
LVSDGQALPEMEIHLQTNAEK 8 155722983 2xTMT6plex [N-Term; K21] 1.267 1.079 0.965 6.017667294 54.65 0 2781.4857 3 927.8344727 1.137697292 0.00105483 69.7256492SAAPGSLGYQWLSDGSGVFEIAEASGVR 27 155722983 1xTMT6plex [N-Term] 1.009 0.989 0.931 7.832438469 83.37 0 3040.521344 3 1014.179626 0.980652393 0.000993898 98.48156303ELGSSVALYSR 12 155722983 1xTMT6plex [N-Term] 0.989 1.125 1.085 4.42773056 48.73 0 1410.77901 2 705.8934937 0.496693446 0.000350362 44.98572432EGIVTATEQEVK 14 155722983 2xTMT6plex [N-Term; K12] 0.768 0.975 0.87 5.1599617 66.35 0 1761.999851 2 881.5020752 -1.689494681 -0.001488445 47.22419096LDTHPAMVTVLEMGAAR 14 155722983 1xTMT6plex [N-Term] 1 1.076 0.957 5.919929981 41.24 0 2041.077182 3 681.0278931 -3.947126964 -0.002685464 69.35037089ELISNASDALEK 2 155722983 2xTMT6plex [N-Term; K12] 0.821 3.894161224 42.68 0 1747.984201 2 874.4962158 0.546012158 0.00047721 56.50601899
KKDTEVLFCFEQFDELTLLHLR 2 155722983 3xTMT6plex [N-Term; K1; K2]; 1xCarbamidomethyl [C9] 1.633 6.256697178 17.83 2 3468.916809 5 694.5893555 0.248513815 0.000172415 103.7845763

AFLDALQNQAEASSK 14 155722983 2xTMT6plex [N-Term; K15] 1.119 1.131 1.068 4.760461807 48.5 0 2051.11734 3 684.3775024 0.2994291 0.000204721 71.87403535EGIVTATEQEVKEDIAK 6 155722983 3xTMT6plex [N-Term; K12; K17] 1.477 1.84 1.892 4.568189621 34.62 1 2547.448459 3 849.8206177 -0.45515451 -0.000386494 75.26196225YESSALPSGQLTSLSEYASR 15 155722983 1xTMT6plex [N-Term] 1.227 0.869 0.93 5.429843426 67.81 0 2375.1928 3 792.4014893 -1.21482204 -0.000961812 70.62427155YVAQAHDKPR 18 155722983 2xTMT6plex [N-Term; K8] 0.948 0.971 1.011 4.208291531 21.85 0 1642.942945 4 411.4915161 0.784873954 0.000322376 19.04839508FFEDYGLFMR 14 155722983 1xTMT6plex [N-Term] 0.882 1.048 1.159 4.228954315 40.99 0 1553.766002 2 777.383667 -3.826268315 -0.002972563 88.78584921SPAAECLSEK 8 155722983 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.797 0.881 0.734 4.402376652 62.16 0 1549.829615 2 775.4175415 -1.166761927 -0.000904141 35.77394484ETEELMAWMR 2 155722983 1xTMT6plex [N-Term] 0.739 3.486159563 19.21 0 1524.738801 2 762.8717041 -1.751012614 -0.001334918 71.42107711HEFQAETK 10 155722983 2xTMT6plex [N-Term; K8] 1.009 0.994 0.979 3.712175131 35.66 0 1447.79455 2 724.4002075 -0.97468314 -0.00070557 24.41351933NIYYLCAPNR 4 155722983 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.482 1.311 3.359988213 36.01 0 1512.78305 2 756.8933716 -2.368671395 -0.001791643 57.57863869KLLDIVAR 8 155722983 2xTMT6plex [N-Term; K1] 1.466 1.726 1.627 3.249639273 19.08 1 1385.924442 3 462.6470032 1.453680608 0.000671564 56.62991327LNELLVK 6 155722983 2xTMT6plex [N-Term; K7] 0.9 1.068 1.039 2.972513437 34.52 0 1286.844794 2 643.9262085 0.268923019 0.000173031 67.7496041ATDILPK 12 155722983 2xTMT6plex [N-Term; K7] 1.135 1.009 0.962 2.512493134 28.8 0 1215.771295 2 608.388916 -0.608361748 -0.000369814 47.55239163EFSSEAR 4 155722983 1xTMT6plex [N-Term] 0.947 1.239 2.963837385 33.43 0 1054.536655 2 527.7716064 -0.681180092 -0.000359165 31.03652907FFEDYGLFMR 4 155722983 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.895 1.082 2.003520012 9.83 0 1569.760917 2 777.383667 -3.826268315 -0.002972563 88.78584921KVLIQTK 4 155722983 3xTMT6plex [N-Term; K1; K7] 1.362 1.197 3.076201916 15.42 1 1517.039361 3 506.3508301 -0.938548901 -0.000474605 40.0756597LLDIVAR 11 155722983 1xTMT6plex [N-Term] 0.89 0.847 0.989 2.625839233 30.14 0 1028.666547 2 514.8364868 -0.825930609 -0.000424804 62.93976301FFIDQSK 10 155722983 2xTMT6plex [N-Term; K7] 0.728 0.882 0.843 3.049472809 32.63 0 1342.777109 2 671.8904419 -2.607656114 -0.00175075 55.33827173SIFYVPDMKPSMFDVSR 1 155722983 2xTMT6plex [N-Term; K9] 0.767 2.130260706 0 2477.297295 3 826.4359131 -1.6585826 -0.001369601 84.66864105166795301 PCYOX1 prenylcysteine oxidase 1 precursor 51449 NP_057381.3 37.82178218 1 15 15 142 505 56.604 6.18 1.04 1.14 1.17 1.12 Significant 0.00124 MYEVVYQIGTETR 10 166795301 1xTMT6plex [N-Term] 1.103 0.917 1.153 4.032052517 54.18 0 1817.930501 2 909.4675293 -1.495896707 -0.001359718 67.4735076SDFYDIVLVATPLNR 22 166795301 1xTMT6plex [N-Term] 1.121 1.306 1.21 5.096868992 63.13 0 1952.069044 2 976.5366821 -1.514337926 -0.001478046 93.18065952YQSHDYAFSSVEK 10 166795301 2xTMT6plex [N-Term; K13] 1.048 1.027 1.178 4.542396545 53.72 0 2019.022377 2 1010.014954 0.125633359 0.000126828 41.47317222IAIIGAGIGGTSAAYYLR 6 166795301 1xTMT6plex [N-Term] 0.812 2.109 0.516 4.547031403 81.53 0 1996.142877 3 666.0513916 -1.631053242 -0.001085272 84.14318341LATMMVQGQEYEAGGSVIHPLNLHMK 2 166795301 2xTMT6plex [N-Term; K26]; 1xOxidation [M25] 0.945 4.459057808 31.85 0 3328.72563 4 832.9359131 -1.143823996 -0.000951869 72.22631876FLNEMIAPVMR 6 166795301 1xTMT6plex [N-Term] 0.981 1.12 1.194 4.776765823 52.23 0 1549.843207 2 775.4262085 1.247495346 0.000966711 87.31556749SNLISGSVMYIEEK 14 166795301 2xTMT6plex [N-Term; K14] 1.098 1.135 1.132 5.509866238 68.03 0 2028.108749 2 1014.553223 -4.723813506 -0.004790204 81.95426355EKEDPEPSTDGTYVWK 6 166795301 3xTMT6plex [N-Term; K2; K16] 1.288 1.227 1.235 5.283028126 28.87 1 2568.34366 3 856.7854614 -0.712070851 -0.000609614 58.44267189
LVCSGLLQASK 12 166795301 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.07 1.154 1.291 5.029363155 63.66 0 1633.971134 2 817.4887085 -0.608075499 -0.000496789 69.06500079
LFLSYDYAVK 10 166795301 2xTMT6plex [N-Term; K10] 1.187 1.256 1.188 4.349870682 46.18 0 1676.966366 2 838.9855957 -1.46160579 -0.001225532 77.4650437MHMWVEDVLDK 10 166795301 2xTMT6plex [N-Term; K11] 1.099 1.185 1.066 3.938189507 28.43 0 1860.975233 3 620.9980469 2.340001588 0.001451562 77.92348006CPSIILHDR 6 166795301 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.023 1.119 1.207 3.605297804 45.26 0 1339.735371 3 447.2496948 -0.627136793 -0.000280066 35.03204358IFSQETLTK 14 166795301 2xTMT6plex [N-Term; K9] 0.833 1.04 1.132 3.96757555 39.32 0 1524.903766 2 762.9537354 -2.342132635 -0.001785763 55.94385555TLLETLQK 8 166795301 2xTMT6plex [N-Term; K8] 1.041 0.922 1.172 4.268535137 49.01 0 1403.887387 2 702.4475098 0.253290437 0.000177796 69.99044031YTGNPTK 6 166795301 2xTMT6plex [N-Term; K7] 1.037 1.159 1.161 2.604733944 21.44 0 1238.714508 2 619.8607178 -0.28214986 -0.000174752 21.8943528382880658 HSPA14 heat shock 70 kDa protein 14 isoform 1 51182 NP_057383.2 16.89587426 1 7 7 35 509 54.76 5.59 0.95 1.14 1.22 1.1 Significant 0.00523 VTPAVVAYSENEEIVGLAAK 6 82880658 2xTMT6plex [N-Term; K20] 1.134 1.303 1.289 4.942024231 53.06 0 2518.416876 3 840.1425171 -1.539745269 -0.001292573 80.8914275AGVVANDAGDR 6 82880658 1xTMT6plex [N-Term] 0.919 1.027 1.237 3.732234716 51.6 0 1273.669794 2 637.3378296 -1.108097498 -0.000705675 19.53602787FAQVVLQDLDKK 5 82880658 3xTMT6plex [N-Term; K11; K12] 1.309 1.283 3.5857234 23.55 1 2091.278087 3 697.7631836 -1.477416499 -0.001029896 85.40654604FTVLFPSGTPLPAR 4 82880658 1xTMT6plex [N-Term] 0.842 0.957 4.135668755 22.03 0 1731.999508 3 578.0042114 -0.823754655 -0.000475581 85.17928523DILAVLTMK 6 82880658 2xTMT6plex [N-Term; K9] 0.946 1.138 3.579452753 49.65 0 1461.911494 2 731.4581299 -1.717241014 -0.001255227 95.8925491
FELLCSPLFNK 2 82880658 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.172 2.215534925 9.1 0 1826.028649 3 609.347168 -0.929960081 -0.000566045 95.36851474FVNPEDVAR 6 82880658 1xTMT6plex [N-Term] 0.943 0.921 1.123 3.385599613 28.88 0 1275.689467 2 638.348877 0.792133412 0.000505258 44.7854189210047102 RSL24D1 probable ribosome biogenesis protein RLP24 51187 NP_057388.1 9.202453988 1 1 1 8 163 19.608 9.98 1.03 0.94 1.16 1.04 Significant 0.00373 MVQQLQEDVDMEDAP 8 10047102 1xTMT6plex [N-Term] 1.028 0.944 1.157 3.334717035 36.06 0 1976.914259 2 988.9594116 -1.371955208 -0.001356119 69.142250917706495 DNAJB11 dnaJ homolog subfamily B member 11 precursor 51726 NP_057390.1 31.00558659 1 11 11 76 358 40.489 6.18 0.87 0.94 0.96 0.93 Significant 0.000872 FQDLGAAYEVLSDSEK 24 7706495 2xTMT6plex [N-Term; K16] 0.978 1.06 0.95 5.618326187 40.46 0 2230.16435 3 744.0593872 -0.332356181 -0.00024707 84.9282752TLEVEIEPGVR 12 7706495 1xTMT6plex [N-Term] 0.741 0.882 0.955 4.013108253 59.07 0 1470.836525 2 735.921814 -0.117953498 -8.67E-05 52.0065019FQMTQEVVCDECPNVK 4 7706495 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C9; C12] 0.905 1.022 4.910745621 42.46 0 2442.186759 3 814.7332764 -0.607164228 -0.000494269 59.29411123

FQDLGAAYEVLSDSEKR 6 7706495 2xTMT6plex [N-Term; K16] 0.88 1.114 1.411 4.746252537 24.24 1 2386.265461 3 796.0927124 -0.786409978 -0.000625528 77.48647642DGMEYPFIGEGEPHVDGEPGDLR 10 7706495 1xTMT6plex [N-Term] 0.935 1.358 1.251 5.372344971 56.45 0 2745.266375 3 915.760437 0.139259767 0.000127435 68.68143203QYDTYGEEGLK 4 7706495 2xTMT6plex [N-Term; K11] 0.948 0.858 3.77265048 35.34 0 1760.910701 2 880.9589233 -0.074546831 -6.56E-05 40.91993242KQYDTYGEEGLK 2 7706495 3xTMT6plex [N-Term; K1; K12] 0.878 3.352918148 13.03 1 2118.168596 3 706.7258911 -2.585346684 -0.0018254 37.28237968NPDDPQAQEK 4 7706495 2xTMT6plex [N-Term; K10] 0.565 0.908 2.548164129 25.07 0 1599.837871 2 800.4216309 -1.178682718 -0.000942851 27.63511026LALQLHPDRNPDDPQAQEK 2 7706495 2xTMT6plex [N-Term; K19] 1.007 3.810146809 13.95 1 2643.425483 4 661.6100464 -2.6963662 -0.001781911 46.41593914LALQLHPDR 6 7706495 1xTMT6plex [N-Term] 0.717 0.732 0.813 3.160850048 38.66 0 1291.768386 3 431.2605286 -1.047685216 -0.000451122 41.54724061GEGLPNFDNNNIK 2 7706495 2xTMT6plex [N-Term; K13] 1.037 2.506737709 16.61 0 1890.012147 2 945.5115356 1.930151121 0.001824005 53.816902547706497 CMPK1 UMP-CMP kinase isoform a 51727 NP_057392.1 39.47368421 1 7 7 60 228 25.838 7.97 0.79 0.79 0.86 0.81 Significant 0.000822 IVPVEITISLLK 6 7706497 2xTMT6plex [N-Term; K12] 0.786 0.954 0.937 4.63115263 62.54 0 1783.170879 2 892.0881958 -0.989388318 -0.000882124 112.3295387IQTYLQSTKPIIDLYEEMGK 18 7706497 3xTMT6plex [N-Term; K9; K20] 0.772 0.904 0.944 5.575146198 28.82 0 3057.714921 3 1019.910889 1.043872862 0.001063955 103.1375645SVDEVFDEVVQIFDK 8 7706497 2xTMT6plex [N-Term; K15] 0.43 0.487 0.601 5.156169415 39.21 0 2227.189836 2 1114.0979 -0.589042177 -0.000655954 112.8867811
EMDQTMAANAQK 8 7706497 2xTMT6plex [N-Term; K12]; 2xOxidation [M2; M6] 0.757 0.717 0.614 3.37353301 52.38 0 1827.898105 2 914.4526978 0.007444514 6.80E-06 17.4553646YGYTHLSAGELLR 4 7706497 1xTMT6plex [N-Term] 0.793 1.321 4.220184326 15.86 0 1708.921986 3 570.3119507 -0.401948845 -0.000228966 51.51135403IQTYLQSTKPIIDLYEEMGK 2 7706497 3xTMT6plex [N-Term; K9; K20]; 1xOxidation [M18] 1.217 3.010018349 10.25 0 3073.709836 3 1019.910889 1.043872862 0.001063955 103.1375645FLIDGFPR 12 7706497 1xTMT6plex [N-Term] 0.808 0.712 0.924 2.761178255 44.96 0 1193.68801 2 597.3471069 -0.898947466 -0.000536531 75.35365626SDDNRESLEK 2 7706497 2xTMT6plex [N-Term; K10] 1.248 2.943288803 4.94 1 1650.869899 3 550.9620972 1.114021103 0.000613035 28.1150883

74048434 LCMT1 leucine carboxyl methyltransferase 1 isoform a 51451 NP_057393.2 14.07185629 1 5 5 20 334 38.354 6.04 0.93 0.93 0.94 0.94 Significant 0.0000128 YFEVDFPMIVTR 6 74048434 1xTMT6plex [N-Term] 0.907 1.057 0.944 4.840407848 35.56 0 1745.913395 2 873.4592285 -1.268378349 -0.001107239 93.24804484VHGVSQLIK 2 74048434 2xTMT6plex [N-Term; K9] 0.906 4.00389576 39.14 0 1438.914605 3 480.3098145 0.198037725 9.50E-05 41.86962063DLSELEEK 4 74048434 2xTMT6plex [N-Term; K8] 0.842 0.902 3.266403437 45.76 0 1420.793546 2 710.9006348 0.314233726 0.000223231 46.08642198GGNELGLK 4 74048434 2xTMT6plex [N-Term; K8] 1.12 0.911 1.80082202 2.81 0 1245.756708 2 623.3818359 -0.250711072 -0.000156162 36.9957848LKDEDLLPSK 4 74048434 3xTMT6plex [N-Term; K2; K10] 1.005 0.933 3.184303761 4.8 1 1845.130026 3 615.7144165 -0.720717924 -0.000443273 63.74254005
7705927 ATPIF1 ATPase inhibitor, mitochondrial isoform 1 precursor 93974 NP_057395.1 32.0754717 1 7 7 75 106 12.241 9.35 0.58 0.65 0.67 0.63 Significant 0.00185

HHEEEIVHHK 18 7705927 2xTMT6plex [N-Term; K10] 0.566 0.577 0.551 4.771555901 39.17 0 1752.954572 3 584.9891968 -0.875805907 -0.000511749 15.33577474KHHEEEIVHHK 3 7705927 3xTMT6plex [N-Term; K1; K11] 0.624 2.513753653 5.96 1 2110.212467 5 422.848114 -0.475654303 -0.000200746 0.252814603REQAEEER 4 7705927 1xTMT6plex [N-Term] 1.014 100 3.72581625 35.78 1 1275.649058 3 425.8876953 -0.412152932 -0.000175254 12.80365288EAGGAFGK 6 7705927 2xTMT6plex [N-Term; K8] 0.637 0.718 0.626 3.132014513 39.34 0 1194.688294 2 597.8476563 -0.215813615 -0.000128915 30.06062568EQAEEER 14 7705927 1xTMT6plex [N-Term] 0.584 0.882 0.674 2.674461126 35.08 0 1119.547947 2 560.2772827 -0.588344889 -0.00032934 14.53744154EQLAALKK 10 7705927 3xTMT6plex [N-Term; K7; K8] 1.14 1.113 2.861263752 22.1 1 1588.040089 2 794.5216675 -2.538153218 -0.002015345 44.78749578EQLAALK 20 7705927 2xTMT6plex [N-Term; K7] 0.561 0.617 0.649 3.184448242 42.73 0 1230.782194 2 615.894104 -1.025918472 -0.000631341 53.78201237706501 WBP11 WW domain-binding protein 11 51729 NP_057396.1 16.22464899 1 10 10 51 641 69.954 8.38 1.26 1.27 1.2 1.24 Significant 0.000309 SEDDSAVPLAK 6 7706501 2xTMT6plex [N-Term; K11] 0.977 0.903 0.924 3.696681976 71.57 0 1589.878673 2 795.442627 -0.437576629 -0.000347847 39.58227502KLEVEYEQK 6 7706501 3xTMT6plex [N-Term; K1; K9] 1.284 1.088 1.177 3.755835533 26.39 1 1853.098726 3 618.3701782 -1.481055484 -0.000914847 45.61910331MAGQEIPEEGR 6 7706501 1xTMT6plex [N-Term] 0.98 1.368 1.229 3.762784004 45.54 0 1445.725594 2 723.366272 -0.226076573 -0.000163422 42.43698315DDVYEAFMK 5 7706501 2xTMT6plex [N-Term; K9] 1.05 1.189 1.108 3.398594618 32.3 0 1575.812902 2 788.4095459 -0.689500082 -0.000543262 62.95648251AQLSQYFDAVK 8 7706501 2xTMT6plex [N-Term; K11] 1.262 1.173 4.103804111 36.9 0 1727.973242 2 864.4910278 0.889460569 0.000768482 70.63964344LDEMEFNPVQQPQLNEK 4 7706501 2xTMT6plex [N-Term; K17] 0.751 3.588 3.456701279 15.56 0 2517.305945 3 839.7719116 -1.892299475 -0.001587832 69.61174309FMNPTDQAR 2 7706501 1xTMT6plex [N-Term] 1.265 2.920597076 24.57 0 1308.656786 2 654.831543 -0.74666063 -0.000488561 32.28312264ADDTSAATIEK 6 7706501 2xTMT6plex [N-Term; K11] 1.601 1.472 1.58 3.883671522 31.91 0 1579.857938 2 790.4319458 -0.837124912 -0.000661269 31.44911186ENPDIYK 4 7706501 2xTMT6plex [N-Term; K7] 1.575 1.15 2.793892622 22.37 0 1336.751288 2 668.8787842 -0.74514282 -0.000498035 32.80233084TSAYGPPTR 4 7706501 1xTMT6plex [N-Term] 1.759 1.252 2.004694223 13.44 0 1178.636703 2 589.8221436 0.260919564 0.000153765 20.340656127705330 COPS7A COP9 signalosome complex subunit 7a 50813 NP_057403.1 20.72727273 1 4 4 21 275 30.258 8.22 0.98 1.15 1.25 1.13 Significant 0.00486 ELAESDFASTFR 6 7705330 1xTMT6plex [N-Term] 1.318 1.813 1.153 4.240856171 40.84 0 1601.800868 2 801.4038086 -0.328968794 -0.000263471 53.95298148VTGQNQEQFLLLAK 10 7705330 2xTMT6plex [N-Term; K14] 1.04 1.105 1.297 4.822150707 33.18 0 2047.195196 3 683.0688477 -1.566353446 -0.001068877 74.32863629VTTAAAAAATSQDPEQHLTELR 2 7705330 1xTMT6plex [N-Term] 1.335 7.019577503 67.61 0 2510.30481 3 837.4402466 0.548358147 0.000458849 49.48623756LEVDYSIGR 3 7705330 1xTMT6plex [N-Term] 0.79 0.954 3.19538188 27.03 0 1280.704782 2 640.8562012 0.268027226 0.000171632 48.5762614521264365 NUP98 nuclear pore complex protein Nup98-Nup96 isoform 1 proprotein 4928 NP_057404.2 20.94444444 1 29 29 168 1800 195.696 6.37 1.2 1.29 1.2 1.23 Significant 0.000594
EASGDLPEAQIVK 6 21264365 2xTMT6plex [N-Term; K13] 1.518 1.525 5.006751537 74.14 0 1815.0264 2 908.0167847 -0.058971078 -5.35E-05 50.40677941EVVVYLDDNQKPPVGEGLNR 8 21264365 2xTMT6plex [N-Term; K11] 0.989 1.285 1.17 5.429206371 32.07 0 2699.47685 3 900.4959717 -1.292235915 -0.001162787 63.37304289

ITNEKGECIVSDFTIGR 6 21264365 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C8] 0.844 1.468 0.343 3.562553167 11.01 1 2397.284816 3 799.7662354 -0.276686069 -0.000221098 62.11991825
ELLTMQLVDWHQLQADSFIQDER 6 21264365 1xTMT6plex [N-Term] 1.503 1.081 1.768 6.659341335 54.41 0 3044.534886 3 1015.514954 -1.503835668 -0.00152616 96.35494855ISEACSLAQQSGDHR 6 21264365 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.299 1.635 0.859 4.300815582 39.47 0 1887.918039 3 629.9780273 0.788869654 0.00049644 29.68775913ASLLTDEEDVDMALDQR 8 21264365 1xTMT6plex [N-Term] 0.921 1.237 1.469 5.146298885 62.25 0 2150.048444 3 717.354187 -0.202890704 -0.000145408 70.07394162HLASDAIINENYDYLK 6 21264365 2xTMT6plex [N-Term; K16] 1.16 1.131 1.181 4.952352524 50.66 0 2337.249082 3 779.7543945 -0.193349632 -0.000150635 60.5449924VGYYTIPSMDDLAK 8 21264365 2xTMT6plex [N-Term; K14] 0.96 1.497 0.883 3.665620804 33.81 0 2031.087285 2 1016.048096 0.802218724 0.000814688 75.13505688KAEVTLDGVWPTDK 6 21264365 3xTMT6plex [N-Term; K1; K14] 1.385 1.384 1.317 5.948597908 35.8 1 2246.299945 3 749.4396362 1.963527363 0.001470224 64.67898363

WLSCTATPQIEEEVSLTQK 6 21264365 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C4] 1.032 1.218 1.398 4.481901169 39.73 0 2678.411139 3 893.4742432 -1.106039237 -0.000987476 78.68392741
NSPVEAVFSYLTGK 8 21264365 2xTMT6plex [N-Term; K14] 1.093 1.428 1.266 4.200486183 53 0 1970.099899 2 985.5559082 2.355599456 0.002320383 108.3166867

HIQQVDCSGNDLEQLHIK 6 21264365 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C7] 1.616 1.323 5.828344345 46.13 0 2592.360441 4 648.8476563 3.222757866 0.002088638 49.5336264
HCQLLETPESWAK 4 21264365 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.123 1.258 4.064790249 22.37 0 2057.089017 3 686.3679199 0.092098895 6.32E-05 53.09242524

AGVSTNISTK 6 21264365 2xTMT6plex [N-Term; K10] 0.944 1 1.019 3.899668455 45.45 0 1435.852064 2 718.4299927 0.448745089 0.000322166 31.81686696
YACSPLPSYLEGSGCVIAEEQNSQTPLR 4 21264365 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C15] 1.967 100 4.336157799 13.89 0 3355.613607 3 1119.208618 -0.687164281 -0.000768619 74.65835375LPMPEDYAMDELR 6 21264365 1xTMT6plex [N-Term] 1.217 1.043 1.298 3.923648596 70.17 0 1808.876023 2 904.9400635 -1.753954851 -0.001586343 72.65382533ALQTTGTAK 4 21264365 2xTMT6plex [N-Term; K9] 0.969 1.205 3.595187426 30.31 0 1348.820036 2 674.9136963 0.059242985 4.00E-05 26.80041454

HLEALCLFK 4 21264365 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.241 1.246 3.690213442 31.83 0 1588.928541 3 530.3139038 -0.870249469 -0.000460921 75.03615663
GECIVSDFTIGR 6 21264365 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.084 0.788 0.947 3.572787762 29.42 0 1582.809658 2 791.9035645 -6.195390392 -0.004903062 59.92277297LKPTNPAAQK 6 21264365 3xTMT6plex [N-Term; K2; K10] 1.119 1.29 1.066 4.589837074 29.01 0 1755.109565 3 585.7075806 -0.784595337 -0.000459017 36.42714738LADINYEGR 4 21264365 1xTMT6plex [N-Term] 1.236 1.116 3.735148907 58.53 0 1279.684381 2 640.3453369 -0.769066099 -0.000492081 51.63469492LSWHLWEVLR 6 21264365 1xTMT6plex [N-Term] 1.19 1.007 1.551 3.093193293 18.86 0 1567.894649 3 523.3025513 -0.987522604 -0.00051611 86.38433179SLVGGLLQSK 6 21264365 2xTMT6plex [N-Term; K10] 1.21 1.06 1.207 2.952694416 34.03 0 1459.924835 3 487.3130798 -0.102188855 -4.97E-05 67.10830728LYQTPLELK 10 21264365 2xTMT6plex [N-Term; K9] 1.336 1.239 1.234 3.52738142 40.96 0 1562.955801 2 781.9811401 -0.510274546 -0.000398768 65.58794652ELDSQLNEPR 4 21264365 1xTMT6plex [N-Term] 0.979 1.64 3.435688496 11.57 0 1429.748438 2 715.378418 0.78422712 0.000560624 30.11358081EYIQILER 4 21264365 1xTMT6plex [N-Term] 1.279 1.374 2.804461956 28.08 0 1292.741168 2 646.8745728 0.542187276 0.000350454 58.87509021
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SITADPLDYR 4 21264365 1xTMT6plex [N-Term] 1.837 1.455 3.369113207 24.15 0 1379.736811 2 690.3722534 0.303975319 0.000209703 50.12263512EYRPETGSWVFK 4 21264365 2xTMT6plex [N-Term; K12] 1.295 1.241 3.289104223 5.06 0 1957.058369 3 653.0251465 1.286416984 0.000839198 55.37895891ETFLTQK 6 21264365 2xTMT6plex [N-Term; K7] 1.141 1.27 1.253 3.552037239 32.96 0 1324.787673 2 662.897522 0.070951228 4.70E-05 54.0893881119923483 RAB14 ras-related protein Rab-14 51552 NP_057406.2 57.6744186 1 11 12 196 215 23.882 6.21 1.1 1.17 1.18 1.15 Significant 0.000479 FMADCPHTIGVEFGTR 6 19923483 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.068 1.067 1.063 4.11427021 22.39 0 2066.998932 3 695.0022583 -0.780462054 -0.000541899 49.55689001TGENVEDAFLEAAK 16 19923483 2xTMT6plex [N-Term; K14] 1.075 1.097 1.155 4.874770164 85.35 0 1952.037693 2 976.5212402 -1.274970898 -0.001244396 66.53181623
KFMADCPHTIGVEFGTR 4 19923483 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C6] 1.398 1.381 4.688944817 26.61 1 2424.256827 4 606.8193359 -0.541790781 -0.00032836 53.4310136

YIIIGDMGVGK 19 19923483 2xTMT6plex [N-Term; K11] 1.214 1.319 1.223 4.402551651 53.43 0 1623.954421 2 812.480896 0.0581249 4.72E-05 76.01250152STYNHLSSWLTDAR 12 19923483 1xTMT6plex [N-Term] 0.987 0.951 0.888 4.34278059 37.09 0 1879.949991 3 627.3224487 1.490301029 0.000933897 55.43156166IQIWDTAGQER 220 19923483 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161NLTNPNTVIILIGNK 18 19923483 2xTMT6plex [N-Term; K15] 1.207 1.171 1.329 4.375680447 56.96 0 2082.268696 2 1041.637939 -0.044823106 -4.67E-05 88.93560285
FMADCPHTIGVEFGTR 10 19923483 1xTMT6plex [N-Term]; 1xOxidation [M2]; 1xCarbamidomethyl [C5] 1.059 0.998 1.121 4.812965393 26.44 0 2082.993847 3 695.0022583 -0.780462054 -0.000541899 49.55689001

SCLLHQFTEK 20 19923483 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.212 1.164 1.265 3.700695992 54.03 0 1720.945647 2 860.9771118 0.755138789 0.000649776 51.14330745
KFMADCPHTIGVEFGTR 6 19923483 2xTMT6plex [N-Term; K1]; 1xOxidation [M3]; 1xCarbamidomethyl [C6] 0.629 1.093 0.947 3.490194798 10.33 1 2440.251742 4 606.8193359 -0.541790781 -0.00032836 53.4310136

DVTYEEAK 12 19923483 2xTMT6plex [N-Term; K8] 1.152 1.337 1.173 3.469163418 45.98 0 1412.767332 2 706.8864136 -1.260789036 -0.000890601 30.52150019IIEVSGQK 4 19923483 2xTMT6plex [N-Term; K8] 1.168 1.133 3.356719732 32.37 0 1331.829872 2 666.4179077 -1.001381888 -0.000666835 46.45569061LTSEPQPQR 8 19923483 1xTMT6plex [N-Term] 1.096 1.114 1.239 3.196779966 44.52 0 1284.71093 2 642.8585205 -0.907647275 -0.000583032 22.82308747ADLEAQR 6 19923483 1xTMT6plex [N-Term] 1.072 1.309 1.245 2.579363108 29.01 0 1031.568289 2 516.2874756 -0.595731888 -0.000307269 18.16172999110825982 HERC5 E3 ISG15--protein ligase HERC5 51191 NP_057407.2 5.6640625 1 4 4 18 1024 116.777 7.65 0.84 0.78 0.81 0.81 Significant 0.000457 EIQEIFSSPACLTGSFLR 8 110825982 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.63 0.762 4.995417118 34.41 0 2284.184484 3 762.0643921 -2.566045128 -0.001953773 95.72293777LFHPEELKDVIVGNTDYDWK 2 110825982 3xTMT6plex [N-Term; K8; K20] 0.844 4.317367554 2.02 1 3105.686398 4 777.1766357 -0.542511714 -0.000421218 86.67798289TIPTLNEGTVK 4 110825982 2xTMT6plex [N-Term; K11] 0.781 0.742 3.517971039 37.43 0 1630.977993 2 815.9890137 -4.440517457 -0.003621193 53.08306479LLHTDTLLK 4 110825982 2xTMT6plex [N-Term; K9] 1.274 0.856 3.762555599 26.24 0 1511.956136 3 504.6554871 -2.79613162 -0.001409209 53.85668082118572613 SRRM2 serine/arginine repetitive matrix protein 2 23524 NP_057417.3 15.44331395 1 30 30 167 2752 299.438 12.06 1.18 1.1 1.16 1.15 Significant 0.000439 MSQVPAPVPLMSLR 6 118572613 1xTMT6plex [N-Term] 1.284 1.254 4.457619667 29.96 0 1754.985848 3 585.6664429 -0.611376279 -0.000357652 80.55473601SEEPAGQILSHLSSELK 4 118572613 2xTMT6plex [N-Term; K17] 0.91 1.019 5.197179317 34.24 0 2283.259647 3 761.7581177 0.066951362 5.10E-05 81.46438363IPAASAAAMNLASAR 16 118572613 1xTMT6plex [N-Term] 1.221 1.131 1.256 5.751111031 53.44 0 1643.910041 3 548.6410522 -0.874343293 -0.000479114 60.33583867TPAALAALSLTGSGTPPTAANYPSSSR 7 118572613 1xTMT6plex [N-Term] 0.746 0.76 1.066 6.402925968 37.86 0 2788.467852 3 930.1608887 0.093368702 8.68E-05 72.32063521SAHATAPVNIAGSR 6 118572613 1xTMT6plex [N-Term] 1.193 1.3 1.286 5.20210886 31.39 0 1580.870619 3 527.6278687 -0.990690161 -0.000522051 24.83118347SSGHSSSELSPDAVEK 2 118572613 2xTMT6plex [N-Term; K16] 1.426 5.066471577 29.08 0 2075.065698 3 692.3602295 0.210613362 0.000145679 31.1410196TPTAPAVNLAGAR 6 118572613 1xTMT6plex [N-Term] 1.108 1.514 0.917 4.430966854 48.89 0 1467.848093 2 734.4266968 -1.345939898 -0.000987818 43.27686548EETPGQRPAVTETHQLAELNEK 10 118572613 2xTMT6plex [N-Term; K22] 1.405 1.456 1.505 6.565276623 19.66 0 2935.552534 4 734.6426392 -1.29697879 -0.000951837 40.81033053QSHSESPSLQSK 2 118572613 2xTMT6plex [N-Term; K12] 1.054 5.261984348 30.11 0 1772.954297 3 591.6567993 0.87269549 0.00051575 20.34965847AAFGISDSYVDGSSFDPQR 6 118572613 1xTMT6plex [N-Term] 1.634 1.861 1.341 3.292907715 23.03 0 2248.071957 2 1124.538696 -0.818786903 -0.000920346 62.285793FQSDSSSYPTVDSNSLLGQSR 5 118572613 1xTMT6plex [N-Term] 100 1.506 3.77350235 36.73 0 2504.210241 2 1252.610962 1.759579948 0.002203179 55.05165583TPQAPASANLVGPR 4 118572613 1xTMT6plex [N-Term] 0.998 1.134 3.447584629 40.85 0 1607.90667 2 804.4556274 -1.674069296 -0.001345874 38.63115619MAPALSGANLTSPR 4 118572613 1xTMT6plex [N-Term] 0.567 3.871453047 27.6 0 1614.883492 3 538.9657593 -0.475054685 -0.000255719 49.28339551SSTPPGESYFGVSSLQLK 12 118572613 2xTMT6plex [N-Term; K18] 1.227 1.119 1.127 5.149732113 33.51 0 2342.264398 2 1171.636597 0.64843208 0.0007594 70.84385252TPMSVLQQAGGSMMDGPGPR 4 118572613 1xTMT6plex [N-Term] 1.185 4.017252445 35.89 0 2246.092909 2 1123.545532 -4.060747817 -0.004560408 70.87376277EQNSALPTSSQDEELMEVVEK 4 118572613 2xTMT6plex [N-Term; K21] 0.7 0.78 3.362950563 24.91 0 2821.41774 3 941.1438599 -0.252841026 -0.00023779 72.88760449SSTGPEPPAPTPLLAER 6 118572613 1xTMT6plex [N-Term] 100 0.676 100 3.60194087 33.26 0 1949.054122 2 975.0324097 1.75511593 0.001710408 52.43344579TAVAPSAVNLADPR 9 118572613 1xTMT6plex [N-Term] 0.899 1.135 1.088 4.469736576 30.43 0 1610.906336 2 805.9588013 2.477039772 0.00199514 45.29266526TAAALAPASLTSAR 4 118572613 1xTMT6plex [N-Term] 1.055 0.981 4.973011017 60.43 0 1529.884872 2 765.4463501 0.360566551 0.000275813 45.44667676TSVPENHAQSR 8 118572613 1xTMT6plex [N-Term] 1.113 1.381 1.354 4.677655697 44.71 0 1454.75492 3 485.5897827 -0.086300082 -4.18E-05 15.64566787FSPFPVQDRPESSLVFK 3 118572613 2xTMT6plex [N-Term; K17] 1.208 0.928 4.516129494 1.83 0 2438.348402 3 813.4534302 -1.092995018 -0.000888368 78.67140745GEFSASPMLK 4 118572613 2xTMT6plex [N-Term; K10] 1.105 0.666 3.272008419 30.22 0 1524.849622 2 762.9281006 -0.457119256 -0.000348519 54.11370046SPVPSAFSDQSR 2 118572613 1xTMT6plex [N-Term] 1.177 3.309513092 42.39 0 1506.774987 2 753.890625 -0.67281446 -0.00050689 37.44766295TPAAAAAMNLASPR 5 118572613 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.099 1.041 2.181179047 52.02 0 1586.852192 2 793.9284058 -1.674457505 -0.001328558 36.94225183RLEAALVK 4 118572613 2xTMT6plex [N-Term; K8] 1.268 1.046 3.935177088 19.45 1 1357.893141 3 453.3031616 1.318331485 0.000596718 44.29379303VPLSAYER 6 118572613 1xTMT6plex [N-Term] 1.227 1.163 1.189 2.723960161 15.06 0 1163.662189 2 582.3348389 0.181895035 0.000105832 39.95935161DKFSPFPVQDRPESSLVFK 2 118572613 3xTMT6plex [N-Term; K2; K19] 0.938 1.022 4.619869709 1 2910.63324 4 728.4121094 -2.278772161 -0.001658167 70.53559213LETAESK 6 118572613 2xTMT6plex [N-Term; K7] 1.235 1.269 1.239 3.449235201 33.21 0 1235.724739 2 618.3652344 -1.251565135 -0.000773295 27.71064472DVNPGGK 4 118572613 2xTMT6plex [N-Term; K7] 1.084 1.146 2.695107937 10.63 0 1144.672644 2 572.8388062 -2.016266681 -0.001153983 22.21030275KPIDSLR 6 118572613 2xTMT6plex [N-Term; K1] 1.09 0.993 1.141 2.665742874 6.84 0 1286.819642 3 429.6114502 0.12056541 5.17E-05 32.575311987706704 GPR89B Golgi pH regulator B 51463 NP_057418.1 8.571428571 1 2 2 16 455 52.882 9.28 1.4 1.67 1.16 1.41 Significant 0.0107 NVTDTDILALER 6 7706704 1xTMT6plex [N-Term] 1.188 1.414 1.161 4.499679565 37.94 0 1588.874367 2 794.9402466 -0.723931332 -0.000575118 57.13526931SVTTSASGSENLTLIQQEVDALEELSR 10 7706704 1xTMT6plex [N-Term] 100 3.583 8.450960159 79.15 0 3106.595297 3 1036.203247 -0.03512175 -3.64E-05 105.3518337
20149629 DDX47 probable ATP-dependent RNA helicase DDX47 isoform 1 51202 NP_057439.2 22.41758242 1 8 8 38 455 50.615 9.1 1.3 1.32 1.23 1.28 Significant 0.000452

DLGVTDVLCEACDQLGWTKPTK 6 20149629 3xTMT6plex [N-Term; K19; K22]; 2xCarbamidomethyl [C9; C12] 2.079 2.072 1.596 5.029762268 35.79 0 3193.684032 4 799.1737061 -3.456096827 -0.00275942 87.65043411
EDAGDNDDTEGAIGVR 4 20149629 1xTMT6plex [N-Term] 1.294 0.837 4.547341347 85.22 0 1862.856544 2 931.9317627 -0.158610912 -0.000147735 25.83735688DIIGLAETGSGK 2 20149629 2xTMT6plex [N-Term; K12] 0.965 3.078928232 25.92 0 1618.941608 3 540.3198853 2.158769472 0.001164974 57.87517943IQIEAIPLALQGR 8 20149629 1xTMT6plex [N-Term] 1.241 1.199 3.64601779 47.92 0 1651.010407 2 826.0079956 -1.024953601 -0.000846105 85.22601031KPHIIIATPGR 4 20149629 2xTMT6plex [N-Term; K1] 1.352 1.289 3.690901279 16.42 0 1661.062666 4 416.02005 -2.586280924 -0.001073994 52.82068206YLVMDEADR 4 20149629 1xTMT6plex [N-Term] 0.857 1.3 3.443408728 39.21 0 1340.671768 2 670.8396606 0.206545009 0.000138455 54.03668446LFALVLTPTR 6 20149629 1xTMT6plex [N-Term] 1.373 1.306 1.451 3.457705498 38.01 0 1359.856138 2 680.4309082 -1.175406504 -0.000799192 88.74333488LIDHLENTK 4 20149629 2xTMT6plex [N-Term; K9] 1.404 1.196 3.949642181 29.4 0 1540.909914 3 514.3079224 -0.454127883 -0.000233257 47.12769435

7705373 LIMA1 LIM domain and actin-binding protein 1 isoform 2 51474 NP_057441.1 62.45059289 1 2 46 480 759 85.173 6.84 1.04 1.04 1.05 1.04 Significant 0.0000102
ADHPPAEVTSHAASGAK 6 7705373 2xTMT6plex [N-Term; K17] 0.736 0.69 0.747 5.701275826 48.35 0 2104.118737 4 526.784668 -0.90055992 -0.000473721 22.13401374HEVEKSEISENTDASGK 6 7705373 3xTMT6plex [N-Term; K5; K17] 2.922 1.65 5.640002251 26.07 1 2547.350536 4 637.5928345 -0.403591638 -0.000257022 27.50463717KISENSYSLDDLEIGPGQLSSSTFDSEK 2 7705373 3xTMT6plex [N-Term; K1; K28] 1.21 5.801553726 46.2 1 3733.926306 4 934.2388916 1.990014168 0.001857642 78.20468167SLNWSSFVDNTFAEEFTTQNQK 33 7705373 2xTMT6plex [N-Term; K22] 0.973 1.032 1.042 6.78366518 67.18 0 3051.510001 3 1017.8396 -1.885955437 -0.001918337 100.4221346SQDVELWEGEVVK 10 7705373 2xTMT6plex [N-Term; K13] 0.993 0.866 1.05 4.311964512 40.32 0 1976.074078 2 988.5396729 -1.016701194 -0.001004538 66.02321787LSLGTYASLHGR 18 7705373 1xTMT6plex [N-Term] 0.978 1.182 1.241 6.828426361 62.92 0 1503.848093 3 501.9541016 -0.226839733 -0.000113711 46.09615755ISENSYSLDDLEIGPGQLSSSTFDSEK 2 7705373 2xTMT6plex [N-Term; K27] 1.002 5.899422646 50.99 0 3376.668411 3 1126.227051 -0.536595848 -0.000603969 80.62931514LLANQQVFHISCFR 10 7705373 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.372 1.413 1.27 5.742562294 40.18 0 1962.058102 3 654.6884155 -3.776110381 -0.002469649 69.71650392QSSSTNYTNELK 13 7705373 2xTMT6plex [N-Term; K12] 1.101 0.979 1.184 5.165074825 59 0 1829.964528 2 915.4874268 1.666237558 0.001524578 34.13883634SEVQQPVHPKPLSPDSR 18 7705373 2xTMT6plex [N-Term; K10] 1.689 1.375 1.537 4.885724068 34.85 0 2359.313414 3 787.1083984 -1.17481954 -0.000923922 44.95117397ISANENSLAVR 12 7705373 1xTMT6plex [N-Term] 0.867 0.856 0.841 4.884857178 48.52 0 1402.785158 2 701.8960571 -0.228347289 -0.000160161 36.16673186KGWSMSEQSEESVGGR 6 7705373 2xTMT6plex [N-Term; K1] 1.119 0.985 1.492 6.0777812 49.32 1 2212.106851 3 738.039856 -0.830375307 -0.000612293 45.16117319NENEEILERPAQLANAR 6 7705373 1xTMT6plex [N-Term] 1.229 1.114 1.157 5.200829029 26.84 0 2196.157024 3 732.7234497 -0.559076101 -0.000409273 44.5526449VGVLAASMEAK 12 7705373 2xTMT6plex [N-Term; K11] 0.929 1.021 0.973 4.387556076 63.49 0 1533.907471 2 767.454895 -3.231864393 -0.00247869 65.00458698IAWPPPTELGSSGSALEEGIK 38 7705373 2xTMT6plex [N-Term; K21] 1.019 1.035 1.053 5.972493172 58.56 0 2597.422689 3 866.4785767 -0.582361715 -0.000504213 83.42063257ASSLSESSPPK 16 7705373 2xTMT6plex [N-Term; K11] 1.034 1.036 0.928 4.206749439 67.65 0 1547.868108 2 774.4364624 -1.589370115 -0.001230068 30.0112309
ENVPPGPEVCITHQEGEK 28 7705373 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 1.033 1.062 0.972 6.019800663 48.68 0 2478.269894 3 826.7608643 -0.748403782 -0.000618249 43.30978666

GWSMSEQSEESVGGR 10 7705373 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.723 1.159 0.596 3.092806578 50.11 0 1870.843872 2 935.9255981 0.025725857 2.41E-05 27.49641435GWSMSEQSEESVGGR 6 7705373 1xTMT6plex [N-Term] 0.79 0.906 0.497 4.880125999 48.42 0 1854.848957 2 935.9255981 0.025725857 2.41E-05 27.49641435SEISENTDASGK 24 7705373 2xTMT6plex [N-Term; K12] 0.935 0.942 0.94 4.711288929 66.52 0 1695.880129 2 848.4425049 -1.413009288 -0.001198147 23.86954345SSAIVEIFSK 6 7705373 2xTMT6plex [N-Term; K10] 1.015 0.902 100 3.896898508 70.36 0 1538.919416 2 769.9640503 0.915120001 0.000704148 75.3835476WPPEDEISKPEVPEDVDLDLK 14 7705373 3xTMT6plex [N-Term; K9; K21] 0.926 0.963 0.928 4.905950069 14.41 0 3137.686123 3 1046.562134 -4.549519057 -0.004758321 80.96172728ASSQQEKEDKPAETK 13 7705373 4xTMT6plex [N-Term; K7; K10; K15] 1.021 1.405 1.249 3.19362545 8.95 1 2592.465061 4 648.871582 -0.217250758 -0.000140804 24.84613418ETPHSPGVEDAPIAK 10 7705373 2xTMT6plex [N-Term; K15] 1.221 1.089 1.209 5.237379551 44.24 0 2006.095876 3 669.371521 2.060478929 0.001377839 37.25907369
IYCKPHFNQLFK 6 7705373 3xTMT6plex [N-Term; K4; K12]; 1xCarbamidomethyl [C3] 1.456 1.401 1.29 4.959650517 11.03 0 2282.308676 4 571.3328857 0.454324501 0.000259227 64.39610367
VGVLAASMEAK 10 7705373 2xTMT6plex [N-Term; K11]; 1xOxidation [M8] 0.927 1.052 0.961 3.340829372 49.08 0 1549.902386 2 767.454895 -3.231864393 -0.00247869 65.00458698ADQEEQIHPR 4 7705373 1xTMT6plex [N-Term] 0.445 0.748 4.01627779 47.97 0 1451.744021 3 484.585907 -0.5880601 -0.000284571 16.74992463AAEETNMEK 2 7705373 2xTMT6plex [N-Term; K9] 0.834 3.689823866 38.28 0 1480.771765 2 740.8893433 -0.239906359 -0.000177623 25.37341298

ETCVECQK 12 7705373 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C3; C6] 0.992 1.096 1.37 3.605304003 37.95 0 1511.759821 2 756.3830566 -0.651054973 -0.000492119 22.85298449
ELSVEEQIK 4 7705373 2xTMT6plex [N-Term; K9] 1.011 1.049 3.172241688 26.2 0 1532.893595 3 511.6352539 -1.556755967 -0.000795447 46.85081304STPAEDDSR 12 7705373 1xTMT6plex [N-Term] 0.917 1.097 1.015 3.801873446 60.03 0 1206.579976 2 603.7932739 -0.583971599 -0.000352304 14.78789249ELSVEEQIKR 6 7705373 2xTMT6plex [N-Term; K9] 2.779 0.84 100 4.305014133 17.81 1 1688.994706 3 563.6698608 0.191533775 0.000107833 41.37779675SPPEALVQGR 6 7705373 1xTMT6plex [N-Term] 0.838 0.81 0.853 3.458749533 21.46 0 1282.731666 2 641.869873 0.626439474 0.000401777 32.61063556QQSPQEPK 4 7705373 2xTMT6plex [N-Term; K8] 0.827 1.018 2.986883163 25.39 0 1399.79455 2 700.401001 0.12557066 8.79E-05 18.23741376STPAEDDSRDSQVK 8 7705373 2xTMT6plex [N-Term; K14] 2.134 1.906 3.383719444 21.86 1 1993.023833 3 665.012207 -0.885873124 -0.000588522 19.00403772YQAAVSK 8 7705373 2xTMT6plex [N-Term; K7] 1.131 1.09 1.156 2.948209524 26.43 0 1224.735244 2 612.8708496 -0.670586769 -0.000410646 28.16854828LSETSIK 12 7705373 2xTMT6plex [N-Term; K7] 0.864 0.967 0.92 3.023756266 31.61 0 1235.761124 2 618.3840332 -0.270645955 -0.000167227 41.82331708ASSQQEK 6 7705373 2xTMT6plex [N-Term; K7] 0.852 0.819 0.82 2.765880823 30.25 0 1235.699587 2 618.3530273 -0.65431154 -0.000404266 17.02461597YYDEDEDEE 6 7705373 1xTMT6plex [N-Term] 1.488 0.871 1.764 2.657125711 42.06 0 1435.558631 2 718.2827148 -0.33301496 -0.000239031 24.85246579TVYPMER 13 7705373 1xTMT6plex [N-Term] 1.119 1.065 1.068 2.978395224 26.48 0 1124.597146 2 562.8024902 0.495687502 0.000278724 29.69213589GEPTQTK 6 7705373 2xTMT6plex [N-Term; K7] 0.844 0.865 0.833 2.127264261 24.83 0 1218.709423 2 609.8582153 -0.220713759 -0.000134493 17.71927524KQVENAK 5 7705373 3xTMT6plex [N-Term; K1; K7] 1.416 1.307 1.291 3.086076498 9.92 1 1503.946189 3 501.9876099 1.388128019 0.00069589 21.85976233LSETSIKDR 6 7705373 2xTMT6plex [N-Term; K7] 1.5 1.652 3.885419846 19.01 1 1506.889178 2 753.947998 -0.304386186 -0.000229338 31.31737125ASGGEIK 6 7705373 2xTMT6plex [N-Term; K7] 0.993 1.082 1.043 2.632692099 22.47 0 1119.677395 2 560.342041 -0.526284404 -0.000294634 22.48987074YNVPLNR 4 7705373 1xTMT6plex [N-Term] 1.081 1.034 2.576215744 19.34 0 1104.636309 2 552.8220825 0.524443256 0.00028966 33.05588996EDKPAETK 5 7705373 3xTMT6plex [N-Term; K3; K8] 0.727 0.921 0.911 2.095939159 0.42 0 1604.946248 3 535.6534424 -0.295499966 -0.000158087 22.70524139KGTLTVLK 2 7705373 3xTMT6plex [N-Term; K1; K8] 0.69 1.623351693 5.31 1 1547.049925 3 516.3551025 0.535798602 0.000276302 49.76299681KFQAPAR 8 7705373 2xTMT6plex [N-Term; K1] 1.186 1.017 0.974 2.828695297 4.71 1 1275.793762 3 425.9357605 -0.810159048 -0.000344532 25.8698076827545315 TACO1 translational activator of cytochrome c oxidase 1 51204 NP_057444.2 24.24242424 1 6 6 35 297 32.457 8.13 1.19 1.11 1.06 1.12 Significant 0.00114

KLDSLGLCSVSCALEFIPNSK 6 27545315 3xTMT6plex [N-Term; K1; K21]; 2xCarbamidomethyl [C8; C12] 1.212 1.019 1.205 6.236587048 36.97 1 3025.666925 3 1009.2276 0.436777412 0.000440514 96.79005574
ALEMAIEAGAEDVKETEDEEER 12 27545315 2xTMT6plex [N-Term; K14] 0.941 1.129 0.837 5.482759953 26.83 1 2922.429033 3 974.814209 -0.328116394 -0.000319632 84.08769574

LDSLGLCSVSCALEFIPNSK 6 27545315 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C7; C11] 1.148 1.305 5.944813728 39.32 0 2668.409031 3 890.1410522 -0.160039827 -0.000142351 103.1771167
SKDTYLLYEGR 3 27545315 2xTMT6plex [N-Term; K2] 0.754 2.132468224 6.29 1 1803.00527 3 601.6721191 -1.922489181 -0.001155419 43.47192573STIETALK 6 27545315 2xTMT6plex [N-Term; K8] 1.417 1.275 1.214 3.375678062 40.9 0 1320.813888 2 660.9119873 2.127430216 0.00140497 43.72486878GVIVVEVEDR 2 27545315 1xTMT6plex [N-Term] 0.391 2.683348417 34.26 0 1343.773196 2 672.3898315 -0.602679131 -0.000404932 61.736886957705558 ISYNA1 inositol-3-phosphate synthase 1 isoform 1 51477 NP_057452.1 15.77060932 1 7 7 51 558 61.029 5.76 0.94 0.96 0.92 0.94 Significant 0.000151 SVLVDFLIGSGLK 12 7705558 2xTMT6plex [N-Term; K13] 0.931 0.974 0.927 4.977674484 65.82 0 1806.114093 2 903.5612183 0.590928027 0.000533642 111.6429249FCEVIPGLNDTAENLLR 11 7705558 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.131 0.855 1.004 4.83266449 40.7 0 2190.14262 3 730.7189941 -0.086929556 -6.35E-05 88.95262284APLVPPGSPVVNALFR 12 7705558 1xTMT6plex [N-Term] 100 1.203 1.057 4.501424313 45.03 0 1863.10537 3 621.706543 -0.157856745 -9.80E-05 91.81968173ACVGLPPQNHMLLEHK 2 7705558 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 0.895 4.300141335 33.5 0 2302.256433 4 576.3197021 0.236838843 0.000136316 51.7809112

VFVGGDDFK 6 7705558 2xTMT6plex [N-Term; K9] 0.912 0.886 0.937 3.008875608 29.35 0 1441.809137 2 721.407959 -0.343784234 -0.000247836 57.92014065AQQLEQIR 6 7705558 1xTMT6plex [N-Term] 0.869 0.942 0.84 3.264357328 32.95 0 1214.705451 2 607.8561401 -0.3684404 -0.000223773 30.36055689YVPYVGDSK 2 7705558 2xTMT6plex [N-Term; K9] 0.911 2.407165766 1.93 0 1485.835352 2 743.4221191 1.083512549 0.000804961 46.98249616148747209 NOP16 nucleolar protein 16 isoform 3 51491 NP_057475.2 23.03370787 1 4 4 26 178 21.175 9.94 1.19 1.18 1.2 1.19 Significant 0.0000235 FYPAEWQDFLDSLQK 6 148747209 2xTMT6plex [N-Term; K15] 1.193 1.25 1.15 4.664674282 38.51 0 2345.221805 3 782.4121704 0.065260552 5.10E-05 112.2533952AMEVDIEERPK 6 148747209 2xTMT6plex [N-Term; K11]; 1xOxidation [M2] 1.268 1.299 1.305 3.281395912 17.8 0 1790.972256 3 597.6626587 0.651430649 0.000388898 29.5478192NYYQDTPK 8 148747209 2xTMT6plex [N-Term; K8] 1.215 1.094 1.185 2.21770215 29.93 0 1486.794215 2 743.901001 0.343116162 0.000255072 29.60829273DLIDYVR 6 148747209 1xTMT6plex [N-Term] 1.088 1.04 1.122 2.896155834 24.66 0 1122.63564 2 561.8209229 -0.954251617 -0.000535638 51.97651868117168248 HACD3 very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase 3 51495 NP_057479.2 29.00552486 1 8 8 61 362 43.132 8.94 1.21 1.11 1.12 1.15 Significant 0.000768 WLDESDAEMELR 6 117168248 1xTMT6plex [N-Term] 1.149 1.155 0.95 4.613811016 49.94 0 1722.820617 2 861.913269 -0.786590345 -0.000677577 62.59434231VELSDVQNPAISITENVLHFK 18 117168248 2xTMT6plex [N-Term; K21] 1.349 1.455 1.267 6.322906494 63.27 0 2811.565665 3 937.8577271 -2.502949778 -0.002345736 104.4472685LESEGSPETLTNLR 8 117168248 1xTMT6plex [N-Term] 1.405 0.684 0.951 5.124606609 56.9 0 1774.938423 2 887.9713745 -1.662636024 -0.001475538 49.27462553RPLFLAPDFDR 6 117168248 1xTMT6plex [N-Term] 0.928 0.849 0.93 5.207823753 51.37 0 1575.884478 3 525.9658813 -0.880329142 -0.000462432 60.26247738FSFTLPYPVK 6 117168248 2xTMT6plex [N-Term; K10] 1.248 1.269 4.157153606 36.79 0 1656.976537 2 828.9918823 -0.029343543 -2.43E-05 90.9965802QVNITVQK 6 117168248 2xTMT6plex [N-Term; K8] 1.018 1.036 1.085 3.538944006 38.45 0 1387.867321 2 694.4367065 -0.853204081 -0.000592067 42.7046223GDNVYEFHLEFLDLVKPEPVYK 1 117168248 3xTMT6plex [N-Term; K16; K22] 100 4.578692913 0 3338.827977 4 835.4611206 -1.594627864 -0.001331047 99.40426016VSQWWER 10 117168248 1xTMT6plex [N-Term] 1.187 1.427 1.242 2.66839838 12.87 0 1219.642123 2 610.3251953 0.812758908 0.000495638 57.9582253527734984 HYPK huntingtin-interacting protein K isoform 1 25764 NP_057484.3 44.96124031 1 4 4 25 129 14.656 4.93 1.05 1.06 0.99 1.04 Significant 0.000447 KEDLELIMTEMEISR 6 27734984 2xTMT6plex [N-Term; K1] 1.086 1.085 1.021 5.569526196 35.78 1 2295.234026 3 765.7485352 -1.295559066 -0.000991204 87.11460494EIQSSNLETAMSVIGDR 4 27734984 1xTMT6plex [N-Term] 0.853 0.417 4.021955967 33.8 0 2079.058949 3 693.6888428 -3.354455 -0.002324703 68.39840476KHDSGAADLER 5 27734984 2xTMT6plex [N-Term; K1] 1.074 0.971 4.655534744 33.06 1 1656.906953 4 414.9821472 -0.117340815 -4.86E-05 30.3277267EHMGNVVEALIALTN 6 27734984 1xTMT6plex [N-Term] 1.158 1.117 2.004841328 17.1 0 1839.9836 2 928.4899902 -3.130823555 -0.002905371 87.34544285EHMGNVVEALIALTN 4 27734984 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.057 0.604 2.14921689 21.33 0 1855.978515 2 928.4899902 -3.130823555 -0.002905371 87.3454428521361535 C11orf73 protein Hikeshi 51501 NP_057485.2 4.568527919 1 1 1 6 197 21.614 5.45 0.97 1.19 0.92 1.03 Significant 0.00646 LAQNPLFWK 6 21361535 2xTMT6plex [N-Term; K9] 0.969 1.188 0.924 3.563124418 23.13 0 1574.945905 2 787.9763184 -0.346152365 -0.000272586 78.62019551
116812573 CWC15 spliceosome-associated protein CWC15 homolog 51503 NP_057487.2 31.87772926 1 6 6 32 229 26.608 5.71 1.21 1.23 1.13 1.19 Significant 0.000658

MENILSGNPLLNLTGPSQPQANFK 10 116812573 2xTMT6plex [N-Term; K24] 1.457 1.118 1.201 6.160791874 55.82 0 3041.649411 3 1014.554016 -0.630033214 -0.00063878 99.0063752QTTQDAPEEVR 6 116812573 1xTMT6plex [N-Term] 1.262 0.967 0.972 4.740396023 58.39 0 1502.764816 2 751.8856201 -0.567451151 -0.000426373 18.74237839GKGEGDLSQLSK 6 116812573 3xTMT6plex [N-Term; K2; K12] 1.141 1.428 1.149 3.388662338 15.41 1 1906.121252 3 636.0444336 -1.31403957 -0.000834906 39.47148209EHTTSSSVSK 2 116812573 2xTMT6plex [N-Term; K10] 1.234 3.824368715 32.57 0 1520.832057 3 507.6151123 -0.83737447 -0.000424502 16.4350461RWDDDVVFK 2 116812573 2xTMT6plex [N-Term; K9] 1.041 4.036123276 19.96 1 1637.905163 3 546.6392822 -1.141183479 -0.00062305 51.53344431DLPSHTK 6 116812573 2xTMT6plex [N-Term; K7] 1.229 1.216 1.112 2.558491468 19.29 0 1255.741058 3 419.251709 -0.38528395 -0.000161272 23.28520033
7705477 TRMT112 multifunctional methyltransferase subunit TRM112-like protein isoform 1 51504 NP_057488.1 59.2 1 6 6 43 125 14.19 5.26 1.16 1.07 1.03 1.09 Significant 0.00125

GPVEGYEENEEFLR 2 7705477 1xTMT6plex [N-Term] 1.038 3.557889223 33.37 0 1896.917688 2 948.9624023 -0.08432232 -8.00E-05 48.28556035ICPVEFNPNFVAR 6 7705477 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.449 1.398 1.144 4.277531147 24.38 0 1791.941341 2 896.4707642 -3.95635701 -0.00354478 70.97299899VEWSAFLEAADNLR 18 7705477 1xTMT6plex [N-Term] 1.245 1.156 0.949 5.152593136 68.19 0 1849.964579 2 925.4859009 -0.028958494 -2.68E-05 100.6618464GIPNMLLSEEETES 7 7705477 1xTMT6plex [N-Term] 1.043 1.013 1.074 2.893109083 60.76 0 1777.872712 2 889.4324341 -8.50462794 -0.007560073 71.15088309LLTHNLLSSHVR 6 7705477 1xTMT6plex [N-Term] 1.127 0.992 0.972 4.493039131 49.11 0 1618.95904 4 405.4952393 0.053856366 2.18E-05 46.08558052LQATEVR 4 7705477 1xTMT6plex [N-Term] 1.151 1.064 2.47626853 19.7 0 1045.620325 2 523.3140259 0.430813941 0.000225234 24.93011231156416000 UFC1 ubiquitin-fold modifier-conjugating enzyme 1 51506 NP_057490.2 19.16167665 1 3 3 13 167 19.446 7.4 1.25 0.81 1.1 1.05 Significant 0.0147
ICLTDHFKPLWAR 5 156416000 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.306 1.514 1.88 3.510435343 4.07 0 2115.193757 4 529.548645 -9.931365297 -0.00525169 68.7699176

VVSEIPVLK 6 156416000 2xTMT6plex [N-Term; K9] 1.15 0.937 0.956 4.252804756 44.64 0 1441.939423 2 721.4730225 -0.453970614 -0.000327299 70.80701815LKEEYQSLIR 2 156416000 2xTMT6plex [N-Term; K2] 0.572 1.117 2.835780144 1 1737.031091 3 579.6815186 -0.626860361 -0.000362959 54.59088193788722 RTFDC1 protein RTF2 homolog isoform b 51507 NP_057491.2 22.54901961 1 5 5 19 306 33.865 8.59 1.52 1.3 1.55 1.46 Significant 0.00291 AAESVSKPDVSEEAPGPSK 6 193788722 3xTMT6plex [N-Term; K7; K19] 1.686 0.969 1.476 4.844376087 25.87 0 2572.407323 3 858.1412964 0.782613289 0.000671067 39.97376278STAMNESSSGK 2 193788722 2xTMT6plex [N-Term; K11] 1.288 3.560380459 52.27 0 1556.799042 2 778.9039307 0.990646887 0.000771119 27.45616663DAVIEFLLDK 6 193788722 2xTMT6plex [N-Term; K10] 1.485 1.62 4.348526955 55.67 0 1620.96128 2 810.9848633 0.721480836 0.000584746 102.7898861
VDKDAELVAQWNYCTLSQEILR 2 193788722 2xTMT6plex [N-Term; K3]; 1xCarbamidomethyl [C14] 2.317 5.646684647 30.15 1 3109.639241 3 1037.214844 -2.978782837 -0.003087647 95.12791871

KTNLAPK 3 193788722 3xTMT6plex [N-Term; K1; K7] 1.292 1.293 2.868646383 3.13 1 1458.96111 3 486.9906921 -2.458827695 -0.001195778 31.3835476189409150 CHMP5 charged multivesicular body protein 5 isoform 1 51510 NP_057494.3 43.83561644 1 7 7 70 219 24.555 4.83 0.71 0.68 0.7 0.69 Significant 0.00016 DNLAQQSFNMEQANYTIQSLK 6 189409150 2xTMT6plex [N-Term; K21] 0.544 0.579 0.537 6.090372562 74.57 0 2901.481677 3 967.8313599 -0.74137644 -0.00071703 74.87288359DNLAQQSFNMEQANYTIQSLK 6 189409150 2xTMT6plex [N-Term; K21]; 1xOxidation [M10] 0.558 0.509 0.637 4.882236481 57.57 0 2917.476592 3 967.8313599 -0.74137644 -0.00071703 74.87288359IDQIEDLQDQLEDMMEDANEIQEALSR 3 189409150 1xTMT6plex [N-Term]; 1xOxidation [M] 3.865888357 27.24 0 3436.593325 3 1146.202393 -0.203773202 -0.000233429 112.0946558APPPSLTDCIGTVDSR 14 189409150 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.617 0.546 0.667 5.590839386 56.03 0 1914.979243 2 957.9920654 -1.247267109 -0.001194245 51.44467717DGVLVDEFGLPQIPAS 10 189409150 1xTMT6plex [N-Term] 0.57 0.762 100 3.364956617 60.59 0 1886.01086 2 943.5073242 -1.849582404 -0.001744166 90.40841729NKDGVLVDEFGLPQIPAS 13 189409150 2xTMT6plex [N-Term; K2] 0.854 0.792 0.902 4.555506706 23.71 1 2357.311682 3 786.4406738 -1.78773798 -0.001404752 85.52445475LDAELVK 12 189409150 2xTMT6plex [N-Term; K7] 0.669 0.697 0.7 2.970988512 32.93 0 1245.78186 2 623.3944092 -0.255229776 -0.00015898 51.46918274TTVDAMK 6 189409150 2xTMT6plex [N-Term; K7] 0.639 0.613 0.764 3.080893517 37.26 0 1223.70698 2 612.355896 -2.014246754 -0.001232424 30.74632316
42516576 GLRX5 glutaredoxin-related protein 5, mitochondrial precursor 51218 NP_057501.2 12.10191083 1 2 2 10 157 16.618 6.79 0.75 0.95 0.84 0.85 Significant 0.00463

LGIHSALLDEK 6 42516576 2xTMT6plex [N-Term; K11] 0.754 0.834 0.62 3.876807213 19.88 0 1653.993978 3 552.0033569 0.931086088 0.000513337 55.63045997DKVVVFLK 4 42516576 3xTMT6plex [N-Term; K2; K8] 1.193 1.099 3.304223061 5.4 1 1635.081226 3 545.6980591 -0.979513361 -0.000533861 64.602146367705987 GLTP glycolipid transfer protein 51228 NP_057517.1 19.13875598 1 4 4 26 209 23.834 7.39 0.93 1 0.9 0.94 Significant 0.000985 GQNVTEEECLEK 10 7705987 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 0.975 0.994 1.022 4.769490719 61.6 0 1893.962813 2 947.4848633 -0.191940147 -0.000181764 34.48279033
TLQNILEVEK 6 7705987 2xTMT6plex [N-Term; K10] 1.069 0.975 1.038 4.294017315 40.03 0 1644.993643 2 823 -0.559145018 -0.000459895 70.65222013ADISGNITK 6 7705987 2xTMT6plex [N-Term; K9] 0.817 0.896 0.729 3.36694479 31.21 0 1376.814951 2 688.9122925 1.71242398 0.001178845 38.8997041KYHGWIVQK 4 7705987 3xTMT6plex [N-Term; K1; K9] 0.861 1.136 3.021325588 7.72 1 1846.130635 4 462.2877502 -0.793136417 -0.000366058 42.78305921

94818901 ERAP1 endoplasmic reticulum aminopeptidase 1 isoform a precursor 51752 NP_057526.3 23.83966245 1 19 19 112 948 107.772 6.28 0.94 0.94 0.93 0.93 Significant 0.0000127
QDLAAIPDFQSGAMENWGLTTYR 4 94818901 1xTMT6plex [N-Term] 1.122 0.807 4.532232761 64.43 0 2813.376595 3 938.4605713 -3.35327408 -0.003144674 87.69753519TKTDVLILPEEVEWIK 6 94818901 3xTMT6plex [N-Term; K2; K16] 1.239 1.46 1.181 5.223912716 32.67 1 2600.551802 3 867.5227051 0.676700373 0.000586598 94.62495456ASLINNAFQLVSIGK 12 94818901 2xTMT6plex [N-Term; K15] 1.025 1.076 1.107 5.268850803 72.3 0 2033.215932 2 1017.108215 -3.333519983 -0.003388883 99.36989283GSDGAPDTGYLWHVPLTFITSK 12 94818901 2xTMT6plex [N-Term; K22] 0.935 0.978 0.593 5.859414101 39.03 0 2820.497251 3 940.836731 -0.571395312 -0.000537206 97.06562054TDVLILPEEVEWIK 12 94818901 2xTMT6plex [N-Term; K14] 0.926 0.956 0.958 4.57045269 33.18 0 2142.246229 3 714.7540894 0.693662748 0.000495332 100.6672121GFPLITITVR 4 94818901 1xTMT6plex [N-Term] 1.027 0.918 3.670702696 26.87 0 1345.840488 2 673.4240723 0.282203763 0.000189901 83.01626338MAFPCFDEPAFK 3 94818901 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 0.884 3.444549799 21.72 0 1917.964334 3 639.9928589 -0.161921595 -0.00010352 84.38222961NPVGYPLAWQFLR 2 94818901 1xTMT6plex [N-Term] 0.596 3.786992073 25.55 0 1789.995091 2 895.4934082 -8.687914189 -0.007775662 95.3859865HLAISNMPLVK 6 94818901 2xTMT6plex [N-Term; K11] 0.987 0.888 0.868 4.472538948 43.18 0 1681.023504 3 561.0130005 0.561934346 0.000314875 63.52152304SGIVQYLQK 6 94818901 2xTMT6plex [N-Term; K9] 0.915 0.792 0.798 3.518707752 36.62 0 1493.909185 2 747.4588013 0.763459435 0.00057027 60.6308381GTHTAVSSNDR 4 94818901 1xTMT6plex [N-Term] 0.754 0.787 4.050339699 43.71 0 1373.697071 3 458.5700684 -1.033271385 -0.000473134 13.64165544EYLSADAFK 6 94818901 2xTMT6plex [N-Term; K9] 0.975 0.824 1.054 3.198868513 40.86 0 1501.830266 2 751.4181519 -0.825159201 -0.000619625 53.62529891TQEFPQILTLIGR 6 94818901 1xTMT6plex [N-Term] 0.521 1.137 0.692 4.321850777 48.01 0 1745.015886 2 873.0111694 -0.472094735 -0.000411906 94.31678925ALDLSLYLK 2 94818901 2xTMT6plex [N-Term; K9] 1.032 3.118534803 20.78 0 1493.934337 2 747.4698486 -1.28309145 -0.000958427 86.49080928SQHSSSSSHWHQEGVDVK 2 94818901 2xTMT6plex [N-Term; K18] 0.764 5.424071789 23.37 0 2480.231869 5 496.8525696 0.754941671 0.000374486 21.01505788VSVYAVPDK 7 94818901 2xTMT6plex [N-Term; K9] 1.161 0.862 0.892 3.759420395 33.23 0 1435.856087 2 718.4321899 0.70763555 0.000508031 60.01830677VGDYFFGK 6 94818901 2xTMT6plex [N-Term; K8] 0.721 0.707 0.933 3.004376173 32.69 0 1390.777109 2 695.8920898 -0.147832819 -0.000102801 62.39508113LEHDPEADATG 6 94818901 1xTMT6plex [N-Term] 0.891 0.914 0.879 2.618256569 35.74 0 1383.658954 2 692.3323364 -1.126100064 -0.000779069 23.6694951VWLQSEK 6 94818901 2xTMT6plex [N-Term; K7] 0.905 0.876 0.786 3.012213707 31.59 0 1347.803658 2 674.4051514 -0.468648101 -0.000315823 50.656293147706643 PLEK2 pleckstrin-2 26499 NP_057529.1 33.14447592 1 9 9 47 353 39.946 9.41 0.95 1.05 0.96 0.98 Significant 0.00104 ILLDGCTITCPCLEYENRPLLIK 6 7706643 2xTMT6plex [N-Term; K23]; 3xCarbamidomethyl [C6; C10; C12] 1.893 2.699 1.366 4.706429958 23.56 0 3249.744969 3 1083.918823 -0.939299381 -0.001017494 89.65329923

TQTSTEYFLEACSR 2 7706643 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.184 4.420563221 55.31 0 1921.916308 2 961.4614258 -0.381482532 -0.000366589 47.23805321DDTHYYIQASSK 2 7706643 2xTMT6plex [N-Term; K12] 0.739 3.809680939 52.78 0 1885.969613 2 943.4872437 -1.273856851 -0.001201228 31.49700607LEAVTLASMLMEENFLRPVGVR 12 7706643 1xTMT6plex [N-Term]; 1xOxidation [M] 0.952 1.38 4.061007977 14.93 0 2720.467659 3 907.4935913 -0.528605519 -0.000479351 107.8622265SSPNMEQGSTYK 6 7706643 2xTMT6plex [N-Term; K12] 0.904 0.892 0.774 4.373273849 52.77 0 1786.90457 2 893.9551392 -0.877713177 -0.000784195 27.70654744GNVQGNLFK 4 7706643 2xTMT6plex [N-Term; K9] 0.774 0.826 3.276468515 40.2 0 1434.84692 2 717.9266357 -0.644421096 -0.000462323 45.96658852MHDSNTGIR 6 7706643 1xTMT6plex [N-Term] 0.902 0.932 0.969 3.9337883 40.03 0 1259.636385 3 420.5500793 -0.556162793 -0.000233521 16.59074301AEWIEAIK 6 7706643 2xTMT6plex [N-Term; K8] 0.978 0.941 0.948 3.278490067 47.83 0 1417.845523 2 709.4249878 -1.991453947 -0.001411787 68.85779198VQQLHSLR 2 7706643 1xTMT6plex [N-Term] 0.834 3.210026979 14.55 0 1209.726521 3 403.913208 -1.198830097 -0.000483419 26.68000274LEAVTLASMLMEENFLRPVGVR 1 7706643 1xTMT6plex [N-Term] 0.991 1.804927468 0 2704.472744 3 907.4935913 -0.528605519 -0.000479351 107.862226521361598 MPP6 MAGUK p55 subfamily member 6 51678 NP_057531.2 8.518518519 1 4 5 17 540 61.079 6.18 1.46 0.87 1.06 1.13 Significant 0.0229



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SEMEADIK 3 21361598 2xTMT6plex [N-Term; K8] 0.782 0.969 2.219685793 34.76 0 1380.744488 2 690.8751221 -1.101079445 -0.000760155 35.800627IDSILEVVQTGR 2 21361598 1xTMT6plex [N-Term] 0.702 2.692846298 6.37 0 1558.900188 2 779.9550171 1.648546654 0.00128496 83.70704646DTITPQQVFVK 2 21361598 2xTMT6plex [N-Term; K11] 1.461 3.324878693 38.01 0 1734.020192 2 867.5131226 -0.705737348 -0.000611881 60.98165827EIQELLK 12 21361598 2xTMT6plex [N-Term; K7] 1.309 1.264 1.177 2.967391968 34.35 0 1330.834624 2 665.9205933 -0.536209796 -0.000356803 60.55676923FIVLNPTR 4 21361598 1xTMT6plex [N-Term] 0.981 1.101 2.813965321 19.27 0 1188.730209 2 594.8685303 -0.357972836 -0.000212767 60.513848657705266 NCKIPSD NCK-interacting protein with SH3 domain isoform 1 51517 NP_057537.1 4.016620499 1 3 3 15 722 78.91 6.38 0.86 1.08 0.89 0.94 Significant 0.00529 LEVIFADLAR 6 7705266 1xTMT6plex [N-Term] 0.653 1.379 1.001 3.481115341 43.83 0 1375.814667 2 688.4110718 0.145139235 9.98E-05 98.27124522LPDLQAILR 7 7705266 1xTMT6plex [N-Term] 0.908 0.876 0.853 2.947524548 26.43 0 1267.793538 2 634.3994141 -1.56683635 -0.000993212 86.13320971EFLVLGEAPS 2 7705266 1xTMT6plex [N-Term] 1.139 2.891891956 40 0 1290.714285 2 645.8615112 1.13218003 0.00073066 74.766382087705997 EMC4 ER membrane protein complex subunit 4 isoform a 51234 NP_057538.1 19.12568306 1 3 3 18 183 20.073 8.62 1.12 1.16 1.21 1.16 Significant 0.0005 QVPDTSVQETDR 6 7705997 1xTMT6plex [N-Term] 1.055 1.265 1.281 3.360434055 45.53 0 1603.812495 2 802.4096069 -0.347623437 -0.000278761 22.66113737WAIELSGPGGGSR 6 7705997 1xTMT6plex [N-Term] 1.164 1.136 1.219 4.143031597 31.75 0 1515.811707 2 758.4103394 1.118239772 0.00084752 59.67388033MEFSGGGLLL 6 7705997 1xTMT6plex [N-Term] 1.266 0.921 1.028 2.987702608 58.33 0 1252.680876 2 626.843811 -0.42349947 -0.000265255 92.2894534319923468 PRKD2 serine/threonine-protein kinase D2 isoform A 25865 NP_057541.2 21.29840547 1 10 10 41 878 96.661 6.84 0.98 0.9 0.76 0.88 Significant 0.0053 HDPTSANLLQLVR 6 19923468 1xTMT6plex [N-Term] 1.185 0.807 0.708 5.813334465 44.94 0 1692.959434 3 564.991333 0.007060676 3.98E-06 56.83600018SALMDESEDSGVIPGSHSENALHASEEEEGEGGK 2 19923468 2xTMT6plex [N-Term; K34] 0.71 5.504656792 48.61 0 3942.818733 4 986.4605103 0.374872832 0.000369514 48.00791147SVVGTPAYLAPEVLLNQGYNR 6 19923468 1xTMT6plex [N-Term] 0.937 1.607 0.661 6.319891453 49.24 0 2490.355389 3 830.7904663 0.584898761 0.000485535 86.19516455EFVLLPAASELAHVK 6 19923468 2xTMT6plex [N-Term; K15] 0.995 0.921 0.817 6.075687885 77.13 0 2082.236333 3 694.7506104 0.4537932 0.000314968 88.7498067
HPGIVNLECMFETPEK 2 19923468 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 0.852 4.789637089 35.45 0 2359.219045 3 787.0759888 -2.387129512 -0.001877254 74.74081941

QALMPVILQDAPSAPGHAPHR 2 19923468 1xTMT6plex [N-Term] 0.793 5.132437229 57.97 0 2435.317898 4 609.5845337 -0.65426135 -0.000398334 61.85331063
APAFCDHCGEMLFGLVR 6 19923468 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 0.978 1.136 1.224 5.544929028 30.98 0 2209.055402 3 737.0222168 -1.495897012 -0.001101506 81.71582577

DLGGACPPQDHDMQGLAER 4 19923468 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.094 0.576 4.427473068 18.4 0 2296.06478 3 766.0254517 -1.297066858 -0.000992717 38.32229489LCDFGFAR 6 19923468 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.966 0.605 0.615 2.667516232 20.67 0 1214.618945 2 607.8113403 -2.915091974 -0.001770363 57.26943562RPPSSSSSSSASSYTGRPIELDK 1 19923468 2xTMT6plex [N-Term; K23] 0.995 3.43333292 0 2854.494685 4 714.3795776 0.629101495 0.000448942 39.04754991
66348045 ZC3HC1 nuclear-interacting partner of ALK isoform 1 51530 NP_057562.3 17.72908367 1 7 7 29 502 55.226 5.62 1.21 1.31 1.42 1.31 Significant 0.00213

FQSLCHLDLQLPSLRPEDLK 5 66348045 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C5] 1.518 1.607 1.729 6.162373543 6.33 0 2867.585355 4 717.651062 -1.024162409 -0.000734218 86.97805139
WAGKPFELSPLVCAK 5 66348045 3xTMT6plex [N-Term; K4; K15]; 1xCarbamidomethyl [C13] 1.46 1.4 1.335 4.787550449 19.73 0 2390.38732 3 797.46698 -0.390584649 -0.000311216 82.35380574
SQDATFSPGSEQAEK 4 66348045 2xTMT6plex [N-Term; K15] 100 0.516 3.029997826 31.94 0 2040.028584 2 1020.51709 -0.824190657 -0.000840686 32.65012141

TMCLTEDK 4 66348045 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.419 1.654 2.697164059 28.21 0 1455.758758 2 728.3825684 -0.616785745 -0.000448946 39.32213364SFFDPTSQHR 2 66348045 1xTMT6plex [N-Term] 1.155 2.843916416 17.35 0 1450.727643 3 484.2471008 -0.616159601 -0.00029796 44.38923259LPLVPESPR 4 66348045 1xTMT6plex [N-Term] 1.073 1.079 1.228 2.888901949 17.99 0 1236.751339 2 618.8768921 -3.906379691 -0.00241561 56.82000216FCFWPDSPSPDR 5 66348045 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.009 1.328 1.543 3.387768984 15.69 0 1739.804907 2 870.4056396 -0.520002628 -0.000452352 69.169286517706025 PDZD11 PDZ domain-containing protein 11 51248 NP_057568.1 33.57142857 1 3 3 10 140 16.121 7.21 1.07 1.1 0.94 1.04 Significant 0.00224 KPPGAQLGFNIR 6 7706025 2xTMT6plex [N-Term; K1] 1.006 1.095 0.944 3.842630863 19.51 0 1756.063395 3 586.0256348 -0.594211535 -0.000347824 55.73279953IPYDDYPVVFLPAYENPPAWIPPHER 2 7706025 1xTMT6plex [N-Term] 0.767 4.086186886 13.25 0 3324.693101 4 831.9291992 0.561178113 0.000466436 99.81386793VIPDSDAHR 2 7706025 1xTMT6plex [N-Term] 1.128 2.958106279 22.37 0 1238.669066 3 413.5617981 1.433277991 0.000591786 20.8681109221361741 VTA1 vacuolar protein sorting-associated protein VTA1 homolog isoform a 51534 NP_057569.2 40.06514658 1 10 10 65 307 33.858 6.29 0.97 0.89 0.83 0.9 Significant 0.00204
YAGSALQYEDVSTAVQNLQK 10 21361741 2xTMT6plex [N-Term; K20] 0.969 0.811 0.854 5.770881653 60.72 0 2643.403017 3 881.8053589 -0.564840032 -0.0004977 69.05838679SFYTASLLIDVITVFGELTDENVK 3 21361741 2xTMT6plex [N-Term; K24] 5.278031349 25.25 0 3132.712054 3 1044.909546 0.648015291 0.000676682 114.1337677

QLGDNEAITQEIVGCAHLENYALK 8 21361741 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 1.012 0.992 1.044 8.329936981 69.82 0 3144.639969 3 1048.883423 -1.352735243 -0.001417955 78.90807022MFLYADNEDR 14 21361741 1xTMT6plex [N-Term] 0.975 0.778 0.898 4.089567184 53.33 0 1502.714695 2 751.8612671 0.374269107 0.00028121 49.90904905DPVVAYYCR 6 21361741 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.074 1.077 1.245 3.204451561 30.86 0 1371.692838 2 686.3491211 -1.364979424 -0.000936166 40.65360298LMDQLEALKK 6 21361741 3xTMT6plex [N-Term; K9; K10] 1.434 1.095 1.065 3.958215714 9.66 1 1876.154467 3 626.0533447 -4.789477877 -0.002995267 73.6171765LMDQLEALK 2 21361741 2xTMT6plex [N-Term; K9] 0.742 3.692290306 45.56 0 1518.896572 2 759.9522095 0.375638028 0.000285278 75.42013845LYAMQTGMK 6 21361741 2xTMT6plex [N-Term; K9] 0.623 0.688 0.722 4.031572819 33.87 0 1500.831863 2 750.9197998 0.306429645 0.00022995 53.14166536
ATYIHNCLK 4 21361741 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 0.981 0.889 3.486747026 13.66 0 1577.887404 3 526.6337891 -0.374204457 -0.000196817 36.52194942LTPEDFAR 6 21361741 1xTMT6plex [N-Term] 0.905 0.884 0.853 3.111889601 37.72 0 1177.641454 2 589.3243408 -0.041582584 -2.45E-05 46.1692036448255929 PPHLN1 periphilin-1 isoform 1 51535 NP_057572.5 4.148471616 1 2 2 7 458 52.705 9.11 0.52 0.76 0.8 0.69 Significant 0.0155 QDCETFGMVVK 2 48255929 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.114 3.67869854 49.36 0 1771.912298 2 886.4592896 -0.562052895 -0.000497954 54.39650593
ELAEAASK 5 48255929 2xTMT6plex [N-Term; K8] 0.515 0.492 0.803 2.999030828 29.02 0 1276.751288 2 638.87854 -1.162600648 -0.000742176 44.2358689222547134 MRPL37 39S ribosomal protein L37, mitochondrial 51253 NP_057575.2 54.37352246 1 18 18 138 423 48.087 8.59 1.21 1.26 1.17 1.21 Significant 0.00046 VLEQPVVVQSVGTDGR 14 22547134 1xTMT6plex [N-Term] 1.447 1.167 1.234 4.929335117 52 0 1912.070106 3 638.0273438 -1.37459918 -0.00087611 55.09902799NLAWVDSDQLLYQHFWCLPVIK 10 22547134 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C17] 1.512 1.612 2.018 5.469090462 63.6 0 3203.711618 3 1068.572754 -2.468902383 -0.00263655 111.9967641

NHVLETFYPISPIIDLHECNIYDVK 6 22547134 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C19] 1.211 1.215 1.217 8.487495422 41.56 0 3487.833584 4 872.7138672 0.01586945 1.38E-05 91.21942852
VYEIPGLEPITFAGK 26 22547134 2xTMT6plex [N-Term; K15] 1.174 1.229 1.331 4.551015854 39.81 0 2092.209449 3 698.074585 -0.11844282 -8.26E-05 94.69919122NHIENQDECVLNVISHAR 4 22547134 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.049 1.436 6.354012489 46.63 0 2377.188007 4 595.0518799 -0.974621588 -0.000579215 52.70840865

ETYCPVIVDNLIQLCK 12 22547134 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C4; C15] 1.493 1.404 1.312 5.353906631 47.42 0 2423.30786 3 808.4386597 -2.655187234 -0.002144779 94.20478441
NDTGFQEGYPYPYPHTLYLLDK 8 22547134 2xTMT6plex [N-Term; K22] 100 1.236 1.315 5.346912861 52.46 0 3089.566059 3 1030.528076 1.170486585 0.001205432 78.50967301LWQTTEEIPK 6 22547134 2xTMT6plex [N-Term; K10] 1.136 0.924 3.834491014 63.78 0 1702.977993 2 851.9932251 0.69317708 0.000590233 64.37516449LWQTTEEIPKR 4 22547134 2xTMT6plex [N-Term; K10] 1.194 1.182 3.68823576 13.07 1 1859.079104 3 620.362793 -2.839262589 -0.001759471 52.49888354VLSLVDDPR 4 22547134 1xTMT6plex [N-Term] 1.151 1.193 2.729833126 63.71 0 1242.725518 2 621.8670044 0.977085483 0.000607125 58.85621407LIEGLPEK 6 22547134 2xTMT6plex [N-Term; K8] 1.093 1.228 1.309 3.263786554 30.65 0 1356.850274 2 678.9284058 -0.544397991 -0.000369333 67.54244146MILFAFGSALAQAR 4 22547134 1xTMT6plex [N-Term] 1.352 2.19876194 23.81 0 1724.971913 3 575.6615601 -1.035329448 -0.000595305 109.0140067ESLLLQVR 5 22547134 1xTMT6plex [N-Term] 0.841 2.950826406 24.22 0 1186.735689 2 593.8711548 -0.552582764 -0.000327885 53.22228393SPPLHEHPLYK 6 22547134 2xTMT6plex [N-Term; K11] 1.166 1.166 1.13 3.351996422 15.47 0 1776.020861 4 444.7600098 -1.493122946 -0.000662954 33.48254822LLYGNDAK 4 22547134 2xTMT6plex [N-Term; K8] 1.016 1.006 2.829293966 13.29 0 1351.798572 2 676.4016724 -1.852534459 -0.001252127 42.37105338QALWLTK 6 22547134 2xTMT6plex [N-Term; K7] 1.122 1.099 1.217 3.221490622 33.43 0 1317.829479 2 659.4179688 -0.620520343 -0.00040887 60.76873403LSTKDPLPTIASR 7 22547134 2xTMT6plex [N-Term; K4] 1.361 1.587 1.549 3.07763195 7.85 1 1857.120969 3 619.7113037 -0.867454094 -0.000536989 54.79663089EEIEATK 6 22547134 2xTMT6plex [N-Term; K7] 1.102 1.2 1.344 2.895104885 28.61 0 1277.735303 2 639.3709717 -0.498257052 -0.00031832 28.6319762816950607 MRPL51 39S ribosomal protein L51, mitochondrial 51258 NP_057581.2 27.34375 1 3 3 19 128 15.085 11.27 1.13 0.98 0.98 1.03 Significant 0.00235 AMFGVYDNIGILGNFEK 9 16950607 2xTMT6plex [N-Term; K17] 1.247 1.102 1.187 5.321566582 43.04 0 2346.25681 3 782.7563477 -0.989031226 -0.000773507 101.0432501MFADDLHNLNK 6 16950607 2xTMT6plex [N-Term; K11] 0.962 0.911 0.95 3.442593813 27.21 0 1775.951461 3 592.6547852 -0.933900102 -0.000552854 53.93288076LTLPPPK 4 16950607 2xTMT6plex [N-Term; K7] 1.223 1.051 2.799328327 25.35 0 1223.812766 2 612.4094238 -0.976394252 -0.000597462 63.30151162

51243055 MTFP1 mitochondrial fission process protein 1 isoform a 51537 NP_057582.2 14.45783133 1 2 2 8 166 17.999 9.31 1.43 1.45 1.7 1.53 Significant 0.00322 SVDFLLDSSLR 6 51243055 1xTMT6plex [N-Term] 1.434 1.445 100 4.193523884 42.38 0 1480.820875 2 740.9138794 -0.265103595 -0.000196285 73.06399678YLGYANEVGEAFR 2 51243055 1xTMT6plex [N-Term] 1.309 3.319081306 22.89 0 1717.874701 2 859.442627 1.907086848 0.001638068 65.5448822732306539 PBDC1 protein PBDC1 isoform 1 51260 NP_057584.2 20.60085837 1 5 5 30 233 26.041 4.79 1.23 1.18 1.21 1.21 Significant 0.000145 IQFFAIEIAR 6 32306539 1xTMT6plex [N-Term] 1.471 1.29 1.246 3.983130217 41.29 0 1436.846302 2 718.9267578 -0.043661594 -3.14E-05 89.74284094AVYISVQDKEGEK 6 32306539 3xTMT6plex [N-Term; K9; K13] 1.395 1.59 1.359 3.553080797 11.75 1 2153.242096 3 718.4173584 -2.124059667 -0.001524538 49.72500478LISSVDPQFLK 14 32306539 2xTMT6plex [N-Term; K11] 1.178 1.235 1.213 4.535628319 56.36 0 1705.030029 2 853.0177612 -1.045640858 -0.000891425 77.46973104AVYISVQDK 2 32306539 2xTMT6plex [N-Term; K9] 0.938 3.214833021 33.2 0 1480.877551 2 740.9411011 -1.772841759 -0.001312681 50.93030819GADSGEEKEEGINR 2 32306539 2xTMT6plex [N-Term; K8] 0.743 3.107736588 2.08 1 1948.997619 3 650.3363647 -1.579120307 -0.001025901 21.057530637706057 MRPL27 39S ribosomal protein L27, mitochondrial 51264 NP_057588.1 24.32432432 1 3 3 27 148 16.063 10.42 1.05 1 1.03 1.03 Significant 0.0002 TFVHVVPAKPEGTFK 7 7706057 3xTMT6plex [N-Term; K9; K15] 1.002 0.935 3.599002838 11.83 0 2344.399599 4 586.8563843 1.752243677 0.00102699 59.10933243NTEAVDLITR 6 7706057 1xTMT6plex [N-Term] 1.085 1.025 0.963 3.618840933 42.72 0 1360.76336 2 680.8847656 -0.812242622 -0.000552635 44.28013184WHPGAHVGVGK 14 7706057 2xTMT6plex [N-Term; K11] 1.052 0.989 1.081 3.843271494 24.11 0 1602.926901 4 401.4869995 -0.457277948 -0.000183246 32.10626324157817023 CDK12 cyclin-dependent kinase 12 isoform 1 51755 NP_057591.2 7.248322148 1 7 9 37 1490 164.054 9.44 0.89 1.23 1.18 1.1 Significant 0.00916 KETTSGTSTEPVK 6 157817023 3xTMT6plex [N-Term; K1; K13] 1.155 1.255 1.285 4.14636898 11.97 1 2052.179161 3 684.7315674 0.481414321 0.000329316 27.32835558SAPDTELVNVTHLNTEVK 4 157817023 2xTMT6plex [N-Term; K18] 1.354 1.297 6.167307854 43.6 0 2425.333874 3 809.1157837 -0.443891784 -0.000358862 61.91479756SNEETDDYGK 4 157817023 2xTMT6plex [N-Term; K10] 1.385 1.465 3.662479639 29.35 0 1615.785166 2 808.397644 1.760745176 0.001422493 20.82283337VPLALHPVVGQPFLK 4 157817023 2xTMT6plex [N-Term; K15] 0.889 1.037 4.223040104 22.76 0 2073.298874 3 691.7713013 0.230024045 0.00015897 86.15444382IADFGLAR 24 157817023 1xTMT6plex [N-Term] 1.222 1.313 1.184 3.270000696 43.46 0 1091.64106 2 546.3245239 0.651406024 0.000355551 54.48660453KENSSVEAK 2 157817023 3xTMT6plex [N-Term; K1; K9] 0.664 2.231356621 8.81 1 1678.994261 3 560.3355713 -1.250941031 -0.000700108 21.04506053VITLWYRPPELLLGEER 1 157817023 1xTMT6plex [N-Term] 1.513 3.030753851 0 2313.316819 3 771.7766724 -0.585747765 -0.000451673 94.85056683SQEVSSK 2 157817023 2xTMT6plex [N-Term; K7] 1.067 2.816984892 15.04 0 1222.704338 2 611.8580322 3.639639599 0.002225102 18.19364493DKDTGELVALK 2 157817023 3xTMT6plex [N-Term; K2; K11] 1.619 2.038349628 0.82 1 1876.13584 3 626.046875 -5.206424712 -0.003255987 50.290198757706563 RAB8B ras-related protein Rab-8B 51762 NP_057614.1 31.40096618 1 3 8 144 207 23.569 9.07 0.73 0.62 0.65 0.67 Significant 0.00242 LLIIGDSGVGK 80 7706563 2xTMT6plex [N-Term; K11] 1.232 1.135 1.119 4.134413719 54.76 0 1529.9667 2 765.4852905 -2.219515831 -0.001697893 71.87338775IQIWDTAGQER 220 7706563 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161NIEEHASSDVER 8 7706563 1xTMT6plex [N-Term] 0.642 0.611 0.598 5.259709835 39.98 0 1614.792094 3 538.9356079 0.109488069 5.89E-05 18.59169714LAIDYGIK 24 7706563 2xTMT6plex [N-Term; K8] 0.548 0.595 0.88 3.579517841 44.48 0 1350.839709 2 675.9226074 -1.310804116 -0.000885343 61.17720329TITTAYYR 6 7706563 1xTMT6plex [N-Term] 1.199 1.098 1.02 3.291759253 29.93 0 1217.672754 2 609.3400269 0.018872835 1.15E-05 34.14626649TIELDGK 15 7706563 2xTMT6plex [N-Term; K7] 1.228 1.279 1.4 2.611140728 35.09 0 1233.745474 2 617.3760376 -0.547604592 -0.000337802 43.23251001FLETSAK 6 7706563 2xTMT6plex [N-Term; K7] 0.808 0.673 0.721 3.05303812 31.94 0 1253.75056 2 627.3782959 -0.992544422 -0.000622202 45.10523626TIELDGKK 2 7706563 3xTMT6plex [N-Term; K7; K8] 0.936 0.675 1.8072716 1 1591.003369 3 531.0056763 -0.561646458 -0.00029786 43.7938361915011880 STK26 serine/threonine-protein kinase 26 isoform 1 51765 NP_057626.2 22.59615385 1 2 8 74 416 46.5 5.29 1.02 0.92 0.94 0.96 Significant 0.00101 LADFGVAGQLTDTQIK 26 15011880 2xTMT6plex [N-Term; K16] 1.054 0.957 1.174 4.86488533 86.31 0 2135.21124 2 1068.110229 0.909556084 0.000971047 76.7275261AGPFDEFQIATMLK 8 15011880 2xTMT6plex [N-Term; K14] 1.049 0.89 0.914 3.35388875 33.82 0 2026.108355 3 676.0427856 2.689117578 0.001816148 96.84027723TSYLTELIDR 9 15011880 1xTMT6plex [N-Term] 1.192 0.97 0.906 3.769824028 42.02 0 1439.794326 2 720.3990479 -2.435463741 -0.001753283 69.32968303AANVLLSEQGDVK 6 15011880 2xTMT6plex [N-Term; K13] 0.751 0.883 0.999 3.590111256 21.92 0 1802.042384 3 601.352417 0.17399511 0.000104516 54.3280384ADIWSLGITAIELAK 7 15011880 2xTMT6plex [N-Term; K15] 0.529 1.1 0.783 4.051765919 20.62 0 2059.220348 3 687.0783081 0.010973282 7.53E-06 112.6799257NQAIEELEK 6 15011880 2xTMT6plex [N-Term; K9] 0.959 1.034 1 3.813227654 49.2 0 1531.873194 2 766.4399414 -0.383535336 -0.000293764 44.47380219GLDYLHSEK 6 15011880 2xTMT6plex [N-Term; K9] 0.654 0.651 2.6065979 28.47 0 1519.852064 3 507.2885742 -0.58886899 -0.000298331 36.89306106GSFGEVFK 6 15011880 2xTMT6plex [N-Term; K8] 0.891 0.949 0.953 2.950922966 34.98 0 1328.761459 2 664.8842163 -0.22774051 -0.000151306 56.1987850429550838 GOLM1 Golgi membrane protein 1 51280 NP_057632.2 7.980049875 1 3 3 9 401 45.306 4.97 1.23 1.69 1.66 1.52 Significant 0.00934 LQQDVLQFQK 6 29550838 2xTMT6plex [N-Term; K10] 1.152 1.368 1.656 3.864288807 42.56 0 1705.004877 2 853.0056152 -0.541183936 -0.000461361 62.92614908KNEFQGELEK 2 29550838 3xTMT6plex [N-Term; K1; K10] 2.181 2.334111929 2.81 1 1909.099789 3 637.0369873 -1.770413447 -0.001126632 41.82801857NIDVFNVEDQKR 1 29550838 2xTMT6plex [N-Term; K11] 1.378 1.951500773 1 1935.069996 3 645.6935425 -2.026633973 -0.001307226 51.42496205
7706575 TM7SF3 transmembrane 7 superfamily member 3 precursor 51768 NP_057635.1 4.385964912 1 2 2 14 570 64.125 7.01 1.24 1.33 1.23 1.27 Significant 0.00063

GVDPPPCDAGTDQDSR 8 7706575 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.176 1.376 1.27 3.383171558 49.37 0 1915.865335 2 958.4356689 -0.664905488 -0.000636935 23.30879687VVTLTANDK 6 7706575 2xTMT6plex [N-Term; K9] 1.358 1.299 1.138 3.710982561 49.99 0 1418.861901 2 709.9332886 -1.832667126 -0.001300151 44.9068357124497605 NUP62 nuclear pore glycoprotein p62 23636 NP_057637.2 18.19923372 1 9 9 54 522 53.222 5.31 0.91 0.97 1 0.96 Significant 0.000759
DIIEHLNTSGAPADTSDPLQQICK 4 24497605 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C23] 1.093 1.318 6.319244385 56.08 0 3081.592685 3 1027.868164 -0.890994619 -0.000915227 68.33142761EQSGTIYLQHADEER 4 24497605 1xTMT6plex [N-Term] 1.229 0.948 3.560554743 25.84 0 2004.982413 3 668.9981079 -1.318205842 -0.000880993 43.37551816RLDQELDFILSQQK 8 24497605 2xTMT6plex [N-Term; K14] 1.142 1.106 1.115 5.219816208 28.7 1 2191.248688 3 731.0883789 0.864839651 0.000631693 85.00884493LDQELDFILSQQK 6 24497605 2xTMT6plex [N-Term; K13] 0.97 1.022 1.358 3.793961763 33.67 0 2035.147577 3 679.052063 -2.919550023 -0.001980572 93.33071939ELEDLLSPLEELVK 11 24497605 2xTMT6plex [N-Term; K14] 1.15 0.858 1.084 4.305180073 37.98 0 2085.209509 2 1043.107178 -1.165389492 -0.001215041 112.661837LAENIDAQLK 16 24497605 2xTMT6plex [N-Term; K10] 0.913 0.993 0.886 3.846175909 52.36 0 1572.936128 3 524.9827881 -1.473246209 -0.000772441 56.06669607WSLELEDQER 2 24497605 1xTMT6plex [N-Term] 0.594 4.10914278 22.73 0 1533.774653 2 767.3914185 0.59168018 0.000453752 55.95939696LAENIDAQLKR 1 24497605 2xTMT6plex [N-Term; K10] 1.167 2.370182037 1 1729.037239 3 577.0166016 -1.149687499 -0.000662617 46.40140562KVEEVTK 2 24497605 3xTMT6plex [N-Term; K1; K7] 0.439 0.587 2.497149706 1 1519.966255 3 507.3270264 0.177939189 9.02E-05 29.5213756

50959176 ERGIC2 endoplasmic reticulum-Golgi intermediate compartment protein 2 51290 NP_057654.2 8.48806366 1 2 2 15 377 42.521 6.77 1.25 1.38 0.93 1.19 Significant 0.0125
IAIDHNQMFQYFITVVPTK 12 50959176 2xTMT6plex [N-Term; K19] 1.382 1.367 0.934 4.60999155 20.23 0 2723.4995 3 908.5032959 -1.529475106 -0.001388508 97.94971755ISADTHQFSVTER 3 50959176 1xTMT6plex [N-Term] 1.197 1.563 3.497906685 17.01 0 1719.886328 3 573.9673462 0.672669001 0.000385638 45.5391225338788333 RSF1 remodeling and spacing factor 1 51773 NP_057662.3 7.564191534 1 10 10 50 1441 163.72 5.01 1.14 1.04 1.11 1.1 Significant 0.000729 LEEQLQDLDVALK 6 38788333 2xTMT6plex [N-Term; K13] 0.982 0.796 0.885 3.863016605 46.07 0 1972.136678 2 986.5702515 -1.750431575 -0.001726045 84.49340245YGPLLDLPELPFPELER 6 38788333 1xTMT6plex [N-Term] 1.207 1.745 4.358387947 54.77 0 2227.221187 3 743.0834961 6.621646442 0.004915957 111.3429021NIINEEDADTMR 6 38788333 1xTMT6plex [N-Term] 1.013 0.912 1.845 4.774842262 58.16 0 1649.800216 2 825.4033203 -0.516138252 -0.000425762 37.84742931NELAETLALLK 6 38788333 2xTMT6plex [N-Term; K11] 1.039 1.17 1.087 3.6020751 30.03 0 1673.024943 3 558.3461304 -0.660735348 -0.000368476 93.51258712LSDDFDSPVK 6 38788333 2xTMT6plex [N-Term; K10] 1.119 0.906 1.118 3.473589182 32.81 0 1580.857209 2 790.9327393 0.627890754 0.000496303 53.1728983VLPSEQESTK 6 38788333 2xTMT6plex [N-Term; K10] 1.352 1.163 1.347 3.398825884 55.25 0 1575.899408 2 788.4523926 -1.205599634 -0.000949952 35.41754439AQIDPVLLK 4 38788333 2xTMT6plex [N-Term; K9] 1.232 1.212 3.792470455 40.6 0 1454.934672 2 727.9701538 -1.127798274 -0.000820436 66.13670856ISTITALGHEGK 2 38788333 2xTMT6plex [N-Term; K12] 1.002 3.960967302 19.18 0 1684.999791 3 562.3388672 1.339550611 0.000752381 52.7734872ELVELHLK 2 38788333 2xTMT6plex [N-Term; K8] 1.488 1.958907247 14.23 0 1438.903372 3 480.3062744 0.624254697 0.000299414 58.31618863STEETEK 6 38788333 2xTMT6plex [N-Term; K7] 100 1.561 2.582 2.724548578 26.81 0 1281.693832 2 641.3502808 -0.42721323 -0.000273778 17.37805709

20149633 ECSIT evolutionarily conserved signaling intermediate in Toll pathway, mitochondrial isoform 1 precursor 51295 NP_057665.2 32.71461717 1 8 8 37 431 49.117 6.29 1.32 1.43 1.08 1.27 Significant 0.00649
DSTGAADPPQPHIVGIQSPDQQAALAR 2 20149633 1xTMT6plex [N-Term] 100 5.629918575 38.38 0 2969.527827 3 990.5126953 -1.446065755 -0.001431378 50.09415333ALVPFEDLFGQAPGGER 4 20149633 1xTMT6plex [N-Term] 1.293 0.995 3.808023214 30.71 0 2032.070106 3 678.0282593 0.05819289 3.94E-05 94.00464718DLAVYNQLLNIFPK 8 20149633 2xTMT6plex [N-Term; K14] 1.314 1.384 1.238 4.001448154 32.44 0 2106.236333 3 702.7508545 0.796361992 0.000559109 105.2791369WIQGLQETNPTLAQIPVVFR 6 20149633 1xTMT6plex [N-Term] 1.146 1.379 6.084339142 44.7 0 2539.423409 3 847.1445923 -1.648198767 -0.001395158 100.9739657ELQTSSAGLEEPPLPEDHQEEDDNLQR 2 20149633 1xTMT6plex [N-Term] 1.292 7.549459934 57.72 0 3305.560702 3 1102.523682 -1.273825685 -0.001403569 50.16941931GHIDFIYLALR 4 20149633 1xTMT6plex [N-Term] 1.816 1.714 4.067955494 36.61 0 1546.894315 3 516.3032227 0.517293743 0.000266733 75.33683287DLPQDPVELAMFGLR 9 20149633 1xTMT6plex [N-Term] 1.182 1.602 0.884 4.912127495 22.73 0 1930.03055 3 644.0151367 0.159135435 0.000102379 95.22260451VTIYQVPLPK 2 20149633 2xTMT6plex [N-Term; K10] 1.195 3.281393528 41.04 0 1616.018736 2 808.5123291 -0.837995776 -0.000677108 79.4983464420544151 CBX3 chromobox protein homolog 3 11335 NP_057671.2 62.84153005 1 9 11 165 183 20.798 5.33 1.45 1.44 1.45 1.45 Significant 0.00000531

IIGATDSSGELMFLMK 10 20544151 2xTMT6plex [N-Term; K16]; 2xOxidation [M12; M15] 1.464 1.648 1.482 5.031532288 56.3 0 2203.175449 2 1094.09436 0.416011898 0.000454947 84.28779647
IIGATDSSGELMFLMK 21 20544151 2xTMT6plex [N-Term; K16]; 1xOxidation [M] 0.947 1.467 1.348 4.92462492 80.84 0 2187.180534 2 1094.09436 0.416011898 0.000454947 84.28779647IIGATDSSGELMFLMK 33 20544151 2xTMT6plex [N-Term; K16] 1.308 1.329 1.349 5.337835789 70.68 0 2171.185619 2 1094.09436 0.416011898 0.000454947 84.28779647SLSDSESDDSK 22 20544151 2xTMT6plex [N-Term; K11] 1.521 1.475 1.742 4.042929173 59.44 0 1627.806296 2 814.40625 -0.658813031 -0.00053621 23.00797858KVEEAEPEEFVVEK 4 20544151 3xTMT6plex [N-Term; K1; K14] 1.625 2.069 6.570874691 38.15 1 2349.315654 3 783.776001 -0.938418092 -0.00073488 65.7580783VEEAEPEEFVVEK 8 20544151 2xTMT6plex [N-Term; K13] 1.484 1.528 1.343 4.378469467 60.52 0 1992.057759 2 996.53302 0.504031099 0.00050203 59.63471001WKDSDEADLVLAK 16 20544151 3xTMT6plex [N-Term; K2; K13] 1.669 1.681 1.502 5.057812214 29.52 1 2177.242096 2 1089.122559 -1.9543038 -0.002127496 64.41779456

GFTDADNTWEPEENLDCPELIEAFLNSQK 22 20544151 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C17] 1.415 1.276 2.001 5.84280014 58.2 0 3840.831471 3 1280.950562 1.473845014 0.00188693 109.103777
DSDEADLVLAK 6 20544151 2xTMT6plex [N-Term; K11] 1.186 1.024 1.108 4.362645149 45.37 0 1633.904888 2 817.4543457 -2.125529935 -0.001736457 52.77253788CPQIVIAFYEER 4 20544151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.702 3.659448624 34.46 0 1753.914458 3 585.3081665 -2.572268141 -0.001503846 76.08685257KSLSDSESDDSK 5 20544151 3xTMT6plex [N-Term; K1; K12] 1.566 1.771 3.314712524 10.33 1 1985.064191 3 662.3587036 -1.326491188 -0.000877723 24.68064046LTWHSCPEDEAQ 6 20544151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.464 1.728 1.17 3.042877197 31.02 0 1701.774001 2 851.390686 0.055430576 4.72E-05 38.40086534DAADKPR 8 20544151 2xTMT6plex [N-Term; K5] 1.294 1.611 1.522 3.262383461 9.88 0 1230.720656 3 410.9092407 -6.083843634 -0.002495837 16.08197626

59710109 TIMMDC1 complex I assembly factor TIMMDC1, mitochondrial precursor 51300 NP_057673.2 32.28070175 1 8 8 35 285 32.158 8.5 1.09 1.29 1.25 1.21 Significant 0.00254
TAATAGIIGWVYGGIPAFIHAK 4 59710109 2xTMT6plex [N-Term; K22] 1.79 4.447414398 22.63 0 2672.532849 3 891.5164795 0.761893933 0.000678729 111.1731935RLPYVPEPYYPESGWDR 2 59710109 1xTMT6plex [N-Term] 1.24 4.153568268 9.09 1 2353.181448 3 785.0663452 1.289664482 0.001011605 63.04848144IESSLQEDEPENDAK 6 59710109 2xTMT6plex [N-Term; K15] 1.107 1.237 3.531728745 41.04 0 2162.086493 3 721.3646851 -3.23354974 -0.002330405 53.26827555YSGETVQER 4 59710109 1xTMT6plex [N-Term] 1.216 1.415 3.382668495 38.29 0 1297.658561 2 649.3330078 0.137551591 8.92E-05 18.22524759LQVTEHLPEK 6 59710109 2xTMT6plex [N-Term; K10] 1.05 1.072 1.019 3.869517565 35.52 0 1651.978327 3 551.3306274 -0.604369782 -0.000332802 46.36505143LPYVPEPYYPESGWDR 4 59710109 1xTMT6plex [N-Term] 2.13 1.094 3.348911524 18.12 0 2197.080337 2 1099.04248 -1.207194136 -0.001326151 74.74056113FDAVQSAHR 6 59710109 1xTMT6plex [N-Term] 1.085 1.275 1.303 2.705150366 13.24 0 1259.6694 3 420.5612183 -0.236978721 -9.95E-05 24.61849198ELFGKDEQQR 3 59710109 2xTMT6plex [N-Term; K5] 1.414 1.478 2.694906712 1.6 1 1707.943005 3 569.9866333 1.371294205 0.000780697 34.8255037

7706131 FKBP11 peptidyl-prolyl cis-trans isomerase FKBP11 isoform 1 precursor 51303 NP_057678.1 14.4278607 1 3 3 24 201 22.166 9.39 1.15 1.19 1.11 1.15 Significant 0.000403
DPLVIELGQK 12 7706131 2xTMT6plex [N-Term; K10] 1.152 1.2 1.084 4.250597477 60.12 0 1569.961615 2 785.4836426 -1.023135684 -0.000803142 69.02567972AIIPSHLAYGK 6 7706131 2xTMT6plex [N-Term; K11] 1.176 1.334 1.176 4.022282124 40.84 0 1627.993584 3 543.3342285 -3.34852863 -0.001817128 53.86767109IIDTSLTR 6 7706131 1xTMT6plex [N-Term] 1.123 1.073 1.047 3.332973003 39.21 0 1147.688404 2 574.3463745 -2.55449698 -0.001465883 43.7907957538372909 KDM3B lysine-specific demethylase 3B 51780 NP_057688.2 9.937535491 1 10 10 56 1761 191.491 7.18 1.24 1.25 1.17 1.22 Significant 0.000425 VSIAQWPALTFTPLVDK 6 38372909 2xTMT6plex [N-Term; K17] 1.369 1.396 1.323 5.315984726 49.41 0 2344.368075 3 782.1279907 0.573151453 0.000447893 107.8780357

SELWKPEAFSQEFGDQDVDLVNCR 2 38372909 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C23] 1.034 5.029253483 20 0 3327.635612 3 1109.880737 -2.390086195 -0.002651112 78.8846133
LLLLFADTAASASASAPAAAAASGDPGPALR 8 38372909 1xTMT6plex [N-Term] 1.322 1.126 6.2376194 50.26 0 3053.646879 4 764.1660156 -1.521682167 -0.00116167 111.965058EEPSNPFLAFVEK 10 38372909 2xTMT6plex [N-Term; K13] 1.11 1.238 1.192 4.015435219 29.35 0 1965.07335 2 983.0386963 -1.645725782 -0.001616986 91.73253915KVPAESMPTLTPAFPR 4 38372909 2xTMT6plex [N-Term; K1] 1.047 1.125 5.643001556 33.44 1 2200.256416 3 734.0900269 -0.404072719 -0.000296355 64.35252206TIDEGDADEVTK 6 38372909 2xTMT6plex [N-Term; K12] 1.177 1.03 1.265 4.311415195 33.81 0 1750.911095 2 875.956604 -2.949208673 -0.002581901 35.74471362FEDLMENLPLPEYTK 6 38372909 2xTMT6plex [N-Term; K15] 1.19 1.281 1.111 4.202521801 38.36 0 2297.213942 3 766.4100342 0.699516503 0.000535646 98.34016754LPQTPLDTGIPFPPVFSTSSAGVK 10 38372909 2xTMT6plex [N-Term; K24] 1.192 1.424 1.359 5.737436295 72.69 0 2914.633016 3 972.2127075 -3.241255881 -0.003149024 107.4820282

ACNLTDTQK 2 38372909 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.789 2.748626232 20.15 0 1508.814299 2 754.9116821 1.185472469 0.000894329 29.13437149
FKEQEQDDSTVACR 2 38372909 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C13] 0.9 3.608959675 1.21 1 2171.080303 3 724.3648071 -0.200169142 -0.000144861 27.43510929

7705274 ARMCX3 armadillo repeat-containing X-linked protein 3 51566 NP_057691.1 15.30343008 1 5 5 26 379 42.474 8.37 1.11 1.03 0.98 1.04 Significant 0.00132
AQVPSSLGSLFNK 8 7705274 2xTMT6plex [N-Term; K13] 1.035 0.875 4.557031155 59.12 0 1806.052555 2 903.5288696 -1.158516778 -0.001046171 76.39015588LLLNLAENPAMTR 6 7705274 1xTMT6plex [N-Term] 1.001 0.981 1.014 4.176829815 48.58 0 1684.961742 2 842.9837646 -0.883915099 -0.000744682 79.32440581VYMNQVCDDTITSR 6 7705274 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.081 1.209 1.535 3.928019047 49.87 0 1930.920013 2 965.9629517 -0.7181083 -0.000693305 45.12829441

EFQVCADK 4 7705274 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.336 1.501 3.171195984 20.94 0 1454.771372 2 727.8890381 -0.393222011 -0.000286024 40.21416042SIVWYPPWAR 2 7705274 1xTMT6plex [N-Term] 0.982 3.549859524 23.12 0 1503.830986 2 752.4202881 1.53840551 0.001156751 81.101596717705300 UFM1 ubiquitin-fold modifier 1 isoform 1 precursor 51569 NP_057701.1 68.23529412 1 5 5 43 85 9.112 9.31 0.99 1.03 0.94 0.99 Significant 0.000695 VPAATSAIITNDGIGINPAQTAGNVFLK 6 7705300 2xTMT6plex [N-Term; K28] 0.814 0.421 0.903 6.843366623 56.48 0 3211.809083 4 803.7073975 -0.411950466 -0.000330777 94.62762098FAAEEFKVPAATSAIITNDGIGINPAQTAGNVFLK 6 7705300 3xTMT6plex [N-Term; K7; K35] 1.841 1.897 1.549 8.348669052 52.9 1 4263.363219 4 1066.595215 -0.982744088 -0.001047449 102.3692606VLSVPESTPFTAVLK 21 7705300 2xTMT6plex [N-Term; K15] 1.035 1.057 0.95 4.126554012 36.69 0 2046.225099 3 682.7459106 -0.938712172 -0.000640272 100.5840917FAAEEFK 8 7705300 2xTMT6plex [N-Term; K7] 1.095 0.958 0.83 2.6701262 35.1 0 1299.73491 2 650.3695679 -2.346938433 -0.001525199 51.74518051ITLTSDPR 2 7705300 1xTMT6plex [N-Term] 1.039 2.454092264 33.17 0 1131.657104 2 566.3328857 1.229006887 0.000695407 34.0606191922035592 MRPL35 39S ribosomal protein L35, mitochondrial isoform a 51318 NP_057706.2 4.255319149 1 1 1 6 188 21.501 11.3 1.35 1.27 1.24 1.29 Significant 0.00065
LHCGLWVR 6 22035592 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.351 1.27 1.242 3.418550968 29.86 0 1269.708763 3 423.9082336 1.090673527 0.000461613 39.4277245242734438 FAM49B protein FAM49B 51571 NP_057707.3 58.95061728 1 14 14 132 324 36.725 6.06 0.99 0.97 1.02 0.99 Significant 0.000214 DQPPNSVEGLLNALR 12 42734438 1xTMT6plex [N-Term] 0.871 1.029 0.943 5.484213352 72.04 0 1852.012591 3 618.0076904 -2.199472593 -0.001357817 85.71197005INNVPAEGENEVNNELANR 10 42734438 1xTMT6plex [N-Term] 1.206 0.932 1.027 5.261770725 62.9 0 2325.163231 3 775.7252197 -0.914021985 -0.000708417 49.4887557MSLFYAEATPMLK 20 42734438 2xTMT6plex [N-Term; K13] 1.108 1.059 1.107 4.377566814 51.19 0 1960.068799 2 980.531189 -6.988208945 -0.006848685 88.48347762DAEGILEDLQSYR 20 42734438 1xTMT6plex [N-Term] 0.737 0.619 1.012 4.816591263 44.93 0 1737.88566 2 869.4453125 -1.329943651 -0.001155645 72.71121259VLTCTDLEQGPNFFLDFENAQPTESEK 12 42734438 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C4] 1.164 100 3.143089294 31.44 0 3587.7616 4 897.6943359 -1.696414277 -0.001521583 106.5121109

GLLGALTSTPYSPTQHLER 6 42734438 1xTMT6plex [N-Term] 0.631 0.629 0.65 5.756073952 40.45 0 2270.234211 3 757.4157715 -0.638782936 -0.000483396 69.85613199MTNPAIQNDFSYYR 2 42734438 1xTMT6plex [N-Term] 0.982 3.885244846 54.15 0 1948.942463 2 974.9737549 -1.144156083 -0.001114947 56.72369204EIYNQVNVVLK 10 42734438 2xTMT6plex [N-Term; K11] 0.823 1.009 1.056 4.887462616 65.77 0 1777.062391 2 889.0334473 -1.560721089 -0.001386749 65.47658901
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NLPIENTTDCLSTMASVCR 12 42734438 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C18] 0.827 1.474 1.681 3.269906998 17.09 0 2411.156632 2 1206.079224 -2.264869193 -0.002730477 65.99784078
HLNDETTSK 6 42734438 2xTMT6plex [N-Term; K9] 1.052 0.978 1.024 3.929264069 31.84 0 1502.821493 3 501.611908 -0.214185815 -0.000107294 18.26070954EAIQHPADEK 6 42734438 2xTMT6plex [N-Term; K10] 0.997 1.121 1.07 3.865474939 28.92 0 1595.879342 3 532.6308594 -0.825153234 -0.000438948 22.33013708VLKDQPPNSVEGLLNALR 6 42734438 2xTMT6plex [N-Term; K3] 2.292 2.063 1.86 5.506925583 23.23 1 2421.422964 3 807.8117065 -0.990273541 -0.00079929 88.20242801AWGAVVPLVGK 4 42734438 2xTMT6plex [N-Term; K11] 0.869 0.879 3.222389698 23.12 0 1554.977205 3 518.9970703 -0.35222542 -0.000182567 78.8851629TLSDATTK 6 42734438 2xTMT6plex [N-Term; K8] 1.13 1.216 0.97 3.231438637 43.52 0 1294.761852 2 647.8842163 -0.537915765 -0.000348236 29.17562161

18379328 WAC WW domain-containing adapter protein with coiled-coil isoform 1 51322 NP_057712.2 1.391035549 1 1 1 6 647 70.681 9.45 1.34 0.68 1.32 1.11 Significant 0.0359
VCEIQATLR 6 18379328 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.338 0.676 1.321 3.624625444 24.62 0 1318.735037 2 659.8710938 -0.095675019 -6.31E-05 45.35268359

22035565 PAXBP1 PAX3- and PAX7-binding protein 1 isoform 1 94104 NP_057715.2 7.415485278 1 5 5 12 917 104.739 5.68 1.04 1.23 1.43 1.23 Significant 0.00823
ASLLSFQDEEEENEEVFK 2 22035565 2xTMT6plex [N-Term; K18] 1.149 3.595950365 14.21 0 2601.297214 3 867.769043 -1.783092576 -0.001546118 75.26981457LQLLTWTPLEAK 4 22035565 2xTMT6plex [N-Term; K12] 100 1.434 3.930977345 34.81 0 1871.140642 3 624.3823853 -4.296415834 -0.002679733 99.60935574TLDDDVFMPLYPK 2 22035565 2xTMT6plex [N-Term; K13] 1.003 2.523805141 4.84 0 2012.081472 3 671.3632202 -3.163085371 -0.002121462 83.3592236ELGDFTPHDNEPGK 2 22035565 2xTMT6plex [N-Term; K14] 1.17 3.595829487 15.91 0 2014.028191 3 672.0148315 0.869302085 0.0005836 41.84148745LEGSSGGIGER 2 22035565 1xTMT6plex [N-Term] 2.124 2.362561941 10.78 0 1290.68511 2 645.8469238 1.132294964 0.000730718 24.8752275558331150 MRPS30 28S ribosomal protein S30, mitochondrial 10884 NP_057724.2 22.32346241 1 6 6 41 439 50.333 7.97 1.16 1.35 1.08 1.19 Significant 0.00445 TVFLSGLPPPPAEPEPEPEPEPEPALDLAALR 18 58331150 1xTMT6plex [N-Term] 1.165 1.468 1.415 6.417469501 34.01 0 3604.898796 4 901.9805298 0.414172688 0.000373263 101.4106514YPPIVASMTADSK 4 58331150 2xTMT6plex [N-Term; K13] 1.166 1.193 3.423861265 66.22 0 1838.013392 2 919.5107422 0.443671958 0.000407738 65.84354886QLAEFVPLDYSVPIEIPTIK 4 58331150 2xTMT6plex [N-Term; K20] 1.562 1.034 3.397742033 18.97 0 2730.573376 3 910.8621216 -0.573082533 -0.000521615 111.9251523GFNDDVLLQIVHFLLNRPK 4 58331150 2xTMT6plex [N-Term; K19] 0.437 1.488 3.707167864 23.68 0 2696.565212 4 674.8964233 -0.499999265 -0.00033707 113.1391483WYQYFTK 5 58331150 2xTMT6plex [N-Term; K7] 1.298 1.432 1.23 2.882310152 27.19 0 1493.819308 2 747.4119263 -1.828802803 -0.00136595 71.43320613GEEIIPR 6 58331150 1xTMT6plex [N-Term] 1.072 1.329 0.965 2.08825469 19.68 0 1042.609426 2 521.8085938 0.465409182 0.00024262 32.025729177706200 THEM6 protein THEM6 precursor 51337 NP_057731.1 31.25 1 5 5 24 208 23.85 9.55 1.13 1.08 1.21 1.14 Significant 0.0011 RVEPPELPADLQHWISYNEASSQLLR 6 7706200 1xTMT6plex [N-Term] 1.589 0.813 1.345 5.790934086 30.52 1 3277.71669 4 820.184082 -0.668726192 -0.000547974 88.94253852VLPSDLDLLLHMNNAR 8 7706200 1xTMT6plex [N-Term] 1.089 1.153 1.611 4.54145956 51.86 0 2050.131661 3 684.0483398 -0.582620508 -0.00039815 92.43601174VVQHLCQR 2 7706200 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.034 3.17119503 20.28 0 1268.709491 3 423.5745544 -0.300297211 -0.000126997 20.91534577LLGWDDR 4 7706200 1xTMT6plex [N-Term] 1.01 1.079 2.690648079 18.56 0 1103.604675 2 552.3057861 -0.343387794 -0.000189482 53.94660687LLEPFEVR 4 7706200 1xTMT6plex [N-Term] 1.26 1.094 3.182994127 27.15 0 1231.72479 2 616.3653564 -1.098800143 -0.00067671 69.0064016218093112 ESF1 ESF1 homolog 51575 NP_057733.2 7.285546416 1 6 6 25 851 98.735 5.11 1.17 1.06 1.19 1.14 Significant 0.00125 TLDSGTSEIVK 4 18093112 2xTMT6plex [N-Term; K11] 1.187 1.678 4.250352859 45.53 0 1607.925623 2 804.4659424 -0.631257043 -0.000507507 44.9755877SIDPALSMLIK 4 18093112 2xTMT6plex [N-Term; K11] 1.146 0.975 3.645638466 22.34 0 1645.996286 3 549.3373413 0.719877555 0.000394972 87.66623856TDLDNSIGIK 2 18093112 2xTMT6plex [N-Term; K10] 0.948 1.974532247 10.25 0 1533.888844 2 767.4471436 -1.195191315 -0.000916645 50.21591096LTPWEQFLEK 7 18093112 2xTMT6plex [N-Term; K10] 1.08 1.129 1.332 3.841376305 50.7 0 1748.998729 2 875.0021362 -0.990697726 -0.000866365 90.64415968IVEHQNLSK 6 18093112 2xTMT6plex [N-Term; K9] 1.495 1.072 1.127 3.281551361 16.46 0 1525.910248 3 509.3079834 -0.557722637 -0.000283678 30.31876727SQKDDEEQIAK 2 18093112 3xTMT6plex [N-Term; K3; K11] 1.127 3.229332685 8.78 1 1978.105996 3 660.0396118 -0.866409983 -0.000571284 26.7711358124256489 CRNKL1 crooked neck-like protein 1 isoform a 51340 NP_057736.4 15.44811321 1 11 11 42 848 100.389 8 1.19 1.28 1.25 1.24 Significant 0.000455 ITDEEELNDYK 6 124256489 2xTMT6plex [N-Term; K11] 1.139 1.209 1.177 3.910286665 53.6 0 1826.942395 2 913.9744873 -0.381687253 -0.00034866 48.02657615APAEVQITAEQLLR 2 124256489 1xTMT6plex [N-Term] 1.284 3.562871456 45.44 0 1768.016614 2 884.5089111 -3.432458907 -0.003034322 74.98190347LVESDAEAEAVR 4 124256489 1xTMT6plex [N-Term] 1.264 1.332 5.05662632 68.22 0 1517.800868 2 759.4018555 -2.92079982 -0.002216596 48.93230754FAELETILGDIDR 10 124256489 1xTMT6plex [N-Term] 1.66 1.45 1.33 5.059645653 34.97 0 1720.931882 2 860.9691772 -0.4670422 -0.000401874 106.1406475FLEFGPENCTSWIK 2 124256489 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.106 2.35567522 29.42 0 2186.135633 2 1093.572144 0.630161896 0.00068881 89.72511436

GIEDIIVSK 2 124256489 2xTMT6plex [N-Term; K9] 1.147 3.067151785 33.67 0 1431.882302 2 716.4446411 -0.2069398 -0.000148157 63.77976569YAQWEESLK 2 124256489 2xTMT6plex [N-Term; K9] 1.389 3.200992584 30.68 0 1611.878279 2 806.4441528 1.706037049 0.001374962 55.69699828AIANVPPIQEK 2 124256489 2xTMT6plex [N-Term; K11] 1.364 2.544916153 30.32 0 1637.999063 2 819.5023804 -0.96386979 -0.000789409 53.91964578FVLVHPDVK 8 124256489 2xTMT6plex [N-Term; K9] 1.16 1.222 1.269 3.106215 29.73 0 1511.935006 3 504.6496582 -0.386842439 -0.00019496 56.24852434FQYEEEVK 2 124256489 2xTMT6plex [N-Term; K8] 1.256 3.454680204 25.8 0 1529.825181 2 765.4176025 1.795968689 0.001373759 44.46945155QQQEKEDAEHHPDEDVDESES 2 124256489 2xTMT6plex [N-Term; K5] 0.986 1.226 3.437055826 1 2939.317902 4 735.5844116 -0.709547485 -0.000521396 17.87347804
82880648 ZAK mitogen-activated protein kinase kinase kinase MLT isoform 1 51776 NP_057737.2 19.375 1 8 14 50 800 91.098 7.87 1.27 1.17 1.12 1.19 Significant 0.00138

QIISILESMSNDTSLPDK 6 82880648 2xTMT6plex [N-Term; K18] 1.234 1.567 1.045 4.723241806 47.5 0 2449.326012 3 817.1135254 0.004528542 3.70E-06 105.082485LTHDYINLFHFPPLIK 6 82880648 2xTMT6plex [N-Term; K16] 1.327 1.102 5.611185074 35.87 0 2426.400044 4 607.3549194 -0.905145724 -0.000549061 97.61316259EAEILSVLSHR 4 82880648 1xTMT6plex [N-Term] 1.351 1.321 4.25865078 37.73 0 1482.847758 3 494.9540405 -0.128042793 -6.33E-05 64.36201773DSGGEPEENEEK 6 82880648 2xTMT6plex [N-Term; K12] 0.64 100 1.635 3.749816418 32.92 0 1777.849223 2 889.4279175 -0.373956944 -0.00033242 18.25958097DSGFSSGNTDTSSER 2 82880648 1xTMT6plex [N-Term] 100 2.866562128 31.08 0 1775.78813 2 888.3977051 0.001783011 1.58E-06 17.20223933DVTFNTNLPDAEILK 2 82880648 2xTMT6plex [N-Term; K15] 1.187 3.225913763 37.5 0 2148.195256 2 1074.593506 -7.22501421 -0.007760371 77.30343855WISQDKEVAVK 4 82880648 3xTMT6plex [N-Term; K6; K11] 1.894 1.217 2.933366299 3.64 1 1990.194023 3 664.0687256 -1.205803132 -0.000799927 51.89765637NVVIAADGVLK 2 82880648 2xTMT6plex [N-Term; K11] 1.171 3.563069344 12.51 0 1556.977599 2 778.9905396 -2.438550458 -0.001898384 62.47302456RPQVPIK 6 82880648 2xTMT6plex [N-Term; K7] 1.08 1.051 1.021 3.081988335 12.61 0 1295.856362 3 432.6235657 -0.1684666 -7.28E-05 33.51788433VSEGGWTK 2 82880648 2xTMT6plex [N-Term; K8] 1.275 2.75879693 23.15 0 1321.751622 2 661.3800659 0.932880215 0.000616518 38.51063917ICDFGASR 3 82880648 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.063 0.949 2.830138683 12.42 0 1154.582559 2 577.7946777 -0.416082199 -0.000240201 33.80313974ASEEDSK 2 82880648 2xTMT6plex [N-Term; K7] 2.175 2.392386436 16.69 0 1223.651968 2 612.3299561 0.545751073 0.000333905 21.22810081WIVGIAK 3 82880648 2xTMT6plex [N-Term; K7] 1.202 1.227 2.764985323 16.21 0 1244.8131 2 622.9099731 -0.345964336 -0.00021533 71.88106496LTIPSSCPR 2 82880648 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.352 3.024622917 19.82 0 1259.697923 2 630.3521729 -0.678112474 -0.000427108 49.8540818741327712 CRK adapter molecule crk isoform a 1398 NP_058431.2 39.47368421 1 10 10 65 304 33.81 5.55 0.94 0.94 0.85 0.91 Significant 0.00109 IGDQEFDSLPALLEFYK 19 41327712 2xTMT6plex [N-Term; K17] 0.883 0.731 0.67 5.559130669 39.19 0 2443.316099 2 1222.152466 -7.548810153 -0.009222065 112.0427105TALALEVGELVK 8 41327712 2xTMT6plex [N-Term; K12] 1.126 1.126 0.907 5.577017307 69.67 0 1701.056243 2 851.0307007 -1.24549839 -0.001059331 86.99426407DKPEEQWWNAEDSEGK 4 41327712 3xTMT6plex [N-Term; K2; K16] 0.691 0.533 4.799879074 23.96 0 2635.324321 3 879.112793 -0.188107303 -0.000165241 53.2174937QEAVALLQGQR 6 41327712 1xTMT6plex [N-Term] 1.026 0.729 1.04 4.073027611 53.52 0 1441.832443 2 721.4202271 0.509748249 0.000367486 44.6849569IHYLDTTTLIEPVSR 6 41327712 1xTMT6plex [N-Term] 0.986 0.901 0.922 6.488100052 60.27 0 1987.106157 3 663.0397339 -0.759430913 -0.000503023 61.90580297DSSTSPGDYVLSVSENSR 4 41327712 1xTMT6plex [N-Term] 1.591 0.49 5.149911404 54.4 0 2129.019587 2 1065.013428 -0.00368773 -3.93E-06 48.62282899DKPEEQWWNAEDSEGKR 2 41327712 3xTMT6plex [N-Term; K2; K16] 1.108 4.895395279 13.66 1 2791.425432 4 698.6114502 -0.523545689 -0.00036536 44.46533588QEEAEYVR 6 41327712 1xTMT6plex [N-Term] 1.085 0.844 1.001 3.246466637 34.04 0 1252.637097 2 626.8214111 -1.238327029 -0.000775587 27.62266634GMIPVPYVEK 6 41327712 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.772 1.032 0.844 2.729650259 30.33 0 1606.927872 2 803.9672852 -0.360064387 -0.000289299 58.64038268LLDQQNPDEDFS 4 41327712 1xTMT6plex [N-Term] 0.67 0.849 2.158665895 30.25 0 1649.785611 2 825.3949585 -1.800802354 -0.001485469 54.539597048394376 STX18 syntaxin-18 53407 NP_058626.1 22.68656716 1 6 6 23 335 38.65 5.49 0.96 1.15 1.01 1.04 Significant 0.00298 LIGEMNSLFDEVR 6 8394376 1xTMT6plex [N-Term] 0.914 1.587 100 4.333949566 53.45 0 1751.919937 2 876.463501 -0.120677247 -0.000105708 95.05810386VLQQEAEIDSIHQLVVGATENIK 2 8394376 2xTMT6plex [N-Term; K23] 0.59 6.450751305 54.48 0 2992.671921 3 998.2317505 2.932915828 0.002925752 91.45143192TCSEAIQQLR 6 8394376 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.122 1.22 0.762 4.335906029 35.22 0 1434.757229 2 717.8818359 -0.58108437 -0.000416857 31.97160024EVISHIGK 2 8394376 2xTMT6plex [N-Term; K8] 1.155 3.352481842 20.89 0 1340.830207 3 447.615509 1.317839948 0.000589 35.43359046LEPEPNTK 6 8394376 2xTMT6plex [N-Term; K8] 0.902 1.062 1.055 3.329017639 18.64 0 1385.804052 2 693.4052124 -0.651921396 -0.000451718 31.33115128DSEENPATEERPEK 1 8394376 2xTMT6plex [N-Term; K14] 0.297 1.845861435 0 2089.044963 3 697.0192261 -0.879711723 -0.000612586 22.375377148393638 F11R junctional adhesion molecule A precursor 50848 NP_058642.1 43.14381271 1 11 11 97 299 32.562 7.9 0.99 1.14 1.14 1.09 Significant 0.0021 LIVLVPPSKPTVNIPSSATIGNR 12 8393638 2xTMT6plex [N-Term; K9] 1.293 1.076 1.118 5.697442055 27.22 0 2831.71227 4 708.682251 -1.799534439 -0.001273941 87.07897948VTFLPTGITFK 18 8393638 2xTMT6plex [N-Term; K11] 1.147 1.184 1.298 4.254559517 48.79 0 1682.0293 2 841.517334 -1.135004753 -0.000954556 89.67630961
AVLTCSEQDGSPPSEYTWFK 10 8393638 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C5] 1.174 1.16 1.222 6.510926247 62.12 0 2760.359103 3 920.7900391 -1.282134812 -0.001179717 73.26261074

EDTGTYTCMVSEEGGNSYGEVK 7 8393638 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C8] 1.125 1.246 1.089 6.27913332 76.3 0 2871.306475 3 957.7702637 -3.56536457 -0.003412418 49.78261083
LSCAYSGFSSPR 12 8393638 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.028 1.071 1.118 4.1682477 57.56 0 1560.767794 2 780.8870239 -0.655061209 -0.000511199 44.03666569ITASYEDR 8 8393638 1xTMT6plex [N-Term] 1.187 0.94 1.407 3.429564238 47.47 0 1183.615633 2 592.3108521 -1.018614831 -0.000602824 24.92566263IPENNPVK 12 8393638 2xTMT6plex [N-Term; K8] 0.987 1.094 1.044 2.869482517 19.45 0 1368.825121 2 684.9150391 -1.694843968 -0.001159972 36.61262135FDQGDTTR 6 8393638 1xTMT6plex [N-Term] 1.278 1.1 1.2 2.503360987 42.73 0 1168.579582 2 584.7938232 0.674223979 0.000393942 19.10722645LVCYNNK 6 8393638 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.14 1.291 1.275 3.254992485 22.99 0 1368.770978 2 684.8875732 -2.270559265 -0.001553938 36.02761031VIYSQPSAR 4 8393638 1xTMT6plex [N-Term] 0.918 0.924 3.042500019 25.03 0 1249.710202 2 625.3580322 -1.13177989 -0.000707198 27.77282616KVIYSQPSAR 2 8393638 2xTMT6plex [N-Term; K1] 0.541 3.221669912 5.09 1 1606.968097 3 536.3273315 -0.408104613 -0.000218604 30.0519075510937869 SMN2 survival motor neuron protein isoform d 6607 NP_059107.1 15.98639456 1 3 3 10 294 31.828 6.55 1.03 0.81 1 0.95 Significant 0.00525 GTGQSDDSDIWDDTALIK 3 10937869 2xTMT6plex [N-Term; K18] 0.966 0.811 3.761835337 30.37 0 2395.20292 3 799.0716553 -1.046767131 -0.00083574 71.36734874SAPWNSFLPPPPPMPGPR 3 10937869 1xTMT6plex [N-Term] 1.326 0.937 5.377203465 12.29 0 2174.141832 2 1095.570313 -1.551569785 -0.001699075 78.9546626KNTAASLQQWK 2 10937869 3xTMT6plex [N-Term; K1; K11] 0.997 5.558955669 24.4 1 1962.173957 3 654.7293091 -0.296902272 -0.000194191 46.23308481SAPWNSFLPPPPPMPGPR 2 10937869 1xTMT6plex [N-Term]; 1xOxidation [M14] 1.085 2.488670826 18.82 0 2190.136747 2 1095.570313 -1.551569785 -0.001699075 78.9546626

118600965 COQ3 ubiquinone biosynthesis O-methyltransferase, mitochondrial 51805 NP_059117.3 11.92411924 1 3 3 10 369 41.028 7.42 1.07 1.32 1.06 1.15 Significant 0.00542
GETEELQANACTNPAVHEK 6 118600965 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C11] 1.073 1.315 0.995 5.860370636 52.37 0 2556.276436 3 852.7634888 -0.204622395 -0.000174357 35.11779188

ILDVGCGGGLLTEPLGR 2 118600965 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.139 4.05365324 46.75 0 1956.078563 2 978.5427856 -0.137106424 -0.000134095 81.08459384TFLALAHK 2 118600965 2xTMT6plex [N-Term; K8] 1.072 2.735854149 25.16 0 1358.856028 3 453.6229248 -1.329460885 -0.000602182 52.61052722
157502212 GALNT7 N-acetylgalactosaminyltransferase 7 51809 NP_059119.2 18.72146119 1 9 9 28 657 75.341 7.11 0.96 1.17 1.13 1.09 Significant 0.00349

INEANQLMQYDQCLTK 2 157502212 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C13] 1.018 4.24532938 26.48 0 2427.241237 3 809.7511597 -0.952104001 -0.000770329 66.49189461
SEVLHQVFISNCDSSK 2 157502212 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 1.088 4.384567738 35.96 0 2308.200752 3 770.0706787 -1.41637905 -0.001089762 52.84931983
EPEPPGVVGGPGEK 6 157502212 2xTMT6plex [N-Term; K14] 1.017 0.989 1.587 4.290744305 61.68 0 1807.000185 2 904.0029907 -0.819150269 -0.000740102 40.34274885WFMEEIAYDITSHYPLPPK 2 157502212 2xTMT6plex [N-Term; K19]; 1xOxidation [M3] 1.217 2.989865303 4.52 0 2811.446796 3 937.8206787 0.244298705 0.000228944 95.54720364
VMITHCNLNEFK 4 157502212 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 1.393 1.371 4.287538528 23.05 0 1964.049795 3 655.3545532 -0.35052677 -0.000229484 54.41179221

RVPLTPQEK 4 157502212 2xTMT6plex [N-Term; K9] 1.097 1.06 3.707811356 17.82 1 1525.946633 3 509.3204041 0.016650781 8.47E-06 34.84961278AKPLVLGPEFK 4 157502212 3xTMT6plex [N-Term; K2; K11] 0.809 1.315 4.139213562 10.25 0 1886.208217 3 629.4089355 2.140007974 0.0013455 64.93665154
GFETAYCIDSMGK 2 157502212 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.342 2.191599846 7.68 0 1936.954891 2 968.9799194 -1.202481701 -0.001164576 58.98574992
NEQEHHAGGDSQK 2 157502212 2xTMT6plex [N-Term; K13] 0.981 2.215974808 9.3 0 1894.940773 4 474.4893494 -2.746792479 -0.001301252 13.6598902826051237 NUP54 nucleoporin p54 isoform 1 53371 NP_059122.2 35.50295858 1 15 15 83 507 55.401 7.02 1.26 1.22 1.3 1.26 Significant 0.000336 SQQQQLVESLHK 6 26051237 2xTMT6plex [N-Term; K12] 1.313 1.355 1.274 5.422585487 55.38 0 1883.075081 3 628.3631592 -0.083364141 -5.23E-05 43.50526946LVEHGLNETIHIR 6 26051237 1xTMT6plex [N-Term] 1.262 1.331 1.386 6.126758099 56.36 0 1760.001633 4 440.7562561 0.887251485 0.000390391 45.28111236LDIISEDISELQK 12 26051237 2xTMT6plex [N-Term; K13] 1.267 2.41 100 4.309988976 44.17 0 1961.120694 3 654.3782349 -0.276693912 -0.000180877 89.86594599SGYAIQADEEQLR 6 26051237 1xTMT6plex [N-Term] 1.289 1.161 1.057 4.85137701 68.86 0 1708.870344 2 854.9382935 -0.604894304 -0.000516843 39.48195457VQLDTIQGELNAPTQFK 8 26051237 2xTMT6plex [N-Term; K17] 1.526 1.163 1.293 6.006387234 51.03 0 2360.322582 3 787.4442139 -1.90362473 -0.001497723 74.47470954WNQLQAFWGTGK 8 26051237 2xTMT6plex [N-Term; K12] 1.34 1.404 4.617520332 35.4 0 1894.037574 2 947.5215454 -0.928946559 -0.00087973 84.79633541QLLQNPPAGVDPIIWEQAK 2 26051237 2xTMT6plex [N-Term; K19] 1.481 4.478070259 29.27 0 2575.464829 3 859.1573486 -2.848566006 -0.002445461 85.62265871RVPATTLYAHFEQANIK 6 26051237 2xTMT6plex [N-Term; K17] 1.267 1.408 1.256 4.473474026 21.74 1 2417.370535 4 605.0970459 -1.729605036 -0.001045274 57.87820805LNELMSQIR 4 26051237 1xTMT6plex [N-Term] 1.383 1.115 3.185316801 23.99 0 1332.750687 2 666.8786011 -0.571203279 -0.000380636 68.48697774YYIDADLLR 6 26051237 1xTMT6plex [N-Term] 1.447 1.005 1.268 3.153908253 54.85 0 1370.751733 2 685.8789673 -0.784014831 -0.000537345 63.67232401LIPVPMVGFK 6 26051237 2xTMT6plex [N-Term; K10] 1.177 1.228 1.214 3.363491774 58.66 0 1558.979514 2 779.9926147 -1.001127852 -0.000780369 97.25556539GYFNNNIPPVEFTQENPFCR 2 26051237 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.926 2.681837559 6.61 0 2672.276487 3 891.4325562 2.480322326 0.002209369 78.14509043VDNPDSEK 2 26051237 2xTMT6plex [N-Term; K8] 1.541 2.540895224 22.34 0 1361.731281 2 681.3684082 -1.278368041 -0.000870397 23.10179908TLQVLIK 8 26051237 2xTMT6plex [N-Term; K7] 1.093 0.98 2.795066833 19.53 0 1272.86553 2 636.935791 -0.96189167 -0.000612179 65.84513032KSGYAIQADEEQLR 1 26051237 2xTMT6plex [N-Term; K1] 1.256 2.749286175 1 2066.128239 3 689.3806763 -0.369474359 -0.00025446 39.7327209

34101288 CPSF2 cleavage and polyadenylation specificity factor subunit 2 53981 NP_059133.1 10.99744246 1 7 7 22 782 88.431 5.11 1.49 1.58 1.05 1.37 Significant 0.0139
HNTEDFTLFTLDDVDAAFDK 5 34101288 2xTMT6plex [N-Term; K20] 1.575 1.349 5.712796211 50.35 0 2772.376861 3 924.7955933 -1.671758594 -0.001544915 93.13518343VVLASQPDLECGFSR 2 34101288 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.53 4.493230343 56.45 0 1906.989414 2 953.9956055 -2.873226491 -0.002739606 59.03112005DAELAWIDGVLDMR 2 34101288 1xTMT6plex [N-Term] 1.22 3.120922565 46.74 0 1832.9414 3 611.6521606 0.28819448 0.000176081 102.9748898LKDSLVSSLQFCK 5 34101288 3xTMT6plex [N-Term; K2; K13]; 1xCarbamidomethyl [C12] 1.447 0.868 0.762 5.053168774 10.83 1 2212.297837 3 738.1026001 -2.0745837 -0.001529866 73.81032006

IGLEGCLCQDFYR 2 34101288 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C8] 2.737 3.303285837 16.1 0 1859.898156 2 930.4497681 -3.170365629 -0.002948279 67.1784003
FLIDNPSEK 4 34101288 2xTMT6plex [N-Term; K9] 1.518 1.701 3.568738461 35.76 0 1520.872465 2 760.9371338 -3.599599571 -0.002737266 57.35395848AKDAELAWIDGVLDMR 2 34101288 2xTMT6plex [N-Term; K2] 2.342 1.46 3.973297119 1 2261.236409 3 754.421875 6.484328636 0.004887533 96.843399178393116 CHRAC1 chromatin accessibility complex protein 1 54108 NP_059140.1 6.106870229 1 1 1 6 131 14.701 5.1 1.67 1.84 1.55 1.69 Significant 0.00248 LISLPLSR 6 8393116 1xTMT6plex [N-Term] 1.667 1.839 1.553 2.835883617 23.36 0 1127.73496 2 564.3707275 -0.693453606 -0.000391016 69.5597399327886582 MRPL39 39S ribosomal protein L39, mitochondrial isoform a 54148 NP_059142.2 49.70414201 1 17 17 117 338 38.697 7.65 1.16 1.07 1.16 1.13 Significant 0.000704

SILALVDGQPWDMYKPLTK 21 27886582 3xTMT6plex [N-Term; K15; K19] 1.068 1.003 1.146 5.376036644 27.59 0 2862.640634 4 716.4116211 -5.582054139 -0.003994854 103.2125438
APEVPVISGAFCYDVVLDSK 4 27886582 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C12] 1.053 1.301 4.98552227 38.85 0 2624.404597 3 875.4735718 0.59642939 0.000521757 97.32546164

DLPFETLEVEAK 10 27886582 2xTMT6plex [N-Term; K12] 1.136 0.906 1.207 4.811487675 60.64 0 1849.035902 2 925.0163574 -5.658941635 -0.005231793 82.34647157IGDFIDVSEGPLIPR 15 27886582 1xTMT6plex [N-Term] 1.202 1.508 1.336 4.265337944 49.43 0 1857.03193 2 929.0187378 -0.932140172 -0.000865507 87.20029325FQGVSLPVHLR 6 27886582 1xTMT6plex [N-Term] 1.241 1.039 1.031 4.956568241 39.99 0 1481.878999 3 494.6297913 -2.819596408 -0.001392767 63.28082935AFKDEYMVNLVR 6 27886582 2xTMT6plex [N-Term; K3] 1.027 1.305 1.155 3.579359531 16.03 1 1943.082475 3 648.3666382 1.485480322 0.000962137 64.39632546VALEIFQHSK 10 27886582 2xTMT6plex [N-Term; K10] 1.153 1.116 1.11 4.004740238 34.89 0 1629.972848 3 543.9949341 -1.594642456 -0.000866408 62.96063174KMVTEDQSK 2 27886582 3xTMT6plex [N-Term; K1; K9] 1.754 3.590418339 15.23 1 1753.013282 3 585.0093994 0.207170243 0.000121057 27.91250498
DCDPGEVNK 4 27886582 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.691 1.451 3.398729086 27.88 0 1491.751364 2 746.3779297 -1.864663956 -0.001390807 31.08383805
DAHALIYK 8 27886582 2xTMT6plex [N-Term; K8] 1.219 1.244 1.116 3.364974737 26.72 0 1388.830207 3 463.6140137 -1.95782347 -0.000906361 38.24938741MVTEDQSK 6 27886582 2xTMT6plex [N-Term; K8] 0.895 1.016 1.247 3.45031333 38.83 0 1395.755387 2 698.3795776 -2.513482373 -0.001754103 25.91199499LDEWMPTK 4 27886582 2xTMT6plex [N-Term; K8] 1.007 1.08 2.922799826 29.01 0 1477.812508 2 739.4083252 -2.120748984 -0.001567035 63.49627102ATEECTST 6 27886582 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.233 1.247 1.017 2.793272734 46.72 0 1127.508785 2 564.2577515 -0.495597303 -0.000279395 15.87827396TDPGTVFVMNK 2 27886582 2xTMT6plex [N-Term; K11] 1.253 3.748562098 21.58 0 1666.923849 2 833.9630127 -3.059719481 -0.00255016 57.8895123YKVDFIEEK 5 27886582 3xTMT6plex [N-Term; K2; K9] 1.429 0.995 1.198 3.164541483 1.53 1 1858.092912 3 620.0349731 -1.370300909 -0.000848715 58.34413644VDFIEEK 2 27886582 2xTMT6plex [N-Term; K7] 0.888 2.403903008 3.57 0 1337.771689 2 669.388855 -0.938545099 -0.00062778 55.2715289ASQNPER 6 27886582 1xTMT6plex [N-Term] 1.089 1.511 100 2.474951744 20.37 0 1030.547888 2 515.7774048 -0.344525171 -0.000177525 13.7524450482659087 STAU1 double-stranded RNA-binding protein Staufen homolog 1 isoform b 6780 NP_059347.2 32.06239168 1 17 17 133 577 63.143 9.44 1.28 1.32 1.28 1.29 Significant 0.000106 LLSELDQQSTEMPR 12 82659087 1xTMT6plex [N-Term] 0.987 1.126 1.126 5.266951084 67.1 0 1875.968343 2 938.4865112 -1.384644401 -0.001298775 64.02643133VSVGEFVGEGEGK 12 82659087 2xTMT6plex [N-Term; K13] 1.479 1.37 1.286 3.918450594 55.47 0 1751.957986 3 584.6558228 -2.89440062 -0.001690289 57.22709257ELLYGGTSPTAETILK 12 82659087 2xTMT6plex [N-Term; K16] 1.374 1.384 1.368 5.289221287 58.44 0 2151.231307 3 717.7483521 -0.373780194 -0.000268029 77.51251788NAAENMLEILGFK 20 82659087 2xTMT6plex [N-Term; K13] 1.315 1.28 1.328 4.201648235 55.14 0 1908.06649 2 954.5377808 0.940451209 0.000897222 107.8723163TKPIVKPQTSPEYGQGINPISR 6 82659087 3xTMT6plex [N-Term; K2; K6] 1.166 0.86 0.683 7.981246471 42.51 0 3097.79768 4 775.2040405 -1.080603374 -0.000836873 59.36915348NAAIAVLEELK 8 82659087 2xTMT6plex [N-Term; K11] 1.407 1.462 1.722 4.304227352 58.81 0 1628.998729 2 815.0037842 0.95958907 0.000781585 95.69849898NAAIAVLEELKK 4 82659087 3xTMT6plex [N-Term; K11; K12] 100 1.209 3.558575869 7.83 1 1986.256624 3 662.7575684 0.76943639 0.000509433 91.23088135VQGFQVEYK 12 82659087 2xTMT6plex [N-Term; K9] 1.461 1.438 1.176 4.253173828 53.42 0 1555.88845 2 778.4460449 -2.337375954 -0.001818348 54.85045795KEKEPEYTLLTER 4 82659087 3xTMT6plex [N-Term; K1; K3] 1.612 1.511 1.445 4.831733227 8.91 2 2323.347623 4 581.5900269 -4.022488082 -0.00233641 46.87608739NLPVNFEVAR 2 82659087 1xTMT6plex [N-Term] 1.128 2.978646755 24.01 0 1387.789515 2 694.399353 1.379391231 0.000957152 55.93771776ESEEENLNK 6 82659087 2xTMT6plex [N-Term; K9] 1.219 1.275 1.221 4.054679394 36.69 0 1549.810987 2 775.4110107 2.424504927 0.001878762 25.26321199LAQIQQAK 6 82659087 2xTMT6plex [N-Term; K8] 1.251 1.416 1.168 3.691701889 39.29 0 1357.856756 2 679.4321289 0.165888264 0.000112626 41.21191241VPQAQPTKPALK 3 82659087 3xTMT6plex [N-Term; K8; K12] 1.346 2.584578753 6.81 0 1965.246393 4 492.0665894 -0.949345655 -0.000466425 46.65999698KLPPLPAVER 10 82659087 2xTMT6plex [N-Term; K1] 1.255 1.684 1.351 4.22915554 28.61 1 1578.014319 3 526.675354 -1.780958669 -0.000936793 54.32671526ESGPPHMK 4 82659087 2xTMT6plex [N-Term; K8] 1.226 1.175 2.422496557 14.97 0 1340.739677 3 447.5848389 0.213346086 9.53E-05 21.76977309ILQNEPLPER 4 82659087 1xTMT6plex [N-Term] 0.973 1.154 3.428687334 26.15 0 1437.826295 2 719.4158936 -1.240776185 -0.00089201 47.52249954EFVMQVK 8 82659087 2xTMT6plex [N-Term; K7] 1.236 1.306 1.284 3.203862906 28.45 0 1338.785565 2 669.8953247 -1.637376436 -0.001096048 55.598361748670546 CYTH2 cytohesin-2 isoform 1 9266 NP_059431.1 8 1 1 3 12 400 46.517 5.54 0.83 0.9 0.64 0.79 Significant 0.00953 GINEGGDLPEELLR 6 8670546 1xTMT6plex [N-Term] 0.638 0.917 0.638 4.527029514 37.55 0 1740.932944 2 870.9685059 -1.843334208 -0.001604561 64.43822514LPGEAQK 2 8670546 2xTMT6plex [N-Term; K7] 1.163 1.739683747 11.42 0 1200.735244 2 600.8710938 -0.277338407 -0.000166505 30.17462338GIIPLENLSIR 4 8670546 1xTMT6plex [N-Term] 0.949 0.895 2.481458187 14.85 0 1453.89398 2 727.4501343 -0.679702458 -0.000494108 79.684586199257257 WDR1 WD repeat-containing protein 1 isoform 1 9948 NP_059830.1 65.84158416 1 29 29 345 606 66.152 6.65 1.03 1.02 1.03 1.03 Significant 0.0000105 AHDGGIYAISWSPDSTHLLSASGDK 10 9257257 2xTMT6plex [N-Term; K25] 1.029 0.995 0.886 7.124966145 60.41 0 3043.552534 4 761.6417847 -2.373975163 -0.00180633 64.76953125FGAVFLWDSGSSVGEITGHNK 22 9257257 2xTMT6plex [N-Term; K21] 0.985 0.914 0.84 6.359519958 54.82 0 2666.397872 3 889.4710083 0.225034812 0.000200011 87.59164439NIDNPALADIYTEHAHQVVVAK 12 9257257 2xTMT6plex [N-Term; K22] 0.974 0.943 0.935 7.039337635 56.2 0 2876.567062 4 719.8978271 0.840110346 0.000604158 61.50623816LYSILGTTLKDEGK 31 9257257 3xTMT6plex [N-Term; K10; K14] 1.132 1.168 1.111 5.040886879 41.44 1 2225.335996 3 742.4501343 -0.065759943 -4.88E-05 79.63941127VVTVFSVADGYSENNVFYGHHAK 8 9257257 2xTMT6plex [N-Term; K23] 1.364 1.212 6.064771652 30.69 0 2998.546327 4 750.3922729 0.311916767 0.000233824 71.00559834

GPVTDVAYSHDGAFLAVCDASK 16 9257257 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C18] 1.429 1.431 1.462 7.332620144 59.38 0 2738.385987 3 913.465332 -1.659264352 -0.001514569 62.19740324
SYIYSGSHDGHINYWDSETGENDSFAGK 14 9257257 2xTMT6plex [N-Term; K28] 0.88 0.905 0.96 7.748105049 45.99 0 3594.64499 4 899.4152832 -1.582155544 -0.001421822 53.84679047MTVDESGQLISCSMDDTVR 6 9257257 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.966 1.03 5.17801857 89.87 0 2373.093362 2 1187.051025 0.5949413 0.000705926 59.63384498FATASADGQIYIYDGK 10 9257257 2xTMT6plex [N-Term; K16] 1.004 0.961 0.658 4.606764317 56.97 0 2178.148306 2 1089.575317 -2.271431363 -0.002473757 71.13154143LHHVSSLAWLDEHTLVTTSHDASVK 16 9257257 2xTMT6plex [N-Term; K25] 1.012 0.861 1.06 8.547133446 67.73 0 3241.736981 5 649.1538696 1.005900402 0.000652173 59.86501678CFSIDNPGYEPEVVAVHPGGDTVAIGGVDGNVR 4 9257257 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 100 100 4.002481937 38.46 0 3626.774675 3 1209.595703 -0.584341513 -0.000706425 71.73107397

LATGSDDNCAAFFEGPPFK 21 9257257 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C9] 1.036 0.966 1.071 5.62276125 36.46 0 2502.237532 3 834.7510376 0.41082949 0.000342664 77.40854602
YAPSGFYIASGDVSGK 28 9257257 2xTMT6plex [N-Term; K16] 1.112 1.075 1.032 4.849661827 102.03 0 2077.100627 2 1039.055176 1.178417871 0.001223846 62.86815707DHLLSVSLSGYINYLDR 4 9257257 1xTMT6plex [N-Term] 0.935 1.162 5.172612667 32.35 0 2194.170549 3 732.0602417 -1.994695602 -0.001458901 84.68930066VFASLPQVER 6 9257257 1xTMT6plex [N-Term] 0.887 0.934 0.902 3.325741291 39.89 0 1374.794266 2 687.9006348 -0.198756102 -0.000136624 58.94800324LYSILGTTLK 12 9257257 2xTMT6plex [N-Term; K10] 0.771 0.714 0.739 4.234440327 45.51 0 1566.987101 2 783.99823 1.328684158 0.001041015 86.31147209DYSGQGVVK 18 9257257 2xTMT6plex [N-Term; K9] 1.072 0.99 0.974 3.911848545 56.07 0 1410.799301 2 705.9042358 1.342834297 0.000947235 31.2598478

SIQCLTVHK 6 9257257 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 0.973 0.925 3.133656979 49.82 0 1543.903054 2 772.4555054 0.440229835 0.000339836 41.62499554
DIAWTEDSK 6 9257257 2xTMT6plex [N-Term; K9] 0.628 0.572 0.639 3.899596453 51.75 0 1522.815345 2 761.9108887 -0.554096236 -0.000421893 46.64584766KVFASLPQVER 7 9257257 2xTMT6plex [N-Term; K1] 0.842 1.226 1.401 4.509467125 11.16 1 1732.052161 3 578.0220947 -0.248370298 -0.000143397 55.2776384YEYQPFAGK 16 9257257 2xTMT6plex [N-Term; K9] 1.064 1.016 1.093 4.247640133 39.04 0 1560.846251 2 780.9260864 -0.867823103 -0.000677269 49.98940077NNPSKPLHVIK 11 9257257 3xTMT6plex [N-Term; K5; K11] 1.223 1.199 1.251 3.494322062 14.22 0 1934.215427 4 484.3091431 -0.354202725 -0.000171276 36.03435046DIAWTEDSKR 6 9257257 2xTMT6plex [N-Term; K9] 1.016 1.112 1.352 4.250379562 10.59 1 1678.916455 3 560.3106689 0.594500063 0.000332705 37.66207524VINSVDIK 6 9257257 2xTMT6plex [N-Term; K8] 0.937 0.935 0.968 3.577516556 45.33 0 1345.845523 2 673.4257813 -0.918872173 -0.00061833 51.38334588
VCALGGSK 12 9257257 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.923 1.016 0.998 3.151634216 40.5 0 1249.733864 2 625.3701782 -0.627465343 -0.000392082 35.05799897

IKDIAWTEDSKR 7 9257257 3xTMT6plex [N-Term; K2; K11] 0.748 1.678 1.489 4.118405342 7.13 2 2149.258414 4 538.0697021 -0.667972841 -0.000358912 48.32491572YTSLMLR 12 9257257 1xTMT6plex [N-Term] 1.07 0.877 1.165 2.60831213 28.29 0 1112.633532 2 556.819458 -1.700941344 -0.000946262 49.52185352IWDTTQK 14 9257257 2xTMT6plex [N-Term; K7] 0.932 0.951 0.952 3.292492867 26.04 0 1349.782922 2 675.3955688 0.695500956 0.000469388 45.50564512GHTNQVSR 4 9257257 1xTMT6plex [N-Term] 0.979 100 2.138086796 36.07 0 1127.611885 2 564.3093872 -0.343572059 -0.000193708 12.7068107639725636 TMED9 transmembrane emp24 domain-containing protein 9 precursor 54732 NP_059980.2 38.29787234 1 7 8 96 235 27.26 8.02 1.1 1.13 1.15 1.12 Significant 0.000166
QLVEQVEQIQK 15 39725636 2xTMT6plex [N-Term; K11] 1.079 1.133 1.193 5.09172678 56.03 0 1800.06312 2 900.5355225 0.360355072 0.000324331 57.03866366EEYQPATPGLGMFVEVKDPEDK 16 39725636 3xTMT6plex [N-Term; K17; K22] 0.939 1.016 1.257 5.360137939 27.74 1 3166.658528 4 792.4199829 -0.134649622 -0.000106597 78.25066654VHLDIQVGEHANDYAEIAAK 11 39725636 2xTMT6plex [N-Term; K20] 1.097 1.048 1.095 6.760569096 55.44 0 2651.419335 4 663.6104736 0.275075783 0.000182335 60.42033435

KCFIEEIPDETMVIGNYR 2 39725636 2xTMT6plex [N-Term; K1]; 1xOxidation [M12]; 1xCarbamidomethyl [C2] 1.219 2.986727715 27.13 1 2688.377731 3 896.7973022 -0.140241349 -0.000125674 71.37129493
CFIEEIPDETMVIGNYR 6 39725636 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.376 0.825 1.134 4.022349358 34.48 0 2315.124921 2 1158.061279 -4.1633072 -0.004819288 81.7004597

KCFIEEIPDETMVIGNYR 2 39725636 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 1.857 3.033199787 6.82 1 2672.382816 3 896.7973022 -0.140241349 -0.000125674 71.37129493
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

FSLFAGGMLR 14 39725636 1xTMT6plex [N-Term] 1.196 1.091 1.225 4.038180351 47.68 0 1327.739394 2 664.3727417 -0.894099827 -0.000593566 94.4816038DKLSELQLR 16 39725636 2xTMT6plex [N-Term; K2] 1.226 1.372 1.329 3.64760375 20.89 1 1559.952113 2 780.4807129 1.305425489 0.001018201 48.03068954FSLFAGGMLR 2 39725636 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.743 1.634813309 30.73 0 1343.734309 2 664.3727417 -0.894099827 -0.000593566 94.4816038LSELQLR 12 39725636 1xTMT6plex [N-Term] 0.844 0.806 0.812 2.662468433 29.8 0 1087.667275 2 544.3366699 -1.113967734 -0.000605813 47.7250492966346717 HAUS7 HAUS augmin-like complex subunit 7 55559 NP_059988.3 7.880434783 1 2 2 8 368 40.752 4.83 1.13 0.87 0.3 0.77 Non-Significant 0.0888 GGDDYSEDEGDSSVSR 4 66346717 1xTMT6plex [N-Term] 1.432 0.301 4.385257721 59.52 0 1903.799089 2 952.4035034 0.336866396 0.000320663 17.16184227QLHFMDQLLDTIR 4 66346717 1xTMT6plex [N-Term] 1.072 0.872 4.696872711 27.73 0 1859.004669 3 620.3398438 0.165992052 0.00010286 85.9064632441055989 MPHOSPH8 M-phase phosphoprotein 8 54737 NP_059990.2 2.790697674 1 2 2 8 860 97.123 6.06 1.6 2.04 1.49 1.71 Significant 0.00952 LALLEPVFPIACHR 6 41055989 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.602 2.044 2.189 4.552146435 51.3 0 1865.066876 3 622.3604736 -0.004536868 -2.82E-06 90.15870781LMPVSAQTPK 2 41055989 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 1.088 1.622132421 17.18 0 1545.907471 2 773.4577637 0.50424994 0.000389762 39.55609459
188497630 CNOT11 CCR4-NOT transcription complex subunit 11 55571 NP_060016.3 11.37254902 1 3 3 13 510 55.18 6.4 1.21 1.06 1.27 1.18 Significant 0.00279

TLDTGETPSETK 6 188497630 2xTMT6plex [N-Term; K12] 1.405 1.065 1.491 4.205157757 66.98 0 1736.931831 2 868.968811 -0.855070799 -0.0007426 30.65940509TEPLAANPFAASFAHLLNPAPPAR 2 188497630 1xTMT6plex [N-Term] 1.339 5.65758419 52.33 0 2702.461585 3 901.4910278 -1.130518903 -0.001018395 101.2474853GGQEPDRPPLSGFLPPITPPEK 5 188497630 2xTMT6plex [N-Term; K22] 1.083 1.063 0.995 3.540737391 5.65 0 2787.544536 3 929.8515015 -1.644689586 -0.001528215 85.95320761
8923708 FOXRED1 FAD-dependent oxidoreductase domain-containing protein 1 55572 NP_060017.1 29.218107 1 10 10 44 486 53.778 7.78 1.23 1.4 1.32 1.32 Significant 0.00139

YVYVWHCPQGPGLETPLVADTSGAYFR 8 8923708 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.944 1.576 1.398 6.149635315 30.05 0 3312.634935 3 1104.884766 1.451679734 0.001602962 83.17500433FNPSGYLLLASEK 8 8923708 2xTMT6plex [N-Term; K13] 1.382 1.643 1.347 4.658928871 31.88 0 1897.083521 3 633.0320435 -1.02452469 -0.00064787 90.9548165DAAAMESNVK 6 8923708 2xTMT6plex [N-Term; K10] 1.044 1.326 1.237 4.250484467 70.41 0 1493.8034 2 747.4051514 -0.250050057 -0.000186763 31.15538201NINEYLAVVDAPPLDLR 4 8923708 1xTMT6plex [N-Term] 1.114 1.191 5.862859249 49.2 0 2141.180385 3 714.3981323 -0.252784561 -0.000180419 90.49096684KVQSLGVLFCQGEVTR 2 8923708 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C10] 1.137 4.369501591 6.38 1 2279.294593 3 760.4354248 -1.259984535 -0.000957292 67.20684437
SPTEQEEPDPANLEVDHDFFQDK 6 8923708 2xTMT6plex [N-Term; K23] 0.797 1.635 1.431 5.491731167 38.31 0 3145.500224 3 1049.168579 -2.873818048 -0.003013198 63.7539498GGFSLDWDGK 2 8923708 2xTMT6plex [N-Term; K10] 1.222 3.44360137 21.26 0 1539.820764 2 770.4142456 0.292443736 0.000225155 64.71846188VWPHLALR 4 8923708 1xTMT6plex [N-Term] 1.479 1.494 3.176137924 33.56 0 1220.746528 3 407.587677 1.596970226 0.000649832 56.04698602VSLMSPDQLR 2 8923708 1xTMT6plex [N-Term] 1.309 3.204379797 53.53 0 1374.761251 2 687.8803101 -5.752244475 -0.003953981 52.90769933VPAFETLK 2 8923708 2xTMT6plex [N-Term; K8] 1.305 2.891535521 32.56 0 1362.839709 2 681.9237061 0.313007738 0.00021329 61.039531378923710 CDV3 protein CDV3 homolog isoform b 55573 NP_060018.1 66.27906977 1 8 8 69 258 27.318 6.4 0.89 0.86 1.08 0.94 Significant 0.00529 KTPQGPPEIYSDTQFPSLQSTAK 8 8923710 3xTMT6plex [N-Term; K1; K23] 0.888 0.834 1.127 6.644887447 45.12 1 3207.750455 3 1069.922119 0.42070351 0.000449837 65.16373784AASAAGAAGSAGGSSGAAGAAGGGAGAGTRPGDGGTASAGAAGPGAATK 12 8923710 2xTMT6plex [N-Term; K49] 0.93 0.866 0.92 10.79828835 64.69 0 4128.045471 4 1032.768311 1.439314935 0.001485389 29.45335906

VQAMQISSEKEEDDNEKR 6 8923710 3xTMT6plex [N-Term; K10; K17] 0.739 0.859 0.977 6.350729942 24.77 2 2823.476147 4 706.6235352 -1.358770112 -0.000959114 37.82227701QDPGDNWEEGGGGGGGMEK 9 8923710 2xTMT6plex [N-Term; K19] 0.749 0.748 100 5.194104195 88.52 0 2335.066109 3 779.0266724 -0.276210662 -0.00021499 37.21356056TAPVQAPPAPVIVTETPEPAMTSGVYRPPGAR 14 8923710 1xTMT6plex [N-Term] 0.779 1.035 1.18 6.77462244 29.55 0 3486.86164 4 872.4682617 -2.98914499 -0.002605684 70.46188547LQLDNQYAVLENQK 4 8923710 2xTMT6plex [N-Term; K14] 1.113 0.669 3.15560317 60.53 0 2134.190839 2 1067.5979 -1.084729026 -0.001157509 63.02888631SLDNFFAK 10 8923710 2xTMT6plex [N-Term; K8] 0.696 0.837 0.777 3.612892628 44.8 0 1399.798572 2 700.4031372 0.303925201 0.000212717 65.68386647EVDYSGLR 6 8923710 1xTMT6plex [N-Term] 1.216 0.973 1.269 3.399218798 39.66 0 1167.620719 2 584.3137817 -0.369703475 -0.000215837 31.85094947154813199 PARP14 poly [ADP-ribose] polymerase 14 54625 NP_060024.2 25.37479178 1 34 34 162 1801 202.672 7.18 0.72 0.76 0.74 0.74 Significant 0.000243 TVEAFAEAVK 4 154813199 2xTMT6plex [N-Term; K10] 0.786 0.864 3.969570398 64.89 0 1522.888116 2 761.9473267 -0.485163473 -0.000369425 59.68954083TVLAPGVVLIVQQGDLAR 9 154813199 1xTMT6plex [N-Term] 0.935 0.663 0.821 6.450969219 49.66 0 2078.25349 3 693.4226685 -0.018413974 -1.28E-05 90.48040631SIAIPAISSGVFGFPLGR 16 154813199 1xTMT6plex [N-Term] 0.7 0.721 0.756 5.489068508 56.67 0 2018.163613 3 673.3914795 -1.847027374 -0.001242534 105.2378406VANVEYFPEESSALIEFFDR 10 154813199 1xTMT6plex [N-Term] 0.472 0.714 0.482 4.559445381 65.28 0 2591.2867 3 864.4336548 -0.111610395 -9.64E-05 109.0942413AILECAGQNVER 6 154813199 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.925 0.639 0.726 4.268673897 50.61 0 1588.831456 2 794.9180298 -1.682695591 -0.00133676 39.86326425AGPELQEELDTVGQGVAVSMGTVLK 8 154813199 2xTMT6plex [N-Term; K25] 0.614 0.623 0.589 7.352330685 64.26 0 2986.617108 3 996.2113037 0.753254512 0.000749894 111.9180317SIAFPAIGTGNLGFPK 10 154813199 2xTMT6plex [N-Term; K16] 0.677 0.787 5.288150787 58.29 0 2048.194468 3 683.4025269 -0.703450583 -0.000480268 92.9413742GSLVSPGGLQMLLVK 6 154813199 2xTMT6plex [N-Term; K15] 0.617 0.65 0.673 4.066241741 30.76 0 1957.192025 3 653.0683594 -0.766626361 -0.000500145 97.59819221TDVVVNSVPLDLVLSR 2 154813199 1xTMT6plex [N-Term] 0.63 4.428315639 49.1 0 1955.137458 2 978.0719604 -0.415992011 -0.000406661 93.80622045AAGPELQADCDQIVK 2 154813199 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C10] 0.567 4.426903248 31.37 0 2073.105061 3 691.706543 0.007079357 4.89E-06 50.32074798
NIIHVIGGNDVK 6 154813199 2xTMT6plex [N-Term; K12] 0.8 0.602 0.656 3.484140158 31.72 0 1737.042325 3 579.6852417 -0.663681205 -0.000384281 50.75137175YVLHVVAPEWR 6 154813199 1xTMT6plex [N-Term] 0.652 0.731 3.775058746 27.34 0 1597.905214 3 533.3064575 -0.2467239 -0.000131414 62.57470037LPYHHVIHAVGPR 4 154813199 1xTMT6plex [N-Term] 0.692 0.643 5.535170555 36.12 0 1724.991009 4 432.0035095 0.69529982 0.000299846 30.38708126SSVSSVLQECEK 2 154813199 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 0.727 3.83432889 51.09 0 1810.962085 2 905.9815674 -3.438555907 -0.003113547 47.29647492

EGTQLSSQQSVMSK 2 154813199 2xTMT6plex [N-Term; K14] 0.639 3.948331356 22.02 0 1968.047211 3 656.6869507 -0.463738478 -0.00030422 35.44806541TLQEVHFLLHPSDHENIQAFSDEFAR 2 154813199 1xTMT6plex [N-Term] 1.167 3.036670208 1.01 0 3309.649004 5 662.7351685 -0.68548805 -0.000453745 74.15255322LASFLGFSK 4 154813199 2xTMT6plex [N-Term; K9] 0.747 0.761 3.912867308 38.74 0 1427.866258 2 714.4364624 -0.427081534 -0.000304908 84.62497693LLFNFVEQNMK 5 154813199 2xTMT6plex [N-Term; K11] 0.878 0.692 3.375367403 26.02 0 1841.039548 3 614.3516235 0.418158029 0.000256615 99.48732208
MEDIPEECENISSLVAFENLK 4 154813199 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C8] 0.621 0.598 4.654060364 26.93 0 2925.462582 3 975.8242188 -1.530957883 -0.00149292 95.82339352

VAEAIIDAIEDFVQK 3 154813199 2xTMT6plex [N-Term; K15] 1.046 0.791 2.608454943 5.81 0 2119.205092 3 707.0727539 -0.652981278 -0.000461267 114.9156487LVEVKPSLVIDYLK 6 154813199 3xTMT6plex [N-Term; K5; K14] 0.812 0.769 0.901 4.583763123 13.89 0 2303.455717 3 768.4890137 -1.401969376 -0.001076458 96.94360744IQNPDLWNSYQAK 4 154813199 2xTMT6plex [N-Term; K13] 0.555 0.916 3.221767426 26.77 0 2035.101296 2 1018.055542 1.234029176 0.001255687 60.21131768ILIEFDTLK 2 154813199 2xTMT6plex [N-Term; K9] 0.613 2.932174206 24.2 0 1549.960552 2 775.4831543 -0.980828994 -0.000760123 91.44196906FLVFFYPEDVR 4 154813199 1xTMT6plex [N-Term] 1.002 0.776 3.816590786 16.95 0 1660.893646 2 830.9486084 -2.231089952 -0.001852802 103.0255474VTIRPAATLVNEGRPR 3 154813199 1xTMT6plex [N-Term] 1.252 0.948 6.301794052 11.99 0 1979.171158 4 495.5487976 1.112965738 0.000550687 40.82064699VTQHLCLK 6 154813199 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 0.755 0.947 0.799 3.204296827 22.68 0 1456.871026 3 486.2950745 -0.244332766 -0.000118654 39.96655922
SVHTDKPGAK 2 154813199 3xTMT6plex [N-Term; K6; K10] 0.593 3.643071651 7.02 0 1727.04188 4 432.5152893 -1.477968466 -0.000638128 29.70501917LPVDVVVNASNEDLK 4 154813199 2xTMT6plex [N-Term; K15] 0.569 0.787 3.454921007 13.92 0 2070.184691 3 690.7334595 0.547771401 0.000377996 77.82995722ELIESTTQK 4 154813199 2xTMT6plex [N-Term; K9] 1.018 0.576 3.063222408 16.8 0 1506.877945 2 753.9435425 1.236723216 0.000931795 38.63328102GLTHNLLK 2 154813199 2xTMT6plex [N-Term; K8] 0.635 2.586711407 16.84 0 1353.861841 3 451.9586182 -0.398931262 -0.000180033 45.98472153GSAQSVK 2 154813199 2xTMT6plex [N-Term; K7] 0.816 1.722161412 19.03 0 1134.688294 2 567.8470459 -1.303030209 -0.000739267 20.00847123NHLVLEK 2 154813199 2xTMT6plex [N-Term; K7] 0.702 1.737046957 13.33 0 1310.819642 3 437.6112976 -0.230861458 -0.000100873 35.88649252KNDYIITGGGFLR 5 154813199 2xTMT6plex [N-Term; K1] 0.931 0.912 0.814 3.924122334 4.73 1 1912.105653 3 638.0387573 -2.057646416 -0.001311479 59.29141363KTESATFR 5 154813199 2xTMT6plex [N-Term; K1] 0.911 0.674 0.619 2.098662615 11.81 1 1397.815285 3 466.6101379 0.411748509 0.000191849 21.610598266932982 FBLIM1 filamin-binding LIM protein 1 isoform a 54751 NP_060026.2 39.67828418 1 12 12 80 373 40.643 6.02 1.13 1.2 1.15 1.16 Significant 0.000322

GASTDICAFCHK 7 66932982 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C7; C10] 1.281 1.404 1.214 4.845146656 34.57 0 1824.913696 3 608.975647 -0.716747337 -0.000436001 39.49249097
FAPVCSICENPIIPR 14 66932982 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 1.363 1.106 1.207 5.012774944 60.51 0 2002.045155 3 668.0194092 -0.739404371 -0.00049344 73.40354224

ALGQAFHPSCFTCVTCAR 6 66932982 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C10; C13; C16] 1.358 1.581 1.465 5.043438911 38.29 0 2312.093578 3 771.3688354 -0.70292239 -0.000541741 55.66817107
KFAPVCSICENPIIPR 6 66932982 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C6; C9] 1.37 1.259 4.782574654 17.91 1 2359.30305 3 787.1047363 -1.438490755 -0.001131279 66.63771393

DGRPLCEPCYQDTLER 6 66932982 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 1.182 1.934 0.01 4.263362408 15.47 0 2238.048068 3 746.6860962 -1.93570721 -0.001444069 35.41814292VASSVFITLAPPR 6 66932982 1xTMT6plex [N-Term] 1.371 1.089 4.89471674 47.89 0 1586.946744 2 793.9784546 1.820224717 0.0014443 77.06262419
ILLSVEPTDQGCYPLNNHLFCKPCHVK 4 66932982 3xTMT6plex [N-Term; K22; K27]; 3xCarbamidomethyl [C12; C21; C24] 1.758 1.411 4.390559673 18.7 0 3927.068652 5 786.2203369 0.999753419 0.00078522 75.49629186

QLAGQSFYQK 6 66932982 2xTMT6plex [N-Term; K10] 0.986 1.034 0.928 4.39435339 37.99 0 1627.920813 2 814.4661255 2.556461303 0.002080858 45.4064915DVAVAEEVR 8 66932982 1xTMT6plex [N-Term] 0.991 1.278 1.129 3.743072987 46.09 0 1216.673482 2 608.8399658 -0.679984718 -0.00041366 30.92531067ELAVEAMK 6 66932982 2xTMT6plex [N-Term; K8] 1.09 1.036 1.146 3.490228415 42.83 0 1348.791044 2 674.8986206 -0.800390147 -0.00053978 50.8142824GRPWEAPAPMK 5 66932982 2xTMT6plex [N-Term; K11] 1.133 0.998 1.048 3.940793514 5.43 0 1697.956152 3 566.656189 -1.259558714 -0.000712892 52.20927821NFHENCYR 6 66932982 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.065 1.24 1.159 2.661144495 8.16 0 1368.631635 3 456.8818665 -0.430002311 -0.000196172 18.1848699295844834 NAGK N-acetyl-D-glucosamine kinase 55577 NP_060037.3 38.46153846 1 11 11 78 390 42.011 6.68 0.75 0.77 0.85 0.79 Significant 0.00149 HIVAVLPEIDPVLFQGK 22 295844834 2xTMT6plex [N-Term; K17] 0.743 0.748 0.79 6.142603397 70.37 0 2333.39971 3 778.47229 1.117312725 0.000869046 94.14299068ILAEADGLSTNHWLIGTDK 6 295844834 2xTMT6plex [N-Term; K19] 0.963 0.943 1.077 5.657536983 43.27 0 2512.381159 3 838.1304321 -1.75762474 -0.001471941 80.43379381EIQAQNFFSSFTLMK 2 295844834 2xTMT6plex [N-Term; K15] 1.019 4.778079033 32.49 0 2249.204046 3 750.4060669 -0.177394491 -0.000132999 100.2217024IVFDSIDNLEAAPHDIGYVK 6 295844834 2xTMT6plex [N-Term; K20] 0.969 0.805 0.858 6.985565186 55.08 0 2674.449238 3 892.1538086 -0.884641487 -0.000788643 87.63001053
IGLPILCVGSVWK 10 295844834 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.58 0.586 0.67 3.588120937 36.36 0 1900.149433 2 950.578064 -0.305923472 -0.00029065 106.4103458

KIAEGAQQGDPLSR 6 295844834 2xTMT6plex [N-Term; K1] 0.803 0.818 0.894 4.548447132 25.17 1 1928.096545 3 643.3696899 -1.052014634 -0.000676129 32.15320514SEVLLVSEDGK 4 295844834 2xTMT6plex [N-Term; K11] 0.882 0.454 3.830523491 34.82 0 1633.941273 2 817.4740601 -0.26299771 -0.000214861 53.46008101LGILTHLYR 8 295844834 1xTMT6plex [N-Term] 0.838 0.699 0.655 3.614145041 52.75 0 1314.809522 3 438.9411316 -0.517819956 -0.000226945 67.78844636QAMFHYFQVPDR 6 295844834 1xTMT6plex [N-Term] 0.597 0.748 0.835 3.811433315 17.1 0 1767.883826 3 589.9660645 -0.105210887 -6.20E-05 59.42709598INEMVNR 6 295844834 1xTMT6plex [N-Term] 1.264 1.114 1.358 2.170020819 13.82 0 1104.603294 2 552.8050537 -0.41969649 -0.000231799 31.41150754HSSALGGASLGAR 2 295844834 1xTMT6plex [N-Term] 0.748 2.142338991 10.24 0 1412.780741 2 706.8945923 0.825782996 0.000583325 30.3298292748314820 OPLAH 5-oxoprolinase 26873 NP_060040.1 12.5 1 12 12 34 1288 137.371 6.58 1.12 1.12 0.94 1.06 Significant 0.00319 LEEQCVDALQAQGFPR 2 48314820 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.754 4.706010342 42.2 0 2090.053805 3 697.3572998 1.694484637 0.001180521 58.56340493LLPASFPCIFGPGENQPLSPEASR 4 48314820 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.113 0.87 6.527775764 55.22 0 2813.449366 3 938.4866943 -1.363533403 -0.001278744 101.7825422GEAGTGTPVK 4 48314820 2xTMT6plex [N-Term; K10] 1.062 1.274 3.547805071 37.52 0 1374.799301 2 687.9033203 0.046126733 3.17E-05 23.41531774GGPVTVTDANLVLGR 2 48314820 1xTMT6plex [N-Term] 0.952 3.808554173 45.88 0 1697.97475 2 849.4899902 -1.204765413 -0.001022831 60.33483948TGDLLEVQQPVDLGALR 2 48314820 1xTMT6plex [N-Term] 1.835 3.385177612 25.94 0 2053.149085 2 1027.078735 0.540254545 0.000554612 75.32405048DQPLDSSHIASIR 2 48314820 1xTMT6plex [N-Term] 0.895 3.361907721 20.95 0 1667.891414 3 556.6356201 0.535581367 0.000297764 35.21509848AFRPYGLHGGEPGAR 5 48314820 1xTMT6plex [N-Term] 1.303 1.329 1.026 4.051738739 12.69 0 1813.965916 4 454.2462158 -1.589218807 -0.000720697 28.72462386DVQVLFMR 2 48314820 1xTMT6plex [N-Term] 1.434 2.35103631 22.51 0 1236.697195 2 618.8521118 -0.200329708 -0.000123874 64.47171148TAISTNIK 4 48314820 2xTMT6plex [N-Term; K8] 1.268 1.379 2.638035059 5.56 0 1305.814222 2 653.4108276 0.11964446 7.81E-05 40.11907998LLSEDPANYADAPTEGIR 2 48314820 1xTMT6plex [N-Term] 1.483 2.485787153 13.97 0 2161.097443 2 1081.051514 -0.783128153 -0.000846208 60.19867496VALLVTR 2 48314820 1xTMT6plex [N-Term] 0.535 2.243809223 12.73 0 1000.671632 2 500.8394775 0.046406957 2.32E-05 50.88931272ITDPEILESR 3 48314820 1xTMT6plex [N-Term] 1.024 0.907 0.921 1.64465034 0 1401.778676 2 701.3922729 -1.003233668 -0.000703156 50.101109416554627 WDR5 WD repeat-containing protein 5 11091 NP_060058.1 37.7245509 1 8 8 48 334 36.565 8.27 1.26 1.24 1.39 1.3 Significant 0.00131 TLIDDDNPPVSFVK 10 16554627 2xTMT6plex [N-Term; K14] 1.277 1.201 1.407 4.801496983 45.75 0 2018.121028 2 1009.563416 -0.730335442 -0.000736953 69.43143557TLPAHSDPVSAVHFNR 6 16554627 1xTMT6plex [N-Term] 1.085 1.078 1.133 6.429143429 56.28 0 1977.050374 4 495.0169373 -2.253274181 -0.001113709 40.85621352YILAATLDNTLK 13 16554627 2xTMT6plex [N-Term; K12] 1.292 1.379 1.318 4.262222767 62.16 0 1794.077707 2 897.5422363 -0.284861546 -0.000255532 83.61186989DGSLIVSSSYDGLCR 4 16554627 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.571 1.817 3.890307426 41.9 0 1857.921394 2 929.460022 -4.642927692 -0.004313097 52.42036634
LQGHTDVVISTACHPTENIIASAALENDK 2 16554627 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C13] 1.292 5.039855003 37.01 0 3562.857566 4 891.4711914 1.507069789 0.001342369 65.66152856

AQPTPSSSATQSKPTPVKPNYALK 5 16554627 4xTMT6plex [N-Term; K13; K18; K24] 1.42 1.458 1.508 5.597191811 6.63 0 3414.976656 4 854.4989014 -0.843358986 -0.000720013 46.80969483IWDVSSGK 2 16554627 2xTMT6plex [N-Term; K8] 1.292 2.968349457 22.87 0 1349.782922 2 675.3952637 0.243315977 0.000164212 51.55903946KPETEAAR 6 16554627 2xTMT6plex [N-Term; K1] 1.289 1.185 1.87 2.769986391 13.25 0 1359.799635 3 453.9380188 -0.096935984 -4.39E-05 17.97901402
19072794 NKIRAS2 NF-kappa-B inhibitor-interacting Ras-like protein 2 isoform a 28511 NP_060065.2 12.56544503 1 2 2 12 191 21.495 8.05 0.8 0.95 0.98 0.91 Significant 0.00372

SLLEPFVYLASK 10 19072794 2xTMT6plex [N-Term; K12] 0.802 0.945 0.954 4.83753252 56.46 0 1825.087544 2 913.0477905 0.416914077 0.000380452 105.6056158RVDPDVAQHWAK 2 19072794 2xTMT6plex [N-Term; K12] 1.011 3.662665606 9.07 1 1880.054286 4 470.7692566 0.484117503 0.000227542 36.78347238
14149716 PPP1R12C protein phosphatase 1 regulatory subunit 12C isoform a 54776 NP_060077.1 9.590792839 1 5 5 17 782 84.83 5.57 1 0.85 1.18 1.01 Significant 0.0088 GPAEGEEAEPADR 6 14149716 1xTMT6plex [N-Term] 0.997 1.03 0.01 4.26135397 64.95 0 1556.738995 2 778.8731079 -0.036165142 -2.81E-05 17.10460893RPGGAGGPPIQDEDEGEEGPTEPPPAEPR 4 14149716 1xTMT6plex [N-Term] 100 3.721803665 28.6 0 3167.507879 3 1056.508423 0.895412038 0.000945408 33.6706819ITPTPSPK 4 14149716 2xTMT6plex [N-Term; K8] 0.796 0.8 2.482693911 30.99 0 1298.808409 2 649.9074097 -0.666822032 -0.000433037 36.85185913APESEKPAQSLDPSR 1 14149716 2xTMT6plex [N-Term; K6] 0.926 2.494343042 0 2070.123154 3 690.7113647 -1.745090244 -0.001204184 30.24931988LKDENAALIR 2 14149716 2xTMT6plex [N-Term; K2] 1.523 2.40807128 2.14 1 1600.978662 3 534.3300781 -1.861814321 -0.000993575 39.17689105
38044290 ZCCHC8 zinc finger CCHC domain-containing protein 8 55596 NP_060082.2 9.759547383 1 5 5 16 707 78.529 4.87 1.27 1.28 1.19 1.25 Significant 0.000521

FATGITPFEFENMAESTGMYLR 4 38044290 1xTMT6plex [N-Term] 0.785 0.752 4.43954277 30.56 0 2741.31524 3 914.4457397 2.708907087 0.002475323 104.9896189DVFANYLTSNFQAPGVK 4 38044290 2xTMT6plex [N-Term; K17] 1.353 1.374 4.392733574 30.18 0 2329.259253 3 777.0853271 -7.652585114 -0.005941618 83.09557531GTPPLTPSDSPQTR 2 38044290 1xTMT6plex [N-Term] 1.301 4.173849106 49.37 0 1682.891079 2 841.9489746 -0.241751385 -0.000203421 30.29686494YHAEEVEER 4 38044290 1xTMT6plex [N-Term] 1.499 1.224 3.505916595 27.66 0 1390.680024 3 464.2309265 -1.292827216 -0.000599303 17.20576507AENQELK 2 38044290 2xTMT6plex [N-Term; K7] 1.05 2.228216887 5.59 0 1289.746537 2 645.3790894 3.384626989 0.002182655 22.48097969
269846904 NSMCE4A non-structural maintenance of chromosomes element 4 homolog A isoform 1 54780 NP_060085.2 7.792207792 1 2 2 6 385 44.274 5.38 0.91 1.12 0.95 0.99 Significant 0.00417

EDPDTPMSFFDFVVDPHSFPR 4 269846904 1xTMT6plex [N-Term] 1.119 0.947 4.815549374 27.33 0 2711.264919 3 904.4269409 0.498101051 0.000450161 103.977571KVPVIQEER 2 269846904 2xTMT6plex [N-Term; K1] 0.909 3.17549324 11.3 1 1555.957198 3 519.3236084 -0.59527003 -0.000308738 48.690139
148833508 NOTCH1 neurogenic locus notch homolog protein 1 preproprotein 4851 NP_060087.3 3.600782779 1 6 7 34 2555 272.323 5.12 1.16 1.21 1.17 1.18 Significant 0.000168

LAVEGMLEDLINSHADVNAVDDLGK 4 148833508 2xTMT6plex [N-Term; K25] 1.102 1.598 5.133529186 30.78 0 3096.628735 4 774.913208 0.731986765 0.000566673 111.8510631AAEGWAAPDALLGQVK 6 148833508 2xTMT6plex [N-Term; K16] 1.443 1.148 1.297 3.662227392 47.48 0 2055.163896 3 685.7248535 -1.89227396 -0.001296311 78.88319281EPLGEDSVGLKPLK 2 148833508 3xTMT6plex [N-Term; K11; K14] 0.811 2.871087551 4.64 0 2169.309781 3 723.7752686 0.678194546 0.000490405 60.10045215TGETALHLAAR 4 148833508 1xTMT6plex [N-Term] 1.022 1.075 5.440952301 41.46 0 1368.779679 3 456.9315796 0.370271081 0.00016894 29.5214307VLLDHFANR 6 148833508 1xTMT6plex [N-Term] 1.424 1.355 1.156 4.107298851 36.95 0 1313.752736 3 438.5886536 -1.011078116 -0.000442769 50.6221814VLHTNVVFK 6 148833508 2xTMT6plex [N-Term; K9] 1.041 1.129 1.051 4.149170399 33.1 0 1514.945905 3 505.6528015 -1.355810116 -0.00068466 62.12234918DITDHMDR 6 148833508 1xTMT6plex [N-Term] 1.339 1.369 1.278 3.439881802 33.67 0 1231.593852 3 411.2022705 -1.29389779 -0.000531186 20.25805567212549553 ILF3 interleukin enhancer-binding factor 3 isoform d 3609 NP_060090.2 50.11135857 1 1 34 505 898 95.748 8.81 1.25 1.23 1.3 1.26 Significant 0.000273
HSSVYPTQEELEAVQNMVSHTER 18 212549553 1xTMT6plex [N-Term] 1.167 1.202 1.146 7.23748064 53.97 0 2900.4046 3 967.4724121 -0.660980842 -0.000639037 68.00167043LFPDTPLALDANK 44 212549553 2xTMT6plex [N-Term; K13] 1.118 1.143 1.065 4.515228748 64.49 0 1873.083521 2 937.0449219 -0.509107036 -0.0004768 84.31601701NENPVDYTVQIPPSTTYAITPMK 16 212549553 2xTMT6plex [N-Term; K23] 1.121 1.312 1.291 7.095429897 51.69 0 3037.595645 3 1013.205078 1.658092646 0.001678872 80.21608632VLQDMGLPTGAEGR 14 212549553 1xTMT6plex [N-Term] 1.159 1.178 1.125 4.435751915 47.26 0 1672.888971 2 844.9446411 -1.113394149 -0.000940197 59.4232231GSSEQAESDNMDVPPEDDSKEGAGEQK 6 212549553 3xTMT6plex [N-Term; K20; K27] 1.779 100 6.681401253 49.27 1 3523.65854 3 1175.224243 -0.103335158 -0.000121373 32.92770893EPPLSLTIHLTSPVVR 6 212549553 1xTMT6plex [N-Term] 1.057 1.239 0.998 6.173584938 34.11 0 1988.174177 3 663.3955078 -1.110215858 -0.000735767 76.6790353LVSQTGPVHAPIFTMSVEVDGNSFEASGPSK 10 212549553 2xTMT6plex [N-Term; K31] 1.108 0.313 1.175 6.22779274 39.39 0 3646.882718 4 912.4716797 -4.888890425 -0.004457303 84.98297865GSSEQAESDNMDVPPEDDSK 4 212549553 2xTMT6plex [N-Term; K20]; 1xOxidation [M11] 0.538 0.613 3.528642416 48.65 0 2611.171756 3 865.7304077 -0.065858891 -5.70E-05 32.45514434GSSEQAESDNMDVPPEDDSK 18 212549553 2xTMT6plex [N-Term; K20] 0.809 0.99 0.897 4.940905094 49.48 0 2595.176841 3 865.7304077 -0.065858891 -5.70E-05 32.45514434VLAGETLSVNDPPDVLDR 23 212549553 1xTMT6plex [N-Term] 1.425 1.247 1.39 4.913747787 57.69 0 2139.149479 2 1070.076294 -1.948180534 -0.002083725 67.15643681

SGGNSYGSGGASYNPGSHGGYGGGSGGGSSYQGK 2 212549553 2xTMT6plex [N-Term; K34] 3.803992033 27.18 0 3470.563386 3 1157.525269 -0.614726112 -0.000711149 28.18535606SIGTANRPMGAGEALR 16 212549553 1xTMT6plex [N-Term] 1.006 1.164 1.115 5.792747498 45.44 0 1829.985331 2 915.49823 2.105159463 0.001926205 31.13070368AVSDWIDEQEK 22 212549553 2xTMT6plex [N-Term; K11] 1.034 1.15 1.301 4.571223259 75.13 0 1777.93725 2 889.4686279 -4.089672244 -0.00363559 55.75647543
VLECLASGIVMPDGSGIYDPCEK 6 212549553 2xTMT6plex [N-Term; K23]; 1xOxidation [M11]; 2xCarbamidomethyl [C4; C21] 1.524 0.961 5.816350937 62.69 0 2984.481938 3 995.4908447 -8.027118546 -0.007985597 94.67047688
VLECLASGIVMPDGSGIYDPCEK 24 212549553 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C4; C21] 1.344 1.266 1.32 6.149152279 53.36 0 2968.487023 3 995.4908447 -8.027118546 -0.007985597 94.67047688EATDAIGHLDR 20 212549553 1xTMT6plex [N-Term] 1.204 1.113 1.199 5.135269165 54.5 0 1426.748772 3 476.2542114 -0.48460715 -0.000230471 28.06550578GWPLELICEK 108 212549553 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.634 1.717 1.651 4.073022366 56.01 0 1702.960235 2 851.9837646 0.010427064 8.88E-06 91.32335718

FVMEVEVDGQK 10 212549553 2xTMT6plex [N-Term; K11] 1.138 1.203 1.343 4.39083147 54.1 0 1738.944978 2 869.9760132 -0.131495139 -0.000114331 61.65698259AYAALAALEK 20 212549553 2xTMT6plex [N-Term; K10] 1.194 1.217 1.307 4.501181126 59.64 0 1478.898286 2 739.9524536 -0.443399958 -0.000327872 66.57713977
GDLDLELVLLCK 10 212549553 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.731 1.302 1.548 3.455755234 36.3 0 1846.075993 2 923.539917 -1.860955691 -0.001717733 98.42593141EDITQSAQHALR 2 212549553 1xTMT6plex [N-Term] 1.017 3.434996605 24.99 0 1597.849549 3 533.2868042 -2.309155043 -0.001229894 30.52347623LFPDTPLALDANKK 10 212549553 3xTMT6plex [N-Term; K13; K14] 1.601 1.485 1.423 4.82094717 19.68 1 2230.341416 3 744.1183472 -0.415826961 -0.000309145 75.37832593EKPTTALLDK 11 212549553 3xTMT6plex [N-Term; K2; K10] 1.279 1.356 1.194 5.387943745 25.19 0 1803.119461 3 601.7111816 -0.260519691 -0.000156583 51.41615014YELISETGGSHDKR 15 212549553 2xTMT6plex [N-Term; K13] 1.383 1.216 1.339 3.989237547 22.11 1 2050.096939 4 513.279541 -0.294931175 -0.000151159 34.00138077LAAFGQLHK 7 212549553 2xTMT6plex [N-Term; K9] 1.191 1.152 1.365 3.482201576 42.36 0 1442.88839 3 481.634491 0.366778466 0.000176407 54.53915842VLGMDPLPSK 12 212549553 2xTMT6plex [N-Term; K10] 1.196 1.145 1.206 3.696787596 46.19 0 1514.901657 2 757.9544678 0.001159729 8.78E-07 65.37403749RPMEEDGEEK 14 212549553 2xTMT6plex [N-Term; K10] 1.106 1.2 1.01 5.411266804 33.25 0 1677.851806 3 565.2868652 -0.400760509 -0.000226276 16.60881901LNQLKPGLQYK 8 212549553 3xTMT6plex [N-Term; K5; K11] 1.169 1.062 1.572 3.507379293 10.82 0 1989.246393 3 663.7528687 -1.176592793 -0.000780178 55.05632861AEPPQAMNALMR 14 212549553 1xTMT6plex [N-Term] 1.338 1.24 1.311 4.18371439 39.56 0 1557.807884 2 779.4064331 -1.472863943 -0.00114722 51.86918716SIGTANRPMGAGEALR 12 212549553 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.223 0.753 1.823 3.786580563 28.73 0 1845.980246 2 915.49823 2.105159463 0.001926205 31.13070368VLQDMGLPTGAEGR 8 212549553 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.528 1.082 3.370125294 57.93 0 1688.883886 2 844.9446411 -1.113394149 -0.000940197 59.4232231NADHSMNYQYR 2 212549553 1xTMT6plex [N-Term] 1.22 3.544931889 13.3 0 1627.748455 3 543.2540894 -0.454624049 -0.000246671 19.58634816QQGPILTK 6 212549553 2xTMT6plex [N-Term; K8] 1.336 1.182 3.260493517 35.51 0 1342.845857 2 671.9254761 -1.624446731 -0.001090691 38.58329392FQGAGSNK 6 212549553 2xTMT6plex [N-Term; K8] 1.137 1.054 1.077 3.201381207 20.43 0 1266.720656 2 633.8646851 1.134478372 0.000718534 25.61701811IFVNDDR 6 212549553 1xTMT6plex [N-Term] 1.454 1.16 1.449 2.800587416 40.09 0 1107.599589 2 554.3035278 0.171392319 9.49E-05 32.57238986VLGMDPLPSK 2 212549553 2xTMT6plex [N-Term; K10]; 1xOxidation [M4] 1.143 2.365780115 28.74 0 1530.896572 2 757.9544678 0.001159729 8.78E-07 65.37403749RPMEEDGEEK 9 212549553 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 0.949 0.909 1.197 2.620875835 35.22 0 1693.846721 3 565.2868652 -0.400760509 -0.000226276 16.60881901SCVIVLR 12 212549553 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.979 1.575 1.649 2.515897989 29.55 0 1075.649517 2 538.3274536 -1.753408902 -0.000943027 39.96301578NPVMELNEK 2 212549553 2xTMT6plex [N-Term; K9]; 1xOxidation [M4] 1.115 2.282721758 33.85 0 1547.85035 2 774.4276123 -1.551978604 -0.001201115 40.69946114VPTWGPLR 10 212549553 1xTMT6plex [N-Term] 1.531 1.559 1.471 2.268295765 15.15 0 1154.688345 2 577.8482666 0.789739612 0.000455952 55.227799738923040 CDKN2AIP CDKN2A-interacting protein isoform 1 55602 NP_060102.1 20.51724138 1 9 9 42 580 61.088 9.01 1.08 1.17 1.19 1.15 Significant 0.000869 STSQSSESSVK 4 8923040 2xTMT6plex [N-Term; K11] 2.404 0.854 3.805516005 42.22 0 1584.848101 2 792.9277344 0.057443991 4.55E-05 19.56820916GISSSNEGVEEPSK 10 8923040 2xTMT6plex [N-Term; K14] 0.988 1.094 1.08 3.817184687 65.41 0 1877.985657 2 939.4957886 -0.722333292 -0.000678266 30.42055371TSSEASVSSSVAK 2 8923040 2xTMT6plex [N-Term; K13] 0.824 4.855191708 61.73 0 1697.932165 2 849.4683838 -1.574893232 -0.001337031 27.68600088GSEIEDLVLLDEESRPVNLPPALK 12 8923040 2xTMT6plex [N-Term; K24] 1.03 1.552 1.704 6.355848312 34.62 0 3091.729101 3 1031.248657 0.749418727 0.000772333 94.10996756

ASAQQENSSTCIGSAIK 2 8923040 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 1.397 3.209334612 26.98 0 2210.148717 3 737.3893433 2.153676411 0.001586648 39.34649746
ILSMAEGIK 4 8923040 2xTMT6plex [N-Term; K9] 1.035 1.313 3.922269583 47.72 0 1419.864543 2 710.434021 -2.660850875 -0.001889024 70.92455444VAAWVEALR 2 8923040 1xTMT6plex [N-Term] 1.934 3.730459452 33.52 0 1243.736023 2 622.3710938 -0.894249245 -0.000556105 76.02699333STSQVAASLLASK 2 8923040 2xTMT6plex [N-Term; K13] 0.89 4.040167809 23.65 0 1721.02092 3 574.3447266 -0.751909802 -0.000431351 64.11740168ASEAEAPDK 4 8923040 2xTMT6plex [N-Term; K9] 1.084 0.934 2.847062588 28.3 0 1375.746931 2 688.3760376 -1.549750641 -0.001066032 35.52682487

291190781 LRRC16A leucine-rich repeat-containing protein 16A isoform 1 55604 NP_060110.4 9.700948213 1 11 11 36 1371 151.462 7.85 0.93 1.02 1.05 1 Significant 0.0013 SIITVEELTEIER 6 291190781 1xTMT6plex [N-Term] 0.979 0.869 1.291 4.715380192 45.25 0 1760.984311 2 880.9928589 -3.333309971 -0.002934953 79.69314121GSESHELNEGGDEK 2 291190781 2xTMT6plex [N-Term; K14] 0.831 3.824065924 29.79 0 1945.950334 3 649.3213501 -0.430173893 -0.000279032 18.82455914MASPEDVSEVLAHIGTCLR 8 291190781 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.834 0.906 1.077 5.055931091 22.98 0 2314.173268 3 772.0623169 -0.376059312 -0.000290089 93.60293742LSTDVCEQILR 2 291190781 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.985 3.636484385 14.31 0 1562.840959 2 781.9235229 -0.760954949 -0.000594626 56.85167991ELIESIKDVIGR 3 291190781 2xTMT6plex [N-Term; K7] 0.909 1.475 3.24840045 17.34 1 1830.11007 3 610.7085571 0.572816213 0.000349439 82.87224319DLIPIIAALEYNQWFTK 2 291190781 2xTMT6plex [N-Term; K17] 1.17 3.899628162 11.15 0 2493.415754 3 831.8094482 -0.786941943 -0.000654058 113.0548223ELNLQDFSHLDHR 2 291190781 1xTMT6plex [N-Term] 1.06 3.304756403 26.02 0 1852.950326 4 463.9927368 -0.652059776 -0.000302059 53.66462728VDEGVDEFFTK 2 291190781 2xTMT6plex [N-Term; K11] 0.942 2.962287188 18.44 0 1743.920538 2 872.4606934 -3.685753514 -0.003213831 74.46901949SIQHLALGK 2 291190781 2xTMT6plex [N-Term; K9] 1.028 2.468796015 12.76 0 1424.898955 3 475.6377258 -0.232191738 -0.000110283 46.03650217VVDEQLK 6 291190781 2xTMT6plex [N-Term; K7] 0.895 1.216 1.051 3.156042576 23.06 0 1288.787673 2 644.8981934 1.114821921 0.000718384 40.36088886TEDALQK 1 291190781 2xTMT6plex [N-Term; K7] 1 2.125718594 0 1262.735638 2 631.871582 0.197739331 0.000124846 29.94692191194097365 FTSJ3 pre-rRNA processing protein FTSJ3 117246 NP_060117.3 35.06493506 1 21 21 121 847 96.499 8.4 1.4 1.32 1.32 1.35 Significant 0.000392 GSFAGIEDDADEALEISQAQLLFENR 6 194097365 1xTMT6plex [N-Term] 1.144 1.601 0.603 7.255774975 84.9 0 3067.505754 3 1023.170715 -2.66051136 -0.002720378 101.5459312LTEVQDDKEEEEEENPLLVPLEEK 2 194097365 3xTMT6plex [N-Term; K8; K24] 1.205 5.34767437 26.9 1 3541.861581 4 886.2200928 -0.858109833 -0.000759827 82.55898952
ALLDLCAAPGGWLQVAAK 8 194097365 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C6] 1.594 1.869 2.227 4.325409889 49.9 0 2312.32008 3 771.4456787 1.039368569 0.000801118 100.2119986

AVLQEEQANLWFSK 12 194097365 2xTMT6plex [N-Term; K14] 1.35 1.252 1.063 4.239398479 51.25 0 2121.174461 3 707.7293701 -0.426079257 -0.000301263 77.14700666GHQLLEEVTQGDMSAADTFLSDLPR 10 194097365 1xTMT6plex [N-Term] 0.754 1.38 1.008 6.936415672 53.71 0 2959.466866 3 987.1599121 -0.568677384 -0.000560994 99.87736795ILDPEGLALGAVIASSK 12 194097365 2xTMT6plex [N-Term; K17] 1.37 1.309 5.754708767 58.38 0 2112.268027 3 704.7595825 -1.814434228 -0.001277524 103.600194SDDDGFEIVPIEDPAK 10 194097365 2xTMT6plex [N-Term; K16] 1.349 1.919 1.425 3.456703186 54.81 0 2205.132715 2 1103.068848 -1.041387434 -0.001148199 70.12976249
HESAEIFVVCQGFLAPDKVDSK 4 194097365 3xTMT6plex [N-Term; K18; K22]; 1xCarbamidomethyl [C10] 1.565 2.13 5.946437836 16.92 1 3163.706482 4 791.6801147 -2.482103087 -0.001963161 75.00759675

YTFNEDEGELPEWFVQEEK 7 194097365 2xTMT6plex [N-Term; K19] 1.311 1.434 1.457 5.124916077 51.84 0 2847.376527 3 949.7955322 -1.574600433 -0.001494493 84.96767083
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QPSKEEEEEEEEEQLNQTLAEMK 6 194097365 3xTMT6plex [N-Term; K4; K23] 1.377 1.198 4.171 3.413725376 28.23 1 3464.71935 3 1155.569214 -7.579666861 -0.008753806 71.18799674TEIMSPLYQDEAPK 2 194097365 2xTMT6plex [N-Term; K14] 1.286 2.934542418 19.92 0 2080.103664 3 694.0392456 -0.230821955 -0.000160045 59.93888467KAEAVVNTVDISER 5 194097365 2xTMT6plex [N-Term; K1] 1.492 1.41 0.477 4.729612827 25.94 1 1989.138075 3 663.7176514 0.163629447 0.000108494 45.23784938DLIDNSFNR 6 194097365 1xTMT6plex [N-Term] 1.048 1.29 1.36 3.903516293 45.33 0 1322.690195 2 661.8485718 -0.248028838 -0.000164033 40.55594969AQEVAELK 6 194097365 2xTMT6plex [N-Term; K8] 1.318 1.133 1.226 3.301830769 43.96 0 1345.809137 2 673.4081421 -0.09619515 -6.47E-05 50.60048477LACDFLAR 6 194097365 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.615 1.517 1.725 2.994153261 36.11 0 1194.650245 2 597.8283081 -0.75779423 -0.00045265 62.96090077TVTELVTK 4 194097365 2xTMT6plex [N-Term; K8] 1.228 3.38396287 20.71 0 1348.845188 2 674.9246216 -2.388432687 -0.001610813 50.29385738RFQFLQK 2 194097365 2xTMT6plex [N-Term; K7] 1.784 3.550513983 7.14 1 1424.877826 3 475.6301575 -1.338085172 -0.000635536 51.2709719AQEVAELKR 5 194097365 2xTMT6plex [N-Term; K8] 3.317 1.676 1.287 3.831810474 8.12 1 1501.910248 3 501.3091736 1.8107087 0.000906507 35.89099019EVEVQAK 2 194097365 2xTMT6plex [N-Term; K7] 2.002 2.197788954 3.08 0 1260.756373 2 630.8811035 -1.144391399 -0.000721399 28.18537154
VCCQDIR 4 194097365 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C3] 1.339 1.632 2.470080614 29.02 0 1179.581179 2 590.2947998 0.969530029 0.00057182 21.78641504

VQATKPQASR 2 194097365 2xTMT6plex [N-Term; K5] 1.216 1.144 2.926734209 0 1543.932046 3 515.3161011 1.103631899 0.000567978 21.14253566
92110027 QPCTL glutaminyl-peptide cyclotransferase-like protein isoform 1 54814 NP_060129.2 16.4921466 1 4 4 25 382 42.897 9.82 1 0.97 0.94 0.97 Significant 0.000319

LNLLQSHPQEVMYFQPGEPFGSVEDDHIPFLR 6 92110027 1xTMT6plex [N-Term] 100 1.528 7.108611107 35.72 0 3968.984274 4 993.001709 0.184477299 0.000183047 97.9265942TPGSPGNLQVR 6 92110027 1xTMT6plex [N-Term] 1.286 0.998 1.095 3.425078869 32.64 0 1354.764029 2 677.8856201 -0.04799775 -3.25E-05 27.67622759VPLIGSLPEAR 10 92110027 1xTMT6plex [N-Term] 0.957 0.876 0.8 3.090298414 32.14 0 1380.841216 2 690.9238281 -0.605942226 -0.000418355 70.19677609VVGQLDPQR 3 92110027 1xTMT6plex [N-Term] 1.107 1.043 2.035305262 20.78 0 1240.721101 2 620.8638306 -0.577685982 -0.000358374 34.8519519562865871 VPS50 syndetin isoform a 55610 NP_060137.2 6.639004149 1 5 5 22 964 111.104 6.2 0.94 1.01 0.9 0.95 Significant 0.00114 LPPVLNLQELEAYR 12 62865871 1xTMT6plex [N-Term] 1.077 0.923 0.902 4.890298367 45.14 0 1884.079215 2 942.5426636 -0.617809248 -0.000582001 94.75764671IPLPVSNILWEHCIR 4 62865871 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.233 1.146 4.281703949 15.69 0 2076.162567 3 692.7247925 -1.32123979 -0.00091437 92.96226625LLAAIDDIDRPK 2 62865871 2xTMT6plex [N-Term; K12] 0.987 4.776730061 22.23 0 1798.083855 3 600.0324707 -0.554056821 -0.00033208 73.03982337ALDYEQMLLLMANVK 2 62865871 2xTMT6plex [N-Term; K15] 0.507 4.228720665 9.01 0 2210.232904 3 737.4151001 -0.975778176 -0.000718899 112.0729897QQQAAVSK 2 62865871 2xTMT6plex [N-Term; K8] 0.617 2.515993834 17.13 0 1317.78907 2 659.3965454 -2.470880781 -0.00162805 34.06827914109148508 OTUB1 ubiquitin thioesterase OTUB1 55611 NP_060140.2 43.54243542 1 10 10 114 271 31.264 4.94 1 1.04 1.01 1.02 Significant 0.00014 IQQEIAVQNPLVSER 20 109148508 1xTMT6plex [N-Term] 1.079 1.122 1.183 6.500333786 70.04 0 1953.096655 2 977.0507202 -1.275722994 -0.001245805 61.01132785AFGFSHLEALLDDSK 9 109148508 2xTMT6plex [N-Term; K15] 0.95 0.988 0.96 5.879125118 40.13 0 2108.142826 3 703.385437 -0.506898693 -0.000356205 87.94179884GEGGTTNPHIFPEGSEPK 6 109148508 2xTMT6plex [N-Term; K18] 1.101 1.184 1.101 5.140098095 30.33 0 2312.192296 3 771.4023438 0.078868873 6.08E-05 39.53765625EYAEDDNIYQQK 26 109148508 2xTMT6plex [N-Term; K12] 1.055 0.945 0.94 5.03440094 65.93 0 1973.985657 2 987.4963989 -0.068809232 -6.79E-05 36.56558839FFEHFIEGGR 18 109148508 1xTMT6plex [N-Term] 0.951 0.954 0.911 4.357304096 47.97 0 1467.758215 3 489.9242249 -0.06383848 -3.12E-05 62.04229928
EFCQQEVEPMCK 12 109148508 2xTMT6plex [N-Term; K12]; 1xOxidation [M10]; 2xCarbamidomethyl [C3; C11] 1.016 1.334 1.794 4.418144226 27.26 0 2058.96989 2 1029.986816 -1.716391054 -0.001766999 36.32494184

VYLLYRPGHYDILYK 2 109148508 2xTMT6plex [N-Term; K15] 1.262 3.19762373 4.87 0 2371.357845 3 791.1255493 1.792116372 0.001416583 72.91643078AFGFSHLEALLDDSKELQR 3 109148508 2xTMT6plex [N-Term; K15] 1.797 1.586 5.705405712 8.88 1 2634.429172 4 659.3642578 2.288780456 0.001507408 88.74544518LLTSGYLQR 8 109148508 1xTMT6plex [N-Term] 0.781 0.858 0.945 2.87732935 29.28 0 1279.757152 2 640.3814087 -1.259338293 -0.000805824 50.04076234LELSVLYK 10 109148508 2xTMT6plex [N-Term; K8] 0.983 0.846 1.044 3.421373844 42.05 0 1422.897224 2 711.951355 -1.258284177 -0.000895205 75.80217055116686114 FERMT1 fermitin family homolog 1 55612 NP_060141.3 37.6661743 1 17 19 152 677 77.387 6.28 0.63 0.66 0.66 0.65 Significant 0.000237 SKDQNETLDEDLFHK 8 116686114 3xTMT6plex [N-Term; K2; K15] 0.609 0.631 0.612 5.779947281 32.71 1 2506.339243 4 627.3395386 -1.164564268 -0.000729698 51.34361739IDAATGIPVTTWR 8 116686114 1xTMT6plex [N-Term] 0.597 0.574 0.703 4.166847229 37.37 0 1629.916172 2 815.4603882 -1.639546167 -0.001336161 64.06125835SLMEQGIQEDEQLLLR 6 116686114 1xTMT6plex [N-Term] 0.642 0.521 4.763380051 53.41 0 2131.126635 3 711.0460815 -1.381166677 -0.000981147 81.24643533DKNNKEPIIEDILNLESSPTASGSSVSPGLYSK 4 116686114 4xTMT6plex [N-Term; K2; K5; K33] 0.636 4.423902035 15.76 2 4406.411241 4 1102.355347 -2.65153446 -0.002920938 92.40396012ILEAHQNVAQMPLVEAK 6 116686114 2xTMT6plex [N-Term; K17] 0.496 0.563 0.476 6.121364594 43.25 0 2349.336458 3 783.7828979 -0.986198608 -0.000772304 71.15056033ADSLLEDITDIPK 30 116686114 2xTMT6plex [N-Term; K13] 0.593 0.588 0.69 4.610392094 64.12 0 1888.06793 2 944.5352783 -2.462908935 -0.00232507 88.24852931TMADSSYQPEVLNILSFLR 12 116686114 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.09 0.558 0.765 5.893957615 58.2 0 2429.258378 3 810.4172363 -8.735927731 -0.007073942 111.8489411LLIPVADGMNEMYLR 6 116686114 1xTMT6plex [N-Term] 0.437 0.704 0.558 3.932708263 43.44 0 1964.054656 2 982.5252686 -5.802058812 -0.00569778 93.5551054SLMEQGIQEDEQLLLR 4 116686114 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.329 1.01 3.361144543 23.87 0 2147.12155 3 711.0460815 -1.381166677 -0.000981147 81.24643533SEELSLLKPSGDYFK 4 116686114 3xTMT6plex [N-Term; K8; K15] 0.551 0.468 3.492205143 22.56 0 2400.362939 3 800.7918701 -0.783951629 -0.000627256 72.32546992LNAGWLDSSR 6 116686114 1xTMT6plex [N-Term] 0.511 0.63 0.582 4.133774757 55.4 0 1347.721829 2 674.3643188 -0.347560362 -0.000234207 53.39198585YYSFFDLNPK 6 116686114 2xTMT6plex [N-Term; K10] 0.744 0.634 0.664 3.797772169 53.47 0 1751.940879 2 876.4724121 -1.901754385 -0.001665881 86.77491127ELEQGEPLEK 7 116686114 2xTMT6plex [N-Term; K10] 0.5 0.559 0.634 3.719043255 31.25 0 1629.909973 2 815.4567871 -2.255033291 -0.001837751 40.05315188GCEVVPDVNVAGR 12 116686114 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.792 0.653 0.85 4.297241688 41.25 0 1600.831456 2 800.9187622 -0.755030102 -0.000604338 41.44330968VSGDLHVGGVMLK 6 116686114 2xTMT6plex [N-Term; K13] 0.686 0.744 0.667 3.262977839 33.63 0 1770.034796 3 590.6834717 0.601857695 0.000355103 59.08426321INQLYEQAR 5 116686114 1xTMT6plex [N-Term] 0.68 0.869 0.885 3.572333813 26.53 0 1363.75313 2 682.3808594 0.962432255 0.00065626 39.54420023LLIPVADGMNEMYLR 2 116686114 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.708 1.747990847 13.76 0 1980.049571 2 982.5252686 -5.802058812 -0.00569778 93.5551054KDDILGVSYNR 6 116686114 2xTMT6plex [N-Term; K1] 0.771 0.854 0.857 3.840343714 17.33 1 1737.989955 3 580.0014648 -0.065281591 -3.78E-05 44.78746337DTSIAYFK 2 116686114 2xTMT6plex [N-Term; K8] 0.796 2.888715267 19.86 0 1402.798238 2 701.9030151 0.367596297 0.000257832 61.36681471LLFTPQHK 6 116686114 2xTMT6plex [N-Term; K8] 0.587 0.606 0.554 2.967645645 23.09 0 1441.893141 3 481.3022156 -0.726809397 -0.000349327 47.80881055THWTLDK 6 116686114 2xTMT6plex [N-Term; K7] 0.82 0.834 0.805 2.909617662 16.88 0 1358.783257 3 453.5996704 0.884107501 0.000400437 40.47467323
56790297 ESRP1 epithelial splicing regulatory protein 1 isoform 1 54845 NP_060167.2 16.59324523 1 6 7 31 681 75.537 6.68 1.33 1.21 1.18 1.24 Significant 0.00136

IAGGTSNEVAQFLSK 8 56790297 2xTMT6plex [N-Term; K15] 1.344 1.205 1.159 5.175897121 85.82 0 1980.116612 2 990.5603638 -1.596249897 -0.00158038 74.13031248STAAEVQQVLNR 4 56790297 1xTMT6plex [N-Term] 1.452 1.12 4.686038017 46.55 0 1544.859385 2 772.9332886 -0.054976889 -4.25E-05 46.60854603LPCLSPPSYTFPAPAAVIPTEAAIYQPSVILNPR 4 56790297 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.62 0.894 4.698099613 17.9 0 3880.092034 4 970.7773438 -1.156841117 -0.001122163 112.1743841
GLPFTATAEEVVAFFGQHCPITGGK 3 56790297 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C19] 1.158 1.934 3.404739618 12.11 0 3092.627948 3 1031.546631 -0.843529167 -0.000869574 112.5629973

MELIDDNTVVR 2 56790297 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.736 2.431723595 40.34 0 1549.809324 2 775.4072266 -1.385734985 -0.001073813 42.06588377ATGEDFLK 6 56790297 2xTMT6plex [N-Term; K8] 1.107 1.185 1.127 3.242583513 45.45 0 1338.766938 2 669.8875732 0.696158793 0.000465997 46.50519451VVDLANKK 4 56790297 3xTMT6plex [N-Term; K7; K8] 1.492 1.228 2.674393415 4.59 1 1574.024439 3 525.3456421 -1.312527568 -0.00068865 54.3147615538327642 WDR55 WD repeat-containing protein 55 54853 NP_060176.2 22.19321149 1 6 6 26 383 42.097 4.94 1.14 1.32 1.22 1.22 Significant 0.0018
AESIDCMVPVTESLLCTGSTDGVIR 6 38327642 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C16] 100 0.896 100 5.08192873 43.73 0 2939.43616 3 980.4839478 0.384363415 0.000376604 89.4131056

RFELLSEPQSGDLTSVTLMK 4 38327642 2xTMT6plex [N-Term; K20] 1.113 2.649 3.987020731 28.78 1 2709.489723 3 903.8338013 -1.060152169 -0.00095749 79.48751569AIHVLDVEQGQLER 6 38327642 1xTMT6plex [N-Term] 1.183 1.321 1.305 4.025101185 38.45 0 1836.017677 3 612.6779175 0.829132217 0.000507434 49.99050576AVVVDDYR 6 38327642 1xTMT6plex [N-Term] 1.265 1.225 1 2.694593668 29.6 0 1165.641454 2 583.3226318 -2.974274905 -0.001733469 33.78874173FLASSGHDQR 2 38327642 1xTMT6plex [N-Term] 1.327 3.624285221 17.04 0 1346.701428 3 449.5714722 -1.162207198 -0.000521715 23.02718195FWDMAQLR 2 38327642 1xTMT6plex [N-Term] 0.716 2.997569084 15.07 0 1295.676794 2 648.3425903 0.856983831 0.000555187 73.208963248923198 PGPEP1 pyroglutamyl-peptidase 1 isoform 1 54858 NP_060182.1 3.827751196 1 1 1 6 209 23.123 5.9 0.69 0.67 0.72 0.69 Significant 0.000439 LIPALWEK 6 8923198 2xTMT6plex [N-Term; K8] 0.688 0.667 0.72 3.011630297 38.7 0 1427.902644 2 714.4541626 -1.116984197 -0.000797472 84.48374931
96974985 CC2D1A coiled-coil and C2 domain-containing protein 1A 54862 NP_060191.3 15.24710831 1 12 12 47 951 103.998 8.09 1.02 1.13 1.08 1.07 Significant 0.000871 GPASTPTYSPAPTQPAPR 6 96974985 1xTMT6plex [N-Term] 1.14 1.743 0.908 4.893509865 38.13 0 2025.06027 3 675.6911011 -0.750559065 -0.000506642 33.15999047SFDAVLEALSR 4 96974985 1xTMT6plex [N-Term] 0.968 1.047 3.854050159 40.5 0 1436.79466 2 718.899231 -2.418387285 -0.001737363 88.00824828LALYQTAIESAR 2 96974985 1xTMT6plex [N-Term] 0.857 4.280799389 40.19 0 1564.889623 2 782.9482422 -0.265338203 -0.000207612 62.00941082WLVIDPVPAAVPTQVAGPK 6 96974985 2xTMT6plex [N-Term; K19] 1.258 1.19 1.124 5.033308506 47.74 0 2416.436823 3 806.1508789 0.521424246 0.000419996 98.34204399GINLPTPPGLSPGDLDVFVR 6 96974985 1xTMT6plex [N-Term] 1.145 1.573 1.119 2.843586922 29 0 2293.275348 2 1147.134033 -6.348192668 -0.007279077 102.0130882EILEVLDGR 6 96974985 1xTMT6plex [N-Term] 1.069 1.167 1.278 3.507290602 44.7 0 1272.736083 2 636.8704224 -1.975644025 -0.001257237 69.54514682TLLEALEQR 4 96974985 1xTMT6plex [N-Term] 1.091 0.865 3.664390802 40.35 0 1301.762632 2 651.3846436 -0.47718425 -0.00031059 72.3337521TLENLLASIR 2 96974985 1xTMT6plex [N-Term] 0.631 3.284360647 25.19 0 1358.820481 2 679.9127808 -1.616090273 -0.001097988 86.55566617EYAAQLER 3 96974985 1xTMT6plex [N-Term] 0.902 0.96 2.591545105 15.55 0 1208.647268 2 604.8291626 3.128253721 0.001890478 28.66092797AQQQLAFLEGR 4 96974985 1xTMT6plex [N-Term] 0.829 1.18 2.656703711 13.16 0 1489.832443 2 745.4210205 1.55848776 0.001160943 54.73948794IASAPEPR 2 96974985 1xTMT6plex [N-Term] 1.037 2.696273804 16.82 0 1069.620325 2 535.3141479 0.649397194 0.000347304 25.74964809QLQFYTEAAR 2 96974985 1xTMT6plex [N-Term] 0.662 2.775351763 3.76 0 1455.779344 2 728.3922729 -1.425388793 -0.001037526 44.5874017116063568 TOR4A torsin-4A 54863 NP_060193.2 9.456264775 1 3 3 12 423 46.885 9.94 0.76 0.64 1.08 0.83 Significant 0.0243 GQPSLEPAAAAPR 6 116063568 1xTMT6plex [N-Term] 0.717 0.698 1.08 4.230268955 54.93 0 1493.827357 2 747.4163818 -1.251856927 -0.000935029 32.25368533SAEAAAAQAEEDLR 2 116063568 1xTMT6plex [N-Term] 1.002 4.369946957 41.66 0 1660.833958 2 830.9199829 -0.764230332 -0.00063463 45.27453148FFTFDSPAELPSR 4 116063568 1xTMT6plex [N-Term] 0.759 0.527 4.503594398 31.45 0 1742.895102 2 871.9509888 -0.230261097 -0.00020066 75.54575481134152721 TMEM214 transmembrane protein 214 isoform 1 54867 NP_060197.4 35.26850508 1 16 16 71 689 77.101 9.14 1.83 1.77 1.74 1.78 Significant 0.000221 YDLTPAIQTTSTLYER 4 134152721 1xTMT6plex [N-Term] 1.88 4.119188786 34.51 0 2101.101466 3 701.0360718 -3.714174729 -0.002601286 64.61595129KELLSSLTECLTVDPLSASVWR 4 134152721 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C10] 100 1.645 5.194610119 19.8 1 2962.632365 3 988.2154541 -0.187554595 -0.000185218 104.0086208

HLSQSSLLLEHLLSSWEQIPK 4 134152721 2xTMT6plex [N-Term; K21] 2.508 2.314 5.122280598 25.92 0 2903.639499 4 726.663208 -2.926189272 -0.00212415 106.9035029DLASYLNYK 8 134152721 2xTMT6plex [N-Term; K9] 1.659 1.662 1.688 3.957839489 49.87 0 1544.872465 2 772.9389038 -1.252202273 -0.000967246 62.20050463LQAPLSEPTLSQHTHDYPYSLVSR 2 134152721 1xTMT6plex [N-Term] 1.433 4.977013111 2.45 0 2968.536601 4 742.8883667 -1.67211451 -0.001240933 60.12810283SLQETIQSLK 10 134152721 2xTMT6plex [N-Term; K10] 1.678 1.658 2.114 4.48896122 63.6 0 1604.962343 2 802.984314 -0.617921234 -0.00049587 67.18326459
SSGFLPASQQACAK 4 134152721 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 1.851 2.002 4.577710629 23.6 0 1910.020603 3 637.34552 0.734870918 0.000467873 52.5914039

ATPSCPPEMK 6 134152721 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.814 1.612 1.928 4.022109032 46.1 0 1575.827506 2 788.418396 1.27497596 0.001004571 47.59507247
ALDVADLQK 9 134152721 2xTMT6plex [N-Term; K9] 1.881 1.465 1.689 3.694143295 42.68 0 1430.861901 2 715.934021 -0.793548149 -0.000567729 54.39593642LLLMHPNLTK 6 134152721 2xTMT6plex [N-Term; K10] 2.196 2.01 1.742 3.402545691 41.79 0 1638.01769 3 546.6766968 -1.31431912 -0.000717626 65.27432469

ICIQAILQDKPK 2 134152721 3xTMT6plex [N-Term; K10; K12]; 1xCarbamidomethyl [C2] 2.058 3.857183695 19.95 0 2114.297443 4 529.3286743 -2.164025876 -0.001143849 79.0535694
IATANLGK 6 134152721 2xTMT6plex [N-Term; K8] 1.798 1.745 1.796 3.376569271 34.66 0 1245.793093 2 623.399353 -1.335426662 -0.000831833 40.67080135

KGSSNNQDVVTCDMACK 2 134152721 3xTMT6plex [N-Term; K1; K17]; 1xOxidation [M14]; 2xCarbamidomethyl [C12; C16] 1.925 1.862060785 8.68 1 2617.298718 3 873.1038818 -0.621183274 -0.000541941 26.2156143
AAGSLELFFDHCLFTMLQELDKTPGESLHGYR 1 134152721 2xTMT6plex [N-Term; K22]; 1xOxidation [M16]; 1xCarbamidomethyl [C12] 1.424 5.709445 1 4157.087643 5 832.2197266 -4.357975837 -0.003623297 106.5605482

GFENIMK 2 134152721 2xTMT6plex [N-Term; K7] 1.551 2.756495953 25.6 0 1296.738615 2 648.8726196 -0.502855533 -0.000326036 52.69595531VLAFGAKPDSTLHTYFPSFLSR 1 134152721 2xTMT6plex [N-Term; K7] 0.983 3.063662291 0 2912.60747 4 728.9022827 -6.924867436 -0.005042355 90.2006192338570097 QRICH1 glutamine-rich protein 1 54870 NP_060200.2 11.46907216 1 5 5 16 776 86.382 5.87 0.48 1.2 0.86 0.85 Non-Significant 0.0554 QLGAHSPSTLLTTLMFFNTK 6 38570097 2xTMT6plex [N-Term; K20] 1.734 100 1.014 4.998841763 22.8 0 2665.478765 3 889.1630859 -1.523158824 -0.001353316 107.6871233
VTPLGYVLPSHVTEEMLWECK 4 38570097 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C20] 2.173 0.49 4.5898633 30.44 0 2946.550943 3 982.8513184 -3.916966683 -0.003847181 94.57398369

NDTFYLTPEPVVAPNSPIWYSVQPISR 2 38570097 1xTMT6plex [N-Term] 3.545695543 18.07 0 3319.720044 3 1107.24353 -1.206917943 -0.001335543 98.17328429VGTASVLQPVK 2 38570097 2xTMT6plex [N-Term; K11] 0.39 2.176205635 9.62 0 1556.977599 3 519.6634521 -1.153552041 -0.000598685 53.24162174ALGIHQTGQK 2 38570097 2xTMT6plex [N-Term; K10] 1.114 2.828045607 9.49 0 1510.910582 3 504.3088684 0.972674774 0.000489875 28.8121467142476024 THUMPD1 THUMP domain-containing protein 1 55623 NP_060206.2 22.66288952 1 9 9 62 353 39.291 7.88 0.99 1.01 0.97 0.99 Significant 0.000136 YAETFLEPWFK 14 42476024 2xTMT6plex [N-Term; K11] 0.981 1.068 1.072 3.933338404 43.56 0 1889.024943 2 945.0161133 0.003521658 3.33E-06 96.90725983SDQNNTAEGK 6 42476024 2xTMT6plex [N-Term; K10] 0.765 0.752 0.759 4.476171494 54.64 0 1521.790921 2 761.3988037 -0.387581577 -0.000294909 16.49651832LVHHILQDMYK 6 42476024 2xTMT6plex [N-Term; K11] 0.977 0.922 0.885 4.183133125 34.14 0 1855.066431 3 619.0266724 -0.521345295 -0.000322377 58.30957437KYNLQEVVK 8 42476024 3xTMT6plex [N-Term; K1; K9] 0.966 1.124 1.025 4.000168324 19.3 1 1808.124881 3 603.3789673 -1.400669034 -0.000844195 48.33030214
MLPISGTCK 6 42476024 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.165 1.158 1.185 2.869275093 36.33 0 1464.831863 2 732.9185791 -1.352931299 -0.000990908 62.27466649
GTFQIVYK 6 42476024 2xTMT6plex [N-Term; K8] 0.993 1.214 0.877 3.469221354 45.24 0 1413.850608 2 707.4284668 -0.672607307 -0.000475483 60.13920552TLGIEPEK 6 42476024 2xTMT6plex [N-Term; K8] 1.017 0.928 1.021 2.828106642 18.32 0 1344.813888 2 672.9102173 -0.542900169 -0.00036505 44.91021221AQYVLAK 6 42476024 2xTMT6plex [N-Term; K7] 0.929 0.96 0.893 3.233405828 35.9 0 1250.787279 2 625.8969727 -0.488314448 -0.000305389 44.25152834AFLEDMK 4 42476024 2xTMT6plex [N-Term; K7] 0.842 0.89 2.855098486 30.6 0 1311.73828 2 656.3718872 -1.358918897 -0.000891273 60.68937674

239787838 TEX10 testis-expressed sequence 10 protein isoform 1 54881 NP_060216.2 18.83745963 1 15 15 84 929 105.608 9.36 1.21 1.08 1.09 1.13 Significant 0.00137 WLAGLPLQLAHLGSR 6 239787838 1xTMT6plex [N-Term] 1.976 1.497 1.714 6.160858154 62.68 0 1861.100953 3 621.0376587 -1.359558586 -0.000843425 97.15330436VGPEELPVVGQLLR 14 239787838 1xTMT6plex [N-Term] 1.16 1.008 0.934 4.969096661 44.38 0 1735.031536 2 868.0186157 -0.911392476 -0.000790647 92.97038127NPELSTQLIDIIHTAAAR 6 239787838 1xTMT6plex [N-Term] 1.197 1.229 1.395 6.721761227 61.27 0 2192.223647 3 731.4111328 -2.190261248 -0.001600514 90.95257774SQNFDILQSAISK 6 239787838 2xTMT6plex [N-Term; K13] 1.369 1.113 1.02 4.61323452 67.9 0 1909.079498 2 955.0389404 -4.658627697 -0.004446845 72.28497313IYDPQEGAVVVLPADSQQR 2 239787838 1xTMT6plex [N-Term] 1.016 4.552676678 27.9 0 2314.224041 3 772.0785522 -1.269151848 -0.000979034 61.75699423NFVELISHQQLSK 6 239787838 2xTMT6plex [N-Term; K13] 1.133 0.789 1.069 4.53523159 25.58 0 2001.153332 3 667.7216797 -1.422058697 -0.000948586 69.47317629FVTETLEDGSR 4 239787838 1xTMT6plex [N-Term] 0.974 1.079 3.709891319 37.04 0 1482.763754 2 741.8855591 0.059203 4.39E-05 44.90784034EELTWLQSLR 6 239787838 1xTMT6plex [N-Term] 0.606 0.956 0.838 4.003551483 40.4 0 1503.836859 2 752.4226074 0.717533783 0.000539527 77.0573944ESEGLQEQK 6 239787838 2xTMT6plex [N-Term; K9] 1.053 1.196 0.759 4.094913483 38.2 0 1505.821158 2 753.4138184 -0.529970804 -0.000399021 22.96260821SQSWILSVNPNR 4 239787838 1xTMT6plex [N-Term] 1.199 0.559 2.829700708 23.05 0 1629.89102 2 815.4481201 -1.26163995 -0.001028168 59.18409525LQNATPTNFK 4 239787838 2xTMT6plex [N-Term; K10] 0.924 0.71 3.842784882 38.66 0 1591.920813 2 796.4639893 -0.06956651 -5.54E-05 46.6749855KNYLIDFK 4 239787838 3xTMT6plex [N-Term; K1; K8] 1.237 1.181 3.644025087 14.27 1 1728.066304 3 576.6930542 -0.980519289 -0.000564801 62.68942444LLLQHAPLR 4 239787838 1xTMT6plex [N-Term] 1.145 1.182 3.03403759 35.49 0 1289.825507 3 430.6131897 -0.380631489 -0.000163649 49.02827038LLGVSWR 6 239787838 1xTMT6plex [N-Term] 1.269 1.078 1.328 2.649255276 25.66 0 1059.651231 2 530.3259888 -6.162415281 -0.003265005 61.37650049GLILPVR 6 239787838 1xTMT6plex [N-Term] 1.268 1.013 2.278861761 25.29 0 996.6767174 2 498.8416138 -0.76905673 -0.00038325 59.01296794203098013 RETSAT all-trans-retinol 13,14-reductase precursor 54884 NP_060220.3 38.03278689 1 19 19 110 610 66.777 8.28 1.52 1.31 1.51 1.45 Significant 0.00223 GGSSEIAFHTIPVIQR 6 203098013 1xTMT6plex [N-Term] 1.331 1.518 1.956 4.730924606 26.14 0 1941.075526 3 647.696167 -0.813143753 -0.000526124 58.01170211VVSSGAPHAILLK 8 203098013 2xTMT6plex [N-Term; K13] 1.621 1.729 1.755 4.172632217 28.91 0 1750.099111 3 584.0370483 -1.439650162 -0.000839843 58.4828331GTKEDLHLPSTNYYVYYDTDMDQAMER 2 203098013 2xTMT6plex [N-Term; K3] 1.549 5.74730444 12.19 1 3713.750383 4 929.1920776 -1.050846913 -0.000975646 65.71231898EKFPQEEAIIDK 6 203098013 3xTMT6plex [N-Term; K2; K12] 1.428 1.432 1.551 4.768161774 30.64 1 2134.236282 3 712.0835571 -0.076745617 -5.46E-05 55.62235957ATVQSVLLDSAGK 10 203098013 2xTMT6plex [N-Term; K13] 0.645 0.933 1.073 4.489156246 54.85 0 1747.036571 2 874.0192261 -3.088098815 -0.002697511 64.28516332GACYGADHDLGR 2 203098013 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.434 5.37940979 53.97 0 1520.711341 3 507.5749512 -0.684629848 -0.000347041 32.98683363VESVTAGSPLTNQFYLAAPR 8 203098013 1xTMT6plex [N-Term] 1.361 1.792 1.622 6.943094254 60.12 0 2350.260426 2 1175.631958 -1.611189268 -0.001893357 79.96690014EEAAEHIPLLFFAFPSAK 16 203098013 2xTMT6plex [N-Term; K18] 1.919 1.694 1.878 4.598103523 37.46 0 2475.368803 3 825.7946167 0.199314807 0.000164459 105.6382522GHELVNIYCPIVVSNAGLFNTYEHLLPGNAR 2 203098013 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.469 6.467141628 40.83 0 3696.915801 4 924.9852295 0.889192215 0.000821817 97.20497047FLPLPVVQLLDR 6 203098013 1xTMT6plex [N-Term] 2.361 1.463 2.199 3.553538561 36.29 0 1639.01443 2 820.0111084 0.31151457 0.000255288 112.7268548FPQEEAIIDK 6 203098013 2xTMT6plex [N-Term; K10] 1.551 1.485 1.402 4.000833988 36.79 0 1647.935794 2 824.4718018 0.323395867 0.000266468 60.64712835RPPAPLVTDK 6 203098013 2xTMT6plex [N-Term; K10] 1.524 1.291 1.449 5.155678272 30.04 0 1551.962284 3 517.9916992 -1.120615989 -0.000579718 39.55535688EYPMYSGEK 12 203098013 2xTMT6plex [N-Term; K9] 1.493 1.648 1.26 3.241804123 44.85 0 1561.797252 2 781.401062 -1.539403761 -0.001202118 37.52259066VLVLEQHTK 2 203098013 2xTMT6plex [N-Term; K9] 1.649 2.588384867 26.04 0 1524.951385 3 508.9886475 0.003018334 1.53E-06 46.98151266LFPQLEGK 6 203098013 2xTMT6plex [N-Term; K8] 1.8 1.662 1.472 3.135970831 29.57 0 1389.850608 2 695.4284058 -0.772051727 -0.000536518 67.35323306KEYPMYSGEK 2 203098013 3xTMT6plex [N-Term; K1; K10] 1.253 2.410460711 6.05 1 1919.055147 3 640.355957 -0.952946169 -0.000609585 36.97055317AYIQGLK 6 203098013 2xTMT6plex [N-Term; K7] 1.377 1.365 1.311 3.088809013 32.58 0 1250.787279 2 625.897644 0.58522816 0.000365998 61.05590113NLYSDLK 2 203098013 2xTMT6plex [N-Term; K7] 1.144 3.184755087 15.04 0 1310.772023 2 655.8898926 0.370214073 0.000242633 46.64741843
ACGVSVK 2 203098013 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.903 1.741278887 8.78 0 1178.69675 2 589.8516846 -0.55800559 -0.00032886 28.06787655

39995082 NSUN2 tRNA (cytosine(34)-C(5))-methyltransferase isoform 1 54888 NP_060225.4 62.58148631 1 37 37 253 767 86.416 6.77 1.16 1.11 1.18 1.15 Significant 0.000328 LAQEGIYTLYPFINSR 12 39995082 1xTMT6plex [N-Term] 1.354 1.557 1.272 6.856614113 40.08 0 2114.148357 3 705.3880615 0.602933237 0.000424897 88.99251324KLSSETYSQAK 6 39995082 3xTMT6plex [N-Term; K1; K11] 1.279 1.292 1.188 5.52021265 35.61 1 1929.126003 3 643.7136841 0.256964083 0.000165239 32.79035096LQQQQRPEDAEDGAEGGGK 6 39995082 2xTMT6plex [N-Term; K19] 1.113 1.019 1.004 5.005965233 30.35 0 2471.252664 3 824.4224243 0.022575279 1.86E-05 22.0242778ELEDLEVDGQK 6 39995082 2xTMT6plex [N-Term; K11] 0.988 0.923 0.964 3.724491835 63.22 0 1732.936916 2 866.9714355 -0.76262225 -0.000660788 51.50434932TTQLIEMLHADMNVPFPEGFVIANDVDNKR 8 39995082 2xTMT6plex [N-Term; K29] 1.579 1.202 0.995 8.209306717 40.89 1 3873.007935 5 775.4064331 -1.259047938 -0.000975261 109.4738069WTTLNSLQLHGLQLR 6 39995082 1xTMT6plex [N-Term] 0.871 1.05 1.444 5.476053238 29.62 0 2009.14936 3 670.3880005 0.044035972 2.95E-05 78.0720984IVPEGEWGQFMDALREPLPATLR 5 39995082 1xTMT6plex [N-Term] 2.65 2.247 2.529 4.22481823 18.82 1 2854.5123 3 952.1749268 -0.726312009 -0.000691089 103.8240664ELEDLEVDGQKVEVPQPLSWYPEELAWHTNLSR 4 39995082 2xTMT6plex [N-Term; K11] 100 1.343 5.985795975 16.03 1 4365.244337 4 1092.064453 -1.913785199 -0.002088535 96.42009451QEAVSMIPPLLLNVRPHHK 4 39995082 2xTMT6plex [N-Term; K19] 1.233 1.225 5.547359467 26.76 0 2637.542702 5 528.3151245 1.44597416 0.000762764 77.13556539
YEPDSANPDALQCPIVLCGWR 6 39995082 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C13; C18] 100 1.735 100 5.154333115 37.72 0 2690.290423 3 897.434021 -1.082839122 -0.000971051 76.19675021

ILCDVPCSGDGTMR 6 39995082 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C7] 1.304 1.209 1.584 4.442855835 36.82 0 1809.849491 2 905.4285278 0.158982315 0.000143867 49.51946903
NNSGEEFDCAFR 4 39995082 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.876 1.369 4.422897339 39.98 0 1674.73795 2 837.8703613 -2.689336412 -0.002251967 37.75663551DGQWFTDWDAVPHSR 6 39995082 1xTMT6plex [N-Term] 1.062 1.129 1.229 5.47803688 51.49 0 2045.966704 3 682.6589966 -2.08576899 -0.001422471 62.54845725FHQFLVSETESGNISR 10 39995082 1xTMT6plex [N-Term] 1.369 1.129 1.218 5.235351086 53.18 0 2080.066084 2 1040.535522 -1.113055082 -0.001157614 52.96753596VEVPQPLSWYPEELAWHTNLSR 4 39995082 1xTMT6plex [N-Term] 1.078 0.848 5.188715935 47.51 0 2880.488194 3 960.8327637 -1.547044832 -0.001485415 91.93587197EDPFVFIPEDDPLFPPIEK 32 39995082 2xTMT6plex [N-Term; K19] 1.158 1.033 1.017 4.482151508 35.62 0 2702.436942 3 901.4844971 0.738407956 0.000665167 111.7827667IVPEGEWGQFMDALR 6 39995082 1xTMT6plex [N-Term] 0.908 1.205 4.284664154 41.32 0 1977.010149 2 989.0063477 -2.392495306 -0.002364994 96.48241624GEAGWEGGYPEIVK 6 39995082 2xTMT6plex [N-Term; K14] 1.332 1.214 0.993 4.050350666 59 0 1950.037299 2 975.5214844 -0.823907318 -0.000803325 67.57107233

MVYSTCSLNPIEDEAVIASLLEK 5 39995082 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C6] 1.144 1.218 6.688941956 59.79 0 3040.598681 3 1014.203003 -1.389769378 -0.001408577 112.5438408
ESTQLSPADLTEGKPTDPSK 6 39995082 3xTMT6plex [N-Term; K14; K20] 1.071 0.865 0.624 4.441185474 17.72 0 2788.51833 3 930.1732178 -4.74428285 -0.00440984 52.67898856SEGALELADVSNELPGLK 12 39995082 2xTMT6plex [N-Term; K18] 1.257 1.164 1.159 5.067331791 71.15 0 2300.274963 2 1150.638306 -2.44661702 -0.002813946 82.24932365EGVILTNESAASTGQPDNDVTEGQR 6 39995082 1xTMT6plex [N-Term] 1.038 0.922 1.122 6.313616276 70.04 0 2817.369989 3 939.7938843 -1.025480494 -0.000963053 53.33218515LFEHYYQELK 10 39995082 2xTMT6plex [N-Term; K10] 1.111 1.154 1.143 3.935842037 25.77 0 1828.004542 2 914.50354 -2.592303118 -0.002369371 64.03921044LSSETYSQAK 4 39995082 2xTMT6plex [N-Term; K10] 1.075 1.107 4.907202244 58.22 0 1571.868108 2 786.4367065 -1.254465341 -0.000985927 31.99084013GAEQLAEGGR 6 39995082 1xTMT6plex [N-Term] 1.23 1.724 1.364 3.628165722 56.09 0 1216.64833 2 608.8273926 -0.675366685 -0.000410842 19.78641903IITVSMEDVK 6 39995082 2xTMT6plex [N-Term; K10] 1.053 1.188 1.207 4.347018242 57.06 0 1592.933351 2 796.9694824 -1.043939628 -0.000831463 66.06077316ILLTQENPFFR 6 39995082 1xTMT6plex [N-Term] 1.523 1.09 4.019456863 37.59 0 1606.915444 2 803.960022 -1.665622605 -0.001338257 87.1073631RGEAGWEGGYPEIVK 6 39995082 2xTMT6plex [N-Term; K15] 1.117 0.957 1.419 4.521004677 21.13 1 2106.13841 3 702.7164917 -1.656060365 -0.001162631 61.43537602LSSPCIMVVNHDASSIPR 4 39995082 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.983 0.909 4.282736301 24.73 0 2212.141574 3 738.0513916 -0.882477566 -0.000650722 66.75387831WMPGITQWK 8 39995082 2xTMT6plex [N-Term; K9] 1.175 1.027 1.057 4.283690453 41.82 0 1604.902326 2 802.9543457 -0.567712898 -0.000455562 77.0856248NVLLNNSEK 6 39995082 2xTMT6plex [N-Term; K9] 1.22 1.265 0.985 4.217319012 36.8 0 1488.878613 2 744.9420166 -1.247184867 -0.000928453 41.42826699FYALDPSFPR 6 39995082 1xTMT6plex [N-Term] 1.018 0.897 0.809 3.770670891 30.98 0 1441.767717 2 721.3867188 -1.079362495 -0.000778095 68.77752523LQQQQRPEDAEDGAEGGGKR 2 39995082 2xTMT6plex [N-Term; K19] 0.951 3.967683315 0.64 1 2627.353775 4 657.5933228 -0.880632976 -0.000578434 21.9002119LQIDVDGR 4 39995082 1xTMT6plex [N-Term] 0.762 0.716 2.755959749 10.37 0 1144.652353 2 572.8295898 -0.393090967 -0.000224976 41.44338405QLYMVSK 4 39995082 2xTMT6plex [N-Term; K7] 1.139 1.181 2.778358936 30.59 0 1326.785565 2 663.8961182 -0.456126364 -0.000302591 45.58110122KNIDVWK 6 39995082 3xTMT6plex [N-Term; K1; K7] 1.528 1.41 1.497 3.731277227 11.24 1 1589.998224 3 530.6689453 -3.736835934 -0.001980521 50.57296522VINTGIK 2 39995082 2xTMT6plex [N-Term; K7] 1.138 1.874113798 11.26 0 1202.787279 2 601.897644 0.608583039 0.000365998 43.26777077WMPGITQWK 3 39995082 2xTMT6plex [N-Term; K9]; 1xOxidation [M2] 1.285 1.671 1.726282239 19.01 0 1620.897241 2 802.9543457 -0.567712898 -0.000455562 77.0856248QLYMVSK 4 39995082 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 1.136 1.17 1.117 1.517959952 13.56 0 1342.78048 2 663.8961182 -0.456126364 -0.000302591 45.5811012221361633 LRRC40 leucine-rich repeat-containing protein 40 55631 NP_060238.3 29.90033223 1 14 14 73 602 68.207 6.43 1.07 1.03 0.95 1.02 Significant 0.0012 LLPALTVLDIHDNQLTSLPSAIR 6 21361633 1xTMT6plex [N-Term] 1.742 1.377 6.763641357 59.8 0 2729.576281 3 910.5300293 -0.273338899 -0.0002487 106.5136705LDLSNNDISSLPYSLGNLHLK 2 21361633 2xTMT6plex [N-Term; K21] 1.163 5.396603584 43.76 0 2771.534365 3 924.5159912 -0.340824635 -0.000314869 91.75569452ELHVGENQIEMLEAEHLK 2 21361633 2xTMT6plex [N-Term; K18]; 1xOxidation [M11] 1.032 5.281243801 25.82 0 2593.369608 4 649.0964355 -2.196386694 -0.001424011 59.17461997IKDDGPSQSESATETAMTLPSESR 8 21361633 2xTMT6plex [N-Term; K2] 1.185 1.737 1.122 5.919695854 56.01 1 2995.49303 3 999.168335 -0.860685424 -0.000859392 56.11877834GTAAILEYLR 6 21361633 1xTMT6plex [N-Term] 1.115 0.961 0.834 3.694543362 35.69 0 1335.783367 2 668.3953247 0.004240255 2.83E-06 74.32436664FLALEGNPLR 6 21361633 1xTMT6plex [N-Term] 1.084 1.204 0.861 3.930142641 31.78 0 1358.799352 2 679.9016113 -2.506274194 -0.001702762 70.02800881FLPEFPSCSLLK 11 21361633 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 0.944 0.824 0.901 3.84995985 44.49 0 1896.070514 2 948.536499 -2.527407652 -0.002396072 93.57036062

WWEQTDLTK 5 21361633 2xTMT6plex [N-Term; K9] 1.439 1.267 1.01 3.160669565 30.67 0 1664.904828 2 832.9569702 1.102525295 0.0009178 64.10532612QATLIPDEVFDAVK 8 21361633 2xTMT6plex [N-Term; K14] 1.178 1.211 3.958498716 35.83 0 2004.141764 3 668.7195435 1.15427019 0.000771107 87.05055701TLLLDGNPFR 6 21361633 1xTMT6plex [N-Term] 0.899 0.806 1.116 3.539191246 28.45 0 1374.794266 2 687.9005127 -0.376339491 -0.000258695 67.24139205ELENLQK 4 21361633 2xTMT6plex [N-Term; K7] 1.133 0.87 2.557503462 17.82 0 1331.793487 2 666.4006348 0.379902181 0.000252976 40.88490559LTFLDLR 4 21361633 1xTMT6plex [N-Term] 1.026 1.981 2.755555391 37.21 0 1106.677111 2 553.8419189 -0.496991733 -0.000275005 80.60281147LIISNNK 2 21361633 2xTMT6plex [N-Term; K7] 1.321 2.377122402 10.15 0 1259.808743 2 630.4069824 -1.63114938 -0.001027468 47.33781165MLPEVLYR 3 21361633 1xTMT6plex [N-Term] 1.021 0.794 2.610502005 6.44 0 1249.717596 2 625.3603516 -3.336229732 -0.002084672 64.00435027406601114 TTC19 tetratricopeptide repeat protein 19, mitochondrial isoform 1 precursor 54902 NP_060245.3 12.63157895 1 3 3 18 380 42.43 5.77 1.55 1.2 2.18 1.64 Significant 0.0291
LSIMKDEPEEAELILHDALR 8 406601114 2xTMT6plex [N-Term; K5] 1.743 1.342 2.073 6.21784544 37.1 1 2780.526837 4 695.8870239 -0.205341256 -0.000142739 94.79590589HPQTIVLMSDLATTLDAQGR 6 406601114 1xTMT6plex [N-Term] 1.41 1.107 2.336 6.682267189 52.84 0 2396.28051 3 799.4321289 0.552472361 0.000441293 86.68625382EIYQEALK 4 406601114 2xTMT6plex [N-Term; K8] 1.496 1.088 3.583287716 51.35 0 1451.851002 2 726.428894 -0.337730292 -0.000245167 49.03853079

19923812 OSBPL10 oxysterol-binding protein-related protein 10 isoform 1 114884 NP_060254.2 9.816753927 1 4 6 36 764 83.917 8.31 1.1 1.06 1.09 1.08 Significant 0.000123 LLEHGEEYVFTLPSAYAR 6 19923812 1xTMT6plex [N-Term] 1.103 0.716 0.885 4.928238869 19.74 0 2324.212413 3 775.4066162 -3.062520081 -0.002372649 73.71917351SILTIPWVELGGK 10 19923812 2xTMT6plex [N-Term; K13] 0.878 0.953 1.114 3.768446445 40.8 0 1871.140642 2 936.0751953 1.32127695 0.001236148 103.2619212VVLPTFILEK 10 19923812 2xTMT6plex [N-Term; K10] 1.227 1.309 1.023 3.742538452 58.24 0 1617.039137 2 809.0230103 -0.243038142 -0.000196501 100.3626236SIILHLISQLK 6 19923812 2xTMT6plex [N-Term; K11] 1.948 1.159 1.452 2.814758062 19.06 0 1723.124598 3 575.0462036 -0.313500345 -0.000180067 107.3665492SSPGSVAASPSGGGGR 2 19923812 1xTMT6plex [N-Term] 0.918 2.820108175 36.48 0 1559.797513 2 780.4020386 -0.457060328 -0.000356461 23.67192853LGMDLTK 2 19923812 2xTMT6plex [N-Term; K7] 0.995 2.030705214 6.18 0 1235.743366 2 618.3754272 0.171663627 0.000106066 52.4485287614458185 FOCAD focadhesin 54914 NP_060264.4 4.330927263 1 6 6 18 1801 199.93 6.62 1.01 0.96 1.13 1.03 Significant 0.00237 SLANFSAGEHTILHLPEK 4 614458185 2xTMT6plex [N-Term; K18] 1.062 0.958 4.982373714 27.42 0 2422.349465 4 606.3430786 0.420910831 0.000254898 67.48242361AIFLPQAWLAYMNR 4 614458185 1xTMT6plex [N-Term] 1 1.992 3.756597757 35.14 0 1923.051226 3 641.6872559 -2.085962049 -0.001337137 111.0899557



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

EKEVLAWMILHSLYQAR 2 614458185 2xTMT6plex [N-Term; K2] 0.991 3.752554655 4.29 1 2545.436506 4 637.1147461 0.25481877 0.000162156 108.7726366LLTSLWEK 2 614458185 2xTMT6plex [N-Term; K8] 0.696 3.46391511 23.93 0 1447.892473 2 724.4499512 0.10567342 7.65E-05 85.60623237KLSAHVDDSGSQSR 2 614458185 2xTMT6plex [N-Term; K1] 1.045 3.663314104 10.84 1 1945.050323 4 487.0173035 -1.511026618 -0.000734756 20.77359641LLPAWIR 4 614458185 1xTMT6plex [N-Term] 0.882 0.897 2.502155066 20.33 0 1097.703267 2 549.3554077 0.248063111 0.00013615 77.524961698923370 CMTM6 CKLF-like MARVEL transmembrane domain-containing protein 6 54918 NP_060271.1 9.289617486 1 2 2 18 183 20.406 5.29 1.28 1.32 1.14 1.25 Significant 0.00191 AEALTEPLNA 12 8923370 1xTMT6plex [N-Term] 1.117 1.403 1.154 3.455054045 35.3 0 1257.688798 2 629.3475342 -0.800110987 -0.000503145 51.3185612KPENTTR 6 8923370 2xTMT6plex [N-Term; K1] 1.505 1.185 1.099 2.023432493 8.12 0 1303.77342 3 435.262085 -1.318179341 -0.000572869 16.07871694157388904 DNAAF5 dynein assembly factor 5, axonemal 54919 NP_060272.3 16.49122807 1 10 10 46 855 93.462 6.42 1.05 0.94 1 1 Significant 0.00102 ALAVHLLDLGLR 10 157388904 1xTMT6plex [N-Term] 1.057 1.151 0.903 4.364058971 49.55 0 1519.952164 3 507.3219604 -0.549775423 -0.000278544 81.61730133SAELVGTFVSPEVFLK 6 157388904 2xTMT6plex [N-Term; K16] 1.161 1.036 1.005 5.574866772 39.18 0 2181.257128 3 727.7567749 -0.621840017 -0.000452131 98.22352721DVQETLMPQVLTTLEEDSK 6 157388904 2xTMT6plex [N-Term; K19] 1.128 1.11 1.196 6.206598282 45.36 0 2634.39482 3 878.8023682 -0.861039429 -0.000756106 99.0417587ATDTINSQGQFPSYLETVTK 4 157388904 2xTMT6plex [N-Term; K20] 0.959 0.983 5.674853325 51.93 0 2658.402682 3 886.8060913 0.390661576 0.000346179 71.19175977TAAVSCLWALTSSEVLSAEQIR 4 157388904 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.815 1.209 6.817274094 59.9 0 2621.380618 3 874.4677734 3.108786433 0.002716437 104.60487ILPALCHDITDWVVGTR 2 157388904 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.45 4.411215782 6.19 0 2195.184425 3 732.4002686 0.832533268 0.000609188 103.2811502IINTFLK 2 157388904 2xTMT6plex [N-Term; K7] 1.064 1.936472535 26.4 0 1306.84988 2 653.9285278 -0.077029458 -5.03E-05 77.45520257ETEAVIHK 4 157388904 2xTMT6plex [N-Term; K8] 0.933 0.886 2.82403636 16.25 0 1384.820036 3 462.2787476 1.193928264 0.000551125 27.17919386LLPALAAR 2 157388904 1xTMT6plex [N-Term] 0.959 2.76485467 11.14 0 1053.698181 2 527.3525391 -0.360259709 -0.000189803 58.36220327ACLQPSQDPQMR 6 157388904 1xTMT6plex [N-Term]; 1xOxidation [M11]; 1xCarbamidomethyl [C2] 0.747 0.896 100 2.274693489 25.87 0 1675.809341 2 838.4098511 1.840500803 0.001542164 21.45990521
8923380 OSGEP probable tRNA N6-adenosine threonylcarbamoyltransferase 55644 NP_060277.1 9.552238806 1 3 3 14 335 36.403 6.35 1.06 1.1 1.04 1.07 Significant 0.000273

LQEMMATMCQER 2 8923380 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 2.324 3.26040554 40.12 0 1756.805183 2 878.9060669 -0.185701261 -0.00016312 63.29558535LVELPYTVK 6 8923380 2xTMT6plex [N-Term; K9] 1.098 1.06 0.975 3.774077415 40.07 0 1519.949988 2 760.4786987 0.087687713 6.66E-05 70.33369069TPLSDSGVTQR 6 8923380 1xTMT6plex [N-Term] 1 1.187 1.122 3.80934906 35.54 0 1389.753523 2 695.3804321 0.046172081 3.21E-05 25.8164826622212943 UBE2R2 ubiquitin-conjugating enzyme E2 R2 54926 NP_060281.2 7.56302521 1 2 2 14 238 27.149 4.42 1.04 0.94 0.96 0.98 Significant 0.00097 SLQEEPVEGFR 8 22212943 1xTMT6plex [N-Term] 0.872 0.938 1.086 3.604414463 24.34 0 1519.795388 2 760.4000244 -1.721311892 -0.001308021 41.50487961ALMLELK 6 22212943 2xTMT6plex [N-Term; K7] 1.149 0.934 0.906 3.491862059 31.61 0 1275.811051 2 638.4074707 -2.654463407 -0.001693297 71.11066546157388900 IMPAD1 inositol monophosphatase 3 54928 NP_060283.3 29.24791086 1 9 9 41 359 38.657 6.86 1.93 2.08 1.78 1.93 Significant 0.00201 FSLFGLGGEPGGGAAGPAAAADGGTVDLR 2 157388900 1xTMT6plex [N-Term] 5.177790642 45.38 0 2817.436887 3 939.8170776 -0.073470978 -6.90E-05 88.48022066EVPAESVTVWIDPLDATQEYTEDLRK 7 157388900 2xTMT6plex [N-Term; K26] 2.074 100 2.117 6.171380997 23.13 1 3462.804451 4 866.4560547 -0.595514424 -0.000515537 97.49326937VLALLDVPDK 14 157388900 2xTMT6plex [N-Term; K10] 1.685 1.889 1.487 4.182534218 66.51 0 1540.971451 2 770.989502 0.17913132 0.000138018 91.9926624VLALLDVPDKSQEK 6 157388900 3xTMT6plex [N-Term; K10; K14] 2.455 2.67 2.637 4.459477425 15.87 1 2242.362545 3 748.1254883 -0.282477181 -0.000211139 79.65526507EVPAESVTVWIDPLDATQEYTEDLR 2 157388900 1xTMT6plex [N-Term] 100 2.996558189 4.47 0 3105.546556 3 1035.85437 0.64434441 0.000667014 107.8060945
WDICAGNAILK 2 157388900 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.986 2.067128658 12.26 0 1718.966383 3 573.6602783 -0.05887786 -3.37E-05 70.53097991

ESNVLHEK 4 157388900 2xTMT6plex [N-Term; K8] 1.867 2.006 2.570904493 11.85 0 1413.8102 3 471.9420166 0.917332955 0.000432312 25.39658905MTSGDVLSNR 2 157388900 1xTMT6plex [N-Term] 1.183 2.943021059 5.19 0 1308.677916 2 654.8419189 -1.035005908 -0.000677245 30.08722881IPEDILK 2 157388900 2xTMT6plex [N-Term; K7] 1.699 2.556186199 22.32 0 1285.81316 2 643.4091797 -1.615370775 -0.001038532 63.66704014
117647226 TRMT10C mitochondrial ribonuclease P protein 1 precursor 54931 NP_060289.2 56.07940447 1 19 19 126 403 47.317 9.36 0.91 0.93 0.93 0.92 Significant 0.0000521

LNLATECLPLDK 6 117647226 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.219 1.221 1.11 4.151161671 62.93 0 1845.055592 2 923.0318604 0.461960674 0.000426172 74.75164182
GAQAMQFGQPLVFDMAYENYMK 6 117647226 2xTMT6plex [N-Term; K22] 0.785 1.008 0.808 5.463218212 66.23 0 2997.471313 3 999.8266602 -1.963432052 -0.001961777 97.7820539GAQAMQFGQPLVFDMAYENYMK 2 117647226 2xTMT6plex [N-Term; K22]; 1xOxidation [M21] 0.848 3.041360855 48.93 0 3013.466228 3 999.8266602 -1.963432052 -0.001961777 97.7820539KELQNTVSQLLESEGWNR 4 117647226 2xTMT6plex [N-Term; K1] 0.965 0.705 6.2036376 28.38 1 2589.403685 3 863.8053589 -0.834879419 -0.000720613 81.83676739EVPEHITEEELK 10 117647226 2xTMT6plex [N-Term; K12] 1.001 0.857 0.991 3.957261562 49.27 0 1911.047529 2 956.0269775 -0.445102417 -0.000425306 53.19361451ELQNTVSQLLESEGWNR 14 117647226 1xTMT6plex [N-Term] 0.764 0.924 1.026 6.374398232 61.07 0 2232.14579 2 1116.576904 0.332273883 0.000370842 86.28109599VYVIGSFVDK 12 117647226 2xTMT6plex [N-Term; K10] 0.988 0.948 0.916 3.705855846 53.74 0 1584.940151 2 792.9718628 -2.335838397 -0.001851082 75.54531525

NVDPFHIYFCNLK 6 117647226 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.045 0.994 1.076 4.336134911 30.97 0 2125.130488 3 709.0484009 0.075951439 5.38E-05 81.76788078DSIIYLTADSPNVMTTFR 2 117647226 1xTMT6plex [N-Term] 0.755 3.436348438 24.96 0 2273.1685 2 1137.087769 -0.105188254 -0.000119555 84.50549398TLMECVSNTAK 6 117647226 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 0.711 0.557 0.8 4.401983261 43.07 0 1711.912298 2 856.4581299 -1.936573724 -0.001657622 47.62869355
NMDIAMGWK 6 117647226 2xTMT6plex [N-Term; K9] 0.992 0.731 0.742 3.624881744 39.66 0 1523.811462 2 762.4087524 -0.809638999 -0.000616869 64.14812793YLQWEIGNK 10 117647226 2xTMT6plex [N-Term; K9] 0.851 0.94 0.89 3.90451622 48.47 0 1608.914999 2 804.9605713 -0.704233521 -0.000566526 64.40363706

SSVQEECVSTISSSKDEDPLAATR 2 117647226 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 100 2.434443235 17.02 1 3054.530144 3 1018.849487 1.232528044 0.001254931 49.9080269
NESTPPSEELELDKWK 4 117647226 3xTMT6plex [N-Term; K14; K16] 1.193 0.934 3.254866362 14.12 1 2589.401509 3 863.8052979 -0.065179275 -5.63E-05 61.91849242SHVDLFPK 14 117647226 2xTMT6plex [N-Term; K8] 0.841 0.93 0.869 3.650631905 36.23 0 1400.830207 2 700.9182739 -0.667902814 -0.000467809 48.62077899LLLTSTEK 6 117647226 2xTMT6plex [N-Term; K8] 0.843 0.847 0.902 3.090357065 39.12 0 1362.860838 2 681.9336548 -0.590874479 -0.00040264 56.94063908SMQPGTSLAK 8 117647226 2xTMT6plex [N-Term; K10] 0.86 1.143 0.928 3.09340167 35.64 0 1477.844871 2 739.4263306 0.347771828 0.000256976 36.40082963LLETTEEDKQK 5 117647226 3xTMT6plex [N-Term; K9; K11] 1.045 0.953 0.955 3.280558109 4.17 1 2021.173347 3 674.3952637 -1.043727584 -0.000703185 43.44549296EFIEMWR 2 117647226 1xTMT6plex [N-Term] 0.84 2.967625141 26.05 0 1239.639346 2 620.322937 -0.603519536 -0.000374073 67.87176444IPAVTYPK 1 117647226 2xTMT6plex [N-Term; K8] 0.916 2.223838568 0 1346.844794 2 673.9268799 1.25392 0.000844418 53.965844558923415 Mar-05 E3 ubiquitin-protein ligase MARCH5 54708 NP_060294.1 18.34532374 1 4 4 28 278 31.211 8.7 1.08 0.99 0.98 1.02 Non-Significant #N/A

SCWVCFATDEDDR 8 8923415 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C5] 100 1.071 100 3.958847284 47.39 0 1889.799564 2 945.4028931 -0.55807886 -0.000527329 55.26648564IPAEANPLADHVSATR 6 8923415 1xTMT6plex [N-Term] 1.203 1.055 1.029 5.763459206 56.01 0 1891.023491 3 631.0136719 1.571559008 0.000990618 47.96349189LGPVVYVLDLADR 12 8923415 1xTMT6plex [N-Term] 0.947 0.87 0.737 3.91771102 35.63 0 1658.967873 2 829.9862061 -1.650297555 -0.001368895 104.004674WVHQACLQR 2 8923415 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.961 3.517785549 29.52 0 1426.757504 3 476.2570496 -0.636701301 -0.000302806 39.26915528923417 ADPRHL2 poly(ADP-ribose) glycohydrolase ARH3 54936 NP_060295.1 15.42699725 1 4 4 25 363 38.922 5.07 0.93 1.03 1.05 1 Significant 0.00137 GYGAGVVTVFK 6 8923417 2xTMT6plex [N-Term; K11] 1.008 0.947 1.261 3.829415083 44.67 0 1555.924835 2 778.4658813 -0.224538281 -0.000174682 60.67571207HVQSLEPDPGTPGSER 12 8923417 1xTMT6plex [N-Term] 0.923 1.066 0.777 5.067048073 27.49 0 1934.976934 3 645.6630249 -1.246910455 -0.000804248 25.89172292ALVQSLLAK 6 8923417 2xTMT6plex [N-Term; K9] 0.905 1.135 1.26 4.314291954 62.97 0 1400.924107 2 700.9663086 0.880388519 0.000616679 75.78309538QLLGHMEDLEGDAQSVLDAR 1 8923417 1xTMT6plex [N-Term] 0.636 2.973174334 0 2426.218303 3 809.4099731 -1.210536745 -0.000979009 78.03397011
8923421 SARS2 serine--tRNA ligase, mitochondrial isoform b precursor 54938 NP_060297.1 40.54054054 1 15 15 79 518 58.246 8.13 1.14 1.11 1.15 1.13 Significant 0.000112

LPNQTHPDVPVGDESQAR 6 8923421 1xTMT6plex [N-Term] 1.119 1.518 1.261 5.807677746 33.9 0 2189.114825 3 730.3752441 -1.665224722 -0.001215123 34.73710097
FCACPEEAAHALELR 6 8923421 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C4] 1.257 1.008 1.691 6.598173618 51.47 0 2002.967633 3 668.3267212 -1.009609815 -0.000674072 60.01351198SADLPAIISTWQELR 8 8923421 1xTMT6plex [N-Term] 1.269 1.176 1.252 4.731696129 37.94 0 1929.064293 3 643.6929321 -0.025692913 -1.65E-05 96.81694632GAVFEGCGMTPNANPSQIYNIDPAR 8 8923421 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.304 0.794 0.888 4.841807365 47.37 0 2908.391927 3 970.1356812 0.193511413 0.000187602 68.05440306LLIALLESNQQK 10 8923421 2xTMT6plex [N-Term; K12] 1.026 1.187 1.159 3.63568902 45.27 0 1828.130805 3 610.0489502 0.816164759 0.000497352 100.4199768ITAPTHVPLQYIGPNQPR 6 8923421 1xTMT6plex [N-Term] 1.263 0.983 5.286732674 32.46 0 2231.249802 3 744.4224854 1.389734437 0.001033615 60.19293944VLHMVGDKPVFSFQPR 8 8923421 2xTMT6plex [N-Term; K8] 1.154 1.031 1.202 4.396080494 12.7 0 2315.309849 4 579.5822754 -1.113132871 -0.000644312 67.95948248EGYSALPQLDIER 4 8923421 1xTMT6plex [N-Term] 0.926 0.768 4.38440609 37.58 0 1719.911481 2 860.4590454 -0.38742092 -0.000333165 58.56494015AETNTGQEPR 6 8923421 1xTMT6plex [N-Term] 1.197 1.404 1.276 4.027227402 45.69 0 1331.675273 2 666.3410645 -0.316055842 -0.000210442 15.516679KFDIEAWMPGR 2 8923421 2xTMT6plex [N-Term; K1] 1.009 3.302512646 16.47 1 1807.992932 3 603.3361816 0.586269922 0.000353324 75.62570163ELVHLYPR 4 8923421 1xTMT6plex [N-Term] 1.094 1.057 3.474894285 39.48 0 1255.736023 3 419.2498474 -0.823504027 -0.000344701 38.57026795VLDMPTQELGLPAYR 4 8923421 1xTMT6plex [N-Term] 1.455 1.072 3.177531719 11.9 0 1932.0462 2 966.5270386 0.310913082 0.000300349 79.0038739GHLEIGEK 4 8923421 2xTMT6plex [N-Term; K8] 0.99 1.1 2.522646904 21.12 0 1340.793821 3 447.6029663 0.39107115 0.000174782 33.28008081DGSVLVPPALQSYLGTDR 2 8923421 1xTMT6plex [N-Term] 0.903 1.13 2.744919777 0 2117.143999 3 706.3825073 -5.210197014 -0.003676912 84.36185156AAVTEAVR 1 8923421 1xTMT6plex [N-Term] 1.42 21.24 0 1045.620325 2 523.3154907 3.232679428 0.001690078 22.7436169821361661 COMMD4 COMM domain-containing protein 4 isoform 1 54939 NP_060298.2 26.63316583 1 4 4 32 199 21.75 7.31 0.99 0.9 0.87 0.92 Significant 0.00153

VDYTLSSSLLQSVEEPMVHLR 4 21361661 1xTMT6plex [N-Term]; 1xOxidation [M17] 0.687 1.025 5.122114658 39.03 0 2648.380283 3 883.4649048 -0.046203535 -4.08E-05 82.272942VDYTLSSSLLQSVEEPMVHLR 2 21361661 1xTMT6plex [N-Term] 0.907 5.392848015 28.61 0 2632.385368 3 883.4649048 -0.046203535 -4.08E-05 82.272942FQVLLAELK 14 21361661 2xTMT6plex [N-Term; K9] 0.825 0.797 0.849 3.942997456 57.63 0 1518.965972 2 759.9859619 -0.872160338 -0.000662391 99.95151811ATVAVLSFILSSAAK 6 21361661 2xTMT6plex [N-Term; K15] 1.669 1.357 0.958 3.313004255 30.65 0 1936.18832 3 646.0675049 -0.185272041 -0.000119574 112.977311
LLCSQVLK 6 21361661 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.051 1.139 0.868 3.711302042 42.45 0 1418.880528 2 709.9436035 -0.421281946 -0.000298874 61.53896466

8923444 NHP2 H/ACA ribonucleoprotein complex subunit 2 isoform a 55651 NP_060308.1 54.24836601 1 6 6 84 153 17.19 8.22 1.19 1.16 1.22 1.19 Significant 0.000212
GIMVLAGDTLPIEVYCHLPVMCEDR 8 8923444 1xTMT6plex [N-Term]; 1xOxidation [M]; 2xCarbamidomethyl [C16; C22] 1.329 0.674 1.384 4.62926054 26.31 0 3133.539186 3 1039.850586 -2.26664223 -0.002355452 104.3628057
GIMVLAGDTLPIEVYCHLPVMCEDR 14 8923444 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C16; C22] 1.62 1.938 1.464 5.499835014 37.31 0 3117.544271 3 1039.850586 -2.26664223 -0.002355452 104.3628057

IKADPDGPEAQAEACSGER 10 8923444 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C15] 1.318 1.459 1.337 4.819295883 36.44 1 2459.223672 3 820.4121094 -0.771562596 -0.000632482 31.47151418
ADPDGPEAQAEACSGER 18 8923444 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.951 0.973 1.078 5.335669994 87.75 0 1988.881713 2 994.9446411 0.146904947 0.000146088 20.71947738TYQELLVNQNPIAQPLASR 6 8923444 1xTMT6plex [N-Term] 0.904 1.071 6.027038574 32.42 0 2384.313524 3 795.4428101 0.147898243 0.000117545 69.77697336TDLGAAAGSK 6 8923444 2xTMT6plex [N-Term; K10] 1.339 1.21 1.341 3.657178879 56.54 0 1348.783651 2 674.8950195 -0.658435843 -0.000444044 29.58579192NLPYVYIPSK 22 8923444 2xTMT6plex [N-Term; K10] 1.2 1.244 1.194 3.558172703 42.09 0 1651.98235 2 826.4933472 -1.77517881 -0.001466282 71.4253433647086907 LPCAT2 lysophosphatidylcholine acyltransferase 2 54947 NP_060309.2 11.58088235 1 4 4 17 544 60.169 6.55 1.17 0.73 0.99 0.96 Significant 0.0171 NLMAEALGIPVTDHTYEDCR 6 47086907 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.847 0.458 1.614 5.89545393 43.89 0 2534.221674 3 845.4119263 -0.177088457 -0.000149594 70.34691315

SCLITFKPGAFIPGVPVQPVLLR 5 47086907 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.479 0.888 4.560368538 18.16 0 2967.762197 3 989.9234009 -2.206326803 -0.002182618 109.2579584
EVQTTPSTASNK 4 47086907 2xTMT6plex [N-Term; K12] 0.994 0.872 3.905348301 40.04 0 1720.948149 2 860.9770508 -0.769638237 -0.000662254 22.07112706LPVSDVLR 2 47086907 1xTMT6plex [N-Term] 1.22 2.709075689 19.92 0 1127.698575 2 564.3535156 1.046077406 0.00058983 65.978622848923448 MRPL16 39S ribosomal protein L16, mitochondrial 54948 NP_060310.1 14.74103586 1 3 3 16 251 28.431 10.13 1.12 1.14 1.12 1.12 Significant 0.000035 TLLPVPSFEDVSIPEKPK 10 8923448 3xTMT6plex [N-Term; K16; K18] 0.893 1.151 1.117 5.535545349 30.49 0 2683.588916 4 671.6525879 -0.146914268 -9.86E-05 91.1186351LVVEMGGR 4 8923448 1xTMT6plex [N-Term] 1.046 1.006 2.863190174 30.08 0 1089.628781 2 545.3183594 0.606848875 0.00033062 42.95000085KVLSPYDLTHK 2 8923448 3xTMT6plex [N-Term; K1; K11] 1.278 3.975018024 20.68 1 1988.214759 4 497.8093262 0.360150983 0.000179014 52.38405691

8923450 SDHAF2 succinate dehydrogenase assembly factor 2, mitochondrial 54949 NP_060311.1 19.87951807 1 3 3 18 166 19.587 6.8 0.68 1.15 0.72 0.85 Significant 0.0299
APDLEYLFEKPR 6 8923450 2xTMT6plex [N-Term; K10] 0.686 0.624 0.683 4.69156456 20.78 0 1936.09442 3 646.0360107 -0.48591816 -0.000313594 75.432189DMIEIPLPPWQER 10 8923450 1xTMT6plex [N-Term] 0.638 0.685 0.832 3.94320035 20.65 0 1852.982871 2 926.9932251 -1.995584927 -0.001848892 89.25964778TDESIETK 2 8923450 2xTMT6plex [N-Term; K8] 1.847 1.600743175 5.48 0 1380.762246 2 690.8847656 0.006011172 4.15E-06 26.047279528923458 COMMD8 COMM domain-containing protein 8 54951 NP_060315.1 19.12568306 1 3 3 14 183 21.077 5.43 0.76 0.71 0.86 0.77 Significant 0.00321 EELQNLIQSLEAANK 6 8923458 2xTMT6plex [N-Term; K15] 0.764 0.695 0.721 5.399394512 38.82 0 2158.211968 3 720.0759277 0.584489913 0.000420484 99.79180558LPAELGPQLLHK 2 8923458 2xTMT6plex [N-Term; K12] 0.88 3.958034039 26.94 0 1774.099111 3 592.0383301 0.747243695 0.000441895 71.45788332IIDGICGR 6 8923458 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.671 0.727 0.883 3.030118227 32.13 0 1132.634595 2 566.8200684 -1.531589498 -0.000867366 39.2544610757527756 C1orf27 protein odr-4 homolog isoform 1 54953 NP_060317.3 19.16299559 1 8 8 45 454 51.071 5.92 1.19 1.11 1.06 1.12 Significant 0.00114 LDNLDEEWATEHACQVSR 4 57527756 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.896 1.184 4.181232452 31.59 0 2402.124403 3 801.3804932 1.050354505 0.000841027 52.56595344TYIVEETVGQYLSNINLQGK 6 57527756 2xTMT6plex [N-Term; K20] 1.29 1.35 1.839 6.720970631 52.57 0 2727.496917 3 909.8330078 -4.563408458 -0.004148894 103.5410304LWNFTEEEVSER 6 57527756 1xTMT6plex [N-Term] 1.603 1.096 1.051 3.880154133 52.96 0 1767.875095 2 884.4403687 -0.924457456 -0.000817163 66.35123404VKDAVQAVK 9 57527756 3xTMT6plex [N-Term; K2; K9] 0.952 1.026 0.902 3.484885693 16.41 1 1645.061553 3 549.0244751 -1.629529927 -0.000893559 41.11203832EFHVLPYR 6 57527756 1xTMT6plex [N-Term] 1.072 0.906 0.962 3.149812698 28.21 0 1289.720373 3 430.5783691 0.140450503 6.04E-05 43.81693146TPPKEEQSENLK 2 57527756 3xTMT6plex [N-Term; K4; K12] 1.158 2.60946703 1.38 1 2087.195145 3 696.4025269 -1.01478944 -0.000706021 31.97394651DAVQAVK 2 57527756 2xTMT6plex [N-Term; K7] 1.266 2.276612759 8.56 0 1188.735244 2 594.8707886 -0.793584246 -0.000471681 29.8718406TYDIHDPK 10 57527756 2xTMT6plex [N-Term; K8] 1.239 1.164 1.128 2.366350889 10.27 0 1446.799301 3 482.938385 0.899357151 0.00043373 44.435502598923477 TMEM160 transmembrane protein 160 precursor 54958 NP_060324.1 10.63829787 1 2 2 12 188 19.645 8.03 1.5 1.04 1.17 1.24 Significant 0.012 AGASPPPVSELDR 6 8923477 1xTMT6plex [N-Term] 1.464 0.95 0.857 3.985417604 37.2 0 1524.821937 2 762.913208 -1.834931874 -0.001398972 50.66672908ADAWLLR 6 8923477 1xTMT6plex [N-Term] 1.525 1.085 1.296 2.904845476 26.66 0 1073.630495 2 537.3182983 -1.09479967 -0.000587705 54.844071239582767 SSH3 protein phosphatase Slingshot homolog 3 54961 NP_060327.3 22.0030349 1 10 10 52 659 72.951 5.3 0.76 0.69 0.67 0.71 Significant 0.00149 VLDVSDLESVTSK 10 239582767 2xTMT6plex [N-Term; K13] 0.738 0.741 0.704 5.119063377 73.88 0 1850.05228 2 925.5304565 0.733150059 0.000678183 70.31319948DFIDNQMLLLVAQR 12 239582767 1xTMT6plex [N-Term] 0.752 0.704 0.696 4.865011215 59.78 0 1905.046534 2 953.0262451 -0.693203867 -0.000660293 92.43066305APSEEELHGDQTDFGQGSQSPQK 4 239582767 2xTMT6plex [N-Term; K23] 0.856 0.624 4.902659893 42.39 0 2930.416828 3 977.4770508 -0.078270862 -7.65E-05 48.97480486TQAFQEQEQGQGQGQGEPCISSTPR 2 239582767 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.789 5.339208603 54.8 0 2977.390741 3 993.135498 0.402910041 0.000399874 36.48940295LAAQLEAPRPPR 2 239582767 1xTMT6plex [N-Term] 0.692 4.990106106 24.12 0 1547.921926 3 516.6452637 -0.444753939 -0.000229481 43.25110004AQGTHVLVHCK 6 239582767 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.794 0.563 0.578 4.515537739 32.57 0 1707.972865 4 427.7484131 -0.61056371 -0.000260707 22.54105769

IFPHLYLGSEWNAANLEELQR 2 239582767 1xTMT6plex [N-Term] 100 2.560502529 13.43 0 2729.424866 3 910.4788208 -1.083154072 -0.000985463 100.4809513LGLPLQQYR 6 239582767 1xTMT6plex [N-Term] 0.71 0.773 0.745 3.249904394 30.43 0 1316.788787 2 658.8966675 -2.072131149 -0.00136428 57.29514402VTHILNMAR 2 239582767 1xTMT6plex [N-Term] 0.687 3.279302359 26.87 0 1283.745542 3 428.5867004 0.004797181 2.05E-06 44.08317351YLLVVSTR 6 239582767 1xTMT6plex [N-Term] 0.781 0.891 3.059003115 24.82 0 1179.729875 2 590.3670044 -2.664102185 -0.00157146 56.4148090970608109 INTS8 integrator complex subunit 8 55656 NP_060334.2 6.231155779 1 4 4 12 995 113.016 7.05 0.91 0.64 0.87 0.81 Significant 0.0107 HVDMDLATLPPTTAMAVLLYNR 4 70608109 1xTMT6plex [N-Term] 0.424 0.432 4.331057549 32.29 0 2671.414895 3 891.1418457 -1.463891151 -0.001303554 100.177467AIGQTELNASNPEEVLQLAAQR 4 70608109 1xTMT6plex [N-Term] 0.651 0.789 6.46502161 62.92 0 2581.378309 3 861.1314087 0.528246563 0.000454535 79.00593061TIVQSSFPVK 2 70608109 2xTMT6plex [N-Term; K10] 1.155 2.389835358 4.33 0 1563.95105 3 521.9885254 -0.017416226 -9.08E-06 54.78327304ELTENILK 2 70608109 2xTMT6plex [N-Term; K8] 0.871 2.073104143 12.73 0 1417.866652 2 709.4356689 -1.827103678 -0.001295295 56.37538437
34147498 TMEM70 transmembrane protein 70, mitochondrial isoform a 54968 NP_060336.3 15.76923077 1 3 3 10 260 28.951 8.91 1.13 1.13 0.8 1.02 Significant 0.0114

AITYNAMLAETSTVFHQNDVK 2 34147498 2xTMT6plex [N-Term; K21] 1.277 6.364765167 37.52 0 2811.475136 3 937.8287964 -1.173640059 -0.001099887 81.55072848LYHEATTDTYK 2 34147498 2xTMT6plex [N-Term; K11] 1.078 4.620966911 24.51 0 1799.957986 3 600.6569824 -0.88438974 -0.000530621 32.44720206LIYTGNMAR 6 34147498 1xTMT6plex [N-Term] 1.249 1.129 0.798 3.123754025 34.2 0 1267.703008 2 634.3549194 -0.351930073 -0.000223071 44.50432507157388914 C4orf27 UPF0609 protein C4orf27 54969 NP_060337.2 4.046242775 1 1 1 8 346 39.411 6.8 1.01 1.14 0.57 0.91 Significant 0.0343 VAGQLLPLAYNLLK 8 157388914 2xTMT6plex [N-Term; K14] 1.006 1.144 0.567 4.532800674 40 0 1971.24069 3 657.7510986 -0.987916682 -0.000649141 111.835896833300633 CPSF3L integrator complex subunit 11 isoform 2 54973 NP_060341.2 14 1 7 7 23 600 67.619 8.06 1.2 1.15 1.29 1.21 Significant 0.00114 GIMQLVGQAEPESVLLVHGEAK 2 33300633 2xTMT6plex [N-Term; K22] 1.24 4.135365486 47.02 0 2763.547907 3 921.8529663 -1.288537177 -0.001186978 87.47234104VLIPVFALGR 6 33300633 1xTMT6plex [N-Term] 1.558 1.229 1.828 3.360661983 43.65 0 1313.850659 2 657.4285278 -0.669684893 -0.000439933 95.92331076VPIYFSTGLTEK 2 33300633 2xTMT6plex [N-Term; K12] 1.363 3.328151464 19.59 0 1813.051158 3 605.0223999 0.820962511 0.000496149 78.56297972LVSSEQALK 4 33300633 2xTMT6plex [N-Term; K9] 1.101 1.041 3.998021841 25.77 0 1432.877551 2 716.942627 0.297580383 0.000213198 45.28660632ELGLAEHQLR 2 33300633 1xTMT6plex [N-Term] 1.088 4.360044003 42.73 0 1394.795329 3 465.6037292 0.936147486 0.000435245 34.98180596HLGAAWIDK 2 33300633 2xTMT6plex [N-Term; K9] 1.139 3.559593678 20.07 0 1468.867655 3 490.293335 -1.500024308 -0.000734446 48.17188442VTPLGAGQDVGR 5 33300633 1xTMT6plex [N-Term] 1.192 1.331 1.144 2.901190519 16.02 0 1398.790243 2 699.8977661 -1.421051832 -0.000993877 35.9273781116445426 WDR13 WD repeat-containing protein 13 isoform 1 64743 NP_060353.2 6.597938144 1 2 2 7 485 53.681 9.23 1.38 0.73 0.81 0.97 Significant 0.0415 AVYEDRPPGSVVPTSAAEASR 3 16445426 1xTMT6plex [N-Term] 0.743 0.813 3.642344713 9.66 0 2388.235668 3 796.7487183 -1.70264388 -0.001355438 40.35895566VLALSFDAPGR 4 16445426 1xTMT6plex [N-Term] 1.379 0.708 3.056966782 28.07 0 1374.794266 2 687.9003906 -0.55392288 -0.000380765 67.72851832148747556 PINX1 PIN2/TERF1-interacting telomerase inhibitor 1 isoform 1 54984 NP_060354.4 10.06097561 1 2 2 8 328 37.012 9.6 1.47 1.66 1.52 1.55 Significant 0.00134
GLGAQEQGATDHIK 6 148747556 2xTMT6plex [N-Term; K14] 1.474 1.662 1.572 5.113369942 58.62 0 1883.038696 3 628.3518066 1.152882243 0.000723641 45.45585157NKPQVPVPGSDISETQVER 2 148747556 2xTMT6plex [N-Term; K2] 1.36 4.041424274 20.52 0 2538.392786 3 846.8013306 -1.318854513 -0.001115924 48.237232588923541 C1orf123 UPF0587 protein C1orf123 isoform 1 54987 NP_060357.1 30.625 1 4 4 38 160 18.037 5.01 0.9 0.93 1.04 0.95 Significant 0.00197 AQESVGIYEVTHQFVK 14 8923541 2xTMT6plex [N-Term; K16] 0.85 0.989 1.214 5.923938274 37.56 0 2293.259253 3 765.0899658 -1.704490697 -0.001302946 67.32493472ATLENITNLRPVGEDFR 4 8923541 1xTMT6plex [N-Term] 0.888 0.919 2.912245989 8.68 0 2174.176697 3 725.3970337 -0.068405563 -4.96E-05 62.14283072LMDSVALK 12 8923541 2xTMT6plex [N-Term; K8] 0.962 0.886 0.902 3.062770367 41.1 0 1334.81178 2 667.90979 0.392450931 0.000261924 59.58334612DWTDYDEK 8 8923541 2xTMT6plex [N-Term; K8] 0.773 1.053 0.796 3.154922724 38.07 0 1529.75241 2 765.3783569 -1.943224795 -0.001486326 40.46224046151301228 PRPF40A pre-mRNA-processing factor 40 homolog A 55660 NP_060362.3 21.1827957 1 19 19 80 930 105.86 7.99 1.4 1.29 1.31 1.33 Significant 0.000643 ELEDLEGYQNTIVAGSLITK 4 151301228 2xTMT6plex [N-Term; K20] 0.971 1.291 5.680429935 38.98 0 2651.454383 3 884.4891357 -0.576805487 -0.000509791 86.07412466KAEQMFGEMEVWNAISER 2 151301228 2xTMT6plex [N-Term; K1] 0.96 5.100831985 24.77 1 2613.320549 3 871.7785645 0.226064642 0.000196926 81.39727034FVKEPAFEDITLESER 6 151301228 2xTMT6plex [N-Term; K3] 1.69 2.803 100 4.414356709 33.06 1 2368.280048 3 790.0977173 -0.612003016 -0.000483132 70.19406292EPAFEDITLESER 6 151301228 1xTMT6plex [N-Term] 1.218 1.227 1.003 3.90249896 47.65 0 1764.885325 2 882.9464722 0.19401597 0.000171208 56.85096774QAAPPIELDAVWEDIR 8 151301228 1xTMT6plex [N-Term] 1.216 1.214 1.299 4.874331474 40.36 0 2052.096321 3 684.7034302 -0.284476245 -0.000194591 87.89533655QETVADFTPK 2 151301228 2xTMT6plex [N-Term; K10] 1.236 3.567085028 39.17 0 1593.888844 2 797.4494629 1.760085881 0.001402691 46.10411933SDSGKPYYYNSQTK 2 151301228 3xTMT6plex [N-Term; K5; K14] 1.216 3.935348034 8.28 0 2325.232987 3 775.7474976 -2.170936954 -0.001682645 32.70094376LAFNSLLEK 6 151301228 2xTMT6plex [N-Term; K9] 1.43 1.35 1.256 4.232333183 47.8 0 1492.913936 2 746.9608765 0.361641535 0.00026995 78.21116373TLLEQLDDDQ 2 151301228 1xTMT6plex [N-Term] 1.504 3.301362276 87.38 0 1418.72122 2 709.8649292 0.959694137 0.000680769 61.85775868TPAEQLLSK 12 151301228 2xTMT6plex [N-Term; K9] 0.985 1.08 1.125 3.895331383 51.62 0 1444.877551 2 722.9415283 -1.225618997 -0.000885435 54.37479015TYYYNTETK 6 151301228 2xTMT6plex [N-Term; K9] 1.127 1.511 1.339 3.946407557 20.17 0 1640.857209 2 820.9331055 1.051296536 0.000862514 33.17577316KEEEESQPAK 4 151301228 3xTMT6plex [N-Term; K1; K10] 1.287 0.952 3.237505436 9.21 1 1862.047419 3 621.3536377 -0.568607465 -0.000352925 19.92102427FLENHEK 6 151301228 2xTMT6plex [N-Term; K7] 1.403 1.276 1.242 3.002468586 21.02 0 1374.778171 3 458.9306641 -0.532691394 -0.000244111 34.36674196QAFNAYK 2 151301228 2xTMT6plex [N-Term; K7] 1.059 2.569157362 19.1 0 1299.746143 2 650.376709 -0.00120889 -7.86E-07 37.39300381QSTWEKPDDLK 2 151301228 3xTMT6plex [N-Term; K6; K11] 0.737 1.339 3.013635635 0 2034.147467 3 678.720459 -0.31623414 -0.000214422 44.38392131VQTEKEEKEEAR 2 151301228 3xTMT6plex [N-Term; K5; K8] 1.96 1.623 3.220440388 2 2163.222423 4 541.5615845 0.963983455 0.000521328 23.92840533ALEKEEEEEKQK 3 151301228 4xTMT6plex [N-Term; K4; K10; K12] 2.238 0.403 2.58070755 2 2406.389771 4 602.3529053 0.00825043 4.96E-06 32.86888012ALEKEEEEEK 1 151301228 3xTMT6plex [N-Term; K4; K10] 1.103 2.218502998 1 1921.073299 3 641.0288696 -0.647202416 -0.000414441 28.76164883IIKDILK 4 151301228 3xTMT6plex [N-Term; K3; K7] 2.725 2.765 3.64 1.812483311 1.08 1 1530.059762 3 510.6913147 -0.242505693 -0.000123683 67.4064886

224593278 DDX27 probable ATP-dependent RNA helicase DDX27 55661 NP_060365.7 25.50251256 1 20 20 101 796 89.779 9.28 1.49 1.48 1.16 1.37 Significant 0.00614
MLDEYFEEQMK 8 224593278 2xTMT6plex [N-Term; K11] 1.809 0.959 1.243 3.943939209 54.57 0 1920.948743 2 960.9764404 -1.634010609 -0.001569425 73.76477157
DICACAATGTGK 12 224593278 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C3; C5] 1.546 1.892 2.428 4.743832111 53.05 0 1682.860597 2 841.9346313 0.825133891 0.000694293 33.15445078

EGTYDGSWALADVMSQLK 8 224593278 2xTMT6plex [N-Term; K18] 1.196 1.013 1.2 5.358251095 31.47 0 2429.242282 3 810.4196777 0.904678443 0.000732561 98.22224691ALQEFDLALR 6 224593278 1xTMT6plex [N-Term] 1.748 1.583 1.431 3.967600346 48.47 0 1404.804831 2 702.9053345 -1.023981877 -0.000719247 69.56671545TVINFTMPNTIK 2 224593278 2xTMT6plex [N-Term; K12] 1.986 3.048004389 30.52 0 1837.065762 2 919.0341187 -2.613703554 -0.002400773 76.4056441
ACIPVGLLGK 6 224593278 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.901 1.635 1.814 3.538044214 52.39 0 1485.922727 2 743.4632568 -2.348882658 -0.001745129 74.57905878

SVFDEELTNTSK 6 224593278 2xTMT6plex [N-Term; K12] 1.281 1.297 0.986 3.772406578 55.67 0 1827.97403 2 914.4894409 -1.32637774 -0.001212292 53.36399774AAPDILIATPGR 8 224593278 1xTMT6plex [N-Term] 1.526 1.369 1.326 4.088634968 33.32 0 1423.84703 2 712.4267578 -0.555512624 -0.000395482 56.23951459EMQQSEAQINTAK 2 224593278 2xTMT6plex [N-Term; K13] 1.337 3.853239536 20.58 0 1936.020997 3 646.010437 -2.189519045 -0.001412985 31.46851682SVSLVGEDERK 6 224593278 2xTMT6plex [N-Term; K11] 1.527 1.748 1.564 3.579854727 16.36 1 1676.95832 3 559.6571045 -0.930269655 -0.000520008 35.14101952GLDIEGVK 6 224593278 2xTMT6plex [N-Term; K8] 1.625 1.711 1.571 2.962660313 50.02 0 1288.787673 2 644.897522 0.072933125 4.70E-05 51.15476581DLASVSLK 6 224593278 2xTMT6plex [N-Term; K8] 1.281 1.435 1.35 3.390270948 23.68 0 1290.803323 2 645.9047852 -0.797718352 -0.000514849 51.86888121AITAMGFK 4 224593278 2xTMT6plex [N-Term; K8] 1.724 1.054 3.588700533 27.06 0 1296.775 2 648.8914185 0.431889929 0.000280032 58.03812515VLVLVPTR 6 224593278 1xTMT6plex [N-Term] 1.159 1.545 1.535 2.494405746 21.66 0 1125.755696 2 563.3808594 -1.113758522 -0.00062691 62.57096723IFVNSNTDVAPFLR 2 224593278 1xTMT6plex [N-Term] 1.79 4.108785152 23.15 0 1822.00605 2 911.5067139 0.055699253 5.07E-05 80.718063ILPQDVILK 6 224593278 2xTMT6plex [N-Term; K9] 1.528 1.42 1.499 3.240030766 33.54 0 1496.981622 2 748.9950562 0.810721167 0.000606817 74.86805876SQFEILK 2 224593278 2xTMT6plex [N-Term; K7] 1.165 2.382847071 23.03 0 1322.808409 2 661.9073486 -0.747004909 -0.000494072 55.46038122TAAFALPVLER 2 224593278 1xTMT6plex [N-Term] 0.581 3.234076023 6.47 0 1416.841216 2 708.9263306 2.941877159 0.002084086 73.56089453EAVVQEPER 2 224593278 1xTMT6plex [N-Term] 1.3 2.388856888 26.12 0 1285.694946 2 643.3518066 1.081618353 0.000695316 100.5308732SVSLVGEDER 1 224593278 1xTMT6plex [N-Term] 0.842 0.966665685 0 1319.700425 2 660.354187 0.509292431 0.000336057 33.32600937
8923559 OXSM 3-oxoacyl-[acyl-carrier-protein] synthase, mitochondrial isoform 1 precursor 54995 NP_060367.1 27.45098039 1 7 7 45 459 48.812 7.66 0.93 0.96 0.92 0.93 Significant 0.000165

GATGHLLGAAGAVEAAFTTLACYYQK 2 8923559 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C22] 0.885 5.396977425 40.25 0 3099.633762 3 1033.88147 -1.260068322 -0.001301917 111.7543453
GSDEGQFNEQNFVSK 2 8923559 2xTMT6plex [N-Term; K15] 0.908 3.171752453 59.02 0 2144.066033 2 1072.537598 0.879698886 0.000943066 44.98394282IYAEVLGYGLSGDAGHITAPDPEGEGALR 4 8923559 1xTMT6plex [N-Term] 1.058 4.332134247 46.78 0 3157.600323 3 1053.203979 -0.930375328 -0.000979251 82.04901582

LPPTLNLDCSEPEFDLNYVPLK 14 8923559 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C9] 0.926 0.981 0.951 4.204099655 33.03 0 3032.605481 3 1011.53363 -6.312521308 -0.006381129 100.7146422
LIGGESGIVSLVGEEYK 12 8923559 2xTMT6plex [N-Term; K17] 0.954 1.055 0.947 4.87015295 76.3 0 2208.252771 2 1104.629639 -0.348672154 -0.000384978 89.74108349ALSTNSDPK 6 8923559 2xTMT6plex [N-Term; K9] 0.826 0.819 0.793 2.653973579 30.89 0 1390.794215 2 695.9016113 1.244502049 0.000865423 26.97106827VSPFFVPK 5 8923559 2xTMT6plex [N-Term; K8] 0.976 1 2.574480772 27.77 0 1378.84988 3 460.2875366 -1.322186516 -0.000607699 70.45170822
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8923565 AURKAIP1 aurora kinase A-interacting protein 54998 NP_060370.1 5.025125628 1 1 1 12 199 22.34 10.76 0.89 0.86 0.92 0.89 Significant 0.000379 EAPEGWQTPK 12 8923565 2xTMT6plex [N-Term; K10] 0.885 0.857 0.916 4.123594284 37.54 0 1600.873528 2 800.9385376 -2.329674782 -0.001864757 39.87435957
55769546 PAK1IP1 p21-activated protein kinase-interacting protein 1 55003 NP_060376.2 34.94897959 1 11 11 53 392 43.936 8.91 1.26 1.28 1.28 1.27 Significant 0.0000274

FFDCDSLVCLCEFK 14 55769546 2xTMT6plex [N-Term; K14]; 3xCarbamidomethyl [C4; C9; C11] 3.337 3.072 2.266 3.712474823 42.28 0 2298.100904 3 766.7044067 -0.973519114 -0.000745748 93.72124945
HLISGAEDGLICIWDAK 2 55769546 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C12] 1.339 5.248895645 22.04 0 2356.273523 3 786.0969238 1.143765504 0.000898341 86.18855759

DMFSFEIPEHHVIVSASSDGFIK 2 55769546 2xTMT6plex [N-Term; K23] 1.187 5.312097073 20.42 0 3050.569764 4 763.3967285 -1.534132264 -0.001169994 81.74300967FLSESVLAVAGDEEVIR 10 55769546 1xTMT6plex [N-Term] 0.892 1.379 1.336 5.88944912 62.2 0 2063.122201 2 1032.064453 -0.277138213 -0.000285885 88.00920281ESLPPAAEPSPVSK 2 55769546 2xTMT6plex [N-Term; K14] 1.239 3.738059044 54.5 0 1867.0577 2 934.0319824 -0.541839843 -0.000505823 45.0015663
KVPPSLLCEINTNAR 5 55769546 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.896 1.083 1.409 5.674181938 23.46 1 2170.241829 3 724.0852051 -0.353530014 -0.000255749 60.42753146

GQVTFLSIHPSGK 2 55769546 2xTMT6plex [N-Term; K13] 0.928 3.736279011 14.8 0 1829.068539 3 610.361145 0.18719834 0.000114133 55.21219026LALSVGTDK 6 55769546 2xTMT6plex [N-Term; K9] 1.055 1.195 1.282 3.130426645 39.13 0 1361.840437 2 681.4237061 -0.22150218 -0.000150825 51.8770113ESGLISTK 6 55769546 2xTMT6plex [N-Term; K8] 1.269 1.285 1.326 3.125545502 33.89 0 1292.782588 2 646.8952026 0.418263243 0.000270362 36.94166365MVEMLEK 2 55769546 2xTMT6plex [N-Term; K7] 0.922 3.11648941 29.71 0 1337.757301 2 669.3828735 0.874022748 0.000584615 60.21080035VPPSLLCEINTNAR 2 55769546 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.051 3.185602903 4.75 0 1812.983934 3 604.9981079 -2.296649988 -0.00138793 69.074602788923579 LAMTOR1 ragulator complex protein LAMTOR1 55004 NP_060377.1 42.85714286 1 5 5 43 161 17.734 5.15 0.86 0.95 0.92 0.91 Significant 0.000844 TDEQALLSSILAK 12 8923579 2xTMT6plex [N-Term; K13] 0.932 0.893 0.896 6.166967392 85.39 0 1847.089 2 924.0477295 -0.442656323 -0.000408813 89.2813326IAAYAYSALSQIR 16 8923579 1xTMT6plex [N-Term] 0.732 1.16 1.06 5.683865547 54.48 0 1655.931822 2 828.4689331 -0.744317517 -0.00061627 83.57811309KLPPLPSLTSQPHQVLASEPIPFSDLQQVSR 10 8923579 2xTMT6plex [N-Term; K1] 0.895 1.059 0.832 9.72803688 63.2 1 3868.173679 4 967.796936 -2.007264932 -0.001941112 91.14369062LPPLPSLTSQPHQVLASEPIPFSDLQQVSR 3 8923579 1xTMT6plex [N-Term] 1.101 0.579 5.58481884 5.32 0 3510.915784 4 878.4850464 0.732548723 0.000642979 96.46176567LAVLSSSLTHWK 2 8923579 2xTMT6plex [N-Term; K12] 0.924 3.811190605 15.95 0 1800.078376 3 600.6967163 -1.544468428 -0.000926721 80.17141421
157388927 RMND1 required for meiotic nuclear division protein 1 homolog isoform 1 55005 NP_060379.2 20.26726058 1 7 7 24 449 51.571 8.69 0.93 0.92 0.87 0.9 Significant 0.000419

DAANILVMGVENSAK 2 157388927 2xTMT6plex [N-Term; K15] 0.927 4.238532543 32.05 0 1990.104332 3 664.0389404 -1.03733302 -0.000688134 72.28587393HEIQPYEIALVHWENEELNYIK 2 157388927 2xTMT6plex [N-Term; K22] 0.894 4.585008144 35.59 0 3225.69847 4 807.1785278 -1.918530803 -0.00154715 89.94595643LNSELDLDDAILEK 6 157388927 2xTMT6plex [N-Term; K14] 0.883 0.862 3.504463673 27.81 0 2046.137072 2 1023.570923 -1.223367148 -0.001251588 81.03972583LAIWEASLDK 2 157388927 2xTMT6plex [N-Term; K10] 0.823 3.90699935 36.89 0 1603.945965 2 802.4763184 -0.376983554 -0.000302331 80.54577472FIESIQSIPEALK 4 157388927 2xTMT6plex [N-Term; K13] 1.002 0.895 3.239719391 29.8 0 1933.141036 3 645.0526123 1.162922943 0.000749365 90.98057205IGELFALR 6 157388927 1xTMT6plex [N-Term] 0.809 0.975 0.852 2.8108356 27.63 0 1147.70366 2 574.3548584 -1.063160437 -0.000610097 78.16808839ENLEGLYDK 2 157388927 2xTMT6plex [N-Term; K9] 0.992 2.799915075 19.46 0 1538.846645 2 769.9277954 1.08494912 0.000834785 50.55766994
222831587 TRMT61B tRNA (adenine(58)-N(1))-methyltransferase, mitochondrial precursor 55006 NP_060380.3 6.918238994 1 3 3 12 477 52.932 6.62 0.83 1.2 1.07 1.03 Significant 0.0108

DISGATEDIK 4 222831587 2xTMT6plex [N-Term; K10] 1.119 1.158 4.054769993 46.89 0 1506.841559 2 753.9244995 0.108288384 8.16E-05 37.36058197ELEDSSGDQGR 2 222831587 1xTMT6plex [N-Term] 0.845 3.183581591 45.19 0 1421.670582 2 711.3386841 -0.344725384 -0.000245043 27.32476423RPALEDYVVLMK 6 222831587 2xTMT6plex [N-Term; K12] 0.829 1.243 0.998 3.63150835 6.16 0 1892.107961 3 631.3723755 -2.847704923 -0.001796055 71.786562898923598 PIH1D1 PIH1 domain-containing protein 1 55011 NP_060386.1 3.448275862 1 1 1 6 290 32.342 5.14 1.08 1.03 1.24 1.12 Significant 0.0032 FEELLLQASK 6 8923598 2xTMT6plex [N-Term; K10] 1.078 1.033 1.235 4.132471085 59.77 0 1635.972179 2 818.4899292 0.245907872 0.000201149 84.67600138
194018570 CCDC109B calcium uniporter regulatory subunit MCUb, mitochondrial 55013 NP_060388.2 6.547619048 1 2 2 10 336 39.057 9.16 0.87 1.01 0.98 0.95 Significant 0.00199

LFTILHLEESQK 6 194018570 2xTMT6plex [N-Term; K12] 0.871 1.055 0.936 3.49076581 16.68 0 1916.12572 3 639.3805542 0.725144307 0.000463156 82.08836415EQLQPLEQVK 4 194018570 2xTMT6plex [N-Term; K10] 0.973 1.004 3.694716692 23.13 0 1669.988892 2 835.5001831 2.513460393 0.002098725 50.49518906
157426879 NPLOC4 nuclear protein localization protein 4 homolog 55666 NP_060391.2 43.42105263 1 19 19 112 608 68.077 6.38 1.01 0.95 0.97 0.98 Significant 0.000326

FVTAVATGGPDNQVHFEGYQVSNQCMALVR 4 157426879 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C25] 100 1.298 6.137068272 43.4 0 3524.725223 4 881.9367065 -0.064296679 -5.67E-05 72.8243263AEVAAIYEPPQIGTQNSLELLEDPKAEVVDEIAAK 10 157426879 3xTMT6plex [N-Term; K25; K35] 1.561 1.005 1.406 5.00925827 26.5 1 4438.421187 4 1110.3573 -3.113301029 -0.003454535 104.3574999HGDLLFLFPSSLAGPSSEMETSVPPGFK 8 157426879 2xTMT6plex [N-Term; K28]; 1xOxidation [M19] 0.954 1.08 0.779 4.635827541 24 0 3421.7754 3 1141.262085 -1.080841597 -0.001232799 98.29066737VGWIFTDLVSEDTR 8 157426879 1xTMT6plex [N-Term] 0.857 0.858 0.836 4.641611576 32.89 0 1866.979894 3 622.9979248 -0.3606016 -0.000224412 97.04700727HVDNIMFENHTVADR 6 157426879 1xTMT6plex [N-Term] 0.938 1.014 0.925 5.580989361 36.22 0 2026.996624 4 507.504364 -0.492179069 -0.000249411 38.04968481VFGAPNVVEDEIDQYLSK 12 157426879 2xTMT6plex [N-Term; K18] 0.992 1.061 0.936 5.668048859 47.58 0 2481.327726 3 827.7818604 1.330495223 0.001100465 103.8396148DPVYTFSISQNPFPIENR 8 157426879 1xTMT6plex [N-Term] 1.142 1.163 1.095 5.246759892 30.85 0 2353.202577 3 785.0710449 -1.697849736 -0.001331795 79.92872123NKDTYFLSSEECITAGDFQNK 2 157426879 3xTMT6plex [N-Term; K2; K21]; 1xCarbamidomethyl [C12] 2.24 4.719900608 12.72 1 3154.596991 3 1052.206787 2.795050572 0.002939086 65.55920487
FVALENISCK 7 157426879 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.011 1.165 0.943 3.771573305 65.95 0 1638.928935 2 819.9682007 0.115897147 9.50E-05 67.98397424

AEVVDEIAAK 2 157426879 2xTMT6plex [N-Term; K10] 0.569 4.265044212 64.15 0 1502.88303 2 751.9415283 -4.824147475 -0.003625065 54.05571933TGEITASSNK 6 157426879 2xTMT6plex [N-Term; K10] 1.443 1.064 0.855 3.95734024 35.63 0 1465.826244 2 733.4159546 -1.099025427 -0.00080549 24.67774232KVGWIFTDLVSEDTR 6 157426879 2xTMT6plex [N-Term; K1] 1.291 1.265 1.092 5.588751316 21.4 1 2224.237789 3 742.0831299 -1.327628537 -0.000984321 88.72036338ESSSEQYVPDVFYK 2 157426879 2xTMT6plex [N-Term; K14] 100 2.883578062 22.51 0 2136.090122 2 1068.546997 -1.593827592 -0.00170228 64.0618975DAPELGYAK 6 157426879 2xTMT6plex [N-Term; K9] 0.999 0.923 0.892 3.563909292 32.3 0 1421.804052 2 711.4061279 0.652424203 0.00046381 40.63164167ETAATFLK 6 157426879 2xTMT6plex [N-Term; K8] 0.977 0.979 1.093 3.813516378 41.42 0 1338.803323 2 669.9053345 0.051490246 3.45E-05 62.5617924
DECLLPCK 8 157426879 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C3; C7] 1.071 0.362 1.055 2.995217562 26.07 0 1492.790393 2 746.8984985 -0.450391221 -0.00033617 49.0135064
KLTGGADK 5 157426879 3xTMT6plex [N-Term; K1; K8] 0.942 1.113 1.121 2.678239107 6.38 1 1476.93529 3 492.982666 -1.249102204 -0.000614948 25.2177261LSPDGHFGSK 2 157426879 2xTMT6plex [N-Term; K10] 0.989 3.405996799 18.24 0 1502.836749 3 501.6174622 0.721644989 0.000361505 48.61005316DIPLGIR 4 157426879 1xTMT6plex [N-Term] 1.045 0.857 1.088 1.872530222 31.32 0 1012.635246 2 506.8207397 -1.030605853 -0.000521814 50.56392857408684407 DENND4C DENN domain-containing protein 4C 55667 NP_060395.5 2.933473023 1 4 4 17 1909 212.576 6.83 0.62 0.09 0.87 0.53 Non-Significant 0.149 RPNPPPVSVPYLSPLVLR 4 408684407 1xTMT6plex [N-Term] 1.247 1.142 5.031391144 17.67 0 2230.327324 3 744.1117554 -2.964213659 -0.002203722 82.82678883APITDIAIIIK 7 408684407 2xTMT6plex [N-Term; K11] 0.427 0.01 0.817 3.574901819 28.76 0 1626.060601 2 813.5328979 -1.279965557 -0.001040651 94.61782676DKPPLTDIGVLYEGK 2 408684407 3xTMT6plex [N-Term; K2; K15] 0.671 3.532560349 15.17 0 2332.37311 3 778.1291504 -0.090786557 -7.06E-05 79.3215134SNFLPLLNIEFK 4 408684407 2xTMT6plex [N-Term; K12] 1.993 1.384 2.97840476 15.37 0 1893.124992 3 631.7137451 0.892942394 0.000563484 107.1551641116812608 TTC38 tetratricopeptide repeat protein 38 55020 NP_060401.2 11.94029851 1 5 5 17 469 52.719 5.99 0.8 0.79 0.73 0.77 Significant 0.000798 IYPFWTPDIPLSSYVK 6 116812608 2xTMT6plex [N-Term; K16] 0.749 0.726 4.244622707 33.75 0 2384.330627 3 795.4483643 -0.036738429 -2.92E-05 109.7597619

LPLSTTSNEACK 2 116812608 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 0.924 3.054229021 37.75 0 1778.972256 2 889.9887085 -1.189264085 -0.001057834 47.89027236VLELLLPIR 5 116812608 1xTMT6plex [N-Term] 0.659 0.697 3.364567995 27.68 0 1294.865975 2 647.9368286 0.313551032 0.000203003 105.1209382WQDVLPVAR 2 116812608 1xTMT6plex [N-Term] 0.717 3.150410652 23.76 0 1312.757487 2 656.8834839 1.679193194 0.001102187 65.38769786LDKELDLAVK 2 116812608 3xTMT6plex [N-Term; K3; K10] 0.887 2.308659554 4.99 1 1831.150762 3 611.0541992 -1.483839456 -0.000905711 62.8745637734996489 PHIP PH-interacting protein 55023 NP_060404.3 9.93959363 1 10 10 32 1821 206.518 8.85 1.61 1.53 1.41 1.52 Significant 0.00147 GSALAALHCGRPPESPVNYGSPPSIADTLFSR 6 34996489 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.653 1.964 1.493 8.387840271 51.31 0 3553.805916 4 889.2058716 -1.198597215 -0.001064895 75.24596934VVVDPVVTEQPSTSSAAK 2 34996489 2xTMT6plex [N-Term; K18] 1.351 3.590691805 28.24 0 2272.280048 3 758.0991211 1.215532941 0.000920677 54.42421159LGPLLEQEIPQSVPGVQTLLGAGR 4 34996489 1xTMT6plex [N-Term] 1.775 0.96 4.987542152 34.14 0 2701.544981 3 901.1875 1.09793841 0.00098871 104.7551074VEVNTNSGEIIHK 2 34996489 2xTMT6plex [N-Term; K13] 1.338 4.078018665 43.26 0 1898.074747 3 633.3621826 -1.450047445 -0.000917433 44.89664783
IFTGSDDCLVK 4 34996489 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.466 1.632 2.454344988 21.82 0 1712.929329 2 856.9656372 -3.112134195 -0.002665433 62.71093004SESSTSAFSTPTR 6 34996489 1xTMT6plex [N-Term] 1.559 1.015 0.904 3.443524599 34.55 0 1586.785946 2 793.8980103 1.763443784 0.001399104 25.33793941YHDMPDVIDFLVLR 2 34996489 1xTMT6plex [N-Term] 1.607 4.918123722 29.31 0 1962.035635 3 654.6799316 -5.297303443 -0.003464499 97.76838782FLEDGPCQQAAQVLIR 2 34996489 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.893 3.551766157 2.96 0 2074.095276 3 692.0365601 -0.071642909 -4.95E-05 73.36808158MSPWDMELIPNNAVFPEELGTSVPLTDGECR 2 34996489 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C30] 2.40828371 19.71 0 3733.774935 3 1245.258057 -4.102549937 -0.005105999 105.3050387ANASAIPGK 2 34996489 2xTMT6plex [N-Term; K9] 1.197 1.920603156 1.51 0 1286.783257 2 643.8947754 -0.763538649 -0.000491254 32.9685781

8923659 FKBP14 peptidyl-prolyl cis-trans isomerase FKBP14 precursor 55033 NP_060416.1 28.43601896 1 4 4 20 211 24.156 6.07 1.18 1.16 1.18 1.17 Significant 0.0000323
SHESFQEMDLNDDWK 4 8923659 2xTMT6plex [N-Term; K15] 2.155 1.353 5.833574772 44.08 0 2339.101432 3 780.3724365 0.56628169 0.00044153 53.81071275GKIPPESTLIFNIDLLEIR 4 8923659 2xTMT6plex [N-Term; K2] 1.717 1.647 5.476026058 33.86 1 2626.558395 3 876.1887817 -2.513957112 -0.002201018 106.7836551GGDLMLVHYEGYLEK 6 8923659 2xTMT6plex [N-Term; K15] 1.187 1.103 1.052 4.229694366 23.02 0 2182.161847 3 728.0585938 -0.283791966 -0.000206427 69.25411058LIIPPALGYGK 6 8923659 2xTMT6plex [N-Term; K11] 0.99 1.137 3.330490112 36.77 0 1600.023821 3 534.0124512 -0.638074484 -0.000340311 82.7640534146048234 NOL8 nucleolar protein 8 isoform a 55035 NP_060418.4 3.427592117 1 4 4 10 1167 131.535 7.09 1.22 1.26 2.1 1.53 Significant 0.0335

YTSEKEEGTPWNEDCGK 2 46048234 3xTMT6plex [N-Term; K5; K17]; 1xCarbamidomethyl [C15] 1.936 2.814759016 4.04 1 2717.333172 3 906.4470215 -2.451141047 -0.002220189 41.41811563
VLPVLHLK 4 46048234 2xTMT6plex [N-Term; K8] 1.273 1.263 3.623735666 29.13 0 1376.939363 3 459.6508789 -0.929555276 -0.000426647 70.91770713EIFQTTK 2 46048234 2xTMT6plex [N-Term; K7] 1.133 2.705394268 23.32 0 1324.787673 2 662.8962402 -1.864058143 -0.001234741 45.37009824TEASQEER 2 46048234 1xTMT6plex [N-Term] 100 2.009623289 19.65 0 1178.585061 2 589.7960815 -0.148291429 -8.74E-05 14.73944859102467481 SMPD4 sphingomyelin phosphodiesterase 4 isoform 2 55627 NP_060421.2 17.20554273 1 11 11 61 866 97.747 8.27 1.22 1.2 1.21 1.21 Significant 0.0000228

YLSWFLPTEGSVPPPLSSSPGGTSPSPPPR 2 102467481 1xTMT6plex [N-Term] 4.81609726 28.18 0 3323.714959 3 1108.567749 -7.90229608 -0.008754993 99.44193354WAPFVQENLLMYTK 6 102467481 2xTMT6plex [N-Term; K14] 1.413 1.646 1.233 4.141477585 29.37 0 2198.208404 3 733.4053345 -3.163226935 -0.002317811 99.69605734FDFPVSYLPGPVK 14 102467481 2xTMT6plex [N-Term; K13] 1.144 1.165 1.163 4.36064291 41.17 0 1924.098443 3 642.0374146 -0.390914331 -0.000250719 96.90269362QLPDCIVGEDGLILTPLGR 6 102467481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.649 1.424 1.621 5.561223984 60.03 0 2295.257984 3 765.7559204 -2.080650439 -0.001591877 89.12674073
ADSINKPFAQQCQDLVK 4 102467481 3xTMT6plex [N-Term; K6; K17]; 1xCarbamidomethyl [C12] 1.306 1.651 4.333259106 12 0 2649.463733 3 883.8251953 -1.019014703 -0.000899947 63.38235664

LAQLITQAK 8 102467481 2xTMT6plex [N-Term; K9] 1.22 0.951 3.609228373 45.86 0 1443.929921 2 722.4678345 -1.058579551 -0.000764257 69.64864916VFAQPNLAEMIQK 4 102467481 2xTMT6plex [N-Term; K13] 1.249 1.313 4.449977398 34.97 0 1947.113775 3 649.7087402 -1.082400475 -0.000702519 82.2387627SYEIASLVR 6 102467481 1xTMT6plex [N-Term] 1.006 0.999 1.233 3.318420887 30.47 0 1266.725518 2 633.8659668 -0.67966283 -0.000430473 55.09707434LFVGFLNR 6 102467481 1xTMT6plex [N-Term] 1.452 1.28 1.21 2.595587254 19.87 0 1194.719645 2 597.8626099 -1.424345406 -0.000850847 80.40208376KTDEYLEK 3 102467481 3xTMT6plex [N-Term; K1; K8] 1.211 1.377 2.62045145 5.2 1 1713.003763 3 571.6715698 -2.105527975 -0.001202259 34.89673621DDFLGSFCR 2 102467481 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.941 0.599 2.068309307 0 1345.640802 2 673.3240967 0.085029656 5.72E-05 56.18839302
38683855 PTCD3 pentatricopeptide repeat domain-containing protein 3, mitochondrial precursor 55037 NP_060422.4 33.81712627 1 17 17 106 689 78.5 6.42 1.03 1.03 1 1.02 Significant 0.0000961

VKPNLQTFNTILK 6 38683855 3xTMT6plex [N-Term; K2; K13] 1.4 1.566 1.429 5.648519993 30.49 0 2203.378136 3 735.1311646 0.365267464 0.000268274 72.12888012DTTAVPYVFQDDPYLMPASSLESR 7 38683855 1xTMT6plex [N-Term] 1.028 0.756 100 5.177134991 57.77 0 2931.428355 3 977.8134766 -0.84562957 -0.000826301 85.17449692DLELAYQVHGLLK 6 38683855 2xTMT6plex [N-Term; K13] 1.016 0.949 1.326 4.793402672 40.77 0 1957.152269 3 653.053894 -2.626311287 -0.001713364 75.00578845VEGTDVTGIEEVVIPK 8 38683855 2xTMT6plex [N-Term; K16] 0.989 0.979 4.705305576 57.97 0 2143.226222 2 1072.114746 -1.869155229 -0.002003011 74.7040028SDLREEILMLMAR 4 38683855 1xTMT6plex [N-Term] 0.911 1.185 4.534362316 25.3 1 1805.981491 3 602.6654663 0.196306431 0.000118175 87.9760812AIGIEPSLATYHHIIR 6 38683855 1xTMT6plex [N-Term] 0.989 0.993 0.811 5.51515913 54.25 0 2020.154111 4 505.7932739 -1.408282101 -0.000711237 64.0995541SELLNELMDSAK 12 38683855 2xTMT6plex [N-Term; K12] 0.993 1.103 0.916 4.45857954 66.88 0 1807.987571 2 904.4988403 1.566727619 0.001416312 89.50751034VAVLQALASTVNR 18 38683855 1xTMT6plex [N-Term] 1.049 0.977 0.899 4.361136436 65.49 0 1570.947807 2 785.9772339 -0.391742208 -0.000307703 85.70235199VSNSPSQAIEVVELASAFSLPICEGLTQR 2 38683855 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 1.532 5.066925526 42.58 0 3331.740522 3 1111.250366 -1.193510467 -0.001325489 112.7190452VMSDFAINQEQK 4 38683855 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.189 0.914 2.340558767 23.45 0 1883.99372 3 628.6681519 -2.026282547 -0.001272501 44.94036745LFDQPGDPLK 4 38683855 2xTMT6plex [N-Term; K10] 0.631 0.753 3.518693447 36.44 0 1587.914665 2 794.4594727 -1.886718201 -0.001497974 62.57594377
DPDDDKFFQSAMSICSSLR 3 38683855 2xTMT6plex [N-Term; K6]; 1xOxidation [M12]; 1xCarbamidomethyl [C15] 1.238 0.962 3.102226734 10.76 1 2693.295123 3 898.4345703 -2.214890024 -0.001988451 66.75200435

SDLREEILMLMAR 2 38683855 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.023 2.87954402 18.06 1 1821.976406 3 602.6654663 0.196306431 0.000118175 87.9760812KAGHQFGVTWR 2 38683855 2xTMT6plex [N-Term; K1] 1.208 2.699122429 5.72 1 1745.001129 4 437.006073 0.764161218 0.000333366 34.84511603KSGENVAK 4 38683855 3xTMT6plex [N-Term; K1; K8] 1.268 1.559 3.289569616 15.42 1 1519.941103 3 507.3184204 -0.260068979 -0.000131763 36.52384706IFSLMPEK 10 38683855 2xTMT6plex [N-Term; K8] 0.8 0.844 0.869 3.06839776 31.63 0 1422.84308 2 711.9241333 -1.468713217 -0.001044874 77.64453961FIGPDQHR 2 38683855 1xTMT6plex [N-Term] 0.898 3.839358568 23.06 0 1198.653022 3 400.2237549 3.07815387 0.001229879 25.25028154SPALQVLR 6 38683855 1xTMT6plex [N-Term] 0.882 1 1.025 3.016274929 28.92 0 1112.698909 2 556.8530273 -0.117976659 -6.56E-05 42.11184598157388929 EPN3 epsin-3 55040 NP_060427.2 6.487341772 1 2 3 16 632 68.18 5.91 0.43 0.38 0.56 0.46 Significant 0.0135 TPESFLGPSASSLVNLDSLVK 8 157388929 2xTMT6plex [N-Term; K21] 0.431 0.383 0.482 5.764832497 63.02 0 2619.464554 3 873.8264771 0.123594856 0.000107917 100.5887606ALTLLDYLIK 12 157388929 2xTMT6plex [N-Term; K10] 1.069 1.284 1.285 4.821161747 56.56 0 1621.034051 2 811.0200195 -0.795200754 -0.000644524 112.6513869ENLYTIQTLK 2 157388929 2xTMT6plex [N-Term; K10] 0.746 3.418583155 23.73 0 1680.993643 2 841.0007935 0.39686293 0.000333562 60.3853254217330641 IWS1 protein IWS1 homolog 55677 NP_060439.2 6.715506716 1 5 5 32 819 91.899 4.69 1.18 1.27 1.34 1.27 Significant 0.00134 ILQELPSVSQETLK 18 217330641 2xTMT6plex [N-Term; K14] 1.198 1.232 1.259 4.465308666 32.65 0 2043.210178 3 681.7377319 -5.645586218 -0.00384504 82.31853193ETFIDSGVMSAIK 2 217330641 2xTMT6plex [N-Term; K13] 1.086 3.686233997 33.8 0 1856.023957 3 619.3461914 0.034497804 2.13E-05 72.88164212MNEAAEEDR 4 217330641 1xTMT6plex [N-Term] 1.503 1.145 3.485963821 47.99 0 1293.594246 2 647.3001709 -0.912583779 -0.000590257 17.26312873ALRPGDPGFCAR 2 217330641 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.677 3.458073139 9.28 0 1545.815747 3 515.9438477 0.803975993 0.000414266 30.71726191VLTGEEK 6 217330641 2xTMT6plex [N-Term; K7] 1.178 1.395 0.934 2.429718256 22.96 0 1233.745474 2 617.3761597 -0.349718861 -0.000215732 34.45626779
26638657 MRPL20 39S ribosomal protein L20, mitochondrial isoform 1 55052 NP_060441.2 20.13422819 1 3 3 24 149 17.432 10.86 1.02 1.14 1.13 1.1 Significant 0.00123

VLADLAIYEPK 12 26638657 2xTMT6plex [N-Term; K11] 1.009 1.098 1.077 4.39275074 48.72 0 1690.01913 2 845.5128174 -0.456512214 -0.000385757 81.0929912ITAASQEHGLK 6 26638657 2xTMT6plex [N-Term; K11] 1.05 1.129 1.171 3.878973961 34.01 0 1612.942276 3 538.3193359 0.730486464 0.000392744 32.6813961SLAALASR 6 26638657 1xTMT6plex [N-Term] 0.952 1.242 1.28 2.995323181 40.98 0 1017.62541 2 509.3169556 1.203235297 0.000612221 36.20049422
194306651 PDPR pyruvate dehydrogenase phosphatase regulatory subunit, mitochondrial precursor 55066 NP_060460.4 13.87940842 1 9 9 47 879 99.301 6.35 0.92 0.89 0.92 0.91 Significant 0.000121

TFYKPDWFDIVESEVK 7 194306651 3xTMT6plex [N-Term; K4; K16] 0.993 0.847 1.066 4.177049637 12.84 0 2690.468466 3 897.4934082 -1.038901091 -0.00093171 96.73256268
AVDVLSELSYAPMTPDHFPSLFCK 8 194306651 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C23] 1.633 0.745 1.075 5.876399517 41.54 0 3182.63065 3 1061.543701 -4.430254693 -0.004699955 105.4705889TTSSAYSYSLER 4 194306651 1xTMT6plex [N-Term] 0.706 0.653 4.414719105 48.48 0 1593.795782 2 797.4025879 1.328307725 0.001058526 31.89136041INAGLNVIGIPSEIISPK 12 194306651 2xTMT6plex [N-Term; K18] 0.873 0.81 0.951 5.127771378 50.93 0 2293.389539 3 765.1352539 0.727978707 0.000556513 97.75019432LYPVASLFTQK 4 194306651 2xTMT6plex [N-Term; K11] 0.878 0.902 3.332360268 16.7 0 1725.035114 3 575.6817627 -2.538646331 -0.001459751 88.93210416DIVLLEQGR 2 194306651 1xTMT6plex [N-Term] 0.836 3.394872665 44.1 0 1271.752067 2 636.3782959 -2.163812583 -0.001375917 62.16918644TSVLHVMVK 4 194306651 2xTMT6plex [N-Term; K9] 0.94 1.005 2.977273703 21.42 0 1471.907077 3 491.307373 0.332188514 0.000162984 53.67221037DALLQQK 4 194306651 2xTMT6plex [N-Term; K7] 0.856 0.898 2.623048544 19.12 0 1273.788008 2 637.397644 0.002956487 1.88E-06 42.34490803YFVPPDKDLLALEQSK 2 194306651 3xTMT6plex [N-Term; K7; K16] 0.64 0.658 3.324802637 1 2550.478637 3 850.8308105 -0.297551747 -0.000252966 82.35115833134152708 ARGLU1 arginine and glutamate-rich protein 1 55082 NP_060481.3 22.71062271 1 8 8 38 273 33.197 10.35 1.06 1 0.9 0.99 Significant 0.00223 QAELAAQK 6 134152708 2xTMT6plex [N-Term; K8] 1.871 1.088 0.815 3.131715536 42.37 0 1316.793821 2 658.8991089 -2.187264639 -0.001440088 29.16749239LIEEETAR 6 134152708 1xTMT6plex [N-Term] 0.91 0.823 0.816 3.127678394 24.64 0 1189.662583 2 595.3341675 -1.281850067 -0.000762485 31.27728977QLLEELER 4 134152708 1xTMT6plex [N-Term] 1.148 0.942 3.116103888 22.26 0 1258.720433 2 629.8629761 -1.395855281 -0.000878496 58.37114634RVEEELEK 6 134152708 2xTMT6plex [N-Term; K8] 1.003 1.125 1.041 3.970511436 21.51 1 1489.862629 3 497.292572 0.358257495 0.000177918 31.24438057QQEIEEK 4 134152708 2xTMT6plex [N-Term; K7] 1.274 1.063 3.16721344 22.44 0 1361.767666 2 681.3857422 -2.539599879 -0.001729172 38.40913598RVEELVAK 6 134152708 2xTMT6plex [N-Term; K8] 1.036 1.102 0.9 3.901351213 18.59 1 1401.882971 3 467.966156 0.673456771 0.000314703 38.91058047IAEAQAK 4 134152708 2xTMT6plex [N-Term; K7] 1.177 0.803 2.792316437 22.69 0 1188.735244 2 594.8709717 -0.485516542 -0.000288575 27.44664585STNTAVSR 2 134152708 1xTMT6plex [N-Term] 1.016 1.91985631 14.38 0 1064.589753 2 532.7981567 -0.672487628 -0.000357962 14.8913836930089916 PACS1 phosphofurin acidic cluster sorting protein 1 55690 NP_060496.2 4.465212876 1 4 4 20 963 104.833 7.74 1.18 0.88 0.91 0.99 Significant 0.00916 FLIIPLGSHPVAK 6 30089916 2xTMT6plex [N-Term; K13] 0.99 0.937 1.004 4.515132904 38.75 0 1850.166797 3 617.3942871 0.81675778 0.000503713 83.8175748DTTSPMELAALEK 6 30089916 2xTMT6plex [N-Term; K13] 0.943 0.864 3.562446356 42.71 0 1864.013786 2 932.5107422 0.226186632 0.000210807 65.45673387YLGSVDSK 6 30089916 2xTMT6plex [N-Term; K8] 0.901 0.732 0.829 3.784736395 25.16 0 1326.766938 2 663.8859863 -1.689696725 -0.001120917 48.35741268FIPFIGVVK 2 30089916 2xTMT6plex [N-Term; K9] 1.881 2.818134785 7.78 0 1477.954679 2 739.4806519 -0.44115633 -0.000326005 101.265007955742695 SAMD4B protein Smaug homolog 2 isoform a 55095 NP_060498.2 7.925072046 1 2 3 11 694 75.436 6.83 0.96 1.05 1.32 1.11 Significant 0.00936

GWNECEQTVALLSLLK 4 55742695 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 0.922 0.913 4.327061653 22.27 0 2319.278274 3 773.7643433 0.087223322 6.74E-05 108.5767299
NALQELQQIIITPIK 6 55742695 2xTMT6plex [N-Term; K15] 1.066 1.164 1.273 4.422753334 38.65 0 2180.341861 3 727.4521484 0.014466768 1.05E-05 108.4899755

VCTQLLVSRPDEENITSYLQLIEK 1 55742695 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C2] 1.651 2.126138449 0 3306.801949 3 1102.935425 -3.092978078 -0.003409289 100.405387
197927448 WDR6 WD repeat-containing protein 6 isoform 1 11180 NP_060501.3 6.342311034 1 6 6 30 1151 124.921 6.92 1.09 1.06 1.07 1.07 Significant 0.0000675 VQNLLGHYLIHGFR 4 197927448 1xTMT6plex [N-Term] 1.105 0.941 4.622876167 39.49 0 1896.080552 4 474.7753906 -0.432149361 -0.000204847 77.21335536ATSELILLPVTGLECVGDR 8 197927448 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.909 0.912 0.963 4.853736877 47.82 0 2272.241999 3 758.0856323 0.151631145 0.000114848 96.82208245ILQLLAETFHHK 8 197927448 2xTMT6plex [N-Term; K12] 0.975 1.173 1.164 4.029853821 30.63 0 1908.147124 4 477.7923889 0.315334208 0.000150426 101.7813431LFLLQDSGR 6 197927448 1xTMT6plex [N-Term] 0.902 0.916 0.896 3.120739222 41.56 0 1277.741502 2 639.3730469 -2.101536183 -0.00134261 64.14626512GLLATASEDR 2 197927448 1xTMT6plex [N-Term] 1.435 2.822124243 26.46 0 1261.694946 2 631.3511963 0.134682417 8.50E-05 35.47753011GMNWLAGLR 2 197927448 1xTMT6plex [N-Term] 1.311 2.462327719 7.91 0 1246.692778 2 623.8496704 -0.572634814 -0.00035695 77.050461338922328 RBM22 pre-mRNA-splicing factor RBM22 55696 NP_060517.1 23.0952381 1 8 8 41 420 46.865 8.54 1.46 1.41 1.25 1.37 Significant 0.00212

QNWEDADFPILCQTCLGENPYIR 2 8922328 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C15] 0.79 2.959502935 2.94 0 3068.444357 3 1023.484009 -2.243492797 -0.002294678 88.4639685
QAAEVAAEK 6 8922328 2xTMT6plex [N-Term; K9] 1.696 1.769 1.472 3.601855516 56.38 0 1374.799301 2 687.902771 -0.752995591 -0.000517609 26.25891077EKDGTTDSGIK 5 8922328 3xTMT6plex [N-Term; K2; K11] 1.442 1.483 1.557 3.310678005 16.28 1 1838.047419 3 613.3525391 -2.369183981 -0.001451558 24.78076453EISNSDGTRPVGMLGK 6 8922328 2xTMT6plex [N-Term; K16]; 1xOxidation [M13] 1.453 1.33 1.463 3.264075279 14.38 0 2135.153074 3 712.3881836 -1.440795411 -0.00102544 33.31965871
TEVCQTCSK 4 8922328 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C4; C7] 2.139 1.953 3.592020512 49.36 0 1570.796935 2 785.9032593 1.468862484 0.001153642 20.60652187EYYTQNMER 6 8922328 1xTMT6plex [N-Term] 1.357 1.201 1.725 3.170196295 25.8 0 1462.683395 2 731.8450317 -0.415786109 -0.000304082 25.98926981NHFYQFGEIR 6 8922328 1xTMT6plex [N-Term] 1.178 1.288 0.96 3.734575748 22.29 0 1539.790578 3 513.9350586 0.029095678 1.49E-05 43.57705522ATSTSDMLLK 6 8922328 2xTMT6plex [N-Term; K10]; 1xOxidation [M7] 1.387 1.26 1.412 2.592891932 34.74 0 1540.865666 2 770.9365234 0.067718428 5.22E-05 38.710657318922331 MAGOHB protein mago nashi homolog 2 isoform 1 55110 NP_060518.1 45.27027027 1 6 6 53 148 17.265 6.39 0.99 0.99 1.19 1.06 Significant 0.00396 IGSLIDVNQSK 6 8922331 2xTMT6plex [N-Term; K11] 0.834 0.76 4.106714249 51.47 0 1631.973242 2 816.4903564 0.118991304 9.71E-05 61.29979928IIDDSEITKEDDALWPPPDR 16 8922331 2xTMT6plex [N-Term; K9] 1.644 1.131 1.223 5.411726475 27.24 1 2783.450361 3 928.4884644 0.172184284 0.000159755 71.22450753QELEIVIGDEHISFTTSK 4 8922331 2xTMT6plex [N-Term; K18] 1.51 2.449 4.94009304 44.94 0 2504.36484 3 835.4573364 -2.948505161 -0.002461378 81.41027612VFYYLVQDLK 14 8922331 2xTMT6plex [N-Term; K10] 0.832 0.842 0.984 4.538335323 51.09 0 1746.024215 2 873.5148926 -0.977376909 -0.000853262 106.4126724SVMEELK 6 8922331 2xTMT6plex [N-Term; K7] 0.993 0.852 0.978 2.914234161 29.63 0 1293.748845 2 647.3779907 -0.108347681 -7.01E-05 49.04193567SVMEELKR 7 8922331 2xTMT6plex [N-Term; K7] 1.294 1.473 1.349 3.551537037 15 1 1449.849956 3 483.9546204 -0.447029717 -0.000216042 43.6624588239780552 VAC14 protein VAC14 homolog 55697 NP_060522.3 12.1483376 1 8 8 32 782 87.917 6.13 0.83 0.82 1.09 0.91 Significant 0.00923 LQCVPNPELLQTEDSLK 4 39780552 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C3] 1.053 0.929 4.973272324 38.36 0 2442.331432 3 814.7819824 -0.015515656 -1.26E-05 75.15276036

TLESQNLFCCLYR 4 39780552 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C10] 1.712 1.135 3.636132717 50.11 0 1932.95092 2 966.9784546 -0.665987066 -0.00064366 70.74764295
ELIEPVLTCFNDADSR 2 39780552 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.634 3.492828608 17.2 0 2108.053136 3 703.355896 -0.000532111 -3.74E-07 75.52361803DIVTESNKFDLVSFIPLLR 4 39780552 2xTMT6plex [N-Term; K8] 1.056 0.905 5.50822401 16.07 1 2664.53766 3 888.8491211 -1.82002635 -0.00161651 112.1547972KVAALEIEK 4 39780552 3xTMT6plex [N-Term; K1; K9] 0.904 0.824 1.859 4.227014542 21.74 1 1688.092518 3 563.3687134 -0.551855583 -0.000310528 51.252731FMINLLK 6 39780552 2xTMT6plex [N-Term; K7] 0.927 0.757 1.147 3.214145899 31.65 0 1336.842686 2 668.9250488 0.101108568 6.76E-05 88.85425531LQLLDVK 4 39780552 2xTMT6plex [N-Term; K7] 0.755 0.561 2.780331612 25.11 0 1286.844794 2 643.9254761 -0.869398988 -0.000559391 71.62984791DSGLYLK 4 39780552 2xTMT6plex [N-Term; K7] 1.206 1.026 3.00737524 12.05 0 1253.75056 2 627.3791504 0.370553175 0.000232291 45.7177978346852147 IARS2 isoleucine--tRNA ligase, mitochondrial precursor 55699 NP_060530.3 41.2055336 1 31 31 274 1012 113.719 7.2 0.92 0.93 0.96 0.94 Significant 0.000165 FLINLEGGDIR 8 46852147 1xTMT6plex [N-Term] 0.81 0.826 0.814 3.663492203 59.22 0 1475.841945 2 738.4244995 -0.150535471 -0.000111083 76.18903742TKDEYLINSQTTEHIVK 10 46852147 3xTMT6plex [N-Term; K2; K17] 0.741 0.735 1.069 5.10797739 28.52 1 2706.528107 3 902.8460693 -1.644827621 -0.001483924 48.34088052ASPLLPANHVTMAK 6 46852147 2xTMT6plex [N-Term; K14] 0.811 0.965 1.153 5.199202538 24.56 0 1908.114109 3 636.7091675 -0.608028937 -0.00038673 52.55285897ELSNFYFSIIK 10 46852147 2xTMT6plex [N-Term; K11] 1.081 1.111 1.189 4.800746918 42.69 0 1819.040593 2 910.0236816 -0.278547247 -0.000253344 94.88998904LVEQHGSDIWWTLPPEQLLPK 22 46852147 2xTMT6plex [N-Term; K21] 0.916 0.926 0.937 5.586375237 27.62 0 2944.633685 3 982.2141724 -1.942951405 -0.001907093 97.73046644SFAPILPHLAEEVFQHIPYIK 6 46852147 2xTMT6plex [N-Term; K21] 1.14 0.959 0.851 3.936275244 29.4 0 2907.653692 4 727.6687012 -0.246777153 -0.000179386 112.5062885EAQNLSAMEIR 12 46852147 1xTMT6plex [N-Term] 0.86 1.031 0.935 4.617501736 59.81 0 1490.783443 2 745.8935547 -2.421964784 -0.001805312 41.11065212QQPDTELEIQQK 12 46852147 2xTMT6plex [N-Term; K12] 0.893 0.975 1.021 4.31348896 49.3 0 1915.053677 2 958.0300293 -0.467400084 -0.000447548 41.23007726YTAESSDTLCPR 12 46852147 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.044 1.003 0.74 4.640109062 61.97 0 1628.778752 2 814.8921509 -1.060311098 -0.000863506 29.61709269

GTGLVHTAPAHGMEDYGVASQHNLPMDCLVDEDGVFTDVAGPELQNK 2 46852147 2xTMT6plex [N-Term; K47]; 2xOxidation [M13; M26]; 1xCarbamidomethyl [C28] 1.123 8.878670692 12.19 0 5482.603014 6 914.6044922 -2.269774953 -0.002074046 67.49860822
SGDLYVLAADK 10 46852147 2xTMT6plex [N-Term; K11] 0.856 0.893 0.974 3.58934164 42.86 0 1609.920144 2 805.4634399 -0.335816152 -0.000270319 59.91795089TALAEAELEYNPEHVSR 8 46852147 1xTMT6plex [N-Term] 0.849 0.884 0.902 5.958541393 61.93 0 2158.097778 3 720.0365601 -1.228203952 -0.000883528 50.99872127DQLGGWFQSSLLTSVAAR 10 46852147 1xTMT6plex [N-Term] 0.742 0.835 0.882 5.670336723 44.61 0 2165.155233 3 722.3884888 -1.995146279 -0.001439934 92.67720537EMTADVIELK 6 46852147 2xTMT6plex [N-Term; K10] 0.951 0.928 1.106 4.989904404 63.33 0 1606.912616 2 803.9586792 -1.57688199 -0.001266956 70.33446177AVLEEGTDVVIK 16 46852147 2xTMT6plex [N-Term; K12] 0.926 0.963 0.945 5.35560894 71.25 0 1731.030423 2 866.0182495 -0.693313385 -0.000600073 61.44702058QWFINITDIK 8 46852147 2xTMT6plex [N-Term; K10] 0.832 0.911 0.849 4.220740795 47.72 0 1736.014713 2 868.5095825 -1.627048962 -0.00141229 92.1637069

IHFVPGWDCHGLPIEIK 14 46852147 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C9] 1.065 0.982 0.939 5.601016045 30.16 0 2476.357528 3 826.1239624 -0.078216884 -6.46E-05 82.26737117



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SCQTALVEILDVIVR 2 46852147 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.333 4.040513992 17.07 0 1945.098964 3 649.038208 0.56903194 0.000368941 112.824496
KPGLEEAVESACAMR 6 46852147 2xTMT6plex [N-Term; K1]; 1xOxidation [M14]; 1xCarbamidomethyl [C12] 0.866 0.896 0.941 3.600804329 33.7 0 2122.103681 3 708.0375366 -2.650462731 -0.001874852 44.96828288

DSFLGSIPGK 12 46852147 2xTMT6plex [N-Term; K10] 0.898 0.923 0.981 3.908481836 51.78 0 1478.861901 2 739.930481 -5.555309751 -0.004107768 61.40986429DTVLLPQTSFPMK 6 46852147 2xTMT6plex [N-Term; K13] 0.837 0.633 0.846 3.276953936 30.39 0 1935.102542 2 968.0559082 1.032594504 0.000999088 75.92368721LVHSYPYDWR 6 46852147 1xTMT6plex [N-Term] 0.875 0.906 0.889 4.032464504 41.14 0 1564.810979 3 522.2750244 -0.293216125 -0.000152943 48.47561226VWGVPIPVFHHK 8 46852147 2xTMT6plex [N-Term; K12] 0.939 0.926 0.974 3.130188704 26.5 0 1874.120515 4 469.2854004 -0.396888831 -0.000185954 73.79102186SYKPVFWSPSSR 6 46852147 2xTMT6plex [N-Term; K3] 1.026 1.001 1.17 3.904357672 12.67 0 1899.052889 3 633.6901855 1.639786149 0.001038014 54.52303069TFYQMYDK 9 46852147 2xTMT6plex [N-Term; K8] 1.065 0.848 0.979 3.428164721 39.13 0 1553.807422 2 777.4078979 0.705903719 0.000548419 53.69597524ADLYLEGK 12 46852147 2xTMT6plex [N-Term; K8] 1.034 0.926 1.014 3.611568689 39.83 0 1366.798238 2 683.90271 -0.069277324 -4.73E-05 48.09991253EPPYGADVLR 6 46852147 1xTMT6plex [N-Term] 0.86 0.842 0.962 3.28896451 26.92 0 1345.731332 2 673.3694458 0.210615266 0.000141716 42.42409643FPLLKPSPK 4 46852147 3xTMT6plex [N-Term; K5; K9] 1.054 1.091 1.017 2.630577564 3.09 0 1714.123425 3 572.0453491 -1.126299711 -0.000643539 65.92097656RPYWCISR 5 46852147 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.838 1.088 1.356 3.612942457 24.12 0 1366.725141 3 456.2468872 0.707707106 0.000322414 34.49149998VIVMPTTK 12 46852147 2xTMT6plex [N-Term; K8] 0.873 0.99 0.897 2.916158199 20.99 0 1346.848165 2 673.9277954 0.11068086 7.45E-05 58.13615698VLSELGR 8 46852147 1xTMT6plex [N-Term] 1.044 0.853 0.907 2.661834955 27.87 0 1002.614511 2 501.8109131 0.038411448 1.93E-05 39.91306346166235169 PRPF38B pre-mRNA-splicing factor 38B 55119 NP_060531.2 17.21611722 1 8 8 36 546 64.429 10.54 1.21 1.1 1.52 1.28 Significant 0.00956
GVGTGGIVSTAFCLLYK 2 166235169 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C13] 1.61 3.733798027 33.37 0 2201.240432 3 734.4179688 -0.490296282 -0.000359753 103.1758205
KQVMGLITHTDSPYIR 4 166235169 2xTMT6plex [N-Term; K1] 1.457 1.876 4.639835358 19.57 1 2317.310243 4 580.0820313 -1.703556963 -0.000986917 58.26946263

KTAGQTGMCGGVR 4 166235169 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C9] 0.697 1.114 4.141936779 32.21 1 1780.956229 3 594.322998 -1.003949084 -0.000595996 29.54424293LEWFSTLFPR 6 166235169 1xTMT6plex [N-Term] 0.814 0.792 0.844 3.677353382 38.51 0 1524.841216 2 762.9222412 -2.630134916 -0.002005269 103.6326138TYHEVVDEIYFK 2 166235169 2xTMT6plex [N-Term; K12] 1.189 4.72070837 14.44 0 2001.07335 3 667.696106 0.207234329 0.00013823 62.21478681VTHVEPWEK 10 166235169 2xTMT6plex [N-Term; K9] 1.15 1.467 1.423 3.738753319 28.17 0 1582.899349 3 528.3049316 0.563978926 0.000297574 40.51443799EGHGSSSFDR 2 166235169 1xTMT6plex [N-Term] 0.79 2.219002008 13.21 0 1307.617758 3 436.5437622 -0.78383679 -0.000341653 14.99991426VQLYELK 6 166235169 2xTMT6plex [N-Term; K7] 1.231 1.212 1.158 3.201328516 32.37 0 1350.839709 2 675.9226685 -1.22043787 -0.000824308 60.16694719
78042577 MAP7D1 MAP7 domain-containing protein 1 isoform 1 55700 NP_060537.3 24.01902497 1 1 17 91 841 92.764 10.11 1.1 1.06 0.97 1.04 Significant 0.00135 SLQLSAWESSIVDR 4 78042577 1xTMT6plex [N-Term] 1.282 1.044 5.026069641 33.01 0 1819.975143 2 910.491394 0.202253278 0.000184048 72.90394395EKAQAEQEEQER 6 78042577 2xTMT6plex [N-Term; K2] 1.373 2.48 1.842 3.851636887 18.03 1 1933.002704 3 645.005188 -0.876033516 -0.000564458 18.00814807ESPSAAGPEDK 4 78042577 2xTMT6plex [N-Term; K11] 0.944 0.971 3.705085039 44.92 0 1545.816073 2 773.4102173 -1.885599289 -0.001457395 21.63380919LSASTASELSPK 4 78042577 2xTMT6plex [N-Term; K12] 0.893 0.759 4.818152428 57.5 0 1648.952172 2 824.9790039 -0.873923164 -0.000720529 48.40158544AELGAGAPPAVVAR 8 78042577 1xTMT6plex [N-Term] 1.128 0.818 0.95 4.762751102 65.07 0 1507.879393 2 754.4431152 -0.291032063 -0.000219421 45.00206349TPETLLPFAEAEAFLK 24 78042577 2xTMT6plex [N-Term; K16] 0.977 1.003 0.993 5.689324379 51.01 0 2235.267693 3 745.7606812 -0.09050503 -6.74E-05 111.7570284ESAAPASPAPSPAPSPTPAPPQK 2 78042577 2xTMT6plex [N-Term; K23] 0.947 6.220042229 53.16 0 2611.413187 3 871.1429443 0.418335872 0.000364149 44.79215604AQAEQEEQER 6 78042577 1xTMT6plex [N-Term] 0.934 1.096 1.149 4.569839954 40.7 0 1446.702216 2 723.8543091 -0.604530724 -0.000437288 14.73968142SASASPLTPCSVTR 6 78042577 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.485 1.116 0.991 4.218705177 27.76 0 1662.868236 2 831.9379272 0.205682074 0.000171011 34.90045578EEPIPQEPQWSLPSK 2 78042577 2xTMT6plex [N-Term; K15] 1.287 2.841673374 15.93 0 2223.206155 2 1112.104858 -1.670872095 -0.001857347 66.63444225EKHFQQQEQER 5 78042577 2xTMT6plex [N-Term; K2] 1.443 1.174 2.982843161 15.96 1 1945.029194 4 487.0126648 -0.187344392 -9.11E-05 17.25920598THPSAAVPVCPR 4 78042577 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.147 3.344692945 19.18 0 1520.820498 3 507.613739 4.054285844 0.00205528 23.53116103KSEVSETK 6 78042577 3xTMT6plex [N-Term; K1; K8] 1.378 1.405 0.948 2.912555695 13.5 1 1594.961898 3 532.3256226 0.260950297 0.000138735 21.24682436LMTPTLSFLAR 4 78042577 1xTMT6plex [N-Term] 1.119 1.124 3.163007021 27.49 0 1478.860237 2 739.9332886 -0.633387482 -0.000468346 88.10240153AVVQSPQVTEVL 2 78042577 1xTMT6plex [N-Term] 1.098 2.387993813 35.72 0 1498.867825 2 749.9364624 -1.452253011 -0.001088368 71.30052585SAVTLPR 2 78042577 1xTMT6plex [N-Term] 0.994 2.497231483 11.53 0 972.6039464 2 486.8054504 -0.331194516 -0.000161061 29.29335078GPTPPAMGPR 2 78042577 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.115 1.84721005 24.09 0 1225.656059 2 613.3309326 -1.199354105 -0.000734998 19.689694273695475 HEATR1 HEAT repeat-containing protein 1 55127 NP_060542.4 20.61567164 1 37 37 223 2144 242.215 6.54 1.44 1.37 1.5 1.44 Significant 0.000683 GWEEALENVIK 12 73695475 2xTMT6plex [N-Term; K11] 1.344 1.185 1.671 4.136242867 64.08 0 1745.983807 2 873.4956055 0.07306912 6.38E-05 86.41433339VSLLNEQFLPLIR 12 73695475 1xTMT6plex [N-Term] 1.781 1.629 1.441 5.171951771 59.78 0 1771.067922 2 886.0383301 0.825432064 0.000730948 100.29619IISVFVDALPHVPEHR 16 73695475 1xTMT6plex [N-Term] 1.74 1.592 1.752 4.506776333 67.26 0 2058.169761 4 515.2973022 -1.157205625 -0.000595431 91.7255385MVEDLISVGEEESFNLK 2 73695475 2xTMT6plex [N-Term; K17] 1.33 3.27532959 6.57 0 2397.262349 3 799.7589111 -0.070430991 -5.63E-05 100.9235332

LLTFYNLADCIAEK 6 73695475 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 0.522 0.519 0.545 4.176203251 37.74 0 2129.171684 3 710.3943481 -1.499567381 -0.001064279 102.4004261SPQILVPTLFNLLSR 8 73695475 1xTMT6plex [N-Term] 3.737 1.56 4.54607439 44.7 0 1927.157799 2 964.0794067 -3.249522919 -0.003131172 112.721541GIPVELWAHYVEELNSTQR 6 73695475 1xTMT6plex [N-Term] 1.819 1.504 0.878 5.525836945 40.5 0 2470.292789 3 824.1030273 0.704350212 0.000579984 100.6147723MVIPALIQSDSGDSIEVSR 12 73695475 1xTMT6plex [N-Term] 1.14 1.426 1.579 4.301764488 59.5 0 2246.189963 2 1123.598145 -0.42331571 -0.000475424 78.57300055ITKPFFAAISDEK 6 73695475 3xTMT6plex [N-Term; K3; K13] 1.974 1.959 2.111 5.48382616 30.37 0 2154.277753 3 718.7647705 0.930902914 0.000668474 77.04175198LLETVLGYISAVAQSMER 6 73695475 1xTMT6plex [N-Term] 4.051 100 1.205 5.912864208 60.6 0 2209.209971 3 737.0737305 -1.508396121 -0.001110788 115.02726SESQEEMLQVFNVETHTSK 2 73695475 2xTMT6plex [N-Term; K19] 1.559 5.638727188 23.54 0 2681.349266 3 894.4544067 -0.223538635 -0.000199795 73.19352233LDDTYSFQVINK 10 73695475 2xTMT6plex [N-Term; K12] 1.545 1.409 1.664 4.623801708 62.54 0 1901.04205 2 951.0234985 -1.225306767 -0.00116468 67.05489598VNALLPTETFIPVIR 8 73695475 1xTMT6plex [N-Term] 0.466 0.528 0.496 3.977585554 42.67 0 1912.1469 2 956.5759888 -1.150147479 -0.001099625 98.59893951ELYAGMPTIQITALEK 4 73695475 2xTMT6plex [N-Term; K16] 1.905 4.27782917 37.67 0 2236.266312 3 746.0928955 -0.974403876 -0.000726342 88.85602049HQLASISSPVVTSLLINLGSPVK 6 73695475 2xTMT6plex [N-Term; K23] 1.796 0.638 100 5.932929516 50.5 0 2818.680635 3 940.2300415 -1.796598812 -0.001688013 107.4078598DEVASLLFDPK 8 73695475 2xTMT6plex [N-Term; K11] 1.487 1.455 3.08608079 48.73 0 1691.962009 2 846.4838867 -0.89355582 -0.000755931 79.91697377VVESGGPEILK 6 73695475 2xTMT6plex [N-Term; K11] 1.219 1.425 1.557 4.53751421 50.14 0 1585.956529 2 793.4812622 -0.808109121 -0.000640813 54.05344095EGEEEQAINR 6 73695475 1xTMT6plex [N-Term] 1.071 0.618 0.783 3.996126413 56.31 0 1403.696402 2 702.3515015 -0.481714074 -0.00033809 18.9537206GISVNAEQVR 2 73695475 1xTMT6plex [N-Term] 1.28 3.593528748 48.19 0 1301.73748 2 651.3723755 -0.00398962 -2.60E-06 32.42482086NSHCAQTVSSVFK 2 73695475 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.922 3.369340181 14.76 0 1923.015852 3 641.6777344 1.454858002 0.000932572 40.18743899LVPDLLAIVQR 20 73695475 1xTMT6plex [N-Term] 1.37 1.385 1.753 3.917656422 46.77 0 1465.930366 3 489.3148499 -0.251962482 -0.00012312 106.2616272AKPLGTVQQK 4 73695475 3xTMT6plex [N-Term; K2; K10] 1.319 0.931 2.913888931 6 0 1757.125216 3 586.380188 0.45253169 0.000265052 34.53969907LSEVTFRPLFFK 4 73695475 2xTMT6plex [N-Term; K12] 1.372 1.128 3.267932653 8.76 0 1942.156626 3 648.0564575 -0.93032219 -0.000602277 88.00482413
DLGFMDFICSLVTK 2 73695475 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.048 2.282134056 9.91 0 2104.122291 3 702.045166 -0.639807454 -0.000448744 112.9375714

HLEAILTK 6 73695475 2xTMT6plex [N-Term; K8] 1.654 1.588 1.868 3.099329472 32.73 0 1382.877157 3 461.6304016 -0.365503192 -0.000168482 48.03069965ILAMNHLK 4 73695475 2xTMT6plex [N-Term; K8] 1.534 1.506 3.070790052 26.87 0 1397.870298 3 466.628418 0.288364558 0.000134365 51.48756125NVEEIVVK 2 73695475 2xTMT6plex [N-Term; K8] 1.194 2.928313732 27.72 0 1387.856087 2 694.4315186 -0.235406702 -0.000163355 51.63553713CLEWLIHR 6 73695475 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 2.414 2.446 2.85 3.459543228 34.49 0 1355.745542 3 452.5864868 -0.468392306 -0.000211674 60.19253204LIGVANQK 4 73695475 2xTMT6plex [N-Term; K8] 1.353 1.383 3.341743708 30.47 0 1300.835292 2 650.9220581 1.189497968 0.00077367 46.00244443QSGVPLAK 4 73695475 2xTMT6plex [N-Term; K8] 1.061 1.305 3.112607241 27.2 0 1257.793093 2 629.3994141 -1.225634811 -0.000770797 38.0917237VFAEYPGSSAQLR 2 73695475 1xTMT6plex [N-Term] 1.283 3.981662989 27.51 0 1653.879787 2 827.4437256 0.234601014 0.000194001 52.03565439VLLPAIK 6 73695475 2xTMT6plex [N-Term; K7] 1.442 1.344 1.342 2.651965141 27.23 0 1211.849151 2 606.4282227 0.014203501 8.61E-06 72.51065624IELEPPDK 6 73695475 2xTMT6plex [N-Term; K8] 1.241 1.319 1.606 3.085208893 32.15 0 1398.824453 2 699.9156494 -0.307759758 -0.000215251 53.36527343LFPYIQK 5 73695475 2xTMT6plex [N-Term; K7] 1.392 1.541 2.795 2.395214081 28.02 0 1366.84988 2 683.9285889 0.015659639 1.07E-05 71.671657SLDIFIK 2 73695475 2xTMT6plex [N-Term; K7] 1.357 2.946850061 22.8 0 1293.818245 2 647.4101563 -4.026330607 -0.00260467 75.51766349QKPESLGK 5 73695475 3xTMT6plex [N-Term; K2; K8] 1.395 1.251 1.023 2.886094809 5.87 0 1573.988053 3 525.3339233 -0.531567229 -0.000278893 30.55075072KKEGEEEQAINR 1 73695475 3xTMT6plex [N-Term; K1; K2] 0.786 3.058296204 2 2118.212192 4 530.3079834 -0.986065635 -0.000522174 20.3981480694536803 ANO10 anoctamin-10 isoform 1 55129 NP_060545.3 8.333333333 1 5 5 30 660 76.28 7.4 1.11 1.11 1.15 1.12 Significant 0.000141 MLLGAEAVGLVK 8 94536803 2xTMT6plex [N-Term; K12] 1.305 1.023 1.071 4.781947136 76.28 0 1659.02792 2 830.0154419 -2.599763925 -0.00215654 84.10220766LEFESLEALK 4 94536803 2xTMT6plex [N-Term; K10] 1.023 1.153 3.926104307 32.89 0 1636.956195 3 546.3238525 0.494403693 0.000269772 81.8343328
LVTENLKEEPMESGK 6 94536803 3xTMT6plex [N-Term; K7; K15]; 1xOxidation [M11] 0.88 1.305 1.384 3.183986664 7.29 1 2407.335738 3 803.1171875 0.527990334 0.000423683 44.83311012

EEPLYPSYK 6 94536803 2xTMT6plex [N-Term; K9] 1.102 1.079 0.958 3.695100307 29.14 0 1583.872131 2 792.4403687 0.83943941 0.000664782 46.02310477MIPGYPQAK 6 94536803 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 1.115 1.139 1.257 2.821254492 33.47 0 1478.844143 2 739.9259644 0.344431792 0.00025468 40.00684393187960109 RBM28 RNA-binding protein 28 isoform 1 55131 NP_060547.2 26.61396574 1 19 19 99 759 85.685 9.22 1.36 1.35 1.29 1.33 Significant 0.000269 YKDTQSVSAIGEEK 6 187960109 3xTMT6plex [N-Term; K2; K14] 1.69 1.136 1.217 4.914649487 17.49 1 2242.253388 3 748.0891113 -0.271028969 -0.000202572 37.79340352SEQLEELFSQVGPVK 6 187960109 2xTMT6plex [N-Term; K15] 1.374 1.563 1.551 4.117850304 38.76 0 2148.195256 3 716.7363281 -0.383910633 -0.000274905 87.72449374AEVEQVELPDGK 12 187960109 2xTMT6plex [N-Term; K12] 1.403 1.49 1.392 4.407322407 53.71 0 1771.984201 2 886.4959106 0.194171631 0.000172035 50.63330968AGSTSWTGFQTK 2 187960109 2xTMT6plex [N-Term; K12] 1.079 4.570926189 47.57 0 1728.932106 2 864.9681396 -1.79466453 -0.001551427 49.60141638AAEGVSAADMAK 2 187960109 2xTMT6plex [N-Term; K12] 1.247 4.462183952 73.63 0 1578.856163 2 789.9318848 0.208670845 0.000164731 37.90116618LINNNPEIFGPLK 4 187960109 2xTMT6plex [N-Term; K13] 1.793 1.967 4.254451752 41.52 0 1927.141704 2 964.0730591 -1.48549841 -0.001431383 77.47676008SKPATGEPQK 4 187960109 3xTMT6plex [N-Term; K2; K10] 1.206 4.286160946 30.08 0 1730.041545 3 577.3515015 -0.921564845 -0.000531448 31.64227982QQLSSEQVSR 4 187960109 1xTMT6plex [N-Term] 1.522 1.941 3.314248323 42.09 0 1390.748772 2 695.8777466 -0.399709817 -0.000277948 32.4421015KLPSDVNEGK 6 187960109 3xTMT6plex [N-Term; K1; K10] 1.638 1.365 1.423 4.051336288 24.55 1 1774.06776 3 592.0268555 -0.984772842 -0.000582351 36.21117175IVLHPDTEHSK 2 187960109 2xTMT6plex [N-Term; K11] 1.228 3.978504419 26.98 0 1733.99504 4 434.2542725 0.126772998 5.50E-05 30.29578708LLLSATSGEK 4 187960109 2xTMT6plex [N-Term; K10] 1.217 1.111 3.519240618 39.78 0 1476.903766 2 738.9559326 0.557249832 0.000411502 56.7254031FNQLVEQYK 8 187960109 2xTMT6plex [N-Term; K9] 1.136 1.166 1.374 3.92479825 45.38 0 1626.925564 2 813.9664307 0.012931215 1.05E-05 64.32549309GFGFVQFK 6 187960109 2xTMT6plex [N-Term; K8] 1.083 1.197 1.304 3.017498493 27.1 0 1387.813829 2 694.4106445 0.132497959 9.19E-05 72.01859514
LCLHNLPK 6 187960109 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.483 1.488 1.518 3.136539459 24.13 0 1452.876111 3 484.9632568 -0.615497894 -0.000298081 59.0143173

GQPEPAKDQQQK 6 187960109 3xTMT6plex [N-Term; K7; K12] 1.412 1.258 1.6 2.794887543 8.89 1 2041.164514 3 681.0584717 -1.789278087 -0.001217404 20.78068625VTKPVQIQK 7 187960109 3xTMT6plex [N-Term; K3; K9] 1.305 1.196 1.103 2.505109549 5.22 0 1728.135052 3 576.7167969 0.454469689 0.000261795 44.87669169VDLAVTR 6 187960109 1xTMT6plex [N-Term] 1.339 1.167 1.312 2.777496338 23.22 0 1002.614511 2 501.8115234 1.255931354 0.000629608 36.7400756LKDQNIFVSR 6 187960109 2xTMT6plex [N-Term; K2] 1.218 1.411 1.17 3.720167637 5.25 1 1678.005211 3 560.0063477 -0.429808707 -0.000240407 48.98007358KPKPQINQWK 2 187960109 4xTMT6plex [N-Term; K1; K3; K10] 1.363 1.086 4.034705162 0 2183.383445 4 546.6010132 -0.559698127 -0.000305509 47.05366867221136781 SRBD1 S1 RNA-binding domain-containing protein 1 55133 NP_060549.4 4.824120603 1 4 4 14 995 111.705 8.72 1.44 1.14 1.32 1.3 Significant 0.00447 VEVQVLNIDIPR 4 221136781 1xTMT6plex [N-Term] 1.135 1.219 4.175251961 39.37 0 1623.963122 2 812.4854126 0.262521548 0.000213163 77.32050468SIVCLEDLQIGTVLTGK 4 221136781 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C4] 1.191 1.477 4.845612526 46.51 0 2304.32489 3 768.7786865 -1.468425612 -0.00112791 99.93606838
ETEAYFADLIMK 4 221136781 2xTMT6plex [N-Term; K12] 1.442 1.13 2.890190125 18.29 0 1889.013058 3 630.3431396 0.956999903 0.000602595 87.38929311ITLDLIR 2 221136781 1xTMT6plex [N-Term] 1.003 2.070959806 14.78 0 1072.692761 2 536.8501587 0.260487273 0.000139711 68.6305161221361659 IPO9 importin-9 55705 NP_060555.2 32.66090298 1 26 26 229 1041 115.889 4.81 1.12 1.07 1.16 1.11 Significant 0.000543 IPAGLCATAIDILTTVVR 4 21361659 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.841 1.062 5.617260456 48.75 0 2113.225227 3 705.0797729 -0.21835455 -0.000153811 112.997248IFTMAEVYGIR 10 21361659 1xTMT6plex [N-Term] 1.393 1.808 1.363 4.266857624 49.03 0 1528.839502 2 764.9228516 -0.703314507 -0.000537627 82.25638041LIPTLVSIMQAPADK 14 21361659 2xTMT6plex [N-Term; K15] 0.806 0.805 0.8 4.910122871 52.29 0 2055.228805 3 685.7468872 -1.311931255 -0.000898773 111.0990778VWTANPQQFVEDEDDDTFSYTVR 12 21361659 1xTMT6plex [N-Term] 1.803 1.902 3.502 5.583342075 40.65 0 2991.384576 3 997.7981567 -1.557551374 -0.001553078 79.06492899VKGEEIYSMDEGIR 6 21361659 2xTMT6plex [N-Term; K2] 0.955 1.232 1.104 4.748793602 30.34 1 2084.109812 3 695.3748169 0.041136793 2.86E-05 49.03407715ELSQIEACQGPMQMR 8 21361659 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.963 1.121 1.254 5.142748356 44.55 0 2006.965918 2 1003.983398 -3.187595237 -0.003198697 50.1930712LIINELSNVMEANAAR 14 21361659 1xTMT6plex [N-Term] 0.497 0.501 0.433 5.743159294 53.83 0 1987.084376 3 663.0336304 0.987216902 0.000653894 95.57055528YSNDPVVASLAQDIFK 10 21361659 2xTMT6plex [N-Term; K16] 1.773 1.767 1.856 5.188634396 43.53 0 2225.221805 2 1113.115356 0.733113716 0.00081567 97.51361439EVTDTQMPLVAPVILPEMYK 10 21361659 2xTMT6plex [N-Term; K20] 1.41 1.34 100 6.297540665 46.64 0 2732.501868 4 683.8808594 -0.095172853 -6.50E-05 102.5620949EALVDTLTGILSPVQEVR 26 21361659 1xTMT6plex [N-Term] 1.191 1.321 1.72 6.566953182 66.76 0 2169.232814 2 1085.121094 0.96645228 0.00104823 99.98738558IAAQDLLLAVATDFQNESAAALAAAATR 11 21361659 1xTMT6plex [N-Term] 1.326 1.363 1.246 7.594016075 103.57 0 3015.631229 3 1005.881042 -0.880428803 -0.000885016 113.0498718ELGENLDQILR 6 21361659 1xTMT6plex [N-Term] 0.997 0.932 0.648 3.646526337 58.09 0 1528.853237 2 764.9299316 -0.425677713 -0.000325399 66.9007483TSEFTAAFVGR 4 21361659 1xTMT6plex [N-Term] 0.773 0.906 3.51499033 41.88 0 1414.752795 2 707.8792725 -1.079296772 -0.000763469 54.56561195AVEIFTTCAHMICNMEELEK 6 21361659 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C8; C13] 1.247 2.202 1.168 5.411098957 27.23 0 2884.411749 3 962.1414185 -0.709766526 -0.00068242 90.77196476
IHEACMLALGSVK 8 21361659 2xTMT6plex [N-Term; K13]; 1xOxidation [M6]; 1xCarbamidomethyl [C5] 1.296 1.235 1.249 4.099337578 37.23 0 1903.054546 2 952.0306396 -0.285658194 -0.000271812 52.21943862

AIWGYCDQLK 8 21361659 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.682 1.846 1.679 4.312571049 55.01 0 1711.924184 2 856.4584351 -8.522733046 -0.007295136 60.93031228
EVTDTQMPLVAPVILPEMYK 2 21361659 2xTMT6plex [N-Term; K20]; 1xOxidation [M18] 1.147 5.423696518 33.05 0 2748.496783 4 683.8808594 -0.095172853 -6.50E-05 102.5620949HLQEAEQTK 6 21361659 2xTMT6plex [N-Term; K9] 1.2 1.078 1.293 4.568550587 33.14 0 1541.868777 3 514.6272583 -1.008780825 -0.000518469 19.35841223WTNIPLLVK 6 21361659 2xTMT6plex [N-Term; K9] 0.461 0.508 0.624 3.932517529 36.41 0 1541.981956 2 771.4937134 -1.171402934 -0.000903141 90.77407283AIITDSVK 12 21361659 2xTMT6plex [N-Term; K8] 1.333 1.342 1.324 3.569784403 50.12 0 1304.818973 2 652.9125977 -0.808355428 -0.000527379 47.21975969AAAEEQIK 6 21361659 2xTMT6plex [N-Term; K8] 1.332 1.542 1.601 3.28915 49.4 0 1317.777837 2 659.3918457 -1.079175647 -0.000711057 26.46125232QLASVILK 9 21361659 2xTMT6plex [N-Term; K8] 0.295 0.266 0.262 3.155501842 35.85 0 1329.886993 2 665.4468384 -0.446144816 -0.000296661 66.03808854LVSTLISK 6 21361659 2xTMT6plex [N-Term; K8] 1.179 1.148 1.047 3.207885742 37.09 0 1318.871009 2 659.9385986 -0.825239442 -0.000544192 66.40817344

VSSVALCK 3 21361659 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.097 1.455 3.193584919 48.36 0 1321.791379 2 661.4000244 1.054158884 0.000696689 44.42833057FRPPETTER 8 21361659 1xTMT6plex [N-Term] 1.569 1.439 1.259 3.708205938 17.99 0 1361.73748 3 454.5840759 0.143187073 6.50E-05 25.83971564VLTEFTR 6 21361659 1xTMT6plex [N-Term] 1.06 1.139 1.395 2.47622633 32.59 0 1094.640726 2 547.8237915 -0.383114 -0.000209686 49.18066967AVTALVK 8 21361659 2xTMT6plex [N-Term; K7] 0.904 0.921 0.598 2.616928577 27.81 0 1159.781466 2 580.3946533 0.486454252 0.00028209 46.33925969271398350 NDC1 nucleoporin NDC1 isoform 1 55706 NP_060557.3 10.08902077 1 5 5 22 674 76.255 9.09 1.02 1.6 1.42 1.35 Significant 0.0158 LSTPDVVSPFGTPFGSSVMNR 4 271398350 1xTMT6plex [N-Term] 0.733 100 3.151687384 15.42 0 2424.243061 3 808.7515259 -1.252796524 -0.001012361 85.66085842YLALQDLMLLSQYSPSR 6 271398350 1xTMT6plex [N-Term] 0.828 1.447 1.383 5.875183582 57.45 0 2227.199406 3 743.0696411 -2.261032462 -0.00167859 106.8721348ISGSLVDTSYK 4 271398350 2xTMT6plex [N-Term; K11] 1.387 1.57 4.132064819 67.68 0 1627.930709 2 814.4676514 -1.647764006 -0.001341223 53.0000616LQQFLEFKE 6 271398350 2xTMT6plex [N-Term; K8] 1.414 1.658 1.524 3.905951977 47.54 1 1639.945965 2 820.4765015 -0.145401323 -0.000119225 83.84237237VSSSYPVEPK 2 271398350 2xTMT6plex [N-Term; K10] 1.243 2.964314699 34.17 0 1550.88303 2 775.9446411 -0.660619413 -0.000512272 39.24881217
109150425 ANKZF1 ankyrin repeat and zinc finger domain-containing protein 1 isoform 1 55139 NP_060559.2 11.29476584 1 5 5 12 726 80.877 8.41 0.84 1.25 1.08 1.06 Significant 0.0124

LAAQLGAPTSPIPDSAIVNTR 2 109150425 1xTMT6plex [N-Term] 1.265 3.460399866 10.82 0 2321.302625 3 774.4399414 1.139751759 0.000881903 70.09114804TLLQQTQEEEPSTQSSQAVAAPLGPLLDEAK 2 109150425 2xTMT6plex [N-Term; K31] 4.041978836 51.27 0 3737.984934 3 1246.667114 0.49629773 0.000618384 88.38267767DLLAGPSWAK 4 109150425 2xTMT6plex [N-Term; K10] 0.777 1.111 3.544171572 38.72 0 1515.893535 2 758.4525757 2.862620023 0.002169714 64.09619026LLQGPMDISEK 2 109150425 2xTMT6plex [N-Term; K11] 1.247 2.775667667 10.47 0 1688.965714 2 844.9852295 -1.498849624 -0.001265753 63.7169004NPDAYDYNK 2 109150425 2xTMT6plex [N-Term; K9] 0.914 2.589396 19.44 0 1557.794943 2 779.4000854 -1.315411615 -0.001024571 30.6313176
8922416 NECAP2 adaptin ear-binding coat-associated protein 2 isoform 1 55707 NP_060560.1 53.99239544 1 11 11 78 263 28.321 8.38 1.01 1.04 1.02 1.02 Significant 0.0000743

VRPASTGGLSLLPPPPGGK 8 8922416 2xTMT6plex [N-Term; K19] 0.95 1.025 1.195 5.105886459 32.14 0 2259.358908 3 753.7897949 -1.804066791 -0.001358678 62.42251954GDAFDFNVALQDHFK 12 8922416 2xTMT6plex [N-Term; K15] 0.987 1.188 0.994 4.655441761 47.98 0 2182.133324 3 728.0470581 -3.071890026 -0.002234425 73.15439775AAEWQLDQPSWSGR 12 8922416 1xTMT6plex [N-Term] 1.204 1.27 1.334 4.57654953 51.91 0 1859.923777 2 930.4644775 -1.128041859 -0.001049036 56.21731586TSGELFAQAPVDQFPGTAVESVTDSSR 4 8922416 1xTMT6plex [N-Term] 1.005 1.161 6.413726807 59.75 0 3025.495189 3 1009.165955 -3.926200415 -0.003959567 76.08000163STGSTSSQTQPGTGWVQF 6 8922416 1xTMT6plex [N-Term] 3.679818869 30.99 0 2085.008628 2 1043.006348 -1.539316172 -0.001604744 70.09194689QAQNPDQGPK 4 8922416 2xTMT6plex [N-Term; K10] 1.005 1.137 3.602261782 31.67 0 1540.848376 3 514.2879639 0.624579016 0.000320794 18.31282845AFIGIGFGDR 4 8922416 1xTMT6plex [N-Term] 1.044 1.095 2.945492983 35.58 0 1281.715288 2 641.3612671 -0.023460992 -1.50E-05 76.03601903QQCEFAK 6 8922416 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.097 1.194 1.243 3.337052822 25.86 0 1368.734592 2 684.8712769 0.500367961 0.000342435 27.42066755
LNIANMK 12 8922416 2xTMT6plex [N-Term; K7] 0.994 1.023 0.937 3.130414963 34 0 1261.770249 2 631.3881836 -0.918259486 -0.000579316 54.50762329GQMAYIK 4 8922416 2xTMT6plex [N-Term; K7] 1.048 0.968 2.859005451 20.73 0 1268.7437 2 634.8746338 -1.347121467 -0.000854576 39.98243906EGAAGNPR 6 8922416 1xTMT6plex [N-Term] 0.801 1.344 2.487726688 38.85 0 1000.537323 2 500.7720642 -0.471288797 -0.000235771 14.5992108523510283 ELP3 elongator complex protein 3 isoform 1 55140 NP_060561.3 15.17367459 1 7 7 43 547 62.219 8.88 1.2 1.17 1.2 1.19 Significant 0.0000706 LVDIIAAVPPQYR 4 23510283 1xTMT6plex [N-Term] 1.184 1.145 4.775911331 34.1 0 1683.999508 3 562.0045166 -0.303572127 -0.000170405 86.17145457DIEQFTEFFENPAFRPDGLK 12 23510283 2xTMT6plex [N-Term; K20] 1.752 1.083 1.311 4.483981133 27.96 0 2858.476516 3 953.4945068 -2.640750115 -0.002516174 102.2995088GTGLYELWK 6 23510283 2xTMT6plex [N-Term; K9] 1.22 0.792 0.802 3.313594103 26.02 0 1524.882636 2 762.9440308 -1.214117414 -0.000925693 70.31021326ILALVPPWTR 8 23510283 1xTMT6plex [N-Term] 1.337 1.324 1.667 2.843929052 32.29 0 1394.872123 2 697.9396973 -0.003361419 -2.34E-06 93.28705758SYSPSDLVELVAR 2 23510283 1xTMT6plex [N-Term] 1.568 4.144227028 23.95 0 1664.905667 2 832.9560547 -0.501016374 -0.000417073 77.73059443EVGIQEIHHK 6 23510283 2xTMT6plex [N-Term; K10] 1.155 1.343 1.307 2.578927994 21.89 0 1647.958261 4 412.7450562 0.081294156 3.35E-05 30.46754274LYPTLVIR 5 23510283 1xTMT6plex [N-Term] 1.064 1.153 0.72 2.831524849 16.35 0 1203.766261 2 602.3861694 -0.995511215 -0.000599181 66.3053123221219004 WDR74 WD repeat-containing protein 74 isoform 1 54663 NP_060563.2 10.38961039 1 3 3 16 385 42.415 8.32 1.16 1.48 1.29 1.31 Significant 0.00499 VPIWDQDIQFLPGSQK 8 221219004 2xTMT6plex [N-Term; K16] 1.435 1.78 1.409 4.45424366 54.98 0 2329.295639 3 777.1026611 -0.948107027 -0.000736141 89.1101676LVTCTGYHQVR 4 221219004 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.921 0.987 4.958748817 36.4 0 1562.831063 3 521.6159668 1.461789876 0.00076151 28.13847317IWDLQGSEEPVFR 4 221219004 1xTMT6plex [N-Term] 1.22 1.094 3.651060343 16.92 0 1804.943115 2 902.9750366 -0.176403239 -0.000159199 75.4090201262234461 NLE1 notchless protein homolog 1 isoform a 54475 NP_060566.2 17.73195876 1 5 5 26 485 53.287 7.34 1.52 1.71 1.4 1.55 Significant 0.0034 TLESQAVETEK 4 62234461 2xTMT6plex [N-Term; K11] 1.564 1.438 3.877211094 54.53 0 1692.942001 2 846.9736938 -1.116621057 -0.000945187 34.9030361VLDIIYQPQAIFR 6 62234461 1xTMT6plex [N-Term] 1.127 1.857 1.418 3.949905157 41.41 0 1805.052272 2 903.0267334 -3.36910084 -0.003040702 97.95133674LLVQFQDEGGQLLGSPFDVPVDITPDR 4 62234461 1xTMT6plex [N-Term] 100 100 5.534939289 57.44 0 3184.67276 3 1062.228638 -0.439547221 -0.000466605 108.2522027LAMDLPGHADEVYAVDWSPDGQR 6 62234461 1xTMT6plex [N-Term] 2.466 1.537 1.139 5.608933449 30.42 0 2771.329644 3 924.4465942 -1.593096356 -0.001471665 72.08732625YLASGSGDTTVR 6 62234461 1xTMT6plex [N-Term] 2.608 1.503 1.432 4.045713425 60.25 0 1455.764088 2 728.3864136 1.004557297 0.000731199 27.84596533190194365 MTPAP poly(A) RNA polymerase, mitochondrial precursor 55149 NP_060579.3 20.6185567 1 9 9 38 582 66.13 9.04 1.06 0.99 0.97 1.01 Significant 0.000734

ILSVLGECLDHFGPGCVGVQK 4 190194365 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C8; C16] 1.433 1.366 5.447844982 62.28 0 2743.467548 3 915.161377 0.739618508 0.000676373 101.7364716
EQNKPDSSPLYIQNPFETSLNISK 6 190194365 3xTMT6plex [N-Term; K4; K24] 0.01 1.126 0.603 5.963872433 43.86 0 3436.856711 3 1146.286255 -3.636785765 -0.004166371 81.62494301IKPSQNTETLELLLK 6 190194365 3xTMT6plex [N-Term; K2; K15] 0.979 1.007 0.939 6.256520271 21.2 0 2414.483723 3 805.4983521 -1.333530488 -0.001073263 83.62674355SPPILPTLDSLK 8 190194365 2xTMT6plex [N-Term; K12] 0.897 0.943 1.103 3.197392225 25.73 0 1739.071893 2 870.0388794 -0.811525356 -0.00070565 81.58694126EFFEYFGNFAFDK 2 190194365 2xTMT6plex [N-Term; K13] 1.053 3.691118717 22.81 0 2119.0577 3 707.0259399 2.626971516 0.001855568 104.9584853

TVLIHCPEK 3 190194365 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.284 0.999 3.289599657 26.22 0 1554.907805 3 518.973938 -0.350352062 -0.000181588 39.03654488
NVSQSQLQK 2 190194365 2xTMT6plex [N-Term; K9] 1.188 3.164558411 18.33 0 1489.873862 2 745.4401855 -0.515470651 -0.000383993 28.3665569EFQLTEENTK 2 190194365 2xTMT6plex [N-Term; K10] 0.736 2.786961555 20.03 0 1696.915787 3 566.309021 -1.931145755 -0.001092331 45.11272279FAIETVK 5 190194365 2xTMT6plex [N-Term; K7] 0.742 0.944 0.766 2.116153955 18.31 0 1265.786945 2 633.3953857 -2.725763319 -0.001725118 55.99317747153791300 SDAD1 protein SDA1 homolog isoform 1 55153 NP_060585.2 10.04366812 1 7 7 37 687 79.82 9.25 1.07 1.19 1.17 1.14 Significant 0.00105 LPSNLPQLQNLIK 10 153791300 2xTMT6plex [N-Term; K13] 0.953 1.189 1.115 4.224650383 39.82 0 1936.199554 3 646.0720825 1.105665266 0.000713596 92.26008907DLLVQYATGK 6 153791300 2xTMT6plex [N-Term; K10] 1.394 1.073 1.254 3.902181387 48.06 0 1565.930315 2 783.4628906 -7.54188733 -0.005905035 61.85212746VQEYGELDAK 4 153791300 2xTMT6plex [N-Term; K10] 0.997 1.267 3.397023201 30.16 0 1609.883758 2 805.4472046 2.095915106 0.00168709 41.80234525TNPFSSSTNK 2 153791300 2xTMT6plex [N-Term; K10] 1.624 3.432948589 55.37 0 1540.837143 2 770.9222412 0.041037351 3.16E-05 37.00039967TLNPQMLQK 3 153791300 2xTMT6plex [N-Term; K9] 0.939 1.091 3.433907509 32.11 0 1530.907805 2 765.9575806 0.051827296 3.97E-05 52.0588075VLTQEDFQK 4 153791300 2xTMT6plex [N-Term; K9] 1.909 1.739 2.907618999 14.09 0 1565.893929 2 783.4494629 -1.456049294 -0.001140009 52.63962882AAAISTSR 8 153791300 1xTMT6plex [N-Term] 1.051 1.049 0.994 2.630584955 28.04 0 1005.589025 2 503.2980347 -0.230545538 -0.000115917 18.1146224339780571 MSTO1 protein misato homolog 1 isoform a 55154 NP_060586.2 8.771929825 1 4 4 12 570 61.796 6.11 0.84 0.87 0.89 0.87 Significant 0.000281 GIITWGLLPGPYHR 2 39780571 1xTMT6plex [N-Term] 1.423 4.102478504 41.03 0 1809.03729 3 603.6835938 -0.587196298 -0.000354087 81.3978135GSSPLPTATTPKPLIPTEASIR 2 39780571 2xTMT6plex [N-Term; K12] 0.942 3.799355745 9.5 0 2692.564937 3 898.1932983 0.150373172 0.000134963 67.44403429LILMDLK 6 39780571 2xTMT6plex [N-Term; K7] 0.847 0.825 0.867 2.745779037 29.51 0 1303.842351 2 652.4246826 -0.201623781 -0.000131443 84.84700655VWSDFLR 2 39780571 1xTMT6plex [N-Term] 0.811 2.348209381 17.66 0 1151.64106 2 576.3237305 -0.76049086 -0.000437906 70.5691160713324688 WDR11 WD repeat-containing protein 11 55717 NP_060587.8 16.74836601 1 14 14 46 1224 136.598 6.92 1.09 1.05 1.45 1.2 Significant 0.0111 LPDLSLDNMIGQSAIAGEEHPR 3 13324688 1xTMT6plex [N-Term] 0.909 5.810740471 62.32 0 2592.328916 3 864.78125 0.108211577 9.35E-05 78.86177275

LAEGVQLLCLIDK 4 13324688 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 1.614 1.701 4.270920277 38.98 0 1930.144741 3 644.0522461 -1.324273095 -0.000852013 104.2690803LLLDPEFTLLQR 3 13324688 1xTMT6plex [N-Term] 1.156 4.545964718 24.83 0 1686.999173 2 844.0023193 -1.073710144 -0.000905674 97.09439558ACLVTTVTSSGPSQSTIK 2 13324688 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C2] 0.928 2.084355831 3.67 0 2295.263018 3 765.7581787 -1.32235703 -0.001011719 54.04762853NELQLVDLPTGR 3 13324688 1xTMT6plex [N-Term] 1.012 0.949 2.925745726 29.59 0 1583.895437 2 792.4505005 -1.081039441 -0.000856127 68.83550611KLLLDPEFTLLQR 6 13324688 2xTMT6plex [N-Term; K1] 1.656 1.907 2.175 4.224981308 20.4 1 2044.257068 3 682.0904541 -0.126845746 -8.64E-05 86.4731428NFPTITALEWSPSHNLK 3 13324688 2xTMT6plex [N-Term; K17] 0.39 1.022 3.851591349 37.13 0 2413.328001 3 805.1123047 -2.337219597 -0.001880159 79.98512316SELSQNISAR 6 13324688 1xTMT6plex [N-Term] 1.148 1.603 1.137 3.605629444 38.48 0 1333.727309 2 667.3657837 -2.262821768 -0.001508994 25.84421948YGAFEVTEDTEK 2 13324688 2xTMT6plex [N-Term; K12] 1.308 3.041723013 7.87 0 1846.947481 2 923.9785156 1.231177401 0.00113696 52.23272637DLLNELESPKEEPIEE 2 13324688 2xTMT6plex [N-Term; K10] 0.739 3.050363064 1.51 1 2342.237908 3 781.4161987 -1.65030144 -0.001288466 71.71806739SYNNIFTTSNEEPDPDPVQELTYDLR 2 13324688 1xTMT6plex [N-Term] 2.026498318 3.35 0 3286.558912 3 1096.187988 -2.890547988 -0.003166652 86.35375559
KCTDQLLLLGQTDR 4 13324688 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C2] 1.181 1.042 1.06 3.61529851 5.36 1 2119.194545 3 707.0698853 0.263228178 0.000185944 56.8811413

DKPLELWDVR 5 13324688 2xTMT6plex [N-Term; K2] 0.813 0.783 0.999 3.7137568 7.9 0 1729.004877 3 577.0062256 -0.435546595 -0.000251021 59.20904961
DKLSNPLDICYDVLCENAYFQK 1 13324688 3xTMT6plex [N-Term; K2; K22]; 2xCarbamidomethyl [C10; C15] 100 1.848615289 1 3392.74736 3 1131.58667 -0.561189553 -0.000634658 91.81446095

8922479 ARMC1 armadillo repeat-containing protein 1 isoform 1 55156 NP_060590.1 32.62411348 1 6 6 34 282 31.261 5.74 1.11 1.08 1.08 1.09 Significant 0.0000842
VGSHPEGGASWLSTAANFLSR 6 8922479 1xTMT6plex [N-Term] 1.008 1.083 0.904 7.009504795 48.26 0 2373.214873 3 791.743103 -0.049328854 -3.90E-05 83.15838017
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SDLKAEALASAIASTK 2 8922479 3xTMT6plex [N-Term; K4; K16] 2.113 6.084080219 33.49 1 2263.347623 3 755.119873 -1.129870352 -0.00085243 76.56202386AIVQDQGCLPGLILFMDHPNPPVVHSALLALR 6 8922479 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.916 1.359 6.404250145 36.11 0 3721.028328 4 931.0111694 -1.472804059 -0.001370086 110.465773
AIVQDQGCLPGLILFMDHPNPPVVHSALLALR 2 8922479 1xTMT6plex [N-Term]; 1xOxidation [M16]; 1xCarbamidomethyl [C8] 1.439 5.264768124 23.56 0 3737.023243 4 931.0111694 -1.472804059 -0.001370086 110.465773

AEALASAIASTK 6 8922479 2xTMT6plex [N-Term; K12] 1.46 1.135 4.615278244 26.62 0 1590.946693 3 530.9869385 -0.270788653 -0.000143603 62.88069153GELGMMLSLQNVIQK 6 8922479 2xTMT6plex [N-Term; K15] 0.819 0.865 0.787 3.929301739 24.73 0 2119.201938 3 707.0715942 -0.806211586 -0.000569508 100.5263426TTTPGETK 6 8922479 2xTMT6plex [N-Term; K8] 1.504 1.061 0.985 2.997164488 31.72 0 1292.746202 2 646.8764648 -0.424942266 -0.000274671 19.6129514540789249 DARS2 aspartate--tRNA ligase, mitochondrial 55157 NP_060592.2 47.90697674 1 24 24 152 645 73.516 8.02 0.96 0.96 1.09 1 Significant 0.00186 GHDLMSNTPDSVPPEELKPYHIR 3 40789249 2xTMT6plex [N-Term; K18] 1.091 1.32 5.080701828 4.38 0 3090.608275 5 618.9276733 0.318807539 0.000197062 50.90454321ELESAHHPFTAPHPSDIHLLYTEPK 6 40789249 2xTMT6plex [N-Term; K25] 1.028 1.06 6.374756336 19.9 0 3324.741732 5 665.7547607 0.891919185 0.00059308 55.20479782NFAADHFNQEILPVFLNANR 6 40789249 1xTMT6plex [N-Term] 0.874 1.191 1.02 5.421612263 16.61 0 2559.330571 3 853.7814331 -0.322449004 -0.000275085 83.61004536
EYLCNLHGFVDIETPTLFK 6 40789249 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C4] 1.831 2.407 1.386 5.908061981 56.84 0 2754.457695 3 918.8226318 -1.58025015 -0.001450911 92.7168585

ILCEAPVESVVQVSGTVISRPAGQENPK 2 40789249 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C3] 1.217 7.098626614 20.88 0 3422.87176 4 856.4725952 -0.937484911 -0.000802223 81.50673251
LMETQEEDVVLLTAGEHNK 8 40789249 2xTMT6plex [N-Term; K19] 1.402 1.03 0.992 7.30821228 69.62 0 2614.379838 3 872.1313477 -0.13330934 -0.000116174 82.498497DFDGLVQVIIPQDESAASVK 10 40789249 2xTMT6plex [N-Term; K20] 0.895 1.163 1.297 4.797586441 69.09 0 2589.417604 3 863.8128662 2.487591342 0.002147138 89.69686074FYSLPQSPQQFK 14 40789249 2xTMT6plex [N-Term; K12] 1.048 1.164 1.106 4.529388905 35.9 0 1928.068205 2 964.5373535 -0.401764184 -0.000387314 72.74533003LECADLLETR 6 40789249 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.101 0.596 1.194 3.521560907 35.65 0 1448.761646 2 724.8839111 -0.759258349 -0.000549992 50.20687305LICLVTGSPSIR 19 40789249 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.358 0.578 0.685 4.323555946 46.75 0 1544.903165 2 772.9546509 -0.737762867 -0.000569886 73.62446102

AICIPEGAK 4 40789249 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.23 1.138 3.553134441 43.67 0 1416.828493 2 708.9171753 -1.001260258 -0.000709307 49.6653644
TAELLNACK 6 40789249 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.304 1.415 1.202 4.268625259 37.54 0 1477.844871 2 739.4248657 -1.634843234 -0.001208022 45.2244663NWNSPVANFIMESQR 6 40789249 1xTMT6plex [N-Term] 1.002 1.631 1.307 3.598101616 31.4 0 2022.00646 2 1011.502319 -4.499589049 -0.004549099 79.12047503MPTGEIEIK 6 40789249 2xTMT6plex [N-Term; K9] 1.086 1.113 1.129 2.922781944 32.08 0 1475.854373 2 738.430603 -0.30029068 -0.000221593 55.24430209IIDISDVFR 12 40789249 1xTMT6plex [N-Term] 1.047 1.069 1.094 2.994609833 36.73 0 1306.756818 2 653.881958 -0.136708202 -8.93E-05 84.7291967SFQMQYNLR 2 40789249 1xTMT6plex [N-Term] 1.493 3.444938421 22.41 0 1415.730286 2 708.3682861 -0.699331211 -0.000495032 51.21853569QLLMVGGLDR 6 40789249 1xTMT6plex [N-Term] 0.792 1.081 3.636465549 29.26 0 1330.771422 2 665.8890991 -0.376201205 -0.000250319 61.60119258IPEFSSFVVR 6 40789249 1xTMT6plex [N-Term] 0.904 0.907 0.882 3.371031284 24.81 0 1409.799017 2 705.4035645 0.592351278 0.000417548 74.42324258IHNAELQR 6 40789249 1xTMT6plex [N-Term] 0.971 1.063 3.435847759 33.28 0 1209.690136 3 403.9014587 -0.258363103 -0.00010418 19.05359528EFLVPSREPGK 6 40789249 2xTMT6plex [N-Term; K11] 1.852 1.6 1.597 3.67170763 22.45 1 1717.004877 3 573.0058594 -1.078444811 -0.000617232 57.06904815

ACSLLGK 4 40789249 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.319 1.112 2.696478605 35.46 0 1206.72805 2 603.8665161 -1.901632631 -0.001147377 45.70419235
DVIAFPK 4 40789249 2xTMT6plex [N-Term; K7] 0.855 0.78 2.709941864 22.8 0 1247.77638 2 624.3904419 -2.222570471 -0.001386635 59.76112743EFLVPSR 2 40789249 1xTMT6plex [N-Term] 1.082 1.911111832 20.46 0 1076.630161 2 538.8187256 0.012494425 6.73E-06 47.1516729QNTFLVLR 2 40789249 1xTMT6plex [N-Term] 0.737 2.798142433 16.7 0 1219.736023 2 610.3690186 -4.314540626 -0.0026313 55.08048325224589127 TMEM33 transmembrane protein 33 55161 NP_060596.2 33.60323887 1 8 8 56 247 27.96 9.7 1.25 1.24 1.26 1.25 Significant 0.0000213 LCLQSIAFISR 6 224589127 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.401 1.473 1.625 4.400144577 53.5 0 1536.87695 2 768.9422607 0.191735829 0.000147337 81.10966334ALLANALTSALR 12 224589127 1xTMT6plex [N-Term] 1.329 1.342 1.835 4.316999912 58.79 0 1442.889229 2 721.9468994 -1.876035818 -0.001353456 82.28425106IVVEHIIMKPACPLFVR 4 224589127 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C12] 2.011 1.907 4.578140259 22.21 0 2480.46497 4 620.8693848 -3.733351454 -0.002315112 85.18810857

LSANQQNILK 6 224589127 2xTMT6plex [N-Term; K10] 1.326 1.218 1.383 4.335021019 46.85 0 1586.963012 2 793.984375 -0.969405077 -0.000769205 48.28938295LDTAMWLSR 2 224589127 1xTMT6plex [N-Term] 1.049 3.180500031 29.77 0 1321.713573 2 661.3609009 0.720343524 0.000476044 67.12527256LPHFQLSR 14 224589127 1xTMT6plex [N-Term] 1.257 1.393 1.302 3.51970768 32.55 0 1226.720707 3 409.5782166 -0.498069196 -0.000203664 47.19635117GSNSLPLLR 6 224589127 1xTMT6plex [N-Term] 0.87 0.966 0.924 2.779801846 14.74 0 1185.715288 2 593.3610229 -0.437163599 -0.000259176 47.68124231TLFNELR 6 224589127 1xTMT6plex [N-Term] 1.302 1.162 1.479 3.006318331 42.33 0 1121.651625 2 561.3290405 -0.731381558 -0.000410178 53.38579434145553959 ELAC2 zinc phosphodiesterase ELAC protein 2 isoform 1 60528 NP_060597.4 17.67554479 1 9 9 44 826 92.16 7.9 1.03 1.13 1.15 1.1 Significant 0.00113 DSGAALYVFSEFNR 5 145553959 1xTMT6plex [N-Term] 0.997 0.985 1.114 3.716857433 23.98 0 1804.906729 2 902.9575806 0.639929362 0.000577506 76.42734718IQTQLNLIHPDIFPLLTSFR 6 145553959 1xTMT6plex [N-Term] 0.883 0.873 1.672 6.93759346 32.15 0 2595.486009 3 865.8334961 -0.028622289 -2.48E-05 111.5748666
NVSATLVNISPDTSLLLDCGEGTFGQLCR 2 145553959 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C19; C28] 4.394192219 38.77 0 3366.687106 3 1122.900146 -0.362423604 -0.000406722 96.88734229

SQYPEIIFLGTGSAIPMK 4 145553959 2xTMT6plex [N-Term; K18] 0.951 1.013 4.616873741 23.4 0 2410.345625 3 804.1193848 -0.839777127 -0.000674718 94.60985458EMGLPVGTAAIAPIIAAVK 8 145553959 2xTMT6plex [N-Term; K19] 1.068 1.152 1.205 5.225934029 34.67 0 2280.376531 3 760.7978516 1.083144589 0.000823326 110.44667ALFAGDIEEMEER 6 145553959 1xTMT6plex [N-Term] 1.884 1.073 1.058 5.325253487 54.5 0 1738.851917 2 869.9293213 -0.316750305 -0.000275391 67.12767485SAQDGPAPAEK 6 145553959 2xTMT6plex [N-Term; K11] 0.678 1.297 1.521 3.758726358 45.46 0 1528.837143 2 764.9222412 0.041359458 3.16E-05 23.04003089VPLFSPNFSEK 6 145553959 2xTMT6plex [N-Term; K11] 1.229 1.195 1.306 3.542206526 52.22 0 1722.983079 2 861.9938354 -1.557897809 -0.001342116 76.20856115
DSSLVVAFICK 1 145553959 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.021 2.119817972 0 1696.9708 3 566.3273926 -1.871037277 -0.001058365 82.42312102

39780588 TSR1 pre-rRNA-processing protein TSR1 homolog 55720 NP_060598.3 22.88557214 1 15 15 65 804 91.752 7.42 1.29 1.23 1.16 1.23 Significant 0.000936 DTGTVHLNELGNTQNFMLLCPR 4 39780588 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 1.594 1.215 4.351288795 30.53 0 2759.380635 3 920.4631348 -2.095927996 -0.001927821 72.56748182LLLLDTQQEAGMLLR 10 39780588 1xTMT6plex [N-Term] 1.363 1.151 4.470622063 56.2 0 1943.119699 3 648.378479 0.609669965 0.000394887 96.09169588LLHIVGYGDFQMK 4 39780588 2xTMT6plex [N-Term; K13] 1.259 1.195 4.874308586 61.62 0 1979.11886 3 660.3775635 -0.365430458 -0.000241077 77.41640503AYLFAHAVDFVPSEENNLVGTLK 2 39780588 2xTMT6plex [N-Term; K23] 1.431 4.727714062 15.2 0 2992.618429 4 748.9111938 1.509243738 0.001129148 94.91646072ASPLFSQHTAADK 4 39780588 2xTMT6plex [N-Term; K13] 1.429 1.157 3.198611498 30.35 0 1831.011418 3 611.0072021 -2.384056507 -0.001455078 51.56836487
AKEELIFHCGFR 6 39780588 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C9] 1.319 1.329 1.344 4.730329514 25.62 1 1965.078059 4 492.0252686 0.603435953 0.00029645 52.34506732DGPPHQVLVVPLHSR 2 39780588 1xTMT6plex [N-Term] 1.001 4.656921387 23.05 0 1880.070381 4 470.7727661 -0.609890399 -0.000286659 42.40406911SQDTVLMNLYK 2 39780588 2xTMT6plex [N-Term; K11] 1.165 3.355697632 11.12 0 1769.987178 3 590.668335 1.849772052 0.001091358 66.37750412KVDEEAEAK 6 39780588 3xTMT6plex [N-Term; K1; K9] 1.377 0.717 0.733 3.319540262 10.65 1 1705.993927 3 569.3363647 0.360152678 0.000204806 39.84043802ISLPEAMQLLQDR 6 39780588 1xTMT6plex [N-Term] 100 1.035 3.074537039 29.34 0 1742.967221 3 581.6603394 -0.434020551 -0.000252161 95.06878091VDEEAEAK 4 39780588 2xTMT6plex [N-Term; K8] 1.1 1.24 3.443286896 45.69 0 1348.736032 2 674.8703613 -1.917034682 -0.001292787 23.4443279VVLSGHPFK 4 39780588 2xTMT6plex [N-Term; K9] 1.163 1.156 2.920765638 30.28 0 1441.893141 3 481.3031616 1.241529785 0.000596718 49.55490209RDPGNTEPVK 4 39780588 2xTMT6plex [N-Term; K10] 1.307 1.457 3.48388648 6.2 1 1570.895326 3 524.3027344 -1.067082556 -0.000558758 19.72074905EAVLAEK 6 39780588 2xTMT6plex [N-Term; K7] 1.329 1.197 0.973 3.089120388 31.32 0 1217.75056 2 609.3780518 -1.422856562 -0.000866342 38.0720776EDVLWFKPVELR 1 39780588 2xTMT6plex [N-Term; K7] 1.054 3.554265738 0 1989.157354 3 663.7244263 0.689331385 0.000457063 80.76292548922498 PNPO pyridoxine-5'-phosphate oxidase 55163 NP_060599.1 18.00766284 1 4 4 20 261 29.969 7.06 0.79 0.91 1.2 0.97 Significant 0.0155 GLPTGDSPLGPMTHR 6 8922498 1xTMT6plex [N-Term] 0.834 0.76 1.042 4.449097157 36.95 0 1764.926419 3 588.9804077 0.142087811 8.36E-05 47.01459666EAFEETHLTSLDPVK 2 8922498 2xTMT6plex [N-Term; K15] 0.765 4.030845642 27.31 0 2174.17452 3 725.395874 -0.667637153 -0.000483853 57.17421692GEEDWLYER 6 8922498 1xTMT6plex [N-Term] 0.702 0.847 1.353 3.683288336 33.78 0 1425.684775 2 713.3462524 0.317765063 0.000226516 47.55680541FFTNFESR 6 8922498 1xTMT6plex [N-Term] 1.031 1.598 1.216 3.015049934 18.61 0 1276.652353 2 638.8292847 -0.830534687 -0.000530152 56.572479928922511 MRPS18A 28S ribosomal protein S18a, mitochondrial isoform 1 precursor 55168 NP_060605.1 33.67346939 1 6 6 40 196 22.17 10.33 1.09 0.95 1.15 1.06 Significant 0.00309
KITGLCQEEHR 10 8922511 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C6] 0.949 1.196 1.428 4.140934944 24.5 1 1829.010373 3 610.3413086 -0.546945367 -0.000333456 28.25861122

EVVETQEGK 10 8922511 2xTMT6plex [N-Term; K9] 0.948 0.912 0.865 3.717157602 49.77 0 1476.830995 2 738.9207153 2.139360613 0.001579737 25.86909286LPEGVVPK 6 8922511 2xTMT6plex [N-Term; K8] 1.118 1.182 1.103 2.846654892 27.96 0 1296.829144 2 648.9181519 -0.090342712 -5.86E-05 55.49632787MPVGSPLLR 6 8922511 1xTMT6plex [N-Term] 0.788 0.758 1.127 2.88813138 22.08 0 1198.71793 2 599.8630371 0.723588701 0.000433689 56.19796275KIEECVK 7 8922511 3xTMT6plex [N-Term; K1; K7]; 1xCarbamidomethyl [C5] 1.374 0.44 1.429 2.729781628 9.98 1 1592.964875 3 531.6594238 -0.72647906 -0.000385752 31.89781328
YNYDDVLLLSQFIRPHGGMLPR 1 8922511 1xTMT6plex [N-Term]; 1xOxidation [M19] 100 2.418533087 0 2849.496985 4 713.1299438 0.337080766 0.000240128 95.8652552316554607 MRPS10 28S ribosomal protein S10, mitochondrial 55173 NP_060611.2 16.41791045 1 2 2 18 201 22.985 8 0.98 0.91 1.04 0.98 Significant 0.00148 DLTKPVVTISDEPDILYK 10 16554607 3xTMT6plex [N-Term; K4; K18] 1.165 0.912 0.952 6.068137646 27.84 0 2733.58931 3 911.8679199 -0.037783428 -3.44E-05 78.89342315AVLDSYEYFAVLAAK 8 16554607 2xTMT6plex [N-Term; K15] 0.892 1.075 5.006913662 39.04 0 2118.188714 3 706.7349243 0.710852253 0.000501906 102.346962883582809 INTS10 integrator complex subunit 10 55174 NP_060612.2 8.732394366 1 5 5 16 710 82.183 7.44 1.1 1.48 1.19 1.25 Significant 0.00822

KLFVCDVLPLIINNHDVR 2 83582809 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 1.782 5.093892574 27.56 1 2623.515819 4 656.6329346 -2.252960972 -0.00147767 95.41005564
ALIQLATCHFALGEYR 2 83582809 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.459 5.243418694 36.11 0 2092.121096 3 698.0444946 -1.035190212 -0.000721914 81.60247015VTEQCFNTLER 4 83582809 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.134 1.102 3.681696177 39.78 0 1625.815472 2 813.4094849 -2.324331083 -0.001889467 40.67094073YIIEGLTEK 6 83582809 2xTMT6plex [N-Term; K9] 1.69 1.367 1.243 3.653804302 39.38 0 1523.908517 2 762.4590454 1.50767601 0.00114878 64.79575469

VQCEMLLK 2 83582809 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.942 2.879703999 10.25 0 1478.847513 2 739.9242554 -4.246102289 -0.003139669 64.4173406
8922532 RMDN3 regulator of microtubule dynamics protein 3 55177 NP_060615.1 23.19148936 1 7 7 42 470 52.086 5.1 0.98 1.01 1 1 Significant 0.0000783 SYALDGKEEAEAALEK 5 8922532 3xTMT6plex [N-Term; K7; K16] 0.863 1.096 0.816 4.955105782 29.79 1 2411.327282 3 804.446167 -1.382580234 -0.001111284 61.7239576AVPGGAGDASVLPSLPR 10 8922532 1xTMT6plex [N-Term] 0.914 0.97 1.001 5.097240925 60.4 0 1793.011863 3 598.3422241 0.142694695 8.53E-05 61.01283823AIALQPENPMAHFLLGR 6 8922532 1xTMT6plex [N-Term] 1.242 1.198 1.299 5.600077629 44.53 0 2107.168381 3 703.0604858 -0.700632414 -0.000492117 85.31365683AYSDMCELTEEVSEK 8 8922532 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 0.848 0.858 0.923 3.681926966 31.59 0 2249.071771 2 1125.038086 -1.278814236 -0.001438073 66.76911587

TATALLESPLSATVEDALQSFLK 2 8922532 2xTMT6plex [N-Term; K23] 1.235 3.083937883 12.42 0 2863.606861 3 955.206665 -0.495627676 -0.000473094 113.2122195AEELQPGFSK 4 8922532 2xTMT6plex [N-Term; K10] 1.101 0.973 3.521825552 32.49 0 1563.878279 2 782.4396973 -3.939698397 -0.003080604 44.93039436DLEELEVILRD 7 8922532 1xTMT6plex [N-Term] 1.233 1.542 1.753 3.727954865 42.38 1 1572.868219 2 786.9373779 -0.470186005 -0.00036977 88.393650888922534 RNMTL1 rRNA methyltransferase 3, mitochondrial isoform 1 precursor 55178 NP_060616.1 24.76190476 1 8 8 31 420 46.99 8.73 1.03 0.89 0.94 0.96 Significant 0.00184
TQLQHSLPLLLICDNLR 2 8922534 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.981 5.339659214 31.1 0 2263.279388 3 755.0966797 -1.724045878 -0.001300666 88.58435863KAPSEASAQEQR 6 8922534 2xTMT6plex [N-Term; K1] 1.171 1.157 0.966 4.729942799 28.33 1 1759.970282 3 587.3282471 -0.053364005 -3.13E-05 18.18616324MPIINNLEWETVPNYLPPDTR 2 8922534 1xTMT6plex [N-Term] 0.552 4.63602829 15.53 0 2741.417003 3 914.4759521 -1.349581141 -0.001233255 95.11436062APSTWEESGLR 6 8922534 1xTMT6plex [N-Term] 0.829 0.92 0.964 4.037443161 35.89 0 1461.753523 2 731.3786621 -2.377877798 -0.001737936 37.79213043ASDHGWVCDQR 6 8922534 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.036 1.031 0.943 3.903177738 13.52 0 1559.72224 3 520.5786743 -0.494139765 -0.000256907 21.72796224EKQPLEESASR 3 8922534 2xTMT6plex [N-Term; K2] 0.644 0.872 2.534307957 7.59 1 1731.964134 3 577.9935303 1.099151117 0.000634563 21.86808091VVFPSGEVVEQK 4 8922534 2xTMT6plex [N-Term; K12] 1.138 3.710145712 44.13 0 1776.030757 3 592.6810303 -1.249612192 -0.000739783 61.39669936LSSVMTIVK 2 8922534 2xTMT6plex [N-Term; K9] 0.749 2.557538033 17.51 0 1435.895844 2 718.4519653 0.564458812 0.000405252 76.1611676647777319 SMG8 protein SMG8 55181 NP_060619.4 7.769929364 1 4 4 13 991 109.614 7.68 1.09 1.43 0.58 1.03 Non-Significant 0.0527 ALQSGEAGGGLSLPHAEAHEFWK 2 47777319 2xTMT6plex [N-Term; K23] 1.018 5.105320454 28.59 0 2850.493897 4 713.378418 -0.720992598 -0.000513796 60.85403479EFLWQHVELVLSK 6 47777319 2xTMT6plex [N-Term; K13] 1.417 1.431 1.205 5.067410469 37.52 0 2086.210118 3 696.0750122 0.175050006 0.00012173 96.50068023AANYDFYQLLEEK 3 47777319 2xTMT6plex [N-Term; K13] 0.919 0.313 2.46096468 6.98 0 2062.089728 3 688.0333862 -1.999320659 -0.00137426 83.70793939SYNFHTGLDQQGFIPGTNYLMPWDIVIR 2 47777319 1xTMT6plex [N-Term]; 1xOxidation [M21] 0.01 2.748865604 2.19 0 3527.761926 3 1176.59375 1.352304974 0.001590203 99.6171668956676335 RIF1 telomere-associated protein RIF1 isoform 1 55183 NP_060621.3 3.600323625 1 6 6 20 2472 274.294 5.52 1.49 1.51 1.82 1.6 Significant 0.00439 ITSELSEANALELLSK 2 56676335 2xTMT6plex [N-Term; K16] 1.474 4.325903893 34.36 0 2176.247685 3 726.086792 -0.855855448 -0.000620851 91.0357336
SLIDNFALNPDILCSAK 4 56676335 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C14] 1.303 2.473 4.275793076 49.67 0 2349.288839 3 783.7680054 0.265596665 0.000207988 96.53692521
LVSDIIDPVALEIPLSK 4 56676335 2xTMT6plex [N-Term; K17] 1.595 1.765 4.421288013 43.16 0 2280.383057 3 760.7990723 -0.172345222 -0.000131004 111.1194844LVIPLVVHSAQK 4 56676335 2xTMT6plex [N-Term; K12] 1.734 1.767 4.183197021 30.96 0 1762.135497 3 588.0496216 -0.672663316 -0.000395108 74.31333103LIAEQTLQENLIEK 2 56676335 2xTMT6plex [N-Term; K14] 1.585 3.572878122 25.91 0 2100.231641 3 700.746582 -3.070383344 -0.002149505 74.94950179GLEEIPVFDISEK 4 56676335 2xTMT6plex [N-Term; K13] 1.311 1.445 3.246632576 20.89 0 1934.088666 3 645.3673706 -0.572390301 -0.000369018 87.03564309155722990 SLC4A1AP kanadaptin 22950 NP_060628.2 9.422110553 1 5 5 18 796 88.759 5.19 1.52 0.93 1.41 1.29 Significant 0.0192 KTETQTTGAENK 6 155722990 3xTMT6plex [N-Term; K1; K12] 1.495 1.616 1.846 4.225330353 29.38 1 1995.132545 3 665.7179565 3.39387923 0.00225708 19.42841971
LSGCDVCLEHPSVSR 2 155722990 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C7] 1.387 4.295023918 31.89 0 1944.946897 3 648.9852295 -2.962473395 -0.001920618 40.11889833

ASSQVLSESPSQDSLDAFMSEMK 4 155722990 2xTMT6plex [N-Term; K23] 2.25 1.492 4.808383465 30.54 0 2932.43201 3 978.1461792 -2.736708751 -0.002675071 88.61953646IDEKPETFESLVAK 3 155722990 3xTMT6plex [N-Term; K4; K14] 1.018 0.776 3.145840645 4.32 0 2293.325825 3 765.1119995 -1.909817958 -0.001459945 69.34268593IVKPAEIPELK 3 155722990 3xTMT6plex [N-Term; K3; K11] 0.773 1.25 3.174066782 5.62 0 1924.244996 3 642.0864258 -0.141445736 -9.07E-05 68.38014526155030185 ASUN protein asunder homolog 55726 NP_060634.2 8.640226629 1 5 5 22 706 80.174 6.7 1.27 1.8 1.25 1.44 Significant 0.0153 ADPECCSILHGLVAAVETLCK 10 155030185 2xTMT6plex [N-Term; K21]; 3xCarbamidomethyl [C5; C6; C20] 1.647 2.065 1.862 5.52722168 30.95 0 2801.440013 3 934.4845581 -0.318512476 -0.000297431 109.5676134ELSPVLTSEVHSVR 2 155030185 1xTMT6plex [N-Term] 1.073 3.840025425 21.76 0 1781.995879 3 594.6689453 -2.018041985 -0.001198714 58.78099082ITEYQHEAR 2 155030185 1xTMT6plex [N-Term] 1.144 3.429427385 20.74 0 1375.716744 3 459.2436829 -0.180819211 -8.29E-05 23.21740366IMYDIFPFK 6 155030185 2xTMT6plex [N-Term; K9] 1.242 1.523 1.417 2.859722376 17.58 0 1631.927144 2 816.4662476 -1.17968674 -0.000962581 101.0307282SVLLEQPR 2 155030185 1xTMT6plex [N-Term] 0.915 3.325251818 31.07 0 1170.704389 2 585.8547363 -1.872858573 -0.001096282 39.35996569
21361709 RPRD1A regulation of nuclear pre-mRNA domain-containing protein 1A isoform 1 55197 NP_060640.2 32.05128205 1 5 8 64 312 35.698 7.55 1.12 1.11 1.1 1.11 Significant 0.0000271

KLTFLYLANDVIQNSK 12 21361709 3xTMT6plex [N-Term; K1; K16] 1.709 1.935 2.135 6.022170544 42.56 1 2554.521171 3 852.1784668 -0.126704518 -0.00010789 100.9094722LTFLYLANDVIQNSK 6 21361709 2xTMT6plex [N-Term; K15] 1.204 1.346 1.163 4.449593544 56.97 0 2197.263276 3 733.0928345 0.306889928 0.000224773 111.5584026DFAPVIVEAFK 12 21361709 2xTMT6plex [N-Term; K11] 1.067 1.132 1.271 4.407970905 48.47 0 1693.992915 2 847.5002441 0.175160857 0.000148361 92.01706913ALQDLENAASGDAAVHQR 6 21361709 1xTMT6plex [N-Term] 1.162 1.075 0.959 6.259422302 59.54 0 2095.07296 3 699.0285034 -0.955936205 -0.000667585 50.5619616IASLPVEVQEVSLLDK 12 21361709 2xTMT6plex [N-Term; K16] 1.22 1.18 1.172 5.083828449 57.43 0 2198.304806 2 1099.655396 -0.5876639 -0.000645932 95.63059601LSELSNSQQSVQTLSLWLIHHR 4 21361709 1xTMT6plex [N-Term] 1.095 1.998 5.378546238 36.53 0 2805.520891 4 702.1359863 0.436401135 0.000306083 89.99377719VLSIWEER 6 21361709 1xTMT6plex [N-Term] 0.948 1.073 1.079 3.221938848 22.8 0 1260.714953 2 630.8607178 -0.630065601 -0.000397167 63.75959602IQSLPDLSR 6 21361709 1xTMT6plex [N-Term] 1.066 0.892 0.903 3.181609631 20.09 0 1257.736417 2 629.3712769 -0.906278173 -0.00056993 53.2064337850428935 MAP1S microtubule-associated protein 1S isoform 1 55201 NP_060644.4 27.00661001 1 19 19 107 1059 112.142 7.3 1.05 1.06 1 1.04 Significant 0.00032 GDNLETLVLLNPSDK 8 50428935 2xTMT6plex [N-Term; K15] 1.112 1.139 5.01078701 33.25 0 2086.179606 3 696.0646973 -0.03222787 -2.24E-05 78.89546771DLQVTLIPTFDSVAMHTWYAETHAR 4 50428935 1xTMT6plex [N-Term] 0.817 1.369 4.972563744 27.12 0 3131.582171 4 783.6448975 -7.794991452 -0.006102664 101.4892322ALELPLAASSIPRPR 6 50428935 1xTMT6plex [N-Term] 0.876 1.296 0.891 7.02092123 47.59 0 1820.095533 3 607.3695068 -0.860434059 -0.000522024 69.84827424SEVAAGGGSWDDR 5 50428935 1xTMT6plex [N-Term] 1.193 1.002 5.300658226 59.02 0 1535.728765 2 768.3670044 -1.323828129 -0.00101652 25.50768281SWDVDPGVCNLDEQLK 4 50428935 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 1.441 0.946 3.725997448 29.78 0 2333.184768 3 778.3967285 -3.91543921 -0.003045148 69.25598959
VLFPGCTPPACLLDGLVR 15 50428935 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C11] 1.272 1.362 1.808 4.996549606 36.12 0 2214.197632 3 738.7369385 -0.618838306 -0.000456743 106.8003521

SPVYLDLAYLPSGSSAHLVDEEFFQR 6 50428935 1xTMT6plex [N-Term] 100 0.85 0.84 5.788181782 45.49 0 3169.604346 3 1057.204834 -1.387263644 -0.001465692 96.40372227GEDEAELALSLLAQLGITPLPLSR 2 50428935 1xTMT6plex [N-Term] 1.119 4.971953869 40.43 0 2735.539226 3 912.517395 -0.582945911 -0.000531557 113.2990066LISPNLGVVFFNACEAASR 4 50428935 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.192 0.549 4.410254002 34 0 2294.216453 3 765.4076538 -3.506654399 -0.002681675 99.19353412GPVPAKPTVLFEK 6 50428935 3xTMT6plex [N-Term; K6; K13] 0.981 0.994 1.067 3.428787231 8.49 0 2070.293009 3 690.7692261 0.055993357 3.86E-05 68.47792935AVLDALLASK 10 50428935 2xTMT6plex [N-Term; K10] 1.098 0.939 1.066 5.008586884 54.3 0 1458.929586 2 729.9694214 1.356942416 0.000989842 88.82128274LDMYVLHPPSAGAER 6 50428935 1xTMT6plex [N-Term] 0.837 1.514 1.335 3.664403677 16.46 0 1884.983934 3 628.9993286 -0.26598113 -0.000167123 67.93954982AASSVPNLK 4 50428935 2xTMT6plex [N-Term; K9] 0.878 0.93 3.701193571 37.78 0 1344.825121 2 672.9156494 -0.817386482 -0.000549621 40.05129181ALCYVISGQDQR 6 50428935 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.951 100 100 3.2991817 24.83 0 1638.847107 2 819.9276123 0.513445929 0.00042073 47.39770985ATPVAAAK 4 50428935 2xTMT6plex [N-Term; K8] 1.078 0.892 2.823845863 40.49 0 1186.755979 2 593.881958 0.556176364 0.000330023 27.19011676EPVVTPQDLEGPGR 4 50428935 1xTMT6plex [N-Term] 1.2 1.41 3.740329266 37.53 0 1722.92238 2 861.9642334 -0.690328908 -0.000594692 47.29242774VPPPLPDPSSICMVDPEMLPPK 2 50428935 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C12] 0.904 2.80738306 10.29 0 2874.521951 3 958.8462524 0.783644813 0.000750868 95.92461986SLYDELR 4 50428935 1xTMT6plex [N-Term] 0.9 0.889 2.2785182 16.09 0 1124.614905 2 562.8109741 -0.20742906 -0.000116639 42.37076376EEGMRAVLDALLASK 7 50428935 2xTMT6plex [N-Term; K15] 1.2 1.001 1.191 1.61143434 16.1 1 2061.177832 3 687.730835 0.058181691 4.00E-05 91.743300828922601 ARL8B ADP-ribosylation factor-like protein 8B 55207 NP_060654.1 63.44086022 1 4 10 131 186 21.525 8.43 0.86 0.65 0.88 0.8 Significant 0.00842 NELHNLLDKPQLQGIPVLVLGNK 18 8922601 3xTMT6plex [N-Term; K9; K23] 0.701 0.709 0.632 6.986769199 31.32 0 3239.944678 3 1080.652222 -0.792134185 -0.00085549 96.53948515GVNAIVYMIDAADREK 14 8922601 2xTMT6plex [N-Term; K16] 1.081 1.076 1.029 5.947710991 42.77 1 2223.220759 3 741.7459717 1.170688539 0.000867566 91.98200936EKDNIDITLQWLIQHSK 21 8922601 3xTMT6plex [N-Term; K2; K17] 0.847 0.376 0.827 7.278940678 42.37 1 2768.591376 4 692.9038086 0.732858239 0.000507246 96.48567044GVNAIVYMIDAADR 18 8922601 1xTMT6plex [N-Term] 0.747 0.635 0.828 5.84009409 69.07 0 1736.920271 2 868.9623413 -1.649541928 -0.001432561 95.60510439DNIDITLQWLIQHSK 9 8922601 2xTMT6plex [N-Term; K15] 0.799 0.736 0.721 4.570151806 42.68 0 2282.290888 3 761.4349365 -0.276572846 -0.000210407 100.8875726
EICCYSISCK 18 8922601 2xTMT6plex [N-Term; K10]; 3xCarbamidomethyl [C3; C4; C9] 1.504 1.658 1.558 4.354148865 42.32 0 1777.86872 2 889.4369507 -1.178322555 -0.001047451 43.93041121

TTFVNVIASGQFSEDMIPTVGFNMR 3 8922601 1xTMT6plex [N-Term]; 2xOxidation [M16; M24] 0.857 4.065076351 18.2 0 3022.48516 3 1008.164246 -2.30801583 -0.002325315 90.19552135MNLSAIQDR 10 8922601 1xTMT6plex [N-Term] 1.142 0.667 0.901 3.342342854 39.82 0 1276.688087 2 638.8480835 0.629607338 0.000401906 40.97720795DLPNALDEK 14 8922601 2xTMT6plex [N-Term; K9] 0.775 0.799 0.876 3.648731947 39.23 0 1472.83608 2 736.9216309 -0.064413991 -4.74E-05 49.30955094IWDIGGQPR 12 8922601 1xTMT6plex [N-Term] 0.852 0.777 0.656 3.900512934 45.01 0 1270.710537 2 635.8587646 -0.223436508 -0.000141962 53.72360093
8922625 TMLHE trimethyllysine dioxygenase, mitochondrial isoform 1 precursor 55217 NP_060666.1 8.788598575 1 3 3 10 421 49.486 7.72 0.72 0.99 0.95 0.89 Significant 0.00888

TLLVDGFYAAEQVLQK 2 8922625 2xTMT6plex [N-Term; K16] 0.86 3.03753233 13.75 0 2253.289491 3 751.7670898 -1.231217188 -0.000924763 112.2113759AVINTVPYDVVHR 6 8922625 1xTMT6plex [N-Term] 0.669 1.31 0.947 3.662151337 22.02 0 1711.96927 3 571.3271484 -1.389153147 -0.000792729 50.34356618YDLNWLVK 2 8922625 2xTMT6plex [N-Term; K8] 0.877 3.621358395 41.34 0 1508.887722 2 754.9468994 -0.79494442 -0.000599741 81.26485531217035105 DNAJC11 dnaJ homolog subfamily C member 11 55735 NP_060668.2 31.48479428 1 16 16 103 559 63.239 8.4 1.02 1.02 1.07 1.04 Significant 0.000258 WGIQSAMNTSIVR 6 217035105 1xTMT6plex [N-Term] 0.898 1.032 0.936 4.562733173 47.78 0 1691.910041 2 846.4588013 0.168501313 0.000142545 62.54364369HSVLGAAVSVGVPQGVSLK 2 217035105 2xTMT6plex [N-Term; K19] 1.003 5.371839523 46.43 0 2263.353822 3 755.1233521 0.742593724 0.000560251 67.72248132ESAATDVLQK 10 217035105 2xTMT6plex [N-Term; K10] 1.033 1.092 1.117 5.036946774 68.2 0 1519.873194 2 760.4401855 -0.065299033 -4.96E-05 41.68466303
VIDVTVPLQCLVK 22 217035105 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.07 1.11 1.254 4.21222353 49.22 0 1942.181127 2 971.5928955 -1.344979796 -0.001306097 98.35029915

LFNLVHQAYEVLSDPQTR 11 217035105 1xTMT6plex [N-Term] 1.008 1.036 1.03 5.278490067 41.24 0 2359.26076 3 787.0913086 -0.588298154 -0.00046265 103.3810561
AGLPGFYDPCVGEEK 6 217035105 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C10] 0.954 1.233 1.045 3.625074148 40.78 0 2097.072698 2 1049.036743 -3.094099637 -0.003244276 63.92234944GVLHQVMVLDSEALR 6 217035105 1xTMT6plex [N-Term] 1.013 1.322 0.907 4.487725735 41.61 0 1896.057433 3 632.6905518 -0.174681714 -0.000110402 72.26477696GIRPGLTTVLAR 7 217035105 1xTMT6plex [N-Term] 0.928 0.818 3.904082537 34.69 0 1482.931763 3 494.9822388 0.270018219 0.000133473 48.80630773LILTEASK 6 217035105 2xTMT6plex [N-Term; K8] 1.017 0.932 1.037 3.077866793 36.05 0 1332.850274 2 666.9294434 1.002759857 0.000668264 52.38499488EASSEELK 4 217035105 2xTMT6plex [N-Term; K8] 0.962 0.945 3.544743538 33.97 0 1350.751682 2 675.8789063 -0.84826102 -0.000572895 39.92405906KQEAESAVR 6 217035105 2xTMT6plex [N-Term; K1] 1.655 0.997 1.48 2.777832985 11.31 1 1475.858212 3 492.6235046 -1.525711593 -0.000750578 20.76804479FQDDDQTR 6 217035105 1xTMT6plex [N-Term] 1.287 0.968 1.103 2.848174572 32.54 0 1253.59596 2 627.3006592 -1.530421831 -0.000959265 18.83254203AIYDIYGK 2 217035105 2xTMT6plex [N-Term; K8] 0.775 2.674804688 25.29 0 1400.818973 2 700.9135742 0.641315914 0.000449184 55.62592571LMQESVR 6 217035105 1xTMT6plex [N-Term] 1.156 1.17 1.194 2.577940464 23.83 0 1091.608045 2 546.3078003 0.255161126 0.000139268 30.38313784NTVGYLQWR 2 217035105 1xTMT6plex [N-Term] 0.839 2.067545176 9.44 0 1365.74765 2 683.3771362 -0.47923133 -0.000327255 51.82729061NLDKNTVGYLQWR 1 217035105 2xTMT6plex [N-Term; K4] 1.238 1.849004745 1 2065.15948 3 689.0580444 0.048655216 3.35E-05 56.11351212190014603 TBC1D13 TBC1 domain family member 13 isoform a 54662 NP_060671.3 25.5 1 7 7 32 400 46.524 5.24 0.97 1.05 0.85 0.96 Significant 0.00367 IADFQDVLKEPSIALEK 8 190014603 3xTMT6plex [N-Term; K9; K17] 1.097 1.497 1.68 4.579362869 30.22 1 2603.526316 3 868.5111694 -2.82718449 -0.00245355 90.29762513

LLQDYPITDVCQILQK 4 190014603 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 0.978 0.984 4.457483292 48.32 0 2405.351439 3 802.454834 -0.619633726 -0.000496812 96.90775941
ATDYPCLLILDPQNEFETLR 2 190014603 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.784 4.402573586 13.67 0 2637.34317 3 879.7833252 -2.937537349 -0.002582431 97.35369983EDVTFEDHPLNPNPDSR 2 190014603 1xTMT6plex [N-Term] 0.588 3.989057064 27.21 0 2211.051556 3 737.6887817 0.106919643 7.88E-05 41.55686076ILLNYLPLER 8 190014603 1xTMT6plex [N-Term] 1.008 1.115 0.754 3.562798738 39.52 0 1472.903817 2 736.9551392 -0.553247047 -0.00040744 89.55282648SLDDSQCGITYK 6 190014603 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 0.795 0.794 0.822 3.40763545 23.79 0 1844.946435 2 922.9780884 1.336059284 0.001232479 40.82414246

EMIIQPGIAK 2 190014603 2xTMT6plex [N-Term; K10] 1.068 3.548826694 36.18 0 1557.943856 2 779.4759521 0.495112113 0.000385678 60.2298868117999541 VPS35 vacuolar protein sorting-associated protein 35 55737 NP_060676.2 37.06030151 1 25 25 231 796 91.649 5.49 0.92 0.9 0.91 0.91 Significant 0.0000403 QIVLTGILEQVVNCR 16 17999541 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.364 1.407 1.305 6.597755432 72.69 0 1971.125847 3 657.7138672 0.609246995 0.000400301 102.6568668LSQLEGVNVER 8 17999541 1xTMT6plex [N-Term] 0.921 0.998 0.939 4.690522194 62.12 0 1472.827023 2 736.9164429 -0.959798938 -0.000706809 49.51335965IPVDTYNNILTVLK 24 17999541 2xTMT6plex [N-Term; K14] 0.947 0.931 0.955 4.335914135 56.85 0 2061.235999 2 1031.121094 -0.527668836 -0.000543825 98.80187968ENDAVTIQVLNQLIQK 14 17999541 2xTMT6plex [N-Term; K16] 1.072 1.032 1.014 5.340606213 56.98 0 2284.327667 2 1142.669189 1.50388506 0.001717683 98.15717792SEDPDQQYLILNTAR 7 17999541 1xTMT6plex [N-Term] 0.883 0.794 0.836 3.89371419 58.91 0 1992.02355 2 996.5145874 -0.829219771 -0.000825913 51.87062948KVADLYELVQYAGNIIPR 6 17999541 2xTMT6plex [N-Term; K1] 0.564 0.596 5.566675663 34.18 1 2520.459015 3 840.8234863 -1.233769566 -0.001036555 111.9713275LFDIFSQQVATVIQSR 28 17999541 1xTMT6plex [N-Term] 0.446 0.505 0.528 5.810369492 67.92 0 2081.159256 2 1041.080811 -2.35983202 -0.002455593 108.4323177QDMPSEDVVSLQVSLINLAMK 2 17999541 2xTMT6plex [N-Term; K21] 1.747 4.531811237 34.94 0 2775.503659 3 925.8384399 -1.041949908 -0.000963979 111.7418607
TQCALAASK 6 17999541 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.974 0.991 1.031 4.649686813 62.34 0 1407.803006 2 704.4054565 0.447772831 0.000315188 29.56888508

LLDEAIQAVK 19 17999541 2xTMT6plex [N-Term; K10] 0.937 0.929 0.922 4.837611675 60.54 0 1557.961615 2 779.4842529 -0.247490452 -0.00019279 78.25112301ESPESEGPIYEGLIL 10 17999541 1xTMT6plex [N-Term] 0.877 0.953 0.774 3.603259087 67.43 0 1861.963241 2 931.4849243 -0.359414822 -0.000334609 88.99277993VLETTVEIFNK 8 17999541 2xTMT6plex [N-Term; K11] 0.891 1.082 3.634994268 47.86 0 1751.035508 2 876.0217285 0.38403633 0.000336231 84.99624923LNLEHIATSSAVSK 8 17999541 2xTMT6plex [N-Term; K14] 0.985 0.987 4.008424282 32.23 0 1928.121697 3 643.3761597 -4.030516386 -0.002590442 56.29852875
ACAELHQNVNVK 6 17999541 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 0.84 0.951 2.98299408 21.35 0 1841.010373 3 614.3411865 -0.742298744 -0.000455527 32.98204662ILVGTNLVR 6 17999541 1xTMT6plex [N-Term] 0.866 1.011 0.949 3.69396019 51.17 0 1213.782973 2 607.3949585 -0.274264691 -0.000166449 67.10463872HASNMLGELR 5 17999541 1xTMT6plex [N-Term] 0.969 0.993 0.851 4.099694729 41.79 0 1356.725535 3 452.9136047 0.535317546 0.000242093 34.94552308AELAELPLR 6 17999541 1xTMT6plex [N-Term] 1.579 1.413 1.145 3.277278662 28.97 0 1240.746253 2 620.8765259 -0.385447215 -0.000239121 57.72852391NIIIALIDR 6 17999541 1xTMT6plex [N-Term] 0.605 0.51 0.5 3.665227652 48.97 0 1269.809188 2 635.4075317 -1.103420459 -0.000700567 90.2072486PTTQQSPQDEQEK 6 17999541 2xTMT6plex [N-Term; K13] 0.837 0.977 0.793 28.36 0 1974.01802 3 658.6763916 -1.721476338 -0.001132742 21.20515747MQHQGHSR 6 17999541 1xTMT6plex [N-Term] 0.837 1.045 0.882 4.11013031 36.75 0 1209.610839 3 403.8748474 -0.703022529 -0.000283461 12.47490074NYLLQCTR 6 17999541 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.142 1.071 1.186 2.849588633 32.13 0 1296.693172 2 648.8502197 -0.007277647 -4.72E-06 36.19417923EDGPGIPADIK 2 17999541 2xTMT6plex [N-Term; K11] 0.872 2.46910882 6.64 0 1569.888844 3 523.9680786 0.534311615 0.000279603 48.78814479MQHQGHSR 4 17999541 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.161 2.265977859 19.22 0 1225.605754 3 403.8748474 -0.703022529 -0.000283461 12.47490074



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

YIYFYEK 10 17999541 2xTMT6plex [N-Term; K7] 1.045 1.126 1.051 3.226462603 25.95 0 1483.823724 2 742.4157104 0.28291665 0.000209899 71.39704091VQSFQMK 6 17999541 2xTMT6plex [N-Term; K7] 0.944 0.924 0.907 3.096846819 35.78 0 1325.765164 2 663.3853149 -1.365654519 -0.000905269 44.40984897TSMLSPK 6 17999541 2xTMT6plex [N-Term; K7] 1.132 0.972 1.038 2.610574961 24.31 0 1221.727716 2 611.3673096 -0.305435794 -0.00018658 36.84351346
119709830 NAXD ATP-dependent (S)-NAD(P)H-hydrate dehydratase isoform a 55739 NP_060680.2 20 1 4 4 16 390 41.335 9.1 0.7 0.78 0.81 0.76 Significant 0.00184

DIPVVIDADGLWLVAQQPALIHGYR 4 119709830 1xTMT6plex [N-Term] 0.777 0.452 6.856363297 82.98 0 2988.650843 3 996.890625 2.167914668 0.002159713 109.1985471
IGVVGGCQEYTGAPYFAAISALK 4 119709830 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C7] 0.806 0.626 5.807335854 71.18 0 2830.521358 3 944.1780396 -0.633250002 -0.000597476 100.7776754
AYSPELIVHPVLDSPNAVHEVEK 6 119709830 2xTMT6plex [N-Term; K23] 0.548 0.961 0.704 6.292438984 29.33 0 3001.639893 4 751.1624146 -4.019231922 -0.003016072 67.51394832LYDAVLR 2 119709830 1xTMT6plex [N-Term] 0.982 2.374336243 31.63 0 1078.645811 2 539.8257446 -1.481971349 -0.000799261 51.7656818495113664 LRRC1 leucine-rich repeat-containing protein 1 55227 NP_060684.4 18.32061069 1 5 7 41 524 59.205 5.02 0.9 0.92 1.03 0.95 Significant 0.0018 SLEELLLDANQLR 24 95113664 1xTMT6plex [N-Term] 1.068 1.156 1.08 5.186388969 63.16 0 1742.98498 2 871.9959106 -0.24964698 -0.000217565 91.15203263LLHLPLSLTALK 6 95113664 2xTMT6plex [N-Term; K12] 1.043 0.893 1.081 4.749370098 54.44 0 1777.171548 3 593.0617676 -0.449301378 -0.000266162 96.94845808ALQVADFSGNPLTR 2 95113664 1xTMT6plex [N-Term] 0.912 4.743770599 47.22 0 1717.943449 2 859.4734497 -2.227428347 -0.001913298 71.04001601ILTCVLLPQLPSEPTCQENLPR 2 95113664 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C16] 1.635 3.366513252 8.23 0 2807.499687 3 936.5032349 -1.615658294 -0.001511987 95.38843539LGLSDNEIQR 2 95113664 1xTMT6plex [N-Term] 0.723 3.455342293 38.68 0 1373.758609 2 687.3812256 -2.499942932 -0.001717159 40.95035113FVEDEKDEEDNETR 3 95113664 2xTMT6plex [N-Term; K6] 0.565 0.829 2.506985426 5.17 1 2213.061007 3 738.3579712 -0.74391342 -0.000548775 30.9358078ELPEQFFQLVK 2 95113664 2xTMT6plex [N-Term; K11] 1.343 2.307032347 20.26 0 1836.067142 3 612.6939697 0.116275534 7.12E-05 97.25526648733216030 PANK4 pantothenate kinase 4 55229 NP_060686.2 17.28553137 1 11 11 51 781 86.871 6.34 0.9 1.04 1.06 1 Significant 0.00252 EHCLNEFNFPDPYSK 6 733216030 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 1.025 0.989 1.059 4.716315746 30.81 0 2355.147988 3 785.7161865 -5.936798773 -0.00466068 61.59081874AVASQPDSVDAAER 10 733216030 1xTMT6plex [N-Term] 0.913 1.213 0.878 5.111155987 46.9 0 1644.839044 2 822.9224243 -0.894827487 -0.000735924 22.69933762VIQATGGGAYK 4 733216030 2xTMT6plex [N-Term; K11] 1.458 1.259 3.439577818 21.91 0 1522.899349 2 761.9534912 0.234324005 0.000178426 39.36458027SGTFDLLEMDR 4 733216030 1xTMT6plex [N-Term] 1.11 1.113 4.031514645 34.58 0 1512.75656 2 756.8800049 -2.529669662 -0.001913387 66.22281512LLLVQTGSSSPCLDLSR 6 733216030 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.856 0.892 1.006 4.146365166 37.83 0 2075.136806 2 1038.071045 -0.96027705 -0.000996353 79.13983544NIPHEAFVYQK 12 733216030 2xTMT6plex [N-Term; K11] 0.849 0.941 1.034 4.790977955 26.27 0 1804.015776 3 602.0090942 -1.688530221 -0.001015378 58.41533253SATADQEFSK 2 733216030 2xTMT6plex [N-Term; K10] 1.333 2.87902832 30.04 0 1541.821158 2 771.4137573 -0.596769319 -0.000460056 30.56194919HEGYLGAIGAFLK 2 733216030 2xTMT6plex [N-Term; K13] 0.978 3.198722363 19.65 0 1834.062726 3 612.0262451 0.794041306 0.000485441 78.85120981

GCNFVLK 2 733216030 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.839 2.196519136 11.01 0 1295.754599 2 648.3811035 0.255419699 0.000165481 49.66127102
SLLHMISNDIGQLACLHAR 1 733216030 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.11 3.032483578 0 2378.26342 4 595.321167 -0.244737923 -0.000145513 96.38469932DSDPEFR 2 733216030 1xTMT6plex [N-Term] 0.996 2.479778528 22.51 0 1094.531569 2 547.7693481 -0.136616377 -7.48E-05 33.49041447315583337 PARVA alpha-parvin 55742 NP_060692.2 19.66019417 1 5 7 37 412 46.561 8.4 0.74 0.83 0.89 0.82 Significant 0.00281 LNVAEVTQSEIAQK 6 315583337 2xTMT6plex [N-Term; K14] 0.957 0.89 1.014 5.5615201 71.84 0 1988.142826 2 994.5740356 -1.021924034 -0.001015865 62.75823437DAFDTLFDHAPDK 5 315583337 2xTMT6plex [N-Term; K13] 0.394 0.48 0.526 3.880943537 32.51 0 1950.000913 3 650.6715698 -0.388224097 -0.000252346 66.08583691QIQEEITGNTEALSGR 4 315583337 1xTMT6plex [N-Term] 0.772 1.571 4.154978752 71.95 0 1975.029364 2 988.0169678 -1.369454639 -0.001352357 48.61542874DLAEDLYDGQVLQK 6 315583337 2xTMT6plex [N-Term; K14] 0.797 0.817 0.867 4.490642071 28.92 0 2065.121757 3 689.0443726 -1.545741411 -0.001064048 69.95108415VLYNLFTK 6 315583337 2xTMT6plex [N-Term; K8] 0.899 1.004 0.991 3.577065468 41.14 0 1455.897558 2 728.453064 0.888242226 0.000646595 83.39178432WNVDSVHAK 6 315583337 2xTMT6plex [N-Term; K9] 1.245 1.334 1.177 3.444326878 25.53 0 1513.852733 3 505.2883911 -1.395809586 -0.00070435 40.91690048LQTVLEK 4 315583337 2xTMT6plex [N-Term; K7] 0.228 0.168 2.291063309 19.49 0 1288.824059 2 644.914917 -1.165004342 -0.000750743 53.46956714

90855771 COA1 cytochrome c oxidase assembly factor 1 homolog 55744 NP_060694.2 17.80821918 1 1 1 6 146 16.684 8.81 1.3 1.34 1.18 1.28 Significant 0.00142
LAVEQLQSHPEAQEALGPPLNIHYLK 6 90855771 2xTMT6plex [N-Term; K26] 1.301 1.341 1.183 8.087561607 32.39 0 3353.862181 4 839.2199707 -1.230914473 -0.001032079 76.20641857109948304 SMU1 WD40 repeat-containing protein SMU1 55234 NP_060695.2 33.33333333 1 14 14 105 513 57.507 7.18 1.42 1.37 1.37 1.39 Significant 0.000144 AAIAQALAGEVSVVPPSR 12 109948304 1xTMT6plex [N-Term] 1.324 1.154 1.109 6.041848183 57.78 0 1965.133041 3 655.7143555 -2.304059652 -0.001509261 74.59833961DSSQILSASFDQTIR 6 109948304 1xTMT6plex [N-Term] 1.117 1.272 1.482 4.715593338 67.82 0 1896.986436 2 948.9963989 -0.482358977 -0.000457514 59.29378467DTEMLATGAQDGK 12 109948304 2xTMT6plex [N-Term; K13] 1.591 1.575 1.582 4.60639143 62.57 0 1794.930785 2 897.9688721 -0.176769699 -0.000158645 39.99248756WQQHQGLLPPGMTIDLFR 4 109948304 1xTMT6plex [N-Term] 1.009 1.278 4.957136631 22.62 0 2366.264072 3 789.4247437 -1.856979118 -0.001464701 88.39477345DVIGIAHHPHQNLIATYSEDGLLK 7 109948304 2xTMT6plex [N-Term; K24] 1.063 1.095 1.134 6.859671116 29.43 0 3099.699139 4 775.6791992 -1.345870942 -0.001042949 64.96796214

GVTCLSFSK 6 109948304 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.111 0.938 1.255 3.642633677 39.02 0 1456.823407 2 728.914917 -0.583334686 -0.000424908 52.08631552
WQQHQGLLPPGMTIDLFR 2 109948304 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.262 4.198396683 17.22 0 2382.258987 3 789.4247437 -1.856979118 -0.001464701 88.39477345YIHLENLLAR 8 109948304 1xTMT6plex [N-Term] 1.489 1.569 1.403 4.451231003 50.55 0 1470.863014 3 490.9588013 -0.791264309 -0.000387947 62.99742147EAYPDGSSK 6 109948304 2xTMT6plex [N-Term; K9] 1.543 1.329 1.447 3.161665916 29.59 0 1411.746931 2 706.3770752 -0.040282981 -2.84E-05 22.08254112QTDPMIMLK 4 109948304 2xTMT6plex [N-Term; K9] 1.368 1.54 3.033445835 39.54 0 1534.873728 2 767.9400024 -0.651263468 -0.000499804 63.50280014

TTECSNTFK 6 109948304 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.964 1.38 1.128 3.788304567 40.77 0 1545.798315 2 773.4030762 0.363031674 0.000280587 28.40242232
DVEEEKFPTQLSR 6 109948304 2xTMT6plex [N-Term; K6] 0.988 1.014 1.126 5.046198845 16.83 1 2036.106441 3 679.3712158 -3.608194992 -0.00244889 44.36058248NPEHFVVCNR 6 109948304 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.593 1.53 1.664 3.522215366 25.88 0 1500.757898 3 500.9240723 -0.156029913 -7.81E-05 27.7678888TLTVHEK 10 109948304 2xTMT6plex [N-Term; K7] 1.407 1.508 1.168 2.991093159 21.54 0 1285.788008 3 429.2682495 1.701357567 0.000729195 28.53741062LIMQYLK 10 109948304 2xTMT6plex [N-Term; K7] 1.514 1.361 1.382 3.206510544 32.2 0 1366.853251 2 683.9293823 -1.289459246 -0.000881251 78.21228184150417996 UBA6 ubiquitin-like modifier-activating enzyme 6 55236 NP_060697.4 38.97338403 1 32 32 206 1052 117.895 6.14 0.89 0.84 0.8 0.84 Significant 0.000952 YGIEPTMVVQGVK 4 150417996 2xTMT6plex [N-Term; K13] 0.567 0.696 5.085016727 65.65 0 1879.076327 2 940.0407104 -1.161534277 -0.001091306 67.75067334QDVIITALDNVEAR 6 150417996 1xTMT6plex [N-Term] 0.892 0.846 0.953 4.690702915 73.78 0 1785.990793 3 596.0010376 -1.250783061 -0.000744629 76.50287428LFCDFGDEFEVLDTTGEEPK 11 150417996 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C3] 1.166 0.994 0.882 5.452913761 55.72 0 2806.353349 3 936.1220093 -0.667901627 -0.000624789 96.72340409

YVDLTVSFAPDIDGDEDLPGPPVR 2 150417996 1xTMT6plex [N-Term] 0.85 5.069095135 15.54 0 2816.419171 3 939.4796143 1.817426003 0.001706211 90.04344787VTGGYPFEAYK 6 150417996 2xTMT6plex [N-Term; K11] 1.002 1.057 0.994 4.274044991 58.41 0 1689.925229 2 845.465271 -1.16213888 -0.000981964 59.33353397FWQTYSSAEEVLQK 10 150417996 2xTMT6plex [N-Term; K14] 0.835 0.89 0.875 4.665342331 37.97 0 2174.153391 3 725.3886719 -0.887097023 -0.000642895 79.12084939SFPAAIEHTIQWAR 6 150417996 1xTMT6plex [N-Term] 1.115 0.869 0.839 5.575088978 56.64 0 1856.001633 3 619.3384399 -0.466807661 -0.000288799 71.58501844KPNVGCQQDSEELLK 12 150417996 3xTMT6plex [N-Term; K1; K15]; 1xCarbamidomethyl [C6] 0.907 0.845 0.732 6.075466633 44.15 0 2432.34222 3 811.4505005 -2.167567175 -0.001757422 47.6145164
FDLNEPLHLSFLQNAAK 12 150417996 2xTMT6plex [N-Term; K17] 0.904 0.883 0.846 5.886930943 50.62 0 2415.343651 3 805.7856445 -0.526221703 -0.000423669 89.25771878GMITVTDPDLIEK 12 150417996 2xTMT6plex [N-Term; K13] 0.857 0.908 5.028441429 71.6 0 1890.065822 2 945.5352783 -1.344767651 -0.00127085 70.03061173HIAELNPYVHVTSSSVPFNETTDLSFLDK 2 150417996 2xTMT6plex [N-Term; K29] 0.922 4.526305199 5.91 0 3718.936862 4 930.4859009 -4.057198316 -0.003772116 83.86946161IIPAIATTTATVSGLVALEMIK 2 150417996 2xTMT6plex [N-Term; K22] 1.133 5.567468166 40.94 0 2671.608382 3 891.208252 0.681596669 0.000606986 113.2840401LETGQFLTFR 6 150417996 1xTMT6plex [N-Term] 0.874 0.898 0.76 4.134888172 55.06 0 1440.804831 2 720.9060059 -0.066435958 -4.79E-05 68.84771821YVLGDTAMQK 6 150417996 2xTMT6plex [N-Term; K10] 0.924 0.923 0.944 4.295197487 47.27 0 1583.886735 2 792.4465942 -0.519913084 -0.000411742 50.67949161

YQCVVLTEMK 6 150417996 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.906 1.023 0.891 5.093522549 52.42 0 1728.94287 2 864.9786987 4.193638241 0.00362528 68.64526057
ALQLLHCFPLDIR 14 150417996 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.374 1.316 1.457 4.198281288 28.9 0 1825.035576 3 609.0168457 0.223485712 0.000135956 90.04634377EDFTLLDFINAVK 8 150417996 2xTMT6plex [N-Term; K13] 0.687 0.698 3.846165895 51.95 0 1983.1203 2 992.0640259 0.23953555 0.000237514 112.3310518AILSNEATK 6 150417996 2xTMT6plex [N-Term; K9] 0.924 0.903 0.949 4.063401699 41.45 0 1404.846251 2 702.9259033 -1.224866688 -0.000860375 36.91895481MYSIEPADR 6 150417996 1xTMT6plex [N-Term] 0.705 0.694 0.845 3.472573519 38.68 0 1310.661203 2 655.835083 1.286599177 0.000843148 34.69675167TVFFESLER 4 150417996 1xTMT6plex [N-Term] 0.01 0.01 3.100810289 12.39 0 1356.736083 2 678.8718262 0.216065419 0.000146572 66.34243269VVQTDETAR 6 150417996 1xTMT6plex [N-Term] 0.939 0.835 0.837 3.397059917 31.47 0 1247.679296 2 624.3427124 -0.91993617 -0.000573893 20.55726409VCPTTETIYNDEFYTK 10 150417996 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 0.908 0.925 1.103 4.000509739 33.36 0 2439.215399 2 1220.110229 -0.908798635 -0.001108378 61.85096339

NAIFQLEK 6 150417996 2xTMT6plex [N-Term; K8] 0.791 0.857 0.777 3.544449806 42.73 0 1420.856422 2 710.9318237 -0.035703159 -2.54E-05 60.13968593DKFESSFSHKPSLFNK 4 150417996 4xTMT6plex [N-Term; K2; K10; K16] 0.728 0.883 4.218657017 8.2 1 2814.596016 5 563.7241821 -1.49646537 -0.000842389 59.13725159DGSLFWQSPK 2 150417996 2xTMT6plex [N-Term; K10] 0.638 2.539487123 21.84 0 1622.894264 3 541.6359253 -0.641397975 -0.000346974 61.32653937
ACIGDTLCQK 2 150417996 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C2; C8] 1.346 2.616102934 19.24 0 1623.859869 3 541.9550781 -5.658206828 -0.003062712 39.55234207

CLANLRPLLDSGTMGTK 2 150417996 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C1] 0.958 2.994488239 6.35 0 2305.277228 3 769.0939331 -4.330209604 -0.003327445 71.91074547
KPDHVPISSEDER 10 150417996 2xTMT6plex [N-Term; K1] 0.852 0.836 0.794 3.215287209 18.49 0 1967.059825 4 492.5198669 -1.111901394 -0.000546794 26.84327133KYVDLTVSFAPDIDGDEDLPGPPVR 2 150417996 2xTMT6plex [N-Term; K1] 0.629 2.941269636 2.76 1 3173.677066 3 1058.559937 -3.721087383 -0.00393651 88.82768697RPPSPIK 6 150417996 2xTMT6plex [N-Term; K7] 0.714 0.794 0.862 3.506997824 24.43 0 1252.814163 3 418.2765198 0.673001788 0.000281049 27.34360253IDAHLNK 13 150417996 2xTMT6plex [N-Term; K7] 0.848 0.899 0.925 3.146687984 22.75 0 1268.772692 3 423.596344 1.408228939 0.000595574 43.02058423

SQCPPIK 2 150417996 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.17 1.963099957 9.93 0 1287.749514 2 644.3775024 -1.386750426 -0.000892894 29.32920407
26051235 NUP133 nuclear pore complex protein Nup133 55746 NP_060700.2 37.71626298 1 30 30 182 1156 128.898 5.1 1.27 1.19 1.16 1.21 Significant 0.000739 KGLPLGSAVSSPVLFSPVGR 4 26051235 2xTMT6plex [N-Term; K1] 1.048 0.857 5.333612442 27.53 1 2426.453536 3 809.4889526 -0.507522533 -0.000410493 82.18552934WAESVPEEAPGFSNTSLIILHQLEDK 12 26051235 2xTMT6plex [N-Term; K26] 1.177 1.264 1.291 6.343572617 47.8 0 3368.777842 3 1123.597168 -0.264720261 -0.000297261 102.7318557AHSFLMDFIHQVGLFGR 14 26051235 1xTMT6plex [N-Term] 1.47 1.206 1.152 6.353640079 30.37 0 2204.16363 4 551.7955933 -1.40026951 -0.000771606 102.0935634ALKENITDAIWGSESNYEAIK 2 26051235 3xTMT6plex [N-Term; K3; K21] 1.247 4.165117264 27.81 1 3039.660577 3 1013.893555 1.820503428 0.001844571 79.8454992EYEIPSNLTPADVFFR 17 26051235 1xTMT6plex [N-Term] 1.328 1.404 1.073 3.948471785 39.47 0 2127.095987 3 709.7034912 -0.031167934 -2.21E-05 90.86443205EVSQVDTICECLLEHEEQVLR 8 26051235 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C11] 1.142 1.795 1.576 6.476428509 59.28 0 2815.38036 3 939.1254272 -6.617738755 -0.006210484 83.33209025

DLLQADQLGSLK 12 26051235 2xTMT6plex [N-Term; K12] 1.378 1.261 0.945 5.469076157 80.51 0 1759.036571 2 880.0213013 -0.707563992 -0.000622315 73.74347931DLGHAQMVVDELFSSHSDLDSDSELDR 2 26051235 1xTMT6plex [N-Term] 1.432 5.328924656 11.11 0 3246.50583 4 812.3811035 -0.999828021 -0.000811487 79.69546997ALDLLEYIDEEEDININDLK 2 26051235 2xTMT6plex [N-Term; K20] 1.064 4.412151814 46.03 0 2835.491557 3 945.8328857 -2.628332086 -0.002484204 112.0089596FLLHQETLPEQLLAEK 4 26051235 2xTMT6plex [N-Term; K16] 1.223 1.315 5.376307487 43.46 0 2367.368803 3 789.7937012 -0.951775816 -0.000751068 83.59299513
LLSQPISQHGQLANFLQAHEHLSWLHEINSQELEK 2 26051235 2xTMT6plex [N-Term; K35] 1.147 7.965610981 13.47 0 4533.4043 6 756.4063721 -0.540599947 -0.00040846 86.46129506

GLPLGSAVSSPVLFSPVGR 10 26051235 1xTMT6plex [N-Term] 1.053 0.86 0.748 6.055912495 55.67 0 2069.195641 3 690.4028931 -0.732280095 -0.000505077 87.83953265LAALASDFSEDMLQEK 2 26051235 2xTMT6plex [N-Term; K16]; 1xOxidation [M12] 1.054 3.622515678 53.01 0 2242.167721 3 748.060791 0.044152306 3.30E-05 79.31873401LAALASDFSEDMLQEK 8 26051235 2xTMT6plex [N-Term; K16] 1.506 1.489 1.298 4.3672719 51.47 0 2226.172806 3 748.060791 0.044152306 3.30E-05 79.31873401VAYPQADSNLR 9 26051235 1xTMT6plex [N-Term] 1.545 1.296 1.493 3.638040781 27.77 0 1462.785158 2 731.897583 1.867284208 0.001365718 42.92257277REESLEKEPEYVPWTATSGPGGIR 4 26051235 2xTMT6plex [N-Term; K7] 1.559 1.843 6.800326824 19.37 2 3146.652248 4 787.4176025 -1.165627296 -0.000916956 56.08663375ENVSILAEDLEGSLASSVAGPNSESMIFETTTK 2 26051235 2xTMT6plex [N-Term; K33] 100 1.880040884 10.62 0 3884.972715 4 971.9992676 0.650149354 0.000631453 110.8303657DGIQLSEYLPEVK 2 26051235 2xTMT6plex [N-Term; K13] 1.213 3.610175848 11.3 0 1949.099565 3 650.3712158 -0.241362253 -0.000156813 80.16997094NETIAQEDK 8 26051235 2xTMT6plex [N-Term; K9] 1.05 1.153 1.084 3.627628803 36.85 0 1505.821158 2 753.4127197 -1.989151805 -0.001497653 24.74915067WELDDSSEK 6 26051235 2xTMT6plex [N-Term; K9] 1.346 1.246 1.414 3.879358053 31.98 0 1566.805174 2 783.9070435 1.044535779 0.000818292 45.58025174KDLGHAQMVVDELFSSHSDLDSDSELDR 2 26051235 2xTMT6plex [N-Term; K1]; 1xOxidation [M8] 0.531 4.288496494 4.4 1 3619.75864 4 905.6898193 -5.854707 -0.005298157 70.90358569LSAAIVLK 4 26051235 2xTMT6plex [N-Term; K8] 1.155 1.223 3.387725115 44.21 0 1272.86553 2 636.9356079 -1.249597581 -0.000795285 68.61460485IALSPITK 6 26051235 2xTMT6plex [N-Term; K8] 1.47 1.418 1.207 2.804115057 33.15 0 1300.860444 2 650.9328613 -1.536163052 -0.000999167 60.58888761DNWSSSDGKDDPIEVSK 2 26051235 3xTMT6plex [N-Term; K9; K17] 1.114 3.556663513 13.96 1 2566.323987 3 856.1124878 -0.419620087 -0.00035896 50.68021937DMLQAASHYR 6 26051235 1xTMT6plex [N-Term] 0.959 1.091 0.913 3.11896944 14.72 0 1420.720449 3 474.2452087 0.438996077 0.000207897 35.35744177HAYSWDINR 6 26051235 1xTMT6plex [N-Term] 1.096 1.122 1.148 3.57461834 27.7 0 1390.706514 3 464.2398987 -0.985833506 -0.000457002 31.45634574IEEMAEQER 2 26051235 1xTMT6plex [N-Term] 0.878 2.879469633 26.41 0 1363.672496 2 682.3399048 0.027103511 1.85E-05 35.36435465IEEMAEQER 4 26051235 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.225 0.723 1.973105788 24.75 0 1379.667411 2 682.3399048 0.027103511 1.85E-05 35.36435465QHEIVLK 2 26051235 2xTMT6plex [N-Term; K7] 1.305 2.83142972 13.29 0 1324.835292 3 442.2830811 -0.454649677 -0.000200779 34.56044241TLLGLSK 6 26051235 2xTMT6plex [N-Term; K7] 1.24 1.32 1.281 2.680247545 29.2 0 1189.79203 2 595.3997803 0.213000985 0.000126713 55.17620268ANEYDFK 6 26051235 2xTMT6plex [N-Term; K7] 0.968 0.822 1.003 2.763798714 15 0 1344.719988 2 672.8634644 -0.249567988 -0.0001678 37.66896609FSLPQEK 6 26051235 2xTMT6plex [N-Term; K7] 1.224 1.656 1.194 2.615897894 20.77 0 1306.777109 2 653.8917236 -0.717815126 -0.000469012 51.32361823
8922692 SLC38A7 putative sodium-coupled neutral amino acid transporter 7 isoform 1 55238 NP_060701.1 1.948051948 1 1 1 6 462 49.933 5.08 0.75 1.06 1.05 0.95 Significant 0.0112 AVVEGLWLR 6 8922692 1xTMT6plex [N-Term] 0.749 1.061 1.051 3.151607513 35.6 0 1271.767323 2 636.3865967 -1.105918197 -0.000703235 67.9991629494536836 OGFOD1 prolyl 3-hydroxylase OGFOD1 55239 NP_060703.3 12.36162362 1 5 5 14 542 63.206 5.11 1.21 1.2 1.42 1.28 Significant 0.00314 EVMAEFSDAVTEETLKK 2 94536836 3xTMT6plex [N-Term; K16; K17] 1.45 3.699297905 12.81 1 2614.425281 3 872.1451416 -1.686579205 -0.001469812 78.92991377YEFTDALLCHDDELEGR 2 94536836 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.166 2.494971991 6.13 0 2312.070242 3 771.3622437 0.837053735 0.000645109 63.09097871

IDLESTIDMSCAK 2 94536836 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 1.414 2.882296562 17.21 0 1941.007321 3 647.6746826 1.119914149 0.000724587 65.79313324
SWLSDISK 6 94536836 2xTMT6plex [N-Term; K8] 1.187 1.081 1.415 3.216863871 28.33 0 1393.809137 2 697.4093628 1.658724912 0.001155973 60.66370301ESSVPMCQGELR 2 94536836 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.271 2.840272427 8.25 0 1621.787543 2 811.395752 -2.044320642 -0.001657727 43.07645267271398239 CNDP2 cytosolic non-specific dipeptidase isoform 1 55748 NP_060705.2 64.84210526 1 21 21 372 475 52.845 5.97 0.84 0.84 0.84 0.84 Non-Significant 1 QLGGSVELVDIGK 14 271398239 2xTMT6plex [N-Term; K13] 0.949 0.933 0.978 4.615957737 66.27 0 1773.052221 2 887.0275269 -2.506141111 -0.00222176 66.01572178QKLPDGSEIPLPPILLGR 15 271398239 2xTMT6plex [N-Term; K2] 0.95 0.925 0.912 5.757351875 29.9 1 2401.458287 3 801.1570435 -0.712087699 -0.000570016 92.03813761EGGSIPVTLTFQEATGK 20 271398239 2xTMT6plex [N-Term; K17] 0.751 0.846 0.861 4.668898106 66.5 0 2193.21672 2 1097.111694 -0.276980437 -0.000303739 71.39755198FCLEGMEESGSEGLDELIFAR 28 271398239 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1 1.254 0.992 6.924031734 82.29 0 2618.23157 3 873.4142456 -1.293504223 -0.001128898 100.9848131WVAIQSVSAWPEK 24 271398239 2xTMT6plex [N-Term; K13] 0.752 0.778 0.813 5.225777626 54.12 0 1959.110404 2 980.0577393 -1.124129794 -0.001101147 80.02382492

DVDYVCISDNYWLGK 14 271398239 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C6] 1.032 1.047 0.958 4.583958149 42.84 0 2305.15749 2 1153.081177 -1.047010621 -0.001206762 78.07996051
YPSLSLHGIEGAFSGSGAK 28 271398239 2xTMT6plex [N-Term; K19] 0.693 0.735 0.722 6.399096966 52.54 0 2336.265067 3 779.4260254 -0.660780383 -0.000514586 71.79155118LPDGSEIPLPPILLGR 54 271398239 1xTMT6plex [N-Term] 0.694 0.651 0.666 5.217001915 53.2 0 1916.141815 2 958.5727539 -1.870204738 -0.001791789 104.4381733LVPNMTPEVVGEQVTSYLTK 18 271398239 2xTMT6plex [N-Term; K20] 0.895 0.884 0.91 6.198874474 54.97 0 2663.47301 3 888.4943848 -1.655478808 -0.001469774 98.56139335TVFGVEPDLTR 14 271398239 1xTMT6plex [N-Term] 0.932 0.795 0.775 4.271512985 42.84 0 1462.81031 3 488.274353 -1.233412122 -0.000601416 55.92552812NVMLLPVGSADDGAHSQNEK 12 271398239 2xTMT6plex [N-Term; K20] 0.923 0.773 0.896 6.886869431 52.57 0 2540.317907 3 847.4439697 -0.216827316 -0.000183603 56.96731339GPVAGWINALEAYQK 4 271398239 2xTMT6plex [N-Term; K15] 0.619 0.595 4.876101017 34.64 0 2075.168982 3 692.3938599 -0.942231776 -0.000651763 99.54515743GNILIPGINEAVAAVTEEEHK 28 271398239 2xTMT6plex [N-Term; K21] 0.733 0.886 0.857 6.337866783 63.75 0 2662.481601 3 888.164917 -0.527122305 -0.000467818 95.83782045MLAAYLYEVSQLKD 11 271398239 2xTMT6plex [N-Term; K13]; 1xOxidation [M1] 0.835 0.924 4.126282215 35.11 1 2118.1557 3 706.7236328 0.304749788 0.000215169 96.18540924MLAAYLYEVSQLKD 23 271398239 2xTMT6plex [N-Term; K13] 0.862 1.054 0.815 4.125725269 25.4 1 2102.160785 3 706.7236328 0.304749788 0.000215169 96.18540924DVGAQILLHSHK 16 271398239 2xTMT6plex [N-Term; K12] 0.817 0.809 0.809 4.034677029 38.74 0 1776.053224 4 444.7680359 -1.638489924 -0.000727511 48.4413867TVCIYGHLDVQPAALEDGWDSEPFTLVER 4 271398239 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.474 0.664 4.106217384 16.19 0 3546.74125 3 1182.914307 -3.632463497 -0.004294469 93.26854038LYDDIDFDIEEFAK 16 271398239 2xTMT6plex [N-Term; K14] 0.933 0.975 0.857 3.439615726 37.58 0 2191.121088 3 731.0443726 -1.151649826 -0.000841135 102.0979964MMEVAAADVK 6 271398239 2xTMT6plex [N-Term; K10] 0.848 0.795 0.867 4.064027309 53.54 0 1522.837342 2 761.9223633 0.070652654 5.38E-05 54.11668606YIDENQDR 12 271398239 1xTMT6plex [N-Term] 0.882 0.774 1.006 3.800807476 53.98 0 1281.62726 2 641.31604 -1.917040899 -0.001228466 20.2395084KKPCITYGLR 5 271398239 3xTMT6plex [N-Term; K1; K2]; 1xCarbamidomethyl [C4] 1.121 1.067 2.143 3.247898817 1.39 1 1923.181685 4 481.5508728 -0.012239646 -5.88E-06 39.86006971

YNYIEGTK 6 271398239 2xTMT6plex [N-Term; K8] 0.953 0.894 0.818 3.322742939 36.05 0 1445.804052 2 723.4053345 -0.456005561 -0.000329647 38.27953709
46852388 CCAR1 cell division cycle and apoptosis regulator protein 1 isoform a 55749 NP_060707.2 22.26086957 1 21 21 105 1150 132.739 5.76 1.19 1.22 1.16 1.19 Significant 0.000212

YILPDEPAIIVHPNWAAK 6 46852388 2xTMT6plex [N-Term; K18] 1.396 1.518 1.137 6.055943012 59.22 0 2505.426987 3 835.8137817 -0.077865034 -6.50E-05 83.26326946KEADGEQDEEEKDDGEAK 8 46852388 4xTMT6plex [N-Term; K1; K12; K18] 2.109 1.468 1.441 4.525466442 21.61 2 2938.49352 4 735.3780518 -1.069666728 -0.000785802 24.77167844EADGEQDEEEKDDGEAK 7 46852388 3xTMT6plex [N-Term; K11; K17] 1.396 1.567 3.158860445 21.7 1 2581.235625 3 861.0820313 -1.582536658 -0.001361633 21.52941266IQTLPNQNQSQTQPLLK 6 46852388 2xTMT6plex [N-Term; K17] 0.966 1.11 1.164 3.845619202 35.12 0 2409.386579 3 803.7999268 -0.561016889 -0.000450569 57.82792411VMLMASPSMEDLYHK 6 46852388 2xTMT6plex [N-Term; K15] 1.175 1.1 1.069 5.43127203 49.26 0 2210.142374 3 737.3823242 -4.504141392 -0.003318265 74.19720935TVPAHVETVVLFFPDVWHCLPTR 6 46852388 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.784 1.73 1.632 5.38697958 33.28 0 2949.564671 4 738.1447754 -2.50846085 -0.001849717 101.2139903DLSQLQENLK 4 46852388 2xTMT6plex [N-Term; K10] 1.085 1.2 4.228024006 48.84 0 1645.952507 2 823.4786987 -1.449482323 -0.00119289 54.08465944
ISENMNLQFENQMNK 4 46852388 2xTMT6plex [N-Term; K15]; 2xOxidation [M5; M13] 1.369 1.039 4.149002552 26.75 0 2330.152088 3 777.3895874 0.91026549 0.000707019 42.97933615
VLVEATYNPNMPFK 6 46852388 2xTMT6plex [N-Term; K14]; 1xOxidation [M11] 1.063 0.996 3.275234699 25.67 0 2097.145469 2 1049.070923 -5.19768754 -0.005450153 65.18249639NMAILDPPDADHLYSAK 6 46852388 2xTMT6plex [N-Term; K17] 1.186 1.088 1.399 4.631484985 39.01 0 2329.226238 3 777.0783081 -2.518983986 -0.001955761 62.91301554SSQQQTQPQK 12 46852388 2xTMT6plex [N-Term; K10] 1.211 1.284 1.003 4.214388371 34.02 0 1617.896054 2 809.4511719 -0.610206074 -0.000493625 18.48669254LQLLEEKTDEDEK 4 46852388 3xTMT6plex [N-Term; K7; K13] 1.613 1.215 3.509306431 10.57 1 2277.279269 3 759.7644043 -0.267494366 -0.000203053 60.47213787SLLSLPEKEDK 2 46852388 3xTMT6plex [N-Term; K8; K11] 1.032 3.096205235 5.26 1 1946.177704 3 649.3983765 1.475535623 0.000957218 56.4265285VFTGVVTK 6 46852388 2xTMT6plex [N-Term; K8] 1.03 1.134 1.18 3.019052744 41.96 0 1308.829144 2 654.9185181 0.470086424 0.000307631 55.57292571LLLPTPTVK 2 46852388 2xTMT6plex [N-Term; K9] 1.274 2.320481539 23.9 0 1439.960158 3 480.6572876 -1.978399898 -0.000949606 72.1748993SEWETLSR 4 46852388 1xTMT6plex [N-Term] 1.202 1.246 3.113841534 29.3 0 1236.642182 2 618.8242798 -0.727186651 -0.000449635 37.18925878EISTPTHWSK 2 46852388 2xTMT6plex [N-Term; K10] 1.09 3.210123301 10.23 0 1643.915727 3 548.6422119 -2.217113537 -0.001214916 38.48441575IVSQPQPAR 5 46852388 1xTMT6plex [N-Term] 1.196 0.912 1.246 2.646526575 16.52 0 1224.726187 2 612.8665161 -0.351959027 -0.000215527 26.17789143YTVQFSK 4 46852388 2xTMT6plex [N-Term; K7] 1.528 1.177 2.569556236 30.26 0 1330.777109 2 665.8919067 -0.429683854 -0.000285907 45.78813131
FSLDCPSCDMMELR 2 46852388 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 1.473 3.197455883 21.52 0 1989.873991 2 995.4399414 -0.696153377 -0.000692629 72.85871805

DDETDEPKPK 3 46852388 3xTMT6plex [N-Term; K8; K10] 1.024 0.89 2.41290617 1.72 0 1861.015784 3 621.010376 0.424800098 0.00026352 24.446139418922701 AGK acylglycerol kinase, mitochondrial precursor 55750 NP_060708.1 54.50236967 1 17 17 112 422 47.107 8.09 1.05 1.05 0.99 1.03 Significant 0.000377
AACQEAQVFGNQLIPPNAQVK 2 8922701 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C3] 1.215 6.332849026 72.28 0 2741.48089 3 914.4981689 -0.341579643 -0.000312145 67.7411945

NAAPILHLSGMDVTIVK 5 8922701 2xTMT6plex [N-Term; K17] 0.906 0.956 4.898937225 29.67 0 2237.30918 3 746.4425049 1.690069692 0.001260403 80.02095437
TTAGLCLLTWGGHWLYGK 4 8922701 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C6] 2.047 2.115 5.490595341 45.05 0 2492.352442 3 831.4552002 -0.559677692 -0.000464971 101.0462545

IPIGFIPLGETSSLSHTLFAESGNK 10 8922701 2xTMT6plex [N-Term; K25] 1.082 1.257 1.067 5.454054356 36.91 0 3073.697407 3 1025.236084 -1.206607672 -0.001236249 106.6194032LASYWAQPQDALSQEVSPEVWK 12 8922701 2xTMT6plex [N-Term; K22] 1.138 0.64 0.48 5.332719803 56.44 0 2990.566393 3 997.5259399 -1.045543007 -0.001042255 89.38819947DVQLSTIELSITTR 6 8922701 1xTMT6plex [N-Term] 1.031 0.867 1.411 4.758056164 49.74 0 1805.021759 2 903.0137329 -0.869784356 -0.00078499 73.68269645EQPVFAMTGLR 4 8922701 1xTMT6plex [N-Term] 1.089 1.009 3.824797869 54.62 0 1477.803451 2 739.4057617 0.53877767 0.000398104 60.22401262GETVPLDVLQIK 17 8922701 2xTMT6plex [N-Term; K12] 1.049 1.07 0.98 3.826928616 48.08 0 1770.077707 3 590.6978149 0.669165096 0.000394825 81.56079909
ATVFLNPAACK 12 8922701 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.951 0.967 0.927 4.288707733 57.92 0 1649.944919 2 825.4776611 1.894860603 0.001563208 60.71282158

KATVFLNPAACK 6 8922701 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C11] 1.264 1.221 1.286 5.113069057 24.3 1 2007.202814 3 669.7380371 -1.622213686 -0.001085371 53.73610574
EWPQTHQASISYTGPTERPPNEPEETPVQRPSLYR 3 8922701 1xTMT6plex [N-Term] 1.156 0.713 4.577523232 2.88 0 4307.131877 5 862.2312622 -1.084848335 -0.000934517 49.58140494GDFITIGSR 6 8922701 1xTMT6plex [N-Term] 0.638 0.765 0.702 3.269595146 24.22 0 1194.668003 2 597.8369751 -1.112865402 -0.000664752 45.24150116YWYLGPLK 6 8922701 2xTMT6plex [N-Term; K8] 1.122 1.069 0.965 3.338873148 35.64 0 1497.886993 2 749.4468384 -0.396106108 -0.000296661 81.01401039TDYEGQAK 6 8922701 2xTMT6plex [N-Term; K8] 1.061 1.095 1.145 2.855477571 42.36 0 1369.736366 2 685.3713379 -0.705842945 -0.000483409 20.56251892TDEATFSK 6 8922701 2xTMT6plex [N-Term; K8] 0.925 0.996 0.985 3.459264278 33.98 0 1356.741117 2 678.8739624 -0.34555252 -0.000234413 40.97738611RTDEATFSK 2 8922701 2xTMT6plex [N-Term; K9] 1.134 3.40215826 14.65 1 1512.842228 3 504.9523315 0.141064879 7.11E-05 24.79462967

KLQFFCDPR 5 8922701 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C6] 1.027 1.045 0.931 3.130392075 10.94 1 1668.929604 3 556.9812012 -0.331514507 -0.000184425 54.29050567
166295173 KIRREL kin of IRRE-like protein 1 isoform 1 precursor 55243 NP_060710.3 1.717305152 1 1 1 6 757 83.484 5.73 1.16 1.13 1.4 1.23 Significant 0.00479 SVTQADAGTYTCR 6 166295173 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.16 1.127 1.402 4.227770805 45.18 0 1658.80055 2 829.9029541 -1.156635061 -0.000959313 24.9508003
41327685 UQCC1 ubiquinol-cytochrome-c reductase complex assembly factor 1 isoform a 55245 NP_060714.3 23.07692308 1 6 6 25 299 34.578 8.91 1.26 1.44 1.19 1.29 Significant 0.00328

IIVHFMWEDVQQR 6 41327685 1xTMT6plex [N-Term] 1.537 1.607 1.493 4.198746681 31.47 0 1930.020654 3 644.0105591 -1.828920275 -0.001176618 77.67970118IIEAMGFTGPLK 2 41327685 2xTMT6plex [N-Term; K12] 1.15 3.044445753 41.29 0 1735.022835 3 579.012207 -0.442072712 -0.000255669 84.5808001DSPQPVEEK 6 41327685 2xTMT6plex [N-Term; K9] 1.429 1.424 1.129 3.837877035 33.14 0 1486.815345 2 743.9116211 0.417709908 0.000310529 23.43825586TDFEEFFLR 6 41327685 1xTMT6plex [N-Term] 0.905 1.455 1.135 3.708062172 27.98 0 1432.730997 2 716.8688354 -0.420805834 -0.000301451 80.01846169MYTSCVEK 4 41327685 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.371 1.358 3.417685509 37.36 0 1475.763843 2 738.3848877 -0.911134516 -0.00067231 35.51952445
NPQSILKPHSPTYNDEGL 1 41327685 2xTMT6plex [N-Term; K7] 1.315 2.526708841 0 2468.318559 3 823.4448853 0.625442657 0.000514597 54.00241482

221316661 OGDHL 2-oxoglutarate dehydrogenase-like, mitochondrial isoform a 55753 NP_060715.2 11.98019802 1 2 11 71 1010 114.409 6.65 1.19 0.87 0.78 0.94 Significant 0.0168
LIAEGTVTLQEFEEEIAK 4 221316661 2xTMT6plex [N-Term; K18] 1.19 1.541 4.738441467 30.15 0 2478.374342 3 826.7956543 -0.779777027 -0.000644193 108.269435LVEDHLAVQSLIR 12 221316661 1xTMT6plex [N-Term] 0.808 0.737 0.786 4.665326595 44.8 0 1722.011135 3 574.6762695 1.812017174 0.001040105 65.15441769DVVVDLVCYR 6 221316661 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.143 1.077 1.089 4.155887604 49.1 0 1466.787466 2 733.8977661 0.537989709 0.000394558 64.1681468KPLIIFTPK 6 221316661 3xTMT6plex [N-Term; K1; K9] 0.936 0.866 0.976 5.410720348 31.7 0 1744.170375 3 582.0619507 0.529702141 0.000307964 72.69284951LEQISPFPFDLIK 5 221316661 2xTMT6plex [N-Term; K13] 0.759 0.775 3.973045588 25.68 0 2005.177421 3 669.0631104 -1.31823014 -0.000881095 109.7886126TVDWALAEYMAFGSLLK 4 221316661 2xTMT6plex [N-Term; K17] 0.741 0.509 3.366409302 6.93 0 2373.292861 3 791.7696533 0.651129476 0.000515107 112.9517274LNVLANVIR 6 221316661 1xTMT6plex [N-Term] 0.958 0.919 1.035 3.634618282 60.99 0 1240.793872 2 620.8998413 -1.181745691 -0.000733151 76.84683288SSPYPTDVAR 10 221316661 1xTMT6plex [N-Term] 1.064 1.115 1.022 3.328382492 37.05 0 1321.694946 2 661.3532104 3.176412568 0.002099124 27.01291859LSGQDVER 6 221316661 1xTMT6plex [N-Term] 1.076 0.89 0.907 2.890117407 44.46 0 1132.615967 2 566.8110352 -1.03636849 -0.000586904 21.28611949
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LIFCTGK 12 221316661 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.972 1.028 0.975 2.626043081 23.62 0 1296.775001 2 648.8910522 -0.133151713 -8.63E-05 60.99556966QILLPFR 6 221316661 1xTMT6plex [N-Term] 1.127 0.905 0.914 2.640202045 27.67 0 1115.713831 2 558.359436 -2.003846887 -0.00111786 69.60492791108936950 CCDC25 coiled-coil domain-containing protein 25 isoform 1 55246 NP_060716.2 9.134615385 1 2 2 10 208 24.463 6.8 1.27 1.08 1.29 1.21 Significant 0.00303
EVLMDCAHLVK 4 108936950 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.535 1.367 3.604252338 18.79 0 1772.980318 3 591.6647339 -0.377889048 -0.00022333 53.18137995

FPDLAAEK 6 108936950 2xTMT6plex [N-Term; K8] 1.058 1.08 1.176 3.153827667 25.63 0 1348.787673 2 674.8986206 1.69875584 0.00114563 60.12070345223555968 INTS9 integrator complex subunit 9 isoform 1 55756 NP_060720.2 4.103343465 1 3 3 12 658 73.767 6.33 1.32 1.51 1.53 1.45 Significant 0.00211 LSNLPGWSLK 6 223555968 2xTMT6plex [N-Term; K10] 1.429 1.34 1.709 3.880791664 48.58 0 1572.951385 2 786.9783325 -1.269022652 -0.000998055 75.39239802RAEVLALPFK 4 223555968 2xTMT6plex [N-Term; K10] 1.833 1.424 4.15959692 13.31 1 1602.014319 3 534.6765747 0.531662597 0.00028391 65.93944992LLPSPLK 2 223555968 2xTMT6plex [N-Term; K7] 1.287 2.346335411 29.19 0 1225.828416 2 613.4172363 -0.995232068 -0.000609992 64.50650766217330644 WDR12 ribosome biogenesis protein WDR12 55759 NP_060726.3 40.42553191 1 12 12 45 423 47.678 5.9 1.42 1.38 1.47 1.42 Significant 0.000334
VFNCISYSPLCK 6 217330644 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C4; C11] 1.843 2.002 2.169 3.613788128 47.79 0 1946.027997 2 973.5172729 -0.374013921 -0.000363921 71.0379528

YTAPQPEQCMFHDDWISSIK 2 217330644 2xTMT6plex [N-Term; K20]; 1xOxidation [M10]; 1xCarbamidomethyl [C9] 1.379 3.646205902 30.35 0 2927.410821 3 976.4741211 -1.028700423 -0.00100381 65.73814343
WSPTHEQQLISGSLDNIVK 4 217330644 2xTMT6plex [N-Term; K19] 1.553 1.363 6.117488384 35.36 0 2610.429172 3 870.8137207 -0.981785161 -0.000854294 74.53925716GHAGSVDSIAVDGSGTK 2 217330644 2xTMT6plex [N-Term; K17] 0.992 3.406318665 11.17 0 2016.076203 3 672.6972656 0.51598496 0.000346755 32.6058901IWSTVPTDEEDEMEESTNRPR 6 217330644 1xTMT6plex [N-Term] 1.884 2.87 1.602 5.526978493 15.99 0 2750.277668 3 917.4318237 1.181543029 0.00108319 55.62405483YAVDDVPFSIPAASEIADLSNIINK 4 217330644 2xTMT6plex [N-Term; K25] 0.964 1.261 4.955329895 47.06 0 3120.686902 3 1040.899048 -1.381739164 -0.001437325 112.5618105SIMTIVGHTDVVK 2 217330644 2xTMT6plex [N-Term; K13] 1.467 3.169113398 35.85 0 1858.087226 3 620.0325928 -2.153208758 -0.001333617 63.08710295HVEFDFLIK 6 217330644 2xTMT6plex [N-Term; K9] 1.503 1.55 1.556 3.970155716 31.59 0 1605.940485 3 535.9851685 0.290559394 0.00015554 75.66792473VWDVESGSLK 4 217330644 2xTMT6plex [N-Term; K10] 1.319 2.587393522 11.98 0 1577.893929 2 789.4502563 -0.439259366 -0.000346552 67.71386211YSPTTSHVGA 1 217330644 1xTMT6plex [N-Term] 1.373 2.358683348 32.8 0 1248.642182 2 624.8245239 -0.329148289 -0.000205494 21.89075561IWSLEGK 2 217330644 2xTMT6plex [N-Term; K7] 1.533 3.17284894 23.68 0 1290.782194 2 645.8922119 -3.909925236 -0.002523431 61.86597558TEQLGLTR 6 217330644 1xTMT6plex [N-Term] 1.122 1.179 1.07 3.085372686 24.75 0 1146.668003 2 573.8384399 1.39550664 0.000800091 43.8846251930410720 EXOC1 exocyst complex component 1 isoform 1 55763 NP_060731.2 14.20581655 1 11 11 49 894 101.917 6.61 1 0.99 1.04 1.01 Significant 0.000229 ELQVLDGANIQSIMASEK 6 30410720 2xTMT6plex [N-Term; K18] 1.038 0.888 1.044 5.793422699 65.42 0 2404.315782 3 802.1091309 -1.223721067 -0.000980737 84.19610098LQQHQSMPGTMAEAEDLDGGTLSR 2 30410720 1xTMT6plex [N-Term] 0.838 5.721557617 37.52 0 2801.339557 3 934.4492188 -2.303947761 -0.00215138 49.92570064LSSYEEMLQSVK 6 30410720 2xTMT6plex [N-Term; K12] 0.92 1.125 0.963 4.041479111 57.85 0 1872.018872 2 936.5109863 -2.230481655 -0.002087752 78.29709289ALQEGDLASSR 6 30410720 1xTMT6plex [N-Term] 0.797 0.761 0.953 3.191263199 40.69 0 1375.737873 2 688.3716431 -1.354834539 -0.000931949 29.72021859LLDEALKEVDQIELK 9 30410720 3xTMT6plex [N-Term; K7; K15] 1.928 1.286 1.674 4.984174252 19.97 1 2443.462653 3 815.1606445 1.934747701 0.001575828 101.6896157LTGSTSSLNK 2 30410720 2xTMT6plex [N-Term; K10] 0.937 2.956625938 18.43 0 1465.862629 2 733.4350586 0.144288759 0.000105754 37.05991538

LLSIVNVCK 4 30410720 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.325 1.108 4.240068436 50.24 0 1503.933292 2 752.4698486 -0.579363712 -0.000435662 78.10670614
GVFVNVEK 4 30410720 2xTMT6plex [N-Term; K8] 1.036 1.04 3.239083767 47.42 0 1349.819308 2 675.4135742 0.417831851 0.000281999 51.42557052LLDEALK 4 30410720 2xTMT6plex [N-Term; K7] 0.863 0.749 2.477729321 20.73 0 1259.79751 2 630.4017944 -0.950559755 -0.000598756 59.89002834LNHFFEGVEAR 2 30410720 1xTMT6plex [N-Term] 0.853 3.815924406 12.99 0 1547.816792 3 516.6106567 0.403481114 0.000208172 54.7057447DIFTPNDER 4 30410720 1xTMT6plex [N-Term] 1.249 1.073 3.494645357 32.65 0 1335.674211 2 668.3417358 1.485758782 0.000992245 36.10361174153792780 ASXL2 putative Polycomb group protein ASXL2 55252 NP_060733.4 0.696864111 1 1 1 6 1435 153.725 8.81 1.11 1.01 1.09 1.07 Significant 0.000814 LLLLLPEVDR 6 153792780 1xTMT6plex [N-Term] 1.11 1.008 1.094 3.24182415 29.82 0 1409.892918 2 705.4495239 -0.813053547 -0.000573159 98.0807736142716287 WDR41 WD repeat-containing protein 41 55255 NP_060738.2 8.496732026 1 2 2 8 459 51.695 5.44 1.27 1.13 1.24 1.21 Significant 0.00123 LVAPTEGSLEWDILEVK 6 42716287 2xTMT6plex [N-Term; K17] 1.266 1.242 5.200108051 42.64 0 2357.336835 3 786.4503784 -0.107157403 -8.42E-05 101.7040643SPLQTIGEEQTQNPYTELLVLK 2 42716287 2xTMT6plex [N-Term; K22] 1.126 4.602890491 33.79 0 2959.639224 3 987.22052 2.629691664 0.002594313 97.0531604421361720 TMEM19 transmembrane protein 19 55266 NP_060749.2 2.083333333 1 1 1 5 336 36.368 8.5 0.89 0.8 0.97 0.89 Significant 0.00305 LITTWEK 5 21361720 2xTMT6plex [N-Term; K7] 0.891 0.796 0.969 2.735003948 23.07 0 1348.824059 2 674.9159546 0.425340639 0.000286855 70.07245626

8922794 IMP3 U3 small nucleolar ribonucleoprotein protein IMP3 55272 NP_060755.1 37.5 1 6 6 35 184 21.837 9.5 1.53 1.44 1.52 1.5 Significant 0.000362 VGPDVVTDPAFLVTR 6 8922794 1xTMT6plex [N-Term] 1.384 1.383 1.068 4.695432186 36.75 0 1815.021365 2 908.0126953 -1.79133704 -0.001625657 75.2668876SMEDFVTWVDSSK 12 8922794 2xTMT6plex [N-Term; K13] 1.658 1.419 1.613 4.306602001 68.09 0 1989.00395 2 995.0058594 0.247571152 0.00024621 87.6924058ASAALLDKLYALGLVPTR 6 8922794 2xTMT6plex [N-Term; K8] 0.772 2.496 4.661885738 25.6 1 2330.421173 3 777.4781494 -0.548582302 -0.000426143 108.653483LYALGLVPTR 6 8922794 1xTMT6plex [N-Term] 1.636 2.113 1.817 3.263796568 44.35 0 1331.824838 2 666.4157715 -0.429261592 -0.000285851 71.018361LPTVLLK 4 8922794 2xTMT6plex [N-Term; K7] 1.661 1.387 2.703452349 28.1 0 1241.859716 2 621.4334717 -0.039779553 -2.47E-05 75.56065123HVLEYNEERDDFDLEA 1 8922794 1xTMT6plex [N-Term] 0.83 2.404355764 1 2223.040322 3 741.6845703 -0.523819783 -0.000388157 59.6659434526986534 ARHGAP12 rho GTPase-activating protein 12 isoform 1 94134 NP_060757.4 5.200945626 1 4 4 14 846 96.196 7.61 0.89 1.03 1.09 1 Significant 0.00347 SFGHFPGPEFLDVEK 4 26986534 2xTMT6plex [N-Term; K15] 1.111 1.094 3.608733892 10.97 0 2164.147912 3 722.0513916 -3.830720288 -0.002763415 77.20211731VSSIDSSEQK 2 26986534 2xTMT6plex [N-Term; K10] 1.023 3.640958786 42.74 0 1537.847373 2 769.4268188 -0.657922695 -0.000505892 38.38887196LQEPIVLTK 6 26986534 2xTMT6plex [N-Term; K9] 0.82 1.005 1.13 3.65948987 38.1 0 1498.960887 2 749.9829102 -1.563014433 -0.001171449 63.38686646AFYVPAQYVK 2 26986534 2xTMT6plex [N-Term; K10] 0.939 2.794187546 15.76 0 1643.956136 2 822.4766235 -6.183321725 -0.005082555 66.3871831463055049 PGM2 phosphoglucomutase-2 55276 NP_060760.2 38.5620915 1 21 22 128 612 68.24 6.73 0.84 0.81 0.84 0.83 Significant 0.000145 GVLTLSFALADK 23 63055049 2xTMT6plex [N-Term; K12] 0.821 0.867 0.881 4.39365387 68.31 0 1693.030029 2 847.0185547 -0.115730375 -9.80E-05 91.46673695VFSGNELGALLGWWLFTSWK 3 63055049 2xTMT6plex [N-Term; K20] 0.639 0.01 3.978818655 31.61 0 2769.516865 3 923.8426514 -1.250672448 -0.001154586 116.4655256LDQETAQWLR 10 63055049 1xTMT6plex [N-Term] 0.811 0.787 0.502 3.268334389 49.7 0 1488.800808 2 744.9036865 -0.477963957 -0.000355797 56.70331753EGFHFEETLTGFK 4 63055049 2xTMT6plex [N-Term; K13] 0.757 0.678 4.834439754 26.36 0 2000.052949 3 667.355835 0.001396369 9.31E-07 65.54287951DLTTGYDDSQPDKK 6 63055049 3xTMT6plex [N-Term; K13; K14] 0.713 0.749 0.899 5.090235233 49.33 1 2270.211918 3 757.4085083 -0.416647296 -0.000315293 36.44143588AFDLVPPEAVPEQKDPDPEFPTVK 4 63055049 3xTMT6plex [N-Term; K14; K24] 1.014 0.909 4.781676292 17.41 1 3352.828371 4 838.9627686 0.2606005 0.000218437 85.54473405AFDLVPPEAVPEQK 6 63055049 2xTMT6plex [N-Term; K14] 0.548 0.594 3.927398682 35.11 0 1998.131199 3 666.7156372 0.580157646 0.00038641 73.4604752
ASYFICHDQETIK 6 63055049 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 1.107 0.99 1.129 4.303059101 28.14 0 2070.073033 3 690.6951294 -1.061651628 -0.000732565 50.16463713IVLANDPDADR 6 63055049 1xTMT6plex [N-Term] 0.775 0.687 0.713 3.62228322 46.72 0 1427.769174 2 714.3874512 -1.084073167 -0.000773903 39.57316687MEFGTAGLR 8 63055049 1xTMT6plex [N-Term] 0.693 0.74 0.819 3.615012884 32.58 0 1210.645159 2 605.826416 0.327289336 0.000198116 45.43490864YYAELCAPPGNSDPEQLKK 2 63055049 3xTMT6plex [N-Term; K18; K19]; 1xCarbamidomethyl [C6] 0.899 2.994955063 3.31 1 2867.521641 3 956.5118408 -0.234355358 -0.000224006 54.88672944

DLTTGYDDSQPDK 2 63055049 2xTMT6plex [N-Term; K13] 0.832 2.686230898 38.95 0 1912.954023 2 956.9790649 -1.656760774 -0.001584654 35.55212774GIVISFDAR 2 63055049 1xTMT6plex [N-Term] 0.882 3.182066441 36.24 0 1206.704389 2 603.8551636 -1.10886442 -0.000669036 59.43698837DGVSAAVISAELASFLATK 2 63055049 2xTMT6plex [N-Term; K19] 0.642 4.469694138 21.11 0 2308.316434 3 770.1090698 -1.636386281 -0.001259099 112.8405699YPNPEEGK 6 63055049 2xTMT6plex [N-Term; K8] 0.908 0.78 0.902 2.908818483 37.06 0 1391.757101 2 696.3816528 -0.770533836 -0.000536198 30.49016653AAMGPGISR 4 63055049 1xTMT6plex [N-Term] 0.804 0.934 3.010236025 31.46 0 1088.60838 2 544.8076172 -0.38769222 -0.000211022 38.87665241FEISAIR 6 63055049 1xTMT6plex [N-Term] 0.745 1.293 0.768 2.939359188 18.48 0 1064.630161 2 532.8182373 -0.904643378 -0.000481555 65.71958522QLIDQGK 6 63055049 2xTMT6plex [N-Term; K7] 0.969 0.979 1.031 2.807864189 25.91 0 1259.772358 2 630.3894043 -0.655409086 -0.000412833 32.15136479KLFENLR 6 63055049 2xTMT6plex [N-Term; K1] 1.029 0.91 1.174 2.98174262 10.75 1 1377.861841 3 459.9588623 0.139581529 6.41E-05 47.79835912AVLPTSK 6 63055049 2xTMT6plex [N-Term; K7] 0.755 0.794 0.72 1.998878717 26.92 0 1173.76073 2 587.3834839 -0.885381948 -0.000519613 39.61008368LIAEGNKEELR 5 63055049 2xTMT6plex [N-Term; K7] 1.066 1.05 1.022 3.742498636 6.99 1 1730.021255 3 577.3446655 -1.047113129 -0.000603843 37.82106474TSGTEPK 5 63055049 2xTMT6plex [N-Term; K7] 0.941 0.991 2.103942394 17.4 0 1177.682874 2 589.3446045 -0.799515426 -0.000470788 17.49523471
222831590 QRSL1 glutamyl-tRNA(Gln) amidotransferase subunit A, mitochondrial 55278 NP_060762.3 13.25757576 1 5 5 26 528 57.424 5.68 1.2 1.1 0.98 1.09 Significant 0.00337

TNLDEFAMGSGSTDGVFGPVK 2 222831590 2xTMT6plex [N-Term; K21] 0.703 4.407036304 50.44 0 2587.311424 3 863.1055298 -3.628579244 -0.003129422 76.78939942
AFCDQQLLTVAK 8 222831590 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.99 1.025 0.981 4.070388794 64.81 0 1852.040276 2 926.5224609 -1.420484767 -0.001315397 66.64805062

AADLFESEGAK 4 222831590 2xTMT6plex [N-Term; K11] 1.149 1.276 4.878316402 63.87 0 1595.868108 2 798.4367676 -1.159108162 -0.000924892 51.49210886EYLVPELSSEVQSLWSK 10 222831590 2xTMT6plex [N-Term; K17] 1.301 1.08 1.032 4.327239513 52.18 0 2452.337563 3 818.118103 0.894245582 0.000730997 105.24869FDGLQYGHR 2 222831590 1xTMT6plex [N-Term] 0.986 2.811130524 9.87 0 1321.68505 3 441.233429 0.51714683 0.000227835 32.9236540393352551 CWF19L1 CWF19-like protein 1 isoform 1 55280 NP_060764.3 18.95910781 1 8 8 19 538 60.581 7.24 1.31 1.37 1.29 1.32 Significant 0.00033
QILAPVEESACQFFFDLNEK 2 93352551 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C11] 1.085 4.43181324 41.08 0 2843.468988 3 948.4940186 -0.522413272 -0.000495155 112.2058226

GVDILLTSPWPK 2 93352551 2xTMT6plex [N-Term; K12] 1.222 3.019052744 20.54 0 1784.072228 3 595.362793 0.895600652 0.000532605 89.99340125
LLACGDVEGK 2 93352551 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.456 3.834408998 34.47 0 1519.855436 2 760.4317017 0.454760562 0.000345585 47.24488405
LMDAAELVK 6 93352551 2xTMT6plex [N-Term; K9] 1.432 1.368 1.437 3.737574339 52.84 0 1447.859458 2 724.4331055 -0.361708104 -0.000261851 69.24771404SGQEASIGK 2 93352551 2xTMT6plex [N-Term; K9] 1.930390954 6.92 0 1334.768 2 667.8863525 -1.926935523 -0.001286006 24.0342753YFQDADGCELAENITYLGR 2 93352551 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.342796683 1.21 0 2464.165205 2 1232.579834 -5.200134805 -0.006406996 75.11411224QPPDVTENPYR 2 93352551 1xTMT6plex [N-Term] 0.397 2.645788908 6.05 0 1544.790637 2 772.8988037 -0.198355763 -0.000153209 31.08344845FIALANVGNPEK 1 93352551 2xTMT6plex [N-Term; K12] 1.391 2.57 0 1731.020527 3 577.6804199 3.570082232 0.002059962 70.5406953121361625 EXOC2 exocyst complex component 2 55770 NP_060773.3 16.34199134 1 12 12 55 924 104 6.9 0.85 0.97 1.04 0.95 Significant 0.00337 ITQVSMASLK 4 21361625 2xTMT6plex [N-Term; K10] 1.19 0.933 4.008990288 50.13 0 1535.923121 2 768.4649658 -0.303296023 -0.00023292 61.27639186MIQEVMHSLVK 6 21361625 2xTMT6plex [N-Term; K11] 0.923 0.986 0.938 4.14892149 37.6 0 1773.016704 3 591.6768188 -0.451387192 -0.000266772 81.5765137GGLSTFFEAQDALSAIHQK 4 21361625 2xTMT6plex [N-Term; K19] 0.798 0.977 4.903398514 28.74 0 2478.339294 4 620.3411865 1.461476142 0.000905508 84.5477063FLFNLPLNIER 6 21361625 1xTMT6plex [N-Term] 0.342 0.745 1.015 3.826266766 34.97 0 1604.936179 2 802.9711304 -0.744688685 -0.000597589 102.2776404ADPIVGSLEPGIYAGYFDWK 8 21361625 2xTMT6plex [N-Term; K20] 0.859 0.839 0.935 4.838026524 60.32 0 2656.406311 3 886.1408081 0.587254442 0.000519995 103.9574722VIEAVSEELSR 2 21361625 1xTMT6plex [N-Term] 1.049 4.176625729 32.21 0 1460.815789 2 730.9101563 -1.884878312 -0.00137673 72.64655485LLETPSTLHDQK 4 21361625 2xTMT6plex [N-Term; K12] 0.974 0.792 3.857592583 33.34 0 1840.058034 3 614.0237427 -0.738815098 -0.000453154 48.30678333

GVLECKPGEASVFQQPK 2 21361625 3xTMT6plex [N-Term; K6; K17]; 1xCarbamidomethyl [C5] 1.419 2.909013033 1.1 0 2561.436455 3 854.4838867 0.254426085 0.000217232 56.98076736
QALEALPQLSSGADKK 3 21361625 3xTMT6plex [N-Term; K15; K16] 1.131 1.127 4.157803535 13.45 1 2343.385071 3 781.7994995 -0.480507816 -0.000375338 60.16097032LLEELLNK 10 21361625 2xTMT6plex [N-Term; K8] 1.021 0.931 1.02 3.491080761 35.67 0 1429.903037 2 715.4550171 -0.195691809 -0.00013991 92.56844862SEGSLAYVK 2 21361625 2xTMT6plex [N-Term; K9] 1.177 2.13010788 9.48 0 1411.819702 2 706.4138184 0.466361781 0.000329209 40.9906038LEICALR 4 21361625 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.314 1.157 2.245585203 10.78 0 1103.644431 2 552.3259888 0.244335091 0.00013483 50.9531722893102371 PBRM1 protein polybromo-1 55193 NP_060783.3 7.96460177 1 12 12 52 1582 180.97 6.87 1.4 1.35 1.41 1.39 Significant 0.000179 EVFLSNLEETCPMTCILGK 4 93102371 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C11; C15] 1.349 1.22 4.801957607 52.31 0 2699.385852 3 900.4649048 -2.108318278 -0.001897055 96.88657828

TDSEIYEDAVELQQFFIK 6 93102371 2xTMT6plex [N-Term; K18] 1.405 1.476 1.503 4.710858345 50.08 0 2633.37507 3 878.4634399 0.264346779 0.000232041 110.6494075VVDDEIYYFR 2 93102371 1xTMT6plex [N-Term] 1.371 4.082889557 33.17 0 1547.794326 2 774.4004517 -0.451577885 -0.000349475 62.62055696VQYPDYYAIIK 4 93102371 2xTMT6plex [N-Term; K11] 1.332 1.049 3.912582397 30.77 0 1831.040593 2 916.0197144 -4.610088434 -0.00422063 73.08084654SELPDYYLTIK 4 93102371 2xTMT6plex [N-Term; K11] 1.152 1.323 3.499980211 25.13 0 1800.019524 2 900.5128174 -0.647423186 -0.000582687 71.41826131SYYKPDSPEYK 2 93102371 3xTMT6plex [N-Term; K4; K11] 1.046 2.93342495 1.9 0 2064.125669 3 688.7137451 0.490857499 0.000337731 38.94527071LLCELFIR 6 93102371 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.796 1.63 2.037 3.007880926 27.96 0 1292.759795 2 646.8816528 -2.913353239 -0.001883133 87.26169187IILEPMDLK 6 93102371 2xTMT6plex [N-Term; K9] 1.148 1.57 1.624 3.283860445 35.23 0 1529.937708 2 765.472229 -0.344414145 -0.000263466 79.93097917LSAIFLR 6 93102371 1xTMT6plex [N-Term] 1.194 1.022 1.288 2.037230968 22.18 0 1048.671632 2 524.8396606 0.393496925 0.000206325 70.68644096LPSHWLK 4 93102371 2xTMT6plex [N-Term; K7] 1.672 1.381 2.959650993 11.61 0 1338.829813 3 446.9482422 0.269132414 0.000120108 52.52020308LWDLYLR 6 93102371 1xTMT6plex [N-Term] 1.23 1.541 1.282 2.699990749 16.87 0 1207.70366 2 604.355896 0.70795694 0.000427501 81.3532563LQQVMQAK 2 93102371 2xTMT6plex [N-Term; K8]; 1xOxidation [M5] 1.24 1.613169312 12.98 0 1419.839392 2 710.4226074 -1.023690608 -0.000726738 31.9801120570980531 CCDC91 coiled-coil domain-containing protein 91 55297 NP_060788.3 9.297052154 1 3 3 9 441 49.941 5.07 0.86 0.98 0.96 0.93 Significant 0.00158
SLSSLELFLSCAQK 4 70980531 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 0.893 0.97 3.930491447 33.41 0 2041.140384 3 681.0517578 0.164754714 0.000112096 97.27489948QLSALIATEPVDIE 2 70980531 1xTMT6plex [N-Term] 0.72 2.288203001 46.35 0 1727.962847 2 864.4859009 0.970951323 0.000838884 82.89400874LLEMLDTEKELLK 3 70980531 3xTMT6plex [N-Term; K9; K13] 1.004 0.955 2.698703289 5.17 1 2262.359768 3 754.7921753 0.974557158 0.000734933 100.430694955770900 BRIX1 ribosome biogenesis protein BRX1 homolog 55299 NP_060791.3 43.90934844 1 12 12 92 353 41.375 9.92 1.21 1.26 1.41 1.29 Significant 0.00215 IFQGSFGGPTLYENPHYQSPNMHR 6 55770900 1xTMT6plex [N-Term] 1.337 1.128 0.974 5.961093426 28.24 0 3006.451825 4 752.3673096 -1.469123408 -0.001104212 59.84140888NFQIIEEDAALVEIGPR 6 55770900 1xTMT6plex [N-Term] 1.775 1.353 1.429 6.292243481 56.12 0 2143.15965 3 715.0578613 -0.288725866 -0.000206262 90.75192809TLLPHDPTADVFVTPAEEKPIEIQWVKPEPK 2 55770900 4xTMT6plex [N-Term; K19; K27; K31] 1.452 6.332532406 3.84 0 4441.519275 5 889.1063843 -3.705980378 -0.003292037 89.14156527FLVQNIHTLAELK 14 55770900 2xTMT6plex [N-Term; K13] 1.419 1.295 1.408 5.112069607 44.52 0 1984.199554 3 662.0713501 -0.028463383 -1.88E-05 81.22108673ELLIQIFSTPR 4 55770900 1xTMT6plex [N-Term] 1.081 1.062 3.607671499 31.14 0 1545.920195 2 773.463623 -0.145800702 -0.000112698 94.07781855LFVINEVCEMK 10 55770900 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.319 1.287 1.444 3.236195087 38.65 0 1840.011284 3 614.0071411 -2.398931025 -0.001471353 84.31312593

LFVINEVCEMK 8 55770900 2xTMT6plex [N-Term; K11]; 1xOxidation [M10]; 1xCarbamidomethyl [C8] 1.821 1.34 1.389 2.701454401 30.92 0 1856.006199 3 614.0071411 -2.398931025 -0.001471353 84.31312593
GGFAVQAK 8 55770900 2xTMT6plex [N-Term; K8] 0.977 0.996 3.319426298 44.61 0 1235.751228 2 618.3786621 -0.955468401 -0.000590361 37.62069923
CIYFEAK 6 55770900 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 0.83 1.666 1.396 3.249407768 27.82 0 1388.76483 2 694.8859253 -0.184173776 -0.000127887 52.39336684
FVLNLIK 12 55770900 2xTMT6plex [N-Term; K7] 1.407 1.299 1.396 3.182759762 38.13 0 1304.870615 2 652.9391479 0.309692343 0.000202054 88.13654617

MTGNCLK 6 55770900 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.482 1.53 1.464 2.729114532 32.8 0 1281.705935 2 641.3569946 0.606962792 0.000388974 33.53205569ILIFSSR 8 55770900 1xTMT6plex [N-Term] 1.484 1.111 0.9 2.406838179 17.34 0 1064.666547 2 532.8373413 0.807179666 0.000429689 74.76579118RNEIDAEPPAKR 2 55770900 2xTMT6plex [N-Term; K11] 1.866 1.946 5.182165146 11.42 2 1854.059766 4 464.2703247 -0.15999046 -7.42E-05 22.30081559
8922886 DDX19A ATP-dependent RNA helicase DDX19A isoform 1 55308 NP_060802.1 45.39748954 1 2 18 102 478 53.941 6.58 0.9 1.36 1.92 1.39 Significant 0.042

VFVLDEADVMIATQGHQDQSIR 2 8922886 1xTMT6plex [N-Term] 1.188 4.612905025 19.85 0 2701.38168 3 901.1293335 -3.04762625 -0.002744267 81.85965344
ISEQIVIGTPGTVLDWCSK 12 8922886 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C17] 1.094 1.192 1.159 5.143073082 56.13 0 2561.404931 2 1281.199219 -5.376073042 -0.00688515 89.73807381

YPQCLCLSPTYELALQTGK 6 8922886 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C4; C6] 1.218 1.148 1.262 4.539596558 46.07 0 2700.414116 3 900.8066406 -3.239249472 -0.002915772 81.11814389SNLVDNTNQVEVLQR 4 8922886 1xTMT6plex [N-Term] 1.177 0.775 4.099666595 47.18 0 1958.050433 2 979.5275879 -1.294302081 -0.001267154 45.33334462IQENALPMMLAEPPQNLIAQSQSGTGK 8 8922886 2xTMT6plex [N-Term; K27] 0.902 1.398 100 5.705543995 54.84 0 3324.769603 3 1108.926392 -1.498210676 -0.001660402 93.87610067LDTDDLDEIEK 8 8922886 2xTMT6plex [N-Term; K11] 0.823 0.608 0.707 4.286707878 50.18 0 1763.931496 2 882.4692383 -0.167998304 -0.000148169 57.81442394LKPQLLQGVYAMGFNRPSK 6 8922886 3xTMT6plex [N-Term; K2; K19] 1.465 1.487 1.524 6.120459557 23.13 0 2834.668186 4 709.4220581 -0.629198202 -0.000445892 80.38083036GLAVNMVDSK 2 8922886 2xTMT6plex [N-Term; K10] 1.092 3.044283628 36.48 0 1491.860521 2 746.4326172 -1.717898533 -0.001281432 53.70179462VLVTTNVCAR 6 8922886 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.245 1.039 1.381 3.683613062 37.41 0 1361.777236 2 681.390686 -2.306360838 -0.001570375 40.48194302EEETLDTIK 6 8922886 2xTMT6plex [N-Term; K9] 1.092 0.994 0.976 3.412018776 45.34 0 1535.856875 2 768.432373 0.387115336 0.000297277 43.12570279REEETLDTIK 5 8922886 2xTMT6plex [N-Term; K10] 1.101 1.168 1.142 3.780632496 16.51 1 1691.957986 3 564.6564331 -1.914830995 -0.001079938 35.37439861HSMNILNR 6 8922886 1xTMT6plex [N-Term] 0.877 1.072 1.098 4.05102253 24.66 0 1213.667292 3 405.227478 0.485488927 0.000196407 25.40798867AAQSLLNK 6 8922886 2xTMT6plex [N-Term; K8] 0.927 0.963 1.239 3.587845564 27.99 0 1302.814557 2 651.9104614 -0.698916383 -0.000455279 43.28504704VVPDPNVIK 6 8922886 2xTMT6plex [N-Term; K9] 1.146 1.258 0.916 3.195768118 40.21 0 1438.903372 2 719.954834 -0.681353084 -0.000490201 55.80538522TDEEEKEDR 6 8922886 2xTMT6plex [N-Term; K6] 0.686 0.839 0.851 3.549748421 21.29 1 1608.811716 3 536.9420776 -0.022320725 -1.20E-05 15.89298328TSTTAEKTDEEEKEDR 2 8922886 3xTMT6plex [N-Term; K7; K13] 1.312 1.591 4.080348492 2 2556.324381 4 639.8366089 0.087937539 5.62E-05 21.38736999IQEHFNK 7 8922886 2xTMT6plex [N-Term; K7] 1.203 1.033 1.051 3.558472872 16.25 0 1373.794156 3 458.602417 -1.061275033 -0.000485991 32.81151417VIEQMGK 4 8922886 2xTMT6plex [N-Term; K7] 0.884 1.073 2.669961691 20.36 0 1262.754265 2 631.8789063 -2.952981514 -0.001864445 41.33975701153251297 TMA16 translation machinery-associated protein 16 55319 NP_060822.2 21.67487685 1 4 4 16 203 23.849 9.26 1.13 1.24 1.31 1.23 Significant 0.00182 QQFEGYGLEIPDILNASNLK 6 153251297 2xTMT6plex [N-Term; K20] 1.31 1.167 1.31 5.815425873 51.2 0 2707.470702 3 903.1608276 -1.024014716 -0.000924163 99.49681226DACELIER 2 153251297 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.374 2.840338945 22.67 0 1234.629903 2 617.8181152 -0.769008792 -0.000474721 33.9731825
ICANDAIPK 4 153251297 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.994 1.044 2.416579247 12.65 0 1459.834306 2 730.4203491 -0.605950832 -0.000442294 42.40825683
EWDFDLK 4 153251297 2xTMT6plex [N-Term; K7] 1.08 1.314 2.97338748 28.62 0 1410.766938 2 705.8861694 -1.32950579 -0.000937811 69.24962836170763486 C5orf22 UPF0489 protein C5orf22 55322 NP_060826.2 10.18099548 1 3 3 12 442 49.935 4.78 0.86 1.5 1 1.12 Significant 0.0288 LPVWVVEDHQEVLPFIYR 4 170763486 1xTMT6plex [N-Term] 1.219 1.078 5.652424335 27.98 0 2468.353933 3 823.4575806 1.724160852 0.001418613 99.84536096ILQELYQFK 6 170763486 2xTMT6plex [N-Term; K9] 0.861 1.634 0.943 4.166445255 44.36 0 1639.98235 2 820.4945679 -0.299489694 -0.000245579 93.55861784KPGTNLTEEDLVDIVDTR 2 170763486 2xTMT6plex [N-Term; K1] 0.987 2.585696459 5.13 0 2473.355004 3 825.1221313 -1.278804307 -0.001054312 70.1109924148612853 ABCF3 ATP-binding cassette sub-family F member 3 55324 NP_060828.2 9.026798307 1 6 6 24 709 79.695 6.34 1.1 1.26 1.22 1.19 Significant 0.00162 FSPPILQLDEVDFYYDPK 2 148612853 2xTMT6plex [N-Term; K18] 1.414 3.735774994 48.96 0 2644.395078 3 882.1372681 0.821839837 0.000724423 105.190871LLLGDLAPVR 6 148612853 1xTMT6plex [N-Term] 1.236 1.3 1.337 3.761210203 44.38 0 1295.824838 2 648.4157715 -0.441187137 -0.000285851 77.90275817GGVILVSHDER 2 148612853 1xTMT6plex [N-Term] 1.238 3.115013123 12.47 0 1410.790243 3 470.9351807 0.528343736 0.000248461 30.31131266VEGGFDQYR 6 148612853 1xTMT6plex [N-Term] 1.089 1.253 1.076 2.916257143 39.12 0 1299.653081 2 650.3296509 -0.812610844 -0.000528056 32.28600806GDFETFIK 6 148612853 2xTMT6plex [N-Term; K8] 1.239 1.327 1.208 2.761909723 35.7 0 1414.798238 2 707.902832 0.105635204 7.47E-05 59.95460733ALLQEQFR 2 148612853 1xTMT6plex [N-Term] 0.924 2.627292156 15.5 0 1233.715288 2 617.3608398 -0.716990791 -0.000442281 57.88107286227498137 UFSP2 ufm1-specific protease 2 55325 NP_060829.2 32.19616205 1 10 10 50 469 53.227 7.01 1.27 1.1 1.32 1.23 Significant 0.00292 EIQQALVDAGDKPATFVGSR 6 227498137 2xTMT6plex [N-Term; K12] 1.048 1.204 1.378 5.962172985 27.48 0 2560.413522 3 854.1430664 0.439104364 0.000374763 63.22178273GTSIVVPEPLHFLLPGKK 6 227498137 3xTMT6plex [N-Term; K17; K18] 1.733 1.938 1.946 5.859074116 23.53 1 2619.620491 4 655.661499 1.402979463 0.000918818 91.56665067GTSIVVPEPLHFLLPGK 6 227498137 2xTMT6plex [N-Term; K17] 1.091 0.95 0.996 4.400920391 33.99 0 2262.362596 3 754.7930298 0.8575661 0.000646708 99.40370012ELHDLFNLPHDRPYFK 6 227498137 2xTMT6plex [N-Term; K16] 1.239 1.026 1.338 5.140726089 17.53 0 2499.354885 5 500.6767578 -0.080899876 -4.04E-05 66.80079821

ICHSSVYIWPSSDINTIPGELTDASACK 6 227498137 2xTMT6plex [N-Term; K28]; 2xCarbamidomethyl [C2; C27] 5.953137875 47.5 0 3579.786376 3 1193.931763 -1.575706891 -0.001880231 81.43564075ILFVSQGSEIASQGR 4 227498137 1xTMT6plex [N-Term] 1.302 0.967 3.664364338 40.61 0 1821.006778 2 911.0073853 0.393204364 0.000358014 62.8324074SLQTICSWFK 6 227498137 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.415 1.241 1.381 3.506966352 30.13 0 1727.955484 2 864.4804688 -1.055009818 -0.000911505 83.53508906
LLVDAIHNQLTDMEK 2 227498137 2xTMT6plex [N-Term; K15]; 1xOxidation [M13] 0.658 3.197603941 26.11 0 2214.220425 3 738.7449341 -0.079542174 -5.87E-05 69.53238191FIQFEPEEDIK 7 227498137 2xTMT6plex [N-Term; K11] 1.164 0.993 1.116 4.160278797 48.03 0 1853.009687 2 927.0079346 -0.59069814 -0.000547285 70.5269286GGLDLAFQLATPNEIFLK 1 227498137 2xTMT6plex [N-Term; K18] 100 1.635094404 0 2405.384454 3 802.4663696 0.04244923 3.40E-05 113.8127718

61743952 AGPAT5 1-acyl-sn-glycerol-3-phosphate acyltransferase epsilon 55326 NP_060831.2 16.75824176 1 5 5 28 364 42.045 9.1 1.11 1.01 1.24 1.12 Significant 0.00352
LQSYVDAGTPMYLVIFPEGTR 6 61743952 1xTMT6plex [N-Term] 0.866 1.088 1.026 6.890133858 50.48 0 2586.347526 3 862.7849731 -2.768501268 -0.002386769 99.28758218VLSASQAFAAQR 6 61743952 1xTMT6plex [N-Term] 1.657 1.211 1.292 4.535355091 61.62 0 1477.832443 2 739.4196167 -0.328678373 -0.000242866 47.36057612DVPEEQEHMR 6 61743952 1xTMT6plex [N-Term] 1.03 0.976 100 4.596791744 44.36 0 1498.715758 3 500.243103 -0.668510999 -0.000333969 18.2292741ESPTMTEFLCK 4 61743952 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.182 1.057 3.241744757 41.25 0 1800.927614 2 900.9666138 -0.92350238 -0.00083158 63.31448161

YNPEQTK 6 61743952 2xTMT6plex [N-Term; K7] 1.257 1.192 1.233 2.172661781 28.8 0 1337.746537 2 669.3771362 0.343159877 0.00022953 26.491550718922944 LIN7C protein lin-7 homolog C 55327 NP_060832.1 19.79695431 1 4 4 26 197 21.82 8.43 0.92 0.95 0.86 0.91 Significant 0.000844 VLQSEFCNAVR 6 8922944 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.218 0.816 3.831964016 31.41 0 1551.815078 2 776.4106445 -0.686768362 -0.000532869 51.44953187TEEGLGFNIMGGK 8 8922944 2xTMT6plex [N-Term; K13] 0.907 0.966 0.528 4.417807579 49.96 0 1810.977341 2 905.9908447 -1.616970466 -0.001464148 67.84583689VLEEMESR 6 8922944 1xTMT6plex [N-Term] 0.853 0.987 0.895 3.157973289 12.29 0 1221.634654 2 611.3209229 -0.069519045 -4.25E-05 40.31729155AIELLEK 6 8922944 2xTMT6plex [N-Term; K7] 0.936 0.965 0.844 3.44489789 36.02 0 1273.81316 2 637.4089355 -2.013910934 -0.001282673 70.19383835261878497 LMBRD1 probable lysosomal cobalamin transporter 55788 NP_060838.3 3.333333333 1 1 1 6 540 61.349 7.77 1.47 0.99 0.96 1.14 Significant 0.0204 LENTEDIEEVEQHIQTIK 6 261878497 2xTMT6plex [N-Term; K18] 1.465 0.987 0.96 5.583920479 28.64 0 2626.397597 3 876.1365356 -0.96826787 -0.000847685 76.0085103940254893 TMEM106B transmembrane protein 106B 54664 NP_060844.2 15.32846715 1 4 4 18 274 31.108 6.99 1.32 1.07 0.85 1.08 Significant 0.0154 SAYVSYDVQK 6 40254893 2xTMT6plex [N-Term; K10] 1.227 1.292 1.274 4.556302547 47.66 0 1617.888844 2 809.4476929 -0.454084232 -0.000367329 40.80643431EDAYDGVTSENMR 4 40254893 1xTMT6plex [N-Term] 0.485 0.378 2.657162905 15.55 0 1715.774395 2 858.390625 -0.245539274 -0.000210645 29.37455848SLSHLPLHSSK 4 40254893 2xTMT6plex [N-Term; K11] 1.132 0.945 4.798203468 25.53 0 1663.989561 4 416.7526245 -0.536489619 -0.000223178 35.12208305YQYVDCGR 4 40254893 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.87 1.377 2.504502773 21.93 0 1289.614588 2 645.31073 -0.313472774 -0.00020213 23.3367705154350198 C19orf66 UPF0515 protein C19orf66 isoform 1 55337 NP_060851.2 15.12027491 1 4 4 33 291 33.089 7.25 0.6 0.7 0.61 0.64 Significant 0.00249 DIQAVATSLLPLTEANLR 13 154350198 1xTMT6plex [N-Term] 0.553 0.691 0.621 5.869452477 45.03 0 2154.233149 2 1077.619873 -0.315340171 -0.000339658 96.60159236AQDDLIPAVDR 10 154350198 1xTMT6plex [N-Term] 0.631 0.638 0.567 3.978792906 35.95 0 1441.784824 2 721.3966064 0.771738339 0.00055634 45.3061455SIVYGVK 6 154350198 2xTMT6plex [N-Term; K7] 0.608 0.74 0.624 3.002858639 40.52 0 1223.77638 2 612.3902588 -2.565404861 -0.001569741 46.42704199YEPVPADK 4 154350198 2xTMT6plex [N-Term; K8] 0.655 0.697 2.31037879 17.14 0 1376.782588 2 688.8950195 0.126753855 8.73E-05 34.67195551
56243590 WDR33 pre-mRNA 3' end processing protein WDR33 isoform 1 55339 NP_060853.3 9.281437126 1 8 8 37 1336 145.799 9.17 0.93 1.18 1.29 1.13 Significant 0.00872

RPDFAQQQAMQQLTFDGK 2 56243590 2xTMT6plex [N-Term; K18] 1.177 5.342845917 25.21 0 2567.344062 3 856.4520264 -0.987837382 -0.000845373 57.71245494TQAEIEQEMATLQYTNPQLLEQLK 6 56243590 2xTMT6plex [N-Term; K24] 1.017 0.824 1.202 5.402565002 47.26 0 3277.739014 3 1093.250244 -0.864906606 -0.000944979 95.9127522FATCSDDGTVR 5 56243590 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.617 1.883 1.579 4.499083042 44.54 0 1457.689209 2 729.3499756 2.377455944 0.001732796 25.90180315EMEAPGGPSEDR 6 56243590 1xTMT6plex [N-Term] 1.309 1.434 1.278 4.194144726 40.26 0 1503.694688 2 752.3495483 -1.90720253 -0.001433925 22.88901724VPIPAPNEVLNDR 4 56243590 1xTMT6plex [N-Term] 0.986 1.127 2.568959951 23.4 0 1662.937636 2 831.9725952 0.167203918 0.000139025 66.31407609APFNQEGQSTGPPPLIPGLGQQGAQGR 2 56243590 1xTMT6plex [N-Term] 0.815 4.214447498 15.59 0 2931.527433 3 977.8458252 -1.538660021 -0.001503541 67.57805164GGPLPQEEK 6 56243590 2xTMT6plex [N-Term; K9] 1.212 2.192 1.241 3.063236475 58.01 0 1412.814951 2 706.9100952 -1.441689382 -0.00101842 31.99533393EASFSPTDNK 6 56243590 2xTMT6plex [N-Term; K10] 0.829 1.092 1.481 3.340110064 36.28 0 1553.821158 2 777.4151001 1.136189518 0.000882718 32.95959621223029424 LSG1 large subunit GTPase 1 homolog 55341 NP_060855.2 7.750759878 1 5 5 17 658 75.178 6.38 1.3 1.17 1.1 1.19 Significant 0.00242 RPNWNQNTTPEELK 2 223029424 2xTMT6plex [N-Term; K14] 1.287 4.054063797 18.14 0 2185.176586 3 729.0640869 0.513186071 0.000373801 39.89001994GFMTAHGQPDQPR 5 223029424 1xTMT6plex [N-Term] 1.064 1.17 0.916 4.147178173 7.45 0 1670.827039 3 557.6131592 -1.265966427 -0.00070507 26.13146164ADLLTAEQR 4 223029424 1xTMT6plex [N-Term] 1.142 1.179 3.09071517 23.41 0 1245.700031 2 623.3545532 1.443682481 0.000899198 36.85100345
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QELLELFK 4 223029424 2xTMT6plex [N-Term; K8] 1.877 1.115 3.370363712 43.03 0 1477.903037 2 739.4547729 -0.519723922 -0.000384051 85.4975176MNSDEIK 2 223029424 2xTMT6plex [N-Term; K7] 1.202 2.818683147 12.43 0 1294.707708 2 647.8571777 -0.48628833 -0.000314801 30.35356084224493895 TCP11L1 T-complex protein 11-like protein 1 55346 NP_060863.3 8.447937132 1 4 4 16 509 56.999 5.59 0.96 1.01 1.06 1.01 Significant 0.000816 ETLLSFLLPGHTR 4 224493895 1xTMT6plex [N-Term] 1.176 0.871 4.691293716 35.62 0 1712.989671 3 571.6677246 -0.613408179 -0.000350254 88.99849487EIFSVLDLMK 6 224493895 2xTMT6plex [N-Term; K10] 0.922 1.119 1.252 3.127003908 54.4 0 1652.969737 2 826.9874878 -1.2327534 -0.001018852 108.3982329FVTVEELLETAR 4 224493895 1xTMT6plex [N-Term] 0.966 0.838 4.415324211 45.8 0 1635.915503 2 818.4616699 0.34225102 0.000279947 97.07674873ELEEVAIK 2 224493895 2xTMT6plex [N-Term; K8] 0.998 2.677100182 4.55 0 1388.840103 2 694.9207764 -4.195339415 -0.002913328 53.23388863
8923001 ABHD10 mycophenolic acid acyl-glucuronide esterase, mitochondrial isoform 1 precursor 55347 NP_060864.1 42.15686275 1 9 9 61 306 33.911 8.57 0.98 1.09 0.91 0.99 Significant 0.00277

FDYSGVGSSDGNSEESTLGK 8 8923001 2xTMT6plex [N-Term; K20] 1.005 1.076 1.013 4.826773167 49.5 0 2494.198563 3 832.0653076 -6.893203571 -0.005731006 52.43482999YSEEGVYNVQYSFIK 8 8923001 2xTMT6plex [N-Term; K15] 0.992 0.981 1.106 4.230311871 32.86 0 2284.19017 3 762.0686646 0.555979253 0.000423321 69.47086949VVALIGVATAADTLVTK 6 8923001 2xTMT6plex [N-Term; K17] 1.341 1.014 4.587275028 68.41 0 2100.304412 2 1050.65332 -2.40364919 -0.002524198 107.9165435
EAEHHCLLHSPIPVNCPIR 2 8923001 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C16] 0.996 5.830093384 17.74 0 2508.280133 5 502.4620056 0.314341353 0.000157691 44.9503576
TSLSFLNRPDLPNLAYK 6 8923001 2xTMT6plex [N-Term; K17] 0.806 1.427 0.748 4.540768623 15.13 0 2407.374951 3 803.1290283 -1.005144238 -0.000806586 80.11007627DDIVPWHTSMQVADR 6 8923001 1xTMT6plex [N-Term] 0.658 0.834 0.676 3.861303806 20.53 0 1998.990476 3 667.0015869 -0.134231661 -8.94E-05 61.67936057ALAIEEFCK 8 8923001 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.184 1.302 1.129 3.920392513 49.19 0 1538.865272 2 769.9346313 -2.135264696 -0.001642942 64.00030861

FNQLPVELK 8 8923001 2xTMT6plex [N-Term; K9] 0.809 0.914 0.946 3.206233263 38 0 1545.940485 2 773.4727173 -1.505588158 -0.001163775 70.80931448GVWSMPSK 9 8923001 2xTMT6plex [N-Term; K8] 1.042 1.105 1.003 3.477401733 32.17 0 1349.765164 2 675.3873291 1.643088135 0.001108892 61.30142144291327466 DCP1A mRNA-decapping enzyme 1A isoform a 55802 NP_060873.4 15.63573883 1 5 5 14 582 63.239 6.25 1.19 1.24 1.06 1.16 Significant 0.00212 VAASASLSNMVLAPLQSMQQNQDPEVFVQPK 2 291327466 2xTMT6plex [N-Term; K31] 1.234 4.719227314 15.53 0 3785.997036 4 947.25354 -1.243005133 -0.001176503 104.7813577DLEFQLHEPFLLYR 2 291327466 1xTMT6plex [N-Term] 0.896 3.935318232 15.01 0 2049.100678 3 683.7042847 -1.160248551 -0.000792489 82.03139717GAMVASFSPAAGQLATPESFIEPPSK 2 291327466 2xTMT6plex [N-Term; K26] 1.345 2.925772429 15.41 0 3048.611629 3 1016.877991 2.555254298 0.002596659 87.48148311SQLQDTLIHLIK 6 291327466 2xTMT6plex [N-Term; K12] 1.18 1.284 1.463 4.373816013 26.68 0 1867.141704 3 623.0516357 -0.723208867 -0.000450111 84.9640812KPSIILSK 2 291327466 3xTMT6plex [N-Term; K1; K8] 0.949 2.279942513 7.67 0 1573.065576 3 525.0252686 -2.748204528 -0.001441035 54.4430982713559514 PI4K2A phosphatidylinositol 4-kinase type 2-alpha 55361 NP_060895.1 46.76409186 1 18 18 126 479 53.989 8.29 0.91 0.9 0.92 0.91 Significant 0.0000403 IYQGSSGSYFVK 8 13559514 2xTMT6plex [N-Term; K12] 0.926 1.025 0.929 4.694917202 64.76 0 1793.983807 2 897.4960327 0.547423942 0.000491035 54.31392284SPLHLVQMPPVIVETAR 6 13559514 1xTMT6plex [N-Term] 0.788 0.853 0.923 5.267700672 33.64 0 2116.214996 3 706.0768433 0.463140635 0.000326702 78.00308789SPLHLVQMPPVIVETAR 8 13559514 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.087 0.682 0.876 4.527654171 31.11 0 2132.209911 3 706.0768433 0.463140635 0.000326702 78.00308789SSSESYTQSFQSR 8 13559514 1xTMT6plex [N-Term] 1.064 0.958 1.302 4.482653141 61.25 0 1722.813223 2 861.9109497 0.812504829 0.000699897 26.94758186GQILNLTQALK 12 13559514 2xTMT6plex [N-Term; K11] 0.981 1.01 0.915 5.066173077 76.36 0 1657.041262 2 829.0233765 -1.077692121 -0.00089289 76.0972964DLEEDLYELFK 5 13559514 2xTMT6plex [N-Term; K11] 0.717 0.452 4.371403694 51.56 0 1872.004267 2 936.505188 -0.62391067 -0.000583982 108.0918229
GAAAQGQTQTVAAQAQALAAQAAAAAHAAQAHR 14 13559514 1xTMT6plex [N-Term] 0.85 0.805 0.905 11.58010006 81.7 0 3310.731446 5 662.951416 -1.048753707 -0.000694428 76.760094

AYPFYWAWLPQAK 6 13559514 2xTMT6plex [N-Term; K13] 1.105 0.966 1.187 4.119224072 39.08 0 2099.151875 3 700.3881226 -0.981674667 -0.000686895 105.0098447YDCPMDSSSSR 11 13559514 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.806 0.63 0.881 3.63304925 40.78 0 1533.651109 2 767.3300781 1.154610713 0.000885385 28.37869198AQPPDYTFPSGSGAHFPQVPGGAVR 6 13559514 1xTMT6plex [N-Term] 0.835 0.843 0.75 5.614904404 27.89 0 2769.394628 3 923.8021851 -0.948255692 -0.000875365 60.02760598LVVLDYIIR 6 13559514 1xTMT6plex [N-Term] 1.15 1.182 1.041 3.318364143 50.37 0 1332.845239 2 666.9261475 -0.165689248 -0.000110419 97.71877037DCLVLNQGYLSEAGASLVDQK 3 13559514 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C2] 0.27 0.34 2.557989597 2.63 0 2738.443501 3 913.4925537 7.1597215 0.006535498 91.77891866QAELAIER 4 13559514 1xTMT6plex [N-Term] 1.039 1.057 3.046446562 39.24 0 1158.668003 2 579.8379517 0.538221743 0.00031181 31.46887888GNDNWLIK 6 13559514 2xTMT6plex [N-Term; K8] 1.15 1.061 1.032 3.07246685 28.75 0 1417.82037 2 709.4142456 0.595400486 0.000422085 55.77420789DTDWVVVK 8 13559514 2xTMT6plex [N-Term; K8] 0.879 1.106 1.069 3.066552401 32.25 0 1419.824787 2 710.4151001 -1.312489192 -0.000931752 58.02344811LELNIVPR 6 13559514 1xTMT6plex [N-Term] 0.928 0.965 0.846 2.801069975 48.19 0 1182.740774 2 591.8734131 -1.035364766 -0.000612284 70.75784896DLEEDLYELFKK 1 13559514 3xTMT6plex [N-Term; K11; K12] 0.256 1.93748939 1 2229.262162 3 743.7572632 -2.209690409 -0.001641993 99.57138067DADYWLR 4 13559514 1xTMT6plex [N-Term] 0.876 0.985 2.046810865 7.94 0 1167.599589 2 584.3034058 -0.046511289 -2.72E-05 45.02540266ISDPNFVK 4 13559514 2xTMT6plex [N-Term; K8] 0.75 0.841 2.722814083 28.3 0 1377.814222 2 689.4090576 -2.45592299 -0.001691903 50.00365357
49574529 UTP6 U3 small nucleolar RNA-associated protein 6 homolog 55813 NP_060898.2 20.10050251 1 10 10 48 597 70.149 7.28 1.44 1.45 1.44 1.44 Significant 0.00000533

EIYDDLQALHTDDPLTWDYVAR 6 49574529 1xTMT6plex [N-Term] 2.08 1.8 100 5.792469501 60.12 0 2878.409669 3 960.1408691 -0.560954941 -0.000538219 87.21529419ELEIESQTEEQPTTK 4 49574529 2xTMT6plex [N-Term; K15] 1.689 1.631 4.570347786 34.77 0 2220.164743 3 740.7250977 -1.803344217 -0.001334574 43.19271046ALLAVIGADSVTLK 8 49574529 2xTMT6plex [N-Term; K14] 1.766 1.497 1.639 3.989960194 48.16 0 1829.151206 3 610.3878174 -1.261498532 -0.000769157 96.27589283SQEDTEAVFK 6 49574529 2xTMT6plex [N-Term; K10] 1.504 1.345 1.685 3.813421011 47.85 0 1611.863023 2 806.4346313 -0.64325856 -0.000518422 38.55733576IGLFSHAEIK 4 49574529 2xTMT6plex [N-Term; K10] 1.428 3.718959332 25.4 0 1572.951385 3 524.9887085 0.119335081 6.26E-05 63.01530917EFGSADSDLWMDYMK 2 49574529 2xTMT6plex [N-Term; K15] 1.238 2.373893976 13.92 0 2253.060813 3 751.6893921 -3.191014831 -0.002396517 83.29681272EQESCNMANIR 4 49574529 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.398 0.822 4.322607994 53.66 0 1580.735842 2 790.8740234 3.117994083 0.002464362 22.86170981LQVLIESK 2 49574529 2xTMT6plex [N-Term; K8] 1.298 3.42026186 41.16 0 1387.892473 2 694.4500732 0.286149239 0.000198572 75.8717031
LLSECQYK 6 49574529 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.438 1.405 1.519 3.798843384 28.27 0 1498.833972 2 749.9199219 -0.937201869 -0.000702355 46.32850398YLDWAYR 6 49574529 1xTMT6plex [N-Term] 1.23 1.339 1.509 2.719084501 19.33 0 1215.635975 2 608.3215942 -0.051720613 -3.14E-05 58.142494148923857 EMC3 ER membrane protein complex subunit 3 55831 NP_060917.1 38.31417625 1 7 7 41 261 29.932 6.81 1.05 1.15 1.06 1.09 Significant 0.000855 TEWEALELTDHQWALDDVEEELMAK 6 8923857 2xTMT6plex [N-Term; K25] 0.832 100 100 5.672261715 42.98 0 3459.703022 3 1153.89978 -5.27064883 -0.006078293 104.3181161MMQEQMTGAAMAMPADTNK 2 8923857 2xTMT6plex [N-Term; K19] 1.088 5.985043049 51.9 0 2515.188749 3 839.0685425 0.924599161 0.00077518 58.3781443LTQEQVSDSQVLIR 6 8923857 1xTMT6plex [N-Term] 1.324 1.209 0.953 5.084255695 66.88 0 1845.027907 2 923.0135498 -4.38160886 -0.004042095 51.5494815DLHFEGMFK 6 8923857 2xTMT6plex [N-Term; K9] 1.013 1.003 1.165 3.866787434 31.59 0 1581.849956 3 527.9549561 0.226920424 0.000119651 63.6495088VVPPSPMTDPTMLTDMMK 8 8923857 2xTMT6plex [N-Term; K18] 1.313 1.302 0.582 3.539657354 23.83 0 2449.261503 3 817.0917969 -0.271737011 -0.000221852 94.39715197VPFPLTLR 8 8923857 1xTMT6plex [N-Term] 0.774 0.905 0.75 2.932358742 29.53 0 1171.740046 2 586.3735962 -0.111054656 -6.51E-05 77.6906913ELQTSIF 5 8923857 1xTMT6plex [N-Term] 1.323 1.262 1 2.639925003 28.23 0 1066.598192 2 533.8016357 -2.060171901 -0.001098688 63.2318629821361794 CAND1 cullin-associated NEDD8-dissociated protein 1 55832 NP_060918.2 48.86178862 1 47 47 487 1230 136.289 5.78 1.02 1.05 1.05 1.04 Significant 0.0000924

ITSEALLVTQQLVK 34 21361794 2xTMT6plex [N-Term; K14] 1.18 1.168 1.217 5.010499477 74.36 0 2001.235999 2 1001.122437 0.798454993 0.000798948 91.8410714LGTLSALDILIK 24 21361794 2xTMT6plex [N-Term; K12] 0.858 0.944 0.952 4.648701668 69.87 0 1715.108279 2 858.0576782 -0.116123681 -9.96E-05 108.1382003SPLMSEFQSQISSNPELAAIFESIQK 4 21361794 2xTMT6plex [N-Term; K26] 0.908 1.094 5.105959415 37.76 0 3339.754664 4 835.6934814 -0.768999225 -0.000642067 112.6118333LSTLCPSAVLQR 10 21361794 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.965 1.137 0.912 4.740230083 55.97 0 1573.893328 2 787.4493408 -1.222102756 -0.00096173 62.48768633TYIQCIAAISR 12 21361794 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.509 1.326 1.175 4.136542797 51.92 0 1524.840565 2 762.9292603 7.003497979 0.005339609 61.79065515FTISDHPQPIDPLLK 6 21361794 2xTMT6plex [N-Term; K15] 0.943 1.021 0.999 4.682254314 36.23 0 2179.252711 3 727.0891113 0.031912029 2.32E-05 74.98241298
EYQVETIVDTLCTNMLSDK 4 21361794 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C12] 0.634 0.683 4.884980679 54.88 0 2717.37779 3 906.4619141 -2.429055881 -0.002200221 99.52400027ISGSILNELIGLVR 8 21361794 1xTMT6plex [N-Term] 0.369 0.419 0.801 4.850556374 53.03 0 1713.047186 2 857.0261841 -1.222754373 -0.001047318 112.8088934AAFECMYTLLDSCLDR 14 21361794 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C13] 1.532 2.156 2.12 4.94584322 46.04 0 2194.018013 3 732.0106201 -0.321751432 -0.000235309 98.83406637

VIRPLDQPSSFDATPYIK 8 21361794 2xTMT6plex [N-Term; K18] 1.214 1.231 1.303 4.893667698 23.61 0 2505.411731 3 835.8018799 -8.239943682 -0.006881484 67.98013662EGPAVVGQFIQDVK 33 21361794 2xTMT6plex [N-Term; K14] 0.899 0.884 0.876 5.067081451 67.12 0 1945.115883 2 973.0619507 0.381106953 0.000370649 80.17356793AVAALLTIPEAEK 14 21361794 2xTMT6plex [N-Term; K13] 1.021 1.024 1.778 4.747860432 73.55 0 1784.093357 2 892.5506592 0.383712754 0.00034229 81.38534966ADVFHAYLSLLK 10 21361794 2xTMT6plex [N-Term; K12] 1.066 1.059 1.085 3.776143074 50.28 0 1835.083127 3 612.3665161 1.018057338 0.00062274 93.77036622
TVIGELPPASSGSALAANVCK 12 21361794 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C20] 1.1 1.079 1.273 5.379428864 70.17 0 2500.38453 3 834.1315918 -1.722914745 -0.001435983 69.20027375IDLRPVLGEGVPILASFLR 11 21361794 1xTMT6plex [N-Term] 1.07 1.587 1.131 6.197600365 37.31 0 2294.379753 3 765.4639282 -1.099230425 -0.000840684 112.4923062VALVTFNSAAHNKPSLIR 6 21361794 2xTMT6plex [N-Term; K13] 0.874 0.982 0.935 6.497682571 28.75 0 2396.417819 4 599.8601685 0.427549869 0.000256147 70.0442665

QTRPVQSWLCDPDAMEQGETPLTMLQSQVPNIVK 4 21361794 2xTMT6plex [N-Term; K34]; 1xCarbamidomethyl [C10] 0.973 0.978 5.561234474 18.41 0 4355.223818 4 1089.560913 -0.458228172 -0.000498922 100.5889966
MLTGPVYSQSTALTHK 6 21361794 2xTMT6plex [N-Term; K16] 1.096 1.013 1.036 6.004125595 58.67 0 2192.214945 3 731.4111938 1.862423654 0.001360944 55.42736287LTLIDPETLLPR 24 21361794 1xTMT6plex [N-Term] 1.01 0.968 1.028 4.820741653 61.85 0 1609.972624 2 805.4902344 0.352689227 0.00028391 93.74129117GYLISGSSYAR 12 21361794 1xTMT6plex [N-Term] 1.026 1.067 1.038 4.481301308 50.66 0 1402.752795 2 701.8789063 -1.610661556 -0.00112968 41.84601559ALTLIAGSPLK 12 21361794 2xTMT6plex [N-Term; K11] 1.093 1.118 1.051 4.561978817 52.55 0 1542.003086 2 771.503418 -2.286910145 -0.001763211 77.30925395MLTGPVYSQSTALTHK 6 21361794 2xTMT6plex [N-Term; K16]; 1xOxidation [M1] 0.964 0.759 0.937 5.437621593 51.2 0 2208.20986 3 731.4111938 1.862423654 0.001360944 55.42736287HEMLPEFYK 6 21361794 2xTMT6plex [N-Term; K9] 0.889 0.875 0.901 4.233298779 31.91 0 1651.891821 3 551.3026123 0.885605246 0.000487641 57.94005291SPLLQGGALSAMLDFFQALVVTGTNNLGYMDLLR 3 21361794 1xTMT6plex [N-Term] 0.798 3.671690464 10.47 0 3855.038618 4 964.5136719 -1.494161426 -0.001440012 114.9598293TLEDPDLNVR 4 21361794 1xTMT6plex [N-Term] 1.014 4.038016319 43.34 0 1400.758274 2 700.8825684 -0.295840658 -0.000207201 43.61071712FCNVDDDELR 6 21361794 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.64 1.013 1.422 3.964865446 36.74 0 1511.699774 2 756.352478 -1.385318268 -0.001047093 39.80254145LDIFEFLNHVEDGLKDHYDIK 2 21361794 3xTMT6plex [N-Term; K15; K21] 1.407 3.089566469 17.23 1 3247.760625 5 650.3582764 0.50800109 0.000329973 112.3070291LKGYLISGSSYAR 4 21361794 2xTMT6plex [N-Term; K2] 0.925 1.292 3.857384205 20.26 1 1873.094754 3 625.0360718 -0.583018006 -0.000364016 55.48245669AADIDQEVK 12 21361794 2xTMT6plex [N-Term; K9] 1.185 0.816 0.782 3.643693924 55.07 0 1446.82043 2 723.9133911 -0.638851525 -0.000462152 35.69300063DSSSTNLESMDTS 4 21361794 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.719 0.593 2.938125849 46.08 0 1618.695142 2 801.8535767 -0.218356298 -0.00017498 54.97448415DSSSTNLESMDTS 34 21361794 1xTMT6plex [N-Term] 0.857 1.339 1.194 3.420992374 53.33 0 1602.700227 2 801.8535767 -0.218356298 -0.00017498 54.97448415TVSPALISR 6 21361794 1xTMT6plex [N-Term] 0.915 1.04 0.87 3.243729353 32.24 0 1172.720039 2 586.8635864 -0.121451355 -7.12E-05 39.99621465HTVDDGLDIR 16 21361794 1xTMT6plex [N-Term] 1.015 0.921 0.87 4.315254211 60.3 0 1369.727309 2 685.3670044 -0.420945785 -0.00028829 30.11154369HEMLPEFYK 6 21361794 2xTMT6plex [N-Term; K9]; 1xOxidation [M3] 0.949 0.973 1.001 4.085349083 27.21 0 1667.886736 3 551.3026123 0.885605246 0.000487641 57.94005291

HCECAEEGTR 6 21361794 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C4] 0.436 0.691 0.644 3.692569494 26.23 0 1477.636128 3 493.2168884 -0.010704122 -5.27E-06 15.47363896
CLDAVVSTR 6 21361794 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.205 1.178 1.091 3.728327751 42.14 0 1249.677188 2 625.3416748 -0.892110887 -0.000557425 37.16479466DLLDTVLPHLYNETK 4 21361794 2xTMT6plex [N-Term; K15] 1.072 1.404 3.223430634 10.63 0 2229.253105 3 743.75354 -3.157193231 -0.002346061 87.51398638

EVYPHVSTIINICLK 3 21361794 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C13] 0.964 1.304 3.114490271 5.33 0 2244.282631 3 748.7647095 -1.361790172 -0.001018747 78.24695564
VYPSSLSK 15 21361794 2xTMT6plex [N-Term; K8] 1.032 1.02 1.145 3.001527071 43.83 0 1338.803323 2 669.9046631 -0.951475174 -0.000636919 41.56901739DSIKLDDDSER 6 21361794 2xTMT6plex [N-Term; K4] 1.558 2.142 3.03803134 4.62 1 1750.922329 3 584.3117676 -0.901870745 -0.000526369 29.36171654QSYYSIAK 6 21361794 2xTMT6plex [N-Term; K8] 1.008 1.287 1.105 4.048543453 39.41 0 1417.809137 2 709.4077148 -0.693995034 -0.000491976 40.49069538
DLFTCTIK 12 21361794 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.02 1.146 1.219 3.512850761 37.88 0 1455.828158 2 728.4168701 -1.164008001 -0.000847298 58.57586734
EVEMGPFK 8 21361794 2xTMT6plex [N-Term; K8] 1.14 0.858 1.421 3.112431288 18.76 0 1394.775394 2 697.8905029 -1.193633493 -0.000832425 53.03827909
NCIGDFLK 6 21361794 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.08 1.066 1.155 2.697089911 21.91 0 1424.797192 2 712.9020996 -0.189403272 -0.000134931 61.04003801
IGEYLEK 6 21361794 2xTMT6plex [N-Term; K7] 1.045 0.751 0.825 3.061491966 22.09 0 1309.776774 2 655.3914795 -0.833680705 -0.000545968 54.70767543LDDDSER 6 21361794 1xTMT6plex [N-Term] 0.865 0.732 0.791 2.76897645 40.39 0 1078.521398 2 539.7640991 -0.44206616 -0.000238389 17.10514892SSVVTAVK 10 21361794 2xTMT6plex [N-Term; K8] 1.01 0.97 1.146 3.683227301 40.44 0 1248.792759 2 624.9005127 0.792798179 0.00049502 49.27700193IIPLVVK 6 21361794 2xTMT6plex [N-Term; K7] 1.128 1.069 1.084 2.545007706 26.93 0 1239.880452 2 620.4447632 1.450258519 0.000899074 81.46974576LTSAIAK 6 21361794 2xTMT6plex [N-Term; K7] 0.947 0.984 1.068 2.733636856 26.74 0 1161.76073 2 581.3837891 -0.369159491 -0.000214438 41.54965507SSSSNLK 4 21361794 2xTMT6plex [N-Term; K7] 1.107 1.121 1.947787166 14.71 0 1180.693773 2 590.8498535 -1.137093106 -0.000671279 107.711451542133148 UBAP2 ubiquitin-associated protein 2 isoform 1 55833 NP_060919.3 10.45576408 1 8 8 41 1119 117.072 7.34 1.15 1.29 1.1 1.18 Significant 0.00231 MANITSSQILDQLK 7 542133148 2xTMT6plex [N-Term; K14] 1.061 1.14 4.309445381 30.15 0 2020.151283 3 674.0562744 1.478786373 0.000995791 80.59393512ESTPGDSPSTVNK 6 542133148 2xTMT6plex [N-Term; K13] 1.043 1.418 1.458 4.059310913 67.55 0 1776.937979 2 888.9716797 -1.066944948 -0.000947948 24.70117556NSVEEWTTEDWTEDLSETK 2 542133148 2xTMT6plex [N-Term; K19] 1.332 5.24578619 38.15 0 2757.314321 3 919.7750244 -1.378347686 -0.001266846 75.74654743LPVDYYGIPFAAPTALASR 10 542133148 1xTMT6plex [N-Term] 1.181 1.534 1.402 4.372042179 38.48 0 2251.232421 2 1126.118774 -0.954300345 -0.001074176 96.67411239LAQVIFDKNDSDFEAK 4 542133148 3xTMT6plex [N-Term; K8; K16] 1.218 1.518 5.124682903 13.66 1 2527.401115 3 843.1377563 -0.949365345 -0.000799809 75.07252707GGYAGSSQAPNK 4 542133148 2xTMT6plex [N-Term; K12] 0.854 1.358 3.199584723 59.1 0 1594.858941 2 797.932312 -0.998976475 -0.000796613 22.15191641AAPLVTSGK 6 542133148 2xTMT6plex [N-Term; K9] 1.279 1.276 0.97 3.814298391 50.99 0 1301.819308 2 651.4129028 -0.598221222 -0.000389388 38.33067842SQPEPSPVLSQLSQR 2 542133148 1xTMT6plex [N-Term] 1.182 3.049291849 27.53 0 1882.023156 2 941.5150146 -0.214382657 -0.000201737 48.2455639427544939 BRK1 protein BRICK1 55845 NP_060932.2 54.66666667 1 5 5 36 75 8.739 5.45 0.9 0.84 0.83 0.86 Significant 0.00065 IADFLNSFDMSCR 6 27544939 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.644 0.962 0.731 4.283917427 36.35 0 1804.855957 2 902.9291382 -2.746403553 -0.002478431 89.3608583EYIEIITSSIK 20 27544939 2xTMT6plex [N-Term; K11] 0.872 0.841 0.799 3.85105896 39.12 0 1754.035174 3 585.3487549 -1.973838162 -0.001154061 85.85487544

KIADFLNSFDMSCR 2 27544939 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C13] 0.927 3.138839722 5.5 1 2162.113852 3 721.3733521 -3.861345067 -0.002782889 86.78567654EIHQDWANR 4 27544939 1xTMT6plex [N-Term] 0.682 0.836 2.946109772 18.79 0 1397.712327 3 466.5753174 -0.664322367 -0.000309511 23.11238382LATLNEK 4 27544939 2xTMT6plex [N-Term; K7] 1.18 0.951 2.22604537 7.29 0 1246.777109 2 623.8903809 -2.906350481 -0.001811786 42.83641993
8923930 CISD1 CDGSH iron-sulfur domain-containing protein 1 55847 NP_060934.1 44.44444444 1 5 5 35 108 12.191 9.09 0.9 0.91 0.93 0.91 Significant 0.0000932

IVHAFDMEDLGDK 6 8923930 2xTMT6plex [N-Term; K13] 0.914 0.935 0.875 5.865768909 36.21 0 1948.02502 3 650.0130615 -0.199288861 -0.000129407 62.91547861HNEETGDNVGPLIIK 17 8923930 2xTMT6plex [N-Term; K15] 0.867 0.86 0.936 5.733838558 51.77 0 2094.159539 2 1047.583862 0.434030626 0.000454465 61.09211726
FPFCDGAHTK 4 8923930 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 0.969 0.981 4.454418659 30.8 0 1637.851019 3 546.6218872 0.054645443 2.98E-05 46.90311793
AMINLHIQK 6 8923930 2xTMT6plex [N-Term; K9] 0.875 0.934 0.973 3.935938597 37.79 0 1525.928875 3 509.3137512 -1.425091252 -0.000724863 57.48820535

KFPFCDGAHTK 2 8923930 3xTMT6plex [N-Term; K1; K11]; 1xCarbamidomethyl [C5] 0.905 3.083641529 6.36 1 1995.108914 4 499.5318298 -1.716384524 -0.000856094 43.53060712
332635095 PLGRKT plasminogen receptor (KT) 55848 NP_060935.2 21.08843537 1 3 3 20 147 17.19 9.58 1.28 1.13 1.33 1.25 Significant 0.00232 MKGEAEDILETEK 10 332635095 3xTMT6plex [N-Term; K2; K13] 1.345 1.119 1.505 4.012001991 29.79 1 2180.208746 2 1090.609009 0.914806038 0.000997234 56.97206287GMITFESIEK 6 332635095 2xTMT6plex [N-Term; K10] 1.045 1.146 1.043 4.384393215 51.52 0 1612.902051 2 806.9538574 -0.999940603 -0.000806403 67.00926953EFMLMNAR 4 332635095 1xTMT6plex [N-Term] 1.125 1.282 2.782747984 29.42 0 1240.637965 2 620.8216553 -1.55679028 -0.000965707 53.632981938679909 TEX2 testis-expressed sequence 2 protein isoform 1 55852 NP_060939.3 8.377425044 1 7 7 21 1134 125.92 6.01 1.09 1.15 1.19 1.14 Significant 0.000645

KLPEVPPSEEEEQEAWVNALLGR 4 38679909 2xTMT6plex [N-Term; K1] 1.035 1.189 6.149843216 30.76 1 3078.651185 4 770.4160156 -2.908052735 -0.00223822 89.78364008LSEVIYEPFQLLSK 4 38679909 2xTMT6plex [N-Term; K14] 0.704 0.972 3.332346916 27.69 0 2124.235664 3 708.7497559 -0.447140537 -0.000316611 107.2680732DQILYLFGR 4 38679909 1xTMT6plex [N-Term] 0.871 1.18 3.224479675 24.84 0 1353.772802 2 677.3898926 -0.21712192 -0.000146967 77.46669453IFWDFLGEK 4 38679909 2xTMT6plex [N-Term; K9] 1.431 1.285 3.340268135 25.1 0 1612.913936 2 806.9586792 -2.389855699 -0.001927316 102.5253519KPPHVELK 2 38679909 3xTMT6plex [N-Term; K1; K8] 1.179 2.925980091 16.34 0 1635.056073 4 409.5188599 -1.506912769 -0.000615972 36.08035851AQTDKETSEEKPPAEGSEDPK 2 38679909 4xTMT6plex [N-Term; K5; K11; K21] 0.976 1.021 3.772454739 1 3189.693283 4 798.1765137 -2.839740908 -0.002264476 27.957492SLDIKEPEILK 1 38679909 3xTMT6plex [N-Term; K5; K11] 1.754 2.233030319 1 1972.22974 3 658.0797119 -2.615099908 -0.001719193 64.69957268
118150660 ZC3H15 zinc finger CCCH domain-containing protein 15 55854 NP_060941.2 38.73239437 1 16 16 77 426 48.573 5.31 1.01 1.03 1.06 1.03 Significant 0.000198

ELQELNELFKPVVAAQK 6 118150660 3xTMT6plex [N-Term; K10; K17] 1.379 1.042 0.763 6.079016685 40.62 0 2643.568849 3 881.8604126 -0.818846474 -0.000721559 92.36241957DVDETGITVASLER 4 118150660 1xTMT6plex [N-Term] 1.086 1.027 4.485621452 31.81 0 1733.911874 2 867.4542847 -6.102775013 -0.005290837 52.96954178EVFEFRPELVNDDDEEADDTR 6 118150660 1xTMT6plex [N-Term] 0.01 0.39 0.616 3.843944073 8.65 0 2769.268878 3 923.7597046 -1.558989271 -0.001439087 61.40212146HALPPGFVLK 8 118150660 2xTMT6plex [N-Term; K10] 1.212 1.19 1.104 3.816064358 32.26 0 1536.966641 3 512.9932251 -0.988106697 -0.000506229 58.34397465ITLESFLAWK 2 118150660 2xTMT6plex [N-Term; K10] 1.367 2.965621948 26.06 0 1665.998 3 556.0014648 -4.897400086 -0.002719686 106.0697863DEELEKDTMDNWDEK 5 118150660 3xTMT6plex [N-Term; K6; K15] 1.504 1.099 1.388 4.332612991 13.28 1 2584.269174 3 862.0941162 -0.533561752 -0.000459622 61.89641334QVAQSEAEK 6 118150660 2xTMT6plex [N-Term; K9] 0.967 1.096 0.586 3.540291071 35.42 0 1447.815679 2 724.4110718 -0.5608071 -0.000405973 20.42666262KLEEVVNK 6 118150660 3xTMT6plex [N-Term; K1; K8] 1.016 1.006 0.837 3.561507702 35.59 1 1646.045568 3 549.3535156 0.258398071 0.000141778 44.57920542FSTYTSDKDENK 5 118150660 3xTMT6plex [N-Term; K8; K12] 1.009 1.222 1.096 4.397573471 12.88 1 2122.127125 3 708.0465698 -0.927912056 -0.000656382 37.70594255
SVVCAFFK 6 118150660 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.039 0.814 0.925 3.374116421 37.93 0 1415.812114 2 708.4094849 -0.297485403 -0.000210592 69.43579109

SALGPNVTK 2 118150660 2xTMT6plex [N-Term; K9] 1.221 3.668015718 21.45 0 1344.825121 2 672.9165039 0.4533991 0.000304871 35.54454705KLEEVVNKK 3 118150660 4xTMT6plex [N-Term; K1; K8; K9] 1.222 1.48 2.615017414 1.18 2 2003.303463 4 501.5804749 -1.694059836 -0.000848429 46.67942915QAQAGGSK 2 118150660 2xTMT6plex [N-Term; K8] 1.647 2.18200326 23.01 0 1204.705006 2 602.8555908 -0.914206689 -0.000550675 20.19764796AVTHQVK 6 118150660 2xTMT6plex [N-Term; K7] 1.12 1.084 1.127 2.627120972 26.1 0 1240.777777 3 414.2637329 -0.912274181 -0.00037731 18.46049987SVYIDAR 8 118150660 1xTMT6plex [N-Term] 0.95 1.08 1.034 2.762902021 37.79 0 1052.593776 2 526.7999878 -1.022820092 -0.000538307 29.30084253SDLEEDNER 2 118150660 1xTMT6plex [N-Term] 1.322 2.210894108 5.65 0 1335.622569 2 668.3152466 0.484937944 0.000323847 18.290869168923812 ACOT13 acyl-coenzyme A thioesterase 13 isoform 1 55856 NP_060943.1 49.28571429 1 4 4 58 140 14.951 9.14 0.85 0.82 0.84 0.84 Significant 0.000111 TLAFTSVDLTNK 32 8923812 2xTMT6plex [N-Term; K12] 0.981 0.963 0.857 4.672385693 67.74 0 1768.025672 2 884.5163574 -0.131952977 -0.000116648 66.21172488VEEEHTNAIGTLHGGLTATLVDNISTMALLCTER 6 8923812 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C31] 0.701 0.746 1.621 12.31388855 63.08 0 3895.973117 4 974.7473145 -1.460250707 -0.001422274 98.13581603LGEDIVITAHVLK 6 8923812 2xTMT6plex [N-Term; K13] 0.783 0.815 0.886 5.100124836 49.69 0 1866.146455 3 622.7194214 -1.470640118 -0.00091481 78.81939021ITLVSAAPGK 14 8923812 2xTMT6plex [N-Term; K10] 0.805 0.781 0.817 3.983757257 54.68 0 1414.903372 2 707.9547119 -0.865459719 -0.000612271 54.3395236432189371 TMEM165 transmembrane protein 165 precursor 55858 NP_060945.2 13.27160494 1 2 2 26 324 34.883 7.02 1.19 1.35 1.31 1.28 Significant 0.0014 NKEPPAPAQQLQPQPVAVQGPEPAR 14 32189371 2xTMT6plex [N-Term; K2] 1.189 1.302 1.269 6.375489235 47.72 1 3105.720937 4 777.1859741 0.363765579 0.000282439 48.45234919MSPDEGQEELEEVQAELK 12 32189371 2xTMT6plex [N-Term; K18] 1.186 1.386 1.436 6.046601772 61.23 0 2519.25872 2 1260.133911 0.724655872 0.000912798 74.880051828923712 ACTR10 actin-related protein 10 55860 NP_060947.1 26.13908873 1 7 7 38 417 46.277 7.37 1 1.14 0.98 1.04 Significant 0.00233 VVQYNINTEELYSYLK 2 8923712 2xTMT6plex [N-Term; K16] 1.034 4.886160851 51.2 0 2434.326998 3 812.1126709 -1.453680911 -0.001179578 88.30118506
ELETQLLEQCTVDTSVAK 2 8923712 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C10] 1.241 2.878239393 14.37 0 2522.34239 3 841.4512329 -1.286482574 -0.00108165 66.08555875

VVIIESVLCPSHFR 2 8923712 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.967 5.385925293 33.39 0 1885.056705 3 629.0236816 -0.113332466 -7.12E-05 84.71837403FNIDGNNERPSPPPNVDYPLDGEK 4 8923712 2xTMT6plex [N-Term; K24] 1.136 0.778 4.181621552 20.81 0 3142.584562 3 1048.198486 -1.163604527 -0.001218909 62.00564453EQSLPSVMGSVPEGVLEDIK 20 8923712 2xTMT6plex [N-Term; K20] 1.002 1.073 0.949 5.096617222 44.98 0 2572.394426 3 858.1352539 -1.25067572 -0.00107241 94.99406517EYYNQTGR 4 8923712 1xTMT6plex [N-Term] 1.42 1.09 2.783617735 27.37 0 1259.621781 2 630.3149414 0.655008124 0.000412531 18.48349497ILHILGSIR 4 8923712 1xTMT6plex [N-Term] 1.254 1 2.559798002 29.25 0 1250.814608 3 417.6096802 -0.096323352 -4.02E-05 69.4121711302129698 TMEM126B complex I assembly factor TMEM126B, mitochondrial isoform a 55863 NP_060950.3 6.086956522 1 1 1 6 230 25.926 8.81 1.38 1.31 1.24 1.31 Significant 0.00095
LFVIDALYSDNISK 6 302129698 2xTMT6plex [N-Term; K14] 1.378 1.31 1.236 3.586051702 55.32 0 2056.173064 3 686.0635986 1.545944013 0.001059576 98.13625422

46094081 ASAP1 arf-GAP with SH3 domain, ANK repeat and PH domain-containing protein 1 isoform 1 50807 NP_060952.2 7.08591674 1 5 6 19 1129 125.42 7.31 1.27 1.29 1.41 1.32 Significant 0.00109
SKPTVDIVNQAGETALDIAK 2 46094081 3xTMT6plex [N-Term; K2; K20] 1.43 6.340287209 51.56 0 2757.59652 3 919.8717041 1.464556057 0.001346218 78.74243129GVDLLQNLIK 6 46094081 2xTMT6plex [N-Term; K10] 0.477 1.198 1.526 3.655079603 46.58 0 1570.993249 2 785.9998779 -0.490180735 -0.000385035 89.48534443LNELLEAIK 6 46094081 2xTMT6plex [N-Term; K9] 1.32 1.288 1.536 3.836995363 49.66 0 1500.940151 2 750.9727173 -1.32795414 -0.00099659 95.8022002DLPPKPQLGDLLAK 2 46094081 3xTMT6plex [N-Term; K5; K14] 0.978 2.908901453 3.95 0 2192.362151 3 731.458374 -0.72174649 -0.000527443 76.4752413IQSLELDKLGTSELLLAK 1 46094081 3xTMT6plex [N-Term; K8; K18] 1.818 2.307154417 1 2658.62603 3 886.876709 -3.932853571 -0.003485329 95.33009579SFDLISHNR 2 46094081 1xTMT6plex [N-Term] 1.207 2.404109001 8.79 0 1317.711265 3 439.9083862 -0.50040446 -0.000219796 37.74100227126722884 CBWD1 COBW domain-containing protein 1 isoform 1 55871 NP_060961.3 13.16455696 1 3 3 18 395 44.041 4.86 1.15 1.21 1.15 1.17 Significant 0.000292

IPVTIITGYLGAGK 10 126722884 2xTMT6plex [N-Term; K14] 1.201 1.272 1.148 4.120711327 42.73 0 1861.156292 3 621.0564575 -0.791154087 -0.00049082 100.2772464VAVILNEFGEGSALEK 6 126722884 2xTMT6plex [N-Term; K16] 1.035 1.14 4.550777912 52.26 0 2134.215991 3 712.0768433 -0.006918158 -4.92E-06 90.3445741VDLSNVLDLHAFDSLSGISLQK 2 126722884 2xTMT6plex [N-Term; K22] 0.892 4.854371071 38.27 0 2829.57623 3 943.8654785 1.997658453 0.001884176 103.857772540254924 LRRC59 leucine-rich repeat-containing protein 59 55379 NP_060979.2 55.04885993 1 17 17 219 307 34.909 9.57 1.31 1.25 1.32 1.29 Significant 0.000286 VTELQQQPLCTSVNTIYDNAVQGLR 6 40254924 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.967 1.511 0.71 5.639958382 53.68 0 3076.593464 3 1026.199829 -2.772470725 -0.002843255 84.34684965LVNLQHLDLLNNK 4 40254924 2xTMT6plex [N-Term; K13] 1.424 1.268 4.804421425 36.95 0 1992.200616 3 664.7381592 -0.347269714 -0.00023061 78.93220089LDGNELDLSLSDLNEVPVK 12 40254924 2xTMT6plex [N-Term; K19] 1.251 0.887 1.199 4.712977886 45.5 0 2528.385969 2 1264.697632 0.797968308 0.001008786 89.73546384DKLDGNELDLSLSDLNEVPVK 17 40254924 3xTMT6plex [N-Term; K2; K21] 1.305 1.291 1.334 6.189713001 50.61 1 3000.670807 3 1000.894958 -0.161681087 -0.000161717 82.23941104
LTTLPSDFCGLTHLVK 21 40254924 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 1.323 1.294 1.399 6.066757679 48.99 0 2260.277546 3 754.0964355 -1.235520558 -0.000930873 92.25260816

LVTLPVSFAQLK 51 40254924 2xTMT6plex [N-Term; K12] 1.348 1.28 1.349 4.829711437 63.05 0 1774.124263 2 887.5657349 -0.039632758 -3.52E-05 98.90355872DKLDGNELDLSLSDLNEVPVKELAALPK 4 40254924 4xTMT6plex [N-Term; K2; K21; K28] 1.315 1.436 5.931864262 17.77 2 3952.266415 5 791.2568359 -2.869581984 -0.002268271 99.44946653LQQLPADFGR 12 40254924 1xTMT6plex [N-Term] 1.077 1.312 1.253 3.405971527 38.32 0 1373.773865 2 687.3897705 -1.165165837 -0.000800337 52.96348204ATILDLSCNK 10 40254924 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.308 1.49 1.331 4.098199844 56.08 0 1592.908199 2 796.9571533 -0.73407832 -0.00058466 59.6431833
WLDLKDNPLDPVLAK 17 40254924 3xTMT6plex [N-Term; K5; K15] 2.359 2.405 2.838 5.120062828 20.13 1 2424.446943 3 808.8213501 1.053325987 0.000851244 92.64069693RHEILQWVLQTDSQQ 6 40254924 1xTMT6plex [N-Term] 0.787 0.578 0.601 5.080539227 26.54 1 2110.124267 3 704.0462036 -0.099292804 -6.98E-05 64.98508569HEILQWVLQTDSQQ 8 40254924 1xTMT6plex [N-Term] 0.912 0.775 0.65 2.831264496 28 0 1954.023156 2 977.5150757 -0.144012015 -0.000140701 73.55934928VAGDCLDEK 12 40254924 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.297 1.438 1.314 3.196619749 37.02 0 1464.776851 2 732.8920898 0.035641948 2.61E-05 33.91834135

KEANQAPK 12 40254924 3xTMT6plex [N-Term; K1; K8] 1.232 1.152 1.351 4.192910194 16.08 1 1572.967652 3 524.9939575 -0.211734428 -0.000111017 19.12237523AVQADQER 12 40254924 1xTMT6plex [N-Term] 1.193 1.298 1.393 3.101034164 35.86 0 1145.611216 2 573.3088989 -0.606871186 -0.000347619 15.3889122ELAALPK 12 40254924 2xTMT6plex [N-Term; K7] 1.337 1.183 1.555 2.338973761 27.85 0 1199.77638 2 600.3914795 -0.581838113 -0.000349038 50.30421137EANQAPK 3 40254924 2xTMT6plex [N-Term; K7] 1.044 1.205 2.507893085 21.43 0 1215.709757 2 608.3580933 -0.697120803 -0.000423748 17.96111599
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20127652 PARL presenilins-associated rhomboid-like protein, mitochondrial isoform 1 preproprotein 55486 NP_061092.3 5.277044855 1 1 1 8 379 42.163 9.79 0.99 1.46 1.11 1.19 Significant 0.0138
SALIPPVEETVFYPSPYPIR 8 20127652 1xTMT6plex [N-Term] 0.991 1.461 1.109 4.200316906 24 0 2504.363829 3 835.4553223 -4.957340057 -0.004138328 92.54931849

8923942 NOP10 H/ACA ribonucleoprotein complex subunit 3 55505 NP_061118.1 45.3125 1 3 3 30 64 7.701 9.99 1.18 1.13 1.16 1.16 Significant 0.000158 MFLQYYLNEQGDR 18 8923942 1xTMT6plex [N-Term] 1.191 1.124 1.161 3.810510397 46.91 0 1905.936649 2 953.4713135 -0.681594992 -0.000649538 76.54259823KFDPMGQQTCSAHPAR 10 8923942 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C10] 1.17 1.195 1.164 5.762784481 31.29 1 2289.163261 4 573.0459595 -0.547496719 -0.000313327 33.05227011
FDPMGQQTCSAHPAR 2 8923942 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.966 2.75860405 13.03 0 1931.905366 3 644.6400757 0.159138634 0.00010248 32.74587938923920 H2AFY2 core histone macro-H2A.2 55506 NP_061119.1 34.67741935 1 12 14 117 372 40.033 9.69 0.99 0.97 1.07 1.01 Significant 0.000914 SQGPLEVAEAAVSQSSGLAAK 12 8923920 2xTMT6plex [N-Term; K21] 0.926 1.093 1.015 7.059446335 55.23 0 2458.355338 3 820.1220703 -1.497103549 -0.001226804 79.18370094GVTIASGGVLPR 2 8923920 1xTMT6plex [N-Term] 0.968 4.179110527 56.61 0 1355.820815 2 678.413147 -1.326078393 -0.000898962 48.4168101AISAHFDDSSASSLK 6 8923920 2xTMT6plex [N-Term; K15] 1.144 0.978 1.203 5.756135464 54.98 0 1994.059491 3 665.3579102 -0.157207572 -0.000104494 44.26617222KSQGPLEVAEAAVSQSSGLAAK 6 8923920 3xTMT6plex [N-Term; K1; K22] 0.948 1.56 1.13 6.161429405 49 1 2815.613233 3 939.2069702 -2.441977964 -0.002291888 74.69118831HILLAVANDEELNQLLK 42 8923920 2xTMT6plex [N-Term; K17] 1.204 1.237 0.657 6.895085812 70.25 0 2391.401166 3 797.8063965 1.451037649 0.001156671 86.65394092SETILSPPPEK 6 8923920 2xTMT6plex [N-Term; K11] 0.736 0.702 0.965 3.282011271 34.13 0 1655.962009 2 828.4838257 -0.98669704 -0.000816966 47.9694794

NCLSAAEDK 4 8923920 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.129 0.707 2.913927317 42.29 0 1465.7721 2 733.390564 1.194919516 0.00087574 28.68960462
QTAAQVTLK 2 8923920 2xTMT6plex [N-Term; K9] 1.24 3.781861782 43.9 0 1417.877885 2 709.4425659 -0.021189457 -1.50E-05 34.89974095GKSETILSPPPEK 2 8923920 3xTMT6plex [N-Term; K2; K13] 1.233 4.993890762 20.83 1 2070.241367 3 690.7514038 -0.825582101 -0.000569718 56.47466864AGVIFPVGR 12 8923920 1xTMT6plex [N-Term] 1.01 0.95 1.032 3.243834019 33.71 0 1144.703995 2 572.8557129 0.134900595 7.72E-05 53.04460751IHPELLAK 6 8923920 2xTMT6plex [N-Term; K8] 0.898 0.909 1.045 3.398951769 22.94 0 1378.882242 3 460.298645 -0.624144238 -0.000286874 47.32486764
NCLSAAEDKK 3 8923920 3xTMT6plex [N-Term; K9; K10]; 1xCarbamidomethyl [C2] 1.22 1.093 2.857936382 4.12 1 1823.029995 3 608.3486938 0.841183619 0.000511168 32.0955722

SLVLGQK 8 8923920 2xTMT6plex [N-Term; K7] 0.834 1.013 1.069 3.189833879 29.39 0 1202.787279 2 601.8966064 -1.116738926 -0.0006716 45.09361035EFLETVK 6 8923920 2xTMT6plex [N-Term; K7] 0.974 1.001 0.986 3.070423603 34.58 0 1323.792424 2 662.3994751 -0.567146838 -0.000375392 51.709913918923892 PXMP2 peroxisomal membrane protein 2 5827 NP_061133.1 8.717948718 1 2 2 10 195 22.238 10.58 1.32 1.32 1.14 1.26 Significant 0.00226 ALAQYLLFLR 4 8923892 1xTMT6plex [N-Term] 1.376 0.993 3.957839727 30.45 0 1436.882687 2 718.9450684 0.120287308 8.64E-05 102.6150821LYPVLTK 6 8923892 2xTMT6plex [N-Term; K7] 1.302 1.518 1.136 2.417378902 20.2 0 1291.838981 2 646.4226074 -0.806955252 -0.000521228 63.72221877
119829191 VPS33B vacuolar protein sorting-associated protein 33B isoform 1 26276 NP_061138.3 10.69692058 1 6 6 20 617 70.54 6.71 0.94 0.74 0.75 0.81 Significant 0.00639

DQLIYLLEQLPGK 6 119829191 2xTMT6plex [N-Term; K13] 0.895 0.71 0.735 3.783096552 41.37 0 1988.183235 3 663.3991089 -0.232025819 -0.00015377 108.2727739NLEEEEDGETK 2 119829191 2xTMT6plex [N-Term; K11] 1.085 3.235174894 27.45 0 1750.87471 2 875.9412842 0.332444904 0.000291035 27.17871099VLLNAEDK 6 119829191 2xTMT6plex [N-Term; K8] 0.959 0.804 0.816 3.104616404 25.95 0 1359.824787 2 680.4156494 -0.562478256 -0.000382436 49.5573522VDGEYDLK 4 119829191 2xTMT6plex [N-Term; K8] 1.113 0.802 2.894530058 32.62 0 1396.772417 2 698.8883667 -2.119422983 -0.001480176 42.24109324ESTSYIEEHIDR 1 119829191 1xTMT6plex [N-Term] 0.909 2.491725445 0 1707.838709 3 569.9509888 -0.173571078 -9.88E-05 35.48459872LLNCSDFAFTDMTK 1 119829191 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 0.834 1.445852757 0 2121.076069 3 707.694519 -3.330951302 -0.002355067 84.80676959
29725607 UNC45A protein unc-45 homolog A isoform 2 55898 NP_061141.2 35.80508475 1 29 29 179 944 103.011 6.07 1.12 1.12 1.08 1.11 Significant 0.000145 TESPVLTSSCR 6 29725607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.371 1.794 1.561 3.982960224 37.56 0 1465.751809 2 733.3793335 -0.285742654 -0.000209414 26.14288677VEQMFQILLDPEEK 14 29725607 2xTMT6plex [N-Term; K14] 1.083 1.139 1.166 5.111674786 44.85 0 2177.192813 3 726.4018555 -0.826694696 -0.000599958 108.2431407LLDMGETDLMLAALR 18 29725607 1xTMT6plex [N-Term] 1.078 1.112 1.12 5.111442089 73.32 0 1891.023022 2 946.0139771 -1.239582179 -0.001172039 105.9454061EIASTLMESEMMEILSVLAK 6 29725607 2xTMT6plex [N-Term; K20] 2.201 1.118 1.294 6.068509579 41.62 0 2683.437218 3 895.149231 -1.520016521 -0.001359623 113.513599LLVLYSGEDDELLQR 22 29725607 1xTMT6plex [N-Term] 1.114 1.116 1.096 4.757480145 62.1 0 1992.085088 3 664.6999512 0.106730193 7.09E-05 81.90972238AVPMIEGYMFEEHEMIR 4 29725607 1xTMT6plex [N-Term] 1.149 1.05 4.65196228 64.4 0 2311.112247 3 771.0421143 -0.198007069 -0.000152539 79.9774772ALIPLALEGTDVGQTK 14 29725607 2xTMT6plex [N-Term; K16] 1.139 1.083 1.088 4.508107662 70.33 0 2084.236727 2 1042.620605 -1.339791428 -0.001396221 83.82586235

AIQTVSCLLQGPCDAGNR 6 29725607 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C13] 1.028 1.695 0.908 5.286349297 36.44 0 2189.100437 3 730.3702393 -1.951923488 -0.001424319 67.96157444
SWFEGQGLAGK 10 29725607 2xTMT6plex [N-Term; K11] 1.135 1.13 1.112 4.536013126 43.47 0 1637.905163 2 819.4555054 -0.872124861 -0.000714229 62.23993375TLVGICSEHQSR 4 29725607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.025 1.58 3.903675079 25.67 0 1615.842355 3 539.2858276 0.35533179 0.000191387 29.49526372WLCNDQIDAGTR 2 29725607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.911 3.185191631 19.11 0 1677.82162 2 839.4137573 -0.823693977 -0.000691006 46.03823938EEFVEDAAALK 2 29725607 2xTMT6plex [N-Term; K11] 0.91 3.825830221 46.51 0 1679.925623 2 840.4678345 1.648385663 0.001384583 62.57890296LDQAVLDLQR 2 29725607 1xTMT6plex [N-Term] 0.868 3.259387732 28.73 0 1399.810644 2 700.4089355 -0.03570215 -2.50E-05 59.71951262NIGGQIQEK 6 29725607 2xTMT6plex [N-Term; K9] 1.223 1.196 1.003 3.825293303 44.73 0 1444.852399 2 722.9293213 -0.714821719 -0.000516406 34.45558214LTITSNPEMTFPGER 6 29725607 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.891 1.023 1.048 3.169658899 45.85 0 1937.983994 2 969.4941406 -1.54243792 -0.00149461 53.55648138DNALTLLIK 4 29725607 2xTMT6plex [N-Term; K9] 1.014 0.991 2.879256248 44.68 0 1458.929586 2 729.9681396 -0.40015168 -0.000291897 78.82970256GTVVAQGGGR 6 29725607 1xTMT6plex [N-Term] 1.016 1.222 1.063 3.288316488 52.25 0 1130.647936 2 565.8268433 -1.350072391 -0.000763228 17.38546562QFAEGSTLK 6 29725607 2xTMT6plex [N-Term; K9] 1.27 1.02 0.989 3.858858347 49.5 0 1438.830601 2 719.9188843 -0.075599805 -5.44E-05 38.64892765LEDYDKAETEASK 8 29725607 3xTMT6plex [N-Term; K6; K13] 1.22 0.936 1.246 3.606365204 15.12 1 2186.179555 3 729.3980713 0.048398215 3.53E-05 40.30580602MSASILLSK 2 29725607 2xTMT6plex [N-Term; K9] 1.029 2.316722393 18.08 0 1407.864543 2 704.435791 -0.169056569 -0.000119004 65.52429726EVQDLFEAQGNDR 4 29725607 1xTMT6plex [N-Term] 1.121 1.208 3.446033239 14.9 0 1749.860508 2 875.434021 0.147338709 0.000128911 48.83809275AVEYGLIQPNQDGE 2 29725607 1xTMT6plex [N-Term] 1.042 2.218216419 15.56 0 1761.88566 2 881.4437256 -3.113208905 -0.002742559 53.8135821AAAACLDK 4 29725607 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.117 0.959 3.155812263 33.4 0 1277.728779 2 639.3683472 0.500204698 0.000319563 32.31477775

YMSSTDAK 2 29725607 2xTMT6plex [N-Term; K8] 1.068 2.400707483 8.09 0 1360.718273 2 680.8621826 -0.870492922 -0.000592248 25.87040548AAQALAK 4 29725607 2xTMT6plex [N-Term; K7] 1.09 1.103 3.130168676 38.5 0 1130.729765 2 565.8687134 0.340937176 0.000192754 39.46206755
LCENYIK 6 29725607 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.359 1.432 0.924 2.867990494 13.69 0 1397.786293 2 699.3947754 -2.875452971 -0.002009634 44.73207456
EGNELFK 4 29725607 2xTMT6plex [N-Term; K7] 0.805 0.911 2.66432023 14.89 0 1294.740723 2 647.8743286 0.507790132 0.000328728 44.29356389
ALVGLCK 4 29725607 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.178 1.184 2.392095804 19.71 0 1218.764436 2 609.8858032 -0.0870182 -5.30E-05 51.51826899TVATLSILGTR 1 29725607 1xTMT6plex [N-Term] 1.713 2.447787523 0 1360.836131 2 680.9213257 -0.555682492 -0.000378096 60.807554028923898 RNF114 E3 ubiquitin-protein ligase RNF114 55905 NP_061153.1 33.33333333 1 5 5 20 228 25.677 7.25 0.98 0.89 0.82 0.9 Significant 0.00266 FSYDTFVDYDVDEEDMMNQVLQR 2 8923898 1xTMT6plex [N-Term] 100 4.067215919 41.47 0 3088.375333 3 1030.127808 -2.092947825 -0.002154603 95.1471098DCGGAAQLAGPAAEADPLGR 2 8923898 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1 3.191371441 24.97 0 2126.049782 2 1063.524048 -4.215666515 -0.004481358 57.78930946

NFDQEGLVEHCK 4 8923898 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 0.795 0.836 3.445070505 27.07 0 1933.984218 3 645.3321533 -1.194921366 -0.00077032 40.57741426
YQNYIMEGVK 6 8923898 2xTMT6plex [N-Term; K10] 0.935 1.009 0.884 4.847999573 55.15 0 1702.923849 2 851.9645386 -1.202967216 -0.001024281 59.01810642

YTFPCPYCPEK 6 8923898 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C5; C8] 0.845 0.963 0.751 3.621152878 29.7 0 1919.943599 2 960.4748535 -0.608564101 -0.000584204 58.77184335
31657094 ANLN actin-binding protein anillin isoform 1 54443 NP_061155.2 3.736654804 1 3 3 8 1124 124.122 8.07 0.64 1.13 2.26 1.34 Non-Significant 0.107

LANLAATICSWEDDVNHSFAK 4 31657094 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C9] 1.625 2.259 4.586770058 42.4 0 2820.439085 3 940.8158569 -2.151147051 -0.002022393 110.1546455
EDDRETLVSQCR 2 31657094 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.125 3.507875204 8.87 1 1736.843478 3 579.6183472 -1.721131542 -0.000996445 19.74415427GSVTLSEIR 2 31657094 1xTMT6plex [N-Term] 0.537 2.175884485 13.28 0 1190.694218 2 595.848938 -3.038935928 -0.001809222 39.185167818923900 CMAS N-acylneuraminate cytidylyltransferase 55907 NP_061156.1 42.39631336 1 16 16 121 434 48.349 7.93 1.13 1.04 1.1 1.09 Significant 0.000589 EEGYDSVFSVVR 6 8923900 1xTMT6plex [N-Term] 0.923 0.708 0.942 5.242173195 51.03 0 1615.816518 2 808.4116211 -0.341624494 -0.000276001 57.25161401EVTEPLNLNPAK 15 8923900 2xTMT6plex [N-Term; K12] 1.116 1.011 1.075 4.58116293 44.49 0 1783.036571 2 892.0217285 -0.218805804 -0.000195069 56.16160349

EVAYLGNEVSDEECLKR 8 8923900 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 1.174 1.029 1.109 6.20122242 45.48 1 2469.26956 3 823.7601318 -1.505563527 -0.001239214 53.43292883HLAGVPLIGWVLR 12 8923900 1xTMT6plex [N-Term] 1.227 1.124 1.608 4.673049927 40.79 0 1660.025997 3 554.0136108 0.169816335 9.40E-05 94.78430242GVEKPPHLAALILAR 7 8923900 2xTMT6plex [N-Term; K4] 0.884 0.888 100 4.025393009 38.44 0 2043.284286 4 511.5765686 0.077494876 3.96E-05 72.66459473HLIEMGYLQGGK 6 8923900 2xTMT6plex [N-Term; K12] 1.039 1.093 1.109 4.091100216 33.54 0 1804.019146 3 602.0111084 -0.207578001 -0.000124825 53.31734819AEHSVDIDVDIDWPIAEQR 2 8923900 1xTMT6plex [N-Term] 1.3 4.960914135 10.89 0 2437.219683 3 813.0773926 -0.84478869 -0.000686312 72.42177352
VGLSGAPADACSTAQK 4 8923900 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 0.866 0.893 3.652844191 58.02 0 1991.063196 2 996.0338745 -1.368011105 -0.001361898 38.87949141

EFAEHICLLMEK 9 8923900 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 0.858 1.08 0.717 4.790819168 31.92 0 1978.054212 3 660.0241089 1.800698957 0.001187293 75.19038384GAATSVSNPR 6 8923900 1xTMT6plex [N-Term] 0.893 0.728 0.659 3.972010851 49.46 0 1188.653416 2 594.8301392 -0.348225717 -0.00020696 16.64395987DAIGISLLK 12 8923900 2xTMT6plex [N-Term; K9] 1.124 1.102 1.165 3.708743095 50.83 0 1387.892473 2 694.4489746 -1.297017806 -0.000900061 71.38836324LAVVDEWR 6 8923900 1xTMT6plex [N-Term] 0.862 1.195 1.157 3.110163212 29.86 0 1216.688739 2 608.848999 1.629740469 0.000991443 56.74162197MEVSVSDK 12 8923900 2xTMT6plex [N-Term; K8] 1.414 1.05 1.164 3.065880299 36.55 0 1352.749573 2 676.87854 0.170192717 0.000115114 39.24509334
AVGYICK 6 8923900 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.252 1.277 1.241 2.249747515 26.9 0 1268.7437 2 634.8751831 -0.481444016 -0.000305415 41.44365809

EMGLCWK 4 8923900 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.12 1.081 2.821902275 11.92 0 1381.737235 2 691.3717041 -0.798434642 -0.000551613 57.86359998MAYYEMR 6 8923900 1xTMT6plex [N-Term] 0.802 0.956 1.063 2.303269863 10 0 1192.569217 2 596.7876587 -0.986389025 -0.000588169 37.953749998923904 BIN3 bridging integrator 3 55909 NP_061158.1 8.695652174 1 2 2 10 253 29.646 7.47 0.7 0.89 0.86 0.82 Significant 0.00517 LDYFQPSFESLIR 8 8923904 1xTMT6plex [N-Term] 0.769 0.886 0.855 3.575999498 34.6 0 1843.979166 3 615.3319702 1.188313063 0.000730408 90.69525617LQQLEEQTR 2 8923904 1xTMT6plex [N-Term] 0.605 3.441731691 41.11 0 1373.758609 2 687.3821411 -1.167063432 -0.000801632 38.3757202393102375 FAM114A2 protein FAM114A2 isoform 1 10827 NP_061161.2 38.81188119 1 14 14 77 505 55.434 4.88 1.16 1.12 1.13 1.13 Significant 0.000112 SILNSLSGEELETLK 6 93102375 2xTMT6plex [N-Term; K15] 0.88 1.081 0.978 4.528375626 70.77 0 2091.194921 2 1046.099609 -1.424706979 -0.00148967 82.99550795ENENSSPVAGAFGVFSTISTAVQSTGK 2 93102375 2xTMT6plex [N-Term; K27] 1.493 5.522541046 47.42 0 3143.626093 3 1048.544312 -2.453074717 -0.002570517 106.002831SILSSASATVATVGQGISNVIEK 14 93102375 2xTMT6plex [N-Term; K23] 1.009 1.112 1.011 7.086970329 58.14 0 2690.534031 3 897.5157471 -0.499030693 -0.000447553 103.7048379SVISGGLDALEFIGK 16 93102375 2xTMT6plex [N-Term; K15] 1.029 1.136 1.106 5.176103115 63.93 0 1964.146849 2 982.5778198 0.770730782 0.000756914 97.90592044
SLAELTACSIELFHK 6 93102375 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 1.316 1.232 1.391 6.22361517 37.92 0 2177.204047 3 726.4042969 -2.622338043 -0.001903122 93.25815587

QSEAENTEQVNK 2 93102375 2xTMT6plex [N-Term; K12] 0.653 2.927121162 47.27 0 1834.954691 2 917.9803467 -0.694606047 -0.000637285 20.11161802TMDVIAEGDPGFK 4 93102375 2xTMT6plex [N-Term; K13] 0.73 1.106 2.989346027 37.42 0 1837.977007 2 919.4917603 -0.41506079 -0.000381436 61.90701596DITELFSQLHVSSKPEK 4 93102375 3xTMT6plex [N-Term; K14; K17] 1.227 1.031 5.641170025 13.25 0 2645.511728 4 662.1343384 1.434654621 0.000948849 81.74912426VLPIQDNVSK 6 93102375 2xTMT6plex [N-Term; K10] 1.145 1.09 1.128 3.362131834 59.89 0 1570.956864 2 785.9813843 -0.873260969 -0.000685928 56.43172229
EFTTCLTTAGVK 2 93102375 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.533 4.522994518 31.97 0 1785.982092 2 893.4902344 -4.983443024 -0.00445017 56.50225668

NSESVDQGAKPESK 5 93102375 3xTMT6plex [N-Term; K10; K14] 0.821 0.713 1.242 3.300315619 4.8 0 2163.186037 3 721.7329712 -0.775178719 -0.000558952 22.96660374VELEQLK 6 93102375 2xTMT6plex [N-Term; K7] 1.125 0.999 0.964 3.261291981 40.86 0 1316.818973 2 658.9127197 -0.615587177 -0.000405308 53.98465458KQEVTAIER 2 93102375 2xTMT6plex [N-Term; K1] 1.534 2.772252321 8.84 1 1531.920813 3 511.3120117 0.436880448 0.000223089 28.30083725ELSSLSK 2 93102375 2xTMT6plex [N-Term; K7] 1.401 1.935695648 5.13 0 1221.745474 2 611.37677 0.645993031 0.00039462 40.75347807
507834119 ARL6IP4 ADP-ribosylation factor-like protein 6-interacting protein 4 isoform 1 51329 NP_061164.3 8.788598575 1 3 3 18 421 44.888 10.93 1.07 1.05 1.05 1.06 Significant 0.0000398

SAGEEEDGPVLTDEQK 6 507834119 2xTMT6plex [N-Term; K16] 1.063 1.228 1.202 4.703136444 51.45 0 2162.086493 3 721.3652344 -2.471346552 -0.001781088 36.11974105GDGEVLEEIVTK 8 507834119 2xTMT6plex [N-Term; K12] 1.065 0.991 3.635746002 66.16 0 1746.988952 2 873.9991455 1.18075482 0.001031383 70.25583678GDCLAFQMR 4 507834119 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.06 0.985 2.613461256 21.31 0 1326.649593 2 663.8273315 -1.663170195 -0.001103222 45.271053758923911 LANCL2 lanC-like protein 2 55915 NP_061167.1 7.555555556 1 3 3 8 450 50.821 7.43 0.76 0.88 0.62 0.75 Significant 0.0098 IKDLLQQMEEGLK 4 8923911 3xTMT6plex [N-Term; K2; K13] 0.764 0.621 4.653096199 20.35 1 2232.324051 3 744.7784424 -1.468044732 -0.001092384 97.12413239FPAFELDSSK 2 8923911 2xTMT6plex [N-Term; K10] 0.876 3.462915659 37.39 0 1598.88303 2 799.9453125 0.199032696 0.000159115 72.02045102
SDCESQECVTK 2 8923911 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C3; C8] 0.883 2.340431929 10.69 0 1800.850821 2 900.9301758 1.251848556 0.001127196 21.5778134

38788380 DHTKD1 probable 2-oxoglutarate dehydrogenase E1 component DHKTD1, mitochondrial 55526 NP_061176.3 22.30685528 1 14 14 99 919 102.977 6.93 1.07 1.06 1.1 1.08 Significant 0.000125
KDVIIDLLCYR 6 38788380 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C9] 1.176 1.24 1.355 3.835153103 24.75 1 1866.092312 3 622.7018433 -0.715449517 -0.000445032 86.75458275

LMLESQEFDHFLATK 12 38788380 2xTMT6plex [N-Term; K15] 1.014 1.019 1.085 4.567747593 49.22 0 2267.214611 3 756.4092407 -0.636098596 -0.000480724 86.83965221SIPDTYAEHLIAGGLMTQEEVSEIK 6 38788380 2xTMT6plex [N-Term; K25] 1.067 1.07 4.517805099 24.22 0 3189.675351 4 798.1746216 0.409188391 0.000326295 90.45390417
VEELCPFPLDSLQQEMSK 16 38788380 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C5] 1.177 1.093 1.864 5.216196537 45.07 0 2608.340282 3 870.1193237 1.202278487 0.001045317 99.77481267

LPAAVSTLQEMAPGTTFNPVIGDSSVDPK 26 38788380 2xTMT6plex [N-Term; K29] 1.079 1.064 1.096 7.151298523 45.82 0 3400.807428 4 850.956665 -0.763849117 -0.000649426 97.75580554EPQGALERPPVDHGLAR 4 38788380 1xTMT6plex [N-Term] 0.634 1.029 5.84219265 18.93 0 2071.124601 4 518.5354004 -2.331968582 -0.001207449 30.45283206LVGRPPLPVPAVGIGTVHLHQHEDILAK 2 38788380 2xTMT6plex [N-Term; K28] 1.086 6.805326462 33.61 0 3422.020019 6 571.1758423 -0.394141196 -0.000224793 76.5332668KPLIVASPK 6 38788380 3xTMT6plex [N-Term; K1; K9] 0.999 0.995 1.009 5.060805321 30.18 0 1640.107775 3 547.3742676 0.289501935 0.000158271 47.66049899ELQMHSHLLK 4 38788380 2xTMT6plex [N-Term; K10] 1.133 1.03 3.782728672 30.64 0 1693.982367 4 424.2514038 0.837266316 0.000354579 49.83108546
TLVFCSGK 2 38788380 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 0.939 2.30380249 12.94 0 1369.791379 2 685.3995361 0.304291319 0.000208408 50.88354547

SSLYCSDIGK 4 38788380 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.718 1.242 3.02939868 18.26 0 1587.845265 2 794.4252319 -1.308366034 -0.001038741 39.92358283
LVTVYCEHGHK 6 38788380 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.17 1.211 1.355 3.162678719 16.51 0 1800.983096 4 451.0014648 0.518558449 0.000233479 34.77230466

HFYSLVK 2 38788380 2xTMT6plex [N-Term; K7] 1.361 2.695875645 14.81 0 1351.813829 3 451.2760925 -0.077097975 -3.47E-05 49.4982039RFEELQK 3 38788380 2xTMT6plex [N-Term; K7] 1.046 0.921 3.027643681 9.54 1 1407.83602 3 469.9492188 -2.072315211 -0.000972493 33.7577061121237783 COG1 conserved oligomeric Golgi complex subunit 1 9382 NP_061184.1 18.06122449 1 14 14 60 980 108.909 7.31 1.02 1.08 1.08 1.06 Significant 0.000356 AELQSIEEGVQGQQDALNSAK 2 21237783 2xTMT6plex [N-Term; K21] 1.109 5.759203434 72.14 0 2673.409558 3 891.8060913 -2.18361388 -0.001945898 62.40927073LDDLLAYLPSDDSSLPK 10 21237783 2xTMT6plex [N-Term; K17] 0.86 0.851 0.867 3.644591331 36.44 0 2320.268815 3 774.0942993 -0.202519974 -0.000156634 100.6025895
AQAISPCVQNFCSALDSK 2 21237783 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C7; C12] 1.229 3.976104259 39.49 0 2454.252136 3 818.7559204 0.436752383 0.0003573 67.68620641

ELLVSALQELESSTSNSPSNK 6 21237783 2xTMT6plex [N-Term; K21] 0.85 0.159 6.061609268 44.6 0 2691.445275 3 897.8191528 -0.88053208 -0.000789968 101.7415503
AQICSLVELLATTLK 4 21237783 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 1.213 1.348 3.488806963 23.53 0 2118.260833 3 706.7576294 -1.179465893 -0.000832805 113.3005381QALTDFLLAR 4 21237783 1xTMT6plex [N-Term] 0.956 1.017 3.372993708 46.31 0 1376.809916 2 688.9091797 0.847273822 0.000583268 82.72385195TQEIIPTQAK 2 21237783 2xTMT6plex [N-Term; K10] 1.827 2.24930644 12.31 0 1586.951778 2 793.9799194 0.493938882 0.000391929 43.43256852ALQLLYDLR 6 21237783 1xTMT6plex [N-Term] 0.596 1.247 3.214468241 41.17 0 1333.804103 2 667.4053345 -0.532510498 -0.000355132 84.23486511AQQPQQPSQEK 6 21237783 2xTMT6plex [N-Term; K11] 1.11 1.345 1.207 3.788496733 24.66 0 1726.948818 3 576.321167 0.075008918 4.32E-05 18.51381696VTLQEMLK 6 21237783 2xTMT6plex [N-Term; K8] 1.148 1.177 0.918 3.523923635 41.45 0 1419.864543 2 710.4347534 -1.629172355 -0.001156602 69.75358694LLNQPHHGAGIK 2 21237783 2xTMT6plex [N-Term; K12] 1.358 2.977668285 15.76 0 1743.042993 4 436.5159912 -0.492510083 -0.000214617 33.4995406LHSVLFMAR 2 21237783 1xTMT6plex [N-Term] 1.559 3.555754185 26.43 0 1302.755378 3 434.9227905 -1.19746807 -0.000520003 52.90349152ATDQYCAR 2 21237783 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.248 2.807198286 14.51 0 1213.583287 2 607.2947388 -0.895332812 -0.00054328 16.18946306DVSPTQAK 6 21237783 2xTMT6plex [N-Term; K8] 0.893 1.037 0.973 3.197671652 20.67 0 1303.762187 2 652.3848267 0.145624957 9.49E-05 32.5864358429789090 RCC2 protein RCC2 55920 NP_061185.1 55.17241379 1 23 23 144 522 56.049 8.78 1.19 1.17 1.12 1.16 Significant 0.000322 DGQILPVPNVVVR 8 29789090 1xTMT6plex [N-Term] 0.91 0.965 3.714177132 34.05 0 1634.979107 3 545.6642456 -0.564602685 -0.000307705 70.40472981GNLYSFGCPEYGQLGHNSDGK 6 29789090 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C8] 1.003 1.711 1.221 4.693525791 46.45 0 2758.329534 3 920.1162109 1.647827949 0.001515084 51.92687033

LIEGLSHEVIVSAACGR 12 29789090 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.098 1.219 1.095 6.149871349 47.01 0 2040.110926 2 1020.554871 -4.147318147 -0.004230495 71.01561321NHTLALTETGSVFAFGENK 6 29789090 2xTMT6plex [N-Term; K19] 1.339 1.422 0.909 6.811443329 54.58 0 2494.334209 3 832.1157227 -0.639072841 -0.000531354 70.64650717AGGAAVVITEPEHTK 6 29789090 2xTMT6plex [N-Term; K15] 1.119 1.07 1.088 5.273714066 52.94 0 1938.106047 3 646.7069702 0.160143214 0.000103458 49.80362065SSIIVAADESTISWGPSPTFGELGYGDHKPK 2 29789090 3xTMT6plex [N-Term; K29; K31] 100 6.76278019 13.86 0 3934.084144 4 984.272644 -3.913934619 -0.003849437 82.07757696TLDGIFSEQVAMGYSHSLVIAR 2 29789090 1xTMT6plex [N-Term] 1.558 4.557346821 24.92 0 2623.375138 3 875.1277466 -2.459306644 -0.002150561 84.31357509
DVACGANHTLVLDSQK 8 29789090 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C4] 1.255 1.266 1.187 4.864285946 40.13 0 2186.163973 3 729.3919678 -1.199690288 -0.00087424 43.86594262

TVVSGSCAAHSLLITTEGK 6 29789090 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C7] 1.036 1.051 1.221 5.863323212 33.4 0 2389.316116 3 797.109314 -1.14157162 -0.000909192 57.88621606
IEYDCELVPR 12 29789090 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.127 1.435 0.864 4.280488014 50.15 0 1522.777296 2 761.8925171 0.303307443 0.000230935 50.43861534GQLGHGDTK 8 29789090 2xTMT6plex [N-Term; K9] 1.224 1.259 1.221 4.474206924 35.18 0 1370.779234 3 457.5979614 0.070877455 3.24E-05 18.37702393

MACGAEFSMIMDCK 2 29789090 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C3; C13] 2.354 3.186799765 27.55 0 2108.971152 3 703.6607666 -1.61482309 -0.001135205 85.21550405VFSWGFGGYGR 6 29789090 1xTMT6plex [N-Term] 1 1.075 1.01 3.574553013 12.88 0 1461.74765 2 731.3771362 -0.447757903 -0.000327255 73.47969272AVQDLCGWR 6 29789090 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.39 1.169 1.446 4.017066479 44.83 0 1333.688421 2 667.347168 -1.021169921 -0.000680961 45.34418903SSTAAQEVK 8 29789090 2xTMT6plex [N-Term; K9] 1.237 1.216 1.427 3.829641819 46.61 0 1378.794215 2 689.9041138 4.885231595 0.003367865 20.5855189YGCLAGVR 4 29789090 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.362 0.827 2.284372091 20.31 0 1124.60838 2 562.8076782 -0.267012671 -0.000150142 34.29710589DESETEKEK 5 29789090 3xTMT6plex [N-Term; K7; K9] 1.636 1.784 1.472 2.367427349 2.01 1 1781.973585 3 594.6622925 -0.707518116 -0.00042026 19.36730825VAIFIEK 4 29789090 2xTMT6plex [N-Term; K7] 1.208 1.205 3.323828697 27.4 0 1277.823331 2 639.4152222 -0.127485591 -8.15E-05 70.49888825ESTMYPK 12 29789090 2xTMT6plex [N-Term; K7] 1.178 1.228 1.173 2.814277411 24.2 0 1313.717545 2 657.3626099 0.303129515 0.000199113 31.04933266LGHAEQK 4 29789090 2xTMT6plex [N-Term; K7] 0.928 0.877 2.969049454 18.43 0 1240.741392 3 414.2526245 1.554228116 0.000642798 19.61839654LFDFPGR 10 29789090 1xTMT6plex [N-Term] 1.105 1.179 1.267 2.487229109 23.31 0 1080.603946 2 540.8056641 0.097283561 5.26E-05 60.30034788LPEYNPR 2 29789090 1xTMT6plex [N-Term] 1.124 2.192553282 5.22 0 1117.620325 2 559.3132935 -0.907621233 -0.000507188 34.84659714KLPEYNPR 5 29789090 2xTMT6plex [N-Term; K1] 1.355 1.375 1.127 3.112958908 11.72 1 1474.87822 3 492.2973022 -0.587263211 -0.000288714 33.3096625616306479 CEP41 centrosomal protein of 41 kDa isoform 1 95681 NP_061188.1 10.45576408 1 3 3 14 373 41.343 8.32 0.85 0.43 0.59 0.62 Significant 0.0365 LASQAATTMCER 6 16306479 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.513 0.491 0.593 4.041722298 31.55 0 1567.776978 2 784.3922119 0.107877668 8.46E-05 46.06876187LEDNDSAASDPDAETTAR 6 16306479 1xTMT6plex [N-Term] 0.01 2.771986246 30.14 0 2106.962466 2 1053.984863 -0.007488268 -7.89E-06 25.86876514LDTGNSMTK 2 16306479 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 0.983 1.381782293 14.28 0 1440.776851 2 720.8930054 1.307053335 0.000941586 23.5725584621626466 MATR3 matrin-3 isoform a 9782 NP_061322.2 51.23966942 1 40 40 417 847 94.565 6.25 1.39 1.38 1.38 1.38 Significant 0.00000581 LCSLFYTNEEVAK 20 21626466 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 1.607 1.575 1.575 4.272162914 43.7 0 2032.082535 2 1016.544128 -0.764966007 -0.000777237 70.59737617
GAPPSSNIEDFHGLLPK 18 21626466 2xTMT6plex [N-Term; K17] 1.259 1.332 1.347 5.504395485 47.99 0 2237.233038 3 746.4127197 -4.216100938 -0.003144133 63.74319449YQLLQLVEPFGVISNHLILNK 6 21626466 2xTMT6plex [N-Term; K21] 1.382 1.122 1.126 5.727620602 51.14 0 2896.706456 3 966.2373047 -3.139892715 -0.003031783 112.5095996GDADQASNILASFGLSAR 24 21626466 1xTMT6plex [N-Term] 1.52 1.629 1.449 6.785535812 82.96 0 2022.045348 2 1011.526306 -0.006125141 -6.19E-06 81.62318701DSFDDRGPSLNPVLDYDHGSR 4 21626466 1xTMT6plex [N-Term] 2.018 1.672 5.445661068 28.21 1 2591.232373 4 648.5616455 -2.941121309 -0.001905282 49.93821678IGPYQPNVPVGIDYVIPK 34 21626466 2xTMT6plex [N-Term; K18] 1.291 1.384 1.268 4.91245079 46.56 0 2427.405189 3 809.8057861 -0.982053418 -0.000794614 88.7223564VIHLSNLPHSGYSDSAVLK 8 21626466 2xTMT6plex [N-Term; K19] 1.205 1.441 1.418 6.133685589 33.63 0 2495.402229 4 624.6062622 0.396792995 0.00024754 58.16945532RTEEGPTLSYGR 6 21626466 1xTMT6plex [N-Term] 1.305 1.24 1.03 6.400663376 52.87 1 1594.83865 3 532.28479 0.731652188 0.000388956 37.72286798DLSAAGIGLLAAATQSLSMPASLGR 20 21626466 1xTMT6plex [N-Term] 1.363 1.38 1.234 7.979106903 91.09 0 2600.427902 3 872.8087769 -4.219376747 -0.003679891 109.7152227DLSAAGIGLLAAATQSLSMPASLGR 18 21626466 1xTMT6plex [N-Term]; 1xOxidation [M19] 1.269 1.224 1.98 7.233460903 97.84 0 2616.422817 3 872.8087769 -4.219376747 -0.003679891 109.7152227GPSLNPVLDYDHGSR 6 21626466 1xTMT6plex [N-Term] 1.112 1.177 4.002440453 31.04 0 1855.949991 3 619.3216553 0.227010596 0.00014044 46.23998663TEEGPTLSYGR 10 21626466 1xTMT6plex [N-Term] 1.236 1.183 0.869 4.526623249 42.12 0 1438.737539 2 719.8725586 0.209577836 0.000150764 43.36354796INEAFIEMATTEDAQAAVDYYTTTPALVFGKPVR 4 21626466 2xTMT6plex [N-Term; K31] 1.882 100 7.006311417 30.08 0 4191.172417 4 1048.548462 -0.095368005 -9.99E-05 112.0367063

EDAMAMVDHCLK 10 21626466 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.507 1.648 1.381 4.909309864 49.33 0 1877.932382 2 939.4664917 -3.554489835 -0.003337546 55.22005478
GYPHLCSICDLPVHSNK 14 21626466 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C6; C9] 1.851 1.594 1.907 7.109241486 43.9 0 2455.262641 4 614.5710449 -0.11870115 -7.29E-05 53.01211225

EDAMAMVDHCLKK 6 21626466 3xTMT6plex [N-Term; K12; K13]; 1xCarbamidomethyl [C10] 1.848 2.764 2.158 4.063294888 12.33 1 2235.190277 4 559.5526733 -0.632317812 -0.000353338 53.99474279SQAFIEMETR 10 21626466 1xTMT6plex [N-Term] 1.351 1.156 1.422 3.844799757 57.13 0 1440.735431 2 720.8701172 -1.716376892 -0.001236422 44.52894604KDGSASAAAK 6 21626466 3xTMT6plex [N-Term; K1; K10] 1.356 1.749 1.789 5.107662678 31.12 1 1592.957482 3 531.6575928 0.466748373 0.000247837 19.35507896DGSASAAAK 8 21626466 2xTMT6plex [N-Term; K9] 1.282 1.007 1.212 3.652140856 49.6 0 1235.699587 2 618.3530884 -0.555525141 -0.000343231 19.08525503SQESGYYDR 7 21626466 1xTMT6plex [N-Term] 1.374 1.274 2.232 3.3975389 47.13 0 1333.622175 2 667.3145142 -0.317398507 -0.000211645 16.74750297NTHCSSLPHYQK 4 21626466 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 1.174 1.314 4.674385548 14.5 0 1930.000536 4 483.2550354 -1.152719077 -0.000556187 24.43019921SFQQSSLSR 6 21626466 1xTMT6plex [N-Term] 2.695 3.066 1.201 3.703953743 35.15 0 1268.67963 2 634.8430786 -0.590955683 -0.000374867 24.30755318TESSTEGKEQEEK 6 21626466 3xTMT6plex [N-Term; K8; K13] 1.928 1.944 1.762 4.133501053 9.24 1 2169.148983 3 723.7206421 -0.742180681 -0.000536633 20.32213488DDSFFGETSHNYHK 6 21626466 2xTMT6plex [N-Term; K14] 0.864 0.856 0.88 3.78049016 17.67 0 2142.029253 4 536.2623901 -0.710780734 -0.000380628 47.08897135
EDAMAMVDHCLK 2 21626466 2xTMT6plex [N-Term; K12]; 1xOxidation [M6]; 1xCarbamidomethyl [C10] 1.188 3.27361536 16.96 0 1893.927297 2 939.4664917 -3.554489835 -0.003337546 55.22005478GNLGAGNGNLQGPR 2 21626466 1xTMT6plex [N-Term] 1.135 3.554997683 19.48 0 1553.834568 3 518.6120605 -8.327346839 -0.004313106 29.2284218ITPENLPQILLQLK 10 21626466 2xTMT6plex [N-Term; K14] 0.98 1.072 1.086 4.169380665 25.83 0 2078.298933 3 693.4372559 -0.827028224 -0.000572937 112.7480731DLDELSRYPEDK 7 21626466 2xTMT6plex [N-Term; K12] 1.261 1.462 1.783 3.540732384 8.39 1 1938.022043 3 646.6777954 -1.656121272 -0.001069867 47.64278765VVHIMDFQR 12 21626466 1xTMT6plex [N-Term] 1.453 1.401 1.336 3.371747017 35.98 0 1373.756107 3 463.9216003 -0.556786502 -0.000257932 37.05475319TESSTEGK 6 21626466 2xTMT6plex [N-Term; K8] 0.761 0.77 1.38 3.263937235 33.42 0 1296.704731 2 648.855835 -0.260805808 -0.000169094 17.29348548GPLPLSSQHR 12 21626466 1xTMT6plex [N-Term] 1.178 1.298 1.326 3.811611176 35.75 0 1320.758549 3 440.9243164 -0.116153895 -5.11E-05 28.92753218SQAFIEMETR 4 21626466 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.309 0.806 2.559987545 27.37 0 1456.730346 2 720.8701172 -1.716376892 -0.001236422 44.52894604VVHIMDFQR 12 21626466 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.519 1.377 1.483 3.023949385 39.26 0 1389.751022 3 463.9216003 -0.556786502 -0.000257932 37.05475319MDYEDDRLR 12 21626466 1xTMT6plex [N-Term] 1.472 1.385 1.381 4.113576889 44.71 1 1441.694294 3 481.2362366 -0.095431607 -4.59E-05 26.34246621FDSEYER 12 21626466 1xTMT6plex [N-Term] 1.431 1.577 1.246 3.023633718 42.51 0 1174.557784 2 587.7825317 0.002500143 1.47E-06 26.67682521
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LAEPYGK 14 21626466 2xTMT6plex [N-Term; K7] 1.482 1.406 1.149 2.9424541 20.69 0 1235.739995 2 618.3727417 -1.44702087 -0.000894071 38.13997306MDYEDDR 10 21626466 1xTMT6plex [N-Term] 1.047 1.176 0.954 2.97699976 38.78 0 1172.509119 2 586.7577515 -0.761486881 -0.000446425 19.98602195DLDELSR 6 21626466 1xTMT6plex [N-Term] 1.202 1.301 1.062 3.03319025 41.97 0 1076.578519 2 538.7929688 0.131434909 7.08E-05 31.15317147ALWFQGR 8 21626466 1xTMT6plex [N-Term] 0.703 0.874 0.715 3.095211744 26.18 0 1106.63083 2 553.819397 0.621241785 0.000343743 54.16171911IKNYILMR 4 21626466 2xTMT6plex [N-Term; K2] 1.282 1.359 2.604010344 6.02 1 1508.938711 3 503.6504822 -1.204917591 -0.000606049 58.88640248SGEDGEKDTK 4 21626466 3xTMT6plex [N-Term; K7; K10] 1.203 0.927 1 1.784778357 1 1752.958269 3 584.9910889 0.253326945 0.000148024 17.76948331GIDLLKK 8 21626466 3xTMT6plex [N-Term; K6; K7] 3.332 3.346 2.218 2.090432882 11.92 1 1473.997162 2 737.5021973 -0.029673565 -2.19E-05 56.86655839DDWEEKR 8 21626466 2xTMT6plex [N-Term; K6] 1.547 1.557 1.331 3.33258009 16.63 1 1435.758164 3 479.2575073 -0.136037773 -6.51E-05 26.75459145SKTDGSQK 3 21626466 3xTMT6plex [N-Term; K2; K8] 2.725 3.168 2.831 2.33111167 0.92 1 1537.915282 3 513.3098755 -0.13602515 -6.97E-05 17.34085594
10092657 NDUFA12 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 12 isoform a 55967 NP_061326.1 57.93103448 1 6 6 20 145 17.104 9.63 1.07 1.44 1.22 1.24 Significant 0.00739

GLQQITGHGGLR 2 10092657 1xTMT6plex [N-Term] 1.022 3.635843515 30.44 0 1465.843676 3 489.2859497 -0.259262916 -0.00012668 33.81142406FNVTGTPEQYVPYSTTR 6 10092657 1xTMT6plex [N-Term] 1.188 1.396 4.551041126 45.99 0 2189.107614 2 1095.056885 -0.512093943 -0.000560514 59.73162063NTFWDVDGSMVPPEWHR 5 10092657 1xTMT6plex [N-Term] 0.949 1.107 1.353 2.756176949 6.55 0 2302.091252 3 768.0342407 -1.339430845 -0.001027831 71.8155252WLHSMTDDPPTTKPLTAR 2 10092657 2xTMT6plex [N-Term; K13] 1.522 1.64 3.772585869 0 2525.358649 4 632.0934448 -2.653093701 -0.001675003 51.53479005KFIWTNHK 4 10092657 3xTMT6plex [N-Term; K1; K8] 1.071 1.205 2.61862421 6.49 1 1761.077872 4 441.0255127 1.334058697 0.000587345 46.09994126IQEWIPPSTPYK 1 10092657 2xTMT6plex [N-Term; K12] 2.146764517 0 1917.088606 2 959.0463257 -1.685567794 -0.001615691 69.8318617929568099 NSFL1C NSFL1 cofactor p47 isoform b 55968 NP_061327.2 38.3480826 1 1 12 88 339 37.303 5.11 0.59 0.81 0.8 0.73 Significant 0.00943 DLIHDQDEDEEEEEGQR 24 29568099 1xTMT6plex [N-Term] 0.753 0.773 0.818 5.825651169 53.4 0 2315.010872 3 772.3411255 -0.885155738 -0.000683048 25.07183377SYQDPSNAQFLESIR 8 29568099 1xTMT6plex [N-Term] 0.779 1.001 0.535 3.880511522 44.83 0 1983.997335 2 992.5019531 -0.355675881 -0.00035283 56.92397975EANLLNAVIVQR 10 29568099 1xTMT6plex [N-Term] 0.881 0.752 0.674 4.170786858 64.21 0 1568.932156 2 784.9690552 -0.843101107 -0.000661384 66.18071883ELADESQTLK 8 29568099 2xTMT6plex [N-Term; K10] 0.769 0.766 0.791 4.474023342 53.58 0 1591.894323 2 796.4516602 1.080883621 0.000860326 37.91418852ASSSILIDESEPTTNIQIR 2 29568099 1xTMT6plex [N-Term] 100 3.699377775 30.01 0 2303.229185 2 1152.11853 0.259829495 0.000299223 60.19236252SPNELVDDLFK 8 29568099 2xTMT6plex [N-Term; K11] 0.91 0.705 0.791 3.961558104 50.4 0 1734.967822 2 867.9865723 -1.126475503 -0.000977199 85.86076367RGEVPAELR 6 29568099 1xTMT6plex [N-Term] 0.894 0.706 0.819 5.497050762 39.69 1 1255.732 3 419.2486267 -0.536271311 -0.000224471 23.18536175KSPNELVDDLFK 2 29568099 3xTMT6plex [N-Term; K1; K12] 0.623 4.246362686 15.22 1 2092.225717 3 698.0797119 -0.542378293 -0.000378259 79.58411021SGQQIVGPPR 4 29568099 1xTMT6plex [N-Term] 0.551 1.043 3.400226831 33.98 0 1267.732 2 634.3705444 1.429290408 0.000905979 24.18819741EHGAVAVER 4 29568099 1xTMT6plex [N-Term] 0.974 0.876 3.880844831 19.19 0 1196.658501 3 399.556427 -3.153167037 -0.001257755 16.01797202FYAGGSER 6 29568099 1xTMT6plex [N-Term] 1.096 0.848 0.799 3.168711662 27.03 0 1115.568289 2 558.2868652 -1.6451178 -0.000917621 24.38344531SPGETSKPR 6 29568099 2xTMT6plex [N-Term; K7] 0.585 0.809 0.803 3.216112614 13.08 0 1416.821099 3 472.9451294 -0.186132467 -8.79E-05 29.75627208
51036603 GNG12 guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-12 precursor 55970 NP_061329.3 69.44444444 1 5 5 66 72 8.001 8.97 0.92 0.94 0.99 0.95 Significant 0.00048

ASADLMSYCEEHAR 6 51036603 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.901 0.859 1.038 5.116024017 56.44 0 1868.846848 3 623.6203003 -0.267962618 -0.000166927 35.53162576SDPLLIGIPTSENPFKDK 8 51036603 3xTMT6plex [N-Term; K16; K18] 1.142 1.274 1.172 4.677619934 25.92 1 2658.532129 4 665.3889771 0.733108735 0.000487248 84.8411562TASTNNIAQAR 4 51036603 1xTMT6plex [N-Term] 0.927 0.722 3.824891329 45.71 0 1375.749107 2 688.3782349 0.062726962 4.31E-05 19.56660022SDPLLIGIPTSENPFK 36 51036603 2xTMT6plex [N-Term; K16] 0.928 0.899 0.932 4.793070793 61.4 0 2186.247291 2 1093.626709 -0.526048107 -0.000575036 93.54139404
ASADLMSYCEEHAR 6 51036603 1xTMT6plex [N-Term]; 1xOxidation [M6]; 1xCarbamidomethyl [C9] 0.752 0.87 1.172 4.641653061 43.56 0 1884.841763 3 623.6203003 -0.267962618 -0.000166927 35.53162576LEASIER 6 51036603 1xTMT6plex [N-Term] 1.1 1.393 1.003 2.744112492 28.63 0 1046.60434 2 523.8052979 -0.975685687 -0.000510578 32.39765554

32171238 BAIAP2L1 brain-specific angiogenesis inhibitor 1-associated protein 2-like protein 1 55971 NP_061330.2 38.35616438 1 17 17 87 511 56.847 8.68 0.96 1.02 1.05 1.01 Significant 0.000686
AYTSPLIDMFNNPATAAPNSQR 4 32171238 1xTMT6plex [N-Term] 0.699 1.107 6.293817997 61.45 0 2608.302702 3 870.1047974 -1.097522214 -0.000954223 81.97754121LLEENETEAVTVPTPSPTPVR 4 32171238 1xTMT6plex [N-Term] 1.017 0.903 6.269371986 57.98 0 2508.339464 3 836.784729 0.067627098 5.65E-05 64.80630183IGEIATGSPVSTELGHVLIEISSTHK 6 32171238 2xTMT6plex [N-Term; K26] 0.737 0.545 0.783 7.565283775 53.41 0 3133.750899 4 784.1907959 -3.046118392 -0.002386444 103.4595446VNNSTGTSEDPSLQR 6 32171238 1xTMT6plex [N-Term] 0.718 0.682 0.679 3.217342854 43.08 0 1833.914 2 917.4598389 -0.87161973 -0.000799238 22.84719157NVMEQFNPGLR 4 32171238 1xTMT6plex [N-Term] 0.93 1.002 3.62553525 31.1 0 1533.804513 2 767.4055176 -0.492027337 -0.000377337 54.55634344DGWLYGEHDVSK 2 32171238 2xTMT6plex [N-Term; K12] 0.884 4.812655926 44.48 0 1863.964134 3 621.9918213 -1.72925152 -0.001074421 46.32426591EIEYVETVTSR 8 32171238 1xTMT6plex [N-Term] 0.904 1.16 4.109498978 37.5 0 1554.821269 2 777.9140625 -0.270269007 -0.00021011 57.84056739AVNAMILAGK 4 32171238 2xTMT6plex [N-Term; K10] 1.094 1.311 4.232757092 45.83 0 1445.891427 2 723.4491577 -0.268395196 -0.000194035 62.31595558

WQETCVDAIK 4 32171238 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 0.856 1.013 3.667898893 34.42 0 1707.914013 2 854.4586182 -2.373223619 -0.002026631 54.53535053
AYYDGVAK 6 32171238 2xTMT6plex [N-Term; K8] 1.206 0.996 1.105 3.365742445 37.57 0 1344.756373 2 672.8808594 -1.436007323 -0.00096554 36.66061489EIIHELEK 10 32171238 2xTMT6plex [N-Term; K8] 0.99 1.079 1.029 3.711059093 21.77 0 1468.877551 3 490.296936 -0.882329865 -0.000432012 57.81092248EALLEEK 4 32171238 2xTMT6plex [N-Term; K7] 0.902 0.991 2.861727715 33.18 0 1289.771689 2 645.3890991 -0.594894289 -0.000383639 43.98626084DYDTLSK 6 32171238 2xTMT6plex [N-Term; K7] 0.895 1.129 0.994 3.072065592 32.25 0 1299.719653 2 650.3618164 -2.536798987 -0.001648564 43.27368501NLINLGK 8 32171238 2xTMT6plex [N-Term; K7] 0.904 0.968 0.949 2.707546711 22.84 0 1229.798178 2 615.4019165 -1.319006822 -0.000811056 56.45969402GPEEVNR 6 32171238 1xTMT6plex [N-Term] 0.655 1.334 1.036 2.114806414 8.44 0 1029.552639 2 515.2800903 0.257407006 0.000132507 100.0353061KIELDVK 2 32171238 3xTMT6plex [N-Term; K1; K7] 0.789 1.943935156 11.11 1 1532.002641 3 511.3391724 0.210789352 0.000107643 51.23216211LTESTYR 3 32171238 1xTMT6plex [N-Term] 1.005 1.406 1.889992595 10.78 0 1098.599255 2 549.8033447 0.143813246 7.90E-05 23.723337456549091 BCAP29 B-cell receptor-associated protein 29 isoform b 55973 NP_061332.2 39.8340249 1 12 12 70 241 28.302 9.54 1.74 1.74 1.81 1.76 Significant 0.000175

SHGKDEECVLEAENK 4 56549091 3xTMT6plex [N-Term; K4; K15]; 1xCarbamidomethyl [C8] 1.895 1.543 4.934734344 12.39 1 2432.269449 4 608.8238525 1.698346477 0.001032709 31.5410322
IFSFNVWGK 5 56549091 2xTMT6plex [N-Term; K9] 0.817 2.527 1.979 3.681280851 20.21 0 1555.903706 2 778.4555054 0.017997378 1.40E-05 92.12251842TQAENTNK 4 56549091 2xTMT6plex [N-Term; K8] 1.517 1.364 3.736425638 45.32 0 1363.758164 2 682.3823853 -0.491401045 -0.000335076 16.79345659AQNDVMEMK 6 56549091 2xTMT6plex [N-Term; K9] 0.829 0.6 1.16 2.648440123 27.48 0 1523.796206 2 762.4015503 -0.250580794 -0.000190917 40.353135EHSELQDR 7 56549091 1xTMT6plex [N-Term] 100 1.829 1.876 3.317300558 24.87 0 1242.627595 3 414.8807373 0.05142656 2.13E-05 15.20291778SSTSRPDAYEHTQMK 6 56549091 2xTMT6plex [N-Term; K15]; 1xOxidation [M14] 1.852 1.55 3.640833378 10.84 0 2212.106852 4 549.7833862 -0.10102314 -5.55E-05 20.67345538SSTSRPDAYEHTQMK 6 56549091 2xTMT6plex [N-Term; K15] 1.986 1.733 2.149 4.321491718 16.48 0 2196.111937 4 549.7833862 -0.10102314 -5.55E-05 20.67345538KFMEENEK 6 56549091 3xTMT6plex [N-Term; K1; K8] 2.073 1.749 1.562 2.945954323 10.45 1 1741.976168 3 581.3294067 -1.435786093 -0.000833702 36.93060762YSSVHTIEK 12 56549091 2xTMT6plex [N-Term; K9] 1.583 1.821 1.754 3.438365698 9.55 0 1521.867714 3 507.9607544 -0.002974244 -1.51E-06 30.55507545LVEDQEK 4 56549091 2xTMT6plex [N-Term; K7] 1.563 1.962 2.791605711 26.66 0 1318.761852 2 659.8846436 0.119824042 7.90E-05 29.57213266EYDQLLK 6 56549091 2xTMT6plex [N-Term; K7] 2.178 1.823 2.112 2.953030825 29.07 0 1366.798238 2 683.9016724 -1.587566751 -0.001084942 50.24387984KLVEDQEK 2 56549091 3xTMT6plex [N-Term; K1; K8] 1.089 2.511968136 9.51 1 1676.019747 2 838.5125122 -1.193086144 -0.000999818 30.02250646FMEENEK 2 56549091 2xTMT6plex [N-Term; K7] 1.509 1.92726481 0.5 0 1384.718273 2 692.862854 0.11430326 7.91E-05 37.6615548

9845509 RAC1 ras-related C3 botulinum toxin substrate 1 isoform Rac1b 5879 NP_061485.1 37.44075829 1 3 9 120 211 23.452 8.63 1.08 1.1 1.13 1.1 Significant 0.000173
CVVVGDGAVGK 18 9845509 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.324 1.363 1.255 4.275764465 65.96 0 1518.87142 2 759.9396362 0.379150552 0.00028794 40.53725829

HHCPNTPIILVGTK 16 9845509 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 0.972 0.956 0.95 5.521080971 32.26 0 2045.173021 3 682.3944702 -2.036065128 -0.001388035 47.42811002
LTPITYPQGLAMAK 14 9845509 2xTMT6plex [N-Term; K14] 0.808 0.872 0.892 5.025542736 40.19 0 1962.149826 3 654.7207031 -1.156912163 -0.000756678 77.06291297YLECSALTQR 18 9845509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.007 1.021 1.093 3.971716166 54.12 0 1469.76198 2 735.3829346 -2.304780924 -0.00169374 39.82895513KLTPITYPQGLAMAK 6 9845509 3xTMT6plex [N-Term; K1; K15] 1.078 0.843 0.991 5.003231049 22.57 1 2319.407721 4 580.6068726 -0.88848787 -0.000515191 69.53930463

AVLCPPPVK 25 9845509 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.044 1.053 1.07 3.686556339 58.53 0 1438.885614 2 719.9454956 -1.319749843 -0.000949485 51.77364613TVFDEAIR 6 9845509 1xTMT6plex [N-Term] 1.025 0.816 0.815 3.339183569 42.71 0 1179.657104 2 590.3352051 5.111219378 0.003014743 46.95139242DDKDTIEK 9 9845509 3xTMT6plex [N-Term; K3; K8] 0.934 0.907 0.918 2.76217556 19.93 1 1650.951727 2 825.979126 -0.455547465 -0.000376043 28.82712625LDLRDDKDTIEK 8 9845509 3xTMT6plex [N-Term; K7; K12] 1.457 1.695 1.472 3.671766043 1.06 2 2148.247909 3 716.753418 -1.028062795 -0.000736178 47.4140317112056473 NANS sialic acid synthase 54187 NP_061819.2 55.43175487 1 16 16 158 359 40.281 6.74 1.07 1.14 1.19 1.13 Significant 0.000942 VGSGDTNNFPYLEK 10 12056473 2xTMT6plex [N-Term; K14] 0.842 0.984 1.092 3.772367001 58.66 0 1999.053677 2 1000.033752 3.277147026 0.003275596 57.54690444IPEGTILTMDMLTVK 18 12056473 2xTMT6plex [N-Term; K15] 0.936 0.952 0.994 4.964069843 61.72 0 2120.211106 2 1060.608643 -0.517469108 -0.000548572 102.3705368
WVGGQHPCFIIAEIGQNHQGDLDVAK 2 12056473 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C8] 1.29 7.862575531 35.63 0 3347.735935 4 837.6885986 -1.006826349 -0.000842647 77.20122882

VKIPEGTILTMDMLTVK 10 12056473 3xTMT6plex [N-Term; K2; K17] 1.664 1.95 2.06 5.656945705 46.84 1 2576.537415 3 859.5169067 -0.484194465 -0.000415848 97.99494579VLVTVEEDDTIMEELVDNHGKK 6 12056473 3xTMT6plex [N-Term; K21; K22] 1.188 1.728 1.937 7.958908558 62.06 1 3200.732756 4 800.9378662 -0.974991194 -0.000780172 93.64535532GSDHSASLEPGELAELVR 12 12056473 1xTMT6plex [N-Term] 1.083 1.085 1.245 6.051640987 47.22 0 2096.082127 3 699.3640137 -2.213503142 -0.001546561 61.17699226VLVTVEEDDTIMEELVDNHGK 12 12056473 2xTMT6plex [N-Term; K21] 0.792 0.947 0.96 7.35884428 84.43 0 2843.474861 3 948.4970093 0.567577387 0.000537964 98.31987514
QVYQIVKPLNPNFCFLQCTSAYPLQPEDVNLR 4 12056473 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C14; C18] 1.851 100 6.785028458 38.43 0 4310.250626 4 1078.318115 0.001249927 1.35E-06 97.40314277HLEFSHDQYR 4 12056473 1xTMT6plex [N-Term] 1.17 1.316 4.483353615 49.02 0 1560.775656 3 520.9296265 -0.851983732 -0.000443252 24.37740892IPEGTILTMDMLTVK 7 12056473 2xTMT6plex [N-Term; K15]; 1xOxidation [M] 0.959 3.869464397 34.45 0 2136.206021 2 1060.608643 -0.517469108 -0.000548572 102.3705368GYPPEDIFNLVGK 32 12056473 2xTMT6plex [N-Term; K13] 1.074 1.13 1.15 4.12085247 51.39 0 1907.067871 2 954.0368042 -0.806941161 -0.000769446 89.56069874PLELELCPGR 1 12056473 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.375 22.92 0 1412.776902 2 706.8921509 0.087280456 6.17E-05 60.56958775

ECGADCAK 12 12056473 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C2; C6] 1.796 2.462 2.114 3.322212696 33.39 0 1368.665192 2 684.8361816 -0.077191084 -5.28E-05 18.60364534
QLLPCEMACNEK 2 12056473 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C5; C9] 1.118 3.085960865 18.49 0 1950.985146 2 975.9934692 -2.810956018 -0.002742067 53.04270819

VISEYQK 10 12056473 2xTMT6plex [N-Term; K7] 1.073 1.196 2.083 3.286918402 35.81 0 1324.787673 2 662.8966064 -1.311198323 -0.00086853 38.45309703ALERPYTSK 14 12056473 2xTMT6plex [N-Term; K9] 1.117 1.427 1.345 2.812208652 18.37 0 1522.899349 3 508.3042297 -0.796501106 -0.00040433 28.86416579KALERPYTSK 2 12056473 3xTMT6plex [N-Term; K1; K10] 2.28 1.998 2.633410692 1 1880.157244 4 470.7946472 -0.257916094 -0.000121231 30.0664117311128019 CYCS cytochrome c 54205 NP_061820.1 61.9047619 1 8 8 151 105 11.741 9.57 1.02 1 1.02 1.01 Significant 0.0000433 KTGQAPGYSYTAANK 6 11128019 3xTMT6plex [N-Term; K1; K15] 1.161 0.947 1.007 6.703772545 37.85 1 2244.259143 3 748.7564697 -1.910055854 -0.001428887 33.26465942GIIWGEDTLMEYLENPKK 12 11128019 3xTMT6plex [N-Term; K17; K18] 1.158 1.328 1.232 6.254669666 53.85 1 2823.556964 3 941.8572998 0.135405118 0.000127441 102.955895
GIIWGEDTLMEYLENPKK 11 11128019 3xTMT6plex [N-Term; K17; K18]; 1xOxidation [M10] 1.185 0.917 1.681 4.046671867 23.74 1 2839.551879 3 941.8572998 0.135405118 0.000127441 102.955895
GIIWGEDTLMEYLENPK 10 11128019 2xTMT6plex [N-Term; K17]; 1xOxidation [M10] 0.887 0.88 4.135550976 39.76 0 2482.293984 3 822.7712402 0.039968034 3.29E-05 109.4536481GIIWGEDTLMEYLENPK 29 11128019 2xTMT6plex [N-Term; K17] 0.793 0.788 0.822 5.393876553 66.97 0 2466.299069 3 822.7712402 0.039968034 3.29E-05 109.4536481TGPNLHGLFGR 26 11128019 1xTMT6plex [N-Term] 1.053 0.922 1.059 5.153402805 60.76 0 1397.785098 3 466.5992432 -1.375195525 -0.000640743 48.80897388ADLIAYLK 20 11128019 2xTMT6plex [N-Term; K8] 1.135 1.085 1.095 3.975434303 44.01 0 1364.855359 2 682.9276733 -5.340426928 -0.003644455 78.75283844TGQAPGYSYTAANK 7 11128019 2xTMT6plex [N-Term; K14] 0.776 1.426 1.708408594 18.19 0 1887.001248 2 944.0013428 -3.094170252 -0.002919352 104.8175712MIFVGIK 24 11128019 2xTMT6plex [N-Term; K7] 1.045 1.091 0.995 3.254975319 27.57 0 1265.805572 2 633.4060669 -0.564818921 -0.000357475 75.18748243KYIPGTK 6 11128019 3xTMT6plex [N-Term; K1; K7] 1.081 1.275 1.269 3.086292267 12.02 1 1493.965862 3 498.6608276 1.384322232 0.000689377 37.1977718485815829 SH3BP1 SH3 domain-binding protein 1 23616 NP_061830.3 30.95577746 1 19 19 123 701 75.666 6.77 1.08 1.04 1.09 1.07 Significant 0.000204 TPETAEFLGEDLLQVEQR 16 85815829 1xTMT6plex [N-Term] 1.04 1.098 1.068 6.422642231 56.11 0 2304.192072 3 768.7353516 -0.247502154 -0.000190097 84.29985543LSEEELPAILK 14 85815829 2xTMT6plex [N-Term; K11] 1.243 1.061 1.35 4.573333263 50.96 0 1700.024609 2 850.515625 -0.373841647 -0.00031777 78.77204565LPLMALSTTMAESFK 6 85815829 2xTMT6plex [N-Term; K15] 1.176 1.057 0.899 4.492767334 45.24 0 2098.169241 3 700.0603027 -1.375459529 -0.000961982 111.5215969SLSSLDTALAELR 16 85815829 1xTMT6plex [N-Term] 1.025 0.886 0.921 5.56224966 64.2 0 1604.905667 2 802.9580078 1.914196618 0.001536053 81.19633056VYGVSLATHLQELGR 6 85815829 1xTMT6plex [N-Term] 1.046 1.129 1.099 5.593927383 44.18 0 1872.054062 3 624.6895752 0.058719425 3.66E-05 64.17864598KLPLMALSTTMAESFK 2 85815829 3xTMT6plex [N-Term; K1; K16] 0.968 5.074696541 43.54 1 2455.427136 3 819.1417236 -6.727225305 -0.005506071 101.4862915ALEMSCAIQNQLAR 8 85815829 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.095 1.342 0.996 5.277465343 60.91 0 1833.951254 2 917.4783325 -1.017214025 -0.00093276 68.60649437LQALQEVCSR 2 85815829 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.887 3.362330437 25.37 0 1432.777964 2 716.892334 -0.399979106 -0.000286541 48.45384815ELDPDSSMGK 6 85815829 2xTMT6plex [N-Term; K10] 0.954 1.029 1.038 3.259512186 51.32 0 1536.79798 2 768.9020996 -0.687970224 -0.000528636 36.31008577DEYLADLYHFVTK 6 85815829 2xTMT6plex [N-Term; K13] 0.728 0.834 0.737 4.124760628 32.34 0 2072.110464 3 691.3756714 0.963862782 0.000665743 91.44881033LVSDWNTLK 6 85815829 2xTMT6plex [N-Term; K9] 1.053 1.042 1.082 4.386550426 37.27 0 1533.9041 2 767.4536743 -2.625957638 -0.002013984 63.76234878LAAGASVLK 7 85815829 2xTMT6plex [N-Term; K9] 0.917 1.081 0.938 3.656475544 44.92 0 1287.840043 2 644.4213257 -3.625087476 -0.002334266 52.57016507LAEEQEVNK 6 85815829 2xTMT6plex [N-Term; K9] 1.142 1.136 1.373 4.061190605 37.87 0 1517.857544 2 759.4321289 -0.370566726 -0.000281234 32.00821528QLAQTGSLGR 2 85815829 1xTMT6plex [N-Term] 1.127 3.613046646 33.11 0 1259.726915 2 630.3673706 0.436365161 0.00027485 40.4759395LQACLQGQSGADMDKR 2 85815829 2xTMT6plex [N-Term; K15]; 1xOxidation [M13]; 1xCarbamidomethyl [C4] 0.645 3.06255579 48.59 1 2252.152757 3 751.3881226 -1.306360863 -0.000980708 33.39938537LLEIQADYHR 6 85815829 1xTMT6plex [N-Term] 1.183 1.174 1.225 3.174073696 13.6 0 1486.821543 3 496.2785339 -0.332873411 -0.000164974 46.61356382EDSYANYFIR 2 85815829 1xTMT6plex [N-Term] 100 2.224527359 28.38 0 1506.742624 2 753.8738403 -1.473639825 -0.001110198 65.58650034SPPETAAPVEDMAR 4 85815829 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.935 1.189 2.445755005 39.66 0 1715.847166 2 858.4283447 1.309395831 0.001123362 27.71313529LPPENLSNLR 6 85815829 1xTMT6plex [N-Term] 0.955 1.06 1.136 2.57000041 10.54 0 1381.80008 2 691.4038696 0.277064547 0.000191424 51.3064743125470886 DAZAP1 DAZ-associated protein 1 isoform b 26528 NP_061832.2 25.7985258 1 6 6 88 407 43.356 8.56 1.5 1.45 1.53 1.49 Significant 0.000244 GFGFITFEDEQSVDQAVNMHFHDIMGK 2 25470886 2xTMT6plex [N-Term; K27]; 1xOxidation [M19] 1.698 4.944427967 26.33 0 3573.718296 4 890.1851807 -1.26149036 -0.001122008 96.57396489GFGFITFEDEQSVDQAVNMHFHDIMGK 12 25470886 2xTMT6plex [N-Term; K27] 1.349 1.371 1.384 7.183535576 48.06 0 3557.723381 4 890.1851807 -1.26149036 -0.001122008 96.57396489LFVGGLDWSTTQETLR 22 25470886 1xTMT6plex [N-Term] 1.364 1.347 1.445 5.176450253 71.19 0 2052.096321 2 1026.55127 -0.51586638 -0.000529304 85.00520522SYFSQYGEVVDCVIMK 27 25470886 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 1.555 1.299 1.609 5.551315308 50.66 0 2383.207811 3 795.0752563 1.428483472 0.001134791 89.47952867SQAPGQPGASQWGSR 12 25470886 1xTMT6plex [N-Term] 1.534 1.186 0.968 4.384771347 62.18 0 1742.877161 2 871.9415283 -0.792195461 -0.00069035 23.88253658FKDPNCVGTVLASRPHTLDGR 7 25470886 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C6] 1.503 1.551 1.653 5.182751656 10.66 1 2798.513587 5 560.5080566 -0.861320412 -0.000482083 48.99171894

NIDPKPCTPR 6 25470886 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C7] 1.636 1.622 1.583 3.311598301 3.58 0 1655.930332 3 552.6488647 1.032180067 0.000569739 29.32170375
108773797 GDAP1 ganglioside-induced differentiation-associated protein 1 isoform a 54332 NP_061845.2 20.67039106 1 4 4 10 358 41.32 8.34 1.16 1.23 0.93 1.1 Significant 0.00664

VLGHVNNILISAVLPTAFR 2 108773797 1xTMT6plex [N-Term] 1.137 5.331206799 30.71 0 2263.348788 3 755.119812 -1.725290801 -0.001301645 101.1599053VLDQVETELQR 4 108773797 1xTMT6plex [N-Term] 1.156 1.28 4.127819538 45.58 0 1558.863802 2 779.9356689 0.166243276 0.000129575 59.12048899ELLDSLPMDAYTHGCILHPELTVDSMIPAYATTR 2 108773797 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.936 7.096814156 26.89 0 4060.006725 4 1015.755005 -2.102390298 -0.00213393 98.0805256RPNLETYYER 2 108773797 1xTMT6plex [N-Term] 0.93 3.385404348 12.53 0 1569.822272 3 523.946106 0.951006442 0.000497637 31.3778180119424120 DPM3 dolichol-phosphate mannosyltransferase subunit 3 isoform 1 54344 NP_061846.2 18.03278689 1 2 2 8 122 13.268 8.35 1.35 1.17 1.29 1.27 Significant 0.00173 ELQSQIQEAR 2 19424120 1xTMT6plex [N-Term] 1.12 3.757585764 30.02 0 1430.780073 2 715.8936157 -0.082287061 -5.89E-05 29.35828915VATFHDCEDAAR 6 19424120 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.352 1.196 1.287 3.263614893 5.7 0 1620.763771 3 540.9265137 0.750840836 0.000405645 23.03643986
21361602 SLC38A2 sodium-coupled neutral amino acid transporter 2 isoform 1 54407 NP_061849.2 17.58893281 1 5 5 26 506 55.99 8 1.37 1.28 1.44 1.36 Significant 0.00115

FSISPDEDSSSYSSNSDFNYSYPTK 4 21361602 2xTMT6plex [N-Term; K25] 1.05 1.83 4.097121716 48.39 0 3282.500283 3 1094.837036 -1.135717058 -0.001242664 66.92480712TANEGGSLLYEQLGYK 4 21361602 2xTMT6plex [N-Term; K16] 1.274 1.263 4.458899021 39.73 0 2201.185419 3 734.399353 -0.869339744 -0.000637859 63.08276956YELPLVIQALTNIEDK 4 21361602 2xTMT6plex [N-Term; K16] 0.932 0.89 4.358699799 42.63 0 2317.34192 3 773.1168823 -2.514211344 -0.001942096 112.7757956SHYADVDPENQNFLLESNLGK 8 21361602 2xTMT6plex [N-Term; K21] 1.424 1.483 1.154 6.264934063 57.53 0 2848.451758 3 950.15448 -1.007855789 -0.000956943 63.0230207
SSVTHLLCASK 6 21361602 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.516 1.261 1.486 3.886657715 25.05 0 1660.945647 3 554.3200073 -0.107611796 -5.96E-05 44.49223378

24308127 DNAJC10 dnaJ homolog subfamily C member 10 isoform 1 precursor 54431 NP_061854.1 20.30264817 1 13 13 80 793 91.021 7.18 1.28 1.47 1.36 1.37 Significant 0.00161 ESLVSFAMQHVR 6 24308127 1xTMT6plex [N-Term] 1.151 1.07 1.127 5.814903736 77.58 0 1632.872927 3 544.9619751 -0.952331933 -0.000518346 67.39449338YDFGIYDDDPEIITLER 10 24308127 1xTMT6plex [N-Term] 0.979 1.171 1.026 3.637660265 47.82 0 2303.128075 2 1152.067627 -0.042218125 -4.86E-05 80.62522596SKESLVSFAMQHVR 6 24308127 2xTMT6plex [N-Term; K2] 2.467 2.255 2.46 6.293452263 35.89 1 2077.16285 4 520.0461426 -0.052936388 -2.75E-05 67.53263906
FDCSSAPDICSNLYVFQPSLAVFK 6 24308127 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C3; C10] 1.803 6.327 3.616884708 24.12 0 3223.620814 3 1075.208984 -2.610150351 -0.002804712 103.3866335
IWGLGFLPQVSTDLTPQTFSEK 12 24308127 2xTMT6plex [N-Term; K22] 1.121 1.081 1.377 4.473538876 52.35 0 2922.601716 3 974.8717651 -0.333298868 -0.0003247 111.3348946GVNSYPSLFIFR 4 24308127 1xTMT6plex [N-Term] 1.522 1.01 3.864493608 33.72 0 1628.899794 2 814.9524536 -1.32799663 -0.001081587 82.97944242NSILFLNSLDAK 4 24308127 2xTMT6plex [N-Term; K12] 1.541 1.485 3.332713366 28.23 0 1793.057306 3 598.3564453 -1.407273762 -0.000841107 81.64959075GGDCLTSQTR 6 24308127 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 2.232 2.328 1.73 3.700826406 49.31 0 1323.65243 2 662.3295898 -0.397772473 -0.000263256 18.09812984ASNLLYGQLK 10 24308127 2xTMT6plex [N-Term; K10] 0.953 1.265 1.112 3.575909853 26.86 0 1564.946299 3 522.3203735 0.171395957 8.94E-05 59.10994012AIAALISEK 6 24308127 2xTMT6plex [N-Term; K9] 1.174 1.237 1.451 4.05456543 44.41 0 1373.876823 2 687.4415283 -0.758903097 -0.00052132 69.77606187NFQEEQINTR 4 24308127 1xTMT6plex [N-Term] 0.341 0.796 3.04271698 9.29 0 1507.770236 2 754.3885498 -0.27400768 -0.00020657 28.8548367AYEVLKDEDLR 4 24308127 2xTMT6plex [N-Term; K6] 1.413 1.662 3.56111455 8.7 1 1809.015835 3 603.6776733 1.454757598 0.000877227 50.03671611IGAVNCGDDR 2 24308127 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.761 2.705376863 16.55 0 1305.641865 2 653.324646 0.115232355 7.52E-05 24.7682083

239047414 SSH1 protein phosphatase Slingshot homolog 1 isoform 1 54434 NP_061857.3 2.955195424 1 2 2 9 1049 115.439 6.25 1.16 1.16 1.09 1.14 Significant 0.000421
VYDEETTDLLAHWNEAYHFINK 6 239047414 2xTMT6plex [N-Term; K22] 1.413 1.163 1.071 7.020487309 41.73 0 3166.588585 4 792.4028931 0.365417102 0.000289281 92.55812045LDHTSSFSK 3 239047414 2xTMT6plex [N-Term; K9] 1.149 1.101 2.414315701 4.5 0 1479.820764 3 493.9462585 2.336840278 0.001152702 41.15483406168229174 RBM27 RNA-binding protein 27 54439 NP_061862.1 11.98113208 1 9 10 37 1060 118.645 9.19 1.18 1.22 1.31 1.23 Significant 0.000965 ALTVGGFIEEEKEDLLQHFSTANQGPK 6 168229174 3xTMT6plex [N-Term; K12; K27] 1.123 0.978 0.973 5.634632587 33.94 1 3645.973137 4 912.2467651 -2.168554958 -0.001976623 109.6682314GDPEAALIQYLTNEEAR 6 168229174 1xTMT6plex [N-Term] 1.212 1.257 100 4.407795906 30.42 0 2119.086878 3 707.0325317 -1.810456756 -0.001278838 89.26676689AISSTEAVLNNR 6 168229174 1xTMT6plex [N-Term] 1.348 1.231 1.006 4.902540684 54.74 0 1503.832836 2 752.4196167 -0.584899825 -0.000439796 49.84228166LSQLQVEAAR 6 168229174 1xTMT6plex [N-Term] 1.191 1.415 3.180535555 20.46 0 1343.78443 2 672.3960571 0.303551525 0.000203954 43.18933923LFESLYTK 2 168229174 2xTMT6plex [N-Term; K8] 1.446 3.199584007 31.02 0 1458.860838 2 729.9336548 -0.55199212 -0.00040264 72.98931842LQLGTPPPLLAAR 4 168229174 1xTMT6plex [N-Term] 1.143 1.174 3.450413942 23.82 0 1575.978378 2 788.4922485 -0.734781456 -0.000579 73.10097793ETSGFVDK 2 168229174 2xTMT6plex [N-Term; K8] 1.255 2.023478031 8.45 0 1340.746202 2 670.8766479 -0.136589283 -9.16E-05 35.37344132MMSKPQTSGAYVLNK 2 168229174 3xTMT6plex [N-Term; K4; K15] 1.211 1.414 2.755201578 0 2342.31792 3 781.4425659 -2.038709628 -0.001591769 53.71238024LNEHFSK 2 168229174 2xTMT6plex [N-Term; K7] 1.161 2.236923933 4.95 0 1332.767607 3 444.927063 -0.728480458 -0.000323632 34.38926212TSSAVSTPSK 1 168229174 2xTMT6plex [N-Term; K10] 1.413 0.986050665 0.79 0 1422.82043 3 474.9442749 -1.517024161 -0.000719484 63.59098216950593 MRPS21 28S ribosomal protein S21, mitochondrial 54460 NP_061870.1 29.88505747 1 2 2 24 87 10.734 10.21 0.99 1 0.95 0.98 Significant 0.000243 ILTMDGLIEDIK 18 16950593 2xTMT6plex [N-Term; K12] 0.976 1.039 0.941 5.311582088 65.17 0 1819.065093 2 910.0355225 -0.728499563 -0.000662594 98.04605798TVMVQEGNVESAYR 6 16950593 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.072 0.83 1.048 3.01723361 38.25 0 1827.910829 2 914.4586182 -0.475538446 -0.000434621 32.69506717110624792 XRN1 5'-3' exoribonuclease 1 isoform a 54464 NP_061874.3 4.982415006 1 6 6 28 1706 193.985 7.21 0.96 1 1.01 0.99 Significant 0.000238

VIFSIPCEPNLDALIQNQHK 6 110624792 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C7] 1.529 3.821431875 26.81 0 2794.532591 3 932.177124 -5.644024241 -0.00525747 95.84193361
VQEIITWLK 12 110624792 2xTMT6plex [N-Term; K9] 1.061 0.953 1.047 4.401787758 51.54 0 1587.987436 2 794.4971313 -0.283128618 -0.000224802 96.8265283FYLEEPPGTQK 2 110624792 2xTMT6plex [N-Term; K11] 0.889 3.230941057 28.97 0 1766.972908 2 883.9869995 -3.50051013 -0.003092653 58.38271816LPTSALVNLSHGSR 4 110624792 1xTMT6plex [N-Term] 0.789 1.186 3.85611558 20.76 0 1680.959434 3 560.9911499 -0.319676345 -0.000179121 56.0146882KVGSEWMYSSAAEQLLAEYLER 2 110624792 2xTMT6plex [N-Term; K1] 0.92 3.399898052 6.81 1 3018.564679 3 1006.858276 -1.458609938 -0.001467636 107.0019856
YPCLSEVVK 2 110624792 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.85 2.582251549 20.13 0 1552.880922 2 776.944458 0.461964349 0.000358688 60.26409665

21361619 TOLLIP toll-interacting protein isoform 1 54472 NP_061882.2 34.30656934 1 7 7 50 274 30.262 5.97 0.74 0.77 0.73 0.74 Significant 0.000259 VIHCTVPPGVDSFYLEIFDER 4 21361619 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.235 0.908 4.856189251 23.49 0 2722.374804 3 908.1290894 -0.767456263 -0.000696435 92.66406781GPVYIGELPQDFLR 14 21361619 1xTMT6plex [N-Term] 0.776 0.606 0.611 4.182306767 41.39 0 1833.010801 2 917.0081787 -0.938269499 -0.000859929 82.97490773AIQDMFPNMDQEVIR 12 21361619 1xTMT6plex [N-Term] 0.744 0.881 0.682 3.865122557 22.33 0 2036.014248 2 1018.507813 -2.89749937 -0.002949675 75.3416289IAWTHITIPESLR 6 21361619 1xTMT6plex [N-Term] 0.461 0.822 0.679 4.568143845 35.71 0 1766.01622 3 589.3432007 -0.66343061 -0.000390543 75.1543646LNITVVQAK 10 21361619 2xTMT6plex [N-Term; K9] 0.733 0.814 0.828 4.215990067 41.79 0 1443.929921 2 722.4677124 -1.227660212 -0.000886328 67.42200595DAAINSLLQMGEEP 2 21361619 1xTMT6plex [N-Term] 1.117 3.140806437 18.86 0 1716.867567 2 858.934021 -3.961533169 -0.003400714 81.07620378ITPTQQQR 2 21361619 1xTMT6plex [N-Term] 0.729 2.732952356 14.58 0 1200.689801 2 600.8486328 0.156464226 9.39E-05 25.8837714738505222 TMX3 protein disulfide-isomerase TMX3 precursor 54495 NP_061895.3 23.78854626 1 10 10 59 454 51.839 4.91 1.25 1.33 1.4 1.32 Significant 0.00107
VFFVYVGGESPLK 8 38505222 2xTMT6plex [N-Term; K13] 1.424 1.31 1.598 4.553341389 65.64 0 1900.098443 2 950.5534668 0.639132017 0.000607207 92.41133258SENENQEQIEESK 8 38505222 2xTMT6plex [N-Term; K13] 0.975 0.735 1.528 4.10781002 49.4 0 2022.002764 2 1011.505554 0.528287328 0.000534099 25.59734941LVALAVIDEK 6 38505222 2xTMT6plex [N-Term; K10] 1.047 1.084 4.385073185 52.14 0 1528.971451 2 764.9889526 -0.538006489 -0.000411298 83.55972792KLEPIWNEVGLEMK 4 38505222 3xTMT6plex [N-Term; K1; K14] 1.011 1.625 4.161289215 19.5 1 2373.3819 4 594.1012573 0.547386358 0.000324789 84.09184444MDATSYSSIASEFGVR 3 38505222 1xTMT6plex [N-Term] 1.286 2.824092865 24.53 0 1949.947608 2 975.477356 -0.088533629 -8.63E-05 70.74756806TKDDIIEFAHR 6 38505222 2xTMT6plex [N-Term; K2] 1.36 1.364 1.333 3.631968737 18.04 1 1803.016504 4 451.5092163 -0.814454899 -0.000367119 48.58655745STIVSIFK 8 38505222 2xTMT6plex [N-Term; K8] 1.525 1.025 1.388 3.479215145 30.5 0 1352.855359 2 676.9308472 -0.695753656 -0.000470627 70.38688838GDLAYNYR 6 38505222 1xTMT6plex [N-Term] 1.229 1.462 1.312 2.969573975 32.34 0 1200.621053 2 600.8133545 -1.3497478 -0.000810268 28.06951064SIIQEVAR 2 38505222 1xTMT6plex [N-Term] 1.29 2.153770208 15.94 0 1144.688739 2 572.8486328 1.092406134 0.000625233 42.87312227SIGSPVK 8 38505222 2xTMT6plex [N-Term; K7] 1.345 1.48 1.276 2.711322784 22.37 0 1145.72943 2 573.3685303 0.308682718 0.000176833 35.09997728

9506615 PRMT7 protein arginine N-methyltransferase 7 isoform 1 54496 NP_061896.1 3.901734104 1 1 1 6 692 78.409 5.57 1.08 1.05 1.26 1.13 Significant 0.00335
ANILVTELFDTELIGEGALPSYEHAHR 6 9506615 1xTMT6plex [N-Term] 1.08 1.052 1.263 6.790919304 40.05 0 3224.678908 4 806.9241943 -1.228087002 -0.000990047 105.650090155749742 HEATR5B HEAT repeat-containing protein 5B 54497 NP_061897.1 2.124577499 1 2 2 7 2071 224.159 7.17 1.3 1.06 0.98 1.11 Significant 0.00738 DYALLTLPAEFSSQLPPDGGAFYTPETIDTAR 2 55749742 1xTMT6plex [N-Term] 1.37 3.86256671 9.69 0 3685.847489 3 1229.282959 -3.571812701 -0.004388386 105.267991

LQMLDHFAECVK 5 55749742 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 1.297 1.057 0.981 2.076411009 8.03 0 1949.038896 3 650.3555908 6.835867137 0.004441124 75.36504588
371872752 TMCO1 transmembrane and coiled-coil domain-containing protein 1 isoform a 54499 NP_061899.2 19.66527197 1 5 5 48 239 27.061 10.26 1.08 1.25 1.46 1.26 Significant 0.00748

LPFTPLSYIQGLSHR 16 371872752 1xTMT6plex [N-Term] 1.539 1.118 1.644 5.356067657 45.92 0 1958.106098 3 653.3735962 0.07013625 4.58E-05 99.23915139QAGGFLGPPPPSGK 10 371872752 2xTMT6plex [N-Term; K14] 1.662 1.539 1.373 4.947523594 67.56 0 1768.015776 2 884.5103149 -1.370087994 -0.001211169 60.23324336ETITESAGR 6 371872752 1xTMT6plex [N-Term] 1.18 1.663 1.178 3.836799383 46.39 0 1192.637097 2 596.8220825 -0.174739607 -0.0001042 18.63953992KETITESAGR 4 371872752 2xTMT6plex [N-Term; K1] 0.59 1.882 2.770293236 11.88 1 1549.894992 3 517.3031616 -0.038819868 -2.01E-05 22.46991914ILGLAPSR 12 371872752 1xTMT6plex [N-Term] 0.782 1.27 1.337 2.782966137 25.43 0 1055.677446 2 528.3423462 -0.028310908 -1.49E-05 50.6123699347933346 ZDHHC13 palmitoyltransferase ZDHHC13 isoform 1 54503 NP_061901.2 3.536977492 1 2 2 6 622 70.814 8.07 1.64 1.01 1.24 1.3 Significant 0.0196 ELVEAGYDVR 2 47933346 1xTMT6plex [N-Term] 1.012 3.227120638 28.73 0 1379.736811 2 690.3724365 0.569396184 0.000392808 41.76347331VIGPEPTGFLLK 4 47933346 2xTMT6plex [N-Term; K12] 1.639 1.241 3.047282696 43.3 0 1729.066414 2 865.0354004 -1.6714504 -0.001445024 84.56484772
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67782362 DHX29 ATP-dependent RNA helicase DHX29 54505 NP_061903.2 23.00949598 1 24 24 126 1369 155.139 8.09 1.17 1.16 1.2 1.18 Significant 0.000104 KLQEDGLLSNVSHVIVDEVHER 4 67782362 2xTMT6plex [N-Term; K1] 1.05 1.1 7.417710781 58 1 2974.636204 5 595.7324219 -1.076203872 -0.000640263 75.18005296ASQTLSFQEIALLK 6 67782362 2xTMT6plex [N-Term; K14] 1.101 1.221 1.011 4.103977203 35.8 0 2007.189048 3 669.7332153 -1.970718159 -0.001318535 87.24567818ETTLITPFPVLLFGGDIEVQHR 6 67782362 1xTMT6plex [N-Term] 0.855 1.797 1.173 5.632959843 44.82 0 2711.496968 3 904.5060425 2.436422199 0.002202117 110.7490287VIALHSILSTQDQAAAFTLPPPGVR 10 67782362 1xTMT6plex [N-Term] 1.027 0.996 0.878 7.663856983 42.54 0 2831.598079 4 708.6547852 -0.271244357 -0.000192014 89.10625763SAEAGIAGEAQSK 6 67782362 2xTMT6plex [N-Term; K13] 1.143 1.517 1.228 5.293346405 51.19 0 1676.921935 2 838.96521 0.72070849 0.000604286 29.62579826
LACIVETAQGK 8 67782362 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.326 1.337 1.355 4.965199947 71.4 0 1647.950398 2 824.4776611 -1.427739802 -0.001176422 62.37675624

TSLLTLEDVKQELIK 4 67782362 3xTMT6plex [N-Term; K10; K15] 1.868 1.956 4.318191051 24.34 1 2417.483388 3 806.4991455 -0.208914181 -0.000168349 96.02825035VVVVAGETGSGK 4 67782362 2xTMT6plex [N-Term; K12] 1.272 1.398 4.699728489 36 0 1560.936128 2 780.9708252 -1.12404303 -0.00087728 40.7596459ALDPPQLQVISNAMNLLR 8 67782362 1xTMT6plex [N-Term] 1.128 1.018 0.96 4.99944973 44.56 0 2222.252838 3 741.421814 -0.877382373 -0.000649922 112.2354176AVLVAGLYDNVGK 12 67782362 2xTMT6plex [N-Term; K13] 1.632 1.421 1.269 5.605697632 81.79 0 1777.062391 2 889.0318604 -3.346718103 -0.002973663 71.2489806EMETLEDHPVFNPAMK 2 67782362 2xTMT6plex [N-Term; K16] 1.037 3.952482462 19.24 0 2346.18741 3 782.732666 -1.690070924 -0.001321741 68.38306299TSLLTLEDVK 4 67782362 2xTMT6plex [N-Term; K10] 1.01 1.235 4.190892696 41.27 0 1576.956195 2 788.9810181 -0.910321537 -0.000717769 70.18916911
VPLEELCLHIMK 4 67782362 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.329 1.237 4.343186855 24.74 0 1940.111333 3 647.3764038 1.71416234 0.001108555 83.64219126

FQSPQIQATISPPLQPK 5 67782362 2xTMT6plex [N-Term; K17] 1.049 1.03 3.587259054 15.52 0 2338.353488 3 780.1220093 -0.860946807 -0.000671066 72.28298035YAEQQNEEEKNENSK 6 67782362 3xTMT6plex [N-Term; K10; K15] 1.619 0.855 1.478 4.811341286 13.19 1 2527.287936 3 843.1009521 0.14534763 0.000122445 21.95074147DLQTHGWLLYQEK 4 67782362 2xTMT6plex [N-Term; K13] 0.935 0.998 4.059051037 16.97 0 2089.148246 3 697.0539551 -0.447161003 -0.000311395 63.21430598IIGVINEHK 8 67782362 2xTMT6plex [N-Term; K9] 1.097 0.953 0.93 3.26019907 39.88 0 1480.92517 3 494.3127747 -0.944737397 -0.000466362 49.58471193ILQIITELIK 2 67782362 2xTMT6plex [N-Term; K10] 1.846 1.694089174 4.63 0 1642.091901 2 821.5493164 -0.331593804 -0.000272254 113.4982318SPNPSFEK 4 67782362 2xTMT6plex [N-Term; K8] 1.099 1.001 2.763013363 40.65 0 1363.762187 2 682.3857422 1.481867601 0.001010458 34.30050628QFLIDWVR 4 67782362 1xTMT6plex [N-Term] 0.644 1.725 3.012675285 19.52 0 1305.751673 2 653.3778687 -2.460242157 -0.001606233 81.33000699ISHQQNER 6 67782362 1xTMT6plex [N-Term] 1.471 1.107 0.975 3.342782736 21.67 0 1240.659564 3 414.2247925 0.210026516 8.69E-05 14.26316339QQQQQQQQHSENKR 3 67782362 2xTMT6plex [N-Term; K13] 100 1.859 1.451 2.877412081 1 2253.184859 4 564.0514526 -0.389947199 -0.000219656 14.63941692YLHLAAK 4 67782362 2xTMT6plex [N-Term; K7] 1.165 1.131 3.131831169 26.54 0 1273.803264 3 425.2723389 -0.628471021 -0.000266849 52.27366757SLEEEEKFDPNER 2 67782362 2xTMT6plex [N-Term; K7] 1.494 2.136 2.142508984 1 2080.059885 3 694.0241699 -0.926917724 -0.000642681 38.534849239506689 EXOSC4 exosome complex component RRP41 54512 NP_061910.1 28.16326531 1 7 7 36 245 26.366 6.52 1.09 1.34 1.44 1.29 Significant 0.00645 ALAVVYGPHEIR 8 9506689 1xTMT6plex [N-Term] 0.922 1.26 1.29 5.473704338 56.27 0 1553.900128 3 518.6377563 -0.908911072 -0.000470786 50.16337295QTFEAAILTQLHPR 6 9506689 1xTMT6plex [N-Term] 0.789 1.423 2.053 5.422338963 52.38 0 1854.043498 3 618.6870728 1.708299575 0.001055754 74.64220559VLEAAAQAAR 6 9506689 1xTMT6plex [N-Term] 1.121 1.168 1.134 2.953580856 38.59 0 1228.721101 2 614.8653564 1.900358529 0.001167505 40.49690099SCEMGLQLR 2 9506689 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.3 2.550293922 19.58 0 1322.675808 2 661.8399048 -2.475799186 -0.00163734 39.77487001EASILLGD 4 9506689 1xTMT6plex [N-Term] 1.381 1.438 2.704740286 33.08 0 1046.593107 2 523.8002319 0.076827553 4.02E-05 55.31724444DVHTLLDR 6 9506689 1xTMT6plex [N-Term] 1.359 1.466 1.508 2.761490822 22.99 0 1197.678902 3 399.8975525 -0.666196336 -0.000265963 32.33603298LHEDHLER 4 9506689 1xTMT6plex [N-Term] 1.259 1.169 3.002898455 5.99 0 1277.679965 3 426.5647888 -0.118578146 -5.05E-05 17.84945598166795303 MTRF1L peptide chain release factor 1-like, mitochondrial isoform 1 54516 NP_061914.3 5.789473684 1 2 2 9 380 43.573 8.34 0.84 0.71 0.74 0.77 Significant 0.00264
RPELLAVIK 6 166795303 2xTMT6plex [N-Term; K9] 0.803 0.712 4.464730263 34.41 0 1496.992855 3 499.6686096 -1.0553441 -0.000526614 58.99319482HASASIGGSEAYR 3 166795303 1xTMT6plex [N-Term] 1.165 0.741 3.617422581 9.19 0 1534.781135 3 512.2645264 -1.374338262 -0.000703103 20.1838749182775371 CCDC93 coiled-coil domain-containing protein 93 54520 NP_061917.3 18.22503962 1 11 12 53 631 73.152 8.15 1 0.85 0.94 0.93 Significant 0.00219 TVVDLSEVYKPR 4 82775371 2xTMT6plex [N-Term; K10] 0.979 0.967 5.82222271 24.84 0 1864.09442 3 622.0366821 0.575816712 0.000357792 57.63704853DQLNDQYLELLEK 6 82775371 2xTMT6plex [N-Term; K13] 0.735 1.041 0.814 4.054674625 39.44 0 2079.137407 2 1040.069824 -2.421587185 -0.002517406 80.01951843

LTASSVGQIVGLCSAEIK 4 82775371 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C13] 0.72 0.856 5.243390083 49.92 0 2291.304489 3 764.439209 -0.617664253 -0.000471752 79.59327825
LQQEIENLK 6 82775371 2xTMT6plex [N-Term; K9] 1.029 0.926 0.814 4.566514492 44.05 0 1572.936128 2 786.9715576 -0.184187787 -0.000144858 63.56733637ADAHEEDELR 10 82775371 1xTMT6plex [N-Term] 1.075 0.778 0.903 4.445318222 39.73 0 1413.680752 3 471.898407 -0.059937673 -2.82E-05 17.16747664SYSVSQFQK 4 82775371 2xTMT6plex [N-Term; K9] 1.147 1.15 4.001078606 48.8 0 1531.852064 2 766.4316406 2.572200078 0.001970115 43.26582446AELIQYQK 4 82775371 2xTMT6plex [N-Term; K8] 0.857 1.224 3.847854614 43.15 0 1450.866986 2 725.9367676 -0.501557866 -0.000363847 45.78022621EDEEQNVK 2 82775371 2xTMT6plex [N-Term; K8] 0.757 2.296346664 23.39 0 1448.763309 2 724.8850708 -0.30643269 -0.000221974 19.45070532SQEQEFK 4 82775371 2xTMT6plex [N-Term; K7] 0.881 0.863 2.747881413 10.44 0 1353.741451 2 677.3745728 0.308410304 0.000208754 26.13527016KTLTELK 4 82775371 3xTMT6plex [N-Term; K1; K7] 1.884 1.862 2.5160532 7.17 1 1520.002641 3 507.3388672 -0.389866099 -0.000197532 44.29001101IVSVLPR 2 82775371 1xTMT6plex [N-Term] 1.018 2.536261082 16.13 0 1012.671632 2 506.839386 -0.134957216 -6.83E-05 52.62279821QISAVHK 3 82775371 2xTMT6plex [N-Term; K7] 0.837 1.052 2.652779341 12.76 0 1240.777777 3 414.2642517 0.342097482 0.000141489 25.7152232145238858 WDR44 WD repeat-containing protein 44 isoform 1 54521 NP_061918.3 15.2245345 1 10 10 50 913 101.304 5.45 1 0.98 0.84 0.94 Significant 0.00285 DFAAVEEVAPAKPPR 4 45238858 2xTMT6plex [N-Term; K12] 0.86 1.153 4.515031815 30.42 0 2055.163896 3 685.7254639 -1.001320839 -0.000685959 56.03292978DSQPSLDLASATSGDK 2 45238858 2xTMT6plex [N-Term; K16] 0.636 3.741136074 52.01 0 2050.070449 2 1025.538818 -0.043472287 -4.46E-05 46.77533436ELSDQATASPIVAR 4 45238858 1xTMT6plex [N-Term] 1.006 0.974 4.863465786 56.01 0 1686.92238 2 843.963623 -1.42868829 -0.001205043 39.29510091VVQDLSGEHMGAVWTMK 4 45238858 2xTMT6plex [N-Term; K17] 1.309 1.091 3.896321535 25.53 0 2346.235029 3 782.749939 0.100034535 7.82E-05 70.23577984TDLSNIPGLLAIDQVLPEESQK 10 45238858 2xTMT6plex [N-Term; K22] 0.887 0.949 1.009 6.362711906 41.58 0 2838.58646 3 946.8692627 2.386672393 0.002258259 101.1904564NLDTGEEIPLSLAEEK 4 45238858 2xTMT6plex [N-Term; K16] 0.935 0.798 3.784743309 45.46 0 2216.206214 2 1108.606445 -0.270893113 -0.000300177 70.94312169LLASAGQDNVVR 6 45238858 1xTMT6plex [N-Term] 0.871 0.94 0.953 3.972624779 65.22 0 1471.843007 2 736.4246216 -0.707022374 -0.000520313 44.59747302IIESIIEESQK 10 45238858 2xTMT6plex [N-Term; K11] 0.966 0.845 0.841 4.687458038 52.31 0 1747.025337 2 874.0135498 -3.156314054 -0.00275708 82.87202973LWNIPDKK 4 45238858 3xTMT6plex [N-Term; K7; K8] 0.904 0.921 1.167 2.955919743 3.62 1 1701.066638 3 567.6936035 -0.223873137 -0.000126941 59.93749562TPDIDVPK 2 45238858 2xTMT6plex [N-Term; K8] 0.689 2.891401529 20.01 0 1342.798238 2 671.9034424 1.020373416 0.000685078 46.0994861621265096 MRPL50 39S ribosomal protein L50, mitochondrial 54534 NP_061924.1 46.83544304 1 5 5 28 158 18.313 7.88 0.8 0.75 0.81 0.79 Significant 0.000556 EKEPVVVETVEEK 6 21265096 3xTMT6plex [N-Term; K2; K13] 0.751 0.723 0.711 5.615562916 39.11 1 2202.283626 3 734.7661743 0.156078543 0.000114576 48.40303956FNLLAHLADDLGHVVPNSR 8 21265096 1xTMT6plex [N-Term] 0.587 0.619 0.907 7.818072796 60.91 0 2317.261429 4 580.0703125 -0.86701482 -0.000502275 99.32903741EVFGSSLPSNWQDISLEDSR 2 21265096 1xTMT6plex [N-Term] 0.646 3.326834917 24.23 0 2495.225163 2 1248.11499 -0.985414577 -0.001229416 76.69409685

KEPILVCPPLR 6 21265096 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 0.84 0.768 0.956 4.364456654 20.82 1 1780.091918 3 594.0351563 -0.563043958 -0.00033409 58.83699556AYTPPEDLQSR 6 21265096 1xTMT6plex [N-Term] 0.818 0.903 0.931 3.870194435 32.55 0 1505.779738 2 753.3933716 -0.180402173 -0.000135823 32.49604636
20127561 NDUFB11 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 11, mitochondrial isoform 1 54539 NP_061929.2 20.85889571 1 2 2 22 163 18.352 5.24 1.58 1.66 1.6 1.61 Significant 0.000222

RPPEPTTPWQEDPEPEDENLYEK 10 20127561 2xTMT6plex [N-Term; K23] 0.983 1.513 1.74 5.484253883 23.78 0 3254.589373 3 1085.533569 -0.988825876 -0.001072741 56.63448146TVVAPSAVAGK 12 20127561 2xTMT6plex [N-Term; K11] 1.622 1.726 1.533 4.071080685 55.28 0 1457.909185 2 729.4569092 -1.813309534 -0.00132182 54.34503328
9506859 TOMM7 mitochondrial import receptor subunit TOM7 homolog 54543 NP_061932.1 54.54545455 1 3 3 18 55 6.244 10.29 1.03 0.93 0.97 0.98 Significant 0.000884 GADPGMPEPTVLSLLWG 11 9506859 1xTMT6plex [N-Term] 1.133 0.98 1.162 2.849486113 35.06 0 1969.030215 2 985.0169067 -1.868200604 -0.001839272 112.6198141GSQFAIR 6 9506859 1xTMT6plex [N-Term] 0.972 0.865 0.827 2.692411661 21.78 0 1007.583545 2 504.2949524 -0.910222133 -0.000458562 30.34692401LQQLFKGSQFAIR 1 9506859 2xTMT6plex [N-Term; K6] 1.429 2.563408852 1 1994.195137 3 665.4020386 -1.792395979 -0.001191462 77.37202698

19923497 EML4 echinoderm microtubule-associated protein-like 4 isoform a 27436 NP_061936.2 16.81957187 1 13 13 67 981 108.835 6.32 0.89 0.94 0.99 0.94 Significant 0.000942
LVDEPGHCADFHPSGTVVAIGTHSGR 2 19923497 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.84 5.026318073 23.94 0 2945.452554 5 589.895813 -0.881140859 -0.000519072 46.2972495DVIINQEGEYIK 6 19923497 2xTMT6plex [N-Term; K12] 0.613 1.034 0.868 4.251207352 44.51 0 1879.0577 2 940.0316162 -0.928161027 -0.000872034 56.82191326ASPSPQPSSQPLQIHR 6 19923497 1xTMT6plex [N-Term] 0.808 1.401 4.635491371 31.14 0 1959.060939 3 653.6931763 2.060639623 0.00134564 29.69362411ATLLEDQQDPSPSS 19 19923497 1xTMT6plex [N-Term] 1.372 0.792 0.874 3.456681252 61.61 0 1716.84894 2 858.9274902 -0.719883515 -0.000617966 87.34782832VIAVADDFCK 6 19923497 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 0.95 1.033 1.014 4.036716461 33.83 0 1595.886736 2 798.446106 -1.128122628 -0.000900178 71.11203317

GRPITMFIPSDVDNYDDIR 2 19923497 1xTMT6plex [N-Term] 0.788 3.133576155 16.39 0 2453.233225 3 818.4141235 -2.204309185 -0.001802562 68.88102653
GVGCLDFSK 2 19923497 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 0.971 3.070426464 40.48 0 1440.792107 2 720.8982544 -1.995354447 -0.001437445 55.11304076IILWDHDLNPER 6 19923497 1xTMT6plex [N-Term] 0.879 0.935 0.965 4.502260685 21.83 0 1749.948535 3 583.9882202 0.898657589 0.000524202 63.66832593TTVEPTPGK 6 19923497 2xTMT6plex [N-Term; K9] 0.876 0.984 0.935 3.352143049 37.38 0 1387.819702 2 694.4124756 -1.460656685 -0.001013564 42.7230952ADQFLVGTSR 4 19923497 1xTMT6plex [N-Term] 1.31 1.031 3.736102581 23.37 0 1322.726581 2 661.8654785 -2.192523226 -0.001450054 39.06615531ETLSSAAK 4 19923497 2xTMT6plex [N-Term; K8] 0.904 1.041 3.386399031 33.87 0 1264.751288 2 632.8787231 -0.884079699 -0.00055907 28.19816629KPSHTSAVSIAGK 2 19923497 3xTMT6plex [N-Term; K1; K13] 0.916 3.602690458 1.05 0 1970.200171 4 493.3049011 -1.216464117 -0.000599169 32.96284009LSALESR 2 19923497 1xTMT6plex [N-Term] 0.865 2.11718297 21.28 0 1004.593776 2 502.8004761 -0.09959405 -5.00E-05 35.751984999506931 DDX56 probable ATP-dependent RNA helicase DDX56 isoform 1 54606 NP_061955.1 19.56124314 1 9 9 40 547 61.551 9.26 1.48 1.43 1.59 1.5 Significant 0.000991 TAAYAIPMLQLLLHR 6 9506931 1xTMT6plex [N-Term] 1.679 2.237 2.102 4.126821995 48.21 0 1940.13529 3 647.3792114 -6.292675939 -0.004069548 108.6253207KATGPVVEQAVR 6 9506931 2xTMT6plex [N-Term; K1] 1.952 1.038 1.071 5.233373642 34.92 1 1713.042325 3 571.6854858 -0.245423282 -0.00014014 30.43883123SLLFVNTLER 4 9506931 1xTMT6plex [N-Term] 1.374 1.412 4.02366209 38.2 0 1420.836131 2 710.9221191 0.584670696 0.000415361 71.38215526GPILLPYQFR 6 9506931 1xTMT6plex [N-Term] 1.513 1.537 1.852 3.63525629 30.41 0 1432.851387 2 716.9290771 -0.355558943 -0.000254732 77.23573048ELILHNPVTLK 4 9506931 2xTMT6plex [N-Term; K11] 1.382 1.813 3.352906704 24.44 0 1735.088212 3 579.0340576 -0.341578274 -0.000197556 62.03446006AIPLALEGK 6 9506931 2xTMT6plex [N-Term; K9] 1.511 1.482 1.523 3.06791544 46.93 0 1369.881908 2 685.4450684 0.694978702 0.000476019 64.76098051VANVSAAEDSVSQR 4 9506931 1xTMT6plex [N-Term] 2.131 1.065 2.51828599 12.72 0 1661.865593 2 831.4329834 -4.153629002 -0.003451387 104.7463848AVLMEKPDVVVGTPSR 2 9506931 2xTMT6plex [N-Term; K6] 2.114 0.946 2.976964712 0 2156.251331 3 719.4215088 -0.62973309 -0.000452621 59.52487529IEELLSGENR 2 9506931 1xTMT6plex [N-Term] 0.641 2.015103102 11.92 0 1388.758274 2 694.8816528 -1.61688033 -0.001122728 58.020943249506653 ARL15 ADP-ribosylation factor-like protein 15 54622 NP_061960.1 10.29411765 1 2 2 11 204 22.862 5.63 1.24 1.08 0.92 1.08 Significant 0.00724 AVPFQNAILNVK 9 9506653 2xTMT6plex [N-Term; K12] 1.269 1.083 0.924 3.537440062 24.46 0 1772.083461 3 591.3671875 2.002168677 0.00118267 83.16567724ELGGADNIR 2 9506653 1xTMT6plex [N-Term] 1.134 3.282062292 25.01 0 1173.642517 2 587.3235474 -2.29923797 -0.001349242 25.6405460342476169 PAF1 RNA polymerase II-associated factor 1 homolog isoform 1 54623 NP_061961.2 18.45574388 1 8 8 49 531 59.939 4.63 1.29 1.29 1.21 1.26 Significant 0.000445

VTPVEVMPVFPDFK 16 42476169 2xTMT6plex [N-Term; K14] 1.449 1.434 100 4.341465473 33.95 0 2063.165142 3 688.3922729 -1.394097004 -0.000958751 99.17022391GMMDEEGNQFVAYFLPVEETLK 2 42476169 2xTMT6plex [N-Term; K22] 1.347 3.975933552 8.95 0 3005.504052 3 1002.496521 -9.663148415 -0.009680877 109.0638228IDPNVLLDPADEK 6 42476169 2xTMT6plex [N-Term; K13] 1.169 1.163 1.285 3.217817783 37.77 0 1897.068265 2 949.0390625 1.362022679 0.001291925 73.3511831LLEEEIQAPTSSK 10 42476169 2xTMT6plex [N-Term; K13] 1.157 1.012 1.228 3.941104412 32.57 0 1903.078829 3 635.0322266 1.732585876 0.001099082 58.00503236KTEYISTEFNR 6 42476169 2xTMT6plex [N-Term; K1] 1.339 1.246 1.136 3.294079542 8.67 1 1846.011084 3 616.0078125 -1.1916559 -0.00073327 43.91789318EYNWNVK 5 42476169 2xTMT6plex [N-Term; K7] 2.022 1.342 2.905455828 23.03 0 1410.778171 2 705.8920898 -0.898938278 -0.000634101 46.11859858TFEDAQK 2 42476169 2xTMT6plex [N-Term; K7] 1.227 2.364310503 6.57 0 1296.719988 2 648.8635864 -0.070530599 -4.57E-05 30.27929365YGISNEKPEVK 2 42476169 3xTMT6plex [N-Term; K7; K11] 1.176 1.008 3.042131186 0 1951.146739 3 651.0534668 -0.456961723 -0.0002972 41.7229547313123776 DMAP1 DNA methyltransferase 1-associated protein 1 55929 NP_061973.1 11.3490364 1 4 4 12 467 52.96 9.5 1.64 1.44 1.16 1.41 Significant 0.00956 EAEKPAVPETAGIK 4 13123776 3xTMT6plex [N-Term; K4; K14] 1.559 1.164 3.818183184 18.78 0 2127.262831 3 709.756897 -3.146462174 -0.002231117 45.53911064DILELGGPEGDAASGTISK 2 13123776 2xTMT6plex [N-Term; K19] 1.32 4.072114944 27.04 0 2288.238577 3 763.4161987 -1.981497314 -0.00151138 66.66355925SDLVLLYELK 4 13123776 2xTMT6plex [N-Term; K10] 1.764 1.388 4.123470783 38.71 0 1651.008231 2 826.0048218 -3.551584543 -0.002931848 92.47303533IPVFDAGHER 2 13123776 1xTMT6plex [N-Term] 1.476 3.477097511 24.12 0 1369.742565 3 457.2521362 -0.517986819 -0.000236503 44.9023130833457348 MYDGF myeloid-derived growth factor precursor 56005 NP_061980.1 27.16763006 1 4 4 32 173 18.783 6.68 1.32 1.32 1.2 1.28 Significant 0.000975 ESDVPLKTEEFEVTK 12 33457348 3xTMT6plex [N-Term; K7; K15] 1.396 1.174 1.177 3.643990517 8.25 1 2438.363333 3 813.4591064 -0.23238705 -0.000188881 58.97319645GAEIEYAMAYSK 8 33457348 2xTMT6plex [N-Term; K12] 1.56 1.726 1.215 3.714012861 32.65 0 1790.939893 3 597.6514893 0.012012373 7.17E-06 59.63543395TAVAHRPGAFK 6 33457348 2xTMT6plex [N-Term; K11] 1.168 1.228 1.217 4.43960762 15.26 0 1612.968766 4 403.997467 -0.45112215 -0.000181911 24.19553097SYLYFTQFK 6 33457348 2xTMT6plex [N-Term; K9] 1.575 1.204 3.192609072 30.72 0 1654.924501 2 827.9658813 -0.009060648 -7.50E-06 78.69207014145301567 SMG9 protein SMG9 56006 NP_061981.2 5.961538462 1 2 2 10 520 57.614 7.01 0.63 1.29 1.15 1.03 Significant 0.0364 EGQRPTQPVYQIQNR 2 145301567 1xTMT6plex [N-Term] 4.409817696 18.21 0 2043.093301 3 681.7028198 0.296052391 0.000201621 26.00278673AGPGSSPLFSLLPGYR 8 145301567 1xTMT6plex [N-Term] 0.633 1.292 1.152 4.071047306 26.67 0 1848.0217 2 924.5152588 0.834009755 0.000770634 93.5547938441350216 ALG1 chitobiosyldiphosphodolichol beta-mannosyltransferase 56052 NP_061982.3 11.20689655 1 4 4 26 464 52.484 7.23 1.53 1.55 1.02 1.37 Significant 0.0157 IQIVGLTELQSLAVGPR 12 41350216 1xTMT6plex [N-Term] 1.155 1.231 1.174 6.430139065 66.35 0 2023.211291 3 675.0761108 1.229742807 0.000829343 101.8786179VVDMFGCCLPVCAVNFK 6 41350216 2xTMT6plex [N-Term; K17]; 3xCarbamidomethyl [C7; C8; C12] 2.213 2.519 4.171 4.578578472 50.1 0 2474.246857 3 825.4200439 -0.516651788 -0.000426108 97.69015307DAGSGLVTR 6 41350216 1xTMT6plex [N-Term] 1.335 0.948 1.163 2.96811676 35.66 0 1104.621053 2 552.8148804 1.295668034 0.000715611 22.61531963LGSMHSPFR 2 41350216 1xTMT6plex [N-Term] 0.739 2.099070072 7.52 0 1260.672043 3 420.8959045 0.886616828 0.000372578 39.8824913977917604 UBFD1 ubiquitin domain-containing protein UBFD1 56061 NP_061989.2 21.6828479 1 6 6 40 309 33.361 5.77 0.75 0.79 0.77 0.77 Significant 0.000225
IMVVGSTINDVLAVNTPK 4 77917604 2xTMT6plex [N-Term; K18] 0.793 0.756 6.098103523 77.56 0 2329.356524 3 777.1233521 -0.438459139 -0.000340443 93.15476905LEQDQLWIGTK 6 77917604 2xTMT6plex [N-Term; K11] 0.872 0.766 3.743828535 42.26 0 1789.026006 2 895.0162964 -0.385537471 -0.000344868 66.16645419LPTVPLSGMYNK 12 77917604 2xTMT6plex [N-Term; K12] 0.717 0.818 0.765 3.767302036 40.45 0 1778.028648 3 593.34729 -0.748926522 -0.000443871 74.06569416FPLDSTGSELK 6 77917604 2xTMT6plex [N-Term; K11] 0.747 0.695 0.852 3.393041134 50.99 0 1651.930709 2 826.4694214 0.519146132 0.000428797 62.51364288DAAQQDAK 6 77917604 2xTMT6plex [N-Term; K8] 0.768 0.811 0.983 3.234228611 38.84 0 1304.72105 2 652.8637085 -0.697404102 -0.000454959 17.3091593LPMGSIK 6 77917604 2xTMT6plex [N-Term; K7] 0.695 0.835 0.668 2.469954491 39.8 0 1203.753537 2 602.3798218 -0.971631881 -0.000584803 55.49863278146134388 YLPM1 YLP motif-containing protein 1 56252 NP_062535.2 6.24417521 1 10 10 32 2146 241.495 6.55 1.27 1.12 1.21 1.2 Significant 0.00132 SLLQDAAIEEVEMEDFDANIEEQKEEK 2 146134388 3xTMT6plex [N-Term; K24; K27] 1.324 6.965323925 36.32 1 3839.935156 4 960.737793 -1.514099787 -0.001453511 97.44712197TTVQQEPLESGAK 2 146134388 2xTMT6plex [N-Term; K13] 0.97 4.29628849 53.8 0 1846.032213 2 923.5172119 -2.744357243 -0.002533086 33.87148489AIGFVVGQTDWEK 10 146134388 2xTMT6plex [N-Term; K13] 1.302 1.158 1.189 4.248695374 45.87 0 1908.06312 2 954.5338135 -1.451370684 -0.001384653 74.20980703STFETEHAGQR 6 146134388 1xTMT6plex [N-Term] 1.034 1.013 1.216 4.721589565 26.03 0 1491.738936 3 497.917511 -0.641064594 -0.000318767 18.07568487GHEEFPLDGR 2 146134388 1xTMT6plex [N-Term] 1.186 4.002269268 26.55 0 1385.701094 3 462.571106 -1.681032739 -0.00077647 28.46248282MEDYLQLPDDYDTR 2 146134388 1xTMT6plex [N-Term] 1.635 3.018421173 9.64 0 2002.926538 2 1001.966553 -0.35410747 -0.000354626 65.03806381MPLPAPSLSHQPPPAPR 2 146134388 1xTMT6plex [N-Term] 0.987 4.396935463 28.64 0 2022.115617 3 674.7078857 -3.22080171 -0.002170944 56.31833808QHEIILK 2 146134388 2xTMT6plex [N-Term; K7] 1.259 2.687093258 12.89 0 1338.850942 3 446.9552307 0.146826406 6.55E-05 35.52480075ITDESGHLAEK 2 146134388 2xTMT6plex [N-Term; K11] 1.122 2.073176861 12.17 0 1657.916121 3 553.3100586 -0.300720129 -0.00016619 31.59001169ITLRPDPLPER 2 146134388 1xTMT6plex [N-Term] 1.424 1.266 2.875550032 2.27 0 1535.910693 3 512.6416016 -0.287368596 -0.000147124 47.2460869150843820 KIAA1217 sickle tail protein homolog isoform 1 56243 NP_062536.2 5.506948019 1 8 8 34 1943 213.983 7.06 1.02 1.07 0.98 1.02 Significant 0.000647 SAAGLSSLVDLGPPLMEK 8 50843820 2xTMT6plex [N-Term; K18] 1.134 1.049 0.762 6.119920254 47.46 0 2243.272126 3 748.4279175 -1.3046739 -0.00097558 94.67629623ASFGFSGISPLEDEINK 4 50843820 2xTMT6plex [N-Term; K17] 0.919 1.081 4.791964054 20.04 0 2269.211634 3 757.0767822 1.832927183 0.001386433 85.94434141ALFVSAFPQQLTMK 6 50843820 2xTMT6plex [N-Term; K14] 1.139 1.191 0.934 4.351092339 29.89 0 2039.176375 3 680.3972168 0.354010881 0.00024063 95.75227666

LCELEDFVEDLKK 3 50843820 3xTMT6plex [N-Term; K12; K13]; 1xCarbamidomethyl [C2] 1.276 1.379 2.928645849 1.68 1 2325.297896 3 775.7705688 -0.319458867 -0.000247612 106.6566678
GEFPTLQNK 2 50843820 2xTMT6plex [N-Term; K9] 1.028 2.963604212 34.98 0 1491.85715 2 746.4307861 -1.913155275 -0.001427077 49.81319263SQPEDTPENTVR 3 50843820 1xTMT6plex [N-Term] 0.852 0.785 3.29632926 33.16 0 1601.796845 2 801.4014893 -0.713457751 -0.000571407 32.25973189ALVDTSCSSNR 2 50843820 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.675 2.855647087 26.52 0 1438.715758 2 719.8605957 -1.281186878 -0.000921632 22.58986076ASSEDAGPSPQTR 6 50843820 1xTMT6plex [N-Term] 0.01 1.737 2.738130808 23.13 0 1531.75498 2 766.3827515 2.119385757 0.00162319 16.7905026934878777 RNF20 E3 ubiquitin-protein ligase BRE1A 56254 NP_062538.5 14.97435897 1 10 12 49 975 113.592 5.94 1.28 1.54 1.38 1.4 Significant 0.00291 AVSQIVTVYDK 4 34878777 2xTMT6plex [N-Term; K11] 1.322 0.945 3.610031128 37.33 0 1680.993643 2 840.9992065 -1.491203773 -0.001253352 60.43053371TEVIQLEDTLAQVR 4 34878777 1xTMT6plex [N-Term] 1.375 5.469 4.188579082 45.53 0 1844.032658 3 615.3499756 1.472478158 0.000905099 78.27207439AMEAAQLADDLK 6 34878777 2xTMT6plex [N-Term; K12] 1.518 1.094 0.959 4.946260452 78.49 0 1733.950792 2 867.4758911 -3.625497025 -0.003143217 64.77587704QEEEALLSEMDVTGQAFEDMQEQNIR 2 34878777 1xTMT6plex [N-Term] 100 5.232100487 50.48 0 3269.513952 3 1090.506226 -3.006095809 -0.003276157 93.9804719AAVEDSGTTVETIK 2 34878777 2xTMT6plex [N-Term; K14] 1.437 4.831667423 78.75 0 1879.042444 2 940.0252686 0.4346998 0.00040841 43.58086848ASQEDANEIK 6 34878777 2xTMT6plex [N-Term; K10] 0.909 1.516 0.744 3.830834389 52.6 0 1562.842622 2 781.9243774 -0.731722549 -0.000571784 24.93990515LGGVSSTEELDIR 2 34878777 1xTMT6plex [N-Term] 1.135 2.279432297 16.76 0 1604.869281 2 802.9385986 0.398328781 0.000319633 51.90605673AQLELAQK 3 34878777 2xTMT6plex [N-Term; K8] 1.27 1.183 2.963675499 39.84 0 1358.840772 2 679.9238281 -0.288392877 -0.00019594 41.04472196SAVEQVVK 6 34878777 2xTMT6plex [N-Term; K8] 1.349 1.494 1.197 3.408887863 35.75 0 1317.814222 2 659.4124756 2.619589178 0.001726066 37.08158071EAQSDLNK 7 34878777 2xTMT6plex [N-Term; K8] 1.703 1.457 1.026 3.080134392 22.99 0 1362.762915 2 681.8822021 -4.246808495 -0.002893697 104.8126553LHDFQDEIVENSVTK 3 34878777 2xTMT6plex [N-Term; K15] 1.786 1.855 2.787191153 0 2232.191233 3 744.7355957 0.448357363 0.000333606 57.45843194AQEDISR 4 34878777 1xTMT6plex [N-Term] 1.181 1.516 2.317489862 14.73 0 1047.563204 2 524.28479 -0.859358053 -0.000450116 99.7695113762241040 LRRC8A volume-regulated anion channel subunit LRRC8A 56262 NP_062540.2 28.02469136 1 18 19 109 810 94.139 7.94 1.63 1.53 1.56 1.57 Significant 0.000354

LPQVVTDVGVHLQK 6 62241040 2xTMT6plex [N-Term; K14] 1.14 0.882 0.809 4.90773344 29.79 0 1991.205367 3 664.4059448 -1.047570169 -0.000695309 70.75232927ALSETVVEESDPKPAFSK 8 62241040 3xTMT6plex [N-Term; K13; K18] 1.707 1.646 1.908 4.033211231 30.89 0 2621.464109 3 874.4921875 -0.801105761 -0.000700023 58.83633008
LECLPVELGECPLLK 13 62241040 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C3; C11] 1.603 1.76 1.768 4.550087929 39.1 0 2228.243469 3 743.4187012 -0.861106249 -0.000639585 96.45691599
IPHSIFSLHNLQEIDLK 2 62241040 2xTMT6plex [N-Term; K17] 1.339 6.336983681 19.3 0 2462.417151 4 616.3597412 -0.006358082 -3.91E-06 84.29865464SGLVVEEDLFNTLPPEVK 4 62241040 2xTMT6plex [N-Term; K18] 1.373 4.116872787 31.08 0 2444.368863 3 815.4598389 -1.595343688 -0.001299869 93.080143FAVFLSEVSENK 12 62241040 2xTMT6plex [N-Term; K12] 2.059 1.952 1.693 4.991521358 70.39 0 1828.025672 2 914.5157471 -0.795393302 -0.000727 91.48431674LWYNHIAYIPIQIGNLTNLER 6 62241040 1xTMT6plex [N-Term] 1.729 1.635 1.169 5.49996233 37.65 0 2770.524186 3 924.180481 0.97597094 0.000901317 100.8187753IEAPALAFLR 6 62241040 1xTMT6plex [N-Term] 1.535 1.679 1.518 3.802369595 48.13 0 1329.809188 2 665.4081421 -0.135681355 -9.02E-05 82.72065485TIEEIISFQHLHR 4 62241040 1xTMT6plex [N-Term] 2.074 2.166 4.796544552 60.27 0 1852.027848 4 463.7624817 0.134548632 6.23E-05 64.55807634IETLPPELFQCR 2 62241040 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.28 3.285514355 20.51 0 1731.930108 2 866.4684448 -0.285711046 -0.000247416 74.49465609LEHFVSILLK 8 62241040 2xTMT6plex [N-Term; K10] 2.441 2.098 2.331 3.979323387 27.45 0 1657.045285 3 553.0203247 0.685546197 0.00037866 93.94628366EIPLWIYSLK 6 62241040 2xTMT6plex [N-Term; K10] 1.804 1.798 1.932 3.126906157 29.56 0 1720.044951 3 574.0198364 0.00320186 1.84E-06 102.0590296LSINNEGTK 6 62241040 2xTMT6plex [N-Term; K9] 1.727 1.553 1.603 4.071588993 33.27 0 1433.836414 2 717.4210815 -1.065584642 -0.000763937 37.26225807YIVIDGLR 6 62241040 1xTMT6plex [N-Term] 1.543 1.492 1.067 3.136887074 43.58 0 1177.714225 2 589.3609009 0.25482227 0.000150054 61.1887853SETGVLDK 2 62241040 2xTMT6plex [N-Term; K8] 1.322 3.009943485 31.16 0 1306.761852 2 653.883606 -1.467119609 -0.000958588 43.55132578LIVLNSLK 8 62241040 2xTMT6plex [N-Term; K8] 1.267 1.675 3.171070099 16.94 0 1357.918294 2 679.4633179 0.784687998 0.000532771 77.49995551IPTQLFYCR 6 62241040 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.836 2.405 1.883 3.092257261 18.3 0 1426.771423 2 713.8895874 0.333350304 0.000237807 67.12457959IEQGIVDR 6 62241040 1xTMT6plex [N-Term] 1.584 1.235 1.83 3.099288464 39.19 0 1158.668003 2 579.8381958 0.959637756 0.000555951 32.63654497MICLPCK 2 62241040 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C3; C6] 1.001 2.192356348 4.72 0 1379.761341 2 690.3842163 -0.134373103 -9.27E-05 60.71914319

9624998 HNRNPH2 heterogeneous nuclear ribonucleoprotein H2 3188 NP_062543.1 35.85746102 1 5 12 246 449 49.232 6.3 0.86 1.13 1.02 1.01 Significant 0.00605 YGDGGSSFQSTTGHCVHMR 6 9624998 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.78 1.084 1.153 6.550119877 65.63 0 2313.033814 4 579.0144043 0.853069025 0.000493294 23.62620444ATENDIYNFFSPLNPMR 38 9624998 1xTMT6plex [N-Term] 0.727 1.033 1.007 5.993941307 51.27 0 2258.111319 2 1129.560791 1.322468571 0.001493141 92.74981284STGEAFVQFASQEIAEK 40 9624998 2xTMT6plex [N-Term; K17] 0.938 1.393 1.491 4.600217342 38.41 0 2300.217448 3 767.4107056 0.050294905 3.86E-05 116.4036285DLNYCFSGMSDHR 32 9624998 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.306 1.467 1.436 4.662892818 46.54 0 1830.810069 2 915.9085693 -0.113052756 -0.000103489 43.0211967HTGPNSPDTANDGFVR 28 9624998 1xTMT6plex [N-Term] 1.218 1.21 1.352 6.443077564 55.16 0 1913.930318 3 638.6482544 -0.056666852 -3.62E-05 22.73944182VTGEADVEFATHEDAVAAMAK 6 9624998 2xTMT6plex [N-Term; K21]; 1xOxidation [M19] 5.801243782 0 2636.327803 3 879.4471436 -0.351111852 -0.000308549 74.01223115GLPWSCSADEVMR 10 9624998 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.802 1.262 1.344 4.056188583 26.19 0 1736.829742 2 876.9147339 -1.406721746 -0.001232868 46.95474246VHIEIGPDGR 33 9624998 1xTMT6plex [N-Term] 1.293 1.327 1.344 3.915438175 48.1 0 1321.742565 3 441.2523193 -0.121197722 -5.34E-05 38.57755662DLNYCFSGMSDHR 15 9624998 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C5] 1.304 1.3 1.277 3.316615105 27 0 1846.804984 2 915.9085693 -0.113052756 -0.000103489 43.0211967
GLPWSCSADEVMR 6 9624998 1xTMT6plex [N-Term]; 1xOxidation [M12]; 1xCarbamidomethyl [C6] 1.15 1.448 1.336 2.492714882 45.59 0 1752.824657 2 876.9147339 -1.406721746 -0.001232868 46.95474246DRETMGHR 6 9624998 1xTMT6plex [N-Term] 1.106 1.396 1.955 3.883354902 34.35 1 1230.62107 3 410.8783569 -0.448642748 -0.000184036 12.74353093DKANMQHR 6 9624998 2xTMT6plex [N-Term; K2] 2.175 1.891 1.482 3.430572987 13.68 1 1457.804737 3 486.6060791 -0.722363761 -0.000351022 15.16718222

GLPFGCSK 10 9624998 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.571 1.516 1.511 2.598081112 37.01 0 1323.749514 2 662.3776245 -1.164605952 -0.000770823 50.97894815
SNSVEMDWVLK 8 9624998 2xTMT6plex [N-Term; K11]; 1xOxidation [M6] 1.081 1.101 0.907 2.36077261 48 0 1781.950792 2 891.4780884 -1.061927296 -0.000946151 57.98869516SNSVEMDWVLK 2 9624998 2xTMT6plex [N-Term; K11] 1.207 1.263667107 1.74 0 1765.955877 2 891.4780884 -1.061927296 -0.000946151 57.98869516

47271406 MEPCE 7SK snRNA methylphosphate capping enzyme isoform A 56257 NP_062552.2 6.095791001 1 3 3 14 689 74.31 9.57 1.24 1.26 1.33 1.28 Significant 0.000456
HLRPGGILVLEPQPWSSYGK 4 47271406 2xTMT6plex [N-Term; K20] 1.101 1.442 5.132971764 20.65 0 2692.533912 4 673.8876953 -1.842231208 -0.001240067 73.42949425GFQRPVYLFHK 6 47271406 2xTMT6plex [N-Term; K11] 1.283 1.353 1.3 4.083253384 16.11 0 1850.08413 4 463.2761841 -0.661338506 -0.000305883 53.77168263GRDPVEILIPK 4 47271406 2xTMT6plex [N-Term; K11] 1.273 0.952 3.39815712 11.68 1 1695.056912 3 565.6903076 -0.320076827 -0.000180849 63.6925038721361809 RBMXL1 RNA binding motif protein, X-linked-like-1 494115 NP_062556.2 41.53846154 1 3 18 220 390 42.116 9.89 1.21 1.11 1.23 1.18 Significant 0.000982 GFAFVTFESPADAK 38 21361809 2xTMT6plex [N-Term; K14] 1.326 1.359 1.405 5.420209885 70.39 0 1945.047135 2 973.0259399 -1.301740786 -0.001265974 77.20075777LFIGGLNTETNEK 33 21361809 2xTMT6plex [N-Term; K13] 1.331 1.336 1.468 4.892299175 70.27 0 1894.068599 3 632.027832 0.181589912 0.000114648 68.52912653GGHMDDGGYSMNFNMSSSR 2 21361809 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.311 4.448680878 35.87 0 2294.942616 3 770.9827881 -1.609706943 -0.001239977 26.70994021GGHMDDGGYSMNFNMSSSR 6 21361809 1xTMT6plex [N-Term]; 2xOxidation [M] 2.446 0.916 1.069 4.998967171 43.75 0 2310.937531 3 770.9827881 -1.609706943 -0.001239977 26.70994021
GGHMDDGGYSMNFNMSSSR 6 21361809 1xTMT6plex [N-Term]; 3xOxidation [M4; M11; M15] 1.347 1.166 1.108 4.192557812 39.64 0 2326.932446 3 770.9827881 -1.609706943 -0.001239977 26.70994021DYSDHPSGGSYR 6 21361809 1xTMT6plex [N-Term] 1.26 1.149 1.258 3.919980049 28.62 0 1569.713115 3 523.9089355 -0.548991638 -0.000287253 15.97181471DSYESYGNSR 8 21361809 1xTMT6plex [N-Term] 1.263 1.267 1.079 3.888562679 36.1 0 1406.638553 2 703.8223267 -0.836447775 -0.00058829 17.93379739DRDYSDHPSGGSYR 17 21361809 1xTMT6plex [N-Term] 1.315 1.385 1.489 5.109444618 45.49 1 1840.841169 3 614.284668 -0.933488331 -0.000572801 15.47680467GPPPSYGGSSR 13 21361809 1xTMT6plex [N-Term] 1.541 1.529 1.352 3.211573362 42.64 0 1290.66398 2 645.835144 -0.750632293 -0.000484407 19.08952635SDLYSSCDR 6 21361809 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.973 1.236 1.129 3.456915379 38.01 0 1331.609896 2 666.3083496 -0.355555521 -0.000236731 21.74740578ALETVFGK 6 21361809 2xTMT6plex [N-Term; K8] 1.197 1.09 1.211 3.623212814 48.27 0 1322.808409 2 661.9082642 0.637212696 0.000421455 59.5373824DSYGGPPR 12 21361809 1xTMT6plex [N-Term] 1.037 1.197 1.312 3.232394218 42.35 0 1077.552639 2 539.2798462 -0.207198404 -0.000111634 19.30351328SSSGMGGR 10 21361809 1xTMT6plex [N-Term] 2.113 1.535 1.15 3.087169409 44.16 0 967.4828449 2 484.2449341 -0.261922926 -0.000126703 14.5237311YDDYSSSR 12 21361809 1xTMT6plex [N-Term] 1.202 1.143 1.145 3.591374636 36.61 0 1221.558512 2 611.2827148 -0.2939544 -0.000179541 17.27615345DDGYSTK 20 21361809 2xTMT6plex [N-Term; K7] 1.217 1.252 1.33 2.718739748 24.55 0 1243.657053 2 622.3325806 0.668538654 0.000415716 20.5279085DSYSSSR 6 21361809 1xTMT6plex [N-Term] 1.476 1.394 1.75 2.6199615 27.77 0 1030.500269 2 515.7536621 -0.214925951 -0.000110741 14.44928781RDVYLSPR 2 21361809 1xTMT6plex [N-Term] 0.963 2.803490877 10.33 1 1234.710537 3 412.2419128 0.525366369 0.000216225 24.07773732DVYLSPR 6 21361809 1xTMT6plex [N-Term] 1.462 1.298 1.478 2.834328413 37.61 0 1078.609426 2 539.8080444 -0.568688533 -0.000306696 32.99300848DYAPPPR 9 21361809 1xTMT6plex [N-Term] 1.286 1.424 1.41 2.619847298 18.6 0 1044.567561 2 522.786377 -1.99467591 -0.001041787 20.36146974
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VEQATKPSFER 2 21361809 2xTMT6plex [N-Term; K6] 1.279 1.303 3.9916327 0 1749.989955 3 584.0019531 0.772224433 0.000450462 34.0221221221361831 PARD3 partitioning defective 3 homolog isoform 1 56288 NP_062565.2 5.309734513 1 4 4 14 1356 151.33 7.68 1.09 0.81 1.11 1.01 Significant 0.00919 VEPVGHADTGLEHIPNFSLDDMVK 4 21361831 2xTMT6plex [N-Term; K24] 1.003 0.681 7.599879265 57.51 0 3078.597041 4 770.404541 -0.229746696 -0.000176824 76.23669018
LEHGDGGILDLDDILCDVADDKDR 4 21361831 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C16] 1.322 1.059 8.07463932 45.95 1 3127.561778 4 782.6454468 -0.582284461 -0.000455283 93.7785857VFSLIQQAVTR 4 21361831 1xTMT6plex [N-Term] 0.913 1.165 3.872014523 40.72 0 1490.889229 2 745.9476929 -0.751228053 -0.000559999 86.831343DVTIGGSAPIYVK 2 21361831 2xTMT6plex [N-Term; K13] 1.202 3.577167034 26.52 0 1778.046407 3 593.3532715 -0.64440212 -0.000381926 61.62754144

21361827 METTL3 N6-adenosine-methyltransferase 70 kDa subunit 56339 NP_062826.2 18.27586207 1 9 9 36 580 64.433 6.42 1.34 1.21 1.23 1.26 Significant 0.00103
KVSQEILELLNTTTAK 8 21361827 3xTMT6plex [N-Term; K1; K16] 1.367 1.537 1.366 5.671737671 30.93 1 2475.500101 3 825.8389282 0.860609122 0.000710146 97.88848276DHTPSQELALTQSVGGDSSADR 6 21361827 1xTMT6plex [N-Term] 0.989 0.868 5.34473753 46.98 0 2500.211303 3 834.0738525 -1.719487791 -0.001433028 39.32723723FAAQELIEVK 4 21361827 2xTMT6plex [N-Term; K10] 0.972 1.483 4.400165558 49.56 0 1605.961615 2 803.4815063 -3.660576089 -0.002939372 72.80641505KGPGEVAGTVTGQK 2 21361827 3xTMT6plex [N-Term; K1; K14] 1.016 4.626512527 20.69 1 2016.205651 3 672.7401733 0.156838927 0.000105407 37.95095781

AQVQEFCDYGTK 2 21361827 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 1.331 2.625221491 13.73 0 1903.96242 2 952.4820557 -2.93330468 -0.002792451 56.23056364
ASDADRPCR 4 21361827 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.348 1.232 2.714105606 19.11 0 1276.626549 3 426.2139587 0.606082259 0.000257914 14.50396767VDEIIWVK 4 21361827 2xTMT6plex [N-Term; K8] 1.247 1.227 2.736870527 20.17 0 1459.892473 2 730.4483032 -2.152826147 -0.001571447 76.32215959EQSIVEK 4 21361827 2xTMT6plex [N-Term; K7] 1.587 1.083 2.954517126 26.7 0 1290.766938 2 645.8868408 -0.412816101 -0.000266425 31.87611949QLDSLRER 2 21361827 1xTMT6plex [N-Term] 0.242227107 27.69 1 1245.711265 2 623.3533936 -9.435846778 -0.00587717 13.1057431549574532 GSK3A glycogen synthase kinase-3 alpha 2931 NP_063937.2 30.84886128 1 8 12 53 483 50.949 8.75 1.04 0.94 1.12 1.03 Significant 0.00253 KDELYLNLVLEYVPETVYR 4 49574532 2xTMT6plex [N-Term; K1] 1.238 1.371 4.931598663 31.66 1 2814.569354 3 938.8591309 -2.314461311 -0.002171404 108.081344VTTVVATLGQGPER 6 49574532 1xTMT6plex [N-Term] 0.764 1.012 4.61058569 40.04 0 1656.9482 3 552.9882202 1.150895683 0.000635658 57.8285669LSPLEACAHSFFDELR 5 49574532 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.055 0.954 4.895918369 22.97 0 2121.063641 3 707.6921997 -0.752056127 -0.00053172 85.99847547TPPEAIALCSSLLEYTPSSR 2 49574532 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.797 6.459368706 38.58 0 2421.253292 3 807.753418 -3.13532408 -0.002530471 80.79512653EMNPNYTEFK 6 49574532 2xTMT6plex [N-Term; K10] 1.17 1.006 1.044 4.239217281 50.66 0 1730.882378 2 865.9436646 -1.343643258 -0.001162844 50.22424698DIKPQNLLVDPDTAVLK 6 49574532 3xTMT6plex [N-Term; K3; K17] 1.014 0.927 1.014 4.671441555 13.87 0 2566.5423 3 856.1844482 -1.367074074 -0.001169551 78.42792184LTIPILYVK 2 49574532 2xTMT6plex [N-Term; K9] 1.053 2.617381334 23.68 0 1518.007109 2 759.5071411 -0.067808271 -5.15E-05 97.23534276YFFYSSGEK 4 49574532 2xTMT6plex [N-Term; K9] 1.239 1.37 3.938507795 41.38 0 1585.830266 2 793.4176636 -1.397256446 -0.001107906 58.30070743
LCDFGSAK 6 49574532 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.21 1.143 1.323 3.859932899 31.02 0 1355.739343 2 678.3729248 -0.568148021 -0.00038513 45.46322059

SQEVAYTDIK 2 49574532 2xTMT6plex [N-Term; K10] 1.456 2.937407732 19.66 0 1611.899408 2 806.4545898 1.547632245 0.001247314 42.37245611
KLDHCNIVR 6 49574532 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 1.28 1.352 1.437 3.05005312 15.24 1 1612.935752 4 403.9888611 -1.324965399 -0.000534271 39.10983105VYMYQLFR 4 49574532 1xTMT6plex [N-Term] 0.724 1.014 2.738343477 11.28 0 1348.728495 2 674.8682861 0.59371892 0.000400383 71.877868619845297 DIABLO diablo homolog, mitochondrial isoform 1 precursor 56616 NP_063940.1 31.79916318 1 8 8 48 239 27.114 5.9 0.94 0.93 0.93 0.93 Significant 0.0000128 MNSEEEDEVWQVIIGAR 12 9845297 1xTMT6plex [N-Term] 1.202 0.672 0.881 5.036017895 38.31 0 2234.096063 2 1117.549927 -1.560378013 -0.001743017 94.10006942LAEAQIEELR 2 9845297 1xTMT6plex [N-Term] 1.202 4.175573826 41.37 0 1400.79466 2 700.9004517 -0.737666781 -0.00051666 51.7790512AVYTLTSLYR 4 9845297 1xTMT6plex [N-Term] 1.098 0.822 3.708523512 33.03 0 1415.809582 2 708.4083862 -0.060749033 -4.30E-05 63.37579352AESEQEAYLR 4 9845297 1xTMT6plex [N-Term] 1.331 1.36 3.299560308 39.62 0 1424.721889 2 712.8656006 1.428750334 0.001017786 25.7467354LQVEEVHQLSR 8 9845297 1xTMT6plex [N-Term] 0.887 0.993 1.007 4.31406641 37.58 0 1566.880121 2 783.9431152 -0.744837614 -0.000583536 47.75200982AESEQEAYLRED 12 9845297 1xTMT6plex [N-Term] 0.556 0.661 0.415 3.681790113 44.61 1 1668.791425 2 834.8984375 -1.094540619 -0.00091328 26.9940066TQEEGEER 4 9845297 1xTMT6plex [N-Term] 0.601 2.365853786 39.31 0 1206.579976 2 603.793396 -0.381630577 -0.000230234 13.79436738QYTSLLGK 2 9845297 2xTMT6plex [N-Term; K8] 1.276 2.211212873 6.38 0 1367.829872 2 684.4177246 -1.242757805 -0.000849941 51.1489949238455394 POLE4 DNA polymerase epsilon subunit 4 56655 NP_063949.2 9.401709402 1 1 1 6 117 12.201 4.92 1.3 1.84 1.2 1.45 Significant 0.0184 AAELFVETIAK 6 38455394 2xTMT6plex [N-Term; K11] 1.297 1.837 1.201 4.772619724 72.51 0 1649.98783 2 825.4975586 0.006683383 5.51E-06 83.56198073108773810 LARS leucine--tRNA ligase, cytoplasmic isoform 1 51520 NP_064502.9 44.13265306 1 45 45 406 1176 134.379 7.3 1.04 1.05 1.02 1.04 Significant 0.0000724 QEFEFWYPVDLR 10 108773810 1xTMT6plex [N-Term] 1.345 0.783 0.915 4.230003834 42.26 0 1857.937301 2 929.4724731 0.198219317 0.00018414 88.11265125FSEAEHWLDYFPPLAIQDLK 12 108773810 2xTMT6plex [N-Term; K20] 1 1.059 0.991 6.345794201 44.22 0 2877.522738 3 959.8453369 -0.444909712 -0.000426746 112.071453

EIELYGCPPDFPDEEEEEEETSVK 10 108773810 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C7] 1.076 1.063 0.817 4.748167992 59.52 0 3328.534286 3 1110.182495 -0.406649991 -0.000451183 70.49336146
TPISEHAVFNVDLMSK 6 108773810 2xTMT6plex [N-Term; K16] 0.986 0.936 1.131 5.378481388 43.63 0 2246.22551 3 749.4104004 -3.945373287 -0.002954066 72.09671798VFASELNAGIIK 14 108773810 2xTMT6plex [N-Term; K12] 1.031 0.997 1.044 5.491995335 73.23 0 1720.040928 2 860.5241699 0.078779376 6.78E-05 74.01234091LALADAGDTVEDANFVEAMADAGILR 36 108773810 1xTMT6plex [N-Term] 1.014 1.093 1.266 8.2068367 113.24 0 2877.450153 3 959.819458 -2.200777155 -0.002110876 109.206976NFEATLGWLQEHACSR 6 108773810 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.113 1.497 0.945 6.276616573 41.5 0 2148.049388 3 716.6871948 -1.097142997 -0.000785572 76.6745055GFYEGIMLVDGFK 12 108773810 2xTMT6plex [N-Term; K13] 0.959 1.019 0.849 4.213715553 76.65 0 1934.049778 2 967.5280762 -0.466418321 -0.000451038 95.92942295QTGEGVGPQEYTLLK 12 108773810 2xTMT6plex [N-Term; K15] 1.114 1.177 1.022 5.181615829 55.88 0 2078.153391 2 1039.579712 -0.598537086 -0.000621926 57.93165923EDKGTGVVTSVPSDSPDDIAALR 4 108773810 2xTMT6plex [N-Term; K3] 1.256 1.11 7.101795197 46.74 1 2787.477638 3 929.8312988 0.611794818 0.000568455 52.96532552SLGLSDEEIVK 12 108773810 2xTMT6plex [N-Term; K11] 1.051 1.056 1.046 4.563874245 63.43 0 1647.956923 2 824.4797974 -2.794474402 -0.002302587 57.40834569SFITTDVNPYYDSFVR 12 108773810 1xTMT6plex [N-Term] 1.352 1.139 1.156 4.342064857 50.93 0 2153.075251 2 1077.036621 -4.312739415 -0.004642826 76.10821336VFEVNASNLEK 19 108773810 2xTMT6plex [N-Term; K11] 0.895 0.939 0.906 4.494175911 60.64 0 1707.968157 2 854.4869385 -0.911227103 -0.000778173 61.53157036ELMGEEILGASLSAPLTSYK 18 108773810 2xTMT6plex [N-Term; K20] 0.996 1.322 0.936 6.034902573 74.92 0 2567.404262 3 856.4719849 -1.114273353 -0.000953597 95.89904127VIASELGSMPELK 20 108773810 2xTMT6plex [N-Term; K13] 1.018 0.918 0.922 5.404209137 79.95 0 1832.060342 2 916.5336304 -0.1955928 -0.000179169 81.70134913VDIGDTIIYLVH 28 108773810 1xTMT6plex [N-Term] 1.074 1.04 0.854 4.114667416 97.76 0 1586.899125 2 793.9530029 -0.249417634 -0.0001979 92.85583401EMVANWDSLR 4 108773810 1xTMT6plex [N-Term] 0.871 1.005 3.807462692 49.12 0 1449.735765 2 725.3721924 0.926496854 0.000671588 54.68827265TGFFEFQAAK 4 108773810 2xTMT6plex [N-Term; K10] 0.906 1.027 3.109255314 21.96 0 1603.88845 2 802.4484863 0.776934487 0.000623058 69.29245794LYTWVEWVK 18 108773810 2xTMT6plex [N-Term; K9] 1.209 1.108 1.083 4.197895527 44.66 0 1681.971786 2 841.4882202 -1.558771874 -0.001310905 95.92826155VIYVLPMLTIKEDK 4 108773810 3xTMT6plex [N-Term; K11; K14] 2.257 2.527 4.013278008 21.36 1 2349.443438 3 783.8198242 0.630577534 0.000493835 102.5476771NLETFCEETR 6 108773810 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.21 0.832 1.153 4.20068264 53.57 0 1527.731074 2 764.3685913 -0.764364116 -0.000583871 39.13135504VIASELGSMPELKK 6 108773810 3xTMT6plex [N-Term; K13; K14] 1.116 1.321 1.077 4.538644791 30.33 1 2189.318237 3 730.4432373 -1.406262408 -0.001026252 69.95810611ELAVEGMHR 10 108773810 1xTMT6plex [N-Term] 1.1 1.193 1.033 3.704964638 41.98 0 1270.677522 3 424.2306519 -0.094110104 -3.99E-05 28.44186669EVWDYVFFK 16 108773810 2xTMT6plex [N-Term; K9] 1.033 1.101 1.067 4.243240833 37.83 0 1690.924501 2 845.9657593 -0.15325067 -0.000129568 93.42823431VMPFVAMIK 6 108773810 2xTMT6plex [N-Term; K9] 1.187 1.191 1.222 3.355941296 36.15 0 1493.89882 2 747.4527588 -0.387939174 -0.000289771 94.20693151NMSYQGFTK 2 108773810 2xTMT6plex [N-Term; K9] 1.185 3.853310108 31.64 0 1533.81357 2 767.4109497 0.686102981 0.000526177 45.46925455FSEAEHWLDYFPPLAIQDLKR 2 108773810 2xTMT6plex [N-Term; K20] 1.159 4.07405901 7.81 1 3033.623849 4 759.1602783 -1.504896117 -0.001141322 105.9608122FDDPLLGPR 6 108773810 1xTMT6plex [N-Term] 1.021 1.119 1.001 3.93127799 34.93 0 1258.699303 2 629.8529663 -0.514183817 -0.000323601 57.99021685SGPASTFNDR 6 108773810 1xTMT6plex [N-Term] 1.305 0.996 0.752 2.872572184 28.84 0 1280.643245 2 640.8255005 0.374449765 0.000239768 22.86750462QPLQKPSHCTIYVAK 2 108773810 3xTMT6plex [N-Term; K5; K15]; 1xCarbamidomethyl [C9] 0.894 3.277492523 12.32 0 2457.425497 4 615.1095581 -3.700681114 -0.002273537 44.21968677

EDCCPGKPLNVFR 5 108773810 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C3; C4] 1.192 1.358 1.08 3.529812336 9.31 0 2050.061422 3 684.0256958 0.542282456 0.000370571 46.60745656
FASEAEDK 6 108773810 2xTMT6plex [N-Term; K8] 0.861 0.776 0.919 3.442561626 39.24 0 1354.725467 2 677.8661499 -0.327568443 -0.000221883 45.44396457TEDIIIKDK 4 108773810 3xTMT6plex [N-Term; K7; K9] 1.174 1.212 1.313 2.09950614 3.12 1 1762.092912 3 588.0355835 -0.405819531 -0.000238364 47.69392292

NIFLVAATLRPETMFGQTNCWVRPDMK 3 108773810 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C20] 1.292 1.546 1.417 5.106853008 0 3653.91589 4 914.2354736 1.142476011 0.001043628 104.05676
RVPVLGK 6 108773810 2xTMT6plex [N-Term; K7] 1.02 1.062 1.058 3.690694571 27.97 1 1226.834898 3 409.6166382 0.377321172 0.000154304 39.6563773VLEPYPSK 6 108773810 2xTMT6plex [N-Term; K8] 1.055 1.158 1.019 3.063058376 32.15 0 1390.834624 2 695.9207153 -0.337542602 -0.000234733 45.8944577
QTSQCLK 6 108773810 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.747 1.108 1.249 2.303053141 35 0 1322.750242 2 661.8814697 4.09794151 0.002710277 110.355858
TEDIIIK 9 108773810 2xTMT6plex [N-Term; K7] 0.837 0.859 0.856 2.930209398 29.25 0 1289.808074 2 645.4075928 -0.128308334 -8.27E-05 50.64958979TDQNYEK 6 108773810 2xTMT6plex [N-Term; K7] 1.105 1.032 1.318 2.801178455 33.34 0 1355.720716 2 678.3632813 -1.054819022 -0.00071502 20.05007107YTIYSPK 8 108773810 2xTMT6plex [N-Term; K7] 1.035 1.066 1.048 2.916674614 30.36 0 1329.78186 2 665.3936157 -1.432471554 -0.000952437 44.42295002YQWGIMK 4 108773810 2xTMT6plex [N-Term; K7] 0.864 0.899 3.320541143 25.37 0 1383.785899 2 692.3967285 0.203175397 0.000140576 60.00171051NYPPWQHTTLSVLR 2 108773810 1xTMT6plex [N-Term] 0.844 2.974057913 7.99 0 1941.054397 3 647.6896973 0.073036014 4.73E-05 60.27529342EKLDQLK 6 108773810 3xTMT6plex [N-Term; K2; K7] 1.034 1.063 0.959 2.858653307 3.03 1 1560.992804 3 521.0018311 -1.194474396 -0.000621522 42.86067392WQFLTLR 10 108773810 1xTMT6plex [N-Term] 1.53 1.048 1.547 2.753227234 25.06 0 1192.703995 2 596.8554688 -0.279918573 -0.00016693 76.18326866IQSQNDREK 2 108773810 2xTMT6plex [N-Term; K9] 1.62 1.273 3.244674444 1 1575.88549 3 525.9669189 0.452993534 0.000237955 18.49900113

27477136 ZC3HAV1 zinc finger CCCH-type antiviral protein 1 isoform 1 56829 NP_064504.2 31.48558758 1 25 25 130 902 101.367 8.4 0.95 0.96 0.94 0.95 Significant 0.0000369
EHGLNPDVVQNIQDICNSK 6 27477136 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C16] 0.986 0.871 0.761 5.796963692 56.16 0 2638.36592 3 880.1259766 -0.964002939 -0.000847797 61.79128394ATDLGGTSQAGTSQR 6 27477136 1xTMT6plex [N-Term] 0.784 0.93 0.718 5.224462032 71.48 0 1678.855757 2 839.930603 -1.088292014 -0.000913543 20.18594122SLTSWTNDQGAR 6 27477136 1xTMT6plex [N-Term] 0.958 1.027 1.108 4.353435993 39.35 0 1564.7917 2 782.8997803 0.373280914 0.000292053 37.51415288ASLEDAPVDDLTR 4 27477136 1xTMT6plex [N-Term] 0.755 0.72 4.768967152 48.03 0 1630.848546 2 815.9269409 -1.189996501 -0.000970352 49.53452061VALVNDSLSDVTSTTSSR 6 27477136 1xTMT6plex [N-Term] 0.902 0.831 5.079887867 42.62 0 2081.092358 3 694.3686523 -0.458393279 -0.000317986 60.52001403SSLGSLQTPEAVTTR 6 27477136 1xTMT6plex [N-Term] 0.725 0.833 0.924 5.074071407 71.68 0 1775.970058 2 888.4877319 -1.053352676 -0.000935361 43.67574545RPTFVPQWYVQQMK 6 27477136 2xTMT6plex [N-Term; K14]; 1xOxidation [M13] 0.853 0.951 0.982 4.658379078 24.07 0 2282.252 3 761.4226074 0.555984013 0.000422965 61.1265047NVVMFVAQVLVGK 4 27477136 2xTMT6plex [N-Term; K13] 0.643 1.725 3.552848577 33.08 0 1862.133782 3 621.3825684 -0.338542741 -0.000210137 113.2419492SNPSVFVIFQK 8 27477136 2xTMT6plex [N-Term; K11] 1.305 1.16 1.045 3.938216209 31.59 0 1724.014713 2 862.5075073 -4.045772643 -0.003487486 82.37484941YSHEVLSEENFK 8 27477136 2xTMT6plex [N-Term; K12] 1.002 1 0.887 4.737910271 29.73 0 1940.016563 3 647.3425903 -1.724507909 -0.001115191 43.28833315VMSCDSFPIR 6 27477136 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.834 0.82 0.886 3.640967607 27.04 0 1440.717672 2 720.8624878 0.018432437 1.33E-05 51.72816311GVVPFQAGSR 2 27477136 1xTMT6plex [N-Term] 1.027 3.03151226 36.86 0 1246.710537 2 623.859375 0.751401366 0.00046839 37.10479888DQVYPQYVIEYTEDK 2 27477136 2xTMT6plex [N-Term; K15] 1.374 3.084853411 37.81 0 2348.206214 2 1174.607544 0.680055531 0.000798455 69.80546592RPTFVPQWYVQQMK 2 27477136 2xTMT6plex [N-Term; K14] 1.006 4.385331154 9.08 0 2266.257085 3 761.4226074 0.555984013 0.000422965 61.1265047IENSELLDK 4 27477136 2xTMT6plex [N-Term; K9] 0.863 1.067 3.594895363 19.24 0 1518.877945 2 759.9423828 -0.300053735 -0.000227872 51.20278651TWTDFEHMETIEK 6 27477136 2xTMT6plex [N-Term; K13] 0.837 0.956 0.978 3.10961175 12.94 0 2125.067613 3 709.0263672 -1.441948238 -0.001021413 63.89499227SCTPSPDQISHR 4 27477136 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.734 0.897 4.172688961 32.14 0 1613.79032 3 538.6014404 -0.341978094 -0.00018396 34.5257223KFTYLGSQDR 6 27477136 2xTMT6plex [N-Term; K1] 0.747 0.957 0.879 3.632953167 20.88 1 1672.942276 3 558.3184814 -0.828028607 -0.000461748 40.62756296TVFSPTLPAAR 6 27477136 1xTMT6plex [N-Term] 0.918 0.949 0.999 3.9841187 30.6 0 1388.809916 2 694.9087524 0.224683601 0.000156021 53.81263746WQMLIGK 8 27477136 2xTMT6plex [N-Term; K7] 1.089 1.481 0.945 3.251394987 29.57 0 1333.806635 2 667.4069214 -0.051406674 -3.43E-05 75.88771612KVLAIMR 2 27477136 2xTMT6plex [N-Term; K1] 1.463 3.51384449 10.5 1 1288.853919 3 430.289093 -0.925991106 -0.000397822 49.73491314IADDADPR 6 27477136 1xTMT6plex [N-Term] 0.772 0.769 0.822 2.546143293 54.04 0 1101.573768 2 551.2904663 -0.101992999 -5.62E-05 19.94780564NCPYDAK 3 27477136 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.175 1.262 2.935560465 25.58 0 1325.692393 2 663.3502197 0.580649877 0.000384882 31.39248264SVVATTR 4 27477136 1xTMT6plex [N-Term] 0.894 0.854 2.444061756 15.71 0 962.5832109 2 481.7950439 -0.415184236 -0.000199825 18.32317969ARPPSGSSK 6 27477136 2xTMT6plex [N-Term; K9] 0.924 1.099 1.003 3.176807642 12.33 0 1344.799969 3 448.9380493 -0.278577327 -0.000124877 17.6403812DAIYSHK 3 27477136 2xTMT6plex [N-Term; K7] 1.15 0.834 2.900851011 15.88 0 1291.741058 3 431.2516479 -0.516297241 -0.000222307 23.48727688

9910280 UGGT1 UDP-glucose:glycoprotein glucosyltransferase 1 precursor 56886 NP_064505.1 39.74276527 1 45 45 345 1555 177.078 5.63 1.18 1.16 1.19 1.18 Significant 0.0000562
AVYLGELPHDQDVVEYIMNQPNVVPR 11 9910280 1xTMT6plex [N-Term] 1.426 1.338 1.228 7.089560986 47.01 0 3224.661149 3 1075.55835 -0.202679241 -0.000217857 91.07409115SPAISWVNNLEVDSR 12 9910280 1xTMT6plex [N-Term] 1.24 0.935 0.829 3.939317226 45.46 0 1916.007506 2 958.506897 -0.516054705 -0.000494382 69.65384316LGIEGLSLHNVLK 6 9910280 2xTMT6plex [N-Term; K13] 0.859 1.032 1.024 5.308354855 49.77 0 1851.14679 3 617.7200317 -0.674039014 -0.000415915 79.04807246EIYDDSFIRPVTFWIVGDFDSPSGR 2 9910280 1xTMT6plex [N-Term] 0.601 4.374820232 10.26 0 3147.562481 3 1049.858276 -0.70058925 -0.000735049 106.2072007TEEVKQDKDDIINIFSVASGHLYER 7 9910280 3xTMT6plex [N-Term; K5; K8] 100 2.061 1.49 7.895236015 12.87 2 3593.941837 5 719.5919189 -3.157764915 -0.002269765 88.71661791IVPEWQDYDQEIK 12 9910280 2xTMT6plex [N-Term; K13] 1.206 1.23 1.093 4.124351978 53.07 0 2121.126842 2 1061.067383 0.30504305 0.000323518 70.68965276DFNLDGAPYGYTPFCDSR 6 9910280 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.696 1.465 100 3.74615097 48.43 0 2324.049113 2 1162.528564 0.318076862 0.000369613 69.75830269VWQLQDLSFQTAAR 20 9910280 1xTMT6plex [N-Term] 1.206 1.273 1.261 5.25997591 50.08 0 1892.022762 2 946.515564 0.575584876 0.00054451 77.12513927KEPVYLSGYGVELAIK 12 9910280 3xTMT6plex [N-Term; K1; K16] 1.358 1.263 1.528 7.44320488 45.67 1 2453.462259 3 818.4924316 0.196730915 0.000160891 78.31616075EISYENTQISR 12 9910280 1xTMT6plex [N-Term] 1.045 0.989 1.195 3.928329706 63.66 0 1568.811767 2 784.9096069 0.108813046 8.54E-05 33.5178942KYPYVEVNSILGIDSAYDR 6 9910280 2xTMT6plex [N-Term; K1] 0.896 0.976 1.237 5.522353172 22.49 1 2660.433588 3 887.4818726 -0.948707846 -0.000841325 78.31798095IYSHDGTDSPPDADEVVIVLNNFK 8 9910280 2xTMT6plex [N-Term; K24] 1.103 1.438 100 6.976118088 38.36 0 3103.598816 3 1035.203369 -1.050837534 -0.001087126 90.01044376VEEDVASDLVMK 14 9910280 2xTMT6plex [N-Term; K12] 1.125 1.185 1.193 4.923369884 62.44 0 1792.976672 2 896.9916992 -0.307071759 -0.000275286 65.16697659HLVESTNEMAPLK 4 9910280 2xTMT6plex [N-Term; K13] 0.981 0.955 4.894659996 39.35 0 1927.072304 3 643.0289917 0.061107025 3.93E-05 45.15246565AYNYVAQEVDDYHAFQTLTHIYNK 4 9910280 2xTMT6plex [N-Term; K24] 1.058 1.148 5.61055088 26.49 0 3361.689362 4 841.177063 -0.87449391 -0.000734944 84.73583103ILASPVELALVVMK 4 9910280 2xTMT6plex [N-Term; K14] 1.249 4.406890392 35.23 0 1941.222263 3 647.7453003 -0.471456109 -0.000305067 112.9230406

TCESDTLEALLLTASERPKPLLFK 4 9910280 3xTMT6plex [N-Term; K19; K24]; 1xCarbamidomethyl [C2] 2.423 2.093 7.413151264 27.75 0 3419.942689 4 855.7392578 -2.18943435 -0.001871935 106.409514
YVLEPEISFTSDNSFAK 4 9910280 2xTMT6plex [N-Term; K17] 1.065 1.164 4.8437953 34.83 0 2405.264064 3 802.425415 -0.98604675 -0.000790568 79.27627655EGETYFDVVAVVDPVTR 6 9910280 1xTMT6plex [N-Term] 1.025 1.918 4.2409935 27.02 0 2125.101466 3 709.0394287 1.066745682 0.000755648 82.80870178GQYQGLSQDPNSLSNLDQDLPNNMIHQVPIK 6 9910280 2xTMT6plex [N-Term; K31] 1.06 1.31 5.002976418 33.72 0 3922.01692 4 981.2584229 -1.289760818 -0.001264616 78.90804288

SLPQEWLWCETWCDDASK 8 9910280 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C9; C13] 1.587 1.836 1.949 5.393881798 51.5 0 2769.305294 3 923.7739258 0.697049818 0.000643448 90.25866501
TIDLCNNPMTK 8 9910280 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.108 1.056 1.245 4.380852699 46.28 0 1764.938847 2 882.9726563 -0.459845961 -0.0004058 62.9805548FLFVDADQIVR 4 9910280 1xTMT6plex [N-Term] 0.902 1.321 4.305895805 61.44 0 1551.873245 2 776.4395142 -0.962056465 -0.000746495 84.81594449ILETTTFFQR 19 9910280 1xTMT6plex [N-Term] 1.157 1.288 1.343 4.093943596 39.78 0 1484.831046 2 742.9185181 -0.866110115 -0.000643014 69.04612735VDALLSAQPK 10 9910280 2xTMT6plex [N-Term; K10] 1.191 1.133 1.201 4.061071396 35.52 0 1499.91975 2 750.4631958 -0.423394943 -0.000317529 56.5173553EQLDPDELETITMHK 6 9910280 2xTMT6plex [N-Term; K15] 1.234 0.787 4.799728394 40.74 0 2257.178619 4 565.0499268 -0.328852464 -0.00018557 67.12747635VKVEHVVSVLEK 10 9910280 3xTMT6plex [N-Term; K2; K12] 1.436 1.516 1.411 4.587956429 23.66 1 2053.298823 3 685.1040649 -0.575223522 -0.000393702 60.64099527MDFILSHAVYCR 8 9910280 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.463 1.321 1.749 4.912983894 39.95 0 1740.876298 3 580.9633789 -0.410564065 -0.000238247 67.69701626DLHPDLEGQLK 6 9910280 2xTMT6plex [N-Term; K11] 0.94 0.863 0.922 4.739211559 42.04 0 1722.979056 3 574.9970093 -1.49806114 -0.000860376 58.73156312IEYQFFEDR 6 9910280 1xTMT6plex [N-Term] 1.317 0.936 1.268 3.915425777 53.72 0 1475.736811 2 738.3719482 -0.129390026 -9.55E-05 63.14634945AITTSLTTK 6 9910280 2xTMT6plex [N-Term; K9] 1.309 1.065 1.128 4.027247429 41.11 0 1393.866652 2 697.4365234 -0.632488767 -0.000440803 43.71597585ILASPVELALVVMK 4 9910280 2xTMT6plex [N-Term; K14]; 1xOxidation [M13] 1.293 0.959 3.812607765 31.44 0 1957.217178 3 647.7453003 -0.471456109 -0.000305067 112.9230406ILFLDVLFPLVVDK 6 9910280 2xTMT6plex [N-Term; K14] 1.267 0.623 2.649559021 16.74 0 2089.307707 3 697.1073608 -0.085052321 -5.92E-05 113.5261967VEHVVSVLEK 4 9910280 2xTMT6plex [N-Term; K10] 0.862 0.99 3.415410519 29.52 0 1596.972514 3 532.9955444 -0.2716385 -0.0001446 54.42815734EKETGALYK 4 9910280 3xTMT6plex [N-Term; K2; K9] 1.441 1.393 3.873685837 11.07 1 1726.035397 3 576.0159912 -1.145461553 -0.000659036 33.5900332TEVEENQK 6 9910280 2xTMT6plex [N-Term; K8] 1.438 1.038 1.064 3.876682997 46.08 0 1434.784044 2 717.8952026 -0.638239996 -0.000457868 19.31655887DLSQNFPTK 8 9910280 2xTMT6plex [N-Term; K9] 1.212 1.087 1.31 3.604298592 32.18 0 1507.852064 2 754.4298096 0.184448217 0.00013906 53.49209058LNIQPSEADYAVDIR 10 9910280 1xTMT6plex [N-Term] 0.998 0.907 0.984 3.81752634 53.29 0 1933.022822 2 967.0159302 0.911500652 0.000880976 63.25704886FTILDSQGK 4 9910280 2xTMT6plex [N-Term; K9] 1.182 1.046 3.278843403 24.25 0 1466.861901 3 489.6256104 0.256993986 0.000125658 56.72619002QLLYDAIK 6 9910280 2xTMT6plex [N-Term; K8] 1.168 1.208 1.17 3.840913296 44.75 0 1421.876823 2 711.4404907 -2.192760046 -0.001558917 63.38750942ANPGAWILR 4 9910280 1xTMT6plex [N-Term] 1.188 0.853 2.770694494 22.71 0 1226.720707 2 613.8632813 -1.158796775 -0.00071076 59.36713817EQLDPDELETITMHK 5 9910280 2xTMT6plex [N-Term; K15]; 1xOxidation [M13] 0.961 0.817 0.731 2.838802814 15.88 0 2273.173534 4 565.0499268 -0.328852464 -0.00018557 67.12747635ISMINNPAK 4 9910280 2xTMT6plex [N-Term; K9]; 1xOxidation [M3] 1.324 1.166 2.41499424 23.24 0 1461.849956 2 731.4291992 0.797248374 0.000582729 41.19175303EVFESSK 11 9910280 2xTMT6plex [N-Term; K7] 1.226 1.395 1.195 2.852370739 22.47 0 1283.724739 2 642.3654785 -0.824404733 -0.000529154 34.68874341WGFTGQK 6 9910280 2xTMT6plex [N-Term; K7] 1.191 1.173 0.972 2.790680885 17.54 0 1281.735578 2 641.3707275 -1.092114395 -0.000699901 51.12832186NYLSPTFK 6 9910280 2xTMT6plex [N-Term; K8] 1.435 1.131 1.529 2.477551937 23.86 0 1427.829872 2 714.4180298 -0.763066881 -0.000544765 50.72805449LSDMPLK 6 9910280 2xTMT6plex [N-Term; K7] 1.148 1.219 1.151 3.386889696 27.18 0 1261.759016 2 631.3838501 1.115724393 0.000703888 55.40741152

190194386 TM9SF3 transmembrane 9 superfamily member 3 precursor 56889 NP_064508.3 20.71307301 1 13 13 73 589 67.843 7.21 1.29 1.27 1.31 1.29 Significant 0.0000801
FKDDVMPATYCEIDLDKEK 6 190194386 4xTMT6plex [N-Term; K2; K17; K19]; 1xCarbamidomethyl [C11] 1.478 1.567 1.403 6.242434502 19.29 2 3233.724389 4 809.1836548 -3.587132971 -0.00289995 68.52866226

SISHYHETLGEALQGVELEFSGLDIK 10 190194386 2xTMT6plex [N-Term; K26] 1.595 1.316 1.034 6.66848135 37.88 0 3330.762192 5 666.9586182 0.537994071 0.000358386 96.51202045
FKDDVMPATYCEIDLDK 4 190194386 3xTMT6plex [N-Term; K2; K17]; 1xCarbamidomethyl [C11] 1.17 1.517 5.747655869 43.11 1 2747.423901 3 916.4769287 -2.791053534 -0.002556069 72.87456464

YSKEEEMDDMDRDLGDEYGWK 3 190194386 3xTMT6plex [N-Term; K3; K21] 1.005 2.421 3.249953508 3.85 2 3298.54872 4 825.3918457 -0.960021442 -0.000791669 62.62136046YLDPSFFQHR 10 190194386 1xTMT6plex [N-Term] 1.091 1.608 1.347 3.719675303 33.93 0 1538.795329 3 513.6030884 -0.400880656 -0.000205624 56.81682627DLGDEYGWK 6 190194386 2xTMT6plex [N-Term; K9] 0.791 0.771 0.723 3.652443171 41.63 0 1540.80478 2 770.9052124 -1.058969529 -0.000815833 53.02324007
YFSLPFCVGSK 10 190194386 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.774 1.734 2.05 3.840950966 29.94 0 1762.960235 3 588.3253784 0.764103398 0.000449028 84.53244014

YSKEEEMDDMDR 4 190194386 2xTMT6plex [N-Term; K3] 1.352 0.826 3.035516262 10.7 1 2005.924713 3 669.3139648 1.310229259 0.000876074 31.44666677DAFVYAIK 6 190194386 2xTMT6plex [N-Term; K8] 1.317 1.157 1.356 3.774445295 42.38 0 1384.824059 2 692.9138794 -2.582769208 -0.00178834 63.07371121IQMSYSVK 4 190194386 2xTMT6plex [N-Term; K8] 1.164 1.419 3.179279804 25.64 0 1413.817593 2 707.4116821 -1.064919686 -0.000752801 48.76777355KIYTNVK 6 190194386 3xTMT6plex [N-Term; K1; K7] 1.128 1.33 1.417 2.614198923 8.59 1 1553.002975 3 518.3389282 -0.478983005 -0.000247954 37.34591528VNAVPRPIPEKK 2 190194386 3xTMT6plex [N-Term; K11; K12] 2.188 1.394 2.137050629 1 2035.299491 4 509.5796814 -1.275347473 -0.000648929 41.6961914VNAVPRPIPEK 2 190194386 2xTMT6plex [N-Term; K11] 0.921 2.126882792 2.09 0 1678.041596 3 560.0183716 -0.616768922 -0.000344988 43.49561019
9910394 AGPAT3 1-acyl-sn-glycerol-3-phosphate acyltransferase gamma 56894 NP_064517.1 12.23404255 1 5 5 20 376 43.353 8.72 0.89 1.02 0.83 0.91 Significant 0.00375

GSSYGNQEFK 6 9910394 2xTMT6plex [N-Term; K10] 0.919 0.965 0.722 4.351998329 53.63 0 1574.821493 2 787.9155273 1.451312108 0.001142779 30.84356984LIGVTEIEK 6 9910394 2xTMT6plex [N-Term; K9] 0.87 0.848 0.707 3.795041084 38.93 0 1459.913602 2 730.4597778 -0.906215228 -0.000661498 63.60885199EAAQWLHK 2 9910394 2xTMT6plex [N-Term; K8] 0.845 3.108167887 26.91 0 1440.836355 3 480.9508667 1.174316327 0.000563999 41.51050077GFTTAVK 2 9910394 2xTMT6plex [N-Term; K7] 1.227 2.190355301 25.32 0 1181.72943 2 591.3678589 -0.836999179 -0.000494553 39.5155549RFPLEDIPLDEK 4 9910394 2xTMT6plex [N-Term; K12] 1.045 0.897 2.867980242 3.28 1 1930.104984 3 644.0413818 2.387350869 0.001535946 68.46845428
9910392 AGPAT4 1-acyl-sn-glycerol-3-phosphate acyltransferase delta 56895 NP_064518.1 2.380952381 1 1 1 6 378 43.993 8.72 1.16 1.1 1.26 1.17 Significant 0.00158 DAFQEEYYR 6 9910392 1xTMT6plex [N-Term] 1.157 1.099 1.262 3.682188749 32.26 0 1449.684775 2 725.34552 -0.697952379 -0.000505905 37.6159164919923821 DPYSL5 dihydropyrimidinase-related protein 5 56896 NP_064519.2 1.241134752 1 1 1 26 564 61.382 7.2 1.51 1.56 1.54 1.54 Significant 0.0000894 DIGAIAR 26 19923821 1xTMT6plex [N-Term] 1.512 1.56 1.537 2.826800108 28.78 0 944.5726463 2 472.7897644 -0.417195446 -0.000197036 31.1695886118426902 WRNIP1 ATPase WRNIP1 isoform 1 56897 NP_064520.2 8.270676692 1 4 4 20 665 72.088 6.1 0.96 1.15 0.89 1 Significant 0.00598

SLLETNEIPSLILWGPPGCGK 6 18426902 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C19] 1.225 0.593 4.558718681 42.33 0 2739.515544 3 913.8427124 -0.715543656 -0.000653414 106.4765394AVDTLAYLSDGDAR 6 18426902 1xTMT6plex [N-Term] 0.858 1.261 1.173 4.368564129 41.85 0 1695.875095 2 848.4401855 -1.179648345 -0.001000268 56.91634948TILFIDEIHR 4 18426902 1xTMT6plex [N-Term] 0.954 1.126 3.704822302 31.12 0 1485.86268 3 495.9590454 -0.065315276 -3.23E-05 63.8655328FVTLSATNAK 4 18426902 2xTMT6plex [N-Term; K10] 0.971 1.074 3.920059443 28.29 0 1509.9041 2 755.4549561 -0.969922941 -0.000732245 56.539747446592991 GRIPAP1 GRIP1-associated protein 1 56850 NP_064522.3 16.52794293 1 11 11 33 841 95.931 5.11 0.67 0.83 0.91 0.8 Significant 0.00763 ELETLQQTVEELQAQVHSMDGAK 4 46592991 2xTMT6plex [N-Term; K23] 0.713 4.99699688 27.85 0 3042.581785 4 761.4017944 1.170905049 0.000890644 103.3682634LLEQLQEIGQEK 6 46592991 2xTMT6plex [N-Term; K12] 0.738 0.823 4.508297443 47.21 0 1886.099899 3 629.37146 -0.038379297 -2.41E-05 80.94112255IDVSVAAGHTDR 2 46592991 1xTMT6plex [N-Term] 0.829 4.788142204 44.38 0 1469.790972 3 490.6011353 -1.441754863 -0.000706359 31.51246225EAEESLQQQQQEQEEALK 2 46592991 2xTMT6plex [N-Term; K18] 0.865 4.469874382 41.8 0 2603.320075 3 868.4439087 -1.11467115 -0.000967282 40.94893689DQLEQAQEER 5 46592991 1xTMT6plex [N-Term] 0.685 0.769 100 3.338276148 35.61 0 1474.733516 2 737.8685913 -2.44806453 -0.001805121 19.59661209LQDILTNSK 2 46592991 2xTMT6plex [N-Term; K9] 0.82 2.919104576 19.82 0 1489.899015 2 745.4525146 -0.846972253 -0.000630952 58.81341559TNNYQLSDELR 2 46592991 1xTMT6plex [N-Term] 1.088 2.381655455 20.55 0 1581.807016 2 791.40448 -3.370935272 -0.002666085 38.4190411EQLTQELQEAR 4 46592991 1xTMT6plex [N-Term] 0.791 0.781 2.838973522 8.27 0 1573.838316 2 787.4226074 -0.239799887 -0.000188703 41.63445558LQQELEAANQSLAELR 2 46592991 1xTMT6plex [N-Term] 1.58 1.713187218 2.55 0 2042.107948 2 1021.550537 -6.929462892 -0.007075356 81.10747441IQEEIAK 4 46592991 2xTMT6plex [N-Term; K7] 0.475 2.431256771 10.9 0 1288.787673 2 644.9000854 4.051053983 0.002610474 43.04033669EKESSAVPAR 2 46592991 2xTMT6plex [N-Term; K2] 0.92 2.623093843 2.14 1 1531.884427 3 511.3005066 1.657700376 0.000846468 18.7992862210047140 PNO1 RNA-binding protein PNO1 56902 NP_064528.1 32.14285714 1 7 7 38 252 27.907 9.73 1.15 1.16 1.17 1.16 Significant 0.0000248 LDDLFLESFEITDVKPLK 10 10047140 3xTMT6plex [N-Term; K15; K18] 1.038 1.122 0.898 5.198324203 38.52 0 2809.62061 3 937.2113037 -0.445625001 -0.000417346 111.8807256IFTPIVEHLGLQIR 6 10047140 1xTMT6plex [N-Term] 1.193 1.683 1.075 6.023729324 43.67 0 1865.12102 3 622.378418 -0.171122274 -0.000106388 93.00828418QAEQLSAAGEGGDAGR 10 10047140 1xTMT6plex [N-Term] 1.233 1.193 1.032 6.074564934 85.17 0 1745.86157 2 873.4335938 -0.950401812 -0.000829635 22.95454822VHILGSFQNIK 2 10047140 2xTMT6plex [N-Term; K11] 1.281 3.332716703 20.91 0 1714.041596 3 572.013916 -8.402166642 -0.004800554 60.99277046FTIENVTR 2 10047140 1xTMT6plex [N-Term] 1.462 3.035491228 29.13 0 1208.683653 2 604.8452148 -0.413733154 -0.000250036 50.57589618DVSALTK 6 10047140 2xTMT6plex [N-Term; K7] 1.334 0.934 0.855 2.540822268 24.47 0 1191.73491 2 596.3707886 -0.511012607 -0.000304496 37.61596454IVLADVK 4 10047140 2xTMT6plex [N-Term; K7] 1.339 2.665023327 16.31 0 1215.807681 2 608.4071045 -0.615389783 -0.000374098 58.163418059910352 SH3GLB2 endophilin-B2 isoform b 56904 NP_064530.1 30.88607595 1 11 11 68 395 43.947 5.99 1.18 1.24 1.14 1.18 Significant 0.000599 SQTTYYAQCYR 6 9910352 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.511 1.486 1.486 4.580347061 54.64 0 1669.784172 2 835.3948364 -1.063423925 -0.000887844 28.84519832TELDAHFENLLAR 6 9910352 1xTMT6plex [N-Term] 1.223 1.224 1.086 5.161249161 40.53 0 1757.938364 3 586.6503906 -0.992847665 -0.000581788 61.6418077KLASDAGIFFTR 4 9910352 2xTMT6plex [N-Term; K1] 1.677 1.167 4.724263191 14.65 1 1784.047076 3 595.3531494 -1.222348806 -0.000726909 63.22756393NYILSASASALWNDEVDKAEQELR 6 9910352 2xTMT6plex [N-Term; K18] 1.127 0.619 2.962 3.139455318 18.43 1 3180.657727 3 1060.890991 0.217886636 0.000231008 100.1022819VPVTYLELLS 22 9910352 1xTMT6plex [N-Term] 1.067 1.103 1.358 2.870680094 45.08 0 1362.808185 2 681.9070435 -1.008642267 -0.000687293 101.8515774NFLEGDWK 6 9910352 2xTMT6plex [N-Term; K8] 1.244 1.265 1.135 3.171889305 20.73 0 1466.804386 2 733.9057007 -0.178103376 -0.000130621 63.96726019VAQTEFDR 4 9910352 1xTMT6plex [N-Term] 1.116 1.494 2.953669548 24.41 0 1194.631618 2 597.8190918 -0.594816209 -0.000355293 28.5765654VEEFLYEK 2 9910352 2xTMT6plex [N-Term; K8] 0.89 3.327681303 22.45 0 1514.850667 2 757.9290161 0.058208089 4.41E-05 65.50916227ATTVPDFQETRPR 8 9910352 1xTMT6plex [N-Term] 1.151 1.084 1.15 5.084068298 21.24 0 1746.933613 3 582.9813843 -2.297384365 -0.001337793 33.5090328HMLDLQK 2 9910352 2xTMT6plex [N-Term; K7] 1.185 2.775395393 12.36 0 1342.791713 3 448.2687683 0.0288888 1.29E-05 41.31857517
RLDLDACK 2 9910352 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.162 3.5483284 9.34 1 1448.829555 3 483.6147156 0.026434107 1.28E-05 36.47336916

9910542 SAR1A GTP-binding protein SAR1a 56681 NP_064535.1 32.82828283 1 3 6 100 198 22.353 6.68 1.11 1.17 1.14 1.14 Significant 0.000231



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

EIFGLYGQTTGK 12 9910542 2xTMT6plex [N-Term; K12] 1.112 1.202 1.178 4.606919765 52.49 0 1771.999457 2 886.5020752 -1.457691968 -0.001291515 63.05000632VELNALMTDETISNVPILILGNK 12 9910542 2xTMT6plex [N-Term; K23] 0.967 0.974 1.21 5.667582989 47.86 0 2955.684066 3 991.2284546 -2.749317986 -0.002723363 107.8395259VELNALMTDETISNVPILILGNK 16 9910542 2xTMT6plex [N-Term; K23]; 1xOxidation [M7] 1.087 1.167 1.103 6.415477753 67.53 0 2971.678981 3 991.2284546 -2.749317986 -0.002723363 107.8395259LVFLGLDNAGK 16 9910542 2xTMT6plex [N-Term; K11] 1.094 1.101 1.087 4.052306175 61.97 0 1604.977599 2 802.9923096 -0.159958229 -0.000128365 80.29321741TTLLHMLKDDR 6 9910542 2xTMT6plex [N-Term; K8] 2.33 3.201 2.472 3.369719505 10.9 1 1801.04061 4 451.0152283 -0.847789913 -0.000381726 58.50206388TTLLHMLK 14 9910542 2xTMT6plex [N-Term; K8] 0.911 1.021 0.912 2.904049158 34.4 0 1414.885613 3 472.3000488 -0.014146462 -6.67E-06 63.28605433TDAISEEK 16 9910542 2xTMT6plex [N-Term; K8] 1.146 1.167 1.12 3.112493515 41.57 0 1350.751682 2 675.8790283 -0.667516752 -0.000450825 27.58131699TTLLHMLK 8 9910542 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 0.962 0.819 0.948 2.586503506 18.25 0 1430.880528 3 472.3000488 -0.014146462 -6.67E-06 63.28605433
9910346 EMC7 ER membrane protein complex subunit 7 precursor 56851 NP_064539.1 34.29752066 1 5 5 24 242 26.454 9.25 1.15 1.12 0.98 1.08 Significant 0.00233

TDGSFVVHDIPSGSYVVEVVSPAYR 6 9910346 1xTMT6plex [N-Term] 1.558 1.036 0.904 6.364936829 57.53 0 2909.488253 3 970.499939 -1.027622458 -0.000996618 75.8722024EMEQSMNMLNSNHELPDVSEFMTR 2 9910346 1xTMT6plex [N-Term] 3.762390375 20.92 0 3098.388892 3 1033.462891 -4.768015093 -0.004924388 77.31075181SSGPPSYFIK 4 9910346 2xTMT6plex [N-Term; K10] 1.135 1.341 3.442619085 39.7 0 1540.877551 2 770.940918 -1.94147322 -0.001495786 54.55184901LPYPLQMK 6 9910346 2xTMT6plex [N-Term; K8] 1.014 1.066 1.068 2.489418745 33.26 0 1447.874714 2 724.4398804 -1.540256067 -0.001115049 70.99624003AVVPGVKPQDWISAAR 6 9910346 2xTMT6plex [N-Term; K7] 1.223 0.93 0.913 2.842430592 3.28 0 2152.264279 3 718.0922852 -0.918447269 -0.000658914 67.3627114347174864 EXOSC5 exosome complex component RRP46 56915 NP_064543.3 54.46808511 1 7 7 30 235 25.233 7.59 1.5 1.48 1.36 1.44 Significant 0.000912
ALFCGVACALDSDGTLVLDPTSK 4 47174864 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C4; C8] 3.113 2.466 5.956913948 52.98 0 2868.488737 3 956.8359985 1.640255863 0.001568352 99.10091515

GLYSDTELQQCLAAAQAASQHVFR 4 47174864 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.53 1.15 6.348750591 61.03 0 2893.446406 3 965.1518555 -1.863740672 -0.001797545 82.05915268NTCEAVVLGTLHPR 6 47174864 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.584 1.386 1.18 5.787158966 45.15 0 1795.968619 3 599.3270874 -1.063283038 -0.000636541 59.05473143ATLEVILRPK 6 47174864 2xTMT6plex [N-Term; K10] 1.725 1.867 1.764 4.41913271 25.93 0 1598.040534 3 533.3519287 0.437424958 0.000233008 63.35953125
HFACEQNLLSRPDGSASFLQGDTSVLAGVYGPAEVK 2 47174864 2xTMT6plex [N-Term; K36]; 1xCarbamidomethyl [C4] 1.033 5.734353542 7.73 0 4279.185776 4 1070.551025 -0.819012701 -0.000876177 81.0389994AVLTFALDSVER 2 47174864 1xTMT6plex [N-Term] 1.125 3.25001049 26.82 0 1549.878724 3 517.2977905 0.060896398 3.15E-05 83.70476167IGLPGVAEK 6 47174864 2xTMT6plex [N-Term; K9] 1.215 1.148 1.172 2.895442486 30.73 0 1341.850608 2 671.4296265 1.019763064 0.000684185 56.96892924

116805327 MCCC1 methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial isoform 1 precursor 56922 NP_064551.3 8.137931034 1 4 4 18 725 80.422 7.78 0.97 1.06 1.05 1.03 Significant 0.000769
ESLCQAALGLILK 8 116805327 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 0.999 1.077 1.039 4.837606907 46.61 0 1874.118526 3 625.3773193 -0.598463849 -0.000373864 99.47026336

LQVEHPVTEMITGTDLVEWQLR 4 116805327 1xTMT6plex [N-Term] 0.895 1.075 4.011138439 20.8 0 2823.49123 3 941.8359375 0.718539508 0.000676263 87.59878736SEQEFQEQLESAR 4 116805327 1xTMT6plex [N-Term] 0.692 1.169 4.380114079 55.84 0 1809.881637 2 905.442749 -1.887108557 -0.001707722 44.99405676SFNDDAMLIEK 2 116805327 2xTMT6plex [N-Term; K11] 0.882 3.164586782 29.91 0 1740.924243 2 870.9674683 1.962723795 0.001708477 62.2981159451873031 NCLN nicalin precursor 56926 NP_064555.2 25.04440497 1 11 11 57 563 62.935 6.89 0.94 0.95 1.07 0.98 Significant 0.00179 AAQLVDKDSTFLSTLEHHLSR 12 51873031 2xTMT6plex [N-Term; K7] 0.975 1.115 1.215 7.982302666 45.96 1 2826.551412 5 566.1166992 1.053426355 0.000595513 79.79710328ELETVAAHQFPEVR 6 51873031 1xTMT6plex [N-Term] 0.866 0.886 0.862 6.209602833 47.76 0 1854.991128 3 619.001709 -0.298705943 -0.000184699 51.92733458QTQAASASQGSASAAEVLLR 2 51873031 1xTMT6plex [N-Term] 0.595 6.461174011 64.71 0 2175.156689 3 725.722168 -2.178539033 -0.001579555 48.16498611MQQYDLQGQPYGTR 6 51873031 1xTMT6plex [N-Term] 0.879 1.355 1.221 4.891807079 42.45 0 1913.937712 2 957.4707031 -1.871732804 -0.00179119 51.65864524DSTFLSTLEHHLSR 2 51873031 1xTMT6plex [N-Term] 0.882 3.704534054 50.74 0 1871.981291 4 468.7507935 0.028086886 1.31E-05 64.77925977EGTLQHAFLR 6 51873031 1xTMT6plex [N-Term] 1.043 0.828 0.809 3.979571104 20.39 0 1400.784764 3 467.6000061 0.500405605 0.000233654 39.71275183LLDFSYEQYQK 4 51873031 2xTMT6plex [N-Term; K11] 0.91 1.001 2.362616301 9.15 0 1892.020586 3 631.3444214 -0.991114926 -0.00062507 74.07489981GTPPDMPVFTEQMQIQQEQLDSVMDWLTNQPR 3 51873031 1xTMT6plex [N-Term]; 1xOxidation [M] 2.838263512 11.94 0 4004.902989 4 1001.981506 0.301340789 0.00030171 110.9796514IIAEALTR 10 51873031 1xTMT6plex [N-Term] 0.975 1.098 1.095 2.811959743 35.13 0 1115.698575 2 558.3527222 -0.365021585 -0.000203627 53.71220481AMAAVPQDVVR 4 51873031 1xTMT6plex [N-Term] 1.206 1.07 3.850197554 35.5 0 1385.777236 2 693.3914185 -1.209138016 -0.000837798 42.9563158AAQLVDK 2 51873031 2xTMT6plex [N-Term; K7] 0.945 2.516215563 21.54 0 1202.750894 2 601.8790283 -0.094723999 -5.70E-05 34.6778143894681046 CNNM4 metal transporter CNNM4 precursor 26504 NP_064569.3 5.548387097 1 2 3 8 775 86.552 6.07 1.25 0.94 1.34 1.17 Significant 0.0104 FLATEVSQFSPSLISEK 2 94681046 2xTMT6plex [N-Term; K17] 1.339 5.44088316 56.01 0 2341.305534 3 781.1062622 -0.555723671 -0.000433706 92.46121441IPVFEDEQSNIVDILYVK 4 94681046 2xTMT6plex [N-Term; K18] 1.247 0.993 4.787982941 45.6 0 2579.437277 3 860.4851074 1.353855609 0.001164062 108.8167808SHLAIVQK 2 94681046 2xTMT6plex [N-Term; K8] 0.898 3.347349644 13.37 0 1353.861841 3 451.9587402 -0.128437681 -5.80E-05 36.790876499910244 MRPS22 28S ribosomal protein S22, mitochondrial 56945 NP_064576.1 53.61111111 1 17 17 85 360 41.254 7.9 0.91 0.95 0.99 0.95 Significant 0.00059 LMTQAQLEEATR 6 9910244 1xTMT6plex [N-Term] 0.864 1.148 0.929 4.319171906 57.73 0 1619.862422 2 810.434082 -0.947282608 -0.000767234 49.19931874KPTFMDEEVQSILTK 10 9910244 3xTMT6plex [N-Term; K1; K15] 0.825 0.928 0.892 5.736803532 28.47 0 2453.392859 3 818.4698486 0.869762228 0.000711289 81.43345425
HVDVLNLCFAQFEPDSTEYIK 6 9910244 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C8] 0.831 1.19 6.214887142 44.41 0 2983.527565 3 995.1777344 -2.988222768 -0.002971815 88.63386439

DLIDDATNLVQLYHVLHPDGQSAQGAK 8 9910244 2xTMT6plex [N-Term; K27] 0.908 0.858 9.938879967 62.19 0 3376.790138 4 844.9527588 -0.276346386 -0.000233291 97.40919614IDGLLIDQIQR 2 9910244 1xTMT6plex [N-Term] 1.007 3.8074224 31.39 0 1512.894708 2 756.9500732 -1.215230389 -0.000919258 72.07516628YFGGMVWYFVNNK 2 9910244 2xTMT6plex [N-Term; K13] 1.527 3.279149771 26.52 0 2083.08756 3 695.0338135 -0.32313107 -0.00022437 105.8951044TFKPAIQELKPPTYK 7 9910244 4xTMT6plex [N-Term; K3; K10; K15] 0.855 0.91 0.917 4.693415642 11.72 0 2677.646261 5 536.3349609 -0.210129511 -0.00011253 65.69819019ILEGTETTK 6 9910244 2xTMT6plex [N-Term; K9] 0.697 0.775 0.747 2.419772625 18.5 0 1449.856481 2 725.4315186 -0.49699445 -0.000360285 40.73419811DQAAEGINLIK 2 9910244 2xTMT6plex [N-Term; K11] 0.974 3.486756802 12.41 0 1629.957592 3 543.9904175 -0.547761855 -0.00029761 56.17590023MTGLNLQK 2 9910244 2xTMT6plex [N-Term; K8] 0.98 3.219943047 36.1 0 1362.817928 2 681.9122925 -0.454403373 -0.000309635 54.68575557MIQVYFPK 12 9910244 2xTMT6plex [N-Term; K8] 0.948 1.001 1.239 2.955096245 20.57 0 1483.874714 3 495.2964478 0.051076899 2.53E-05 74.95147137QAVEAAK 6 9910244 2xTMT6plex [N-Term; K7] 0.803 0.921 0.866 3.172327757 36.1 0 1174.719594 2 587.8638306 0.673082169 0.000395341 21.91322837TYEDIDKR 4 9910244 2xTMT6plex [N-Term; K7] 0.91 0.939 3.203185081 14.67 1 1497.831329 3 499.9486389 0.023072055 1.15E-05 25.15034054ILTPIIFKEENLR 2 9910244 2xTMT6plex [N-Term; K8] 1.143 3.631118059 6.48 1 2044.257068 3 682.0896606 -1.291264414 -0.000879892 85.59370752KASWEER 4 9910244 2xTMT6plex [N-Term; K1] 1.3 1.261 2.661453962 12.34 1 1363.77342 3 455.2627869 0.283848987 0.000129035 23.36943244MPPVLEER 4 9910244 1xTMT6plex [N-Term] 0.912 0.913 2.988589287 15.58 0 1199.66556 2 600.3355713 -1.412320176 -0.000847156 48.22259282ILTPIIFK 2 9910244 2xTMT6plex [N-Term; K8] 0.774 3.024623156 20.57 0 1402.94378 2 701.975647 0.169112488 0.000118628 92.6003673131377607 MFF mitochondrial fission factor isoform a 56947 NP_064579.3 41.8128655 1 7 7 31 342 38.441 8.95 0.68 0.82 1.07 0.86 Significant 0.0173 VAPPNADLEQGFQEGVPNASVIMQVPER 8 31377607 1xTMT6plex [N-Term] 0.321 0.772 0.836 6.67122221 58.29 0 3221.646227 3 1074.550781 -2.618791576 -0.002812273 81.03591808IVVAGNNEDVSFSRPADLDLIQSTPFKPLALK 3 31377607 3xTMT6plex [N-Term; K27; K32] 1.106 0.809 3.598576069 3.43 0 4142.346841 4 1036.341187 -0.947478905 -0.000981197 98.40395974VCPPHMLPEDGANLSSAR 6 31377607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.085 1.189 0.928 4.101241112 22.52 0 2180.078973 3 727.3642578 -0.345534501 -0.000251098 48.02334714GILSLIQSSTR 4 31377607 1xTMT6plex [N-Term] 0.803 0.441 2.993438721 27.45 0 1403.841945 2 702.4241333 -0.679982844 -0.000477294 76.1141613VLTLSERPLDFLDLERPPTTPQNEEIR 6 31377607 1xTMT6plex [N-Term] 1.129 0.96 1.126 6.466102123 6.05 0 3407.837199 4 852.7144775 -0.328303169 -0.000279701 88.5953405LQLLEEENKER 3 31377607 2xTMT6plex [N-Term; K9] 1.136 1.192 4.164512634 8.4 1 1859.063848 3 620.3599243 0.737913988 0.000457276 50.92201892GGSAAATSNPHHDNVR 1 31377607 1xTMT6plex [N-Term] 100 1.718762398 1.99 0 1819.899687 4 455.7301636 -0.473978391 -0.000215648 14.42916588116812630 SDR39U1 epimerase family protein SDR39U1 isoform 1 56948 NP_064580.2 23.89078498 1 4 4 23 293 31.057 9.04 0.97 1.19 1.13 1.1 Significant 0.00357 ITWDELAASGLPSCDAAVNLAGENILNPLR 8 116812630 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.01 6.232791424 66.34 0 3409.76232 3 1137.259644 0.603415684 0.000685835 107.9444109TLATGYQYSFPELGAALK 4 116812630 2xTMT6plex [N-Term; K18] 1.264 1.285 4.637748718 34.45 0 2388.321519 3 796.7794189 0.914728574 0.000728222 87.46532141AIMLLEGQK 5 116812630 2xTMT6plex [N-Term; K9] 1.204 0.861 3.865643263 34.36 0 1460.891093 2 730.947998 -1.624375877 -0.001186518 66.36212042GGGAMGHMLLPFR 6 116812630 1xTMT6plex [N-Term] 0.965 1.051 1.195 4.308073521 24.79 0 1572.834039 3 524.9489746 -1.060939573 -0.000556227 62.7539201855770906 XAB2 pre-mRNA-splicing factor SYF1 56949 NP_064581.2 13.33333333 1 9 9 46 855 99.946 6.23 1.24 1.46 1.35 1.35 Significant 0.00221 DFTQVFDSYAQFEESMIAAK 6 55770906 2xTMT6plex [N-Term; K20] 1.446 1.897 1.698 5.171423435 63.35 0 2785.379504 3 929.130127 -1.319841917 -0.00122542 109.2188424LSPESAEEYIEYLK 8 55770906 2xTMT6plex [N-Term; K14] 1.36 1.502 4.276699543 33.77 0 2129.141823 2 1065.073975 -0.54044838 -0.000575346 90.12672685RPLLLNSVLLR 2 55770906 1xTMT6plex [N-Term] 1.609 5.590083599 43.02 0 1522.999448 3 508.3378601 -0.276564601 -0.000140403 68.65171771AEQLAAEAER 8 55770906 1xTMT6plex [N-Term] 0.983 1.307 0.479 3.594357967 43.74 0 1316.70076 2 658.8538208 -0.299748014 -0.000197339 29.83150675LWLDYCQFLMDQGR 2 55770906 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.917 3.394024372 37.34 0 2074.008769 2 1037.508057 0.03272949 3.39E-05 98.21046201AIEVLSDEHAR 8 55770906 1xTMT6plex [N-Term] 0.876 1.127 1.073 4.276306152 23.16 0 1468.795723 3 490.2695313 -1.14523754 -0.000560707 36.35735712AAEIYGVTHTR 6 55770906 1xTMT6plex [N-Term] 1.564 1.628 1.743 3.600304365 26.47 0 1446.790243 3 482.9343567 -1.193360025 -0.000575514 31.00822093HENYDEALR 4 55770906 1xTMT6plex [N-Term] 1.002 1.366 1.262 3.670020819 19.91 0 1375.680359 3 459.2309265 -1.549981412 -0.00071076 22.18687397WPNVSDIWSTYLTK 2 55770906 2xTMT6plex [N-Term; K14] 1.446 2.938059807 24.9 0 2168.179212 3 723.3973999 -0.722017331 -0.000521821 102.2312207
188035871 SMYD2 N-lysine methyltransferase SMYD2 56950 NP_064582.2 9.699769053 1 3 3 13 433 49.656 6.71 1.12 1.2 1.14 1.16 Significant 0.000434

AIAIMEVAHGK 6 188035871 2xTMT6plex [N-Term; K11] 1.141 1.179 1.08 4.254415512 32.34 0 1597.950004 3 533.3199463 -2.952972746 -0.001572901 56.60177239
SPSELLEICELSQEK 2 188035871 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 1.119 3.083020449 15.95 0 2220.183371 3 740.7329102 0.3632352 0.000268816 79.39537363

DLIQSDIAALHHFYSK 5 188035871 2xTMT6plex [N-Term; K16] 1.087 1.245 1.259 4.201253414 10.43 0 2316.275237 4 579.8259277 2.868215915 0.001660894 75.81925084
171906582 CCDC47 coiled-coil domain-containing protein 47 precursor 57003 NP_064583.2 40.16563147 1 16 16 81 483 55.838 4.87 1.2 1.17 1.21 1.2 Significant 0.000101

DMEALLPLMNMVIYSIDK 6 171906582 2xTMT6plex [N-Term; K18] 1.543 1.251 1.502 5.282417297 51.69 0 2554.373496 3 852.1290283 -0.377567753 -0.000321483 113.3326322ELLESNFTLVGDDGTNK 6 171906582 2xTMT6plex [N-Term; K17] 0.89 1.056 1.473 5.389122486 61.73 0 2310.222927 3 770.7390137 -8.847308256 -0.006813085 71.73262153IMQEEGQPLKLPDTK 4 171906582 3xTMT6plex [N-Term; K10; K15] 2.205 1.503 3.880258322 22.71 1 2414.393193 3 805.4682007 -1.30233519 -0.001048116 60.66216246TLLFTFNVPGSGNTYPK 6 171906582 2xTMT6plex [N-Term; K17] 1.326 1.406 3.552683353 32.76 0 2314.28474 2 1157.645874 -0.115851399 -0.000134057 91.62136169RQDLLNVLAR 6 171906582 1xTMT6plex [N-Term] 1.323 1.404 0.851 4.809744835 47.74 1 1426.869162 3 476.2941284 -0.932388287 -0.000443465 53.51794282IESVHFSDQFSGPK 5 171906582 2xTMT6plex [N-Term; K14] 1.025 0.906 4.491682053 23.31 0 2036.085312 3 679.3661499 -0.695011629 -0.000471701 58.17350365
EMQDLSEFCSDKPK 6 171906582 3xTMT6plex [N-Term; K12; K14]; 1xCarbamidomethyl [C9] 1.144 1.156 1.433 3.473343134 16.9 0 2401.234644 3 801.0817261 -1.673696219 -0.001339646 54.11982383LAQAWFNTHR 6 171906582 1xTMT6plex [N-Term] 1.249 1.325 0.906 3.665093184 47.18 0 1472.795997 3 491.6029968 -1.059394164 -0.00052009 59.65621425VCCEGMLIQLR 4 171906582 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C3] 1.224 1.402 3.643100739 36.87 0 1607.826906 2 804.4161377 -1.185923291 -0.00095338 59.31310937

YGLPDSLAILSEMGEVTDGMMDTK 3 171906582 2xTMT6plex [N-Term; K24]; 1xOxidation [M] 1.03 4.581507206 24.39 0 3047.502732 3 1016.504883 -0.865253531 -0.000878954 109.1292882MVHFLTHYADK 2 171906582 2xTMT6plex [N-Term; K11] 1.137 3.989059448 23.31 0 1819.992932 4 455.7533569 -0.732885058 -0.000333461 54.24046705IMQEEGQPLK 2 171906582 2xTMT6plex [N-Term; K10] 0.915 2.920382261 32.06 0 1630.923849 3 544.3131104 0.569440865 0.000309572 46.37481845
VCCEGMLIQLR 6 171906582 1xTMT6plex [N-Term]; 1xOxidation [M6]; 2xCarbamidomethyl [C2; C3] 2.404 1.656 1.737 2.533946753 28.85 0 1623.821821 2 804.4161377 -1.185923291 -0.00095338 59.31310937

MMRPVSDQVQIK 4 171906582 2xTMT6plex [N-Term; K12] 1.021 1.185 3.112062216 4.59 0 1890.07053 3 630.6948853 -0.226186417 -0.000142503 47.53746812VEENFLK 7 171906582 2xTMT6plex [N-Term; K7] 1.1 1.199 1.191 3.003795147 36.04 0 1336.787673 2 668.8970947 -0.568898779 -0.000380248 51.75468592EATSTGK 4 171906582 2xTMT6plex [N-Term; K7] 1.261 1.096 2.374017954 24.16 0 1151.667224 2 576.336853 -0.689821935 -0.000397223 16.69296584QEAAQSR 4 171906582 1xTMT6plex [N-Term] 1.643923521 32.05 0 1018.547888 2 509.7772217 -0.708126376 -0.00036063 13.698949729910460 NIT2 omega-amidase NIT2 56954 NP_064587.1 82.24637681 1 19 19 178 276 30.589 7.21 1.07 1.05 1.05 1.06 Significant 0.0000398 AGTEEAIVYSDIDLK 8 9910460 2xTMT6plex [N-Term; K15] 0.785 0.782 0.793 4.856361389 72.36 0 2082.137072 2 1041.571289 -0.850450733 -0.000885377 67.24030742
IVSLPECFNSPYGAK 20 9910460 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 1.015 0.991 1.081 4.130946159 50.52 0 2140.151283 2 1070.578491 -0.736923664 -0.000788564 73.15193425

LYNTCAVFGPDGTLLAK 8 9910460 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C5] 1.34 1.289 1.244 4.825413704 46.99 0 2298.256811 2 1149.631714 -0.286928607 -0.000329718 81.12183651
AGTEEAIVYSDIDLKK 6 9910460 3xTMT6plex [N-Term; K15; K16] 1.758 2.148 1.516 5.098134041 30.78 1 2439.394967 3 813.802063 -1.365709613 -0.001110502 66.6551667FAELAQIYAQR 20 9910460 1xTMT6plex [N-Term] 1.146 1.18 1.26 4.331598282 57.89 0 1538.852844 3 513.6223755 -0.175705661 -9.01E-05 69.26511648AVDNQVYVATASPAR 12 9910460 1xTMT6plex [N-Term] 0.973 0.883 1.128 5.560397625 73.6 0 1790.959828 2 895.984314 0.850733592 0.000761815 35.41264611ECSIYLIGGSIPEEDAGK 14 9910460 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C2] 1.381 1.272 1.946 4.428486347 46.8 0 2396.241948 3 799.418396 -0.548138188 -0.000437824 68.84549062

GCQLLVYPGAFNLTTGPAHWELLQR 12 9910460 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.109 0.937 1.249 6.794732094 55.08 0 3070.613412 3 1024.207153 -2.118420065 -0.002168283 95.35774558IHLFDIDVPGK 10 9910460 2xTMT6plex [N-Term; K11] 0.91 0.893 0.853 4.81366539 44.95 0 1712.014713 3 571.3430786 -0.017762789 -1.01E-05 75.29362488ASYVAWGHSTVVNPWGEVLAK 4 9910460 2xTMT6plex [N-Term; K21] 1.098 1.592 4.418471336 11.49 0 2729.481542 3 910.4968872 -1.990604745 -0.001811106 83.8668387LALIQLQISSIK 6 9910460 2xTMT6plex [N-Term; K12] 1.105 0.99 3.941861868 38.41 0 1785.161377 2 893.0834961 -0.930785598 -0.000830801 97.28509402KIHLFDIDVPGK 12 9910460 3xTMT6plex [N-Term; K1; K12] 1.062 1.203 1.099 3.963414431 17.37 1 2069.272608 4 518.074707 2.121656172 0.001097571 71.13745336TLSPGDSFSTFDTPYCR 12 9910460 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.328 1.053 1.131 5.33741045 33.46 0 2180.01675 3 727.3431396 -0.864509269 -0.000628215 60.48904339VGLGICYDMR 4 9910460 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.866 0.867 3.680298328 29.25 0 1412.722758 2 706.8651123 0.134619035 9.51E-05 55.77712137YFPEYAEK 12 9910460 2xTMT6plex [N-Term; K8] 1.041 1.123 1.061 3.142683983 29.65 0 1504.808803 2 752.9075928 -0.593911415 -0.000446862 49.29858554EAATQGAK 4 9910460 2xTMT6plex [N-Term; K8] 1.094 0.952 3.126768827 32.1 0 1233.720322 2 617.3638916 0.149566414 9.23E-05 17.3581576IPGESTQK 2 9910460 2xTMT6plex [N-Term; K8] 0.989 2.185516357 27.33 0 1317.777837 2 659.3920898 -0.708641832 -0.000466916 30.05860562QQIPVFR 6 9910460 1xTMT6plex [N-Term] 0.885 1.166 1.216 2.744953394 26.44 0 1116.672695 2 558.8398438 -0.254094151 -0.00014187 43.58297313ITFQESK 6 9910460 2xTMT6plex [N-Term; K7] 1.121 1.031 0.918 2.64406395 30.28 0 1310.772023 2 655.8895874 -0.095428732 -6.25E-05 41.95131644118026942 OTUD7B OTU domain-containing protein 7B 56957 NP_064590.2 3.321470937 1 2 2 8 843 92.468 6.71 1.05 0.88 1.08 1 Significant 0.00383 DLIEQSMLVALEQAGR 4 118026942 1xTMT6plex [N-Term] 0.719 1.079 5.436454296 49.21 0 2002.084042 3 668.0326538 -0.316487323 -0.000211211 99.74375519LLPLHFAVDPGK 4 118026942 2xTMT6plex [N-Term; K12] 1.047 0.889 3.661302805 31.42 0 1765.077648 3 589.0305786 -0.26345592 -0.000155007 79.1539642739777608 SEMA4B semaphorin-4B precursor 10509 NP_064595.2 3.345280765 1 3 3 14 837 92.707 7.05 1.73 1.7 1.38 1.6 Significant 0.00484 ISLPLGSEERPFLR 6 39777608 1xTMT6plex [N-Term] 2.146 2.279 1.908 5.390350342 7.78 0 1843.063899 3 615.0253296 -1.336535576 -0.000821107 69.19167878VFTESEK 4 39777608 2xTMT6plex [N-Term; K7] 2.352 1.136 2.622869968 25.9 0 1297.740389 2 649.3721924 -2.527958907 -0.001640317 35.95033038VFSGLYK 4 39777608 2xTMT6plex [N-Term; K7] 1.433 1.227 1.982472897 10.16 0 1271.77638 2 636.392395 0.890863425 0.00056649 59.0062396940316915 RNPEP aminopeptidase B isoform a 6051 NP_064601.3 53.07692308 1 29 29 279 650 72.549 5.74 0.9 0.87 0.92 0.9 Significant 0.000262
VGEGPGVCWLAPEQTAGK 16 40316915 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 0.841 0.812 0.766 5.275134087 53.7 0 2314.226573 2 1157.615601 -1.144433374 -0.001324239 65.84048075

KKPFVYTQGQAVLNR 15 40316915 3xTMT6plex [N-Term; K1; K2] 0.802 0.959 0.994 6.505073547 27.12 1 2436.46941 4 609.8719482 -1.414760733 -0.000861755 47.62150476IEPGVDPDDTYNETPYEK 16 40316915 2xTMT6plex [N-Term; K18] 0.805 0.848 0.751 4.745594978 49.7 0 2540.24445 2 1270.624268 -1.256439611 -0.001595832 53.73373195AEFGPPGPGAGSR 8 40316915 1xTMT6plex [N-Term] 0.916 1.022 0.913 4.344344616 63.02 0 1428.743293 2 714.8753052 0.028382679 2.03E-05 31.29345085YTLPLYHAMMGGSEVAQTLAK 6 40316915 2xTMT6plex [N-Term; K21] 1.068 1.338 1.33 6.137912273 52.81 0 2739.4614 3 913.8259277 0.668044866 0.000610028 86.20986988AIEAVAISPWK 28 40316915 2xTMT6plex [N-Term; K11] 0.806 0.623 0.86 4.630341053 56.93 0 1642.993249 2 821.9993286 -1.137377429 -0.000934352 73.67695309RPLHSAQAVDVASASNFR 8 40316915 1xTMT6plex [N-Term] 0.928 0.814 0.795 6.497526646 37.28 0 2155.156964 3 719.0556641 -2.099736852 -0.001508421 33.87166324QHMDITGEENPLNK 6 40316915 2xTMT6plex [N-Term; K14] 0.88 0.903 5.448056698 30.26 0 2084.08466 3 695.3653564 -1.50833319 -0.001047831 52.61100661
AFFPCFDTPAVK 22 40316915 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 0.907 0.955 0.938 3.906044245 40.55 0 1857.997349 2 929.5020142 -0.321297384 -0.000298485 81.62634306
VWAEPCLIDAAK 8 40316915 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 0.769 0.619 0.663 4.007400036 64.73 0 1831.018812 2 916.0128784 -0.181398498 -0.000166072 79.26212618

ISTILFGAAYTCLEAATGR 2 40316915 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 4.789511204 46.46 0 2244.18957 3 748.7359619 1.676664146 0.001254251 111.7115316ETFASTASQLHSNVVNYVQQIVAPK 6 40316915 2xTMT6plex [N-Term; K25] 0.989 0.867 6.176652431 20.92 0 3189.730833 5 638.7512207 -1.202535442 -0.000767153 91.74533889CLEPEGAAELR 6 40316915 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.061 1.059 1.009 4.280679226 63.09 0 1473.756895 2 737.3821411 0.075322167 5.55E-05 37.62061856RVDIIPGFEFDR 12 40316915 1xTMT6plex [N-Term] 0.965 0.95 0.875 5.003682137 43.97 1 1692.927071 3 564.9802856 -0.453307422 -0.000255805 66.64296111LGDTYPSISNAR 4 40316915 1xTMT6plex [N-Term] 0.742 0.391 3.622350454 42.99 0 1522.806287 2 761.9057617 -1.339935694 -0.001020231 42.2339078VDIIPGFEFDR 6 40316915 1xTMT6plex [N-Term] 0.875 0.93 0.846 3.664731741 31.83 0 1536.82596 2 768.9163818 -0.307834548 -0.000236544 82.07707454LDSHPCLEVTAAALR 6 40316915 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.003 1.038 0.921 4.895431995 27.66 0 1882.005398 3 628.0067749 0.198456939 0.000124499 55.14088682TYQLVYFLDK 24 40316915 2xTMT6plex [N-Term; K10] 1.056 1.033 1.104 4.217010498 51.64 0 1748.00348 2 874.5064087 1.17915258 0.001030581 88.33094272GLSGTAVLDLR 6 40316915 1xTMT6plex [N-Term] 1.099 100 3.660208225 57.89 0 1330.789181 2 665.897583 -0.970374867 -0.000645682 57.52224977NDHQEDFWK 2 40316915 2xTMT6plex [N-Term; K9] 0.986 3.16830492 18.85 0 1676.843291 2 838.9256592 0.447966354 0.000375585 36.0788475LFGPYVWGR 10 40316915 1xTMT6plex [N-Term] 0.984 1.048 0.971 3.249314308 27.63 0 1323.741108 2 662.3743896 0.297782454 0.000197093 77.45060074VKEFLHNQGK 9 40316915 3xTMT6plex [N-Term; K2; K10] 1.094 1.083 1.036 4.261058807 11.27 1 1887.141928 4 472.5411987 0.54941383 0.000259205 44.37535275LQVLLTYR 10 40316915 1xTMT6plex [N-Term] 0.87 1.016 1.002 2.940347195 31.41 0 1234.772074 2 617.8894043 -0.439163034 -0.000271133 69.88072655AYVHEFK 10 40316915 2xTMT6plex [N-Term; K7] 0.903 0.875 0.928 3.300613642 34.18 0 1351.777443 2 676.3919678 -0.580060815 -0.000392057 36.10155383EFLHNQGK 6 40316915 2xTMT6plex [N-Term; K8] 0.693 0.7 0.917 3.315335989 27.12 0 1430.815619 3 477.6097107 -0.727249485 -0.000346853 28.63070414SPLPPGNVK 12 40316915 2xTMT6plex [N-Term; K9] 0.964 0.963 0.913 3.170144796 40.84 0 1366.845857 2 683.9267578 0.279545055 0.000191048 50.39302865WGQIVLK 12 40316915 2xTMT6plex [N-Term; K7] 0.864 0.918 0.857 2.882899046 25.84 0 1301.834564 2 651.4207764 -0.221153772 -0.000143953 67.56599965KPFVYTQGQAVLNR 1 40316915 2xTMT6plex [N-Term; K1] 0.957 3.024766922 0 2079.211515 3 693.7399902 -2.93269676 -0.002032566 53.27058661SILADDFLDFYLEYFPELK 2 40316915 2xTMT6plex [N-Term; K19] 1.584086537 0 2796.478807 3 932.8312988 0.191667598 0.000178665 118.528958622726189 PSMG2 proteasome assembly chaperone 2 isoform 1 56984 NP_064617.2 20.45454545 1 6 6 31 264 29.377 6.98 1.23 1.15 1.22 1.2 Significant 0.00044 LLFGSGLPPALF 12 22726189 1xTMT6plex [N-Term] 1.139 1.056 1.05 3.601573467 49.66 0 1460.871454 2 730.9389648 -0.548160824 -0.000400396 112.9199054EIQMAVLLK 8 22726189 2xTMT6plex [N-Term; K9] 1.252 1.214 1.082 4.008191109 52.09 0 1502.938043 2 751.9716187 -1.385290181 -0.001041003 76.76132748
TLYDESCSK 6 22726189 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.096 1.438 1.293 3.861109257 30.86 0 1560.79798 2 780.9030762 0.573773007 0.000447772 32.04555478

SLNWEEMEK 2 22726189 2xTMT6plex [N-Term; K9] 1.292 3.053134441 36.38 0 1623.845264 2 812.4261475 -0.151565011 -0.000123059 56.30694276KLVALQLR 2 22726189 2xTMT6plex [N-Term; K1] 1.357 3.392970085 15.64 1 1398.956076 3 466.9899597 -0.536235284 -0.000250057 54.86174215
SKPFCEK 1 22726189 3xTMT6plex [N-Term; K2; K7]; 1xCarbamidomethyl [C5] 1.689 1.47 0 1582.923011 3 528.3126221 0.190944813 0.00010075 33.9728445

143770802 MRPL1 39S ribosomal protein L1, mitochondrial precursor 65008 NP_064621.3 42.46153846 1 12 12 78 325 36.885 8.78 1.11 1.22 1.13 1.15 Significant 0.000859
IATLDMSSDQIAANLQAVINEVCR 8 143770802 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 0.76 1.157 0.712 7.959996223 66.66 0 2861.469843 3 954.4952393 0.461718456 0.000440398 112.6214741NVEPFTSVLSLPYPFASEINK 16 143770802 2xTMT6plex [N-Term; K21] 1.536 1.355 1.516 5.144445896 60.03 0 2810.538053 3 937.5169678 -0.606058219 -0.000567783 108.6321694AYPYMEGEPEDDVYLK 8 143770802 2xTMT6plex [N-Term; K16]; 1xOxidation [M5] 0.921 0.849 0.859 4.274878502 24.46 0 2393.162301 3 798.3916016 -0.856436899 -0.000683197 54.82243252SSTSEGLLLK 6 143770802 2xTMT6plex [N-Term; K10] 1.052 0.994 3.491996527 52.12 0 1492.89868 2 746.9529419 -0.048925582 -3.65E-05 54.12045978KFQILDFTSPK 10 143770802 3xTMT6plex [N-Term; K1; K11] 1.098 1.29 1.202 4.911113262 24.05 1 2011.21951 3 671.0778809 -0.2090532 -0.000140151 74.46777049AYPYMEGEPEDDVYLKR 2 143770802 2xTMT6plex [N-Term; K16] 1.898 4.404290676 15.19 1 2533.268497 3 845.0930786 -1.505722809 -0.001271467 63.25388883VAVFTENASEVK 2 143770802 2xTMT6plex [N-Term; K12] 0.565 3.717682362 44.49 0 1751.994371 2 876.5006104 -0.24390311 -0.000213658 66.79007101HRPLNLGPFVVR 10 143770802 1xTMT6plex [N-Term] 1.28 1.166 1.032 4.833745956 27.12 0 1633.985195 4 409.2523804 1.527807218 0.000624104 50.82569555VDEERENFLQTK 6 143770802 2xTMT6plex [N-Term; K12] 1.686 1.326 1.34 3.089456797 11.52 1 1966.064576 3 656.0264893 0.172132412 0.000112808 44.40742405QIYEVEK 2 143770802 2xTMT6plex [N-Term; K7] 0.943 2.13519454 17.49 0 1366.798238 2 683.9004517 -3.373789605 -0.002305645 40.59848494NEESEKEDA 4 143770802 2xTMT6plex [N-Term; K6] 0.967 2.373933554 12.9 1 1508.748053 2 754.8770142 -0.862324021 -0.000650515 18.20788543EVKNEESEKEDA 4 143770802 3xTMT6plex [N-Term; K3; K9] 1.1 1.472 1.568 3.207721472 2.57 2 2094.116955 3 698.7102051 -0.42623485 -0.000297529 25.22532949

9910382 TOMM22 mitochondrial import receptor subunit TOM22 homolog 56993 NP_064628.1 51.4084507 1 5 5 86 142 15.512 4.34 1.09 1.07 1.09 1.09 Significant 0.0000379
GDAEKPEEELEEDDDEELDETLSER 24 9910382 2xTMT6plex [N-Term; K5] 1.121 0.992 1.061 5.825366497 54.05 0 3379.543664 4 845.6400757 -1.536010817 -0.001297754 55.48424321QILLGPNTGLSGGMPGALPSLPGK 8 9910382 2xTMT6plex [N-Term; K24] 0.952 0.857 0.653 5.411111355 45.12 0 2733.573727 4 684.1477661 -1.643598206 -0.001123224 91.10095302QILLGPNTGLSGGMPGALPSLPGKI 28 9910382 2xTMT6plex [N-Term; K24] 1.496 1.239 1.438 5.672631264 60.15 1 2846.657791 3 949.5587769 1.400209192 0.001328639 100.3536289LQMEQQQQLQQR 12 9910382 1xTMT6plex [N-Term] 0.983 1.089 1.003 4.904595375 58.4 0 1786.943132 2 893.973877 -1.485494251 -0.001327247 30.95120802LWGLTEMFPER 12 9910382 1xTMT6plex [N-Term] 1.098 1.259 1.079 4.576123714 46.69 0 1607.845315 2 804.4256592 -0.792147486 -0.000636825 94.26397189LQMEQQQQLQQR 2 9910382 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.295 2.230081081 18.39 0 1802.938047 2 893.973877 -1.485494251 -0.001327247 30.9512080231881740 SLC12A9 solute carrier family 12 member 9 isoform 1 56996 NP_064631.2 10.06564551 1 5 5 22 914 96.049 8.07 0.94 0.91 1.05 0.97 Significant 0.00193 DDLFGVILAPAK 12 31881740 2xTMT6plex [N-Term; K12] 0.954 0.908 1.073 3.765499115 47.18 0 1717.030029 2 859.0187378 0.099168876 8.51E-05 91.32805842ALNPQDYVATVADALK 2 31881740 2xTMT6plex [N-Term; K16] 1.069 3.169163942 38.55 0 2147.21124 3 716.4071655 -2.001171514 -0.001432313 96.2167244GTGGGPGGPEGGDAEGPITALTFLYLPRPPADPAR 2 31881740 1xTMT6plex [N-Term] 2.552165031 22.59 0 3590.844075 3 1197.620117 0.479832168 0.000574334 101.3171641YLALLETLTR 4 31881740 1xTMT6plex [N-Term] 0.881 0.791 3.626022339 32.05 0 1421.856532 2 711.4311523 -1.057745607 -0.000751981 100.1144696DLGPTLLVHGVTPVTCTDL 2 31881740 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 100 3.175625324 35.34 0 2237.204885 2 1119.10498 -0.983867197 -0.001100556 83.59740652223468663 AKR1B10 aldo-keto reductase family 1 member B10 57016 NP_064695.3 14.24050633 1 5 5 20 316 35.997 7.84 1.07 0.96 0.94 0.99 Significant 0.00166

YKPVTNQVECHPYLTQEK 2 223468663 3xTMT6plex [N-Term; K2; K18]; 1xCarbamidomethyl [C10] 0.43 3.023489475 17.15 0 2921.579825 4 731.1506348 0.302703521 0.000221093 45.22791733
REDLFIVSK 8 223468663 2xTMT6plex [N-Term; K9] 1.105 1.047 1.077 4.907402992 29.21 1 1564.946299 3 522.3210449 1.458443415 0.000760795 55.33949636MPIVGLGTWK 2 223468663 2xTMT6plex [N-Term; K10] 0.439 2.554254055 9.92 0 1559.938377 2 780.4685669 -5.461684297 -0.004259945 83.72931514EDLFIVSK 4 223468663 2xTMT6plex [N-Term; K8] 0.857 0.904 3.687063932 37.26 0 1408.845188 2 704.9251709 -1.50690306 -0.001061497 65.94521992LLNKPGLK 4 223468663 3xTMT6plex [N-Term; K4; K8] 1.008 1.624 1.082 2.493674994 0.38 0 1570.06591 3 524.0246582 -4.132648562 -0.002162844 51.88094398

40789233 COQ9 ubiquinone biosynthesis protein COQ9, mitochondrial precursor 57017 NP_064708.1 22.95597484 1 6 6 38 318 35.487 5.94 0.98 1.11 1.14 1.08 Significant 0.00207 MLIPYIEHWPR 6 40789233 1xTMT6plex [N-Term] 1.032 1.106 1.041 4.463664532 45.62 0 1683.924234 3 561.979187 -0.728444201 -0.000408882 80.80103908YTDQGGEEEEDYESEEQLQHR 8 40789233 1xTMT6plex [N-Term] 0.827 100 0.487 6.852009773 77.69 0 2800.20192 3 934.0719604 -0.211510584 -0.000197424 29.75638272STGEALVQGLMGAAVTLK 12 40789233 2xTMT6plex [N-Term; K18] 0.978 1.109 1.09 5.883626938 54.63 0 2204.27246 3 735.4291992 0.264988227 0.000194702 103.1615124LVQLGQAEK 4 40789233 2xTMT6plex [N-Term; K9] 1.139 1.153 3.123972416 38.56 0 1443.893535 2 722.4503784 -0.038163522 -2.76E-05 50.44273639VLEEEQK 4 40789233 2xTMT6plex [N-Term; K7] 0.865 1.179 2.976719141 25.69 0 1332.777503 2 666.8918457 -0.816148043 -0.000543872 32.02290813KTDQFLR 4 40789233 2xTMT6plex [N-Term; K1] 1.054 1.321 3.025557995 5.02 1 1365.825456 3 455.9474182 1.644111012 0.000748523 32.7511153589274169 CIAPIN1 anamorsin isoform 1 57019 NP_064709.2 48.3974359 1 14 14 62 312 33.561 5.62 0.94 0.96 0.97 0.96 Significant 0.000085 EHLGHESDNLLFVQITGK 4 89274169 2xTMT6plex [N-Term; K18] 1.115 1.013 4.382290363 21.09 0 2495.365843 4 624.5974121 0.791582327 0.000493822 65.05932011EPVETAVDNNSK 6 89274169 2xTMT6plex [N-Term; K12] 0.676 0.781 0.873 4.555685997 66.63 0 1760.943064 2 880.9752197 0.056096717 4.94E-05 30.97097096EPLTPEEVQSVR 4 89274169 1xTMT6plex [N-Term] 0.982 0.96 3.973123312 39.28 0 1612.874367 2 806.940979 0.195060334 0.000157304 44.92336103ILRPGGCLFLK 6 89274169 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 0.865 1.016 0.801 4.121471882 20.09 0 1732.070788 3 578.0282593 -0.325545568 -0.000187956 70.00111926
KPNFEVGSSR 6 89274169 2xTMT6plex [N-Term; K1] 1.024 1.041 1.081 3.319393158 14.05 0 1578.900412 3 526.9710083 -1.228638388 -0.000646633 34.18980035SSPSVKPAVDPAAAK 4 89274169 3xTMT6plex [N-Term; K6; K15] 1.019 1.205 4.140038967 12.78 0 2112.263165 3 704.7589722 -0.379751968 -0.000267379 42.78742513LQALTGNEGR 2 89274169 1xTMT6plex [N-Term] 0.828 3.111049652 26.63 0 1287.721829 2 644.3643188 -0.36375456 -0.000234207 36.78377624
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AASCGEGK 4 89274169 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.041 0.983 3.1439991 37.26 0 1237.661093 2 619.3339844 -0.323852792 -0.00020041 16.53879449
SSPVEALK 8 89274169 2xTMT6plex [N-Term; K8] 0.764 0.948 0.844 3.457018375 33.53 0 1288.787673 2 644.8974609 -0.021784038 -1.40E-05 40.56238387VLLSDSNLHDA 2 89274169 1xTMT6plex [N-Term] 1.155 2.948369503 16.04 0 1412.758274 2 706.8826294 -0.20692212 -0.000146165 48.46441262EQMSSQPK 4 89274169 2xTMT6plex [N-Term; K8] 1.114 1.249 2.551507235 27.88 0 1392.755721 2 696.8808594 -0.918395078 -0.00063955 19.94154627VSVENIK 8 89274169 2xTMT6plex [N-Term; K7] 0.831 0.988 1.114 2.936934233 37.86 0 1246.777109 2 623.8924561 0.422544953 0.00026341 43.19763053

SACGNCYLGDAFR 2 89274169 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 0.995 1.80363059 2.55 0 1719.778041 2 860.3909912 -1.939313124 -0.001667594 54.14962016
QLLQSAHK 2 89274169 2xTMT6plex [N-Term; K8] 1.022 2.476964951 17.53 0 1382.852005 3 461.6228943 1.536463281 0.000708234 33.50155838304766523 C16orf62 UPF0505 protein C16orf62 isoform 1 57020 NP_064710.4 11.121673 1 8 8 33 1052 118.537 7.84 0.78 0.7 0.58 0.69 Significant 0.00709 LEAVPLEFGDYHPLKPITVTESK 4 304766523 3xTMT6plex [N-Term; K15; K23] 0.583 4.850428104 32.45 0 3270.859277 4 818.4697266 -0.67275288 -0.00055012 84.58082161LLSDTSVIQFYPSK 4 304766523 2xTMT6plex [N-Term; K14] 1.296 0.999 3.853891611 37.34 0 2056.173064 3 686.0620117 -0.769397177 -0.000527338 82.17255152EVNTVLADVIK 8 304766523 2xTMT6plex [N-Term; K11] 0.694 0.664 4.470567703 56.54 0 1659.009293 2 830.0108032 3.035905425 0.002518298 77.31006706

SMFCNLEPVLVQLIHSVNR 4 304766523 1xTMT6plex [N-Term]; 1xOxidation [M2]; 1xCarbamidomethyl [C4] 1.104 1.147 6.213719368 42.41 0 2501.320601 3 834.444519 -0.638515148 -0.000532377 109.7947729
LCETVMAQILEHLK 4 304766523 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 0.528 0.533 0.01 3.564308405 11.08 0 2143.201938 3 715.0721436 -0.028408866 -2.03E-05 112.2915089

LQILNEAWK 6 304766523 2xTMT6plex [N-Term; K9] 0.761 0.816 0.725 3.95952487 48.93 0 1572.951385 2 786.9782104 -1.424234458 -0.001120126 78.73345807VGMEVAPHLK 2 304766523 2xTMT6plex [N-Term; K10] 0.774 2.860260248 14.43 0 1538.912891 3 513.6419067 -1.120014763 -0.000574535 47.52596524SVLPDHFSPENANDTAK 1 304766523 2xTMT6plex [N-Term; K17] 0.59 2.290629387 0 2300.192296 3 767.4041138 2.387808447 0.001830806 47.2331061110092677 PDXP pyridoxal phosphate phosphatase 57026 NP_064711.1 18.58108108 1 4 4 16 296 31.678 6.55 0.96 1 0.98 0.98 Significant 0.000139 LPGPPDAPGAVFVLGGEGLR 2 10092677 1xTMT6plex [N-Term] 0.846 6.182114124 27.63 0 2148.201455 3 716.7401123 2.015106196 0.001442951 90.76815648LETDILFGHR 4 10092677 1xTMT6plex [N-Term] 100 0.845 3.502707481 22.85 0 1429.80008 3 477.2721558 1.282868271 0.000611415 58.11936095AVPGAPELLER 6 10092677 1xTMT6plex [N-Term] 0.959 1.04 1.228 3.059280157 32.28 0 1380.804831 2 690.904541 -2.191047339 -0.001512704 53.73509743LAGDPSAGDGAAPR 4 10092677 1xTMT6plex [N-Term] 0.947 1.784 3.11269474 59.59 0 1483.770236 2 742.3894653 0.955615653 0.000708957 24.82211229197100773 RARS2 probable arginine--tRNA ligase, mitochondrial isoform 1 precursor 57038 NP_064716.2 24.04844291 1 12 12 62 578 65.464 8.21 0.94 1.03 1.17 1.04 Significant 0.00406
STIIGNFIANLK 6 197100773 2xTMT6plex [N-Term; K12] 1.287 1.329 1.435 4.087669849 57.87 0 1749.067477 2 875.0396729 2.625555152 0.002296137 98.49998289HIVSYLLTLSHLAAVAHK 8 197100773 2xTMT6plex [N-Term; K18] 0.96 100 1.619 5.002522469 36.1 0 2431.458956 5 487.0974121 -0.412046077 -0.000200375 100.0766081TVLQQVIEDGSK 6 197100773 2xTMT6plex [N-Term; K12] 0.927 0.856 1.242 5.130400181 78.57 0 1775.031485 2 888.0217285 2.645170685 0.002347631 68.01430666LELGDVQALSLWQK 10 197100773 2xTMT6plex [N-Term; K14] 0.903 1.098 1.139 4.730233669 58.52 0 2058.199947 2 1029.604004 0.380824274 0.000391906 95.47444967VLNLPPENLITSISAVPISQK 6 197100773 2xTMT6plex [N-Term; K21] 0.729 0.669 1.607 4.452231884 43.63 0 2691.606073 3 897.8720703 -1.640560461 -0.001471914 107.4409168SELFSGLPQK 8 197100773 2xTMT6plex [N-Term; K10] 0.865 0.971 0.706 3.219834566 34.38 0 1563.914665 2 782.4599609 -1.291237333 -0.001009692 61.45593911MLQNMASIK 6 197100773 2xTMT6plex [N-Term; K9] 1.284 1.109 1.118 4.461184025 52.34 0 1493.858412 2 747.4338989 1.411814899 0.001054526 67.83071416DLSIEEYIR 4 197100773 1xTMT6plex [N-Term] 0.813 0.747 3.684143543 31.79 0 1366.741562 2 683.8740234 -0.579176797 -0.000395792 62.62968347AAQEFFQR 2 197100773 1xTMT6plex [N-Term] 1.123 2.66009903 16.53 0 1225.652687 2 613.3294067 -0.938710819 -0.000575267 39.67967433FDEVLYK 2 197100773 2xTMT6plex [N-Term; K7] 1.089 2.943713427 25.07 0 1371.792424 2 686.3999023 0.075599995 5.19E-05 69.12514373ELKNPQETAER 2 197100773 2xTMT6plex [N-Term; K3] 1.224 2.644342899 0.41 1 1772.990683 3 591.6680298 -0.646853106 -0.000382288 25.20110124SSQDFQPR 2 197100773 1xTMT6plex [N-Term] 0.984 2.64695859 20.59 0 1193.611216 2 597.3085327 -1.196084866 -0.00071383 19.712041929966793 LZTFL1 leucine zipper transcription factor-like protein 1 isoform 1 54585 NP_065080.1 14.71571906 1 4 4 21 299 34.571 5.36 1.11 1.07 0.99 1.06 Significant 0.00111
ELLEQVAEFEK 10 9966793 2xTMT6plex [N-Term; K11] 1.173 1.225 1.07 4.378062725 49.61 0 1793.009687 2 897.0079956 -0.542383608 -0.00048625 79.10939244SLEENLATAK 5 9966793 2xTMT6plex [N-Term; K10] 1.157 1.06 0.916 3.800065756 46.48 0 1533.888844 2 767.4471436 -1.195191315 -0.000916645 45.6887408LAPLNEGGTAELLNK 2 9966793 2xTMT6plex [N-Term; K15] 0.962 4.250180721 59.83 0 1998.163562 2 999.5811768 -4.246381296 -0.004242482 69.63146575AEITSSNK 4 9966793 2xTMT6plex [N-Term; K8] 0.85 0.759 3.125064611 25.99 0 1307.757101 2 654.3813477 -1.286743156 -0.000841374 24.97383972

93588500 AGTRAP type-1 angiotensin II receptor-associated protein isoform a 57085 NP_065083.3 35.22012579 1 4 4 26 159 17.408 6.14 0.85 0.9 0.92 0.89 Significant 0.000547
SAYQTIDSAEAPADPFAVPEGR 10 93588500 1xTMT6plex [N-Term] 1.128 1.059 1.725 6.318437576 59.35 0 2521.240813 3 841.0853882 0.316733244 0.000266187 61.18998525GGELLVHTGFLGSSQDR 4 93588500 1xTMT6plex [N-Term] 0.844 0.823 4.736328602 26.63 0 2002.055519 3 668.0228271 -0.794520767 -0.000530225 54.9398749MELPAVNLK 6 93588500 2xTMT6plex [N-Term; K9] 0.803 0.853 3.09702611 40.99 0 1472.891093 2 736.9492188 0.046418911 3.42E-05 71.63508973VSLTDTGR 6 93588500 1xTMT6plex [N-Term] 0.792 0.911 0.878 2.680071115 34.69 0 1077.610154 2 539.3080444 -1.244998303 -0.000670811 27.156260269966827 PCNP PEST proteolytic signal-containing nuclear protein isoform a 57092 NP_065090.1 44.94382022 1 7 7 57 178 18.913 7.49 1.12 1.12 1.07 1.1 Significant 0.000228

SAEEEAADLPTKPTK 12 9966827 3xTMT6plex [N-Term; K12; K15] 1.176 1.166 1.059 4.163395882 24.84 0 2274.279603 4 569.3252563 -0.179247694 -0.000101915 42.48783769AGAAGGPEEEAEKPVK 6 9966827 3xTMT6plex [N-Term; K13; K16] 0.888 1.058 0.828 4.45216465 25.05 0 2227.253723 3 743.0889282 -0.669614789 -0.000497134 32.91464116ETVPTLAPK 11 9966827 2xTMT6plex [N-Term; K9] 1.063 1.157 1.212 3.125149488 36.12 0 1413.871737 3 471.9621582 0.130209389 6.14E-05 46.90927471DTPTSAGPNSFNK 16 9966827 2xTMT6plex [N-Term; K13] 1.05 1.038 0.963 5.814022064 59.47 0 1793.943398 2 897.4729614 -2.649018047 -0.002376094 33.65917112SHLGNVHDQDN 6 9966827 1xTMT6plex [N-Term] 1.039 0.982 1.017 4.029772282 25.67 0 1464.702885 3 488.9060974 0.58313965 0.000284709 15.62142934KASAISIK 4 9966827 3xTMT6plex [N-Term; K1; K8] 1.385 1.192 3.484996557 18.39 1 1505.002975 3 502.3397522 1.148211549 0.000576021 39.52768583HGFSDNQK 2 9966827 2xTMT6plex [N-Term; K8] 1.039 2.308877468 10.01 0 1390.747934 3 464.2539063 -0.552400605 -0.000256083 20.0162452521361837 PITHD1 PITH domain-containing protein 1 57095 NP_065095.2 31.27962085 1 4 4 21 211 24.163 5.74 1.02 0.9 1.07 1 Significant 0.00255 FVESDADEELLFNIPFTGNVK 8 21361837 2xTMT6plex [N-Term; K21] 0.846 0.902 6.021947384 63.33 0 2842.491497 3 948.1693726 0.727293567 0.000689109 104.6536765NIPQMSFDDTEREPDQTFSLNR 5 21361837 1xTMT6plex [N-Term] 1.131 0.84 1.051 4.706297874 23.42 1 2869.362401 3 957.121521 -4.318486126 -0.004130434 60.98906263DLTGELEYATK 6 21361837 2xTMT6plex [N-Term; K11] 1.456 0.959 1.152 5.049237251 71.85 0 1697.936188 2 849.4689331 -3.297078596 -0.002799115 65.31972613VHQVTPQTHFIS 2 21361837 1xTMT6plex [N-Term] 1.203 2.724887371 1.45 0 1622.885206 3 541.6329956 -0.476160354 -0.000257585 36.774944819966779 EIF2B3 translation initiation factor eIF-2B subunit gamma isoform 1 8891 NP_065098.1 36.0619469 1 12 12 54 452 50.208 6.47 1.08 1.12 1.17 1.12 Significant 0.000537
MKPDIVCIPDDADMGTADSLR 6 9966779 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C7] 1.131 1.152 1.232 5.311429501 38.14 0 2778.387643 3 926.7994995 -1.330809563 -0.001232502 66.3458604

LLSALCPEEPPVHSSAQIVSK 6 9966779 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C6] 1.232 1.433 0.995 6.447611332 50.75 0 2720.505708 3 907.506958 0.225327018 0.000204334 69.46968325AYDASLAMLMR 2 9966779 1xTMT6plex [N-Term] 0.995 3.747102022 37.02 0 1470.764622 2 735.885498 -0.613834625 -0.000451403 71.27312119KGQDSIEPVPGQK 4 9966779 3xTMT6plex [N-Term; K1; K13] 1.027 1.051 5.044043064 24.88 1 2070.216215 3 690.7435303 -0.085807311 -5.92E-05 35.35551573HLVGVDSLIGPETQIGEK 6 9966779 2xTMT6plex [N-Term; K18] 1.107 1.081 1.239 5.617970467 44.34 0 2350.338232 3 784.1172485 -0.442159565 -0.000346408 69.11171059
SVIGSSCLIK 6 9966779 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.176 1.546 1.315 3.939664364 22.89 0 1521.907471 2 761.4569702 -0.530452953 -0.00040365 53.16026982

DFIGVDSTGK 6 9966779 2xTMT6plex [N-Term; K10] 0.949 1.007 1.058 3.831125259 50.45 0 1496.83608 2 748.920166 -2.020634584 -0.001512279 47.05905339SLDIYSFIK 6 9966779 2xTMT6plex [N-Term; K9] 0.977 1.107 1.201 4.23695612 45.8 0 1543.913602 2 772.4602661 -0.224386544 -0.000173217 90.20129384KQFSSASSQQGQEEKEEDLK 2 9966779 4xTMT6plex [N-Term; K1; K15; K20] 1.157 3.809837103 6.5 2 3199.725252 4 800.684082 -3.360702609 -0.002688331 35.25012971DCLIGSGQR 2 9966779 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.201 2.585856676 28.58 0 1234.641137 2 617.8248901 1.107174706 0.000683482 25.20212223
ALCAEFK 6 9966779 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.194 1.138 1.196 3.093583822 32.18 0 1296.738615 2 648.8736572 1.097224305 0.000711407 46.7325257

FHTGLVDAHLYCLK 2 9966779 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 1.607 2.532631159 7.75 0 2132.172687 4 533.7994995 1.632624269 0.000870259 62.25815169
9966799 UTP3 something about silencing protein 10 57050 NP_065101.1 13.15240084 1 5 5 22 479 54.525 5.62 1.3 1.31 1.2 1.27 Significant 0.000764 KESPELLELIEDLK 10 9966799 3xTMT6plex [N-Term; K1; K14] 1.315 1.453 1.363 6.018512726 40.19 1 2343.39899 3 781.8048706 0.455981423 0.000356182 103.4736314KKEENSTEEQALEDQNAK 2 9966799 4xTMT6plex [N-Term; K1; K2; K18] 1.124 6.174096584 10.13 2 3007.635374 4 752.6634521 -1.128892245 -0.000848824 32.84054736LYYDTDYGSK 4 9966799 2xTMT6plex [N-Term; K10] 1.133 1.576 3.898249388 41.01 0 1682.867774 2 841.9371338 -0.465272369 -0.000391496 46.58197072YSGELSGIR 4 9966799 1xTMT6plex [N-Term] 1.549 1.348 3.152969837 26.67 0 1210.662918 2 605.8363037 1.99322358 0.001206561 34.85345849RVPAHGHPVIER 2 9966799 1xTMT6plex [N-Term] 1.008 3.80664587 13.67 1 1596.928409 4 399.9874878 -0.179900441 -7.18E-05 17.311775519966849 TIGAR fructose-2,6-bisphosphatase TIGAR 57103 NP_065108.1 46.2962963 1 9 9 49 270 30.043 7.69 0.79 0.73 0.8 0.77 Significant 0.000798 QAAAAGIFLNNVK 4 9966849 2xTMT6plex [N-Term; K13] 0.828 0.854 4.764004707 78.54 0 1775.057975 2 888.0343018 1.888471066 0.001676073 65.4159596

EECPVFTPPGGETLDQVK 4 9966849 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C3] 0.855 0.733 4.963079929 36.87 0 2461.268497 3 821.0939331 -0.508369402 -0.000417078 63.81107967
IIQGQGVDEPLSETGFK 6 9966849 2xTMT6plex [N-Term; K17] 0.682 1.013 5.182103157 49.31 0 2276.253833 2 1138.631348 0.696500749 0.000792706 67.1356586

EQFSQGSPSNCLETSLAEIFPLGK 16 9966849 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C11] 0.698 0.566 0.623 5.534069538 56.12 0 3097.591622 3 1033.201538 -0.503943831 -0.000520337 104.285255
VNSDSGIPGLAASVLVVSHGAYMR 4 9966849 1xTMT6plex [N-Term]; 1xOxidation [M23] 0.726 0.674 5.258620262 53.01 0 2645.391851 3 882.4691772 0.426117696 0.000375749 80.52594001QTMHGILER 4 9966849 1xTMT6plex [N-Term] 0.779 0.831 4.203066349 38.47 0 1313.719721 3 438.5778503 -0.550554732 -0.000241092 41.88689725EADQKEQFSQGSPSNCLETSLAEIFPLGK 2 9966849 3xTMT6plex [N-Term; K5; K29]; 1xCarbamidomethyl [C16] 2.57267046 22.01 1 3898.014744 3 1300.007568 -1.6911947 -0.002197434 98.04523001

KYGVVEGK 4 9966849 3xTMT6plex [N-Term; K1; K8] 0.876 0.893 4.218010426 11.98 1 1566.98224 3 522.9985962 -0.641038396 -0.000334832 33.37174355FALTVVR 5 9966849 1xTMT6plex [N-Term] 0.897 0.956 1.08 2.218483686 15.96 0 1034.655982 2 517.831543 -0.166859809 -8.63E-05 68.8134762432698724 PNPLA2 patatin-like phospholipase domain-containing protein 2 57104 NP_065109.1 5.753968254 1 2 2 8 504 55.281 7.08 1 0.83 0.8 0.87 Significant 0.00501
YVDGGISDNLPLYELK 4 32698724 2xTMT6plex [N-Term; K16] 1.065 0.832 4.100113869 40.91 0 2254.237121 3 752.0812988 -3.450118692 -0.002592462 81.678806LLEWLPDVPEDIR 4 32698724 1xTMT6plex [N-Term] 0.963 0.796 4.320409298 44.44 0 1824.010466 2 912.5092773 0.4450509 0.000405889 101.2988623264681563 XPNPEP1 xaa-Pro aminopeptidase 1 isoform 1 7511 NP_065116.3 31.83183183 1 17 17 119 666 74.751 5.88 0.9 0.86 0.83 0.86 Significant 0.000551 GHIAVSAAVFPTGTK 4 264681563 2xTMT6plex [N-Term; K15] 1.025 0.67 4.810388565 21.41 0 1914.121303 3 638.7113037 -1.016308206 -0.000648446 53.90619856ASYAVSETIPK 12 264681563 2xTMT6plex [N-Term; K11] 0.908 0.853 0.861 4.024524689 54.4 0 1623.935794 2 812.4699707 -1.926907309 -0.001564587 48.15728976DTPTQEDWLVSVLPEGSR 10 264681563 1xTMT6plex [N-Term] 0.857 0.788 0.962 5.114123821 47.44 0 2258.150207 2 1129.579468 0.642993929 0.000725988 78.26335611IENVVLVVPVK 12 264681563 2xTMT6plex [N-Term; K11] 0.894 0.914 0.87 4.264043331 57.23 0 1667.08715 2 834.0474854 0.326565486 0.000272207 89.55350296GSLTFEPLTLVPIQTK 16 264681563 2xTMT6plex [N-Term; K16] 0.848 0.865 0.734 5.218818665 59.85 0 2202.314977 2 1101.660645 -0.438001607 -0.000482309 97.48327553GGVTEISAADK 12 264681563 2xTMT6plex [N-Term; K11] 0.929 1.076 0.856 3.994260311 51.98 0 1505.857544 2 753.4326172 0.274989491 0.000207047 36.35107613IIEPNEVTHSGDTGVETDGR 2 264681563 1xTMT6plex [N-Term] 0.951 3.932626009 50.07 0 2355.162562 3 785.7243042 -1.784629397 -0.001401031 39.58595146TLSLDEVYLIDSGAQYK 13 264681563 2xTMT6plex [N-Term; K17] 0.698 0.972 0.928 5.468874454 56.7 0 2373.295364 3 791.7696533 -0.403227966 -0.000318993 83.61270383QEALEWLIR 6 264681563 1xTMT6plex [N-Term] 0.747 0.881 0.988 3.539330006 39.06 0 1386.794266 2 693.8980713 -3.894018029 -0.002700101 77.16373239GGVTEISAADKAEEFR 2 264681563 2xTMT6plex [N-Term; K11] 0.953 3.920428038 20.47 1 2138.149368 3 713.3881836 0.294306497 0.000209757 51.62766709GHLLDSFAR 8 264681563 1xTMT6plex [N-Term] 0.771 0.794 3.030683517 27.33 0 1244.694887 2 622.8505249 -0.894480506 -0.000556678 38.20133257YFLQAAK 6 264681563 2xTMT6plex [N-Term; K7] 0.904 1.016 0.877 2.960110426 34.69 0 1298.787279 2 649.8966675 -0.940207132 -0.000610565 54.57187177

IWTDRPERPCKPLLTLGLDYTGISWK 2 264681563 3xTMT6plex [N-Term; K11; K26]; 1xCarbamidomethyl [C10] 1.414 1.002 4.522340775 0 3803.128533 5 761.4319458 0.54948285 0.000417951 88.84421759
DAVALCELFNWLEK 1 264681563 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 0.822 1.952346206 0 2166.166933 3 722.7272949 0.183977338 0.000132842 112.896514

IQVHPYK 6 264681563 2xTMT6plex [N-Term; K7] 0.837 0.752 0.766 2.272922754 11.57 0 1342.824728 3 448.2787781 -2.194338117 -0.000982204 34.88575023ETQPISK 5 264681563 2xTMT6plex [N-Term; K7] 0.853 1.054 0.916 3.030154705 13.84 0 1260.756373 2 630.8809204 -1.434860633 -0.000904505 24.88603437ALCADLSPR 2 264681563 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.082 2.717128038 13.12 0 1231.666623 2 616.3348389 -3.42792891 -0.002111033 37.8342350176781492 REXO4 RNA exonuclease 4 isoform 1 57109 NP_065118.2 21.56398104 1 7 7 31 422 46.643 9.77 1.67 1.53 1.74 1.65 Significant 0.0014 EAAPAPPTEEDIWFDDVDPADIEAAIGPEAAK 8 76781492 2xTMT6plex [N-Term; K32] 100 1.47 100 4.754466534 35.65 0 3808.884552 4 952.9749756 -1.701069214 -0.001619794 100.8434692
ALALDCEMVGVGPK 2 76781492 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 0.932 3.418121338 17.56 0 1918.054212 3 640.0205688 -3.679894441 -0.002352746 67.62228539

VSIVNQYGK 4 76781492 2xTMT6plex [N-Term; K9] 1.642 1.633 3.557106972 48.02 0 1465.877885 2 733.4432983 0.978798918 0.0007174 45.77593446VLFLDHPK 6 76781492 2xTMT6plex [N-Term; K8] 1.99 1.71 1.85 2.855050564 25.73 0 1426.882242 3 476.2987366 -0.410659819 -0.000195321 58.05985843ALQEWLLK 6 76781492 2xTMT6plex [N-Term; K8] 1.725 1.551 1.389 3.296046019 32.52 0 1458.908457 2 729.9570923 -1.061889579 -0.0007746 81.44150028YVKPTEPVTDYR 3 76781492 2xTMT6plex [N-Term; K3] 1.591 0.867 1.179 3.820128918 0 1926.073684 3 642.6950684 -1.574431913 -0.001010824 40.85809188ASGTEHNK 2 76781492 2xTMT6plex [N-Term; K8] 1.519 1.962952018 4.19 0 1301.721385 3 434.5784302 -0.497328126 -0.000215794 14.84952775116812567 RAB25 ras-related protein Rab-25 precursor 57111 NP_065120.2 18.77934272 1 3 4 24 213 23.481 5.96 0.64 0.68 0.67 0.66 Significant 0.000328 TVMLGTAAVK 4 116812567 2xTMT6plex [N-Term; K10] 0.605 1.02 3.965682268 61.77 0 1448.891093 2 724.9498901 0.97394721 0.000705572 53.85282989AQIWDTAGLER 10 116812567 1xTMT6plex [N-Term] 0.65 0.655 0.67 3.417780161 35.74 0 1488.800808 2 744.9033813 -0.887925826 -0.000660972 54.2264191VVLIGESGVGK 2 116812567 2xTMT6plex [N-Term; K11] 0.649 3.031160116 25.37 0 1515.95105 3 505.9883118 -0.440718231 -0.000222702 58.42760178AITSAYYR 8 116812567 1xTMT6plex [N-Term] 1.226 1.173 0.533 3.089075565 35.36 0 1173.646539 2 587.3265381 -0.630375586 -0.000369919 31.26431641
9966877 GOPC Golgi-associated PDZ and coiled-coil motif-containing protein isoform a 57120 NP_065132.1 32.25108225 1 14 14 66 462 50.489 5.92 1.09 1.18 1.11 1.13 Significant 0.000586

EDHEGLGISITGGK 4 9966877 2xTMT6plex [N-Term; K14] 1.03 0.923 4.703763962 31.73 0 1871.027462 3 624.3461914 -1.839300234 -0.001147127 46.59515741TGQSADSGTIK 4 9966877 2xTMT6plex [N-Term; K11] 1.851 1.255 4.344806194 68.51 0 1522.847707 2 761.9261475 -1.765723593 -0.001344464 21.96882392EVHDQLLQLHSIQLQLHAK 4 9966877 2xTMT6plex [N-Term; K19] 1.191 1.215 6.489234447 39.11 0 2708.561189 5 542.5169678 -2.014576165 -0.001091321 65.39589812
MTSLSSCFAQLCHK 6 9966877 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C7; C12] 1.395 1.532 1.612 4.686551094 31.77 0 2128.075358 3 710.0291748 -1.121556118 -0.000795585 66.5896443EHGVPILISEIHPGQPADR 6 9966877 1xTMT6plex [N-Term] 1.065 1.078 1.066 6.006474972 46.25 0 2294.245445 4 574.3165283 -0.506218178 -0.000290347 54.90828311LEAQLVDLK 6 9966877 2xTMT6plex [N-Term; K9] 1.085 1.095 3.463761568 52.02 0 1486.924501 2 743.9653931 -0.666851065 -0.000495779 69.95533628SELTETQAEK 4 9966877 2xTMT6plex [N-Term; K10] 1.435 1.578 2.537831306 28.35 0 1593.873588 2 797.4401855 -0.309376009 -0.000246553 107.8801455EAQLEAEVK 6 9966877 2xTMT6plex [N-Term; K9] 1.112 0.95 4.059164524 51.9 0 1474.85173 2 737.9279175 -2.150513843 -0.001585845 40.00005121WLEVLEKEFDK 4 9966877 3xTMT6plex [N-Term; K7; K11] 1.549 1.807 2.326 3.477915287 5.5 1 2123.235554 3 708.4163818 -0.452819371 -0.000320481 103.0043549LDDLHTLYHK 4 9966877 2xTMT6plex [N-Term; K10] 1.07 1.119 2.901206493 19.42 0 1712.973576 4 428.9983521 -1.16646684 -0.000499532 49.46279787WLEVLEK 7 9966877 2xTMT6plex [N-Term; K7] 0.99 0.933 0.969 3.040361643 31.33 0 1374.839709 2 687.9220581 -2.087020795 -0.00143466 79.64684154VLQGFNK 2 9966877 2xTMT6plex [N-Term; K7] 1.021 2.913227797 24.78 0 1263.782528 2 632.3946533 -0.39438698 -0.00024921 61.48703127DTSGEIK 6 9966877 2xTMT6plex [N-Term; K7] 1.179 0.961 0.845 2.081552744 9.47 0 1207.693439 2 604.3504639 0.175967152 0.000106257 22.39447749YLDKELAGR 3 9966877 2xTMT6plex [N-Term; K4] 1.026 1.078 2.315450907 0.91 1 1522.899349 3 508.3046265 -0.014975033 -7.60E-06 39.685270539966881 NUP107 nuclear pore complex protein Nup107 57122 NP_065134.1 28.97297297 1 17 17 87 925 106.307 5.43 1.22 1.1 1.17 1.16 Significant 0.000894

HSSSTVFDLVEEYENICGSQVNILSK 6 9966881 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C17] 1.007 1.497 1.53 4.798239231 38.13 0 3413.729906 3 1138.581299 -0.164918034 -0.000187662 98.41283758
EYLGANWTLEK 6 9966881 2xTMT6plex [N-Term; K11] 1.211 1.124 1.271 4.157800674 36.53 0 1781.983807 2 891.4945068 -1.161451702 -0.001034844 66.99290927IQSALEEESVFAVTAVNASEK 6 9966881 2xTMT6plex [N-Term; K21] 1.293 0.976 1.06 6.404706001 55.09 0 2680.444547 3 894.152771 -0.293675808 -0.000262394 91.71317038EADLDVATITK 4 9966881 2xTMT6plex [N-Term; K11] 1.26 1.175 3.840707541 61.36 0 1633.941273 2 817.4733887 -1.084798015 -0.000886248 55.98725346IPQDSIAEIYNQCEEQGMESPLPAEDDNAIR 2 9966881 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 100 5.289930344 43.7 0 3761.747199 4 941.1930542 0.847336811 0.000796867 77.00636388VLLQASQDENFGNTTPR 8 9966881 1xTMT6plex [N-Term] 1.086 1.162 1.019 5.657008648 43.07 0 2119.098112 3 707.0341797 -4.77847979 -0.003375356 53.64347707VLEENQEHYHIVQK 2 9966881 2xTMT6plex [N-Term; K14] 1.305 5.367616653 45.97 0 2224.212637 4 556.8087769 0.287877995 0.000160075 40.37506247VMVDSLVEQEIQTSVATLDETEELPR 9 9966881 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.755 6.559567451 80.49 0 3176.60817 3 1059.541138 0.217050987 0.000229829 107.5330683QLTSYVGSVRPLVTELDPDAPIR 4 9966881 1xTMT6plex [N-Term] 100 1.535 3.900445938 22.8 0 2755.51916 3 919.1755981 -2.510806859 -0.002306192 83.28740213QSQLVVDWLESIAK 4 9966881 2xTMT6plex [N-Term; K14] 1.069 0.915 4.128957272 22.35 0 2074.194862 3 692.0696411 -0.237147514 -0.000163963 111.7040868IDVIDWLVFDPAQR 6 9966881 1xTMT6plex [N-Term] 1.097 0.956 3.682433605 43.02 0 1916.047914 2 958.5274048 -0.199086716 -0.00019073 111.410461SVYWENTLHTLK 4 9966881 2xTMT6plex [N-Term; K12] 1.347 1.3 4.394048691 28.37 0 1949.089669 3 650.367981 -0.143199623 -9.30E-05 62.75670845AGMTEEAQR 4 9966881 1xTMT6plex [N-Term] 1.154 0.398 3.362115383 29.14 0 1221.609502 2 611.3085327 0.234870216 0.00014346 16.85897846GHLDALTADVK 4 9966881 2xTMT6plex [N-Term; K11] 1.046 1.134 2.896024704 23.02 0 1597.931377 3 533.3128052 -4.702969579 -0.002505008 45.29699727AATLEGWK 6 9966881 2xTMT6plex [N-Term; K8] 1.148 0.975 1.025 2.915475607 34.64 0 1333.788008 2 667.3966064 -1.553042435 -0.001035715 52.385172YLFTLIR 10 9966881 1xTMT6plex [N-Term] 1.312 1.395 2.726097345 27.96 0 1154.713497 2 577.8597412 -1.118024626 -0.000645499 79.36512841MPLDDLDREDEVR 2 9966881 1xTMT6plex [N-Term] 1.154 1.146 3.654399157 1 1831.905743 3 611.3041992 -4.202587267 -0.002566248 47.4421614138570054 LYRM4 LYR motif-containing protein 4 isoform 1 57128 NP_065141.3 20.87912088 1 2 2 8 91 10.752 10.73 1.27 1.41 1.1 1.26 Significant 0.00502 QVHIGQLYSTDK 2 38570054 2xTMT6plex [N-Term; K12] 1.057 4.583113194 22.76 0 1847.042719 3 616.3500977 -3.778381074 -0.002326277 56.0708457FSAYNYR 6 38570054 1xTMT6plex [N-Term] 1.572 1.413 1.098 2.599700451 17.84 0 1149.589025 2 575.2977295 -0.732597134 -0.000421093 34.3316342929826287 MRPL47 39S ribosomal protein L47, mitochondrial isoform a 57129 NP_065142.2 35.6 1 9 9 71 250 29.432 10.37 1.08 1.06 1.07 1.07 Significant 0.0000291
NMLLTLEQEAK 22 29826287 2xTMT6plex [N-Term; K11] 1.138 1.182 1.153 4.654092789 59.65 0 1748.002828 2 874.5049438 -0.1238812 -0.000108272 77.1157733FFALPYVDHFLR 18 29826287 1xTMT6plex [N-Term] 0.971 0.975 1.031 4.425704479 41.93 0 1753.962728 3 585.3252563 -0.862388354 -0.000504199 99.72959273SGAAWTCQQLR 4 29826287 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.117 1.209 4.007692814 44.96 0 1506.768462 2 753.8862305 -2.175551574 -0.001639026 35.67996483VVDSMDALDK 8 29826287 2xTMT6plex [N-Term; K10] 0.921 0.997 1.105 4.281268597 61.14 0 1550.850015 2 775.9290161 0.477258636 0.000370078 54.72789636QWVIPWHLNK 2 29826287 2xTMT6plex [N-Term; K10] 0.75 3.492180824 20.64 0 1779.047016 3 593.6885986 2.375664274 0.001408806 79.71883147GLEEFFDDPK 6 29826287 2xTMT6plex [N-Term; K10] 1.208 1.131 1.144 3.296933413 43.79 0 1654.872859 2 827.9368286 -3.914949358 -0.003239372 70.54267661KFPHLAEAQK 4 29826287 3xTMT6plex [N-Term; K1; K10] 1.06 1.063 3.791190863 12.25 1 1856.136115 4 464.7901001 1.32313606 0.00061398 41.19455871LLQTGQER 6 29826287 1xTMT6plex [N-Term] 0.887 0.948 1.024 3.409904718 33.36 0 1173.678902 2 587.3429565 -0.22633453 -0.000132822 27.23177454SNEDLHK 1 29826287 2xTMT6plex [N-Term; K7] 1.103 2.310405016 0 1300.726136 3 434.2467651 -0.302546272 -0.000131177 20.94166085170016077 ATP13A1 manganese-transporting ATPase 13A1 57130 NP_065143.2 11.96013289 1 14 14 64 1204 132.87 8.13 0.98 0.94 1.03 0.98 Significant 0.0007 DLEDESTPIVK 6 170016077 2xTMT6plex [N-Term; K11] 0.768 0.901 0.961 3.881333828 52.67 0 1703.946752 2 852.4768066 -0.244032714 -0.000207909 47.60369915SPQENLVPCDVLLLR 8 170016077 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.824 0.866 0.982 4.878489017 48.72 0 1982.094213 2 991.5496826 -1.071748059 -0.001062153 79.69809003AMLTAVDWTLTK 2 170016077 2xTMT6plex [N-Term; K12] 1.958 3.332967997 13.68 0 1808.039213 2 904.5180664 -5.728275927 -0.005178474 88.46134482EVTPVSSIPVETHR 6 170016077 1xTMT6plex [N-Term] 1.139 1.072 1.111 3.459735632 14.69 0 1779.980229 3 593.99823 -0.051730121 -3.07E-05 41.13187895GFQEDSEIR 6 170016077 1xTMT6plex [N-Term] 0.797 1.201 1.525 3.449537516 42.45 0 1309.658561 2 655.3321533 -1.168617089 -0.000765245 42.17363364FHFASALK 6 170016077 2xTMT6plex [N-Term; K8] 0.923 0.851 0.902 3.944654942 31.09 0 1378.824728 3 460.2797241 -0.07867332 -3.62E-05 53.43021482KWRPIASDEIVPGDIVSIGR 2 170016077 2xTMT6plex [N-Term; K1] 1.089 3.649290085 0.97 1 2666.539391 4 667.387085 -4.83058165 -0.003220234 69.96860785WRPIASDEIVPGDIVSIGR 2 170016077 1xTMT6plex [N-Term] 1.273 3.127501726 11.06 0 2309.281496 3 770.432312 0.384035103 0.000295615 75.15271536LIPHVQVFAR 6 170016077 1xTMT6plex [N-Term] 0.946 0.906 0.916 3.641623497 35.9 0 1408.862621 3 470.292511 0.25493542 0.000119723 68.23342997DSPTLSNSGIR 2 170016077 1xTMT6plex [N-Term] 1.294 2.833451748 34.48 0 1375.737873 2 688.3713989 -1.709757711 -0.001176089 28.45600833EALECSLK 6 170016077 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.402 1.177 1.219 3.802162886 37.97 0 1407.791773 2 704.3978882 -2.324877071 -0.001636471 43.91466646EPIEDLSPDR 4 170016077 1xTMT6plex [N-Term] 0.727 0.86 3.764643908 37.95 0 1399.72664 2 700.366394 -0.80626033 -0.000564272 38.66590071VLALGYK 6 170016077 2xTMT6plex [N-Term; K7] 1.055 0.806 0.942 2.431035757 22.15 0 1221.797116 2 611.4013672 -1.357136122 -0.000829072 57.47233702VLDLQADSR 2 170016077 1xTMT6plex [N-Term] 0.998 3.021113634 17.18 0 1245.700031 2 623.3545532 1.443682481 0.000899198 41.73255931542306 CHMP1B charged multivesicular body protein 1b 57132 NP_065145.2 8.542713568 1 2 2 12 199 22.095 8.1 1.14 0.92 0.87 0.98 Significant 0.00713 VQTAVTMGK 6 31542306 2xTMT6plex [N-Term; K9] 1.125 0.962 1.022 4.097743988 42.96 0 1392.828492 2 696.9172363 -0.930648502 -0.000648117 41.48685591NQAVNFLR 6 31542306 1xTMT6plex [N-Term] 1.232 0.675 0.689 2.981049538 21.74 0 1190.684322 2 595.8462524 0.761228477 0.000453191 42.370871519966805 DDX24 ATP-dependent RNA helicase DDX24 57062 NP_065147.1 30.96623981 1 20 20 87 859 96.271 9.06 1.33 1.29 1.35 1.32 Significant 0.000178 ATNEGLSLMLIGPEDVINFK 6 9966805 2xTMT6plex [N-Term; K20] 1.306 0.991 1.225 6.238482475 56.46 0 2619.446796 3 873.8208618 0.472065026 0.000412183 109.4178828RPLLGLVLTPTR 6 9966805 1xTMT6plex [N-Term] 1.543 1.175 1.654 5.549946785 43.92 0 1565.010013 3 522.3406982 -1.57919976 -0.000823821 66.22104777GLEPSQSTAAK 6 9966805 2xTMT6plex [N-Term; K11] 1.155 1.306 1.337 3.924307585 76.56 0 1546.884093 2 773.9471436 1.886204266 0.00145887 29.23935295TGGTVSDQALLFGDDDAGEGPSSLIR 2 9966805 1xTMT6plex [N-Term] 2.452 3.947441816 21.19 0 2807.389662 3 936.4672852 -0.840418159 -0.00078646 72.88025564NVATEGTSTQK 2 9966805 2xTMT6plex [N-Term; K11] 1.187 4.137681484 45.59 0 1593.884821 2 797.4452515 -1.000492816 -0.000797335 21.35062171TAILVGGMSTQK 2 9966805 2xTMT6plex [N-Term; K12] 1.522 3.688119411 20.04 0 1663.981698 2 832.4938354 -0.783675424 -0.000652011 54.16369337AEAESDALPDDTVIESEALPSDIAAEAR 4 9966805 1xTMT6plex [N-Term] 2.817 1.326 4.695859432 42.65 0 3114.516378 3 1038.842529 -1.073485887 -0.001114463 78.16705882KDEDIPLFPVQTK 4 9966805 3xTMT6plex [N-Term; K1; K13] 1.197 1.18 4.980852127 21.12 1 2217.309781 3 739.7744751 -0.410027069 -0.000303052 75.18349784DKLDILGAAETGSGK 2 9966805 3xTMT6plex [N-Term; K2; K15] 1.156 4.18058157 13.53 1 2162.263559 3 721.4233398 -3.742822523 -0.002697656 62.56824518KGLEPSQSTAAK 5 9966805 3xTMT6plex [N-Term; K1; K12] 1.342 1.7 1.635 3.2584126 16.75 1 1904.141988 3 635.385498 -0.024588174 -1.56E-05 31.14377477RPEIVVATPGR 4 9966805 1xTMT6plex [N-Term] 1.691 1.387 5.379285812 38.98 0 1423.858263 3 475.2903137 -1.317166139 -0.000625153 42.37445885EPQPEQPQPSTSAN 10 9966805 1xTMT6plex [N-Term] 1.439 1.28 1.71 2.699148893 40.31 0 1738.844523 2 869.9248657 -1.189464993 -0.001034147 20.2864326TWIPEVHDQK 6 9966805 2xTMT6plex [N-Term; K10] 1.441 1.577 1.347 3.794412613 25.46 0 1710.957926 3 570.9911499 0.566973048 0.000323356 51.3384745NEATVETLTETK 2 9966805 2xTMT6plex [N-Term; K12] 1.269 3.087084293 15.78 0 1793.98968 3 598.6677856 -0.488395455 -0.000292059 46.53153067

VLDIMPLTLHACMHQK 2 9966805 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 1.466 4.071077824 16.03 0 2365.295855 4 592.0785522 -1.46971704 -0.000869079 77.88585539VQHVIHYQVPR 4 9966805 1xTMT6plex [N-Term] 1.391 1.5 5.328794956 32.49 0 1604.922261 4 401.9862061 0.457192705 0.00018344 32.13623642GHFAELSQLLEMLNDSQYNPK 2 9966805 2xTMT6plex [N-Term; K21]; 1xOxidation [M12] 0.839 3.290151596 0.4 0 2908.491514 4 727.8753662 -4.084349633 -0.002969824 97.70477378TSEIYVHR 6 9966805 1xTMT6plex [N-Term] 1.378 1.273 1.46 3.587792397 33.92 0 1233.678902 3 411.8976746 -0.349911439 -0.000143893 21.30365316ADVSAWK 6 9966805 2xTMT6plex [N-Term; K7] 1.342 1.257 1.445 3.116217852 30.21 0 1234.719594 2 617.8627319 -1.139192104 -0.000703291 54.57698035ELAVQVK 6 9966805 2xTMT6plex [N-Term; K7] 1.259 1.174 1.288 2.908953428 22.63 0 1244.797844 2 622.9022827 -0.446112849 -0.00027766 42.2314888530794376 DOLPP1 dolichyldiphosphatase 1 isoform a 57171 NP_065171.2 12.60504202 1 2 2 12 238 27.013 9.44 1.04 1.4 1.06 1.17 Significant 0.00988 DTSLIPNVLWFEYTVTR 8 30794376 1xTMT6plex [N-Term] 0.957 1.354 1.062 4.28109026 39.39 0 2283.22225 3 761.7471924 2.090965274 0.001591379 110.5411102IAAWPVSEFFLIR 4 30794376 1xTMT6plex [N-Term] 1.099 1.453 4.04689455 20.56 0 1778.020243 2 889.5128174 -1.060215361 -0.000942542 112.405136814196445 CAMK1G calcium/calmodulin-dependent protein kinase type 1G 57172 NP_065172.1 2.521008403 1 1 1 7 476 53.053 7.72 1.23 1.12 0.91 1.09 Significant 0.00738
DSSLENEIAVLK 7 14196445 2xTMT6plex [N-Term; K12] 1.234 1.123 0.906 1.421141744 10.33 0 1776.015501 3 592.6768188 0.226671991 0.000134191 93.72591136

41152506 PTGFRN prostaglandin F2 receptor negative regulator precursor 5738 NP_065173.2 16.04095563 1 13 13 66 879 98.495 6.61 0.81 0.87 0.85 0.84 Significant 0.000437
VPGFADDPTELACR 8 41152506 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.916 0.901 0.854 4.229998112 40.94 0 1776.878801 2 888.9436646 0.704590298 0.000625986 57.49343053YIISLDQDSVVK 8 41152506 2xTMT6plex [N-Term; K12] 0.731 0.711 5.265647411 64.11 0 1838.067536 2 919.5376587 0.274452817 0.000252231 69.76041851MYQTQVSDAGLYR 8 41152506 1xTMT6plex [N-Term] 0.665 0.867 0.908 4.864176273 57.46 0 1760.883886 2 880.9447632 -0.928995277 -0.000817926 44.64990776ALSADQGSYR 4 41152506 1xTMT6plex [N-Term] 1.312 1.041 3.714111805 36.48 0 1296.674545 2 648.8399658 -1.457512513 -0.00094496 23.65068904SVLALTHEGR 6 41152506 1xTMT6plex [N-Term] 0.752 0.939 0.784 3.877969503 42.96 0 1311.758215 3 437.9242859 0.06815739 2.98E-05 39.48208475TANDAVELHIK 6 41152506 2xTMT6plex [N-Term; K11] 0.827 0.876 0.842 3.574649334 23.4 0 1668.968491 3 556.9944458 0.17561886 9.77E-05 45.87079594
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

APVLLSSLDR 4 41152506 1xTMT6plex [N-Term] 0.97 0.944 4.127364159 43.17 0 1299.783367 2 650.3945923 -1.12263299 -0.00072959 62.12062114SPTGSWQK 8 41152506 2xTMT6plex [N-Term; K8] 0.879 0.891 0.839 3.338140488 45.22 0 1348.762521 2 674.8848267 -0.107142425 -7.23E-05 46.75307631LDTVGSDAYR 4 41152506 1xTMT6plex [N-Term] 1.143 1.486 2.952926397 38.76 0 1325.689861 2 663.350708 3.227576639 0.002139383 32.01096752VDGVVLEK 4 41152506 2xTMT6plex [N-Term; K8] 0.895 0.836 3.115705013 36.75 0 1316.818973 2 658.9121704 -1.449895336 -0.000954625 50.57227422NVQPSDQGHYK 2 41152506 2xTMT6plex [N-Term; K11] 0.877 3.926198721 28.21 0 1730.922603 3 577.6448975 -1.423713101 -0.000821446 36.0631155FHPGLGYEQR 2 41152506 1xTMT6plex [N-Term] 0.653 3.183373213 13.32 0 1432.753464 3 478.2557068 -0.625975574 -0.000298956 29.938392ADDVRPEVTWSFSR 2 41152506 1xTMT6plex [N-Term] 1.004 0.89 2.198936939 0 1893.965641 3 631.9934082 0.01586585 1.00E-05 51.94940226267844811 NAV1 neuron navigator 1 isoform 1 89796 NP_065176.3 9.696323921 1 13 13 40 1877 202.347 8.07 1.12 1.1 1.1 1.11 Significant 0.0000363 TPPVAVTSPITHTAQSALK 6 267844811 2xTMT6plex [N-Term; K19] 0.985 0.945 1.232 7.482122898 58.87 0 2377.385516 3 793.133667 0.391857592 0.000310532 61.67501692SSTSSSVGTDVTEGPAHPAPHTR 2 267844811 1xTMT6plex [N-Term] 1.803 5.986369133 33.49 0 2507.232373 4 627.5650635 2.413316897 0.001512687 19.73430875DSTPSSLDSDPLMAMLLK 4 267844811 2xTMT6plex [N-Term; K18] 1.158 1.311 5.263028622 39.48 0 2379.255155 3 793.7570801 0.643829382 0.000510611 104.4900688LQHGSTETASPSIK 4 267844811 2xTMT6plex [N-Term; K14] 1.168 1.065 5.030558586 31.59 0 1914.069661 3 638.6939087 -1.300201258 -0.000829559 32.66601286LEALNSAHQLDQLR 2 267844811 1xTMT6plex [N-Term] 1.01 4.230782032 26.41 0 1837.012926 3 613.010498 2.185630035 0.001338344 50.97763896YQLQSQEETK 6 267844811 2xTMT6plex [N-Term; K10] 1.241 1.123 3.557706594 29.03 0 1711.926686 2 856.4667358 -0.286636289 -0.00024535 30.96715279SSSMSVTGGR 2 267844811 1xTMT6plex [N-Term] 1.373 2.964430809 44.25 0 1197.609502 2 599.3083496 -0.066207933 -3.96E-05 18.43332869LVLSGPSGTGK 2 267844811 2xTMT6plex [N-Term; K11] 1.227 3.655571461 26.13 0 1473.9041 2 737.4564209 0.994092407 0.000732598 49.45706162SFVKPPSLANLDK 2 267844811 3xTMT6plex [N-Term; K4; K13] 1.406 4.182401657 10.86 0 2103.278087 3 701.7637939 -0.598415431 -0.000419545 66.78364109DTLPWPSAQQDQSK 2 267844811 2xTMT6plex [N-Term; K14] 0.911 3.357843399 18.52 0 2059.08604 3 687.0327759 -1.100198456 -0.000755134 54.70549197MLDEAVFQVFK 4 267844811 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 0.873 1.08 2.297255993 6.47 0 1800.997014 3 601.0054321 2.625627184 0.001576249 86.68343197LVESDSDINANKEELLR 2 267844811 2xTMT6plex [N-Term; K12] 0.796 5.014016151 11.48 1 2403.313139 3 801.7786865 3.481598039 0.002789123 56.6517143ELESSQEK 2 267844811 2xTMT6plex [N-Term; K8] 1.288 2.456350088 7 0 1407.773145 2 704.3876953 -3.573981374 -0.002515678 24.0177556520531765 SPRYD7 SPRY domain-containing protein 7 isoform 1 57213 NP_065189.1 10.20408163 1 2 2 14 196 21.652 6.7 1.07 1.27 1.55 1.3 Significant 0.0113 NDGALYHNNEEK 2 20531765 2xTMT6plex [N-Term; K12] 1.519 2.709032297 16.3 0 1861.944461 3 621.3190918 -0.933905072 -0.000579626 24.60254292ILFEQQIF 12 20531765 1xTMT6plex [N-Term] 1.072 1.27 1.57 2.473763704 49.37 0 1266.729541 2 633.8683472 -0.09710365 -6.15E-05 95.4859391810092689 LYRM2 LYR motif-containing protein 2 57226 NP_065199.1 10.22727273 1 1 1 6 88 10.443 10.46 0.78 0.93 1.05 0.92 Significant 0.00713 SATEEDTIR 6 10092689 1xTMT6plex [N-Term] 0.775 0.933 1.047 3.509096861 36.97 0 1250.642576 2 625.8248291 -0.155517554 -9.72E-05 18.56627024170932464 YIF1A protein YIF1A isoform 1 10897 NP_065203.2 16.04095563 1 3 3 22 293 31.991 8.95 1.19 1.14 1.2 1.18 Significant 0.000249 YFFAVDTAYVAK 12 170932464 2xTMT6plex [N-Term; K12] 1.122 1.054 1.219 4.982038975 57.85 0 1853.024943 2 927.0145874 -1.643315879 -0.001522553 80.53672077KLGLLVFPYTHQNWEVQYSR 4 170932464 2xTMT6plex [N-Term; K1] 1.588 1.578 6.589434147 35.51 1 2936.618704 4 734.9110718 1.278146656 0.000938357 82.04490323TAALGPDSMGGPVPR 6 170932464 1xTMT6plex [N-Term] 1.05 1.019 1.041 5.023333073 39 0 1654.878406 2 827.9429932 0.183317471 0.000151684 44.1781063413124891 GALNT1 polypeptide N-acetylgalactosaminyltransferase 1 2589 NP_065207.2 8.944543828 1 3 5 14 559 64.177 7.72 1.29 0.94 1.35 1.19 Significant 0.0113 ATEEDSQVPSIR 4 13124891 1xTMT6plex [N-Term] 1.028 1.424 4.001182556 35.68 0 1560.806681 2 780.9071655 0.239167792 0.000186647 29.50999011TDDLCLDVSK 4 13124891 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.286 1.372 4.217094421 52.58 0 1623.866394 2 812.4372559 0.517929771 0.000420524 60.55859032
LAEVWMDEFK 2 13124891 2xTMT6plex [N-Term; K10] 0.862 3.197939157 31.76 0 1725.9286 2 863.4700928 2.496515137 0.002154403 91.70083027GNQLWEYDPVK 2 13124891 2xTMT6plex [N-Term; K11] 1.37 2.396187782 15.44 0 1806.979056 2 903.9933472 0.20033765 0.000181003 62.55497931SQQWLLR 2 13124891 1xTMT6plex [N-Term] 1.177 2.40699482 8.21 0 1159.678508 2 580.3416138 -2.205206804 -0.001278665 46.4907275

19923830 PBXIP1 pre-B-cell leukemia transcription factor-interacting protein 1 isoform 1 57326 NP_065385.2 15.18467852 1 8 8 44 731 80.594 5.33 0.89 0.8 0.9 0.86 Significant 0.00135
DSHDPLPSWAELLRPK 6 19923830 2xTMT6plex [N-Term; K16] 0.819 0.723 0.946 6.029017448 29.23 0 2319.286137 4 580.5775146 0.902089534 0.000523051 77.0545569EQLQAPVPPDSVPSLQNMGLLLDK 6 19923830 2xTMT6plex [N-Term; K24] 0.934 0.57 4.128613949 48.17 0 3047.685128 3 1016.56543 -1.113106294 -0.001130799 100.959422QKEQLEAEAQALR 4 19923830 2xTMT6plex [N-Term; K2] 0.681 0.948 4.14009428 26.46 1 1972.12276 3 658.0465698 1.215209674 0.000798848 45.76062175GALQQGEAFQR 6 19923830 1xTMT6plex [N-Term] 1.112 1.028 0.992 4.780330181 68.24 0 1433.769842 2 717.388855 0.412249526 0.000295535 28.10180034ELPLSPAFFGEDGIFR 12 19923830 1xTMT6plex [N-Term] 0.834 0.834 0.93 4.312826157 32.92 0 2024.069044 2 1012.538818 0.650357632 0.000658184 101.7804958EQEPELSFLK 6 19923830 2xTMT6plex [N-Term; K10] 1.08 0.867 0.617 3.857652187 46.63 0 1677.946359 2 839.4744263 -2.850330055 -0.00239135 66.51814314LQGLEADCVR 2 19923830 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.872 2.695188046 21.28 0 1389.735765 2 695.37146 -0.087770732 -6.10E-05 40.99856651LLGSVQQDLER 2 19923830 1xTMT6plex [N-Term] 0.94 3.169345856 13.82 0 1486.842673 2 743.9234619 -2.034910573 -0.001512796 59.8278991824308201 APMAP adipocyte plasma membrane-associated protein 57136 NP_065392.1 41.34615385 1 13 13 114 416 46.451 6.16 0.65 0.63 0.66 0.65 Significant 0.000186

LLLSSETPIEGK 8 24308201 2xTMT6plex [N-Term; K12] 0.675 0.701 4.324484825 52.38 0 1745.046073 3 582.3539429 0.689238697 0.000400918 67.78458758LFENQLVGPESIAHIGDVMFTGTADGR 17 24308201 1xTMT6plex [N-Term] 0.764 0.573 0.821 6.982568741 72.38 0 3103.572 3 1035.194824 -0.670328818 -0.000693471 100.7428552LFENQLVGPESIAHIGDVMFTGTADGR 2 24308201 1xTMT6plex [N-Term]; 1xOxidation [M19] 1.016 4.178548813 25.73 0 3119.566915 3 1035.194824 -0.670328818 -0.000693471 100.7428552SLHDPDGLVATYISEVHEHDGHLYLGSFR 6 24308201 1xTMT6plex [N-Term] 0.631 1.102 0.626 7.348697186 42.7 0 3493.733797 5 699.5529785 0.569421782 0.000397882 79.01358951YSLVLELSDSGAFR 4 24308201 1xTMT6plex [N-Term] 0.563 0.51 3.712672472 40.43 0 1785.958431 3 595.9910278 0.055732593 3.32E-05 86.24003652EPPLLLGVLHPNTK 10 24308201 2xTMT6plex [N-Term; K14] 0.475 0.481 0.527 5.540726185 32.28 0 1986.215204 3 662.7429199 -0.501992117 -0.000332355 78.88473515DYLLLVMEGTDDGR 6 24308201 1xTMT6plex [N-Term] 0.701 0.498 0.764 4.352169514 33.5 0 1825.920331 2 913.463501 -0.331491393 -0.000302638 84.31399517KIYFTDSSSK 6 24308201 3xTMT6plex [N-Term; K1; K10] 0.73 1.133 1.273 3.486315012 31.37 1 1863.083076 3 621.6991577 -0.083735111 -5.20E-05 45.28787945GLFEVNPWK 14 24308201 2xTMT6plex [N-Term; K9] 0.725 0.662 0.741 3.744374037 46.18 0 1547.898621 2 774.4524536 -0.639650055 -0.000495057 78.03346953LFSQETVMK 6 24308201 2xTMT6plex [N-Term; K9] 0.368 0.369 0.389 4.538021088 38.7 0 1540.880922 2 770.9430542 -1.356322564 -0.001044966 57.05080007IYFTDSSSK 8 24308201 2xTMT6plex [N-Term; K9] 0.518 0.73 0.677 3.262727261 44.06 0 1505.825181 2 753.4154053 -1.093761179 -0.000823507 49.28614375RPLRPQVVTDDDGQAPEAK 15 24308201 2xTMT6plex [N-Term; K19] 0.669 0.677 0.681 4.84552002 9.07 0 2550.40402 4 638.3554077 -1.654106797 -0.00105466 32.36819082VYVSGLMK 6 24308201 2xTMT6plex [N-Term; K8] 0.736 0.717 0.689 3.207985163 47.08 0 1354.816865 2 677.9118042 -0.393582023 -0.000266616 59.57937155VLLDQLR 6 24308201 1xTMT6plex [N-Term] 0.744 0.758 0.547 2.549398184 25.6 0 1085.68801 2 543.3486328 1.822526344 0.000989348 55.428674736030883 DCUN1D1 DCN1-like protein 1 isoform 1 54165 NP_065691.2 22.39382239 1 5 5 31 259 30.105 5.34 1.22 1.14 1.31 1.22 Significant 0.00161 FKDFYQFTFNFAK 6 36030883 3xTMT6plex [N-Term; K2; K13] 1.639 1.26 1.211 5.475708961 26.43 1 2390.315201 3 797.4436035 0.44191949 0.000352109 95.43878676LDVATDNFFQNPELYIR 12 36030883 1xTMT6plex [N-Term] 1.127 1.184 1.166 5.270814896 60.52 0 2284.181113 2 1142.590942 -2.847875914 -0.003252532 90.90156858AATQCEFSK 6 36030883 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.268 1.105 1.315 4.008354187 48.81 0 1499.792835 2 750.3997803 -0.367626189 -0.000275682 31.33231362
KLEQLYNR 6 36030883 2xTMT6plex [N-Term; K1] 0.985 1.027 1.41 3.085955381 7.85 1 1521.915333 3 507.9760437 -1.153498126 -0.000585175 38.61961106QFMIFTQSSEK 1 36030883 2xTMT6plex [N-Term; K11] 0.943 1.545928121 0 1803.971527 3 601.9954224 0.103294227 6.21E-05 76.4022986710190704 DECR2 peroxisomal 2,4-dienoyl-CoA reductase 26063 NP_065715.1 18.83561644 1 5 5 30 292 30.758 9.22 1.01 0.98 1.01 1 Significant 0.0001 APPAVMAAVDQALK 6 10190704 2xTMT6plex [N-Term; K14] 1.05 1.041 1.016 4.544669628 46.9 0 1840.076661 3 614.0300293 -0.612267629 -0.00037554 87.56942209LGGPQASLSTK 6 10190704 2xTMT6plex [N-Term; K11] 0.843 0.925 0.92 3.902040958 52.34 0 1516.909914 2 758.9589844 0.513227577 0.00038926 42.86656974GLPDFASFSAK 10 10190704 2xTMT6plex [N-Term; K11] 1.116 1.049 1.107 3.249475002 29.34 0 1597.899015 2 799.4532471 0.127004662 0.00010147 71.34565642GQALQVHAGSAK 6 10190704 2xTMT6plex [N-Term; K12] 0.941 0.884 1.009 3.764665842 27.1 0 1624.95351 3 542.322998 0.573038317 0.000310387 27.83014653IAEIFMR 2 10190704 1xTMT6plex [N-Term] 0.878 2.630838633 26.83 0 1108.638617 2 554.8222656 -1.229156173 -0.000681345 67.690363510190714 RAB22A ras-related protein Rab-22A 57403 NP_065724.1 45.36082474 1 5 7 35 194 21.841 8.15 1.27 1.33 0.96 1.19 Significant 0.00921

VCLLGDTGVGK 8 10190714 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.253 1.16 1.094 5.046730518 50.91 0 1576.913285 2 788.9581299 -2.727857274 -0.002150797 57.28956254
DYADSIHAIFVETSAK 2 10190714 2xTMT6plex [N-Term; K16] 0.999 3.907972097 18.92 0 2225.185419 3 742.3994141 -0.777675642 -0.000576824 72.8764654FVEDSFDPNINPTIGASFMTK 4 10190714 2xTMT6plex [N-Term; K21] 0.816 0.841 5.00587368 32.45 0 2788.426788 3 930.1471558 0.045048755 4.19E-05 92.50610337FLIWDTAGQER 6 10190714 1xTMT6plex [N-Term] 1.097 1.034 0.892 3.664530754 18.44 0 1564.832108 2 782.9187622 -1.188846987 -0.000930173 73.89315693EETFSTLK 6 10190714 2xTMT6plex [N-Term; K8] 1.306 1.368 1.184 3.524731636 40.5 0 1412.803717 2 706.9058838 0.54764021 0.000386854 45.30918763RIPSTDANLPSGGK 5 10190714 2xTMT6plex [N-Term; K14] 1.186 1.391 0.831 4.076324463 18.81 1 1871.075081 3 624.3633423 0.209684514 0.000130778 36.07030639RQPSEPK 4 10190714 2xTMT6plex [N-Term; K7] 1.398 2.219 2.7951653 13.13 1 1299.778506 3 433.9312134 0.447189053 0.000193749 16.06016349189027141 ABHD6 monoacylglycerol lipase ABHD6 57406 NP_065727.4 4.451038576 1 1 1 6 337 38.306 8.41 0.91 1.08 1.63 1.21 Significant 0.0309 FKVPQQILQGLVDVR 6 189027141 2xTMT6plex [N-Term; K2] 0.91 1.077 1.632 5.816987038 19.78 1 2198.342529 3 733.4519653 -0.539731134 -0.000395505 96.30821315115430241 SCYL1 N-terminal kinase-like protein isoform A 57410 NP_065731.3 21.28712871 1 10 10 50 808 89.575 6.3 1.29 1.37 1.25 1.3 Significant 0.000732 ATGSPVSIFVYDVKPGAEEQTQVAK 10 115430241 3xTMT6plex [N-Term; K14; K25] 2.041 1.486 2.905 5.829476833 32.78 0 3308.834519 3 1103.614746 -1.460804015 -0.001611186 79.81227425

ILPVLCGLTVDPEK 8 115430241 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.372 1.714 1.225 3.893205166 33.7 0 2012.186606 3 671.4003296 -0.08464944 -5.68E-05 97.26507551
HPNILAYIDGLETEK 6 115430241 2xTMT6plex [N-Term; K15] 1.308 1.403 1.131 5.64419651 49.59 0 2171.21124 3 724.4085693 -0.039384554 -2.85E-05 87.88014061DFPFELIPEPPEGGLPGPWALHR 6 115430241 1xTMT6plex [N-Term] 0.99 1.077 100 5.090892315 31.02 0 2800.466002 3 934.1582031 -2.123205565 -0.001981988 106.8709012ELEISWGLHQIVK 2 115430241 2xTMT6plex [N-Term; K13] 1.029 3.717217207 9.94 0 2010.178818 3 670.7312012 0.11551491 7.74E-05 78.34982433SLDAFPEDFCR 6 115430241 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.424 0.896 0.608 3.903033018 25.66 0 1585.751809 2 793.3808594 1.660367016 0.001316465 58.12851415LESVSEDPTQLEEVEKDVHAASSPGMGGAAASWAGWAVTGVSSLTSK 2 115430241 3xTMT6plex [N-Term; K16; K47] 100 3.296447754 4.97 1 5416.746179 5 1084.15625 1.10106876 0.001192842 103.2253079

ASQVSNSDHK 2 115430241 2xTMT6plex [N-Term; K10] 1.033 2.361710787 6.62 0 1530.827641 3 510.9458618 -3.010339413 -0.001536104 16.62585784IIPVVVK 6 115430241 2xTMT6plex [N-Term; K7] 1.308 1.126 1.31 2.387367487 20.68 0 1225.864802 2 613.4352417 -1.30092777 -0.000797381 71.16491869FFQELSK 2 115430241 2xTMT6plex [N-Term; K7] 1.407 1.812245727 0.33 0 1356.792759 2 678.9006348 0.909631366 0.000617091 63.51476497
38679946 ABAT 4-aminobutyrate aminotransferase, mitochondrial precursor 18 NP_065737.2 6.6 1 3 3 18 500 56.403 7.96 0.62 0.77 0.78 0.72 Significant 0.00508 IDIPSFDWPIAPFPR 12 38679946 1xTMT6plex [N-Term] 0.618 0.684 0.677 4.070196152 27.86 0 2000.0843 3 667.3660278 -0.384825733 -0.000256561 108.9300707LKYPLEEFVK 4 38679946 3xTMT6plex [N-Term; K2; K10] 1.011 0.795 3.452926159 5.57 1 1953.202797 3 651.7388306 -0.439621929 -0.000286224 77.64798111FRPTLVFR 2 38679946 1xTMT6plex [N-Term] 0.978 4.068905354 28.47 0 1264.772743 3 422.2619629 -1.112894101 -0.000469186 55.8867392837620163 ANKHD1-EIF4EBP3 ANKHD1-EIF4EBP3 protein 404734 NP_065741.3 7.451280092 1 8 15 56 2617 277.004 5.86 1.07 1.12 0.79 0.99 Significant 0.0105 LTSSVSCALDEAAAALTR 8 37620163 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.293 1.097 0.976 5.517090797 49.18 0 2065.079685 3 689.031311 -0.147739835 -0.000101698 101.4922751FLLEAGADQEHK 6 37620163 2xTMT6plex [N-Term; K12] 0.855 0.896 0.815 4.599433422 50.18 0 1816.000519 3 606.0044556 -0.939399941 -0.00056865 61.92997286DTALTIAADK 2 37620163 2xTMT6plex [N-Term; K10] 1.121 3.662255526 45.29 0 1476.86738 2 738.9365845 -1.007378664 -0.000743882 49.54683993GGDIEAQSER 4 37620163 1xTMT6plex [N-Term] 1.105 1.501 3.001438379 32.55 0 1290.648724 2 645.8276978 -0.468905424 -0.000302596 17.13394526ESALTLACYK 6 37620163 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.402 1.253 1.165 4.20734024 60.94 0 1613.8973 2 807.4527588 0.582842616 0.000470324 57.17400184

TVSLPLSSPNIK 4 37620163 2xTMT6plex [N-Term; K12] 1.098 1.397 3.845804453 9.27 0 1714.051492 3 572.0220947 0.139172999 7.95E-05 65.80391954VLLDHGAGINTHSNEFK 4 37620163 2xTMT6plex [N-Term; K17] 1.151 1.154 4.763100624 18.45 0 2310.26065 4 578.3170776 -6.133227056 -0.003542338 50.18614343GADVNAPPVPSSR 4 37620163 1xTMT6plex [N-Term] 1.675 1.435 3.245388746 31.61 0 1495.806622 2 748.4039307 -4.03591065 -0.003018471 29.86680506SSSLQVADQDLLPSFHPYQPLECIVEETEGK 2 37620163 2xTMT6plex [N-Term; K31]; 1xCarbamidomethyl [C23] 1.232580304 1.07 0 3975.009769 3 1325.672485 -1.727388286 -0.002288795 100.95411
AKDQQAAEANK 2 37620163 3xTMT6plex [N-Term; K2; K11] 1.277 2.239259958 3.71 1 1861.074636 3 621.0289917 -1.189953536 -0.000738197 19.82976176AFADPEVLR 6 37620163 1xTMT6plex [N-Term] 1.03 1.175 1.199 3.522847176 38.69 0 1246.699303 2 623.8526611 -1.008707049 -0.000628777 50.47378856VFLQGPAPVGTPSFNR 2 37620163 1xTMT6plex [N-Term] 0.918 2.31959939 3.45 0 1916.059148 2 958.5316162 -1.665923585 -0.001596004 69.78995888NASILLK 2 37620163 2xTMT6plex [N-Term; K7] 0.608 2.535476923 8.92 0 1216.80293 2 608.9057007 0.982260281 0.000597609 51.41631736YIATITDKELLK 3 37620163 3xTMT6plex [N-Term; K8; K12] 0.72 0.619 0.8 2.317974091 1 2095.298154 3 699.1033936 -1.205807361 -0.000842175 68.87071967LSTADGK 1 37620163 2xTMT6plex [N-Term; K7] 0.901 2.270525932 0 1149.687959 2 575.347168 -0.782840677 -0.000450011 26.92176805

21359935 DSCAML1 Down syndrome cell adhesion molecule-like protein 1 57453 NP_065744.2 0.378608613 1 1 1 4 2113 230.49 8.31 1.44 1.54 1.4 1.46 Significant 0.000812
VTIEPAGK 4 21359935 2xTMT6plex [N-Term; K8] 1.44 1.54 1.401 2.299137831 20.38 0 1272.792759 2 636.8997803 -0.373040404 -0.000237402 51.1353325133468965 KIAA1143 uncharacterized protein KIAA1143 isoform 1 57456 NP_065747.1 5.844155844 1 1 1 6 154 17.455 6.11 0.46 0.89 0.83 0.73 Significant 0.0326 YSGLTASSK 6 33468965 2xTMT6plex [N-Term; K9] 0.46 0.892 0.833 3.854606152 32.44 0 1371.788402 2 686.395874 -2.864970371 -0.001965067 32.50241043

188497714 TMCC3 transmembrane and coiled-coil domains protein 3 isoform 1 57458 NP_065749.2 11.74004193 1 5 5 26 477 53.704 8.44 0.98 1.61 1.31 1.3 Significant 0.019
AYGGSATIVNKPK 6 188497714 3xTMT6plex [N-Term; K11; K13] 1.37 1.191 2.464 3.078534365 18.17 0 1993.204922 3 665.0731812 0.034059233 2.26E-05 40.63010344EIKDTQAQLAEDIEALK 6 188497714 3xTMT6plex [N-Term; K3; K17] 2.182 1.726 2.478 5.391497135 25.84 1 2602.490658 3 868.1654053 -3.456627081 -0.002998613 81.09318575DTQAQLAEDIEALK 2 188497714 2xTMT6plex [N-Term; K14] 1.45 3.970346212 21.53 0 2003.106107 3 668.3726807 -1.306854292 -0.000872589 78.71999083SGMPGVSLTPPVFVFNK 4 188497714 2xTMT6plex [N-Term; K17] 0.58 0.568 4.452254772 9.08 0 2235.261167 3 745.7572632 -1.758680049 -0.00131037 97.87845351LAVILEELR 8 188497714 1xTMT6plex [N-Term] 2.558 2.491 1.33 3.655277967 52.17 0 1284.808854 2 642.9083252 0.4048467 0.000260075 97.5547223321218438 GATAD2B transcriptional repressor p66-beta 57459 NP_065750.1 16.35750422 1 6 7 35 593 65.22 9.7 1.25 1.1 1.17 1.17 Significant 0.00136 LQQQAALSPTTAPAVSSVSK 2 21218438 2xTMT6plex [N-Term; K20] 100 3.952561617 29.79 0 2442.396809 3 814.8021851 -1.968187234 -0.001602365 64.36416489ALQQEQEIEQR 6 21218438 1xTMT6plex [N-Term] 1.639 1.656 1.356 4.29398632 42.47 0 1600.849215 2 800.9279175 -0.409981812 -0.00032816 41.87759726VIAPNPAQLQGQR 8 21218438 1xTMT6plex [N-Term] 1.021 1.06 1.214 3.740662813 32.84 0 1620.938304 2 810.9708252 -2.424971613 -0.001965365 43.3879604SISQSISGQK 6 21218438 2xTMT6plex [N-Term; K10] 1.229 1.126 1.267 4.510338783 55.38 0 1492.873528 2 746.9398804 -0.699300907 -0.000521984 33.76790439ENINDEPVDMSAR 4 21218438 1xTMT6plex [N-Term] 1.028 0.941 4.012247562 48.57 0 1718.821679 2 859.9135742 -1.051535783 -0.000903701 33.32369646LPSRPGAQGVEPQNLR 6 21218438 1xTMT6plex [N-Term] 1.309 1.084 3.717866898 7.79 0 1948.092573 3 650.0344238 -1.978805154 -0.001284965 37.7876904SLDPADERDDVLAK 3 21218438 2xTMT6plex [N-Term; K14] 1.073 1.168 3.506263494 16.1 1 2002.085705 3 668.0327148 -1.055968156 -0.000704713 44.52206704

40789229 SCAF4 splicing factor, arginine/serine-rich 15 isoform 1 57466 NP_065757.1 9.503051439 1 6 9 44 1147 125.79 9.55 1.31 1.3 1.3 1.3 Significant 0.00000654
VKPEELESFCEGGMLDSDTLNPDWK 2 40789229 3xTMT6plex [N-Term; K2; K25]; 1xCarbamidomethyl [C10] 100 3.3290627 27.34 0 3583.790347 3 1195.2677 -0.502181737 -0.000599905 81.76838014VPGLYVIDSIVR 18 40789229 1xTMT6plex [N-Term] 1.438 1.323 3.844232798 35.77 0 1559.935845 2 780.47052 -1.334356758 -0.001040755 95.61965238DLSIGNPIPTVVSGAR 4 40789229 1xTMT6plex [N-Term] 0.937 0.736 0.732 3.86247611 25.28 0 1825.038078 2 913.0206909 -2.176811602 -0.001986382 66.8935489AAFPPPEQK 2 40789229 2xTMT6plex [N-Term; K9] 1.542 3.25955081 39.66 0 1442.840772 2 721.9241333 0.151417653 0.000109236 38.95590853HQFGTDKDVFGPR 4 40789229 2xTMT6plex [N-Term; K7] 1.273 1.301 4.285185337 13.83 1 1962.059766 4 491.2693481 -2.142076377 -0.00105072 38.5222869IAWALNK 4 40789229 2xTMT6plex [N-Term; K7] 1.172 1.332 3.010367393 29.41 0 1273.803264 2 637.4058228 0.867471331 0.000552494 67.25644781TTPTQPSEQK 4 40789229 2xTMT6plex [N-Term; K10] 1.338 1.612 3.670035601 50.43 0 1574.879007 2 787.9439087 0.973670234 0.000766706 20.00551372VLNLWQK 4 40789229 2xTMT6plex [N-Term; K7] 1.375 1.315 2.918674707 38.01 0 1358.856028 2 679.9327393 1.60001176 0.001087093 71.5029597GNAESGDSVK 2 40789229 2xTMT6plex [N-Term; K10] 0.59 1.299262404 9.64 0 1421.763643 2 711.3865967 1.599027648 0.00113672 101.29690424308207 LRRC47 leucine-rich repeat-containing protein 47 57470 NP_065761.1 51.97255575 1 22 22 143 583 63.434 8.28 0.88 0.93 0.95 0.92 Significant 0.000512

VLDLSGNALEALPPGQGLGPAEPPGLPQLQSLNLSGNR 17 24308207 1xTMT6plex [N-Term] 0.947 0.91 0.974 8.466537476 44.2 0 4019.176308 4 1005.549194 -0.338568439 -0.000340192 105.5088383REGGDGEEQDVGDAGR 6 24308207 1xTMT6plex [N-Term] 1.059 0.9 1.056 5.850337029 45.9 1 1875.863027 3 625.9588013 -0.626938849 -0.000392017 15.42978858TLDLSNNQLSEIPAELADCPK 10 24308207 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C19] 0.913 1.175 0.84 6.158450603 76.57 0 2786.464631 3 929.4899902 -3.306432378 -0.003071086 82.87299746
YLHLLDGNENYPCLVDADGDVISFPPITNSEK 6 24308207 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C13] 1.079 6.405138016 33.92 0 4064.036318 4 1016.762634 -1.872781154 -0.001902763 96.63772998NALGPGLSPELGPLPALR 14 24308207 1xTMT6plex [N-Term] 1.012 0.895 0.905 5.296631813 45.67 0 2001.169426 3 667.7279053 -0.131867739 -8.80E-05 83.06462314EGGDGEEQDVGDAGR 8 24308207 1xTMT6plex [N-Term] 1.06 0.711 0.854 5.543761253 81.15 0 1719.761916 2 860.3842773 -0.370738818 -0.000318791 16.13888228ADLATAPPHVTVVR 4 24308207 1xTMT6plex [N-Term] 0.864 0.982 5.074262619 26.18 0 1675.96927 3 559.3283081 0.656823741 0.000366939 43.1399562VLHVSENPVPLTVR 2 24308207 1xTMT6plex [N-Term] 0.249 4.317298412 20.81 0 1789.053334 3 597.0218506 -1.305535247 -0.000778557 58.30334144TAATLATHELR 6 24308207 1xTMT6plex [N-Term] 0.813 0.894 1.4 5.41597271 74.17 0 1412.805893 3 471.606842 0.056237766 2.65E-05 30.12260394GPLLYCARPPQDLK 4 24308207 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.109 1.02 0.96 3.124243498 6.54 0 2086.188337 3 696.0679321 0.434259315 0.000301982 56.13639598

ELSPDIAHLASLK 4 24308207 2xTMT6plex [N-Term; K13] 0.89 0.906 4.202357769 38.08 0 1852.09442 3 618.0361328 -0.310228514 -0.000191524 69.44528052DVMDALILK 6 24308207 2xTMT6plex [N-Term; K9] 0.958 1.024 0.908 3.896892071 50.32 0 1475.890758 2 738.4504395 1.92707098 0.001422073 80.53744101VVDLEGSLK 4 24308207 2xTMT6plex [N-Term; K9] 0.893 0.883 3.518601418 42.19 0 1417.866652 2 709.4369507 -0.019122258 -1.36E-05 58.50228013GMDLQPGNALK 2 24308207 2xTMT6plex [N-Term; K11] 0.816 3.765418053 50.24 0 1601.908533 2 801.4576416 -0.328868262 -0.000263408 53.83541824APGPGLAQGLPQLHSLVLR 4 24308207 1xTMT6plex [N-Term] 1.126 1.136 4.52767849 10.78 0 2153.275623 3 718.4310303 1.353635495 0.000971583 79.16496593DVRPYIVGAVVR 6 24308207 1xTMT6plex [N-Term] 1.215 0.97 1.157 5.234259129 35.38 0 1572.942327 3 524.9849854 -1.223500238 -0.000641498 52.26892407ELLLTGPGLEER 8 24308207 1xTMT6plex [N-Term] 0.597 0.71 1.036 4.000183582 32.29 0 1555.889289 2 778.4474487 -1.071907285 -0.000833885 62.57318096MVSGCQTR 2 24308207 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.782 2.978868008 34.96 0 1167.581179 2 584.2938843 -0.588486115 -0.000343553 23.36166947AEGSEKEESR 6 24308207 2xTMT6plex [N-Term; K6] 0.983 0.966 0.921 3.425770283 17.8 1 1579.832785 3 527.2820435 -0.764814427 -0.00040276 15.71918493ELPADLAR 6 24308207 1xTMT6plex [N-Term] 0.837 0.942 0.939 2.829891682 28.81 0 1113.646539 2 557.3273926 0.870245824 0.000484573 38.65463173SILEYLR 10 24308207 1xTMT6plex [N-Term] 0.863 0.831 1.258 2.805509567 34.65 0 1122.672026 2 561.8399658 0.560395744 0.00031457 64.76877502FLTSQTK 8 24308207 2xTMT6plex [N-Term; K7] 0.891 0.914 0.802 3.034958124 23.72 0 1282.777109 2 641.8918457 -0.540923084 -0.000346942 53.9188836134013528 ZNF512B zinc finger protein 512B 57473 NP_065764.1 2.466367713 1 2 2 6 892 97.202 9.83 0.86 2.12 1.39 1.46 Non-Significant 0.0575 EFSSESGVK 4 34013528 2xTMT6plex [N-Term; K9] 2.122 1.389 3.251330376 20.51 0 1427.778231 2 714.3916626 -1.528377895 -0.001091092 31.23398031
GEAVCPTCNVVTR 2 34013528 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 0.863 2.288136959 16.66 0 1691.840641 2 846.4214478 -2.968566935 -0.002511171 30.2794910814149738 NLN neurolysin, mitochondrial 57486 NP_065777.1 31.67613636 1 18 18 129 704 80.6 6.64 1.15 1.21 1.16 1.17 Significant 0.00025 NLILKPGGSLDGMDMLHNFLK 2 14149738 3xTMT6plex [N-Term; K5; K21] 1.093 5.112875462 18.99 0 3000.698166 4 750.9291382 -1.147284877 -0.000860664 98.31482217VTAFLDDLSQK 24 14149738 2xTMT6plex [N-Term; K11] 1.222 1.322 1.142 4.541960716 51.61 0 1694.972908 2 847.9893799 -0.840464392 -0.000712282 83.87736307DGSPIADDLLEK 6 14149738 2xTMT6plex [N-Term; K12] 0.925 1.181 1.167 4.487920284 53.98 0 1730.957652 2 865.9817505 -0.824487784 -0.000713577 64.57363075VDQSLHTNTSLDAASEYAK 6 14149738 2xTMT6plex [N-Term; K19] 1.259 1.107 100 5.925256729 47.55 0 2508.298217 3 836.7714233 0.597875293 0.000499883 46.83355601INAWDLYYYMTQTEELK 4 14149738 2xTMT6plex [N-Term; K17] 1.104 1.217 4.918156624 42.75 0 2639.346747 3 880.4515991 -2.463934201 -0.002167726 109.6646436AELGALPDDFIDSLEK 24 14149738 2xTMT6plex [N-Term; K16] 1.079 1.242 1.177 3.889596224 60.25 0 2191.189836 2 1096.095215 -3.049942269 -0.003341501 97.25031887

YNHAACFGLQPGCLLPDGSR 6 14149738 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C13] 1.64 1.813 2.505 5.477740288 35.61 0 2462.190649 3 821.4006348 -1.339605089 -0.001099454 62.40827168
IVHLQETCDLGK 4 14149738 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.19 1.283 4.194364071 42.67 0 1871.04609 3 624.3529053 -1.029963772 -0.00064237 49.1552748

MSELCIDFNK 6 14149738 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.08 0.925 1.385 4.318435669 46.94 0 1714.890835 2 857.9483032 -0.87753381 -0.000752437 69.28009352
NLNEDDTFLVFSK 3 14149738 2xTMT6plex [N-Term; K13] 0.992 4.164949417 33.95 0 2000.074078 3 667.364563 2.528683762 0.001685852 79.46345421YPHYFPVMK 6 14149738 2xTMT6plex [N-Term; K9] 1.091 1.324 1.003 3.424814224 25.05 0 1639.907077 3 547.3068237 -0.706746504 -0.000386333 58.39381895TMLDFPQHVSSDK 4 14149738 2xTMT6plex [N-Term; K13] 1.104 0.972 3.808834791 25.84 0 1963.035919 3 655.0164185 -0.619677355 -0.000405483 53.87491195LVNTGLLTLR 6 14149738 1xTMT6plex [N-Term] 1.199 1.047 1.005 3.804102659 39.31 0 1328.846302 2 664.9257813 -1.517000121 -0.00100793 77.33098997WDLSPEQIK 8 14149738 2xTMT6plex [N-Term; K9] 1.103 1.365 1.699 3.357327223 38.48 0 1573.899015 2 787.4530029 -0.181295383 -0.00014267 63.00375847SVTLYTVK 6 14149738 2xTMT6plex [N-Term; K8] 1.323 1.107 1.422 3.85490942 41.79 0 1368.850274 2 684.9274902 -1.877284389 -0.001284861 50.68538176EFILNLK 6 14149738 2xTMT6plex [N-Term; K7] 1.343 1.119 1.342 3.187966585 26.09 0 1334.844794 2 667.9265137 0.716498093 0.000478207 75.26087899AASTEADKR 4 14149738 2xTMT6plex [N-Term; K8] 1.163 1.181 3.694356918 23.36 1 1406.800363 3 469.60495 -0.047331865 -2.22E-05 15.83167423GFEYDGK 4 14149738 2xTMT6plex [N-Term; K7] 0.839 1.21 2.524292231 20.08 0 1273.682874 2 637.3444824 -0.930935223 -0.000592858 37.8229120245387945 ESYT2 extended synaptotagmin-2 57488 NP_065779.1 23.85218365 1 15 15 115 893 98.84 8.68 1.05 1.03 1.05 1.04 Significant 0.0000408 ADKDQANDGLSSALLILYLDSAR 4 45387945 2xTMT6plex [N-Term; K3] 1.33 0.96 6.010769367 25.91 1 2907.582772 3 969.8643188 -1.502394729 -0.001456112 103.7278586LLDEWFTLDEVPK 20 45387945 2xTMT6plex [N-Term; K13] 1.13 1.266 1.191 4.350378036 48.71 0 2063.146515 2 1032.075073 -1.766702267 -0.001822483 104.3702047AQPPEAGPQGLHDLGR 6 45387945 1xTMT6plex [N-Term] 0.951 1.018 1.068 4.915624142 53 0 1871.992525 3 624.6689453 -0.129318091 -8.07E-05 36.00316315VPLSQLLTSEDMTVSQR 4 45387945 1xTMT6plex [N-Term] 0.758 1.041 3.79325366 26.92 0 2133.142285 3 711.7184448 -0.704902507 -0.000501219 80.1687707ITVPLVSEVQIAQLR 18 45387945 1xTMT6plex [N-Term] 1.186 1.153 1.121 5.450055122 55.62 0 1895.152714 3 632.3889771 -0.177240416 -0.000111966 92.75567261ISSNPNPVVQMSVGHK 6 45387945 2xTMT6plex [N-Term; K16] 1.031 1.024 0.987 5.284212112 57.28 0 2152.194879 3 718.0692749 -0.746811074 -0.000535761 52.235489VLVALASEELAK 14 45387945 2xTMT6plex [N-Term; K12] 1.127 1.166 1.127 5.465986252 47.45 0 1701.056243 2 851.0314331 -0.384360638 -0.00032691 94.36021485GEGPEAGAGGAGGR 4 45387945 1xTMT6plex [N-Term] 1.08 1.319 5.115926743 91.9 0 1371.681421 2 686.3435059 -1.229200326 -0.000843036 15.64585404TNEPVWEENFTFFIHNPK 8 45387945 2xTMT6plex [N-Term; K18] 1.19 0.871 1.147 3.394141912 22.17 0 2707.392058 3 903.1377563 2.459120373 0.002219268 91.33122996ALALLEDEER 6 45387945 1xTMT6plex [N-Term] 0.929 0.972 1.022 4.471865654 42.29 0 1387.763026 2 694.3869019 2.523169211 0.00175078 68.12567393VDVGQQPLR 6 45387945 1xTMT6plex [N-Term] 1.219 1.204 1.198 2.948727131 35.13 0 1240.721101 2 620.8648682 1.094885969 0.000679224 34.61179429GWTQWYDLTEDGTRPQAMT 2 45387945 1xTMT6plex [N-Term]; 1xOxidation [M18] 0.854 2.715218544 24.6 0 2501.160454 3 834.3912354 -0.520396567 -0.000433865 71.56541658MYLLPDKR 4 45387945 2xTMT6plex [N-Term; K7] 1.142 1.165 3.426097631 30 1 1493.891427 3 498.6352539 -0.146202894 -7.28E-05 51.99517819SDPYGIIR 12 45387945 1xTMT6plex [N-Term] 0.867 0.72 0.727 2.80978179 17.55 0 1149.646539 2 575.3272095 0.52445277 0.000301468 37.71217094NLIAFSEDGSDPYVR 1 45387945 1xTMT6plex [N-Term] 0.812 2.726260424 0 1911.964973 3 637.9926147 -0.879504459 -0.000560527 63.3883047750838795 MTA3 metastasis-associated protein MTA3 isoform b 57504 NP_065795.1 13.00970874 1 2 7 30 515 58.776 8.21 1.32 1.22 1.18 1.24 Significant 0.00113 DISNTLIMLADK 6 50838795 2xTMT6plex [N-Term; K12] 1.332 1.734 1.178 3.887819052 26.96 0 1792.029042 3 598.0149536 0.706043158 0.00042175 85.9716259QIDQFLVVAR 6 50838795 1xTMT6plex [N-Term] 1.631 1.495 2.124 4.149220467 34.8 0 1417.836465 2 709.4223022 0.608365075 0.000431281 67.66999759TASGNVEAK 4 50838795 2xTMT6plex [N-Term; K9] 1.279 0.96 2.993696928 32.05 0 1334.768 2 667.8870239 -0.920937899 -0.000614619 20.35233241ALDCSSSVR 6 50838795 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.489 1.56 1.144 3.643798351 37.11 0 1223.625152 2 612.3163452 0.213749846 0.000130775 20.52689485QPSLHMSAAAASR 4 50838795 1xTMT6plex [N-Term] 1.949 1.852 3.703778028 11.43 0 1555.821226 3 519.2775879 -1.93817135 -0.001005149 26.76755167QDFLPWK 2 50838795 2xTMT6plex [N-Term; K7] 1.552 2.717148066 23.85 0 1391.808743 2 696.4077148 -0.423975279 -0.000295046 66.73556983AAEAESK 2 50838795 2xTMT6plex [N-Term; K7] 0.897 1.789522648 1.5 0 1163.667224 2 582.3364258 -1.417018084 -0.000824469 105.247382338569417 AARS2 alanine--tRNA ligase, mitochondrial 57505 NP_065796.1 17.25888325 1 13 13 66 985 107.259 6.27 0.75 0.71 0.72 0.73 Significant 0.000273 LIEAVETAVMPQWQR 12 38569417 1xTMT6plex [N-Term] 0.687 0.712 0.732 5.611398697 54.74 0 2000.083648 3 667.366272 0.30734613 0.000204906 95.33159666LWISYFDGDPK 6 38569417 2xTMT6plex [N-Term; K11] 0.72 0.739 0.613 3.742316246 50.48 0 1798.977993 2 899.9922485 -0.429499244 -0.00038633 87.50880719LDVTTQTPLTPEQLR 6 38569417 1xTMT6plex [N-Term] 0.727 0.987 0.851 4.949078083 50 0 1941.085422 2 971.0409546 -5.558467541 -0.00539473 61.64568767LLAVTGEQAQQAR 4 38569417 1xTMT6plex [N-Term] 0.599 0.742 4.203355789 30.67 0 1613.917235 2 807.4611206 -1.406564732 -0.00113504 41.61045802NSAQIANLVSEDEAAFLASLER 6 38569417 1xTMT6plex [N-Term] 0.77 0.584 0.634 6.642449379 61.35 0 2577.335776 3 859.78302 -0.492326773 -0.000422964 109.5300319APPGFLGSLVPVVVETLGDAYPELQR 4 38569417 1xTMT6plex [N-Term] 0.01 5.52908802 25.57 0 2953.623625 3 985.211731 -1.010676811 -0.000995053 113.0970729AGQEDVLFPVAR 2 38569417 1xTMT6plex [N-Term] 0.859 3.570853233 39.1 0 1530.847758 2 765.9260254 -1.949272051 -0.001492019 57.34047604LGDQVQLHVDEAWR 2 38569417 1xTMT6plex [N-Term] 0.684 3.479855537 18.31 0 1894.997276 3 632.3362427 -1.636425918 -0.001033674 58.25135892HVDTGMGLER 4 38569417 1xTMT6plex [N-Term] 0.699 1.008 3.983839273 31.98 0 1343.6939 3 448.5702515 1.712409747 0.000766985 24.29911135AAFLNFFR 6 38569417 1xTMT6plex [N-Term] 0.752 0.766 0.579 3.15202117 28.07 0 1214.688345 2 607.8475952 -0.354716759 -0.000215435 87.26511849LVAVLQGK 2 38569417 2xTMT6plex [N-Term; K8] 0.425 3.046281815 23 0 1285.860779 2 643.4336548 -0.579992562 -0.000372895 62.24600272LAQEEAQHR 6 38569417 1xTMT6plex [N-Term] 1.054 0.724 0.732 3.288800955 20.32 0 1310.701428 3 437.5718689 -0.286076248 -0.000124987 17.77127741FSMEILK 6 38569417 2xTMT6plex [N-Term; K7] 0.793 0.782 1.108 2.829096317 18.33 0 1325.790316 2 663.3984985 -0.449143187 -0.000297735 73.36594077

83776598 MAVS mitochondrial antiviral-signaling protein isoform 1 57506 NP_065797.2 35.18518519 1 11 11 62 540 56.493 5.52 0.61 0.62 0.58 0.61 Significant 0.000397 RPGWVEYFIAALR 6 83776598 1xTMT6plex [N-Term] 1.192 1.375 3.977 6.344167233 47.8 0 1807.02164 3 603.0115356 -0.877973108 -0.000528839 102.0412778GPVSPSVSFQPLAR 8 83776598 1xTMT6plex [N-Term] 0.609 0.696 0.572 4.776268482 43.05 0 1670.942721 2 835.9733887 -1.927316963 -0.001610218 57.31628781VPTTLMPVNTVALK 6 83776598 2xTMT6plex [N-Term; K14] 0.493 0.47 0.507 3.964956522 37.5 0 1942.181126 3 648.0652466 0.031004366 2.01E-05 82.49606604LPGPTGSVVSTGTSFSSSSPGLASAGAAEGK 6 83776598 2xTMT6plex [N-Term; K31] 0.446 0.549 0.644 6.877530575 68.69 0 3222.689421 3 1074.896851 -4.165102631 -0.004474277 66.77248055
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

VPANPASVSTVPSK 6 83776598 2xTMT6plex [N-Term; K14] 0.586 0.483 0.576 4.980550766 66.26 0 1812.06312 2 906.5355225 0.357968698 0.000324331 47.71838984
SEGTFGIHVAENPSIQLLEGNPGPPADPDGGPRPQADR 2 83776598 1xTMT6plex [N-Term] 0.324 6.435260773 9.85 0 4122.047813 4 1031.268188 0.754684659 0.000777712 70.11453467DTLWHLFNTLQR 6 83776598 1xTMT6plex [N-Term] 0.769 0.619 0.641 4.426030636 26.05 0 1772.964519 3 591.6591797 -0.864883354 -0.000511136 83.3930822VSASTVPTDGSSR 10 83776598 1xTMT6plex [N-Term] 0.566 0.728 0.561 4.231542587 44.72 0 1492.780466 2 746.8934937 -0.506260183 -0.000377868 22.66061777LPTSSKPPGAVPSNALTNPAPSK 2 83776598 3xTMT6plex [N-Term; K6; K23] 0.516 5.971909523 11.44 0 2918.691818 4 730.427063 -1.848655909 -0.001348914 56.89263058VPTSMVLTK 6 83776598 2xTMT6plex [N-Term; K9] 0.649 0.648 0.662 3.560560703 38.31 0 1433.880193 2 717.4405518 -4.440109016 -0.003183292 60.06141736ATCTLSGNR 4 83776598 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.733 0.848 2.813018322 21.64 0 1208.625487 2 604.8157959 -0.969244103 -0.000585727 17.9472436524308211 INTS2 integrator complex subunit 2 57508 NP_065799.1 6.312292359 1 4 4 10 1204 134.26 6.1 0.86 1.74 1.44 1.35 Significant 0.0349 LGGGSGESILVSQLQHGLTLEFEHSDSPR 2 24308211 1xTMT6plex [N-Term] 1.013 7.978627205 50.18 0 3279.680698 4 820.6744385 -1.455767859 -0.001193613 90.70536796LAVNVMGTLLTVLTQAK 4 24308211 2xTMT6plex [N-Term; K17] 1.674 1.744 4.665058136 38.47 0 2230.360881 3 744.1240234 -1.508427415 -0.001121446 113.5227101VDVVCLASLSDPELR 2 24308211 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.771 3.663997889 25.13 0 1902.020379 3 634.6783447 0.053443007 3.39E-05 79.20563093YTQNDLMIDPLIVLR 2 24308211 1xTMT6plex [N-Term] 2.966 2.781648874 16.8 0 2033.130264 2 1017.063293 -5.387488511 -0.005476733 100.504113122748937 XPO5 exportin-5 57510 NP_065801.1 12.12624585 1 11 11 59 1204 136.222 5.8 1.17 1.14 1.17 1.16 Significant 0.0000743 DYPQLVLPNFDMLYNHVK 6 22748937 2xTMT6plex [N-Term; K18] 1.099 0.958 0.886 4.573712349 24.07 0 2664.426001 3 888.8120117 -1.695972697 -0.001506265 98.48738894VLSDVDAFIAYVGTDQK 6 22748937 2xTMT6plex [N-Term; K17] 0.684 1.164 1.645 4.987823486 54.99 0 2299.258584 3 767.0897217 -1.727739961 -0.001324174 107.9977988SLLCGEDEAADENPESQEMLEEQLVR 4 22748937 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 100 100 5.92549324 79.63 0 3220.482318 3 1074.164917 -0.658309293 -0.000706691 69.20131923SAILGLPQPLLELNDSPVFK 6 22748937 2xTMT6plex [N-Term; K20] 0.974 0.824 0.925 4.390209198 48.43 0 2609.531846 3 870.5147705 -0.800011912 -0.000695886 110.417133DIQQTLTQNMER 2 22748937 1xTMT6plex [N-Term] 1.136 3.691899538 27.79 0 1705.874049 2 853.4412842 0.728406283 0.000621285 45.77845649DPLLLAIIPK 10 22748937 2xTMT6plex [N-Term; K10] 1.194 1.125 1.2 3.56968689 48.75 0 1551.028572 2 776.0169678 -1.233570522 -0.000956652 102.5960906TDTSQESK 4 22748937 2xTMT6plex [N-Term; K8] 1.989 0.869 2.916621923 38.76 0 1353.726195 2 677.366394 -0.50506082 -0.000341857 17.35339683

DSLDQFDCK 5 22748937 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.27 1.206 1.094 3.23932147 6.4 0 1585.793229 2 793.3986206 -2.058628453 -0.00163228 43.22959647
TCWPTDLEEAK 6 22748937 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.154 1.031 1.876 3.488325596 38.62 0 1807.930057 2 904.4675293 -1.258298816 -0.001137458 57.72377482

MAEPFTK 4 22748937 2xTMT6plex [N-Term; K7] 1.27 1.445 2.987188816 28.44 0 1281.727716 2 641.368042 0.851728773 0.000545842 46.25697292LLNPSLQK 6 22748937 2xTMT6plex [N-Term; K8] 1.08 1.237 1.219 3.322203875 30.22 0 1370.877157 2 685.9417114 -0.737336991 -0.000505399 56.36768973
33457344 COG6 conserved oligomeric Golgi complex subunit 6 isoform 1 57511 NP_065802.1 19.33028919 1 8 9 37 657 73.233 5.76 1.1 1.25 1.08 1.15 Significant 0.00219 EVLASHDSSVVPLDAR 6 33457344 1xTMT6plex [N-Term] 0.859 1.268 1.071 6.132823467 34.23 0 1924.033721 3 642.0153198 -1.202986891 -0.000771529 43.35575659TLTQESCDVSPVLTQAMEALQDRPVLYK 5 33457344 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C7] 100 1.678 6.907452583 26.55 0 3650.917389 4 913.4837646 -1.139608434 -0.001040154 102.1917903

AQVADAFLSK 2 33457344 2xTMT6plex [N-Term; K10] 1.26 4.140621662 46.86 0 1507.88845 2 754.4470215 -1.116509149 -0.000841786 62.92518861EQTQDLIVK 6 33457344 2xTMT6plex [N-Term; K9] 1.343 1.364 100 3.397590637 44.97 0 1531.909579 2 766.4580078 -0.548488639 -0.000420117 44.59377632GFIDALTR 6 33457344 1xTMT6plex [N-Term] 1.094 1.197 0.971 2.578059196 30.94 0 1121.651625 2 561.3284302 -1.819690171 -0.001020529 54.97606638EMIEALK 12 33457344 2xTMT6plex [N-Term; K7] 0.274 0.367 0.312 2.846560001 31.98 0 1291.76958 2 646.3875732 -1.324226589 -0.000855298 55.12582215LMDKVELPPPDLGPSSALNQTLMLLR 1 33457344 2xTMT6plex [N-Term; K4] 1.573 2.459812164 1 3306.856961 3 1102.957764 0.537218769 0.000592169 109.8252234SPQQVQTLLS 4 33457344 1xTMT6plex [N-Term] 0.735 0.878 2.027449131 20.74 0 1329.757546 2 665.382019 -0.590185831 -0.000392402 96.22699126SLAINEEFVSIFK 1 33457344 2xTMT6plex [N-Term; K13] 1.072 2.610073328 0 1955.125386 3 652.3795776 -0.616763432 -0.00040195 97.9619797824308213 SERINC1 serine incorporator 1 precursor 57515 NP_065806.1 6.622516556 1 2 2 10 453 50.461 5.85 1.02 1.03 1.2 1.08 Significant 0.00289 SDGSLEDGDDVHR 6 24308213 1xTMT6plex [N-Term] 0.997 1.028 1.245 4.546271324 36.9 0 1630.750623 3 544.2548828 -0.32351513 -0.000175858 17.26826236LTLTSDESTLIEDGGAR 4 24308213 1xTMT6plex [N-Term] 1.18 1.018 3.891478777 39.51 0 2007.044345 2 1004.026001 0.189519044 0.000190187 60.750628982659109 UBR4 E3 ubiquitin-protein ligase UBR4 23352 NP_065816.2 17.63457457 1 69 69 339 5183 573.476 6.04 1.14 1.1 1.15 1.13 Significant 0.000183 VNEAAPEKPQDDSGTAGGISSTSASVNR 6 82659109 2xTMT6plex [N-Term; K8] 0.998 1.085 1.519 6.679134369 54.61 0 3203.618047 3 1068.542603 -1.496090589 -0.001597634 34.99688343EVQMNFLNQLTSVFNPR 16 82659109 1xTMT6plex [N-Term] 1.083 0.923 0.905 6.147039413 69.19 0 2266.185153 3 756.0604858 -8.052519648 -0.006082833 109.7135848TLLPLLLESSTESVAEISSNSLER 4 82659109 1xTMT6plex [N-Term] 1.154 0.927 5.692569733 62.23 0 2817.52945 3 939.8484497 0.477841002 0.000448777 112.4781408IYMANVENTSYWLQPSLQPSSVISIMKPVR 5 82659109 2xTMT6plex [N-Term; K27] 0.559 0.391 4.866708755 18.15 0 3910.101107 3 1304.038452 -0.077812486 -0.000101418 107.0009621SLTGLLSSFVEVESIKR 5 82659109 2xTMT6plex [N-Term; K16] 0.978 1.05 1.328 5.554331779 27.28 1 2323.363718 3 775.1254883 -0.777526237 -0.000602159 109.1211694AVEMTDQLMVPTLGSQEGAFENVR 10 82659109 1xTMT6plex [N-Term] 1.09 1.06 1.053 6.230829239 76.59 0 2851.416745 3 951.1447754 1.061956966 0.001009361 81.63151371
QLEGDCCSFITQLVNHFWK 3 82659109 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C6; C7] 1.481 1.25 3.955871344 32.81 0 2840.426412 3 947.480896 0.606528046 0.000574266 111.6845585

KAAQFVDLLGYFSLK 4 82659109 3xTMT6plex [N-Term; K1; K15] 2.058 2.067 4.399071693 27.86 1 2387.430565 3 796.4816895 -0.020905582 -1.66E-05 109.8061113IIPYLSFGEVEK 12 82659109 2xTMT6plex [N-Term; K12] 1.2 1.211 1.238 4.456893444 48.5 0 1853.082458 2 927.0459595 1.178682202 0.001092098 92.38615959ITVLQLSALLK 6 82659109 2xTMT6plex [N-Term; K11] 1.273 1.313 1.467 5.229335785 67.11 0 1657.1028 2 829.0547485 -0.349573779 -0.00028964 109.0572306AVSNINTLLDK 6 82659109 2xTMT6plex [N-Term; K11] 1.057 0.974 1.026 4.371648312 72.35 0 1645.988892 2 823.4978638 -0.268058272 -0.00022061 65.27217906AEHASSLLELASTTK 8 82659109 2xTMT6plex [N-Term; K15] 1.126 1.069 1.105 5.872429371 37.7 0 2016.137741 3 672.717041 -0.580914241 -0.000390401 61.57833148
KVPTSNTEGGWSCSLAEYIR 4 82659109 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C13] 0.518 0.838 5.239453793 33.77 1 2713.401971 3 905.1390381 0.217449467 0.000196676 67.4996311

GWETDGPPAALSIMAQSTSIQR 2 82659109 1xTMT6plex [N-Term] 0.46 5.627209663 26.24 0 2545.291802 3 849.1013794 -0.871234647 -0.000739182 80.21897818GHQGFGVLSVILANHAIK 2 82659109 2xTMT6plex [N-Term; K18] 1.032 5.511159897 23.45 0 2319.370141 4 580.5984497 0.7881442 0.000457 84.01690497VLAALAASSGSSSASSSSAPVAASSGQATTQSK 2 82659109 2xTMT6plex [N-Term; K33] 0.637 5.764196873 49.12 0 3382.770191 4 846.4468994 -1.30748573 -0.001105731 60.7633262FQDAVLANSFFIMPATVADATAVR 4 82659109 1xTMT6plex [N-Term] 1.471 1.047 6.760725975 56.51 0 2784.459202 3 928.8242798 -0.328970355 -0.000305335 110.8013756DNPEATQQMNDLIIGK 8 82659109 2xTMT6plex [N-Term; K16] 1.135 1.148 1.261 3.922767639 33.05 0 2245.189853 3 749.0654297 -3.615292261 -0.002705672 62.46216679IISLDLPVAEVYK 14 82659109 2xTMT6plex [N-Term; K13] 1.071 1.098 1.019 5.081696033 65.19 0 1918.166522 2 959.586792 -0.111927522 -0.000107348 94.97258926QAACTIVEALATIPSR 6 82659109 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.704 1.249 0.99 4.439008236 12.13 0 1930.062913 3 644.0264893 1.037128595 0.000667241 84.47459809AVWLPGSQTELAIVTADFVK 16 82659109 2xTMT6plex [N-Term; K20] 1.269 1.196 1.494 5.342984676 60.83 0 2603.484896 3 868.4992676 -0.632331544 -0.000548755 109.6907019LTGDLIVWSDEMNPPQVIR 5 82659109 1xTMT6plex [N-Term] 1.415 1.055 1.436 6.283194542 39.68 0 2412.279447 3 804.7644043 -0.326392274 -0.00026245 93.96565808LLEEQGIFLR 4 82659109 1xTMT6plex [N-Term] 1.23 1.114 3.979353189 38.62 0 1446.851781 2 723.9290161 -0.708706621 -0.000512697 72.98769687ELLEYDLQQR 4 82659109 1xTMT6plex [N-Term] 1.189 1.2 3.57613945 26.69 0 1535.826688 2 768.4156494 -1.735978346 -0.001333081 50.70183338VCLNLPYFLR 6 82659109 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.735 1.656 1.261 3.947699547 37.95 0 1523.860572 2 762.4329834 -1.234839433 -0.000940862 91.34860387ELPQLVASVIESESEILHHEK 3 82659109 2xTMT6plex [N-Term; K21] 0.732 1.324 4.915979385 23.19 0 2845.571144 4 712.1486206 0.530006736 0.000377043 112.3989639ILGPAESDEFLAR 6 82659109 1xTMT6plex [N-Term] 1.281 1.069 1.006 4.970218658 48.53 0 1646.895102 2 823.9501953 -1.207262683 -0.000994118 63.84240783VQVSLDEHFSK 6 82659109 2xTMT6plex [N-Term; K11] 0.979 1.11 1.241 4.041325092 35 0 1746.979056 3 582.9976196 -0.429354478 -0.000250024 52.76713578TVASQPISTQTLVEGENDEQSSTDQASAIK 2 82659109 2xTMT6plex [N-Term; K30] 1.356 3.144928455 22.1 0 3592.823014 3 1198.27771 -1.23506423 -0.001479122 57.04655456
YILQLAQEYCGDCK 2 82659109 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C10; C13] 1.13 4.387338161 22.53 0 2219.124082 3 740.3780518 -2.018880602 -0.001493382 78.44526334

AVQCLNTSSK 6 82659109 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.224 1.627 1.084 4.148006439 53.82 0 1565.872148 2 783.4405518 1.072057912 0.000839353 33.87145544
EDGSCLALVK 6 82659109 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.396 1.134 1.188 3.823709488 61.49 0 1549.866 2 775.4356689 -1.251023879 -0.00096946 51.19728625

GITQNALDYMK 4 82659109 2xTMT6plex [N-Term; K11] 1.143 0.913 3.065582037 41.7 0 1711.945313 2 856.4782104 2.238096281 0.001915749 61.03041661SNPSVLQGLLR 6 82659109 1xTMT6plex [N-Term] 1.057 1.079 0.791 4.26066637 46.56 0 1412.842279 2 706.9245605 -0.307512209 -0.000217233 71.31384323YTTTQQVVK 4 82659109 2xTMT6plex [N-Term; K9] 1.326 1.083 3.776138067 33.12 0 1525.899015 2 763.4516602 -1.946975174 -0.001485444 32.72495682FADKETLIQFLR 6 82659109 2xTMT6plex [N-Term; K4] 1.386 1.689 1.536 3.899913788 6.69 1 1939.141704 3 647.0527344 1.003312443 0.000648522 84.32582956VLGIYTFTK 6 82659109 2xTMT6plex [N-Term; K9] 1.174 1.195 1.204 4.110421658 40.49 0 1499.923773 2 750.4647217 -1.070788165 -0.00080305 82.37228527VQLTPGQTEVK 6 82659109 2xTMT6plex [N-Term; K11] 0.882 1.16 3.985854626 41.91 0 1657.988892 2 829.49823 0.175635035 0.0001456 46.13362761TSVQPTFTASQYR 6 82659109 1xTMT6plex [N-Term] 1.218 1.271 1.178 3.23071599 28.93 0 1714.896165 2 857.9492798 -2.846755266 -0.002440945 37.35581097KLLEEQGIFLR 4 82659109 2xTMT6plex [N-Term; K1] 100 0.403 2.743028641 19.35 1 1804.109676 3 602.0407715 -1.061330639 -0.000638252 67.24268302APSYIEIFGR 6 82659109 1xTMT6plex [N-Term] 1.064 1.319 1.108 3.816698551 35.76 0 1381.767717 2 691.3872681 -0.331139005 -0.000228779 67.90666078ACAEIAAQR 4 82659109 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.854 1.133 3.109242439 44.76 0 1218.646222 2 609.8260498 -1.14807776 -0.00069955 22.02105413HILVSQGLIR 2 82659109 1xTMT6plex [N-Term] 1.22 3.680369854 27.58 0 1364.857535 3 455.6245728 1.194169851 0.000543291 48.09600962LTGDLIVWSDEMNPPQVIR 2 82659109 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.46 2.903875589 12.49 0 2428.274362 3 804.7644043 -0.326392274 -0.00026245 93.96565808YDELYAALTALLAAGSQLDTVR 4 82659109 1xTMT6plex [N-Term] 0.64 4.260271072 20.73 0 2583.386749 3 861.7994385 -1.156040734 -0.0009955 113.2571308IQIGTQAIER 6 82659109 1xTMT6plex [N-Term] 0.893 0.945 1.04 3.859071016 35.91 0 1357.80008 2 679.3999634 -5.471830719 -0.003714826 44.67296098TTLEVLQLFPINIK 2 82659109 2xTMT6plex [N-Term; K14] 0.872 3.388609648 16.09 0 2087.288034 3 696.4343262 0.187398969 0.000130385 112.5053663TLSDVEDQKELASPVSPELR 2 82659109 2xTMT6plex [N-Term; K9] 1.567 3.842533827 20.41 1 2671.455446 3 891.1564331 -0.261985876 -0.000233295 58.38796634ESAFQSEPR 4 82659109 1xTMT6plex [N-Term] 1.136 3.773 3.297225475 33.26 0 1279.647996 2 640.3265381 -1.716329907 -0.001098149 22.31638077HASTSSPADK 2 82659109 2xTMT6plex [N-Term; K10] 0.987 2.560367346 6.55 0 1458.795278 3 486.9360962 -1.057355891 -0.000514155 15.59245828EVEENWSK 6 82659109 2xTMT6plex [N-Term; K8] 0.722 0.486 1.042 3.131697178 27.44 0 1478.78913 2 739.8967285 -1.994455254 -0.001474689 35.93123866SALNEVHLVVMR 2 82659109 1xTMT6plex [N-Term] 1.227 3.402130604 14.85 0 1596.909313 3 532.9747925 0.320363469 0.00017053 59.93845294LIGSHTISK 4 82659109 2xTMT6plex [N-Term; K9] 1.2 1.236 3.181943893 15.68 0 1413.882971 3 471.9654236 -0.886323743 -0.000417719 40.41741378LLSVFMSR 2 82659109 1xTMT6plex [N-Term] 1.803 2.895485163 29.86 0 1181.691381 2 591.348999 -0.558270235 -0.000329852 81.03593224TPVFIFER 6 82659109 1xTMT6plex [N-Term] 1.059 1.326 1.215 3.380256176 22.72 0 1237.714225 2 619.3603516 -0.645161043 -0.000399262 65.00557036LLQTLPQLR 4 82659109 1xTMT6plex [N-Term] 1.017 1.334 3.738898039 29.39 0 1310.835737 2 655.9217529 0.375454652 0.00024608 76.08239277WFDFPFTR 6 82659109 1xTMT6plex [N-Term] 0.957 1.13 1.175 3.437517405 23.77 0 1344.693824 2 672.8504639 -0.128524146 -8.64E-05 90.26791482EKDPLAALR 6 82659109 2xTMT6plex [N-Term; K2] 1.081 1.229 0.957 3.248476744 10.77 1 1470.904434 3 490.973175 0.365453031 0.000179182 47.83244324IQDMVAIR 2 82659109 1xTMT6plex [N-Term] 1.072 3.132743835 32.57 0 1174.681545 2 587.8416138 -4.76195524 -0.00279689 54.2774135NSFDELSK 2 82659109 2xTMT6plex [N-Term; K8] 1.041 2.835151196 18.65 0 1397.767666 2 699.3866577 -1.164206579 -0.000813645 41.50317767HNDMPIYEAADK 2 82659109 2xTMT6plex [N-Term; K12] 1.06 2.490382433 8.24 0 1861.951855 3 621.3237915 2.667427574 0.001655541 38.29606364LFQLTEK 6 82659109 2xTMT6plex [N-Term; K7] 1.13 1.217 1.268 3.109666109 29.18 0 1336.824059 2 668.914978 -1.031860029 -0.000689708 66.15459622
LCTFTITQK 2 82659109 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.147 2.403789997 0.79 0 1569.907471 2 785.4563599 -1.291798068 -0.001014002 61.92701681

DQALLSK 6 82659109 2xTMT6plex [N-Term; K7] 0.893 0.904 0.929 2.520724535 32.16 0 1232.761459 2 616.8840942 -0.44351925 -0.000273377 38.34039257VADEEKPK 2 82659109 3xTMT6plex [N-Term; K6; K8] 0.942 1.750712752 0.06 0 1602.966984 3 534.9937744 -0.133270251 -7.12E-05 27.78079917LITSAHWK 2 82659109 2xTMT6plex [N-Term; K8] 0.893 2.932337046 14.65 0 1413.861841 3 471.9588623 0.136027479 6.41E-05 50.12656666HLYLTEK 2 82659109 2xTMT6plex [N-Term; K7] 1.283 2.225922823 15.34 0 1361.819308 3 454.6116333 0.762826858 0.000346277 39.35784863LQAWLTR 4 82659109 1xTMT6plex [N-Term] 0.903 1.014 2.086469889 12.83 0 1116.672695 2 558.8383789 -2.877680734 -0.001606714 59.5053907ELASPVSPELR 2 82659109 1xTMT6plex [N-Term] 0.8 3.357903957 19.62 0 1426.81031 2 713.9081421 -0.912889613 -0.00065126 45.80986619QLMCLLTR 2 82659109 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.259 2.630470753 5.45 0 1263.711465 2 632.3580933 -2.02183539 -0.001277508 64.68457077
32698730 NUFIP2 nuclear fragile X mental retardation-interacting protein 2 57532 NP_065823.1 30.64748201 1 15 15 92 695 76.075 8.7 1.1 1.11 1.08 1.1 Significant 0.0000647

EDSWTLFKPPPVFPVDNSSAK 10 32698730 3xTMT6plex [N-Term; K8; K21] 0.971 1.45 0.885 5.719166756 31.77 0 3048.664934 3 1016.892212 -0.935418576 -0.000950593 90.84879996TSPQVLGSILK 10 32698730 2xTMT6plex [N-Term; K11] 1.133 1.086 1.012 4.145284176 63.56 0 1601.003814 2 801.0060425 0.621092173 0.000497185 67.79277285TIQNSSVSPTSSSSSSSSTGETQTQSSSR 6 32698730 1xTMT6plex [N-Term] 4.348691463 45.21 0 3121.456631 3 1041.155518 -1.483837891 -0.001543912 22.26759851ADTSSQGALVFLSK 12 32698730 2xTMT6plex [N-Term; K14] 1.053 1.079 1.038 4.918031693 59.91 0 1882.068599 2 941.5386353 0.741199239 0.000697494 68.72059755SGTTSESGALSLEPSHIGDLQK 4 32698730 2xTMT6plex [N-Term; K22] 1.262 0.619 6.743760586 55.19 0 2672.414309 3 891.4718018 -5.035662515 -0.004485792 56.24540415NLSSDEATNPISR 6 32698730 1xTMT6plex [N-Term] 0.594 0.986 1.183 4.795601845 59.67 0 1632.839044 2 816.921936 -1.499480121 -0.001224205 31.78349755IITYNEAMDSPDQ 6 32698730 1xTMT6plex [N-Term] 0.745 1.615 1.445 4.01818943 58.41 0 1725.820282 2 863.4135742 -0.237818795 -0.000205216 54.64008344EMESIWNLQK 4 32698730 2xTMT6plex [N-Term; K10] 1.049 0.918 3.926563978 33.65 0 1735.945313 2 868.4754028 -1.027530029 -0.000891868 75.70208131GADNDGSGSESGYTTPK 4 32698730 2xTMT6plex [N-Term; K17] 1.247 0.915 1.913061738 45.98 0 2101.008577 2 1051.006104 -1.735737202 -0.001823399 24.01693301
GCENLNIVQDK 6 32698730 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 0.999 1.036 1.057 3.589487791 43.61 0 1747.94129 2 874.4746094 0.372918704 0.00032592 45.5944741

QGLETFKPDYSEQK 4 32698730 3xTMT6plex [N-Term; K7; K14] 0.902 1.055 2.744754314 6.9 0 2357.295588 3 786.4352417 -1.873228104 -0.001471917 50.18877935GKPAVGDMLR 8 32698730 2xTMT6plex [N-Term; K2] 1.566 1.117 1.137 3.52882719 14.65 0 1501.892489 3 501.3022461 -0.202710082 -0.000101483 40.66804804HTLQQHQETPK 2 32698730 2xTMT6plex [N-Term; K11] 1.139 3.516562939 13.76 0 1805.007002 4 452.0062866 -2.041635086 -0.000921291 30.60869629SGENQSVDK 4 32698730 2xTMT6plex [N-Term; K9] 0.628 0.993 2.875472307 39.41 0 1421.763643 2 711.3846436 -1.148440272 -0.000816405 19.21244028AAIVYHTK 6 32698730 2xTMT6plex [N-Term; K8] 1.245 1.326 1.202 2.839365721 25.05 0 1360.835292 3 454.2832031 -0.173514753 -7.87E-05 33.152279445439370 TAOK1 serine/threonine-protein kinase TAO1 isoform 1 57551 NP_065842.1 3.396603397 1 2 3 16 1001 115.997 7.65 0.93 1.12 1.03 1.02 Significant 0.00284 EIEAFDSESMR 4 45439370 1xTMT6plex [N-Term] 1.117 1.031 4.118431091 42.88 0 1542.730739 2 771.8685303 -0.619118489 -0.000477567 43.94256371AGNILLTEPGQVK 10 45439370 2xTMT6plex [N-Term; K13] 1.056 0.967 0.941 3.973024845 43.55 0 1798.083855 2 899.5465698 1.116704558 0.001003964 60.22571695FQQHIQAQQK 2 45439370 2xTMT6plex [N-Term; K10] 0.925 2.144064188 1.5 0 1713.980059 3 571.9984741 0.472755373 0.000270098 43.1875957910880983 GPHN gephyrin isoform 1 10243 NP_065857.1 20.80624187 1 11 11 36 769 83.395 5.58 0.9 1.01 0.95 0.95 Significant 0.00111 KGSQECFQFILPALPHAIDLLR 2 10880983 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C6] 0.447 4.770969868 13.66 1 3011.690489 4 753.6797485 2.216516156 0.001668865 104.0941874
FPVVAVMSTGNELLNPEDDLLPGK 2 10880983 2xTMT6plex [N-Term; K24] 0.752 4.141123772 28.66 0 3013.63203 3 1005.217285 1.749446746 0.001757396 111.0668022DTASLSTTPSESPR 6 10880983 1xTMT6plex [N-Term] 0.819 1.237 0.862 4.114686012 43.39 0 1677.849274 2 839.4272461 -1.226917418 -0.001029291 23.93921775FIIGESQAGEQPTQTVMPGQVMR 2 10880983 1xTMT6plex [N-Term] 0.874 5.307374001 36.25 0 2733.390136 3 911.7990723 -2.733862622 -0.002490904 71.08663456GSQECFQFILPALPHAIDLLR 3 10880983 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.964 1.008 4.856602669 16.8 0 2654.432594 3 885.4819946 -0.438211648 -0.000387734 107.8221218VFMKPGLPTTFATLDIDGVR 4 10880983 2xTMT6plex [N-Term; K4] 1.18 1.258 4.867828846 22.12 0 2636.488601 3 879.5021362 1.234407539 0.001084834 95.91221862DNLPPFPASVK 6 10880983 2xTMT6plex [N-Term; K11] 0.819 0.968 0.949 3.580050707 51.48 0 1642.956864 2 821.9785767 -4.252752973 -0.003493545 63.41928548TLIINLPGSK 4 10880983 2xTMT6plex [N-Term; K10] 1.229 0.916 2.778625011 25.11 0 1513.971786 3 505.3287354 -0.087726412 -4.43E-05 73.87336226VGVLTVSDSCFR 2 10880983 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.808 3.066144466 6.65 0 1568.830394 2 784.9182739 -0.715589424 -0.000561319 59.28417941DVTPEATK 4 10880983 2xTMT6plex [N-Term; K8] 0.975 1.209 2.92009306 23.97 0 1318.761852 2 659.8847656 0.304952709 0.00020108 26.15459944ELNLILTTGGTGFAPR 1 10880983 1xTMT6plex [N-Term] 0.869 1.87554574 0 1889.069378 2 945.0341797 -4.391233639 -0.004147672 79.79754643612339294 TRMT5 tRNA (guanine(37)-N1)-methyltransferase 57570 NP_065861.3 17.48526523 1 8 8 40 509 58.219 8.62 1.07 1.04 1.07 1.06 Significant 0.000089 AELSVLEQLNVSPQISK 10 612339294 2xTMT6plex [N-Term; K17] 0.985 1.231 1.301 5.650277615 46.07 0 2313.342983 3 771.7827148 -4.059635264 -0.003130443 86.56982298AVLPEGQDVTSGFSR 6 612339294 1xTMT6plex [N-Term] 1.297 1.209 1.044 4.097233295 64.37 0 1791.943843 2 896.4749756 -0.652195731 -0.000584349 49.87479469TAEAFSDEK 6 612339294 2xTMT6plex [N-Term; K9] 0.982 1.057 1.086 3.696919203 56.93 0 1455.773145 2 728.3892822 -1.275972758 -0.000928763 31.84609085AIEFLSAFK 6 612339294 2xTMT6plex [N-Term; K9] 1.172 0.546 1.022 4.224178314 37.25 0 1483.892473 2 742.4498291 -0.061417439 -4.56E-05 90.55846066DANPAEDVR 4 612339294 1xTMT6plex [N-Term] 1.166 1.201 3.874285936 37.92 0 1215.616696 2 608.3099365 -3.372200414 -0.002049652 26.73515672NPGITSAVNK 2 612339294 2xTMT6plex [N-Term; K10] 0.997 3.316845417 33.31 0 1458.868049 2 729.9378052 0.195289466 0.000142451 37.65481461ETELFSPPSDVR 2 612339294 1xTMT6plex [N-Term] 1.056 3.689549685 34.49 0 1605.832168 2 803.4211426 1.769117787 0.001420453 50.61440175TVNIPVLK 4 612339294 2xTMT6plex [N-Term; K8] 0.907 1.018 3.08321476 40.06 0 1341.886993 2 671.4476318 0.740443778 0.000496796 65.68752378157426887 DOCK6 dedicator of cytokinesis protein 6 57572 NP_065863.2 8.011724475 1 10 12 52 2047 229.414 6.74 1.03 1.07 1.01 1.04 Significant 0.000289 GAFEAMAHVVSLVHR 2 157426887 1xTMT6plex [N-Term] 1.125 5.401345253 46.01 0 1853.005338 4 464.0062866 -1.090960497 -0.000505389 73.60177784VQYMTGEDPSQALPVIFGK 2 157426887 2xTMT6plex [N-Term; K19] 1.158 3.98392272 14.73 0 2538.367817 3 846.7928467 -1.50897396 -0.001276777 89.29392129DLVEFPADDLELLLQPR 22 157426887 1xTMT6plex [N-Term] 1.21 3.67 1.107 5.042000294 52.25 0 2212.206265 3 738.071106 -3.390601059 -0.002500236 110.3209996EETVLTPVEVAIEDMQK 2 157426887 2xTMT6plex [N-Term; K17] 0.801 4.203580856 27.74 0 2389.293649 3 797.1028442 0.138264647 0.000110118 100.9116333LTWLQNMAGK 4 157426887 2xTMT6plex [N-Term; K10] 1.148 1.105 4.370772839 51.54 0 1619.934354 2 810.4707642 -0.063311015 -5.13E-05 80.18867835LASPEPLVAFSHHVLDK 2 157426887 2xTMT6plex [N-Term; K17] 0.906 5.007463932 20.66 0 2318.327273 4 580.336731 -0.939950067 -0.000544778 77.4607609LHDFAEGPGQR 2 157426887 1xTMT6plex [N-Term] 1.012 4.570776939 23.98 0 1455.754192 3 485.9227295 -0.382608163 -0.000185661 43.0322394MPFAWTAVHLANIVSSAGQLDR 4 157426887 1xTMT6plex [N-Term] 1.115 0.935 4.582831383 10.99 0 2613.380892 3 871.7963257 -2.475153636 -0.002156173 108.8105997EVYAPHTSYR 2 157426887 1xTMT6plex [N-Term] 1.053 3.316164732 16.39 0 1451.748044 3 484.5886841 2.379742206 0.001151595 22.60346194SLEAAQDAR 2 157426887 1xTMT6plex [N-Term] 0.896 2.735958815 26.84 0 1189.637431 2 595.3217163 -1.07191719 -0.000637596 21.15975432EALQPLLTQR 4 157426887 1xTMT6plex [N-Term] 1.346 2.88359642 12.47 0 1397.83138 2 699.4192505 -0.111281975 -7.78E-05 49.52222956DSNPVDK 4 157426887 2xTMT6plex [N-Term; K7] 1.031 1.026 2.396405935 21.45 0 1232.688688 2 616.84729 -1.122839764 -0.000692056 22.39108324

18482373 WDFY1 WD repeat and FYVE domain-containing protein 1 57590 NP_065881.1 31.2195122 1 10 10 60 410 46.293 7.33 0.95 0.88 0.88 0.91 Significant 0.000667
IEGHQDAVTAALLIPK 14 18482373 2xTMT6plex [N-Term; K16] 0.899 0.821 0.843 5.258759499 27.94 0 2134.26361 4 534.321228 -0.247387728 -0.000131998 76.68646792EDGVITASEDR 12 18482373 1xTMT6plex [N-Term] 1.117 1.03 0.783 4.35294199 58.6 0 1420.711718 2 710.859436 -0.08638606 -6.14E-05 24.16626059VQSLCYLQLTR 6 18482373 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.048 0.886 0.994 4.046724319 19.44 0 1609.893328 2 805.4487915 -1.877200268 -0.001511046 65.48773838

LEQNTCSVITTLK 2 18482373 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 0.929 3.377472401 38.48 0 1965.109084 2 983.0536499 -4.610734024 -0.004530298 62.81073528
GLMVTCGTDR 6 18482373 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.901 0.956 0.853 3.654335976 55.01 0 1338.670722 2 669.838562 -0.653503918 -0.000437413 32.09135686

VCDSCYDSIKDEDR 6 18482373 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C2; C5] 1.059 0.923 1.317 5.33684063 17.75 1 2220.031304 3 740.6820068 0.073583563 5.45E-05 34.97471715
IWDMTPVVGCSLATGFSPH 4 18482373 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.766 3.025445938 40.59 0 2304.135426 2 1152.570679 -0.583697516 -0.000672459 94.1204854

EEAPQWLESDSCQK 2 18482373 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 0.779 2.535861969 7.41 0 2165.058505 3 722.354126 -4.93288301 -0.003559993 50.17925611
TSLATFHEGK 4 18482373 2xTMT6plex [N-Term; K10] 0.852 0.979 3.681283951 22.69 0 1548.878613 3 516.9641724 -0.419432582 -0.00021655 37.14256971TLLLQGHHDK 4 18482373 2xTMT6plex [N-Term; K10] 1.003 0.97 3.173328876 22.31 0 1619.963346 4 405.7466736 0.93724092 0.000379574 29.6490970724308227 ZNF687 zinc finger protein 687 57592 NP_065883.1 1.616814875 1 2 2 6 1237 129.446 8.19 0.89 1.28 1.38 1.18 Significant 0.0156 NVLGLVPQALPK 4 24308227 2xTMT6plex [N-Term; K12] 0.889 1.283 2.810543299 33.68 0 1707.093298 3 569.7022705 -0.608869219 -0.000346466 83.7113262EACLHVSR 2 24308227 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.375 2.979401588 14.73 0 1200.635657 3 400.8823242 -2.696924525 -0.001079341 21.3630982918874090 WDR48 WD repeat-containing protein 48 isoform 1 57599 NP_065890.1 6.35155096 1 4 4 18 677 76.162 7.03 0.95 1.18 1.1 1.08 Significant 0.0039 DKELVASAGLDR 6 18874090 2xTMT6plex [N-Term; K2] 0.913 1.284 1.218 4.487186909 17.93 1 1732.000519 3 578.0055542 0.91798336 0.000529983 41.36514775SGGDLTLHYR 2 18874090 1xTMT6plex [N-Term] 1.106 2.673892498 13.39 0 1347.721829 3 449.9124451 0.706722305 0.000317488 27.93287136DAGFSSPDGSDPK 4 18874090 2xTMT6plex [N-Term; K13] 1.098 1.057 2.942493439 22.69 0 1737.869565 2 869.4396973 1.469115578 0.001276566 32.05389282LWSLGQQR 6 18874090 1xTMT6plex [N-Term] 0.976 1.191 0.885 2.994084597 28.59 0 1216.699972 2 608.8533936 -0.379264104 -0.000230725 60.0474248518079218 OSBPL8 oxysterol-binding protein-related protein 8 isoform a 114882 NP_065892.1 19.79752531 1 11 12 54 889 101.132 6.96 1.12 1.1 1.18 1.13 Significant 0.00045

LKPFLGSSDCVNQISGK 2 18079218 3xTMT6plex [N-Term; K2; K17]; 1xCarbamidomethyl [C10] 1.222 4.337060452 22.4 0 2537.436455 3 846.4825439 -1.33072261 -0.001125541 63.87863379
KPYNPILGETFR 6 18079218 2xTMT6plex [N-Term; K1] 1.185 0.977 1.653 3.79962182 30.52 0 1893.09984 3 631.7039795 -1.29644691 -0.000818101 57.32841095GIELGDIQSSIESIK 4 18079218 2xTMT6plex [N-Term; K15] 1.289 3.600526571 49.55 0 2047.168707 2 1024.088135 0.139783912 0.000143081 84.36898424GEAVGSITQPLPSSYLIIR 2 18079218 1xTMT6plex [N-Term] 0.974 3.210547924 20.25 0 2230.264449 2 1115.635864 0.001338687 1.49E-06 79.58122293DLHQPSLSPASPHSQGFER 4 18079218 1xTMT6plex [N-Term] 0.928 1.03 5.293004036 27.94 0 2319.167923 4 580.5473022 -0.234401148 -0.000135904 32.05412197FEEQGDFESEK 6 18079218 2xTMT6plex [N-Term; K11] 1.704 0.994 1.061 4.278585434 27.55 0 1802.88488 2 901.9454956 -0.646674158 -0.00058294 43.14187137DQTEATQEK 6 18079218 2xTMT6plex [N-Term; K9] 1.125 1.216 1.331 4.049242973 59.57 0 1507.800423 2 754.4041748 0.431296719 0.000325155 17.62175245ANNLHSGDNFQLNDSEIER 4 18079218 1xTMT6plex [N-Term] 0.699 1.652 3.405597448 18.45 0 2402.153395 3 801.3885498 -0.956885577 -0.000766195 42.4029829FADTRPWDPLNDMIQFEK 6 18079218 2xTMT6plex [N-Term; K18] 1.107 1.316 0.908 4.316919804 12.09 0 2681.379779 3 894.4633789 -1.564597929 -0.001398427 91.14256926

GKEDISQNKDESSLSMSK 4 18079218 4xTMT6plex [N-Term; K2; K9; K18]; 1xOxidation [M16] 1.138 1.025 5.38401413 13.28 2 2915.580168 4 729.6508179 0.436899108 0.000318454 31.7204035YVLEEAQR 8 18079218 1xTMT6plex [N-Term] 1.03 1.455 3.508088827 29.75 0 1236.678568 2 618.8423462 -0.931508977 -0.000575989 32.46425913VVLPTFILEPR 2 18079218 1xTMT6plex [N-Term] 1.088 3.356334209 7.69 0 1512.935117 2 756.9707031 -0.652420576 -0.000493535 94.50410676149588928 SLAIN2 SLAIN motif-containing protein 2 57606 NP_065897.1 5.851979346 1 2 2 11 581 62.505 9.45 1.3 1.31 1 1.2 Significant 0.00707 DATSLLAAGEGGLLDEVEPLRPDELER 5 149588928 1xTMT6plex [N-Term] 1.089 0.395 7.127262592 25.15 0 3094.610553 3 1032.210938 2.490129167 0.00256866 87.89465313KLQELVK 6 149588928 3xTMT6plex [N-Term; K1; K7] 1.307 1.306 1.226 3.168956041 16.4 1 1545.034275 3 515.6824341 -0.987941776 -0.000508801 51.21944552
109948292 KIAA1468 lisH domain and HEAT repeat-containing protein KIAA1468 57614 NP_065905.2 8.470394737 1 6 6 24 1216 134.545 5.45 0.92 0.95 0.87 0.91 Significant 0.000652 LSIDAIAAQLLR 6 109948292 1xTMT6plex [N-Term] 1.006 0.795 0.587 5.113995552 57.58 0 1512.931094 2 756.9692383 0.070090767 5.30E-05 105.7007603MQLASFLEDPQYQDQHSLHTEIIK 2 109948292 2xTMT6plex [N-Term; K24] 0.842 5.558477879 25.58 0 3329.724033 4 833.18573 -0.883781387 -0.000735687 82.78544403

LLVAESCGALAPYLPK 4 109948292 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C7] 0.927 0.918 4.414620876 61.79 0 2160.250269 3 720.7540283 -1.266973138 -0.000912326 89.42030113
DQYLLTALELHTELLESGR 6 109948292 1xTMT6plex [N-Term] 0.761 1.001 0.608 6.762084961 63.53 0 2430.30777 3 810.7740479 -0.074001044 -5.99E-05 94.06219834

ATVPIYATGVLTCYIQEEDRK 2 109948292 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C13] 1.29 3.378799677 13.98 1 2885.548301 3 962.5195313 -1.476419576 -0.001420093 90.05510638AAEHEVPLQER 4 109948292 1xTMT6plex [N-Term] 1.004 0.999 2.902822256 6.28 0 1507.806622 3 503.274292 1.128179528 0.000567026 21.6355729517978485 VPS18 vacuolar protein sorting-associated protein 18 homolog 57617 NP_065908.1 5.652620761 1 5 5 14 973 110.116 6.07 0.96 0.98 0.82 0.92 Significant 0.00298 EMEEATASAQR 2 17978485 1xTMT6plex [N-Term] 1.007 3.699512005 38.3 0 1451.699773 2 726.3543091 1.080274373 0.000784117 19.65312569EFPSNLGYSELAFYTPK 4 17978485 2xTMT6plex [N-Term; K17] 0.819 3.963972569 17.5 0 2421.274234 3 807.7652588 2.886392251 0.002329582 89.69586517EAEGGAATAGPSR 2 17978485 1xTMT6plex [N-Term] 0.732 2.443929434 46.42 0 1402.712387 2 701.8595581 -0.390193362 -0.000273665 19.34356277LFQFIGR 4 17978485 1xTMT6plex [N-Term] 0.758 0.978 2.461416721 21.65 0 1109.666881 2 555.3372192 0.253108899 0.000140433 71.36626528ACVHVYK 2 17978485 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.043 2.429883003 17.25 0 1334.765498 3 445.5928955 -1.022806301 -0.000455069 30.19400223
167830433 DHX36 ATP-dependent RNA helicase DHX36 isoform 1 170506 NP_065916.2 11.40873016 1 8 9 42 1008 114.688 7.68 1.57 1.5 1.34 1.47 Significant 0.00214

ELVNLIDNHQVTVISGETGCGK 4 167830433 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C20] 0.758 1.309 5.833678722 31.49 0 2841.518063 3 947.8426514 -1.640816047 -0.001554136 70.01037359ASLLDDYQLPEILR 6 167830433 1xTMT6plex [N-Term] 0.984 1.021 1.26 4.566624641 57.3 0 1875.042495 2 938.0241699 -0.763404698 -0.000715708 90.7029886EEQIVQLLNSVQAK 4 167830433 2xTMT6plex [N-Term; K14] 1.046 1.328 3.781840563 13.99 0 2057.200676 3 686.4050293 -0.068524853 -4.70E-05 89.83921862IESPHPVDWNDTK 6 167830433 2xTMT6plex [N-Term; K13] 1.533 1.538 1.302 3.764352322 30.53 0 1996.054011 3 666.022583 -0.408639525 -0.000271889 47.33946559LPVEPHIGK 6 167830433 2xTMT6plex [N-Term; K9] 1.961 1.726 1.475 3.139011145 25.54 0 1447.903706 3 483.3048096 -2.645658718 -0.001276886 51.04711728ISAISVAER 6 167830433 1xTMT6plex [N-Term] 1.439 2.158 1.088 2.87659812 41.65 0 1174.699303 2 587.8532715 -0.031370794 -1.84E-05 41.72652897GQFAEHLLGAGFVSSR 4 167830433 1xTMT6plex [N-Term] 1.224 1.227 3.6614182 11.43 0 1905.018011 3 635.6773071 -0.337594331 -0.000214374 63.01661875TDGLVAVHPK 4 167830433 2xTMT6plex [N-Term; K10] 1.484 1.285 2.329443455 8.41 0 1494.904434 3 498.9741516 2.319368319 0.001155745 36.28293013YIEMQHFR 2 167830433 1xTMT6plex [N-Term] 1.237 3.848469019 32.19 0 1352.698257 3 451.5709839 0.104273185 4.70E-05 37.52473808112734870 KIAA1522 uncharacterized protein KIAA1522 isoform 1 57648 NP_065939.2 15.44789762 1 11 11 36 1094 112.993 10.02 0.83 0.82 0.8 0.82 Significant 0.000117 AAGAEGAEPAAPR 2 112734870 1xTMT6plex [N-Term] 0.83 4.69621563 78.28 0 1396.738208 2 698.8727417 -0.000717072 -5.01E-07 19.08228688SVGAPGGAPTPALGPSAPQKPLR 2 112734870 2xTMT6plex [N-Term; K20] 0.611 5.812944412 43.06 0 2584.497526 3 862.1694946 -1.39117304 -0.001198494 52.23674886LIPHAVLPPTVDVVALGR 4 112734870 1xTMT6plex [N-Term] 0.644 0.727 5.754971504 52.23 0 2096.279311 3 699.4306641 -0.893159843 -0.000624104 86.48617814ASPVPAPSSGLHAAVR 6 112734870 1xTMT6plex [N-Term] 0.628 0.767 0.647 5.123905182 52.66 0 1745.985983 3 582.6668701 0.042492645 2.47E-05 46.32125139
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

STVLGLPQHVQK 4 112734870 2xTMT6plex [N-Term; K12] 0.92 0.878 3.538660765 15.28 0 1765.073625 3 589.0297241 0.563321137 0.000331434 49.53417538GLAGPPASPGK 2 112734870 2xTMT6plex [N-Term; K11] 0.436 3.640328407 29.11 0 1409.851671 2 705.4289551 -0.73554103 -0.000518502 35.38377016SISEQRPPQAPK 5 112734870 2xTMT6plex [N-Term; K12] 0.981 0.977 0.965 3.266236782 5.34 0 1796.043053 3 599.352356 -0.29971381 -0.000179433 28.85639941APPAAPAAEEPGNPGGPPR 2 112734870 1xTMT6plex [N-Term] 0.754 4.366267204 35.43 0 1982.029304 3 661.3479614 0.013560518 8.96E-06 41.50141813VSLQALEAEAEAGAETEAMLQR 2 112734870 1xTMT6plex [N-Term] 1.361 1.547 1.912552953 0 2546.296947 3 849.4326172 -5.360355757 -0.004549686 94.41714744MGLPGSDSQK 4 112734870 2xTMT6plex [N-Term; K10] 0.607 0.672 3.107726097 12.62 0 1477.808485 2 739.4075928 -0.389842886 -0.000288057 47.64973963VPAPFSPPPSKPR 3 112734870 2xTMT6plex [N-Term; K11] 0.866 0.928 3.480598211 0.25 0 1835.09436 3 612.3693848 -0.413724297 -0.000253074 52.31282239
14149740 OSBPL5 oxysterol-binding protein-related protein 5 isoform a 114879 NP_065947.1 8.873720137 1 6 7 26 879 98.555 7.47 1.07 1.05 1.18 1.1 Significant 0.00135

KPYNPILGETFR 6 14149740 2xTMT6plex [N-Term; K1] 1.185 0.977 1.653 3.79962182 30.52 0 1893.09984 3 631.7039795 -1.29644691 -0.000818101 57.32841095KTESGSDQSETPGAPVR 2 14149740 2xTMT6plex [N-Term; K1] 0.841 3.385813236 38.4 1 2204.15591 3 735.3891602 -1.353307738 -0.0009943 29.96716654VVLPTFVLEPR 6 14149740 1xTMT6plex [N-Term] 1.036 1.198 1.311 3.97990489 51.86 0 1498.919467 2 749.9636841 0.416903027 0.000312452 90.1137625LQALHEAILSIR 2 14149740 1xTMT6plex [N-Term] 0.907 4.415380478 32.06 0 1592.968542 3 531.6602173 -1.533874943 -0.000814472 74.36267777AAVEEDAYSR 4 14149740 1xTMT6plex [N-Term] 1.222 0.968 3.497131824 36.05 0 1339.669125 2 670.3372192 -1.46552115 -0.000981657 22.15256819SLMWTLLK 2 14149740 2xTMT6plex [N-Term; K8] 1.278 3.024777412 34.55 0 1449.890364 2 725.4492188 0.549420853 0.0003983 92.4603031ATLTFLNR 4 14149740 1xTMT6plex [N-Term] 0.788 0.594 2.205898046 9.8 0 1164.693824 2 582.8487549 -3.083037191 -0.001795397 52.0684144110190746 RDH14 retinol dehydrogenase 14 57665 NP_065956.1 31.8452381 1 9 9 38 336 36.841 8.79 1.08 1.1 1.17 1.11 Significant 0.000596 TPVEGAQTSIYLASSPEVEGVSGR 2 10190746 1xTMT6plex [N-Term] 0.756 6.482198715 44 0 2663.372555 3 888.4641724 2.030793564 0.00180292 59.84717316YGDINFDDLNSEQSYNK 4 10190746 2xTMT6plex [N-Term; K17] 0.964 0.901 4.505940914 40.33 0 2480.198169 3 827.3966064 -9.234211343 -0.007634225 61.72674543AEEAAGQLR 6 10190746 1xTMT6plex [N-Term] 1.056 1.157 1.293 3.386249781 56.36 0 1173.642517 2 587.324646 -0.427061738 -0.000250609 20.24157802AFCQEMLQEEPR 2 10190746 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.037 3.355511904 34.33 0 1766.840307 2 883.9234009 -0.442265317 -0.000390706 49.5855637
YFGDCKEEELLPK 6 10190746 3xTMT6plex [N-Term; K6; K13]; 1xCarbamidomethyl [C5] 1.232 1.219 1.413 2.800688267 5.27 1 2315.256031 3 772.4231567 -0.481322645 -0.000371462 59.13963765LANILFTR 10 10190746 1xTMT6plex [N-Term] 1.163 1.139 1.119 2.967618465 34.34 0 1176.730209 2 588.8684082 -0.5690971 -0.000334837 70.96553329ELDLASLR 2 10190746 1xTMT6plex [N-Term] 1.128 3.517278671 26.79 0 1145.672754 2 573.3399658 -0.086490121 -4.95E-05 53.33063263AMDESVAR 4 10190746 1xTMT6plex [N-Term] 0.895 0.841 2.683393002 34.13 0 1107.566575 2 554.2861938 -1.321306295 -0.000731717 19.5518094ATAAELLR 2 10190746 1xTMT6plex [N-Term] 1.138 2.523926258 29.77 0 1073.651625 2 537.3287354 -1.332561551 -0.000715353 40.07790593190358539 GPAM glycerol-3-phosphate acyltransferase 1, mitochondrial precursor 57678 NP_065969.3 1.93236715 1 1 1 6 828 93.735 7.74 1.27 0.68 1.07 1.01 Significant 0.0284 AATETNLPLLFLPVHR 6 190358539 1xTMT6plex [N-Term] 1.267 0.681 1.067 4.580227375 35.11 0 2021.174512 3 674.3970337 1.007317383 0.000678655 87.4363496724308257 VAT1L synaptic vesicle membrane protein VAT-1 homolog-like 57687 NP_065978.1 26.73031026 1 7 7 35 419 45.87 5.06 0.83 0.96 1.04 0.94 Significant 0.00418

GLSLLKPLGTYILYGSSNMVTGETK 11 24308257 3xTMT6plex [N-Term; K6; K25] 1.169 1.296 1.097 5.170172215 21.01 0 3329.899761 4 833.2296753 -0.86793247 -0.000722532 108.7581816
ISAEGVDIVLDCLCGDNTGK 2 24308257 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C12; C14] 1.06 3.697263956 19.56 0 2594.320609 3 865.4460449 1.145608455 0.000990692 95.26804951

IKPVVDSLWALEEVK 8 24308257 3xTMT6plex [N-Term; K2; K15] 0.827 0.886 1.01 5.739099026 27.33 0 2413.467344 3 805.1624146 2.21507134 0.001782001 101.4966772
TPLVPGFECSGIVEALGDSVK 9 24308257 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C9] 1.015 0.938 0.893 4.999765396 56.26 0 2633.42606 3 878.4785767 -1.854530721 -0.001627923 97.72177282

NADYVQEVK 2 24308257 2xTMT6plex [N-Term; K9] 0.93 3.123707056 34.48 0 1523.846979 2 762.4257202 -1.847423233 -0.001407595 35.14200178DSVTHLFDR 2 24308257 1xTMT6plex [N-Term] 0.482 3.123660564 10.96 0 1318.69528 3 440.2365723 -0.088612682 -3.90E-05 41.59460197VIAGFSLLNLLFK 1 24308257 2xTMT6plex [N-Term; K13] 1.089 1.9361341 0 1893.197763 3 631.7375488 0.174595798 0.000110181 113.34701855749769 CWC22 pre-mRNA-splicing factor CWC22 homolog 57703 NP_065994.1 6.607929515 1 4 4 15 908 105.402 7.03 1.45 1.13 1.09 1.22 Significant 0.00856
IFFQELCEYMGLPK 7 55749769 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 2.025 1.861 0.858 3.538172007 30.46 0 2233.18014 3 745.0654297 0.714484457 0.000531858 111.676597LSEETTTSSSR 4 55749769 1xTMT6plex [N-Term] 1.333 1.868 3.568161488 25.45 0 1426.722283 2 713.8640137 -1.073871396 -0.000766058 19.21387666NPETSVTQSSSAQDEPATK 2 55749769 2xTMT6plex [N-Term; K19] 0.793 3.175771713 23.22 0 2435.230197 3 812.4138794 -1.277980377 -0.001037392 29.78101457LKDETLQPFFEGLLPR 2 55749769 2xTMT6plex [N-Term; K2] 1.022 4.698829174 5.32 1 2361.358239 3 787.7902832 -0.822598873 -0.000647484 99.61000489205360930 TLDC1 TLD domain-containing protein 1 57707 NP_065998.3 40.78947368 1 11 11 94 456 50.961 6.24 0.91 0.95 0.91 0.92 Significant 0.000208 GPSENVSQEQFTASMSHLLK 2 205360930 2xTMT6plex [N-Term; K20] 0.845 5.932815075 41.91 0 2648.375422 3 888.7949219 -0.046617018 -4.14E-05 47.92540916GPSENVSQEQFTASMSHLLK 6 205360930 2xTMT6plex [N-Term; K20]; 1xOxidation [M15] 0.811 0.879 0.85 5.506019115 61.12 0 2664.370337 3 888.7949219 -0.046617018 -4.14E-05 47.92540916SILDADPEAQALLEISGHSR 6 205360930 1xTMT6plex [N-Term] 0.88 0.763 1.205 7.72029686 53.91 0 2351.240419 3 784.4171753 -1.465716167 -0.00114875 83.74113231

SFCSQFLPEEQAEIDQLFDALSSDKNSPNVSSK 2 205360930 3xTMT6plex [N-Term; K25; K33]; 1xCarbamidomethyl [C3] 100 4.818129063 19.65 1 4405.211271 4 1102.055298 -2.703587414 -0.002977468 111.6308575ALQNHVGEALPPEMVTR 6 205360930 1xTMT6plex [N-Term] 0.803 0.872 0.87 4.871926785 47.29 0 2091.121824 3 697.7109375 -1.704850458 -0.00118835 57.689828VQVLAAQLLSDMK 12 205360930 2xTMT6plex [N-Term; K13]; 1xOxidation [M12] 0.984 1.02 1 4.865433693 52.91 0 1890.113441 2 945.5601196 -0.253107659 -0.000239201 87.10684007VQVLAAQLLSDMK 8 205360930 2xTMT6plex [N-Term; K13] 0.94 1.108 0.974 4.498962879 45.89 0 1874.118526 2 945.5601196 -0.253107659 -0.000239201 87.10684007
AKPTCTTYNSPQLSAQENFQFDK 14 205360930 3xTMT6plex [N-Term; K2; K23]; 1xCarbamidomethyl [C5] 0.681 1.044 0.819 7.42854023 40.92 0 3362.729402 4 841.4367065 -1.310128648 -0.001101402 65.93990619FTEDLVGSVVHVLSHR 10 205360930 1xTMT6plex [N-Term] 0.878 0.792 0.728 5.540914059 44.16 0 2024.11264 4 506.783905 0.568341487 0.000287597 94.81989785GPCVAVLEDHDK 4 205360930 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 1.048 0.768 4.49314785 38.65 0 1797.95694 3 599.9898682 -1.050696916 -0.000629703 44.09079005

LLGPQWLDYDCDR 12 205360930 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.163 1.093 1.298 4.703034878 45.28 0 1879.921 2 940.4633789 -0.807729421 -0.000759234 75.28451175MISATEGPVK 6 205360930 2xTMT6plex [N-Term; K10] 0.892 0.993 0.909 4.389298916 42.66 0 1490.865272 2 745.9368896 0.825713026 0.000615513 43.8324594AVIEDWVFR 6 205360930 1xTMT6plex [N-Term] 0.91 0.709 0.834 3.878270149 31.35 0 1363.757152 2 682.3828125 0.876966986 0.000597985 78.284006256711308 GPR107 protein GPR107 isoform 3 57720 NP_066011.2 10.6884058 1 5 5 22 552 61.936 7.2 1.54 1.47 1.51 1.5 Significant 0.000181
TKNDGFSSYLDEDVNYCILK 2 56711308 3xTMT6plex [N-Term; K2; K20]; 1xCarbamidomethyl [C17] 2.217 4.107623577 29.65 1 3068.585364 3 1023.533691 0.37717991 0.000385803 76.75840337

HLQEASATDGK 6 56711308 2xTMT6plex [N-Term; K11] 1.601 1.464 1.463 5.116458416 36.52 0 1614.885155 3 538.9666138 0.082178348 4.42E-05 20.30186096SPPEAGTQLPK 6 56711308 2xTMT6plex [N-Term; K11] 1.627 1.534 1.762 3.622850895 44.5 0 1582.920478 2 791.9626465 -1.555303178 -0.001230961 39.52263084AAINLAK 6 56711308 2xTMT6plex [N-Term; K7] 1.253 1.25 1.419 2.858690739 29.42 0 1158.761065 2 579.8838501 -0.55332778 -0.000320587 45.57021546VHLNTFGFFK 2 56711308 2xTMT6plex [N-Term; K10] 1.159 2.161030531 10.7 0 1667.967369 3 556.6605225 -0.212730293 -0.000118276 77.642712393204865 EPG5 ectopic P granules protein 5 homolog 57724 NP_066015.2 2.055060101 1 3 3 17 2579 292.293 6.43 1 0.85 1.19 1.01 Significant 0.00929 LYPQLPAEIAGEAPALVAVKPLLR 10 93204865 2xTMT6plex [N-Term; K20] 0.766 0.944 1.964 5.110394955 42.51 0 2987.80617 3 996.605896 -1.015933279 -0.001011804 110.2374114LYPELPSQLELVPFTK 2 93204865 2xTMT6plex [N-Term; K16] 1.016 3.082998991 12.96 0 2332.356842 3 778.1242676 0.603528735 0.000469215 103.9156474LSSGILGAIGFGR 5 93204865 1xTMT6plex [N-Term] 1.041 0.817 2.627650738 7.75 0 1476.873579 2 738.9404297 0.002501907 1.85E-06 81.6591649115147335 NCOA5 nuclear receptor coactivator 5 57727 NP_066018.1 14.50777202 1 8 8 40 579 65.496 9.6 1.61 1.7 1.46 1.59 Significant 0.00193 GGHPPAIQSLINLLADNR 6 15147335 1xTMT6plex [N-Term] 1.783 2.036 100 6.733447075 41.14 0 2115.187202 3 705.7339478 0.041741799 2.94E-05 95.34242175QPLGATSGASLK 6 15147335 2xTMT6plex [N-Term; K12] 1.385 2.476 1.33 4.082246304 41.44 0 1587.947027 2 794.4766235 -0.665582459 -0.000528455 42.32609827YLTAEETDK 6 15147335 2xTMT6plex [N-Term; K9] 1.65 1.602 1.295 3.984066486 48.74 0 1527.83066 2 764.4196167 0.848640148 0.000648289 49.56544133MADEAILQER 2 15147335 1xTMT6plex [N-Term] 2.232 3.445567846 30.1 0 1404.735431 2 702.8710938 -0.369977142 -0.00025986 41.88957501QYFEEIQR 6 15147335 1xTMT6plex [N-Term] 1.576 1.236 2.765 3.132347107 40.77 0 1341.700031 2 671.3529663 -1.02514182 -0.000687716 41.93051878DYAESVGR 6 15147335 1xTMT6plex [N-Term] 1.302 1.365 1.439 2.812626362 29.92 0 1125.573768 2 563.2911377 1.093149698 0.00061521 20.09197655GPPGPESQSR 6 15147335 1xTMT6plex [N-Term] 1.778 1.525 1.848 3.407535553 24.2 0 1240.64833 2 620.8273315 -0.760694259 -0.000471877 16.20719008DPYGFGDSR 2 15147335 1xTMT6plex [N-Term] 1.504 2.335924387 8.34 0 1242.595232 2 621.7999268 -2.136773349 -0.001327572 30.4352482432967601 ANK3 ankyrin-3 isoform 1 288 NP_066267.2 2.147589673 1 6 6 26 4377 480.113 6.49 0.88 1.05 0.9 0.94 Significant 0.00322 LLCSITGGTSPAQWEDITGTTPLTFIK 6 32967601 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C3] 1.099 3.108 1.442 3.650853157 42.47 0 3365.8067 3 1122.605957 -1.004875369 -0.001127405 111.2043149
VNVAEVLVNQGAHVDAQTK 4 32967601 2xTMT6plex [N-Term; K19] 0.902 0.703 6.557979107 93.3 0 2450.376742 3 817.4644775 0.872138211 0.000712356 74.74232935EANVDAATK 6 32967601 2xTMT6plex [N-Term; K9] 0.836 1.125 0.909 2.943663597 34.15 0 1376.778565 2 688.8918457 -1.561866087 -0.001075172 104.4504193LEVANLLLQK 4 32967601 2xTMT6plex [N-Term; K10] 1.06 0.844 3.008504629 27.16 0 1599.024549 3 533.6801758 0.890958022 0.000474888 89.38652357SGLTPLHLAAQEDR 4 32967601 1xTMT6plex [N-Term] 0.601 0.979 3.225413561 9.77 0 1736.949263 3 579.6564331 3.156710748 0.001827682 44.83645989

LIIEETKPCVPVSMK 2 32967601 3xTMT6plex [N-Term; K7; K15]; 1xOxidation [M14]; 1xCarbamidomethyl [C9] 0.891 2.36167264 6.85 0 2447.422051 3 816.4759521 -3.574362944 -0.002915992 64.17289054
13994151 PDLIM1 PDZ and LIM domain protein 1 9124 NP_066272.1 79.02735562 1 20 20 349 329 36.049 7.02 0.81 0.78 0.8 0.79 Significant 0.000123 MNLASEPQEVLHIGSAHNR 4 13994151 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.787 0.778 5.410212994 32.06 0 2348.197843 4 587.8033447 -2.680354966 -0.001573501 45.05079911QSTSFLVLQEILESEEK 30 13994151 2xTMT6plex [N-Term; K17] 0.677 0.666 0.664 5.942354679 66.8 0 2438.343042 2 1219.676636 1.210971682 0.001476382 106.757525VWSPLVTEEGK 14 13994151 2xTMT6plex [N-Term; K11] 0.645 0.593 0.684 4.19234705 42.49 0 1702.977993 2 851.991333 -1.528918392 -0.001301857 64.27749854

GHFFVEDQIYCEK 6 13994151 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 0.85 0.806 0.859 5.104616165 42.3 0 2130.073033 3 710.6957397 -0.172126361 -0.000122214 53.96541895SAMPFTASPASSTTAR 20 13994151 1xTMT6plex [N-Term] 0.82 0.883 0.87 5.700678825 71.74 0 1811.915914 2 906.460144 -1.601886732 -0.001451242 40.77124139IKGCTDNLTLTVAR 6 13994151 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C4] 1.875 2.055 1.842 5.339747906 36.02 1 2020.162516 3 674.059021 -0.003262964 -2.20E-06 49.46920771
AALANLCIGDVITAIDGENTSNMTHLEAQNR 16 13994151 1xTMT6plex [N-Term]; 1xOxidation [M23]; 1xCarbamidomethyl [C7] 1.041 1.333 1.188 7.951292992 59.98 0 3557.75256 3 1181.259766 2.004229456 0.002366165 99.55495344
AALANLCIGDVITAIDGENTSNMTHLEAQNR 47 13994151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.706 0.704 0.769 9.038304329 83.21 0 3541.757645 3 1181.259766 2.004229456 0.002366165 99.55495344VITNQYNNPAGLYSSENISNFNNALESK 6 13994151 2xTMT6plex [N-Term; K28] 0.691 0.56 6.498176098 60.39 0 3559.806911 3 1187.273804 -0.014806193 -1.76E-05 75.77288297

CGTGIVGVFVK 12 13994151 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C1] 1.039 1.083 1.53 3.37377429 38.36 0 1594.939106 2 797.9726563 -0.670696452 -0.00053486 82.69691836
QSTSFLVLQEILESEEKGDPNKPSGFR 7 13994151 3xTMT6plex [N-Term; K17; K22] 1.2 1.166 0.881 7.094974518 25.09 1 3723.020816 4 931.5045166 -6.601908764 -0.006144761 99.75546678

HPECYVCTDCGTNLK 18 13994151 2xTMT6plex [N-Term; K15]; 3xCarbamidomethyl [C4; C7; C10] 0.877 0.78 0.875 5.939100266 54.76 0 2312.087379 2 1156.547607 0.241718265 0.000279437 48.69439698
TAASGVEANSRPLDHAQPPSSLVIDK 5 13994151 2xTMT6plex [N-Term; K26] 0.779 0.673 5.777620316 17.6 0 3118.689696 4 780.4267578 -1.441262337 -0.001123712 53.12870101GCTDNLTLTVAR 12 13994151 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.908 0.835 0.684 5.270307064 62.12 0 1549.820557 2 775.4126587 -1.623850694 -0.001258339 44.35855267SAMPFTASPASSTTAR 4 13994151 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.887 0.733 3.375876665 71 0 1827.910829 2 906.460144 -1.601886732 -0.001451242 40.77124139VTPPEGYEVVTVFPK 40 13994151 2xTMT6plex [N-Term; K15] 0.799 0.779 0.808 4.6009655 31.59 0 2120.204364 3 707.4066772 0.525632481 0.000371483 78.8062657DFEQPLAISR 19 13994151 1xTMT6plex [N-Term] 0.857 0.741 0.72 4.234137058 50.44 0 1404.768445 2 702.8869629 -1.278601293 -0.000898069 48.84584671VAASIGNAQK 18 13994151 2xTMT6plex [N-Term; K10] 0.748 0.59 0.765 4.496916771 57.07 0 1416.857484 2 708.9315186 -1.216551872 -0.00086184 34.62838413VWSPLVTEEGKR 19 13994151 2xTMT6plex [N-Term; K11] 1.181 0.983 0.885 4.913384438 22.42 1 1859.079104 3 620.364563 0.017021785 1.05E-05 55.23738712LVGGKDFEQPLAISR 7 13994151 2xTMT6plex [N-Term; K5] 1.797 1.365 1.51 4.023486614 11.8 1 2088.221745 3 696.7446899 -1.067351102 -0.000742955 60.83907248QELNEPPK 34 13994151 2xTMT6plex [N-Term; K8] 0.797 0.851 0.821 3.256281614 36.83 0 1412.814951 2 706.911438 0.459158903 0.000324353 29.09927435GDPNKPSGFR 5 13994151 2xTMT6plex [N-Term; K5] 0.663 0.663 0.596 2.404870272 6.61 0 1532.858547 2 766.9330444 0.173190924 0.000132739 24.44614326

32483357 DHRS4 dehydrogenase/reductase SDR family member 4 isoform 1 10901 NP_066284.2 20.86330935 1 6 6 28 278 29.518 8.56 1.01 1.01 0.98 1 Significant 0.0001
VNCLAPGLIK 6 32483357 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.005 0.989 1.07 4.351213455 46.62 0 1542.944191 2 771.9753418 -0.508136493 -0.000392013 71.29844951VALVTASTDGIGFAIAR 2 32483357 1xTMT6plex [N-Term] 0.928 4.055174828 25.85 0 1891.085028 3 631.0335083 0.498915876 0.000314497 79.95134803TLAIELAPR 6 32483357 1xTMT6plex [N-Term] 1.407 1.284 0.625 3.354746819 40.31 0 1212.751339 2 606.8789063 -0.662048331 -0.00040145 68.15239101LVATAVK 6 32483357 2xTMT6plex [N-Term; K7] 1.067 1.223 0.973 3.089574575 36.59 0 1159.781466 2 580.394165 -0.355568602 -0.000206191 57.75623119TLDINVK 6 32483357 2xTMT6plex [N-Term; K7] 1.004 0.916 0.954 3.21145606 34.6 0 1260.792759 2 630.8995972 -0.667051787 -0.000420507 52.04223736AVVPEMEK 2 32483357 2xTMT6plex [N-Term; K8] 0.977 2.51991415 28.07 0 1360.791044 2 680.8995972 0.641954502 0.000436783 45.9021662910800140 HIST1H2BB histone H2B type 1-B 3018 NP_066406.1 65.87301587 1 1 10 980 126 13.942 10.32 1.53 1.56 1.58 1.56 Significant 0.0000871 AMGIMNSFVNDIFER 145 10800140 1xTMT6plex [N-Term]; 2xOxidation [M2; M5] 1.559 1.567 1.564 5.439529419 54.89 0 2004.972049 2 986.9958496 1.116694681 0.001101609 105.7868733AMGIMNSFVNDIFER 283 10800140 1xTMT6plex [N-Term]; 1xOxidation [M] 1.479 1.581 1.587 6.03167963 68.36 0 1988.977134 2 986.9958496 1.116694681 0.001101609 105.7868733AMGIMNSFVNDIFER 102 10800140 1xTMT6plex [N-Term] 1.585 1.631 1.659 6.052938938 81.09 0 1972.982219 2 986.9958496 1.116694681 0.001101609 105.7868733KESYSIYVYK 27 10800140 3xTMT6plex [N-Term; K1; K10] 1.844 1.937 2.088 5.243637085 33.57 1 1967.145676 3 656.3878784 1.731373506 0.001135288 55.578903QVHPDTGISSK 112 10800140 2xTMT6plex [N-Term; K11] 1.6 1.526 1.659 4.67364502 57.43 0 1626.921541 2 813.9647217 0.384695487 0.000312935 26.20406306ESYSIYVYK 48 10800140 2xTMT6plex [N-Term; K9] 1.504 1.573 1.528 4.093741417 49.34 0 1609.887781 2 805.4475098 -0.023771067 -1.91E-05 57.72019088LLLPGELAK 114 10800140 2xTMT6plex [N-Term; K9] 1.405 1.499 1.459 3.38847661 50.17 0 1411.928858 2 706.4660034 -2.923677095 -0.002064012 81.92920555HAVSEGTK 42 10800140 2xTMT6plex [N-Term; K8] 1.673 1.645 1.693 3.406315804 37.51 0 1286.746871 3 429.5871582 0.039020398 1.67E-05 16.48697907EIQTAVR 68 10800140 1xTMT6plex [N-Term] 1.459 1.458 1.456 3.081566811 35.54 0 1045.620325 2 523.3135376 -0.503141221 -0.000263047 112.8480461IAGEASR 22 10800140 1xTMT6plex [N-Term] 1.45 1.27 1.678 2.801125288 35.44 0 932.5362607 2 466.7716675 -0.217041493 -0.0001012 17.47766356LAHYNKR 15 10800140 2xTMT6plex [N-Term; K6] 2.55 2.26 1.294 3.203349352 13.82 1 1359.826125 2 680.4165649 -0.199508733 -0.000135649 19.78027169AVTKYTSSK 2 10800140 3xTMT6plex [N-Term; K4; K9] 2.469 1.591157079 1.71 1 1672.024833 3 558.0119629 -2.091720204 -0.001165803 29.8705382710800130 HIST1H2AD histone H2A type 1-D 3013 NP_066409.1 68.46153846 1 1 8 400 130 14.099 10.9 1.35 1.13 1.17 1.21 Significant 0.00308 VGAGAPVYLAAVLEYLTAEILELAGNAAR 27 10800130 1xTMT6plex [N-Term] 1.601 1.644 1.692 8.063162804 78.27 0 3144.750616 3 1048.919312 -2.300586142 -0.00241159 117.9948629VTIAQGGVLPNIQAVLLPK 221 10800130 2xTMT6plex [N-Term; K19] 1.339 1.097 1.152 5.543275356 64.24 0 2389.494673 3 797.1700439 0.379116115 0.000301965 102.6900774AGLQFPVGR 32 10800130 1xTMT6plex [N-Term] 1.2 1.333 1.353 3.622429609 43.29 0 1173.694158 2 587.3535767 4.872129824 0.002859195 58.44880585KTESHHK 4 10800130 3xTMT6plex [N-Term; K1; K7] 1.477 1.862 3.660763502 13.15 1 1553.936687 3 518.6499634 -0.868583188 -0.000449908 14.84740507NDEELNK 83 10800130 2xTMT6plex [N-Term; K7] 1.693 1.607 1.626 3.348782778 36.27 0 1319.720716 2 660.3639526 -0.066125023 -4.36E-05 37.65053199HLQLAIR 28 10800130 1xTMT6plex [N-Term] 1.542 1.449 1.46 2.895403862 39.45 0 1079.688679 2 540.3479004 -0.143456862 -7.74E-05 37.69810737NDEELNKLLGK 1 10800130 3xTMT6plex [N-Term; K7; K11] 1.203 1.833816648 1 1960.168202 3 654.0604858 -0.662269935 -0.00043272 63.40470412KGNYSER 4 10800130 2xTMT6plex [N-Term; K1] 1.662 1.88 1.773 2.449626684 17.58 1 1311.74212 3 437.9176636 -2.807447659 -0.001227549 15.7065193

222080062 NDUFV2 NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial precursor 4729 NP_066552.2 44.97991968 1 10 10 78 249 27.374 8.06 1 1.08 1.04 1.04 Significant 0.000493
NSDSILEAIQK 10 222080062 2xTMT6plex [N-Term; K11] 1.06 1.04 1.28 4.312607765 43.59 0 1675.963071 2 838.4846191 -0.662078281 -0.000554809 62.82605217

FSCEPAGGLTSLTEPPK 2 222080062 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C3] 0.895 4.306899548 34.74 0 2249.188791 3 750.3998413 -1.698329742 -0.001273288 63.46265183AAAVLPVLDLAQR 24 222080062 1xTMT6plex [N-Term] 0.99 1.124 1.082 4.842412472 50.58 0 1565.957643 3 522.6571655 -0.446792397 -0.000233219 81.59460386DIEEIIDELK 16 222080062 2xTMT6plex [N-Term; K10] 0.969 1.057 0.951 4.081370354 50.58 0 1674.956589 2 837.9813843 -0.654927608 -0.000548488 99.21038147DTPENNPDTPFDFTPENYK 4 222080062 2xTMT6plex [N-Term; K19] 0.946 0.953 3.830669403 26.24 0 2699.287712 3 900.4334717 -0.685425614 -0.00061672 66.50432879
FSCEPAGGLTSLTEPPKGPGFGVQAGL 2 222080062 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C3] 100 5.008496761 20.96 1 3132.643992 3 1044.885376 -0.771645396 -0.000805763 87.70175993VAEVLQVPPMR 6 222080062 1xTMT6plex [N-Term] 0.8 1.168 1.195 3.626651287 36.86 0 1467.855486 2 734.4309082 -0.644752674 -0.000473202 70.99043558VYEVATFYTMYNR 2 222080062 1xTMT6plex [N-Term] 1.182 3.215722561 12.56 0 1885.935587 2 943.4689941 -2.585002788 -0.002437574 75.35262105DTPENNPDTPFDFTPENYKR 4 222080062 2xTMT6plex [N-Term; K19] 1.119 4.818667889 29.09 1 2855.388823 3 952.4672241 -0.59669517 -0.000567932 55.91515904NYPEGHK 8 222080062 2xTMT6plex [N-Term; K7] 1.029 1.082 1.027 2.857240677 20.31 0 1302.720656 3 434.9112549 -1.109241306 -0.000481677 18.54480031

48255924 NDUFV3 NADH dehydrogenase [ubiquinone] flavoprotein 3, mitochondrial isoform a precursor 4731 NP_066553.3 14.79915433 1 5 5 12 473 50.953 9.17 0.91 1.04 0.95 0.97 Significant 0.00158
GGTQEPAPVPAEPFDNTTYK 4 48255924 2xTMT6plex [N-Term; K20] 0.924 1.238 4.10600996 35.84 0 2577.323704 3 859.7792358 -0.213143762 -0.000183113 56.8753706KETSGTQGIEGHLK 2 48255924 3xTMT6plex [N-Term; K1; K14] 0.939 3.788765907 21.41 1 2172.259143 4 543.8187866 -2.681993833 -0.001456496 31.80417285KVASPSPSGSVLFTDEGVPK 2 48255924 3xTMT6plex [N-Term; K1; K20] 1.035 5.109658241 13.48 1 2689.537943 3 897.1833496 -0.909963692 -0.000815794 61.5308891GPLPVHTK 2 48255924 2xTMT6plex [N-Term; K8] 0.917 2.754884481 16.36 0 1306.824728 3 436.2797546 -0.012950462 -5.64E-06 34.16806981SGLSAPPK 2 48255924 2xTMT6plex [N-Term; K8] 0.897 2.004409552 15.1 0 1214.750894 2 607.8800659 1.614541671 0.000980633 33.72768281

10835073 NMT1 glycylpeptide N-tetradecanoyltransferase 1 4836 NP_066565.1 43.34677419 1 16 21 151 496 56.77 7.8 1.09 1 0.99 1.02 Significant 0.000958
SYQFWDTQPVPK 12 10835073 2xTMT6plex [N-Term; K12] 0.969 0.895 0.963 4.194094181 45.38 0 1954.04747 2 977.5270996 -0.279922192 -0.000273491 64.94857358AIELFSVGQGPAK 12 10835073 2xTMT6plex [N-Term; K13] 1.127 1.02 0.961 5.288031101 60.02 0 1775.046741 2 888.0221558 -5.468276602 -0.004853223 71.03986112FGIGDGNLQYYLYNWK 14 10835073 2xTMT6plex [N-Term; K16] 0.99 0.924 1.002 5.670603275 49.04 0 2409.264338 3 803.7588501 -0.971834843 -0.000780469 98.61269578KLVGFISAIPANIHIYDTEK 4 10835073 3xTMT6plex [N-Term; K1; K20] 1.191 1.341 6.761381149 43.82 1 2916.716576 4 729.9334106 -1.633100698 -0.001190823 92.68515696KLVGFISAIPANIHIYDTEKK 2 10835073 4xTMT6plex [N-Term; K1; K20; K21] 2.484 6.893526554 18.47 2 3273.974471 5 655.600647 -0.104642453 -6.85E-05 89.35024469GGLSPANDTGAK 12 10835073 2xTMT6plex [N-Term; K12] 0.967 0.866 0.815 4.317542553 66.34 0 1545.863692 2 773.4348755 -0.787458457 -0.000608652 29.24401183LVGFISAIPANIHIYDTEK 6 10835073 2xTMT6plex [N-Term; K19] 1.08 0.818 1.034 6.920012951 50.75 0 2559.458681 3 853.822998 -1.656654747 -0.00141338 97.83934536LVGFISAIPANIHIYDTEKK 4 10835073 3xTMT6plex [N-Term; K19; K20] 1.476 1.116 6.817449093 22.79 1 2916.716576 4 729.9362183 2.217279844 0.001616794 95.94131912GSETDSAQDQPVK 14 10835073 2xTMT6plex [N-Term; K13] 0.81 0.979 0.996 3.945199013 76.22 0 1819.943792 2 910.4753418 -0.211713269 -0.000192653 36.03354529ELYTLLNENYVEDDDNMFR 12 10835073 1xTMT6plex [N-Term] 1.057 1.059 1.089 6.051589012 50.88 0 2622.223114 3 874.7449341 -1.092482898 -0.000954911 92.18892593

MVEINFLCVHK 4 10835073 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.001 0.946 4.049393177 42.39 0 1848.027603 3 616.6810303 0.505739368 0.00031154 81.74009494
EKGSETDSAQDQPVK 6 10835073 3xTMT6plex [N-Term; K2; K15] 1.197 1.348 1.299 4.322174549 15.43 1 2306.24428 3 769.4196777 0.086592356 6.66E-05 23.47268672DIPVVHQLLTR 14 10835073 1xTMT6plex [N-Term] 1.043 0.952 0.988 4.584022045 43.68 0 1519.915778 3 507.3098755 -0.463838303 -0.000234998 60.94639568GFDVFNALDLMENK 2 10835073 2xTMT6plex [N-Term; K14] 0.74 3.261084318 31.02 0 2071.093433 3 691.0353394 -0.950509312 -0.000656198 107.3253058LGEVVNTHGPVEPDKDNIR 2 10835073 2xTMT6plex [N-Term; K15] 0.889 4.601779461 22.78 1 2547.393121 4 637.6044922 1.184850495 0.00075457 46.92984053

KMVEINFLCVHK 4 10835073 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C9] 1.948 1.583 3.257186651 18.54 1 2205.285498 4 552.0765381 -0.533013186 -0.000293862 68.1625652
MVEINFLCVHK 2 10835073 2xTMT6plex [N-Term; K11]; 1xOxidation [M1]; 1xCarbamidomethyl [C8] 1.406 3.238470078 14.23 0 1864.022518 3 616.6810303 0.505739368 0.00031154 81.74009494

QEPYTLPQGFTWDALDLGDR 2 10835073 1xTMT6plex [N-Term] 5.052 2.903886318 15.95 0 2551.266634 2 1276.137329 0.293181087 0.000373992 90.14437636TAGLRPMETK 6 10835073 2xTMT6plex [N-Term; K10] 1.614 1.5 0.672 2.378813267 11.66 0 1561.913619 3 521.3096924 0.57948047 0.000301699 31.66434662TMEEASK 4 10835073 2xTMT6plex [N-Term; K7] 0.839 1.034 2.757395506 30.4 0 1253.681159 2 627.343689 -0.843954864 -0.000529025 23.45565925VAPVLIR 6 10835073 1xTMT6plex [N-Term] 0.986 1.006 1.044 2.603254557 34.09 0 996.6767174 2 498.8422852 0.578194002 0.000288136 51.16575859MNSLPAER 2 10835073 1xTMT6plex [N-Term] 1.142 2.906670094 15.57 0 1146.613859 2 573.8092041 -2.378723101 -0.001363738 27.96638082TMEEASK 5 10835073 2xTMT6plex [N-Term; K7]; 1xOxidation [M2] 1.115 1.091 1.803803205 18.13 0 1269.676074 2 627.343689 -0.843954864 -0.000529025 23.45565925
32307132 NFS1 cysteine desulfurase, mitochondrial isoform a precursor 9054 NP_066923.3 23.63238512 1 9 9 55 457 50.164 8.31 1.07 1.15 1.19 1.13 Significant 0.000962

VLDAMLPYLINYYGNPHSR 13 32307132 1xTMT6plex [N-Term] 1.282 1.799 1.8 4.663109779 59.22 0 2465.284867 3 822.4325562 -0.710487048 -0.000583851 105.0995883EMSPLWEMVQDGIDLK 4 32307132 2xTMT6plex [N-Term; K16]; 1xOxidation [M2] 1.176 1.202 4.005451679 26.37 0 2365.218376 3 789.0767822 -1.091966957 -0.000860913 103.1240881EMSPLWEMVQDGIDLK 5 32307132 2xTMT6plex [N-Term; K16] 0.996 1.184 4.536049843 19.63 0 2349.223461 3 789.0767822 -1.091966957 -0.000860913 103.1240881SLEAEGFQVTYLPVQK 8 32307132 2xTMT6plex [N-Term; K16] 1.08 1.747 100 4.748414516 57.36 0 2267.268755 2 1134.137451 -0.498126324 -0.000564693 77.82909823AIGTDEDLAHSSIR 2 32307132 1xTMT6plex [N-Term] 1.122 4.948657036 45.53 0 1713.896893 3 571.9700928 -0.681487721 -0.000389333 35.28309869VEALQSGGGQER 6 32307132 1xTMT6plex [N-Term] 1.114 0.996 1.095 4.787797928 52.5 0 1459.770236 2 730.3886719 -0.115771644 -8.45E-05 23.89890863IPLDVNDMK 6 32307132 2xTMT6plex [N-Term; K9] 1.033 1.122 1.13 3.110862017 32.11 0 1502.865272 2 751.9354248 -1.130281375 -0.00084933 65.69087596LIQNIMK 6 32307132 2xTMT6plex [N-Term; K7] 1.072 1.095 1.072 2.877349854 16.84 0 1317.832849 2 659.4196777 -0.584741267 -0.000385296 62.81134898SGIIDLK 2 32307132 2xTMT6plex [N-Term; K7] 0.904 2.119941235 17.7 0 1203.771295 2 602.3890381 -0.411613175 -0.000247744 53.78769419GVGAIYIR 3 32307132 1xTMT6plex [N-Term] 1.322 2.167302847 36.62 0 1077.661796 2 539.3345337 -0.004479316 -2.41E-06 42.3527852810863909 SPINT2 kunitz-type protease inhibitor 2 isoform a precursor 10653 NP_066925.1 13.49206349 1 3 3 11 252 28.21 8.29 1.37 1.48 1.72 1.52 Significant 0.00457 NAADSSVPSAPR 6 10863909 1xTMT6plex [N-Term] 1.408 1.177 1.722 4.106263638 61.03 0 1400.733122 2 700.8704834 0.405356928 0.000283898 21.60960579SEEACMLR 4 10863909 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.36 2.058 3.185785532 32.9 0 1224.591409 2 612.7993774 0.056290459 3.45E-05 25.16145713TVWSSGDDKEQLVK 1 10863909 3xTMT6plex [N-Term; K9; K14] 1.5 2.629693508 1 2279.285023 3 760.4329834 -0.274645198 -0.000208665 53.642331510863877 PLSCR1 phospholipid scramblase 1 5359 NP_066928.1 13.52201258 1 3 3 34 318 35.026 4.94 0.54 0.63 0.57 0.58 Significant 0.00207 EAFTDADNFGIQFPLDLDVK 12 10863877 2xTMT6plex [N-Term; K20] 0.548 0.532 0.611 6.108807564 65.63 0 2713.412519 3 905.1429443 0.649067475 0.000587063 110.095589
VYFAAEDTDCCTR 16 10863877 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C11] 0.577 0.778 0.77 4.486107349 53.82 0 1836.809401 2 918.9098511 1.6468385 0.001512464 40.81687859

SLDEQCVVGK 6 10863877 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.536 0.571 0.525 3.992662191 59.16 0 1592.871814 2 796.9383545 -1.495070479 -0.001190728 38.37976826
11056056 MRPS12 28S ribosomal protein S12, mitochondrial precursor 6183 NP_066930.1 30.43478261 1 3 3 17 138 15.163 10.29 0.95 0.94 0.98 0.96 Significant 0.000158

EAVCFIPGEGHTLQEHQIVLVEGGR 6 11056056 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.054 0.967 1.074 6.082572937 55.75 0 3004.551205 4 751.8928833 -0.499860635 -0.000375464 62.82123559GVVLCTFTR 5 11056056 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.826 0.978 0.754 3.286858559 30.44 0 1281.718659 2 641.3626709 -0.463114991 -0.000296792 50.58433055TQDLPGVK 6 11056056 2xTMT6plex [N-Term; K8] 0.951 0.926 0.98 3.451983929 38.18 0 1315.798572 2 658.4030151 0.13778206 9.06E-05 39.4957433511056061 TMSB4X thymosin beta-4 7114 NP_066932.1 45.45454545 1 3 5 106 44 5.05 5.06 1.2 1.36 1.08 1.21 Significant 0.00444 TETQEKNPLPSKETIEQEK 3 11056061 4xTMT6plex [N-Term; K6; K12; K19] 3.992 100 3.222591877 0.69 2 3145.776225 4 787.1991577 -0.452533977 -0.000355893 47.96639121NPLPSKETIEQEK 9 11056061 3xTMT6plex [N-Term; K6; K13] 1.672 2.348 2.335 3.301308155 8.29 1 2200.279209 3 734.0978394 -0.111119349 -8.15E-05 50.48706674ETIEQEK 69 11056061 2xTMT6plex [N-Term; K7] 0.948 0.966 0.851 3.531217337 34.93 0 1334.756767 2 667.8835449 2.282178915 0.001523077 25.3290655KTETQEK 23 11056061 3xTMT6plex [N-Term; K1; K7] 1.892 1.718 1.333 3.034472704 17.48 1 1550.935683 2 775.9707031 -1.001891965 -0.000776935 19.86888921TETQEKNPLPSK 2 11056061 3xTMT6plex [N-Term; K6; K12] 3.026 2.968596697 2.99 1 2059.200231 3 687.0709229 -0.978766068 -0.000671825 34.83017304
194473668 MPST 3-mercaptopyruvate sulfurtransferase isoform 1 4357 NP_066949.2 41.95583596 1 9 9 62 317 35.228 6.61 0.75 0.74 0.74 0.74 Significant 0.0000201

HIPGAAFFDIDQCSDR 6 194473668 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.771 0.777 0.812 4.690729141 33.8 0 2077.99629 3 693.3369141 -0.048519095 -3.36E-05 59.55656596TSPYDHMLPGAEHFAEYAGR 4 194473668 1xTMT6plex [N-Term] 0.748 0.711 6.282736778 53.39 0 2478.170959 4 620.2977295 -0.755025089 -0.00046777 55.50604779DGIEPGHIPGTVNIPFTDFLSQEGLEK 8 194473668 2xTMT6plex [N-Term; K27] 0.642 0.624 5.695785046 32.94 0 3368.777842 3 1123.599365 1.692012175 0.001900004 98.27516361ALVSAQWVAEALR 10 194473668 1xTMT6plex [N-Term] 0.687 0.86 0.77 5.355253696 63.3 0 1642.947807 2 821.977478 -0.077376355 -6.36E-05 91.14637349AGQPLQLLDASWYLPK 12 194473668 2xTMT6plex [N-Term; K16] 0.672 0.642 0.633 4.755138874 70.22 0 2258.29491 2 1129.649048 -1.811657484 -0.002045628 102.7332527ARPEDVISEGR 10 194473668 1xTMT6plex [N-Term] 0.874 0.854 0.734 5.08439064 37.36 0 1457.790972 2 729.3985596 -0.774507043 -0.000564535 22.87113408AQLDPAFIK 6 194473668 2xTMT6plex [N-Term; K9] 0.731 0.754 0.768 4.267371655 43.07 0 1460.887722 2 730.9476318 0.181644264 0.000132681 68.56814876QNLPLSSGK 2 194473668 2xTMT6plex [N-Term; K9] 0.778 3.065264463 30.77 0 1401.846585 2 701.4264526 -0.682304735 -0.000478243 48.43214934TYEDIKENLESR 4 194473668 2xTMT6plex [N-Term; K6] 0.872 0.978 3.131489992 5.39 1 1955.048592 2 978.0274048 -0.541531137 -0.00052936 50.37387956
10863925 POLR2L DNA-directed RNA polymerases I, II, and III subunit RPABC5 5441 NP_066951.1 29.85074627 1 2 2 16 67 7.64 7.77 1.09 1.31 1.39 1.27 Significant 0.005
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MLLAHVDLIEK 8 10863925 2xTMT6plex [N-Term; K11] 1.342 1.368 1.331 3.715606689 25.76 0 1740.049384 3 580.6871948 -1.35209803 -0.000784239 75.91704445LLNYAPLEK 8 10863925 2xTMT6plex [N-Term; K9] 1.05 1.279 1.489 3.815143585 27.72 0 1518.929586 2 759.9673462 -1.429103236 -0.001085354 81.3204968611056044 PPA1 inorganic pyrophosphatase 5464 NP_066952.1 80.27681661 1 20 21 221 289 32.639 5.86 0.85 0.84 0.82 0.84 Significant 0.000111 VPDGKPENEFAFNAEFK 10 11056044 3xTMT6plex [N-Term; K5; K17] 0.732 0.71 0.655 4.85506916 20.76 0 2626.412014 3 876.1407471 -1.647224061 -0.001442096 64.68783724
GISCMNTTLSESPFK 8 11056044 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 0.784 0.767 1.13 4.849678516 78.67 0 2130.097533 2 1065.551636 -0.72198836 -0.000768953 64.98366578

AIVDALPPPCESACTVPTDVDK 18 11056044 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C10; C14] 0.654 0.826 0.714 4.263211727 39.36 0 2813.446538 3 938.486145 -0.944159191 -0.000885447 67.31680088
YKVPDGKPENEFAFNAEFK 7 11056044 4xTMT6plex [N-Term; K2; K7; K19] 1.189 0.919 8.908974648 20.47 1 3146.733238 4 787.4379883 -0.989735947 -0.000778609 66.27326954
HTGCCGDNDPIDVCEIGSK 6 11056044 2xTMT6plex [N-Term; K19]; 3xCarbamidomethyl [C4; C5; C14] 0.742 0.716 0.66 4.997141838 42.73 0 2592.189278 3 864.734314 -0.343102055 -0.000296462 44.94039788

LKPGYLEATVDWFR 18 11056044 2xTMT6plex [N-Term; K2] 0.851 0.921 0.79 5.476756573 35.36 0 2153.215932 3 718.4091797 -1.368184889 -0.000981999 86.03478954GQYISPFHDIPIYADKDVFHMVVEVPR 12 11056044 2xTMT6plex [N-Term; K16] 0.787 0.896 1.005 8.377961159 31.65 1 3630.918316 5 726.9905396 1.45290074 0.001055073 93.28407657GYIWNYGAIPQTWEDPGHNDK 14 11056044 2xTMT6plex [N-Term; K21] 0.826 0.682 0.65 5.851904392 45.48 0 2919.446613 4 730.6170044 -0.145552199 -0.000106233 74.65382434VIAINVDDPDAANYNDINDVK 12 11056044 2xTMT6plex [N-Term; K21] 0.574 0.492 0.598 4.818238258 37.11 0 2746.429959 3 916.1480103 -0.17548173 -0.000160649 70.14590188VLGILAMIDEGETDWK 12 11056044 2xTMT6plex [N-Term; K16]; 1xOxidation [M7] 1.072 0.913 0.904 4.878901005 42.29 0 2264.224842 3 750.0813599 -0.178113524 -0.00013348 112.766858VLGILAMIDEGETDWK 8 11056044 2xTMT6plex [N-Term; K16] 0.688 0.942 1.011 5.050437927 53.83 0 2248.229927 3 750.0813599 -0.178113524 -0.00013348 112.766858GQYISPFHDIPIYADK 2 11056044 2xTMT6plex [N-Term; K16] 0.804 3.964497566 18.2 0 2322.253439 3 774.7557373 -0.336206171 -0.000260252 77.9954221DKDFAIDIIK 21 11056044 3xTMT6plex [N-Term; K2; K10] 0.867 0.755 0.871 5.237704277 22.54 1 1865.135111 3 622.383728 0.814606954 0.000506451 76.43812687
AIVDALPPPCESACTVPTDVDKWFHHQK 2 11056044 3xTMT6plex [N-Term; K22; K28]; 2xCarbamidomethyl [C10; C14] 0.983 5.052464962 16.09 1 3906.028561 5 782.0107422 -1.012924621 -0.000791303 79.03514462

DVFHMVVEVPR 4 11056044 1xTMT6plex [N-Term] 0.585 0.508 3.819596529 41 0 1556.84565 3 519.6204834 0.801097599 0.000415728 63.01570804AAPFSLEYR 6 11056044 1xTMT6plex [N-Term] 1.038 1.195 0.992 3.72817874 44.7 0 1282.699303 2 641.8521729 -1.741730793 -0.001117058 50.46642755YVANIFPYK 72 11056044 2xTMT6plex [N-Term; K9] 0.855 0.849 0.756 3.943749428 51.46 0 1572.919022 2 786.9629517 -0.251195187 -0.000197555 70.48784537DFAIDIIK 2 11056044 2xTMT6plex [N-Term; K8] 0.808 3.258290768 26.22 0 1392.850274 2 696.9284058 -0.530327327 -0.000369333 77.34118906DPLNPIKQDVK 5 11056044 3xTMT6plex [N-Term; K7; K11] 1.653 1.56 1.307 3.540746689 4.83 1 1954.194023 3 652.0686646 -1.321715053 -0.000860963 62.0084819GEIIGVK 10 11056044 2xTMT6plex [N-Term; K7] 0.832 0.834 0.852 2.895108938 39.59 0 1173.76073 2 587.3839722 -0.053387425 -3.13E-05 55.27366292DPLNPIK 6 11056044 2xTMT6plex [N-Term; K7] 0.709 0.8 0.738 2.877028465 32.98 0 1254.782194 2 627.8950195 0.452965067 0.000284186 44.50271386MEIATKDPLNPIK 2 11056044 3xTMT6plex [N-Term; K6; K13] 1.382 2.406609297 1.41 1 2157.292023 3 719.7678833 -1.356352142 -0.000975349 67.3339452810863927 PPIA peptidyl-prolyl cis-trans isomerase A isoform 1 5478 NP_066953.1 75.15151515 1 4 13 713 165 18.001 7.81 1.01 1.03 1.05 1.03 Significant 0.000126 VKEGMNIVEAMER 16 10863927 2xTMT6plex [N-Term; K2] 1.81 1.687 2.218 4.466240406 35.86 1 1964.070924 2 982.5377808 -1.3436259 -0.001319488 62.32478921
HTGPGILSMANAGPNTNGSQFFICTAK 2 10863927 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C24] 1.37 4.854409218 23.34 0 3249.654908 4 817.1674194 -0.604751192 -0.000493726 60.41241283VNPTVFFDIAVDGEPLGR 50 10863927 1xTMT6plex [N-Term] 1.181 1.212 1.197 58.95 0 2175.164735 3 725.7275391 1.530466841 0.001109673 105.416549VSFELFADKVPK 12 10863927 3xTMT6plex [N-Term; K9; K12] 5.044 4.222 4.303 4.518992901 23.74 1 2067.245724 3 689.7529297 -0.720130888 -0.000496229 82.69822006SIYGEKFEDENFILK 31 10863927 3xTMT6plex [N-Term; K6; K15] 1.516 1.662 1.672 5.644438744 20.42 1 2519.400053 2 1260.200073 -2.850978596 -0.003591378 75.53236787IIPGFMCQGGDFTR 69 10863927 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.979 0.983 0.968 4.649537086 68.11 0 1827.908327 2 914.4569092 -0.976427865 -0.00089241 72.87452084EGMNIVEAMER 38 10863927 1xTMT6plex [N-Term] 0.832 0.776 0.804 4.402379513 53.6 0 1507.744615 2 754.3757324 -0.283089222 -0.000213413 57.79386725IIPGFMCQGGDFTR 94 10863927 1xTMT6plex [N-Term]; 1xOxidation [M6]; 1xCarbamidomethyl [C7] 0.982 0.977 0.961 3.55360055 55.7 0 1843.903242 2 914.4569092 -0.976427865 -0.00089241 72.87452084

VSFELFADK 79 10863927 2xTMT6plex [N-Term; K9] 0.986 1.02 1.016 4.1750741 58.96 0 1513.866652 2 757.4368286 -0.179179214 -0.000135627 76.83241706
HTGPGILSMANAGPNTNGSQFFICTAK 12 10863927 2xTMT6plex [N-Term; K27]; 1xOxidation [M9]; 1xCarbamidomethyl [C24] 1.107 1.064 1.134 4.050566196 34.62 0 3265.649823 4 817.1674194 -0.604751192 -0.000493726 60.41241283

EGMNIVEAMER 65 10863927 1xTMT6plex [N-Term]; 1xOxidation [M] 0.796 0.847 0.82 3.108251095 42.5 0 1523.73953 2 754.3757324 -0.283089222 -0.000213413 57.79386725
KITIADCGQLE 72 10863927 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.078 1.112 1.082 4.811211109 40.44 1 1705.955878 2 853.4813232 -0.297713224 -0.000253943 51.48756613

FEDENFILK 68 10863927 2xTMT6plex [N-Term; K9] 0.809 0.816 0.729 3.753773212 46.88 0 1612.89868 2 806.9526367 -0.423704544 -0.000341696 87.50963558ITIADCGQLE 20 10863927 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.882 0.983 0.834 3.286006212 66.16 0 1348.697983 2 674.8521729 -0.677473301 -0.000456853 63.5237556EGMNIVEAMER 7 10863927 1xTMT6plex [N-Term]; 2xOxidation [M3; M9] 0.755 0.763 2.654473782 27.86 0 1539.734445 2 754.3757324 -0.283089222 -0.000213413 57.79386725VKEGMNIVEAMER 21 10863927 2xTMT6plex [N-Term; K2]; 1xOxidation [M] 1.726 1.373 1.259 2.403863907 21.11 1 1980.065839 2 982.5377808 -1.3436259 -0.001319488 62.32478921TEWLDGK 27 10863927 2xTMT6plex [N-Term; K7] 1.172 1.146 1.097 3.039204836 34.97 0 1306.740723 2 653.874939 1.437285648 0.00093908 49.30286309ALSTGEK 30 10863927 2xTMT6plex [N-Term; K7] 0.987 1.094 1.046 2.74562192 37.95 0 1163.703609 2 582.3562622 1.407913535 0.000819197 24.64291978223468571 MRPL23 39S ribosomal protein L23, mitochondrial 6150 NP_066957.3 35.29411765 1 4 4 30 153 17.77 9.69 0.93 0.93 1.02 0.96 Significant 0.000975 TNFFIQLVRPGVAQPEDTVQFR 6 223468571 1xTMT6plex [N-Term] 1.331 1.235 6.008658886 28.25 0 2791.509264 3 931.1734619 -1.229208821 -0.001143783 87.43704368NYLEGIYNVPVAAVR 12 223468571 1xTMT6plex [N-Term] 0.981 1.224 1.683 4.934320927 33.63 0 1907.058813 2 954.0321045 -0.986375256 -0.000940538 79.10182545GGVPSWFGL 6 223468571 1xTMT6plex [N-Term] 1.02 0.981 1.082 2.660350561 46.08 0 1148.630161 2 574.8184814 -0.413387521 -0.000237415 90.96639652NVVYPLYR 6 223468571 1xTMT6plex [N-Term] 0.719 0.787 0.851 2.650468588 19.17 0 1252.725124 2 626.866272 0.114362928 7.16E-05 46.8298158822027612 TRAF2 TNF receptor-associated factor 2 7186 NP_066961.2 15.96806387 1 6 6 26 501 55.823 7.53 0.93 1.08 0.93 0.98 Significant 0.00259 TATFENIVCVLNR 12 22027612 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.766 0.951 0.904 4.726610184 50.81 0 1765.946821 2 883.4728394 -4.767090925 -0.004209215 81.36280057EHLAMLLSSVLEAKPLLGDQSHAGSELLQR 2 22027612 2xTMT6plex [N-Term; K14] 1.202 4.581771851 10.11 0 3701.046035 5 741.0181885 4.269185701 0.003160091 107.4671793DLAMADLEQK 2 22027612 2xTMT6plex [N-Term; K10] 0.986 3.707358599 25.57 0 1591.876565 2 796.4420166 0.120639457 9.60E-05 55.38296833
FPLTCDGCGK 2 22027612 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C5; C8] 1.038 2.925003767 44.22 0 1612.822756 2 806.9151611 0.179893063 0.000145068 50.98665217AIVDLTGL 4 22027612 1xTMT6plex [N-Term] 0.91 1.009 3.078226328 58.28 0 1030.634578 2 515.821167 0.465348617 0.000239802 78.79781909EYESCHEGR 4 22027612 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 2.345 2.238666534 10.69 0 1395.616044 3 465.8766479 -0.468225015 -0.000217821 19.9443369610863945 XRCC5 X-ray repair cross-complementing protein 5 7520 NP_066964.1 56.42076503 1 36 36 534 732 82.652 5.81 1.33 1.34 1.26 1.31 Significant 0.000369 TDTLEDLFPTTK 28 10863945 2xTMT6plex [N-Term; K12] 1.227 1.182 1.162 3.555701017 53.7 0 1839.015166 2 920.0112305 0.009770175 8.98E-06 74.20591712EEASGSSVTAEEAK 37 10863945 2xTMT6plex [N-Term; K14] 1.211 1.191 1.207 6.508879662 89.59 0 1852.954023 2 926.9804688 -0.195196425 -0.000180845 24.0017744EEASGSSVTAEEAKK 8 10863945 3xTMT6plex [N-Term; K14; K15] 2.581 2.438 2.606 5.702103615 46.28 1 2210.211918 3 737.4093628 0.731875027 0.0005392 28.07042521HLMLPDFDLLEDIESK 21 10863945 2xTMT6plex [N-Term; K16] 1.345 1.313 1.281 5.327959538 58.15 0 2373.277605 4 594.0740356 -1.387318478 -0.000823123 105.14399HLMLPDFDLLEDIESK 26 10863945 2xTMT6plex [N-Term; K16]; 1xOxidation [M3] 1.237 1.43 1.22 5.563480377 48.19 0 2389.27252 4 594.0740356 -1.387318478 -0.000823123 105.14399

ETVYCLNDDDETEVLK 8 10863945 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 1.005 0.67 0.977 4.260948181 37.21 0 2401.184493 2 1201.09436 -1.269697053 -0.001524388 59.21810773
EPLPPIQQHIWNMLNPPAEVTTK 28 10863945 2xTMT6plex [N-Term; K23] 1.266 1.325 1.238 6.379401684 49.51 0 3111.706532 4 782.680542 -0.354676196 -0.00027733 80.34220121EPLPPIQQHIWNMLNPPAEVTTK 20 10863945 2xTMT6plex [N-Term; K23]; 1xOxidation [M13] 1.367 1.448 1.323 7.872175694 50.74 0 3127.701447 4 782.680542 -0.354676196 -0.00027733 80.34220121ANPQVGVAFPHIK 12 10863945 2xTMT6plex [N-Term; K13] 1.359 1.482 1.27 5.2370224 55.75 0 1836.089609 2 918.5489502 0.552549625 0.000507265 58.37603225DKPSGDTAAVFEEGGDVDDLLDMI 16 10863945 2xTMT6plex [N-Term; K2] 1.197 1.167 1.37 5.52207756 45.91 0 2967.454519 3 989.822937 -0.088056899 -8.71E-05 111.0025018LGGHGPSFPLK 14 10863945 2xTMT6plex [N-Term; K11] 1.155 1.382 1.099 4.603946686 32.05 0 1567.936069 3 523.3165894 -0.544680112 -0.000284675 54.55067361DQVTAQEIFQDNHEDGPTAK 8 10863945 2xTMT6plex [N-Term; K20] 1.038 0.813 0.981 5.525793552 65.12 0 2701.346958 3 901.119873 -0.700479947 -0.000630746 49.65482737TEQGGAHFSVSSLAEGSVTSVGSVNPAENFR 7 10863945 1xTMT6plex [N-Term] 0.927 1.313 1.221 5.492242813 42.08 0 3350.645041 3 1117.552124 -0.961716221 -0.001074123 68.90945961YAPTEAQLNAVDALIDSMSLAK 12 10863945 2xTMT6plex [N-Term; K22]; 1xOxidation [M18] 1.115 0.946 1.235 6.032384396 51.41 0 2795.490117 3 927.1694336 -0.523389552 -0.00048492 112.4975717YAPTEAQLNAVDALIDSMSLAK 18 10863945 2xTMT6plex [N-Term; K22] 1.034 1.304 1.095 7.426242352 64.62 0 2779.495202 3 927.1694336 -0.523389552 -0.00048492 112.4975717QLNHFWEIVVQDGITLITK 8 10863945 2xTMT6plex [N-Term; K19] 1.273 1.11 4.73141098 24.53 0 2712.548893 3 904.8515015 -3.296462413 -0.002980605 112.8981117
ETVYCLNDDDETEVLKEDIIQGFR 26 10863945 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C5] 1.397 1.182 1.357 7.30918026 42.33 1 3359.671723 4 840.6722412 -1.365513249 -0.001146919 91.84836535
KYAPTEAQLNAVDALIDSMSLAK 12 10863945 3xTMT6plex [N-Term; K1; K23] 1.33 1.557 1.41 7.48976326 70.11 1 3136.753097 3 1046.25293 -2.825035068 -0.002953812 109.2366946
KYAPTEAQLNAVDALIDSMSLAK 12 10863945 3xTMT6plex [N-Term; K1; K23]; 1xOxidation [M19] 1.27 1.244 1.348 6.867336273 61.5 1 3152.748012 3 1046.25293 -2.825035068 -0.002953812 109.2366946
KKDQVTAQEIFQDNHEDGPTAK 4 10863945 4xTMT6plex [N-Term; K1; K2; K22] 1.178 1.539 6.895607471 21.91 2 3415.862748 5 683.9785156 0.211824963 0.000144713 44.99442612SQLDIIIHSLKK 17 10863945 3xTMT6plex [N-Term; K11; K12] 1.927 1.98 1.343 4.243093491 16.2 1 2082.325372 4 521.3361206 -1.305861304 -0.000679807 78.05463276SQLDIIIHSLK 16 10863945 2xTMT6plex [N-Term; K11] 1.499 1.405 1.438 4.526704788 27.67 0 1725.067477 3 575.6943359 0.566790872 0.000325918 78.01615619HIEIFTDLSSR 18 10863945 1xTMT6plex [N-Term] 1.222 1.318 1.318 4.267149448 44.06 0 1546.842673 3 516.2860107 0.521175538 0.000268726 57.72327595KCDISLQFFLPFSLGK 2 10863945 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C2] 1.692 3.159123898 10.22 1 2587.492514 3 863.168396 -0.726128369 -0.000626284 110.4265827

DKPSGDTAAVFEEGGDVDDLLDMI 16 10863945 2xTMT6plex [N-Term; K2]; 1xOxidation [M23] 1.301 1.123 1.36 4.883707047 24.49 0 2983.449434 3 989.822937 -0.088056899 -8.71E-05 111.0025018
QVFAENKDEIALVLFGTDGTDNPLSGGDQYQNITVHR 2 10863945 2xTMT6plex [N-Term; K7] 4.193613052 8.79 1 4520.30979 4 1130.83313 0.19892912 0.000224805 97.56860799LTIGSNLSIR 12 10863945 1xTMT6plex [N-Term] 1.162 1.219 1.166 3.916031599 42.2 0 1302.794266 2 651.8996582 -1.708921975 -0.001113187 59.1083582FFMGNQVLK 13 10863945 2xTMT6plex [N-Term; K9] 1.18 1.002 1.221 3.940463543 49.86 0 1541.891427 2 771.447937 -1.835068613 -0.001414738 72.82700037EDGSGDRGDGPFR 8 10863945 1xTMT6plex [N-Term] 1.368 1.283 1.912 4.963674545 18.38 1 1593.745478 3 531.9200439 0.063194493 3.36E-05 18.89291242YGSDIVPFSK 4 10863945 2xTMT6plex [N-Term; K10] 1.711 1.682 4.358637333 23.32 0 1570.888116 2 785.9416504 -7.697167373 -0.006045694 62.29867416KVITMFVQR 4 10863945 2xTMT6plex [N-Term; K1] 1.775 1.777 4.206614494 28.44 1 1579.975825 3 527.3307495 1.183628969 0.000623368 58.72473946KTWTVVDAK 12 10863945 3xTMT6plex [N-Term; K1; K9] 1.378 1.439 1.381 4.874292374 33.54 1 1735.072117 3 579.0297852 1.547393174 0.000894946 49.05216584TLFPLIEAK 8 10863945 2xTMT6plex [N-Term; K9] 0.972 1.298 1.21 2.867623806 44.61 0 1489.939423 2 745.4725952 -1.012853469 -0.000754545 84.47432611TWTVVDAK 18 10863945 2xTMT6plex [N-Term; K8] 1.374 1.324 1.304 3.398818731 44.3 0 1377.814222 2 689.4109497 0.290586391 0.000200187 51.60874939FFMGNQVLK 11 10863945 2xTMT6plex [N-Term; K9]; 1xOxidation [M3] 1.204 1.178 1.207 3.2642591 30.32 0 1557.886342 2 771.447937 -1.835068613 -0.001414738 72.82700037EDIIQGFR 4 10863945 1xTMT6plex [N-Term] 1.012 0.993 3.211140871 25.54 0 1206.668003 2 603.8375244 -0.191330071 -0.000115436 48.96223832GITEQQK 10 10863945 2xTMT6plex [N-Term; K7] 1.422 1.344 1.113 2.714140415 23.03 0 1261.751622 2 631.3792725 -0.280465758 -0.000176939 24.54594028VDEEQMK 6 10863945 2xTMT6plex [N-Term; K7] 1.022 1.198 1.278 3.158663273 36.88 0 1336.718273 2 668.8630981 0.483691347 0.00032328 28.50034691EGLEIVK 6 10863945 2xTMT6plex [N-Term; K7] 1.396 1.294 1.29 2.911743641 33.25 0 1245.78186 2 623.3948364 0.43067858 0.000268266 49.93705212SQIPLSK 12 10863945 2xTMT6plex [N-Term; K7] 1.256 1.347 1.272 2.946990967 22.16 0 1230.782194 2 615.8938599 -1.422642809 -0.000875482 42.53433508AFREEAIK 4 10863945 2xTMT6plex [N-Term; K8] 1.414 1.652 2.110831738 4.91 1 1421.851671 3 474.621582 -1.039275953 -0.000492565 34.97255307EDGSGDR 6 10863945 1xTMT6plex [N-Term] 100 1.246 100 2.629900455 37.48 0 964.4533189 2 482.7300415 -0.531401756 -0.000256256 12.5850058121624607 COTL1 coactosin-like protein 23406 NP_066972.1 71.12676056 1 10 10 140 142 15.935 5.67 1.03 1.05 1.03 1.04 Significant 0.0000414 YDGSTIVPGEQGAEYQHFIQQCTDDVR 20 21624607 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 1.42 1.096 1.029 5.846340656 48.53 0 3342.553449 3 1114.856079 0.070214191 7.82E-05 63.55352906DDGSAVIWVTFK 24 21624607 2xTMT6plex [N-Term; K12] 1.177 1.125 1.126 4.598348618 50.01 0 1795.999457 2 898.5037842 0.464888434 0.00041747 82.63730702SKFALITWIGENVSGLQR 6 21624607 2xTMT6plex [N-Term; K2] 0.01 0.01 0.01 6.357529163 29.78 1 2477.42805 3 826.4819336 1.290806912 0.00106596 102.9842769FALITWIGENVSGLQR 24 21624607 1xTMT6plex [N-Term] 1.172 1.257 1.196 4.378453255 45.39 0 2033.138126 3 678.3845215 0.435220369 0.000294954 110.842725AGGANYDAQTE 12 21624607 1xTMT6plex [N-Term] 0.846 0.905 0.895 3.686460495 48.15 0 1325.61709 2 663.3115845 -0.903175356 -0.000598632 18.61088706FTTGDAMSK 8 21624607 2xTMT6plex [N-Term; K9] 1.062 0.887 1.246 3.773180485 40.98 0 1415.760472 2 708.3831177 -1.069056855 -0.000756764 41.47430314ELEEDFIK 14 21624607 2xTMT6plex [N-Term; K8] 0.983 1.023 0.954 3.014733553 42.61 0 1480.829932 2 740.9172363 -1.847567834 -0.001367967 58.80267212EVVQNFAK 8 21624607 2xTMT6plex [N-Term; K8] 0.979 1.064 1.017 3.780303478 46.46 0 1392.825121 2 696.916687 0.700700628 0.000487977 44.9222928KAGGANYDAQTE 6 21624607 2xTMT6plex [N-Term; K1] 1.543 1.186 1.263 2.210305214 38.41 1 1682.874985 2 841.9376221 -4.169667646 -0.003508515 21.53252874EFVISDR 14 21624607 1xTMT6plex [N-Term] 0.823 0.888 1.401 2.952247858 29.93 0 1094.60434 2 547.8054199 -0.709860377 -0.000388508 38.03063458FTTGDAMSK 4 21624607 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.047 2.192077398 21.8 0 1431.755387 2 708.3831177 -1.069056855 -0.000756764 41.47430314

40254947 TMX4 thioredoxin-related transmembrane protein 4 precursor 56255 NP_066979.2 7.736389685 1 2 2 5 349 38.928 4.37 1.28 1.64 0.7 1.21 Significant 0.0478
GPGIFEDLQNYILEK 3 40254947 2xTMT6plex [N-Term; K15] 0.926 0.701 3.442624569 11.39 0 2194.215991 3 732.0752563 -2.176406995 -0.001591836 104.6703789KWQSVEPLTGWK 2 40254947 3xTMT6plex [N-Term; K1; K12] 1.277 1.958 3.615106583 1 2146.262772 3 716.0924683 0.037276496 2.67E-05 68.5812210424432106 CCAR2 cell cycle and apoptosis regulator protein 2 57805 NP_066997.3 40.30335861 1 29 29 245 923 102.838 5.22 1.43 1.44 1.31 1.4 Significant 0.000897 DDGEEEFAGAK 6 24432106 2xTMT6plex [N-Term; K11] 1.109 0.999 1.032 4.449586868 57.43 0 1625.805902 2 813.4069824 0.483627073 0.000393142 32.52560132GEASEDLCEMALDPELLLLR 14 24432106 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.448 1.576 1.646 6.481796265 55.1 0 2503.262142 3 835.0925903 0.42967777 0.000358532 104.3866945FAEFQYLQPGPPR 18 24432106 1xTMT6plex [N-Term] 1.367 1.791 1.45 4.539460182 50.04 0 1778.942721 3 593.6522827 -0.239617309 -0.000142088 69.92818524GEASEDLCEMALDPELLLLRDDGEEEFAGAK 14 24432106 2xTMT6plex [N-Term; K31]; 1xCarbamidomethyl [C8] 1.498 1.411 1.483 5.447594166 28.02 1 3880.887271 4 970.9747925 -2.558886005 -0.002482687 100.050445

QEGLDGGLPEEVLFGNLDLLPPPGK 10 24432106 2xTMT6plex [N-Term; K25] 1.508 1.624 1.661 5.003830433 51.99 0 3062.681423 3 1021.564026 -1.272947703 -0.001299544 111.0279093VHLTPYTVDSPICDFLELQR 6 24432106 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.72 1.631 1.642 6.176834106 37.1 0 2632.364239 3 878.1260986 -0.188732074 -0.000165604 93.66321997KEEEAVLVGGEWSPSLDGLDPQADPQVLVR 6 24432106 2xTMT6plex [N-Term; K1] 0.991 1.256 6.23622179 31.76 1 3691.958326 4 923.7454224 0.415438905 0.000383446 84.83514211AAYNPGQAVPWNAVK 6 24432106 2xTMT6plex [N-Term; K15] 1.336 1.236 4.594521046 48.25 0 2044.138016 3 682.0493164 -2.260077947 -0.00153997 62.44705283EAAPDAGAEPITADSDPAYSSK 8 24432106 2xTMT6plex [N-Term; K22] 1.597 1.86 1.393 6.112526417 70.28 0 2621.298277 3 874.4377441 0.153573471 0.000134187 44.50014093AAEAAPPTQEAQGETEPTEQAPDALEQAADTSR 8 24432106 1xTMT6plex [N-Term] 1.685 1.315 2.787 5.513837337 51.9 0 3609.698987 3 1203.902832 -1.397273365 -0.001681245 57.04667229SPAPPLLHVAALGQK 6 24432106 2xTMT6plex [N-Term; K15] 1.057 1.404 1.288 5.605943203 31.2 0 1957.199888 3 653.0705566 -1.415909607 -0.000923739 67.18846863VQTLSNQPLLK 12 24432106 2xTMT6plex [N-Term; K11] 1.3 1.391 1.176 4.361497879 43.1 0 1699.051827 3 567.0217896 -0.595242382 -0.000337116 58.48953284TLAAEMQELR 8 24432106 1xTMT6plex [N-Term] 1.281 1.049 1.124 4.067669868 51.09 0 1390.756166 2 695.8815918 -0.186291642 -0.000129543 53.4767347VLLLSSPGLEELYR 18 24432106 1xTMT6plex [N-Term] 1.462 1.477 1.419 4.365052223 38.37 0 1818.057416 2 909.5316162 -0.80342244 -0.000730334 90.25668938VVTQNICQYR 6 24432106 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.55 1.591 1.677 3.827853918 42.19 0 1509.804514 2 755.4055176 -0.500053976 -0.000377492 37.35995732FSATEVTNK 12 24432106 2xTMT6plex [N-Term; K9] 1.484 1.582 1.205 3.671446085 48.22 0 1454.825515 2 727.9168091 0.567926568 0.000413117 41.97565446ADSWVEKEEPAPSN 9 24432106 2xTMT6plex [N-Term; K7] 1.603 1.415 0.858 3.382029057 23.18 1 2017.027856 2 1009.017212 -0.351508222 -0.000354501 46.09990253LAEAEETAR 12 24432106 1xTMT6plex [N-Term] 1.457 1.402 1.075 3.957651138 48.58 0 1218.652747 2 609.8294678 -0.892750726 -0.000543977 24.82360129AGGEPWGAK 4 24432106 2xTMT6plex [N-Term; K9] 1.154 1.14 3.254064322 39.46 0 1330.751957 2 665.878418 -1.801411967 -0.001198616 35.68847085STKPGAAPTEHK 6 24432106 3xTMT6plex [N-Term; K3; K12] 1.42 1.408 4.413160801 19.45 0 1911.126672 3 637.7134399 -0.473775912 -0.000301815 20.10309286LTPLQLEIQR 6 24432106 1xTMT6plex [N-Term] 1.25 1.448 1.115 3.578976393 46.33 0 1439.87833 2 720.4416504 -1.601474723 -0.001152964 66.14248757ETPEHPLK 6 24432106 2xTMT6plex [N-Term; K8] 1.538 1.498 1.593 2.931899548 22 0 1408.820036 3 470.2779541 -0.516031355 -0.000242332 22.09479384MLLSLPEK 6 24432106 2xTMT6plex [N-Term; K8] 1.362 1.516 1.383 3.394340038 24.67 0 1388.85873 2 694.9307861 -3.192653277 -0.002217072 72.14645697IHTLELK 13 24432106 2xTMT6plex [N-Term; K7] 1.518 1.464 1.423 3.670966625 25.62 0 1311.840043 3 437.9507446 -1.80101476 -0.000787548 45.18730737AEQQDSGR 5 24432106 1xTMT6plex [N-Term] 100 1.375 1.995396852 26.98 0 1119.559181 2 560.28302 -0.372888673 -0.000208735 13.24941989LSAEQAK 6 24432106 2xTMT6plex [N-Term; K7] 1.513 1.715 1.268 2.811683416 33.14 0 1204.730158 2 602.868042 -1.121517226 -0.000675563 26.35823072LPQLGEK 4 24432106 2xTMT6plex [N-Term; K7] 1.18 1.238 2.600766182 22.44 0 1242.782194 2 621.894165 -0.917789038 -0.000570306 49.66804446SDDYDSK 6 24432106 2xTMT6plex [N-Term; K7] 1.423 1.518 1.471 2.749965668 29.11 0 1287.646882 2 644.3265991 -0.746056878 -0.000480329 18.97556671INPLPGGR 4 24432106 1xTMT6plex [N-Term] 1.783 1.317 2.413197517 14.94 0 1052.641394 2 526.8244019 0.125960216 6.63E-05 33.3183127310863977 LSM2 U6 snRNA-associated Sm-like protein LSm2 57819 NP_067000.1 67.36842105 1 5 5 35 95 10.828 6.52 1.08 0.98 1.18 1.08 Significant 0.00285
NDLSICGTLHSVDQYLNIK 11 10863977 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C6] 1.218 1.227 1.084 6.831674576 68.54 0 2648.411807 3 883.4754639 0.011683063 1.03E-05 88.00467921

YVQLPADEVDTQLLQDAAR 10 10863977 1xTMT6plex [N-Term] 1.371 1.138 1.301 6.624286175 69.44 0 2374.24517 3 792.0864868 -0.110650233 -8.76E-05 77.29791429LTDISVTDPEK 6 10863977 2xTMT6plex [N-Term; K11] 0.894 0.932 0.979 3.768280745 39.08 0 1675.951838 2 838.479126 -0.514660896 -0.000431273 54.66322173YPHMLSVK 2 10863977 2xTMT6plex [N-Term; K8] 1.022 2.547767162 24.61 0 1432.838663 3 478.2840576 -0.728252569 -0.000347823 46.46172056KEALQQK 6 10863977 3xTMT6plex [N-Term; K1; K7] 1.117 0.866 1.519 3.31690836 14.49 1 1531.977489 3 511.3295288 -2.255656003 -0.001151871 26.6185310652352803 SLC30A1 zinc transporter 1 7779 NP_067017.2 20.31558185 1 8 8 48 507 55.264 6.48 1.2 1.07 1.01 1.09 Significant 0.00262 TPAVSISCLELSNNLEK 6 52352803 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C8] 0.9 1.05 1.268 5.157694817 53.25 0 2333.278668 3 778.4300537 -1.311552379 -0.001020072 73.62910765
NVEGVEEVHELHVWQLAGSR 4 52352803 1xTMT6plex [N-Term] 0.926 8.314754486 76.71 0 2517.30475 4 630.0808105 -1.326081993 -0.000834538 60.3748746

SSVVPCELACR 6 52352803 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C10] 1.121 1.38 1.02 3.969455719 32.04 0 1506.7606 2 753.882019 -2.54760714 -0.001919317 41.33888598
ESALILLQTVPK 6 52352803 2xTMT6plex [N-Term; K12] 0.72 0.8 0.802 3.145693064 28.73 0 1770.114093 3 590.7091064 -0.749405966 -0.000442178 85.97480472AENIPAVVIEIK 6 52352803 2xTMT6plex [N-Term; K12] 1.566 1.117 0.995 3.26209259 26.83 0 1754.082792 3 585.3651733 -1.040846234 -0.000608577 80.94208466LDPADPENPR 12 52352803 1xTMT6plex [N-Term] 1.138 1.086 1.193 3.377388 31.36 0 1352.70076 2 676.8529663 -1.55515756 -0.001051831 27.98850816IIATAHIK 6 52352803 2xTMT6plex [N-Term; K8] 1.282 1.339 1.142 3.220381498 30.81 0 1324.871678 3 442.2955627 0.345099401 0.000152404 43.44965023

QCCGTLPQAPSGK 2 52352803 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C2; C3] 1.381 3.296688318 14.44 0 1861.966459 3 621.3256836 -2.127830354 -0.00132065 34.66265101
10864011 SQRDL sulfide:quinone oxidoreductase, mitochondrial 58472 NP_067022.1 74.66666667 1 34 34 516 450 49.929 9.11 0.75 0.75 0.74 0.75 Significant 0.0000199

KVGAENVAIVEPSER 14 10864011 2xTMT6plex [N-Term; K1] 0.728 0.763 0.71 6.44977951 61.97 1 2056.180275 2 1028.593628 -0.143606389 -0.00014764 40.73701713
RYPNVFGIGDCTNLPTSK 4 10864011 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 1.106 1.243 4.512606144 8.8 1 2497.32735 3 833.1135864 -0.457926613 -0.000381198 66.003433

EGNAIFTFPNTPVK 23 10864011 2xTMT6plex [N-Term; K14] 0.67 0.688 0.65 4.535783768 59.28 0 1993.115883 2 997.0593872 -2.20040188 -0.002192828 73.35795YDGYTSCPLVTGYNR 18 10864011 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.976 1.042 0.917 4.806816578 53.59 0 1994.947943 2 997.9760742 -1.539284527 -0.001535396 49.06380659
KYDGYTSCPLVTGYNR 15 10864011 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.863 0.966 0.816 6.897789478 30.17 1 2352.205838 3 784.7409058 0.989056791 0.000775488 46.80205084

VILAEFDYKAEPLETFPFDQSK 10 10864011 3xTMT6plex [N-Term; K9; K22] 1.803 0.065 0.222 6.312199593 30.89 1 3274.785443 4 819.4517822 -0.044028457 -3.60E-05 102.215553ANIIFNTSLGAIFGVK 16 10864011 2xTMT6plex [N-Term; K16] 1.123 1.297 1.178 4.910480976 41.49 0 2123.262882 3 708.4245605 -1.767844861 -0.0012512 107.7633652VGAENVAIVEPSER 18 10864011 1xTMT6plex [N-Term] 0.87 0.775 0.726 4.844692707 63.27 0 1698.92238 2 849.9644775 -0.41267446 -0.000350551 44.31390007KYADALQEIIQER 20 10864011 2xTMT6plex [N-Term; K1] 0.705 0.863 0.807 5.82865715 41.11 1 2035.158811 3 679.0579834 0.287994878 0.000195372 71.42280018QLSSSGRPTASVIPSGVEWIK 10 10864011 2xTMT6plex [N-Term; K21] 0.898 0.925 0.88 5.554463863 30.5 0 2657.502671 4 665.1312866 0.242932728 0.000161399 70.67646871
YPNVFGIGDCTNLPTSK 20 10864011 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 0.704 0.656 0.735 5.086612225 47.4 0 2341.226239 3 781.0806274 0.465744916 0.000363471 73.34749149

TSPVADAAGWVDVDKETLQHR 28 10864011 2xTMT6plex [N-Term; K15] 0.735 0.734 0.698 7.596027374 53.97 1 2753.462263 3 918.4932251 1.038457293 0.000953118 62.82727653AEPLETFPFDQSK 36 10864011 2xTMT6plex [N-Term; K13] 0.705 0.696 0.727 4.52764082 67.66 0 1967.052614 2 984.0301514 0.209269631 0.000205822 69.74550324TAAAVAAQSGILDR 20 10864011 1xTMT6plex [N-Term] 0.731 0.68 0.702 5.18964386 80.74 0 1572.890686 2 786.9490356 0.069355782 5.45E-05 45.66363147GLPEGFAHPK 22 10864011 2xTMT6plex [N-Term; K10] 0.705 0.718 0.694 3.781330347 39.59 0 1510.87822 2 755.9414063 -1.776284789 -0.001341875 43.93738086YADALQEIIQER 28 10864011 1xTMT6plex [N-Term] 0.638 0.692 0.667 4.591873169 63.32 0 1677.900916 2 839.453186 -1.084938729 -0.00091021 74.43007468ADKQEAVFENLDKPGETQVISYEMLHVTPPMSPPDVLK 2 10864011 4xTMT6plex [N-Term; K3; K13; K38] 0.67 9.329409599 16.91 1 5169.7662 5 1037.957397 -0.623589333 -0.000646757 90.36107624
ADKQEAVFENLDKPGETQVISYEMLHVTPPMSPPDVLK 8 10864011 4xTMT6plex [N-Term; K3; K13; K38]; 2xOxidation [M24; M31] 0.701 0.8 0.711 8.960792542 23.06 1 5201.75603 5 1037.957397 -0.623589333 -0.000646757 90.36107624
ADKQEAVFENLDKPGETQVISYEMLHVTPPMSPPDVLK 6 10864011 4xTMT6plex [N-Term; K3; K13; K38]; 1xOxidation [M31] 0.561 0.73 0.775 9.288619041 27.19 1 5185.761115 5 1037.957397 -0.623589333 -0.000646757 90.36107624

HFYQPIWTLVGAGAK 30 10864011 2xTMT6plex [N-Term; K15] 0.76 0.868 0.724 5.35948801 61.35 0 2146.221352 2 1073.613525 -0.734974866 -0.000788709 83.1710667
VTELNPDKNCIHTDDDEK 22 10864011 3xTMT6plex [N-Term; K8; K18]; 1xCarbamidomethyl [C10] 0.777 0.878 0.902 6.054280281 44.73 1 2830.449598 3 944.1536255 -1.157132477 -0.001091735 39.83818784GYWGGPAFLR 14 10864011 1xTMT6plex [N-Term] 0.8 0.86 0.727 4.145605564 51.72 0 1352.731272 2 676.8686523 -0.919615393 -0.000621996 64.31820307IMYLSEAYFR 24 10864011 1xTMT6plex [N-Term] 0.742 0.732 0.81 4.401130676 59.07 0 1521.797303 2 761.4074097 6.728955243 0.005120053 80.43421826NCIHTDDDEK 6 10864011 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 0.596 0.57 4.272507668 28.06 0 1704.82632 3 568.9472656 0.541712073 0.000307842 19.09059604

VILAEFDYK 14 10864011 2xTMT6plex [N-Term; K9] 0.801 0.794 0.654 3.916688919 49.71 0 1555.913602 2 778.4608765 0.561901179 0.000437135 79.94426288ADLMPFLYWNMMLR 12 10864011 1xTMT6plex [N-Term]; 1xOxidation [M] 1.739 0.657 0.94 3.150056839 22.59 0 2046.021248 3 682.6834717 7.142593987 0.0048713 101.6349361IGSNYSVK 4 10864011 2xTMT6plex [N-Term; K8] 0.671 0.615 3.155831337 37.65 0 1325.782922 2 663.3951416 0.063572342 4.21E-05 37.4663387VTELNPDK 5 10864011 2xTMT6plex [N-Term; K8] 0.465 0.651 3.013525248 27.96 0 1373.804052 2 687.4047241 -1.368461398 -0.000939999 38.19854072TSPVADAAGWVDVDK 3 10864011 2xTMT6plex [N-Term; K15] 0.685 1.012 3.52359581 10.09 0 1989.069327 2 995.0373535 -0.953570961 -0.000948359 66.52084218NLTVNYK 4 10864011 2xTMT6plex [N-Term; K7] 0.712 0.804 3.260500193 35.36 0 1309.788008 2 655.397583 -0.0903233 -5.92E-05 41.09110554
CAGAPQK 6 10864011 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 0.938 0.925 0.89 2.398890734 25.55 0 1189.676349 2 595.3413696 -0.745170893 -0.000443256 20.29771284
LSMYLMK 12 10864011 2xTMT6plex [N-Term; K7] 0.72 0.747 0.705 3.221540928 26.06 0 1343.783122 2 672.3947144 -0.721834533 -0.000484995 71.62460143TISVIMK 12 10864011 2xTMT6plex [N-Term; K7] 0.755 0.692 0.752 3.316100836 36.36 0 1249.795401 2 625.4008179 -0.833894741 -0.000521099 59.09973473KLFHLGMS 12 10864011 2xTMT6plex [N-Term; K1]; 1xOxidation [M7] 0.95 0.877 0.991 2.692301989 24.45 1 1406.823013 3 469.6127014 0.382129125 0.000179196 55.97199585KLFHLGMS 8 10864011 2xTMT6plex [N-Term; K1] 0.788 0.779 0.874 2.583802462 21.27 1 1390.828098 3 469.6127014 0.382129125 0.000179196 55.97199585LFHLGMS 6 10864011 1xTMT6plex [N-Term] 0.545 0.551 0.582 1.843891263 26.72 0 1033.570203 2 517.2883911 -0.675177588 -0.000348922 61.49826659KNLIEVR 4 10864011 2xTMT6plex [N-Term; K1] 1.005 0.839 0.911 2.518914223 2.63 1 1329.861841 3 443.9585876 -0.474974563 -0.00021055 37.84537817284795266 SRPRB signal recognition particle receptor subunit beta 58477 NP_067026.3 49.44649446 1 14 14 126 271 29.684 9.04 1.51 1.46 1.44 1.47 Significant 0.0002

EFEFSQLPLKVEFLECSAK 12 284795266 3xTMT6plex [N-Term; K10; K19]; 1xCarbamidomethyl [C16] 1.633 2.281 1.621 4.920796394 40.97 1 2988.635943 4 747.911438 -4.022104768 -0.003005152 103.1768068
GDVGSADIQDLEK 12 284795266 2xTMT6plex [N-Term; K13] 1.463 1.085 1.451 4.325153351 89.29 0 1804.969279 2 902.9865723 -1.889704601 -0.001705429 49.39520113
AVLLVGLCDSGK 8 284795266 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 2.695 2.246 1.867 4.016662598 73.05 0 1689.997349 2 845.5015869 -0.858854528 -0.000725731 73.14011078

SAAPSTLDSSSTAPAQLGK 10 284795266 2xTMT6plex [N-Term; K19] 1.851 1.458 1.471 6.001283169 95.23 0 2247.223261 2 1124.114624 -0.574025353 -0.000644982 45.02453693AIVFVVDSAAFQR 10 284795266 1xTMT6plex [N-Term] 1.537 1.759 1.53 5.099349976 54.73 0 1651.936908 3 551.3150024 -3.90659943 -0.002151152 83.25010959DTQTSITDSCAVYR 6 284795266 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.758 2.961 1.8 6.110163689 68.31 0 1845.885008 2 923.4452515 -0.965222809 -0.000890845 40.9829183
GKEFEFSQLPLKVEFLECSAK 6 284795266 4xTMT6plex [N-Term; K2; K12; K21]; 1xCarbamidomethyl [C18] 1.544 1.486 5.493987083 27.75 2 3402.915301 4 851.4848022 0.610586568 0.000519444 95.64957968GNSLTLIDLPGHESLR 4 284795266 1xTMT6plex [N-Term] 1.452 1.641 5.851053715 36.3 0 1951.081005 3 651.0313721 -0.739281997 -0.0004808 63.1271412NTPSFLIACNK 12 284795266 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.725 1.579 1.66 4.408597946 50.96 0 1722.961298 2 861.9827881 -1.740008977 -0.001498984 59.6182295
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EFEFSQLPLK 12 284795266 2xTMT6plex [N-Term; K10] 0.963 1.196 1.114 4.144796371 45.62 0 1695.972179 2 848.4887695 -1.130347256 -0.000958519 83.38318393
VEFLECSAK 6 284795266 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 0.998 0.996 1.034 3.510580301 49.7 0 1540.844536 2 770.9247437 -1.509441905 -0.001162908 57.33463723
LIQQQLEK 12 284795266 2xTMT6plex [N-Term; K8] 1.514 1.382 1.264 3.622531891 39.78 0 1457.909185 2 729.4586792 0.614852041 0.000448199 48.83396398GKEFEFSQLPLK 4 284795266 3xTMT6plex [N-Term; K2; K12] 1.294 1.66 2.686190844 8.47 1 2110.251538 4 528.3184814 0.264315054 0.000139443 70.11363989LLTGLYR 12 284795266 1xTMT6plex [N-Term] 1.699 2.127 2.446 2.318193197 30.88 0 1064.666547 2 532.8361816 -1.371282638 -0.000729979 57.5383035610864017 ENOPH1 enolase-phosphatase E1 isoform 1 58478 NP_067027.1 27.96934866 1 5 5 46 261 28.914 4.78 0.84 0.87 0.94 0.88 Significant 0.00112 LLFGHSTEGDILELVDGHFDTK 8 10864017 2xTMT6plex [N-Term; K22] 0.859 0.772 0.963 8.357505798 65.08 0 2901.539844 4 726.1390381 -1.903053739 -0.001380447 97.65099668DILFPYIEENVK 18 10864017 2xTMT6plex [N-Term; K12] 0.835 0.889 0.902 3.900438309 42.69 0 1938.098836 3 646.7047119 0.384950537 0.000248691 91.15018134AEFFADVVPAVR 10 10864017 1xTMT6plex [N-Term] 0.893 0.857 1.109 4.264707565 37.39 0 1549.857595 2 775.4328003 0.470582549 0.000364668 81.751096IADSIGCSTNNILFLTDVTR 4 10864017 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.354 1.246 1.737 2.286426306 13.63 0 2439.27509 2 1220.139648 -1.25851939 -0.001534937 90.0512993VESESYR 6 10864017 1xTMT6plex [N-Term] 0.884 0.909 1 2.888242483 29.76 0 1098.562869 2 549.7841797 -1.626274699 -0.000893283 17.6484764711034845 RPRD1B regulation of nuclear pre-mRNA domain-containing protein 1B 58490 NP_067038.1 49.38650307 1 9 12 96 326 36.877 5.97 1.52 1.39 1.39 1.43 Significant 0.000913

KLTFLYLANDVIQNSK 12 11034845 3xTMT6plex [N-Term; K1; K16] 1.709 1.935 2.135 6.022170544 42.56 1 2554.521171 3 852.1784668 -0.126704518 -0.00010789 100.9094722LTFLYLANDVIQNSK 6 11034845 2xTMT6plex [N-Term; K15] 1.204 1.346 1.163 4.449593544 56.97 0 2197.263276 3 733.0928345 0.306889928 0.000224773 111.5584026ALQDLENAASGDATVR 10 11034845 1xTMT6plex [N-Term] 1.193 1.463 1.363 5.329734325 65.26 0 1859.966035 2 930.4855957 -1.140012081 -0.001060192 55.19459056LSELSNSQQSVQTLSLWLIHHR 4 11034845 1xTMT6plex [N-Term] 1.095 1.998 5.378546238 36.53 0 2805.520891 4 702.1359863 0.436401135 0.000306083 89.99377719SVYGGEFIQQLK 10 11034845 2xTMT6plex [N-Term; K12] 1.643 1.501 1.74 4.922064781 58.31 0 1827.041656 2 914.0236206 -0.925736453 -0.00084568 68.35545131IASLPQEVQDVSLLEK 14 11034845 2xTMT6plex [N-Term; K16] 1.319 1.455 1.173 5.040422916 44.33 0 2227.29497 2 1114.149902 -1.096290583 -0.001220881 85.26875425EFESVLVDAFSHVAR 14 11034845 1xTMT6plex [N-Term] 1.306 1.437 1.492 6.928616047 82.82 0 1935.017343 3 645.6782227 1.432648013 0.000924066 97.06600994SHIQSLPDLSLLPNVTGGLAPLPSAGDLFSTD 4 11034845 1xTMT6plex [N-Term] 100 1.865 5.603205204 18.63 0 3461.83653 3 1154.616333 -0.602156267 -0.000694856 112.0301226LAAELEDR 4 11034845 1xTMT6plex [N-Term] 0.541 1.43 3.19396472 39.43 0 1145.636369 2 573.3215942 -0.398672258 -0.000228367 39.07883949LLNIWQER 6 11034845 1xTMT6plex [N-Term] 1.251 1.09 1.373 3.044708252 30.59 0 1300.757487 2 650.8790283 -5.15604134 -0.00335338 69.29610733EADEGCK 6 11034845 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.362 1.1 1.374 2.497992277 21.2 0 1266.640023 2 633.8236694 0.030890535 1.96E-05 18.42548489
ITDKEAAER 6 11034845 2xTMT6plex [N-Term; K4] 1.807 1.761 1.324 3.297847986 6.17 1 1490.857878 3 497.6241455 0.003517061 1.75E-06 24.6207308524308263 PRUNE protein prune homolog isoform 1 58497 NP_067045.1 12.58278146 1 4 4 20 453 50.168 5.5 1.01 0.99 0.95 0.98 Significant 0.000322 SDTALEEAVAEVLDHRPIEPK 6 24308263 2xTMT6plex [N-Term; K21] 0.892 1.148 1.05 7.036249161 26.79 0 2777.508544 4 695.1365967 5.765133931 0.004003177 96.91547129TTEAEEVFVPVLNIK 6 24308263 2xTMT6plex [N-Term; K15] 1.29 0.95 1.056 4.382543087 37.23 0 2147.236392 3 716.4176636 0.952425482 0.000681694 88.95019882LEALFPDLPK 6 24308263 2xTMT6plex [N-Term; K10] 0.913 0.97 3.322860956 25.12 0 1600.971451 3 534.3279419 -1.360933953 -0.000726272 92.35721568ILQGAPEILDR 2 24308263 1xTMT6plex [N-Term] 0.765 2.503126144 4.74 0 1453.857595 2 727.4321289 -0.421937817 -0.000306719 63.77587318226509740 SCAF1 splicing factor, arginine/serine-rich 19 58506 NP_067051.2 5.945121951 1 5 6 18 1312 139.186 9.25 1.04 1 0.91 0.98 Significant 0.00152 AQELIQATNQILSHR 4 226509740 1xTMT6plex [N-Term] 0.781 1.175 5.318419456 57.35 0 1951.092239 3 651.0351563 -0.678214988 -0.000441087 75.59492639GAVPPSIQDLTDHDLFAIK 2 226509740 2xTMT6plex [N-Term; K19] 1.176 4.961943626 31.79 0 2495.390995 3 832.4686279 0.134307234 0.000111716 89.28692905APAPAPPPSGSTSCGDR 4 226509740 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.269 1.136 3.548290491 34.61 0 1853.901327 2 927.4533691 -1.0060615 -0.000932569 23.53477518MEEANLASR 4 226509740 1xTMT6plex [N-Term] 0.679 0.419 2.906099081 26.58 0 1249.640802 2 625.3242798 0.384862844 0.00024047 27.41999383SGEINPVK 2 226509740 2xTMT6plex [N-Term; K8] 1.357 2.826945305 19.89 0 1301.782922 2 651.3951416 0.064744378 4.21E-05 32.66070981GGPGLPLPPL 2 226509740 1xTMT6plex [N-Term] 1.03 2.055191994 18.73 0 1146.708411 2 573.8572998 -0.949160758 -0.000544205 84.7218864155741709 RBM25 RNA-binding protein 25 58517 NP_067062.1 24.6737841 1 21 21 105 843 100.124 6.32 1.38 1.41 1.25 1.34 Significant 0.00133 LLAEGHPDPDAELQR 2 55741709 1xTMT6plex [N-Term] 1.013 3.624596596 17.99 0 1889.991856 3 630.6685791 -0.355544025 -0.000223992 39.09455394LQAFGFCEYKEPESTLR 8 55741709 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.406 1.564 1.832 5.085066795 26.31 1 2533.316116 3 845.1107178 0.585734367 0.000494617 68.75541328

KLPVDSVFNKFEDEDSDDVPR 6 55741709 3xTMT6plex [N-Term; K1; K10] 0.883 1.367 1.118 6.782247066 29.21 2 3138.65622 4 785.4185181 -1.267276215 -0.000994386 73.67247677FEDEDSDDVPR 6 55741709 1xTMT6plex [N-Term] 1.408 0.76 100 3.691986561 46 0 1552.696462 2 776.8513184 -0.709656573 -0.000550941 31.57078445EYSSELNAPSQESDSHPR 6 55741709 1xTMT6plex [N-Term] 1.581 1.587 1.698 6.150703907 61.56 0 2262.047198 3 754.6872559 0.007045885 5.31E-06 23.50904468RFPVAPLIPYPLITK 10 55741709 2xTMT6plex [N-Term; K15] 1.24 1.323 1.254 5.34630394 21.55 1 2183.372039 3 728.4611816 -1.39549196 -0.001015626 101.3947377DREEDEEDAYER 6 55741709 1xTMT6plex [N-Term] 1.751 1.434 1.465 6.414522648 48.79 1 1784.777231 3 595.5969238 -0.567637018 -0.000337702 16.3508535EDINAIEMEEDKR 4 55741709 2xTMT6plex [N-Term; K12] 1.299 1.367 5.347486496 41.09 1 2050.052691 3 684.0223999 -0.021591137 -1.48E-05 47.1179309LLHDLQIGEK 6 55741709 2xTMT6plex [N-Term; K10] 1.379 1.373 1.351 3.73160243 29.36 0 1623.983413 3 541.9991455 -0.326115746 -0.000176536 60.07411692GAIEVLIR 6 55741709 1xTMT6plex [N-Term] 1.627 1.22 1.146 3.113207102 38.21 0 1099.70366 2 550.3553467 -0.22154207 -0.000121815 66.06073378GTVNTEEK 6 55741709 2xTMT6plex [N-Term; K8] 1.436 1.643 1.2 3.472012758 37.23 0 1335.752016 2 668.3795776 -0.102853345 -6.87E-05 20.19905641EKEAAYQER 4 55741709 2xTMT6plex [N-Term; K2] 2.023 2.145 3.536695957 14.28 1 1581.863692 3 527.9589233 -0.932375196 -0.00049163 18.08866458EKEELEEIR 6 55741709 2xTMT6plex [N-Term; K2] 1.637 1.411 3.650856256 6.09 1 1632.920872 3 544.9779663 -0.93479987 -0.000508818 36.726524LPVDSVFNKFEDEDSDDVPR 1 55741709 2xTMT6plex [N-Term; K9] 1.555 2.758547068 1 2781.398325 3 927.8060303 1.874093425 0.001737533 79.46205652LKEFLEDYDDDRDDPK 2 55741709 3xTMT6plex [N-Term; K2; K16] 1.325 3.071129799 8.18 2 2700.397152 4 675.8526001 -3.177828627 -0.00214535 65.24589432MEQEAER 4 55741709 1xTMT6plex [N-Term] 1.447 1.82 2.658374071 23.71 0 1121.545839 2 561.2744141 -3.822888776 -0.002143772 16.26526584AQLDEWK 6 55741709 2xTMT6plex [N-Term; K7] 1.133 1.277 1.162 2.689159393 27.09 0 1347.767272 2 674.3861694 -1.63974364 -0.001104996 46.2234914EDINAIEMEEDKR 3 55741709 2xTMT6plex [N-Term; K12]; 1xOxidation [M8] 1.306 1.33 1.066 2.008523941 1 2066.047606 3 684.0223999 -0.021591137 -1.48E-05 47.1179309VQGASGK 4 55741709 2xTMT6plex [N-Term; K7] 1.503 1.7 1.976384282 11.69 0 1104.677729 2 552.8430786 1.04243666 0.000575778 19.35749097RDREEDEEDAYER 1 55741709 1xTMT6plex [N-Term] 1.457 1.959840059 2 1940.878342 4 485.9751282 0.175443924 8.51E-05 15.34503012EAAYQER 6 55741709 1xTMT6plex [N-Term] 1.309 1.747 1.42 2.37667942 18.19 0 1095.563204 2 548.2854004 0.292517354 0.000160236 100.9094853LVPLDYGEDDKNATK 2 55741709 3xTMT6plex [N-Term; K11; K15] 0.89 1.03 2.739866257 1 2365.321802 3 789.1096191 -3.170032982 -0.002499383 57.69042561151301215 WIZ protein Wiz 58525 NP_067064.2 4.534005038 1 2 2 7 794 85.327 9.06 1.05 1.16 1.34 1.18 Significant 0.00506 AADGGERPLAASPPGTVK 5 151301215 2xTMT6plex [N-Term; K18] 1.053 1.158 1.403 4.965257168 25.15 0 2152.212637 3 718.0776367 2.657574884 0.001906555 35.75088895VRPVPSLVPRPPQTSLVK 2 151301215 2xTMT6plex [N-Term; K18] 1.312 6.594946384 16.17 0 2428.516805 4 607.8839111 -1.231397182 -0.000747617 59.7043876324308273 ABRACL costars family protein ABRACL 58527 NP_067066.1 16.04938272 1 1 1 20 81 9.051 6.29 0.97 0.86 0.93 0.92 Significant 0.00122
CANLFEALVGTLK 20 24308273 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C1] 0.967 0.855 0.927 4.823505878 60.41 0 1894.087226 2 947.5483398 1.149280493 0.001088419 109.9786095

10880989 RAB18 ras-related protein Rab-18 isoform 1 22931 NP_067075.1 51.94174757 1 9 9 76 206 22.963 5.24 1.5 1.59 1.49 1.53 Significant 0.000434 GAQGVILVYDVTR 7 10880989 1xTMT6plex [N-Term] 1.379 1.055 1.123 4.332050323 40.45 0 1619.931822 2 810.4675293 -2.494028573 -0.002020078 64.4484109ILIIGESGVGK 16 10880989 2xTMT6plex [N-Term; K11] 1.432 1.559 1.437 4.183413506 55.08 0 1543.98235 2 772.4938965 -1.187792885 -0.000916966 71.28090295LDNWLNELETYCTR 12 10880989 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.991 3.298 2.045 4.390741825 54.41 0 2056.000706 2 1028.503906 -0.082947442 -8.53E-05 91.41890264
TCDGVQCAFEELVEK 10 10880989 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C2; C7] 1.974 2.147 1.803 4.222347736 31.89 0 2243.108826 3 748.3724365 -2.705909592 -0.002023217 80.55672495LAIWDTAGQER 10 10880989 1xTMT6plex [N-Term] 1.183 1.303 1.449 3.373292685 39.84 0 1488.800808 2 744.9035645 -0.641948704 -0.000477867 57.0861272NDIVNMLVGNK 6 10880989 2xTMT6plex [N-Term; K11] 1.828 1.886 1.731 2.968538523 34.27 0 1674.961297 3 558.9917603 -0.340126236 -0.000189899 77.1065317IIQTPGLWESENQNK 4 10880989 2xTMT6plex [N-Term; K15] 1.457 2.226 3.735470057 42.3 0 2215.212303 2 1108.107544 -2.027615759 -0.0022458 67.14591552TISVDGNK 6 10880989 2xTMT6plex [N-Term; K8] 1.554 1.715 1.688 3.219646692 31.73 0 1291.762187 2 646.3842773 -0.703513781 -0.000454386 31.6999928EVDRNEGLK 5 10880989 2xTMT6plex [N-Term; K9] 1.711 1.875 1.755 2.606867552 4.32 1 1517.868777 3 506.627533 -0.481881608 -0.000243811 22.8031744311037061 C21orf59 UPF0769 protein C21orf59 56683 NP_067077.1 2.413793103 1 1 1 3 290 33.203 7.44 0.7 1.22 1.17 1.03 Significant 0.0249 DALDQLR 3 11037061 1xTMT6plex [N-Term] 0.703 1.217 1.172 25.98 0 1059.599589 2 530.3035889 0.294360604 0.000155952 34.4389754631377720 PLEKHA1 pleckstrin homology domain-containing family A member 1 isoform 1 59338 NP_067635.2 10.3960396 1 3 3 14 404 45.525 8.56 0.83 0.76 0.89 0.83 Significant 0.00206

TFYVQADSPEEMHSWIK 2 31377720 2xTMT6plex [N-Term; K17] 0.742 4.47976923 28.47 0 2526.273917 3 842.7630005 0.210371029 0.000177152 69.70375036SASSEHPPGPSESK 6 31377720 2xTMT6plex [N-Term; K14] 0.893 0.791 0.825 4.382994652 40.78 0 1854.959777 3 618.9915771 0.216438824 0.000133828 20.22005793DNLFEIVTTSR 6 31377720 1xTMT6plex [N-Term] 0.606 0.768 1.105 3.833328962 40.58 0 1523.826688 2 762.4174194 0.573475445 0.000436939 71.8540272111055992 SCPEP1 retinoid-inducible serine carboxypeptidase precursor 59342 NP_067639.1 25.44247788 1 11 11 63 452 50.798 5.81 1.13 1.31 1.25 1.23 Significant 0.00185
AEMIIEQNTDGVNFYNILTK 8 11055992 2xTMT6plex [N-Term; K20] 1.209 1.271 1.159 4.472833633 32.4 0 2771.468988 3 924.4945679 0.058738987 5.43E-05 96.19383702VAEQVLNAVNK 8 11055992 2xTMT6plex [N-Term; K11] 1.31 1.271 1.319 4.486789703 74.41 0 1642.989227 2 821.9979248 -0.397763183 -0.00032676 62.64061062EFQTVPFYIFSESYGGK 6 11055992 2xTMT6plex [N-Term; K17] 1.469 1.433 1.278 4.620865345 35.19 0 2457.274234 3 819.7634888 0.683150692 0.000559563 96.98983669NLAFYWILK 10 11055992 2xTMT6plex [N-Term; K9] 1.668 1.463 1.361 3.887776613 52.34 0 1625.981956 2 813.4945679 -0.059839417 -4.86E-05 103.8365633SLETSAFVK 6 11055992 2xTMT6plex [N-Term; K9] 1.33 1.451 1.155 4.347151756 55.04 0 1439.851002 2 720.428772 -0.510104647 -0.000367237 51.51005014EATELWGK 6 11055992 2xTMT6plex [N-Term; K8] 1.224 1.255 1.334 3.267321825 38.22 0 1391.793487 2 696.4003296 -0.075011353 -5.22E-05 50.27526936DALSQLMNGPIR 2 11055992 1xTMT6plex [N-Term] 0.763 2.942019939 1.95 0 1543.846378 3 515.2863159 -1.284769082 -0.000661162 61.11965548LKWPELPK 8 11055992 3xTMT6plex [N-Term; K2; K8] 1.133 1.464 1.607 3.365006685 7.76 1 1698.092125 3 566.7025757 0.617864465 0.00034973 67.95702508

TFFSCHK 4 11055992 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.069 1.225 3.152935266 13.66 0 1384.744763 3 462.2520752 -2.231952158 -0.001030228 39.36773786
GLAEVSK 3 11055992 2xTMT6plex [N-Term; K7] 0.855 1.08 1.726781487 10.36 0 1161.724345 2 581.3651123 -1.202411425 -0.000698435 34.39851925ALYSDPK 2 11055992 2xTMT6plex [N-Term; K7] 1.373 2.214418888 14.93 0 1251.73491 2 626.3705444 -0.87660159 -0.000548636 48.14184127

11055998 GNB4 guanine nucleotide-binding protein subunit beta-4 59345 NP_067642.1 46.76470588 1 4 10 127 340 37.543 6 1.42 1.13 1.45 1.33 Significant 0.00581
ADQELLLYSHDNIICGITSVAFSK 6 11055998 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 2.259 1.819 6.799646854 39.58 0 3152.670207 3 1051.559448 -2.034850783 -0.002138404 99.846888

LIIWDSYTTNK 22 11055998 2xTMT6plex [N-Term; K11] 1.051 1.055 1.111 4.141233921 42.28 0 1812.030757 2 906.519043 0.028916452 2.62E-05 76.07272216VSCLGVTDDGMAVATGSWDSFLR 2 11055998 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 100 5.031675816 64.95 0 2673.285003 3 891.7648926 -1.824843075 -0.001626109 91.78517861
LLLAGYDDFNCNVWDTLK 7 11055998 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 1.189 1.193 1.452 5.021156311 49.66 0 2615.357981 3 872.4567261 -0.900843158 -0.000785342 106.5786289

ELPGHTGYLSCCR 22 11055998 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C12] 1.721 1.558 1.592 4.830462456 43.48 0 1778.85154 2 889.9284058 -1.127332167 -0.001002678 31.0120696
SSWVMTCAYAPSGNYVACGGLDNICSIYNLK 10 11055998 2xTMT6plex [N-Term; K31]; 3xCarbamidomethyl [C7; C18; C25] 0.851 100 3.067 5.105817318 39.76 0 3929.873493 3 1310.629517 0.128140178 0.000167858 94.07675353

TFVSGACDASSK 2 11055998 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 0.989 2.927625656 10.94 0 1687.872542 2 844.4398804 -0.034320016 -2.90E-05 34.28045403
LLVSASQDGK 34 11055998 2xTMT6plex [N-Term; K10] 1.174 1.19 1.319 4.177800179 52.2 0 1475.883365 2 738.4454346 0.154484176 0.000114 44.37981819AGVLAGHDNR 18 11055998 1xTMT6plex [N-Term] 0.943 0.931 0.977 4.368934155 53.09 0 1238.680299 3 413.5646973 -0.613986616 -0.000253511 19.12324581QEAEQLR 4 11055998 1xTMT6plex [N-Term] 1.182 0.912 2.702323914 37.67 0 1102.605403 2 551.8062134 -0.229186422 -0.000126351 18.10966341311771772 PDLIM2 PDZ and LIM domain protein 2 isoform 2 64236 NP_067643.3 3.322259136 1 2 2 13 602 62.707 10.9 1.09 0.66 0.93 0.89 Significant 0.0192 TYTESQSSLR 6 311771772 1xTMT6plex [N-Term] 1.45 0.549 100 4.111888409 49.86 0 1400.721889 2 700.8649292 0.494600993 0.000346399 21.46681309YSAPATLSSR 7 311771772 1xTMT6plex [N-Term] 1.057 0.695 0.642 3.950088501 34.59 0 1281.700031 2 641.3528442 -1.26361348 -0.000809787 29.21697033145275185 C12orf10 UPF0160 protein MYG1, mitochondrial precursor 60314 NP_067653.3 34.57446809 1 10 10 60 376 42.434 6.67 1.28 1.24 1.29 1.27 Significant 0.000145

FQVDPSGEIVELAK 6 145275185 2xTMT6plex [N-Term; K14] 1.384 1.303 1.449 4.464869976 69.59 0 1990.126114 2 995.5650024 -1.70113701 -0.001692739 76.54980068LNPTWNHPDQDTEAGFK 6 145275185 2xTMT6plex [N-Term; K17] 1.072 0.963 0.953 5.079385281 53.24 0 2428.229744 3 810.081604 0.212089371 0.000171667 49.29959885SFTETMSSLSPGKPWQTK 8 145275185 3xTMT6plex [N-Term; K13; K18] 1.762 1.051 1.35 4.601445675 19.4 0 2699.468149 3 900.4881592 -6.751178355 -0.006074864 69.14834707LLAQLLGTSEEDSMVGTLYDK 6 145275185 2xTMT6plex [N-Term; K21] 1.293 1.138 1.495 5.406995773 77.86 0 2741.468319 3 914.4937134 -0.63175754 -0.000577314 109.8860087ALVEEALAQR 10 145275185 1xTMT6plex [N-Term] 1.713 1.181 1.363 4.018092632 42.63 0 1328.773531 2 664.890686 0.425016227 0.000282375 52.69451594AMDLVQEEFLQR 4 145275185 1xTMT6plex [N-Term] 1.187 1.284 3.469816685 17.15 0 1707.893722 3 569.9686279 -1.400257467 -0.000797164 72.07091387YALTTTLSAR 6 145275185 1xTMT6plex [N-Term] 0.99 1.408 1.607 4.081037521 33.42 0 1325.762632 2 663.3847046 -0.376470343 -0.000249555 46.66072592LDFYQHSWLPAR 4 145275185 1xTMT6plex [N-Term] 1.197 1.245 3.9761343 23.51 0 1761.927405 3 587.9802856 -0.625330194 -0.000367262 64.37179564EPHSFQSR 6 145275185 1xTMT6plex [N-Term] 1.317 1.642 1.312 2.858233213 21.31 0 1216.627201 3 406.2140503 0.326089131 0.000132243 17.1763187LPLPEPWR 4 145275185 1xTMT6plex [N-Term] 1.371 1.234 2.677937508 15.24 0 1236.730209 2 618.8687744 0.050737117 3.14E-05 71.6174898917978477 VPS11 vacuolar protein sorting-associated protein 11 homolog isoform 1 55823 NP_068375.3 7.438894793 1 5 5 19 941 107.74 7.05 1.12 0.73 0.91 0.92 Significant 0.0147
AFLEHMSEVQPDSPQGIYDTLLELR 4 17978477 1xTMT6plex [N-Term] 0.508 0.493 5.004674911 18.57 0 3117.576416 3 1039.865967 2.22309246 0.00231022 103.4539662IHNLTAYLQTLHR 4 17978477 1xTMT6plex [N-Term] 0.924 1.104 5.591706276 42.88 0 1809.033267 4 453.0133362 -0.968812165 -0.000438153 63.94756454LHAEAISLLK 2 17978477 2xTMT6plex [N-Term; K10] 0.756 3.742651224 26.95 0 1552.982685 3 518.3319092 -0.972554911 -0.000503454 59.01666554ILMHHIPEQTTQLLK 2 17978477 2xTMT6plex [N-Term; K15] 0.635 3.137605906 4.74 0 2260.325165 4 565.8363647 -0.679333951 -0.000383879 62.02661281AFLEHMSEVQPDSPQGIYDTLLELR 1 17978477 1xTMT6plex [N-Term]; 1xOxidation [M6] 100 3.405330896 0 3133.571331 3 1039.865967 2.22309246 0.00231022 103.4539662VHALQEK 6 17978477 2xTMT6plex [N-Term; K7] 1.173 0.697 0.727 2.636676311 12.86 0 1282.788342 3 428.2672729 -0.839165986 -0.000358824 34.25166165150417973 SVIL supervillin isoform 2 6840 NP_068506.2 10.47877145 1 19 19 73 2214 247.593 6.98 0.83 0.86 0.81 0.83 Significant 0.000304 VTIHECDEGSEPLGFWDALGR 4 150417973 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.076 0.642 5.130684376 30.57 0 2617.255417 3 873.0880737 -2.196701383 -0.001916443 76.44900163TPTGEGLLDSPSK 6 150417973 2xTMT6plex [N-Term; K13] 0.636 0.948 0.695 4.153957367 74.09 0 1759.984201 2 880.494873 -0.98360329 -0.000865563 46.89684186AAEFGEPTSEQTGTAAGK 2 150417973 2xTMT6plex [N-Term; K18] 0.794 4.35753727 44.47 0 2210.134112 3 737.382019 -1.180100827 -0.000869394 38.82606485DASSLYPGTETMGLR 2 150417973 1xTMT6plex [N-Term] 0.586 4.501956463 61.58 0 1826.91558 2 913.9622192 0.866091778 0.000791138 52.2279782ANPPITHLGDEPK 5 150417973 2xTMT6plex [N-Term; K13] 0.733 0.774 0.908 3.862564564 34.45 0 1847.042719 3 616.352356 -0.110408332 -6.80E-05 39.23357818GAQVQVLQGK 4 150417973 2xTMT6plex [N-Term; K10] 0.877 0.912 3.351515532 39.88 0 1485.915333 2 743.4603882 -1.234008945 -0.000916816 42.08187598EVMKPDDDETFAK 6 150417973 3xTMT6plex [N-Term; K4; K13] 1.067 0.797 0.918 4.860945225 20.12 0 2212.177446 3 738.0626221 -1.868479886 -0.001377803 56.51411507ASELATLIQTK 4 150417973 2xTMT6plex [N-Term; K11] 0.77 0.696 4.167962551 20.91 0 1632.993643 3 545.0029297 0.362917824 0.000197548 72.98859324FSSSIENSDSPVR 2 150417973 1xTMT6plex [N-Term] 0.686 3.725732803 44.15 0 1653.828145 2 827.4177246 0.01679059 1.39E-05 48.10115739GTTPVSKPLEDIEARPDMQLESDLK 2 150417973 3xTMT6plex [N-Term; K7; K25] 0.672 3.103809357 0.11 0 3456.886296 4 864.9715576 -6.33386793 -0.005473865 69.2771797ESQMTIEER 4 150417973 1xTMT6plex [N-Term] 0.794 1.511 3.603061438 20.26 0 1351.672496 2 676.338562 -1.95948839 -0.001324293 23.58832072LTEHNETILFK 2 150417973 2xTMT6plex [N-Term; K11] 0.801 3.102177858 10.34 0 1803.041656 3 601.6859131 0.848598149 0.000510019 56.69962228EYGETESK 4 150417973 2xTMT6plex [N-Term; K8] 0.587 0.861 3.442004204 33.57 0 1400.730946 2 700.8684082 -1.004064167 -0.000703212 35.3248514REEEEENVQSEWR 4 150417973 1xTMT6plex [N-Term] 100 0.894 3.626157284 12.5 1 1948.919813 3 650.3111572 -0.459121153 -0.000298263 24.56500057LTSSVAEHK 4 150417973 2xTMT6plex [N-Term; K9] 0.989 0.819 3.270927429 29.41 0 1429.8415 3 477.2850952 -0.536664706 -0.000255782 28.38222399KEPDAVEK 4 150417973 3xTMT6plex [N-Term; K1; K8] 0.76 0.851 3.321176767 10.86 1 1602.966984 3 534.9935913 -0.475957538 -0.000254315 29.28821175LLEEDTPR 2 150417973 1xTMT6plex [N-Term] 1.026 2.683396339 11.94 0 1201.662583 2 601.335083 0.254718445 0.000153043 35.49700396LMLLQIK 6 150417973 2xTMT6plex [N-Term; K7] 0.767 1.449 0.925 2.902597189 30.44 0 1316.873986 2 658.9404297 -0.306206216 -0.000201617 83.8687481DQTNEGK 6 150417973 2xTMT6plex [N-Term; K7] 0.782 0.963 0.761 2.903320313 27.3 0 1249.678851 2 625.3422241 -1.343959539 -0.000839759 16.2989313182546830 EXOC4 exocyst complex component 4 isoform a 60412 NP_068579.3 26.38603696 1 22 22 101 974 110.429 6.49 1.02 0.97 0.95 0.98 Significant 0.000451 DASVPLIDVTNLPTPR 8 82546830 1xTMT6plex [N-Term] 0.982 1.014 5.015283585 63.84 0 1937.090507 2 969.0487061 -0.192004774 -0.000185965 78.16009005TASEPSAQLSYASTGR 6 82546830 1xTMT6plex [N-Term] 0.879 1.181 1.25 4.711705685 76.4 0 1854.939486 2 927.9730835 -0.321146764 -0.000297854 32.28008793SQTGVGELTTQNTR 6 82546830 1xTMT6plex [N-Term] 0.558 1.07 1.004 4.524512768 57.55 0 1720.902707 2 860.9535522 -1.672859135 -0.001439414 27.47974438ESEVLIGNLGDK 2 82546830 2xTMT6plex [N-Term; K12] 0.97 4.116755009 50.62 0 1731.989286 2 866.4941406 -4.781421032 -0.004140685 59.82433723STTQVADSGYQR 6 82546830 1xTMT6plex [N-Term] 0.834 1.25 4.795760155 62.34 0 1541.775715 2 771.3917847 0.374455202 0.000288663 18.13638797DISAIEEAMSASLQQHK 6 82546830 2xTMT6plex [N-Term; K17] 1.228 0.839 0.892 5.534955025 67.06 0 2316.226967 3 772.7467651 -0.528626884 -0.00040814 82.90186131FIQEIEHALGLGPAK 12 82546830 2xTMT6plex [N-Term; K15] 0.994 0.985 1.103 5.103553295 57.39 0 2081.215932 3 694.4108887 1.04792376 0.000726985 106.8565952FLDTSHYSTAGSSSVR 2 82546830 1xTMT6plex [N-Term] 0.927 3.547504187 15.11 0 1943.966035 3 648.6593628 -1.286051839 -0.000833347 38.26140918TLSTSDDVEDRENEK 6 82546830 2xTMT6plex [N-Term; K15] 0.964 0.536 0.816 4.243846893 11.43 1 2196.103206 3 732.7050781 -1.149615826 -0.000841558 28.36351757NITVIFHPLLR 2 82546830 1xTMT6plex [N-Term] 0.93 3.612959146 11.7 0 1551.957249 3 517.9909058 0.589516984 0.000304968 74.62536614EIICEQAAIK 4 82546830 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 0.879 0.865 3.51807642 25.85 0 1632.939499 2 816.9735718 0.225038765 0.000183737 49.96611802

LWIEGIEHK 4 82546830 2xTMT6plex [N-Term; K9] 1.02 0.882 3.872557878 24.67 0 1582.935734 3 528.3161011 -1.253681562 -0.000661499 65.42867013EFAAFFAK 4 82546830 2xTMT6plex [N-Term; K8] 0.977 1.105 3.445657492 44.14 0 1388.797844 2 694.9022217 -0.487753223 -0.000338695 83.17766764REEEEDFIR 4 82546830 1xTMT6plex [N-Term] 0.658 0.918 4.078246593 29.32 1 1451.732788 3 484.5822449 -0.417873636 -0.000202214 26.09298522GIVQSEEK 4 82546830 2xTMT6plex [N-Term; K8] 1.249 0.993 2.88108325 31.43 0 1347.788402 2 674.3977051 -0.198861891 -0.000134012 28.92192537
VHCFHYLIPLAK 2 82546830 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 1.175 2.49158144 5.7 0 1956.129366 4 489.7866211 -2.408529355 -0.001177849 62.01977371EADLDFAR 6 82546830 1xTMT6plex [N-Term] 1.327 0.959 0.966 2.923168898 23.42 0 1165.605068 2 583.3050537 -1.919748108 -0.001118834 50.41953445ISESGIK 4 82546830 2xTMT6plex [N-Term; K7] 1.072 1.042 2.932659388 26.06 0 1191.73491 2 596.3706665 -0.715874127 -0.000426566 35.65168691LEEAYEK 2 82546830 2xTMT6plex [N-Term; K7] 1.209 2.350805998 12.11 0 1339.750953 2 670.378418 -1.040583324 -0.000697061 38.21652729EIEGVTK 6 82546830 2xTMT6plex [N-Term; K7] 1.051 0.827 0.884 2.838089228 34.89 0 1233.745474 2 617.3746338 -2.823290499 -0.001741611 34.60386118EGNYAIVANVESMDYDPLVVK 1 82546830 2xTMT6plex [N-Term; K21] 0.953 2.85471344 0 2784.453003 3 928.8235474 1.108188876 0.001028567 88.76651232

ENLLSCK 4 82546830 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.973 1.058 2.777721405 26.75 0 1321.754993 2 661.3803101 -1.248198661 -0.000824906 43.48813074
16950603 MRPS35 28S ribosomal protein S35, mitochondrial isoform 1 precursor 60488 NP_068593.2 45.82043344 1 10 10 69 323 36.821 8.24 0.96 0.94 0.98 0.96 Significant 0.000145

SKTEADMEEYIWENSSSER 6 16950603 2xTMT6plex [N-Term; K2] 1.5 1.065 0.966 4.962528706 41.76 1 2749.30271 3 917.1036987 -2.243146443 -0.002055696 55.71365155NILETLLQMK 12 16950603 2xTMT6plex [N-Term; K10] 0.962 0.897 1.181 4.892508984 59.4 0 1661.007185 2 831.0076904 0.553549306 0.000459725 110.5591249HFPIEIDSTDYVSSGPSVR 6 16950603 1xTMT6plex [N-Term] 0.813 0.946 0.941 6.173365116 56.34 0 2335.176756 3 779.0638428 0.093796031 7.30E-05 59.86737755DFCTEWPAALDSDEK 4 16950603 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 1.273 1.242 4.242070198 44.01 0 2242.07382 3 748.0294189 -0.052078599 -3.89E-05 68.59624155
MAVDQDWPSVYPVAAPFKPSAVPLPVR 14 16950603 2xTMT6plex [N-Term; K18]; 1xOxidation [M1] 1.116 1.431 1.223 4.688183308 27.74 0 3411.853925 3 1137.952881 -2.882855507 -0.003278627 94.7224035MAVDQDWPSVYPVAAPFKPSAVPLPVR 8 16950603 2xTMT6plex [N-Term; K18] 0.891 1.158 5.009969711 22.21 0 3395.85901 3 1137.952881 -2.882855507 -0.003278627 94.7224035NEEENENSISQYK 4 16950603 2xTMT6plex [N-Term; K13] 1.284 0.912 2.933968544 24.39 0 2042.007849 2 1021.507996 0.423901866 0.000432805 33.87513751IPNFLHLTPVAIK 6 16950603 2xTMT6plex [N-Term; K13] 0.955 0.726 0.874 4.239943027 21.65 0 1921.203911 3 641.0734863 1.038434475 0.000665015 94.17136673LSSLNLDDHAK 2 16950603 2xTMT6plex [N-Term; K11] 0.931 3.021328449 16.79 0 1670.947756 3 557.6542969 0.348176655 0.000193928 46.90412045EGNLELLK 4 16950603 2xTMT6plex [N-Term; K8] 0.818 0.888 2.655529737 10.44 0 1373.840437 2 687.4234009 -0.663834142 -0.000456001 55.3238517NMEINKEELLGTK 3 16950603 3xTMT6plex [N-Term; K6; K13] 1.157 1.156 1.276 3.00438714 1 2206.272015 3 736.0952148 -0.418891571 -0.000308063 64.0214008513399304 APOBEC3G DNA dC->dU-editing enzyme APOBEC-3G 60489 NP_068594.1 26.30208333 1 8 9 66 384 46.378 8 1.44 1.44 1.51 1.46 Significant 0.000254 ELFEPWNNLPK 22 13399304 2xTMT6plex [N-Term; K11] 1.78 1.822 1.773 3.302586079 42.63 0 1845.031091 2 923.0179443 -1.343737857 -0.001239619 81.42617532LYYFWDPDYQEALR 12 13399304 1xTMT6plex [N-Term] 1.203 1.452 1.589 3.808117628 38.7 0 2108.032658 2 1054.519409 -0.529626816 -0.000558235 88.72773066DMATFLAEDPK 6 13399304 2xTMT6plex [N-Term; K11] 1.372 1.414 3.179543495 45.64 0 1695.902779 3 565.9724731 0.051255057 2.90E-05 66.21561222DTFSYNFYNRPILSR 4 13399304 1xTMT6plex [N-Term] 0.675 0.369 3.200247049 3.61 0 2122.091904 3 708.0354614 -0.034570914 -2.45E-05 59.34091657GFLCNQAPHK 6 13399304 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.352 1.326 1.251 3.991141081 28.43 0 1629.893552 3 543.9691772 -0.352109939 -0.000191301 36.21628222

IMNYDEFQHCWSK 3 13399304 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.198 1.168 2.464613676 4.47 0 2216.066901 3 739.359314 -1.585126093 -0.001170915 62.18353248
GQVYSELK 6 13399304 2xTMT6plex [N-Term; K8] 1.633 1.566 1.551 3.448743343 31.06 0 1381.809137 2 691.4082031 -0.005348061 -3.70E-06 40.43678056MHNDTWVLLNQR 1 13399304 1xTMT6plex [N-Term] 1.178 1.939559698 0 1755.916189 3 585.9765625 -0.600586751 -0.000351527 60.33038291IYDDQGR 6 13399304 1xTMT6plex [N-Term] 1.691 1.645 1.131 2.290136099 14.13 0 1095.563204 2 548.2849731 -0.487439644 -0.00026701 20.6065596611141903 FASTKD5 FAST kinase domain-containing protein 5 60493 NP_068598.1 19.63350785 1 11 11 54 764 86.519 8.13 0.72 0.72 0.72 0.72 Non-Significant 1 ATGVDEEDVEVFDSFENMR 4 11141903 1xTMT6plex [N-Term] 0.615 0.775 3.894374371 44.89 0 2418.096851 3 806.7007446 -3.792244003 -0.003056671 76.12342654IQLFDTQDLINVLK 12 11141903 2xTMT6plex [N-Term; K14] 0.726 0.763 0.959 3.889988184 45.56 0 2118.257462 3 706.7571411 -0.279536443 -0.000197377 109.5552552

AAVPLGGFLCNVADK 8 11141903 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C10] 0.719 0.653 0.688 5.186831474 37.67 0 1990.119589 3 664.0449829 0.405267338 0.000268843 85.16963379
VHSYNASETSQLLSVSEGELILHK 2 11141903 2xTMT6plex [N-Term; K24] 0.781 5.841312408 17.87 0 3099.672649 4 775.6725464 -1.385153728 -0.001073381 74.8271803LEHVGVSLTDDLMNK 2 11141903 2xTMT6plex [N-Term; K15] 0.821 5.203059196 22.86 0 2129.167661 3 710.3969727 4.087892612 0.00290127 77.02775703AFVILGIPHSHSMLDVYETK 4 11141903 2xTMT6plex [N-Term; K20] 0.884 0.717 5.089420795 14.24 0 2715.494415 4 679.628479 -0.857462406 -0.000582109 82.24918493EATPAENVAK 6 11141903 2xTMT6plex [N-Term; K10] 0.621 0.673 0.594 3.685800791 52.11 0 1487.846979 2 744.4263916 -0.98962924 -0.000736208 29.20932823DLLGLHNMK 4 11141903 2xTMT6plex [N-Term; K9] 0.579 0.604 3.681250811 38.38 0 1498.88159 3 500.2985535 -0.322440153 -0.0001611 54.00442052LAFLHEK 6 11141903 2xTMT6plex [N-Term; K7] 0.68 0.677 0.643 3.058909655 35.3 0 1315.813829 3 439.2760315 -0.218364918 -9.58E-05 53.6513014VFLQLRPEYR 2 11141903 1xTMT6plex [N-Term] 1.012 2.953110218 10.37 0 1549.905214 3 517.3060303 -1.081343344 -0.00055866 58.89217101SLVNIVK 4 11141903 2xTMT6plex [N-Term; K7] 0.767 0.984 2.899672747 23.3 0 1230.81858 2 615.9123535 -0.933670298 -0.000574589 65.8222615839725942 C10orf2 twinkle protein, mitochondrial isoform A 56652 NP_068602.2 4.970760234 1 2 2 8 684 77.106 8.98 1.36 0.88 1.54 1.26 Significant 0.0236 ETLQALDMPVLPVTATEIR 6 39725942 1xTMT6plex [N-Term] 1.355 0.883 1.364 4.689870834 27.56 0 2326.288949 3 776.1017456 0.745615203 0.000578172 93.01971386SLVFPWFSPGGSGLR 2 39725942 1xTMT6plex [N-Term] 100 2.633033514 7.45 0 1836.00057 2 918.5032349 -0.750143251 -0.000688632 98.9424382714719392 CFL2 cofilin-2 isoform 1 1073 NP_068733.1 53.01204819 1 4 10 192 166 18.725 7.88 0.94 1.16 1.13 1.08 Significant 0.00407 QILVGDIGDTVEDPYTSFVK 8 14719392 2xTMT6plex [N-Term; K20] 0.947 0.891 1.13 5.456327438 68.19 0 2654.43292 3 885.4815674 -1.043824292 -0.000923587 86.26583167YALYDATYETK 42 14719392 2xTMT6plex [N-Term; K11] 1.147 1.153 1.191 4.570323944 56.79 0 1795.951838 2 898.4795532 -0.004484913 -4.03E-06 50.88595974KEDLVFIFWAPESAPLK 34 14719392 3xTMT6plex [N-Term; K1; K17] 1.076 1.12 1.124 6.11362505 34.16 1 2677.557222 4 670.1445923 -0.254970975 -0.000170675 105.6261502ESKKEDLVFIFWAPESAPLK 4 14719392 4xTMT6plex [N-Term; K3; K4; K20] 3.516 0.868 4.476574898 11.96 2 3250.889738 4 813.4779053 0.01628285 1.32E-05 99.00782166EDLVFIFWAPESAPLK 6 14719392 2xTMT6plex [N-Term; K16] 1.099 1.123 3.617398024 25.97 0 2320.299327 3 774.1036377 -1.278785038 -0.000989055 112.289223YALYDATYETKESK 2 14719392 3xTMT6plex [N-Term; K11; K14] 1.344 3.106137753 0.89 1 2369.284354 3 790.4353638 3.032079531 0.00239462 58.34849586LGGNVVVSLEGKPL 2 14719392 2xTMT6plex [N-Term; K12] 0.894 4.160188198 18.71 0 1840.130805 3 614.0480957 -0.582252426 -0.00035714 82.06696501MIYASSK 33 14719392 2xTMT6plex [N-Term; K7] 1.042 1.056 0.949 2.878572226 27.27 0 1257.727716 2 629.3673706 -0.199637059 -0.000125545 52.44942288LLPLNDCR 4 14719392 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.951 1.163 2.558688402 12.77 0 1229.687359 2 615.347229 -0.144144108 -8.86E-05 50.0855555SSTQEEIK 3 14719392 2xTMT6plex [N-Term; K8] 1.621 1.137 1.841714025 4.64 0 1379.778231 2 690.390625 -3.085553827 -0.00212869 105.2339466MIYASSK 54 14719392 2xTMT6plex [N-Term; K7]; 1xOxidation [M1] 0.989 1.03 1.015 2.062235355 22.74 0 1273.722631 2 629.3673706 -0.199637059 -0.000125545 52.44942288157426893 GUF1 translation factor GUF1, mitochondrial 60558 NP_068746.2 16.74140508 1 8 8 21 669 74.281 8.59 0.99 0.95 0.82 0.92 Significant 0.0031 LGTNVESVLQAIIER 2 157426893 1xTMT6plex [N-Term] 0.817 5.888038158 59.1 0 1871.079943 3 624.3643188 -0.822769245 -0.000513156 112.0042714EKEITIINPAQFPDK 4 157426893 3xTMT6plex [N-Term; K2; K15] 1.167 0.91 5.352135658 18.31 1 2430.421122 3 810.8119507 0.072559763 5.88E-05 75.09957873GVIANVALFDGVVSK 4 157426893 2xTMT6plex [N-Term; K15] 0.963 0.774 4.347412109 42.67 0 1947.167919 3 649.7259521 -2.37053756 -0.001538612 89.97214226

DVTEAQIGDTLCLHK 2 157426893 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 0.941 5.630132198 24.55 0 2158.157825 3 720.0552979 -3.004639067 -0.002161495 57.34569184LTLNDSSVTVHR 4 157426893 1xTMT6plex [N-Term] 0.811 0.788 4.696563721 62.96 0 1570.875036 3 524.296875 0.659651453 0.00034541 39.7768389LLELTGTIDK 2 157426893 2xTMT6plex [N-Term; K10] 1.019 3.383156538 18.17 0 1560.96128 2 780.9841309 -0.189211131 -0.000147676 74.20987596IVSAHTQK 2 157426893 2xTMT6plex [N-Term; K8] 0.983 2.853294849 20.93 0 1341.825456 3 447.9464722 -0.441611903 -0.000197522 26.11721527VTEYLEPVVLGTIITPDEYTGK 1 157426893 2xTMT6plex [N-Term; K22] 1.273319244 0 2895.600713 3 965.8687744 -3.088532812 -0.002981053 110.592725811345462 SPCS3 signal peptidase complex subunit 3 60559 NP_068747.1 11.66666667 1 2 2 22 180 20.301 8.62 1.43 1.34 1.36 1.38 Significant 0.000393



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

NNALNQVVLWDK 12 11345462 2xTMT6plex [N-Term; K12] 1.325 1.518 1.377 4.731979847 62.35 0 1872.074353 2 936.5391846 -1.741661259 -0.00163026 70.92817866NVEDFTGPR 10 11345462 1xTMT6plex [N-Term] 1.507 1.093 1.304 3.889166355 34.71 0 1263.653081 2 632.3297729 -0.642558923 -0.000405986 32.2703115962899047 RINT1 RAD50-interacting protein 1 60561 NP_068749.3 5.176767677 1 3 3 12 792 90.574 5.45 1.21 1.12 1.04 1.12 Significant 0.00191 DVLQSASGQLPATAALNEVGIYK 6 62899047 2xTMT6plex [N-Term; K23] 1.245 1.551 1.135 6.477461338 66.82 0 2803.56058 3 935.1912842 -0.45671242 -0.000426807 89.42199695GLMMLVLEK 2 62899047 2xTMT6plex [N-Term; K9] 1.057 3.143137693 48.42 0 1491.9043 2 746.4545898 -1.606465308 -0.001198346 96.21135374KLQFLELQK 4 62899047 3xTMT6plex [N-Term; K1; K9] 1.044 1.016 4.45028162 17.84 1 1834.176917 3 612.0637207 -0.167874005 -0.000102637 68.26134256
192448443 FKBP10 peptidyl-prolyl cis-trans isomerase FKBP10 precursor 60681 NP_068758.3 24.39862543 1 15 15 86 582 64.204 5.62 0.99 0.93 0.92 0.95 Significant 0.000533 TIGDMFQNQDR 6 192448443 1xTMT6plex [N-Term] 0.98 0.992 0.809 3.807851076 33.63 0 1553.757957 2 777.3811035 -1.947844409 -0.001513239 44.98034561EDGLPTGYLFVWHK 6 192448443 2xTMT6plex [N-Term; K14] 0.95 0.959 0.906 5.363328934 35.4 0 2120.158083 3 707.3887939 -2.949786676 -0.002084671 82.36415769IIIPPFLAYGEK 22 192448443 2xTMT6plex [N-Term; K12] 0.98 0.908 0.984 4.206198215 58.11 0 1819.113364 2 910.0592651 -1.160310624 -0.001055368 104.9911975GLMGMCVNER 2 192448443 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.959 3.322474241 29.87 0 1395.674427 2 698.3398438 -1.444849859 -0.00100827 42.93464833KIIIPPFLAYGEK 6 192448443 3xTMT6plex [N-Term; K1; K13] 1.371 1.256 1.537 5.616667747 31.62 1 2176.371259 3 726.128418 -0.256708844 -0.000186231 94.82173307DPPANLFEDMDLNKDGEVPPEEFSTFIK 2 192448443 3xTMT6plex [N-Term; K14; K28] 0.892 4.172964573 10.96 1 3881.976233 4 971.2489624 -0.570165939 -0.000553343 99.75289406DPPANLFEDMDLNK 2 192448443 2xTMT6plex [N-Term; K14] 0.611 3.747686148 32.29 0 2077.067613 3 693.0267334 -0.9463364 -0.000655202 79.61521979LMPGQDPEK 6 192448443 2xTMT6plex [N-Term; K9] 1.014 0.839 0.912 2.813156843 20.23 0 1472.818321 2 736.9129028 0.140936638 0.000103787 38.18073346MVQDGDFVR 3 192448443 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.106 1.016 2.221076488 24.24 0 1311.656452 2 656.331665 -0.304204561 -0.000199506 28.29043997LKSDEDEER 11 192448443 2xTMT6plex [N-Term; K2] 0.965 0.959 0.878 3.203554153 6.2 1 1578.837536 3 526.9508057 0.207312139 0.000109104 20.69238077ITVDELK 12 192448443 2xTMT6plex [N-Term; K7] 0.886 0.931 0.927 2.925143003 32.93 0 1275.792424 2 638.3995972 -0.397121078 -0.000253322 50.62637707AQVSEGK 2 192448443 2xTMT6plex [N-Term; K7] 1.028 2.553202152 26.85 0 1176.698858 2 588.8522949 -1.313119528 -0.000772573 33.88369144AGAGDFMR 4 192448443 1xTMT6plex [N-Term] 0.913 0.877 2.299451113 23.83 0 1053.534881 2 527.270874 -0.388314742 -0.000204552 28.72918317KFDSSYDR 3 192448443 2xTMT6plex [N-Term; K1] 0.962 1.008 3.06179142 14.49 1 1475.789464 3 492.6005859 -1.531111012 -0.000753199 24.78436837EVQMGDFVR 5 192448443 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.096 1.202 0.911 1.905989647 23.23 0 1325.672103 2 663.3377686 -2.898183207 -0.00192102 29.26242536
39995076 TRAPPC11 trafficking protein particle complex subunit 11 isoform a 60684 NP_068761.4 5.119152692 1 4 4 10 1133 128.798 7.14 1.03 1.07 1.1 1.07 Significant 0.000361

FHAPSFHVDVPVQFDIYLK 2 39995076 2xTMT6plex [N-Term; K19] 1.033 5.397666931 27.28 0 2717.485564 4 680.1263428 -0.744539834 -0.000505819 93.17120283KIEITSVDLALGNETGR 2 39995076 2xTMT6plex [N-Term; K1] 1.034 2.986822128 14.65 1 2274.306931 3 758.7713623 -3.252769376 -0.002465932 68.3267304QFQAFGDLFDEAIK 2 39995076 2xTMT6plex [N-Term; K14] 1.112 3.61731267 24.16 0 2087.121363 3 696.3763428 -3.30006669 -0.00229588 96.84607434IAFFSELK 4 39995076 2xTMT6plex [N-Term; K8] 1.071 1.037 3.033908606 23.81 0 1412.855359 2 706.9316406 0.456989455 0.00032283 83.9850113
11386165 MCL1 induced myeloid leukemia cell differentiation protein Mcl-1 isoform 1 4170 NP_068779.1 11.71428571 1 2 2 12 350 37.314 5.66 1.2 1.53 0.87 1.2 Significant 0.0243

TINQESCIEPLAESITDVLVR 6 11386165 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.058 1.312 0.876 6.338860035 61.5 0 2616.375198 3 872.7942505 -2.675367494 -0.002333255 100.6993983VARPPPIGAEVPDVTATPAR 6 11386165 1xTMT6plex [N-Term] 1.271 1.813 0.86 5.482569218 17.59 0 2243.270931 3 748.4268799 -2.159739822 -0.001614961 62.78196493296434319 TEAD1 transcriptional enhancer factor TEF-1 7003 NP_068780.2 7.276995305 1 4 4 18 426 47.915 8.15 0.92 0.94 0.8 0.89 Significant 0.00242 LVEFSAFLEQQR 6 296434319 1xTMT6plex [N-Term] 1.059 0.982 4.532135963 32.07 0 1695.926737 3 565.9802246 -0.36331279 -0.000205384 85.47977365GPQNAFFLVK 4 296434319 2xTMT6plex [N-Term; K10] 0.978 1.108 3.675009012 41.07 0 1578.94082 2 789.9730835 -1.222020349 -0.000964749 73.77063259IILSDEGK 6 296434319 2xTMT6plex [N-Term; K8] 0.803 0.812 0.801 3.489432812 31.7 0 1332.813888 2 666.9095459 -1.555260748 -0.001036437 48.2274782KIILSDEGK 2 296434319 3xTMT6plex [N-Term; K1; K9] 0.93 2.087013721 5.05 1 1690.071783 3 564.0288696 0.161310733 9.09E-05 47.73268767
38679957 ABR active breakpoint cluster region-related protein isoform a 29 NP_068781.2 9.196740396 1 4 5 26 859 97.536 6.55 0.94 0.98 1.03 0.98 Significant 0.0007

ATATTSQPVLTIQQIETIFYK 6 38679957 2xTMT6plex [N-Term; K21] 1.037 1.484 1.162 4.322816372 34.13 0 2811.590817 3 937.8682251 -0.247257541 -0.000231729 110.2048038MSLHNLATVFGPTLLRPSEVESK 2 38679957 2xTMT6plex [N-Term; K23] 0.823 4.98525095 18.74 0 2984.664333 4 746.9234619 2.574666828 0.001921129 89.18923228SYLFLLSSDYER 4 38679957 1xTMT6plex [N-Term] 0.801 0.991 3.453344822 26.57 0 1721.894768 2 861.4493408 -1.95299355 -0.001681425 80.7448128GQIQLDPQTVETK 8 38679957 2xTMT6plex [N-Term; K13] 0.975 1.04 0.992 3.654537439 40.94 0 1915.090063 2 958.0479126 -0.790571011 -0.000757007 52.28010045STLVLHDLLK 6 38679957 2xTMT6plex [N-Term; K10] 0.904 0.897 1.025 3.972712517 29.26 0 1597.008899 3 533.0075684 -0.468088735 -0.000249181 66.7317274145386566 ZNF148 zinc finger protein 148 7707 NP_068799.2 2.01511335 1 1 1 6 794 88.921 6.48 1.26 1.24 1.28 1.26 Significant 0.000084 LPQGLQYALNVPISVK 6 145386566 2xTMT6plex [N-Term; K16] 1.263 1.238 1.275 4.938462257 32.52 0 2198.331296 3 733.4498901 1.7382731 0.001273767 96.27790981133922562 PGM5 phosphoglucomutase-like protein 5 5239 NP_068800.2 1.587301587 1 1 1 12 567 62.186 7.21 0.84 0.78 0.9 0.84 Significant 0.0017 DLEALVTDK 12 133922562 2xTMT6plex [N-Term; K9] 0.842 0.781 0.903 2.820806265 15.45 0 1461.856481 3 487.9569092 -0.209850243 -0.000102257 67.43191923
11496277 LAMTOR3 ragulator complex protein LAMTOR3 isoform 1 8649 NP_068805.1 41.12903226 1 4 4 26 124 13.614 7.34 0.68 0.65 0.75 0.69 Significant 0.00182

KLPSVEGLHAIVVSDR 12 11496277 2xTMT6plex [N-Term; K1] 0.659 0.668 0.665 6.434837341 38.49 1 2178.301058 4 545.3302612 -0.846209076 -0.000460825 59.98091708VANDNAPEHALRPGFLSTFALATDQGSK 6 11496277 2xTMT6plex [N-Term; K28] 0.794 0.67 0.738 7.687227726 26.78 0 3385.790473 4 847.2014771 -1.888624511 -0.001598622 79.62617527KLPSVEGLHAIVVSDRDGVPVIK 2 11496277 3xTMT6plex [N-Term; K1; K23] 1.053 6.588373184 20.38 2 3115.881015 5 623.9816284 -0.635403004 -0.000395968 77.71150808DGVPVIK 6 11496277 2xTMT6plex [N-Term; K7] 0.669 0.58 0.689 2.235171318 14.9 0 1185.76073 2 593.3839722 -0.052847139 -3.13E-05 45.63083363
11527390 POLR2F DNA-directed RNA polymerases I, II, and III subunit RPABC2 isoform 1 5435 NP_068809.1 5.511811024 1 1 1 8 127 14.469 4.22 1.73 1.77 1.61 1.7 Significant 0.000796

KIPIIIR 8 11527390 2xTMT6plex [N-Term; K1] 1.728 1.766 1.611 3.244947672 9.19 1 1310.928799 3 437.6474304 -0.809151676 -0.00035358 56.97486327223468676 RELA transcription factor p65 isoform 1 5970 NP_068810.3 16.5154265 1 8 8 44 551 60.181 5.68 0.99 1 0.93 0.97 Significant 0.000504 ELSEPMEFQYLPDTDDR 14 223468676 1xTMT6plex [N-Term] 1.587 1.36 0.617 4.448454857 53.42 0 2314.074659 2 1157.54126 0.25244702 0.000292091 67.92387976DGFYEAELCPDR 6 223468676 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.159 1.143 0.803 4.945836544 41.33 0 1700.778752 2 850.8905029 -2.953300433 -0.002511455 55.82244361LPPVLSHPIFDNR 8 223468676 1xTMT6plex [N-Term] 1.044 0.897 0.921 4.86907959 29.34 0 1733.990006 3 578.6672974 -1.537996267 -0.000888957 76.23922196TPPYADPSLQAPVR 4 223468676 1xTMT6plex [N-Term] 1.078 1.184 3.982056379 44.15 0 1740.9482 2 870.977478 -0.29925377 -0.000260493 50.31951032GSFSQADVHR 4 223468676 1xTMT6plex [N-Term] 0.994 1.171 3.86335516 29.14 0 1332.685778 3 444.9001465 0.080936652 3.60E-05 19.40602129GDYDLNAVR 4 223468676 1xTMT6plex [N-Term] 0.872 0.902 2.887194872 21.28 0 1251.653081 2 626.3297119 -0.746246615 -0.000467021 32.64824771SAGSIPGER 2 223468676 1xTMT6plex [N-Term] 1.352 2.806114912 35.01 0 1102.605403 2 551.8063354 -0.007764847 -4.28E-06 33.28001849QVAIVFR 2 223468676 1xTMT6plex [N-Term] 0.91 2.19590044 25.27 0 1061.666881 2 531.338562 2.794109424 0.001483207 60.7504610611415040 ST14 suppressor of tumorigenicity 14 protein 6768 NP_068813.1 3.50877193 1 2 2 10 855 94.709 6.55 0.84 0.69 0.81 0.78 Significant 0.00343
FFYLLEPGVPAGTCPK 8 11415040 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 0.837 0.688 0.793 4.525474548 49.43 0 2254.234619 3 752.0828247 -0.309532513 -0.000232586 95.54792777

LLYSGVPFLGPYHK 2 11415040 2xTMT6plex [N-Term; K14] 0.824 4.653506756 33.14 0 2049.19374 3 683.7335815 -3.683649304 -0.00251617 86.0529784913676857 HSPA2 heat shock-related 70 kDa protein 2 3306 NP_068814.2 28.79499218 1 6 17 456 639 69.978 5.74 0.91 0.95 0.96 0.94 Significant 0.000264 STAGDTHLGGEDFDNR 40 13676857 1xTMT6plex [N-Term] 1.118 1.11 1.126 5.167233944 78.32 0 1920.888513 2 960.9468384 -1.099992099 -0.001056481 24.55488153FEELNADLFR 51 13676857 1xTMT6plex [N-Term] 1.057 1.08 1.114 4.542476177 69.54 0 1482.77901 2 741.8928223 -0.433003668 -0.000321024 89.55978061SINPDEAVAYGAAVQAAILIGDK 8 13676857 2xTMT6plex [N-Term; K23] 0.813 0.789 0.975 6.801743507 48.47 0 2744.523466 3 915.5133057 0.691479672 0.000632594 108.1569737IINEPTAAAIAYGLDKK 36 13676857 3xTMT6plex [N-Term; K16; K17] 1.701 1.529 1.607 6.857251644 42.39 1 2475.478972 3 825.8308716 -0.367671839 -0.000303388 80.47282904TFFPEEISSMVLTK 6 13676857 2xTMT6plex [N-Term; K14] 0.793 0.942 1.014 3.519010305 31.99 0 2087.149886 3 696.3881836 0.053604799 3.73E-05 99.74353389TTPSYVAFTDTER 51 13676857 1xTMT6plex [N-Term] 1.078 1.074 1.047 5.362268448 70.39 0 1716.864196 2 858.9358521 0.134839764 0.000115751 46.13381119IINEPTAAAIAYGLDK 46 13676857 2xTMT6plex [N-Term; K16] 0.838 0.902 0.867 5.783248901 73.84 0 2118.221077 2 1059.613159 -0.960693219 -0.00101748 82.1459383VEILANDQGNR 196 13676857 1xTMT6plex [N-Term] 0.927 0.998 0.946 4.332696915 43.56 0 1457.790972 2 729.3981323 -1.360662537 -0.000991781 34.34792598EIAEAYLGGK 4 13676857 2xTMT6plex [N-Term; K10] 0.809 1.043 3.651740551 25.88 0 1508.872465 2 754.9398193 -0.068553259 -5.17E-05 51.77786493VQVEYKGETK 12 13676857 3xTMT6plex [N-Term; K6; K10] 2.307 3.236 2.487 4.066245079 39.59 1 1868.109625 2 934.5581665 -0.30437303 -0.000284301 38.56556315
KFEDATVQSDMK 2 13676857 3xTMT6plex [N-Term; K1; K12]; 1xOxidation [M11] 0.841 3.321800709 16.37 1 2102.140667 3 701.3846436 -0.613648724 -0.000429992 37.03222315

VCNPIISK 4 13676857 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.212 1.032 3.131478786 29.72 0 1388.833578 2 694.9193115 -1.606782238 -0.001115777 47.08633782DAGTITGLNVLR 2 13676857 1xTMT6plex [N-Term] 0.867 3.189148903 10.68 0 1458.847758 2 729.9273682 -0.204607968 -0.000149246 56.27669511NTTIPTK 14 13676857 2xTMT6plex [N-Term; K7] 1.038 0.964 1.03 2.733094454 27.09 0 1232.761459 2 616.8839722 -0.641562937 -0.000395447 29.00543332DNNLLGK 28 13676857 2xTMT6plex [N-Term; K7] 1.076 1.065 1.072 2.844096422 37.38 0 1231.741058 2 616.3746338 0.757820095 0.000466719 36.99857613LIGDAAK 40 13676857 2xTMT6plex [N-Term; K7] 0.899 0.955 0.947 2.844601393 27.86 0 1145.72943 2 573.3683472 -0.010948538 -6.27E-06 40.031084ITITNDK 14 13676857 2xTMT6plex [N-Term; K7] 0.977 0.969 0.981 2.903221846 33.15 0 1262.772023 2 631.8897095 0.094280923 5.95E-05 41.30808116174780 SEC24A protein transport protein Sec24A isoform 1 10802 NP_068817.1 18.84720952 1 14 16 104 1093 119.674 7.66 1.14 1.16 1.13 1.15 Significant 0.0000595 TIPQPPILQLSVEK 10 116174780 2xTMT6plex [N-Term; K14] 1.546 1.212 1.208 4.961389065 55.83 0 2021.241084 3 674.4199219 2.042529727 0.001376148 85.86989889DALVNAVIDSLSAYR 8 116174780 1xTMT6plex [N-Term] 1.512 1.062 1.115 4.685340881 67.33 0 1836.006443 2 918.5072632 0.439136361 0.000403129 106.5140345VDNLSDEGALNISDR 6 116174780 1xTMT6plex [N-Term] 1.075 1.33 1.001 4.193794727 34.4 0 1846.934401 2 923.9694214 -1.534719675 -0.001417263 48.63946063TYINPFVSFIDQR 48 116174780 1xTMT6plex [N-Term] 1.292 1.113 1.319 4.084084988 40.9 0 1828.979501 3 610.3311768 -0.286234243 -0.000174506 92.91854265TESALSYYEFLLHIQQQVNK 6 116174780 2xTMT6plex [N-Term; K20] 0.839 1.165 6.049036503 49.82 0 2869.550015 3 957.1881104 -0.082676835 -7.91E-05 102.9251077ANFLQNMIEDR 6 116174780 1xTMT6plex [N-Term] 1.511 1.391 0.948 4.265073776 62.7 0 1579.809992 2 790.4072266 -1.782470685 -0.001407982 77.84063495DLVQLPVVTSSTIVR 8 116174780 1xTMT6plex [N-Term] 1.096 1.226 1.2 4.414790154 39.13 0 1856.105429 2 928.5561523 -0.216142086 -0.000200591 78.74948436VNDVPEEFLYNPLTR 7 116174780 1xTMT6plex [N-Term] 0.822 1.217 1.773 3.374651909 17.65 0 2035.069772 2 1018.036743 -1.750432306 -0.001781126 80.95107817LNCNPELFR 4 116174780 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.258 0.925 3.505748749 18.2 0 1391.730286 2 696.3705444 2.533700116 0.001763114 49.77115995SMTASLSDAR 4 116174780 1xTMT6plex [N-Term] 0.855 1.001 3.130738497 36.31 0 1267.651367 2 634.3300781 1.193514274 0.00075648 28.4448672ELVQDLLK 6 116174780 2xTMT6plex [N-Term; K8] 1.218 1.318 1.342 3.814489603 45.04 0 1415.887387 2 708.4473877 0.078714329 5.57E-05 78.34739261
NMLPSTPLKPPVPNLHEDIQK 2 116174780 3xTMT6plex [N-Term; K9; K21]; 1xOxidation [M2] 1.018 4.830627441 21.64 0 3071.753038 4 768.6915283 -2.850085486 -0.00218869 65.25974187VVNLLQER 4 116174780 1xTMT6plex [N-Term] 0.841 1.077 2.826667309 29.27 0 1199.730938 2 600.3688965 -0.351196453 -0.000210671 54.14920549TLPQMFTK 2 116174780 2xTMT6plex [N-Term; K8] 1.016 2.740114689 35.15 0 1423.838329 2 712.4223022 -0.702908323 -0.000500414 64.53226107KIGFEAVMR 6 116174780 2xTMT6plex [N-Term; K1] 1.129 1.197 1.108 3.003996849 9.07 1 1508.902326 3 503.6364746 -4.940897596 -0.002485111 52.7344646

CTLTSIPQTQALLNK 1 116174780 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C1] 0.718 2.594472408 0 2146.230596 3 716.0822144 0.696097805 0.000497995 70.7712391512056468 JUP junction plakoglobin 3728 NP_068831.1 67.65100671 1 32 38 411 745 81.693 6.14 1.05 1 1.02 1.02 Significant 0.000202 NEGTATYAAAVLFR 10 12056468 1xTMT6plex [N-Term] 1.339 1.261 1.378 5.925306797 69.01 0 1712.9169 2 856.9612427 -0.987536778 -0.000845784 66.2636045NLALCPANHAPLQEAAVIPR 8 12056468 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.021 0.944 0.936 5.224084377 33.61 0 2384.306999 3 795.4420776 1.962901655 0.001560053 60.82128081HVAAGTQQPYTDGVR 6 12056468 1xTMT6plex [N-Term] 1.205 1.125 1.057 4.302796364 38.71 0 1828.950326 3 610.3213501 -0.453034191 -0.000276192 22.37686386EAMCPGVSGEDSSLLLATQVEGQATNLQR 12 12056468 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.056 0.971 7.923593521 93.4 0 3290.61942 3 1097.543579 -0.983512494 -0.001078788 76.10257776LLNDEDPVVVTK 8 12056468 2xTMT6plex [N-Term; K12] 1.017 1.211 1.253 4.853034019 66.63 0 1800.051886 2 900.5292969 -0.316163109 -0.000284555 63.75541987ALMGSPQLVAAVVR 10 12056468 1xTMT6plex [N-Term] 1.294 1.085 1.134 4.87250042 48.72 0 1640.971913 2 828.9871216 0.083709619 6.94E-05 62.05392667HPEAEMAQNSVR 9 12056468 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.018 0.976 1.142 4.905518055 72.04 0 1613.79032 3 538.6016235 -0.001644905 -8.85E-07 15.02798335
VTEWQQTYTYDSGIHSGANTCVPSVSSK 4 12056468 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C21] 1.009 5.028792381 31.91 0 3560.736782 4 890.9388428 -0.91027123 -0.000810309 57.08966175

FLAITTDCLQILAYGNQESK 36 12056468 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C8] 1.406 1.059 1.275 5.873768806 66.64 0 2743.474073 3 915.1624756 -0.437318581 -0.000399924 101.4026652TLVTQNSGVEALIHAILR 13 12056468 1xTMT6plex [N-Term] 1.208 1.008 1.157 7.297023773 78.59 0 2164.265118 3 722.0930786 -0.201019807 -0.00014502 110.3229268MEEIVEGCTGALHILAR 2 12056468 1xTMT6plex [N-Term]; 1xOxidation [M1]; 1xCarbamidomethyl [C8] 0.959 4.565148354 30.06 0 2144.104126 3 715.3729858 0.12978359 9.28E-05 56.7043203
LNTIPLFVQLLYSSVENIQR 3 12056468 1xTMT6plex [N-Term] 1.361 5.814647675 50.37 0 2576.464939 3 859.4928589 -0.355556883 -0.00030536 113.4732356

ILVNQLSVDDVNVLTCATGTLSNLTCNNSK 8 12056468 2xTMT6plex [N-Term; K30]; 2xCarbamidomethyl [C16; C26] 1.341 0.902 7.06924963 50.48 0 3721.950481 4 931.2427979 -0.300665943 -0.000279766 105.0557907
EAADAIDAEGASAPLMELLHSR 6 12056468 1xTMT6plex [N-Term] 0.785 0.783 6.722988129 49.88 0 2496.260168 3 832.7574463 -0.954376808 -0.000794124 82.04189859

VLSVCPSNKPAIVEAGGMQALGK 22 12056468 3xTMT6plex [N-Term; K9; K23]; 1xCarbamidomethyl [C5] 1.201 1.219 1.293 7.705373764 34.24 0 3013.714544 3 1005.242249 -0.780350792 -0.000783918 80.39678155
VAAGVLCELAQDKEAADAIDAEGASAPLMELLHSR 8 12056468 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.273 1.348 10.35036373 63.06 1 4080.114585 4 1020.784851 0.732596306 0.000747269 111.1596011
VAAGVLCELAQDKEAADAIDAEGASAPLMELLHSR 18 12056468 2xTMT6plex [N-Term; K13]; 1xOxidation [M29]; 1xCarbamidomethyl [C7] 1.306 1.544 10.39048195 56.11 1 4096.1095 4 1020.784851 0.732596306 0.000747269 111.1596011SAIVHLINYQDDAELATR 12 12056468 1xTMT6plex [N-Term] 1.022 0.997 1.209 5.668839455 49.44 0 2258.197826 3 753.4008179 -4.39532206 -0.003308502 63.20084091AGDKDDITEPAVCALR 6 12056468 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C13] 1.111 1.085 0.93 4.670238972 25.71 1 2189.163638 3 730.3922119 -0.710740753 -0.000518643 49.55966148

VAAGVLCELAQDK 18 12056468 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.705 0.665 0.768 5.497438431 84.51 0 1832.035191 2 916.5200195 -1.325415315 -0.001214104 78.88901119
GIMEEDEACGR 15 12056468 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.142 1.037 0.952 4.163290977 49.3 0 1495.671844 2 748.3393555 -0.274125973 -0.000205001 24.77949346TMQNTSDLDTAR 20 12056468 1xTMT6plex [N-Term] 1.295 0.911 1.199 4.57378149 71.12 0 1581.774001 2 791.3909912 0.445696967 0.000352496 23.92029738VSVELTNSLFK 14 12056468 2xTMT6plex [N-Term; K11] 1.091 1.019 0.835 4.215196133 44.36 0 1695.009293 3 565.6739502 -1.177512165 -0.000665298 78.81442723LLNQPNQWPLVK 14 12056468 2xTMT6plex [N-Term; K12] 1.057 0.962 0.966 4.181369781 46.47 0 1908.147124 3 636.7192993 -1.980654811 -0.001259794 77.82283247AAMIVNQLSK 6 12056468 2xTMT6plex [N-Term; K10] 1.127 1.137 1.322 4.467350483 59.68 0 1532.923455 2 766.96521 -0.20348578 -0.000155964 61.65965653LVQNCLWTLR 7 12056468 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.144 1.087 3.76879859 33.68 0 1531.861634 2 766.4334717 -1.284555067 -0.00098388 70.07725357ALMGSPQLVAAVVR 17 12056468 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.148 1.202 1.172 4.828563213 57.01 0 1656.966828 2 828.9871216 0.083709619 6.94E-05 62.05392667MEEIVEGCTGALHILAR 2 12056468 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.239 3.794586658 23.84 0 2128.109211 3 715.3729858 0.12978359 9.28E-05 56.7043203LNYGIPAIVK 18 12056468 2xTMT6plex [N-Term; K10] 1.071 0.992 1.097 4.516307354 58.74 0 1545.976871 2 773.4912109 -1.116294191 -0.000862882 75.46619447NLSDVATKQEGLESVLK 2 12056468 3xTMT6plex [N-Term; K8; K17] 1.161 3.296571732 6.22 1 2518.469529 3 840.1588745 -2.961641885 -0.002486268 68.7619491LAEPSQLLK 12 12056468 2xTMT6plex [N-Term; K9] 1.127 1.137 1.065 3.315536737 49.22 0 1456.913936 2 728.9608154 0.286790705 0.000208915 60.53082207QEGLESVLK 6 12056468 2xTMT6plex [N-Term; K9] 1.115 1.045 1.147 3.97185421 51.94 0 1460.872465 2 730.9400024 0.17987389 0.000131386 53.46928667
GIMEEDEACGR 8 12056468 1xTMT6plex [N-Term]; 1xOxidation [M3]; 1xCarbamidomethyl [C9] 0.956 0.765 0.825 2.437371016 40.93 0 1511.666759 2 748.3393555 -0.274125973 -0.000205001 24.77949346

TMQNTSDLDTAR 6 12056468 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.81 1.007 1.069 2.422514677 50.33 0 1597.768916 2 791.3909912 0.445696967 0.000352496 23.92029738SGGIPALVR 4 12056468 1xTMT6plex [N-Term] 1.121 2.901802063 26.01 0 1098.683259 2 549.8446045 -1.207732632 -0.000663458 45.20545867NLSDVATK 2 12056468 2xTMT6plex [N-Term; K8] 1.162 2.976059437 47.63 0 1305.777837 2 653.3908691 -2.584849164 -0.001687619 38.35431996LVQLLVK 6 12056468 2xTMT6plex [N-Term; K7] 1.053 0.962 1.056 3.271515608 36.01 0 1270.886265 2 635.9465332 -0.37410409 -0.000237722 80.90994395MVPLLNK 9 12056468 2xTMT6plex [N-Term; K7] 0.985 1.033 1.008 2.770205736 24.71 0 1272.811386 2 636.9086304 -1.101206218 -0.000700814 64.66952332ALPELTK 20 12056468 2xTMT6plex [N-Term; K7] 0.711 0.898 0.865 2.731379271 37.56 0 1229.786945 2 615.397644 0.867114374 0.000533183 53.90694664LADGLQK 3 12056468 2xTMT6plex [N-Term; K7] 1.113 0.907 3.014777422 29.14 0 1202.750894 2 601.8797607 1.123187172 0.000675457 50.60183509LLWTTSR 16 12056468 1xTMT6plex [N-Term] 1.065 0.965 0.916 2.608160496 26.74 0 1105.65671 2 553.3321533 0.289267566 0.000159915 52.28895814ISEDKNPDYR 9 12056468 2xTMT6plex [N-Term; K5] 0.96 1.008 0.882 3.287440777 20.13 1 1694.91137 2 847.9591675 -0.183920568 -0.000155865 25.82308285ATIGLIR 4 12056468 1xTMT6plex [N-Term] 0.909 1.108 2.584492683 34.63 0 972.6403319 2 486.8239136 0.224778297 0.000109314 42.8358910111527402 ITM2B integral membrane protein 2B 9445 NP_068839.1 22.55639098 1 4 4 14 266 30.318 5.14 0.76 0.8 1 0.85 Significant 0.00748 YIKDDVILNEPSADAPAALYQTIEENIK 4 11527402 3xTMT6plex [N-Term; K3; K28] 0.01 1.091 6.869432449 28.95 1 3821.082747 4 956.0258789 -0.277755042 -0.000265331 101.4900218IENIDHLGFFIYR 6 11527402 1xTMT6plex [N-Term] 0.799 0.802 0.887 4.614076138 31.24 0 1866.011135 3 622.6746216 -0.977236348 -0.000607845 81.80735837VTFNSALAQK 2 11527402 2xTMT6plex [N-Term; K10] 3.95682621 0 1536.914999 2 768.9608765 -0.340097086 -0.00026135 52.78274409
LCHDKETYK 2 11527402 3xTMT6plex [N-Term; K5; K9]; 1xCarbamidomethyl [C2] 1.019 1.935203791 0.78 1 1881.05073 4 471.0179749 -0.351248335 -0.000165179 29.14707619

56243533 SDF2L1 stromal cell-derived factor 2-like protein 1 precursor 23753 NP_071327.2 18.5520362 1 3 3 15 221 23.584 7.03 1.08 1.09 1.19 1.12 Significant 0.000982
TGAELVTCGSVLK 2 56243533 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 1.188 3.892662525 33.1 0 1793.024292 3 598.3462524 -0.048825764 -2.92E-05 55.774609

AMEGIFIKPSVEPSAGHDEL 5 56243533 2xTMT6plex [N-Term; K8] 1.024 1.116 0.909 4.012723923 11.66 0 2585.368545 3 862.460144 -1.031369821 -0.000888824 73.54163519LTHVLTGK 8 56243533 2xTMT6plex [N-Term; K8] 1.053 1.082 1.261 3.32873106 37.37 0 1326.850942 2 663.9291382 0.04328835 2.87E-05 44.2698683921630257 MTBP mdm2-binding protein 27085 NP_071328.2 0.995575221 1 1 1 6 904 102.129 7.77 0.67 0.75 0.75 0.72 Significant 0.00136 DSITLLDAK 6 21630257 2xTMT6plex [N-Term; K9] 0.674 0.747 0.749 2.435463428 17.97 0 1433.861566 2 717.4331055 -1.835701968 -0.001316071 53.06958262145312241 DEF6 differentially expressed in FDCP 6 homolog 50619 NP_071330.3 8.24088748 1 4 5 20 631 73.864 6.05 1.12 1.15 0.99 1.09 Significant 0.00204 KLQELELLQEAQR 4 145312241 2xTMT6plex [N-Term; K1] 1.263 1.207 4.826209068 33.3 1 2056.21666 3 686.0759277 -1.668154403 -0.001143362 66.36523993ADEDVEAAQR 6 145312241 1xTMT6plex [N-Term] 0.818 1.015 1.128 3.988360643 43.68 0 1332.659289 2 666.8331909 -0.137712665 -9.18E-05 17.44112512ELQQALEGQLR 4 145312241 1xTMT6plex [N-Term] 1.103 0.775 3.903182507 29.44 0 1513.853572 2 757.4269409 -4.601907471 -0.003483307 54.1623766TYEMSASDTR 2 145312241 1xTMT6plex [N-Term] 1.209 3.434736729 55.39 0 1389.651761 2 695.3300171 0.717467294 0.000498515 22.47826258LIEEEEEK 8 145312241 2xTMT6plex [N-Term; K8] 0.938 1.013 3.261342764 33.39 0 1476.819761 2 738.9110718 -3.314036988 -0.002447118 39.4521607698986450 CSNK1G1 casein kinase I isoform gamma-1 53944 NP_071331.2 7.819905213 1 3 3 9 422 48.481 9.01 1.1 1.01 1.3 1.14 Significant 0.00564 TLFTDLFEK 4 98986450 2xTMT6plex [N-Term; K9] 1.039 1.151 4.167717934 31.93 0 1571.908517 2 786.4567871 -1.411686002 -0.001109521 93.08187787EHVIHIIDFGLAK 2 98986450 2xTMT6plex [N-Term; K13] 1.314 3.316016197 12.62 0 1950.157689 4 488.2940674 -1.666064631 -0.000812272 68.11117855DVKPENFLIGR 3 98986450 2xTMT6plex [N-Term; K3] 1.178 1.014 3.070976257 2.86 0 1746.031426 3 582.6816406 -0.605392884 -0.000352345 63.9351438411596859 MRPL17 39S ribosomal protein L17, mitochondrial 63875 NP_071344.1 38.28571429 1 6 6 38 175 20.038 10.11 1.2 1.17 1.19 1.19 Significant 0.0000552 RDSHLTLLNQLLQGLR 6 11596859 1xTMT6plex [N-Term] 1.513 2.266 1.835 6.314925671 40.89 1 2106.234486 4 527.3140869 0.014958567 7.88E-06 89.21307064QSQEASNHSSHTAQTPGI 2 11596859 1xTMT6plex [N-Term] 1.321 4.669659615 18.25 0 2109.015839 3 703.6760254 -1.098075264 -0.000771953 20.77874874MADFWLTEK 8 11596859 2xTMT6plex [N-Term; K9] 1.508 1.213 1.112 4.072968483 44.58 0 1598.865272 2 799.9356079 -0.833372086 -0.000666225 77.55979441NLLTGLVR 10 11596859 1xTMT6plex [N-Term] 1.106 1.118 1.251 3.048021555 41.38 0 1114.714559 2 557.8615723 1.173853198 0.000654256 69.66149822LFQVLAPR 6 11596859 1xTMT6plex [N-Term] 1.062 1.115 1.316 3.27156353 37.03 0 1172.735295 2 586.8709106 -0.639693323 -0.000375095 68.25229002MGLGPESR 6 11596859 1xTMT6plex [N-Term] 1.058 1.096 1.012 2.66353631 27.56 0 1075.576745 2 538.2921753 0.305562517 0.000164328 27.82849869192449449 UBE2O (E3-independent) E2 ubiquitin-conjugating enzyme 63893 NP_071349.3 10.60371517 1 9 9 43 1292 141.205 5.12 1.04 1.13 1.05 1.07 Significant 0.000703
SGYPDIGFPLFPLSK 10 192449449 2xTMT6plex [N-Term; K15] 1.016 1.042 0.816 3.866412401 42.23 0 2096.183235 2 1048.593262 -1.902458923 -0.001993951 104.3886604

LYDVCPHVSDSGLFFDDSYGFYPGQVLIGPAK 4 192449449 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C5] 1.097 4.8406353 16.98 0 4022.008647 4 1006.256042 -1.568136391 -0.001576765 102.8091348
IESWLETHALLEK 6 192449449 2xTMT6plex [N-Term; K13] 1.042 1.25 1.434 4.694984913 42.18 0 2027.157748 3 676.3869019 -5.72028181 -0.003865305 82.81014641VQSCPDPAVYGVVQSGDHIGR 2 192449449 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.102 5.370745659 41.6 0 2470.234622 3 824.0805054 -3.100700091 -0.002553152 48.36546419MDLFSALIK 6 192449449 2xTMT6plex [N-Term; K9] 1.055 1.158 3.459587097 48.24 0 1495.895844 2 748.4501953 -1.824682522 -0.001364767 98.16259518GLQEGYENSR 4 192449449 1xTMT6plex [N-Term] 1.297 1.117 3.525284052 37.1 0 1381.690923 2 691.3482666 -1.206237116 -0.000833323 21.08980865IMSCSPDTQCSR 6 192449449 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C10] 1.07 1.539 0.975 3.194162369 17.76 0 1670.749777 2 835.8778687 -0.788050569 -0.000658318 26.83800031

IAWECPEK 4 192449449 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.032 1.011 3.304662466 24.77 0 1490.807757 2 745.9067993 -0.962637322 -0.000717554 59.65395389
KEMALLATSLPEGIMVK 1 192449449 3xTMT6plex [N-Term; K1; K17] 1.157 2.589428186 1 2518.49555 3 840.1669922 -3.623757644 -0.003042139 94.0932087

63025188 HERC4 probable E3 ubiquitin-protein ligase HERC4 isoform a 26091 NP_071362.1 19.01608325 1 13 13 53 1057 118.487 6.19 0.98 1.12 1.14 1.08 Significant 0.00216
SLSDIQIVQVACGYYHSLALSK 2 63025188 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C12] 1.863 5.881331444 47.61 0 2910.579935 3 970.864624 -0.211796172 -0.000205483 98.89935402

QEFVDAYVDYIFNK 4 63025188 2xTMT6plex [N-Term; K14] 0.896 1.081 3.878185987 38.53 0 2209.158142 3 737.0564575 -1.504093955 -0.001107594 101.3406441
IVYICCGEDHTAALTK 2 63025188 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C5; C6] 1.318 5.398181915 46.51 0 2309.203395 3 770.4050903 -1.159414503 -0.000892441 56.8861852

LIQPDHPQISQQVAASLEK 6 63025188 2xTMT6plex [N-Term; K19] 1.021 1.328 1.417 5.375729084 49.33 0 2560.449907 3 854.1486206 -7.263814668 -0.006199545 63.59113013
LVIQSTGGGEEYLPVSHTCFNLLDLPK 4 63025188 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C19] 1.334 1.158 6.046767712 72.99 0 3445.844148 3 1149.278687 -6.570772999 -0.007547287 96.88132151

SVASLFDAFHAGFHK 6 63025188 2xTMT6plex [N-Term; K15] 0.925 1.304 1.215 5.549593925 42.49 0 2092.138016 4 523.7907715 1.548739842 0.000810044 80.30004054FYIHEVQELIDIR 4 63025188 1xTMT6plex [N-Term] 0.576 0.708 4.542200565 23.83 0 1904.047914 3 635.3532715 -1.393455939 -0.000884402 91.52375318IFWEVFHELPLEK 4 63025188 2xTMT6plex [N-Term; K13] 0.911 0.737 3.909728765 28.35 0 2145.214869 3 715.7423706 -1.077115224 -0.000770215 112.0471235ENIVGDAMEVLR 6 63025188 1xTMT6plex [N-Term] 0.979 0.861 0.983 3.799404383 51.79 0 1574.840958 2 787.9243164 0.25270647 0.000198986 77.78145432FSGVDMNAAR 6 63025188 1xTMT6plex [N-Term] 1.289 1.332 1.317 2.947465181 39.29 0 1296.656786 2 648.8327026 1.035133932 0.000671107 38.78455243VIFVGEDAVDAGGVR 2 63025188 1xTMT6plex [N-Term] 1.363 4.24428606 53.73 0 1732.943115 2 866.9735718 -1.87431733 -0.001624043 63.20220072YGQLGLGTDCK 2 63025188 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.764 3.452864408 12.2 0 1669.898363 2 835.4520874 -0.877134408 -0.000732363 46.84162874LIQAIDHNEGFSLI 5 63025188 1xTMT6plex [N-Term] 0.927 1.356 2.183048725 26.84 0 1798.990065 2 899.9993896 0.799046589 0.000718738 90.4940864411559925 XPNPEP3 probable Xaa-Pro aminopeptidase 3 isoform 1 63929 NP_071381.1 11.43984221 1 4 5 38 507 56.997 6.83 1.28 1.46 1.33 1.36 Significant 0.00156
APVEEAFLYAK 6 11559925 2xTMT6plex [N-Term; K11] 1.113 1.512 1.34 4.520206928 53.82 0 1695.972179 2 848.489624 -0.122674845 -0.000104027 70.3949455GADILAYPPVVAGGNR 2 11559925 1xTMT6plex [N-Term] 1.054 4.170678139 51.21 0 1799.001299 2 900.0032349 -1.170367936 -0.001052747 62.13606459FTAPQAELYEAVLEIQR 8 11559925 1xTMT6plex [N-Term] 1.543 1.859 1.758 4.905181408 46.45 0 2207.19095 2 1104.099609 0.449662047 0.000496245 99.50717761LMSLIQK 6 11559925 2xTMT6plex [N-Term; K7] 1.292 1.197 1.175 3.131102085 32.81 0 1290.82195 2 645.9143066 -0.475471268 -0.000306874 72.1483641AILFVPR 32 11559925 1xTMT6plex [N-Term] 1.289 1.137 1.307 2.416970015 22.9 0 1044.676717 2 522.8422852 0.55162759 0.000288136 62.7882783311559927 MRPS14 28S ribosomal protein S14, mitochondrial 63931 NP_071383.1 28.90625 1 3 3 30 128 15.129 11.41 1.07 1.01 0.95 1.01 Significant 0.00117 ILQDVADEEIAALPR 20 11559927 1xTMT6plex [N-Term] 1.188 0.937 0.945 5.198158741 75.71 0 1882.048308 2 941.5239868 -4.044134868 -0.003805629 87.0737854HLADHGQLSGIQR 8 11559927 1xTMT6plex [N-Term] 1.016 1.056 0.946 5.008757591 37.79 0 1660.908067 4 415.9816895 -1.889958609 -0.000784762 31.58053094MAYEYADER 2 11559927 1xTMT6plex [N-Term] 1.002 2.999375582 29.55 0 1376.635382 2 688.8210449 -0.413338388 -0.000284508 30.22122583157738621 KIF13A kinesin-like protein KIF13A isoform a 63971 NP_071396.4 4.099722992 1 3 6 16 1805 202.183 5.6 1.11 1.09 1.46 1.22 Significant 0.00956 SLTTLGLVISSLADQAAGK 3 157738621 2xTMT6plex [N-Term; K19] 1.265 1.974 5.697992325 25.83 0 2303.358633 3 768.4575806 -0.192857844 -0.000148074 112.8805994EHGSQFFYLPIIK 2 157738621 2xTMT6plex [N-Term; K13] 0.876 3.26414609 2.43 0 2037.157354 3 679.7227783 -1.753747228 -0.001190886 85.62255638DSVLTWLLK 4 157738621 2xTMT6plex [N-Term; K9] 1.176 0.95 4.081860542 49.97 0 1532.945237 2 766.9758911 -0.476809882 -0.000365462 101.820493TVAATNMNEESSR 2 157738621 1xTMT6plex [N-Term] 1.458 3.419101238 37.95 0 1638.795464 2 819.9013672 -0.004115828 -3.37E-06 21.79889631KTEEIAQER 3 157738621 2xTMT6plex [N-Term; K1] 0.978 1.03 3.011360407 4.47 1 1561.894992 3 521.3023682 -1.562549227 -0.000813513 29.75687872GSPSSQSIPEK 2 157738621 2xTMT6plex [N-Term; K11] 0.717 2.334530592 17.03 0 1574.879007 2 787.9434814 0.431093831 0.00033946 29.0500459911545859 GOLPH3 Golgi phosphoprotein 3 64083 NP_071413.1 29.86577181 1 8 8 48 298 33.79 6.44 1.14 1.41 1.16 1.24 Significant 0.0049 SDAPTGDVLLDEALK 4 11545859 2xTMT6plex [N-Term; K15] 1.519 1.243 4.063369274 34.84 0 2002.110858 3 668.041748 -0.083236837 -5.55E-05 72.97558839ANTNEVLWAVVAAFTK 6 11545859 2xTMT6plex [N-Term; K16] 1.286 1.643 1.456 4.650699139 33.43 0 2192.24796 3 731.4205322 -0.41816908 -0.000305577 113.1793435AAGGGAGSSEDDAQSR 14 11545859 1xTMT6plex [N-Term] 1.15 100 1.442 4.320184708 77.82 0 1664.767335 2 832.887085 -0.265573522 -0.000221059 15.10306499QLLDLDPEVECLK 8 11545859 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 1.631 1.65 1.808 3.730979443 33.64 0 2030.124399 3 677.378479 -1.731769877 -0.001171903 79.75807009

KVQEAVLDK 4 11545859 3xTMT6plex [N-Term; K1; K9] 0.855 1.074 3.079369307 5.53 1 1717.082682 3 573.0322876 -0.21693599 -0.000124166 42.04668017RDEQDDDDKGDSK 6 11545859 3xTMT6plex [N-Term; K9; K13] 1.294 1.563 4.483343124 8.92 2 2210.113994 4 553.2838745 -0.147595611 -8.16E-05 21.62238824VQEAVLDK 4 11545859 2xTMT6plex [N-Term; K8] 1.014 1.119 3.293893099 27.54 0 1359.824787 2 680.4152832 -1.101093144 -0.000748647 45.50608919



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
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GVLTTEK 2 11545859 2xTMT6plex [N-Term; K7] 1.279 3.053342104 47.41 0 1205.75056 2 603.3787231 -0.32337612 -0.000194955 43.46537999
11545863 MCCC2 methylcrotonoyl-CoA carboxylase beta chain, mitochondrial 64087 NP_071415.1 41.38543517 1 19 19 121 563 61.294 7.68 0.88 0.9 0.97 0.92 Significant 0.000885

AATGEEVSAEDLGGADLHCR 6 11545863 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.732 0.858 0.871 8.402893066 92.37 0 2287.082204 3 763.0317993 -0.594342774 -0.000453104 38.28161046VWDDGIIDPADTR 10 11545863 1xTMT6plex [N-Term] 0.794 0.985 0.927 4.162130356 49.08 0 1701.86453 2 851.4362793 0.441647227 0.000375812 60.1575841NIPLLFLQNITGFMVGR 6 11545863 1xTMT6plex [N-Term] 1.325 2.365 100 5.688214779 63.96 0 2162.235732 3 721.4168701 0.15040523 0.000108404 113.2297702KQGTIFLAGPPLVK 9 11545863 3xTMT6plex [N-Term; K1; K14] 0.938 0.743 0.98 5.714762211 33.53 1 2156.377407 3 719.463562 -0.591067611 -0.000424855 73.13105697QFSSADEAALKEPIIK 8 11545863 3xTMT6plex [N-Term; K11; K16] 0.934 1.161 1.05 4.098304749 32.37 1 2434.416037 3 812.1437988 0.331161298 0.000268728 60.72859329
VSGVECMIIANDATVK 4 11545863 2xTMT6plex [N-Term; K16]; 1xOxidation [M7]; 1xCarbamidomethyl [C6] 0.816 1.009 4.530666351 25.59 0 2181.165947 3 727.725769 -1.463969808 -0.001064387 58.50958195

ISVMGGEQAANVLATITK 8 11545863 2xTMT6plex [N-Term; K18] 0.846 0.852 5.647173882 56.03 0 2261.293924 3 754.4362183 0.078514851 5.92E-05 90.30452206KFEEEGNPYYSSAR 2 11545863 2xTMT6plex [N-Term; K1] 1.308 4.590956211 27.41 1 2135.080954 3 712.3656006 0.606121192 0.000431373 36.15543771QGTIFLAGPPLVK 10 11545863 2xTMT6plex [N-Term; K13] 0.731 0.819 0.827 4.94118166 70.02 0 1799.119512 2 900.06427 0.973270008 0.000875515 82.36599755LPCIYLVDSGGAYLPR 8 11545863 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.927 0.903 0.838 4.709494591 52.78 0 2023.088399 2 1012.048889 1.039208328 0.001051205 87.61557639AFYGDTLVTGFAR 4 11545863 1xTMT6plex [N-Term] 1.027 0.862 4.537931442 50.78 0 1646.873973 2 823.9337158 -8.390380565 -0.00690895 69.68081665GGAYYPVTVK 6 11545863 2xTMT6plex [N-Term; K10] 0.803 0.82 0.992 3.490638971 57.72 0 1512.882636 2 756.9446411 -0.416875323 -0.000315342 48.74842095AQEIAMQNR 8 11545863 1xTMT6plex [N-Term] 1.01 0.93 0.856 3.402366877 30.42 0 1289.683336 2 645.3439941 -2.034506206 -0.001311934 23.60595413VSGVECMIIANDATVK 2 11545863 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C6] 0.789 3.226394415 15.75 0 2165.171032 3 727.725769 -1.463969808 -0.001064387 58.50958195
TFYNQAIMSSK 8 11545863 2xTMT6plex [N-Term; K11]; 1xOxidation [M8] 0.891 0.778 1.047 3.053797722 45.12 0 1763.940228 2 882.4717407 -2.280663837 -0.002011477 44.77330567ALVNQLHER 2 11545863 1xTMT6plex [N-Term] 0.911 3.104332447 29.17 0 1308.758549 2 654.8820801 -1.272842688 -0.000832922 28.85290749KGTHFVQLCCQR 4 11545863 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C9; C10] 1.263 1.251 4.236197948 18.73 1 1992.067177 4 498.7725525 0.604146764 0.000300875 31.44622802

EYEAEGIAK 4 11545863 2xTMT6plex [N-Term; K9] 0.768 0.552 3.483628273 29.46 0 1467.809531 2 734.407959 -0.606026348 -0.000444766 36.33813655FLYIWPNAR 6 11545863 1xTMT6plex [N-Term] 0.863 0.982 0.803 3.273557663 22.91 0 1408.793872 2 704.9001465 -0.607577352 -0.000427976 86.57149916TDFGIFR 6 11545863 1xTMT6plex [N-Term] 0.949 1.051 0.899 2.409750462 22.8 0 1084.598861 2 542.8025513 -0.954326041 -0.00051753 56.4951821450593008 TMBIM1 protein lifeguard 3 64114 NP_071435.2 4.501607717 1 1 1 12 311 34.585 7.72 1.12 1.01 0.99 1.04 Significant 0.00151 AVSDSFGPGEWDDR 12 50593008 1xTMT6plex [N-Term] 1.122 1.012 0.987 4.977058411 73.61 0 1766.818308 2 883.9135742 0.884877349 0.000781709 48.7134892411995472 RRAGC ras-related GTP-binding protein C isoform 1 64121 NP_071440.1 19.29824561 1 7 7 46 399 44.196 5.1 0.79 0.82 0.88 0.83 Significant 0.00101 ANDDLADAGLEK 6 11995472 2xTMT6plex [N-Term; K12] 0.983 0.884 0.761 4.24905777 67.64 0 1689.90595 2 845.4569702 0.422218578 0.000356755 44.49482308AIHEVFEVGVTSHR 6 11995472 1xTMT6plex [N-Term] 0.927 0.893 5.194844723 35.46 0 1809.980898 4 453.2507324 0.111767754 5.06E-05 43.07326989AFLFDVVSK 12 11995472 2xTMT6plex [N-Term; K9] 0.797 0.91 0.868 3.708913565 52.05 0 1483.892473 2 742.4497681 -0.143681022 -0.000106604 84.49174502VDGLSDDHK 4 11995472 2xTMT6plex [N-Term; K9] 0.722 0.585 3.805751562 33.81 0 1443.784379 3 481.9332581 0.583300342 0.00028072 25.95258872
SCGHQTSASSLK 6 11995472 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 0.8 0.728 0.726 3.138051748 28.74 0 1720.905239 3 574.3063354 -0.456760969 -0.000262014 20.35562473

MSPNETLFLESTNK 6 11995472 2xTMT6plex [N-Term; K14]; 1xOxidation [M1] 0.686 0.866 0.986 3.529480934 28.47 0 2085.093828 3 695.7027588 -0.050142977 -3.49E-05 55.59402965ILLMGLR 6 11995472 1xTMT6plex [N-Term] 0.826 0.746 0.918 2.601407528 27.42 0 1044.680088 2 522.8432617 -0.805435568 -0.000420711 74.3904994426667177 MRPL46 39S ribosomal protein L46, mitochondrial 26589 NP_071446.2 44.44444444 1 10 10 56 279 31.685 7.05 0.91 1.07 1.06 1.01 Significant 0.0026 FGDQDVWILPQAEWQPGETLR 6 26667177 1xTMT6plex [N-Term] 0.656 0.62 0.855 5.611560345 47.01 0 2714.377581 3 905.4661255 2.299689213 0.002080742 93.00281405TLATLSENNMEAK 8 26667177 2xTMT6plex [N-Term; K13] 1.037 0.93 0.906 5.698794842 71.52 0 1880.019934 2 940.5114136 -2.331683554 -0.002191806 49.75395365ALLLTGDFSQAGNK 14 26667177 2xTMT6plex [N-Term; K14] 1.062 1.362 1.134 4.305923939 59.32 0 1893.084583 2 947.0423584 -3.773287886 -0.003571577 69.40037345EKFGDQDVWILPQAEWQPGETLR 4 26667177 2xTMT6plex [N-Term; K2] 1.438 2.017 4.646471024 14.5 1 3200.678069 3 1067.562988 -1.142684822 -0.001219122 85.27211898ADLHDEEDEQDILLAQDLEDMWEQK 6 26667177 2xTMT6plex [N-Term; K25] 0.688 0.603 4.188091755 39.25 0 3486.66228 3 1162.891235 -0.896833436 -0.001042318 102.6421033
FLGNAPCGHYTFK 6 26667177 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 0.687 0.904 0.981 4.960955143 29.98 0 1970.035859 3 657.3497925 -0.525471955 -0.000345066 56.33700091SLYSDHELR 2 26667177 1xTMT6plex [N-Term] 0.997 3.793729544 36.55 0 1348.705845 3 450.2408142 1.515761914 0.000681439 27.78277422ITEADEKNDR 6 26667177 2xTMT6plex [N-Term; K7] 1.164 1.173 1.32 3.936649561 10.26 1 1648.890635 3 550.3018799 0.273995393 0.000150596 21.18806526DELGDYLKPK 2 26667177 3xTMT6plex [N-Term; K8; K10] 0.802 0.961 2.057615042 0 1865.098726 3 622.3699951 -1.766050446 -0.001097953 51.2274852ALDENQR 2 26667177 1xTMT6plex [N-Term] 1.216 2.184368372 15.31 0 1074.574103 2 537.7906494 -0.074924451 -4.03E-05 16.8339470511545918 TINAGL1 tubulointerstitial nephritis antigen-like isoform 1 precursor 64129 NP_071447.1 8.779443255 1 3 3 18 467 52.353 6.99 1.22 0.72 1.01 0.99 Significant 0.021

GVNECDIESFVLGVWGR 9 11545918 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.071 0.76 0.741 5.288666248 48.09 0 2166.085105 3 722.699585 -0.416921378 -0.000301029 106.787567
YCQEQDLCCR 6 11545918 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C8; C9] 100 0.725 100 3.436463594 28.62 0 1660.707913 2 830.8574829 -0.134671296 -0.000111825 22.78096897

IYPVLGTYWDNCNR 3 11545918 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.071 0.711 2.854804754 8.95 0 1999.989748 3 667.3347168 -0.075380074 -5.03E-05 74.75055289
11559923 EIF4H eukaryotic translation initiation factor 4H isoform 1 7458 NP_071496.1 33.06451613 1 7 7 65 248 27.368 7.23 1.07 1.06 1.02 1.05 Significant 0.000212 EALTYDGALLGDR 16 11559923 1xTMT6plex [N-Term] 1.086 1.017 1.086 4.781598091 52.47 0 1622.858717 2 811.932312 -0.84376819 -0.000684658 52.42138893ELPTEPPYTAYVGNLPFNTVQGDIDAIFK 9 11559923 2xTMT6plex [N-Term; K29] 1.101 1.074 1.287 6.370213032 41.22 0 3667.929986 3 1223.31311 -1.419892237 -0.001736022 112.425482GSNMDFREPTEEER 10 11559923 1xTMT6plex [N-Term] 1.228 1.141 1.657 4.560181618 24.77 1 1925.88607 3 642.6325073 -1.610462525 -0.001033856 26.12099338AYSSFGGGR 6 11559923 1xTMT6plex [N-Term] 1.039 1.09 0.951 3.543147564 35.49 0 1130.579188 2 565.7930908 -0.250402075 -0.00014155 25.17032878DDFNSGFR 6 11559923 1xTMT6plex [N-Term] 1.488 1.432 1.172 3.099826097 29.44 0 1186.569017 2 593.7883301 0.308634597 0.000183108 31.93600007EPTEEER 6 11559923 1xTMT6plex [N-Term] 0.826 0.779 0.74 2.920455456 37.85 0 1118.552699 2 559.7800903 0.183741064 0.000102762 15.13338564EEVVQKEQE 8 11559923 2xTMT6plex [N-Term; K6] 1.848 1.798 1.402 2.849375486 27.29 1 1575.863023 2 788.4358521 0.891296732 0.000702281 25.58619199GSNMDFREPTEEER 4 11559923 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.144 2.899631977 16.08 1 1941.880985 3 642.6325073 -1.610462525 -0.001033856 26.12099338106049292 PC pyruvate carboxylase, mitochondrial precursor 5091 NP_071504.2 44.99151104 1 39 39 343 1178 129.551 6.84 1.1 1.15 1.12 1.12 Significant 0.000167 KAYVEANQMLGDLIK 6 106049292 3xTMT6plex [N-Term; K1; K15] 1.837 1.732 1.415 5.33864975 32.04 1 2380.387714 3 794.1333008 -0.993450032 -0.000788265 81.11750005NHPGLLLMDTTFR 10 106049292 1xTMT6plex [N-Term] 1.103 1.203 1.167 4.906970024 61.03 0 1743.941341 3 581.9852295 -0.117964654 -6.86E-05 64.15330776IAEEFEVELER 6 106049292 1xTMT6plex [N-Term] 0.863 0.903 1.135 4.040897846 43.03 0 1592.836919 2 796.921936 -0.202914488 -0.000161605 71.82627205VEGRPGASLPPLDLQALEK 5 106049292 2xTMT6plex [N-Term; K19] 2.064 1.345 1.52 5.03200388 29.71 0 2448.42263 3 816.81073 -2.039349144 -0.001664396 75.43883958LDNASAFQGAVISPHYDSLLVK 16 106049292 2xTMT6plex [N-Term; K22] 0.906 1.135 1.26 8.238165855 70.46 0 2803.53945 3 935.1831665 -1.606586374 -0.001501376 79.26923095TKYSLQYYMGLAEELVR 8 106049292 2xTMT6plex [N-Term; K2] 2.195 2.139 2.198 4.860555649 40.88 1 2522.372903 3 841.4620361 -0.534168267 -0.000449124 107.6207683ASPSPTDPVVPAVPIGPPPAGFR 10 106049292 1xTMT6plex [N-Term] 0.796 1.231 1.528 5.777052879 53.5 0 2455.354661 2 1228.181274 0.248993815 0.000305684 78.6960801LQVEHTVTEEITDVDLVHAQIHVAEGR 10 106049292 1xTMT6plex [N-Term] 1.01 1.29 1.266 7.997311592 36.81 0 3267.717084 5 654.3497925 0.848265707 0.000554378 72.546479

GLYAAFDCTATMK 6 106049292 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 1.402 1.508 1.253 4.817606449 62.69 0 1906.980712 2 953.9926147 -1.446993037 -0.001379694 65.5350416VFDYSEYWEGAR 15 106049292 1xTMT6plex [N-Term] 1.023 1.132 1.102 4.426220894 41.88 0 1750.827417 2 875.9163818 -1.102077856 -0.000964774 66.56210675ADFAQACQDAGVR 10 106049292 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.366 1.024 0.941 5.220193863 65.39 0 1637.79032 2 819.3978882 -1.111358878 -0.000910086 33.1520054AYVEANQMLGDLIK 20 106049292 2xTMT6plex [N-Term; K14] 1.084 1.019 0.974 6.038635254 71.1 0 2023.129819 2 1012.068115 -0.427595521 -0.000432541 89.94481943GLAPVQAYLHIPDIIK 12 106049292 2xTMT6plex [N-Term; K16] 1.029 1.27 1.367 5.157075405 44.69 0 2206.336381 3 736.1182251 1.69547264 0.001246928 104.6085613DFTATFGPLDSLNTR 16 106049292 1xTMT6plex [N-Term] 1.166 1.056 1.181 5.321543694 61.56 0 1883.970058 2 942.4873047 -1.446527766 -0.001362607 79.1843383TVAIYSEQDTGQMHR 6 106049292 1xTMT6plex [N-Term] 1.289 1.319 1.389 5.214184284 57.36 0 1964.96974 3 655.6628418 2.15361109 0.001410594 30.68992215GANAVGYTNYPDNVVFK 6 106049292 2xTMT6plex [N-Term; K17] 1.241 1.148 4.359680653 52.69 0 2287.212303 2 1144.110352 0.491268344 0.000561817 60.89588361AEAEAQAEELSFPR 2 106049292 1xTMT6plex [N-Term] 1.072 4.82401371 68.11 0 1776.896559 2 888.9516602 -0.289835386 -0.000257504 47.63498276IAPYVAHNFSK 6 106049292 2xTMT6plex [N-Term; K11] 1.2 1.159 1.271 4.812295914 47.63 0 1704.983747 3 568.9994507 0.030235351 1.72E-05 60.69344295YSLQYYMGLAEELVR 8 106049292 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.006 1.23 1.021 4.097811222 51.64 0 2080.062244 2 1040.532593 -2.084179518 -0.002167612 95.98688314HIEVQILGDQYGNILHLYER 8 106049292 1xTMT6plex [N-Term] 1.147 1.414 1.141 6.080883503 50.54 0 2639.414301 4 660.6081543 -1.331194007 -0.000878393 78.7545938HGEEVTPEDVLSAAMYPDVFAHFK 14 106049292 2xTMT6plex [N-Term; K24]; 1xOxidation [M15] 0.953 1.077 0.939 6.818963051 36.11 0 3163.581057 4 791.6503296 -0.495947661 -0.000392243 87.45781508
AIAIAAGVPVVPGTDAPITSLHEAHEFSNTYGFPIIFK 4 106049292 2xTMT6plex [N-Term; K38] 1.273 4.915239811 31.81 0 4409.394964 5 882.6846313 -0.207287332 -0.000182802 109.4644861

SVVEFLQGYIGVPHGGFPEPFR 16 106049292 1xTMT6plex [N-Term] 1.09 1.067 1.027 6.507724285 66.71 0 2661.402674 3 887.8041992 -1.739388705 -0.001543071 103.2689378ELIPNIPFQMLLR 12 106049292 1xTMT6plex [N-Term] 1.163 1.176 1.252 3.310571194 38.4 0 1813.060728 2 907.0333862 -0.679491339 -0.00061598 111.4146159TVAIYSEQDTGQMHR 2 106049292 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.229 2.879558563 30.76 0 1980.964655 3 655.6628418 2.15361109 0.001410594 30.68992215TSTAPAASPNVR 12 106049292 1xTMT6plex [N-Term] 1.254 0.834 1.382 4.409678936 52.93 0 1400.769508 2 700.8862305 -3.086576682 -0.002161791 34.05326272AGTHILCIK 8 106049292 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.252 1.159 1.15 3.446446657 42.27 0 1470.886676 2 735.9464111 -0.768593797 -0.000565257 45.28824267
GQIGAPMPGK 8 106049292 2xTMT6plex [N-Term; K10] 1.141 1.052 1.03 4.257942677 39.66 0 1413.828827 2 707.4182739 0.314459257 0.000222296 42.05779832GTPLDTEVPMER 6 106049292 1xTMT6plex [N-Term] 0.953 1.138 1.141 3.705087423 39.33 0 1573.809324 2 787.4073486 -1.209221693 -0.000951542 45.61018593HGEEVTPEDVLSAAMYPDVFAHFK 2 106049292 2xTMT6plex [N-Term; K24] 1.022 4.245087147 2.86 0 3147.586142 4 791.6503296 -0.495947661 -0.000392243 87.45781508DAHQSLLATR 8 106049292 1xTMT6plex [N-Term] 1.127 1.175 1.228 3.752789736 28.59 0 1340.748379 3 447.5875244 -0.267453475 -0.000119529 21.64423565HYFIEVNSR 6 106049292 1xTMT6plex [N-Term] 1.173 1.105 1.156 3.494757652 25.89 0 1393.742565 3 465.2526245 0.541947398 0.000251778 35.14186673SLPDLGLR 10 106049292 1xTMT6plex [N-Term] 0.952 0.845 1.018 3.026915312 30.33 0 1099.667275 2 550.3365479 -1.323824859 -0.000727883 55.00828834ACTELGIR 6 106049292 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.715 0.816 1.128 3.202159405 27.39 0 1148.629509 2 574.8179932 -0.696240057 -0.000399861 31.34125292SFQPDTGR 4 106049292 1xTMT6plex [N-Term] 1.008 1.027 2.671087503 21.67 0 1136.589753 2 568.7982178 -0.522486784 -0.000296927 20.81099043VTTEDPAR 8 106049292 1xTMT6plex [N-Term] 1.311 1.166 1.193 2.699350357 38.24 0 1117.605068 2 559.3062134 0.073073946 4.08E-05 31.34323735DMTLEGDDLILEIE 2 106049292 1xTMT6plex [N-Term] 100 2.282642603 22.33 0 1834.919327 2 917.9612427 -2.244659139 -0.002059384 101.0339444FLYECPWR 8 106049292 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.079 1.161 1.083 3.026824474 13.15 0 1399.703009 2 700.3536987 -2.063194152 -0.00144393 63.49472518LTSDSVK 6 106049292 2xTMT6plex [N-Term; K7] 1.129 1.071 1.121 3.060753345 28.32 0 1207.729824 2 604.3689575 0.674239425 0.00040715 32.1055894LFLQGPK 4 106049292 2xTMT6plex [N-Term; K7] 1.167 1.08 2.976095676 26.05 0 1260.808015 2 630.9069214 -1.149085781 -0.000724388 59.66095725FIGPSPEVVR 11 106049292 1xTMT6plex [N-Term] 1.005 1.198 1.195 3.677204609 36.32 0 1329.772802 2 665.3903809 0.513342391 0.000341314 63.91016101188219591 TIA1 nucleolysin TIA-1 isoform p40 isoform 2 7072 NP_071505.2 13.47150259 1 3 5 25 386 42.936 7.74 1.29 1.19 1.09 1.19 Significant 0.00235 QTFSPFGQIMEIR 6 188219591 1xTMT6plex [N-Term] 1.21 1.555 1.753 4.238026142 54.08 0 1782.941007 2 891.9710083 -3.514753665 -0.003133299 81.17092837DTSSSTVVSTQR 6 188219591 1xTMT6plex [N-Term] 1.703 1.337 1.09 4.052982807 43.53 0 1496.775381 2 748.8911743 -0.206448604 -0.000154504 17.91427194TLYVGNLSR 5 188219591 1xTMT6plex [N-Term] 0.973 0.914 1.223 3.535494804 35.97 0 1251.725852 2 626.3659668 -0.954934539 -0.000597658 43.40348336GYGFVSFFNK 4 188219591 2xTMT6plex [N-Term; K10] 1.276 1.2 2.858748674 9.62 0 1623.893535 3 541.9691772 -0.342899154 -0.000185611 80.32719601STYESNTK 4 188219591 2xTMT6plex [N-Term; K8] 1.247 1.104 3.333341599 19.59 0 1387.746931 2 694.3765869 -0.744683236 -0.000516716 18.6462119211641237 RAB38 ras-related protein Rab-38 23682 NP_071732.1 31.27962085 1 4 6 33 211 23.697 7.77 1 0.96 1.09 1.02 Significant 0.00143 EHGFVGWFETSAK 4 11641237 2xTMT6plex [N-Term; K13] 0.878 1.135 5.293374538 31.74 0 1953.027068 3 651.6798706 -1.029132482 -0.000669975 63.97670492LQLWDIAGQER 4 11641237 1xTMT6plex [N-Term] 1.148 4.065485477 39.88 0 1557.858657 2 779.4324341 -0.684071005 -0.000532843 73.24338979ATIGVDFALK 9 11641237 2xTMT6plex [N-Term; K10] 1.425 1.246 0.262 4.597672939 49.7 0 1492.913936 2 746.9602051 -0.537789708 -0.000401437 71.90163719ENINIDEASR 6 11641237 1xTMT6plex [N-Term] 1.051 1.262 0.919 3.923433304 53.81 0 1389.717138 2 695.3619385 -0.386853454 -0.000268808 28.72082817LLVIGDLGVGK 6 11641237 2xTMT6plex [N-Term; K11] 1.08 1.143 1.167 3.267113686 40.34 0 1542.003086 3 514.6722412 -0.593615665 -0.000305119 86.81245615VLHWDPETVVR 4 11641237 1xTMT6plex [N-Term] 0.951 0.534 3.512626171 12.07 0 1579.879393 3 527.2982788 0.563641621 0.000296829 57.6202973945505147 C17orf75 protein Njmu-R1 64149 NP_071739.2 13.63636364 1 4 4 20 396 44.593 5.03 1.2 1.24 1.64 1.36 Significant 0.0105 GAVFEGLGNVASVELK 2 45505147 2xTMT6plex [N-Term; K16] 100 3.020608425 40.88 0 2048.179212 2 1024.594116 0.851430317 0.000871941 81.82992778NVIAVLEEFMK 10 45505147 2xTMT6plex [N-Term; K11] 1.298 1.286 1.659 3.814510822 51.93 0 1751.017749 2 876.0114746 -1.186082352 -0.001038426 112.9574086LLPETVTIDSER 6 45505147 1xTMT6plex [N-Term] 1.112 1.227 1.313 3.80781579 37.5 0 1601.894768 2 801.4505005 -0.651424462 -0.000521757 59.43252813NPSEYVVCFLGGSEK 2 45505147 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 1.183 2.435343504 2.07 0 2144.109812 3 715.3765869 2.516420641 0.001798494 82.53038177

21359945 NCAPG condensin complex subunit 3 64151 NP_071741.2 8.866995074 1 8 8 27 1015 114.262 5.59 1.46 1.57 0.96 1.33 Significant 0.0193 TQIVTEIISEIR 6 21359945 1xTMT6plex [N-Term] 0.773 3.334473133 28.15 0 1630.957702 2 815.9815063 -1.205674852 -0.000983202 98.97175213AVLSCIAPSAK 6 21359945 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 1.125 1.216 0.997 4.126565933 33.05 0 1574.93402 2 787.9692383 -1.790714699 -0.001410129 63.12677733
LLGSMPENAQIDDDVFDK 2 21359945 2xTMT6plex [N-Term; K18] 1.968 4.812812805 27.4 0 2465.263412 3 822.4252319 -0.920404371 -0.000756346 82.1841499IQAVLALSR 2 21359945 1xTMT6plex [N-Term] 1.293 3.268493891 38.76 0 1199.767323 2 600.3873291 0.048653705 2.92E-05 67.39106284HLLQGWLR 4 21359945 1xTMT6plex [N-Term] 1.982 1.718 2.742395163 41.98 0 1251.752342 3 417.9224854 0.448103566 0.000186972 53.61567291LAQQPHQNQAK 2 21359945 2xTMT6plex [N-Term; K11] 1.95 3.120687485 14.69 0 1720.985872 3 574.333252 -0.389219131 -0.00022328 20.12764816LLSDFLDSEVSELR 4 21359945 1xTMT6plex [N-Term] 1.38 1.025 3.454802752 15.67 0 1851.990125 2 926.4979248 -0.837855777 -0.00077585 100.7402842VIEFAAK 1 21359945 2xTMT6plex [N-Term; K7] 0.855 2.133873701 0 1235.77638 2 618.392334 0.818035339 0.000505454 56.6549613311641261 ERAP2 endoplasmic reticulum aminopeptidase 2 64167 NP_071745.1 23.95833333 1 22 22 119 960 110.391 6.71 0.88 0.9 0.89 0.89 Significant 0.0000421 MTSNMLAFLGENAEVK 6 11641261 2xTMT6plex [N-Term; K16] 0.947 1.069 0.921 5.307616711 36.26 0 2213.171032 3 738.3938599 -1.809796938 -0.00133513 90.30354317VGLIHDVFQLVGAGR 8 11641261 1xTMT6plex [N-Term] 0.861 0.697 1.396 4.891724586 38.11 0 1810.053669 3 604.0224609 -0.463515262 -0.000279663 101.33657MAFPCFDEPLFK 10 11641261 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 0.887 0.857 0.866 3.783941031 31.19 0 1960.011284 3 654.008667 0.083456949 5.45E-05 94.6569766

LACDLNHAPCIQK 4 11641261 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C3; C10] 1.096 0.939 3.977624893 20.62 0 1998.066508 3 666.6934204 -0.40031677 -0.00026662 49.71005088
LGDGFEGFYK 6 11641261 2xTMT6plex [N-Term; K10] 0.882 0.733 0.613 3.750035286 36.9 0 1590.856815 2 795.9324951 0.564591588 0.000449092 68.56908685FLQGVFQEDPEWR 6 11641261 1xTMT6plex [N-Term] 0.789 1.003 0.937 3.790240049 53.35 0 1879.954014 2 940.4794922 -1.226782667 -0.001153147 80.90955793VLSYPAHEQIALLVPEK 2 11641261 2xTMT6plex [N-Term; K17] 0.844 3.773858309 7.8 0 2365.389539 3 789.1343994 -0.377924142 -0.000297979 80.83547381ILAVTDFEPTQAR 6 11641261 1xTMT6plex [N-Term] 0.849 0.85 0.843 4.574879169 43.05 0 1689.937301 2 845.4692993 -3.538224278 -0.002989689 68.84609243LIELGMEGK 6 11641261 2xTMT6plex [N-Term; K9] 0.865 1.066 1.024 3.679729939 48.04 0 1447.859458 2 724.4335327 0.228468092 0.000165395 65.25447887YFDIYYPLSK 6 11641261 2xTMT6plex [N-Term; K10] 0.807 0.905 0.881 4.05799675 41.78 0 1766.976931 2 883.9914551 -0.734007178 -0.000648487 87.07289021ETSLLFDPK 6 11641261 2xTMT6plex [N-Term; K9] 0.962 1.021 1.075 2.753662348 41.89 0 1507.877217 2 754.4420166 -0.305022763 -0.000229968 60.24096452HIALSNMPK 4 11641261 2xTMT6plex [N-Term; K9] 0.915 0.957 3.87690568 23.75 0 1468.871026 3 490.2950439 -0.304454274 -0.000149068 41.75922035EMMTTWTLQK 6 11641261 2xTMT6plex [N-Term; K10] 0.993 0.888 1.053 2.994095325 19.69 0 1726.92722 3 576.3136597 -0.459866568 -0.000264719 64.68569616GIPLLVVK 8 11641261 2xTMT6plex [N-Term; K8] 0.769 0.867 0.933 2.979042292 34.08 0 1296.901915 2 648.954834 0.367073828 0.000238029 80.00210756VSIYASPDKR 6 11641261 2xTMT6plex [N-Term; K9] 0.905 0.784 0.869 4.258637428 13.79 1 1593.936463 3 531.9838867 0.404160558 0.000214735 36.82374441LLDFYEK 6 11641261 2xTMT6plex [N-Term; K7] 0.817 0.859 0.905 2.821986437 31.5 0 1385.808074 2 693.4051514 -3.642860594 -0.002524153 71.05592405GIIQYLK 4 11641261 2xTMT6plex [N-Term; K7] 0.921 0.956 2.610068321 30.01 0 1292.83423 2 646.9207764 0.035939933 2.32E-05 69.11170586LNIPTDVLK 6 11641261 2xTMT6plex [N-Term; K9] 0.783 0.854 3.095526457 31.89 0 1470.929586 2 735.9673462 -1.475738341 -0.001085354 73.08413137DFLGEEK 2 11641261 2xTMT6plex [N-Term; K7] 0.709 2.731777668 25.46 0 1295.724739 2 648.3648071 -1.853080454 -0.001200541 45.9933169TSSASDK 2 11641261 2xTMT6plex [N-Term; K7] 0.997 1.489285588 7.82 0 1153.646488 2 577.326355 -0.914560113 -0.00052754 15.99277844FPWQELR 6 11641261 1xTMT6plex [N-Term] 1.009 0.846 0.987 2.537037134 10.81 0 1204.667609 2 602.8370972 -0.574020632 -0.000345752 66.6167878MAFPCFDEPLFK 2 11641261 2xTMT6plex [N-Term; K12]; 1xOxidation [M1]; 1xCarbamidomethyl [C5] 1.033 2.088056087 3.23 0 1976.006199 3 654.008667 0.083456949 5.45E-05 94.6569766

YLLQYFKPVIDR 1 11641261 2xTMT6plex [N-Term; K7] 0.975 1.537739635 0 2013.19374 3 671.7342529 -2.749040407 -0.001844784 89.136316186928835 P3H1 prolyl 3-hydroxylase 1 isoform 1 precursor 64175 NP_071751.3 20.24456522 1 12 12 75 736 83.341 5.14 1.32 1.14 1.28 1.24 Significant 0.00191 LTNVAATSGDGYR 6 186928835 1xTMT6plex [N-Term] 1.202 0.833 0.798 4.413590908 44.49 0 1553.812101 2 777.4104614 0.994535672 0.000772661 34.66378339TQCAADFPWELDPDWSPSPAQASGAAALR 2 186928835 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.832 5.956348419 57.44 0 3344.584356 3 1115.531982 -0.885492504 -0.000987201 91.74532958TAIEEVQAER 4 186928835 1xTMT6plex [N-Term] 2.279 1.157 3.844192505 55.47 0 1374.742624 2 687.8740845 -1.259955614 -0.000866057 28.97961413GQTSPHTPNEK 6 186928835 2xTMT6plex [N-Term; K11] 1.1 1.269 1.243 4.388222694 21.53 0 1653.896054 3 551.97052 0.575869681 0.000317476 17.67493839ISQEIGNLMK 6 186928835 2xTMT6plex [N-Term; K10] 1.354 1.147 1.139 4.250638485 42.17 0 1590.928934 2 795.9661255 -2.489195684 -0.001980067 69.10257749DLSFFGGLLR 12 186928835 1xTMT6plex [N-Term] 1.117 0.84 1.171 4.061846256 48.48 0 1353.772802 2 677.3887939 -1.840190149 -0.0012456 90.21966496SPYNYLQVAYFK 10 186928835 2xTMT6plex [N-Term; K12] 1.483 1.571 1.333 3.97951889 49.87 0 1951.072956 2 976.036377 -3.833164581 -0.003739392 81.33529186EIETLVEEK 9 186928835 2xTMT6plex [N-Term; K9] 1.62 1.426 1.373 4.066575527 48.52 0 1547.89326 2 774.4484863 -2.302745183 -0.001782202 56.94128585TVTAEVQPQCGR 6 186928835 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.18 1.12 1.066 4.445215225 37.79 0 1574.815806 2 787.911377 -0.208991901 -0.000164562 26.31346231EADFKDLETQPHMQEFR 2 186928835 2xTMT6plex [N-Term; K5] 1.736 3.619873285 10.39 1 2579.296443 4 645.5805054 1.453324369 0.000937139 50.9240858VQADDLVK 4 186928835 2xTMT6plex [N-Term; K8] 1.394 1.101 3.272754908 44.01 0 1345.809137 2 673.4078979 -0.459011271 -0.000308871 43.90311557FYGVTVFK 8 186928835 2xTMT6plex [N-Term; K8] 1.331 1.235 1.144 3.184417486 28.84 0 1418.844794 2 709.9254761 -0.788515817 -0.000559391 75.49280221
170763479 MMS19 MMS19 nucleotide excision repair protein homolog isoform 1 64210 NP_071757.4 26.01941748 1 18 18 89 1030 113.217 6.35 1.12 1.12 1.16 1.13 Significant 0.000138

ACDSVTSNVLPLLLEQFHK 10 170763479 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C2] 1.228 1.374 1.308 6.930583477 44.53 0 2629.442379 3 877.1535034 1.360632176 0.001192568 105.1703357ETLPLLLQHLWQVNR 6 170763479 1xTMT6plex [N-Term] 1.036 1.086 1.142 5.995352268 53.79 0 2089.21196 3 697.0742188 -1.846141068 -0.00128566 103.2803006TLTVLGAQPDLLSYEDLELAVGHLYR 4 170763479 1xTMT6plex [N-Term] 1.167 100 5.574845791 56.26 0 3115.687681 3 1039.234131 0.050662371 5.26E-05 110.4803621VEAEGLAALHSLTACLSR 10 170763479 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.705 1.151 1.29 6.001213551 34.11 0 2127.142954 3 709.7184448 -1.021420464 -0.000724236 89.67359319FFTDNVPALVQGFHAAPQDVKPNYLK 8 170763479 3xTMT6plex [N-Term; K21; K26] 1.176 1.311 1.602 8.047087669 34.39 0 3603.993085 4 901.7531128 -0.683577373 -0.000615902 90.89783571
ELLELSCCHSCPFSSTAAAK 2 170763479 2xTMT6plex [N-Term; K20]; 3xCarbamidomethyl [C7; C8; C11] 1.137 4.700643539 42.16 0 2726.335214 3 909.4475708 -2.587655993 -0.002351606 62.11250847FQPFQDGSSGQR 4 170763479 1xTMT6plex [N-Term] 1.202 0.947 3.694259405 21.42 0 1582.781135 2 791.894043 -0.205867061 -0.000162921 36.6239346FAEFLLPLLIEK 12 170763479 2xTMT6plex [N-Term; K12] 1.105 0.988 1.106 3.856910944 35.33 0 1891.170879 3 631.0615234 -0.45589085 -0.000287389 113.1558335VDSEVLSAK 6 170763479 2xTMT6plex [N-Term; K9] 1.069 1.074 0.874 3.70295763 41.91 0 1405.830266 2 703.4168701 -2.704967816 -0.001901363 45.08198612LKDHHLVIPSVLQGLK 2 170763479 3xTMT6plex [N-Term; K2; K16] 1.051 4.92970562 11.86 1 2484.56331 4 621.8953857 -1.447892768 -0.000899345 70.60685942GEWFLLGSPGS 4 170763479 1xTMT6plex [N-Term] 1.351 1.115 3.22639966 52.07 0 1378.720433 2 689.8637695 -0.123358946 -8.50E-05 86.04552304AIFQEVHVQSLPQVDR 2 170763479 1xTMT6plex [N-Term] 2.881436586 9.62 0 2095.149754 3 699.0549927 0.320348148 0.000223726 72.84463555ELKDFLPSLWASIR 6 170763479 2xTMT6plex [N-Term; K3] 0.792 0.801 1.371 4.417976856 3.79 1 2133.247232 3 711.755249 1.857211041 0.00132063 100.6013149EVVHLILFYENR 3 170763479 1xTMT6plex [N-Term] 1.018 1.186 3.279057503 10.26 0 1760.989671 3 587.6676025 -0.804645726 -0.000472324 74.929321LPTPVLLPYKPQVIR 4 170763479 2xTMT6plex [N-Term; K10] 1.246 1.241 4.753843307 7.76 0 2192.393502 3 731.4685059 -1.157598703 -0.000845971 86.50896129NLLVAFR 2 170763479 1xTMT6plex [N-Term] 1.295 2.248606682 29.66 0 1061.666881 2 531.3370361 -0.08038715 -4.27E-05 64.79675783NVEIPQLNQLMR 2 170763479 1xTMT6plex [N-Term] 0.89 2.53749609 0.21 0 1683.941341 2 842.4743042 -0.005446486 -4.59E-06 75.59807919AVLASTPR 2 170763479 1xTMT6plex [N-Term] 0.864 2.427293539 25.98 0 1043.64106 2 522.3235474 -1.190086788 -0.000621012 28.1660137111641289 TFB2M dimethyladenosine transferase 2, mitochondrial 64216 NP_071761.1 14.8989899 1 5 5 26 396 45.32 9.19 1.52 1.28 1.36 1.39 Significant 0.00258

NLGIEAVPWTADIPLK 8 11641289 2xTMT6plex [N-Term; K16] 1.224 1.067 1.259 4.07951498 37.42 0 2195.284011 3 732.4319458 -1.242280107 -0.000909053 96.72097901VLHMEPWSSFDIYTR 4 11641289 1xTMT6plex [N-Term] 1.602 1.234 4.209482193 26.49 0 2110.062912 3 704.0247803 -1.480960434 -0.00104164 80.0037418TFIPHLESLGK 4 11641289 2xTMT6plex [N-Term; K11] 1.908 1.527 3.312581301 19.29 0 1700.014713 3 567.3431396 0.089819995 5.09E-05 65.69071869SATVIDHLR 6 11641289 1xTMT6plex [N-Term] 1.474 1.202 1.709 3.763688564 37.05 0 1240.721101 3 414.2453613 0.346149005 0.000143158 33.88470664SLTPLDAR 4 11641289 1xTMT6plex [N-Term] 1.665 1.468 2.360456467 19.6 0 1101.646539 2 551.3267822 -0.228346267 -0.000125778 35.83365205115647957 TOR3A torsin-3A precursor 64222 NP_071766.2 6.297229219 1 2 2 6 397 46.169 6.01 1.12 1.07 1.09 1.1 Significant 0.000177 LHPGLLEVLGPHLER 4 115647957 1xTMT6plex [N-Term] 1.124 1.073 6.051377296 42.7 0 1909.122082 4 478.0357666 -0.443079967 -0.000211473 66.60168631GYLETPQPEK 2 115647957 2xTMT6plex [N-Term; K10] 1.093 2.243505239 13.7 0 1619.904494 2 810.4536133 -2.80504037 -0.002271949 41.11157199
84626578 MLST8 target of rapamycin complex subunit LST8 isoform a 64223 NP_071767.3 5.521472393 1 1 1 6 326 35.853 5.86 0.88 1.03 0.94 0.95 Significant 0.0021

TVQHQDSQVNALEVTPDR 6 84626578 1xTMT6plex [N-Term] 0.877 1.031 0.942 6.99611187 57.6 0 2266.162503 3 756.05896 -0.0778043 -5.88E-05 46.8974870312408647 XRCC4 DNA repair protein XRCC4 isoform 2 7518 NP_071801.1 13.0952381 1 3 3 11 336 38.263 4.98 1.23 1.14 1.02 1.13 Significant 0.00289 ALLSGAGPADVYTFNFSK 6 12408647 2xTMT6plex [N-Term; K18] 1.233 1.231 0.925 5.196284294 67.45 0 2316.264004 3 772.7606201 1.42601256 0.001101007 86.79715181DDSIISSLDVTDIAPSR 2 12408647 1xTMT6plex [N-Term] 1.155 4.268548012 53.58 0 2033.059995 2 1017.036072 2.396345754 0.002435957 72.31797291EALETDLYK 3 12408647 2xTMT6plex [N-Term; K9] 1.04 1.111 2.144055367 0.7 0 1539.867046 2 770.4379272 0.994989919 0.000766076 52.0666721520806097 NOC3L nucleolar complex protein 3 homolog 64318 NP_071896.8 21.875 1 15 15 99 800 92.49 9.17 1.22 1.19 1.22 1.21 Significant 0.0000683 FYLENLEQMVK 12 20806097 2xTMT6plex [N-Term; K11] 1.387 1.264 1.352 5.073072433 52.85 0 1872.034128 2 936.5194092 -1.381385407 -0.001293 93.00560117FLQGDSFLNEDLNQLIK 10 20806097 2xTMT6plex [N-Term; K17] 1.194 1.515 1.404 5.241536617 50.51 0 2452.348796 3 818.1189575 -2.641113457 -0.002158977 100.8096884FAAHLIAGAPSEGSGALKPELSR 7 20806097 2xTMT6plex [N-Term; K18] 1.602 1.14 1.343 5.953704834 28.53 0 2737.540119 4 685.1397705 -1.047282825 -0.000716745 61.53720503YSSEVATESPLDFTK 4 20806097 2xTMT6plex [N-Term; K15] 0.994 1.641 3.439226151 29.3 0 2132.116337 2 1066.56189 0.077799167 8.29E-05 63.18814786SPLLPAVLEGLAK 6 20806097 2xTMT6plex [N-Term; K13] 0.55 0.579 0.664 3.702488422 42.7 0 1766.119178 3 589.3777466 -0.278307326 -0.000163841 101.9428934EAEASESTEK 20 20806097 2xTMT6plex [N-Term; K10] 1.238 1.367 1.328 4.170656681 54.04 0 1538.795003 2 769.9017334 0.771556233 0.000593633 18.20391691ELIHLLPIK 6 20806097 2xTMT6plex [N-Term; K9] 0.902 0.808 0.847 3.16680789 26.64 0 1534.013257 3 512.0091553 -0.224228628 -0.000114657 80.55933844DLSSSEPVHAK 10 20806097 2xTMT6plex [N-Term; K11] 1.22 1.169 1.258 3.664912939 38.42 0 1627.905556 3 543.307251 1.009419546 0.000547747 27.72420552KPIPLENPK 4 20806097 3xTMT6plex [N-Term; K1; K9] 1.409 1.193 3.995345592 14.57 0 1723.108503 3 575.0406494 -0.642970429 -0.000369303 49.36304296ELIHLLPIKDK 6 20806097 3xTMT6plex [N-Term; K9; K11] 1.679 1.607 1.446 3.092057705 8.8 1 2006.298094 4 502.3251648 -9.602336944 -0.004816288 71.64032206GLAEVAVK 4 20806097 2xTMT6plex [N-Term; K8] 1.483 1.665 3.353389025 47.1 0 1244.797844 2 622.9033203 1.220981388 0.000759938 47.70732415EFEEGLVSQYK 2 20806097 2xTMT6plex [N-Term; K11] 1.205 3.299257755 21.85 0 1786.962737 2 893.9817505 -3.644481949 -0.003256277 57.7787709EKPVTDSNKDEEDQEEER 1 20806097 3xTMT6plex [N-Term; K2; K9] 1.359 3.827724218 1 2864.43645 4 716.8657837 1.694761154 0.001213634 21.15830656IRPLTEAEK 6 20806097 2xTMT6plex [N-Term; K9] 1.331 1.307 1.199 3.549808741 13.47 0 1514.930649 3 505.6481018 -0.592040354 -0.000298967 37.24831161DTEDINKPK 1 20806097 3xTMT6plex [N-Term; K7; K9] 1.372 2.110511065 0 1747.020476 3 583.0116577 -0.031920329 -1.86E-05 43.6259625534878787 RNF25 E3 ubiquitin-protein ligase RNF25 64320 NP_071898.2 7.189542484 1 2 2 10 459 51.187 6.54 1.11 1.41 1.08 1.2 Significant 0.00762 AGLGTAMLYELIEK 6 34878787 2xTMT6plex [N-Term; K14] 1.378 1.413 0.886 4.025496006 35.07 0 1967.128756 3 656.3811646 0.093574121 6.14E-05 105.9180187GLSDEQIHTILQVLGHVAK 4 34878787 2xTMT6plex [N-Term; K19] 0.953 1.114 4.992939949 30.13 0 2516.460078 4 629.8696899 -1.251009067 -0.000787029 105.6201136148886661 XPO4 exportin-4 64328 NP_071904.4 8.166811468 1 6 7 41 1151 130.056 5.05 1.01 1.02 0.99 1.01 Significant 0.0000767 VDYVLFQAATAIMEAVVR 4 148886661 1xTMT6plex [N-Term] 1.552 1.092 3.987639666 37.94 0 2225.220141 3 742.4116821 0.158104231 0.000117272 113.9584869HQQQLLASPGSSTVDNK 4 148886661 2xTMT6plex [N-Term; K17] 1.076 0.99 5.735531807 44.16 0 2268.234829 3 756.7496338 -0.212078047 -0.000160348 35.67160638
SLEEFMANVGGLLCVK 2 148886661 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 0.915 4.646674633 53.06 0 2225.207418 3 742.4052734 -2.764010874 -0.002050166 112.0546709AQETDSPLFLATR 6 148886661 1xTMT6plex [N-Term] 1.024 1.151 1.067 4.649646282 50.3 0 1677.900916 2 839.4497681 -5.159039551 -0.004328179 55.31417393EFIDFSDTDEVFR 5 148886661 1xTMT6plex [N-Term] 1.302 0.916 0.943 4.145781517 50.87 0 1848.885325 2 924.9450073 -1.399368326 -0.001293636 73.12188652IPQLPEDLFK 4 148886661 2xTMT6plex [N-Term; K10] 0.816 1.12 3.221590281 18.21 0 1657.992915 3 553.3353882 -0.786275506 -0.000434546 88.26986333LLSAILR 32 148886661 1xTMT6plex [N-Term] 1.184 1.073 1.287 2.620867014 35.01 0 1014.687282 2 507.8475952 0.622585597 0.000315865 73.2243450668800430 HS1BP3 HCLS1-binding protein 3 64342 NP_071905.3 23.97959184 1 5 5 32 392 42.754 5.01 0.77 0.79 0.85 0.8 Significant 0.000894 LFDDPDLGGAIPLGDSLLLPAACESGGPTPSLSHR 12 68800430 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 0.692 0.746 0.885 6.032447338 45.77 0 3774.921005 3 1258.978394 -0.100077839 -0.000125929 102.5131633HRPEDVVQFLVSK 2 68800430 2xTMT6plex [N-Term; K13] 0.943 4.496394157 18.85 0 2012.169316 3 671.3942871 -0.500913053 -0.000335974 60.83731706LTIFDEEVDPDEGLFGPGR 6 68800430 1xTMT6plex [N-Term] 0.768 0.709 0.939 3.596932888 28.63 0 2335.165523 2 1168.087646 1.067893786 0.001246854 89.27866504DAELAGSPELLEFLGTR 6 68800430 1xTMT6plex [N-Term] 0.86 0.93 0.95 4.709920406 32.53 0 2047.090901 2 1024.046143 -2.87859408 -0.002946372 91.45003341VLFVGESDIR 6 68800430 1xTMT6plex [N-Term] 0.762 0.72 0.818 4.032962322 59.21 0 1363.778282 2 682.3926392 -0.205333734 -0.000140015 62.532668433149331 NXN nucleoredoxin isoform 1 64359 NP_071908.2 42.29885057 1 13 13 107 435 48.362 4.97 0.89 0.86 0.91 0.89 Significant 0.000268 DYTNLPEAAPLLTILDMSAR 9 33149331 1xTMT6plex [N-Term] 0.808 1.116 0.817 6.337907314 59.84 0 2433.289677 3 811.7672119 -1.066370287 -0.000864929 112.4687877QYFSEMPWLAVPYTDEAR 12 33149331 1xTMT6plex [N-Term] 0.865 0.619 0.931 4.82162571 46.76 0 2432.179399 2 1216.592163 -0.965832589 -0.001174539 92.72888708AKEEEAPLLFFVAGEDDMTDSLR 6 33149331 2xTMT6plex [N-Term; K2] 0.881 0.924 0.919 6.74574995 58.86 1 3041.554174 3 1014.520935 -1.946920515 -0.001973888 97.71684286ISNIPSLIFLDATTGK 8 33149331 2xTMT6plex [N-Term; K16] 0.844 1.036 1.184 4.569722652 40.37 0 2148.268027 3 716.7609253 0.091119406 6.52E-05 108.7205415
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LVTGGGEEVDVHSLGAR 8 33149331 1xTMT6plex [N-Term] 1.06 0.791 1.087 6.397844315 80.65 0 1925.02897 3 642.3471069 -1.143997962 -0.000734076 44.66823295LYGIQGIPTLIMLDPQGEVITR 14 33149331 1xTMT6plex [N-Term] 0.977 0.463 1.125 5.193037033 49.21 0 2656.494525 3 886.1686401 -1.188735687 -0.001052623 111.4091813DDPEGLEFPWGPKPFR 4 33149331 2xTMT6plex [N-Term; K13] 1.104 0.967 4.440087795 15.95 0 2345.233038 3 782.4147949 -1.367375575 -0.001068938 80.0405394DMPWLALPYK 18 33149331 2xTMT6plex [N-Term; K10] 0.861 0.847 0.856 3.764767647 49.34 0 1691.959506 2 846.4824829 -1.07400897 -0.00090859 90.99880572VEVLNDEDCR 10 33149331 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.941 0.78 0.962 4.156983376 50.25 0 1477.715424 2 739.3606567 -0.938491549 -0.000693412 32.52457743QLIQPIAEK 6 33149331 2xTMT6plex [N-Term; K9] 0.824 0.875 0.884 3.572370291 48.57 0 1497.940485 2 749.4729004 -1.309356926 -0.000980669 54.16333296EVIAGPLLR 6 33149331 1xTMT6plex [N-Term] 0.873 0.877 0.924 3.301555157 40.84 0 1196.756424 2 598.8817139 -0.22817143 -0.000136533 52.59392993VLVESYR 2 33149331 1xTMT6plex [N-Term] 0.927 2.252895355 19.68 0 1094.640726 2 547.8239136 -0.160081348 -8.76E-05 35.48181299QWQDFVR 4 33149331 1xTMT6plex [N-Term] 1.04 0.92 2.7727983 11.31 0 1207.642123 2 604.3235474 -1.908366224 -0.001152312 48.46854289
21264337 ARAP3 arf-GAP with Rho-GAP domain, ANK repeat and PH domain-containing protein 3 64411 NP_071926.4 7.901554404 1 9 9 28 1544 169.738 7.08 1 1.17 1.19 1.12 Significant 0.00288

VSPTLTAEELTNQVLEMR 2 21264337 1xTMT6plex [N-Term] 1.663 5.776350021 42.7 0 2260.205613 3 754.0740967 0.939489332 0.000707813 96.32936679NLALLFAPSVFQTDGR 2 21264337 1xTMT6plex [N-Term] 1.165 5.174905777 50.98 0 1978.095927 3 660.0368652 0.058269735 3.84E-05 100.0213641LTPLLSGWLDK 10 21264337 2xTMT6plex [N-Term; K11] 1.286 1.341 4.093594074 38.92 0 1701.035114 2 851.0214844 0.339816618 0.00028902 103.453725IQHFGTDGADSLEAWTSAVGK 4 21264337 2xTMT6plex [N-Term; K21] 1.225 1.003 4.982243061 30.3 0 2648.372051 3 883.4627686 0.642528327 0.000567218 75.42359047GVIPLTAIEMTR 2 21264337 1xTMT6plex [N-Term] 1.365 3.601717234 33.86 0 1529.892266 2 765.4495239 -0.32311977 -0.000247169 76.07339703GDDSGATLLSANQTLR 2 21264337 1xTMT6plex [N-Term] 1.221 4.139529705 57.7 0 1847.966035 2 924.4876709 1.098508759 0.001015003 46.16729476EWPLEGAK 2 21264337 2xTMT6plex [N-Term; K8] 1.177 2.239399672 20.57 0 1387.798572 2 694.4005737 -3.387753206 -0.00235076 53.01681751EAAELPQK 2 21264337 2xTMT6plex [N-Term; K8] 0.56 2.459838152 10.99 0 1343.793487 2 672.4003906 0.013149342 8.84E-06 32.48220517EHGELERPLHPK 2 21264337 2xTMT6plex [N-Term; K12] 0.926 2.699900627 3.09 0 1900.080501 4 475.7750244 -1.175352175 -0.000558316 21.4472903319526773 ATG3 ubiquitin-like-conjugating enzyme ATG3 isoform 1 64422 NP_071933.2 32.1656051 1 7 7 37 314 35.841 4.74 0.96 0.97 0.94 0.96 Significant 0.000085 ALEVAEYLTPVLK 16 19526773 2xTMT6plex [N-Term; K13] 0.968 0.966 0.988 4.321935654 64.59 0 1904.150872 2 952.5779419 -1.189417798 -0.001132415 96.42120509LWLFGYDEQR 6 19526773 1xTMT6plex [N-Term] 1.063 1.042 1.073 4.046987534 40.78 0 1555.810644 2 778.4094849 0.674025831 0.000524328 82.10356476FVQAVIPTIEYDYTR 2 19526773 1xTMT6plex [N-Term] 0.978 3.750360489 25.15 0 2044.095258 3 682.0373535 1.100167356 0.000749616 86.49499ETGVITPEEFVAAGDHLVHHCPTWQWATGEELK 2 19526773 2xTMT6plex [N-Term; K33]; 1xCarbamidomethyl [C21] 0.756 2.84602046 6.49 0 4203.100984 5 841.4284058 2.840300207 0.002387614 90.44121033
TYDLYITYDK 4 19526773 2xTMT6plex [N-Term; K10] 0.947 0.798 3.198815584 40.89 0 1752.946024 2 876.9754028 -1.423435692 -0.001247603 62.06057508AYLPTGK 6 19526773 2xTMT6plex [N-Term; K7] 0.943 0.992 0.906 2.345280886 23.64 0 1207.74508 2 604.3760376 -0.233281586 -0.000140872 40.27943794TDAGGEDAILQTR 1 19526773 1xTMT6plex [N-Term] 0.872 2.313236475 0 1575.81758 2 788.4115601 -1.102077318 -0.000868336 34.64318722149999380 INF2 inverted formin-2 isoform 1 64423 NP_071934.3 32.0256205 1 27 27 159 1249 135.54 5.38 1.07 1.12 1.12 1.11 Significant 0.000228 SVQANLDQSQR 4 149999380 1xTMT6plex [N-Term] 0.849 0.775 4.280166149 59.64 0 1474.781135 2 737.894043 -0.220942954 -0.000162921 22.44256378SSQLLWEALESLVNR 2 149999380 1xTMT6plex [N-Term] 1.011 4.177203178 36.12 0 1974.085756 3 658.6989746 -1.715129074 -0.001128604 112.8340733DPTSLLGVLQAEADSTSEGLEDAVHSR 18 149999380 1xTMT6plex [N-Term] 1.015 1.709 1.212 8.403879166 71.21 0 3026.511568 4 757.3835449 0.258481583 0.000195574 101.4238771LLQMPSVVNYSGLR 6 149999380 1xTMT6plex [N-Term] 0.973 1.051 0.939 4.190369606 44.17 0 1806.014506 2 903.5089111 -2.192786582 -0.001980102 80.40525585ISDALLQLTCVSCVR 6 149999380 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C13] 1.739 1.827 1.877 4.732780933 50.22 0 1964.050634 3 655.3535156 -2.362589294 -0.001546748 88.0997886

ELADYLCEDAQQLSLEDTFSTMK 6 149999380 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C7] 1.287 1.148 0.782 6.257519722 71.25 0 3165.537203 3 1055.849243 -1.272099348 -0.001342293 96.94708543
VSCSPVSAQLLSVLQGLLHLEPTLR 6 149999380 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.465 100 100 6.146084309 56.8 0 2946.664778 3 982.892395 -0.728481713 -0.00071553 113.2424796GWDLVDAVTPGPQPTLEQLEEGGPRPLER 12 149999380 1xTMT6plex [N-Term] 1.059 0.924 1.11 6.651678562 50.57 0 3385.758949 4 847.1943359 -1.014516997 -0.000858727 85.85518556EHNSMWASLSSPDAEAVEPDFSSIER 2 149999380 1xTMT6plex [N-Term] 100 5.02456522 23.48 0 3120.441773 3 1040.817261 -1.456349379 -0.001514818 67.92990983ATEPVATSNPAGDPVGSTR 8 149999380 1xTMT6plex [N-Term] 1.034 0.978 5.283690929 56.95 0 2056.050827 2 1028.52832 -0.711716355 -0.000731663 30.13524585ALDELFEAIEQK 8 149999380 2xTMT6plex [N-Term; K12] 0.801 1.101 3.417327404 66.52 0 1864.046801 2 932.5266113 -0.458574189 -0.000427402 106.3306871AQLVLAACESLLTSR 2 149999380 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.165 5.104976177 56.95 0 1861.041449 3 621.0167236 -3.133439916 -0.001943821 82.99506672QEEVCVIDALLADIR 12 149999380 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.989 1.051 0.836 5.250925064 76.7 0 1973.057493 2 987.0310669 -1.335927081 -0.00131793 111.2267718KVSASVAEVQEQYTER 2 149999380 2xTMT6plex [N-Term; K1] 0.701 4.709837914 20.35 1 2282.239246 3 761.414917 -3.964568331 -0.003016031 42.91429275FSSNQPPAAGSSR 6 149999380 1xTMT6plex [N-Term] 1.279 1.486 0.936 4.069480419 58.46 0 1534.781135 2 767.8936157 -0.769057333 -0.000590167 22.44012311KGPGKQEEVCVIDALLADIR 3 149999380 3xTMT6plex [N-Term; K1; K5]; 1xCarbamidomethyl [C10] 1.112 1.124 4.651103497 1.5 2 2898.668974 4 725.421875 -1.139840399 -0.000826005 99.98112142

AVLLASDAQECTLEEVVER 8 149999380 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.125 0.892 1.215 6.316568375 66.8 0 2361.216907 3 787.7452393 1.803296184 0.001419324 76.46764108DLEQPSQAAGINLEIIR 6 149999380 1xTMT6plex [N-Term] 1.116 1.519 1.035 5.103367805 54.36 0 2096.154898 3 699.3884888 -1.901305771 -0.001328477 70.3047592QLSQALDTSNVMVK 4 149999380 2xTMT6plex [N-Term; K14] 1.305 1.185 3.395345449 41.41 0 1992.119982 2 996.5619507 -1.685517359 -0.001678876 61.04234306LFSFPAAKPK 6 149999380 3xTMT6plex [N-Term; K8; K10] 1.193 1.44 1.103 3.644464731 11.01 0 1793.129238 3 598.3808594 -0.676741516 -0.000404495 69.85380183KQQLAEEEAR 6 149999380 2xTMT6plex [N-Term; K1] 1.03 1.239 1.237 3.138054371 19.82 1 1659.943005 3 553.9854126 -0.795218286 -0.000440006 25.54248253SHPDLLQLPR 6 149999380 1xTMT6plex [N-Term] 1.003 1.068 0.905 4.446542263 41.14 0 1404.816064 3 468.9436035 0.137439256 6.44E-05 46.8041903LQASISAFR 4 149999380 1xTMT6plex [N-Term] 1.213 1.369 3.729385138 30.97 0 1221.715288 2 611.3605347 -1.223619019 -0.000747457 54.13351594SEASSNLK 6 149999380 2xTMT6plex [N-Term; K8] 1.02 1.23 0.856 3.524846554 36.39 0 1293.741451 2 647.3738403 -0.809540373 -0.000523668 21.62428829EITFLDAK 6 149999380 2xTMT6plex [N-Term; K8] 0.936 1.026 1.174 3.394506216 43.76 0 1394.829538 2 697.9179688 -0.62891556 -0.000438615 66.08552984TVCSQQYR 2 149999380 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 2.417 2.917433262 37.44 0 1270.641137 2 635.8240356 -0.269171938 -0.00017101 17.59492109FDVEVLK 2 149999380 2xTMT6plex [N-Term; K7] 0.679 2.900280952 23.29 0 1307.79751 2 654.4009399 -2.222436704 -0.001453249 73.58268736
11968047 POLR1E DNA-directed RNA polymerase I subunit RPA49 isoform 1 64425 NP_071935.1 17.18377088 1 6 6 30 419 47.23 8.94 1.41 1.22 1 1.21 Significant 0.00945

FEDLLSPAEYEALQSPSEAFR 6 11968047 1xTMT6plex [N-Term] 1.475 1.154 1.228 5.876784325 50.22 0 2628.303079 3 876.7712402 -1.488092034 -0.001303719 92.55518618
MDSCIEAFGTTK 2 11968047 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 0.578 3.296679974 26.55 0 1817.917778 2 909.4608154 -1.883149319 -0.001711705 55.05855968

AAETIIDTK 6 11968047 2xTMT6plex [N-Term; K9] 1.294 1.194 0.509 3.621687174 50.26 0 1419.845916 2 710.4256592 -1.320326807 -0.00093733 55.94400084NVTSEEILK 6 11968047 2xTMT6plex [N-Term; K9] 1.562 1.437 1.397 3.649063587 30.03 0 1490.88303 2 745.9466553 2.014763609 0.001501888 46.2218258SALGPGVPHIINTK 4 11968047 2xTMT6plex [N-Term; K14] 1.564 1.264 4.096970558 19.35 0 1862.126389 3 621.3825684 3.631981248 0.002254403 55.16745688FTLYENK 6 11968047 2xTMT6plex [N-Term; K7] 1.116 1.049 1.432 3.003490448 19.57 0 1372.787673 2 686.8959961 -2.154566622 -0.001478881 51.5564557714028877 MRPS25 28S ribosomal protein S25, mitochondrial 64432 NP_071942.1 49.13294798 1 7 7 36 173 20.103 8.82 1.03 0.99 0.95 0.99 Significant 0.000544 VMTVNYNTHGELGEGAR 6 14028877 1xTMT6plex [N-Term] 1.293 0.983 0.914 4.993525028 52.61 0 2077.033403 3 693.0165405 0.801687652 0.000555044 39.9486166
ECICEVEGQVPCPSLVPLPK 6 14028877 2xTMT6plex [N-Term; K20]; 3xCarbamidomethyl [C2; C4; C12] 1.533 1.802 1.787 4.523656845 33.33 0 2769.438951 3 923.8153076 -2.737434756 -0.002527053 78.80175609

TLQYLSQGNVVFK 7 14028877 2xTMT6plex [N-Term; K13] 1.053 1.144 3.739545822 49.25 0 1955.136619 2 978.0706177 -1.360610001 -0.001330089 72.97233972FVFFNIPQIQYK 8 14028877 2xTMT6plex [N-Term; K12] 0.571 0.827 0.75 3.698843956 27.61 0 2002.156626 3 668.0534668 -5.383694379 -0.003593 104.3497478NPWVQIMMFK 2 14028877 2xTMT6plex [N-Term; K10] 0.797 3.424702883 31.12 0 1751.974111 2 876.4896851 -1.151331404 -0.001008551 101.9652153NEETLREEEEEKK 5 14028877 3xTMT6plex [N-Term; K12; K13] 1.027 0.972 0.89 2.101149321 3.59 2 2350.270495 4 588.3219604 -1.907462624 -0.001120763 31.36733586NEETLREEEEEK 2 14028877 2xTMT6plex [N-Term; K12] 1.029 0.941 1.934172869 1 1993.0126 3 665.0089722 -0.118793074 -7.89E-05 28.0854041611968182 RPS18 40S ribosomal protein S18 6222 NP_072045.1 40.13157895 1 8 8 130 152 17.708 10.99 0.99 0.99 0.96 0.98 Significant 0.000104 AGELTEDEVER 10 11968182 1xTMT6plex [N-Term] 0.85 0.555 0.649 4.606523037 66.86 0 1476.737933 2 738.8712769 -1.7984295 -0.001327905 29.40960331VITIMQNPR 21 11968182 1xTMT6plex [N-Term] 0.932 0.898 0.894 3.547628164 44.28 0 1300.760858 2 650.8839722 -0.145979225 -9.49E-05 50.19032951VLNTNIDGR 6 11968182 1xTMT6plex [N-Term] 1.008 1.041 1.015 3.537209034 48.51 0 1230.700366 2 615.8535156 -0.496603411 -0.000305585 35.05947833IAFAITAIK 12 11968182 2xTMT6plex [N-Term; K9] 1.031 1.19 1.098 3.874067068 39.21 0 1405.918294 2 703.4613647 -2.020535493 -0.001420354 84.78876313KADIDLTK 22 11968182 3xTMT6plex [N-Term; K1; K8] 1.026 1.041 0.982 3.752377033 27.11 1 1591.003369 2 796.0061035 0.981312347 0.000780636 43.67254926IPDWFLNR 24 11968182 1xTMT6plex [N-Term] 1.016 0.996 0.951 2.877074003 21.67 0 1289.720373 2 645.362915 -1.410826651 -0.000909786 79.62553075VITIMQNPR 23 11968182 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.032 1.023 1.099 2.323556423 19.67 0 1316.755773 2 650.8839722 -0.145979225 -9.49E-05 50.19032951ADIDLTK 6 11968182 2xTMT6plex [N-Term; K7] 0.901 0.864 0.826 2.836044788 27.41 0 1233.745474 2 617.3765259 0.243938332 0.000150479 44.48645955YAHVVLR 6 11968182 1xTMT6plex [N-Term] 1.051 1.178 1.13 2.875675678 26.3 0 1086.66213 2 543.8353882 1.260545619 0.000684894 28.2513911617978479 VPS16 vacuolar protein sorting-associated protein 16 homolog isoform 1 64601 NP_072097.2 8.939213349 1 4 4 12 839 94.634 6.77 0.73 0.72 0.44 0.63 Significant 0.022
EIQELGQLTQAVQQCIEAAGHEHQPDMQK 2 17978479 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C15] 0.438 7.020670414 23.8 0 3774.894362 4 944.4796753 0.664623068 0.00062722 96.38823188

IASMAPGALLLEAQK 4 17978479 2xTMT6plex [N-Term; K15] 0.781 0.662 4.494712353 30.14 0 1971.17129 3 657.7280273 -0.893412338 -0.000587023 87.60345953SGEQVPLLLK 4 17978479 2xTMT6plex [N-Term; K10] 0.649 0.891 3.443989754 23.28 0 1541.9667 2 771.4869385 -0.064778879 -4.99E-05 67.75458693
MPEVPGLQSAPSCWTVLCQDR 2 17978479 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C13; C18] 1.198 2.574399471 1.68 0 2660.283229 3 887.4326782 0.094865075 8.41E-05 83.40003077

12056971 ANAPC1 anaphase-promoting complex subunit 1 64682 NP_073153.1 3.343621399 1 4 4 8 1944 216.361 6.3 1.81 1.39 0.69 1.3 Non-Significant 0.058
ITIPEIATSELVQTCLQAIK 2 12056971 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C15] 1.659 6.228421211 47.32 0 2686.54651 3 896.1863403 -0.76015952 -0.000680735 108.2008298

AFTVDSPVQQALWCDFIISQDK 2 12056971 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C14] 1.392 4.383094311 23.25 0 3026.569764 3 1009.526733 -1.360459202 -0.001372508 107.4594669LAPLLLGNPQPMVM 2 12056971 1xTMT6plex [N-Term] 100 2.963901758 25.41 0 1722.984786 3 574.9995728 -0.360251748 -0.000206903 103.9238449AYSSNEVEK 2 12056971 2xTMT6plex [N-Term; K9] 0.692 2.491145372 17.09 0 1484.799694 2 742.9034424 -0.058125265 -4.32E-05 25.84513906
12232385 COPS7B COP9 signalosome complex subunit 7b isoform b 64708 NP_073567.1 24.24242424 1 5 5 20 264 29.603 6.15 1.23 1.08 0.91 1.07 Significant 0.00734

TLHEWCDGCEAVLLGIEQQVLR 8 12232385 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 100 2.918 0.917 6.813523293 45.16 0 2855.43815 3 952.480835 -3.571440407 -0.003399342 96.92428557
TQQQVEAEVTNIK 2 12232385 2xTMT6plex [N-Term; K13] 1.018 4.566906452 52.85 0 1946.095876 2 973.5500488 -1.569904025 -0.001527592 49.92323459ESLPELSTAQQNK 6 12232385 2xTMT6plex [N-Term; K13] 1.315 1.051 0.866 4.525296211 68.07 0 1903.053677 2 952.0292358 -1.304225068 -0.001241005 55.03230299ECPPHAEQR 2 12232385 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.102 3.75611639 29.15 0 1352.657849 3 451.5570984 -0.818709613 -0.000369145 15.02775466DINNIVK 2 12232385 2xTMT6plex [N-Term; K7] 1.025 2.687863827 22.93 0 1273.788008 2 637.3984375 1.248779224 0.00079534 45.7217873

56118310 NUCKS1 nuclear ubiquitous casein and cyclin-dependent kinase substrate 1 64710 NP_073568.2 31.27572016 1 7 7 46 243 27.28 5.08 1 0.97 1 0.99 Significant 0.000102
VVDYSQFQESDDADEDYGR 8 56118310 1xTMT6plex [N-Term] 1.303 1.532 1.844 4.559593201 42.58 0 2467.073473 2 1234.04126 0.717575407 0.000885156 47.84845829TPSPKEEDEEPESPPEK 2 56118310 3xTMT6plex [N-Term; K5; K17] 0.88 3.384769678 15.5 1 2612.354618 3 871.4555054 -1.016526126 -0.000885176 33.11492233ATVTPSPVK 17 56118310 2xTMT6plex [N-Term; K9] 0.822 0.901 0.85 3.376126051 42.04 0 1357.845523 2 679.425415 -1.450151613 -0.000984541 37.28939433NSQEDSEDSEDKDVK 5 56118310 3xTMT6plex [N-Term; K12; K15] 1.482 2.338 1.472 3.979501724 22.04 1 2412.198118 3 804.7369995 -0.693353017 -0.000557502 30.89357995DSGPPTK 6 56118310 2xTMT6plex [N-Term; K7] 0.845 0.836 0.826 2.347465038 22.14 0 1159.672309 2 580.3394775 -0.543965627 -0.000315411 19.27540656VGRPTASK 5 56118310 2xTMT6plex [N-Term; K8] 1.137 1.18 0.962 3.021229744 18.12 0 1273.799241 3 425.2712097 -0.12969046 -5.51E-05 18.82933398DSGPPTKK 3 56118310 3xTMT6plex [N-Term; K7; K8] 1.643 1.952 2.148894787 4.04 1 1516.930204 3 506.3153076 0.768236771 0.000388454 22.72381475

23943872 SMAP2 stromal membrane-associated protein 2 isoform 1 64744 NP_073570.1 2.564102564 1 1 1 6 429 46.755 8.87 0.93 1.2 1.28 1.14 Significant 0.00857 LYEAYLPETFR 6 23943872 1xTMT6plex [N-Term] 0.927 1.201 1.281 4.049730778 27.82 0 1630.867825 2 815.9345703 -3.655057086 -0.002980457 73.886876415826852 ACBD3 Golgi resident protein GCP60 64746 NP_073572.2 47.72727273 1 15 15 109 528 60.556 5.06 1.26 1.15 1.3 1.23 Significant 0.00131 DCHEEVYAGSHQYPGR 6 15826852 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.804 1.368 1.534 7.223387718 56.59 0 2133.960967 4 534.2453003 -0.74769321 -0.000398887 18.94580498ESLPVIAAPSMWTRPQIK 10 15826852 2xTMT6plex [N-Term; K18] 1.326 1.158 1.53 4.898558617 22.25 0 2482.425607 3 828.1447754 -2.350087797 -0.001944639 80.45167779IQQDADSVITVGR 16 15826852 1xTMT6plex [N-Term] 1.329 1.21 1.139 4.936360359 75.36 0 1630.896165 2 815.9508057 -1.122163332 -0.000915066 49.43335118QQEVVVAGSSLPTSSK 12 15826852 2xTMT6plex [N-Term; K16] 1.055 1.119 1.181 4.778174877 60.49 0 2075.174855 2 1038.090698 -0.354131905 -0.000367443 48.01880203WGFGLEELYGLALR 4 15826852 1xTMT6plex [N-Term] 1.015 1.128 4.542149067 38.98 0 1853.015886 2 927.0116577 0.082433016 7.64E-05 111.9986888QLQEQHYQQYMQQLYQVQLAQQQAALQK 6 15826852 2xTMT6plex [N-Term; K28] 1.267 1.617 1.01 7.971553326 40.27 0 3921.048161 4 981.0155029 -2.034859283 -0.001994695 78.11809606
LEVSVDGLTLSPDPEERPGAEGAPLLPPPLPPPSPPGSGR 2 15826852 1xTMT6plex [N-Term] 0.01 5.281750679 12.69 0 4224.238968 4 1056.8125 -2.556162207 -0.00269946 96.63582405

GPGASGEQPEPGEAAAGGAAEEAR 21 15826852 1xTMT6plex [N-Term] 1.145 0.88 1.403 6.132570744 75.08 0 2395.132325 3 799.0493164 0.447177276 0.000357016 25.38774154EWAALGNMSK 6 15826852 2xTMT6plex [N-Term; K10] 1.021 0.997 1.302 4.157645226 28.32 0 1564.85577 2 782.932373 1.086287812 0.000849942 59.35749856QVLMGPYNPDTCPEVGFFDVLGNDR 4 15826852 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 100 100 3.658966064 14.16 0 3069.464758 3 1023.826355 -0.080221997 -8.21E-05 96.96654882NANKPLLDEIVPVYR 6 15826852 2xTMT6plex [N-Term; K4] 1.029 1.428 1.171 4.143478394 13.36 0 2199.290159 3 733.7670898 -1.56551819 -0.001147676 73.54527069FDNSYSLWR 6 15826852 1xTMT6plex [N-Term] 1.202 1.113 1.096 3.59368515 27.76 0 1416.71093 2 708.8571777 -2.718699466 -0.001925806 59.53935502AFHPTYEEK 6 15826852 2xTMT6plex [N-Term; K9] 1.079 1.056 1.352 2.402609348 18.14 0 1579.852064 3 527.2891846 0.592499107 0.00031202 32.7395916THTDSSEK 2 15826852 2xTMT6plex [N-Term; K8] 1.092 3.291110516 26.93 0 1362.72653 3 454.913269 -0.936116723 -0.000425224 14.65065192EEEERER 2 15826852 1xTMT6plex [N-Term] 100 2.288508892 10.22 1 1205.59596 3 402.5368347 -0.007771766 -3.12E-06 12.70042494257900512 C16orf58 RUS1 family protein C16orf58 64755 NP_073581.2 14.74358974 1 6 6 23 468 50.985 6.93 0.77 0.95 0.91 0.88 Significant 0.00385 MEPLWTGFWPAPSLSLGVPLHR 6 257900512 1xTMT6plex [N-Term] 1.575 0.729 0.976 5.42037344 48.94 0 2720.458414 3 907.4920654 1.186803314 0.001076216 110.4869874ETHEVLDMLFPK 2 257900512 2xTMT6plex [N-Term; K12] 1.078 4.482209682 21.74 0 1917.055591 3 639.6881714 -2.937066546 -0.00187684 77.58714863HQLEVDEWR 6 257900512 1xTMT6plex [N-Term] 0.87 1.019 1.307 3.816558361 45.27 0 1440.743293 3 480.9189453 -0.701368873 -0.000336831 34.72608812ATWLLSPEK 4 257900512 2xTMT6plex [N-Term; K9] 0.727 0.823 3.04245162 18.04 0 1502.898286 2 751.9522705 -0.679989048 -0.000510977 67.53242562GLQDAGWK 2 257900512 2xTMT6plex [N-Term; K8] 0.882 2.689902306 26.89 0 1332.767607 2 666.885498 -2.916589682 -0.001943568 43.09434645AFTVKPEGR 3 257900512 2xTMT6plex [N-Term; K5] 0.672 1.002 0.807 2.084458351 0 1462.87822 3 488.2974243 -0.341744634 -0.000166644 33.46738276
344179096 ATPAF1 ATP synthase mitochondrial F1 complex assembly factor 1 isoform 1 precursor 64756 NP_073582.3 8.262108262 1 2 2 12 351 38.837 6.1 0.73 0.62 0.61 0.65 Significant 0.00344

YMSVIAELEQSGLGAELK 6 344179096 2xTMT6plex [N-Term; K18] 0.685 0.498 0.552 5.033611774 53.09 0 2396.314719 3 799.4418945 -1.497547973 -0.001196199 109.9665627DTVYAVIPAEK 6 344179096 2xTMT6plex [N-Term; K11] 0.795 0.645 0.629 2.753552198 13.76 0 1663.967094 3 555.3225708 -8.37452117 -0.004644976 58.8475954465288071 TNS3 tensin-3 64759 NP_073585.8 5.674740484 1 5 5 20 1445 155.169 6.81 0.82 0.74 0.85 0.8 Significant 0.00167 LLIPERDPLEEIAESSPQTAANSAAELLK 4 65288071 2xTMT6plex [N-Term; K29] 0.73 0.697 6.290329933 23.59 1 3563.957263 4 891.7474976 3.057602426 0.002724291 98.97380796AELDQLLSGFGLEDPGSSLK 6 65288071 2xTMT6plex [N-Term; K20] 1.062 0.882 0.632 4.48166132 50.93 0 2534.375405 3 845.4641113 0.937475313 0.000791971 107.1029413YVQFLSGLLSGSVK 4 65288071 2xTMT6plex [N-Term; K14] 0.841 0.938 4.450230122 33.86 0 1956.15702 3 652.7234497 -0.625782539 -0.000408043 108.1781645VELVFSATPEK 4 65288071 2xTMT6plex [N-Term; K11] 0.766 0.623 3.002941847 9.96 0 1677.982744 3 559.9984131 -1.226551462 -0.000686044 70.66861069GAYGLAMK 2 65288071 2xTMT6plex [N-Term; K8] 0.987 1.978834271 15.7 0 1268.7437 2 634.8754883 -0.00013202 -8.38E-08 44.2635600189337270 FAM160B2 protein FAM160B2 64760 NP_073586.5 2.01884253 1 1 1 6 743 82.288 5.47 1.36 1.05 0.95 1.12 Significant 0.0119 IQQDPELLAYILEGK 6 89337270 2xTMT6plex [N-Term; K15] 1.362 1.048 0.946 4.329414845 38.13 0 2188.262941 3 730.0911865 -1.798302943 -0.00131172 106.743613812232413 PARP12 poly [ADP-ribose] polymerase 12 64761 NP_073587.1 6.419400856 1 4 4 10 701 79.013 8.51 0.79 0.91 0.96 0.89 Significant 0.00322 SIPDYWDSSALPDPGFQK 4 12232413 2xTMT6plex [N-Term; K18] 0.867 0.867 3.903002024 17.24 0 2481.270212 3 827.7605591 -1.244352143 -0.001029191 79.20246576TLPFYFVQK 2 12232413 2xTMT6plex [N-Term; K9] 0.687 2.612210512 11.75 0 1600.950322 2 800.9786377 -0.201854717 -0.00016158 81.17704826NLVYGTTK 2 12232413 2xTMT6plex [N-Term; K8] 0.91 2.770773888 18.47 0 1353.814222 2 677.4106445 -0.155100675 -0.000104989 37.71172444LGMSSDLVSR 2 12232413 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.032 1.44811821 9.11 0 1309.698317 2 655.3527222 -0.114174433 -7.48E-05 32.3398456823618867 SFXN1 sideroflexin-1 94081 NP_073591.2 57.76397516 1 11 13 155 322 35.596 9.07 0.96 0.99 1.03 0.99 Significant 0.000416 NILLTNEQLESAR 10 23618867 1xTMT6plex [N-Term] 0.953 1.031 1.031 4.498394012 55.06 0 1729.964579 2 865.4851074 -0.948277364 -0.000820243 51.83342505ILMAAPGMAIPPFIMNTLEK 12 23618867 2xTMT6plex [N-Term; K20] 0.966 0.943 1.151 6.299033165 60.67 0 2616.473151 3 872.8294067 0.197328547 0.000172102 112.8066922SGDAPLTVNELGTAYVSATTGAVATALGLNALTK 10 23618867 2xTMT6plex [N-Term; K34] 1.005 0.888 8.157909393 86.23 0 3706.031491 4 927.2630615 -0.289926368 -0.000268619 112.6531573SSMSVTSLEAELQAK 2 23618867 2xTMT6plex [N-Term; K15] 1.017 5.261594296 29.93 0 2039.109477 3 680.3747559 0.116226288 7.90E-05 73.4254969
FVPFAAVAAANCINIPLMR 8 23618867 1xTMT6plex [N-Term]; 1xOxidation [M18]; 1xCarbamidomethyl [C12] 1.818 1.275 1.36 5.583143711 59.27 0 2320.250731 3 774.0877075 -0.931524933 -0.000720457 102.0480651
FVPFAAVAAANCINIPLMR 31 23618867 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.423 1.327 1.525 7.027215004 55.33 0 2304.255816 3 774.0877075 -0.931524933 -0.000720457 102.0480651YIYDSAFHPDTGEK 8 23618867 2xTMT6plex [N-Term; K14] 0.933 1.026 1.041 3.84786272 22.47 0 2101.064242 3 701.026123 -0.202677941 -0.000141946 49.78866878QGIVPPGLTENELWR 12 23618867 1xTMT6plex [N-Term] 0.928 0.925 0.919 4.399663448 45.62 0 1938.064627 3 646.6918335 -1.89871466 -0.001226611 73.62622987QAITQVVVSR 6 23618867 1xTMT6plex [N-Term] 1.068 0.985 0.936 3.708440065 49.7 0 1329.805165 2 665.4069824 1.145305936 0.000761517 38.60331702SSMSVTSLEAELQAK 3 23618867 2xTMT6plex [N-Term; K15]; 1xOxidation [M3] 1.236 0.869 3.414732695 12.87 0 2055.104392 3 680.3747559 0.116226288 7.90E-05 73.4254969LGESANAAK 6 23618867 2xTMT6plex [N-Term; K9] 0.966 0.995 0.954 3.259320259 35.26 0 1318.773086 2 659.8897095 -0.715471598 -0.000471772 27.21790575IQESHPELR 6 23618867 1xTMT6plex [N-Term] 1.054 1.051 1.122 4.210515976 54.02 0 1337.73748 3 446.5840149 0.008878973 3.96E-06 24.73849761ILMAAPGMAIPPFIMNTLEK 5 23618867 2xTMT6plex [N-Term; K20]; 1xOxidation [M] 0.771 1.145 3.236433983 15.45 0 2632.468066 3 872.8294067 0.197328547 0.000172102 112.8066922WDQSTFIGR 40 23618867 1xTMT6plex [N-Term] 0.953 0.83 0.94 3.350732327 33.87 0 1338.700366 2 669.8529663 -1.277210985 -0.000854901 51.11545354ANHFFTVTDPR 12 23618867 1xTMT6plex [N-Term] 0.974 1.021 0.965 3.645323753 53.89 0 1533.801142 2 767.40448 0.352686488 0.000270475 50.29525739HVSPLIGR 4 23618867 1xTMT6plex [N-Term] 0.611 0.733 2.321576595 21.11 0 1107.683594 2 554.3448486 -1.058970614 -0.000586502 26.72702084205360932 FNDC3B fibronectin type III domain-containing protein 3B 64778 NP_073600.3 5.647840532 1 5 5 21 1204 132.803 5.95 1.25 1.39 1.26 1.3 Significant 0.0012

IQAINEIGAGPFSQFIK 6 205360932 2xTMT6plex [N-Term; K17] 1.073 1.153 1.096 4.570107937 35.1 0 2291.316374 3 764.4439087 0.348618038 0.000266265 98.51075821
YTGEDLTCTVK 6 205360932 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.445 1.788 2.23 3.371046543 31.54 0 1744.919158 2 872.9641113 1.024790313 0.000894088 44.51026877

LTASNTEGK 6 205360932 2xTMT6plex [N-Term; K9] 1.49 1.401 1.711 3.197921753 33.71 0 1378.794215 2 689.9004517 -0.426814735 -0.000294245 26.85421287
LECAAAGPQSLK 2 205360932 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 1.129 2.647502184 20.27 0 1702.956212 2 851.9804077 -1.569805667 -0.001336655 47.85952133

VQDILSGIEKPQVSNIQAR 1 205360932 2xTMT6plex [N-Term; K10] 0.536 3.033422947 0 2553.476456 3 851.8272095 -3.673862748 -0.003127041 73.3132377447933339 RBM15 putative RNA-binding protein 15 isoform 1 64783 NP_073605.4 14.32958035 1 9 10 52 977 107.124 10.08 1.18 1.13 1.09 1.13 Significant 0.000527 SDGSAPSTSTASSK 4 47933339 2xTMT6plex [N-Term; K14] 1.798 1.008 4.063720703 78.35 0 1740.901593 2 870.9552612 0.949341964 0.000826355 18.2077244EVDEISPEDDQR 6 47933339 1xTMT6plex [N-Term] 1.031 1.257 1.437 4.737820148 49.04 0 1660.78634 2 830.897583 0.933205909 0.000774928 26.850406ISELGSQLSDEAVEDGLFHEFK 6 47933339 2xTMT6plex [N-Term; K22] 1.31 1.226 7.178215981 63.27 0 2908.498039 3 970.1706543 -0.216372632 -0.000209773 93.64089651SSSSSAASDTATSTQRPLR 6 47933339 1xTMT6plex [N-Term] 1.482 1.109 100 5.697580338 42.88 0 2139.083918 3 713.699646 0.218064508 0.000155486 16.62088694YQQQYLQPLPLTHYELVTDAFGHR 6 47933339 1xTMT6plex [N-Term] 1.377 1.227 6.306243896 39.02 0 3146.626084 4 787.4086914 -4.178635989 -0.003287151 81.4379513GQTSTYGFLK 6 47933339 2xTMT6plex [N-Term; K10] 1.282 1.511 1.369 4.068993568 61.06 0 1559.883365 2 780.4457397 0.537445431 0.000419176 51.69084194QDGGTAPVASASPK 2 47933339 2xTMT6plex [N-Term; K14] 2.054 3.680762529 49.13 0 1743.964134 2 872.4856567 -0.055633849 -4.85E-05 27.39470138FENLDMSHR 6 47933339 1xTMT6plex [N-Term] 1.363 1.285 1.345 2.866890907 21.49 0 1377.67825 3 459.8972168 -0.836907583 -0.00038433 34.82120374GFPLGGPDR 6 47933339 1xTMT6plex [N-Term] 0.742 0.748 0.843 2.679349661 14.86 0 1144.631224 2 572.8190918 -0.276705932 -0.000158363 38.94134555VAFVNFR 4 47933339 1xTMT6plex [N-Term] 1.057 1.095 2.634773254 29.34 0 1081.635581 2 541.3220825 1.208862842 0.000653775 57.0812266421264616 EPS8L2 epidermal growth factor receptor kinase substrate 8-like protein 2 64787 NP_073609.2 42.23776224 1 22 22 147 715 80.57 6.84 0.89 0.93 0.86 0.89 Significant 0.000515
IVENLGILTGPQLFSLNK 4 21264616 2xTMT6plex [N-Term; K18] 0.449 0.793 5.961647034 66.31 0 2414.442303 3 805.484375 -1.545280248 -0.001243663 105.8690751SEAITSVDDAIR 6 21264616 1xTMT6plex [N-Term] 0.912 0.855 1.103 4.847444534 52.5 0 1505.800868 2 753.4032593 -1.079542021 -0.000812788 45.5345308IVENLGILTGPQLFSLNKEELK 8 21264616 3xTMT6plex [N-Term; K18; K22] 0.93 1.189 1.155 7.093064785 50.5 1 3142.869448 4 786.4689331 -4.946151402 -0.003886277 105.0044399

FHSGWEPPVDVLQEAPWEVEGLASAPIEEVSPVSR 18 21264616 1xTMT6plex [N-Term] 0.256 100 100 6.655281544 44.16 0 4073.049376 4 1019.019531 1.698656059 0.001729677 105.5850382
LPPSFPGNKDELMQHMDEVNDELIR 8 21264616 2xTMT6plex [N-Term; K9] 0.826 1.11 0.764 7.30372715 14.18 1 3382.717567 4 846.4334106 -1.701141689 -0.00143862 84.43496383LLDIESQEELEDFPLPTVQR 13 21264616 1xTMT6plex [N-Term] 0.842 0.866 0.826 6.024193764 53.39 0 2600.365679 3 867.4587402 -1.542627988 -0.001337132 93.50617075QQSGSELEELMNK 6 21264616 2xTMT6plex [N-Term; K13] 0.897 0.854 0.704 5.347507 73.9 0 1951.020662 2 976.0124512 -1.556439821 -0.001518323 62.65408745

SGQAGYVPCNILGEARPEDAGAPFEQAGQK 6 21264616 2xTMT6plex [N-Term; K30]; 1xCarbamidomethyl [C9] 100 0.587 4.22072506 28.19 0 3575.7953 3 1192.604004 0.603521334 0.000719356 65.39449514VGPQVPLSEPGFR 8 21264616 1xTMT6plex [N-Term] 0.721 0.756 0.781 3.771207809 29.92 0 1611.905607 2 806.4580688 2.018520996 0.001626833 56.86981237ARPPSEGEFIDCFQK 6 21264616 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C12] 1.084 1.295 1.092 5.465043068 13.68 0 2239.158159 3 747.0578613 0.389241989 0.000290525 55.80378389
KAPAEGVLTLR 4 21264616 2xTMT6plex [N-Term; K1] 1.008 0.937 4.520581245 21.4 1 1613.015047 3 538.3433838 0.341439585 0.000183582 47.02223796SQPVSQPLTYESGPDEVR 8 21264616 1xTMT6plex [N-Term] 0.953 0.649 0.933 4.842379093 49.54 0 2218.118907 2 1109.561646 -1.3040033 -0.001446217 40.90385891VYSQLTMQK 2 21264616 2xTMT6plex [N-Term; K9] 0.752 2.626262665 33.74 0 1555.891821 2 778.4485474 -1.287128971 -0.001001317 48.74168982EPQVPLYVPK 8 21264616 2xTMT6plex [N-Term; K10] 0.797 0.943 0.699 3.471375942 36.99 0 1627.98235 2 814.4946899 -0.151732104 -0.000123509 63.53244862LAINLLAK 6 21264616 2xTMT6plex [N-Term; K8] 0.78 0.84 0.718 3.709826708 45.98 0 1313.892079 2 657.4495239 -0.23413524 -0.000153814 85.40608237GYQPTPAMAK 6 21264616 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 0.812 0.832 0.953 2.786754608 23.87 0 1537.844871 2 769.4264526 0.492698225 0.000378847 26.97730729QSILPPPQGPAPIPFQHR 2 21264616 1xTMT6plex [N-Term] 0.838 3.124845505 4.48 0 2209.244323 3 737.0866089 0.430332737 0.000316903 72.30280644KLVQLSSK 6 21264616 3xTMT6plex [N-Term; K1; K8] 1.037 1.23 1.613 3.366718054 16.07 1 1590.055739 3 530.6899414 -0.29440556 -0.00015604 58.4476255ILYDFTAR 6 21264616 1xTMT6plex [N-Term] 0.934 1.103 0.847 2.941625357 31.15 0 1227.69349 2 614.3497925 -0.962153072 -0.000590615 62.73768306GGDSPEAK 4 21264616 2xTMT6plex [N-Term; K8] 0.725 0.93 2.442254782 17.8 0 1218.673038 2 609.8397217 -0.714523583 -0.000435385 19.04676299SVSCPLLSR 6 21264616 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.91 0.952 1.177 3.279272795 22.18 0 1247.697923 2 624.3516846 -1.467325817 -0.00091539 39.65975308LVQLSSK 6 21264616 2xTMT6plex [N-Term; K7] 0.953 0.807 0.79 3.064570427 29.56 0 1232.797844 2 616.9025269 -0.054379607 -3.35E-05 47.02816026

17505907 DDX31 probable ATP-dependent RNA helicase DDX31 isoform 1 64794 NP_073616.6 8.695652174 1 6 6 40 851 94.029 9.99 1.27 1.23 1.22 1.24 Significant 0.000152 ATVLQTVFEDYVHSSER 8 17505907 1xTMT6plex [N-Term] 1.127 1.229 1.221 5.558454037 46.95 0 2210.129078 3 737.3809204 -0.393483593 -0.000289883 93.96854229LADISLHDPVSISVLDK 6 17505907 2xTMT6plex [N-Term; K17] 1.132 1.385 1.076 5.06249094 47.35 0 2280.321519 3 760.7786255 -0.085823492 -6.52E-05 84.58081426ELALQSFDTVQK 10 17505907 2xTMT6plex [N-Term; K12] 1.241 1.288 1.303 3.278041124 35.21 0 1837.047135 3 613.0211792 1.006581498 0.000616379 62.12028402TAVFQEFSHSR 6 17505907 1xTMT6plex [N-Term] 1.502 1.278 1.375 4.212060928 27.03 0 1537.796057 3 513.2692871 -1.787565953 -0.000916304 46.25534229WLVFDEADR 4 17505907 1xTMT6plex [N-Term] 1.372 1.349 3.549542189 34.63 0 1379.715681 2 690.3616943 0.312065653 0.000215281 70.1433309ILDLGFEK 6 17505907 2xTMT6plex [N-Term; K8] 1.282 1.124 1.014 3.236216307 26.54 0 1392.850274 2 696.9293213 0.784282522 0.000546194 74.739021
20070321 NMNAT1 nicotinamide/nicotinic acid mononucleotide adenylyltransferase 1 isoform 1 64802 NP_073624.2 12.18637993 1 3 3 18 279 31.913 8.87 0.91 0.91 0.89 0.91 Significant 0.0000545

GIISPVGDAYK 6 20070321 2xTMT6plex [N-Term; K11] 0.872 0.843 0.85 4.024816513 45.03 0 1577.930315 2 789.4662476 -3.229675458 -0.002548101 54.7240485FIYESDVLWK 6 20070321 2xTMT6plex [N-Term; K10] 0.994 1.114 0.929 3.760971308 44.74 0 1757.98783 3 586.6670532 -0.695751137 -0.000407707 83.60843862YLVPDLVQEYIEK 6 20070321 2xTMT6plex [N-Term; K13] 0.678 0.917 3.095309258 24.15 0 2067.177815 3 689.7302856 -0.731077121 -0.000503755 100.1051034145580575 CTBP2 C-terminal-binding protein 2 isoform 2 1488 NP_073713.2 12.18274112 1 7 10 50 985 106.121 8.02 1.23 1.21 1.24 1.23 Significant 0.0000517 GAALDVHESEPFSFAQGPLK 6 145580575 2xTMT6plex [N-Term; K20] 1.445 1.456 1.225 5.855680466 47.01 0 2558.365509 3 853.4526367 -8.658650874 -0.007383998 68.87854523IGSGYDNVDIK 6 145580575 2xTMT6plex [N-Term; K11] 1.28 1.086 1.274 3.703309298 56.43 0 1638.910307 2 819.9589844 0.234704729 0.00019233 49.97319843
DLATVAFCDAQSTQEIHEK 2 145580575 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C8] 1.382 5.80284214 55.74 0 2621.328137 3 874.447876 0.357581973 0.000312447 61.03117839



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

VLNEAVGAMMYHTITLTR 6 145580575 1xTMT6plex [N-Term] 1.361 1.587 2.039 7.629635334 45.73 0 2249.19836 3 750.4044189 0.152750395 0.000114522 90.7311786QGAFLVNAAR 4 145580575 1xTMT6plex [N-Term] 0.982 1.356 3.232923269 35.88 0 1275.737086 2 638.3725586 0.591718708 0.000377439 39.06909207GETLGLIGFGR 6 145580575 1xTMT6plex [N-Term] 1.041 1.129 1.118 3.846507788 31.26 0 1348.778616 2 674.8916626 -1.903592374 -0.001283762 64.68680599NTWLYQALR 2 145580575 1xTMT6plex [N-Term] 1.534 3.507349968 19.4 0 1393.77895 2 697.3918457 -1.819286874 -0.001267842 66.25700529VQSVEQIR 6 145580575 1xTMT6plex [N-Term] 1.074 1.54 1.026 3.203557014 35.33 0 1187.694552 2 594.3509521 0.063574321 3.78E-05 31.00108172GGLVDEK 6 145580575 2xTMT6plex [N-Term; K7] 1.103 1.055 1.195 3.028192282 32.65 0 1175.703609 2 588.3555908 0.251441454 0.00014781 31.22397769ALAQALK 6 145580575 2xTMT6plex [N-Term; K7] 1.368 1.249 1.285 2.953939676 37.25 0 1172.776715 2 586.8917236 -0.463996572 -0.000272082 55.21155211
12383056 MAP1LC3B microtubule-associated proteins 1A/1B light chain 3B 81631 NP_073729.1 16.8 1 2 2 12 125 14.679 8.94 1.25 1.19 1.1 1.18 Significant 0.00136

FLVPDHVNMSELIK 6 12383056 2xTMT6plex [N-Term; K14]; 1xOxidation [M9] 0.996 1.005 0.986 3.611516237 36.62 0 2116.187669 3 706.0650635 -3.322654421 -0.002343787 65.99855265IPVIIER 6 12383056 1xTMT6plex [N-Term] 1.318 1.273 1.252 2.477913618 26.42 0 1068.697847 2 534.8531494 1.09990689 0.000587734 58.8459632112383062 KLC2 kinesin light chain 2 isoform 1 64837 NP_073733.1 27.97427653 1 8 14 61 622 68.892 7.15 0.95 1.03 1 0.99 Significant 0.000551 TLHNLVIQYASQGR 6 12383062 1xTMT6plex [N-Term] 1.013 1.13 1.122 4.154411316 36.09 0 1829.023097 3 610.345459 -0.695976381 -0.000424319 53.87706937SEQAVAQLEEEK 2 12383062 2xTMT6plex [N-Term; K12] 0.56 4.179023743 49.11 0 1818.984929 2 909.99646 0.392786033 0.000357236 46.9972706SVEEPTQPGGTGLSDSR 4 12383062 1xTMT6plex [N-Term] 0.974 0.79 4.738184929 88.76 0 1945.966429 2 973.4846802 -2.232977082 -0.002172649 28.04884364ALLAPLVAPEAGEAEPGSQER 2 12383062 1xTMT6plex [N-Term] 1.017 5.535822868 31.86 0 2334.250255 3 778.7571411 2.833792062 0.002204927 70.67158478TSGHDHPDVATMLNILALVYR 6 12383062 1xTMT6plex [N-Term] 0.916 0.998 1.075 6.179988861 26.04 0 2552.349258 4 638.842041 -1.145473132 -0.000730912 105.6370998VDSPTVNTTLR 6 12383062 1xTMT6plex [N-Term] 0.862 1.124 1.295 3.538020849 27.39 0 1431.800474 2 716.4033813 -0.689743233 -0.000493787 34.20280564EAAHLLNDALAIR 4 12383062 1xTMT6plex [N-Term] 0.869 0.927 4.168765545 33.72 0 1635.93797 3 545.9838867 -0.527662886 -0.000287741 61.48640268YQDAETLYK 6 12383062 2xTMT6plex [N-Term; K9] 0.913 0.955 0.99 3.732678413 35.35 0 1588.862295 2 794.9353027 0.650880038 0.000517079 44.66841102AVIQGLETLR 6 12383062 1xTMT6plex [N-Term] 1.312 1.093 0.982 3.712972164 37.17 0 1328.809916 2 664.9081421 -0.68381512 -0.00045433 62.31872357LEAAHTLEDCASR 2 12383062 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.95 3.204176664 4.96 0 1701.842749 3 567.9509277 -2.655596045 -0.001506469 33.73428738QALEDLEK 4 12383062 2xTMT6plex [N-Term; K8] 0.798 0.898 3.360322714 30.18 0 1403.814616 2 702.4091797 -2.517088054 -0.001766762 48.20448368
YEVAVPLCK 2 12383062 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 0.861 2.390256166 10.58 0 1536.886007 2 768.9429932 -4.748375507 -0.003648856 59.88511088
EELAGTQQK 7 12383062 2xTMT6plex [N-Term; K9] 0.959 1.619 1.271 2.293961048 22.01 0 1461.831329 2 731.4197998 0.680002785 0.000497025 24.25789711

EAEPLCK 4 12383062 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.947 0.847 2.455290556 24.67 0 1304.728444 2 652.8681641 0.465449345 0.000303643 30.70391693
269847874 YTHDC2 probable ATP-dependent RNA helicase YTHDC2 64848 NP_073739.3 8.601398601 1 9 9 36 1430 160.147 8.4 1.19 1.14 1.09 1.14 Significant 0.000641 FTAGAFSDHMALLR 2 269847874 1xTMT6plex [N-Term] 0.965 5.062441349 30.62 0 1765.925691 3 589.3131104 -0.517057607 -0.000304362 66.14014111SFDALNFVTMLK 14 269847874 2xTMT6plex [N-Term; K12] 1.528 1.236 1.266 3.863536358 51.44 0 1844.039213 2 922.5236206 0.407502689 0.000375725 106.6467514

MPLQELCLHTK 6 269847874 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.121 1.088 1.044 4.63791275 34.91 0 1828.022518 3 610.0125122 0.254822405 0.000155274 63.65906101
SQDWGSAGLGGVFK 2 269847874 2xTMT6plex [N-Term; K14] 1.36 3.582528114 67.6 0 1867.011418 2 934.003418 -6.351922855 -0.005929556 67.86502792TLMAGDSTLSTVTHVIVDEVHER 4 269847874 1xTMT6plex [N-Term] 1.086 1.231 5.990644932 37.28 0 2739.418459 4 685.6068115 -4.761304796 -0.003260802 86.84317194GFASQVEQLISMGANVHSK 2 269847874 2xTMT6plex [N-Term; K19] 1.266 4.496829987 29.48 0 2461.327349 3 821.1139526 -0.018140555 -1.49E-05 96.65517291LSQSLGLVSK 2 269847874 2xTMT6plex [N-Term; K10] 0.649 4.343325138 41.69 0 1489.9354 2 745.4717407 0.540107519 0.000402363 60.88497299GIWSTTPSNER 2 269847874 1xTMT6plex [N-Term] 0.898 2.813802242 15.03 0 1476.764422 2 738.8868408 1.342475885 0.00099126 37.85952731EMFLEDILR 2 269847874 1xTMT6plex [N-Term] 1.431 2.255240202 11.19 0 1394.755103 2 697.8814697 0.401054726 0.000279687 88.08501685124248539 AIDA axin interactor, dorsalization-associated protein 64853 NP_073742.2 37.58169935 1 8 8 36 306 35.001 6.55 1 0.98 0.98 0.98 Significant 0.0000457

EAQAQHNNSEFTEEQKK 4 124248539 3xTMT6plex [N-Term; K16; K17] 1.246 1.297 5.904517174 32.41 1 2705.409782 4 677.1081543 0.371488085 0.000251257 24.39738161ILAPGEEENLEFEEDEEEGGAGAGSPDSFPAR 6 124248539 1xTMT6plex [N-Term] 1.843 0.74 2.036 5.418038845 65.75 0 3577.629176 3 1193.209717 -4.074933052 -0.004859533 68.34967037SAALQSTQSQEEFKLEDLK 6 124248539 3xTMT6plex [N-Term; K14; K19] 1.025 0.938 0.923 5.726374149 21.78 1 2839.565614 3 947.1906128 -2.933199026 -0.002776337 62.49198313LPSEPGMTLLTIR 6 124248539 1xTMT6plex [N-Term] 1.027 1.062 1.242 3.718551159 39.2 0 1656.955594 2 828.9824829 1.264463767 0.00104758 79.33476383EFPFDVQPVPLR 2 124248539 1xTMT6plex [N-Term] 0.642 3.108128309 11.64 0 1672.926008 3 558.3140259 0.906128969 0.000505296 80.25830273KLEPILK 4 124248539 3xTMT6plex [N-Term; K1; K7] 1.066 3.583383322 13.26 1 1528.044112 3 510.0192261 -0.645830402 -0.000328952 63.15745969KLQLLTK 2 124248539 3xTMT6plex [N-Term; K1; K7] 1.178 3.267981052 15.73 1 1531.055011 3 511.0229187 -0.527744907 -0.000269335 64.24826169VPGTLLPR 6 124248539 1xTMT6plex [N-Term] 0.826 0.926 0.895 2.433673143 23.29 0 1081.693096 2 541.3494263 -1.405011221 -0.000759895 51.7206015751093863 FAM129B niban-like protein 1 isoform 1 64855 NP_073744.2 52.14477212 1 29 29 271 746 84.085 6.19 0.9 0.87 0.87 0.88 Significant 0.000129 VQQVQPAMQAVIR 16 51093863 1xTMT6plex [N-Term] 0.86 0.904 0.757 4.343871117 49.31 0 1696.972975 2 848.9889526 -1.382925124 -0.001173393 53.34979037EQMDNAVYTFETLLHQELGK 10 51093863 2xTMT6plex [N-Term; K20] 0.958 0.962 1 7.861805916 64.4 0 2824.459151 3 942.1569214 -1.040988623 -0.000980077 112.1947041FSLVPHNYGLVLYENK 18 51093863 2xTMT6plex [N-Term; K16] 0.8 0.893 0.87 5.060634136 62.1 0 2351.316374 3 784.442627 -1.295623447 -0.001015474 80.44297584AAPEASSPPASPLQHLLPGK 12 51093863 2xTMT6plex [N-Term; K20] 0.867 0.815 0.808 5.394576073 44.02 0 2426.380765 3 809.4645386 -0.701714821 -0.000567542 67.4965587FQELIFEDFAR 28 51093863 1xTMT6plex [N-Term] 0.809 0.773 0.848 4.634124756 65.91 0 1643.863074 2 822.4353638 0.229355515 0.000188515 94.53876086EVTDMNLNVINEGGIDK 12 51093863 2xTMT6plex [N-Term; K17] 0.852 0.838 0.914 5.789257526 72.96 0 2319.226632 2 1160.116821 -0.114802008 -0.000133126 68.51177096QWIQISDAVYHMVYEQAK 10 51093863 2xTMT6plex [N-Term; K18] 0.681 0.724 6.55313921 60.8 0 2667.400514 3 889.8026123 -2.710708759 -0.002410182 103.5963857IVFSGNLFQHQEDSK 14 51093863 2xTMT6plex [N-Term; K15] 0.77 0.872 0.801 4.992839336 46.75 0 2207.186088 3 736.3989868 -1.667712025 -0.001226984 65.61689109
AVDLGPPKPSDQETGEQVSSPSSHPALHTTTEDSAGVQTEF 2 51093863 2xTMT6plex [N-Term; K8] 0.87 5.695783138 3.63 0 4692.295322 4 1173.82959 0.257346334 0.000301886 55.2808214

QVVSVVQDEEVGLPFEASPESPPPASPDGVTEIR 4 51093863 1xTMT6plex [N-Term] 0.01 5.962679386 48.81 0 3790.922445 3 1264.311035 -1.026760982 -0.001297457 80.79193531NHVQPYIPSILEALMVPTSQGFTEVR 6 51093863 1xTMT6plex [N-Term] 1.292 0.995 1.431 6.159421444 41 0 3155.676071 3 1052.561646 -1.802373385 -0.001895902 112.3361611CPTQFPLILWHPYAR 6 51093863 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.908 1.179 1.161 5.472249985 23.72 0 2128.136353 3 710.0505981 0.417550122 0.000296201 84.35571332FILVENTYEEVVLQTVMK 10 51093863 2xTMT6plex [N-Term; K18] 0.902 0.6 4.769659042 41.99 0 2613.461383 3 871.8247681 -0.624520719 -0.000544054 112.696243FDVSSTSVFK 18 51093863 2xTMT6plex [N-Term; K10] 0.921 0.856 0.881 4.320481777 60.94 0 1574.88303 2 787.9439697 -1.503169969 -0.001183658 62.08052972VEGPAFTDAIR 7 51093863 1xTMT6plex [N-Term] 0.898 0.801 0.762 3.966348886 40.56 0 1404.768445 2 702.8862915 -2.234469459 -0.001569456 50.91333734EQMDNAVYTFETLLHQELGK 9 51093863 2xTMT6plex [N-Term; K20]; 1xOxidation [M3] 1.007 0.642 0.841 4.59446907 29.82 0 2840.454066 3 942.1569214 -1.040988623 -0.000980077 112.1947041IVFSGNLFQHQEDSKK 2 51093863 3xTMT6plex [N-Term; K15; K16] 0.932 5.038619995 14.13 1 2564.443983 4 641.8676758 1.90689874 0.001222534 62.18679358WQAVLQDCIR 6 51093863 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.116 1.453 1.276 3.907912254 32.65 0 1517.809599 2 759.4075928 -1.113442112 -0.000844997 66.37097984VQQVQPAMQAVIR 2 51093863 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.788 3.998771667 26.03 0 1712.96789 2 848.9889526 -1.382925124 -0.001173393 53.34979037QWIQISDAVYHMVYEQAK 2 51093863 2xTMT6plex [N-Term; K18]; 1xOxidation [M12] 0.63 4.54529953 36.76 0 2683.395429 3 889.8026123 -2.710708759 -0.002410182 103.5963857NHVQPYIPSILEALMVPTSQGFTEVR 2 51093863 1xTMT6plex [N-Term]; 1xOxidation [M15] 0.01 2.950675726 3.81 0 3171.670986 3 1052.561646 -1.802373385 -0.001895902 112.3361611YDYDSSSVR 6 51093863 1xTMT6plex [N-Term] 0.984 0.331 0.925 3.955122709 27.65 0 1320.626926 2 660.8171387 0.056566884 3.74E-05 22.92276181KYDYDSSSVR 10 51093863 2xTMT6plex [N-Term; K1] 0.846 0.892 0.983 2.868145466 17.04 1 1677.884821 3 559.9664917 0.06011596 3.36E-05 25.3668276
HYYFCMMTEAEQDKWQAVLQDCIR 3 51093863 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C5; C22] 0.72 0.794 0.949 5.628695011 1 3580.688593 4 895.9291992 1.780198092 0.001593584 89.34904192

SGSAPILK 12 51093863 2xTMT6plex [N-Term; K8] 0.852 0.77 0.809 3.209068775 30.6 0 1230.782194 2 615.895813 1.751151888 0.001077643 38.95373317FEEVLSK 8 51093863 2xTMT6plex [N-Term; K7] 0.871 0.949 0.871 3.268986702 33.44 0 1309.776774 2 655.3908691 -1.765673965 -0.001156319 64.45587156
MQSCYEK 6 51093863 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.951 0.992 0.867 3.015062094 34.98 0 1403.706329 2 702.3562622 -0.769930231 -0.000540378 26.57010765
LAYHPLK 8 51093863 2xTMT6plex [N-Term; K7] 0.867 0.849 0.853 2.406645298 22.24 0 1299.818914 3 433.9445496 0.139613017 6.05E-05 41.46013376KVPLDER 8 51093863 2xTMT6plex [N-Term; K1] 0.836 0.97 0.922 2.91293335 19.91 1 1314.814557 3 438.9428406 -0.447448259 -0.000196104 29.42576053LDGLQQR 6 51093863 1xTMT6plex [N-Term] 0.965 0.766 0.934 2.489666939 16.65 0 1058.615574 2 529.810791 -1.198006889 -0.000634114 28.99907847DILQAVK 3 51093863 2xTMT6plex [N-Term; K7] 1.62 1.284 2.485119104 9.85 0 1244.797844 2 622.9022217 -0.544177216 -0.000338695 113.9140809TDMDQIITSK 2 51093863 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 1.338 1.234229684 14.64 0 1625.882044 2 813.4429932 -2.050881789 -0.001667246 113.7600164

GPTKEELCK 3 51093863 3xTMT6plex [N-Term; K4; K9]; 1xCarbamidomethyl [C8] 1.094 1.099 1.632 1.605140924 1 1749.018368 3 583.6773071 -0.571402393 -0.000333131 47.71903568
16554609 MRPS11 28S ribosomal protein S11, mitochondrial isoform a 64963 NP_073750.2 21.13402062 1 5 5 23 194 20.603 10.81 0.93 0.96 0.91 0.93 Significant 0.000242

KGTGIAAQTAGIAAAAR 6 16554609 2xTMT6plex [N-Term; K1] 0.873 0.81 0.902 6.806416988 57.37 1 1986.186029 3 662.7333984 -0.194643147 -0.000128866 43.86280351GTGIAAQTAGIAAAAR 2 16554609 1xTMT6plex [N-Term] 0.578 3.986305237 46.05 0 1628.928134 2 814.9677124 0.008892159 7.24E-06 42.83370156VEQNAAPSHTK 2 16554609 2xTMT6plex [N-Term; K11] 0.996 4.140527248 27.11 0 1639.91679 3 547.3106079 0.293088327 0.000160213 18.45098859KFEEIPIAHIK 12 16554609 3xTMT6plex [N-Term; K1; K11] 0.936 0.978 0.893 4.978384972 14.72 1 2012.251144 4 503.8188782 1.261544972 0.000634636 62.7941833QKVEQNAAPSHTK 1 16554609 3xTMT6plex [N-Term; K2; K13] 1.095 2.33348465 1 2125.233262 4 532.0633545 -0.787749411 -0.000418538 19.06602365
30410805 CDCP1 CUB domain-containing protein 1 isoform 1 precursor 64866 NP_073753.3 20.6937799 1 16 16 109 836 92.872 7.96 1.79 1.67 1.96 1.81 Significant 0.00216

QGLTVSFIPYFK 10 30410805 2xTMT6plex [N-Term; K12] 1.163 1.381 1.965 3.660189867 40.89 0 1858.087878 2 929.5476685 0.098162237 9.12E-05 92.85065277TFAPSFQQEASR 6 30410805 1xTMT6plex [N-Term] 1.434 1.348 1.436 3.817380428 41.08 0 1597.817186 2 799.4121094 -0.152820987 -0.00012209 40.91176418VEYYIPGSTTNPEVFK 18 30410805 2xTMT6plex [N-Term; K16] 1.816 1.562 1.984 4.54004097 48.44 0 2302.237121 2 1151.624878 2.327570573 0.00267931 77.55538537IYVVDLSNER 8 30410805 1xTMT6plex [N-Term] 1.429 1.365 1.185 3.617438555 39.33 0 1436.79466 2 718.9002075 -1.059024633 -0.0007608 56.32900858ISFLCDDLTR 6 30410805 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.846 2.123 2.209 4.128617764 43.52 0 1468.766731 2 734.8870239 0.027370965 2.01E-05 68.54197197DTDIPLLNTQEPMEPAE 8 30410805 1xTMT6plex [N-Term] 1.693 1.985 1.622 2.885437012 46.11 0 2142.047381 2 1071.523193 -3.861404431 -0.004135656 73.1440254EEGVFTVTPDTK 5 30410805 2xTMT6plex [N-Term; K12] 1.195 2.823 3.421186447 34.13 0 1780.973302 2 890.989502 -0.883945733 -0.000787142 52.80455934MALHLPWFHPR 2 30410805 1xTMT6plex [N-Term] 2.023 4.181646347 31.49 0 1633.898688 4 409.2303162 0.456771551 0.00018658 71.07762259LSLVLVPAQK 12 30410805 2xTMT6plex [N-Term; K10] 1.759 1.816 1.304 4.073309422 40.24 0 1526.008171 2 763.5075684 -0.203826726 -0.000155521 77.67754507
KFVPGCFVCLESR 6 30410805 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C6; C9] 3.032 2.156 2.734 5.030122757 31.59 1 2057.107644 3 686.3712158 -4.156408191 -0.00285006 66.23167062

DQVACLTFFK 6 30410805 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.72 1.854 1.974 3.239737988 21.48 0 1686.928935 3 562.980957 -0.365727469 -0.000205652 74.06655035AFMIIQEQR 4 30410805 1xTMT6plex [N-Term] 1.105 0.858 3.383466721 20.67 0 1364.755772 2 682.8809204 -0.885139827 -0.000604 53.77708874LATEEPPPR 2 30410805 1xTMT6plex [N-Term] 0.675 2.803604364 27.45 0 1238.694218 2 619.8504028 -0.556033868 -0.000344378 26.21184431TISCTDHR 6 30410805 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.414 1.842 1.399 3.179075956 22.74 0 1218.609837 3 406.8750305 0.575846931 0.000233911 15.36074839LWMNVEK 4 30410805 2xTMT6plex [N-Term; K7] 1.508 1.719 2.986431122 29.99 0 1377.796464 2 689.3998413 -2.945226613 -0.002028961 63.4850479TFIWDVK 6 30410805 2xTMT6plex [N-Term; K7] 1.631 1.677 1.996 2.920767546 30.14 0 1366.813494 2 683.9094849 -1.31772436 -0.000900542 74.1957297212597661 MRPL44 39S ribosomal protein L44, mitochondrial 65080 NP_075066.1 50 1 13 13 84 332 37.512 8.4 1.16 1.18 1.17 1.17 Significant 0.0000243 LIAEGPGETVLVAEEEAAR 10 12597661 1xTMT6plex [N-Term] 0.965 1.156 1.224 5.675292969 69.84 0 2183.175693 3 728.3955688 -1.621558467 -0.001180049 73.52824753
SNQELSEQGTSFSQTCLTQFLEDEYPDMPTEGIK 4 12597661 2xTMT6plex [N-Term; K34]; 1xCarbamidomethyl [C16] 1.037 3.639379263 20.92 0 4368.057583 3 1456.690308 -0.277866858 -0.000404579 94.64564569

KLIAEGPGETVLVAEEEAAR 4 12597661 2xTMT6plex [N-Term; K1] 1.271 0.619 5.466975212 55.2 1 2540.433588 3 847.4811401 -1.858438601 -0.001573747 65.00287054IINPMGLLVEELK 12 12597661 2xTMT6plex [N-Term; K13] 1.173 1.048 1.07 5.678065777 76.79 0 1927.170227 2 964.088562 -0.19710068 -0.000189923 112.7023373NLVDFLTGEEVVCHVAR 12 12597661 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.227 1.263 1.255 7.006526947 80.49 0 2187.142954 3 729.7178345 -1.830590005 -0.001334587 85.31512713
QSGGTTALPLYFVGLYCDK 6 12597661 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C17] 0.966 1.524 1.205 5.317686081 33.49 0 2548.352167 3 850.1208496 -1.637054693 -0.001390597 97.81191178

TAFVNSCYIK 2 12597661 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.39 3.945921898 33.05 0 1660.913285 2 830.9599609 -0.385020101 -0.000319742 52.34231278
DFLITQMTGK 12 12597661 2xTMT6plex [N-Term; K10] 1.255 1.206 1.111 4.083202362 44.77 0 1611.918035 2 806.4587402 -4.858566675 -0.003915806 70.72288946EAVLLNLK 6 12597661 2xTMT6plex [N-Term; K8] 1.015 1.218 3.197117805 40.13 0 1357.881908 2 679.4437866 -1.186728981 -0.000805719 68.30724339KLYGFTENR 6 12597661 2xTMT6plex [N-Term; K1] 0.793 0.916 0.708 3.209518671 18.98 1 1585.910248 3 529.3078613 -0.767537524 -0.000405749 40.36348146LQENFSLDLLK 2 12597661 2xTMT6plex [N-Term; K11] 2.374278069 7.36 0 1778.046407 2 889.52771 0.976533497 0.000868161 84.7914798NVSAPESR 6 12597661 1xTMT6plex [N-Term] 1.68 1.278 1.27 3.192914009 26.98 0 1088.589753 2 544.7981567 -0.657661379 -0.000357962 17.08803386ELFEMWK 2 12597661 2xTMT6plex [N-Term; K7] 1.05 2.756563187 21.6 0 1440.79613 2 720.9013062 -0.550990731 -0.000396933 81.5205445618105056 VPS33A vacuolar protein sorting-associated protein 33A 65082 NP_075067.2 16.10738255 1 9 9 28 596 67.568 6.96 0.86 0.9 0.87 0.87 Significant 0.000188 EILQTYGYEHILTLHNLEK 4 18105056 2xTMT6plex [N-Term; K19] 0.922 0.933 7.152498245 33.87 0 2772.533637 4 693.8875732 -1.866044538 -0.001293418 76.15044023DLGVLGSFIHR 2 18105056 1xTMT6plex [N-Term] 0.692 3.808665514 37.11 0 1442.831714 3 481.6149292 -1.025713761 -0.000493311 71.87948988LKDLGVLGSFIHR 4 18105056 2xTMT6plex [N-Term; K2] 0.89 4.826292515 20.79 1 1913.173673 4 479.048645 -0.482429738 -0.000230743 77.94129711

ECYLEGDQTSLYHAAK 2 18105056 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 0.884 2.675378323 2.15 0 2343.169118 3 781.725708 -2.794039284 -0.002182302 49.33842767ILPGPHFEER 4 18105056 1xTMT6plex [N-Term] 0.746 0.833 3.870061159 42.71 0 1423.789515 3 475.2683411 0.670614125 0.000318271 48.32113091DFHILFVPR 4 18105056 1xTMT6plex [N-Term] 0.828 0.889 2.593160152 21.13 0 1372.793872 3 458.2696838 0.455977904 0.000208655 66.36592577QFVSQLPHMQAAR 2 18105056 1xTMT6plex [N-Term] 1.116 3.803110361 4.91 0 1741.936924 3 581.3156738 -2.558103891 -0.001485352 47.98041999IISAAFEER 4 18105056 1xTMT6plex [N-Term] 0.91 1.345 3.229528904 22.46 0 1264.709868 2 632.8585205 -0.081808783 -5.17E-05 53.88666914DLPTEAK 2 18105056 2xTMT6plex [N-Term; K7] 0.787 2.465255022 19.73 0 1231.729824 2 616.3682251 -0.528155343 -0.000325272 32.2832335118644728 NOL6 nucleolar protein 6 alpha isoform 65083 NP_075068.2 28.09773124 1 19 19 103 1146 127.513 7.64 1.19 1.16 1.29 1.21 Significant 0.00105 ETSSTGEEALVAAVR 2 18644728 1xTMT6plex [N-Term] 1.158 4.21952343 73.03 0 1748.922773 2 874.9648438 -0.207293315 -0.00018127 48.15959666QLPLLTSALHGLQQQHPAFSGVAR 6 18644728 1xTMT6plex [N-Term] 1.631 1.551 1.608 8.309017181 50.46 0 2798.562696 4 700.3963623 0.329793844 0.000230737 83.58016404LAELLTQQHGLQCR 6 18644728 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.265 1.941 1.377 5.41327095 25.45 0 1896.032281 3 632.6820068 -0.429403125 -0.000271387 58.64176391
LDKPCPAYVEPMTVVCHLEGSGQWPQDAEAVQR 2 18644728 2xTMT6plex [N-Term; K3]; 2xCarbamidomethyl [C5; C16] 2.124 5.432256699 23.3 0 4226.087325 4 1057.276978 -0.294554668 -0.000311203 78.79326158

LLWGLEGLPLTVSAVQGAHPVLR 10 18644728 1xTMT6plex [N-Term] 6.149 1.41 2.002 7.587401867 63.39 0 2655.554758 3 885.8567505 0.354221596 0.000313552 109.376751TVFRPPLDIYDVLIR 13 18644728 1xTMT6plex [N-Term] 1.226 1.134 1.62 5.828634739 25.58 0 2046.194913 3 682.736145 -0.503931175 -0.000343714 97.1072571GLLSQPGPSSLMPVLGYDPPQLYLTQLR 10 18644728 1xTMT6plex [N-Term] 1.238 3.666 1.916 5.346710682 39.48 0 3269.780536 3 1090.595337 -2.776488426 -0.003026169 111.1285962VPSVPETELTDQAWLPAGVR 8 18644728 1xTMT6plex [N-Term] 1.744 1.573 1.258 5.06102705 45.58 0 2394.286641 3 798.7662354 -1.039150981 -0.000829342 80.76626236VPLHQVPYAVK 6 18644728 2xTMT6plex [N-Term; K11] 1.805 1.204 1.302 3.320735216 19.61 0 1709.051433 3 570.3552246 -0.182739892 -0.000104104 55.60222436GQSPAGDGSPEPPTPR 4 18644728 1xTMT6plex [N-Term] 1.436 1.39 4.438419819 37.36 0 1778.887057 2 889.9466553 -0.574917402 -0.000511357 24.13102165EAVVWEAASMSQK 5 18644728 2xTMT6plex [N-Term; K13] 2.174 1.467 1.591 3.959542513 19.76 0 1894.014455 3 632.0083008 -2.167769227 -0.001368595 62.11238299AELYKEPTNEELNR 5 18644728 2xTMT6plex [N-Term; K5] 1.425 2.084 1.158 3.834924221 12.15 1 2164.165018 3 722.0596924 -0.228458347 -0.000164807 40.5994976LNLLAHSRPPVPEWDISQDPPK 2 18644728 2xTMT6plex [N-Term; K22] 1.343 3.583386421 4.42 0 2967.645647 5 594.3363647 2.382518437 0.001414094 74.13528395LQVEELLK 10 18644728 2xTMT6plex [N-Term; K8] 1.286 1.139 1.236 3.900408506 44.53 0 1429.903037 2 715.4535522 -2.244563253 -0.001604754 73.92920144
LHPCPPPDFFRPCR 2 18644728 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C13] 0.943 4.467961788 6.54 0 2025.014858 4 507.0073853 -3.529092316 -0.001786616 52.05730105

QAVDSPAASFCR 5 18644728 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.47 0.578 0.552 3.483858347 21.73 0 1537.763043 2 769.3846436 -0.671176635 -0.000516055 32.83297581GLLQPVK 4 18644728 2xTMT6plex [N-Term; K7] 1.175 1.365 3.080912113 26.16 0 1212.808015 2 606.9083862 1.221059656 0.000740455 49.67065143EVQSPEGMISLR 2 18644728 1xTMT6plex [N-Term]; 1xOxidation [M8] 1.251 3.057478666 26.33 0 1590.835873 2 795.9223633 0.991128329 0.000788361 38.05010477YTEVFPPTPVRPAFSFYETLR 1 18644728 1xTMT6plex [N-Term] 0.99 2.75279212 0 2746.444204 3 916.1524048 -0.56178987 -0.000514308 89.55400009145580615 KRI1 protein KRI1 homolog 65095 NP_075384.3 14.9506347 1 7 7 37 709 83.201 5.17 1.09 1.04 1.21 1.11 Significant 0.00205 TVVPCDFGLSTEEILAADDKELNR 6 145580615 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C5] 1.517 0.986 1.338 6.210813522 35.67 1 3150.6393 3 1050.883911 -0.672968677 -0.000706761 85.76695392
LQETSSQSYVEEQK 4 145580615 2xTMT6plex [N-Term; K14] 1.095 1.292 4.003173828 46.07 0 2114.101749 3 705.3706055 -2.122028304 -0.001495395 37.48234149LDYEDIIDDLPCR 6 145580615 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.105 1.214 0.982 4.750015259 50.9 0 1865.915246 2 933.4613647 0.111126263 0.000103676 80.28198826KSPFAAAVGQEKPVFEPGDK 2 145580615 4xTMT6plex [N-Term; K1; K12; K20] 0.787 4.156647205 4.88 1 3018.743408 4 755.442627 1.745578139 0.001317363 60.02487819EEAETPAEATGKPQR 5 145580615 2xTMT6plex [N-Term; K12] 100 0.872 1.559 4.019617081 11.93 0 2072.102418 3 691.3728638 0.781804307 0.000539993 23.60706758LQAFGLNPK 12 145580615 2xTMT6plex [N-Term; K9] 1.087 1.152 1.21 3.500929356 40.49 0 1445.888056 2 723.4467773 -1.229688905 -0.000888996 62.94346109TFEEYLDEYYR 2 145580615 1xTMT6plex [N-Term] 1.157 2.630038738 5.8 0 1756.826748 2 878.9147339 -2.593714245 -0.002278353 72.151089313491174 MARCKSL1 MARCKS-related protein 65108 NP_075385.1 17.94871795 1 3 3 16 195 19.517 4.67 1.73 1.75 1.75 1.74 Significant 0.0000146 AAATPESQEPQAK 4 13491174 2xTMT6plex [N-Term; K13] 1.639 2.188 4.716142654 56.07 0 1785.974699 2 893.4902344 -0.843466596 -0.000753205 23.28054701GDVTAEEAAGASPAK 10 13491174 2xTMT6plex [N-Term; K15] 1.759 1.746 1.75 5.667824268 98.35 0 1831.980178 2 916.4928589 -0.947961437 -0.000868323 31.82028273LSGLSFK 2 13491174 2xTMT6plex [N-Term; K7] 1.146 1.610423803 19.29 0 1209.76073 2 605.3838501 -0.253607742 -0.000153402 60.9159666338146107 RSRC2 arginine/serine-rich coiled-coil protein 2 65117 NP_075388.2 7.373271889 1 2 2 12 434 50.529 11.33 1.01 1.22 0.97 1.07 Significant 0.00524 ALAETGIAVPSYYNPAAVNPMK 6 38146107 2xTMT6plex [N-Term; K22] 1.081 1.461 0.901 5.105899334 61.6 0 2735.484244 3 912.5002441 0.707517098 0.000645134 79.214206NLDAQYEMAR 6 38146107 1xTMT6plex [N-Term] 0.964 1.062 1.02 3.320427656 45.21 0 1439.71503 2 720.3605957 -0.77426694 -0.000557362 34.3501569839995084 INTS3 integrator complex subunit 3 65123 NP_075391.3 18.80998081 1 13 13 59 1042 117.937 5.8 1.29 1.34 1.33 1.32 Significant 0.000134 YICGVVHPSNEVLSSDILPR 6 39995084 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.917 1.546 1.193 5.528883934 49.41 0 2484.31181 3 828.7736206 -2.214477897 -0.001833818 66.09545377FSDLFSLAEEYEDSSTKPPK 12 39995084 3xTMT6plex [N-Term; K17; K20] 1.479 1.463 1.322 6.236776352 37.91 0 2977.564945 4 745.1469116 0.292589546 0.000217801 98.15337211ETVVEEPVDITPYLDQLDESLRDK 2 39995084 2xTMT6plex [N-Term; K24] 100 3.967331648 26.93 1 3261.714239 3 1087.908813 -0.721065716 -0.00078397 98.14471572GAAAAAAASGAAGGGGGGAGAGAPGGGR 6 39995084 1xTMT6plex [N-Term] 1.113 1.039 1.319 7.824927807 86.55 0 2182.091069 3 728.0348511 -0.490088319 -0.000356472 21.95654714DIIHNPQALSPQFTGILQLLQSR 6 39995084 1xTMT6plex [N-Term] 0.99 1.067 0.865 5.624373913 40.73 0 2818.577678 3 940.1968994 -0.543791227 -0.000510906 107.7064846FHPIKETVVEEPVDITPYLDQLDESLR 4 39995084 2xTMT6plex [N-Term; K5] 1.181 0.935 6.428700447 16.46 1 3640.95145 4 910.9906006 -2.987432379 -0.002719274 96.06105081HDELLAEHIK 4 39995084 2xTMT6plex [N-Term; K10] 1.237 1.227 4.581883907 37.72 0 1662.957926 4 416.4953308 0.942280116 0.000391743 40.67195268IIPNFYPPLEGHVR 6 39995084 1xTMT6plex [N-Term] 1.705 1.706 1.871 3.959048986 28.75 0 1881.05842 3 627.6901245 -1.381825687 -0.000866432 75.94196964VLAHLAPLFDNPK 2 39995084 2xTMT6plex [N-Term; K13] 1.26 3.914564848 10.86 0 1893.136225 3 631.7173462 0.665707096 0.000420091 80.82366964IGYHLLYYLR 2 39995084 1xTMT6plex [N-Term] 1.547 3.132344484 26.05 0 1539.888501 3 513.9680176 0.648484858 0.000332865 75.78550354QYLSTPDSQSLR 6 39995084 1xTMT6plex [N-Term] 4.087 1.617 1.38 3.28560853 34.68 0 1623.853966 2 812.4299316 -0.849231999 -0.000689514 36.3871253ACQEDDVR 2 39995084 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.362 2.367064714 19.73 0 1221.573117 2 611.2904053 0.341565207 0.000208623 15.84176917EKPSEEMVK 1 39995084 3xTMT6plex [N-Term; K2; K9] 1.329 2.599018812 0 1764.018033 3 588.6768799 -1.103419311 -0.000648817 34.63218764

54607077 SOWAHC ankyrin repeat domain-containing protein SOWAHC 65124 NP_075392.2 16.38095238 1 6 6 21 525 55.638 7.03 1.05 1.11 1.27 1.14 Significant 0.00328
WDSLEGLLTCEPGLLVK 6 54607077 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 1.006 1.141 1.258 5.085293293 57.48 0 2388.32489 3 796.7789917 -1.03344497 -0.000822734 108.5744261

GEEGVGEERPVK 4 54607077 2xTMT6plex [N-Term; K12] 1.095 1.177 3.529969692 25.45 0 1743.964134 3 581.9929199 0.041649724 2.42E-05 31.99725679DPEQPLEGR 6 54607077 1xTMT6plex [N-Term] 1.032 0.964 0.985 3.238070726 55.56 0 1269.663646 2 635.3355713 0.173312141 0.000110024 23.96193797NLVGALDEGDGESAAGSGGGR 2 54607077 1xTMT6plex [N-Term] 1.536 2.690169096 11.56 0 2118.026069 2 1059.517456 0.739565673 0.00078321 43.90708602SVCPGGSSPGSSSGGGR 2 54607077 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 2.278 2.550760508 21.17 0 1721.807426 2 861.406189 -1.350400908 -0.001162565 18.29033025GHSPFTLRPK 1 54607077 2xTMT6plex [N-Term; K10] 1.075 2.537399292 0 1597.957867 4 400.2449646 0.101140613 4.04E-05 35.44731237282396088 COA7 cytochrome c oxidase assembly factor 7 65260 NP_075565.2 32.03463203 1 6 6 24 231 25.692 6.02 1.19 1.22 1.05 1.15 Significant 0.00206
SIAACHNVGLLAHDGQVNEDGQPDLGK 4 282396088 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C5] 1.227 1.145 6.026219845 42.22 0 3273.668643 4 819.1723022 -0.386219793 -0.000316089 51.66647396

FNCEENQHSDSCYK 2 282396088 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C3; C12] 1.369 4.688136101 28.87 0 2276.011237 3 759.340271 -2.186914387 -0.001659147 36.96463238LVDYLEGIR 6 282396088 1xTMT6plex [N-Term] 1.03 1.154 1.133 4.010175228 44.55 0 1306.756818 2 653.8798218 -3.40622314 -0.002225553 74.24847593LGAYYVTGK 6 282396088 2xTMT6plex [N-Term; K9] 0.918 0.933 0.971 4.117920399 45.65 0 1429.845523 2 715.4259644 -0.608771401 -0.000435225 60.7503437GGLTQDLK 5 282396088 2xTMT6plex [N-Term; K8] 1.384 1.639 2.405983925 12.73 0 1289.782922 2 645.3948364 -0.407873626 -0.000263034 38.81866221NFDEAAK 1 282396088 2xTMT6plex [N-Term; K7] 1.378 2.398394823 0 1252.693773 2 626.8501587 -0.584506129 -0.000366104 29.82508715198041662 PYCRL pyrroline-5-carboxylate reductase 3 65263 NP_075566.2 14.68531469 1 3 3 18 286 29.874 8.1 1.08 1.16 1.31 1.19 Significant 0.00323 IAAQTLLGTAK 6 198041662 2xTMT6plex [N-Term; K11] 0.97 1.225 1.345 4.87607193 60.76 0 1544.977599 2 772.9918213 -0.798258742 -0.000616646 62.74010132VLPNLPCVVQEGAIVMAR 6 198041662 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.228 1.18 1.316 4.390843868 61.59 0 2195.224181 3 732.4130859 0.238414147 0.000174458 98.44513467AATMSAVEAATCR 6 198041662 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.751 0.986 1.127 5.213817596 70.89 0 1567.776978 2 784.3909302 -1.527225154 -0.001197174 39.995834150417999 UBE2Z ubiquitin-conjugating enzyme E2 Z 65264 NP_075567.2 25.14124294 1 8 8 32 354 38.186 5.62 1.01 0.97 0.99 0.99 Significant 0.000136 EPPPGMFVVPDTVDMTK 6 150417999 2xTMT6plex [N-Term; K17] 0.832 0.917 5.045728683 36.13 0 2318.217648 3 773.4118652 1.464449694 0.001131638 82.67911962LHLQGQTMQDPFGEK 6 150417999 2xTMT6plex [N-Term; K15] 1.007 1.048 1.068 5.943649292 34 0 2187.163244 3 729.7254639 -0.642795384 -0.000468633 65.36236134
SFLEYYDFYEVACK 2 150417999 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C13] 0.945 2.420541525 6.78 0 2292.129879 2 1146.566284 -2.001191411 -0.002293495 92.50178633

TAPQCLLR 6 150417999 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.124 0.89 0.923 3.274890184 19.51 0 1187.676794 2 594.3426514 1.03743239 0.000616067 37.58560398
VAVCDMMEGK 4 150417999 2xTMT6plex [N-Term; K10]; 2xOxidation [M6; M7]; 1xCarbamidomethyl [C4] 1.521 0.999 1.403380275 19.98 0 1629.805057 2 815.4060669 -0.122604195 -9.99E-05 29.76752495

NYNECIR 2 150417999 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.244 2.506471872 24.36 0 1197.588373 2 599.2979736 0.248637705 0.000148883 21.28761844EPPPGMFVVPDTVDMTK 1 150417999 2xTMT6plex [N-Term; K17]; 1xOxidation [M15] 0.936 2.383267641 0 2334.212563 3 773.4118652 1.464449694 0.001131638 82.67911962FNPNFYR 3 150417999 1xTMT6plex [N-Term] 0.849 0.955 2.42305541 16.02 0 1186.620659 2 593.8136597 -0.519394347 -0.000308162 47.35591614GHFDYQSLLMR 2 150417999 1xTMT6plex [N-Term] 0.968 1.964706302 4.75 0 1595.820163 2 798.4126587 -1.33004159 -0.001061254 58.0623276424371248 FUNDC2 FUN14 domain-containing protein 2 65991 NP_076423.2 17.46031746 1 4 4 13 189 20.663 9.73 1.24 1.16 1.21 1.2 Significant 0.000376 KLFGQESGPSAEK 6 24371248 3xTMT6plex [N-Term; K1; K13] 1.176 0.999 1.305 5.289344788 21.95 1 2065.189666 3 689.0686646 0.859137721 0.000591427 44.5779826SKAEEVVSFVK 3 24371248 3xTMT6plex [N-Term; K2; K11] 1.248 1.22 3.988512516 3.82 1 1910.156575 3 637.3903809 0.007412023 4.72E-06 60.180981LFGQESGPSAEK 2 24371248 2xTMT6plex [N-Term; K12] 1.011 3.983888626 10.68 0 1707.931771 2 854.4691162 -0.477395022 -0.000407679 45.87711117SNQIPTEVR 2 24371248 1xTMT6plex [N-Term] 0.871 2.535665274 23.39 0 1272.71093 2 636.8604126 2.057117017 0.001309058 27.5300098313027602 DDRGK1 DDRGK domain-containing protein 1 65992 NP_076424.1 36.62420382 1 8 8 87 314 35.589 5.12 1.01 1.03 1 1.01 Significant 0.0000757 VVLLEDLASQVGLR 24 13027602 1xTMT6plex [N-Term] 0.935 0.971 0.944 4.929493904 62.62 0 1741.042101 2 871.024292 -0.455713061 -0.000396708 109.8269589AASAGQEPLHNEELAGAGR 6 13027602 1xTMT6plex [N-Term] 1.192 1.061 0.989 6.944478512 61.48 0 2107.07296 3 703.0305786 2.004121321 0.00140761 27.19043357VSIAELAQASNSLIAWGR 12 13027602 1xTMT6plex [N-Term] 1.102 0.904 1.238 6.202852726 58.08 0 2115.175968 3 705.7289429 -1.745933565 -0.001230986 102.6409195FIYITPEELAAVANFIR 11 13027602 1xTMT6plex [N-Term] 1.073 1.171 1.063 5.212029934 55.06 0 2196.226607 3 732.7467041 -0.477125315 -0.000349292 113.027882IQDLLAEGTITGVIDDR 16 13027602 1xTMT6plex [N-Term] 0.971 1.063 1.287 6.51129961 67.58 0 2058.128015 2 1029.567871 0.218906451 0.000225269 89.13949213VAQPGPLEPEEPR 6 13027602 1xTMT6plex [N-Term] 1.137 1.099 0.881 3.766977072 38.98 0 1647.890351 2 824.4481201 -0.842043661 -0.000693798 38.1157583EAEEAEREER 6 13027602 1xTMT6plex [N-Term] 2.324 1.356 4.757221699 24.99 1 1476.712781 3 492.9076843 -2.899041398 -0.001427017 14.91262523EHEEYLK 6 13027602 2xTMT6plex [N-Term; K7] 0.998 1.022 1.015 3.496611834 25.39 0 1405.772751 3 469.2623596 -0.160689256 -7.53E-05 25.8085085813027606 MRPL34 39S ribosomal protein L34, mitochondrial 64981 NP_076426.1 23.91304348 1 2 2 14 92 10.159 12.25 1.05 1.14 1.14 1.11 Significant 0.00073 LSTPAGVQVILR 6 13027606 1xTMT6plex [N-Term] 1.125 1.161 1.066 3.832704306 60.42 0 1482.920529 2 741.9642944 0.528016959 0.000391504 67.8658103GNEYQPSNIK 8 13027606 2xTMT6plex [N-Term; K10] 0.87 1.077 1.265 2.767407656 27.77 0 1607.879342 2 804.4423828 -1.152272407 -0.000926357 31.50139278
145275189 C1orf116 specifically androgen-regulated gene protein isoform 1 79098 NP_076427.2 50.74875208 1 21 21 168 601 63.925 8.62 0.87 0.81 0.87 0.85 Significant 0.000553 GGPEETITQQGR 6 145275189 1xTMT6plex [N-Term] 0.839 0.328 0.847 4.709366798 40.69 0 1501.780801 2 751.3922729 -2.351549281 -0.001765756 21.66622746AQHLSPAPGLAQPAAPAQASAAIPAAGK 14 145275189 2xTMT6plex [N-Term; K28] 0.964 0.902 0.851 7.604063988 72.96 0 3020.704559 3 1007.571899 -1.130056828 -0.001137856 53.89353402



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

YTQPQPPPAGLPQNAR 10 145275189 1xTMT6plex [N-Term] 0.912 0.946 0.814 4.461716175 43.3 0 1964.055125 2 982.5313721 0.174389517 0.000171255 38.30265354STTQASSHNPGEPGR 8 145275189 1xTMT6plex [N-Term] 0.749 1.378 1.08 5.275780678 45.17 0 1754.861905 3 585.6252441 -0.413336299 -0.000241783 14.53738509LADLEQEQSSK 14 145275189 2xTMT6plex [N-Term; K11] 0.835 0.827 0.793 4.661027431 58.12 0 1705.93725 2 853.4714355 -0.970695874 -0.000827973 52.42931559HTEAAPGDSGLISCSLQEQR 6 145275189 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.892 1.042 1.067 6.231050968 82.57 0 2385.166602 3 795.7264404 -0.769032627 -0.000611424 39.50797552AEDAPLSSGEDPNSR 14 145275189 1xTMT6plex [N-Term] 0.774 0.856 0.917 4.376554966 43.33 0 1773.845251 2 887.4260254 -0.269013743 -0.000238594 24.12088119SGVGLSSYLSTEK 12 145275189 2xTMT6plex [N-Term; K13] 0.885 0.774 0.831 4.938548088 78.42 0 1785.999851 2 893.5023804 -1.325049278 -0.001183269 66.13583364KLPPNIVLK 16 145275189 3xTMT6plex [N-Term; K1; K9] 0.846 0.886 0.928 5.389987946 39.73 1 1709.165624 3 570.3931885 -0.357894111 -0.0002039 62.26146067ALAQAPAPAPGPAQGPLPMK 4 145275189 2xTMT6plex [N-Term; K20] 0.424 0.486 3.545426846 8.09 0 2341.346628 3 781.1211548 0.974992528 0.000760932 65.05783049EASLPEGPGQQGHTPQLHTPSSSQER 8 145275189 1xTMT6plex [N-Term] 0.938 0.676 0.895 5.828671455 36.03 0 2984.465955 4 746.8712158 -0.978871528 -0.000730352 42.90959738QAPASPQEAALDLDVVLIPPPEAFR 2 145275189 1xTMT6plex [N-Term] 0.657 3.797011375 34.34 0 2873.561025 3 958.5239868 -1.258835553 -0.00120578 104.8205226LAPEPEKEQVSQSSQPR 6 145275189 2xTMT6plex [N-Term; K7] 1.011 0.962 1.042 4.140941143 20.73 1 2368.287259 3 790.1009521 0.441076271 0.000348198 47.27930213SPAPGNVAASK 6 145275189 2xTMT6plex [N-Term; K11] 0.891 0.874 0.823 4.283248901 61.31 0 1456.852399 2 728.9292603 -0.792724224 -0.000577441 29.53040549DFAGIQVGK 6 145275189 2xTMT6plex [N-Term; K9] 0.644 0.824 0.742 4.084214687 37.11 0 1392.825121 2 696.9153442 -1.227428635 -0.000854797 55.696116ALPITQPTPR 8 145275189 1xTMT6plex [N-Term] 0.902 0.786 0.969 3.183175087 28.97 0 1322.799352 2 661.902771 -0.821128171 -0.000543094 40.34337709LAPLTTPKPR 6 145275189 2xTMT6plex [N-Term; K8] 0.939 0.988 1.107 4.470633984 28.79 0 1551.998669 3 518.0042114 -0.378900232 -0.000196018 47.4761844DTQPEQCR 6 145275189 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.731 1.239 2.884421349 20.04 0 1262.599666 2 631.8030396 -0.683738845 -0.000431644 14.36637633EQTPSEAMSQK 8 145275189 2xTMT6plex [N-Term; K11] 0.676 0.974 1.194 3.130998135 35.23 0 1693.883106 2 847.4458008 0.719378153 0.000609271 103.2027866
DKLPRPPCVSVK 2 145275189 3xTMT6plex [N-Term; K2; K12]; 1xCarbamidomethyl [C8] 1.582 0.826 2.039764404 1 2083.266477 3 695.0933838 -0.421891689 -0.000292971 45.88656285

TSTSLGK 6 145275189 2xTMT6plex [N-Term; K7] 1.021 1.008 1.093 2.725272417 22.51 0 1151.703609 2 576.3563232 1.528574158 0.000880232 26.76467317
218083142 CHID1 chitinase domain-containing protein 1 isoform a precursor 66005 NP_076436.3 24.68193384 1 8 8 54 393 44.912 8.63 1.09 1.05 1.14 1.09 Significant 0.000567

ILLGLNFYGMDYATSK 2 218083142 2xTMT6plex [N-Term; K16] 1.284 4.159786701 41.71 0 2264.240098 3 755.4172363 -1.299263991 -0.000980615 102.6816244NQHFDGFVVEVWNQLLSQK 10 218083142 2xTMT6plex [N-Term; K19] 1.043 1.853 1.169 6.651930332 42.84 0 2746.471705 3 916.1610718 -1.108031793 -0.001014393 111.8304817NVLDSEDEIEELSK 14 218083142 2xTMT6plex [N-Term; K14] 1.182 1.033 1.283 4.446520805 68.39 0 2078.090516 2 1039.548218 -0.653009633 -0.000678507 63.81598821FTQISPVWLQLK 12 218083142 2xTMT6plex [N-Term; K12] 1.068 1.028 0.603 4.24317646 34.82 0 1918.156626 2 959.5823364 0.401474808 0.000385046 97.57661805HVVFYPTLK 6 218083142 2xTMT6plex [N-Term; K9] 1.069 1.025 1.051 3.619080305 22.08 0 1561.950656 3 521.3217163 -0.038813146 -2.02E-05 58.5626338AESVVLEHR 4 218083142 1xTMT6plex [N-Term] 1.127 1.162 3.367763996 32.17 0 1268.716016 3 423.5767822 -0.175319228 -7.41E-05 27.72113935TVVQVAK 4 218083142 2xTMT6plex [N-Term; K7] 1.134 1.004 2.745106697 27.15 0 1202.787279 2 601.8979492 1.116030676 0.000671174 37.35262928SQFSDKPVQDR 2 218083142 2xTMT6plex [N-Term; K6] 0.265 1.006 2.173121691 0 1764.964468 3 588.9924927 -0.874506362 -0.000514491 27.6881963413128970 MRPL57 ribosomal protein 63, mitochondrial 78988 NP_076931.1 12.74509804 1 1 1 6 102 12.259 11.44 0.91 1.1 0.96 0.99 Significant 0.00328 FIADQLDHLNVTK 6 13128970 2xTMT6plex [N-Term; K13] 0.914 1.096 0.957 4.309412479 41.68 0 1972.126782 3 658.0461426 -1.474548011 -0.000969332 69.33632079226442763 PCYOX1L prenylcysteine oxidase-like isoform 1 precursor 78991 NP_076933.3 10.32388664 1 4 4 22 494 54.612 7.31 1.14 0.92 0.97 1.01 Significant 0.00432 IAVVGAGIGGSAVAHFLQQHFGPR 2 226442763 1xTMT6plex [N-Term] 1.013 5.372865677 36.89 0 2618.45169 4 655.3678589 -0.795830274 -0.000520961 96.67815588FIDDVVSAVLR 12 226442763 1xTMT6plex [N-Term] 1.13 0.587 0.902 4.277102947 35.98 0 1462.846696 2 731.9268799 -0.14523352 -0.000106227 102.3598564VQIDVYEK 4 226442763 2xTMT6plex [N-Term; K8] 1.16 1.31 2.996312141 27.76 0 1451.851002 2 726.4285889 -0.758125747 -0.000550343 51.21339591LATISVNK 4 226442763 2xTMT6plex [N-Term; K8] 1.007 1.024 3.915960073 30.15 0 1303.834958 2 652.4214478 0.506971997 0.000330504 52.1488173813128992 C19orf43 uncharacterized protein C19orf43 79002 NP_076943.1 40.90909091 1 5 5 19 176 18.408 9.44 1.17 1.07 1.17 1.14 Significant 0.000859 GGPGSTLSFVGK 8 13128992 2xTMT6plex [N-Term; K12] 1.14 1.161 1.104 4.462591171 54.14 0 1564.909914 2 782.9584961 -0.126552013 -9.90E-05 56.15847139QEEPPPGPQRPDQSAAAAGPGDPK 4 13128992 2xTMT6plex [N-Term; K24] 0.946 0.899 2.178278446 10.79 0 2855.468805 3 952.4937134 -0.776637195 -0.000739221 30.07713166
AHQCGDDDKTRPLVK 1 13128992 3xTMT6plex [N-Term; K9; K15]; 1xCarbamidomethyl [C4] 1.482 3.563496828 1 2427.338138 5 486.2733154 -0.275013832 -0.00013351 27.04780801

KMEEEQR 5 13128992 2xTMT6plex [N-Term; K1] 1.196 1.006 0.909 2.578739166 7.01 1 1407.76662 3 469.9277344 1.441726896 0.000676538 28.50914738EAPGPAGGGGGGSR 1 13128992 1xTMT6plex [N-Term] 1.429 2.654109001 0 1355.686507 2 678.3465576 -0.492706553 -0.000333978 16.8032876413129006 DDX50 ATP-dependent RNA helicase DDX50 79009 NP_076950.1 21.0312076 1 9 11 62 737 82.514 9.17 1.79 1.89 1.47 1.72 Significant 0.0054 GVTYLFPIQVK 8 13129006 2xTMT6plex [N-Term; K11] 1.864 2.051 1.449 3.74465394 47.64 0 1723.05585 2 862.0296631 -2.205383027 -0.001899999 87.48390195EGAFSNFPISEETIK 12 13129006 2xTMT6plex [N-Term; K15] 1.749 1.576 1.714 4.921334743 54.76 0 2127.137407 2 1064.069336 -2.826039813 -0.003005687 70.76050798GAVDALAAALAHISGASSFEPR 8 13129006 1xTMT6plex [N-Term] 3.967 1.997 0.823 7.009245872 65.65 0 2340.250924 3 780.7560425 1.132417631 0.00088338 107.821188GNMGVCFDVPTTESER 4 13129006 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 100 0.01 3.429360151 33.83 0 2027.936392 2 1014.471497 -0.33287826 -0.000337528 54.15618875GLDIPEVDLVIQSSPPQDVESYIHR 4 13129006 1xTMT6plex [N-Term] 2.024 2.236 4.339063168 38.21 0 3035.588696 3 1012.529236 -5.119748433 -0.005180483 94.1750201TFSFAIPLIER 4 13129006 1xTMT6plex [N-Term] 1.542 1.623 4.035672665 30.9 0 1522.883081 2 761.9447632 -0.545920316 -0.000415686 96.47133929TFGPVYEGK 6 13129006 2xTMT6plex [N-Term; K9] 1.524 1.711 3.512643576 39.79 0 1455.824787 2 728.4155273 -0.693086496 -0.000504506 49.26680138
TDSEDNPQTLLFSATCPQWVYK 2 13129006 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C16] 2.001 3.33435607 13.18 0 3058.523208 3 1020.176758 -2.448228112 -0.002495988 89.32510299

YEQVDLVGK 4 13129006 2xTMT6plex [N-Term; K9] 1.681 1.545 3.23524332 36.92 0 1508.872465 2 754.9405518 0.902266862 0.000680703 50.16184439DLIAQAR 12 13129006 1xTMT6plex [N-Term] 1.629 1.678 1.831 2.670740128 29.96 0 1015.60976 2 508.3084412 -0.151934126 -7.72E-05 29.70391185VLVLAPTR 4 13129006 1xTMT6plex [N-Term] 1.972 1.337 2.588308573 30.96 0 1097.724396 2 549.3657837 -0.095713631 -5.25E-05 53.17000905
13129010 NUDT9 ADP-ribose pyrophosphatase, mitochondrial isoform a precursor 53343 NP_076952.1 21.42857143 1 5 5 21 350 39.101 8.22 1.01 0.92 1.04 0.99 Significant 0.00132

WADPQISESNFSPK 5 13129010 2xTMT6plex [N-Term; K14] 0.941 0.922 0.855 2.886308908 8.36 0 2064.080226 3 688.6974487 -1.178839157 -0.000811073 58.25068234VGWLVEWQDYKPVEYTAVSVLAGPR 6 13129010 2xTMT6plex [N-Term; K11] 100 1.853 1.635 2.803146362 15.46 0 3320.808355 3 1107.609619 1.791531229 0.001983111 110.4921543EFGEEALNSLQK 2 13129010 2xTMT6plex [N-Term; K12] 0.889 3.151098728 9.55 0 1822.9951 3 608.336792 0.396653048 0.000241032 60.96583351DAHWSEDSEADCHAL 6 13129010 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.061 0.994 1.009 3.887302637 32.56 0 1971.834035 3 657.9483032 -1.86557386 -0.001226201 32.95637141HILQFVAIK 2 13129010 2xTMT6plex [N-Term; K9] 1.215 3.746059179 29.17 0 1526.982291 3 509.6651001 -1.010979001 -0.000514582 69.0052092213129016 DDA1 DET1- and DDB1-associated protein 1 79016 NP_076955.1 58.82352941 1 6 6 28 102 11.828 8.68 1.08 1.09 1.02 1.06 Significant 0.000422 EYPSEQIIVTEK 2 13129016 2xTMT6plex [N-Term; K12] 1.541 3.884889364 50.44 0 1894.057365 2 947.5325928 0.286911519 0.000271713 52.83844876DQEQVELEGESSAPPR 6 13129016 1xTMT6plex [N-Term] 1.133 1.939 4.799695492 43.36 0 1999.976994 3 667.3294678 -1.571827925 -0.001047873 30.48544112RPSVYLPTR 6 13129016 1xTMT6plex [N-Term] 1.307 1.249 1.03 4.965042114 39.79 0 1317.784036 3 439.9324951 -0.837594331 -0.000367923 33.77226182FHADSVCK 4 13129016 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.084 1.161 3.826090336 16.74 0 1421.761141 3 474.5918884 -0.020591924 -9.76E-06 28.83992619
GLPVYNK 6 13129016 2xTMT6plex [N-Term; K7] 1.067 1.172 0.891 2.566933393 26.57 0 1248.771629 2 624.8876953 -2.815090379 -0.001757703 42.79980574YLHQQWDK 4 13129016 2xTMT6plex [N-Term; K8] 1.017 0.995 2.030917645 7.97 0 1575.868383 3 525.9606934 -0.543428553 -0.000285457 37.75703634

13129018 GGCT gamma-glutamylcyclotransferase isoform 1 79017 NP_076956.1 28.19148936 1 4 4 31 188 20.994 5.14 0.84 0.91 0.84 0.86 Significant 0.00073
DVTGPDEESFLYFAYGSNLLTER 7 13129018 1xTMT6plex [N-Term] 0.499 0.969 0.712 6.913312912 55.34 0 2852.382785 3 951.4662476 0.492239607 0.000468019 98.35531316NPSAAFFCVAR 6 13129018 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.192 1.176 1.094 4.018735409 43.45 0 1468.756835 2 734.8803711 -2.294145919 -0.001684771 57.54862949AIEPNDYTGK 14 13129018 2xTMT6plex [N-Term; K10] 0.745 0.809 0.805 3.876162767 39.86 0 1565.857544 2 783.4321899 -0.281249843 -0.000220199 49.88184963LDFGNSQGK 4 13129018 2xTMT6plex [N-Term; K9] 0.909 0.785 3.178150415 23.32 0 1423.79455 2 712.3991089 -2.534359022 -0.001804203 41.9511871834222121 NUP37 nucleoporin Nup37 79023 NP_076962.2 24.5398773 1 6 6 49 326 36.684 5.92 1.31 1.41 1.28 1.33 Significant 0.000868 TLPLCVIGGDHK 4 34222121 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C5] 1.435 1.458 5.11289072 32.51 0 1768.019147 3 590.0083618 -4.872419395 -0.00287151 58.85565848

WSTISENLFATTGYPGK 10 34222121 2xTMT6plex [N-Term; K17] 1.134 0.886 1.115 4.813185215 41.41 0 2330.243269 2 1165.626343 0.918490745 0.001070153 87.09799989VGAVAGNDWLIWDITR 8 34222121 1xTMT6plex [N-Term] 1.248 1.466 1.521 4.443391323 47.42 0 2015.091176 2 1008.05072 1.482637472 0.001493825 97.93988625EGQEIASVSDDHTCR 7 34222121 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.713 1.043 1.645 5.375424862 58.36 0 1932.891884 3 644.9686279 -0.286457273 -0.000184564 22.66206VDGIAWSPETR 6 34222121 1xTMT6plex [N-Term] 1.257 1.96 1.237 4.507340908 44.44 0 1459.774259 2 730.3900757 -0.94821703 -0.000692091 50.47067047LDSLPPVIK 14 34222121 2xTMT6plex [N-Term; K9] 1.292 1.45 1.32 3.728891134 33.38 0 1439.923773 2 720.4642334 -1.793611005 -0.001291332 69.44215116
229577436 SPATA5L1 spermatogenesis-associated protein 5-like protein 1 79029 NP_076968.2 11.28818061 1 6 6 21 753 80.66 8.09 1.14 0.94 0.9 0.99 Significant 0.00554 VVAQVLTLLDGASGDR 8 229577436 1xTMT6plex [N-Term] 0.981 0.74 0.865 5.550159454 50.88 0 1843.048643 3 615.020752 -0.510041137 -0.000313344 108.4954474TMPIGPDVSLENLAAETCFFSGADLR 3 229577436 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.973 1.191 5.847072601 44.27 0 3040.495724 3 1014.16803 -2.035054509 -0.002062525 107.3417611GPSLLFLDEMDALCPQR 2 229577436 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.932 3.91440773 24.86 0 2191.108877 3 731.0414429 0.410172808 0.000299578 102.1526284IIYIPPPDHK 2 229577436 2xTMT6plex [N-Term; K10] 1.195 2.378126144 12.25 0 1650.998335 3 551.0038452 -0.819089541 -0.000450772 57.97743638VLSQIFR 4 229577436 1xTMT6plex [N-Term] 1.47 1.046 2.282222033 21.79 0 1091.677446 2 546.3425293 0.308079783 0.000168162 65.65815543TVKPSLSCK 2 229577436 3xTMT6plex [N-Term; K3; K9]; 1xCarbamidomethyl [C8] 0.994 1.007 1.957867265 0 1707.044188 3 569.6863403 0.163649011 9.31E-05 37.8922717113129044 PDCL3 phosducin-like protein 3 79031 NP_076970.1 46.44351464 1 8 8 37 239 27.597 4.84 0.93 1.06 0.93 0.98 Significant 0.00198 TYEDMTLEELEDHEDEFNEEDER 6 13129044 1xTMT6plex [N-Term] 0.741 0.712 0.615 4.743483067 32.11 0 3146.310544 3 1049.442139 0.41916893 0.000439612 64.97592898LSESGAIMTDLEENPK 4 13129044 2xTMT6plex [N-Term; K16] 0.904 1.148 4.097103596 29.64 0 2192.15207 3 731.3884277 -0.611447943 -0.000446796 67.87880141AQFIGPLVFGGMNLTR 6 13129044 1xTMT6plex [N-Term] 1.293 1.174 4.464079857 44.41 0 1950.083254 3 650.6992798 0.016417488 1.07E-05 97.31792958ELEEEAEEEQR 4 13129044 1xTMT6plex [N-Term] 0.935 0.783 4.326528072 43.53 0 1619.75979 2 810.3850098 1.822777221 0.001476231 25.07608945AISTTCIPNYPDR 5 13129044 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.082 1.551 1.219 4.063916683 27.62 0 1736.883886 2 868.9474487 2.150363054 0.001867465 46.54009789NLPTIFVYLEGDIK 2 13129044 2xTMT6plex [N-Term; K14] 1.437 3.421728849 27.35 0 2080.209449 3 694.0769653 3.313755784 0.002297769 110.9150858FGEVLEISGK 6 13129044 2xTMT6plex [N-Term; K10] 0.896 0.872 0.703 3.979847193 37.82 0 1536.903766 2 768.9515381 -5.183186028 -0.003983029 71.94689969ILQQSVVK 4 13129044 2xTMT6plex [N-Term; K8] 0.762 0.927 3.088897943 19.29 0 1372.892807 2 686.9504395 0.579212191 0.000397598 53.1628275974136559 ERI3 ERI1 exoribonuclease 3 isoform 1 79033 NP_076971.1 11.8694362 1 3 3 14 337 37.214 8.07 1.39 1.09 1.25 1.24 Significant 0.00482

VMLPGQCQYLGLPVADYFK 8 74136559 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C7] 1.516 0.988 1.246 5.374744415 48.65 0 2657.423558 3 886.4790649 -0.344930253 -0.000305542 102.628544
SIFVTCGDWDLK 4 74136559 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 1.182 1.649 3.954322815 46.74 0 1899.008642 2 950.0070801 -0.925758689 -0.000879012 76.68929422

EGLLDPNVK 2 74136559 2xTMT6plex [N-Term; K9] 0.888 2.85618639 15.39 0 1442.861901 2 721.9326172 -2.732815246 -0.001971537 50.9358121513129068 NOC4L nucleolar complex protein 4 homolog 79050 NP_076983.1 14.14728682 1 6 6 48 516 58.431 7.49 0.62 1.05 1.1 0.93 Significant 0.0262 LVVGGLLSPEEDQSLLLSQFR 12 13129068 1xTMT6plex [N-Term] 1.1 1.128 1.329 6.409864902 83.32 0 2529.41257 3 843.80896 -0.096033043 -8.10E-05 106.9383166ALESSLWELQALQR 14 13129068 1xTMT6plex [N-Term] 1.412 1.216 1.236 5.420926094 58.28 0 1873.038078 3 625.0180054 0.739378071 0.000461628 84.20578256ELALSALLK 4 13129068 2xTMT6plex [N-Term; K9] 0.306 3.572673082 43.03 0 1415.923773 2 708.4650269 -0.703250473 -0.000497875 90.30192319REPTVSSFYVK 6 13129068 2xTMT6plex [N-Term; K11] 1.458 1.282 1.214 4.915987968 17.81 1 1771.015441 3 591.0093994 -1.014241757 -0.000598746 50.66511941RLEAVLASR 6 13129068 1xTMT6plex [N-Term] 0.546 0.534 0.42 4.26847887 34.22 1 1243.768386 3 415.2612 0.531283415 0.000220265 33.90480902EYLDYDDTR 6 13129068 1xTMT6plex [N-Term] 1.577 1.673 2.793268442 31.64 0 1418.663705 2 709.8360596 0.801543467 0.00056856 36.32705183
56121818 ALG8 probable dolichyl pyrophosphate Glc1Man9GlcNAc2 alpha-1,3-glucosyltransferase isoform a 79053 NP_076984.2 7.414448669 1 3 3 14 526 60.048 9.14 1.27 1.28 1.37 1.3 Significant 0.000592

SYCFTANKPDGSIR 5 56121818 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.987 1.48 1.244 3.505418062 16.05 0 2074.079181 3 692.0303955 -1.228186747 -0.000849119 41.83927412
AILLAILPMSLLSVGK 2 56121818 2xTMT6plex [N-Term; K16] 1.878 2.100443602 10.89 0 2097.348526 3 699.7871094 -0.834880316 -0.000583678 113.5768505FLDPNNIPK 7 56121818 2xTMT6plex [N-Term; K9] 1.292 1.271 1.385 2.760084867 32.1 0 1515.893535 3 505.9691772 -0.367329041 -0.000185611 62.08439809122114654 METTL16 methyltransferase-like protein 16 79066 NP_076991.3 5.160142349 1 3 3 10 562 63.581 7.85 1.15 1.12 1.04 1.1 Significant 0.000884 APEDVIQALEEK 4 122114654 2xTMT6plex [N-Term; K12] 1.189 1.4 3.75807929 28.76 0 1800.015501 2 900.5120239 0.705833679 0.000635256 81.73962561IIHDSLQLK 4 122114654 2xTMT6plex [N-Term; K9] 1.12 1.095 3.639465094 20.61 0 1524.951385 3 508.9877625 -1.738039987 -0.000883475 51.14172983LIPTVPLR 2 122114654 1xTMT6plex [N-Term] 1.041 2.647372007 12.69 0 1137.755696 2 569.3814087 -0.136397636 -7.76E-05 66.19783979176866369 KDELC1 KDEL motif-containing protein 1 isoform 1 precursor 79070 NP_076994.2 10.75697211 1 4 4 16 502 58.005 7.71 1.52 1.72 1.75 1.66 Significant 0.00188

LPYLLVGDSVVLK 6 176866369 2xTMT6plex [N-Term; K13] 1.551 1.809 1.693 3.727556705 35.29 0 1874.176693 3 625.3967896 -0.468182995 -0.000292486 100.875016DIVMPTYDLTDSVLETMGR 6 176866369 1xTMT6plex [N-Term] 1.055 1.477 3.492212534 29.58 0 2385.187914 3 795.7349243 0.966531486 0.000768453 98.25870628SNLSDLLEK 2 176866369 2xTMT6plex [N-Term; K9] 1.591 3.368282795 34.86 0 1476.86738 2 738.9361572 -1.585962901 -0.001171128 63.30521371EMNCPETIAQIQR 2 176866369 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 100 2.945085764 34.7 0 1818.903969 2 909.9541626 -1.605810277 -0.001460407 43.1664032713129092 TMEM109 transmembrane protein 109 precursor 79073 NP_076997.1 8.641975309 1 2 2 18 243 26.194 10.48 1.2 1.09 1.18 1.16 Significant 0.000854 EAPVDVLTQIGR 12 13129092 1xTMT6plex [N-Term] 1.259 1.13 1.209 4.90997839 54.46 0 1526.873973 2 763.9407959 0.224155288 0.000171128 66.99174258ASGAQLEAK 6 13129092 2xTMT6plex [N-Term; K9] 1.052 1.05 1.139 4.017394066 59.45 0 1332.788736 2 666.8971558 -1.276291221 -0.000850513 28.8353712113129100 DCTPP1 dCTP pyrophosphatase 1 79077 NP_077001.1 57.64705882 1 8 8 50 170 18.669 5.03 0.91 0.88 0.89 0.89 Significant 0.0000974
KYTELPHGAISEDQAVGPADIPCDSTGQTST 6 13129100 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C23] 100 0.637 6.506590366 19.73 1 3703.816155 3 1235.275635 -1.026992963 -0.001267931 55.48661344GDTGGEDTAAPGR 6 13129100 1xTMT6plex [N-Term] 0.926 1.169 1.164 4.417322159 70.37 0 1432.686566 2 716.8468018 -0.166934192 -0.000119582 15.71332042VDLPLAVLSK 16 13129100 2xTMT6plex [N-Term; K10] 0.989 0.919 0.963 3.931374788 52.7 0 1512.976537 2 756.9900513 -2.452603096 -0.001855365 90.08917566TDGEPGPQGWSPR 4 13129100 1xTMT6plex [N-Term] 0.979 0.738 4.191147804 53.88 0 1612.7917 2 806.8998413 0.437860133 0.000353089 45.85554628DWEQFHQPR 6 13129100 1xTMT6plex [N-Term] 0.866 0.852 0.906 3.681468248 40.36 0 1471.727977 3 491.2475891 0.160759317 7.89E-05 46.5567391FSFSPEPTLEDIR 4 13129100 1xTMT6plex [N-Term] 0.811 0.894 4.157946587 16.51 0 1766.916232 2 883.9604492 -1.477004089 -0.001304871 71.14742047LHAEFAAER 6 13129100 1xTMT6plex [N-Term] 0.825 0.827 0.843 3.552250385 34.13 0 1272.689801 3 424.9014282 -0.054783209 -2.32E-05 43.46916025YTELPHGAISEDQAVGPADIPCDSTGQTST 2 13129100 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C22] 2.213797331 2.86 0 3346.55826 3 1116.188354 -2.315708509 -0.002583218 58.1744298213129104 CCDC86 coiled-coil domain-containing protein 86 79080 NP_077003.1 21.11111111 1 7 7 38 360 40.211 10.33 1.21 1.13 1.19 1.17 Significant 0.000417 KGSSSQAPASK 6 13129104 3xTMT6plex [N-Term; K1; K11] 1.571 1.06 1.41 4.394626141 14.96 1 1735.031709 3 579.0150757 -0.596680287 -0.000345086 19.63049919KAEVVQVIR 12 13129104 2xTMT6plex [N-Term; K1] 1.315 1.45 1.188 3.988154888 15.97 1 1499.967369 3 500.6600037 -1.274176833 -0.000637075 42.58934605DTLALLQK 8 13129104 2xTMT6plex [N-Term; K8] 0.998 1.029 1.082 3.727668285 43.33 0 1359.861173 2 680.4345703 0.50843793 0.000345703 61.36771297QQDLHLESPQR 4 13129104 1xTMT6plex [N-Term] 0.884 1.223 3.459708929 14.5 0 1579.838984 3 527.2838135 -1.327470921 -0.000699063 24.03981563LGGLRPESPESLTSVSR 2 13129104 1xTMT6plex [N-Term] 0.981 3.737422705 3.48 0 2014.113034 3 672.0424194 -0.16317814 -0.000109553 49.31087031FSQMLQDKPLR 2 13129104 2xTMT6plex [N-Term; K8] 0.835 3.414100409 3.91 0 1821.045696 3 607.6851807 -2.584651129 -0.001568923 58.82679096QPPQQPAAK 4 13129104 2xTMT6plex [N-Term; K9] 0.908 1.008 2.60835743 35.73 0 1422.84692 2 711.9260864 -1.421993055 -0.001011639 21.9365625356243583 WDR18 WD repeat-containing protein 18 57418 NP_077005.2 22.68518519 1 10 10 49 432 47.375 6.7 1.16 1.2 1.27 1.21 Significant 0.000705 HLLGAEHGDEPR 2 56243583 1xTMT6plex [N-Term] 1.184 5.489868641 39.78 0 1559.81277 3 520.6094971 0.749007163 0.000389437 19.52683732TEQLQAVLCSTMEK 6 56243583 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.365 1.369 0.965 5.374368668 42.85 0 2096.113183 2 1048.561157 0.884972787 0.000927502 76.32126557

VATSSLDQTVK 6 56243583 2xTMT6plex [N-Term; K11] 1.233 1.185 1.322 4.38751936 64.38 0 1606.941608 2 803.9736328 -1.007245685 -0.000809293 40.56934452NYISAWELQR 4 56243583 1xTMT6plex [N-Term] 0.762 0.95 3.593762159 36.43 0 1508.805893 2 754.9050903 -1.981285963 -0.001494688 57.13148061SVLGGQDQLR 6 56243583 1xTMT6plex [N-Term] 1.132 1.222 1.375 3.526401281 57.51 0 1301.73748 2 651.3728638 0.746209645 0.000485685 33.41764906DLFDFSTR 12 56243583 1xTMT6plex [N-Term] 1.127 0.979 0.959 3.020873547 27.22 0 1229.636369 2 615.3200684 -2.85327544 -0.001754246 59.96919538SFHPEQDAGK 5 56243583 2xTMT6plex [N-Term; K10] 0.626 0.918 1.90537703 9.15 0 1573.837477 2 787.4212036 -1.490835917 -0.001173167 25.31175339VTELEDEVR 2 56243583 1xTMT6plex [N-Term] 0.928 3.094379663 26.74 0 1318.705176 2 659.8565674 0.517041745 0.000340913 41.44741108KDQLQQK 4 56243583 3xTMT6plex [N-Term; K1; K7] 1.166 1.366 3.410002947 13.19 1 1574.983302 3 525.6656494 -0.576150751 -0.000302476 27.0574037LWDVQSK 2 56243583 2xTMT6plex [N-Term; K7] 1.073 2.657250643 18.7 0 1333.788008 2 667.3980103 0.55195264 0.000368094 50.2901703413129148 APOO MICOS complex subunit MIC26 precursor 79135 NP_077027.1 9.090909091 1 2 2 12 198 22.271 9.13 0.79 1.02 0.88 0.9 Significant 0.00552 SQLEESISQLR 6 13129148 1xTMT6plex [N-Term] 0.74 1.162 0.644 4.921474457 53.29 0 1518.832502 2 759.9191895 -0.92157216 -0.000699857 51.38059264LYDWGLR 6 13129148 1xTMT6plex [N-Term] 0.824 0.911 0.902 2.704449177 19.47 0 1151.64106 2 576.3247681 1.04145541 0.000599691 59.6938647613236510 UBL5 ubiquitin-like protein 5 59286 NP_077268.1 24.65753425 1 2 2 12 73 8.541 8.44 1.79 1.35 1.38 1.51 Significant 0.00876 LIAAQTGTR 6 13236510 1xTMT6plex [N-Term] 1.705 1.689 1.523 3.094773293 32.81 0 1159.699638 2 580.3535767 0.206200213 0.000119565 37.40359976MIEVVCNDR 6 13236510 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.927 0.832 1.173 3.580858469 24.14 0 1364.686372 2 682.8460083 -1.196105179 -0.000816154 40.2811817513236516 DERL1 derlin-1 isoform a 79139 NP_077271.1 21.51394422 1 5 5 32 251 28.782 9.51 1.6 1.41 1.49 1.5 Significant 0.00135 YWFAATVAVPLVGK 6 13236516 2xTMT6plex [N-Term; K14] 1.799 1.459 1.378 4.30589056 23.96 0 1980.172276 3 660.7299194 1.479088874 0.000976284 101.2405934GGVSGFGVPPASMR 10 13236516 1xTMT6plex [N-Term] 1.607 1.284 1.113 3.875864267 41.94 0 1547.820163 2 774.4135132 -0.267164637 -0.000206761 50.88080382NFLSTPQFLYR 10 13236516 1xTMT6plex [N-Term] 1.43 1.124 100 4.262894154 35.38 0 1614.884144 2 807.9447021 -1.248413475 -0.001008022 72.36435078SIPAITR 4 13236516 1xTMT6plex [N-Term] 1.851 1.459 2.112504482 20.27 0 986.6195964 2 493.8128967 -1.0942444 -0.000539801 36.35940133HNWGQGFR 2 13236516 1xTMT6plex [N-Term] 1.618 2.02684617 5.1 0 1230.632955 3 410.8823853 -0.286460947 -0.000117509 23.12490025225703079 MBOAT7 lysophospholipid acyltransferase 7 isoform 1 79143 NP_077274.3 19.06779661 1 7 7 47 472 52.73 8.97 0.87 0.92 0.88 0.89 Significant 0.000294
KAASQPTSLAPEK 6 225703079 3xTMT6plex [N-Term; K1; K13] 1.162 1.14 1.127 5.033086777 31.37 1 2015.210402 3 672.4080811 -0.353147213 -0.000237222 35.86341869

NIDCYSTDFCVR 4 225703079 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C10] 1.216 1.299 4.404882908 35.97 0 1778.803921 2 889.9068604 1.418224401 0.001261372 50.72458517
AGGGPTLQCPPPSSPEK 12 225703079 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C9] 0.64 0.776 0.79 5.442795277 53.67 0 2138.13161 2 1069.568481 -0.89975723 -0.0009619 47.58708268LVSLASEVQDLHLAQR 8 225703079 1xTMT6plex [N-Term] 0.903 0.847 0.562 6.376821041 50.36 0 2008.138855 3 670.0509644 -0.256333666 -0.000171585 78.66560314AASQPTSLAPEK 6 225703079 2xTMT6plex [N-Term; K12] 0.762 0.797 0.775 4.501434803 61.26 0 1657.952507 2 829.479187 -0.849974023 -0.000704608 36.66640157TYLDWLEQPFPGAVPSLRPLLR 5 225703079 1xTMT6plex [N-Term] 1.071 100 0.625 5.01096344 10.27 0 2797.560237 3 933.1920166 0.45029761 0.000419912 109.6862159AWDWVHWFLK 6 225703079 2xTMT6plex [N-Term; K10] 1.028 0.881 0.815 3.048440695 19.95 0 1846.020467 3 616.010498 -1.91018975 -0.001175416 110.0049594

153791377 PLEKHF1 pleckstrin homology domain-containing family F member 1 79156 NP_077286.3 11.46953405 1 1 2 19 279 31.175 8.24 0.97 0.82 0.58 0.79 Significant 0.0201
SQHIIPLEEVTLELLPETLQAK 9 153791377 2xTMT6plex [N-Term; K22] 0.968 0.817 0.583 6.077025414 29.66 0 2959.711995 4 740.6813354 -2.86615493 -0.002120748 110.9614776VLIGEGVLTK 20 153791377 2xTMT6plex [N-Term; K10] 0.836 0.865 0.608 4.198244095 49.92 0 1486.960887 2 743.9836426 -0.590502251 -0.000439027 71.0662944613236559 C1orf35 multiple myeloma tumor-associated protein 2 79169 NP_077295.1 18.63117871 1 4 4 24 263 29.394 10.02 1.17 1.1 0.93 1.07 Significant 0.00443 VESGGPGTSAASAR 6 13236559 1xTMT6plex [N-Term] 1.225 1.293 0.994 5.002679825 72.19 0 1475.765151 2 738.3862305 0.02275938 1.68E-05 18.62572657GGQDQFNWEDVK 6 13236559 2xTMT6plex [N-Term; K12] 1.137 1.257 0.83 4.227450371 70.02 0 1880.954297 2 940.9794922 -1.376798471 -0.001294847 64.25397648EALLAALGYK 8 13236559 2xTMT6plex [N-Term; K10] 1.188 0.941 2.956959486 24.63 0 1506.929586 3 502.9804993 -1.753178974 -0.000880639 79.23446111AEDQTESSCESHR 4 13236559 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 100 2.034017801 5.25 0 1764.765621 3 588.9265137 -0.358905663 -0.000211128 13.3593123821359951 RBM42 RNA-binding protein 42 isoform 1 79171 NP_077297.2 13.125 1 5 5 28 480 50.382 9.63 1.02 1.09 1.09 1.06 Significant 0.000478 AAAAATVVPPMVGGPPFVGPVGFGPGDR 6 21359951 1xTMT6plex [N-Term] 1.653 0.816 6.354217052 47.47 0 2820.506821 3 940.842041 1.683657291 0.001582922 95.22913412ELGLGLGLGLK 6 21359951 2xTMT6plex [N-Term; K11] 0.695 0.876 0.544 4.669766903 56.38 0 1527.987436 2 764.4952393 -2.770824076 -0.002116892 87.84202879GYGFVSFK 6 21359951 2xTMT6plex [N-Term; K8] 1.594 1.314 1.303 3.667705536 29.29 0 1362.782194 2 681.8950806 0.506642085 0.000345221 63.58130338SHLDSPEAR 4 21359951 1xTMT6plex [N-Term] 1.162 1.285 3.63700676 16.27 0 1240.64833 3 414.2203979 -1.361886606 -0.000563207 16.22849358GLLPPLR 6 21359951 1xTMT6plex [N-Term] 1.108 0.864 1.095 2.224299908 25.63 0 994.6610674 2 497.8343201 0.297746367 0.000148078 54.2915414620149675 EFHD2 EF-hand domain-containing protein D2 79180 NP_077305.2 49.58333333 1 12 12 121 240 26.68 5.2 1.12 1.15 1.13 1.13 Significant 0.0000605 AAAGELQEDSGLCVLAR 4 20149675 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.16 1.145 3.960435152 37.85 0 1989.027256 3 663.6801758 -0.64424268 -0.000427139 58.4322122LGAPQTHLGLK 10 20149675 2xTMT6plex [N-Term; K11] 1.007 1.03 0.941 3.963895559 45.7 0 1592.988833 2 796.9967651 -1.618967132 -0.001289498 46.53268035LSEIDVSSEGVK 18 20149675 2xTMT6plex [N-Term; K12] 1.176 1.263 1.21 5.145836353 70.6 0 1720.973302 2 860.9892578 -1.198487506 -0.001031283 54.26187315ADLNQGIGEPQSPSR 10 20149675 1xTMT6plex [N-Term] 0.878 0.881 0.947 4.952604294 63.86 0 1797.929256 2 899.4678345 -0.480255096 -0.000431732 32.36274863KAAAGELQEDSGLCVLAR 6 20149675 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C14] 1.307 1.671 1.472 5.649868011 40.45 1 2346.28515 3 782.7661133 -0.581291771 -0.000454625 54.03383894

DGFIDLMELK 14 20149675 2xTMT6plex [N-Term; K10] 1.096 1.003 1.16 4.516914368 50.23 0 1638.917701 2 819.9620972 -0.47798255 -0.000391687 91.51106107VFNPYTEFK 12 20149675 2xTMT6plex [N-Term; K9] 1.287 1.239 1.226 3.987284184 49.19 0 1602.893201 2 801.9490356 -1.50121102 -0.00120314 64.7198662VQAINVSSR 6 20149675 1xTMT6plex [N-Term] 0.938 0.931 1.038 2.953331947 32.25 0 1202.705451 2 601.8566284 0.439854943 0.000264508 30.31882734EVDEDFDSK 6 20149675 2xTMT6plex [N-Term; K9] 1.37 1.229 1.281 3.662464857 37.77 0 1541.773539 2 771.3912354 1.073350322 0.000827432 35.37812121FEEEIKAEQEER 11 20149675 2xTMT6plex [N-Term; K6] 1.171 1.737 1.081 4.369147778 16.2 1 1995.043506 2 998.0256348 0.243925132 0.000243321 42.15815541DGFIDLMELK 2 20149675 2xTMT6plex [N-Term; K10]; 1xOxidation [M7] 0.848 2.631724596 42.23 0 1654.912616 2 819.9620972 -0.47798255 -0.000391687 91.51106107ELQSTFK 6 20149675 2xTMT6plex [N-Term; K7] 1.043 1.16 1.09 3.022514343 35.06 0 1310.772023 2 655.8897705 0.183956951 0.000120563 42.43578448EFLLIFR 16 20149675 1xTMT6plex [N-Term] 1.302 1.312 1.296 2.895336866 30.16 0 1166.713497 2 583.8599243 -0.792642915 -0.000462394 88.0384806485861250 TTPAL alpha-tocopherol transfer protein-like isoform 1 79183 NP_077307.2 35.67251462 1 6 6 21 342 38.491 6.44 1.69 0.94 0.93 1.19 Significant 0.0422 KVIGILQDGFPIR 4 85861250 2xTMT6plex [N-Term; K1] 1.671 1.245 5.05805254 41.15 1 1914.194074 3 638.7362671 0.09077425 5.79E-05 80.14420495EYGGTAGELDTATWNAVLLASEDDFVK 6 85861250 2xTMT6plex [N-Term; K27] 1.743 1.03 1.912 4.179533005 35.91 0 3330.678188 3 1110.897095 -0.437451543 -0.00048567 106.638112KEYPNLSTSLDDAFLLR 4 85861250 2xTMT6plex [N-Term; K1] 1.282 1.186 5.006838799 26.59 1 2440.348796 3 814.121582 0.572296777 0.000465535 82.12805488
TSPSVASLSENELPPPPEPPGYVCSLTEDLVTK 3 85861250 2xTMT6plex [N-Term; K33]; 1xCarbamidomethyl [C24] 2.505921364 0.72 0 3969.045486 3 1323.68396 -2.055742928 -0.002719779 97.62736768DVLASGFLTVLPHTDPR 3 85861250 1xTMT6plex [N-Term] 0.83 0.88 2.303146362 4.28 0 2067.143606 3 689.7195435 0.228102727 0.000157174 81.13610854SWPEVFNNLKPSALK 1 85861250 3xTMT6plex [N-Term; K10; K15] 0.98 1.85327971 0 2417.415978 3 806.4725342 -5.347971163 -0.004309424 83.69798671

13236583 BRCC3 lys-63-specific deubiquitinase BRCC36 isoform 1 79184 NP_077308.1 15.18987342 1 3 3 17 316 36.049 5.92 1.07 1.04 0.95 1.02 Significant 0.00125
ILCQEEQDAYR 4 13236583 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.109 1.098 4.272038937 34.17 0 1653.810387 2 827.4084473 -0.464822785 -0.000384364 38.63712448
VCLESAVELPK 6 13236583 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 0.926 0.987 0.99 3.758983135 40.71 0 1702.981364 2 851.9936523 -0.784607823 -0.000668086 64.78850454

LEQNQQHLQELQQEKEELMQELSSLE 7 13236583 2xTMT6plex [N-Term; K15] 1.398 100 0.525 4.330818653 5.69 1 3639.857625 3 1213.95752 0.104370497 0.000126631 103.166129213236587 TMEM43 transmembrane protein 43 79188 NP_077310.1 51.75 1 16 16 184 400 44.847 8.13 1.08 1.1 1.15 1.11 Significant 0.000352 NPSAMAVESFMATAPFVQIGR 8 13236587 1xTMT6plex [N-Term] 1.022 0.955 0.818 5.537691593 51.91 0 2453.251852 3 818.421814 -0.392709565 -0.000321138 103.4023187NPSAMAVESFMATAPFVQIGR 2 13236587 1xTMT6plex [N-Term]; 2xOxidation [M5; M11] 1.777 4.931684494 41.95 0 2485.241682 3 818.421814 -0.392709565 -0.000321138 103.4023187SGDTLLLLHHGDFSAEEVFHR 4 13236587 1xTMT6plex [N-Term] 0.955 0.966 8.074782372 57.53 0 2609.330965 4 653.0878296 -0.565930748 -0.000369175 62.49623546VSFSYAGLSGDDPDLGPAHVVTVIAR 14 13236587 1xTMT6plex [N-Term] 1.015 1.282 0.426 8.254609108 88.88 0 2872.504238 3 958.1715088 -1.484702009 -0.001421604 85.03875467TATSLAEGLSLVVSPDSIHSVAPENEGR 12 13236587 1xTMT6plex [N-Term] 0.981 0.859 1.276 9.402200699 76.55 0 3065.595238 3 1022.535278 -1.290408145 -0.001318623 81.0817467HVEMYQWVETEESR 6 13236587 1xTMT6plex [N-Term] 1.16 1.375 1.011 4.515526295 28.28 0 2051.969406 3 689.9929199 -0.055356069 -3.82E-05 38.80843428HVEMYQWVETEESR 6 13236587 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.078 1.094 1.239 4.120646477 33.28 0 2067.964321 3 689.9929199 -0.055356069 -3.82E-05 38.80843428LLSDPNYGVHLPAVK 12 13236587 2xTMT6plex [N-Term; K15] 1.088 1.108 1.15 4.287946224 40.99 0 2081.215932 4 521.0592651 -0.3368911 -0.000175286 67.15530182FFLSSGLIDK 20 13236587 2xTMT6plex [N-Term; K10] 1.006 1.05 1.067 4.066641331 49.53 0 1584.940151 2 792.9765625 3.594615226 0.002848625 85.51122378GDQLVPFSTK 12 13236587 2xTMT6plex [N-Term; K10] 1.087 1.045 1.108 3.973216295 43.15 0 1549.899015 2 775.4536133 0.603498996 0.000467681 55.10565047EYTEDGQVK 30 13236587 2xTMT6plex [N-Term; K9] 1.191 1.247 1.164 3.940415382 50.64 0 1526.810259 2 763.9091797 0.539454719 0.000411822 25.77419909NPSAMAVESFMATAPFVQIGR 4 13236587 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.491 1.038 5.285936832 29.67 0 2469.246767 3 818.421814 -0.392709565 -0.000321138 103.4023187
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EYTEDGQVKK 5 13236587 3xTMT6plex [N-Term; K9; K10] 2.106 1.467 2.826 3.028830767 8.32 1 1884.068154 3 628.6936035 -1.006743371 -0.000632258 28.10479511LVHIIGALR 16 13236587 1xTMT6plex [N-Term] 1.146 1.102 1.169 3.372565508 43.93 0 1220.804043 2 610.9058228 0.266863314 0.000162894 59.8464352TSSQPGFLER 5 13236587 1xTMT6plex [N-Term] 0.902 0.896 3.286526918 27.84 0 1350.721495 2 675.8641968 -0.279987632 -0.000189093 30.28891497YSYNTEWR 7 13236587 1xTMT6plex [N-Term] 1.339 1.109 0.632 2.890508413 24.62 0 1347.653081 2 674.329834 -0.511927928 -0.000344951 48.6871067LEDPHVDIIR 8 13236587 1xTMT6plex [N-Term] 1.194 1.131 1.341 3.172217846 23.32 0 1435.810644 3 479.2750244 -0.086681216 -4.15E-05 46.79688372SEIINSK 6 13236587 2xTMT6plex [N-Term; K7] 1.148 1.208 1.392 3.256970644 35.36 0 1248.756373 2 624.8817139 -0.177853447 -0.000111048 31.76693814YPEVGDLR 7 13236587 1xTMT6plex [N-Term] 1.151 1.084 1.109 3.063182592 28.02 0 1177.641454 2 589.3240967 -0.456208996 -0.000268625 37.8398872831543164 THOC6 THO complex subunit 6 homolog isoform 1 79228 NP_077315.2 36.07038123 1 8 8 39 341 37.511 7.43 1.37 1.48 1.42 1.43 Significant 0.000499 TSLEVPEINALLLVPK 8 31543164 2xTMT6plex [N-Term; K16] 1.347 1.545 1.623 3.443483829 25.93 0 2194.346277 3 732.1195068 -1.052669859 -0.000769974 106.1742296AVPLAVPLGQTEVFQALQR 11 31543164 1xTMT6plex [N-Term] 1.535 1.614 1.453 5.223404408 56.99 0 2266.312068 3 756.1083374 -0.709907956 -0.000536291 96.08170219KPVVTFQAHDGPVYSMVSTDR 2 31543164 2xTMT6plex [N-Term; K1] 1.372 5.175405979 23.12 0 2792.480555 4 698.8742065 -1.990720442 -0.001389762 55.66805938AWLWAEMLK 2 31543164 2xTMT6plex [N-Term; K9] 1.059 3.378096581 32.26 0 1605.922727 2 803.4650269 0.031191375 2.50E-05 105.0734828SPEVLSGGEDGAVR 4 31543164 1xTMT6plex [N-Term] 2.003 1.322 4.091514587 35.41 0 1601.83323 2 801.4200439 -0.261549934 -0.00020948 34.18274124EVQTIEVYK 4 31543164 2xTMT6plex [N-Term; K9] 0.958 1.242 4.065758705 35.81 0 1566.91433 2 783.9607544 -0.062607722 -4.91E-05 51.63421797
AQVPGSSPGLLSLSLNQQPAAPECK 4 31543164 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C24] 1.69 1.118 4.225369453 38.25 0 3007.628676 3 1003.211914 -2.489450429 -0.002495781 74.26288754VDVFTNLGYR 4 31543164 1xTMT6plex [N-Term] 0.763 0.895 3.290349483 24.87 0 1412.773531 2 706.8904419 0.054126908 3.82E-05 63.19124758187281616 NDUFS7 NADH dehydrogenase [ubiquinone] iron-sulfur protein 7, mitochondrial 374291 NP_077718.3 18.77934272 1 5 5 36 213 23.548 9.99 1.07 1.01 0.95 1.01 Significant 0.00117

QSDVMIVAGTLTNK 6 187281616 2xTMT6plex [N-Term; K14] 1.064 1.26 4.218732357 36.8 0 1935.098519 2 968.0545654 1.723648353 0.001667715 75.4610808LDDLVNWAR 8 187281616 1xTMT6plex [N-Term] 1.339 0.947 1.082 3.944626808 44.97 0 1330.731666 2 665.8642578 -7.835475225 -0.005213457 71.15588261KVYDQMPEPR 4 187281616 2xTMT6plex [N-Term; K1] 1.192 0.849 4.281623363 22.08 1 1720.945647 3 574.3201294 0.109116516 6.26E-05 37.08056632VYDQMPEPR 6 187281616 1xTMT6plex [N-Term] 0.93 0.938 0.877 3.438226461 37.69 0 1363.687752 2 682.3455811 -2.835473604 -0.00193335 35.27384543KVYDQMPEPR 6 187281616 2xTMT6plex [N-Term; K1]; 1xOxidation [M6] 1.028 1.002 0.879 2.939469337 14.19 1 1736.940562 3 574.3201294 0.109116516 6.26E-05 37.08056632GEYVVAK 6 187281616 2xTMT6plex [N-Term; K7] 1.071 1.082 0.967 2.699295998 17.59 0 1223.739995 2 612.3731079 -0.862699341 -0.00052786 36.08656099
24041035 NOTCH2 neurogenic locus notch homolog protein 2 isoform 1 preproprotein 4853 NP_077719.2 2.509105625 1 3 4 16 2471 265.226 5.14 1.72 1.18 1.37 1.42 Significant 0.0121

LLDEYNVTPSPPGTVLTSALSPVICGPNR 2 24041035 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C25] 4.48971796 22.6 0 3296.739794 3 1099.584961 0.162567425 0.000178648 98.92001351EPLPPIVTFQLIPK 6 24041035 2xTMT6plex [N-Term; K14] 1.721 1.224 1.367 4.53202486 37.36 0 2050.271656 3 684.0952759 -0.186040362 -0.000127144 107.2159092ALGTLLHTNLR 2 24041035 1xTMT6plex [N-Term] 0.827 3.304862022 27.15 0 1437.873913 3 479.9624939 -0.685032629 -0.00032833 57.46838287DITDHMDR 6 24041035 1xTMT6plex [N-Term] 1.339 1.369 1.278 3.439881802 33.67 0 1231.593852 3 411.2022705 -1.29389779 -0.000531186 20.25805567
84508631 PGS1 CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase, mitochondrial precursor 9489 NP_077733.3 2.338129496 1 1 1 8 556 62.691 8.9 0.86 0.7 0.87 0.81 Significant 0.00459

VLSSPAEFFELMK 8 84508631 2xTMT6plex [N-Term; K13] 0.857 0.703 0.867 3.708343506 28.52 0 1956.091643 2 978.5507202 1.288911845 0.001260615 110.234739323943920 PLA2G4A cytosolic phospholipase A2 isoform 1 5321 NP_077734.1 4.005340454 1 3 3 12 749 85.156 5.38 1.42 1.3 1.08 1.27 Significant 0.00612 MIMALVSDSALFNTR 4 23943920 1xTMT6plex [N-Term] 1.202 1.141 3.903378487 34.1 0 1898.007706 3 633.3413086 0.878110897 0.000555554 102.3182076IYEPLDVK 4 23943920 2xTMT6plex [N-Term; K8] 1.35 1.082 2.801766157 16.39 0 1434.860838 2 717.9334106 -0.90152362 -0.00064678 58.36423034YVESLWK 4 23943920 2xTMT6plex [N-Term; K7] 1.505 1.29 2.949506283 21.89 0 1382.808409 2 691.9059448 -2.744965635 -0.001897881 62.19433947
165905601 PSTPIP2 proline-serine-threonine phosphatase-interacting protein 2 9050 NP_077748.3 17.06586826 1 5 5 17 334 38.834 8.48 0.77 0.81 0.8 0.79 Significant 0.000229

ACEAFEAQECER 4 165905601 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C10] 0.562 1.836 4.484752178 46.05 0 1728.751886 2 864.8786011 -1.133899884 -0.000980116 27.71034346
QQVDNVAQCHIQLAQSLR 2 165905601 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.668 4.29432106 11.06 0 2337.229477 3 779.7481079 0.125383695 9.77E-05 47.95307484DKDEAEQAVSR 3 165905601 2xTMT6plex [N-Term; K2] 0.714 1.047 3.656942606 10.76 1 1705.912098 3 569.3086548 -0.402831149 -0.000229065 22.84150634TAVEDSDK 4 165905601 2xTMT6plex [N-Term; K8] 0.861 0.889 2.984272718 24.32 0 1322.720382 2 661.8634644 -0.551483951 -0.00036473 21.7670345SANLVNPK 4 165905601 2xTMT6plex [N-Term; K8] 0.689 0.747 2.802657604 19.57 0 1300.798907 2 650.9030151 -0.117678883 -7.65E-05 34.31005506

33457336 IRF2BPL interferon regulatory factor 2-binding protein-like 64207 NP_078772.1 8.668341709 1 4 5 26 796 82.607 8.24 0.29 1.38 1.37 1.01 Non-Significant 0.107
DTLLTLAGCTPYEVR 10 33457336 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.69 1.406 1.631 5.389091015 53.36 0 1938.020379 2 969.5128784 -0.979898913 -0.000949532 71.49167755RPGSVSSTDQER 6 33457336 1xTMT6plex [N-Term] 0.933 1.196 1.112 3.785981655 55.97 0 1547.797513 3 516.6037598 -0.508724893 -0.000262468 14.86672065GCVNYEGADR 6 33457336 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.247 1.434 1.306 4.146953106 60.64 0 1369.63678 2 685.3207397 -1.881263596 -0.001288324 19.28792478MPWAMIWDFSEPVCR 2 33457336 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.01 2.628966331 6.44 0 2154.017225 3 718.6765747 -0.953626964 -0.00068471 110.7823876VFAFDAVSKPGMDYELK 2 33457336 3xTMT6plex [N-Term; K9; K17] 1.442 4.931295395 7.43 0 2604.435058 3 868.8182373 1.958480035 0.001700245 82.73763633

157738667 FYCO1 FYVE and coiled-coil domain-containing protein 1 79443 NP_078789.2 2.638700947 1 3 3 14 1478 166.879 4.92 0.95 0.88 0.72 0.85 Significant 0.00635
EFQEAGEPITDDSTSLHK 6 157738667 2xTMT6plex [N-Term; K18] 1.197 0.826 0.707 4.972903728 31.67 0 2462.245119 3 821.4176636 -2.713567099 -0.002227156 46.10747815

LTCLVAELQK 2 157738667 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.924 3.730516195 38.35 0 1632.975885 2 816.9891968 -2.919850413 -0.002384023 84.40464267VQEGSQEEELR 6 157738667 1xTMT6plex [N-Term] 0.665 0.957 0.744 4.221107006 65.96 0 1532.775381 2 766.8897095 -2.112961056 -0.001619347 23.6392232239582772 C2orf47 uncharacterized protein C2orf47, mitochondrial precursor 79568 NP_078796.2 14.7766323 1 4 4 32 291 32.524 9.17 0.85 0.7 0.82 0.79 Significant 0.00335 QLLSASYEFQR 2 239582772 1xTMT6plex [N-Term] 1.14 4.387912273 63.15 0 1570.842673 2 785.9242554 -0.915863719 -0.000719339 62.66732798FDLLEELVAK 20 239582772 2xTMT6plex [N-Term; K10] 0.684 0.633 0.698 4.137919903 63.94 0 1634.976931 2 817.991333 -0.942590899 -0.000770557 107.2015616EFTQGVKPDWTIAR 4 239582772 2xTMT6plex [N-Term; K7] 1.086 1.434 4.215629101 15.32 0 2106.174795 3 702.729248 -0.761745596 -0.00053479 59.48403292GASVFQVK 6 239582772 2xTMT6plex [N-Term; K8] 1.182 1.442 1.071 3.168839216 43.68 0 1293.793093 2 647.4000854 -0.153673384 -9.94E-05 46.51597778
22208850 GCC1 GRIP and coiled-coil domain-containing protein 1 79571 NP_078799.2 5.935483871 1 3 3 11 775 87.757 5.45 1.07 1.11 1.16 1.11 Significant 0.000546

VAALENQISEVSELLGTYEK 4 22208850 2xTMT6plex [N-Term; K20] 1.054 1.354 6.676108837 65.11 0 2651.454383 3 884.4901123 0.52813055 0.000466771 112.2453436ILQLDLENK 6 22208850 2xTMT6plex [N-Term; K9] 1.066 1.316 1.043 3.767699718 31.8 0 1543.945965 2 772.4754028 -1.57759144 -0.001217858 69.94566898TQLATLTSSLATVTQEK 1 22208850 2xTMT6plex [N-Term; K17] 1.058 3.201311588 0 2250.295698 3 750.7664185 -4.886441775 -0.003665313 81.779333140018640 CDC73 parafibromin 79577 NP_078805.3 20.52730697 1 11 11 46 531 60.539 9.61 1.57 1.51 1.38 1.48 Significant 0.00142 TDLDDDITALK 6 40018640 2xTMT6plex [N-Term; K11] 1.503 1.263 1.379 4.369730473 57.61 0 1677.931102 2 839.4689331 -0.305631776 -0.000256415 59.79501339VVAVFVQGPAWQFK 6 40018640 2xTMT6plex [N-Term; K14] 1.482 1.751 1.612 5.15256834 41.97 0 2034.194074 3 678.7348022 -2.074911028 -0.001406924 95.11483507AATENIPVVR 6 40018640 1xTMT6plex [N-Term] 1.246 1.405 0.847 3.652396917 48.21 0 1298.762966 2 649.8843384 -1.205687434 -0.000782951 37.35854616GDEVIFGEFSWPK 2 40018640 2xTMT6plex [N-Term; K13] 1.597 3.633445263 22.53 0 1969.047135 3 657.0197144 -1.292703231 -0.000848465 90.18567394EGIVQTEQIR 4 40018640 1xTMT6plex [N-Term] 1.237 0.976 3.695458651 44.7 0 1401.789909 2 701.3994141 1.17172694 0.000821258 33.6350223AADEVLAEAK 2 40018640 2xTMT6plex [N-Term; K10] 1.497 3.701865196 51.7 0 1474.85173 2 737.9291382 -0.495156766 -0.000365141 47.16882056SVTEGASAR 2 40018640 1xTMT6plex [N-Term] 2.404 2.880596399 39.32 0 1106.600317 2 553.8035278 -0.486531523 -0.000269198 20.23111779NIFAILQSVK 2 40018640 2xTMT6plex [N-Term; K10] 1.859 2.6613276 29.01 0 1590.998335 3 531.0037231 -1.080156006 -0.000572842 105.3304766IEDEECVR 6 40018640 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.704 1.632 0.976 3.551731586 46.8 0 1278.619732 2 639.8136597 0.242625645 0.000155113 24.0719119DLLQDLK 6 40018640 2xTMT6plex [N-Term; K7] 1.621 1.492 1.64 3.200899363 32.26 0 1302.803323 2 651.9043579 -1.446257968 -0.000942095 65.77249796FWETLDR 4 40018640 1xTMT6plex [N-Term] 1.647 1.572 2.799942255 8.04 0 1195.630889 2 598.3181763 -1.516697966 -0.000906705 61.6901476313375695 CARS2 probable cysteine--tRNA ligase, mitochondrial 79587 NP_078813.1 18.26241135 1 9 9 46 564 62.185 8.34 0.93 0.85 0.89 0.89 Significant 0.000673 ETGVQVYNSLTGR 6 13375695 1xTMT6plex [N-Term] 0.855 0.886 0.759 4.49157238 55.89 0 1652.880515 2 826.944519 0.75425049 0.000623343 48.7338411AALADDFDTPR 4 13375695 1xTMT6plex [N-Term] 0.945 0.776 4.547074318 58.77 0 1420.726974 2 710.8670654 -0.084562782 -6.01E-05 44.95655983VTENIPQIISFIEGIIAR 6 13375695 1xTMT6plex [N-Term] 0.87 1.122 1.27 4.521658897 38.71 0 2242.300834 3 748.1047974 -0.444003829 -0.000331863 113.6443222LVGVVPGPVGEPADSDKR 10 13375695 2xTMT6plex [N-Term; K17] 0.989 0.825 0.784 5.466482639 38.26 1 2250.285802 3 750.7662964 -0.651574943 -0.000488743 58.85071914QPLLEACDTLR 6 13375695 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.817 0.822 0.79 3.92560935 37.12 0 1544.830394 2 772.9188232 -0.015539327 -1.20E-05 59.46396198GNVYFDLK 6 13375695 2xTMT6plex [N-Term; K8] 0.876 0.846 0.901 3.272223949 33.1 0 1413.814222 2 707.4102173 -0.752906337 -0.000532235 60.0344516ASLKEPEGPR 4 13375695 2xTMT6plex [N-Term; K4] 1.147 0.849 1.04 2.579315662 1.61 1 1541.905163 3 514.6396484 -0.499717829 -0.000256839 25.40480235EAMLWER 2 13375695 1xTMT6plex [N-Term] 1.029 2.177963734 6.69 0 1163.608045 2 582.3086548 1.708066836 0.00099376 56.51219292QDMAALK 2 13375695 2xTMT6plex [N-Term; K7] 1.024 2.181766987 14.4 0 1234.722965 2 617.8657227 0.975151945 0.000602021 39.24555526154350213 C10orf76 UPF0668 protein C10orf76 79591 NP_078817.2 9.869375907 1 5 5 18 689 78.659 6.6 1.22 1.2 1.02 1.14 Significant 0.00306 VVNALQTLCALIR 4 154350213 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.57 1.523 3.937474966 30.75 0 1700.009027 2 850.5089722 0.965180721 0.000820408 109.7113986IESYAAVNHISQLSEEQVLEVVR 2 154350213 1xTMT6plex [N-Term] 100 4.458255768 31.09 0 2842.514803 3 948.1781006 1.739979615 0.001648639 85.1398896NLAFHTLSQEVLLK 4 154350213 2xTMT6plex [N-Term; K14] 1.259 1.022 5.124156475 23.95 0 2071.231582 3 691.0817871 -0.373590226 -0.000257931 77.21066233ANYDTLTLK 4 154350213 2xTMT6plex [N-Term; K9] 1.008 0.886 3.002494097 24.72 0 1496.872465 2 748.9396973 -0.232203316 -0.000173789 51.86588847LSTNAGQWK 4 154350213 2xTMT6plex [N-Term; K9] 1.307 0.953 3.271420479 26.55 0 1462.841834 2 731.9244385 -0.159810083 -0.000116888 43.56667257186910286 RNASEH2B ribonuclease H2 subunit B isoform 1 79621 NP_078846.2 6.08974359 1 2 2 6 312 35.116 9.13 0.52 1.27 1.18 0.99 Non-Significant 0.0526 KVNQTVAALK 4 186910286 3xTMT6plex [N-Term; K1; K10] 1.271 1.183 2.670277596 12.17 1 1759.140866 3 587.0519409 0.229591566 0.000134628 45.3448474LSDEPVEAK 2 186910286 2xTMT6plex [N-Term; K9] 0.523 2.102008104 7.58 0 1445.825181 2 723.4210815 6.712793542 0.004852763 39.9566078
13375746 ARMT1 protein-glutamate O-methyltransferase isoform a 79624 NP_078849.1 25.3968254 1 8 8 28 441 51.14 5.76 0.9 0.91 1.09 0.97 Significant 0.00405

IHEAIIQSPPIDYFDVFK 6 13375746 2xTMT6plex [N-Term; K18] 1.017 1.227 0.874 5.755408764 45.59 0 2590.432132 3 864.1495972 0.813112948 0.000702105 96.12155291EQNFYGSQESIIALCTHLQQLIR 2 13375746 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 2.41 5.676635265 58.48 0 2977.540306 3 993.1824341 -2.538052597 -0.002519051 99.12858476AEIQVGLQPGQGEQLLASEPSWWTTGK 2 13375746 2xTMT6plex [N-Term; K27] 1.164 4.442278385 36.1 0 3368.789076 3 1123.598633 -2.29478674 -0.002576884 91.79005274HGEEGVEAEK 4 13375746 2xTMT6plex [N-Term; K10] 0.649 0.765 2.840493917 14.35 0 1542.816407 3 514.9435425 -0.215786267 -0.000110973 18.09100321LLQISLWGNK 2 13375746 2xTMT6plex [N-Term; K10] 1.113 3.17103982 22.42 0 1630.009234 2 815.5096436 1.703517574 0.001388375 89.73208907AHLILFK 6 13375746 2xTMT6plex [N-Term; K7] 0.92 0.876 1.266 3.003343582 21.14 0 1299.855299 3 433.9561462 -1.087820542 -0.000471336 60.33853572YGIFQYDGPL 2 13375746 1xTMT6plex [N-Term] 1.291 2.649163485 23.75 0 1401.725184 2 701.3651733 -1.507777942 -0.001056745 86.85466713IPQILTK 4 13375746 2xTMT6plex [N-Term; K7] 0.901 0.892 2.729219913 30.63 0 1270.84988 2 635.9281006 -0.75159005 -0.000477579 67.59496367
308153257 OSBPL9 oxysterol-binding protein-related protein 9 isoform e 114883 NP_078862.4 16.84782609 1 9 10 36 736 83.132 6.18 1.18 1.24 1.29 1.24 Significant 0.00066

HTLQLQGLDSGFVPSVQDFDK 3 308153257 2xTMT6plex [N-Term; K21] 1.864 1.889 4.281879902 20.74 0 2789.487415 3 930.5010376 0.41037395 0.000381578 80.30177147
SILTVPWVELGGECNINCSK 4 308153257 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C14; C18] 1.035 1.294 4.045764923 24.61 0 2734.430829 3 912.1503906 2.117451625 0.001930008 95.64413464

KLEDQNEYESR 6 308153257 2xTMT6plex [N-Term; K1] 1.119 1.275 1.073 4.225331306 32.01 1 1868.975427 3 623.6624756 -1.366129351 -0.000851087 37.86532827VVLPTFILER 6 308153257 1xTMT6plex [N-Term] 1.253 1.241 1.149 3.911397457 31.64 0 1415.882353 2 708.4448853 0.099583 7.05E-05 92.54936823ETTNSMVESIK 4 308153257 2xTMT6plex [N-Term; K11] 0.826 0.755 3.021512032 23.48 0 1696.919158 2 848.9629517 -0.312831454 -0.000265425 46.07227849ITAEIFSPNDKK 4 308153257 3xTMT6plex [N-Term; K11; K12] 1.964 1.97 3.258509636 7.76 1 2050.215153 3 684.0765381 -0.044679305 -3.05E-05 59.35108321EIQWETR 3 308153257 1xTMT6plex [N-Term] 1.037 1.008 2.012317657 18.1 0 1190.636703 2 595.8226929 1.181017 0.000703081 36.83316672LTEADAYLQILIEQLK 2 308153257 2xTMT6plex [N-Term; K16] 0.794 2.521122456 2.59 0 2319.35757 3 773.7904053 -0.391272005 -0.0003025 112.97205DIDAATEAK 2 308153257 2xTMT6plex [N-Term; K9] 0.753 2.224899054 22.98 0 1391.778231 2 696.3909302 -2.620409169 -0.001823514 114.4639653LGMDLTK 2 308153257 2xTMT6plex [N-Term; K7] 0.995 2.030705214 6.18 0 1235.743366 2 618.3754272 0.171663627 0.000106066 52.448528731542673 CHMP6 charged multivesicular body protein 6 79643 NP_078867.2 17.91044776 1 2 2 8 201 23.47 5.31 0.99 1.49 0.99 1.15 Significant 0.0201 TENQISSLEAMVQSIEFTQIEMK 2 31542673 2xTMT6plex [N-Term; K23]; 1xOxidation [M22] 0.889 4.984667301 41.34 0 3130.605223 3 1044.208374 1.707529353 0.001781867 112.102871ILDETQEAVEYQR 6 31542673 1xTMT6plex [N-Term] 0.985 1.489 1.02 5.127289295 53.84 0 1822.938423 2 911.9733276 0.523974604 0.000477587 50.311563613375785 SRD5A3 polyprenol reductase 79644 NP_078868.1 2.201257862 1 1 1 6 318 36.497 9.39 0.78 1.06 1.03 0.96 Significant 0.0085 AFLPFLF 6 13375785 1xTMT6plex [N-Term] 0.781 1.06 1.028 2.113475561 50.05 0 1083.64402 2 542.3256836 0.064816027 3.51E-05 113.2429327301069362 RHBDF2 inactive rhomboid protein 2 isoform 1 79651 NP_078875.4 5.841121495 1 4 4 11 856 96.624 8.82 1.32 1.28 0.92 1.17 Significant 0.0115 YIQQENFWVGPSSIDLIHLGAK 4 301069362 2xTMT6plex [N-Term; K22] 1.318 1.569 4.877333164 29.7 0 2973.623849 4 744.1610718 -0.46793431 -0.000347865 95.34523633TSGAVCHQDPR 4 301069362 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.236 0.918 2.206827164 12.1 0 1456.716427 3 486.2435303 -0.267189743 -0.00012974 15.50053309WPICTEQAR 1 301069362 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.878 1.850970268 0 1389.714636 2 695.3616333 0.974316257 0.000677011 47.61430308GSCEITTR 2 301069362 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.272 1.733140349 16.59 0 1152.588039 2 576.7971802 -0.828377881 -0.000477389 17.28910574
225735591 RPAP3 RNA polymerase II-associated protein 3 isoform 1 79657 NP_078880.2 19.84962406 1 11 11 47 665 75.672 6.84 0.98 0.98 0.94 0.96 Significant 0.00019

EKPLLIFEILQR 6 225735591 2xTMT6plex [N-Term; K2] 0.672 0.929 0.85 4.613609314 27.82 0 1957.22504 3 653.0797119 -0.233758409 -0.000152506 101.8946822IEEVSDTSSLQPQASLK 8 225735591 2xTMT6plex [N-Term; K17] 1.244 1.115 0.943 4.167220116 69.4 0 2290.254227 2 1145.631592 0.733470429 0.000839917 64.26350935
YEEAEKDCTQAILLDGSYSK 2 225735591 3xTMT6plex [N-Term; K6; K20]; 1xCarbamidomethyl [C8] 1.169 3.87741971 12.92 1 3007.553729 3 1003.188782 -0.644079983 -0.000645702 61.61961587VLELEPNNFEATNELR 2 225735591 1xTMT6plex [N-Term] 0.553 2.608475685 18.08 0 2117.107614 3 706.3734741 -0.824155894 -0.000581609 69.72735851YDEAIDCYTK 4 225735591 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.671 100 2.741586208 25.39 0 1735.861309 2 868.4321899 -2.422651606 -0.002102694 44.28529535

KQIEAQQNK 2 225735591 3xTMT6plex [N-Term; K1; K9] 1.064 3.909896612 12.32 1 1774.078994 3 592.0316772 0.836985437 0.000494959 24.40495249ILHDFYIEK 6 225735591 2xTMT6plex [N-Term; K9] 0.823 0.736 0.764 3.77462244 22.6 0 1635.95105 3 545.9879761 -1.023983782 -0.000558396 66.62901814SYDYEAWAK 4 225735591 2xTMT6plex [N-Term; K9] 1.048 1.061 2.127348661 3.65 0 1590.82043 2 795.9143677 0.646723881 0.000514411 52.54423798ALFNHIDK 6 225735591 2xTMT6plex [N-Term; K8] 1.281 1.292 1.088 2.691371918 23.37 0 1415.841106 3 472.6181641 -0.824204422 -0.000388981 45.46716884GMDADPYNPVLPTNR 2 225735591 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.393 1.832425952 20.86 0 1904.937378 2 952.9716797 -0.679961984 -0.000647642 39.94094152DLENWEK 5 225735591 2xTMT6plex [N-Term; K7] 0.989 1.181 1.166 2.881711245 15.2 0 1391.757101 2 696.3804932 -2.43701424 -0.001695866 48.058884550843948 ARHGAP10 rho GTPase-activating protein 10 79658 NP_078881.3 11.83206107 1 8 8 32 786 89.318 7.18 1.21 1.35 1.34 1.3 Significant 0.0012
EIMALSVTETLIKPLEK 10 50843948 3xTMT6plex [N-Term; K13; K17]; 1xOxidation [M3] 1.139 1.255 1.303 6.513947964 15.09 0 2618.565738 3 873.5253906 -1.573168449 -0.001373148 92.99606077
EIMALSVTETLIKPLEK 2 50843948 3xTMT6plex [N-Term; K13; K17] 1.164 3.31020689 6.54 0 2602.570823 3 873.5253906 -1.573168449 -0.001373148 92.99606077KQWLEALGGK 4 50843948 3xTMT6plex [N-Term; K1; K10] 1.408 1.54 4.119750977 26.82 1 1817.125216 3 606.3792114 -1.174675602 -0.000711511 67.29818412GLQPLEFSDCYLDSPWFR 2 50843948 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.028 1.162 15.44 0 2459.190298 3 820.4013672 -0.304839158 -0.000249886 101.6639059LLSMLMDVK 6 50843948 2xTMT6plex [N-Term; K9] 1.414 1.457 1.428 4.18862915 42.31 0 1507.899214 2 754.4528198 -0.56458121 -0.000425666 105.416775VNAIHFLVHK 2 50843948 2xTMT6plex [N-Term; K10] 1.403 3.619565964 25.26 0 1636.009902 4 409.7579651 0.078233978 3.20E-05 56.34600408SEVEELMNK 2 50843948 2xTMT6plex [N-Term; K9] 0.635 3.106429815 19.8 0 1536.834365 2 768.9205933 -0.296379735 -0.000227743 61.95607649FEFIGDAVTDDER 2 50843948 1xTMT6plex [N-Term] 0.92 2.802232504 23.76 0 1742.843461 2 871.9254761 0.123366466 0.000107504 65.59349689HLNLSAK 2 50843948 2xTMT6plex [N-Term; K7] 1.402 2.005736351 19.12 0 1240.777777 3 414.2637024 -0.98606075 -0.000407827 34.52074397

13375827 PLEKHF2 pleckstrin homology domain-containing family F member 2 79666 NP_078889.1 15.6626506 1 2 3 14 249 27.78 8.21 0.82 0.87 0.7 0.8 Significant 0.00399
ISIVENCFGAAGQPLTIPGR 2 13375827 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.559 6.180184364 45.92 0 2329.253567 3 777.090271 1.156073482 0.000897596 79.14750371VLIGEGVLTK 20 13375827 2xTMT6plex [N-Term; K10] 0.836 0.865 0.608 4.198244095 49.92 0 1486.960887 2 743.9836426 -0.590502251 -0.000439027 71.06629446SDSYSQSLK 2 13375827 2xTMT6plex [N-Term; K9] 0.852 2.233264685 7.73 0 1472.799694 2 736.9030762 -0.555897895 -0.000409363 30.0539079920149680 FN3KRP ketosamine-3-kinase 79672 NP_078895.2 20.06472492 1 5 5 12 309 34.39 7.33 0.83 0.87 0.84 0.85 Significant 0.000201 LGAQLADLHLDNKK 2 20149680 3xTMT6plex [N-Term; K13; K14] 0.881 3.839403629 21.83 1 2223.342813 4 556.5914307 0.485807337 0.000270029 60.80031809MFEGEMASLTAILK 4 20149680 2xTMT6plex [N-Term; K14]; 1xOxidation [M1] 0.798 0.939 3.872672319 31.99 0 2015.095742 3 672.3696899 -0.608137745 -0.000408485 94.28229825GGGQEERPFVAR 2 20149680 1xTMT6plex [N-Term] 0.772 3.908325195 21.08 0 1531.817855 3 511.2772827 -0.365680206 -0.000186718 21.2727386ATGHSGGGCISQGR 2 20149680 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.844 4.087634563 24.5 0 1573.770253 3 525.2611694 -0.824865774 -0.000432716 14.99790111HLSSHAAK 2 20149680 2xTMT6plex [N-Term; K8] 0.857 3.667327404 18.96 0 1308.77884 3 436.9301147 -2.329669174 -0.001016341 16.14158316

188497683 FASTKD1 FAST kinase domain-containing protein 1 isoform 1 79675 NP_078898.3 5.07674144 1 3 3 14 847 97.348 7.74 1.05 0.87 1.19 1.04 Significant 0.00789
IEAVLPQCDLNNLSSFATSVLR 6 188497683 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.032 0.857 1.129 4.741147041 48.19 0 2676.422817 3 892.8123779 -0.088312256 -7.88E-05 107.2505354IALEFLDSK 6 188497683 2xTMT6plex [N-Term; K9] 1.074 0.879 1.223 3.133828878 14.94 0 1493.897952 2 747.4524536 -0.21512409 -0.000160687 84.78512956HLDGYKPLELLK 2 188497683 3xTMT6plex [N-Term; K6; K12] 1.048 4.11373806 11.7 0 2113.298823 4 529.0805054 0.647766592 0.000342231 66.0160306413375848 SMC6 structural maintenance of chromosomes protein 6 79677 NP_078900.1 5.682859762 1 4 4 12 1091 126.246 6.99 1.46 1.02 1.31 1.26 Significant 0.0103 FGPNVPALLEAIDDAYR 6 13375848 1xTMT6plex [N-Term] 1.457 1.522 1.31 6.276821136 44.65 0 2090.111971 3 697.3756104 0.146736008 0.000102232 110.9406821TAQILNLQQHLSALEK 2 13375848 2xTMT6plex [N-Term; K16] 1.055 4.484403133 33.74 0 2265.333087 3 755.7807617 -2.363795321 -0.001784928 73.75445705GQTTLPFRPVTQEEDDDQR 2 13375848 1xTMT6plex [N-Term] 0.777 4.082332134 3.34 0 2461.215661 3 821.0762939 -0.541209811 -0.000444011 43.63187928LYFDNLLSQR 2 13375848 1xTMT6plex [N-Term] 0.912 2.951163292 14.41 0 1497.826295 2 749.4165649 -0.294591695 -0.000220624 73.30463087145275204 NAA35 N-alpha-acetyltransferase 35, NatC auxiliary subunit 60560 NP_078911.3 6.482758621 1 4 4 15 725 83.584 7.05 0.97 0.92 1.2 1.03 Significant 0.00693 MILENIPNPDHEVNR 4 145275204 1xTMT6plex [N-Term] 1.106 1.314 4.675287247 25.36 0 2020.048325 3 674.0183716 -3.843241674 -0.002587845 55.17576422ADGSQMAEER 4 145275204 1xTMT6plex [N-Term] 0.86 1.013 3.49523592 42.97 0 1322.620795 2 661.8137207 -0.476322278 -0.000314997 17.20999431VLNFEQAIK 4 145275204 2xTMT6plex [N-Term; K9] 0.916 0.811 3.882719755 40.83 0 1519.924835 2 760.4657593 -0.390483331 -0.000296753 69.20936853KVFGTHLMQDMVK 3 145275204 3xTMT6plex [N-Term; K1; K13] 1.049 0.993 3.844574213 12.56 1 2221.280412 4 556.0753784 -0.327922635 -0.000182102 60.79930271

58761510 YRDC yrdC domain-containing protein, mitochondrial precursor 79693 NP_078916.3 8.960573477 1 2 2 8 279 29.309 8.57 1.05 1.19 1.2 1.15 Significant 0.00178 DLLPGPVTLVMER 6 58761510 1xTMT6plex [N-Term] 1.049 1.252 1.217 4.066141605 25.55 0 1668.955594 2 834.9815674 0.158246047 0.000132053 90.31314846SEAKPLAVCLGR 2 58761510 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C9] 1.114 1.173 2.534556389 0 1759.030046 3 587.0147705 -0.163434708 -9.58E-05 44.93220464
106879206 C14orf169 bifunctional lysine-specific demethylase and histidyl-hydroxylase NO66 79697 NP_078920.2 17.62870515 1 7 7 24 641 71.041 6.46 1.35 1.21 1.31 1.29 Significant 0.00104

EPYGHLGPAELLEASPAAR 2 106879206 1xTMT6plex [N-Term] 0.949 5.032687664 33.7 0 2207.165798 3 736.3917847 -2.263883438 -0.001665589 59.17704194VESTADDLGDALPGGAAVAAVPDAAR 6 106879206 1xTMT6plex [N-Term] 100 5.25 1.525 5.660866737 58.38 0 2638.352154 3 880.1216431 -0.673920947 -0.00059268 67.43387782NEEVQFGQHLDAAR 4 106879206 1xTMT6plex [N-Term] 1.018 1.38 4.214285851 33.66 0 1842.92959 3 614.9801636 -1.982000486 -0.001217562 35.02153741ALPAAAWSLYQAGCSLR 2 106879206 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.179 4.671606541 36.89 0 2064.089796 3 688.7001953 -1.823356962 -0.001254524 89.86343942ALSVYGLPIR 6 106879206 1xTMT6plex [N-Term] 1.123 1.384 1.162 3.014593363 37.69 0 1317.809188 2 659.4078979 -0.507441873 -0.000334356 67.76195299LGHFAPVDAVADQR 2 106879206 1xTMT6plex [N-Term] 1.325 2.394128561 7.43 0 1724.928134 3 575.6470337 -0.919386582 -0.000528625 50.2327334TQTLPSENSEESR 2 106879206 1xTMT6plex [N-Term] 1.25 3.743844509 33.79 0 1706.839438 2 853.9233398 -0.020302144 -1.73E-05 20.4092523840217805 NOL9 polynucleotide 5'-hydroxyl-kinase NOL9 79707 NP_078930.3 18.09116809 1 10 10 45 702 79.226 9.16 1.09 1.23 1.19 1.17 Significant 0.00126 LLQAQAAGVDWR 6 40217805 1xTMT6plex [N-Term] 1.204 1.162 1.764 4.884641647 55.21 0 1556.874642 2 778.9393311 -2.091479004 -0.001628085 59.87699363GIEGTVPYVTTDYNFK 6 40217805 2xTMT6plex [N-Term; K16] 1.145 1.396 3.237841129 35.38 0 2262.20582 3 754.7412109 1.440656933 0.001086354 69.75887103ALLLLPVEQGFTFSGICR 8 40217805 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.346 1.292 1.34 5.071522236 48.2 0 2250.251776 3 750.7548828 -0.746997522 -0.000560311 108.9744792LAAFADALEFADEEK 4 40217805 2xTMT6plex [N-Term; K15] 0.933 4.61889267 48.93 0 2098.110858 2 1049.557373 -1.614817557 -0.001694033 100.6841071
WSMQNFSPQCSIVLLEHLK 2 40217805 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C10] 1.469 4.113785744 30.44 0 2775.472634 3 925.8274536 -1.738799402 -0.001608663 107.6132877

LAAFADALEFADEEKESPVEFTGHK 6 40217805 3xTMT6plex [N-Term; K15; K25] 1.588 1.635 8.513511658 54.75 1 3438.803612 4 860.4545288 -2.130675796 -0.001831744 98.60960786LLSPSHVVQFR 6 40217805 1xTMT6plex [N-Term] 1.236 1.338 1.455 5.018872261 63.6 0 1511.889563 3 504.635376 1.330249071 0.000670397 52.77857086YMPDLTPQYVDDMDGLYTK 2 40217805 2xTMT6plex [N-Term; K19] 0.839 4.157464981 23.21 0 2723.334862 3 908.4484253 -1.519931005 -0.00137976 86.45657576ESPVEFTGHK 2 40217805 2xTMT6plex [N-Term; K10] 0.868 3.679341793 29.56 0 1588.873528 3 530.2980957 3.905766737 0.00206859 45.39696683LPGASEK 3 40217805 2xTMT6plex [N-Term; K7] 1.22 1.03 2.191335201 20.64 0 1159.708695 2 580.3572998 -1.18289242 -0.000685905 46.04554559
31377697 COLGALT1 procollagen galactosyltransferase 1 precursor 79709 NP_078932.2 34.88745981 1 21 21 204 622 71.59 7.31 1.02 1.03 1.02 1.02 Significant 0.0000106 NSDVLQSPLDSAAR 6 31377697 1xTMT6plex [N-Term] 0.777 0.892 1.107 4.056101322 40.91 0 1701.896893 2 851.4506226 -1.718419502 -0.001462286 43.68447672GELGCFLSHYNIWK 22 31377697 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 1.091 1.054 1.143 4.685361862 63.85 0 2182.151952 2 1091.580322 0.649011289 0.000708121 87.30128178NAAHALPTTLGALER 6 31377697 1xTMT6plex [N-Term] 0.97 1.006 0.931 4.617329597 40.55 0 1763.996548 3 588.6706543 0.488703125 0.000287357 50.84242227MLPVDEFLPVMFDKHPVSEYK 12 31377697 3xTMT6plex [N-Term; K14; K21]; 1xOxidation [M] 1.918 1.131 2.255 5.9810462 29.63 1 3224.734277 4 806.93573 -4.089176656 -0.003296627 93.6048767

MLPVDEFLPVMFDKHPVSEYK 7 31377697 3xTMT6plex [N-Term; K14; K21] 1.186 1.186 1.528 6.27060461 22.74 1 3208.739362 4 806.93573 -4.089176656 -0.003296627 93.6048767EEYGFLPVPLR 6 31377697 1xTMT6plex [N-Term] 1.075 1.09 1.009 4.271927357 37.35 0 1548.862346 2 774.9344482 -0.46859918 -0.000362898 77.36535322MLPVDEFLPVMFDK 15 31377697 2xTMT6plex [N-Term; K14]; 2xOxidation [M1; M11] 1.301 1.074 0.946 3.465026379 21.19 0 2171.153257 3 719.0574951 -0.190319398 -0.000136723 103.5062659
MLPVDEFLPVMFDK 27 31377697 2xTMT6plex [N-Term; K14]; 1xOxidation [M] 0.892 0.876 0.92 4.4463377 49.25 0 2155.158342 3 719.0574951 -0.190319398 -0.000136723 103.5062659ALQAQEIECR 11 31377697 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.016 1.011 1.053 4.070455074 52.51 0 1446.757229 2 723.8829346 0.942487515 0.000681775 32.0892168

AAYSNFWCGMTSQGYYK 6 31377697 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C8] 1.021 0.645 100 3.047915459 24.82 0 2492.177908 2 1246.593506 0.733025016 0.000913414 74.34819435
LLAAEPLSK 8 31377697 2xTMT6plex [N-Term; K9] 0.926 0.944 0.896 3.690945625 44.29 0 1399.892473 2 700.4495239 -0.501101657 -0.000350744 58.61317979WSPESPLQAPR 2 31377697 1xTMT6plex [N-Term] 0.875 3.234122753 27.03 0 1496.805893 2 748.9064331 -0.202984945 -0.000151915 50.82265868SYPDEEGPK 12 31377697 2xTMT6plex [N-Term; K9] 1.055 0.966 0.963 3.486577034 38.83 0 1479.773145 2 740.3884888 -2.327681745 -0.00172222 27.092965SLVFEDDLR 4 31377697 1xTMT6plex [N-Term] 0.969 1.042 3.804996014 61.79 0 1322.715347 2 661.8617554 0.670591892 0.000443501 55.76132219MGFDEVFMINLR 3 31377697 1xTMT6plex [N-Term]; 2xOxidation [M1; M8] 0.835 3.114519835 11.9 0 1732.85998 3 578.2910767 -0.752033947 -0.00043439 76.9689027VLIALLAR 6 31377697 1xTMT6plex [N-Term] 1.105 1.256 1.278 2.945282698 41.97 0 1097.760781 2 549.3841553 0.230083712 0.000126288 89.34863413DPYHGRPLTK 5 31377697 2xTMT6plex [N-Term; K10] 1.12 1.263 1.347 2.991614103 4.32 0 1641.947696 4 411.2425842 0.493885441 0.000202734 24.33667579MQVEHPEK 6 31377697 2xTMT6plex [N-Term; K8] 1.099 1.075 1.011 3.478743792 23.77 0 1455.803006 3 485.9393921 0.423985614 0.000205747 25.84940914EWLVAVK 6 31377697 2xTMT6plex [N-Term; K7] 0.944 1.108 1.087 2.89571023 36.13 0 1302.81858 2 651.9124146 -0.788374109 -0.000513554 66.33494693EQQALSR 12 31377697 1xTMT6plex [N-Term] 1.094 0.915 0.996 2.785684347 27.84 0 1060.594838 2 530.8007202 -0.635841594 -0.000337185 16.49572973TPAYIPIR 12 31377697 1xTMT6plex [N-Term] 1.073 0.967 1.023 2.718793392 17.79 0 1159.70366 2 580.3552856 -0.315339987 -0.00018285 48.57563563FISAPTK 8 31377697 2xTMT6plex [N-Term; K7] 1.14 1.013 1.059 2.512159109 28.78 0 1221.76073 2 611.3831177 -1.450078066 -0.000885824 55.78654268TVVAPMLDSR 2 31377697 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.121 2.004296064 30.89 0 1333.734703 2 667.3691406 -2.772770321 -0.00184907 36.7021345762460637 IPO4 importin-4 79711 NP_078934.3 22.47918594 1 16 16 104 1081 118.64 4.96 1.3 1.23 1.16 1.23 Significant 0.00108 KAGLLVLAVLSDGAGDHIR 6 62460637 2xTMT6plex [N-Term; K1] 1.175 1.512 1.309 4.520383835 35.94 1 2363.417485 4 591.6096802 -0.251401573 -0.000148542 94.13833232

ACYALENFVENLGPK 6 62460637 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 1.319 1.332 1.225 4.033657074 45.27 0 2183.157097 3 728.3903809 -0.232338697 -0.000169077 91.52842733
LCPQLMPMLEEALR 8 62460637 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.409 1.057 0.974 3.811957359 45.11 0 1930.016162 3 644.0100708 -0.260747897 -0.000167749 102.3655277EDLQPVQIQSLETLGVLAR 8 62460637 1xTMT6plex [N-Term] 0.418 0.255 0.287 5.54618597 66.69 0 2338.317941 3 780.1113892 0.715591511 0.00055776 91.86664434LLNETLGEVGSPGLLFYSLR 4 62460637 1xTMT6plex [N-Term] 1.449 1.458 5.249785423 47.14 0 2407.343427 3 803.1179199 -1.753353646 -0.001406975 109.3882935
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LIMAMQTLIPIDEAK 6 62460637 2xTMT6plex [N-Term; K15] 1.427 1.062 4.979105949 44.2 0 2145.24274 3 715.7520142 -0.583122603 -0.00041698 106.5905331LLPVLLSTAQEADPEVR 14 62460637 1xTMT6plex [N-Term] 1.175 0.99 1.072 4.673487663 36.38 0 2080.185136 2 1040.595825 -0.366428623 -0.00038112 100.9843324APAALPALCDLLASAADPQIR 8 62460637 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.08 1.538 1.385 5.127542496 53.62 0 2363.295432 3 788.4366455 -0.020503811 -1.62E-05 106.9220087SFAVGTLAETIQGLGAASAQFVSR 4 62460637 1xTMT6plex [N-Term] 1.616 7.061083317 71.38 0 2610.408881 3 870.8068848 -1.064991444 -0.000926688 111.3120175
LLPPLLQIVCK 12 62460637 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.57 1.562 1.656 3.483239412 41.46 0 1752.122155 2 876.5622559 -2.808132547 -0.002460096 110.0253962

LAELCGVLK 6 62460637 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.455 1.332 1.239 3.794989347 30.17 0 1460.891093 2 730.9486694 -0.705441232 -0.000515286 71.00790994TLTTMAPYLSTEDVPLAR 4 62460637 1xTMT6plex [N-Term] 0.671 1.888 3.068274498 15.96 0 2208.178336 2 1104.592651 -0.140349002 -0.000154958 78.96749607VVPSYMQAVNR 2 62460637 1xTMT6plex [N-Term] 1.142 3.16467452 32.42 0 1492.81435 2 746.9107056 -0.144108467 -0.000107564 48.41890413LLECPHLNVR 2 62460637 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.11 4.24642849 24.91 0 1479.830334 3 493.9481812 -0.232575965 -0.000114724 49.4182313SLILTALQR 12 62460637 1xTMT6plex [N-Term] 1.144 1.088 1.004 3.135841608 21.82 0 1243.793538 2 622.399353 -1.695213271 -0.001054248 65.39681135LLGLLFPLLAR 2 62460637 1xTMT6plex [N-Term] 100 2.211280107 21.79 0 1454.966023 2 727.9862671 -0.526060609 -0.0003827 113.2997406221316723 NAT10 RNA cytidine acetyltransferase isoform a 55226 NP_078938.2 40 1 33 33 246 1025 115.631 8.27 1.4 1.36 1.43 1.4 Significant 0.000211
ELKESLQDTQPVGVLVDCCK 2 221316723 3xTMT6plex [N-Term; K3; K20]; 2xCarbamidomethyl [C18; C19] 2.13 4.343056679 29.89 1 3005.625455 3 1002.544495 -2.170577598 -0.002174648 66.52046934

GFDALQYQEHLDYEIIQSLNPEFNK 8 221316723 2xTMT6plex [N-Term; K25] 1.082 0.914 1.694 4.744719505 23.47 0 3469.768006 3 1157.258057 -2.417838343 -0.002796446 106.1480184NMVDYHLIMDMIPAISR 10 221316723 1xTMT6plex [N-Term] 1.757 1.687 1.405 4.813436031 34.57 0 2248.148967 3 750.0547485 0.322632299 0.000241775 101.4350905EIELPSGQLMGLFNR 14 221316723 1xTMT6plex [N-Term] 1.281 1.165 1.276 4.961520195 52.95 0 1933.041449 3 645.0193481 1.056564822 0.000680795 92.81912306KASGDLIPWTVSEQFQDPDFGGLSGGR 8 221316723 2xTMT6plex [N-Term; K1] 2.131 1.378 1.293 4.08065033 27.92 1 3322.710826 3 1108.239014 -2.509328922 -0.002779258 86.44907174
WLNDLLCLDCLNITR 8 221316723 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C10] 0.545 0.448 0.155 4.09247303 37.82 0 2148.114297 3 716.7097168 0.13985784 0.000100144 108.9925117ALQLLQMYYEGR 16 221316723 1xTMT6plex [N-Term] 1.071 0.916 1.343 4.301092625 36.27 0 1713.919543 2 857.4556274 -9.081305626 -0.007782314 86.87274535LMALYVASHYK 6 221316723 2xTMT6plex [N-Term; K11] 1.325 1.432 1.662 4.494508743 41 0 1754.007519 3 585.3404541 -0.404847359 -0.000236702 72.8360742ASGDLIPWTVSEQFQDPDFGGLSGGR 16 221316723 1xTMT6plex [N-Term] 1.655 1.262 1.275 4.092265129 32.94 0 2965.452931 3 989.1567993 0.98268942 0.000971373 99.73092354

ESLQDTQPVGVLVDCCK 6 221316723 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C15; C16] 2.052 2.345 1.729 5.731748581 48.47 0 2406.240903 3 802.7510376 -0.973774915 -0.000781046 60.78048102
TLSDDLDEAAK 4 221316723 2xTMT6plex [N-Term; K11] 1.4 1.375 4.543961525 64.53 0 1635.884152 2 818.446228 0.627914077 0.000513597 46.61270059QDDPFELFIAATNIR 10 221316723 1xTMT6plex [N-Term] 1.344 1.962 0.84 5.726465702 35.41 0 1979.043557 3 660.3533936 1.046047751 0.000690058 105.9151813EELEALFLPYDLK 26 221316723 2xTMT6plex [N-Term; K13] 1.154 1.298 1.289 4.304812431 42.51 0 2038.151266 2 1019.578674 -0.585750041 -0.000596924 103.6054782VLETPQEIHTVSSEAVSLLEEVITPR 5 221316723 1xTMT6plex [N-Term] 1.269 1.724 7.276959896 62.78 0 3105.688075 3 1035.900635 -0.233215026 -0.000241431 112.6591228AIEEQMVAAK 10 221316723 2xTMT6plex [N-Term; K10] 1.51 1.394 1.635 4.363987923 63.19 0 1547.886735 2 774.4478149 1.045246255 0.000808961 46.91078156SMDLSEYIIR 6 221316723 1xTMT6plex [N-Term] 1.72 1.061 1.337 3.328113794 44.13 0 1455.771482 2 728.3896484 0.369910392 0.000269253 66.81396028LDYLGVSYGLTPR 12 221316723 1xTMT6plex [N-Term] 1.224 1.086 0.973 4.485016346 54.11 0 1682.931488 2 841.9685059 -1.041433512 -0.000876331 70.78076085AGPNASIISLK 6 221316723 2xTMT6plex [N-Term; K11] 1.041 1.111 1.437 3.831403255 52.45 0 1528.946299 2 764.9763184 -0.614168889 -0.000469516 59.46439272

QTPNDLTGEHSCIMLK 6 221316723 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 1.239 1.366 1.664 5.829987526 37.18 0 2302.193558 3 768.067749 -2.11298901 -0.001621503 50.39496595TLHEVSLQESIR 8 221316723 1xTMT6plex [N-Term] 1.493 1.231 1.41 4.653309822 35.68 0 1640.9169 3 547.6432495 -1.039062273 -0.000568338 40.89161703YCYYNETHK 6 221316723 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.739 1.514 1.825 3.381408215 28.43 0 1735.851413 3 579.2883911 -0.456629035 -0.000264213 29.57173823
YAPGDAVEK 12 221316723 2xTMT6plex [N-Term; K9] 1.582 1.462 1.497 3.808084726 37.85 0 1407.788402 2 704.3965454 -1.837889618 -0.00129368 32.98415271DVVMEPTMK 6 221316723 2xTMT6plex [N-Term; K9] 1.491 1.575 1.577 3.633552313 30.03 0 1507.826443 2 754.4164429 -0.553245247 -0.000417099 50.42102095

FILSLASCK 4 221316723 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.881 1.366 3.254270315 38.72 0 1496.891093 2 748.947937 -1.667066211 -0.001247708 79.68039963QSILNSLSR 6 221316723 1xTMT6plex [N-Term] 1.286 1.273 1.095 2.996477842 25.78 0 1246.731666 2 623.8696899 0.350791453 0.000218671 47.80285262STVALTAAR 4 221316723 1xTMT6plex [N-Term] 1.397 2.04 2.510854006 28.38 0 1118.673088 2 559.8411865 1.794936247 0.001003973 28.77143281DTLFCYHK 4 221316723 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.476 1.586 3.525432587 37.8 0 1541.818656 3 514.6112061 0.265118119 0.000136255 45.76322548ASEVFLQR 6 221316723 1xTMT6plex [N-Term] 1.569 1.292 1.571 3.070909739 33.28 0 1178.673088 2 589.840271 0.150077396 8.84E-05 38.51286631LFNEVQEK 2 221316723 2xTMT6plex [N-Term; K8] 1.112 3.455375195 25.36 0 1464.846251 2 732.9283447 2.158631408 0.001581032 61.71270811FIEGISEK 4 221316723 2xTMT6plex [N-Term; K8] 1.36 1.768 3.307463169 32.73 0 1380.813888 2 690.9077759 -4.064930282 -0.002806456 55.54361263AGFVPVYLR 2 221316723 1xTMT6plex [N-Term] 1.023 2.725404024 21.71 0 1250.74586 2 625.8752441 -2.117023798 -0.001323929 62.77283083IAVHPDYQGMGYGSR 2 221316723 1xTMT6plex [N-Term] 1.451 0.784 2.905748129 0 1879.932233 3 627.3172607 2.65766312 0.001665409 39.171945LGQAELVVIDEAAAIPLPLVK 1 221316723 2xTMT6plex [N-Term; K21] 1.002 2.834094524 0 2617.594446 3 873.203186 0.213434694 0.000186228 112.706427647155554 NPEPL1 probable aminopeptidase NPEPL1 isoform 1 79716 NP_078939.3 10.51625239 1 4 4 20 523 55.825 6.87 0.89 0.91 0.91 0.9 Significant 0.0000545
IVDTPCNEMNTDTFLEEINK 6 47155554 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C6] 0.9 0.914 0.912 5.226189137 64.27 0 2841.405067 3 947.8070068 0.492832869 0.000466779 82.90941883TVEINNTDAEGR 6 47155554 1xTMT6plex [N-Term] 1.02 0.817 0.925 4.409077168 40.08 0 1547.78628 2 774.3967896 0.014492674 1.12E-05 24.62159931ELGIIPTIIRDEELK 6 47155554 2xTMT6plex [N-Term; K15] 0.706 1.005 0.78 3.933788776 21.08 1 2197.320791 3 733.1114502 -0.452075121 -0.000331118 91.4489518AFPLFTHR 2 47155554 1xTMT6plex [N-Term] 0.967 2.297295332 24.1 0 1217.699244 3 406.5705872 -1.671583029 -0.000678495 51.86113347116875844 PPCS phosphopantothenate--cysteine ligase isoform a 79717 NP_078940.2 16.39871383 1 5 5 38 311 33.984 6.71 0.91 0.99 0.8 0.9 Significant 0.00372 IQSSGGPLQITMK 8 116875844 2xTMT6plex [N-Term; K13] 1.031 0.919 0.944 4.921097279 69.8 0 1818.055926 2 909.5316772 0.083645495 7.60E-05 61.98234871LETDPAIVINR 6 116875844 1xTMT6plex [N-Term] 0.862 1.232 0.627 4.015561581 51.46 0 1469.852509 2 735.4296265 -0.362567202 -0.00026646 54.2922579LLLSEEEIEK 12 116875844 2xTMT6plex [N-Term; K10] 0.674 0.974 0.608 4.373589993 30.55 0 1660.977324 2 830.9905396 -2.120371173 -0.001760944 65.50776889VVLVTSGGTK 6 116875844 2xTMT6plex [N-Term; K10] 0.989 0.924 3.43020463 42.79 0 1418.898286 2 709.9520264 -1.064372013 -0.000755118 47.63590811AFIISFK 6 116875844 2xTMT6plex [N-Term; K7] 0.824 1.062 0.952 2.555048943 33.85 0 1283.812766 2 642.4094849 -0.835677496 -0.000536427 79.55537066

19913371 TBL1XR1 F-box-like/WD repeat-containing protein TBL1XR1 79718 NP_078941.2 37.54863813 1 13 13 74 514 55.56 5.55 1.19 1.2 1.22 1.2 Significant 0.0000537 HQEPVYSVAFSPDGR 6 19913371 1xTMT6plex [N-Term] 1.406 1.401 1.127 5.645862103 44.91 0 1917.965641 3 639.9938354 0.683947422 0.000437263 40.78478635WDPTGNLLASCSDDMTLK 10 19913371 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 1.044 1.31 1.334 5.306501389 51.5 0 2482.235817 3 828.0839233 0.563926893 0.0004666 82.53236368
TTIIWDAHTGEAK 4 19913371 2xTMT6plex [N-Term; K13] 1.285 1.224 3.894037485 37.61 0 1901.053283 3 634.355957 0.01821819 1.15E-05 48.65839992

GTGGIFEVCWNAAGDK 2 19913371 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 1.473 3.527065277 43.28 0 2140.089745 3 714.0344849 -0.394352694 -0.000281317 72.91834876
VGASASDGSVCVLDLR 6 19913371 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.05 1.482 1.736 4.867514133 81.91 0 1834.953028 2 917.9803467 0.211847044 0.000194365 56.19909144GHESEVFICAWNPVSDLLASGSGDSTAR 4 19913371 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.011 1.059 6.459646702 26.03 0 3191.526506 3 1064.513794 0.100947286 0.000107392 92.32964547EGGQDVPSNK 6 19913371 2xTMT6plex [N-Term; K10] 1.047 1.117 1.036 4.145526409 52.72 0 1488.805842 2 744.9056396 -1.235737443 -0.000919887 21.01932254
QDNCVHDLQAHNK 6 19913371 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.274 1.212 1.22 5.275947094 34.23 0 2037.033627 4 510.0130615 -1.576412979 -0.000802802 20.25238169

KGNFILSAGVDK 6 19913371 3xTMT6plex [N-Term; K1; K12] 1.271 1.363 1.025 3.58295083 11.31 1 1936.183459 3 646.0655518 -0.700660134 -0.000452202 58.7880896YLASGSFDK 6 19913371 2xTMT6plex [N-Term; K9] 1.198 1.39 1.281 3.735530376 32.33 0 1445.804052 2 723.404541 -1.55360524 -0.001123104 48.14353492WSPTGPGTNNPNANLMLASASFDSTVR 2 19913371 1xTMT6plex [N-Term] 100 5.024684906 15.33 0 3034.488998 3 1012.161377 -6.400049773 -0.006473627 78.71426165
GICIHTLTK 8 19913371 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.291 1.309 1.326 3.616948843 30.96 0 1500.897241 3 500.9697266 -1.741879743 -0.000871461 45.61585604

GPIFALK 8 19913371 2xTMT6plex [N-Term; K7] 0.995 1.044 0.898 2.60379076 20.29 0 1203.786551 2 602.3964844 -0.713673034 -0.000429555 68.46443394
153251315 AAGAB alpha- and gamma-adaptin-binding protein p34 isoform 1 79719 NP_078942.3 12.06349206 1 3 3 14 315 34.572 4.64 0.97 1.04 0.94 0.99 Significant 0.000907

SGLDSVSSWLPLAK 8 153251315 2xTMT6plex [N-Term; K14] 1.066 1.047 0.939 4.013553143 55.96 0 1918.104984 2 959.5541382 -2.077400791 -0.001992336 90.08933228IVQALNANVWSNVVMK 2 153251315 2xTMT6plex [N-Term; K16] 0.886 3.848100185 32.77 0 2244.293864 3 748.7705688 1.465402112 0.001096264 94.98482008VSEDGINR 4 153251315 1xTMT6plex [N-Term] 0.978 1.043 2.399536371 21.47 0 1118.600317 2 559.8035889 -0.372184433 -0.000208163 19.7843986713375926 VPS37B vacuolar protein sorting-associated protein 37B 79720 NP_078943.1 32.98245614 1 6 6 44 285 31.287 7.34 1.08 1.1 0.96 1.05 Significant 0.00174 SLAEGNLLYQPQLDTLK 10 13375926 2xTMT6plex [N-Term; K17] 1.022 1.218 0.95 5.809764862 55.41 0 2361.342983 3 787.7818604 -5.062714481 -0.003984935 77.82709219IEEDTENMAEK 6 13375926 2xTMT6plex [N-Term; K11] 1.16 1.09 0.951 4.600287437 43.29 0 1766.888251 2 883.9456177 -2.429445345 -0.002146279 38.82594613FLDGELPLDSFIDVYQSK 10 13375926 2xTMT6plex [N-Term; K18] 1.091 1.107 1.007 5.492696285 50.24 0 2544.363778 3 848.7918701 -1.069209702 -0.000906819 112.039412LPELAPTAPLPYPAPEASGPPAVAPR 8 13375926 1xTMT6plex [N-Term] 1.237 0.892 1.068 5.709694862 41.91 0 2808.549732 3 936.854187 -0.613791817 -0.000574622 84.58469561MEETQNVQLNK 6 13375926 2xTMT6plex [N-Term; K11] 0.98 0.943 0.629 4.67442131 55.67 0 1791.967505 2 896.486084 -1.458369777 -0.001306676 39.54999983LPQALAPLPPR 4 13375926 1xTMT6plex [N-Term] 1.035 1.128 3.948915958 42.84 0 1401.877936 3 467.9643555 0.411538148 0.000192309 65.61638294
226491502 NARS2 probable asparagine--tRNA ligase, mitochondrial isoform 1 precursor 79731 NP_078954.4 21.5932914 1 6 6 25 477 54.056 7.24 1.17 0.95 1.34 1.15 Significant 0.00945

YLQCILGVDNIKDVIPFPR 4 226491502 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 100 2.186 4.797506332 26.9 1 2718.541699 3 906.8505859 -1.653411276 -0.001498289 106.6251672DALGAQNASGER 6 226491502 1xTMT6plex [N-Term] 1.031 1.139 1.426 4.382668972 63.41 0 1417.723286 2 709.3649292 -0.496691822 -0.000352086 18.80773894DNEDGPQHTVAAVDLLVPGVGELFGGGLR 6 226491502 1xTMT6plex [N-Term] 1.127 0.942 0.927 5.219970226 25.84 0 3161.642856 3 1054.55481 2.220035993 0.002339654 105.1565662DSGFVHIHTPIITSNDSEGAGELFQLEPSGK 2 226491502 2xTMT6plex [N-Term; K31] 1.621 3.788400173 11.91 0 3740.917189 4 935.9822998 -2.624998297 -0.002454975 77.6879141SEATAAIHSFFK 2 226491502 2xTMT6plex [N-Term; K12] 0.919 2.36397171 8.49 0 1766.984141 3 589.6655273 -1.195442959 -0.00070411 59.6566105DVIPFPR 5 226491502 1xTMT6plex [N-Term] 1.151 0.889 1.132 2.459070683 26.73 0 1072.635246 2 536.8215332 0.506496735 0.000271643 52.00926077270265906 TBC1D17 TBC1 domain family member 17 isoform 1 79735 NP_078958.2 2.62345679 1 2 2 8 648 72.624 5.21 0.83 0.8 0.75 0.8 Significant 0.000864 LSVEDVLTR 2 270265906 1xTMT6plex [N-Term] 0.939 2.722309828 20.74 0 1260.736083 2 630.8724365 1.200764296 0.000756923 58.31581763LQQVPELK 6 270265906 2xTMT6plex [N-Term; K8] 0.833 0.784 0.753 3.957234621 29.75 0 1412.887722 2 706.9472656 -0.330571207 -0.00023353 63.08542155
34147384 AAMDC mth938 domain-containing protein isoform c 28971 NP_078960.1 43.44262295 1 5 5 19 122 13.324 8.46 0.88 0.97 0.93 0.93 Significant 0.000788 EYNALVAQGVR 4 34147384 1xTMT6plex [N-Term] 1.073 0.985 3.812345505 44.81 0 1448.805893 2 724.906311 -0.378221603 -0.000273985 42.09500782ETGTEHSPGVQPADVK 4 34147384 2xTMT6plex [N-Term; K16] 0.814 0.641 4.164482117 17.2 0 2110.118068 3 704.0435181 -0.979656453 -0.000689064 29.55753207VLQTEQAVK 6 34147384 2xTMT6plex [N-Term; K9] 0.877 0.968 0.927 4.142428398 53.19 0 1473.9041 2 737.4542847 -1.904644992 -0.001403632 41.72021056VPSSTVEYLK 4 34147384 2xTMT6plex [N-Term; K10] 0.911 1.029 3.3705585 25.59 0 1580.92998 2 790.9642944 -5.482901153 -0.004334041 55.34645969GMSEALK 1 34147384 2xTMT6plex [N-Term; K7] 0.84 9.99 0 1193.696416 2 597.3521118 0.445216058 0.000265726 33.9558482413375983 SLC25A22 mitochondrial glutamate carrier 1 79751 NP_078974.1 36.53250774 1 11 11 74 323 34.448 9.29 1.02 1.02 1.04 1.03 Significant 0.0000422 GVNEDTYSGILDCAR 6 13375983 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.93 0.94 0.862 5.347243309 71.75 0 1898.911557 2 949.958374 -1.098346638 -0.001042832 50.65200748GAAVNLTLVTPEK 12 13375983 2xTMT6plex [N-Term; K13] 1.216 1.073 1.045 4.824757099 84.23 0 1771.072956 2 886.0407104 0.670897511 0.000594104 65.20621728

EMLAGCGAGTCQVIVTTPMEMLK 6 13375983 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C6; C11] 1.745 2.487 1.342 7.621023178 77.37 0 2955.488619 3 985.8339844 -0.41265427 -0.000406532 89.17489539
VYTSMSDCLIK 8 13375983 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 0.986 1.068 0.908 4.775945187 66.8 0 1774.94835 2 887.9772949 -0.58385713 -0.000518158 60.78226138SEGYFGMYR 6 13375983 1xTMT6plex [N-Term] 0.958 0.981 1.125 3.548087358 27.48 0 1338.634988 2 669.8201294 -1.498699014 -0.001003105 44.12486748HEGPSAFLK 6 13375983 2xTMT6plex [N-Term; K9] 1.118 1.112 4.050851822 23.06 0 1443.83602 3 481.9501343 -0.118363835 -5.70E-05 41.3287044GLGATLLR 12 13375983 1xTMT6plex [N-Term] 0.982 0.867 0.985 2.69250679 31.75 0 1029.661796 2 515.3345947 0.113865665 5.86E-05 50.52299388IQLQDAGR 4 13375983 1xTMT6plex [N-Term] 0.888 1.021 2.66513443 25.86 0 1129.652687 2 565.3300171 0.06211616 3.51E-05 31.93382479QISLPAK 6 13375983 2xTMT6plex [N-Term; K7] 1.01 0.962 0.713 2.387080431 21.06 0 1214.787279 2 607.8967896 -0.804246516 -0.000488494 49.59199118GIAGLYK 4 13375983 2xTMT6plex [N-Term; K7] 0.953 0.884 2.06692028 15.3 0 1179.750166 2 590.378418 -0.514009252 -0.000303201 50.15658857LAANDFFR 4 13375983 1xTMT6plex [N-Term] 0.97 1.093 2.870076656 18.7 0 1182.646874 2 591.8264771 -1.011526318 -0.000598139 59.71444737282847406 ZFAND1 AN1-type zinc finger protein 1 isoform a 79752 NP_078975.2 12.31343284 1 3 3 24 268 30.767 7.39 1.26 1.58 1.49 1.44 Significant 0.00433

DFLPFVCDDCSGIFCLEHR 6 282847406 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C7; C10; C15] 1.831 2.475 1.483 5.301990509 40.68 0 2616.188266 3 872.7351685 1.026577914 0.00089524 90.64233644NVESYLE 16 282847406 1xTMT6plex [N-Term] 1.342 1.45 1.501 2.545425653 51.97 0 1082.556721 2 541.7819824 -0.030572301 -1.65E-05 89.64560415LEIPKPR 2 282847406 2xTMT6plex [N-Term; K5] 0.98 2.998501778 2.58 0 1310.856028 3 437.6234131 -0.260671027 -0.000113901 46.48481721
13376007 ISOC2 isochorismatase domain-containing protein 2 isoform 2 79763 NP_078986.1 41.62895928 1 5 5 50 221 24.082 7.77 0.92 0.91 0.83 0.89 Significant 0.00103

LLEVPVMLTEQYPQGLGPTVPELGTEGLRPLAK 18 13376007 2xTMT6plex [N-Term; K33] 0.829 0.826 0.852 7.61774826 40.03 0 4004.254631 5 801.6525269 -5.270224948 -0.004220665 110.3802419LIKEPAPDSGLLGLFQGQNSLLH 6 13376007 2xTMT6plex [N-Term; K3] 1.131 0.818 5.644799232 48.15 1 2905.655149 3 969.2225952 -0.65954677 -0.000638805 99.79023924TCFSMVPALQQELDSRPQLR 6 13376007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.663 0.867 6.152996063 20.07 0 2605.342793 3 869.1181641 -1.095284854 -0.000951197 80.90875609
VLPGSSVLFLCDMQEK 8 13376007 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C11] 0.948 1.072 0.975 4.719540596 39.99 0 2281.233632 3 766.4157104 1.754643726 0.001343606 83.00075556
VLPGSSVLFLCDMQEK 6 13376007 2xTMT6plex [N-Term; K16]; 1xOxidation [M13]; 1xCarbamidomethyl [C11] 1.17 1.04 0.851 4.51405859 43.89 0 2297.228547 3 766.4157104 1.754643726 0.001343606 83.00075556

EPAPDSGLLGLFQGQNSLLH 6 13376007 1xTMT6plex [N-Term] 0.721 0.55 5.03340292 36.38 0 2322.229126 2 1161.617798 -0.347470827 -0.000403453 95.8873372387298935 ELMO3 engulfment and cell motility protein 3 79767 NP_078988.2 18.88745149 1 10 10 62 773 87.046 7.68 1.29 1.4 1.33 1.34 Significant 0.000575 LHQEGTLAPPILELR 6 87298935 1xTMT6plex [N-Term] 1.095 1.048 1.083 6.526208401 41.15 0 1916.116663 3 639.3771362 0.100615693 6.43E-05 67.01448211LLQYGDMEEGASPPTLESLPEQLPVADMR 8 87298935 1xTMT6plex [N-Term] 100 100 5.46367836 40.6 0 3415.696273 3 1139.23645 -0.432153196 -0.000492035 93.54101015DAIPQLIQLDQAKPLAAVLK 10 87298935 3xTMT6plex [N-Term; K13; K20] 1.641 1.507 1.585 5.80619669 32.14 0 2832.752962 3 944.9212646 -1.313497766 -0.001240272 103.3423818LVPLASDMIFAR 8 87298935 1xTMT6plex [N-Term] 1.2 1.314 1.108 3.517203808 28.83 0 1561.897351 2 781.4519653 -0.446204699 -0.000348463 95.18841748EVCDAWSLTHSER 2 87298935 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.418 3.613441944 26.86 0 1818.864213 3 606.9603882 1.318543058 0.000799417 38.942728LLVHLQVMNQQLQTK 5 87298935 2xTMT6plex [N-Term; K15] 0.912 1.416 1.465 3.468309641 7.46 0 2251.336064 3 751.1129761 -5.191884735 -0.003896226 73.30622249TPLDPYSQEQR 6 87298935 1xTMT6plex [N-Term] 1.275 1.185 1.301 3.03235817 30.66 0 1562.801202 2 781.9042358 -0.004364159 -3.41E-06 32.32011704TLALKPTSLELFR 5 87298935 2xTMT6plex [N-Term; K5] 1.384 1.461 1.369 3.569014788 5.63 0 1947.204305 3 649.7403564 1.135749306 0.000737179 78.59887081ATQEDFDK 6 87298935 2xTMT6plex [N-Term; K8] 1.126 1.163 1.065 2.5016644 25.43 0 1411.746931 2 706.3772583 0.219119699 0.000154671 29.82073718LKPELMGLIR 6 87298935 2xTMT6plex [N-Term; K2] 1.696 1.742 1.584 3.149562359 14.77 0 1628.03334 3 543.3485718 -1.337772339 -0.000725979 76.492225619923599 CLMN calmin 79789 NP_079010.2 15.36926148 1 10 10 36 1002 111.582 4.94 1.18 1.18 1.18 1.18 Non-Significant 1 VNLMTVEALEEGDYFEAIPLK 2 19923599 2xTMT6plex [N-Term; K21]; 1xOxidation [M4] 0.972 4.208375931 50.02 0 2855.515269 3 952.5115356 1.675450188 0.001594758 106.8052528LDGVSSHALSDSSTEFMHQIIDQVLQGGPGK 3 19923599 2xTMT6plex [N-Term; K31] 1.127 6.740342617 21.26 0 3711.905244 4 928.7322998 0.572473867 0.000531242 107.8171316AIDPSLVDMK 6 19923599 2xTMT6plex [N-Term; K10] 1 1.368 1.441 3.935861826 46.91 0 1546.891486 2 773.9503174 1.210023871 0.000935888 62.02690565TSDISEPSPESSILSSR 6 19923599 1xTMT6plex [N-Term] 1.296 1.754 2.874 3.554351568 29.67 0 2021.023609 2 1011.014954 -0.484355271 -0.000489447 47.9433694TSHSDSSIYLR 4 19923599 1xTMT6plex [N-Term] 1.241 1.158 3.817018747 25.21 0 1494.774987 3 498.9321594 4.641408603 0.00231262 22.60493517VQNLQVER 4 19923599 1xTMT6plex [N-Term] 1.124 1.51 2.847486019 30.72 0 1214.705451 2 607.8563232 -0.066959134 -4.07E-05 30.74958779KYGVAVQDFAGSWR 4 19923599 2xTMT6plex [N-Term; K1] 1.25 0.916 3.640295744 9.1 1 2042.122366 3 681.37854 -0.636079813 -0.000432984 64.23560802FLEDSNVK 2 19923599 2xTMT6plex [N-Term; K8] 1.022 2.851735115 26.18 0 1409.804052 2 705.4048462 -1.160343656 -0.000817929 46.58727661DLFVDIQDGK 2 19923599 2xTMT6plex [N-Term; K10] 1.058 1.996748209 4.78 0 1607.904494 3 536.6398926 0.392215071 0.000210215 68.28057723FPELEAEDIFDSDKEVPIESTFVR 3 19923599 2xTMT6plex [N-Term; K14] 1.742 100 3.184761047 5.04 1 3270.682211 3 1090.897583 -1.227562418 -0.001338322 99.86568113
118026921 ALG9 alpha-1,2-mannosyltransferase ALG9 isoform a 79796 NP_079016.2 7.443365696 1 3 3 20 618 70.74 8.68 1.37 1.02 1.04 1.14 Significant 0.00971 SYAYLLLHAWPAAFHAR 6 118026921 1xTMT6plex [N-Term] 1.864 1.182 1.711 6.334280014 60.13 0 2216.196644 4 554.8046265 0.014298991 7.92E-06 91.89651928GSGASSGDTAPAADK 8 118026921 2xTMT6plex [N-Term; K15] 0.962 0.637 0.764 3.547793627 101.12 0 1749.901927 2 875.4541626 -0.502270826 -0.000439462 20.05283319GYHGPLDLYPEFYR 6 118026921 1xTMT6plex [N-Term] 1.168 1.19 0.865 4.794389248 28.7 0 1955.985314 3 652.6657715 -1.305207588 -0.000850989 64.4041997363176611 SLTM SAFB-like transcription modulator isoform a 79811 NP_079031.2 13.44294004 1 13 13 51 1034 117.079 7.87 1.29 1.18 1.25 1.24 Significant 0.000671 TVIIHDRPDITHPR 6 63176611 1xTMT6plex [N-Term] 1.299 1.414 1.304 4.00210762 22.98 0 1899.076195 4 475.5234985 -2.1223895 -0.001007645 30.32209687ELLSAEENKR 6 63176611 2xTMT6plex [N-Term; K9] 1.155 1.184 1.319 4.428195 22.93 1 1646.947756 3 549.6540527 -0.09146427 -5.02E-05 35.3342725NIWVSGLSSNTK 2 63176611 2xTMT6plex [N-Term; K12] 1.229 2.980093956 19.56 0 1764.005605 2 882.5043945 -2.319923184 -0.002046179 60.93914315DDKGSTSSTSGSSGSSTK 2 63176611 3xTMT6plex [N-Term; K3; K18] 1.184 2.401129961 15.16 1 2363.214102 3 788.4086914 -1.092262968 -0.000860417 23.26361115ITDSEASKPK 4 63176611 3xTMT6plex [N-Term; K8; K10] 1.599 1.459 2.6092031 3.82 0 1763.051776 3 588.3552856 -0.267772287 -0.000157365 31.13883849EAGPNPSRPTSWK 6 63176611 2xTMT6plex [N-Term; K13] 1.366 1.597 1.06 3.579826355 7.45 0 1885.033216 3 629.015686 -0.377518298 -0.000237212 34.36037629KGPSSTGASGQAK 2 63176611 3xTMT6plex [N-Term; K1; K13] 0.801 3.090654135 1.4 1 1863.090286 3 621.7012939 -0.514153323 -0.000319305 20.30715452SSASGYGSR 2 63176611 1xTMT6plex [N-Term] 100 2.109640598 37.48 0 1100.553367 2 550.7802124 -0.199059236 -0.000109538 17.13843095NLDITGVK 4 63176611 2xTMT6plex [N-Term; K8] 1.309 1.173 3.196788549 24.73 0 1317.814222 2 659.4100952 -0.993015776 -0.000654305 51.8117341FVGQSEGK 4 63176611 2xTMT6plex [N-Term; K8] 1.218 1.009 2.617177248 14.09 0 1309.751622 2 655.3792725 -0.270187201 -0.000176939 40.9318934FGHGSDYSR 7 63176611 1xTMT6plex [N-Term] 1.02 1.023 2.38201046 15.33 0 1254.606465 3 418.8734436 -0.548283045 -0.000229293 19.01137819EILPFEK 4 63176611 2xTMT6plex [N-Term; K7] 1.364 1.248 2.615889788 23.57 0 1333.81316 2 667.4102173 -0.001401761 -9.35E-07 64.64001614GDHCRPSR 2 63176611 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 3.545 2.06934309 5.33 0 1213.605754 3 405.2067261 -0.106548064 -4.31E-05 12.3879299141393577 GEMIN6 gem-associated protein 6 79833 NP_079051.9 5.988023952 1 1 1 6 167 18.812 5.12 1.06 0.99 1.43 1.16 Significant 0.0136 AYSPEDLEER 6 41393577 1xTMT6plex [N-Term] 1.058 0.985 1.425 3.804552317 28.71 0 1437.705905 2 719.3538208 -3.853060922 -0.002769784 34.1949666713376181 TUBAL3 tubulin alpha chain-like 3 isoform 1 79861 NP_079079.1 10.31390135 1 1 5 165 446 49.877 6.05 0.61 0.25 0.42 0.43 Non-Significant 0.0546 SFGGGTGSGFTSLLMER 10 13376181 1xTMT6plex [N-Term] 0.609 0.254 0.42 6.673627853 88.96 0 1932.968678 2 966.9881592 0.18830071 0.00018199 75.05183049EDAANNYAR 22 13376181 1xTMT6plex [N-Term] 0.789 1.006 0.962 3.810293674 45.79 0 1252.611945 2 626.8093262 -0.454231857 -0.000284488 16.49294944YMACCLLYR 24 13376181 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C5] 1.944 1.81 1.986 3.628438473 43.97 0 1478.715564 2 739.8612061 -0.289975054 -0.000214395 56.14515817

LDHKFDLMYAK 6 13376181 3xTMT6plex [N-Term; K4; K11] 2.437 2.404 2.214 3.626457453 15.06 1 2068.186829 4 517.8022461 0.157164235 8.13E-05 69.06124495
YMACCLLYR 43 13376181 1xTMT6plex [N-Term]; 1xOxidation [M2]; 2xCarbamidomethyl [C4; C5] 1.859 1.859 2.002 2.973421335 29.16 0 1494.710479 2 739.8612061 -0.289975054 -0.000214395 56.14515817

LDHKFDLMYAK 4 13376181 3xTMT6plex [N-Term; K4; K11]; 1xOxidation [M8] 2.02 2.936 2.894080639 7.87 1 2084.181744 4 517.8022461 0.157164235 8.13E-05 69.06124495
FDLMYAK 34 13376181 2xTMT6plex [N-Term; K7] 0.992 0.99 0.969 3.336573124 36.36 0 1345.759016 2 673.3831177 -0.042406134 -2.85E-05 66.2750531FDLMYAK 22 13376181 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 1.012 0.953 1.001 2.302348614 15.9 0 1361.753931 2 673.3831177 -0.042406134 -2.85E-05 66.2750531

285394828 RBFA putative ribosome-binding factor A, mitochondrial isoform 1 precursor 79863 NP_079081.2 8.163265306 1 2 2 8 343 38.335 7.85 0.88 1.16 0.82 0.96 Significant 0.0119
GNAALAELDQLLAVADFGPR 2 285394828 1xTMT6plex [N-Term] 1.239 3.325144291 9.13 0 2270.234211 3 757.4155273 -0.961402457 -0.000727536 112.7078155LEQDSSLK 6 285394828 2xTMT6plex [N-Term; K8] 0.878 1.023 0.823 3.411370039 13.82 0 1377.798966 2 689.40271 -0.597270099 -0.000411459 37.12116226

217035102 CPSF7 cleavage and polyadenylation specificity factor subunit 7 isoform 1 79869 NP_079087.3 32.6848249 1 13 13 72 514 56.341 8.87 1.32 1.33 1.09 1.25 Significant 0.00393
ATPSENLVPSSAR 6 217035102 1xTMT6plex [N-Term] 1.412 1.326 1.57 3.869875431 49.49 0 1557.843401 2 779.4237671 -2.017834598 -0.001571735 34.07829951SYSVGASGSSSR 6 217035102 1xTMT6plex [N-Term] 1.421 1.556 1.813 4.421208382 62.15 0 1373.685838 2 687.3475342 1.42238445 0.000976955 17.88695395QNLSQFEAQAR 6 217035102 1xTMT6plex [N-Term] 1.329 1.131 1.402 4.629044056 46.32 0 1520.801871 2 760.9038696 -0.92581566 -0.000703991 35.55424125DSGPPPSTVSEAEFEDIMK 12 217035102 2xTMT6plex [N-Term; K19] 1.312 1.414 1.314 6.431745529 51.02 0 2494.242342 3 832.0853271 -0.366269417 -0.000304522 71.26840865AVSGASAGDYSDAIETLLTAIAVIK 13 217035102 2xTMT6plex [N-Term; K25] 1.609 1.483 1.472 6.402234077 86.84 0 2894.612675 4 724.4083862 -0.33156012 -0.000239935 113.3383133GYAEVVVASENSVHK 2 217035102 2xTMT6plex [N-Term; K15] 1.235 4.564474583 29.33 0 2047.122425 3 683.0462646 0.886798606 0.000605128 51.39324921TPAILYTYSGLR 6 217035102 1xTMT6plex [N-Term] 1.497 1.447 1.48 3.86765027 37.63 0 1583.899459 2 792.4516602 -2.156524191 -0.001707859 64.00979805AISSSAISK 4 217035102 2xTMT6plex [N-Term; K9] 1.289 1.111 3.42805934 36.15 0 1321.809137 2 661.40802 -0.282643634 -0.0001868 37.39836272DLLHNEDRHDDYFQER 4 217035102 1xTMT6plex [N-Term] 1.759 1.662 4.650934219 14.06 1 2331.095152 4 583.5294189 0.297809057 0.000173555 32.77580662DCLHGIEAK 2 217035102 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.705 2.615991592 12.44 0 1500.82447 3 500.9458008 -1.079863956 -0.000540229 32.01764599SSSTEPPPPVR 2 217035102 1xTMT6plex [N-Term] 1.211 2.953577518 19.11 0 1382.74771 2 691.8762207 -1.840577086 -0.001272527 20.77500379DSSDSADGR 3 217035102 1xTMT6plex [N-Term] 0.775 2.338468075 33.9 0 1138.517376 2 569.762146 -0.316400804 -0.000180114 92.13787507VLISSLK 6 217035102 2xTMT6plex [N-Term; K7] 1.239 1.318 1.331 2.7433393 18.12 0 1217.823331 2 609.4145508 -1.236367757 -0.000752839 69.6843982

13376212 UBA5 ubiquitin-like modifier-activating enzyme 5 isoform 1 79876 NP_079094.1 23.51485149 1 7 7 36 404 44.834 4.84 1.04 1.04 1.06 1.05 Significant 0.0000406
NFSGPVPDLPEGITVAYTIPK 10 13376212 2xTMT6plex [N-Term; K21] 1.132 1.117 1.091 4.146208763 37.99 0 2673.490375 3 891.8353882 0.462425746 0.000412097 93.95994777MSSEVVDSNPYSR 4 13376212 1xTMT6plex [N-Term] 0.885 1.038 4.514400005 39.92 0 1699.815866 2 850.4104614 -1.305646384 -0.001109679 34.33458063KQEDSVTELTVEDSGESLEDLMAK 4 13376212 3xTMT6plex [N-Term; K1; K24] 0.423 0.953 5.38147068 36.36 1 3340.728458 3 1114.244629 -2.731290904 -0.0030415 80.60211616LFFQPHQAGLSK 6 13376212 2xTMT6plex [N-Term; K12] 0.936 1.084 1.24 4.89730835 34.57 0 1831.06306 3 611.0256958 -0.28726354 -0.000175333 57.17270504VQAAEHTLR 8 13376212 1xTMT6plex [N-Term] 1.047 0.95 0.968 4.428926945 57 0 1253.71635 3 418.5769043 -0.152019534 -6.35E-05 21.64128031MGIVSDYEK 2 13376212 2xTMT6plex [N-Term; K9] 1.002 3.328250647 12.7 0 1499.817987 2 750.4105225 -2.812873403 -0.002109399 50.7824035KQQEEYK 2 13376212 3xTMT6plex [N-Term; K1; K7] 1.15 2.369867325 5.74 1 1639.962233 3 547.3279419 4.292686413 0.002346615 20.58832028

40804742 ZC3H14 zinc finger CCCH domain-containing protein 14 isoform 1 79882 NP_079100.2 19.02173913 1 10 10 52 736 82.823 7.31 1.24 1.25 1.46 1.32 Significant 0.00295
LCEPEVLNSLEETYSPFFR 8 40804742 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.363 3.539 100 6.731304169 53.8 0 2559.263857 3 853.7589111 -0.655103052 -0.000558861 101.6663906LQIDPVMAETLQMSQDYYDMESMVHADTR 6 40804742 1xTMT6plex [N-Term] 0.957 100 4.923177242 46.38 0 3646.673506 3 1216.228516 -0.688892218 -0.000837388 104.4846966FNHDGEEEEEDDDYGSR 6 40804742 1xTMT6plex [N-Term] 1.103 1.289 1.543 7.876684189 47.7 0 2271.911158 3 757.9749146 -0.426058762 -0.000322656 20.76252392AISEAQESVTK 4 40804742 2xTMT6plex [N-Term; K11] 1.107 1.265 4.878308296 46.67 0 1620.920872 2 810.9627075 -1.686517204 -0.001366855 35.22675431TSQEELLAEVVQGQSR 2 40804742 1xTMT6plex [N-Term] 0.972 3.902608633 29.49 0 2003.060664 3 668.3581543 -0.376483543 -0.000251373 64.63970294KLPVVSSVVK 6 40804742 3xTMT6plex [N-Term; K1; K10] 1.293 1.282 1.316 5.14373064 37.18 1 1743.171103 3 581.7290039 0.777507582 0.000451776 58.31629435GLLHPQQLHLLSR 6 40804742 1xTMT6plex [N-Term] 1.178 1.069 4.623164177 50.96 0 1741.043438 4 436.0158691 -1.029025158 -0.000447894 49.87944345KFNHDGEEEEEDDDYGSR 2 40804742 2xTMT6plex [N-Term; K1] 2.211 3.221349001 4.74 1 2629.169053 4 658.0462646 -2.215382933 -0.001456154 22.57232203SSDTNIFDSNVPSNK 6 40804742 2xTMT6plex [N-Term; K15] 2.053 1.593 2.36 3.167924166 43.42 0 2083.070784 2 1042.038208 -0.789312772 -0.000822097 49.43391254VSTSSQESK 6 40804742 2xTMT6plex [N-Term; K9] 1.002 1.307 1.399 4.057227612 50.64 0 1410.784044 2 705.8951416 -0.735624194 -0.000518903 19.0019742433946291 LPCAT1 lysophosphatidylcholine acyltransferase 1 79888 NP_079106.3 23.22097378 1 10 10 56 534 59.113 6.02 0.95 1.04 0.96 0.98 Significant 0.000838

MYGAQEDGSVGEGDLSCILK 8 33946291 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C17] 0.975 0.946 1.086 5.795935631 55.37 0 2587.27841 3 863.0952759 -2.757953398 -0.002378531 70.34353624
WPQIMIFPEGTCTNR 6 33946291 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.534 0.815 0.896 4.454761982 24.45 0 2079.035318 3 693.6825562 -1.059463949 -0.000734221 90.2781344

TCLITFKPGAFIPGAPVQPVVLR 10 33946291 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 2.063 1.946 1.088 6.043613911 22.25 0 2939.730897 3 980.5813599 -0.466294435 -0.000456927 99.83541644AAPASSAGASDAR 2 33946291 1xTMT6plex [N-Term] 0.869 4.595217228 38.56 0 1360.701822 2 680.8544312 -0.173862715 -0.000118288 15.63117891LPADTCLLEFAR 4 33946291 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.017 0.904 3.510430336 35.19 0 1634.877344 2 817.9420776 -0.284667571 -0.000232698 78.87938701TLDTIQLAFK 4 33946291 2xTMT6plex [N-Term; K10] 1.116 0.968 4.157232761 52.95 0 1607.977265 2 804.4901733 -2.608755984 -0.00209741 76.62397094NPFVHELR 8 33946291 1xTMT6plex [N-Term] 0.838 0.995 0.88 2.779786348 29.21 0 1240.699972 3 414.2381287 -0.112197691 -4.64E-05 46.5739034ITFADFHR 6 33946291 1xTMT6plex [N-Term] 0.811 1.065 0.863 3.507195473 41.73 0 1235.673423 3 412.5621643 -1.200301027 -0.000494393 48.45334443AIDQEEK 6 33946291 2xTMT6plex [N-Term; K7] 0.939 1.059 1.031 2.954521894 32.94 0 1290.730552 2 645.8690186 0.16125703 0.00010407 23.20966576GLGLKPEK 2 33946291 3xTMT6plex [N-Term; K5; K8] 1.341 1.138 2.118646145 0 1529.002975 3 510.3385925 -1.145152846 -0.000583647 40.78829642
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

13376243 MCMBP mini-chromosome maintenance complex-binding protein isoform 1 79892 NP_079110.1 22.58566978 1 11 11 42 642 72.934 5.87 1.18 1.21 1.02 1.14 Significant 0.00268
DVAECGPQQELDLNSPR 2 13376243 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.729 3.827658415 37.36 0 2157.044362 2 1079.026245 0.39479224 0.000425792 43.44919186KNDPQSITADDLHQLLVVAR 4 13376243 2xTMT6plex [N-Term; K1] 1.183 1.27 5.567568779 33.59 1 2691.519384 4 673.6329956 -3.429708952 -0.002307782 71.13811612IIQHLVPASFR 6 13376243 1xTMT6plex [N-Term] 1.148 1.254 1.278 4.090749741 33.42 0 1509.910299 3 503.9747925 -0.314428343 -0.000158253 62.78794563VSPSTSYTPSR 6 13376243 1xTMT6plex [N-Term] 1.302 1.127 1.032 3.41084671 34.75 0 1410.742624 2 705.8746338 -0.449041423 -0.000316741 24.35385755EAYVNANQAR 6 13376243 1xTMT6plex [N-Term] 1.324 1.065 0.965 3.574023962 35.3 0 1364.711993 2 682.8585205 -1.633065721 -0.001114332 20.47883716FLEYSISDEITK 2 13376243 2xTMT6plex [N-Term; K12] 1.388 3.632027149 22.58 0 1903.046466 3 635.0197754 -0.889914227 -0.000564516 75.41360593VHSPPASLVPR 5 13376243 1xTMT6plex [N-Term] 1.203 1.191 3.295951128 14.22 0 1388.82115 3 463.6117859 -0.248558991 -0.000115068 36.57067915RLETEASTGQQLNSLNLSSPFDLNFPLPGEK 3 13376243 2xTMT6plex [N-Term; K31] 100 100 1.302428961 3.37 1 3861.043452 3 1287.68689 0.689807133 0.000887792 98.00782799IHVILAQK 2 13376243 2xTMT6plex [N-Term; K8] 1.068 2.992978334 19.84 0 1379.913877 3 460.643219 0.889049993 0.000408937 54.62932119DVLPLGK 4 13376243 2xTMT6plex [N-Term; K7] 0.908 2.893697262 25.99 0 1199.77638 2 600.3919678 0.232115651 0.000139243 56.36352078IYLTLLR 2 13376243 1xTMT6plex [N-Term] 0.969 2.174220562 4.22 0 1120.729147 2 560.8684692 0.459519202 0.000257498 75.09822864153792148 THNSL1 threonine synthase-like 1 79896 NP_079114.3 3.230148048 1 2 2 6 743 83.017 7.12 0.85 0.87 0.8 0.84 Significant 0.000614 LAQTFSPSIDILK 2 153792148 2xTMT6plex [N-Term; K13] 0.868 4.114323616 16.99 0 1891.130471 3 631.0480347 -0.486564046 -0.000306719 83.1309074LESQHHFQIEK 4 153792148 2xTMT6plex [N-Term; K11] 0.845 0.8 3.04696703 8.99 0 1854.027403 4 464.2610168 -2.786019872 -0.001291339 39.516882913376259 NUP85 nuclear pore complex protein Nup85 isoform 1 79902 NP_079120.1 29.26829268 1 16 16 78 656 74.971 5.55 1.34 1.33 1.35 1.34 Significant 0.0000186 GCFSDLDLIDNLGPAMMLSDR 5 13376259 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.09 0.733 1.163 4.94269228 24.6 0 2569.229796 3 857.0826416 1.391609537 0.001191788 103.9619145EADASPASAGICR 6 13376259 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.389 1.523 1.964 4.202262878 50.33 0 1533.752872 2 767.3787842 -1.682187967 -0.00129003 21.8569252ELLSNWYHFLVTR 6 13376259 1xTMT6plex [N-Term] 1.186 2.242 1.349 5.42538166 35 0 1907.037684 3 636.3493652 -2.171780301 -0.001380556 98.55189893FADAASLLLSLMTSR 8 13376259 1xTMT6plex [N-Term] 1.616 1.66 1.237 4.0202384 59.38 0 1825.009086 2 913.0091553 1.067308042 0.000973923 113.119121KLFNESHGIFLGLQR 7 13376259 2xTMT6plex [N-Term; K1] 1.564 1.703 1.546 6.460148335 36.52 1 2217.290828 4 555.0776367 -0.952087553 -0.000527764 64.68077028IMLGDEAALLEQK 4 13376259 2xTMT6plex [N-Term; K13] 1.058 1.074 3.556774616 40.58 0 1889.081806 3 630.3653564 -0.153547645 -9.67E-05 79.11046407YLQDSTFATSPHLESLLK 2 13376259 2xTMT6plex [N-Term; K18] 0.908 4.096826077 8.98 0 2508.375011 3 836.7952271 -1.548037131 -0.001294353 77.22731321RPVHGESDTEQLQDDDIETTK 6 13376259 2xTMT6plex [N-Term; K21] 1.395 1.078 1.38 6.250532627 43.24 0 2871.43723 4 718.6143799 -0.53628153 -0.000384975 31.69535731LFNESHGIFLGLQR 4 13376259 1xTMT6plex [N-Term] 0.949 0.975 5.259081364 35.33 0 1860.032933 3 620.682251 -0.394299638 -0.00024447 71.94004361DAAFATLVSDR 4 13376259 1xTMT6plex [N-Term] 1.309 1.251 4.000126839 42.19 0 1394.74771 2 697.8765869 -1.299612727 -0.000906316 55.46788714DVDVYSQILR 6 13376259 1xTMT6plex [N-Term] 1.215 1.112 1.108 3.907702208 33.2 0 1436.79466 2 718.8998413 -1.568785628 -0.001127011 58.62593228AKDAAFATLVSDR 4 13376259 2xTMT6plex [N-Term; K2] 1.496 1.014 3.596216202 10.8 1 1823.042719 3 608.3516846 -1.216696153 -0.000739363 55.72244962WQHWHEECER 4 13376259 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.467 1.324 3.221745729 12.49 0 1725.775339 4 432.1990356 -0.594458532 -0.000256475 26.02920152IDEELTGK 4 13376259 2xTMT6plex [N-Term; K8] 1.547 1.393 3.26043725 30.62 0 1362.788067 2 681.8980103 0.496553961 0.000338349 45.29590089IPLNTEQK 6 13376259 2xTMT6plex [N-Term; K8] 1.461 1.179 1.33 2.872287273 39.81 0 1400.851336 2 700.9284668 -1.198696969 -0.000839598 44.73333328SEMVPSCPFIYIIR 2 13376259 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.734 2.643710613 7.29 0 1941.017543 2 971.0087891 -3.730571641 -0.003620552 88.5723245229294647 AGO3 protein argonaute-3 isoform a 192669 NP_079128.2 16.51162791 1 4 9 36 860 97.298 9.11 1 1.19 1.03 1.07 Significant 0.00301 AQPVIQFMCEVLDIHNIDEQPRPLTDSHR 6 29294647 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.822 1.187 1.031 5.964130402 27.27 0 3687.8573 5 738.3776855 0.548175868 0.000404319 102.4840868HTYLPLEVCNIVAGQR 2 29294647 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.176 5.332529068 26.82 0 2099.12691 3 700.3810425 0.792796947 0.000554727 73.64514993TLPEPLELDKPISTNPVHAVDVVLR 2 29294647 2xTMT6plex [N-Term; K10] 0.994 5.248184204 30.53 0 3210.85022 4 803.4672852 -0.905951633 -0.000727219 87.41062361

YPHLPCLQVGQEQK 6 29294647 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.261 1.048 1.129 4.794022083 38.99 0 2155.173415 3 719.0591431 -4.89028433 -0.003513137 59.17075854QEIIQDLASMVR 4 29294647 1xTMT6plex [N-Term] 1.046 3.516428947 40.44 0 1631.898807 2 816.4534912 0.550507097 0.000449186 90.19798484DAGMPIQGQPCFCK 2 29294647 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C11; C13] 0.972 2.987932682 19.32 0 2067.022594 3 689.6786499 -0.579409713 -0.000399218 53.97469408
SANYETDPFVQEFQFK 2 29294647 2xTMT6plex [N-Term; K16] 1.074 3.327791214 25.89 0 2408.217448 3 803.4095459 -1.396599253 -0.001121105 78.59831802ELLIQFYK 6 29294647 2xTMT6plex [N-Term; K8] 1.227 1.085 1.158 3.861182213 40.32 0 1511.923773 2 756.4656982 0.229525047 0.000173512 81.15810545TPVYAEVK 6 29294647 2xTMT6plex [N-Term; K8] 1.269 1.166 1.219 3.127712727 36.9 0 1364.818973 2 682.9122925 -1.220021919 -0.000832555 40.69680141

33359221 KIAA0319L dyslexia-associated protein KIAA0319-like protein 79932 NP_079150.3 3.145853194 1 4 4 12 1049 115.586 6.05 1.18 0.99 1.2 1.13 Significant 0.00353
ISEDTAILK 2 33359221 2xTMT6plex [N-Term; K9] 0.954 2.711681366 18.26 0 1447.877217 2 724.4418335 -0.570592453 -0.000413074 54.54740984GIVSYLWTR 4 33359221 1xTMT6plex [N-Term] 1.182 0.762 2.391083002 25.56 0 1323.762238 2 662.3848877 0.197135571 0.00013048 71.82565734ADFLIFR 4 33359221 1xTMT6plex [N-Term] 1.15 1.201 2.390966654 19.25 0 1110.650897 2 555.826355 -4.918934545 -0.00273161 71.1194553IISYLWEK 2 33359221 2xTMT6plex [N-Term; K8] 1.06 1.94239378 0.55 0 1509.908123 2 755.4572754 -0.56203337 -0.000424309 85.71890827

27363457 ADCK4 aarF domain-containing protein kinase 4 isoform a 79934 NP_079152.3 12.68382353 1 4 4 16 544 60.031 7.23 0.49 1.2 1.49 1.06 Non-Significant 0.0703
VASLEEVPFAAASIGQVHQGLLR 7 27363457 1xTMT6plex [N-Term] 1.484 1.978 1.828 5.820173264 50.96 0 2621.461251 3 874.4907227 -1.387142857 -0.001212114 88.30009597EFGTEFTDHYIEVVK 6 27363457 2xTMT6plex [N-Term; K15] 1.093 0.959 1.072 4.906585217 34.77 0 2272.19017 3 758.0697021 1.928868177 0.001460918 75.96287031EAACAQNFR 2 27363457 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.744 3.565904617 22.47 0 1295.636386 2 648.3222046 0.576473226 0.00037345 20.79553855IQYPGIAQSIQSDVQNLLAVLK 1 27363457 2xTMT6plex [N-Term; K22] 0.057 1.276585221 0.68 0 2856.6599 3 952.8884277 -3.210003009 -0.003056629 111.4917434

13376331 L2HGDH L-2-hydroxyglutarate dehydrogenase, mitochondrial precursor 79944 NP_079160.1 19.43844492 1 7 7 44 463 50.284 8.15 1.15 1.12 0.97 1.08 Significant 0.00265
LASQNFSYGVTEMYK 4 13376331 2xTMT6plex [N-Term; K15] 0.82 0.82 3.002387047 33.31 0 2196.141112 2 1098.574341 0.133507188 0.0001466 67.4369353FIPEITISDILR 14 13376331 1xTMT6plex [N-Term] 1.226 1.13 0.951 3.763171911 56.55 0 1645.972624 2 823.489502 -0.544980965 -0.000448512 106.3416014AQALDRDGNLVEDFVFDAGVGDIGNR 4 13376331 1xTMT6plex [N-Term] 100 0.876 5.509225368 36.57 1 2992.496192 3 998.1692505 -1.000541008 -0.000998038 92.3528798GDYLLLKPEK 6 13376331 3xTMT6plex [N-Term; K7; K10] 1.001 1.232 0.985 2.795674086 12.96 0 1863.155847 3 621.7228394 -1.01018044 -0.000627375 59.44776148ISELSGCTPDPR 8 13376331 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.097 1.089 0.785 3.587820292 77.73 0 1560.788923 2 780.8997803 2.153383347 0.001680488 49.01124135LIQQEDIK 6 13376331 2xTMT6plex [N-Term; K8] 0.979 1.021 0.986 3.178819656 35.57 0 1444.877551 2 722.9429321 0.717533338 0.000518374 43.71556733LQALYEK 2 13376331 2xTMT6plex [N-Term; K7] 1.236 2.684205532 20.94 0 1322.808409 2 661.9082642 0.637212696 0.000421455 57.48136343171460958 NOL10 nucleolar protein 10 isoform 1 79954 NP_079170.2 12.64534884 1 9 10 45 688 80.251 8.46 1.27 1.16 1.21 1.21 Significant 0.000686 KDLENLGLTHLIGSPFLR 4 171460958 2xTMT6plex [N-Term; K1] 1.794 1.429 5.931210995 36.31 1 2481.45935 4 621.1188354 -2.352588659 -0.001459463 86.6682723LKEDQQTVLKPQFYEIK 4 171460958 4xTMT6plex [N-Term; K2; K10; K17] 1.263 1.357 5.438409805 11.76 1 3023.79511 4 756.7003174 -5.182242242 -0.00391751 65.52075727DLENLGLTHLIGSPFLR 6 171460958 1xTMT6plex [N-Term] 1.491 0.856 1.11 7.106038094 42.39 0 2124.201455 3 708.7382813 -0.548116563 -0.000388103 93.59373319SLPNILTDDR 4 171460958 1xTMT6plex [N-Term] 0.755 0.849 3.437081337 33.35 0 1372.76336 2 686.8843994 -1.338680743 -0.000918846 54.82173902DHQYGLPIK 6 171460958 2xTMT6plex [N-Term; K9] 1.447 1.415 1.301 3.769620895 31.65 0 1528.888784 3 510.3002319 -1.727881875 -0.00088058 42.60422167LLNPLVSK 6 171460958 2xTMT6plex [N-Term; K8] 1.084 0.997 1.02 3.104492903 25.28 0 1341.886993 2 671.4457397 -2.079599717 -0.001395294 66.44581991LIEEEEEK 8 171460958 2xTMT6plex [N-Term; K8] 0.938 1.013 3.261342764 33.39 0 1476.819761 2 738.9110718 -3.314036988 -0.002447118 39.45216076IVFLHNDR 4 171460958 1xTMT6plex [N-Term] 1.23 1.419 2.998238087 31.03 0 1242.715622 3 414.9100037 -0.132181224 -5.48E-05 40.22530172LLQQEEK 4 171460958 2xTMT6plex [N-Term; K7] 1.062 0.931 2.871160984 24.88 0 1345.809137 2 673.4102173 2.987741874 0.002010465 35.81947808LIEEEEEKQK 3 171460958 3xTMT6plex [N-Term; K8; K10] 1.12 1.135 2.59862566 0.23 1 1962.136234 3 654.7167969 -0.20192023 -0.000132065 38.6870507155749804 ERMP1 endoplasmic reticulum metallopeptidase 1 79956 NP_079172.2 21.57079646 1 15 15 74 904 100.167 7.52 1.02 1.12 1.12 1.09 Significant 0.00094 TTGSPENEILTVHYLLEQIK 10 55749804 2xTMT6plex [N-Term; K20] 1.183 1.144 0.763 6.701347828 47.77 0 2743.528217 3 915.1838989 3.253670689 0.002975512 104.429144HPFASVVAQEVFQSGIIPSDTDFR 10 55749804 1xTMT6plex [N-Term] 0.886 1.087 1.159 7.263985634 53.18 0 2876.478023 3 959.4978027 0.289153304 0.000277248 92.93883511ELVFQTGPENPWLVQAYVSAAK 4 55749804 2xTMT6plex [N-Term; K22] 1.372 1.369 5.741974354 53.38 0 2905.586401 3 969.1984863 -1.89112794 -0.001831612 99.40016688LIEVQSNSLHK 2 55749804 2xTMT6plex [N-Term; K11] 1.14 4.440040112 44.17 0 1726.02634 3 576.0123901 -2.157035357 -0.001241033 48.23645833AQEPLVDGCSGGGR 2 55749804 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.66 4.0356493 37.66 0 1631.800885 2 816.404541 0.564303684 0.000460416 26.78146137HLATSDMLAAASK 2 55749804 2xTMT6plex [N-Term; K13] 1.039 4.161865711 34.8 0 1773.993326 3 592.0023193 -0.519056174 -0.000306934 57.94609317AFINLEAAGVGGK 4 55749804 2xTMT6plex [N-Term; K13] 100 0.84 4.148931026 29.58 0 1705.004877 3 569.0057983 -1.193427946 -0.000678267 71.47463859KNWYLPAPEVSPR 2 55749804 2xTMT6plex [N-Term; K1] 1.095 5.080232143 29.5 1 2015.147852 3 672.3849487 -3.751272436 -0.00251979 60.27808128AGDNILAVLK 4 55749804 2xTMT6plex [N-Term; K10] 0.986 0.889 3.32691431 54.17 0 1471.924835 2 736.4650879 -1.315473931 -0.000968139 80.32918965GAGTGLSEVR 6 55749804 1xTMT6plex [N-Term] 1.075 1.082 1.401 3.093805313 57.71 0 1175.658167 2 588.3327026 -0.032319397 -1.90E-05 25.16947841GEFDALQAR 8 55749804 1xTMT6plex [N-Term] 1.062 1.084 0.962 3.391191244 35.67 0 1235.658167 2 618.3325195 -0.327119191 -0.000202104 37.77103962EGAAAAPPPER 6 55749804 1xTMT6plex [N-Term] 1.139 1.54 1.029 3.639783144 30.32 0 1294.69528 2 647.850708 -0.881291832 -0.000570502 18.72336806EQTPWDSIK 6 55749804 2xTMT6plex [N-Term; K9] 1.099 2.19 1.398 3.624387026 36.11 0 1561.862629 2 781.4347534 -0.255364367 -0.000199422 52.4275934SPQLDALK 6 55749804 2xTMT6plex [N-Term; K8] 0.977 1.005 1.13 2.984099627 44.63 0 1329.814222 2 665.4104614 -0.433284911 -0.000288094 49.74310174ILTDSIQR 2 55749804 1xTMT6plex [N-Term] 0.989 2.433729172 9.32 0 1174.699303 2 587.8539429 1.111707638 0.000652961 38.2927288

157671945 CPED1 cadherin-like and PC-esterase domain-containing protein 1 isoform 1 precursor 79974 NP_079189.4 0.974658869 1 1 1 6 1026 117.416 8.09 0.56 0.66 0.54 0.59 Significant 0.00398
KAEGTPCISK 6 157671945 3xTMT6plex [N-Term; K1; K10]; 1xCarbamidomethyl [C7] 0.562 0.655 0.539 3.62101531 19.17 1 1778.044917 3 593.3505249 -4.440361936 -0.002631721 17.54180009

223972618 DSN1 kinetochore-associated protein DSN1 homolog isoform 1 79980 NP_079194.3 12.64044944 1 4 4 14 356 40.042 7.05 1.54 1.27 1.47 1.43 Significant 0.0032
QTWDQLLLHYQQEAK 2 223972618 2xTMT6plex [N-Term; K15] 1.69 2.833458662 10.91 0 2359.281051 3 787.098877 0.435089908 0.000342166 75.53664096HFADGLETDGTLQK 4 223972618 2xTMT6plex [N-Term; K14] 1.159 1.856 3.611581564 25.99 0 1990.064576 3 664.024231 -3.234306556 -0.002145493 47.77142076ASSLSEELK 4 223972618 2xTMT6plex [N-Term; K9] 1.733 1.259 3.465432644 36.86 0 1421.825181 2 711.4147949 -2.016926053 -0.001433858 42.89091279VSVQLGK 4 223972618 2xTMT6plex [N-Term; K7] 1.487 1.212 2.563501596 23.14 0 1188.771629 2 594.8895874 0.226094467 0.000134387 43.81056128117553586 DOCK5 dedicator of cytokinesis protein 5 80005 NP_079216.4 17.70053476 1 26 26 107 1870 215.172 7.96 1.31 1.39 1.4 1.37 Significant 0.000434 EATVEDLGQHETVIPGELPLVQELTSTLR 6 117553586 1xTMT6plex [N-Term] 100 1.886 1.919 4.656872749 29.06 0 3403.815795 3 1135.279297 2.215894001 0.002514165 108.6044547

DSFQIATLICSTK 2 117553586 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C10] 1.303 3.598145247 51.24 0 1942.07197 2 971.5390015 -0.640408971 -0.00062186 80.23294465
NDIYVTLIHGEFDK 2 117553586 2xTMT6plex [N-Term; K14] 1.328 4.046261311 31.88 0 2122.158476 3 708.0578003 0.174901597 0.000123723 75.41124105RPFGVAVMDITDIIHGK 4 117553586 2xTMT6plex [N-Term; K17] 1.282 1.362 5.233154774 25.65 0 2327.330978 4 582.5875244 -1.164627539 -0.000677618 90.24074117QISTEEISPLENAIETMELTNER 2 117553586 1xTMT6plex [N-Term] 1.236 4.823680878 35.56 0 2876.439648 3 959.4840088 -0.756182322 -0.000725038 98.05325465QLIMSPLITSHVIGENEPLTSVLNK 6 117553586 2xTMT6plex [N-Term; K25] 0.936 0.666 100 6.44072628 41.75 0 3191.811391 3 1064.605957 -2.529424599 -0.002691149 100.0694093VFDYEGLGNLLK 6 117553586 2xTMT6plex [N-Term; K12] 1.676 1.53 1.511 3.983710051 49.99 0 1826.046407 3 609.3536987 0.074456709 4.53E-05 89.82761754LIALQMPLLTEGIR 10 117553586 1xTMT6plex [N-Term] 1.53 1.397 1.688 3.810334682 50.76 0 1797.086943 3 599.7003784 -0.200611381 -0.000120172 103.4859893LNNLQAVFTDLSSMDLIRPR 4 117553586 1xTMT6plex [N-Term] 1.006 1.553 4.389546394 13.52 0 2532.380558 3 844.7988892 0.614552368 0.00051876 112.078762YLQEHPEDQEK 6 117553586 2xTMT6plex [N-Term; K11] 1.47 1.29 1.285 2.975622177 28.48 0 1873.969613 3 625.3279419 -0.181809995 -0.000113569 26.71653616LYQEIISYFDK 6 117553586 2xTMT6plex [N-Term; K11] 0.822 1.648 3.178082705 29.78 0 1877.046073 3 626.3529663 -0.920027613 -0.000575645 106.7027233ASFYENIIK 6 117553586 2xTMT6plex [N-Term; K9] 1.554 1.302 1.489 3.593066216 48.34 0 1542.893201 2 771.9515991 1.763357429 0.001360336 64.07092953NLVTFTPSK 2 117553586 2xTMT6plex [N-Term; K9] 0.838 3.441238403 27.14 0 1464.882636 2 732.9452515 0.402776081 0.00029501 55.69475878LIALQMPLLTEGIR 2 117553586 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.27 3.058408737 23.71 0 1813.081858 3 599.7003784 -0.200611381 -0.000120172 103.4859893LMNPDGTTLQDGR 2 117553586 1xTMT6plex [N-Term] 1.15 3.919632912 29.09 0 1646.836935 2 823.9221191 0.015934334 1.31E-05 40.97450368GQGLWVSLK 2 117553586 2xTMT6plex [N-Term; K9] 1.19 3.15440774 27.9 0 1445.888056 2 723.4478149 0.205550361 0.000148601 68.47734005AFGVAFVK 6 117553586 2xTMT6plex [N-Term; K8] 1.461 1.584 1.08 3.156704664 42.69 0 1296.808015 2 648.9070435 -0.928923883 -0.000602318 67.13454735IVESTLFR 6 117553586 1xTMT6plex [N-Term] 1.546 2.263 2.946165085 30.91 0 1193.70914 2 597.3580933 -0.192447687 -0.000114863 65.58349499FYLTLPGTK 2 117553586 2xTMT6plex [N-Term; K9] 1.697 2.797585964 22.62 0 1497.908123 3 499.9751587 1.869303048 0.000933348 76.55659822LTEQLKPLHER 2 117553586 2xTMT6plex [N-Term; K6] 1.191 3.245993853 18.87 0 1822.095088 4 456.2791443 -0.187274289 -8.53E-05 41.71473906SVVYYQVK 3 117553586 2xTMT6plex [N-Term; K8] 0.975 0.957 1.954347134 3.59 0 1443.861173 2 722.4335327 -0.958395681 -0.000691895 47.33015952MTSTTPPGEDIK 4 117553586 2xTMT6plex [N-Term; K12] 0.875 2.011 3.237033129 20.74 0 1734.934808 2 867.9690552 -2.290505914 -0.001986939 41.18051434LLPGDLTQVQK 4 117553586 2xTMT6plex [N-Term; K11] 1.503 1.393 3.180253983 28.48 0 1670.025278 3 557.3469238 0.563209664 0.000313525 65.81789561VSLVCQIVR 2 117553586 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.938 2.91301322 25.11 0 1302.776508 2 651.8913574 -0.821127986 -0.000534873 60.87956319VGHMELK 2 117553586 2xTMT6plex [N-Term; K7] 1.12 3.032730341 12.26 0 1271.754599 3 424.5899353 0.513871311 0.000217839 45.57233816KSGIPTSEPGSQ 6 117553586 2xTMT6plex [N-Term; K1] 1.653 1.896 1.681 3.275470257 20.26 1 1645.916121 2 823.4607544 -1.147647145 -0.000944465 29.24731112GYTLQNK 2 117553586 2xTMT6plex [N-Term; K7] 1.263 2.305380106 2.86 0 1281.756708 2 641.380249 -2.719824366 -0.001743077 46.1593997513376429 FAM192A protein FAM192A 80011 NP_079222.1 22.44094488 1 4 5 23 254 28.895 5.45 1.12 1.09 0.98 1.06 Significant 0.0016 FVSEAELDER 6 13376429 1xTMT6plex [N-Term] 1.178 1.13 1.072 3.931068659 59.93 0 1423.72664 2 712.3665771 -0.535449084 -0.000381167 44.63263573GLDEDETNFLDEVSR 6 13376429 1xTMT6plex [N-Term] 1.065 0.82 0.734 3.999483585 56.81 0 1967.939546 2 984.4717407 -1.697585017 -0.001670372 65.48733841LKPDPEPDDKNQEPSSCK 3 13376429 4xTMT6plex [N-Term; K2; K10; K18]; 1xCarbamidomethyl [C17] 1.112 1.535 3.162312269 6.91 1 3000.611802 4 750.9085083 0.133683779 0.000100283 37.1867428IVSSIFR 4 13376429 1xTMT6plex [N-Term] 1.053 0.778 2.158210516 13.71 0 1050.650897 2 525.8290405 -0.087684037 -4.61E-05 68.02960792QQEILEK 8 13376429 2xTMT6plex [N-Term; K7] 1.176 0.959 2.07571125 9.18 0 1345.809137 2 673.4085693 0.53873306 0.000362516 35.58327755

38679914 NAA25 N-alpha-acetyltransferase 25, NatB auxiliary subunit 80018 NP_079229.2 11.6255144 1 9 9 37 972 112.221 6.64 1.16 1 1.08 1.08 Significant 0.00182
VQSSYLHSLLEMGELLK 2 38679914 2xTMT6plex [N-Term; K17] 1.013 4.363053322 37.74 0 2405.351439 3 802.4573975 2.577711811 0.002066768 107.6956724LEELILEDTSLSPEER 8 38679914 1xTMT6plex [N-Term] 1.009 1.026 0.888 4.742715836 53.29 0 2102.106611 3 701.3743896 0.953741025 0.000668288 85.32970689FINQLLGVVPLSTPTEDK 4 38679914 2xTMT6plex [N-Term; K18] 1.557 1.597 5.12527132 59.32 0 2429.405583 3 810.4699707 -4.208433 -0.003407997 104.1501569LLLQQLEATLETGKR 3 38679914 2xTMT6plex [N-Term; K14] 1.084 0.868 3.444924116 8.16 1 2171.316374 3 724.4419556 -2.330651047 -0.00168686 99.2365175YQHGLEFGK 2 38679914 2xTMT6plex [N-Term; K9] 1.231 3.720598459 17.58 0 1536.857484 3 512.9567261 -1.209739591 -0.000619732 40.82768537IPEFIAFR 6 38679914 1xTMT6plex [N-Term] 1.15 0.872 1.177 2.578398943 14.79 0 1221.71931 2 611.3626099 -1.119179689 -0.000683662 77.88944645LISGLPSLNHPVEPK 2 38679914 2xTMT6plex [N-Term; K15] 1.243 2.386475325 2.97 0 2059.231582 3 687.0831909 1.669377032 0.001145878 69.24704027SLLDQLK 6 38679914 2xTMT6plex [N-Term; K7] 1.033 1.06 1.095 2.897681952 34.25 0 1274.808409 2 637.9082642 0.661205485 0.000421455 58.37057936LTSEIQSR 4 38679914 1xTMT6plex [N-Term] 0.941 0.955 2.473759413 18.23 0 1162.662918 2 581.835022 -0.129319242 -7.52E-05 29.38773427157426875 FBXL18 F-box/LRR-repeat protein 18 80028 NP_079239.3 22.42339833 1 10 10 42 718 78.869 8.27 1.03 0.96 1.03 1 Significant 0.000537 VVYMPALSDMLK 6 157426875 2xTMT6plex [N-Term; K12] 0.873 0.921 1.05 4.138875961 68.37 0 1825.03677 2 913.0198975 -2.329831483 -0.002126014 95.10976937AQSVGDSEVAAIGQLAFLR 8 157426875 1xTMT6plex [N-Term] 0.647 1.584 0.671 6.111126423 59.87 0 2161.181448 3 721.0654297 0.133368024 9.61E-05 86.85480422LAPGYINQEVVR 6 157426875 1xTMT6plex [N-Term] 1.168 0.934 0.969 4.094346523 47.44 0 1587.905607 2 794.4550781 -1.717847703 -0.00136389 51.03521947DVPLVHLDEITLFK 2 157426875 2xTMT6plex [N-Term; K14] 1.029 4.964409828 29.41 0 2097.235999 3 699.7503052 0.173441303 0.000121249 96.94474607SFQAERPALNVVIFPLLHEGLTDVIR 6 157426875 1xTMT6plex [N-Term] 1.165 1.206 1.416 6.908573627 34.55 0 3163.782919 4 791.7006226 -0.714007782 -0.000564741 107.2560944NVVLDALQLPK 4 157426875 2xTMT6plex [N-Term; K11] 1.231 0.971 4.134300709 36.39 0 1668.046013 3 556.6868896 0.061494294 3.42E-05 82.8721205

SLAIDVSPGFDASQLSSECK 2 157426875 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C19] 1.234 3.560869455 13.59 0 2569.321989 3 857.1102295 -2.27846625 -0.001951371 70.60893009
VGVQSCPSPFSGQACPQPSSVFWSLLK 2 157426875 2xTMT6plex [N-Term; K27]; 2xCarbamidomethyl [C6; C15] 1.549 2.236096382 24.36 0 3408.748474 3 1136.923096 1.836392278 0.0020866 106.8860509

APAQPAMHAVPR 4 157426875 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.889 0.716 3.719458818 39.43 0 1490.809933 3 497.6081543 -0.01592381 -7.91E-06 18.5047157SLQQSLLR 2 157426875 1xTMT6plex [N-Term] 1.038 2.964217186 17.81 0 1173.715288 2 587.3613281 0.078383575 4.60E-05 39.8048730318390331 GFM1 elongation factor G, mitochondrial isoform 2 85476 NP_079272.4 31.55792277 1 20 20 113 751 83.418 7.01 1.04 1.06 1.09 1.06 Significant 0.000187
QELIECVANSDEQLGEMFLEEK 2 18390331 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C6] 0.924 3.71308279 28.78 0 3069.516074 3 1023.843262 -0.274275726 -0.000280631 103.0900297

LEFSDETFGSNIPK 2 18390331 2xTMT6plex [N-Term; K14] 0.95 4.389260292 48.56 0 2042.084643 2 1021.546387 0.418198875 0.000426999 69.21563688SFTPVFLGSALK 20 18390331 2xTMT6plex [N-Term; K12] 1.191 1.117 1.096 4.744309425 61.42 0 1725.035114 2 863.0206909 -0.584842624 -0.000504437 86.83058226AIYFDGDFGQIVR 4 18390331 1xTMT6plex [N-Term] 1.146 0.967 5.096313953 44.39 0 1729.911087 2 865.4581909 -1.145408037 -0.000990727 80.93905769ETITAPVPFDFTHK 4 18390331 2xTMT6plex [N-Term; K14] 1.127 1.076 4.482207775 34.59 0 2061.142098 3 687.7184448 -0.638940588 -0.000438982 82.5584375GKDGVGAVMDSMELER 4 18390331 2xTMT6plex [N-Term; K2] 1.02 0.976 5.119140148 28.39 1 2152.114245 3 718.0429688 0.05012745 3.60E-05 57.06432481
EYGCPCITGKPK 5 18390331 3xTMT6plex [N-Term; K10; K12]; 2xCarbamidomethyl [C4; C6] 0.996 1.17 1.182 4.644434929 13.6 0 2097.143979 3 699.71875 -1.088237156 -0.00076073 38.75896191

YQPCLPSTQEDVINK 8 18390331 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 0.944 1.036 1.207 3.648522139 35.56 0 2250.18404 3 750.7325439 -0.427042431 -0.000320308 55.83064724
VIGVLEPLDPEDYTK 12 18390331 2xTMT6plex [N-Term; K15] 0.848 0.836 0.907 3.833546638 35.26 0 2146.204758 2 1073.604614 -1.30742622 -0.001403002 87.0179843YNVPFLTFINK 16 18390331 2xTMT6plex [N-Term; K11] 1.02 1.186 100 3.652994394 40.21 0 1814.061663 2 907.5352783 0.891282065 0.00080842 99.89843823QSGGAGQYGK 2 18390331 2xTMT6plex [N-Term; K10] 0.837 3.326668024 29.5 0 1410.774148 2 705.8900757 -0.902853808 -0.000636861 20.1624734YLEATGQLPVK 4 18390331 2xTMT6plex [N-Term; K11] 1.001 0.921 3.518122911 31.33 0 1676.998729 3 559.6708374 -0.45892281 -0.000256538 60.65518013GEYTMEYSR 6 18390331 1xTMT6plex [N-Term] 1.148 1.175 1.155 3.631748438 37.58 0 1364.635382 2 682.821228 -0.148615018 -0.000101403 28.23781264FVLQDGAHHMVDSNEISFIR 2 18390331 1xTMT6plex [N-Term] 1.239 4.009289265 17.03 0 2544.286658 4 636.8267212 -0.629922879 -0.000400676 64.99749196NIGISAHIDSGK 2 18390331 2xTMT6plex [N-Term; K12] 0.674 2.954102516 23.37 0 1669.96374 3 557.326416 0.571735094 0.000318259 54.54917235VIGVLEPLDPEDYTKLEFSDETFGSNIPK 2 18390331 3xTMT6plex [N-Term; K15; K29] 1.727587342 1.14 1 3940.108627 3 1314.038086 -2.264622208 -0.002974286 103.7343448

GFLDACEK 6 18390331 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.164 1.029 1.035 3.217162132 35.92 0 1397.749908 2 699.3761597 -3.48073288 -0.002432597 45.95344474
IPSISDLK 2 18390331 2xTMT6plex [N-Term; K8] 1.053 2.582118273 33.54 0 1330.834624 2 665.9213257 0.564485755 0.000375619 67.23379537VYFDTENK 4 18390331 2xTMT6plex [N-Term; K8] 0.982 0.881 3.691331148 28.16 0 1473.798966 2 737.4025269 -0.806846178 -0.000594565 45.72776185SYQGELK 6 18390331 2xTMT6plex [N-Term; K7] 1.008 1.167 1.389 2.672732592 21.21 0 1282.740723 2 641.873291 -1.105241866 -0.000708869 31.720065236029914 VCPIP1 deubiquitinating protein VCIP135 80124 NP_079330.2 8.346972177 1 9 9 44 1222 134.236 7.2 0.99 1.09 0.95 1.01 Significant 0.00169 SSGDYSATFLPGLIPAEK 8 36029914 2xTMT6plex [N-Term; K18] 1.123 0.995 1.058 4.799776077 27.96 0 2311.258584 2 1156.131836 -0.947126823 -0.001094527 87.27390142LVAAMEEVFMDK 8 36029914 2xTMT6plex [N-Term; K12] 0.802 0.904 0.751 3.359351635 39.44 0 1840.995299 3 614.3360596 -0.909263083 -0.000557983 109.5733392LEEDGGCVIGGDR 4 36029914 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.36 0.981 4.159421444 46 0 1605.774001 2 803.3875122 -3.894275242 -0.003126663 36.11397266DQSTEQSPSDLPQR 4 36029914 1xTMT6plex [N-Term] 0.844 0.893 3.766384125 37.69 0 1816.88745 2 908.9464111 -1.048416276 -0.000952427 20.18013075DGPSSAPATPTK 4 36029914 2xTMT6plex [N-Term; K12] 0.813 0.736 2.987442255 38.61 0 1586.879007 2 793.9428711 -0.341413868 -0.000270891 25.81101367AWGVPQDLIK 6 36029914 2xTMT6plex [N-Term; K10] 1.433 1.163 1.129 3.419267893 49.18 0 1584.951385 2 792.9785767 -0.951341285 -0.000753915 71.47806736ELQEQAEK 4 36029914 2xTMT6plex [N-Term; K8] 0.881 0.911 2.733594894 22.82 0 1432.80478 2 716.9057617 -0.372020325 -0.000266516 27.2459671EAVSQVR 2 36029914 1xTMT6plex [N-Term] 1.089 2.198325872 15.32 0 1017.589025 2 509.2977905 -0.70766812 -0.000360058 23.75296644LLSPILAR 4 36029914 1xTMT6plex [N-Term] 1.095 1.273 2.133478165 9.49 0 1111.740046 2 556.37323 -0.77585499 -0.000431275 65.1239591513376617 PTGES2 prostaglandin E synthase 2 isoform 1 80142 NP_079348.1 62.33421751 1 19 19 164 377 41.917 9.16 0.93 0.97 0.95 0.95 Significant 0.000148 TYLVSGQPLEEIITYYPAMK 16 13376617 2xTMT6plex [N-Term; K20] 0.844 0.961 1.044 5.699171543 51.84 0 2774.509062 4 694.3833008 0.83320146 0.000577931 101.8658525VMEGLDAFDDLMQHTHIQPWYLR 6 13376617 1xTMT6plex [N-Term] 1.22 1.324 1.261 6.103386402 32.88 0 3044.495998 4 761.8775635 -2.487841585 -0.001893556 107.6816494VMEGLDAFDDLMQHTHIQPWYLR 4 13376617 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.005 1.088 4.480902672 13.87 0 3060.490913 4 761.8775635 -2.487841585 -0.001893556 107.6816494EDLYEAADKWVAAVGK 4 13376617 3xTMT6plex [N-Term; K9; K16] 1.505 1.636 3.80092907 16.61 1 2452.369087 3 818.1282349 0.434057764 0.000354823 87.45798715DRPFMGGQKPNLADLAVYGVLR 2 13376617 2xTMT6plex [N-Term; K9] 1.064 7.853390694 23.23 0 2875.601674 4 719.6578369 2.727862597 0.001961062 81.82227204QWADDWLVHLISPNVYR 4 13376617 1xTMT6plex [N-Term] 0.449 4.661535263 28.88 0 2341.229066 3 781.0803833 -1.054936354 -0.000823283 105.6406814KVPILVAQEGESSQQLNDSSVIISALK 16 13376617 3xTMT6plex [N-Term; K1; K27] 1.015 0.965 0.965 8.816912651 66.44 1 3541.045574 4 886.0168457 -0.005901505 -5.22E-06 89.1784426AFLDFHALPYQVVEVNPVR 16 13376617 1xTMT6plex [N-Term] 0.905 1.084 0.885 5.742085934 53.31 0 2443.333532 3 815.1170654 1.27347291 0.001037173 90.39190231TPTEALASFDYIVR 24 13376617 1xTMT6plex [N-Term] 0.899 0.974 0.836 4.810362339 45.62 0 1811.974081 2 906.4906006 -0.086214326 -7.81E-05 83.65810527SAAQLSLSSR 4 13376617 1xTMT6plex [N-Term] 1.131 1.097 3.865459919 45.13 0 1248.71093 2 624.8589478 -0.249515064 -0.000155786 30.81119127FGAVEGAVAK 6 13376617 2xTMT6plex [N-Term; K10] 0.899 0.963 0.946 4.013194561 53.99 0 1406.840772 2 703.923584 -0.625629615 -0.000440081 52.45193564LQLTLYQYK 10 13376617 2xTMT6plex [N-Term; K9] 1.021 1.073 1.019 4.207326889 44.18 0 1627.98235 2 814.4955444 0.898023979 0.000730984 70.20488721AITEASPAH 14 13376617 1xTMT6plex [N-Term] 0.899 0.807 0.851 3.710955858 75.19 0 1125.610154 2 563.3087158 0.001022223 5.75E-07 104.1609967EAQQVYGGK 10 13376617 2xTMT6plex [N-Term; K9] 1.019 1.008 1.44 4.07512331 41.83 0 1437.8102 2 719.4072876 -2.017682646 -0.001450522 24.98075842EDLYEAADK 6 13376617 2xTMT6plex [N-Term; K9] 0.764 0.784 0.757 3.433982611 49.62 0 1511.79936 2 756.40271 -0.80485424 -0.000608389 39.31920966YWLMLNEK 6 13376617 2xTMT6plex [N-Term; K8] 0.994 0.917 3.406679869 33.03 0 1554.875442 2 777.9407959 -0.724992558 -0.000563637 75.51872867EVTEFGNK 6 13376617 2xTMT6plex [N-Term; K8] 1.067 0.799 0.897 3.805714846 32.07 0 1381.772751 2 691.3873291 -3.886251823 -0.002684958 38.62227319AVNEQGK 6 13376617 2xTMT6plex [N-Term; K7] 1.063 1.027 1.08 3.063229561 29.37 0 1203.709757 2 602.3585205 0.005811721 3.50E-06 26.03178758
TCPFCSK 2 13376617 2xTMT6plex [N-Term; K7]; 2xCarbamidomethyl [C2; C5] 1.005 2.833955526 17.66 0 1357.70085 2 679.354248 0.272426544 0.000184937 34.07047849

WVAAVGK 2 13376617 2xTMT6plex [N-Term; K7] 0.947 3.074066162 25.99 0 1188.7505 2 594.8779297 -1.612899427 -0.000958667 52.77127339156151381 THOC7 THO complex subunit 7 homolog isoform 1 80145 NP_079351.2 22.54901961 1 5 5 17 204 23.728 5.67 1.23 1.14 1.12 1.16 Significant 0.000845 LLIDGDGAGDDR 3 156151381 1xTMT6plex [N-Term] 0.941 1.18 3.978831291 40.82 0 1445.743353 2 723.376709 1.928889208 0.001394339 40.3914558TLLVYDMNLR 4 156151381 1xTMT6plex [N-Term] 0.842 0.993 3.50077939 34.02 0 1466.823852 2 733.9161987 0.865230638 0.00063457 70.17027006EMENYEK 6 156151381 2xTMT6plex [N-Term; K7] 1.565 1.509 1.21 3.07974124 33.19 0 1400.713188 2 700.8597412 -0.70100584 -0.000490954 28.26467268ELEALGK 2 156151381 2xTMT6plex [N-Term; K7] 1.074 2.495106936 25.73 0 1217.75056 2 609.3778076 -1.823826405 -0.001110483 46.17646396ESVEDKLELR 2 156151381 2xTMT6plex [N-Term; K6] 1.244 2.515252113 2.55 1 1675.963071 3 559.3255615 -0.560847493 -0.00031332 48.1101498156564398 TOE1 target of EGR1 protein 1 114034 NP_079353.3 14.31372549 1 5 5 19 510 56.512 7.18 1.42 1.64 1.55 1.54 Significant 0.00172 ATSEVPGSQASPNPVPGDGLHR 2 156564398 1xTMT6plex [N-Term] 1.285 4.330224514 59.89 0 2402.226166 3 801.4123535 -1.522959485 -0.001219498 47.84018076FVASYLEYAFR 2 156564398 1xTMT6plex [N-Term] 2.189 3.548434019 29.99 0 1594.846696 2 797.9255981 -1.740562867 -0.001387965 93.05402429EMWPSLLLAIK 8 156564398 2xTMT6plex [N-Term; K11] 1.371 1.711 1.488 3.290911436 20.78 0 1759.05922 2 880.0331421 -0.120979618 -0.000106405 109.2319138TLFLELIR 6 156564398 1xTMT6plex [N-Term] 1.497 1.786 1.688 3.408435106 27.47 0 1233.776825 2 617.3922119 0.260937082 0.000160969 92.20204971AADSDDGAVSAPAASDGGVSK 1 156564398 2xTMT6plex [N-Term; K21] 1.073 8.25 0 2306.151219 2 1153.576904 -2.032219836 -0.002343303 52.5629977613376717 OPA3 optic atrophy 3 protein isoform b 80207 NP_079412.1 38.54748603 1 6 6 38 179 19.984 8.91 0.85 0.86 0.86 0.86 Significant 0.0000151 DEVGHLALALEALQAQVQAAPPQGALEELR 12 13376717 1xTMT6plex [N-Term] 0.898 0.575 0.657 8.414748192 59.69 0 3366.821883 4 842.4596558 -1.511877759 -0.001272556 105.2353082SASHAVPASK 6 13376717 2xTMT6plex [N-Term; K10] 0.797 0.789 0.852 3.289312601 31.9 0 1412.826184 3 471.6136475 0.145157851 6.84E-05 20.06551336AQLCNPGR 4 13376717 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.437 0.986 2.451699257 21.35 0 1144.609443 2 572.807251 -1.937234477 -0.001108688 20.51168144LLYLGIR 6 13376717 1xTMT6plex [N-Term] 1.046 0.914 0.872 2.523777246 30.8 0 1076.702932 2 538.8552856 0.336702958 0.000181265 69.30008478TELQEVR 6 13376717 1xTMT6plex [N-Term] 0.921 1.067 1.303 2.638353348 23.26 0 1103.625804 2 552.3165894 0.08894404 4.91E-05 24.61546776HKEEEQR 4 13376717 2xTMT6plex [N-Term; K2] 1.002 0.56 1.781180143 6.58 1 1413.785047 3 471.9329224 -0.589665422 -0.000277887 13.0770343993204888 SPG11 spatacsin isoform 1 80208 NP_079413.3 1.350798199 1 2 2 12 2443 278.69 5.97 0.49 0.01 0.36 0.29 Non-Significant 0.184 AQAFISTQGLKPDTVAELVAEEVTR 2 93204888 2xTMT6plex [N-Term; K11] 0.653 3.751058817 5.59 0 3131.735249 3 1044.585571 2.206823578 0.002303729 101.8589769ISSFTSLK 10 93204888 2xTMT6plex [N-Term; K8] 0.485 0.01 0.354 2.828165531 19.3 0 1340.818973 2 670.913208 0.123764377 8.30E-05 61.2238236
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13376735 NAA50 N-alpha-acetyltransferase 50 isoform 1 80218 NP_079422.1 62.72189349 1 11 11 62 169 19.386 8.81 1.16 1.1 1.21 1.15 Significant 0.000755
FYKDVLEVGELAK 8 13376735 3xTMT6plex [N-Term; K3; K13] 1.532 1.457 1.05 4.266137123 18 1 2198.303968 3 733.43927 -0.323322623 -0.00023692 81.66985073

LAYFNDIAVGAVCCR 6 13376735 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C13; C14] 1.935 0.919 2.103 4.021154881 39.92 0 1957.982554 3 653.3323975 0.043290893 2.83E-05 77.50163204
IELGDVTPHNIK 6 13376735 2xTMT6plex [N-Term; K12] 1.371 1.15 1.186 3.797393322 32.12 0 1794.052555 3 598.6890869 0.085009877 5.08E-05 53.734469LYIMTLGCLAPYR 12 13376735 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.635 1.17 1.285 4.61104393 39.78 0 1799.97495 3 600.6620483 -1.865487333 -0.001119277 92.89349561KFGFEIIETK 4 13376735 3xTMT6plex [N-Term; K1; K10] 1.523 1.399 4.598909855 23.92 1 1899.155847 3 633.72229 -1.858758889 -0.001176691 72.21868223LNQVIFPVSYNDK 4 13376735 2xTMT6plex [N-Term; K13] 0.97 1.097 3.930116892 38.03 0 1995.131534 3 665.713623 -2.615175635 -0.001739206 76.73654014DVLEVGELAK 6 13376735 2xTMT6plex [N-Term; K10] 1.131 1.103 1.196 4.618507862 68.54 0 1530.91433 2 765.9605713 -0.303290567 -0.000232156 64.90758471VPSGQNADVQK 7 13376735 2xTMT6plex [N-Term; K11] 1.073 0.989 1.234 3.636958361 38.25 0 1600.905891 2 800.9555054 -1.347167141 -0.001078344 30.3340126FGFEIIETK 6 13376735 2xTMT6plex [N-Term; K9] 0.868 0.877 0.789 3.908211708 47.76 0 1541.897952 2 771.4527588 0.187417154 0.000144489 77.35526218VDHSQNQK 2 13376735 2xTMT6plex [N-Term; K8] 1.355 3.861942768 25.92 0 1413.785047 3 471.933136 -0.136365154 -6.43E-05 19.17674683
MLNHVLNICEK 1 13376735 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.042 2.589465618 0 1829.017767 3 610.3439941 -0.184442235 -0.000112449 67.2322102

20070344 TARS2 threonine--tRNA ligase, mitochondrial isoform a 80222 NP_079426.2 24.23398329 1 15 15 78 718 80.985 7.3 0.84 0.85 0.84 0.84 Significant 0.0000156 IDAVAWNTTPYQLAR 6 20070344 1xTMT6plex [N-Term] 0.75 1.014 0.756 4.363054276 33.58 0 1948.048977 2 974.5296631 1.577240568 0.001536271 70.40491356AAGLVSDLDADSGLTLSR 12 20070344 1xTMT6plex [N-Term] 0.908 0.837 0.824 5.7210145 86.16 0 1990.065415 3 664.0255127 -1.72353835 -0.001143318 70.80958546EFGEPWDLNSGDGAFYGPK 4 20070344 2xTMT6plex [N-Term; K19] 0.833 1.076 2.713745356 11.07 0 2544.244725 3 848.7540894 1.175097811 0.000996579 76.80342694VSGISFPTTELLR 6 20070344 1xTMT6plex [N-Term] 1.021 0.77 1.056 3.898736715 28.2 0 1648.947138 2 824.9776001 0.476519407 0.000392878 78.50899823GPSTEYGFYHDFFLGK 6 20070344 2xTMT6plex [N-Term; K16] 1.144 1.008 1.076 4.036063671 18.64 0 2323.17994 3 775.0653687 0.694116286 0.000537519 77.68177588LHTAVVSTPPR 4 20070344 1xTMT6plex [N-Term] 0.806 0.904 4.436126709 18.43 0 1406.831714 3 469.6177063 4.870068264 0.002283789 31.39403369LADFGALHR 6 20070344 1xTMT6plex [N-Term] 0.695 0.739 0.71 3.824423313 51.81 0 1228.699972 3 410.2380676 -0.262317203 -0.000107436 46.46588503HTGQIGGLK 2 20070344 2xTMT6plex [N-Term; K9] 0.815 3.7795856 24.5 0 1368.836355 3 456.9503174 0.032179477 1.47E-05 37.04485005FLTFDSPEGK 6 20070344 2xTMT6plex [N-Term; K10] 0.754 1.073 0.789 3.955478191 33.81 0 1598.88303 2 799.9446411 -0.640786986 -0.000512272 67.00965556SSGAPETLQR 6 20070344 1xTMT6plex [N-Term] 1.465 0.884 1.032 3.827898741 45.01 0 1274.690195 2 637.8480225 -1.119250882 -0.000713349 19.45003516LGEWDLPEAVQR 4 20070344 1xTMT6plex [N-Term] 1.047 0.815 3.628895521 28.04 0 1641.879787 2 821.4413452 -2.663252418 -0.00218637 67.90555237GSELPVLER 4 20070344 1xTMT6plex [N-Term] 1.823 0.882 2.880945444 19.8 0 1228.709868 2 614.8579102 -1.077689318 -0.000662084 44.05069374VPNAEEIF 4 20070344 1xTMT6plex [N-Term] 0.723 0.922 2.145166159 28.58 0 1147.619656 2 574.3133545 -0.194808118 -0.000111783 66.12742143LHLIEEK 6 20070344 2xTMT6plex [N-Term; K7] 0.904 0.795 0.823 2.659003019 16.56 0 1339.834958 3 447.2839355 1.713278648 0.00076517 48.15483814ISLPGGQK 2 20070344 2xTMT6plex [N-Term; K8] 0.814 2.608587027 29.37 0 1257.793093 2 629.3999023 -0.449225316 -0.000282516 45.43801776
157384956 NUBPL iron-sulfur protein NUBPL isoform 1 precursor 80224 NP_079428.2 40.43887147 1 9 9 44 319 34.061 9.04 0.97 1.08 0.98 1.01 Significant 0.00121

EASDTGQPIVFSQPESDEAK 2 157384956 2xTMT6plex [N-Term; K20] 3.015178204 28.12 0 2593.303362 2 1297.153076 -1.729950424 -0.002243143 50.50236929AIGLLDVDVYGPSVPK 10 157384956 2xTMT6plex [N-Term; K16] 0.933 0.939 0.922 4.511510849 56.16 0 2101.230913 2 1051.11853 -0.537400777 -0.000564602 86.80084324STTAVNLALALAANDSSK 7 157384956 2xTMT6plex [N-Term; K18] 0.675 0.846 0.764 6.307756424 41.94 0 2205.249082 3 735.7536621 -1.20130279 -0.000883057 85.21531694GLMVMSAIEK 4 157384956 2xTMT6plex [N-Term; K10] 0.903 0.917 4.368346214 61.58 0 1536.889378 2 768.9476929 -0.82556873 -0.000634404 71.64751736
VHVPVLGLVQNMSVFQCPK 4 157384956 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C17] 0.812 0.783 5.118382454 34.58 0 2610.466426 3 870.8265991 -0.452783727 -0.000393992 96.7399431

KLAQTLGLEVLGDIPLHLNIR 6 157384956 2xTMT6plex [N-Term; K1] 1.22 1.298 1.244 6.757311344 57.76 1 2771.69114 4 693.6719971 -9.013294586 -0.006245517 108.9662268QKPIEGVK 5 157384956 3xTMT6plex [N-Term; K2; K8] 1.426 1.383 1.192 2.250957251 2.93 0 1586.024439 3 529.3456421 -1.302596869 -0.00068865 35.05085058THIFGADGAR 4 157384956 1xTMT6plex [N-Term] 1.028 2.979376554 13.51 0 1273.68505 3 425.2335815 0.89603698 0.000380423 23.56693165IAVEVVR 2 157384956 1xTMT6plex [N-Term] 100 1.437 1.858302951 0 1014.650897 2 507.8286743 -0.812641264 -0.000412274 43.3122616713376751 PAAF1 proteasomal ATPase-associated factor 1 isoform 2 80227 NP_079431.1 8.163265306 1 3 3 10 392 42.163 6.32 1.1 0.95 1.07 1.04 Significant 0.00194
GGLGVSSSTDGTMK 2 13376751 2xTMT6plex [N-Term; K14] 0.791 3.672956944 56.15 0 1754.93587 2 877.9706421 -1.061377993 -0.000931325 36.28067483

SIHISCPK 6 13376751 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.099 1.068 1.065 2.597187757 10.62 0 1399.813177 3 467.2758484 -0.132141908 -6.17E-05 36.29089763IQSDWAQALR 2 13376751 1xTMT6plex [N-Term] 0.66 2.617912054 15.46 0 1416.779679 2 708.8990479 7.863172583 0.005570192 58.6209433794721336 RUFY1 RUN and FYVE domain-containing protein 1 isoform a 80230 NP_079434.3 26.55367232 1 14 15 72 708 79.767 5.74 1.05 0.99 1.02 1.02 Significant 0.000288
ELEPELEPGPGPGSALEPGEEFEIVDR 4 94721336 1xTMT6plex [N-Term] 100 0.95 5.099541664 39.85 0 3121.541471 3 1041.184448 -0.858288593 -0.000893061 81.28078539AAAGLGGGDSGDGTAR 6 94721336 1xTMT6plex [N-Term] 1.118 0.909 1.138 4.472774029 104.45 0 1561.776778 2 781.3911743 -1.092330999 -0.000852989 20.33247631ICSLQEEQQQLR 6 94721336 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.806 1.013 0.732 5.043008804 70.03 0 1760.916249 2 880.9602661 -1.699696643 -0.001496512 44.04623488

HLSCTVGDLQTK 2 94721336 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 0.839 4.128248215 45.75 0 1816.999139 3 606.3378296 -0.112262281 -6.80E-05 36.36373791
SFFGPLELVEK 10 94721336 2xTMT6plex [N-Term; K11] 1.055 0.814 1.073 4.539484501 57.88 0 1724.00348 2 862.5048828 -0.574589907 -0.000495297 95.5366609

IGALQLQLSQLHEQCSSLEK 2 94721336 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C15] 0.951 5.974183559 55.48 0 2740.50677 3 914.1729126 -0.943557979 -0.000861942 77.71136707VLLQSALSLGR 5 94721336 1xTMT6plex [N-Term] 1.054 1.011 0.809 3.969154596 35.92 0 1385.867765 2 693.4371948 -0.470753111 -0.000326201 75.48292361MELQQVEGLK 7 94721336 2xTMT6plex [N-Term; K10] 0.952 1.103 0.882 4.266228676 42.75 0 1632.939499 2 816.9709473 -2.989234294 -0.002440619 59.48972246LCPEASDIATSVR 6 94721336 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.076 1.006 1.419 3.081588984 28.37 0 1647.857337 2 824.4320068 -0.363968477 -0.000299884 48.73853877LQEELSAATDR 2 94721336 1xTMT6plex [N-Term] 0.991 3.983566523 47.37 0 1461.774653 2 731.3912354 0.370298612 0.000270647 45.09016393ELELQIGMK 6 94721336 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 0.86 0.979 0.872 2.55479002 33.92 0 1534.891487 2 767.9482422 -1.484805291 -0.001139507 57.5391139VELETYK 6 94721336 2xTMT6plex [N-Term; K7] 1.048 1.062 0.906 3.036651611 32.21 0 1339.787339 2 670.3972778 -0.044720483 -3.00E-05 46.82578898QQLEEVK 8 94721336 2xTMT6plex [N-Term; K7] 1.499 0.996 1.017 2.72909236 31.2 0 1331.793487 2 666.3994751 -1.361611019 -0.000906692 30.23592422DVQDLDGGKEHER 1 94721336 2xTMT6plex [N-Term; K9] 0.822 2.712836981 1 1956.018689 3 652.6766968 -1.611149212 -0.001050479 24.716151LLEKDTHEK 1 94721336 3xTMT6plex [N-Term; K4; K9] 1.301 2.087744236 1 1800.08341 4 450.7767334 0.94075849 0.000423361 34.41645256264681558 WDR26 WD repeat-containing protein 26 isoform a 80232 NP_079436.4 18.75945537 1 8 8 28 661 72.079 6.16 1.36 1.22 1.06 1.21 Significant 0.00506 GQFYQCDLDGNLLDSWEGVR 2 264681558 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.092 4.720928192 32.78 0 2601.224117 3 867.7446289 -1.839011571 -0.00159456 83.00563576LALLNVATQGVHLWDLQDR 8 264681558 1xTMT6plex [N-Term] 1.062 0.961 1.3 6.219475269 61.44 0 2391.334594 3 797.7822266 -1.031926902 -0.000822561 102.4661799LDNNLDSVSLLIDHVCSR 4 264681558 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.731 1.348 6.674143314 43.67 0 2299.191361 3 767.067688 -1.239503247 -0.000949952 83.67193009DTTVIIWQVDPDTHLLK 4 264681558 2xTMT6plex [N-Term; K17] 1.247 0.946 4.732399464 17.55 0 2452.385182 3 818.1329956 -0.305088124 -0.000249398 83.81116975LSQSDEDVIR 2 264681558 1xTMT6plex [N-Term] 1.03 3.57353425 24.73 0 1390.737539 2 695.8736572 1.796739539 0.001249397 35.13146212VQCLWCLSDGK 4 264681558 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C3; C6] 1.868 1.503 3.200199604 19.58 0 1823.954832 3 608.6557007 -1.251905573 -0.00076114 70.17632154
MSQSHEDSLTSVAWNPDGK 2 264681558 2xTMT6plex [N-Term; K19] 1.218 3.984452724 4 0 2547.254972 3 849.756897 0.457566275 0.000388513 52.62305348GYNFEDLTDR 2 264681558 1xTMT6plex [N-Term] 1.115 3.459486246 23.35 0 1458.706239 2 729.855896 -1.181559225 -0.000861774 48.15177218113722116 PLXNA2 plexin-A2 precursor 5362 NP_079455.3 9.239704329 1 10 13 54 1894 210.969 6.48 1.12 1.24 1.26 1.2 Significant 0.00131 LPAISDQDMNAYLAEQSR 4 113722116 1xTMT6plex [N-Term] 1.291 0.951 4.901816368 34.9 0 2251.122612 3 751.0452271 -0.659278907 -0.000494706 69.49205284
TLILNCVNPDNENSPEIPVK 2 113722116 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C6] 1.632 3.486569405 40.02 0 2724.464237 3 908.826355 0.100879065 9.16E-05 73.63720301YSEELIGALEQDEQAR 2 113722116 1xTMT6plex [N-Term] 1.159 3.64455843 27.67 0 2080.039594 3 694.019043 1.433494948 0.000993909 69.80033982VLNCDTITQVK 6 113722116 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.836 1.712 1.024 4.648886681 50.98 0 1748.998077 2 875.0015869 -1.246251728 -0.001089846 55.17172111

NLCTHDPTTCSFQEGR 3 113722116 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C10] 0.565 1.453 4.336809635 16.57 0 2151.974903 3 717.9955444 -1.31162274 -0.00094086 29.10060918
APVPIDDNFCGLDINQPLGGSTPVEGLTLYTTSR 5 113722116 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.983 3.730206251 14.74 0 3846.942135 3 1282.983154 -1.878083715 -0.002408293 97.74719207LFIGTAVDGK 6 113722116 2xTMT6plex [N-Term; K10] 1.233 1.756 1.216 4.057578564 26.94 0 1478.898286 2 739.9511108 -2.259310423 -0.001670645 64.75307059GPIDAITGEAR 2 113722116 1xTMT6plex [N-Term] 1.216 4.28859663 45.67 0 1328.737145 2 664.8719482 -0.395349544 -0.000262658 52.33816895ESCGLCLK 6 113722116 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C3; C6] 1.471 1.593 1.623 2.803723574 36.1 0 1424.764178 2 712.885498 -0.321875197 -0.000229298 41.39043445

IFVSTEFK 6 113722116 2xTMT6plex [N-Term; K8] 0.934 0.975 1.032 3.101633072 14.23 0 1428.850274 2 714.9277954 -1.371291117 -0.000979685 68.65193008ILDAVYK 6 113722116 2xTMT6plex [N-Term; K7] 1.147 1.141 1.337 2.889601707 24.03 0 1279.802595 2 640.4051514 0.336735038 0.000215477 59.40519448YYADIAK 4 113722116 2xTMT6plex [N-Term; K7] 1.084 1.158 2.628041029 22.53 0 1301.75056 2 651.37854 -0.580850048 -0.000378061 44.11609843DMAFSIDQR 2 113722116 1xTMT6plex [N-Term] 0.963 2.403996706 1.82 0 1311.656452 2 656.3306274 -1.886017626 -0.001236904 53.36151143157739945 TANC2 protein TANC2 26115 NP_079461.2 3.266331658 1 5 5 16 1990 219.512 8.07 1.37 0.89 1.27 1.18 Significant 0.0151 IFLDRLEENEAIDQDLQAYILHR 4 157739945 1xTMT6plex [N-Term] 1.528 0.982 5.067958355 27.07 1 3043.605015 4 761.6550903 -2.130063475 -0.001620768 93.86621468LMEEGDMFYK 2 157739945 2xTMT6plex [N-Term; K10] 1.273 3.594750881 50.66 0 1720.869036 2 860.9362183 -2.25259824 -0.001938213 66.21717865MENLSMFLIK 2 157739945 2xTMT6plex [N-Term; K10] 0.97 2.366253853 16.7 0 1683.957792 2 842.4832764 0.881443931 0.000742157 93.75065207YQSSQGDIGVSQSR 6 157739945 1xTMT6plex [N-Term] 100 100 2.674452066 16.26 0 1740.871407 2 870.9398804 0.618967135 0.000538771 24.69513142SYEAYYAR 2 157739945 1xTMT6plex [N-Term] 0.7 1.955533981 12.81 0 1251.620719 2 626.3120117 -3.173255637 -0.001985856 28.3596964818643383 ITPKC inositol-trisphosphate 3-kinase C 80271 NP_079470.1 9.956076135 1 5 5 16 683 75.16 5.14 0.84 0.72 0.88 0.82 Significant 0.00348 GSLNEAEAGALPAAAR 6 18643383 1xTMT6plex [N-Term] 0.769 0.666 100 5.105490685 78 0 1726.928528 2 863.9684448 0.62855435 0.000542734 41.41206908LIITPETPEPEAQPVGPPSR 2 18643383 1xTMT6plex [N-Term] 0.74 4.785877228 31.15 0 2357.291392 3 786.4345093 -1.025447247 -0.000805759 65.73398977TYLEEELVK 4 18643383 2xTMT6plex [N-Term; K9] 0.852 0.755 3.968701363 33.47 0 1581.913996 2 791.4597778 -1.085302957 -0.000858428 67.69329808EALEISPFFK 2 18643383 2xTMT6plex [N-Term; K10] 1.138 3.597592354 22.67 0 1638.950716 2 819.9780273 -1.182294551 -0.000968861 82.57210435TVALPDHQTLSHR 2 18643383 1xTMT6plex [N-Term] 0.904 3.957055092 21.44 0 1703.939033 4 426.7394714 -1.74705066 -0.000744217 30.5746427324308295 GRPEL1 grpE protein homolog 1, mitochondrial precursor 80273 NP_079472.1 60.36866359 1 13 13 142 217 24.264 8.12 1.03 1.01 1.04 1.03 Significant 0.0000738 FDPYEHEALFHTPVEGK 6 24308295 2xTMT6plex [N-Term; K17] 0.892 0.788 0.956 5.727529049 40.68 0 2474.275631 4 619.3241577 -0.335597463 -0.00020759 59.06853429DLLEVADVLEK 25 24308295 2xTMT6plex [N-Term; K11] 1.016 0.98 0.995 4.674064636 64.42 0 1702.003873 2 851.5053101 -0.311375797 -0.000264981 91.88201275FDPYEHEALFHTPVEGKEPGTVALVSK 2 24308295 3xTMT6plex [N-Term; K17; K27] 1.616 6.77396059 30.79 1 3684.988059 5 737.802002 -1.94186094 -0.001431147 71.18494442NLYEGLVMTEVQIQK 22 24308295 2xTMT6plex [N-Term; K15] 1.041 1.145 1.042 5.066277981 44.91 0 2223.245911 3 741.7531128 -0.506503166 -0.00037536 85.24183652NSGQNLEEDMGQSEQK 6 24308295 2xTMT6plex [N-Term; K16]; 1xOxidation [M10] 0.806 0.95 0.972 5.169109821 56.33 0 2268.081425 3 756.6987305 0.094024953 7.11E-05 21.49506232NSGQNLEEDMGQSEQK 4 24308295 2xTMT6plex [N-Term; K16] 0.862 0.906 5.064856052 47.31 0 2252.08651 3 756.6987305 0.094024953 7.11E-05 21.49506232EPGTVALVSK 8 24308295 2xTMT6plex [N-Term; K10] 1.059 0.977 1.032 3.391263962 36.31 0 1458.893201 2 729.9503784 0.191423154 0.000139633 46.21058985TLRPALVGVVK 14 24308295 2xTMT6plex [N-Term; K11] 1.187 1.195 1.146 4.46645689 28.65 0 1611.072168 3 537.6974487 3.491210088 0.001874864 56.86487738
LYGIQAFCK 4 24308295 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.385 1.396 3.758669376 49.29 0 1557.886342 2 779.4462891 -0.667754105 -0.000520143 68.53123342ALADTENLR 12 24308295 1xTMT6plex [N-Term] 0.833 1.02 1.017 4.188831329 39.63 0 1231.684381 2 616.3453369 -0.799037391 -0.000492081 31.09730957VKLEEQLK 11 24308295 3xTMT6plex [N-Term; K2; K8] 1.152 0.87 1.033 3.338668108 34.29 1 1674.076868 2 837.5421143 0.049869649 4.17E-05 47.61945477EEIKDDNPHLK 10 24308295 3xTMT6plex [N-Term; K4; K11] 1.064 1.051 1.033 3.245128393 6.85 1 2025.158366 4 507.0448914 -0.311309142 -0.000157613 33.14128296
ATQCVPK 6 24308295 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.143 1.076 1.023 2.603077412 31.11 0 1261.733864 2 631.3708496 0.442731043 0.000279304 25.24231924
LNPVGAK 12 24308295 2xTMT6plex [N-Term; K7] 1.067 1.021 1.079 2.450995445 19.82 0 1156.745415 2 578.8760986 -0.427098624 -0.000247022 39.53894909

33457316 PLEKHO2 pleckstrin homology domain-containing family O member 2 isoform 1 80301 NP_079477.2 18.97959184 1 7 7 42 490 53.317 5.43 0.83 0.87 0.85 0.85 Significant 0.000184 DLGELSQEAPGLR 6 33457316 1xTMT6plex [N-Term] 0.927 0.834 0.802 4.48260498 51.1 0 1613.869616 2 807.4381104 -0.416184101 -0.000335833 53.65265833VLGSEPAPVSAETLLSQAVEQLR 12 33457316 1xTMT6plex [N-Term] 1.191 100 6.780251503 67.99 0 2623.450412 3 875.1547241 -0.302047531 -0.000264136 108.0118467LDLDVPDSGPPVFAPSNHVSEAQPR 6 33457316 1xTMT6plex [N-Term] 0.676 1.026 0.87 5.397753239 56.05 0 2873.463101 3 958.4927368 0.193431827 0.000185273 69.37044185FQAPTGEEK 5 33457316 2xTMT6plex [N-Term; K9] 0.881 0.655 0.691 2.672811985 33.3 0 1464.809865 2 732.9086914 0.164487218 0.000120471 36.925741VASEQTEK 6 33457316 2xTMT6plex [N-Term; K8] 0.945 0.939 1.055 3.457087517 47.45 0 1349.767666 2 675.3865967 -1.296045734 -0.00087468 20.49192678ELVTLYR 5 33457316 1xTMT6plex [N-Term] 0.758 0.831 2.720587254 24.95 0 1122.672026 2 561.8397217 0.125467966 7.04E-05 47.55602179ALNEGINR 2 33457316 1xTMT6plex [N-Term] 0.641 2.389971972 29.82 0 1115.637037 2 558.3215942 -1.008816846 -0.000562737 22.4867932641872389 FLAD1 FAD synthase isoform 1 80308 NP_079483.3 29.30153322 1 12 12 56 587 65.224 6.93 0.67 0.71 0.85 0.74 Significant 0.00535 LPQGSLVPYMPNAVEQASEAVYK 6 41872389 2xTMT6plex [N-Term; K23] 0.789 0.735 0.603 4.7960639 36.59 0 2949.579601 3 983.8673096 2.635925111 0.002591624 91.31025434LTLDSEEEGPLEECLAYLTAR 5 41872389 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.24 0.01 3.301021338 27.29 0 2638.311929 2 1319.651489 -6.150563243 -0.008113552 96.31735786VSVVPDEVATIAAEVTSFSNR 10 41872389 1xTMT6plex [N-Term] 0.572 0.568 5.978645325 68.52 0 2420.287035 3 807.4332275 -0.787230103 -0.000635108 111.7877882KLPDVPNPLQILYIR 10 41872389 2xTMT6plex [N-Term; K1] 0.784 0.757 0.759 4.692625523 27.23 1 2237.37858 3 746.4638672 -0.684773472 -0.000510699 103.3151093HPQLEAVLMGTR 2 41872389 1xTMT6plex [N-Term] 0.579 4.610823631 51.77 0 1580.878012 3 527.6307983 -0.107984593 -5.69E-05 60.06507026GLFQNPAVQFHSK 2 41872389 2xTMT6plex [N-Term; K13] 0.346 2.610191584 7.55 0 1931.090337 3 644.3664551 -2.861329435 -0.001841829 66.76938752NVYLFPGIPELLR 6 41872389 1xTMT6plex [N-Term] 0.52 0.297 4.150473118 32.99 0 1760.030808 2 880.5186157 -0.484687361 -0.000426532 104.2790137ALGGEGWEK 6 41872389 2xTMT6plex [N-Term; K9] 0.668 0.892 0.635 3.760509729 48.35 0 1404.788736 2 702.897644 -0.51571033 -0.000362232 41.91256116GYTSLGSR 4 41872389 1xTMT6plex [N-Term] 1.028 1.401 2.331388474 19.96 0 1069.583939 2 535.2950439 -1.054502909 -0.00056394 30.10977672FPLVSVR 2 41872389 1xTMT6plex [N-Term] 0.686 1.821242571 23.81 0 1046.655982 2 523.8317871 0.301568763 0.000157819 68.64617875DIWDFLR 2 41872389 1xTMT6plex [N-Term] 0.87 2.883067846 13.84 0 1193.651625 2 597.3294067 -0.073667589 -4.40E-05 85.15618178TDPYSCSLCPFSPTDPGWPAFMR 1 41872389 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 1.095 2.837642431 0 2918.314923 3 973.440918 -2.303512105 -0.002240791 90.43911736
70166645 PUS1 tRNA pseudouridine synthase A, mitochondrial isoform 1 80324 NP_079491.2 33.95784543 1 11 11 60 427 47.44 8.41 1.05 1.18 0.86 1.03 Significant 0.00804 TIEDDLVSALVR 10 70166645 1xTMT6plex [N-Term] 0.63 1.496 1.192 5.507750034 60.39 0 1559.884203 2 780.4458008 0.078039447 6.09E-05 85.19611911GVSAAGQVVSLK 4 70166645 2xTMT6plex [N-Term; K12] 0.912 0.962 3.483668566 43.59 0 1573.967763 2 787.4869385 -0.738570956 -0.000581243 52.18247395FGNDGLHEPLDWAQEEGK 4 70166645 2xTMT6plex [N-Term; K18] 0.75 0.975 5.961715221 39.93 0 2500.250873 3 834.0872803 -1.434059968 -0.00119517 69.22961827SMAQWLSTLPIHNFSATALTAGGTGAK 8 70166645 2xTMT6plex [N-Term; K27] 1.803 100 1.461 6.744165897 70.76 0 3189.713074 3 1063.907959 -1.175832054 -0.001250189 105.8561401VWLIDDILEK 14 70166645 2xTMT6plex [N-Term; K10] 1.142 1.139 1.077 4.399495125 43.21 0 1702.01913 2 851.5113525 -2.174594757 -0.001850601 108.0964713

TYCYLLPTFAFAHK 4 70166645 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 1.273 1.071 3.467276812 9.6 0 2190.182189 3 730.7315063 -1.015165333 -0.000741132 86.74798119APGLGLVLER 4 70166645 1xTMT6plex [N-Term] 1.076 1.111 3.321825266 27.78 0 1253.777888 2 627.3899536 -4.193137787 -0.002628632 63.08270503EEHIYPTIIGTER 2 70166645 1xTMT6plex [N-Term] 0.393 4.552096844 14.6 0 1786.95368 3 596.3224487 -0.496229199 -0.00029558 45.50636266DVQDETYR 4 70166645 1xTMT6plex [N-Term] 1.202 1.228 2.625526667 15.43 0 1254.616361 2 627.8106689 -1.833300956 -0.001150045 18.99543801SGCIPENHGEDMR 2 70166645 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.547 2.849115849 8.36 0 1730.778769 3 577.5975952 -0.309985007 -0.000178838 19.04417747NVGSSQFK 4 70166645 2xTMT6plex [N-Term; K8] 1.296 1.291 2.849233389 13.44 0 1324.762521 2 662.8845825 -0.477663677 -0.000316395 30.011027645504382 DNAJC5 dnaJ homolog subfamily C member 5 80331 NP_079495.1 49.49494949 1 6 6 41 198 22.134 5.07 1.22 1.2 1.05 1.16 Significant 0.00214 EINNAHAILTDATK 6 45504382 2xTMT6plex [N-Term; K14] 1.1 1.114 1.231 3.77707386 52.49 0 1969.111861 2 985.0597534 0.187681536 0.000184783 48.48672107APEGEETEFYVSPEDLEAQLQSDER 8 45504382 1xTMT6plex [N-Term] 0.969 1.216 1.673 6.859507084 54.19 0 3097.432314 3 1033.149048 0.089172146 9.21E-05 78.62725461EATDTPIVIQPASATETTQLTADSHPSYHTDGFN 14 45504382 1xTMT6plex [N-Term] 1.45 2.333 1.04 5.377871037 29.53 0 3844.835086 3 1282.283569 0.277948933 0.000356223 60.61581357YHPDKNPDNPEAADK 5 45504382 3xTMT6plex [N-Term; K5; K15] 1.105 1.022 4.357666016 8 1 2398.260599 4 600.3209229 0.526413289 0.000315619 26.64246749YHPDKNPDNPEAADKFK 4 45504382 4xTMT6plex [N-Term; K5; K15; K17] 1.479 1.304 5.452127934 6.72 2 2902.586908 5 581.3225708 -1.088817043 -0.000632077 41.5453722NATSDDIK 4 45504382 2xTMT6plex [N-Term; K8] 1.025 1.556 2.621606112 17.82 0 1321.736366 2 661.3746338 4.25574893 0.002812489 22.39750045147904340 WDR82 WD repeat-containing protein 82 80335 NP_079498.2 25.55910543 1 6 6 28 313 35.056 7.69 1.11 1.26 1.23 1.2 Significant 0.00146 YTHAANTVVYSSNK 2 147904340 2xTMT6plex [N-Term; K14] 1.2 4.486697197 24.24 0 2013.080561 3 671.6981201 -0.374266412 -0.000251143 32.08868818
SPNCQGLMHLQGKPVCSFDPEGLIFAAGVNSEMVK 2 147904340 3xTMT6plex [N-Term; K13; K35]; 2xCarbamidomethyl [C4; C16] 0.78 4.292591572 9.48 0 4505.305663 4 1127.082642 0.682092732 0.000768259 95.31070588

TCEWTGLK 4 147904340 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.606 1.469 3.704984903 39.02 0 1452.792107 2 726.899353 -0.466429649 -0.000338813 47.46609847
YLSLHDNK 6 147904340 2xTMT6plex [N-Term; K8] 1.141 1.165 1.167 3.877953529 35.97 0 1447.830935 3 483.2823486 1.075794417 0.000519189 36.84452887KYGVDLIR 6 147904340 2xTMT6plex [N-Term; K1] 1.04 1.543 1.363 2.731734514 13.75 1 1421.888056 3 474.6342468 0.092249538 4.37E-05 44.54961513VAVLDGK 8 147904340 2xTMT6plex [N-Term; K7] 1.131 1.207 1.209 2.913715839 30.09 0 1159.74508 2 580.3757324 -0.769217533 -0.000446048 46.7642294713376854 UBXN6 UBX domain-containing protein 6 isoform 1 80700 NP_079517.1 38.54875283 1 10 10 57 441 49.723 6.89 0.85 0.9 0.79 0.85 Significant 0.00141 EALQSDWLPFELLASGGQK 12 13376854 2xTMT6plex [N-Term; K19] 0.925 1.132 0.902 4.645858765 53.91 0 2547.38591 3 849.798584 -1.849459423 -0.001570429 107.5624973AAGAEPDSILKPELLSAIEK 7 13376854 3xTMT6plex [N-Term; K11; K20] 0.817 0.953 0.01 5.013519764 34.4 0 2739.611108 3 913.8741455 -1.177023466 -0.001074862 88.9228464EEGSAHLAVPGVYFTCPLTGATLR 4 13376854 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.092 0.634 4.5467453 26.22 0 2775.433716 3 925.81604 -0.053707935 -4.97E-05 77.63359495VLLPAQDQEDPEEFYVLSETTLAQPQSLER 12 13376854 1xTMT6plex [N-Term] 1.401 0.205 4.576526642 29.47 0 3674.863867 4 919.4702148 -1.316417472 -0.001209414 96.6370251HKEQLLAAEPVR 2 13376854 2xTMT6plex [N-Term; K2] 0.864 4.096104145 22.33 1 1849.105988 4 463.0316162 -0.731470375 -0.000338142 35.39525586YLDNIHLHPEEEK 4 13376854 2xTMT6plex [N-Term; K13] 0.767 0.807 3.988651037 30.6 0 2095.122425 4 524.5356445 -0.800461577 -0.000419266 56.14894097LPDGCLLQGTFYAR 6 13376854 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.345 1.1 0.985 4.115040302 30.2 0 1839.962471 2 920.4832153 -1.802501948 -0.001658268 72.56199963LGAVYGFVR 2 13376854 1xTMT6plex [N-Term] 0.976 3.142164707 35.47 0 1210.714559 2 605.8607178 -0.330774188 -0.000200237 65.13193943AWGPTSQDTIR 6 13376854 1xTMT6plex [N-Term] 0.832 0.859 0.764 3.686475754 32.02 0 1460.769508 2 730.8886108 0.299266712 0.00021858 37.83072109INCLEGTHEFFEAIGFQK 2 13376854 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C3] 0.65 4.158740997 5.54 0 2598.342665 4 650.3406372 -0.749078211 -0.00048659 86.498882583921614 CYB5B cytochrome b5 type B 80777 NP_085056.2 31.33333333 1 4 4 39 150 16.684 4.97 0.93 0.97 1.06 0.98 Significant 0.00151 GQEVETSVTYYR 11 83921614 1xTMT6plex [N-Term] 0.909 0.903 0.918 5.530243874 60.46 0 1660.837981 2 830.9221802 -0.54040698 -0.000448764 34.01747258QYYIGDIHPSDLKPESGSK 8 83921614 3xTMT6plex [N-Term; K13; K19] 0.889 0.812 1.057 5.023322582 26.11 0 2821.53392 4 706.1384277 -0.722692889 -0.000509776 55.20660805ELWLVIHGR 14 83921614 1xTMT6plex [N-Term] 1.012 1.013 1.103 3.515058994 37.03 0 1351.804771 3 451.2728882 -0.488257796 -0.00022001 61.81019692LEEVAKR 6 83921614 2xTMT6plex [N-Term; K6] 0.851 7.591 1.082 3.349165916 16.05 1 1302.814557 3 434.9440002 2.218805744 0.000963564 30.0191748258331266 WDR59 WD repeat-containing protein 59 79726 NP_085058.3 4.004106776 1 3 3 10 974 109.724 7.91 1.1 1.19 0.86 1.05 Significant 0.00868

VIIQDIACLLPVHK 6 58331266 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 1.84 1.194 0.797 4.611004829 37.4 0 2077.260774 3 693.0889893 -4.024211436 -0.002786446 103.7040862FLYIVNLDAPFEGHR 2 58331266 1xTMT6plex [N-Term] 1.096 4.413969994 36.14 0 2020.085363 3 674.03302 -0.423606557 -0.00028524 91.76071685FVSCPPDPHK 2 58331266 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.066 2.137345791 8.3 0 1641.882319 3 547.9658203 0.358550362 0.000196233 49.82124308
44771201 INTS5 integrator complex subunit 5 80789 NP_085131.1 5.593719333 1 5 5 24 1019 107.927 7.05 1.36 1.56 1.17 1.36 Significant 0.00675 AVLQLLVEGALHR 6 44771201 1xTMT6plex [N-Term] 1.67 1.576 1.463 4.462266922 62.11 0 1648.010741 3 550.008667 0.428732984 0.000235519 100.3376409AFLTGVDPILGHQLSAR 4 44771201 1xTMT6plex [N-Term] 1.19 1.464 5.88069582 39.92 0 2024.149025 3 675.3866577 -1.781230247 -0.001201825 74.78659633LSQTSPAGLK 8 44771201 2xTMT6plex [N-Term; K10] 1.345 1.619 1.339 3.689663649 27.59 0 1459.88845 2 730.4484863 0.853569497 0.000623058 41.42397617GVFDESVR 4 44771201 1xTMT6plex [N-Term] 1.084 0.886 2.866430283 17.37 0 1137.610154 2 569.3078613 -1.501246929 -0.000853917 36.24423547LVPFLDALK 2 44771201 2xTMT6plex [N-Term; K9] 1.352 2.117881536 14.76 0 1473.944508 2 737.4761963 0.412266623 0.000303829 103.3447935
18139549 SETD7 histone-lysine N-methyltransferase SETD7 isoform 1 80854 NP_085151.1 7.103825137 1 2 2 10 366 40.695 4.63 0.88 0.75 0.88 0.84 Significant 0.00267

VYVAESLISSAGEGLFSK 8 18139549 2xTMT6plex [N-Term; K18] 0.908 0.75 0.879 4.987907887 60.49 0 2315.289884 3 772.4337769 -1.341997654 -0.001035705 103.5473078AFQATQQK 2 18139549 2xTMT6plex [N-Term; K8] 0.808 3.330465078 14.87 0 1379.80472 2 690.4072876 1.868536377 0.001289108 42.82514105
13489054 MAP2K2 dual specificity mitogen-activated protein kinase kinase 2 5605 NP_109587.1 26.75 1 6 11 82 400 44.396 6.55 0.83 0.74 0.66 0.74 Significant 0.00434

LCDFGVSGQLIDSMANSFVGTR 17 13489054 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.127 0.984 0.935 7.321133137 80.62 0 2603.279524 3 868.4318237 0.535628769 0.000464797 102.9792422
LCDFGVSGQLIDSMANSFVGTR 2 13489054 1xTMT6plex [N-Term]; 1xOxidation [M14]; 1xCarbamidomethyl [C2] 0.81 4.433523655 46.77 0 2619.274439 3 868.4318237 0.535628769 0.000464797 102.9792422

KLEELELDEQQKK 4 13489054 4xTMT6plex [N-Term; K1; K12; K13] 0.924 1.236 3.524982929 12.96 2 2546.52112 4 637.3850098 -1.142993662 -0.000727664 51.43014887KLEELELDEQQK 2 13489054 3xTMT6plex [N-Term; K1; K12] 0.843 4.312420368 13.29 1 2189.263225 3 730.4260864 0.219775922 0.000160382 53.34925788
RSEVEEVDFAGWLCK 4 13489054 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 1.14 0.979 4.217294693 15.38 1 2283.184374 3 761.7336426 0.876234262 0.000666868 74.34205636

LEAFLTQK 10 13489054 2xTMT6plex [N-Term; K8] 1.099 1.119 1.071 3.894546509 41.06 0 1407.861173 2 704.4346924 0.664515538 0.000467773 71.56626621YPIPPPDAK 20 13489054 2xTMT6plex [N-Term; K9] 1.126 1.131 1.166 3.480739355 40.09 0 1455.861173 2 728.4353027 1.481081294 0.001078124 50.33121749DVKPSNILVNSR 7 13489054 2xTMT6plex [N-Term; K3] 0.817 0.979 0.992 2.704239845 13.69 0 1800.074353 2 900.5405884 -0.251601933 -0.000226451 42.53106302VGELKDDDFER 5 13489054 2xTMT6plex [N-Term; K5] 0.757 2.151 0.922 2.846235991 6.11 1 1780.948149 3 594.3201904 -1.196784386 -0.00071047 55.71211008RIPEEILGK 2 13489054 2xTMT6plex [N-Term; K9] 0.775 3.992870092 7.59 1 1512.951385 3 504.9886169 -0.0574704 -2.90E-05 53.57498265RLEAFLTQK 4 13489054 2xTMT6plex [N-Term; K9] 1.109 1.41 3.892616987 10.76 1 1563.962284 3 521.991394 -1.697407362 -0.000884894 55.86240157VSIAVLR 5 13489054 1xTMT6plex [N-Term] 0.628 0.546 0.341 2.420134783 16.19 0 986.655982 2 493.8319702 0.691071356 0.000340925 52.5827343213489087 SERPINB1 leukocyte elastase inhibitor 1992 NP_109591.1 63.06068602 1 22 23 254 379 42.715 6.28 0.93 0.94 0.91 0.93 Significant 0.0000906 LEESYTLNSDLAR 4 13489087 1xTMT6plex [N-Term] 0.552 0.573 5.110808849 50.56 0 1739.90131 2 870.453186 -1.272646716 -0.00110714 49.77815429KIEEQLTLEK 10 13489087 3xTMT6plex [N-Term; K1; K10] 1.004 1.024 1.072 5.186105251 35.56 1 1918.18279 3 640.06604 0.405058992 0.000258992 53.34118191LVLVNAIYFK 14 13489087 2xTMT6plex [N-Term; K10] 0.938 0.96 0.96 4.615301132 51.69 0 1638.039471 2 819.5224609 -1.114750305 -0.000913002 96.27050862LHEWTKPENLDFIEVNVSLPR 14 13489087 2xTMT6plex [N-Term; K6] 1.037 1.008 0.89 8.140889168 42.73 0 2994.645312 4 749.4156494 -1.517576633 -0.001136151 82.98386525
IPELLASGMVDNMTK 16 13489087 2xTMT6plex [N-Term; K15]; 2xOxidation [M9; M13] 0.984 0.928 0.885 4.88205719 65.83 0 2109.133584 2 1055.070801 0.351107443 0.000370266 67.23809526
IPELLASGMVDNMTK 8 13489087 2xTMT6plex [N-Term; K15] 0.88 0.865 0.933 5.683026791 63.22 0 2077.143754 2 1055.070801 0.351107443 0.000370266 67.23809526TYGADLASVDFQHASEDAR 10 13489087 1xTMT6plex [N-Term] 0.813 0.957 0.815 7.680286407 49.52 0 2282.088669 3 761.3682251 0.636580422 0.000484244 48.96789458KFAYGYIEDLK 6 13489087 3xTMT6plex [N-Term; K1; K11] 0.923 0.992 1.059 6.274020195 37.79 1 2034.187875 3 678.7337036 -0.647777018 -0.000439233 75.26599213HNSSGSILFLGR 8 13489087 1xTMT6plex [N-Term] 1.039 1.024 1.002 5.41908884 34.68 0 1516.843342 3 506.2861328 0.332036596 0.000167883 45.46146424FKLEESYTLNSDLAR 4 13489087 2xTMT6plex [N-Term; K2] 1.102 1.113 6.198664665 25.34 1 2244.227619 3 748.7474365 0.061384287 4.59E-05 61.70418287TYNFLPEFLVSTQK 20 13489087 2xTMT6plex [N-Term; K14] 0.925 0.968 0.945 4.317051411 38.66 0 2145.199613 3 715.7365723 -2.074148764 -0.001483154 96.69805074

VLELPYQGEELSMVILLPDDIEDESTGLKK 10 13489087 3xTMT6plex [N-Term; K29; K30]; 1xOxidation [M13] 0.551 100 1.123 6.439888 42.72 1 4077.217192 3 1359.74707 2.321631901 0.003155266 107.7331609
GQTEGKIPELLASGMVDNMTK 2 13489087 3xTMT6plex [N-Term; K6; K21] 100 4.628997803 23.96 1 2906.593426 3 969.5360107 0.018360519 1.78E-05 83.63845898FAYGYIEDLK 16 13489087 2xTMT6plex [N-Term; K10] 0.928 0.909 1.083 3.898468733 51.15 0 1676.92998 2 838.9678955 -0.874177451 -0.000732967 76.46212882LGVQDLFNSSK 16 13489087 2xTMT6plex [N-Term; K11] 0.758 0.832 0.844 4.168825626 46.48 0 1665.957592 2 833.4820557 -0.454580524 -0.000378656 70.08992135TFHFNTVEEVHSR 8 13489087 1xTMT6plex [N-Term] 1.058 0.873 0.898 5.199331284 38.68 0 1831.928862 4 458.7374878 -0.404294152 -0.00018516 37.22497057IPELLASGMVDNMTK 28 13489087 2xTMT6plex [N-Term; K15]; 1xOxidation [M] 0.963 0.981 0.905 4.670386791 63.35 0 2093.138669 2 1055.070801 0.351107443 0.000370266 67.23809526FQSLNADINK 4 13489087 2xTMT6plex [N-Term; K10] 0.915 0.693 3.787143946 35.64 0 1607.915727 2 804.4609375 -0.702064157 -0.00056443 54.25763033ADLSGMSGAR 10 13489087 1xTMT6plex [N-Term] 0.951 1.003 0.96 3.876222849 50.61 0 1193.614587 2 597.3110962 0.275191687 0.000164236 25.07448145GNTAAQLSK 6 13489087 2xTMT6plex [N-Term; K9] 0.921 0.895 0.885 3.682754755 54.49 0 1347.799635 2 674.4029541 -0.744455518 -0.000501688 27.04255683
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FQSLNADINKR 4 13489087 2xTMT6plex [N-Term; K10] 0.894 1.092 3.972656012 14.5 1 1764.016838 3 588.6768188 -0.529987589 -0.000311636 47.20615027IEEQLTLEK 8 13489087 2xTMT6plex [N-Term; K9] 0.985 0.901 0.8 4.209816456 43.22 0 1560.924895 2 780.96521 -1.122173226 -0.000875814 57.81126148EATTNAPFR 12 13489087 1xTMT6plex [N-Term] 0.875 1.03 1.103 2.883254528 32.77 0 1235.658167 2 618.3327026 -0.03075006 -1.90E-05 26.51480664TINQWVK 8 13489087 2xTMT6plex [N-Term; K7] 0.908 0.927 0.851 3.246656895 33.59 0 1346.819642 2 673.9135132 0.079860127 5.38E-05 48.064332GASYILK 8 13489087 2xTMT6plex [N-Term; K7] 0.988 1.021 0.938 2.586737871 35.44 0 1209.76073 2 605.3840332 0.049105785 2.97E-05 46.2343951657863257 TCP1 T-complex protein 1 subunit alpha isoform a 6950 NP_110379.2 77.69784173 1 32 32 519 556 60.306 6.11 1.12 1.1 1.12 1.11 Significant 0.0000359 SQNVMAAASIANIVK 4 57863257 2xTMT6plex [N-Term; K15]; 1xOxidation [M5] 1.165 1.241 4.384609699 34.3 0 1991.135967 2 988.0754395 1.291024885 0.001274978 74.15675587SQNVMAAASIANIVK 32 57863257 2xTMT6plex [N-Term; K15] 1.114 1.128 1.23 6.152949333 82.74 0 1975.141052 2 988.0754395 1.291024885 0.001274978 74.15675587MLVDDIGDVTITNDGATILK 47 57863257 2xTMT6plex [N-Term; K20] 1.076 1.12 1.142 6.134877682 68.63 0 2562.410076 3 854.8071899 -1.193870493 -0.001019729 100.0388633MLVDDIGDVTITNDGATILK 10 57863257 2xTMT6plex [N-Term; K20]; 1xOxidation [M1] 1.112 1.03 1.06 5.493225574 61.83 0 2578.404991 3 854.8071899 -1.193870493 -0.001019729 100.0388633ASGATILSTLANLEGEETFEAAMLGQAEEVVQER 12 57863257 1xTMT6plex [N-Term] 100 0.826 5.975513935 38.48 0 3793.900329 3 1265.304932 -0.022996947 -2.91E-05 112.7212734ASGATILSTLANLEGEETFEAAMLGQAEEVVQER 6 57863257 1xTMT6plex [N-Term]; 1xOxidation [M23] 0.874 1.195 6.14211607 30.34 0 3809.895244 3 1265.304932 -0.022996947 -2.91E-05 112.7212734FATEAAITILR 12 57863257 1xTMT6plex [N-Term] 0.793 0.871 0.798 3.992010593 53.62 0 1434.851781 2 717.928894 -0.884784114 -0.000634767 75.07201909SQMESMLISGYALNCVVGSQGMPK 14 57863257 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C15] 1.352 1.469 1.37 7.091999531 68.34 0 3045.528176 3 1015.849731 2.122904654 0.002155122 91.85188267AFHNEAQVNPER 22 57863257 1xTMT6plex [N-Term] 1.151 1.116 1.077 4.905129433 67.39 0 1640.834233 3 547.6157227 -0.986462384 -0.00053954 21.14638284ILATGANVILTTGGIDDMCLK 8 57863257 2xTMT6plex [N-Term; K21]; 1xOxidation [M18]; 1xCarbamidomethyl [C19] 0.955 0.79 0.944 5.313649654 47.63 0 2650.455981 3 878.8228149 -2.723227105 -0.002391412 99.84389939
ILATGANVILTTGGIDDMCLK 18 57863257 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C19] 1.335 1.229 1.399 6.794933319 58.57 0 2634.461066 3 878.8228149 -2.723227105 -0.002391412 99.84389939

SLLVIPNTLAVNAAQDSTDLVAK 22 57863257 2xTMT6plex [N-Term; K23] 1.313 1.249 1.847 6.201343536 75.33 0 2811.62318 3 937.8769531 -2.44478885 -0.002291275 98.92003206EVGDGTTSVVIIAAELLK 6 57863257 2xTMT6plex [N-Term; K18] 0.74 0.893 0.951 6.367959499 36.38 0 2273.336835 3 758.4497681 -0.916564914 -0.000694554 112.6619076GANDFMCDEMER 14 57863257 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.098 1.261 1.356 4.791549683 59.45 0 1703.702492 2 852.3549194 0.040962074 3.49E-05 40.62325359LGVQVVITDPEK 16 57863257 2xTMT6plex [N-Term; K12] 0.847 0.814 0.864 4.369415283 60.73 0 1756.062057 2 878.5357056 1.18302927 0.001038736 67.4471084YINENLIVNTDELGR 20 57863257 1xTMT6plex [N-Term] 1.081 1.185 1.164 5.37694025 72.63 0 1992.059936 2 996.5345459 0.943569439 0.000939823 66.71848748QAGVFEPTIVK 10 57863257 2xTMT6plex [N-Term; K11] 1.232 1.253 0.884 4.433635712 56.58 0 1646.988164 2 823.9978638 0.174262978 0.000143505 61.09575462SVVPGGGAVEAALSIYLENYATSMGSR 29 57863257 1xTMT6plex [N-Term]; 1xOxidation [M24] 0.92 1.235 1.217 6.771597385 64.85 0 2944.492353 3 982.1682739 -0.70790561 -0.000694808 110.1721501YFVEAGAMAVR 16 57863257 1xTMT6plex [N-Term] 1.137 1.366 1.179 4.304124355 61.71 0 1442.766337 2 721.885498 -1.814144247 -0.001308693 65.6595888SQMESMLISGYALNCVVGSQGMPK 2 57863257 2xTMT6plex [N-Term; K24]; 1xOxidation [M3]; 1xCarbamidomethyl [C15] 0.946 2.492568254 5.43 0 3061.523091 3 1015.849731 2.122904654 0.002155122 91.85188267
VLCELADLQDK 18 57863257 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 0.893 0.83 0.781 4.315768242 69.12 0 1761.982092 2 881.4931641 -1.725877359 -0.001520482 75.95508417

IACLDFSLQK 14 57863257 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.252 1.06 1.347 4.595446587 41.15 0 1652.944585 2 826.9707031 -6.325215071 -0.005227615 76.1401321
YPVNSVNILK 11 57863257 2xTMT6plex [N-Term; K10] 1.23 1.214 1.287 3.840320587 46.32 0 1604.977599 2 802.9854736 -8.6783793 -0.006964302 61.79825595LLEVEHPAAK 20 57863257 2xTMT6plex [N-Term; K10] 1.082 1.159 1.143 4.368990898 48.13 0 1564.946299 2 782.9767456 -0.054020424 -4.23E-05 42.00178811LGVQVVITDPEKLDQIR 8 57863257 2xTMT6plex [N-Term; K12] 1.327 1.493 1.447 4.431411266 20.73 1 2381.416816 3 794.4751587 -2.474756095 -0.001964475 77.28577566
ICDDELILIK 8 57863257 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.126 1.248 4.117637157 48.42 0 1689.986115 2 845.496521 -0.207041827 -0.000174949 80.70717439

SLHDALCVVK 12 57863257 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.283 1.336 1.511 4.234412193 57.96 0 1599.929269 2 800.4683228 0.062326388 4.99E-05 50.47666093
SSLGPVGLDK 18 57863257 2xTMT6plex [N-Term; K10] 1.109 1.225 1.206 4.332460403 57.68 0 1430.861901 2 715.9313965 -4.461982841 -0.003192241 50.50038744EQLAIAEFAR 18 57863257 1xTMT6plex [N-Term] 0.931 1 1.067 4.306508064 60.32 0 1376.773531 2 688.8903809 -0.033121824 -2.28E-05 65.89539576IIGINGDFFANMVVDAVLAIK 6 57863257 2xTMT6plex [N-Term; K21]; 1xOxidation [M12] 1.306 1.583 1.171 3.296416521 18.3 0 2694.530466 3 898.8485107 0.190332442 0.000170952 112.9860011DDKHGSYEDAVHSGALND 7 57863257 2xTMT6plex [N-Term; K3] 1.396 1.501 1.246 5.304019451 7.69 1 2388.146802 3 796.7197876 -0.834277453 -0.000664126 41.35310429HGSYEDAVHSGALND 5 57863257 1xTMT6plex [N-Term] 100 0.932 1.202 4.508617878 26.2 0 1800.835021 2 900.9204102 -0.820379148 -0.000738684 22.73096001GANDFMCDEMER 12 57863257 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C7] 1.285 0.836 2.312164068 23.74 0 1719.697407 2 852.3549194 0.040962074 3.49E-05 40.62325359
DCLINAAK 10 57863257 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.206 1.022 1.239 3.286118507 43.36 0 1362.781542 2 681.8935547 -1.25452609 -0.000854822 43.19768071TSASIILR 4 57863257 1xTMT6plex [N-Term] 1.151 1.088 3.182994604 36.67 0 1089.682925 2 545.3446655 -0.798833581 -0.000435238 40.55617334IHPTSVISGYR 18 57863257 1xTMT6plex [N-Term] 1.065 0.989 1.013 3.700267315 40.34 0 1458.826629 3 486.9466553 -0.833758901 -0.000405437 50.54971472SVVPGGGAVEAALSIYLENYATSMGSR 2 57863257 1xTMT6plex [N-Term] 0.95 4.46933794 0 2928.497438 3 982.1682739 -0.70790561 -0.000694808 110.1721501NADELVK 6 57863257 2xTMT6plex [N-Term; K7] 1.203 0.906 0.878 2.845513105 31.05 0 1246.740723 2 623.8740845 0.135694062 8.46E-05 33.62113439STGETIR 2 57863257 1xTMT6plex [N-Term] 1.165 2.493818045 15.23 0 992.5573901 2 496.7832031 1.752614023 0.000869785 17.79780467151101292 TMX1 thioredoxin-related transmembrane protein 1 precursor 81542 NP_110382.3 30.35714286 1 10 10 66 280 31.771 4.98 1.03 1.14 1.1 1.09 Significant 0.000869 VDVTEQPGLSGR 6 151101292 1xTMT6plex [N-Term] 1.097 1.002 1.132 3.727844477 48.82 0 1486.806287 2 743.9071045 0.43387251 0.000322542 34.50400024FIITALPTIYHCK 18 151101292 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.251 1.277 1.338 5.04111433 42.04 0 2035.181461 3 679.0645142 -1.214500809 -0.00082391 86.79485406

SLGPSLATDKS 8 151101292 2xTMT6plex [N-Term; K10] 1.189 1.124 0.678 3.611115932 59.31 1 1533.888844 2 767.4481201 0.07812455 5.99E-05 43.40772385LLSESAQPLK 6 151101292 2xTMT6plex [N-Term; K10] 0.975 1.06 0.943 3.675873995 48.71 0 1543.945965 2 772.475647 -1.261336039 -0.000973717 54.30697152RPQPYPYPSK 6 151101292 2xTMT6plex [N-Term; K10] 0.792 0.944 0.935 4.500452995 23.2 0 1690.968097 3 564.328186 1.128149888 0.000635888 30.91997036DFINFISDK 6 151101292 2xTMT6plex [N-Term; K9] 0.765 0.895 0.993 3.830819845 47.52 0 1556.872465 2 778.9394531 -0.536884053 -0.00041793 77.40451521VITDENWR 6 151101292 1xTMT6plex [N-Term] 0.958 1.173 0.851 3.67058897 20.42 0 1261.673817 2 631.3396606 -1.404515901 -0.00088602 51.89230441DFPQNAIR 2 151101292 1xTMT6plex [N-Term] 0.916 2.558686018 12.2 0 1189.652687 2 595.329834 -0.248846788 -0.000148021 35.11213436RRPQPYPYPSK 6 151101292 2xTMT6plex [N-Term; K11] 1.261 1.536 1.456 3.283121824 1 1847.069208 4 462.5230103 0.543014642 0.000250746 26.1649103DFINFISDKEWK 2 151101292 3xTMT6plex [N-Term; K9; K12] 3.581146002 1 2229.252266 3 743.75354 -2.780974099 -0.002066498 87.51398638
13540531 ILKAP integrin-linked kinase-associated serine/threonine phosphatase 2C 80895 NP_110395.1 20.15306122 1 7 7 22 392 42.88 7.09 1.2 0.96 1.06 1.07 Significant 0.00418

VFTPEEAVNFILSCLEDEK 4 13540531 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C14] 1.122 1.456 6.020350933 45.27 0 2698.404991 3 900.1404419 0.660302512 0.000593921 113.2308479GSADNVTVMVVR 2 13540531 1xTMT6plex [N-Term] 0.443 3.554979324 46.2 0 1476.804179 2 738.904541 -1.60713843 -0.001186714 44.85796672FILLACDGLFK 4 13540531 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.641 1.472 3.308936119 41.26 0 1755.027921 3 585.680542 -0.48308829 -0.000282611 103.8297887
ASSVIFGLK 6 13540531 2xTMT6plex [N-Term; K9] 1.142 1.333 1.341 3.970903873 53.94 0 1379.866258 2 690.4356689 -1.591987167 -0.001098365 68.21523577FAAQNLHQNLIR 2 13540531 1xTMT6plex [N-Term] 0.377 3.226139545 0.5 0 1653.938639 3 551.9851685 1.398631751 0.000771084 45.68230298HTDEEFLK 2 13540531 2xTMT6plex [N-Term; K8] 1.096 3.089755774 16.47 0 1476.809865 3 492.9413452 -0.259244929 -0.000127618 35.9150836GDVISVEK 2 13540531 2xTMT6plex [N-Term; K8] 1.1 2.897812843 12.3 0 1304.782588 2 652.8942261 -1.082480388 -0.000706201 41.13705417

21359965 CLPTM1L cleft lip and palate transmembrane protein 1-like protein 81037 NP_110409.2 10.22304833 1 5 5 26 538 62.189 8.56 1.21 1.23 1.2 1.21 Significant 0.0000528
KTEEYDTQAMK 6 21359965 3xTMT6plex [N-Term; K1; K11] 1.239 1.244 1.262 4.657582283 22.69 1 2031.103553 3 677.7061768 0.208646889 0.000141261 32.28877746STTELPLTVSYDK 6 21359965 2xTMT6plex [N-Term; K13] 1.119 1.052 0.877 3.35240531 33.89 0 1912.06793 2 956.5354614 -2.240468746 -0.002141964 62.79296168TVHYLPILFIDQLSNR 4 21359965 1xTMT6plex [N-Term] 1.106 1.24 5.152141571 27.5 0 2158.22219 3 720.0784912 -0.588395019 -0.000423296 96.81998113SVAHLPWK 4 21359965 2xTMT6plex [N-Term; K8] 1.206 1.238 2.908492088 18.3 0 1395.851277 3 465.9551086 -0.361071608 -0.000168001 51.01791886WLYPVDK 6 21359965 2xTMT6plex [N-Term; K7] 1.224 1.276 1.208 2.759706497 19.06 0 1378.813494 2 689.9086304 -2.545716174 -0.001755034 66.2590244213540555 PTDSS2 phosphatidylserine synthase 2 81490 NP_110410.1 11.49897331 1 4 4 17 487 56.216 6.25 1.17 1.12 1.22 1.17 Significant 0.000608 ASLEEPPDGPSAGQATGPGEGR 4 13540555 1xTMT6plex [N-Term] 1.339 0.72 6.527936935 70.08 0 2309.120698 3 770.3779907 -0.553778775 -0.000426247 32.75908768DAGGPRPESPVPAGR 5 13540555 1xTMT6plex [N-Term] 0.747 1.029 1.251 4.552659988 11.78 0 1691.902647 3 564.6383057 -1.34964492 -0.000761156 22.78821756TLEWLSLK 6 13540555 2xTMT6plex [N-Term; K8] 1.405 1.402 1.362 3.776210546 43.62 0 1447.892473 2 724.4481201 -2.423595461 -0.001754553 81.63140333WQGLWNIPTYK 2 13540555 2xTMT6plex [N-Term; K11] 0.804 2.17186594 1.28 0 1864.052161 2 932.5278931 -1.958961913 -0.001825804 87.7902286223308607 HM13 minor histocompatibility antigen H13 isoform 1 81502 NP_110416.1 32.36074271 1 12 12 106 377 41.462 6.43 1.47 1.33 1.32 1.37 Significant 0.00124 GEVTEMFSYEESNPKDPAAVTESK 7 23308607 3xTMT6plex [N-Term; K15; K24] 1.64 2.748 5.756270409 29.99 1 3332.681114 3 1111.564819 -0.362822648 -0.000403057 63.41987841GEVTEMFSYEESNPK 6 23308607 2xTMT6plex [N-Term; K15] 1.004 1.026 3.532519341 60.67 0 2205.078571 2 1103.04248 -0.402140999 -0.000443376 59.84444788NASDMPETITSR 18 23308607 1xTMT6plex [N-Term] 1.576 1.556 1.621 4.354301929 61.02 0 1550.768187 2 775.8869019 -1.070494659 -0.000830045 30.26715481QYQLLFTQGSGENKEEIINYEFDTK 6 23308607 3xTMT6plex [N-Term; K14; K25] 1.352 1.901 2.189 5.271752834 20.21 1 3681.925518 3 1227.979614 -0.333715757 -0.000409572 83.94395309GEVTEMFSYEESNPK 4 23308607 2xTMT6plex [N-Term; K15]; 1xOxidation [M6] 1.138 1.155 3.936843157 31.44 0 2221.073486 2 1103.04248 -0.402140999 -0.000443376 59.84444788

HAQPALLYLVPACIGFPVLVALAK 3 23308607 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C13] 1.408 1.724 3.971259594 23.84 0 3019.793497 3 1007.268799 -0.547761172 -0.000551375 113.0079144
LVFPQDLLEK 30 23308607 2xTMT6plex [N-Term; K10] 1.527 1.393 1.547 3.844675779 50.25 0 1660.008565 2 830.5075073 -0.49817307 -0.000413486 89.97097622EGTEASASK 8 23308607 2xTMT6plex [N-Term; K9] 1.544 1.652 1.647 3.979955435 56.54 0 1337.731281 2 669.3685913 -1.027547784 -0.000687291 17.81680827QYQLLFTQGSGENK 2 23308607 2xTMT6plex [N-Term; K14] 0.867 2.433550835 12 0 2071.122425 3 691.0452271 -0.626427313 -0.000432469 60.33435902DPAAVTESK 6 23308607 2xTMT6plex [N-Term; K9] 1.231 1.175 1.164 3.497136354 42.85 0 1375.783316 2 688.395813 0.750987856 0.000516598 27.74072832GKNASDMPETITSR 2 23308607 2xTMT6plex [N-Term; K2] 1.356 3.086577415 16.23 1 1965.047546 3 655.6895752 3.372186058 0.002208835 32.49020431FFPASFPNR 4 23308607 1xTMT6plex [N-Term] 0.887 1.034 3.199894905 30.61 0 1311.704723 2 656.3550415 -1.461138436 -0.000958291 62.58825131SFEAPIK 10 23308607 2xTMT6plex [N-Term; K7] 1.55 1.444 1.524 3.443179607 35.55 0 1249.755645 2 625.3811646 -0.474091427 -0.000296249 59.98816115

21361933 ITFG1 T-cell immunomodulatory protein isoform 1 precursor 81533 NP_110417.2 8.169934641 1 3 3 11 612 68.064 5.39 1.7 1.12 2 1.61 Significant 0.0249
KQEWTAIIPNSQLIVIPYPHNVPR 7 21361933 2xTMT6plex [N-Term; K1] 2.122 1.273 1.998 6.164338589 24.45 1 3271.871958 4 818.720459 -3.652995182 -0.002988033 89.2518885SANFLDHLYVGIPRPSGEK 2 21361933 2xTMT6plex [N-Term; K19] 1.013 3.76711154 4.8 0 2558.413128 4 640.3594971 1.184555073 0.000757645 70.19198823STIYLVR 2 21361933 1xTMT6plex [N-Term] 0.799 1.987071514 12.23 0 1080.661461 2 540.8337402 -1.163520025 -0.000628686 45.5572935945505155 FBXO38 F-box only protein 38 isoform a 81545 NP_110420.3 5.39083558 1 4 4 14 1113 125.877 6.24 0.9 1.12 1.09 1.03 Significant 0.00439 SWMDTIANINQELIK 2 45505155 2xTMT6plex [N-Term; K15] 1.265 4.117400169 29.3 0 2234.22551 3 745.4135742 0.295084917 0.000219762 98.50068885KLNMDQVLDQILR 6 45505155 2xTMT6plex [N-Term; K1] 1.002 1.448 0.891 4.660505772 31.44 1 2044.198902 3 682.0718384 1.007899338 0.000686782 94.21074463

NLHTIVLGACK 4 45505155 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 0.871 1.084 3.469843626 6.05 0 1683.998017 3 562.0045166 0.581440523 0.000326382 52.33705547
IQTLHLVGVNVPEIPCIPMLR 2 45505155 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.941 1.098 3.584204912 0 2628.493086 3 876.8354492 -0.491244872 -0.000430411 104.5091698

527122092 WBSCR16 Williams-Beuren syndrome chromosomal region 16 protein isoform 1 81554 NP_110425.2 11.20689655 1 3 3 12 464 49.866 8.29 0.99 1.06 1.37 1.14 Significant 0.0103
EAAEAEAEVPVVQYVGER 4 527122092 1xTMT6plex [N-Term] 1.235 1.411 3.298502684 23.7 0 2175.113093 3 725.7077026 -2.08657649 -0.001512847 58.72843248GYEYVLEPSPVSLPLDRPQETR 6 527122092 1xTMT6plex [N-Term] 0.885 0.688 1.111 5.465522289 26.9 0 2774.456225 3 925.4876709 -2.799000617 -0.002588568 76.73847484VVENEIYSESHR 2 527122092 1xTMT6plex [N-Term] 1.035 3.026850939 5.75 0 1690.859779 3 564.291687 0.430825291 0.000242822 34.4503414332401427 YIPF5 protein YIPF5 isoform a 81555 NP_110426.4 8.171206226 1 2 2 14 257 27.971 4.36 1.15 1.21 1.2 1.19 Significant 0.000245 QYAGYDYSQQGR 2 32401427 1xTMT6plex [N-Term] 1.104 3.400007248 2.27 0 1664.786614 3 555.5985107 -3.385084544 -0.001878481 24.44864347TLTVLHPLK 12 32401427 2xTMT6plex [N-Term; K9] 1.147 1.212 1.202 2.913201332 35.41 0 1479.966306 3 493.993042 -1.171400612 -0.000577878 56.35460069124256480 ATG16L1 autophagy-related protein 16-1 isoform 1 55054 NP_110430.5 10.37891269 1 5 5 18 607 68.223 6.64 0.7 0.93 1.02 0.88 Significant 0.0114 EPLPVEQDDDIEVIVDETSDHTEETSPVR 2 124256480 1xTMT6plex [N-Term] 0.459 3.564879894 24.67 0 3522.680877 3 1174.898193 -0.241328098 -0.000283374 75.70336967ITALDLNPER 6 124256480 1xTMT6plex [N-Term] 1.28 1.135 0.848 3.664768219 42.54 0 1370.784095 2 685.8950195 -0.972375959 -0.000666459 52.86536298LLATGGMDR 2 124256480 1xTMT6plex [N-Term] 1.007 2.884296179 30.95 0 1162.645159 2 581.8265381 0.550788751 0.000320186 36.40928036EMELLGK 2 124256480 2xTMT6plex [N-Term; K7] 1.06 2.682009459 23.48 0 1277.75393 2 639.3797607 -1.319139456 -0.000842768 54.81263144IWTVDDYR 6 124256480 1xTMT6plex [N-Term] 0.594 0.878 1.124 3.401825428 25.62 0 1296.678568 2 648.8394775 -5.313022091 -0.003444641 53.2240437342794771 TXNDC5 thioredoxin domain-containing protein 5 isoform 1 precursor 81567 NP_110437.2 40.74074074 1 19 19 160 432 47.599 5.97 1.17 1.19 1.27 1.21 Significant 0.000637

ALAPTWEQLALGLEHSETVK 20 42794771 2xTMT6plex [N-Term; K20] 1.238 1.138 1.142 7.626473904 61.11 0 2651.480873 3 884.4910889 -8.357442312 -0.007386533 96.23215912QGLYELSASNFELHVAQGDHFIK 4 42794771 2xTMT6plex [N-Term; K23] 0.963 1.138 7.58511734 41.12 0 3061.61474 4 766.1578369 -1.705869024 -0.001305678 75.91485108TLAPTWEELSK 14 42794771 2xTMT6plex [N-Term; K11] 1.137 1.168 1.236 4.580173969 55.68 0 1732.988558 2 866.9963989 -1.752197626 -0.001518269 72.53113176
VDCTAHSDVCSAQGVR 12 42794771 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C10] 1.325 1.371 1.211 6.174264431 61.15 0 1990.927224 2 995.9660034 -1.252684695 -0.001247002 36.07672362

KEFPGLAGVK 2 42794771 3xTMT6plex [N-Term; K1; K10] 1.068 4.023365498 18.57 1 1733.092853 3 578.3687134 -0.730459005 -0.000421984 64.95645557IAEVDCTAER 10 42794771 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.211 1.424 1.266 4.187544823 36.2 0 1392.699045 2 696.8527222 -0.630196499 -0.000438837 29.83528286LQPTWNDLGDKYNSMEDAK 9 42794771 3xTMT6plex [N-Term; K11; K19] 0.799 1.103 1.273 4.112211704 7.42 1 2912.506719 3 971.5065308 -0.576841534 -0.000560018 67.979162
FYAPWCGHCK 8 42794771 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C6; C9] 1.306 1.166 3.916329861 25.41 0 1783.881273 3 595.298645 0.060737559 3.61E-05 53.27189011EYVESQLQR 12 42794771 1xTMT6plex [N-Term] 1.119 1.304 1.191 3.225017548 54.38 0 1380.73206 2 690.8688965 -1.117835455 -0.000771716 30.57562811EFPGLAGVK 18 42794771 2xTMT6plex [N-Term; K9] 1.143 1.132 1.237 3.612399817 31.82 0 1375.834958 2 688.4207153 -0.584253171 -0.000401918 60.43049556GYPTLLWFR 14 42794771 1xTMT6plex [N-Term] 1.156 1.179 1.191 4.222554684 51.89 0 1381.782973 2 691.3942261 -1.301030333 -0.000898871 84.53895637FFAPWCGHCK 2 42794771 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C6; C9] 1.315 2.756941319 7.4 0 1767.886359 3 589.9675903 1.051473747 0.000619629 62.63839421GYPTLLLFR 6 42794771 1xTMT6plex [N-Term] 1.219 1.022 1.325 3.672827721 33.01 0 1308.787724 2 654.8981323 0.965571738 0.000631864 82.43286303YNSMEDAK 4 42794771 2xTMT6plex [N-Term; K8] 0.927 0.931 3.624627113 39.73 0 1415.724087 2 708.3656006 -0.114561959 -8.11E-05 37.51062046TLAPTWEELSKK 5 42794771 3xTMT6plex [N-Term; K11; K12] 1.821 4.385 3.243 3.163564444 5.3 1 2090.246453 3 697.4198608 -0.68100126 -0.000474487 64.25028977FVLSQAKDEL 12 42794771 2xTMT6plex [N-Term; K7] 1.536 1.368 1.409 3.511499643 24.1 1 1607.940879 2 804.4733276 -0.93330954 -0.000750353 68.44638143LQPTWNDLGDK 4 42794771 2xTMT6plex [N-Term; K11] 0.87 0.882 3.302590132 19.6 0 1744.963406 3 582.3265381 0.948649013 0.000551786 59.60979035LFKPGQEAVK 2 42794771 3xTMT6plex [N-Term; K3; K10] 1.115 1.678 2.348871231 0 1804.129967 3 602.0479126 -0.433475994 -0.000260682 50.20108046FVLSQAK 2 42794771 2xTMT6plex [N-Term; K7] 1.034 1.859595418 10.16 0 1250.787279 2 625.8972168 -0.097935318 -6.12E-05 52.1550211414269586 MRPS26 28S ribosomal protein S26, mitochondrial 64949 NP_110438.1 35.12195122 1 7 7 33 205 24.197 10.39 0.9 1 0.95 0.95 Significant 0.000922 KAEEVQAWAQR 6 14269586 2xTMT6plex [N-Term; K1] 0.968 0.951 4.574136734 22.11 1 1774.001188 3 592.0047607 -0.822526753 -0.000486388 36.39987319EVLQLQEEVK 4 14269586 2xTMT6plex [N-Term; K10] 0.839 0.928 4.441446304 46.74 0 1672.988558 2 836.9968872 -1.231315019 -0.001029988 64.78847774MEFVSEVQR 6 14269586 1xTMT6plex [N-Term] 0.88 1.082 0.805 3.978600264 38.22 0 1353.703402 2 677.355896 0.822279227 0.000556561 46.93247064VNMPPAVDPAEFFVLMER 8 14269586 1xTMT6plex [N-Term] 1.058 1.263 1.234 2.905629158 22.58 0 2291.176562 2 1146.090576 -1.172426558 -0.001343118 112.548726KNYNWAITR 3 14269586 2xTMT6plex [N-Term; K1] 0.893 0.936 2.428112268 2.14 1 1623.937131 3 541.9845581 1.225186842 0.000663209 44.45701664VEAALDSR 4 14269586 1xTMT6plex [N-Term] 0.984 0.995 2.837491989 36.92 0 1089.610154 2 545.3084717 -0.447068727 -0.000243565 28.87797749AGVLAER 2 14269586 1xTMT6plex [N-Term] 0.953 2.419322968 18.69 0 944.5726463 2 472.7904968 1.133605073 0.000535386 24.8115389113540606 CLPB caseinolytic peptidase B protein homolog isoform 1 81570 NP_110440.1 21.92362093 1 12 12 59 707 78.68 9.01 1.32 1.26 1.25 1.28 Significant 0.000293

IAENLGDVQISDK 10 13540606 2xTMT6plex [N-Term; K13] 2.017 1.528 1.368 5.026676178 79.3 0 1860.047863 2 930.5252075 -2.540268468 -0.00236251 58.68719158DAIFIMTSNVASDEIAQHALQLR 2 13540606 1xTMT6plex [N-Term] 2.487 6.085097313 68.91 0 2772.455179 3 924.8240967 0.922460021 0.000852493 97.23469712EVADVLVDGYNVHYGAR 2 13540606 1xTMT6plex [N-Term] 2.055 5.4981637 58.44 0 2106.081734 3 702.697937 -1.175550219 -0.000825268 60.52514279LKEHIIGQESAIATVGAAIR 2 13540606 2xTMT6plex [N-Term; K2] 1.526 5.584804058 22.12 1 2535.502277 4 634.630188 -1.323239543 -0.000838769 65.58801933GCTALHYAVLADDYR 4 13540606 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.55 1.323 4.054572582 35.25 0 1953.969012 3 651.9940186 -0.772799327 -0.000503342 52.43355876ELLDGGANPLQR 8 13540606 1xTMT6plex [N-Term] 1.448 2.105 4.54618597 37.6 0 1511.837922 2 756.423645 1.383514087 0.001045825 51.39621182DAALLEAAR 6 13540606 1xTMT6plex [N-Term] 0.992 1.063 1.099 2.96165204 31.5 0 1158.668003 2 579.8378906 0.43286774 0.000250775 40.05138303HNITLLWDR 6 13540606 1xTMT6plex [N-Term] 1.369 1.393 1.529 3.182384491 27.38 0 1396.789849 3 466.2680359 -0.211258683 -9.84E-05 53.44004591SPELPSPQAEK 6 13540606 2xTMT6plex [N-Term; K11] 1.626 1.557 0.901 3.588928699 43.87 0 1640.925958 2 820.9643555 -2.75650006 -0.002261606 40.90191533LDMSEFQER 6 13540606 1xTMT6plex [N-Term] 0.967 1.173 3.28811121 15.1 0 1383.677581 2 692.3428345 0.586072452 0.000405468 48.36358385ITVEDSDK 4 13540606 2xTMT6plex [N-Term; K8] 1.08 1.176 3.278576136 24.6 0 1364.767332 2 682.887146 -0.231803477 -0.000158179 33.25183158LEIIDKDSK 3 13540606 3xTMT6plex [N-Term; K6; K9] 1.154 1.15 2.446927786 1.05 1 1748.077262 3 583.364563 1.071717414 0.000624482 53.7130824318644734 CTNNBL1 beta-catenin-like protein 1 isoform 1 56259 NP_110517.2 26.9982238 1 14 14 85 563 65.132 5.05 1.38 1.38 1.47 1.41 Significant 0.000452 GEGLQLMNLMLR 10 18644734 1xTMT6plex [N-Term] 1.39 1.341 1.169 4.71338129 57.05 0 1603.886134 2 802.4473267 0.774600071 0.000621185 89.48032357LYCSEVLAILLQDNDENR 6 18644734 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.718 1.199 1.406 4.684349537 31.33 0 2394.217241 3 798.7444458 0.644566549 0.000514411 101.2975012LLQIIDRDGEEEEEEEEPLDESSVK 10 18644734 2xTMT6plex [N-Term; K25] 1.316 1.114 1.538 5.84461832 28.84 1 3388.68954 3 1130.235352 0.578724453 0.000653706 78.56973088RGEIIDNDTEEEFYLR 6 18644734 1xTMT6plex [N-Term] 1.884 1.584 1.615 5.155167103 27.79 1 2228.103257 3 743.3721924 -0.55332784 -0.000410957 52.36321488EYAENIGDGR 6 18644734 1xTMT6plex [N-Term] 1.225 1.047 1.937 3.727371931 37.8 0 1352.664374 2 676.8363037 0.707242605 0.000478331 24.74923171DDEEEEQK 6 18644734 2xTMT6plex [N-Term; K8] 0.929 1.182 1.165 3.388590336 39.81 0 1479.721504 2 740.3644409 0.068645307 5.08E-05 17.01937812FVDILGLR 6 18644734 1xTMT6plex [N-Term] 1.398 1.579 1.598 3.472519159 32.5 0 1161.71931 2 581.3632202 -0.126209757 -7.33E-05 81.52138176TIFPLFMK 4 18644734 2xTMT6plex [N-Term; K8] 1.21 1.498 3.242922544 23.98 0 1454.884551 2 727.9467773 1.187322732 0.000863709 97.08614288FTENDSEK 4 18644734 2xTMT6plex [N-Term; K8] 1.301 1.23 3.254965544 36.37 0 1427.741845 2 714.373291 -1.778913155 -0.001269914 27.01353764ILGLLENF 8 18644734 1xTMT6plex [N-Term] 1.531 1.58 2.754932165 47.06 0 1147.692427 2 574.3499146 0.109359929 6.28E-05 112.218787LMELHFK 4 18644734 2xTMT6plex [N-Term; K7] 1.334 1.416 2.552732944 18.21 0 1375.817199 3 459.2757874 -3.191244778 -0.001463523 63.51193696IKFPDNPEK 6 18644734 3xTMT6plex [N-Term; K2; K9] 1.227 1.397 1.194 3.651111603 7.72 1 1775.067032 3 592.3608398 0.526347024 0.000311434 46.31138319MILTFEK 6 18644734 2xTMT6plex [N-Term; K7] 1.461 1.208 1.639 3.025144339 20.66 0 1339.805966 2 670.40625 -0.554259362 -0.0003713 70.90278119VHQILNMR 3 18644734 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.621 1.904026747 11.43 0 1255.714242 3 419.243103 0.409043725 0.000171214 26.31432699731184188 APOL2 apolipoprotein L2 23780 NP_112092.2 24.62908012 1 8 8 60 337 37.055 6.74 0.71 0.85 1.17 0.91 Significant 0.0217 NLDQSGTNVAK 6 731184188 2xTMT6plex [N-Term; K11] 0.792 0.839 0.634 3.972218037 61.98 0 1604.900805 2 802.9533691 -0.837278382 -0.000671874 29.87205595ANPQLGAYAPPPHVIGR 12 731184188 1xTMT6plex [N-Term] 0.579 0.59 0.576 6.612375736 45.55 0 1987.107495 3 663.0421753 2.253360182 0.001492556 46.94612897ISAEGGEQVER 10 731184188 1xTMT6plex [N-Term] 0.51 0.557 0.72 4.460785866 52.35 0 1403.732788 2 702.3696289 -0.57476573 -0.000403409 37.19756222ALAEEVEQVHR 8 731184188 1xTMT6plex [N-Term] 0.706 1.223 1.827 4.579920769 44.29 0 1509.822272 3 503.9454651 -0.284600602 -0.000143232 36.98302051VVEGPAQAMSR 6 731184188 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.616 0.646 0.829 2.781457186 33.02 0 1389.735765 2 695.371582 0.08783864 6.10E-05 22.76886961SESAEELK 6 731184188 2xTMT6plex [N-Term; K8] 0.757 0.79 0.965 3.336450577 34.41 0 1350.751682 2 675.8790283 -0.667516752 -0.000450825 27.92777173HLLEGAK 2 731184188 2xTMT6plex [N-Term; K7] 0.744 2.306759357 11.83 0 1225.766878 3 409.2614746 2.44108254 0.000997399 31.15044562AQELEGK 6 731184188 2xTMT6plex [N-Term; K7] 0.867 0.849 2.5523417 22.62 0 1232.725073 2 616.866272 0.1575658 9.71E-05 27.07522903VVEGPAQAMSR 4 731184188 1xTMT6plex [N-Term] 1.043 0.894 3.385567427 26.86 0 1373.74085 2 695.371582 0.08783864 6.10E-05 22.7688696140254978 FIP1L1 pre-mRNA 3'-end-processing factor FIP1 isoform 1 81608 NP_112179.2 24.24242424 1 9 9 53 594 66.487 5.59 1.12 1.1 1.25 1.15 Significant 0.00165
LVSELSGGTGGDEEEEWLYGGPWDVHVHSDLAK 6 40254978 2xTMT6plex [N-Term; K33] 0.933 0.853 0.882 7.650357723 55.6 0 4026.976161 4 1007.499146 -0.349738537 -0.000352097 85.23977354RLPGAIDVIGQTITISR 4 40254978 1xTMT6plex [N-Term] 0.975 1.403 4.906993866 30.3 1 2039.217439 3 680.4106445 -0.02888179 -1.96E-05 75.15418571AFPYGNVAFPHLPGSAPSWPSLVDTSK 10 40254978 2xTMT6plex [N-Term; K27] 1.109 1.223 100 6.177289486 35.12 0 3300.745755 3 1100.919067 -0.940909053 -0.001035234 97.91411366ANENSNIQVLSER 6 40254978 1xTMT6plex [N-Term] 1.207 100 1.398 4.720138073 47.39 0 1702.892142 2 851.9504395 0.857509536 0.000730123 36.00184403AEFTSPPSLFK 6 40254978 2xTMT6plex [N-Term; K11] 1.005 0.742 4.640416145 42.29 0 1681.956529 2 841.480957 -1.124867062 -0.000945989 71.31254119EAGSEPAPEQESTEATPAE 12 40254978 1xTMT6plex [N-Term] 100 0.979 100 2.953378439 29.93 0 2158.982532 2 1079.994995 0.083916554 9.06E-05 25.82341014VYGTTGTK 2 40254978 2xTMT6plex [N-Term; K8] 0.984 2.781477928 38.77 0 1284.756373 2 642.8817749 -0.077855471 -5.00E-05 27.75329151ETALPSTK 6 40254978 2xTMT6plex [N-Term; K8] 1.247 1.111 1.296 3.034335136 32.9 0 1304.782588 2 652.8945923 -0.521144054 -0.00033999 32.80127859KANSSVGK 1 40254978 3xTMT6plex [N-Term; K1; K8] 1.071 3.245417833 1 1477.930539 3 493.3147278 -0.614717923 -0.000302837 22.4864733631742501 SNX27 sorting nexin-27 81609 NP_112180.4 8.522727273 1 4 4 21 528 59.773 6.32 0.77 0.88 0.97 0.87 Significant 0.00436 GQVSEGGQLR 4 31742501 1xTMT6plex [N-Term] 0.924 0.961 3.984526157 51.04 0 1259.690529 2 630.3483887 -0.816586476 -0.000514323 25.98497027SESGYGFNVR 4 31742501 1xTMT6plex [N-Term] 0.914 0.819 2.808212996 12 0 1344.674545 2 672.8400269 -1.314704044 -0.000883925 30.78909272VALPDGTTVTVR 9 31742501 1xTMT6plex [N-Term] 0.749 0.845 0.974 3.569474697 33.69 0 1457.852509 2 729.4298096 -0.114352703 -8.34E-05 52.41945313WPFSLSEQQLDAR 4 31742501 1xTMT6plex [N-Term] 0.667 1.289 2.748984337 8.5 0 1805.938364 2 903.4718018 -1.12799773 -0.001018547 75.92673762

13569879 ANP32E acidic leucine-rich nuclear phosphoprotein 32 family member E isoform 1 81611 NP_112182.1 24.25373134 1 6 6 43 268 30.674 3.85 1.09 1.08 1.15 1.11 Significant 0.00039
SLDLFNCEITNLEDYR 8 13569879 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.064 1.034 1.039 4.452205658 41.01 0 2231.085164 3 744.3676147 1.401460747 0.001042259 86.89725936IKDLSTVEALQNLK 6 13569879 3xTMT6plex [N-Term; K2; K14] 1.395 1.433 1.53 7.609148502 32.82 1 2259.389094 3 753.8009033 -0.41488607 -0.000312463 81.38620903ELEFLSMANVELSSLAR 9 13569879 1xTMT6plex [N-Term] 0.82 1.069 6.001218319 57.92 0 2138.136471 3 713.3832397 -0.610466982 -0.000435087 106.8402521DLSTVEALQNLK 8 13569879 2xTMT6plex [N-Term; K12] 0.945 1.037 1.011 3.769733667 23.31 0 1789.047135 2 895.0247192 -2.779889551 -0.002486677 71.13830623DAEDDGEEEDD 6 13569879 1xTMT6plex [N-Term] 1.016 1.201 0.785 3.508203983 84.46 0 1467.544438 2 734.2755737 -0.386147804 -0.000283345 15.61296712KINLELR 6 13569879 2xTMT6plex [N-Term; K1] 0.989 0.863 1.381 2.810403109 10.02 1 1343.877491 3 448.6305847 -0.216165246 -9.68E-05 44.9606481345580709 UNC93B1 protein unc-93 homolog B1 81622 NP_112192.2 5.025125628 1 2 2 8 597 66.588 6.96 0.71 0.41 0.64 0.59 Significant 0.023 SVGWGNIFQLPFK 2 45580709 2xTMT6plex [N-Term; K13] 0.641 3.084354162 26.87 0 1951.120575 3 651.0452881 0.377228256 0.000245339 107.3218629RPCPYEQAQGGDGPEEQ 6 45580709 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.711 0.411 0.622 3.432924271 32.61 0 2146.966112 2 1073.987427 0.682435376 0.000732583 20.22911502163792194 TRMT1L TRMT1-like protein isoform 1 81627 NP_112196.3 23.19236016 1 13 13 60 733 81.695 7.88 1.1 1.13 1.17 1.13 Significant 0.00032 QLIFCTLAALAEER 10 163792194 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.373 1.584 1.445 4.753018379 52.49 0 1864.019985 3 622.0112915 -0.356304271 -0.000221386 109.5362253YSTPTYTGGQSESHVQSASEDTVTER 7 163792194 1xTMT6plex [N-Term] 1.98 0.846 0.645 4.718595982 41.96 0 3046.407496 3 1016.140747 0.062897343 6.39E-05 32.72138468SFDFIHLDPFGTSVNYLDSAFR 6 163792194 1xTMT6plex [N-Term] 1.215 1.162 1.387 5.692937374 30.8 0 2777.377247 3 926.4699097 6.455419021 0.005976378 105.1446937SSYIAASTAKPPK 5 163792194 3xTMT6plex [N-Term; K10; K13] 0.987 0.859 1.331 3.178361177 18.9 0 2008.204588 3 670.0733643 0.473842876 0.000317191 40.62629583NLGIVSVTSTDISSLYAK 2 163792194 2xTMT6plex [N-Term; K18] 1.202 3.796242476 18.78 0 2326.326998 3 776.1116943 -2.780530077 -0.002156141 83.39072319MDANVLMHLR 6 163792194 1xTMT6plex [N-Term] 1.193 1.144 1.112 4.005892277 40.63 0 1428.765291 3 476.9271851 1.197471546 0.000570302 64.72583022TTDDTTTDNYIAQGK 2 163792194 2xTMT6plex [N-Term; K15] 1.143 3.195104122 13.02 0 2102.065364 3 701.3580933 -2.681783802 -0.001879095 35.12504139TDAPLMQFK 2 163792194 2xTMT6plex [N-Term; K9] 1.425 3.574024677 29.04 0 1508.854707 2 754.9293213 -2.214283363 -0.001670516 60.78358693DGNMVEENPYR 6 163792194 1xTMT6plex [N-Term] 2.859575748 11.82 0 1552.726322 2 776.8661499 -0.836731685 -0.000649608 27.49742073TDSYFNPK 6 163792194 2xTMT6plex [N-Term; K8] 1.134 1.024 0.991 3.121618986 31.66 0 1429.772751 2 715.3889771 -1.450593065 -0.001037009 37.78978381HLQNLHWK 2 163792194 2xTMT6plex [N-Term; K8] 1.325 2.973737001 15.73 0 1533.905437 3 511.9736938 0.711147469 0.000363611 36.08875195VEMSVNDK 4 163792194 2xTMT6plex [N-Term; K8] 0.845 0.761 3.096115112 27.27 0 1379.760472 2 690.3825073 -1.98167118 -0.001367116 37.16076565IVVAAVAR 2 163792194 1xTMT6plex [N-Term] 1.12 2.902319908 35.52 0 1027.682531 2 514.3444214 -0.938905288 -0.000482448 42.6371119513569901 TSC22D4 TSC22 domain family protein 4 isoform a 81628 NP_112197.1 15.94936709 1 3 4 12 395 41.001 7.21 1.16 1.45 1.22 1.27 Significant 0.00476 AEKPPLSASSPQQRPPEPETGESAGTSR 3 13569901 2xTMT6plex [N-Term; K3] 100 5.014144421 7.75 0 3349.738831 4 838.1899414 -0.267288002 -0.000223836 34.31415624IEQAMDLVK 6 13569901 2xTMT6plex [N-Term; K9] 1.404 1.168 1.22 4.051264286 49.84 0 1504.880922 2 752.9425049 -2.11881507 -0.001594282 73.18237223ALASPEQLAQLPSSGVPR 2 13569901 1xTMT6plex [N-Term] 0.705 3.915168285 17.21 0 2050.149419 3 684.0524292 -3.260680554 -0.002228294 64.43382883SHLMFAVR 1 13569901 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.563 22.73 0 1205.666229 3 402.5596924 -1.414580189 -0.000568504 28.55405381

52426768 ISCA1 iron-sulfur cluster assembly 1 homolog, mitochondrial precursor 81689 NP_112202.2 44.18604651 1 4 4 16 129 14.17 9.07 1.31 1.05 1.06 1.14 Significant 0.00552



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AALTLTPSAVNK 6 52426768 2xTMT6plex [N-Term; K12] 1 0.906 0.944 3.440782309 36.06 0 1644.009628 3 548.6745605 -0.303653559 -0.000166403 53.96196471TKGDSDEEVIQDGVR 2 52426768 2xTMT6plex [N-Term; K2] 0.968 3.826902866 14.02 1 2106.107897 3 702.7070923 -0.557300285 -0.000391245 30.97760668KAQLTLLGTEMDYVEDK 2 52426768 3xTMT6plex [N-Term; K1; K17] 1.165 3.268819571 6.3 1 2641.472566 3 881.163147 0.879103572 0.000774043 78.50420549LSSEFVFNNPNIK 6 52426768 2xTMT6plex [N-Term; K13] 1.617 1.513 1.18 3.091108799 5.93 0 1967.100233 3 656.3713379 -0.392948011 -0.000257656 72.5720837830794216 TRIM56 E3 ubiquitin-protein ligase TRIM56 81844 NP_112223.1 7.417218543 1 4 4 26 755 81.437 7.74 0.83 0.81 0.83 0.82 Significant 0.0000656 EAEILSLEGAIAQR 10 30794216 1xTMT6plex [N-Term] 0.777 1.029 1.088 3.925341129 38.57 0 1728.96933 3 576.9943848 -0.42146099 -0.000242898 71.68507595AHVEAAEEAAR 8 30794216 1xTMT6plex [N-Term] 0.787 0.74 0.735 4.781468868 59.4 0 1382.722558 2 691.8646851 -0.33573099 -0.000232111 17.34885631LDPHLDHPCLPLAEAVR 6 30794216 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1 0.983 0.976 4.164459229 23.17 0 2182.164024 4 546.2964478 -0.02869829 -1.57E-05 61.47343616QAAQCPQHPGEALR 2 30794216 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.621 3.248108625 4.43 0 1791.912166 3 597.9760742 0.838805762 0.000501022 19.0516014423308574 SPRY4 protein sprouty homolog 4 isoform 1 81848 NP_112226.2 7.453416149 1 2 2 8 322 34.906 7.87 1.3 1.28 1.23 1.27 Significant 0.000269 LQHPLTILPIDQVK 4 23308574 2xTMT6plex [N-Term; K14] 1.446 1.278 4.152266026 35.55 0 2073.283617 3 691.765564 -0.713267329 -0.000492935 75.09862113
VVHCQPLDLK 4 23308574 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.169 1.231 3.331866741 13.71 0 1666.971468 3 556.3288574 0.330356959 0.000183565 45.3301029931621303 SFXN3 sideroflexin-3 81855 NP_112233.2 63.07692308 1 13 15 148 325 35.956 9.09 0.97 0.91 0.95 0.94 Significant 0.000349 ELQVGIPVADEAGQR 8 31621303 1xTMT6plex [N-Term] 0.646 0.931 0.79 4.785043716 58.53 0 1810.986042 2 905.996582 -0.085565264 -7.75E-05 53.52977749AQIHEQNPSVEVVYYNK 12 31621303 2xTMT6plex [N-Term; K17] 0.83 0.782 0.803 6.458195686 59.25 0 2476.323644 3 826.1117554 -1.183713093 -0.000977086 48.80410197QLGTAYVSATTGAVATALGLK 14 31621303 2xTMT6plex [N-Term; K21] 1.056 0.912 0.872 6.676154613 55.43 0 2451.422296 3 817.8139038 1.983610001 0.001620889 99.44098641AGVVTPGITEDQLWR 6 31621303 1xTMT6plex [N-Term] 0.643 0.763 1.083 4.612405777 59.57 0 1871.022428 2 936.0141602 -0.739824108 -0.000692114 63.97478931NLLLSGAQLEASR 6 31621303 1xTMT6plex [N-Term] 0.901 0.748 0.736 4.594464302 44.46 0 1600.921986 2 800.9644775 -0.191915582 -0.000153621 59.08066991MGELPLDINIQEPR 6 31621303 1xTMT6plex [N-Term] 0.826 0.756 0.69 4.377441406 58.59 0 1853.99925 2 927.5024414 -0.88643914 -0.000821729 76.9054142FVPFAAVAAANCINIPLMR 8 31621303 1xTMT6plex [N-Term]; 1xOxidation [M18]; 1xCarbamidomethyl [C12] 1.818 1.275 1.36 5.583143711 59.27 0 2320.250731 3 774.0877075 -0.931524933 -0.000720457 102.0480651

FVPFAAVAAANCINIPLMR 31 31621303 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.423 1.327 1.525 7.027215004 55.33 0 2304.255816 3 774.0877075 -0.931524933 -0.000720457 102.0480651QGIFQVVISR 4 31621303 1xTMT6plex [N-Term] 0.892 0.824 3.245132208 44.91 0 1375.825901 2 688.4151611 -2.075120387 -0.001427502 63.90778845SSIHISNLEPELR 10 31621303 1xTMT6plex [N-Term] 0.69 0.855 0.741 4.500734806 64.13 0 1723.954014 3 575.3224487 -0.708318542 -0.000407036 51.11524988YVYDSAFHPDTGEK 5 31621303 2xTMT6plex [N-Term; K14] 0.853 0.913 1.52 4.237756729 25.11 0 2087.048592 3 696.3533325 -1.508044144 -0.00104912 45.25370424
ICMAIPAMAIPPLIMDTLEK 3 31621303 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C2] 1.356 1.193 4.962506771 20.27 0 2686.482001 3 896.1616821 -4.283636844 -0.003835971 113.0877113WDQSTFIGR 40 31621303 1xTMT6plex [N-Term] 0.953 0.83 0.94 3.350732327 33.87 0 1338.700366 2 669.8529663 -1.277210985 -0.000854901 51.11545354LGYSVTAAK 4 31621303 2xTMT6plex [N-Term; K9] 0.848 0.65 3.683416367 38.04 0 1367.829872 2 684.4179077 -0.975026456 -0.000666835 44.50463488NIVQNYR 6 31621303 1xTMT6plex [N-Term] 0.825 0.882 0.863 2.579198122 27.05 0 1135.642123 2 568.324646 -0.094534898 -5.37E-05 27.99078014HFFTVTDPR 5 31621303 1xTMT6plex [N-Term] 1.093 0.974 0.887 1.992093205 6.74 0 1348.721101 3 450.2447205 -1.107073246 -0.000497711 39.7743105813569956 ARPC5L actin-related protein 2/3 complex subunit 5-like protein 81873 NP_112240.1 45.75163399 1 4 4 37 153 16.931 6.6 0.97 1.07 0.81 0.95 Significant 0.00629 SSEIEQAVQSLDR 15 13569956 1xTMT6plex [N-Term] 0.904 0.88 0.913 5.06849432 65.93 0 1690.880909 2 845.9434814 -0.722918668 -0.000611185 61.78914976RVDIDEFDENKFVDEQEEAAAAAAEPGPDPSEVDGLLR 4 13569956 2xTMT6plex [N-Term; K11] 100 9.160147667 22.33 2 4602.252395 4 1151.318359 -0.170992361 -0.000196738 79.66701475ALAVGGLGSIIR 12 13569956 1xTMT6plex [N-Term] 0.835 1.066 0.812 4.291206837 66.1 0 1355.857201 2 678.4320068 -0.342011035 -0.000231859 73.4673687AQGVVLK 6 13569956 2xTMT6plex [N-Term; K7] 1.093 1.139 0.773 2.709028721 28.94 0 1172.776715 2 586.8911743 -1.400775754 -0.000821399 40.7467208113569962 RAB1B ras-related protein Rab-1B 81876 NP_112243.1 74.12935323 1 4 12 384 201 22.157 5.73 1.33 1.26 1.4 1.33 Significant 0.000922 LLIIGDSGVGK 80 13569962 2xTMT6plex [N-Term; K11] 1.232 1.135 1.119 4.134413719 54.76 0 1529.9667 2 765.4852905 -2.219515831 -0.001697893 71.87338775FADDTYTESYISTIGVDFK 130 13569962 2xTMT6plex [N-Term; K19] 1.121 1.287 1.115 5.355629444 47.94 0 2630.327786 2 1315.66394 -2.730329149 -0.00359083 87.61465826NATNVEQAFMTMAAEIK 6 13569962 2xTMT6plex [N-Term; K17]; 1xOxidation [M] 1.262 1.32 1.55 5.126527786 45.26 0 2343.208874 2 1164.112549 1.65946334 0.001930963 106.7645608NATNVEQAFMTMAAEIK 18 13569962 2xTMT6plex [N-Term; K17] 1.406 1.286 1.451 6.770353794 76.94 0 2327.213959 2 1164.112549 1.65946334 0.001930963 106.7645608GAHGIIVVYDVTDQESYANVK 2 13569962 2xTMT6plex [N-Term; K21] 1.564 4.790154934 30.71 0 2736.460866 3 912.8236694 -1.6118152 -0.001470223 63.85992707IQIWDTAGQER 220 13569962 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161EFADSLGIPFLETSAK 56 13569962 2xTMT6plex [N-Term; K16] 1.276 1.262 1.364 5.3849473 66.34 0 2183.200007 3 728.404541 -0.429220008 -0.000312358 95.85438186VVDNTTAK 6 13569962 2xTMT6plex [N-Term; K8] 1.342 1.181 1.269 3.242188454 48.16 0 1305.777837 2 653.3927002 0.219693287 0.000143435 114.9932564YASENVNK 22 13569962 2xTMT6plex [N-Term; K8] 1.287 1.227 1.147 3.637708664 38.25 0 1382.768 2 691.887146 -0.712410044 -0.000492549 23.97342083QWLQEIDR 14 13569962 1xTMT6plex [N-Term] 1.427 1.207 1.153 3.536239862 27.21 0 1316.716016 2 658.8612671 -0.575902703 -0.00037915 55.55851093TITSSYYR 10 13569962 1xTMT6plex [N-Term] 1.266 1.384 1.519 3.298510075 32.54 0 1219.652019 2 610.3292847 -0.595197689 -0.000362967 30.26133156TIELDGK 15 13569962 2xTMT6plex [N-Term; K7] 1.228 1.279 1.4 2.611140728 35.09 0 1233.745474 2 617.3760376 -0.547604592 -0.000337802 43.23251001MGPGAASGGERPNLK 4 13569962 2xTMT6plex [N-Term; K15] 1.423 1.277 3.007173538 14.65 0 1900.047486 3 634.0201416 -0.849865766 -0.000538262 30.18907913MGPGAASGGERPNLK 6 13569962 2xTMT6plex [N-Term; K15]; 1xOxidation [M1] 1.186 1.201 1.309 2.684063673 7.99 0 1916.042401 3 634.0201416 -0.849865766 -0.000538262 30.18907913

14043070 HNRNPA1 heterogeneous nuclear ribonucleoprotein A1 isoform b 3178 NP_112420.1 51.88172043 1 14 20 499 372 38.723 9.13 1.36 1.4 1.51 1.43 Significant 0.000991
SHFEQWGTLTDCVVMR 71 14043070 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.165 1.224 1.366 6.116875648 54.55 0 2195.05751 2 1098.03125 -1.041617356 -0.001143205 61.14454168
SHFEQWGTLTDCVVMR 10 14043070 1xTMT6plex [N-Term]; 1xOxidation [M15]; 1xCarbamidomethyl [C12] 1.833 1.48 1.277 4.421069622 29.29 0 2211.052425 2 1098.03125 -1.041617356 -0.001143205 61.14454168

GFGFVTYATVEEVDAAMNARPHK 4 14043070 2xTMT6plex [N-Term; K23]; 1xOxidation [M17] 1.637 1.303 5.127252579 18.82 0 2984.534048 4 746.8891602 0.25563957 0.000190741 77.28911277KLFIGGLSFETTDESLR 4 14043070 2xTMT6plex [N-Term; K1] 2.344 1.714 5.876327991 41.03 1 2371.327333 3 791.1123657 -2.019388874 -0.001596211 79.77586062IFVGGIKEDTEEHHLR 136 14043070 2xTMT6plex [N-Term; K7] 1.727 1.888 1.823 7.876939774 42.31 1 2338.29195 5 468.462677 -3.28087356 -0.001534328 47.40202572LFIGGLSFETTDESLR 92 14043070 1xTMT6plex [N-Term] 1.233 1.277 1.277 5.81142664 95.42 0 2014.069438 2 1007.53717 -1.178405095 -0.001186695 89.0588154GFAFVTFDDHDSVDK 36 14043070 2xTMT6plex [N-Term; K15] 1.389 1.411 1.593 5.680339813 61.1 0 2158.085705 3 720.0327148 -0.97963614 -0.000704713 72.90505863GGGFGGNDNFGR 4 14043070 1xTMT6plex [N-Term] 1.798 0.986 3.859277487 41.3 0 1383.660292 2 692.3339844 0.289290661 0.00020014 28.23819897SHFEQWGTLTDCVVMRDPNTK 2 14043070 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C12] 2.375 5.262061596 9.94 1 2979.485717 4 749.6235352 -2.778036656 -0.002080389 55.88293209
SSGPYGGGGQYFAKPR 28 14043070 2xTMT6plex [N-Term; K14] 1.291 1.659 2.256 7.236612797 44.74 0 2087.107444 3 696.3743286 0.473669838 0.000329533 39.37340315NQGGYGGSSSSSSYGSGR 12 14043070 1xTMT6plex [N-Term] 1.251 1.403 1.425 7.547027111 111.94 0 1923.863027 2 962.4344482 -0.731208826 -0.000703373 16.19728194

SHFEQWGTLTDCVVMRDPNTK 2 14043070 2xTMT6plex [N-Term; K21]; 1xOxidation [M15]; 1xCarbamidomethyl [C12] 1.986 5.906620026 23.24 1 2995.480632 4 749.6235352 -2.778036656 -0.002080389 55.88293209
GFAFVTFDDHDSVDKIVIQK 4 14043070 3xTMT6plex [N-Term; K15; K20] 0.01 1.649 6.405959606 21.3 1 2968.63872 4 742.9150391 -0.132444543 -9.83E-05 81.72732189EDTEEHHLR 18 14043070 1xTMT6plex [N-Term] 1.107 1.001 1.087 4.856553555 53.65 0 1394.686172 3 465.5665588 -0.752094879 -0.000349645 14.07271447KIFVGGIKEDTEEHHLR 24 14043070 3xTMT6plex [N-Term; K1; K8] 2.481 1.627 2.472 5.380533218 37.62 2 2695.549845 6 450.0966797 -2.281580885 -0.001025019 47.1215572IEVIEIMTDR 19 14043070 1xTMT6plex [N-Term] 1.2 1.499 1.504 3.738949776 46.9 0 1447.802782 2 724.4046021 -0.590127639 -0.000427194 81.17076798KLFVGGLK 60 14043070 3xTMT6plex [N-Term; K1; K8] 1.434 1.459 1.737 4.088477135 18.1 1 1549.044446 2 775.0265503 0.889429571 0.000688883 57.7679227SESPKEPEQLR 17 14043070 2xTMT6plex [N-Term; K5] 2.289 1.931 2.333 3.557714939 29 1 1757.979784 2 879.4940796 0.624933061 0.00054931 24.49710894EDSQRPGAHLTVK 20 14043070 2xTMT6plex [N-Term; K13] 1.447 1.579 1.535 3.377842665 27.91 0 1896.07033 2 948.539856 1.110219399 0.001052527 23.9650053DYFEQYGK 10 14043070 2xTMT6plex [N-Term; K8] 1.705 1.38 1.587 3.747589588 41.46 0 1507.783316 2 754.3948364 -0.610119788 -0.000459964 113.1400932IEVIEIMTDR 8 14043070 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.149 0.949 0.934 2.488126516 34.07 0 1463.797697 2 724.4046021 -0.590127639 -0.000427194 81.17076798IFVGGIK 96 14043070 2xTMT6plex [N-Term; K7] 1.08 1.135 1.1 2.734516621 29.58 0 1191.786551 2 596.3967285 -0.311153662 -0.000185414 63.62405946GGNFGGR 6 14043070 1xTMT6plex [N-Term] 1.465 1.355 1.597 2.415957212 31.46 0 893.4790803 2 447.2433167 0.309364581 0.000138205 16.2407922913654270 LAS1L ribosomal biogenesis protein LAS1L isoform 1 81887 NP_112483.1 34.19618529 1 18 18 85 734 83.013 4.73 1.32 1.14 1.15 1.2 Significant 0.00235 MLSELPALGISGIRPTYILR 6 13654270 1xTMT6plex [N-Term] 1.547 2.534 1.063 5.188930988 22.61 0 2429.415153 3 810.4761963 -0.459790831 -0.000372341 98.86208735LLDVTGGLGTDELR 4 13654270 1xTMT6plex [N-Term] 1.254 4.619925022 50.86 0 1687.942781 2 844.4731445 -2.232426089 -0.001884104 71.5633444GALQGSAWQVSSEDVR 6 13654270 1xTMT6plex [N-Term] 1.159 1.251 0.748 4.88198185 46.94 0 1918.98202 2 959.9942017 -0.465298621 -0.00044645 47.50081965MVESCLGSPCWASPQLLR 12 13654270 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C10] 1.924 1.504 1.456 5.457549572 36.02 0 2320.144945 2 1160.577759 1.420647504 0.001648054 80.38118836GLHSQNFTQALLER 4 13654270 1xTMT6plex [N-Term] 0.708 1.094 4.966843128 42.53 0 1843.002361 3 615.0049438 -1.130170571 -0.000694302 51.83297945SPYTLDSLYWSVKPASSSFGSEAK 3 13654270 3xTMT6plex [N-Term; K13; K24] 1.571 100 4.252477169 19.63 0 3294.75012 3 1098.915527 -5.491010878 -0.006030503 83.70448728

AEWDQVTVYLFCDDHK 6 13654270 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C12] 1.93 1.979 1.426 5.169707298 43.84 0 2484.226967 3 828.7457275 -1.74602517 -0.001445841 82.96716678
LFNCSASLDWPR 8 13654270 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.669 1.13 1.019 4.018817902 36.4 0 1694.852192 2 847.9285278 -1.423655673 -0.001206443 69.95177896SGNELPLAVASTADLIR 4 13654270 1xTMT6plex [N-Term] 0.881 1.144 4.74438715 24.25 0 1956.096321 2 978.5558472 4.139195934 0.004048333 83.02138677GSEEVDSHCK 6 13654270 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.381 1.409 1.121 3.632069349 32.41 0 1605.794292 3 535.9359741 -0.574567193 -0.000307546 17.39762505

AMGQGLPDEEQEK 6 13654270 2xTMT6plex [N-Term; K13] 1.249 0.408 2.819569349 37.47 0 1889.967899 2 945.4837646 -4.045509519 -0.003822942 38.04770546
VECVLAELK 6 13654270 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.329 1.199 1.25 3.835708618 48.21 0 1518.896572 2 759.9518433 -0.106772617 -8.11E-05 78.46892746ETWELEEFR 2 13654270 1xTMT6plex [N-Term] 0.926 3.469731569 29.68 0 1467.731725 2 734.3684082 -1.48911665 -0.001092812 58.69134359AQQQEEQGSVNDVKEEEKEEK 1 13654270 4xTMT6plex [N-Term; K14; K18; K21] 0.822 3.181748629 2 3377.784223 4 845.2009888 -0.621020094 -0.000524418 34.86897392

LEPSTCK 6 13654270 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.257 1.19 1.307 2.450759888 31.67 0 1292.728444 2 646.8678589 -0.002372163 -1.53E-06 29.35644294
ELLVSYEEEQFTVLEK 1 13654270 2xTMT6plex [N-Term; K16] 0.754 2.526934624 0 2414.310679 3 805.4405518 -1.48173 -0.001192452 89.73165705FVNLISER 2 13654270 1xTMT6plex [N-Term] 1.005 2.192397118 7.14 0 1206.704389 2 603.8552246 -1.00770434 -0.000608001 60.16722368GVTCENR 2 13654270 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 100 2.213419914 16.79 0 1064.535609 2 532.7713623 -0.151315394 -8.05E-05 20.8065474713654274 FAHD1 acylpyruvase FAHD1, mitochondrial isoform 2 81889 NP_112485.1 57.58928571 1 9 9 92 224 24.827 7.39 0.83 0.77 0.79 0.8 Significant 0.00049

SFTASCPVSAFVPK 22 13654274 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 0.83 0.742 0.775 5.093878746 70.44 0 1956.066491 2 978.5344849 -2.452709793 -0.002398832 68.56706734
GVGPVKENDEIEAGIHGLVSMTFK 6 13654274 3xTMT6plex [N-Term; K6; K24] 0.829 0.83 0.96 6.343068123 33.49 1 3214.774895 4 804.4480591 -1.3963223 -0.001122215 89.70016116IITLEEGDIILTGTPK 12 13654274 2xTMT6plex [N-Term; K16] 0.82 0.741 0.762 4.836986065 51.58 0 2171.293907 3 724.4354858 -0.922473214 -0.000667653 95.42293605SAVLSEPVLFLKPSTAYAPEGSPILMPAYTR 22 13654274 2xTMT6plex [N-Term; K12] 1.039 1.279 1.159 7.595550537 35.54 0 3764.074876 4 941.7720947 -2.212215225 -0.002081736 104.3201809QEGETSSMIFSIPYIISYVSK 2 13654274 2xTMT6plex [N-Term; K21] 100 3.909830332 17.38 0 2837.504704 3 946.5064697 0.053420066 5.05E-05 112.7750137GLPWTLAK 6 13654274 2xTMT6plex [N-Term; K8] 0.681 0.747 2.700494528 39.16 0 1343.845129 2 672.4255371 -0.990501972 -0.000665541 74.24748567

DVQDECK 12 13654274 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 0.857 0.873 0.762 3.388779879 31.8 0 1351.692787 2 676.3490601 -1.437777009 -0.000971716 20.15234423
DVQDECKK 3 13654274 3xTMT6plex [N-Term; K7; K8]; 1xCarbamidomethyl [C6] 0.83 1.05 2.116819859 1.93 1 1708.950682 3 570.3214111 -0.586173477 -0.000333914 21.70021629

NIVCVGR 6 13654274 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.872 0.354 0.802 2.525174856 12.53 0 1046.597815 2 523.8028564 0.593179745 0.00031041 28.9659467SAVLSEPVLFLKPSTAYAPEGSPILMPAYTR 1 13654274 2xTMT6plex [N-Term; K12]; 1xOxidation [M26] 0.949887633 2.88 0 3780.069791 4 941.7720947 -2.212215225 -0.002081736 104.320180913654276 QTRT1 queuine tRNA-ribosyltransferase 81890 NP_112486.1 18.36228288 1 5 5 24 403 44.019 7.23 1.23 1.1 1.25 1.19 Significant 0.00155 DVPGFAIGGLSGGESK 8 13654276 2xTMT6plex [N-Term; K16] 1.114 1.36 0.962 3.865972996 55 0 1949.074413 2 975.0387573 -2.141786653 -0.002087251 66.98397665GITTEQLDALGCR 6 13654276 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.235 0.547 1.13 4.799864292 64.64 0 1662.868236 2 831.9375 -0.30818437 -0.000256235 50.53199904
ICLGNTYHLGLRPGPELIQK 4 13654276 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C2] 1.1 1.239 5.239751339 15.27 0 2737.558746 4 685.1472778 3.117736975 0.002133747 70.59827095

ATCLEEMTK 4 13654276 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.363 1.167 4.155478477 47.96 0 1540.811522 2 770.9110107 2.091796647 0.001611532 45.815062
DFGPIDPECTCPTCQK 2 13654276 2xTMT6plex [N-Term; K16]; 3xCarbamidomethyl [C9; C11; C14] 100 2.58843112 9.37 0 2383.11326 3 795.0420532 -0.693748828 -0.000551094 63.88443808

13654278 SLIRP SRA stem-loop-interacting RNA-binding protein, mitochondrial isoform 1 precursor 81892 NP_112487.1 56.88073394 1 7 7 51 109 12.341 10.24 0.96 1.07 1.01 1.01 Significant 0.000983
GLGWVQFSSEEGLR 14 13654278 1xTMT6plex [N-Term] 1.076 1.2 1.183 5.542088032 64.93 0 1793.938364 2 897.4725342 -0.318991241 -0.000286125 71.75903612NALQQENHIIDGVK 8 13654278 2xTMT6plex [N-Term; K14] 1.039 1.054 1.053 4.524690628 44.62 0 2037.149309 2 1019.080505 2.172325891 0.002212676 48.04806981RIPWTAASSQLK 6 13654278 2xTMT6plex [N-Term; K12] 1.099 1.291 1.321 6.639407635 39.63 1 1816.084524 3 606.0327148 -0.51349964 -0.000310853 53.89125667IPWTAASSQLK 11 13654278 2xTMT6plex [N-Term; K11] 0.954 1.08 1.009 4.104246616 58.4 0 1659.983413 2 830.4956055 0.314122115 0.000260719 65.98914681SINQPVAFVR 2 13654278 1xTMT6plex [N-Term] 0.784 2.069311142 13.75 0 1359.794601 2 680.4005127 -0.626388261 -0.00042588 49.53625313LPQTSDDEK 6 13654278 2xTMT6plex [N-Term; K9] 0.693 0.772 0.789 2.970946074 38.72 0 1490.810259 2 745.9083862 -0.511982701 -0.000381635 30.31547742LPQTSDDEKKDF 4 13654278 3xTMT6plex [N-Term; K9; K10] 1.622 1.454 1.523 3.217779875 1.69 2 2110.163511 3 704.0593872 0.046195991 3.25E-05 46.93898715

144953898 RBCK1 ranBP-type and C3HC4-type zinc finger-containing protein 1 isoform 2 10616 NP_112506.2 7.254901961 1 2 2 4 510 57.534 5.67 0.52 0.72 0.63 0.62 Significant 0.0085
VPLSVQLKPEVSPTQDIR 3 144953898 2xTMT6plex [N-Term; K8] 0.519 0.632 3.825429201 15.41 0 2464.45393 3 822.1546631 -1.823524527 -0.001497997 66.50700906ARPEAYQVPASYQPDEEER 1 144953898 1xTMT6plex [N-Term] 0.722 2.776372433 0 2464.194197 3 822.0707397 1.407786077 0.001156353 36.29539364

14043072 HNRNPA2B1 heterogeneous nuclear ribonucleoproteins A2/B1 isoform B1 3181 NP_112533.1 69.40509915 1 20 25 643 353 37.407 8.95 1.37 1.34 1.42 1.38 Significant 0.000287
GFGFVTFDDHDPVDKIVLQK 8 14043072 3xTMT6plex [N-Term; K15; K20] 0.01 0.506 1.986 5.597598553 7.23 1 2964.643805 4 741.9163818 -0.036256042 -2.69E-05 84.35433963GGSDGYGSGR 12 14043072 1xTMT6plex [N-Term] 1.364 1.414 1.998 3.231652021 48.84 0 1141.543531 2 571.2750854 -0.557623556 -0.000318276 14.37248984IFVGGIKEDTEEHHLR 136 14043072 2xTMT6plex [N-Term; K7] 1.727 1.888 1.823 7.876939774 42.31 1 2338.29195 5 468.462677 -3.28087356 -0.001534328 47.40202572LFIGGLSFETTEESLR 145 14043072 1xTMT6plex [N-Term] 1.248 1.175 1.24 5.648719311 79.62 0 2028.085088 2 1014.545349 -0.821478262 -0.000833014 89.66307052GFGFVTFDDHDPVDK 26 14043072 2xTMT6plex [N-Term; K15] 1.377 1.433 1.488 4.730790138 45.48 0 2154.090791 3 718.6989136 -3.993957627 -0.002867782 68.41510621GGGGNFGPGPGSNFR 50 14043072 1xTMT6plex [N-Term] 1.349 1.382 1.282 6.09842062 75.95 0 1606.792369 2 803.899292 -0.660443531 -0.000530598 34.83249325NMGGPYGGGNYGPGGSGGSGGYGGR 14 14043072 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.321 1.122 0.35 6.615217686 77.81 0 2435.0632 2 1210.036987 -0.656033827 -0.000793495 32.54036257NMGGPYGGGNYGPGGSGGSGGYGGR 29 14043072 1xTMT6plex [N-Term] 1.431 1.31 1.503 8.049883842 95.94 0 2419.068285 2 1210.036987 -0.656033827 -0.000793495 32.54036257EDTEEHHLR 18 14043072 1xTMT6plex [N-Term] 1.107 1.001 1.087 4.856553555 53.65 0 1394.686172 3 465.5665588 -0.752094879 -0.000349645 14.07271447IDTIEIITDR 35 14043072 1xTMT6plex [N-Term] 1.359 1.417 1.325 4.686868191 52.85 0 1417.809976 2 709.4078979 -1.027240312 -0.000728216 72.92154863KIFVGGIKEDTEEHHLR 24 14043072 3xTMT6plex [N-Term; K1; K8] 2.481 1.627 2.472 5.380533218 37.62 2 2695.549845 6 450.0966797 -2.281580885 -0.001025019 47.1215572QEMQEVQSSR 26 14043072 1xTMT6plex [N-Term] 1.38 1.341 1.352 4.265768051 44.47 0 1450.715758 2 725.8616943 0.244232458 0.000177156 18.14694626GGNFGFGDSR 16 14043072 1xTMT6plex [N-Term] 1.451 1.327 1.35 3.268720388 49.32 0 1242.606465 2 621.8063965 -0.76379069 -0.000474546 33.84653747GGYGGGGPGYGNQGGGYGGGYDNYGGGNYGSGNYNDFGNYNQQPSNYGPMK 2 14043072 2xTMT6plex [N-Term; K51] 2.31461525 11.44 0 5540.363646 4 1385.847168 0.576890833 0.000799046 61.03486896

QEMQEVQSSR 23 14043072 1xTMT6plex [N-Term]; 1xOxidation [M3] 1.246 1.298 1.438 3.413493633 29.06 0 1466.710673 2 725.8616943 0.244232458 0.000177156 18.14694626
LTDCVVMRDPASK 4 14043072 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 1.155 1.587 3.23260355 19.15 1 1950.055274 3 656.0216675 0.132276077 8.67E-05 38.03542056

DYFEEYGK 36 14043072 2xTMT6plex [N-Term; K8] 1.362 1.434 1.345 3.760663271 41.52 0 1508.767332 2 754.887207 -0.12877234 -9.71E-05 48.72472446KLFVGGLK 60 14043072 3xTMT6plex [N-Term; K1; K8] 1.434 1.459 1.737 4.088477135 18.1 1 1549.044446 2 775.0265503 0.889429571 0.000688883 57.7679227NYYEQWGK 16 14043072 2xTMT6plex [N-Term; K8] 1.634 1.302 1.633 3.76919651 31.7 0 1545.8102 2 773.4080811 -0.850124178 -0.000657065 58.4851231
LTDCVVMRDPASK 12 14043072 2xTMT6plex [N-Term; K13]; 1xOxidation [M7]; 1xCarbamidomethyl [C4] 2.532 2.428 2.28 2.386654615 24.37 1 1966.050189 3 656.0216675 0.132276077 8.67E-05 38.03542056

LTDCVVMR 6 14043072 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.182 1.442 1.367 3.425202608 48.36 0 1222.64853 2 611.8280029 0.162703647 9.95E-05 113.2581716SGNFGGSR 8 14043072 1xTMT6plex [N-Term] 1.156 1.33 1.334 3.195407152 42.08 0 1010.521673 2 505.7636414 -1.649826224 -0.000833593 16.53663152TLETVPLER 8 14043072 1xTMT6plex [N-Term] 1.131 1.372 1.275 3.064075708 31.34 0 1286.751733 2 643.8792114 -0.455727723 -0.000293204 47.31079903IFVGGIK 96 14043072 2xTMT6plex [N-Term; K7] 1.08 1.135 1.1 2.734516621 29.58 0 1191.786551 2 596.3967285 -0.311153662 -0.000185414 63.62405946DYFEEYGKIDTIEIITDR 2 14043072 2xTMT6plex [N-Term; K8] 1.142 0.899 3.006469011 1 2678.396534 3 893.4703979 0.039746787 3.55E-05 86.32841554KLFIGGLSFETTEESLR 2 14043072 2xTMT6plex [N-Term; K1] 0.881 2.572006702 1 2385.342983 3 795.7854004 -0.559537196 -0.000444896 81.30990709
LTDCVVMRDPASKR 2 14043072 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C4] 0.567 2.855559349 8.4 2 2106.156385 4 527.2941284 -0.807773884 -0.000425325 42.11969725
EESGKPGAHVTVK 8 14043072 3xTMT6plex [N-Term; K5; K13] 1.127 1.138 1.195 2.876247168 2.17 0 2026.19 4 507.3028259 -0.259925803 -0.000131665 115.8355636

LTDCVVMR 3 14043072 1xTMT6plex [N-Term]; 1xOxidation [M7]; 1xCarbamidomethyl [C4] 1.61 1.511 1.544 2.341026545 34.3 0 1238.643445 2 611.8280029 0.162703647 9.95E-05 113.2581716
16554611 MRPS15 28S ribosomal protein S15, mitochondrial 64960 NP_112570.2 37.74319066 1 13 13 70 257 29.823 10.48 0.99 1.03 1.06 1.03 Significant 0.00039 DYQNVPGIEK 12 16554611 2xTMT6plex [N-Term; K10] 0.941 1.003 1.114 4.556152344 55.96 0 1620.899743 2 810.9534912 -0.022831841 -1.85E-05 45.90176342LDDDPPPSTLLK 6 16554611 2xTMT6plex [N-Term; K12] 1.081 0.956 1.117 3.439793348 40.6 0 1769.009687 2 885.007019 -1.653820261 -0.001462812 61.24862793YLLMSIDQR 2 16554611 1xTMT6plex [N-Term] 0.992 3.589981318 44.97 0 1367.755438 2 684.3799438 -2.066710619 -0.001413377 70.97064746LLSLEMANK 4 16554611 2xTMT6plex [N-Term; K9] 0.908 1.008 4.186463833 39.99 0 1476.886007 2 738.9432373 -4.610457809 -0.00340456 69.17168041LLSLEMANKK 2 16554611 3xTMT6plex [N-Term; K9; K10] 1.322 3.028478384 3.94 1 1834.143902 3 612.0516968 -1.834636838 -0.001121663 64.28642176NTNYDVFEK 6 16554611 2xTMT6plex [N-Term; K9] 1.226 1.456 1.604 3.826825857 23.79 0 1587.841894 2 794.4271851 3.274820502 0.002599949 48.68127555IKQEQFMK 4 16554611 3xTMT6plex [N-Term; K2; K8] 1.261 1.149 2.935298204 4.88 1 1739.049273 3 580.354187 -0.7278085 -0.000421898 44.55592306IVANPEDTR 8 16554611 1xTMT6plex [N-Term] 0.951 0.947 0.852 3.027531624 37.46 0 1243.684381 2 622.3453369 -0.791327679 -0.000492081 27.10314185SYEEHLEK 6 16554611 2xTMT6plex [N-Term; K8] 1.011 0.977 1.064 2.968724012 10.23 0 1492.80478 3 498.2730103 -0.202530354 -0.000100779 26.91264982VFQETQK 6 16554611 2xTMT6plex [N-Term; K7] 1.047 1.22 1.009 3.299977779 37.18 0 1337.782922 2 669.3949585 -0.210742571 -0.000140964 34.90633991IIALSVK 6 16554611 2xTMT6plex [N-Term; K7] 1.17 1.136 2.706744909 36.21 0 1201.828416 2 601.4171143 -1.218247427 -0.000732062 65.56573153NPDSPAK 6 16554611 2xTMT6plex [N-Term; K7] 0.929 1.038 0.965 2.160094023 31.9 0 1186.683208 2 593.8447876 -0.766619668 -0.000454867 18.54678382KIVANPEDTR 2 16554611 2xTMT6plex [N-Term; K1] 1.245 3.27367425 3.61 1 1600.942276 3 534.3185425 -0.750894402 -0.000400713 27.7257012431542509 ADPGK ADP-dependent glucokinase precursor 83440 NP_112574.3 27.01612903 1 8 8 45 496 53.927 6.2 1.16 1.13 1.25 1.18 Significant 0.000932 NDLEEAFIHFMGK 6 31542509 2xTMT6plex [N-Term; K13] 0.998 1.003 1.161 4.033653259 38.66 0 2009.056654 3 670.3562012 -1.296013415 -0.000867921 96.15090021VAGTQACATETIDTSR 11 31542509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.983 1.535 1.684 5.388807774 77.86 0 1909.948671 2 955.4752808 -2.819937857 -0.002692968 31.74131526

FFSDKETFHDIAQVASEFPGAQHYVGGNAALIGQK 4 31542509 3xTMT6plex [N-Term; K5; K35] 1.319 1.391 7.090909481 19.31 1 4467.334044 5 894.2716675 -1.077483262 -0.000962696 92.21718857
APQEFMTSHSEAGSR 6 31542509 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.285 1.002 1.31 4.644350052 55.33 0 1879.880591 3 627.2973633 -1.625016112 -0.001018279 22.01447744SLWSSLCLGPAPAPPGPVSPEGR 4 31542509 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.312 0.904 5.675686836 45.71 0 2561.338359 3 854.4488525 -2.48102434 -0.002118248 84.90221657LAAAWDALIVRPVR 4 31542509 1xTMT6plex [N-Term] 1.803 1.28 5.049433231 22.17 0 1780.079489 3 594.0310669 -0.47299933 -0.000280659 81.98755704VLLCGPVGPK 4 31542509 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.294 3.725062132 40.01 0 1497.922727 2 749.4642944 -0.944683452 -0.000707531 61.9086123

FAANSDLK 6 31542509 2xTMT6plex [N-Term; K8] 1.12 0.888 1.058 3.185873985 40.94 0 1323.767272 2 662.3878174 0.820314604 0.000542953 39.21906446
13775198 SH3BGRL3 SH3 domain-binding glutamic acid-rich-like protein 3 83442 NP_112576.1 43.01075269 1 4 4 65 93 10.431 4.93 1.12 1.07 1.08 1.09 Significant 0.000196 IQYQLVDISQDNALR 14 13775198 1xTMT6plex [N-Term] 0.953 0.938 0.949 4.876050472 66.45 0 2005.09157 2 1003.049377 -0.045762093 -4.59E-05 67.62552585VYSTSVTGSR 24 13775198 1xTMT6plex [N-Term] 1.183 1.148 1.091 3.82900095 47.87 0 1285.694946 2 643.3510742 -0.057721702 -3.71E-05 24.57586029SQQSEVTR 8 13775198 1xTMT6plex [N-Term] 1.181 1.027 1.313 3.469010592 28.61 0 1163.621781 2 582.3148193 0.499235993 0.000290461 98.05364762ALAGNPK 19 13775198 2xTMT6plex [N-Term; K7] 1.131 1.07 1.137 2.819671631 40.8 0 1128.714115 2 564.8602295 -0.825900565 -0.000466103 27.7893940613775200 SF3B5 splicing factor 3B subunit 5 83443 NP_112577.1 23.25581395 1 2 2 12 86 10.129 6.35 1.21 1.24 1.57 1.34 Significant 0.00733 YIGTGHADTTK 6 13775200 2xTMT6plex [N-Term; K11] 1.448 1.295 1.601 4.561461449 38.35 0 1621.894992 3 541.3025513 -1.166056629 -0.000630407 23.10481165WEWLVNQHR 6 13775200 1xTMT6plex [N-Term] 1.05 1.03 1.424 3.828137636 29.55 0 1496.795997 3 499.6035461 0.058576944 2.92E-05 59.4949156213775228 DOHH deoxyhypusine hydroxylase 83475 NP_112594.1 10.92715232 1 2 2 12 302 32.883 4.83 0.59 0.87 0.86 0.77 Significant 0.0138 HEAGEALGAIGDPEVLEILK 6 13775228 2xTMT6plex [N-Term; K20] 0.587 0.879 0.944 6.086456299 35.32 0 2519.412125 3 840.4748535 -0.840439364 -0.000705804 89.05262098AIPMLVDVLQDTR 6 13775228 1xTMT6plex [N-Term] 0.8 0.715 3.459655762 50.66 0 1699.961408 3 567.3247681 -0.97456376 -0.00055224 100.0956485525507390 EPPK1 epiplakin 83481 NP_112598.3 22.44496855 1 9 16 186 5088 555.316 5.62 0.83 0.76 0.6 0.73 Significant 0.00858 AVTGYTDPYTGQQISLFQAMQK 10 525507390 2xTMT6plex [N-Term; K22] 0.516 0.525 0.58 5.497721195 69.46 0 2905.517 3 969.1752319 -2.016095317 -0.0019526 82.81825601RDELLAQHAAGALGLPDLVAVLTR 9 525507390 1xTMT6plex [N-Term] 0.465 0.455 0.543 7.866502285 52.51 1 2728.567113 4 682.8967896 -0.654089418 -0.000446182 101.1755407LLEAQIATGGVIDPVHSHR 18 525507390 1xTMT6plex [N-Term] 1.259 1.349 1.369 6.871412754 68.89 0 2242.25053 4 561.3182983 0.371630808 0.000208322 61.72029579AGTLTVEELGATLTSLLAQAQAQAR 6 525507390 1xTMT6plex [N-Term] 0.699 0.416 100 6.62843895 69.9 0 2742.519888 3 914.843811 -1.096850581 -0.001002712 113.2078037GFFDPNTHENLTYLQLLER 23 525507390 1xTMT6plex [N-Term] 1.068 1.291 1.179 5.25573349 39.11 0 2536.303353 3 846.1035156 -2.901807857 -0.002453288 86.77005161LLEAQIATGGIIDPVHSHR 24 525507390 1xTMT6plex [N-Term] 1.37 1.247 1.348 7.206227779 62.77 0 2256.26618 3 752.7592163 -1.367114503 -0.001028191 66.69199437GFFDPNTHENLTYVQLLR 2 525507390 1xTMT6plex [N-Term] 0.688 2.669928789 15.27 0 2393.24511 3 798.4217529 2.337879659 0.00186504 78.00506383TLQEVTEMDSVK 2 525507390 2xTMT6plex [N-Term; K12] 0.466 3.628124952 38.81 0 1837.998136 2 919.5029297 0.243022553 0.000223338 57.18190538VLADPSDDTK 24 525507390 2xTMT6plex [N-Term; K10] 1.446 1.349 1.427 3.615385056 52.56 0 1518.841559 2 759.9245605 0.187803493 0.000142622 35.83154817EELLAEFGSGTLDLPALTR 2 525507390 1xTMT6plex [N-Term] 0.588 3.023588181 4.28 0 2261.222644 3 754.4119263 -0.627121531 -0.000472687 99.41282577GYFDEEMNR 14 525507390 1xTMT6plex [N-Term] 1.319 0.898 1.449 3.979960203 40.78 0 1389.630631 2 695.3184814 -0.679993197 -0.00047247 36.60231408VPVDVAYQR 12 525507390 1xTMT6plex [N-Term] 0.67 1.504 1.355 3.444796562 37.8 0 1275.725852 2 638.3655396 -1.60677816 -0.001024904 40.82835394AEAEAGSPRPDPR 4 525507390 1xTMT6plex [N-Term] 1.35 0.686 3.045049191 12.9 0 1581.818249 3 527.9440308 -0.448771434 -0.000236625 16.36264398VPVDVAYR 12 525507390 1xTMT6plex [N-Term] 1.28 1.364 1.321 2.920104265 25.6 0 1147.667275 2 574.3373413 0.11427283 6.56E-05 43.8038519GYFDEEMNR 16 525507390 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.605 0.992 1.053 2.480867863 33.16 0 1405.625546 2 695.3184814 -0.679993197 -0.00047247 36.60231408LSVEDAVK 2 525507390 2xTMT6plex [N-Term; K8] 0.942 1.086 2.100406647 0 1318.798238 2 659.902771 0.020762985 1.37E-05 48.66572482AATMEVK 6 525507390 2xTMT6plex [N-Term; K7] 0.789 0.667 0.865 2.687984943 21.17 0 1207.712066 2 604.3601685 0.823601992 0.000497337 32.6676179

117189975 HNRNPC heterogeneous nuclear ribonucleoproteins C1/C2 isoform a 3183 NP_112604.2 59.80392157 1 1 23 422 306 33.65 5.08 1.13 1.16 0.87 1.05 0.00755
MIAGQVLDINLAAEPK 6 117189975 2xTMT6plex [N-Term; K16]; 1xOxidation [M1] 1.371 1.371 1.867 4.362015724 40.66 0 2157.235347 2 1071.124634 0.728086441 0.000779504 84.25769142MIAGQVLDINLAAEPK 39 117189975 2xTMT6plex [N-Term; K16] 1.207 1.266 1.277 4.500713348 56.29 0 2141.240432 2 1071.124634 0.728086441 0.000779504 84.25769142NDKSEEEQSSSSVK 28 117189975 3xTMT6plex [N-Term; K3; K14] 1.287 1.271 1.332 5.370146275 36.79 1 2241.181346 3 747.7312622 -0.942480139 -0.00070409 19.48395321GFAFVQYVNER 2 117189975 1xTMT6plex [N-Term] 1.069 4.022183418 28.84 0 1558.821543 2 779.9140625 -0.445913776 -0.00034755 67.39955968QKVDSLLENLEK 30 117189975 3xTMT6plex [N-Term; K2; K12] 1.538 1.442 1.003 6.485857964 42.49 1 2103.262831 3 701.7588501 -0.396515841 -0.000277992 72.97375494SEEEQSSSSVK 14 117189975 2xTMT6plex [N-Term; K11] 0.938 0.961 1.09 4.975101471 63.3 0 1654.85358 2 827.9293213 -1.338119518 -0.001107196 17.64481222VFIGNLNTLVVK 58 117189975 2xTMT6plex [N-Term; K12] 1.448 1.47 1.344 5.963054657 84.91 0 1775.119512 2 888.0627441 -0.732755593 -0.000650364 89.75778891SAAEMYGSVTEHPSPSPLLSSSFDLDYDFQR 32 117189975 1xTMT6plex [N-Term] 1.127 1.155 0.874 7.392635822 53.21 0 3662.715823 3 1221.575928 -0.707894633 -0.000864272 83.85528149KSDVEAIFSK 29 117189975 3xTMT6plex [N-Term; K1; K10] 1.498 0.657 0.889 5.27645731 33.51 1 1811.088161 2 906.0471191 -0.662385617 -0.000599819 57.42340668LKGDDLQAIK 25 117189975 3xTMT6plex [N-Term; K2; K10] 0.855 1.119 1.159 4.131940842 34.75 1 1788.119796 2 894.5630493 -0.544581627 -0.000486889 50.49376532VDSLLENLEK 22 117189975 2xTMT6plex [N-Term; K10] 1.02 0.988 1.06 4.956207752 67.83 0 1617.946359 2 809.4765625 -0.315362742 -0.00025512 78.98762245

IVGCSVHK 16 117189975 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.516 1.536 1.543 3.481662035 37.43 0 1357.802612 3 453.2724304 0.092634794 4.19E-05 31.25452616
QAVEMKNDKSEEEQSSSSVK 2 117189975 4xTMT6plex [N-Term; K6; K9; K20] 1.964 3.505533934 5.12 2 3156.686423 4 789.9208374 -7.889130337 -0.006225878 46.91618869AAVAGEDGR 10 117189975 1xTMT6plex [N-Term] 1.983 1.365 1.324 3.786776066 58.98 0 1074.574103 2 537.7893066 -2.574097722 -0.001383029 15.72556024SDVEAIFSK 10 117189975 2xTMT6plex [N-Term; K9] 1.447 1.374 1.521 3.541951656 43.68 0 1453.830266 2 727.4175415 -1.692049096 -0.001229976 60.83574136
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SAAEMYGSVTEHPSPSPLLSSSFDLDYDFQR 2 117189975 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.759502292 1.67 0 3678.710738 3 1221.575928 -0.707894633 -0.000864272 83.85528149LKGDDLQAIKK 13 117189975 4xTMT6plex [N-Term; K2; K10; K11] 2.348 1.434 2.516 4.176915646 16.68 2 2145.377691 2 1073.190918 -1.459618282 -0.001565716 59.3883169GDDLQAIK 6 117189975 2xTMT6plex [N-Term; K8] 0.765 0.778 0.807 3.328926325 47.56 0 1317.777837 2 659.3925781 0.0324258 2.14E-05 41.07493858GDDLQAIKK 3 117189975 3xTMT6plex [N-Term; K8; K9] 0.887 1.205 2.389420509 4.55 1 1675.035732 3 559.0165405 -0.39612765 -0.000221176 43.03404232KELTQIK 12 117189975 3xTMT6plex [N-Term; K1; K7] 1.828 1.455 1.353 3.595282555 19.7 1 1547.01354 2 774.0108643 0.589494275 0.000455978 37.79720943VSGNTSR 12 117189975 1xTMT6plex [N-Term] 1.398 1.33 1.203 2.733576059 32.66 0 949.5264243 2 475.2667847 -0.138589153 -6.58E-05 15.19048731KDETNVK 13 117189975 3xTMT6plex [N-Term; K1; K7] 1.346 1.194 1.197 2.741537333 21.11 1 1520.925119 2 760.9658203 -0.49629991 -0.000377417 21.0765785MYSYPAR 13 117189975 1xTMT6plex [N-Term] 1.109 1.246 1.279 2.692968845 24.16 0 1116.570932 2 558.7888794 -0.402581623 -0.000224755 27.77798811IEKEQSK 8 117189975 3xTMT6plex [N-Term; K3; K7] 1.202 1.094 1.506 3.251125813 17.37 1 1548.956419 2 774.9805908 -1.622989094 -0.00125697 32.94089634VPPPPPIAR 17 117189975 1xTMT6plex [N-Term] 1.225 1.258 1.304 2.565793514 28.62 0 1172.735295 2 586.8711548 -0.223332314 -0.000130955 44.6381008914110407 HNRNPDL heterogeneous nuclear ribonucleoprotein D-like isoform a 9987 NP_112740.1 28.80952381 1 12 14 178 420 46.409 9.57 1.32 1.24 1.38 1.31 Significant 0.000952
MFIGGLSWDTSK 16 14110407 2xTMT6plex [N-Term; K12] 1.275 1.212 1.223 4.591988564 53.23 0 1799.976613 2 900.4914551 -0.544098042 -0.000489682 81.93571541KVFVGGLSPDTSEEQIK 6 14110407 3xTMT6plex [N-Term; K1; K17] 1.446 1.363 1.494 7.63866663 55.98 1 2521.448065 3 841.15271 -1.780233846 -0.001496256 57.59041405VFVGGLSPDTSEEQIK 30 14110407 2xTMT6plex [N-Term; K16] 1.11 1.077 1.203 5.186257362 70.78 0 2164.19017 2 1082.599243 0.480211092 0.000519634 66.0808517

FGEVVDCTIK 60 14110407 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.301 1.332 1.379 4.480134964 61.25 0 1625.8973 2 813.4528198 0.653619658 0.000531359 62.45080407
GFCFITYTDEEPVK 2 14110407 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 1.267 3.302012205 50.05 0 2164.103664 2 1082.553345 -1.964405377 -0.002125588 75.05422493
MFIGGLSWDTSKK 6 14110407 3xTMT6plex [N-Term; K12; K13] 1.944 2.152 1.78 4.856041908 20.76 1 2157.234508 3 719.7475586 -2.959960415 -0.002128443 81.44565524MFIGGLSWDTSK 2 14110407 2xTMT6plex [N-Term; K12]; 1xOxidation [M1] 1.172 3.167234182 17.92 0 1815.971528 2 900.4914551 -0.544098042 -0.000489682 81.93571541GFGFVLFK 26 14110407 2xTMT6plex [N-Term; K8] 1.324 1.34 1.422 3.453080177 42.82 0 1372.839315 2 686.9240112 1.042212968 0.000715395 92.68671241DLTEYLSR 18 14110407 1xTMT6plex [N-Term] 1.453 1.289 1.416 3.123348713 31.84 0 1225.662583 2 613.3349609 0.050540011 3.10E-05 50.74180137YHQIGSGK 12 14110407 2xTMT6plex [N-Term; K8] 1.474 1.486 1.364 3.104449034 29.65 0 1347.778506 3 449.931427 0.906763132 0.000407372 21.48853009QQQQQQK 12 14110407 2xTMT6plex [N-Term; K7] 1.523 1.167 1.54 3.439556599 31.82 0 1373.790133 2 687.3981934 -0.744510552 -0.000511401 16.30391967NQQDDGK 6 14110407 2xTMT6plex [N-Term; K7] 1.55 1.406 1.59 2.765068293 23.25 0 1262.6741 2 631.840332 -0.564411276 -0.000356334 15.72625126DAASVDK 6 14110407 2xTMT6plex [N-Term; K7] 1.467 1.398 1.346 2.209447384 29.32 0 1163.667224 2 582.3370972 -0.263102764 -0.000153082 20.93031025QLAPLLPSLAPSSAR 2 14110407 1xTMT6plex [N-Term] 1.502 2.833411694 16.89 0 1750.042435 2 875.5249023 0.053094427 4.65E-05 74.38666924TDPVTGR 4 14110407 1xTMT6plex [N-Term] 1.371 1.447 2.621251822 32.93 0 974.5468254 2 487.7764587 -1.215477287 -0.00059227 17.7382882461676188 HUWE1 E3 ubiquitin-protein ligase HUWE1 10075 NP_113584.3 15.43209877 1 47 47 243 4374 481.589 5.22 1.14 1.25 1.13 1.17 Significant 0.00107 SDGSGESAQPPEDSSPPASSESSSTR 8 61676188 1xTMT6plex [N-Term] 6.353383541 52.48 0 2765.218299 3 922.4100952 -0.928051673 -0.000855422 17.65557579EVLGSLPNVFSALCLNAR 14 61676188 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.576 2.762 1.368 5.282145977 46.04 0 2189.19499 3 730.4022217 -1.314511019 -0.00095924 104.4051065YPPSATTLHFEFYADPGAEVK 4 61676188 2xTMT6plex [N-Term; K21] 1.235 1.21 4.661780834 24.44 0 2798.444153 3 933.4850464 -1.274690381 -0.00118905 74.81933127QSTTHLADGPFAVLVDYIR 6 61676188 1xTMT6plex [N-Term] 0.906 1.059 1.431 6.100384235 34.56 0 2332.249861 3 778.0883179 0.231070131 0.000179638 97.03661559EVIYDMLNALAAYHAPEEADK 5 61676188 2xTMT6plex [N-Term; K21] 0.904 0.713 0.828 4.005464554 38.28 0 2821.448252 3 941.152771 -1.592221908 -0.001497457 108.5000454TVSEWISQMATLPQASNLATR 2 61676188 1xTMT6plex [N-Term] 0.957 5.414441586 30.97 0 2533.328188 3 845.1144409 0.229541482 0.000193835 94.30156521QVVNQVWEAADVLIK 8 61676188 2xTMT6plex [N-Term; K15] 1.332 1.27 1.219 5.174195766 45.32 0 2170.26361 3 724.0921021 -0.855802792 -0.000619106 100.5213843LLGPSAAADILQLSSSLPLQSR 18 61676188 1xTMT6plex [N-Term] 1.054 1.234 1.042 7.124382019 63.23 0 2466.412904 3 822.8084717 -0.827972046 -0.000680707 109.9659577SDDELLDDFFHDQSTATSQAGTLSSIPTALTR 10 61676188 1xTMT6plex [N-Term] 0.704 1.732 1.091 7.02739954 46.53 0 3668.776509 3 1223.598145 0.919024024 0.001123898 91.24992452TTPLKPSPLPVIPDTIK 6 61676188 3xTMT6plex [N-Term; K5; K17] 1.038 1.155 1.301 5.264660835 18.95 0 2504.567058 3 835.5270996 -0.124896586 -0.000104271 85.26126125VSDGGSSSTDFK 6 61676188 2xTMT6plex [N-Term; K12] 1.183 1.272 1.152 4.564119816 54.88 0 1644.848101 2 822.9285278 1.020127063 0.000838977 32.05833364SHHAASTTTAPTPAAR 6 61676188 1xTMT6plex [N-Term] 0.922 0.961 4.968470097 47.28 0 1805.945575 3 602.6529541 -0.700760494 -0.000421845 17.80702705DSAVAISGADSR 6 61676188 1xTMT6plex [N-Term] 0.87 0.983 1.328 4.862827778 68.48 0 1377.717138 2 689.3615112 -1.010446211 -0.000696055 23.20117952GLQSFVQCQPFER 6 61676188 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.045 1.465 1.317 4.794160843 45.22 0 1824.926419 2 912.9656982 -1.260086763 -0.001149783 68.18117613

TAPSTNSSAPAVVGNPGVTEVSPEFLAALPPAIQEEVLAQQR 5 61676188 1xTMT6plex [N-Term] 4.659488678 25.95 0 4472.351037 4 1118.842285 -0.83327426 -0.000931674 108.2367299GLSWQPPPYTPTPR 6 61676188 1xTMT6plex [N-Term] 1.316 1.487 1.501 3.957559109 44.47 0 1825.979835 2 913.4932861 -0.295328768 -0.000269632 60.79437567ALAMAESTEK 2 61676188 2xTMT6plex [N-Term; K10] 1.02 3.817778587 46.33 0 1508.839451 2 754.9240723 0.93921275 0.000708561 43.43152129LPGGVQNFPQFSALR 6 61676188 1xTMT6plex [N-Term] 1.181 1.329 1.454 4.824982166 36.53 0 1860.032933 3 620.6818848 -0.984951982 -0.000610681 77.03026844HVLDTLIQLAK 4 61676188 2xTMT6plex [N-Term; K11] 1.1 1.267 4.434582233 28.44 0 1709.072562 3 570.3623047 -0.117840228 -6.71E-05 82.99109051VSIVNHLEFLRDEELEER 9 61676188 1xTMT6plex [N-Term] 1.24 1.166 1.295 5.850114822 14.71 1 2456.298268 4 614.8297729 -0.409629864 -0.000251543 69.07462748RPVMLTLLR 2 61676188 1xTMT6plex [N-Term] 1.047 4.047167301 35.98 0 1327.844528 3 443.2859497 -0.927668022 -0.0004106 59.00290795LFGHSSTSALSAILR 2 61676188 1xTMT6plex [N-Term] 0.853 4.977860451 19.84 0 1789.016949 3 597.0098877 -1.027840493 -0.000612941 74.24167873DQSAQCTASK 2 61676188 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.963 4.338560581 45.15 0 1553.799377 2 777.4031982 -0.165584842 -0.000128643 17.14975149
VCDLIMTAIK 6 61676188 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.273 1.15 1.164 4.20651865 45.48 0 1621.942142 2 811.473938 -0.951139623 -0.000771347 86.61750995TLTSIVHLER 4 61676188 1xTMT6plex [N-Term] 1.148 1.36 4.923280716 43.67 0 1397.83138 3 466.6151123 -0.426550688 -0.000198749 53.9017395AQCETLSPDGLPEEQPQTTK 2 61676188 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C3] 0.939 4.039061069 24.38 0 2687.359831 3 896.4561157 -2.246592347 -0.002012467 48.19285289

AALPLTTSDTK 4 61676188 2xTMT6plex [N-Term; K11] 1.169 1.476 3.099009991 52.69 0 1575.935794 2 788.4721069 0.725465588 0.000571644 49.57949312
SCGSSSHENRPLDLLHK 2 61676188 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C2] 1.167 3.098559856 6.55 0 2395.255247 5 479.8570862 0.449671577 0.000215416 35.87567025GEEDTGQEEGGSR 10 61676188 1xTMT6plex [N-Term] 0.01 2.443943739 50.27 0 1579.703338 2 790.3547363 -0.723030535 -0.000571087 14.19630679EMFNPMYALFR 4 61676188 1xTMT6plex [N-Term] 1.291 1.332 3.414761305 13.52 0 1647.822471 2 824.4138184 -1.28132204 -0.001055696 97.63916806ISESPSEIMESLTK 2 61676188 2xTMT6plex [N-Term; K14] 0.963 3.516144037 16.84 0 2009.087679 2 1005.049316 1.830145363 0.001838461 82.05442631AESPEEVACR 10 61676188 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.317 1.408 0.771 3.493337154 49.09 0 1376.667745 2 688.8378906 0.551592788 0.00037968 21.54339735SSDPLGDTASNLGSAVDELMR 4 61676188 1xTMT6plex [N-Term] 1.046 1.189 1.014 3.771395206 0 2364.155034 3 788.7233276 0.16726067 0.00013181 86.08142384NLCYHAQTR 2 61676188 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.33 2.569618464 3.55 0 1391.705134 3 464.5730591 -0.366387889 -0.000169968 19.87579728VLLSPDYLPAMR 4 61676188 1xTMT6plex [N-Term] 1.07 1.136 3.977263212 32.87 0 1603.907916 2 802.4562378 -1.693778075 -0.001358332 77.15751464GNDTPLALESTNTEK 2 61676188 2xTMT6plex [N-Term; K15] 0.614 2.761499643 25.36 0 2048.091185 2 1024.547729 -1.465909159 -0.001501158 45.29646418ETSLEETK 4 61676188 2xTMT6plex [N-Term; K8] 0.906 0.997 2.714146614 11.98 0 1394.777896 2 697.8917236 -1.237289736 -0.000862872 28.56491791

HLGYTLCK 2 61676188 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.557 2.822189808 14.16 0 1449.828827 3 483.9473267 -0.965782653 -0.00046674 38.44531175EWYMIISR 2 61676188 1xTMT6plex [N-Term] 1 2.863675833 15.68 0 1326.707759 2 663.8580322 0.775161762 0.000514207 70.41144131LEHEVDLCR 6 61676188 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.317 1.509 1.424 3.488164902 23.53 0 1399.720115 3 467.245575 1.469139075 0.000685461 32.91726426AIQDPAFSDGIR 2 61676188 1xTMT6plex [N-Term] 0.614 2.496137142 16.68 0 1518.811373 2 759.909668 0.452088727 0.000343319 46.13577475TPTEAPADCR 6 61676188 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.22 1.184 0.885 3.92465806 24.94 0 1346.657181 2 673.8322754 0.069469239 4.68E-05 17.57982136VLDFDVK 6 61676188 2xTMT6plex [N-Term; K7] 1.257 1.236 1.494 2.924772024 24.56 0 1293.78186 2 647.3952637 1.075160963 0.000695512 67.10517964FLVVTQK 6 61676188 2xTMT6plex [N-Term; K7] 1.064 1.009 1.175 2.948024273 34.5 0 1292.83423 2 646.920105 -1.002687764 -0.000648155 59.00113793SSLLTEK 4 61676188 2xTMT6plex [N-Term; K7] 1.09 0.997 2.687259197 19.7 0 1235.761124 2 618.3839111 -0.468208915 -0.000289297 39.75119139LLEEICNLGR 2 61676188 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.811 2.099132061 13.4 0 1445.798366 2 723.4024658 -0.491423557 -0.00035525 81.56723384IALPAPR 4 61676188 1xTMT6plex [N-Term] 1.113 1.504 2.328489542 29.56 0 966.6297672 2 483.8183289 -0.399475755 -0.000193073 47.4087800613899231 MRPL9 39S ribosomal protein L9, mitochondrial isoform 1 65005 NP_113608.1 37.82771536 1 10 10 60 267 30.224 10.08 1.08 1.09 1.13 1.1 Significant 0.000193 ENLELILTQSVENVGVR 16 13899231 1xTMT6plex [N-Term] 1.178 1.168 1.176 6.186408043 63.34 0 2142.196763 3 714.7382813 1.646548095 0.001175743 93.84464557LLPQGLAVYASPENK 10 13899231 2xTMT6plex [N-Term; K15] 1.14 1.045 0.948 6.0253582 42.53 0 2058.199947 3 686.7368774 -1.879460636 -0.001289435 77.67290751YWLAQQAAK 6 13899231 2xTMT6plex [N-Term; K9] 1.068 1.134 1.25 4.20131588 51.61 0 1536.89387 2 768.9501953 -0.491696281 -0.000377842 53.70361778VPMSVVNFEKPK 5 13899231 3xTMT6plex [N-Term; K10; K12] 1.14 1.252 1.207 4.284862518 8.83 0 2062.23378 3 688.0834351 0.956388068 0.000657432 68.35807268AMAPTSPQI 6 13899231 1xTMT6plex [N-Term] 0.939 1.175 1.225 2.751261711 28.88 0 1144.623361 2 572.8149414 -0.659542279 -0.000377464 44.25136681KLFEEEK 3 13899231 3xTMT6plex [N-Term; K1; K7] 1.184 0.815 1.902643681 1.82 1 1609.97682 3 537.3300171 -0.82114876 -0.000440677 41.66675724GDLVSVK 4 13899231 2xTMT6plex [N-Term; K7] 1.058 1.152 2.423053026 20.4 0 1175.739995 2 588.3731689 -0.794095105 -0.000466825 42.34507444AGEATVK 4 13899231 2xTMT6plex [N-Term; K7] 0.872 0.831 2.625773907 16.98 0 1133.693045 2 567.3498535 -0.54188279 -0.000307164 35.99132571LPEEPITR 2 13899231 1xTMT6plex [N-Term] 1.077 2.631067514 18.64 0 1183.688404 2 592.3476563 -0.311137626 -0.000184145 37.05095917WELNPEIVAR 4 13899231 1xTMT6plex [N-Term] 1.014 1.088 3.126944304 18.8 0 1455.81573 2 728.4113159 -0.257336183 -0.000187317 66.89615537325197106 COG3 conserved oligomeric Golgi complex subunit 3 83548 NP_113619.2 21.98067633 1 11 11 41 828 94.01 5.57 1.02 0.99 1.17 1.06 Significant 0.00275 IETAQQFFSWFAK 10 325197106 2xTMT6plex [N-Term; K13] 1.248 0.975 1.112 4.447721004 40.09 0 2061.120969 3 687.710083 -2.558353751 -0.001757692 109.2354212
AAAENLPVPAELPIEDLCSLTSQSLPIELTSVVPESTEDILLK 4 325197106 2xTMT6plex [N-Term; K43]; 1xCarbamidomethyl [C18] 1.064 3.059277773 19.48 0 5060.725661 4 1265.937378 0.399246844 0.00050512 112.7751772

LFVEQLEEFMTK 2 325197106 2xTMT6plex [N-Term; K12] 0.929 4.33839798 41.82 0 1972.086557 3 658.0332642 -0.668302072 -0.000439317 112.3254565ELLLGPSIACTVAELTSQNNR 4 325197106 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.299 0.841 5.878979683 47.21 0 2515.338753 3 839.1165771 -1.421190161 -0.001191592 106.2125016EQIAPFHTEFTIK 4 325197106 2xTMT6plex [N-Term; K13] 1.206 1.499 3.745612621 27.34 0 2019.131534 3 673.7144165 -1.405182493 -0.000945749 64.9020257LQTQMDQDEGTK 2 325197106 2xTMT6plex [N-Term; K12] 1.003 3.227149725 45.92 0 1851.952248 2 926.4790649 -0.753387237 -0.000697619 34.82248169IPEYQQLLNDIHQCYLDQR 4 325197106 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.032 1.105 4.915826797 35.92 0 2675.344901 3 892.4511108 -2.288191129 -0.002040567 89.55576128DTEFILFKPVR 4 325197106 2xTMT6plex [N-Term; K8] 0.896 1.898 0.825 3.477928638 4.49 0 1823.083127 3 608.3669434 1.727819252 0.001049986 71.51507368THIYIQTDITGYKPAPGDLAYPDK 1 325197106 3xTMT6plex [N-Term; K13; K24] 0.904 3.129906416 0 3364.839604 4 841.9651489 -0.24909564 -0.000209542 67.89259542EHYLDSK 4 325197106 2xTMT6plex [N-Term; K7] 0.991 1.053 2.442370176 24.56 0 1349.746537 3 450.586853 -0.393368647 -0.000176983 33.39149497EISLDLK 2 325197106 2xTMT6plex [N-Term; K7] 0.954 2.338655949 8.25 0 1275.792424 2 638.3998413 -0.01439326 -9.18E-06 57.76594192
13899257 TMUB1 transmembrane and ubiquitin-like domain-containing protein 1 83590 NP_113622.1 16.66666667 1 2 2 8 246 26.245 5.72 0.9 1.33 1.73 1.32 Significant 0.0314 GEAPGAETPSLR 6 13899257 1xTMT6plex [N-Term] 0.902 1.333 1.347 3.852986097 56.66 0 1413.753523 2 707.380249 -0.21364624 -0.000151022 26.01835042GQAAQPEPSTGFTATPPAPDSPQEPLVLR 2 13899257 1xTMT6plex [N-Term] 100 3.455018997 11.67 0 3188.642522 3 1063.547607 -4.469963088 -0.004751038 63.17069464
13899267 NUDT12 peroxisomal NADH pyrophosphatase NUDT12 isoform 1 83594 NP_113626.1 6.926406926 1 3 3 18 462 52.043 6.83 0.8 0.85 0.9 0.85 Significant 0.00115

VDPVVIMQVIHPDGTK 6 13899267 2xTMT6plex [N-Term; K16] 0.687 0.801 0.758 4.58355093 29.05 0 2206.266981 3 741.4214478 -5.447615469 -0.004035343 69.27595328VDPVVIMQVIHPDGTK 6 13899267 2xTMT6plex [N-Term; K16]; 1xOxidation [M7] 0.771 0.822 0.943 4.41313076 38.73 0 2222.261896 3 741.4214478 -5.447615469 -0.004035343 69.27595328EQVLDVLTK 4 13899267 2xTMT6plex [N-Term; K9] 1.009 1.278 3.983421564 44.02 0 1502.919416 2 751.9604492 -3.855065308 -0.002896926 66.90252877IEEGGYK 2 13899267 2xTMT6plex [N-Term; K7] 1.017 2.404076338 4.96 0 1253.714174 2 627.3617554 1.643167342 0.001030031 45.20669951226371706 PARP9 poly [ADP-ribose] polymerase 9 isoform a 83666 NP_113646.2 25.05854801 1 19 19 85 854 96.281 7.91 0.71 0.75 0.74 0.73 Significant 0.000268
ADLIEVVMNIEDMLCK 2 226371706 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 0.721 4.472182274 42.41 0 2351.242482 3 784.4179688 -1.330938865 -0.00104312 113.334111

CIEQNITSISFPALGTGNMEIK 2 226371706 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C1] 1.349 4.691325665 36.03 0 2881.520371 3 961.1771851 -1.169366787 -0.001123185 91.63868103VSAGEIAVTGAGR 8 226371706 1xTMT6plex [N-Term] 0.742 0.539 0.897 4.090388775 57.52 0 1416.800808 2 708.9048462 1.13476983 0.000803871 38.73011449SILQQAGVEMK 4 226371706 2xTMT6plex [N-Term; K11] 0.694 0.603 4.794824123 59.42 0 1661.966048 2 831.4879761 1.580831594 0.001313644 59.45880894IDNEVLMAAFQR 12 226371706 1xTMT6plex [N-Term] 0.669 0.774 0.72 4.162569523 44.8 0 1635.872593 3 545.9622192 -0.298461603 -0.000162748 77.65091434AGGFEIQEESK 2 226371706 2xTMT6plex [N-Term; K11] 1.638 3.571479321 28.52 0 1652.889572 2 826.946167 -2.731365544 -0.002257323 42.46492763SLGQWTIQQQK 2 226371706 2xTMT6plex [N-Term; K11] 0.646 4.005351543 38.01 0 1775.021589 2 888.0116577 -3.126959326 -0.00277521 53.02781971
TVAIPALSSGIFQFPLNLCTK 4 226371706 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C19] 0.871 0.65 4.279551506 32.86 0 2735.557015 3 912.5230103 -0.9276386 -0.000845869 112.5599716

ETAAEILFDEVLTFAK 5 226371706 2xTMT6plex [N-Term; K16] 0.91 0.864 1.356 2.02398634 15.02 0 2255.257522 3 752.425415 1.849082487 0.001390052 113.1236065FVIFPTDLEIYK 6 226371706 2xTMT6plex [N-Term; K12] 0.778 0.743 0.716 3.679856062 38.1 0 1943.129408 2 972.067688 -0.673631633 -0.000654477 104.3314299AASEFILGK 6 226371706 2xTMT6plex [N-Term; K9] 0.86 1.027 0.858 3.485229254 33.65 0 1393.845523 2 697.4263916 -0.011448094 -7.98E-06 60.53730452AFSSEMAK 4 226371706 2xTMT6plex [N-Term; K8] 1.081 0.86 3.007839203 13.1 0 1328.728444 2 664.8676758 -0.277684655 -0.000184484 40.89834765SQLVLVTK 4 226371706 2xTMT6plex [N-Term; K8] 0.302 0.846 2.756100655 15.58 0 1345.881908 2 673.4440308 -0.834513456 -0.000561578 55.09210814SEFLATK 6 226371706 2xTMT6plex [N-Term; K7] 0.83 0.688 3.291582584 35.48 0 1253.75056 2 627.3789673 0.078460832 4.92E-05 45.91706179
MYSTPCDPK 4 226371706 2xTMT6plex [N-Term; K9]; 1xOxidation [M1]; 1xCarbamidomethyl [C6] 0.651 0.655 1.784067154 11.1 0 1572.780222 2 786.8928833 -1.101297189 -0.000866049 27.17464896

IELSVWK 4 226371706 2xTMT6plex [N-Term; K7] 0.617 0.544 2.763670206 24.36 0 1332.829144 2 666.9177856 -0.637426741 -0.00042479 73.04298278
GFNLFCK 4 226371706 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.267 1.059 2.607258081 19.22 0 1343.754599 2 672.3790894 -2.751513605 -0.00184868 67.23459851VQEEMAR 4 226371706 1xTMT6plex [N-Term] 0.715 0.812 2.020322084 7.44 0 1091.57166 2 546.2893677 -0.184301631 -0.000100589 20.24762669TIVETIR 2 226371706 1xTMT6plex [N-Term] 0.733 2.578873158 10.95 0 1060.656376 2 530.8323975 1.077146097 0.000571241 37.08094923226371731 HSDL1 inactive hydroxysteroid dehydrogenase-like protein 1 isoform a 83693 NP_113651.4 17.57575758 1 5 5 15 330 36.978 8.72 1.12 1.22 1.24 1.19 Significant 0.000966

ALQYEYASK 4 226371731 2xTMT6plex [N-Term; K9] 1.176 1.24 3.553709507 36.19 0 1530.856815 2 765.9315186 -0.689117763 -0.00052747 44.57279881WAVVSGATDGIGK 2 226371731 2xTMT6plex [N-Term; K13] 1.171 2.956585169 29.74 0 1718.984141 3 573.6674194 2.073283107 0.00118798 59.80927257AYLDHFSR 6 226371731 1xTMT6plex [N-Term] 1.068 1.435 1.265 3.602195263 28.57 0 1237.652687 3 413.222168 -0.595266958 -0.000245578 34.07530901DIADTYKVETDIIVADFSSGR 1 226371731 2xTMT6plex [N-Term; K7] 0.743 3.214444637 1 2773.466011 3 925.1587524 -1.552763136 -0.001435512 92.51383175EIYLPIR 2 226371731 1xTMT6plex [N-Term] 1.139 2.331762314 11.84 0 1132.692761 2 566.8492432 -1.369861208 -0.000775816 63.61665655237820620 GRWD1 glutamate-rich WD repeat-containing protein 1 83743 NP_113673.3 33.40807175 1 9 9 70 446 49.388 4.92 1.29 1.35 1.09 1.24 Significant 0.00397 LLQVVEEPQALAAFLR 26 237820620 1xTMT6plex [N-Term] 1.572 1.5 0.957 5.102595329 49.71 0 2026.189828 3 676.0679932 -0.198060323 -0.000133769 111.77881AQTGAPCLSFDIVR 4 237820620 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.235 1.653 4.072036266 46.99 0 1763.93117 2 882.4716187 2.715652837 0.002395112 65.43983896VSWLGEEPVAGVWSEK 8 237820620 2xTMT6plex [N-Term; K16] 1.593 1.526 1.414 5.339920521 48.7 0 2231.21124 3 744.4105835 2.669836084 0.001985656 85.46804289TELPLTLYLCAGTQAESAQSNR 6 237820620 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.182 2.296 3.337 5.157130718 42.4 0 2652.350046 3 884.7872314 -1.095169948 -0.000968258 83.25193716REPFLLSGGDDGALK 5 237820620 2xTMT6plex [N-Term; K15] 1.066 1.486 1.558 4.32105875 22.57 1 2033.143161 3 678.3843384 -2.311142359 -0.001566294 56.25058263ELHWHPQCPGLLVSTALSGFTIFR 4 237820620 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 3.003 1.417 6.03787756 42.85 0 2995.581383 4 749.6512451 0.589995238 0.000441845 105.5793844SVEDLQWSPTENTVFASCSADASIR 5 237820620 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 1.176 1.271 1.398 5.109079838 49.64 0 2999.425395 3 1000.477295 -2.688493065 -0.002687978 77.93999762SGSPVATFK 6 237820620 2xTMT6plex [N-Term; K9] 0.89 0.717 1.063 3.259403706 26.39 0 1351.798572 2 676.40271 -0.317397972 -0.000214529 53.52047833
LLTGDCQK 6 237820620 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.258 1.215 1.122 3.088661194 27.45 0 1392.792107 2 696.899231 -0.661811575 -0.000460883 38.93763414

74136883 HNRNPU heterogeneous nuclear ribonucleoprotein U isoform a 3192 NP_114032.2 50.90909091 1 5 43 574 825 90.528 6 1.31 1.35 1.31 1.32 Significant 0.000102
KDCEVVMMIGLPGAGK 14 74136883 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C3] 1.347 1.345 1.346 6.434411526 39.23 1 2392.336941 2 1196.667603 -3.767254403 -0.004506271 75.76247381
KDCEVVMMIGLPGAGK 10 74136883 3xTMT6plex [N-Term; K1; K16]; 1xOxidation [M]; 1xCarbamidomethyl [C3] 1.377 1.276 5.920024395 32.55 1 2408.331856 2 1196.667603 -3.767254403 -0.004506271 75.76247381

YNILGTNTIMDK 30 74136883 2xTMT6plex [N-Term; K12] 1.221 1.329 1.259 4.274950981 55.24 0 1841.024291 2 921.0171509 1.484949343 0.001366914 66.22664361YNILGTNTIMDK 14 74136883 2xTMT6plex [N-Term; K12]; 1xOxidation [M10] 1.341 1.419 1.35 3.749620438 46.98 0 1857.019206 2 921.0171509 1.484949343 0.001366914 66.22664361SSGPTSLFAVTVAPPGAR 22 74136883 1xTMT6plex [N-Term] 1.106 1.025 1.054 5.916204453 80.82 0 1944.075192 2 972.5405273 -0.727164518 -0.000706831 70.50275981GNFTLPEVAECFDEITYVELQKEEAQK 26 74136883 3xTMT6plex [N-Term; K22; K27]; 1xCarbamidomethyl [C11] 1.528 1.6 1.416 8.157817841 47.68 1 3875.002782 4 969.5059814 -0.177186647 -0.00017165 110.9647711
LQAALDDEEAGGRPAMEPGNGSLDLGGDSAGR 6 74136883 1xTMT6plex [N-Term]; 1xOxidation [M16] 1.618 1.249 0.939 4.62590456 27.3 0 3371.597105 4 843.6526489 -2.473378822 -0.002084809 49.07189494AEGGGGGGRPGAPAAGDGK 7 74136883 2xTMT6plex [N-Term; K19] 1.072 1.138 1.027 4.048102856 26.83 0 1997.056471 3 666.3566284 -0.570342457 -0.000379669 19.19210099KAEGGGGGGRPGAPAAGDGK 14 74136883 3xTMT6plex [N-Term; K1; K20] 1.115 1.066 0.91 4.494320393 17.4 1 2354.314366 4 589.3334961 -0.939328678 -0.000552869 21.9820404

DCEVVMMIGLPGAGK 10 74136883 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 1.001 1.221 1.059 4.958391666 73.07 0 2035.079046 2 1018.037964 -5.107873154 -0.005197463 81.9164226
LSASSLTMESFAFLWAGGR 10 74136883 1xTMT6plex [N-Term] 1.32 1.395 0.765 7.023861408 48.92 0 2260.163355 3 754.0598755 0.760345415 0.000572835 112.2934971

TCNCETEDYGEK 12 74136883 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C2; C4] 0.882 0.714 1.161 4.002817154 58.66 0 1963.877763 2 982.4435425 1.041226178 0.00102242 31.90595421
TCNCETEDYGEKFDENDVITCFANFESDEVELSYAK 2 74136883 3xTMT6plex [N-Term; K12; K36]; 3xCarbamidomethyl [C2; C4; C21] 1.318 4.583982468 22.68 1 5016.262851 4 1254.816284 -3.896129814 -0.004886003 95.17543313

NFILDQTNVSAAAQR 32 74136883 1xTMT6plex [N-Term] 1.242 1.44 1.32 5.285765648 78.28 0 1877.00784 2 939.0031738 -4.672022972 -0.004384712 53.92045879EKPYFPIPEEYTFIQNVPLEDR 33 74136883 2xTMT6plex [N-Term; K2] 1.325 1.201 1.322 7.140747547 54.39 0 3182.681423 4 796.4266357 1.033741149 0.000822517 90.97436016
EVLAGRPLFPHVLCHNCAVEFNFGQK 6 74136883 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C14; C17] 1.149 1.232 0.108 6.747382164 11.81 0 3497.833875 5 700.3717651 -1.188248657 -0.000831259 75.67055121

DLPEHAVLK 24 74136883 2xTMT6plex [N-Term; K9] 1.153 1.254 1.211 3.659533262 35.82 0 1479.893535 2 740.4499512 -0.614636275 -0.000454798 40.48770903GYFEYIEENK 16 74136883 2xTMT6plex [N-Term; K10] 1.049 0.821 1.204 3.303123713 21.8 0 1749.909973 2 875.4567261 -2.170152534 -0.001898786 63.51704491QGQQQAGGK 6 74136883 2xTMT6plex [N-Term; K9] 1.01 0.987 0.972 3.171553373 27.7 0 1359.774483 2 680.390625 -0.374665069 -0.00025473 15.93841747LLEQYKEESK 29 74136883 3xTMT6plex [N-Term; K6; K10] 1.149 1.274 1.245 4.080577374 37.75 1 1954.146404 2 977.5769043 0.065298971 6.38E-05 49.84372272MCLFAGFQR 4 74136883 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.759 0.95 2.827780247 35.56 0 1358.691064 2 679.8491211 -0.072321444 -4.91E-05 70.56597037GYFEYIEENKYSR 4 74136883 2xTMT6plex [N-Term; K10] 1.176 1.262 4.058795452 14.07 1 2156.106441 3 719.3731689 -0.689805491 -0.000495765 59.13125435
KAVVVCPK 14 74136883 3xTMT6plex [N-Term; K1; K8]; 1xCarbamidomethyl [C6] 1.763 1.872 1.733 4.808450699 38.07 1 1588.022331 2 794.5140991 -0.88740428 -0.000704609 38.47473284
VSELKEELK 14 74136883 3xTMT6plex [N-Term; K5; K9] 1.192 1.224 1.342 3.569732904 38.46 1 1762.092912 2 881.5487061 -1.575876394 -0.00138842 56.30531032

KMCLFAGFQR 10 74136883 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 1.397 2.603 4.781 4.601156235 23.38 1 1715.948959 3 572.6522217 -3.990212472 -0.002282334 62.01298826DIDIHEVR 34 74136883 1xTMT6plex [N-Term] 1.308 1.322 1.402 3.675870657 54.38 0 1225.673817 3 409.229126 -0.809375463 -0.000330677 38.48996158VSELKEELKK 7 74136883 4xTMT6plex [N-Term; K5; K9; K10] 1.234 1.397 1.223 3.171425104 11.67 2 2119.350807 3 707.1209106 -1.240288487 -0.000876202 58.19207065
KAVVVCPKDEDYK 2 74136883 4xTMT6plex [N-Term; K1; K8; K13]; 1xCarbamidomethyl [C6] 3.196 4.327139378 7.51 2 2467.440033 4 617.6141357 -2.156117749 -0.001330023 42.74280663

NGQDLGVAFK 2 74136883 2xTMT6plex [N-Term; K10] 0.84 2.685261726 4.45 0 1506.868049 2 753.9347534 -3.861395871 -0.002909307 50.97729198HAAENPGK 18 74136883 2xTMT6plex [N-Term; K8] 1.445 1.446 1.521 3.378352404 34.67 0 1281.731555 3 427.9145813 -1.845014664 -0.000788271 16.94530089
AVVVCPKDEDYK 4 74136883 3xTMT6plex [N-Term; K7; K12]; 1xCarbamidomethyl [C5] 2.194 1.415 2.102314472 5.07 1 2110.182138 3 704.0644531 -1.579055637 -0.001110698 44.39633718
LLEQYKEESKK 9 74136883 4xTMT6plex [N-Term; K6; K10; K11] 2.994 2.314 1.792 3.713487864 8.48 2 2311.404299 3 771.1373901 -2.890956742 -0.00222739 46.90942684

GKVCFEMK 4 74136883 3xTMT6plex [N-Term; K2; K8]; 1xCarbamidomethyl [C4] 2.252 1.652 2.212997437 5.49 1 1685.968581 3 562.6607056 -0.603350972 -0.000339077 47.78500805LNTLLQR 18 74136883 1xTMT6plex [N-Term] 1.16 1.298 1.299 3.298213005 41.18 0 1086.683259 2 543.8450928 -0.322405928 -0.000175177 48.91545813ASYGVSK 16 74136883 2xTMT6plex [N-Term; K7] 1.461 1.353 1.497 3.112986088 35.87 0 1169.693045 2 585.3499146 -0.420844118 -0.000246129 28.34278744VTEKIPVR 8 74136883 2xTMT6plex [N-Term; K4] 1.369 1.24 0.763 3.042536974 9.36 1 1399.903706 2 700.4559326 0.630396485 0.000441247 38.82114971KKAEGGGGGGRPGAPAAGDGK 2 74136883 4xTMT6plex [N-Term; K1; K2; K21] 2.796 1.872 3.189769506 2 2711.572261 5 543.119751 -0.963484258 -0.000522511 20.22585116QMADTGK 12 74136883 2xTMT6plex [N-Term; K7] 1.359 1.304 1.215 2.658912897 32.53 0 1208.670929 2 604.8389282 -0.288949357 -0.000174622 22.3511156FIEIAAR 12 74136883 1xTMT6plex [N-Term] 1.339 1.413 1.162 2.950447798 33.02 0 1048.635246 2 524.8213501 0.168862637 8.85E-05 53.34682043AEGGGGGGRPGAPAAGDGKTEQK 2 74136883 3xTMT6plex [N-Term; K19; K23] 1.542 3.133 3.125939846 1 2712.463215 4 678.87146 0.293140842 0.000198783 20.04707698KAEVEGK 16 74136883 3xTMT6plex [N-Term; K1; K7] 1.102 1.541 1.374 3.061856031 10.21 1 1447.908741 2 724.4570313 -1.349995304 -0.000977335 24.19446438
APQCLGK 12 74136883 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.374 1.371 1.341 2.799545527 38.7 0 1231.723299 2 616.3640747 -1.970033317 -0.001213268 31.65633258
AVVVCPK 6 74136883 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.175 1.161 1.019 2.609077692 20.64 0 1230.764436 2 615.885498 -0.582082346 -0.000358203 112.8996672

MMVAGFK 18 74136883 2xTMT6plex [N-Term; K7] 1.189 1.243 1.376 2.670158386 15.45 0 1241.715043 2 621.3607178 -0.71163922 -0.000441827 56.14388016KALPPEK 3 74136883 3xTMT6plex [N-Term; K1; K7] 1.448 2.831863165 7.31 1 1469.965862 3 490.6602783 0.285844011 0.00014006 34.83571152
13994242 SH3KBP1 SH3 domain-containing kinase-binding protein 1 isoform a 30011 NP_114098.1 36.39097744 1 19 19 129 665 73.082 6.62 1.18 1.15 1.14 1.16 Significant 0.000108

SNDIDLEGFDSVVSSTEK 8 13994242 2xTMT6plex [N-Term; K18] 1.381 1.171 1.23 4.891237736 73.85 0 2400.218235 2 1200.612305 -0.376101217 -0.000451362 70.35953402RPPSQSLTSSSLSSPDIFDSPSPEEDKEEHISLAHR 4 13994242 2xTMT6plex [N-Term; K27] 1.306 1.679 8.076694489 32.55 1 4421.22612 6 737.7114258 1.368667274 0.001008531 53.83543797ANSPSLFGTEGKPK 6 13994242 3xTMT6plex [N-Term; K12; K14] 1.285 1.399 1.368 4.143640041 24.29 0 2120.231865 3 707.4153442 -0.181963663 -0.000128602 49.02265631IDLAGSSLSGILDK 12 13994242 2xTMT6plex [N-Term; K14] 0.95 0.973 0.942 6.792045116 86.19 0 1847.089 2 924.0476074 -0.574832209 -0.000530883 85.37223235TVTISQVSDNK 14 13994242 2xTMT6plex [N-Term; K11] 0.951 0.994 0.865 4.184756756 40.24 0 1649.947421 2 825.4764404 -1.101235471 -0.00090849 39.91441087KPPPPSAPVIK 8 13994242 3xTMT6plex [N-Term; K1; K11] 1.281 1.166 1.344 5.92480135 54.92 0 1818.182002 3 606.730835 -2.227795228 -0.001350179 44.12593549MEPAASSQAAVEELR 10 13994242 1xTMT6plex [N-Term] 1.339 0.947 1.33 5.371392727 88.13 0 1817.926479 2 909.467041 0.179765933 0.000163401 46.4509233KLPATTATPDSSK 8 13994242 3xTMT6plex [N-Term; K1; K13] 1.133 1.15 1.357 6.167957306 30.13 1 2004.194417 3 668.7358398 -0.723916172 -0.000483623 37.53919559LDLQKPSVPAIPPK 10 13994242 3xTMT6plex [N-Term; K5; K14] 1.628 1.295 1.342 4.781356812 17.43 0 2190.382887 4 548.3505249 -1.194713783 -0.00065422 76.78354355VIFPYEAQNDDELTIK 13 13994242 2xTMT6plex [N-Term; K16] 1.257 1.17 1.127 4.267952919 64.59 0 2353.269149 2 1177.137329 -0.751034736 -0.000883693 77.76419772QLLSELDEEK 6 13994242 2xTMT6plex [N-Term; K10] 1.212 1.296 1.447 4.515906811 58.32 0 1661.936188 2 831.4712524 -0.577373063 -0.000479779 69.30544872LQMEVNDIKK 6 13994242 3xTMT6plex [N-Term; K9; K10] 1.281 1.649 1.109 3.295199633 1.52 1 1905.14463 3 635.7185059 -1.924248593 -0.001221991 55.74764262EGDIVTLINK 6 13994242 2xTMT6plex [N-Term; K10] 1.195 1.108 1.174 3.105389595 20.67 0 1559.940879 3 520.6498413 -3.787761637 -0.001969561 64.23084836RPERPVGPLTHTR 4 13994242 1xTMT6plex [N-Term] 1.16 1.314 5.096092224 14.43 0 1745.013201 4 437.008667 -0.207821494 -9.07E-05 20.09999012IDLAGSSLSGILDKDLSDR 1 13994242 2xTMT6plex [N-Term; K14] 1.404 3.731468916 1 2433.360089 3 811.7912598 -0.354687795 -0.000287694 88.87706949SIIETMK 3 13994242 2xTMT6plex [N-Term; K7] 1.018 1.114 2.299694777 4.96 0 1279.76958 2 640.3873901 -1.622797255 -0.001038403 50.56821207LLPPDFEK 8 13994242 2xTMT6plex [N-Term; K8] 1.16 1.246 1.188 2.707620382 28.03 0 1416.850274 2 708.9285889 -0.262875783 -0.000186228 67.79753445KIPPERPEMLPNR 1 13994242 2xTMT6plex [N-Term; K1] 1.339 3.289244413 1 2035.188671 4 509.5523682 -0.505345654 -0.000257118 38.54428604SIIETMKDQQK 1 13994242 3xTMT6plex [N-Term; K7; K11] 1.176 1.752525568 1 2008.171573 3 670.0615845 -0.68374737 -0.000457694 52.93945857
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13994253 GORASP1 Golgi reassembly-stacking protein 1 isoform 1 64689 NP_114105.1 8.863636364 1 2 3 7 440 46.454 4.5 1.19 1.44 1.38 1.34 Significant 0.00316
EVEVVPSNMWGGQGLLGASVR 2 13994253 1xTMT6plex [N-Term] 1.379 2.009512663 18 0 2414.269945 2 1207.636108 -2.072988207 -0.002502377 81.69745373IPTQPPSYHK 4 13994253 2xTMT6plex [N-Term; K10] 1.192 1.436 3.99475646 28.7 0 1625.941548 3 542.6514282 -1.117310787 -0.000605561 39.58860483ANVEKPVK 1 13994253 3xTMT6plex [N-Term; K5; K8] 1.648 1.575415492 0 1572.008789 3 524.6738281 -1.181790466 -0.000619262 33.2924533313994259 MRPS5 28S ribosomal protein S5, mitochondrial 64969 NP_114108.1 32.09302326 1 13 13 67 430 47.976 9.92 0.97 0.95 0.9 0.94 Significant 0.00049 KDPEPEDEVPDVK 6 13994259 3xTMT6plex [N-Term; K1; K13] 1.186 0.84 0.903 5.455164433 30.76 1 2184.20029 3 728.7371826 -1.50886732 -0.001098556 41.76943024EECGPLPIVVASPR 2 13994259 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.824 3.907845497 49.07 0 1752.951572 2 876.9797974 0.425885446 0.000373278 57.70326176YGFLWPGLNVPLMK 12 13994259 2xTMT6plex [N-Term; K14] 0.848 0.867 0.82 4.080562592 47.47 0 2093.202196 2 1047.103149 -1.516290151 -0.001586951 111.3756571GWSGNSWGGISLGPPDPGPCGETYEDFDTR 2 13994259 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 4.770496845 37.83 0 3440.532714 3 1147.513062 -2.349223321 -0.002694193 79.86099859YEDHTIFHDISLR 4 13994259 1xTMT6plex [N-Term] 0.921 0.849 4.384906292 22.29 0 1874.959828 4 469.4946594 -1.610629008 -0.000754966 63.05115016DPEPEDEVPDVK 6 13994259 2xTMT6plex [N-Term; K12] 0.877 1.003 0.9 3.652908564 36 0 1826.942395 2 913.9734497 -1.517571624 -0.001386258 43.71134247GAAGFSIGK 4 13994259 2xTMT6plex [N-Term; K9] 0.922 1.122 3.574643612 29.3 0 1265.761793 2 633.3838501 -1.081881832 -0.000684702 46.8502725NVFTMTAK 6 13994259 2xTMT6plex [N-Term; K8] 1.078 1.003 0.793 3.644325972 33.43 0 1369.791379 2 685.3998413 0.750097572 0.000513739 53.96965312LTADELWK 8 13994259 2xTMT6plex [N-Term; K8] 0.924 0.927 0.909 3.815564156 40.03 0 1433.840437 2 717.4230347 -1.146866848 -0.000822212 63.12350241AIITICR 6 13994259 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.24 1.615 1.447 2.436498165 33.74 0 1075.649517 2 538.3286743 0.516295321 0.000277676 43.15952413LDWEDVK 6 13994259 2xTMT6plex [N-Term; K7] 0.89 0.961 0.889 3.02928853 30.77 0 1362.766938 2 681.8869019 -0.301430165 -0.00020539 59.92158674GQIIGEGR 2 13994259 1xTMT6plex [N-Term] 1.036 2.647584915 20.24 0 1058.615574 2 529.8115234 0.185728422 9.83E-05 24.87691321SKEEQEK 3 13994259 3xTMT6plex [N-Term; K2; K7] 0.821 0.773 2.242725372 3.63 1 1564.914948 3 522.3104248 1.133048198 0.000591041 18.56787559

13994261 MRPL32 39S ribosomal protein L32, mitochondrial precursor 64983 NP_114109.1 11.70212766 1 1 1 6 188 21.391 9.73 1.16 0.8 0.54 0.83 Significant 0.0435
APTIETVVLYTGETPSEQDQGK 6 13994261 2xTMT6plex [N-Term; K22] 1.16 0.804 0.539 6.474084377 52.88 0 2821.48714 3 941.1665649 -0.708263296 -0.000666119 71.95097575

13994263 FRMD8 FERM domain-containing protein 8 isoform 1 83786 NP_114110.1 24.78448276 1 7 7 24 464 51.186 6.23 0.68 0.82 0.98 0.83 Significant 0.0108
IQHLSTIDYVEDGK 4 13994263 2xTMT6plex [N-Term; K14] 0.615 0.889 4.998194695 22.06 0 2076.137741 3 692.7178345 0.582412209 0.000403056 51.54926067QVQEVSSDGGCEAALGTHYR 6 13994263 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.853 0.837 1.313 6.643307686 72.46 0 2393.135302 3 798.3826294 -0.822041447 -0.000655752 32.09671736AADVLVYLADDTVVPLAVENLPSLSAHELHR 2 13994263 1xTMT6plex [N-Term] 1.321 3.923111439 18.51 0 3556.921263 4 889.9855347 -0.268270804 -0.000238555 112.4968259FTSAPDDDVAMDEPFLQFR 4 13994263 1xTMT6plex [N-Term] 0.649 100 4.000757694 31.33 0 2430.148492 3 810.7199097 -1.364779191 -0.001105539 85.05941062
EKLDSFLPAHLCK 2 13994263 3xTMT6plex [N-Term; K2; K13]; 1xCarbamidomethyl [C12] 0.796 4.449032784 10.62 1 2245.298171 4 562.0797119 -0.513621649 -0.000288308 62.43084588ELQIHDEEVLR 2 13994263 1xTMT6plex [N-Term] 1.016 2.486414433 0.33 0 1609.874701 3 537.2960815 -0.62723583 -0.00033659 40.71062931LLYEEAK 4 13994263 2xTMT6plex [N-Term; K7] 0.692 0.858 2.941300869 32.59 0 1323.792424 2 662.4001465 0.447191523 0.000295994 48.60013883

31377663 ARMC10 armadillo repeat-containing protein 10 isoform a 83787 NP_114111.2 10.20408163 1 3 3 16 343 37.517 6.61 0.87 0.91 0.69 0.82 Significant 0.00669 LLLNLSENPAMTEGLLR 10 31377663 1xTMT6plex [N-Term] 0.655 0.747 0.689 5.14092207 57.02 0 2113.188841 3 705.0628052 -7.088302931 -0.004992974 97.6172688ELGGIPIVANK 2 31377663 2xTMT6plex [N-Term; K11] 1.182 3.230593443 18.49 0 1568.977599 2 784.9927368 0.380988749 0.000298881 65.34325471VVTIIPK 4 31377663 2xTMT6plex [N-Term; K7] 0.889 1.02 2.556009531 24.39 0 1227.844066 2 614.4249878 -1.113426452 -0.000683557 62.16923076
75677353 ATAD3B ATPase family AAA domain-containing protein 3B isoform AAA-TOB3l 83858 NP_114127.3 48.45679012 1 9 26 153 648 72.527 9.2 1.12 1.3 1.18 1.2 Significant 0.00194

DGVLTEAMMDACVQDAVQQYR 2 75677353 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 100 6.428828239 50.67 0 2629.225773 3 877.0796509 -0.522588549 -0.000458001 79.22116375LKEYEAAVEQLK 13 75677353 3xTMT6plex [N-Term; K2; K12] 1.098 1.235 1.199 6.052338123 27.94 1 2108.257017 3 703.4240112 0.219637076 0.00015435 69.52753579TAGTLFGEGFR 2 75677353 1xTMT6plex [N-Term] 1.267 4.37949276 50.84 0 1384.742231 2 692.8713379 -4.933350482 -0.003415709 55.8262087QQQLLNEENLR 6 75677353 1xTMT6plex [N-Term] 0.897 0.899 0.954 5.187009335 48.23 0 1613.880849 2 807.4447632 0.867844233 0.000700299 38.24890781EALNLAQMQEQTLQLEQQSK 2 75677353 2xTMT6plex [N-Term; K20] 1.006 5.08745575 61.62 0 2788.491514 3 930.1680908 -0.643591366 -0.000598216 75.71544148GEGAGPPPPLPPAQPGAEGGGDR 12 75677353 1xTMT6plex [N-Term] 0.529 0.767 0.666 5.600505352 37.58 0 2310.167588 3 770.7266235 -0.983043197 -0.000756998 40.70333293
GVEHPLSGVQGETLTSWSLATDPSYPCLAGPCTFR 5 75677353 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C27; C32] 1.36 7.600731373 41.13 0 4019.946903 4 1005.741455 -0.72443432 -0.000728047 82.89907083

DKWSNFDPTGLER 11 75677353 2xTMT6plex [N-Term; K2] 1.394 1.71 1.492 4.77559948 22.05 1 2023.06491 3 675.0258179 -0.993594772 -0.000670036 63.19862022LALHSGMDYAIMTGGDVAPMGR 4 75677353 1xTMT6plex [N-Term] 1.224 0.959 5.730265141 34.89 0 2492.229736 3 831.4128418 -2.312888451 -0.001921416 69.7056296ATLNAFLYHMGQHSNK 4 75677353 2xTMT6plex [N-Term; K16] 0.731 1.197 5.471302986 26.65 0 2290.216677 4 573.3093872 -0.418236355 -0.000239463 63.21302062IDVMVHFDLPQQEER 4 75677353 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.259 1.327 4.361763 26.72 0 2101.058556 3 701.0187378 -8.041466073 -0.005631864 62.58490806HILLYGPPGTGK 2 75677353 2xTMT6plex [N-Term; K12] 1.084 4.742894173 48.9 0 1711.030697 3 571.0144653 -1.083957119 -0.000618228 52.91024343EYEAAVEQLK 6 75677353 2xTMT6plex [N-Term; K10] 0.845 0.925 0.954 3.524980545 30.29 0 1637.915058 3 546.6427002 -0.922614427 -0.000503721 51.39422355LFDWANTSR 10 75677353 1xTMT6plex [N-Term] 1.094 0.909 1.174 3.556558609 26.38 0 1338.700366 2 669.8544312 0.911245502 0.000609942 61.10927461WSNFDPTGLER 4 75677353 1xTMT6plex [N-Term] 1.075 1.308 3.304864407 21.51 0 1550.780073 2 775.8922119 -1.88637443 -0.001462676 58.59767644KQEESVQK 8 75677353 3xTMT6plex [N-Term; K1; K8] 1.106 1.204 1.284 3.609242678 27.2 1 1662.999346 3 555.0047607 0.230088222 0.000127546 21.81880373ITVLEALR 12 75677353 1xTMT6plex [N-Term] 1.022 1.111 1.26 3.356359243 36.26 0 1143.729875 2 572.3687744 0.347213213 0.000198559 70.1996174LTEGMSGR 6 75677353 1xTMT6plex [N-Term] 1.487 1.219 1.002 2.678895235 37.73 0 1079.57166 2 540.2887573 -1.317079371 -0.000710941 23.63596704LAQFDYGR 6 75677353 1xTMT6plex [N-Term] 0.941 1.228 1.232 2.908874989 34.56 0 1198.641788 2 599.8245239 -0.014289872 -8.56E-06 44.94880431ICSWMGTGLCPGPLSPR 2 75677353 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C10] 1.402 2.657920837 11.28 0 2118.049588 2 1059.526367 -1.950036969 -0.002065137 77.48948166TLSEETR 6 75677353 1xTMT6plex [N-Term] 1.048 1.163 0.92 3.249679565 34.42 0 1064.578519 2 532.7922974 -1.128402852 -0.000600637 18.30339074DIAIATR 6 75677353 1xTMT6plex [N-Term] 1.152 1.174 1.108 2.598904133 37.49 0 988.598861 2 494.802948 -0.244390233 -0.000120802 30.41164563GLGDRPAPK 8 75677353 2xTMT6plex [N-Term; K9] 1.137 1.091 1.2 2.884677649 8.97 0 1368.836355 3 456.9520264 3.777662351 0.001723667 22.24937752ATEEISK 2 75677353 2xTMT6plex [N-Term; K7] 1.074 2.347614527 15.11 0 1235.724739 2 618.3669434 1.514397739 0.000935689 27.9820697ENADIIR 6 75677353 1xTMT6plex [N-Term] 1.094 1.133 1.202 2.598996162 33.53 0 1059.599589 2 530.3035278 0.179156414 9.49E-05 24.32619281AFVTDRDK 4 75677353 2xTMT6plex [N-Term; K8] 1.262 1.297 2.06072402 6.22 1 1409.815285 3 470.6103516 0.862820479 0.000405473 28.37477526
13994353 KCTD10 BTB/POZ domain-containing adapter for CUL3-mediated RhoA degradation protein 3 isoform 2 83892 NP_114160.1 11.18210863 1 2 2 6 313 35.41 6.34 1.39 1.17 1.44 1.33 Significant 0.00385

YYLVQGLVEECQAALQNK 4 13994353 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C11] 1.165 1.438 3.976513147 32.39 0 2584.38453 3 862.1321411 -1.029258659 -0.000886667 94.11898446IYEETLNILLYEAQDGR 2 13994353 1xTMT6plex [N-Term] 1.393 4.905916214 40.12 0 2269.191343 3 757.0673218 -1.732519375 -0.001310473 103.185235914141166 PCBP2 poly(rC)-binding protein 2 isoform b 5094 NP_114366.1 75.96685083 1 2 15 236 362 38.197 6.79 1.32 1.28 1.24 1.28 Significant 0.000325 GYWAGLDASAQTTSHELTIPNDLIGCIIGR 10 14141166 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C26] 1.092 0.711 6.666272163 42.55 0 3458.757569 3 1153.589966 -0.6431989 -0.000741556 101.4601242YSTGSDSASFPHTTPSMCLNPDLEGPPLEAYTIQGQYAIPQPDLTK 2 14141166 2xTMT6plex [N-Term; K46]; 1xCarbamidomethyl [C18] 100 3.804470062 16.02 0 5453.659783 4 1364.170898 0.363161634 0.00049514 90.87383772
QICVVMLESPPK 12 14141166 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 1.904 1.762 1.796 4.911701202 59.87 0 1859.053483 2 930.0299683 -0.442911713 -0.000411698 70.65505696

GVTIPYRPKPSSSPVIFAGGQDR 7 14141166 2xTMT6plex [N-Term; K9] 0.836 0.921 0.893 3.850666285 9.52 0 2887.619432 4 722.6606445 0.455813181 0.000329054 58.24420538
LVVPASQCGSLIGK 28 14141166 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 1.147 1.161 1.147 5.292012691 97.27 0 1887.113775 2 944.0603027 -0.236589471 -0.000223236 65.77029674

LHQLAMQQSHFPMTHGNTGFSGIESSSPEVK 4 14141166 2xTMT6plex [N-Term; K31] 1.298 1.214 6.532755375 25.89 0 3840.920183 5 768.9897461 -0.145538367 -0.0001118 58.48049168
AITIAGIPQSIIECVK 38 14141166 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 1.878 1.458 2.032 5.28247118 54.33 0 2171.287382 2 1086.148071 0.683243562 0.000741759 96.61256114

ESTGAQVQVAGDMLPNSTER 20 14141166 1xTMT6plex [N-Term] 1.143 1.093 1.186 7.303753376 77.85 0 2319.144804 2 1160.073975 -1.781407199 -0.002065671 56.57119108ESTGAQVQVAGDMLPNSTER 4 14141166 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.091 1.046 5.766003132 33.52 0 2335.139719 2 1160.073975 -1.781407199 -0.002065671 56.57119108IITLAGPTNAIFK 24 14141166 2xTMT6plex [N-Term; K13] 1.304 1.222 1.254 4.585031986 52.37 0 1817.130077 3 606.3814087 -0.222452859 -0.000134742 88.48991411INISEGNCPER 22 14141166 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.159 1.132 1.009 4.558055878 45.01 0 1517.757957 2 759.3823242 -0.385688968 -0.000292691 30.24843038IANPVEGSTDR 4 14141166 1xTMT6plex [N-Term] 1.343 1.281 3.680316925 44.41 0 1387.737873 2 694.3720093 -0.815337921 -0.000565738 29.57542187LSSETGGMGSS 10 14141166 1xTMT6plex [N-Term] 1.078 1.243 0.984 3.354614735 69.1 0 1241.588098 2 621.2984619 1.248013031 0.000774759 26.95241384QVTITGSAASISLAQYLINVR 2 14141166 1xTMT6plex [N-Term] 100 3.144021273 15.92 0 2434.386689 3 812.1341553 0.502541489 0.000407793 106.7285785EVGSIIGK 19 14141166 2xTMT6plex [N-Term; K8] 1.198 1.271 1.186 3.305414915 34.01 0 1260.792759 2 630.9003906 0.5916119 0.00037295 49.8418064QMSGAQIK 8 14141166 2xTMT6plex [N-Term; K8] 0.942 1.149 1.225 2.907946587 32.4 0 1320.770977 2 660.8882446 -1.336183349 -0.000882396 30.77954281LSSETGGMGSS 22 14141166 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.792 100 1.07 1.89329052 30.1 0 1257.583013 2 621.2984619 1.248013031 0.000774759 26.95241384110681719 TMEM245 transmembrane protein 245 23731 NP_114401.2 6.484641638 1 4 4 16 879 97.295 8.91 0.93 0.86 0.95 0.91 Significant 0.000891 WVISLTPLSQPGPSSNIIGQSVEEAIR 6 110681719 1xTMT6plex [N-Term] 0.801 0.626 2.752 4.761548519 34.48 0 3107.693829 3 1036.567871 -1.534722856 -0.001589816 107.5705983QGALAPWPIVGLGK 4 110681719 2xTMT6plex [N-Term; K14] 0.949 1.039 3.68507576 34.59 0 1865.14131 3 622.3851318 -0.251022367 -0.000156064 89.3964264RPEIGTFLR 2 110681719 1xTMT6plex [N-Term] 0.927 4.054893017 25.64 0 1317.784036 3 439.9324951 -0.83759433 -0.000367923 44.88264044DISEDLK 4 110681719 2xTMT6plex [N-Term; K7] 0.874 0.893 2.705327749 30.63 0 1277.735303 2 639.3707275 -0.880402907 -0.000562461 38.3897322714165266 NDRG3 protein NDRG3 isoform a 57446 NP_114402.1 23.2 1 6 6 22 375 41.382 5.31 1.3 1.84 1.41 1.52 Significant 0.0116 SVTSNQSDGTQESCESPDVLDR 4 14165266 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.847 7.6122756 87.77 0 2640.189248 3 880.7332153 -1.573687913 -0.001384945 33.63715487YFLQGMGYIPSASMTR 2 14165266 1xTMT6plex [N-Term] 1.469 3.590766668 20.49 0 2051.02917 2 1026.01709 -1.105051324 -0.001133246 77.76044996LNPINTTLLK 4 14165266 2xTMT6plex [N-Term; K10] 1.242 1.285 4.188389778 48.06 0 1585.008899 2 793.0074463 -0.809719034 -0.000641706 72.2750043DLEIERPILGQNDNK 4 14165266 2xTMT6plex [N-Term; K15] 1.706 1.79 3.949214697 3.6 0 2212.233767 3 738.083374 0.814678964 0.000600753 53.50745734GWIDWAASK 2 14165266 2xTMT6plex [N-Term; K9] 1.257 4.143300533 42.33 0 1491.83602 2 746.4204712 -1.578402154 -0.001177359 70.1641901
MADCGGLPQVVQPGK 6 14165266 2xTMT6plex [N-Term; K15]; 1xOxidation [M1]; 1xCarbamidomethyl [C4] 1.849 1.71 2.359131098 41.19 0 2031.076738 2 1016.041992 -0.014999433 -1.52E-05 48.20038746

15721937 MRPS24 28S ribosomal protein S24, mitochondrial precursor 64951 NP_114403.1 34.73053892 1 4 4 16 167 19.003 9.38 0.89 1 0.97 0.95 Significant 0.00118
GNQLEICAVVLR 6 15721937 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.497 1.232 1.696 4.911915779 58.66 0 1600.904228 2 800.9560547 0.378064465 0.000302623 63.98837218KGWLSLHTGNLDGEDHAAER 2 15721937 2xTMT6plex [N-Term; K1] 0.757 5.481835365 23.76 1 2664.389432 5 533.6834106 -0.557518854 -0.000297089 49.58150792

FMWGTFPGCLADQLVLK 2 15721937 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C9] 0.67 3.001017332 11.87 0 2441.312551 3 814.4403076 -2.532129052 -0.002060573 112.3053293
LHLQTVPSK 6 15721937 2xTMT6plex [N-Term; K9] 0.92 0.98 0.944 3.927307129 22.33 0 1480.92517 3 494.313446 0.415331428 0.000205025 41.74540141

54873624 EIF2A eukaryotic translation initiation factor 2A isoform 1 83939 NP_114414.2 43.41880342 1 18 18 104 585 64.949 8.87 1.5 1.58 1.59 1.56 Significant 0.000335
DGTAGIPNLQLYDVK 12 54873624 2xTMT6plex [N-Term; K15] 1.398 1.678 1.529 4.38335228 40.3 0 2062.158476 3 688.0581055 0.623956046 0.000428899 71.23509398ATAVLVIASTDVDK 6 54873624 2xTMT6plex [N-Term; K14] 1.393 1.519 1.571 3.412773609 43.88 0 1861.10465 3 621.0404663 1.179743321 0.000731875 75.25605619NTVSQSISGDPEIDKK 7 54873624 3xTMT6plex [N-Term; K15; K16] 1.304 1.686 1.857 4.897818565 30.37 1 2405.34908 3 802.4523926 -2.683666865 -0.002151719 43.28677354SDKSPDLAPTPAPQSTPR 6 54873624 2xTMT6plex [N-Term; K3] 1.817 2.06 1.776 5.694740772 42.09 1 2323.265795 3 775.0921021 -1.739795621 -0.001347336 33.47057738

LISKPVASDSTYFAWCPDGEHILTATCAPR 6 54873624 2xTMT6plex [N-Term; K4]; 2xCarbamidomethyl [C16; C27] 4.31 2.173 1.829 7.692595482 42.77 0 3821.939522 4 956.2398071 -0.555590784 -0.000530859 79.75873913
LYQYPNFAGPHAALANK 6 54873624 2xTMT6plex [N-Term; K17] 1.759 1.586 1.8 6.382522106 57.85 0 2333.280657 3 778.4298706 -2.399489996 -0.001866228 63.23550052ETALLQELEDLELGI 2 54873624 1xTMT6plex [N-Term] 1.568 2.826079369 38.09 0 1915.047305 2 958.0249634 -2.43076094 -0.002327511 112.9139749LHEEEPPQNMKPQSGNDKPLSK 4 54873624 4xTMT6plex [N-Term; K11; K18; K22]; 1xOxidation [M10] 1.22 1.397 5.104042053 9.99 0 3435.871205 5 687.9784546 -2.339502939 -0.001607646 33.23264974

INDFVLSPGPQPYK 6 54873624 2xTMT6plex [N-Term; K14] 1.399 1.66 1.53 4.059976101 23.27 0 2033.147184 3 678.3876343 0.573501044 0.000388671 74.62635003TITYQAVPSEVPNEEPK 12 54873624 2xTMT6plex [N-Term; K17] 1.233 1.273 1.202 3.977215767 32.75 0 2360.274963 2 1180.640137 -0.83286165 -0.000982891 61.94550216GQMEVWDVK 4 54873624 2xTMT6plex [N-Term; K9] 1.447 1.521 3.309179068 59.52 0 1549.844871 2 775.4252319 -1.086116968 -0.000841656 57.60258171NTVLATWQPYTTSK 2 54873624 2xTMT6plex [N-Term; K14] 1.464 3.748389244 24.29 0 2068.147912 3 690.0534668 -0.998313207 -0.00068822 60.67634765VATAYRPPALR 8 54873624 1xTMT6plex [N-Term] 0.994 1.712 1.471 4.110620022 25.13 0 1443.863349 3 481.9595642 0.547563559 0.000263536 37.06102539VNIISVTNK 6 54873624 2xTMT6plex [N-Term; K9] 1.867 1.938 2.102 4.244950771 41.01 0 1445.909185 2 723.4553833 -3.938973827 -0.002847699 57.46425254VAVYVPGSK 4 54873624 2xTMT6plex [N-Term; K9] 1.552 2.676409245 31.56 0 1377.850608 2 689.4276123 -1.930507277 -0.001329975 48.31024418APSTPLLTVR 2 54873624 1xTMT6plex [N-Term] 1.802 1.785 25.86 0 1283.788453 2 642.3978271 -0.058306433 -3.74E-05 47.61335556EQAATGK 6 54873624 2xTMT6plex [N-Term; K7] 1.435 1.345 1.444 2.515772104 28.61 0 1162.683208 2 581.8451538 -0.152503116 -8.87E-05 17.27912732GAPSFVR 5 54873624 1xTMT6plex [N-Term] 1.32 1.424 1.869 2.285740614 19.65 0 962.5620816 2 481.7846985 0.040259903 1.94E-05 30.6588309214042968 SPNS1 protein spinster homolog 1 isoform 1 83985 NP_114427.1 5.871212121 1 2 2 8 528 56.594 6.64 1.01 0.89 0.82 0.9 Significant 0.00372 HSDLPPLNPTSWWADLR 6 14042968 1xTMT6plex [N-Term] 1.009 0.954 0.82 5.030279636 53.75 0 2234.155567 3 745.3917847 2.342506486 0.001744508 89.86220149SEEPEVPDQEGLQR 2 14042968 1xTMT6plex [N-Term] 0.651 2.226410627 16.66 0 1841.907852 2 921.4553223 -2.434257906 -0.002241839 30.0367801528872734 MRPL43 39S ribosomal protein L43, mitochondrial isoform a 84545 NP_115488.2 46.5408805 1 6 6 90 159 17.842 9.88 1.11 1.16 1.15 1.14 Significant 0.000179
KPFHTDNPSIQGQWHPFTNKPTTFR 6 28872734 3xTMT6plex [N-Term; K1; K20] 0.961 1.249 1.143 6.062934399 9.09 0 3668.96933 6 612.3334961 -1.290914988 -0.000789388 55.53963509SVEEISTLVQK 18 28872734 2xTMT6plex [N-Term; K11] 1.03 1.08 1.036 4.932481289 65.94 0 1690.999122 2 846.0021362 -1.257593238 -0.001063295 63.95790673LADQSGLDVIR 10 28872734 1xTMT6plex [N-Term] 1.237 1.212 0.983 4.047232151 53.12 0 1415.805559 2 708.4061279 -0.409527015 -0.000289905 51.74194735EVQDPAPAQVQAQ 44 28872734 1xTMT6plex [N-Term] 0.894 1.248 1.384 3.173718929 78.8 0 1609.838316 2 805.421936 -1.068541897 -0.00086009 49.39784844YVQQLQR 6 28872734 1xTMT6plex [N-Term] 1.221 1.077 1.166 2.907521963 22.94 0 1163.673423 2 582.3398438 -0.869634023 -0.000505985 26.64682375EVIDFAR 6 28872734 1xTMT6plex [N-Term] 1.473 1.288 1.34 2.607287407 24.95 0 1078.609426 2 539.8079834 -0.68186232 -0.000367732 47.54427419215983058 MAGT1 magnesium transporter protein 1 84061 NP_115497.4 13.6239782 1 4 5 30 367 41.504 9.94 1.04 1.14 1.12 1.1 Significant 0.00077 QADEEFQILANSWR 4 215983058 1xTMT6plex [N-Term] 0.958 100 3.413482904 22.01 0 1935.976206 2 968.4891968 -2.628666249 -0.002544518 82.56364798VSQLMEWTNK 10 215983058 2xTMT6plex [N-Term; K10] 1.004 1.109 1.321 4.254633427 55.89 0 1693.934748 2 847.4697266 -1.518131087 -0.001285807 76.54642734GFSAEQIAR 6 215983058 1xTMT6plex [N-Term] 0.958 1.011 1.064 2.687731266 32.94 0 1207.663252 2 604.3353882 0.205104517 0.000123849 34.78151032RGDTYELQVR 2 215983058 1xTMT6plex [N-Term] 1.139 3.878154278 17.03 1 1465.796057 3 489.2689819 -2.499965259 -0.00122148 27.44563691GPPYAHK 8 215983058 2xTMT6plex [N-Term; K7] 1.065 1.177 3.07781148 22.64 0 1227.725014 3 409.9135742 0.941421114 0.000385269 23.54136872

14149777 HDHD2 haloacid dehalogenase-like hydrolase domain-containing protein 2 isoform 1 84064 NP_115500.1 37.06563707 1 6 6 23 259 28.518 6.24 1.04 0.93 0.94 0.97 Significant 0.00131
KDGLALGPGPFVTALEYATDTK 2 14149777 3xTMT6plex [N-Term; K1; K22] 0.774 4.925983429 29.11 1 2951.669685 3 984.553833 -7.70395369 -0.007579842 104.5083517GIQTSDPNAVVMGLAPEHFHYQILNQAFR 2 14149777 1xTMT6plex [N-Term] 1.091 6.885670185 28.67 0 3482.784058 4 871.4504395 -1.185901116 -0.001032559 84.33089148LLLDGAPLIAIHK 6 14149777 2xTMT6plex [N-Term; K13] 1.072 1.052 1.013 5.084113121 63.51 0 1832.177362 3 611.3971558 -0.244280304 -0.000149188 88.15873006DGLALGPGPFVTALEYATDTK 4 14149777 2xTMT6plex [N-Term; K21] 0.774 0.74 6.808455467 64.16 0 2594.41179 3 865.4744263 -1.181301063 -0.001021594 112.1504664INPPPYLTCESFPHAVDHILQHLL 5 14149777 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.033 1.161 1.06 4.006917953 4.07 0 3040.591613 4 760.9038696 0.669322252 0.000508784 108.3439913TFFLEALR 4 14149777 1xTMT6plex [N-Term] 1.267 0.822 3.03467989 27.36 0 1225.714225 2 613.3595581 -1.946162502 -0.00119272 77.8196058314149807 NSRP1 nuclear speckle splicing regulatory protein 1 isoform 1 84081 NP_115517.1 3.584229391 1 2 2 6 558 66.35 8.84 0.98 1.06 1.17 1.07 Significant 0.00264

GFSNEVSSK 4 14149807 2xTMT6plex [N-Term; K9] 1.06 1.17 2.877393723 43.16 0 1412.778565 2 706.8914185 -2.126898023 -0.001502418 31.44629639EQERPPEAVSK 2 14149807 2xTMT6plex [N-Term; K11] 0.984 2.592601061 7.2 0 1727.969219 3 576.6615601 0.525267332 0.000302549 38.81537792
134133240 PCBD2 pterin-4-alpha-carbinolamine dehydratase 2 84105 NP_115527.3 13.07692308 1 1 2 11 130 14.356 9.11 0.77 0.8 0.84 0.8 Significant 0.000636 AAGWSELSER 5 134133240 1xTMT6plex [N-Term] 0.91 0.996 1.727 3.431535482 34.82 0 1334.690195 2 667.8480225 -1.068935795 -0.000713349 40.07744341VALQAEK 6 134133240 2xTMT6plex [N-Term; K7] 0.76 0.783 0.835 3.253230333 31.18 0 1216.766544 2 608.8867798 -0.214551993 -0.00013053 35.9334008529789283 WDR75 WD repeat-containing protein 75 isoform 1 84128 NP_115544.1 17.95180723 1 13 13 61 830 94.438 5.96 1.44 1.47 1.54 1.48 Significant 0.000399 DVPESFTSEAYQWLNR 10 29789283 1xTMT6plex [N-Term] 1.386 1.582 1.595 5.375666142 43.82 0 2171.060664 3 724.3564453 -2.708847614 -0.001960357 83.20126166AAFGCFGNWLATVEQR 8 29789283 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.36 1.478 5.319253922 50.81 0 2056.027196 3 686.0127563 -1.692695037 -0.001160076 95.31368471VQDTSNTGLGEDIIHQLSK 2 29789283 2xTMT6plex [N-Term; K19] 1.424 4.969238281 40.59 0 2513.361152 3 838.4573975 -1.397569619 -0.001170866 70.18440019ELSFVLDYINQSPK 8 29789283 2xTMT6plex [N-Term; K14] 1.568 1.466 1.539 3.490706205 42.59 0 2111.178878 3 704.3969727 -1.19025028 -0.00083761 94.39838136SQSLLTFSTK 6 29789283 2xTMT6plex [N-Term; K10] 1.711 1.915 1.371 3.848396063 60.72 0 1569.925229 2 785.4653931 -1.095458023 -0.000859894 56.63335939SSSQEVEAK 6 29789283 2xTMT6plex [N-Term; K9] 1.848 2.11 1.592 3.568375826 46.2 0 1422.784044 2 711.8951416 -0.729419815 -0.000518903 20.59394448EKPDIFQLVSVK 2 29789283 3xTMT6plex [N-Term; K2; K12] 1.496 4.503147602 20.93 0 2090.282838 3 697.4329224 0.6580879 0.00045853 83.24829083LWDYIDGILIK 2 29789283 2xTMT6plex [N-Term; K11] 1.054 2.589174509 29.7 0 1807.076979 3 603.0299683 -0.900534323 -0.000542445 111.4329448SQFYFLTK 6 29789283 2xTMT6plex [N-Term; K8] 1.109 1.77 1.029 3.64620471 39.17 0 1491.861173 2 746.4354248 1.608989777 0.001200195 69.84546787SEQPTLVTASK 2 29789283 2xTMT6plex [N-Term; K11] 1.404 3.512215137 44.27 0 1618.941608 2 809.9727783 -2.05539802 -0.001663785 39.72493115KIDYSWIAAL 5 29789283 2xTMT6plex [N-Term; K1] 1.322 1.458 1.641 1.99043715 25.72 1 1637.9667 2 819.4868164 -0.210033269 -0.000172014 90.25852408VWILTDDSDIYKK 2 29789283 3xTMT6plex [N-Term; K12; K13] 1.402 1.181 2.910964489 1 2283.320346 3 761.7770386 -1.656967385 -0.001261129 75.81570298IDYSWIAAL 2 29789283 1xTMT6plex [N-Term] 1.564124703 23.11 0 1280.708805 2 640.8590698 1.606741852 0.001028884 107.610085438505218 ACAD11 acyl-CoA dehydrogenase family member 11 84129 NP_115545.3 6.794871795 1 4 4 10 780 87.209 8.02 1.17 1.12 1.26 1.18 Significant 0.0012

MKPGATGESDLAEVLPQHK 4 38505218 3xTMT6plex [N-Term; K2; K19] 1.117 1.237 4.595461369 27.47 0 2695.505597 4 674.631958 0.150306217 0.000101288 56.62842853LYAHEVVAHWIAESR 2 38505218 1xTMT6plex [N-Term] 1.282 2.812524796 1.13 0 2010.07586 4 503.2744141 -0.016964534 -8.53E-06 60.25957381VPATNLILGEGR 2 38505218 1xTMT6plex [N-Term] 1.165 3.393581867 36.78 0 1468.868494 2 734.9369507 -1.272348628 -0.000934456 69.33614495IAIVLGR 2 38505218 1xTMT6plex [N-Term] 1.13 2.364766359 26.9 0 970.6610674 2 485.8339539 -0.449451586 -0.000218133 58.7940856250980309 UTP15 U3 small nucleolar RNA-associated protein 15 homolog isoform 1 84135 NP_115551.2 33.59073359 1 13 13 56 518 58.379 9.11 1.34 1.6 1.51 1.48 Significant 0.00263
YHVVSGADDYTVK 2 50980309 2xTMT6plex [N-Term; K13] 1.291 4.713853836 39.63 0 1912.021649 3 638.0130005 1.464154365 0.000933165 39.27629579LLVAGSEDGGVQLFDISGR 6 50980309 1xTMT6plex [N-Term] 1.062 0.751 0.901 3.8391397 66.46 0 2162.165463 2 1081.585815 -0.512870381 -0.000554455 84.44708483GVLANALAGR 4 50980309 1xTMT6plex [N-Term] 1.705 1.499 2.703513622 31.3 0 1170.715622 2 585.8604736 -1.666804763 -0.000975677 46.64284467FLLLQGLVEK 8 50980309 2xTMT6plex [N-Term; K10] 1.378 1.592 1.243 3.882138968 47.26 0 1618.034386 2 809.5223999 1.938972815 0.001568662 101.6110758GGQLLVSLK 2 50980309 2xTMT6plex [N-Term; K9] 1.224 3.25070405 60.21 0 1372.892807 2 686.9471436 -4.222180053 -0.0028983 63.09670911TSESVLSVEHGQPVESVLLFPSGGLLVSAGGR 2 50980309 1xTMT6plex [N-Term] 100 4.767717838 2.36 0 3437.847764 3 1146.614746 -5.258728714 -0.006026236 95.21308667AVHTVDFTADK 4 50980309 2xTMT6plex [N-Term; K11] 1.13 1.342 4.267164707 35.72 0 1661.926292 3 554.6469116 -0.066360776 -3.68E-05 40.5180685DEKEISHVLNFLIR 4 50980309 2xTMT6plex [N-Term; K3] 2.847 2.562 4.057359695 15.67 1 2171.258859 4 543.5706177 0.820553071 0.000445408 84.1100943

VLDPTCTIK 4 50980309 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.369 1.641 3.100621939 33.47 0 1504.880922 2 752.9429932 -1.470090984 -0.001106156 51.85138899
TPEITVSIIK 6 50980309 2xTMT6plex [N-Term; K10] 1.303 1.57 1.46 3.459570169 42.83 0 1558.982016 2 779.9884033 -8.009001545 -0.006242945 70.01199288

FKDTAYCATFR 7 50980309 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C7] 1.728 1.321 1.375 3.241764784 6.91 1 1837.967111 3 613.3264771 -1.215063993 -0.000744416 43.56377803
LWDIPNSK 4 50980309 2xTMT6plex [N-Term; K8] 1.335 1.509 3.043228865 25.07 0 1430.840772 2 715.9229736 -1.468272653 -0.001050432 62.81518171VDFSPQPPYNYAVTASSR 3 50980309 1xTMT6plex [N-Term] 1.47 1.177 2.817964554 18.57 0 2228.118513 2 1114.562866 -0.025657578 -2.86E-05 59.8999116166392146 PHAX phosphorylated adapter RNA export protein 51808 NP_115553.2 10.91370558 1 3 3 14 394 44.375 5.4 1.08 1.32 0.83 1.08 Significant 0.0168 TPGGVFLNLLK 8 66392146 2xTMT6plex [N-Term; K11] 1.132 1.315 0.783 3.703042984 47.65 0 1617.013985 2 809.0106201 -0.013083143 -1.06E-05 93.07361277LEAEEAIEVDHSHDLDIF 4 66392146 1xTMT6plex [N-Term] 0.609 100 2.872229338 25.16 0 2311.129137 3 771.0450439 -3.70318297 -0.002852845 72.34130656DLDKELDEYMHGGK 2 66392146 3xTMT6plex [N-Term; K4; K14] 1.082 3.061072588 4.43 1 2337.236358 4 585.062439 -3.607765469 -0.00210805 60.74820986148529023 FAM175B BRISC complex subunit Abro1 23172 NP_115558.3 18.55421687 1 7 7 39 415 46.872 6.21 0.97 0.86 0.92 0.92 Significant 0.0012

VVESCQAEVNK 2 148529023 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 0.908 5.011481285 56.83 0 1720.930391 2 860.9683838 -0.523148339 -0.000450151 31.58804399
LFSFYDYASK 14 148529023 2xTMT6plex [N-Term; K10] 1.005 0.69 0.889 4.163147926 39.65 0 1698.91433 2 849.9594116 -1.638486275 -0.001391824 80.65602836

VQAVCADVEK 12 148529023 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.004 1.003 0.963 4.524040222 65.44 0 1576.876899 2 788.9420166 -0.090455301 -7.13E-05 42.21757764
AIYQVYNALQEK 6 148529023 2xTMT6plex [N-Term; K12] 0.901 0.732 3.802318096 38.57 0 1898.07877 2 949.5379028 -5.395274475 -0.005120328 75.38944376VSSVPNTSQSYAK 2 148529023 2xTMT6plex [N-Term; K13] 1.018 2.539131403 29.72 0 1826.005999 2 913.5063477 -0.317615331 -0.000289984 34.66423335VNEESLDR 1 148529023 1xTMT6plex [N-Term] 0.907 2.799275875 0 1190.621447 2 595.814209 -0.256514151 -0.000152706 21.71105724YPGSGADLPPPQR 2 148529023 1xTMT6plex [N-Term] 0.817 3.006593466 17.61 0 1583.837922 2 792.4226074 0.010388531 8.23E-06 31.6164902439930469 RPF2 ribosome production factor 2 homolog isoform 1 84154 NP_115570.1 22.22222222 1 6 6 51 306 35.56 9.99 1.18 1.36 1.32 1.29 Significant 0.00179 IELEEMGPSLDLVLR 6 39930469 1xTMT6plex [N-Term] 1.456 1.134 1.205 4.401022911 42.38 0 1943.07208 2 972.0368652 -2.895585453 -0.002813166 95.38862263GGNANATVTK 12 39930469 2xTMT6plex [N-Term; K10] 1.342 1.176 1.346 3.978607655 63.68 0 1390.805449 2 695.9044189 -2.795013047 -0.00194366 21.27992738NITRPFEDQTSLEFFSK 9 39930469 2xTMT6plex [N-Term; K17] 1.433 1.339 1.42 3.858092546 16.07 0 2517.33896 3 839.7835083 -1.187030314 -0.000996053 73.12187813THLASDDLYK 8 39930469 2xTMT6plex [N-Term; K10] 1.055 1.421 1.083 3.855639458 41.63 0 1620.899743 3 540.9714966 0.119492951 6.46E-05 37.16280047KPYGVLYK 8 39930469 3xTMT6plex [N-Term; K1; K8] 1.397 1.338 1.706 2.892150879 12.43 0 1655.049925 3 552.354126 -1.269315372 -0.00070026 50.12057251SLLIDFFR 8 39930469 1xTMT6plex [N-Term] 1.452 1.585 3.223002911 34.9 0 1239.729875 2 620.3693848 1.304978837 0.000808911 95.6362015120270253 ASCC2 activating signal cointegrator 1 complex subunit 2 isoform 1 84164 NP_115580.2 16.38044914 1 10 10 66 757 86.306 5.16 1.09 1.06 1.05 1.06 Significant 0.000127

LASFYEAAIPEMESAIK 14 20270253 2xTMT6plex [N-Term; K17] 0.934 1.028 1.121 5.009791374 57.69 0 2328.256141 2 1164.62915 -2.197927736 -0.002558669 99.39537385DNIPALVEEYLER 15 20270253 1xTMT6plex [N-Term] 1.222 0.93 1.013 4.593767643 54.44 0 1789.953345 3 597.3220215 -1.024667419 -0.000611369 98.3052606KFDEGVASAPEVVDMQK 8 20270253 3xTMT6plex [N-Term; K1; K17] 1.257 1.089 1.334 6.005832195 34.61 1 2537.388836 3 846.4666748 -1.326093932 -0.001121605 59.02308481
FWCQVIFDETLQK 2 20270253 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.014 2.870324135 15.03 0 2172.156368 3 724.72229 -1.865180091 -0.001350488 100.7069673LAPTLSQLDR 6 20270253 1xTMT6plex [N-Term] 1.173 1.093 1.11 2.834010839 17.44 0 1342.789181 2 671.8978271 -0.598070893 -0.000401542 55.07528473RPFTIPQVLR 6 20270253 1xTMT6plex [N-Term] 1.1 1.597 0.956 5.544796467 43.29 0 1455.899734 3 485.9716492 0.453307154 0.00021999 59.90605781YFVLYKPPPK 2 20270253 3xTMT6plex [N-Term; K6; K10] 0.895 2.973427773 11.64 0 1939.202403 3 647.0714111 -1.404243084 -0.000907704 69.57545581GNSPLLQK 6 20270253 2xTMT6plex [N-Term; K8] 1.143 1.003 0.829 2.919181824 36.07 0 1314.814557 2 657.9096069 -1.992328727 -0.001309771 39.55771027SVFLTFLR 6 20270253 1xTMT6plex [N-Term] 1.342 1.205 0.985 3.480666876 28.47 0 1211.73496 2 606.3708496 -0.443901734 -0.000268946 87.79150894TAYILQAVESAWEGVDRR 1 20270253 1xTMT6plex [N-Term] 1.402 2.57583046 1 2293.21381 3 765.074707 -1.850004666 -0.001414152 104.6192663

38683807 ANKRD17 ankyrin repeat domain-containing protein 17 isoform a 26057 NP_115593.3 6.991932386 1 7 15 52 2603 274.088 6.52 0.97 1.07 1.05 1.03 Significant 0.000879
LTSSVSCALDEAAAALTR 8 38683807 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.293 1.097 0.976 5.517090797 49.18 0 2065.079685 3 689.031311 -0.147739835 -0.000101698 101.4922751FLLEAGADQEHK 6 38683807 2xTMT6plex [N-Term; K12] 0.855 0.896 0.815 4.599433422 50.18 0 1816.000519 3 606.0044556 -0.939399941 -0.00056865 61.92997286DTALTIAADK 2 38683807 2xTMT6plex [N-Term; K10] 1.121 3.662255526 45.29 0 1476.86738 2 738.9365845 -1.007378664 -0.000743882 49.54683993

ESALTLACYK 6 38683807 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.402 1.253 1.165 4.20734024 60.94 0 1613.8973 2 807.4527588 0.582842616 0.000470324 57.17400184
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TEVVSLLLDR 2 38683807 1xTMT6plex [N-Term] 0.896 3.596087694 27.07 0 1373.820147 2 687.4139404 0.333179985 0.000228865 77.10001183SLAEACSEGDVNAVR 2 38683807 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.329 3.67930913 37.03 0 1806.885342 2 903.9478149 1.666344146 0.001505446 35.10084724GADVNAPPVPSSR 4 38683807 1xTMT6plex [N-Term] 1.675 1.435 3.245388746 31.61 0 1495.806622 2 748.4039307 -4.03591065 -0.003018471 29.86680506KSDNHSPAVVTTTVSSK 2 38683807 3xTMT6plex [N-Term; K1; K17] 0.98 4.079529762 4.48 1 2445.391613 4 612.1046143 2.05038376 0.001253498 32.26452082QEVVELLLAR 2 38683807 1xTMT6plex [N-Term] 1.458 2.607965708 24.97 0 1398.851781 2 699.9284058 -1.605671589 -0.001123048 79.9391379FCELLIGR 6 38683807 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.068 1.026 0.915 2.462144613 20.44 0 1236.697195 2 618.8522339 -0.003166953 -1.96E-06 67.67616174AFADPEVLR 6 38683807 1xTMT6plex [N-Term] 1.03 1.175 1.199 3.522847176 38.69 0 1246.699303 2 623.8526611 -1.008707049 -0.000628777 50.47378856LEELEAK 4 38683807 2xTMT6plex [N-Term; K7] 0.84 2.75402832 28.67 0 1289.771689 2 645.3902588 1.20335881 0.000776029 48.33438773APSPAPSSVPLGSEKPSNVSQDR 1 38683807 2xTMT6plex [N-Term; K15] 1.306 3.108883142 0 2765.483392 3 922.5003052 1.074049966 0.000990089 44.24926074AESTANAGQSDNR 2 38683807 1xTMT6plex [N-Term] 1.278175354 6.31 0 1549.740392 2 775.3739014 0.086236621 6.68E-05 14.53139138LSTADGK 1 38683807 2xTMT6plex [N-Term; K7] 0.901 2.270525932 0 1149.687959 2 575.347168 -0.782840677 -0.000450011 26.92176805
40068481 SETD3 histone-lysine N-methyltransferase setd3 isoform a 84193 NP_115609.2 14.81481481 1 6 6 32 594 67.215 5.96 0.99 1.11 1.14 1.08 Significant 0.0018

IFTLGNSEFPVSWDNEVK 6 40068481 2xTMT6plex [N-Term; K18] 0.904 1.103 1.06 5.317424297 47.27 0 2540.343711 3 847.453186 0.509385979 0.000431338 94.9507502EILNLTSELLQK 12 40068481 2xTMT6plex [N-Term; K12] 1.022 1.179 1.152 4.370595455 48.65 0 1859.125386 3 620.3792114 -1.239552036 -0.000768161 99.83856354SENESLNQESK 2 40068481 2xTMT6plex [N-Term; K11] 0.639 4.723799229 43.3 0 1722.891028 2 861.947876 -1.481891096 -0.001276568 21.20998391GLSVTFDGK 6 40068481 2xTMT6plex [N-Term; K9] 0.971 1.029 1.24 3.154997587 49.72 0 1381.809137 2 691.4084473 0.348015683 0.000240446 54.52671911LWTFLEDR 4 40068481 1xTMT6plex [N-Term] 1.155 1.113 3.47011447 35.43 0 1308.714953 2 654.8619385 1.258542298 0.000823537 88.04872748ASPNSFWQPYIQTLPSEYDTPLYFEEDEVR 2 40068481 1xTMT6plex [N-Term] 1.80273819 0.24 0 3850.832567 3 1284.274048 -6.486058502 -0.008325575 100.292554914149946 POMK protein O-mannose kinase 84197 NP_115613.1 5.428571429 1 1 1 6 350 40.024 6.1 1.26 1.24 1.31 1.27 Significant 0.000269 IPDISSFLLGHIEGSDMVR 6 14149946 1xTMT6plex [N-Term] 1.263 1.237 1.311 6.683411598 45.03 0 2315.226683 3 772.413269 -0.617348229 -0.000476434 102.970376262118282 PLXNA1 plexin-A1 precursor 5361 NP_115618.3 7.120253165 1 8 11 35 1896 210.933 6.92 0.97 1.15 1.2 1.11 Significant 0.00396 GLDCDTVTQAK 4 262118282 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.048 1.004 3.472489834 55.13 0 1665.888192 2 833.4484863 0.902777424 0.000751963 35.88814285
VLCSPVESEYISAEQIVCEIGDASSVR 4 262118282 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C18] 6.1511693 49.1 0 3226.58091 3 1076.197388 -1.022808401 -0.001100058 105.8007453

LSLPWLLNK 6 262118282 2xTMT6plex [N-Term; K9] 0.94 1.247 1.188 3.575032234 24.93 0 1541.981956 2 771.4949951 0.491052682 0.000378597 99.32878602AHVTGPVEDNEK 2 262118282 2xTMT6plex [N-Term; K12] 0.961 3.610593081 17.68 0 1753.948484 3 585.322937 3.291981041 0.001924655 23.02905142SPPELGERPDELGFVMDNVR 2 262118282 1xTMT6plex [N-Term] 1.558 3.084287405 7.82 0 2486.254689 3 829.4220581 -1.233849295 -0.001022555 67.11277037GPIDAITGEAR 2 262118282 1xTMT6plex [N-Term] 1.216 4.28859663 45.67 0 1328.737145 2 664.8719482 -0.395349544 -0.000262658 52.33816895ESCGLCLK 6 262118282 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C3; C6] 1.471 1.593 1.623 2.803723574 36.1 0 1424.764178 2 712.885498 -0.321875197 -0.000229298 41.39043445
YYADIAK 4 262118282 2xTMT6plex [N-Term; K7] 1.084 1.158 2.628041029 22.53 0 1301.75056 2 651.37854 -0.580850048 -0.000378061 44.11609843AHDALVEVCVR 2 262118282 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.226 1.349946022 1.87 0 1497.804514 2 749.4057617 -0.178062289 -0.000133351 38.31504826NHDHLDQR 2 262118282 1xTMT6plex [N-Term] 1.062 2.745930433 16.02 0 1263.639163 3 421.8843994 -0.40956139 -0.000172513 12.80626975IILQDEDVTTK 1 262118282 2xTMT6plex [N-Term; K11] 0.995 1.885318041 0 1733.009687 2 867.006958 -1.758613583 -0.001523847 55.35464029

19923729 LRRC8C volume-regulated anion channel subunit LRRC8C 84230 NP_115646.2 21.79327522 1 13 14 78 803 92.332 7.72 1.92 2.11 2.04 2.02 Significant 0.000751
IPQAVVDVSSHLQK 6 19923729 2xTMT6plex [N-Term; K14] 1.634 2.147 2.279 6.408769608 50.77 0 1979.168982 3 660.3934326 -1.635549297 -0.001079009 68.93115646AGLVVEDALFETLPSDVR 10 19923729 1xTMT6plex [N-Term] 1.3 5.113 2.536 5.344475746 38.47 0 2160.174965 2 1080.592407 1.190932756 0.001286312 98.29400378GNHFEILPPELGDCR 4 19923729 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 2.233 2.732 4.530121803 25.96 0 1982.995562 3 661.6693726 -1.00711482 -0.000665701 60.98483516FAVFLSEVSENK 12 19923729 2xTMT6plex [N-Term; K12] 2.059 1.952 1.693 4.991521358 70.39 0 1828.025672 2 914.5157471 -0.795393302 -0.000727 91.48431674SIEEIVSFQHLR 6 19923729 1xTMT6plex [N-Term] 2.136 2.768 1.78 4.1013484 45.07 0 1686.937636 3 562.9841309 0.120673178 6.79E-05 66.16463293NLEELYLVGSLSHDISR 6 19923729 1xTMT6plex [N-Term] 1.903 1.752 1.79 6.142700672 45.26 0 2174.165463 3 725.3933716 0.045233951 3.28E-05 81.95624706QETGIDDIPDVK 2 19923729 2xTMT6plex [N-Term; K12] 1.497 3.650740623 55.45 0 1787.979115 2 894.4922485 -1.059715783 -0.000947375 52.50244667ALSEVSGEDSEEKDNR 6 19923729 2xTMT6plex [N-Term; K13] 1.816 1.863 4.459 4.269478321 11.2 1 2223.114105 3 741.7092896 -0.355099927 -0.000263143 30.0174632
IEVLPSHLFLCNK 6 19923729 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 2.879 2.412 2.613 4.782212734 28.85 0 2028.171625 3 676.7283936 -0.49163292 -0.000332372 79.5416728
VESLPDELYFCK 6 19923729 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 2.879 2.973 2.381 3.185658932 34.57 0 1958.034522 3 653.3482056 -2.277008261 -0.001486154 74.64819573

LVMLNNLK 4 19923729 2xTMT6plex [N-Term; K8] 1.602 1.915 3.731549025 26.6 0 1402.885613 2 701.9465332 0.12583795 8.83E-05 73.5272129STAGALDK 2 19923729 2xTMT6plex [N-Term; K8] 1.724 2.347666025 22.82 0 1220.725073 2 610.8660278 -0.240878101 -0.000147023 28.76832757YLDLSYNDIR 4 19923729 1xTMT6plex [N-Term] 1.136 1.837 2.982050896 18.57 0 1500.789575 2 750.8977051 -0.960217058 -0.000720542 61.02821354NVTLESLR 4 19923729 1xTMT6plex [N-Term] 1.153 1.231 3.402674675 22.29 0 1160.683653 2 580.8460693 1.041551565 0.000604456 42.2240468514150017 TMEM126A transmembrane protein 126A isoform 1 84233 NP_115649.1 26.15384615 1 4 4 30 195 21.513 9.26 1.26 1.28 1.35 1.3 Significant 0.000442 IAAGLPMAGIPFLTTDLTYR 10 14150017 1xTMT6plex [N-Term] 0.993 1.196 1.213 5.231608868 71.68 0 2350.304205 3 784.1037598 -3.182227691 -0.002493068 112.1363705ENITIVDISR 4 14150017 1xTMT6plex [N-Term] 1.382 1.08 3.668155193 36.75 0 1388.79466 2 694.9014893 0.750201347 0.000520938 52.51711241ALQLSEPGKEIH 8 14150017 2xTMT6plex [N-Term; K9] 1.363 1.536 1.568 4.853608608 18.96 1 1780.036905 3 594.0162964 -1.443234034 -0.000856337 44.68981461YQSALLPHK 8 14150017 2xTMT6plex [N-Term; K9] 100 1.234 1.123 2.854774475 18.5 0 1514.90952 3 505.6412964 -0.121353679 -6.13E-05 44.02379917
40254986 HSDL2 hydroxysteroid dehydrogenase-like protein 2 isoform 1 84263 NP_115679.2 50.4784689 1 18 18 100 418 45.366 7.99 0.76 0.7 0.79 0.75 Significant 0.00124

VAHILNISPPLNLNPVWFK 6 40254986 2xTMT6plex [N-Term; K19] 0.731 0.67 0.95 5.149878025 31.58 0 2630.55867 3 877.5247192 0.355272382 0.000311522 105.9648151
GGNVGYGEPSDQADVVMSMTTDDFVK 2 40254986 2xTMT6plex [N-Term; K26]; 2xOxidation [M17; M19] 0.835 4.360883236 66.58 0 3209.501881 3 1070.50415 -1.240930298 -0.001327589 55.08081362
GGNVGYGEPSDQADVVMSMTTDDFVK 2 40254986 2xTMT6plex [N-Term; K26]; 1xOxidation [M17] 0.582 3.290668726 26.59 0 3193.506966 3 1070.50415 -1.240930298 -0.001327589 55.08081362KVDIIADAAYSIFQKPK 8 40254986 4xTMT6plex [N-Term; K1; K15; K17] 0.843 0.824 7.516109467 31.62 1 2823.715403 4 706.6835327 -1.09853515 -0.000775488 95.00519888TAIHTAAMDMLGGPGIESQCR 2 40254986 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 0.446 5.138276577 20.68 0 2445.1886 3 815.7300415 -5.328377648 -0.004342963 57.88050663DGANIVIAAK 6 40254986 2xTMT6plex [N-Term; K10] 0.662 0.7 0.68 4.290812492 56.48 0 1429.877885 2 715.442688 0.149730662 0.000107048 47.95223166KVESTGAVPEFK 10 40254986 3xTMT6plex [N-Term; K1; K12] 0.61 0.562 0.575 5.56889677 28.86 1 1979.178039 3 660.3961182 -2.141099855 -0.001412539 57.44894043KVESTGAVPEFKEEK 3 40254986 4xTMT6plex [N-Term; K1; K12; K15] 0.532 0.927 3.150761604 19.37 2 2594.52112 4 649.3848877 -1.310044742 -0.000849735 46.22836983DEQQISAAVEK 10 40254986 2xTMT6plex [N-Term; K11] 100 0.72 0.629 3.771768808 30.25 0 1675.926686 2 838.4656982 -1.531030949 -0.001282948 108.985095ALPCIVDVR 12 40254986 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.912 0.713 0.677 3.239568472 37.03 0 1271.734309 2 636.3702393 -0.870405373 -0.000553462 58.78655713GEIAVNALWPK 6 40254986 2xTMT6plex [N-Term; K11] 0.611 0.351 0.898 3.388880968 28.74 0 1655.988498 3 552.6676636 -0.036719665 -2.03E-05 72.56296891GNMALAIK 2 40254986 2xTMT6plex [N-Term; K8] 0.648 2.678677559 40.35 0 1275.785899 2 638.3959351 -1.023496821 -0.000652881 49.71946957SGAVEETFR 4 40254986 1xTMT6plex [N-Term] 1.679 1.758 2.072329044 9.89 0 1224.642182 2 612.8233032 -2.329165799 -0.001426197 28.96869283LMNQMNAR 4 40254986 1xTMT6plex [N-Term] 1.108 0.948 2.705667734 27.88 0 1206.628463 2 603.8185425 1.114726677 0.00067253 30.0239363TAQPHPK 6 40254986 2xTMT6plex [N-Term; K7] 0.778 0.747 0.763 2.5851264 20.23 0 1236.746477 3 412.9203491 0.013602854 5.61E-06 17.41752194GTYLASK 6 40254986 2xTMT6plex [N-Term; K7] 0.864 0.764 0.832 2.797514915 27.12 0 1197.724345 2 599.3643188 -2.491211521 -0.001491892 33.39518384

ACIPYLK 4 40254986 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.031 1.008 2.395763397 36.05 0 1322.790651 2 661.8997192 1.142475993 0.000755628 60.17881419
LQLQPKPR 5 40254986 2xTMT6plex [N-Term; K6] 1.053 1.422 2.144 2.389333248 4.51 0 1437.93059 3 479.9816284 -0.179129713 -8.59E-05 38.01870614LLGTIYTAAEEIEAVGGK 2 40254986 2xTMT6plex [N-Term; K18] 1.44 1.085 2.162625074 0 2293.305534 3 765.1063843 -0.4076683 -0.000311636 114.7079135110815802 C9orf64 UPF0553 protein C9orf64 isoform 1 84267 NP_115683.3 19.94134897 1 7 7 36 341 39.004 5.88 0.63 0.56 0.53 0.57 Significant 0.00266 AQILVADTWSVLEGK 16 110815802 2xTMT6plex [N-Term; K15] 0.622 0.602 0.586 4.590357304 67.77 0 2088.210512 2 1044.608521 -0.358031133 -0.000373822 103.1429983LPQVLAHLGALK 6 110815802 2xTMT6plex [N-Term; K12] 0.406 0.396 0.46 4.835840225 42.2 0 1718.109282 3 573.3721924 -4.224528462 -0.002419401 90.1582069VAELLLAK 6 110815802 2xTMT6plex [N-Term; K8] 0.543 0.635 0.671 3.337306499 33.18 0 1314.876094 2 657.94104 -0.981820173 -0.000645486 83.48868013DVTLFEGK 2 110815802 2xTMT6plex [N-Term; K8] 0.611 3.248967886 36.03 0 1366.798238 2 683.9023438 -0.605144181 -0.000413555 53.63577543

DCLLELIEQK 2 110815802 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.064 3.568197012 28.72 0 1718.976279 2 859.9914551 -0.375400032 -0.000322652 88.89696716
ESENSAQK 2 110815802 2xTMT6plex [N-Term; K8] 1.757 2.216282129 18.72 0 1350.72653 2 675.8658447 -1.567095062 -0.001058358 20.52382347ILNETGK 2 110815802 2xTMT6plex [N-Term; K7] 0.834 2.753236532 13.92 0 1232.761459 2 616.8829956 -2.225912437 -0.00137201 48.12675816

92087058 CARD19 caspase recruitment domain-containing protein 19 isoform 1 84270 NP_115686.3 18.03278689 1 3 3 10 183 20.613 8.1 1.09 1.22 1.17 1.16 Significant 0.00106
LCDLLSHLQR 6 92087058 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.992 1.215 1.302 4.471255779 44.17 0 1483.825249 3 495.2796936 -0.486188959 -0.000240473 69.14896637VLGFSPVIIDR 2 92087058 1xTMT6plex [N-Term] 1.035 3.746071815 30.15 0 1444.872516 2 722.9349365 -6.865680544 -0.004960017 78.37436972ALYIHAQPLHSR 2 92087058 1xTMT6plex [N-Term] 1.136 2.468788385 3.29 0 1634.932825 4 409.488678 0.034737857 1.42E-05 35.4395323429837655 POLDIP3 polymerase delta-interacting protein 3 isoform 1 84271 NP_115687.2 21.6152019 1 7 7 46 421 46.06 9.99 1.15 1.15 1.11 1.13 Significant 0.000138 VVQNDAYTAPALPSSIR 8 29837655 1xTMT6plex [N-Term] 0.723 0.894 0.91 5.629750252 48.93 0 2031.10722 2 1016.055054 -2.161027287 -0.002194639 56.44305511VTEEDIVELFCVCGALK 6 29837655 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C11; C13] 1.985 2.405 2.119 3.981168509 29.84 0 2440.28679 3 814.0988159 -2.00622161 -0.001631919 108.7961043

LVHPGVAEVVFVK 6 29837655 2xTMT6plex [N-Term; K13] 1.224 1.158 5.466387749 48.4 0 1852.146061 3 618.0530396 -0.807753604 -0.000498693 70.65900805SSGASVTTQPTEFK 8 29837655 2xTMT6plex [N-Term; K14] 0.914 1.297 0.988 4.711800575 58.1 0 1898.027128 2 949.5151367 -2.176556088 -0.002065581 51.37671703KDDAITAYK 6 29837655 3xTMT6plex [N-Term; K1; K9] 1.216 1.208 1.215 4.404760838 22.15 1 1712.019747 3 571.3442993 -0.819342641 -0.000467577 39.66269018AMAPLHPHPAGMR 6 29837655 1xTMT6plex [N-Term] 0.662 0.915 1.209 3.857262135 33.3 0 1614.855837 4 404.4697266 0.767282114 0.000309763 27.35886915TIQVPQQK 6 29837655 2xTMT6plex [N-Term; K8] 0.964 0.952 1.092 3.527481794 18.65 0 1399.867321 2 700.4373169 0.026123235 1.83E-05 48.6286754614150076 YIPF4 protein YIPF4 84272 NP_115688.1 3.68852459 1 1 1 6 244 27.065 4.65 1.66 1.49 1.43 1.53 Significant 0.00203 LNLGGDFIK 6 14150076 2xTMT6plex [N-Term; K9] 1.658 1.49 1.428 3.285899401 29.65 0 1434.872072 2 717.93927 -0.563263411 -0.000404105 67.8524721214150078 NOA1 nitric oxide-associated protein 1 84273 NP_115689.1 8.739255014 1 4 4 14 698 78.409 8.66 0.97 0.9 0.93 0.93 Significant 0.000472 DSTQAEEDLSEQEQNQLNVLK 4 14150078 2xTMT6plex [N-Term; K21] 0.902 0.91 3.895243883 24.44 0 2876.452545 3 959.484375 -4.857889981 -0.00465783 60.22484516DAHWFYDTPGITK 2 14150078 2xTMT6plex [N-Term; K13] 1.128 3.274180174 23.99 0 2009.053283 3 670.3560181 0.108379016 7.26E-05 59.72519136FLFPEYILDPEPQPTR 6 14150078 1xTMT6plex [N-Term] 0.833 0.898 0.931 4.409168243 23.48 0 2191.163672 3 731.0584717 -1.282665906 -0.000936844 100.0381621ENCILNLLTEK 2 14150078 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.112 3.2935431 27.64 0 1805.024292 2 903.0166016 0.905741273 0.000817443 87.66765156
116063536 COQ5 2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial precursor 84274 NP_115690.3 25.382263 1 7 7 31 327 37.117 6.95 1.22 1.14 1.18 1.18 Significant 0.000383

AQQNLSWEEIAK 6 116063536 2xTMT6plex [N-Term; K12] 1.61 1.259 1.141 4.756020069 51.98 0 1875.037633 2 938.0206909 -1.881527069 -0.001763967 59.1826437EYQNEEDSLGGSR 2 116063536 1xTMT6plex [N-Term] 0.767 4.092895985 45.16 0 1712.792488 2 856.8990479 -0.974115012 -0.000834228 23.66420254AAETHFGFETVSEEEK 6 116063536 2xTMT6plex [N-Term; K16] 1.125 0.855 1.197 4.486604691 21.69 0 2269.138863 3 757.0496216 -2.005868385 -0.001517198 47.44858773SYQYLVESIR 3 116063536 1xTMT6plex [N-Term] 0.85 1.162 3.610856056 26.19 0 1486.81031 2 743.9089966 0.273379906 0.000203232 59.12054673NVTHIDQALQEAHR 6 116063536 1xTMT6plex [N-Term] 1.124 0.873 3.922451258 23.99 0 1860.987774 4 466.0015564 -1.815183372 -0.000844509 32.57589264VYQVFESVAK 4 116063536 2xTMT6plex [N-Term; K10] 0.933 1.401 4.152133942 42.01 0 1627.945965 2 814.4758911 -0.896315645 -0.000729577 72.43753097
VVVCDINK 4 116063536 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.312 1.242 3.610494375 30.37 0 1404.828493 2 702.9158936 -2.834574217 -0.001991045 45.3168062

14150100 NTPCR cancer-related nucleoside-triphosphatase 84284 NP_115700.1 53.68421053 1 8 8 38 190 20.7 9.54 0.82 0.85 0.84 0.84 Significant 0.000111 MELFSQLFIQAVR 3 14150100 1xTMT6plex [N-Term] 0.782 4.418082237 44.69 0 1811.008692 2 906.008667 0.753803326 0.000682572 112.190745GKPLALVEEIR 6 14150100 2xTMT6plex [N-Term; K2] 0.985 0.917 0.788 4.176627159 31.01 0 1683.056912 3 561.6900635 -0.757532501 -0.00042499 63.44287023QTLSTPGTIILGTIPVPK 8 14150100 2xTMT6plex [N-Term; K18] 0.863 0.901 0.907 4.691997051 25.25 0 2294.40994 3 765.4740601 -1.008143392 -0.000771031 97.43683235NHLLPDIVTCVQSSR 4 14150100 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.809 0.984 4.50365448 31.88 0 1968.053411 3 656.68927 -0.078215055 -5.13E-05 59.65731068HVFLTGPPGVGK 6 14150100 2xTMT6plex [N-Term; K12] 0.811 0.841 0.737 4.79435873 28.83 0 1667.004483 3 556.3399658 0.516795813 0.000287167 53.66872833SSGVPVDGFYTEEVR 5 14150100 1xTMT6plex [N-Term] 0.874 1.584 2.382938862 12.84 0 1870.938423 2 935.9730225 0.184304235 0.000172411 52.25103461VCVIDEIGK 4 14150100 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.771 0.828 3.610126734 42.53 0 1490.865272 2 745.935791 -0.648313948 -0.000483274 58.8582436
VGLEPPPGK 2 14150100 2xTMT6plex [N-Term; K9] 0.632 3.208421946 26.73 0 1351.834958 2 676.4204102 -1.046124375 -0.000707094 44.76128176

14150128 UQCC2 ubiquinol-cytochrome-c reductase complex assembly factor 2 84300 NP_115716.1 50.79365079 1 6 6 29 126 14.865 7.37 1.28 1.29 1.06 1.21 Significant 0.00383
EGENTQVAEPEACDQMYESLAR 2 14150128 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.383 2.455679417 2.58 0 2756.234089 3 919.4127808 -3.737086369 -0.003433428 50.76860092LILSTDTLEELKEIDK 9 14150128 3xTMT6plex [N-Term; K12; K16] 1.602 1.529 1.71 5.423014641 39.76 1 2547.509997 3 849.8394165 -2.473253604 -0.002100213 96.07752506LILSTDTLEELK 8 14150128 2xTMT6plex [N-Term; K12] 0.746 1.047 0.878 4.401965141 65.63 0 1833.098502 2 917.0512695 -1.767285008 -0.001619804 85.83707456

LCEEWPVDETK 4 14150128 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 1.076 0.839 2.810331106 30.82 0 1863.956272 2 932.4811401 -0.680250166 -0.000633978 58.88490032
GPEEDHKA 2 14150128 2xTMT6plex [N-Term; K7] 1.315 2.9972651 24.67 1 1340.72105 3 447.5784607 -0.165179716 -7.38E-05 21.20236642LHSNYYK 4 14150128 2xTMT6plex [N-Term; K7] 1.214 1.119 3.125864267 9.36 0 1382.783257 3 461.598999 -0.587835934 -0.00027095 28.0975843862955833 DDI2 protein DDI1 homolog 2 84301 NP_115717.3 14.53634085 1 4 4 22 399 44.495 5.05 0.97 0.88 0.92 0.92 Significant 0.000794 EDVRPEEIADQELAEALQK 10 62955833 2xTMT6plex [N-Term; K19] 0.975 0.868 1.045 5.807728291 27.64 0 2641.408496 3 881.1383667 -3.009349881 -0.002649641 75.65534437NPPLAEALLSGDLEK 4 62955833 2xTMT6plex [N-Term; K15] 0.84 0.968 5.158015728 31.92 0 2025.163227 3 675.7259521 0.037382326 2.52E-05 87.12215833VLVEQQQDR 4 62955833 1xTMT6plex [N-Term] 0.925 0.758 3.472998381 41.56 0 1343.748044 2 672.3782959 0.945837191 0.000635483 25.88294979IDFSSIAVPGTSSPR 4 62955833 1xTMT6plex [N-Term] 0.953 0.893 3.452126503 15.66 0 1762.95368 3 588.3223267 -0.710710409 -0.00041765 67.9592248614150139 PYM1 partner of Y14 and mago isoform 1 84305 NP_115721.1 59.31372549 1 8 8 52 204 22.642 9.45 0.8 0.91 0.94 0.88 Significant 0.00231 AAPTAASDQPDSAATTEK 16 14150139 2xTMT6plex [N-Term; K18] 0.826 1.03 0.983 5.350524902 83.92 0 2190.129027 2 1095.566406 -1.593869566 -0.00174539 28.58249309EGYVPQEEVPVYENK 10 14150139 2xTMT6plex [N-Term; K15] 0.561 0.735 0.656 3.8005898 32.95 0 2238.169435 2 1119.588257 -0.088433039 -9.90E-05 53.02112691VSLEETAQLPSAPQGSR 4 14150139 1xTMT6plex [N-Term] 0.895 1.002 5.23112154 46.66 0 1999.065749 2 1000.038635 2.12335578 0.002122364 50.79833159ALEEELEDLELGL 6 14150139 1xTMT6plex [N-Term] 0.865 0.641 100 3.74293828 52.09 0 1701.899578 2 851.4534912 0.074864508 6.37E-05 106.1871037SKPELPPGLSPEATAPVTPSRPEGGEPGLSK 2 14150139 3xTMT6plex [N-Term; K2; K31] 1.006 5.799100399 5.18 0 3770.094315 4 943.2730103 -6.393395593 -0.006025926 60.80186476QVEELQQR 6 14150139 1xTMT6plex [N-Term] 1.129 1.634 0.941 3.058514118 38.09 0 1258.69528 2 629.8509521 -0.518571202 -0.000326362 22.50861611GEAEALSR 6 14150139 1xTMT6plex [N-Term] 0.79 0.816 0.798 2.982845783 32.77 0 1061.578854 2 531.2926025 -0.871618601 -0.000462646 18.87205217IQAGEVSQPSK 2 14150139 2xTMT6plex [N-Term; K11] 0.751 2.011372566 21.68 0 1601.926292 2 801.4678345 1.311187239 0.001050213 112.094823514150147 NUDT16L1 protein syndesmos isoform 1 84309 NP_115725.1 16.58767773 1 3 3 16 211 23.323 8.91 0.9 1.03 0.98 0.97 Significant 0.00152 LVEALAAATEK 10 14150147 2xTMT6plex [N-Term; K11] 0.812 0.88 0.773 4.365068913 57.48 0 1573.956529 2 787.4823608 0.581743949 0.00045782 74.61409401VGGFPNFLSNAFVSTAK 2 14150147 2xTMT6plex [N-Term; K17] 1.251 3.856804848 30.66 0 2214.23231 3 738.7503662 1.912754499 0.001411761 98.98763547VPLYTQK 4 14150147 2xTMT6plex [N-Term; K7] 1.511 1.382 2.507800341 23.56 0 1306.813494 2 653.9085083 -2.872795892 -0.001877104 46.77832359

633257785 MRPL45 39S ribosomal protein L45, mitochondrial isoform 1 84311 NP_115727.5 53.92156863 1 14 14 89 306 35.268 9.03 1.18 1.09 1.22 1.16 Significant 0.00109
SIHLACTAGIFDAYVPPEGDAR 10 633257785 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.929 1.226 1.059 6.855567932 49.08 0 2589.296888 3 863.7696533 -0.958360192 -0.00082716 73.15230466WSFVESLEPSHVVQVR 12 633257785 1xTMT6plex [N-Term] 1.157 1.033 0.99 6.207043171 43.02 0 2128.138855 3 710.050354 -1.10228159 -0.000781936 78.07247542LHTLVTEHCFPDMTWDIK 6 633257785 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 1.653 1.7 1.444 4.566078186 17.81 0 2701.388235 4 676.102356 -0.237408258 -0.000160333 74.92553401

TVMIPGPQLKPEEEYEEAQGEAQKPQLA 2 633257785 3xTMT6plex [N-Term; K10; K24] 0.872 5.397201538 17.9 0 3798.023852 4 950.258667 -2.899911027 -0.002753483 73.08728605LMYGQEDVPKDVLEYVVFEK 6 633257785 3xTMT6plex [N-Term; K10; K20] 1.526 1.876 1.284 4.526795387 16.16 1 3088.688372 3 1030.234253 -0.053832215 -5.54E-05 107.0628467
TVMIPGPQLKPEEEYEEAQGEAQKPQLA 2 633257785 3xTMT6plex [N-Term; K10; K24]; 1xOxidation [M3] 1.376 4.927205563 8.28 0 3814.018767 4 950.258667 -2.899911027 -0.002753483 73.08728605

KAGLVIPPEK 4 633257785 3xTMT6plex [N-Term; K1; K10] 1.26 1.141 3.439363003 14.36 1 1739.139803 3 580.3844604 -0.560577328 -0.000324974 53.88519353FTPPIYQPK 12 633257785 2xTMT6plex [N-Term; K9] 1.191 1.157 1.137 3.8672719 34.46 0 1548.919022 3 516.9771118 -1.445918573 -0.000746537 67.82605174DVLEYVVFEK 10 633257785 2xTMT6plex [N-Term; K10] 1.19 0.986 3.508191109 25.93 0 1698.971845 3 566.9957275 0.461606936 0.000261419 86.32843219TMASQVSIR 8 633257785 1xTMT6plex [N-Term] 0.985 1.197 1.739 3.582132578 38.41 0 1221.682273 2 611.3449097 0.220831507 0.000134893 31.86861879IVPPWAPPK 4 633257785 2xTMT6plex [N-Term; K9] 1.019 0.998 3.353548288 23.59 0 1462.918628 3 488.3110657 0.010815013 5.27E-06 74.09244486QLTNPYGSWR 2 633257785 1xTMT6plex [N-Term] 0.853 3.82470274 21.55 0 1450.764029 2 725.8853149 -0.465532074 -0.000337689 42.78078618AGLVIPPEK 2 633257785 2xTMT6plex [N-Term; K9] 0.902 1.846828103 12.75 0 1381.881908 2 691.4448242 0.335598503 0.000231879 56.1942928DYDANFK 4 633257785 2xTMT6plex [N-Term; K7] 1.179 0.901 3.445952177 19.72 0 1330.704338 2 665.8557129 -0.141630823 -9.42E-05 46.11090261IKDFPEK 5 633257785 3xTMT6plex [N-Term; K2; K7] 1.118 0.972 1.211 2.774623632 7.22 1 1563.971341 3 521.9955444 0.472681795 0.00024642 45.6402644914150155 VPS25 vacuolar protein-sorting-associated protein 25 84313 NP_115729.1 28.40909091 1 5 5 29 176 20.735 6.34 0.86 0.85 0.96 0.89 Significant 0.00155 KLPVESIQIVLEELRK 4 14150155 3xTMT6plex [N-Term; K1; K16] 1.059 1.628 5.688776016 25.02 2 2581.62597 4 646.1612549 -1.077053292 -0.000695137 108.5451338KLPVESIQIVLEELR 8 14150155 2xTMT6plex [N-Term; K1] 0.714 0.718 0.813 7.40444088 48.15 1 2224.368075 3 742.1268921 -0.877651721 -0.00065074 107.9658031FPPFFTLQPNVDTR 10 14150155 1xTMT6plex [N-Term] 1.209 0.811 0.923 4.525664806 39.76 0 1908.0217 2 954.5142822 -0.215855446 -0.000205928 89.72245016ALQALQQEHK 4 14150155 2xTMT6plex [N-Term; K10] 0.898 0.923 4.682066917 39.99 0 1623.958261 3 541.9904785 -0.848829159 -0.000459488 47.9838843AEIITVSDGR 3 14150155 1xTMT6plex [N-Term] 0.924 0.962 2.80074954 18.79 0 1289.726246 2 645.3632202 -5.491351621 -0.00354117 38.0412034321362050 CCDC115 coiled-coil domain-containing protein 115 84317 NP_115733.2 13.88888889 1 2 2 10 180 19.748 6.95 1.27 1.18 1.47 1.31 Significant 0.00427 DGLQLAADIASLQNR 4 21362050 1xTMT6plex [N-Term] 0.869 1.113 4.879934311 38.77 0 1813.996941 3 605.3360596 -1.827990437 -0.001105323 74.63835018VEEGWLSLAK 6 21362050 2xTMT6plex [N-Term; K10] 1.817 1.276 1.473 3.809879303 63.08 0 1589.930315 2 795.46521 -4.510510969 -0.003585699 75.7338249314150171 THOC3 THO complex subunit 3 84321 NP_115737.1 23.93162393 1 7 7 45 351 38.747 6.09 1.06 1.07 1.06 1.06 Significant 0.00000983 GHGDSVDQLCWHPSNPDLFVTASGDK 4 14150171 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C10] 1.3 1.15 5.872372627 41.03 0 3297.599895 4 825.1553345 -0.117421575 -9.68E-05 63.51795415YVLGMQELFR 4 14150171 1xTMT6plex [N-Term] 1.429 1.376 4.234898567 52.61 0 1484.813287 2 742.90802 -3.046592442 -0.00226181 81.79240881TLSFSHDGK 6 14150171 2xTMT6plex [N-Term; K9] 1.041 1.14 1.037 4.924759865 36.08 0 1449.8102 3 483.9410095 -1.189331919 -0.000574769 35.92571165TASVFLLEK 6 14150171 2xTMT6plex [N-Term; K9] 1.069 1.073 4.089044571 48.19 0 1465.903037 2 733.4545288 -0.857070884 -0.000628191 67.75399203LASGSFDK 11 14150171 2xTMT6plex [N-Term; K8] 1.091 0.998 1.104 3.359746456 32.38 0 1282.740723 2 641.8740234 0.036722152 2.36E-05 42.69004828
RPLLAFACDDKDGK 8 14150171 3xTMT6plex [N-Term; K11; K14]; 1xCarbamidomethyl [C8] 1.076 1.211 1.241 3.865703821 9.95 1 2293.294148 4 574.0792236 0.399617838 0.00022911 50.03708255

EFLAHSAK 6 14150171 2xTMT6plex [N-Term; K8] 1.018 1.023 1.017 2.586619377 14.51 0 1360.798907 3 454.2713013 0.326152962 0.000147943 33.96230799400153980 AKT1S1 proline-rich AKT1 substrate 1 isoform a 84335 NP_115751.3 7.246376812 1 2 2 20 276 29.244 4.73 0.63 0.74 0.82 0.73 Significant 0.00564 SLPVSVPVWGFK 14 400153980 2xTMT6plex [N-Term; K12] 0.689 0.751 0.882 4.424852371 51.11 0 1774.066749 2 887.5363159 -0.785406786 -0.000696682 93.24234759LNTSDFQK 6 400153980 2xTMT6plex [N-Term; K8] 0.439 0.703 0.72 3.351029158 17.25 0 1410.799301 2 705.9014282 -2.637345146 -0.001860382 44.78416938304555581 EEF1D elongation factor 1-delta isoform 1 1936 NP_115754.3 27.04791345 1 1 15 205 647 71.378 6.42 0.98 1.05 1.01 1.01 Significant 0.0004 GVVQELQQAISK 23 304555581 2xTMT6plex [N-Term; K12] 0.934 1.083 0.946 5.524550915 71.23 0 1758.052555 2 879.5300903 0.198551552 0.000174532 77.93383544SLAGSSGPGASSGTSGDHGELVVR 18 304555581 1xTMT6plex [N-Term] 1.03 1.106 1.183 9.810127258 88.44 0 2414.21091 3 805.4074097 -1.339500241 -0.001077945 30.38683253
SSILLDVKPWDDETDMAQLEACVR 16 304555581 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C22] 1.484 2.27 2.049 5.682524204 38.85 0 3249.65357 4 813.168396 -0.558882842 -0.000454044 89.43763786
SSILLDVKPWDDETDMAQLEACVR 18 304555581 2xTMT6plex [N-Term; K8]; 1xOxidation [M16]; 1xCarbamidomethyl [C22] 1.13 0.627 0.89 5.144177914 36.71 0 3265.648485 4 813.168396 -0.558882842 -0.000454044 89.43763786

SIQLDGLVWGASK 34 304555581 2xTMT6plex [N-Term; K13] 1.02 1.091 1.079 5.227869987 80.55 0 1832.068205 2 916.5373535 -0.422816546 -0.000387314 81.76457176IASLEVENQSLR 17 304555581 1xTMT6plex [N-Term] 1.029 1.264 1.07 4.992948532 56.81 0 1587.890351 2 794.447998 -1.027612674 -0.000815868 52.1301262LQIQCVVEDDKVGTDLLEEEITK 10 304555581 3xTMT6plex [N-Term; K11; K23]; 1xCarbamidomethyl [C5] 0.601 0.724 0.716 5.011828899 30.9 1 3361.837949 3 1121.28418 0.010887646 1.22E-05 95.94697572
FEEHVQSVDIAAFNK 8 304555581 2xTMT6plex [N-Term; K15] 0.743 0.597 0.676 5.214139938 40.96 0 2192.175189 3 731.3963623 -0.298997973 -0.000218485 63.73258135

KLQIQCVVEDDKVGTDLLEEEITK 4 304555581 4xTMT6plex [N-Term; K1; K12; K24]; 1xCarbamidomethyl [C6] 0.921 1.035 7.997348785 48.33 2 3719.095844 4 930.52948 0.066110658 6.15E-05 90.31726993ATAPQTQHVSPMR 6 304555581 1xTMT6plex [N-Term] 0.977 0.987 0.997 5.835287571 70.24 0 1652.87399 3 551.6288452 -1.214421354 -0.000669095 20.77629506FEEHVQSVDIAAFNKI 6 304555581 2xTMT6plex [N-Term; K15] 0.79 0.975 1.019 5.413949013 23.79 1 2305.259253 3 769.090271 -1.298470753 -0.000997771 74.10525563
KLQIQCVVEDDK 6 304555581 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C6] 0.677 0.648 0.673 5.041536808 27.32 1 2162.245801 3 721.4193115 -1.119086316 -0.00080658 56.91917608

ATAPQTQHVSPMR 12 304555581 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.797 0.933 0.885 4.169085026 50.76 0 1668.868905 3 551.6288452 -1.214421354 -0.000669095 20.77629506LVPVGYGIR 11 304555581 1xTMT6plex [N-Term] 1.139 1.091 1.161 2.929468155 31.42 0 1202.74586 2 601.8759766 -0.983595155 -0.000591507 55.53883986KPALVAK 6 304555581 3xTMT6plex [N-Term; K1; K7] 1.073 1.156 0.992 3.425830841 16.24 0 1413.976032 3 471.9963379 -1.111693614 -0.000523969 40.37569172FYEQMNGPVAGASR 2 304555581 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.132 2.892676592 2.39 0 1771.863485 3 591.2924194 -0.440135047 -0.000259953 27.7203157QVEPPAK 8 304555581 2xTMT6plex [N-Term; K7] 1.113 1.112 1.06 2.909066916 23.09 0 1226.750894 2 613.87854 -0.888926905 -0.000545246 29.79939609186928841 COG8 conserved oligomeric Golgi complex subunit 8 84342 NP_115758.3 15.52287582 1 8 8 29 612 68.38 5.2 0.97 0.93 0.95 0.95 Significant 0.000148 LFGDVEASLGR 4 186928841 1xTMT6plex [N-Term] 0.919 0.86 4.179354668 51.18 0 1392.768445 2 696.890625 3.969130704 0.00276404 74.57722479YGNLGHVNIGAIQEPLAFILPK 3 186928841 2xTMT6plex [N-Term; K22] 0.732 1.249 4.106250763 30.14 0 2822.633291 3 941.5494385 0.166837006 0.000156973 105.6094277AETQAEPPSVGP 6 186928841 1xTMT6plex [N-Term] 0.862 1.575 0.906 3.652805805 39.33 0 1411.72664 2 706.3666992 -0.367062918 -0.000259096 32.76529653EAEEISSNR 4 186928841 1xTMT6plex [N-Term] 0.947 1.184 2.863279581 22.34 0 1263.637825 2 632.3218994 -1.031024752 -0.000651421 17.02743365AIQETVEK 6 186928841 2xTMT6plex [N-Term; K8] 1.507 1.107 1.003 4.009032726 45.22 0 1375.819702 2 688.4126587 -1.207220092 -0.000830459 33.60147483KYSSIPVIQGIVNEVR 2 186928841 2xTMT6plex [N-Term; K1] 0.633 3.051324368 8.55 1 2260.342923 3 754.1192017 0.056898654 4.29E-05 80.73695162VAISTFQK 2 186928841 2xTMT6plex [N-Term; K8] 0.918 3.721803188 32.14 0 1351.834958 2 676.4163208 -7.096205333 -0.004796449 53.09412799GQLAPVFQR 2 186928841 1xTMT6plex [N-Term] 0.938 3.369241714 31.15 0 1244.731272 2 622.8685303 -1.195545704 -0.000744067 45.6779749319923642 HPS3 Hermansky-Pudlak syndrome 3 protein isoform 1 84343 NP_115759.2 1.593625498 1 1 1 8 1004 113.662 6.43 0.94 1.12 0.86 0.97 Significant 0.00618
ETQPGLLVASVLGLQK 8 19923642 2xTMT6plex [N-Term; K16] 0.935 1.124 0.857 4.404006004 19.37 0 2111.284011 3 704.4314575 -1.985522262 -0.001397334 101.8087542

31543983 ARFGAP2 ADP-ribosylation factor GTPase-activating protein 2 isoform 1 84364 NP_115765.2 36.66026871 1 14 14 79 521 56.685 7.99 1.05 1.05 0.98 1.03 Significant 0.000516
SQLDLFDDVGTFASGPPK 6 31543983 2xTMT6plex [N-Term; K18] 1.226 1.135 4.900538921 51.72 0 2352.248748 3 784.7537842 -0.82839493 -0.00064953 85.89713824VSSQSFSEIER 6 31543983 1xTMT6plex [N-Term] 1.087 0.732 0.854 4.540986538 47.64 0 1497.774653 2 749.3912964 0.442899362 0.000331682 38.48752426SSVSHSVLSEMQVIEQETPVSAK 4 31543983 2xTMT6plex [N-Term; K23] 1.083 0.77 6.145798206 18.48 0 2930.554508 3 977.5232544 0.239536099 0.000233991 78.19906494

LQQLSGSSAISSSDLFGDMDGAHGAGSVSLGNVLPTADIAQFK 8 31543983 2xTMT6plex [N-Term; K43] 1.01 1.028 0.634 6.560226917 53.26 0 4707.397619 4 1177.606079 1.034007884 0.001216872 102.1985887STELDSNWNWFQLR 4 31543983 1xTMT6plex [N-Term] 0.957 1.156 3.390918732 39.2 0 2025.002755 2 1013.004272 -0.734200544 -0.000743379 88.6446818WDTDAAWGMDR 6 31543983 1xTMT6plex [N-Term] 1.03 0.955 0.881 3.389351845 34.05 0 1552.705193 2 776.855957 -0.357851254 -0.000277819 55.30794455AISSDMFFGR 6 31543983 1xTMT6plex [N-Term] 0.948 0.987 1.137 4.183451653 33.7 0 1359.692838 2 680.3485718 -2.184798824 -0.001485328 61.0740917LAYQELQIDR 6 31543983 1xTMT6plex [N-Term] 0.939 1.088 1.127 3.882258654 59.79 0 1477.821209 2 739.4134521 -1.070111266 -0.000790717 53.15627255EVDAEYEAR 10 31543983 1xTMT6plex [N-Term] 0.878 0.905 0.953 4.009506226 60.09 0 1310.642576 2 655.8239746 -1.452326732 -0.000951741 29.79541959QAEESMVASMR 2 31543983 1xTMT6plex [N-Term] 0.758 3.767183065 37.44 0 1467.713315 2 734.3599243 -0.506173229 -0.000371459 36.55776848EQQAADAK 6 31543983 2xTMT6plex [N-Term; K8] 1.033 0.954 0.686 3.384203434 44.62 0 1318.7367 2 659.8718262 -0.246164568 -0.000162313 17.753604
ACFDCGAK 6 31543983 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C2; C5] 1.287 1.309 1.278 3.300855398 41.82 0 1386.691013 2 693.8475952 -2.235076367 -0.00154968 30.43801595
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KLQNLEGK 5 31543983 3xTMT6plex [N-Term; K1; K8] 1.159 1.201 1.051 3.7387712 13.85 1 1617.030253 3 539.6813965 -0.381190688 -0.000205466 37.53429063QAQVAEK 4 31543983 2xTMT6plex [N-Term; K7] 0.967 0.926 2.853097439 37.26 0 1231.741058 2 616.3735352 -1.026049665 -0.000631914 20.68857055
222352111 NIFK MKI67 FHA domain-interacting nucleolar phosphoprotein 84365 NP_115766.3 47.09897611 1 12 12 65 293 34.201 9.88 1.36 1.28 1.33 1.32 Significant 0.000311

GIDYDFPSLILQK 12 222352111 2xTMT6plex [N-Term; K13] 1.389 1.304 1.312 4.110502243 50.31 0 1967.125386 2 984.067688 1.379600194 0.001356923 92.78723024GYAFVEFESEDVAK 6 222352111 2xTMT6plex [N-Term; K14] 2.032 1.397 1.29 4.466967583 56.72 0 2049.058094 2 1025.024292 -8.192235094 -0.008393183 70.40462861EEIQETQTPTHSR 6 222352111 1xTMT6plex [N-Term] 1.507 1.104 1.112 5.514523983 55.68 0 1784.897621 3 595.6375122 0.202852584 0.00012069 17.85674567IVAETMNNYLFGER 8 222352111 1xTMT6plex [N-Term] 0.94 1.51 4.333907604 34.3 0 1885.96795 2 943.4863892 -1.297916907 -0.001223915 77.96067355KGIDYDFPSLILQK 6 222352111 3xTMT6plex [N-Term; K1; K14] 1.262 1.252 1.204 5.689909458 38.07 1 2324.38328 3 775.4660034 0.075948708 5.88E-05 90.51098963KVSGTLDTPEK 2 222352111 3xTMT6plex [N-Term; K1; K11] 1.367 3.521784306 17.34 1 1862.12019 3 621.3782349 -0.020573407 -1.28E-05 38.05674633SQVAELNDDDKDDEIVFK 6 222352111 3xTMT6plex [N-Term; K11; K18] 1.189 1.386 1.718 5.71007967 16.44 1 2767.46048 3 923.156311 -2.204376386 -0.002033508 59.07795849
LLECHFMPPEK 8 222352111 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 1.367 1.269 1.481 4.480727196 32.3 0 1858.995968 3 620.3361816 -1.06336332 -0.000658929 60.59053121

KKQEQLTPGVVYVR 2 222352111 3xTMT6plex [N-Term; K1; K2] 1.527 4.275343895 5.08 2 2332.431962 4 583.8638306 0.656137306 0.000382599 45.06122544TVDSQGPTPVCTPTFLER 2 222352111 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.035 2.660087824 24.88 0 2234.132449 2 1117.567749 -1.892158689 -0.002113667 57.56665985KQEQLTPGVVYVR 4 222352111 2xTMT6plex [N-Term; K1] 1.289 1.152 4.734179497 33.44 1 1975.174067 3 659.0622559 -0.937994228 -0.000617567 46.30037387ELFKDWNIPFK 3 222352111 3xTMT6plex [N-Term; K4; K11] 1.512 1.871 3.260634661 7.57 1 2124.246059 3 708.7531738 -0.513422454 -0.000363545 89.305464514670392 BAZ1B tyrosine-protein kinase BAZ1B 9031 NP_115784.1 13.68846932 1 16 16 67 1483 170.796 8.48 1.53 1.39 1.34 1.42 Significant 0.0016 DEAEDYYDVITHPMDFQTVQNK 2 14670392 2xTMT6plex [N-Term; K22] 0.799 1.63135767 20.65 0 3116.492302 3 1039.500122 -2.082026341 -0.002162873 73.40578147FEPQVDTEAEDMISAVK 4 14670392 2xTMT6plex [N-Term; K17] 1.73 1.109 4.933065414 49.91 0 2367.215399 3 789.7437134 0.50188788 0.000396026 79.83623549LSEIPLTLHSVSELVR 8 14670392 1xTMT6plex [N-Term] 1.412 1.86 1.047 6.034919262 39.16 0 2022.179657 3 674.7325439 1.69215229 0.001140612 90.2279394LQILTALCHR 4 14670392 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 2.336 2.139 4.005013466 44.22 0 1453.85107 3 485.2883606 -0.37232348 -0.000180434 69.82826524APPVDDAEVDELVLQTK 4 14670392 2xTMT6plex [N-Term; K17] 1.123 1.197 4.871009827 47.43 0 2297.264064 3 766.4259033 -0.394756126 -0.000302286 75.61671283LETSEFFELTSEEK 6 14670392 2xTMT6plex [N-Term; K14] 2.031 1.891 1.602 3.943598986 47.8 0 2147.116002 3 716.3764648 -0.540794605 -0.00038705 80.76831647DHTVSGDEDYCPR 6 14670392 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 2.205 2.469 1.963 4.539046288 34.74 0 1779.780543 3 593.9313965 -0.509488026 -0.000302259 18.27620271KPFPLVKPLPGEEPLFTIPHTQEAFR 3 14670392 3xTMT6plex [N-Term; K1; K7] 1.392 3.142 4.205095291 5.75 0 3676.123371 5 736.0298462 -0.883085969 -0.000649267 88.86980111KLQSEDSAK 2 14670392 3xTMT6plex [N-Term; K1; K9] 1.156 2.656794548 9.31 1 1693.009911 3 565.0074463 -1.255387106 -0.000708461 38.86915403FSDFLLDPYK 8 14670392 2xTMT6plex [N-Term; K10] 1.542 1.645 1.331 3.480498791 35.87 0 1702.94563 2 851.9779053 1.705008559 0.001451768 88.41547528VDEEATEK 4 14670392 2xTMT6plex [N-Term; K8] 1.385 1.327 2.88393569 25.67 0 1378.746596 2 689.8758545 -1.56947305 -0.001081953 23.53431478AFQEGIAK 4 14670392 2xTMT6plex [N-Term; K8] 2.111 1.05 2.936242342 31.51 0 1321.788008 2 661.3970337 -0.92067501 -0.000608469 44.6674932IISNVPADSLIR 4 14670392 1xTMT6plex [N-Term] 1.265 1.689 3.666559458 24.09 0 1526.910358 2 763.9613037 3.256485784 0.002486181 64.26811844YELLEHK 2 14670392 2xTMT6plex [N-Term; K7] 1.599 2.166008949 20.2 0 1389.814222 3 463.9427795 -0.314464298 -0.000145682 41.72413138VASALEK 4 14670392 2xTMT6plex [N-Term; K7] 0.798 1.249 2.820844889 25.69 0 1175.739995 2 588.3741455 0.86709275 0.000509738 39.52306955LLAIQAK 2 14670392 2xTMT6plex [N-Term; K7] 1.05 1.86430335 4.18 0 1214.823665 2 607.9143066 -1.916598118 -0.001164164 55.9517616414165274 HOOK3 protein Hook homolog 3 84376 NP_115786.1 10.58495822 1 5 5 22 718 83.074 5.17 1.21 1.06 1.03 1.1 Significant 0.00255 LLEVQSQVEELQK 2 14165274 2xTMT6plex [N-Term; K13] 0.997 4.145237446 44.1 0 2001.163227 2 1001.084351 -0.90094506 -0.000901469 69.4829011IALLQSLLDDANLR 10 14165274 1xTMT6plex [N-Term] 1.275 1.156 0.868 4.57104969 38.83 0 1784.047914 3 595.354126 -0.050295909 -2.99E-05 111.4680171IDPAYFDENWLNR 6 14165274 1xTMT6plex [N-Term] 1.036 1.098 1.195 3.864617109 36.26 0 1881.933279 3 627.9812012 -2.246798238 -0.001409441 78.19615708QQNDELTTLADEAQSLKDEIDVLR 2 14165274 2xTMT6plex [N-Term; K17] 100 3.285339117 15.59 1 3202.684336 3 1068.22937 -3.365563792 -0.003592946 106.9500201SYPGHVQPATAR 2 14165274 1xTMT6plex [N-Term] 0.918 3.78096962 21.4 0 1512.812041 3 504.9419861 -0.420685471 -0.000212139 19.6890916314165280 C15orf48 normal mucosa of esophagus-specific gene 1 protein 84419 NP_115789.1 60.24096386 1 4 4 15 83 9.611 9.47 0.59 0.45 0.45 0.5 Significant 0.00871
KNPEPWETVDPTVPQK 4 14165280 3xTMT6plex [N-Term; K1; K16] 0.48 0.326 3.857664347 14.06 1 2552.43275 3 851.4816284 -0.947216374 -0.000805902 54.35053251LITINQQWKPIEELQNVQR 6 14165280 2xTMT6plex [N-Term; K9] 0.264 0.447 0.319 5.303261757 25.26 0 2808.613618 3 936.8745728 -1.58561799 -0.001484463 86.32470793SFFQLLMK 1 14165280 2xTMT6plex [N-Term; K8] 0.407 17.9 0 1471.874714 2 736.4401245 -1.183400017 -0.000870908 99.59428565TDVILDR 4 14165280 1xTMT6plex [N-Term] 0.797 0.555 2.550616503 16.66 0 1060.61999 2 530.8133545 -0.52604668 -0.000278968 35.9003651540217790 ZNF512 zinc finger protein 512 isoform a 84450 NP_115810.2 5.467372134 1 3 3 15 567 64.641 9.76 0.27 0.34 0.34 0.32 Significant 0.00539

GSVSCPTCQAVGR 2 40217790 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C8] 100 2.564823389 25.31 0 1607.783126 2 804.3945313 -0.833762949 -0.000670255 23.20700328AGDEIDEPSER 2 40217790 1xTMT6plex [N-Term] 0.878 2.765156984 22.63 0 1446.690983 2 723.8504028 1.760102256 0.001273162 20.29031588GAAELEK 11 40217790 2xTMT6plex [N-Term; K7] 0.272 0.316 0.333 2.441293716 28.57 0 1175.703609 2 588.3555908 0.251441454 0.00014781 29.04623788
61742814 CC2D1B coiled-coil and C2 domain-containing protein 1B 200014 NP_115825.1 8.041958042 1 5 5 20 858 94.166 5.26 1.01 0.98 0.44 0.81 Significant 0.0485

GMNLPAPPGVTPDDLDAFVR 4 61742814 1xTMT6plex [N-Term] 1.267 1.505 4.645765305 34.7 0 2311.195383 3 771.0700684 0.11628966 8.96E-05 89.09448629VPSPLTDEEGDFILIHHEDLR 4 61742814 1xTMT6plex [N-Term] 1.01 0.957 5.312339306 38.37 0 2661.372161 4 666.0980835 -0.622654602 -0.000414279 70.38776934FGAVLEALEK 4 61742814 2xTMT6plex [N-Term; K10] 0.971 0.828 3.779170513 62.17 0 1534.924501 2 767.9662476 0.467402264 0.000358714 91.66621896EQLALLEAR 2 61742814 1xTMT6plex [N-Term] 1.109 2.991455078 41.22 0 1271.752067 2 636.3789063 -1.203953223 -0.000765565 52.99204418EIVEVLDGR 6 61742814 1xTMT6plex [N-Term] 0.787 0.651 0.444 2.674830675 22.79 0 1258.720433 2 629.8659058 3.259169655 0.002051192 53.81985737150010654 MROH1 maestro heat-like repeat-containing protein family member 1 isoform 1 727957 NP_115826.2 1.523461304 1 2 2 6 1641 181.162 6.89 1.45 1.3 1.46 1.4 Significant 0.00136
LAVVEALGPMSHLLPSER 4 150010654 1xTMT6plex [N-Term] 1.295 1.462 5.879985332 52.89 0 2148.204826 3 716.7398682 0.105023592 7.52E-05 95.58430355YFLEHLR 2 150010654 1xTMT6plex [N-Term] 1.454 2.219750643 14.27 0 1206.683259 3 402.8988953 -0.933748749 -0.00037558 45.9595553714277126 PPIL3 peptidyl-prolyl cis-trans isomerase-like 3 isoform PPIL3a 53938 NP_115861.1 14.54545455 1 2 2 8 165 18.615 7.01 0.91 0.88 1.17 0.99 Significant 0.0086

KFEDEYSEYLK 6 14277126 3xTMT6plex [N-Term; K1; K11] 0.914 0.922 1.173 4.079918385 16.33 1 2138.162448 3 713.3915405 -1.113085664 -0.000793319 55.80296217VIDGLETLDELEK 2 14277126 2xTMT6plex [N-Term; K13] 0.731 3.697128296 46.32 0 1932.094145 2 966.5534668 2.852911575 0.002756047 85.0436463616554616 MRPS6 28S ribosomal protein S6, mitochondrial 64968 NP_115865.1 45.6 1 6 6 42 125 14.218 9.26 0.88 0.91 0.92 0.9 Significant 0.000177
ECEGIVPVPLAEK 10 16554616 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C2] 0.9 0.91 0.947 4.77739954 54.95 0 1899.066156 2 950.0356445 -1.128953561 -0.001071979 73.41758754

YELALILK 6 16554616 2xTMT6plex [N-Term; K8] 1.091 0.984 0.972 3.729420424 42.43 0 1420.917959 2 710.9625244 -0.131606384 -9.35E-05 88.10561991AMQRPETAATLK 6 16554616 2xTMT6plex [N-Term; K12] 0.883 0.866 3.301126719 18.58 0 1775.02496 3 592.3462524 -0.42589586 -0.000251992 32.45845011DLENLGER 10 16554616 1xTMT6plex [N-Term] 0.876 0.963 0.713 3.277711391 32.26 0 1174.626532 2 587.8175659 1.126363062 0.000661528 44.53642836TIEALMDR 6 16554616 1xTMT6plex [N-Term] 0.994 1.114 1.112 3.117352962 45.32 0 1177.644825 2 589.3258667 -0.312514907 -0.000184016 50.6651373HPLTQELK 4 16554616 2xTMT6plex [N-Term; K8] 0.804 0.847 3.236699581 20.25 0 1423.867321 3 475.2938843 -0.15522371 -7.37E-05 33.9039903821265093 MRPL41 39S ribosomal protein L41, mitochondrial 64975 NP_115866.1 33.57664234 1 5 5 38 137 15.373 9.57 1.11 1.11 1.09 1.1 Significant 0.0000365 EMVPEFVVPDLTGFK 14 21265093 2xTMT6plex [N-Term; K15] 1.073 1.159 1.098 4.158570766 43.33 0 2166.192085 3 722.7341919 -1.875349114 -0.001354122 102.3625906GIGFLTSGWR 6 21265093 1xTMT6plex [N-Term] 1.054 1.091 1.062 3.89456439 57.81 0 1322.741837 2 661.8706665 -5.881973316 -0.003890166 72.28437732EMVPEFVVPDLTGFK 6 21265093 2xTMT6plex [N-Term; K15]; 1xOxidation [M2] 1.032 1.228 1.197 3.981579304 34.52 0 2182.187 3 722.7341919 -1.875349114 -0.001354122 102.3625906DGTFDPDNLEK 6 21265093 2xTMT6plex [N-Term; K11] 0.878 0.746 0.99 4.317636013 42.32 0 1708.879401 2 854.9440918 0.881141027 0.000752882 48.57978175DFKDGTFDPDNLEK 4 21265093 3xTMT6plex [N-Term; K3; K14] 1.886 1.489 3.54603076 15.83 1 2328.232653 3 776.7477417 -1.709941804 -0.001327047 57.37339876LFQLYPR 2 21265093 1xTMT6plex [N-Term] 0.892 2.355244875 9.42 0 1165.693096 2 583.350708 0.895334826 0.000521843 64.90302336169636418 MRPL38 39S ribosomal protein L38, mitochondrial 64978 NP_115867.2 44.21052632 1 14 14 98 380 44.568 7.53 1.09 1.17 1.2 1.15 Significant 0.000809 VAEGQVTCPYLPPFPAR 15 169636418 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.924 1.19 5.672361374 52.19 0 2131.120762 2 1066.063965 -0.051119815 -5.45E-05 69.20903075EPVFEFVRPPPYHPK 6 169636418 2xTMT6plex [N-Term; K15] 1.216 1.192 1.224 4.461907387 26.74 0 2297.28468 4 575.0762329 -0.687023854 -0.000394572 66.04713147TPPLGPMPNSDIDLSNLER 12 169636418 1xTMT6plex [N-Term] 1.031 1.142 0.912 4.765318871 30.75 0 2295.185212 3 765.7318726 -1.807189327 -0.001382611 73.19198613DLFHGATFVPR 8 169636418 1xTMT6plex [N-Term] 1.095 1.075 1.154 4.285872936 39.06 0 1488.816064 3 496.943512 -0.054796109 -2.72E-05 54.87838068QDQPIDFSEDARPSPCYQLAQR 2 169636418 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.034 4.213099003 17.75 0 2850.367821 3 950.7932129 -0.959770211 -0.000911899 49.04786756LAEYYGLYR 6 169636418 1xTMT6plex [N-Term] 1.063 1.323 1.269 3.685404301 42.42 0 1376.741168 2 688.8740845 -0.200222594 -0.000137827 64.63946506IDIGLPPPK 10 169636418 2xTMT6plex [N-Term; K9] 1.009 1.045 2.70034647 34.15 0 1407.897558 2 704.4526367 0.3115976 0.000219349 68.47971563TASVPLDAVR 6 169636418 1xTMT6plex [N-Term] 0.945 1.278 100 3.571034431 28.59 0 1257.736417 2 629.3718872 0.064277429 4.04E-05 43.86188592KHQETMTPAGLSFFQCR 2 169636418 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C16] 1.421 3.197871923 6.21 1 2496.28919 4 624.8270874 -1.069708043 -0.000667575 55.09674507
KQAIQELR 11 169636418 2xTMT6plex [N-Term; K1] 1.204 1.553 1.398 3.489335775 18.4 1 1443.904769 3 481.9726868 -0.873788419 -0.000420556 33.79673759DSHEPTYGIY 6 169636418 1xTMT6plex [N-Term] 0.922 1.078 1.039 2.834082603 33.15 0 1410.673876 2 705.8395386 -1.471404268 -0.001037836 35.91341206ANVEEER 6 169636418 1xTMT6plex [N-Term] 1.803 1.178 0.79 2.548174858 21.22 0 1075.558118 2 538.2827148 0.032334375 1.74E-05 16.11605202TCGPYHK 6 169636418 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.215 1.291 1.248 2.508258343 19.02 0 1320.713463 3 440.9093933 0.124009973 5.46E-05 19.74846284TQQLLER 2 169636418 1xTMT6plex [N-Term] 1.218 2.157570601 13.81 0 1116.657438 2 558.8324585 0.1808542 0.000100976 27.7862528114210488 DCTN5 dynactin subunit 5 isoform 1 84516 NP_115875.1 13.73626374 1 3 3 18 182 20.113 8.02 1.1 1.2 0.98 1.09 Significant 0.00337 TIVMNDCIIR 4 14210488 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.834 0.852 3.54197979 29.65 0 1463.791172 2 732.3984375 -1.074811784 -0.00078665 52.31601203SVIRPPFK 6 14210488 2xTMT6plex [N-Term; K8] 1.247 1.174 1.006 2.607155085 9.58 0 1401.898227 3 467.9700623 -1.849879237 -0.000864447 49.25079287FLPLTQV 8 14210488 1xTMT6plex [N-Term] 1.006 1.204 0.967 1.966769457 35.32 0 1046.644749 2 523.8270264 1.937194428 0.001013777 84.3707454190014601 JAGN1 protein jagunal homolog 1 84522 NP_115881.3 13.66120219 1 3 3 18 183 21.111 9.73 1.03 0.96 1.15 1.05 Significant 0.0028 AAGTDGSDFQHR 8 190014601 1xTMT6plex [N-Term] 1.009 0.965 1.07 5.745378971 89.94 0 1490.718535 3 497.5766296 -2.146115386 -0.001066418 15.9349237LLDSWFTSTQEK 6 190014601 2xTMT6plex [N-Term; K12] 0.981 0.96 3.339056969 33.85 0 1913.04205 2 957.0239868 -0.707144512 -0.000676399 81.34780408KLLDSWFTSTQEK 4 190014601 3xTMT6plex [N-Term; K1; K13] 1.824 1.287 4.619351864 21.82 1 2270.299945 3 757.4378052 -0.476806009 -0.000360831 78.1534115231543091 MAK16 protein MAK16 homolog 84549 NP_115898.2 18 1 5 5 26 300 35.347 5.38 1.62 1.32 1.52 1.49 Significant 0.0035 LKQDTYGDIYNFPIHAFDK 6 31543091 3xTMT6plex [N-Term; K2; K19] 1.665 1.5 1.522 5.047699451 31.99 1 2972.612505 4 743.9086304 0.062831726 4.67E-05 75.67088614ALIAAQLDNAIEK 8 31543091 2xTMT6plex [N-Term; K13] 1.321 1.649 1.465 5.270615578 47.93 0 1828.09442 3 610.0360718 -0.414463258 -0.000252559 71.91444996KLVPLSK 4 31543091 3xTMT6plex [N-Term; K1; K7] 1.782 1.534 3.352437973 17.98 1 1472.017897 3 491.3438416 -0.628865857 -0.000308567 50.69630169

GQCYLYMK 2 31543091 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.714 2.020515919 7.15 0 1520.800563 2 760.902771 -1.51098564 -0.001148954 49.08135353ITQYLIR 6 31543091 1xTMT6plex [N-Term] 1.137 1.697 2.002 2.629395485 19.92 0 1135.70366 2 568.3557129 0.430386259 0.000244396 56.7752779740556376 GLYR1 putative oxidoreductase GLYR1 isoform 1 84656 NP_115958.2 17.35985533 1 6 6 28 553 60.509 9.17 1.27 1.2 1.42 1.3 Significant 0.0025 ALDQSDNDMSAVYR 6 40556376 1xTMT6plex [N-Term] 1.704 1.403 0.844 4.214448929 51.54 0 1813.858793 2 907.4320679 -1.066151246 -0.000966924 39.28379474DLVLGPSGVLQGIRPGK 6 40556376 2xTMT6plex [N-Term; K17] 1.116 1.205 1.292 6.250669956 32.01 0 2164.321794 3 722.1094971 -3.629700114 -0.002618613 75.25407776FLEAPVSGNQQLSNDGMLVILAAGDR 6 40556376 1xTMT6plex [N-Term] 2.122 1.708 5.789728165 119.46 0 2944.539971 3 982.1855469 0.718585932 0.000705302 100.2410401
TPAEVVSTCDITFACVSDPK 2 40556376 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C9; C15] 2.086 3.497431755 29.83 0 2655.341011 3 885.7849731 -0.242660511 -0.000214782 71.67051002

FFGTEDHAWIK 4 40556376 2xTMT6plex [N-Term; K11] 1.65 1.454 3.192268133 17.33 0 1808.973576 3 603.6616821 -1.704454571 -0.001027771 63.60850435LGDLVWGK 4 40556376 2xTMT6plex [N-Term; K8] 1.088 0.819 3.016057253 14.78 0 1345.824393 2 673.4151611 -1.001300305 -0.000673787 73.7733313614211889 DPY30 protein dpy-30 homolog 84661 NP_115963.1 47.47474747 1 3 3 21 99 11.243 4.88 1.55 1.29 1.4 1.41 Significant 0.00283 ERPPNPIEFLASYLLK 8 14211889 2xTMT6plex [N-Term; K16] 1.579 1.091 1.212 5.28785038 16.6 0 2345.363324 3 782.4577026 -2.033608096 -0.00158985 112.8776401AYLDQTVVPILLQGLAVLAK 11 14211889 2xTMT6plex [N-Term; K20] 1.546 1.393 1.453 5.959296703 50.28 0 2583.588967 2 1292.296875 -0.965141914 -0.001246765 113.4379125QKVDLQSLPTR 2 14211889 2xTMT6plex [N-Term; K2] 1.592 2.311033487 1.73 1 1743.052889 3 581.6887817 -0.629576511 -0.000365795 41.0469976619923646 FAM126A hyccin 84668 NP_115970.2 7.485604607 1 2 2 8 521 57.589 8.16 1.09 1.12 1.2 1.14 Significant 0.000833 AQLELYPEPLLVANAIK 6 19923646 2xTMT6plex [N-Term; K17] 1.153 1.121 1.196 3.637657404 30.02 0 2340.39429 3 780.8036499 0.900060746 0.000702166 100.0777141VIQEPQSELLEPVCHQLFEFYR 2 19923646 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 0.953 4.699813366 22.86 0 2990.528345 3 997.5143433 0.044144426 4.40E-05 91.27863847
16554564 CARD6 caspase recruitment domain-containing protein 6 84674 NP_115976.2 8.582449373 1 5 5 18 1037 116.394 6.37 0.81 0.81 0.75 0.79 Significant 0.00064

ILNTLLSPAQLK 6 16554564 2xTMT6plex [N-Term; K12] 1.226 1.047 0.802 4.000355244 45.25 0 1769.130077 3 590.3812866 -0.435489017 -0.000256812 92.60615727
DIQTINPLDVLCATMLCSDSSLQR 2 16554564 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C12; C17] 100 4.292958736 31.79 0 2979.478694 3 993.8322144 1.139829063 0.001132032 111.718456

NMEGLQAALQEVMFSSCLR 2 16554564 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 100 3.935417414 30.84 0 2413.187538 3 805.0673828 0.023884385 1.92E-05 110.3045019IFLHQDLPLLVLPR 6 16554564 1xTMT6plex [N-Term] 0.705 0.718 0.7 4.749989986 24.89 0 1903.173055 3 635.0628662 0.520174878 0.000329994 95.77068936VLDEDSKEDLLAGVENLEIR 2 16554564 2xTMT6plex [N-Term; K7] 0.654 5.297283649 9.12 1 2715.481661 3 905.8320923 0.02317654 2.10E-05 87.5384779
14211923 HINT2 histidine triad nucleotide-binding protein 2, mitochondrial precursor 84681 NP_115982.1 51.53374233 1 6 6 77 163 17.151 9.16 0.68 0.64 0.63 0.65 Significant 0.000552

DVAPQAPVHFLVIPK 12 14211923 2xTMT6plex [N-Term; K15] 0.696 0.605 0.69 5.097150326 41.66 0 2089.257403 3 697.0897827 -1.248211669 -0.000869278 76.29611706AQQATPGGAAPTIFSR 6 14211923 1xTMT6plex [N-Term] 0.835 0.783 0.694 4.5834198 57.75 0 1801.975812 2 901.4914551 -0.099098861 -8.93E-05 45.92081471SLPADILYEDQQCLVFR 23 14211923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.576 0.629 0.628 5.114901543 67.62 0 2296.184484 3 766.0681152 2.311710214 0.001769371 85.3224776ISQAEEEDQQLLGHLLLVAK 28 14211923 2xTMT6plex [N-Term; K20] 0.662 0.642 0.597 7.711594582 72.99 0 2692.528551 3 898.1807861 -0.27714156 -0.000248737 101.878847AEGLGDGYR 4 14211923 1xTMT6plex [N-Term] 0.942 0.557 3.002753496 47 0 1166.600317 2 583.8034668 -0.566146126 -0.000330233 23.95746458LVINDGK 4 14211923 2xTMT6plex [N-Term; K7] 0.701 0.654 2.749872208 24.85 0 1216.766544 2 608.8876343 1.189977399 0.000723962 44.73302146140972063 PPP1R9B neurabin-2 84687 NP_115984.3 4.406364749 1 3 3 16 817 89.28 4.97 0.69 0.93 0.75 0.79 Significant 0.00823 LELFPVELEK 8 140972063 2xTMT6plex [N-Term; K10] 0.715 0.765 0.631 3.702362299 32.26 0 1675.008231 2 838.006897 -1.022863444 -0.000856652 91.88980533SAPAAAGGDKEAAAR 6 140972063 2xTMT6plex [N-Term; K10] 0.663 1.079 1.181 4.239219666 22.75 1 1800.996831 3 601.0043335 0.897429831 0.000538756 20.90940215VAPARPPPKPR 2 140972063 2xTMT6plex [N-Term; K9] 1.001 3.202779293 2.68 0 1644.047351 4 411.7673035 0.020307923 8.35E-06 25.69363712
188035928 MCEE methylmalonyl-CoA epimerase, mitochondrial precursor 84693 NP_115990.3 7.386363636 1 1 1 7 176 18.737 9.09 0.87 0.69 0.96 0.84 Significant 0.00881

LNHVAIAVPDLEK 7 188035928 2xTMT6plex [N-Term; K13] 0.872 0.691 0.958 4.715404034 38.86 0 1877.126054 3 626.380127 -0.120738096 -7.55E-05 67.88065732490557 PAPOLA poly(A) polymerase alpha isoform 1 10914 NP_116021.2 20 1 11 11 52 745 82.791 7.37 1.27 1.32 1.32 1.31 Significant 0.000163 EQLDTETSTTQSETIQTAASLLASQK 4 32490557 2xTMT6plex [N-Term; K26] 1.538 1.618 5.393928528 54.34 0 3239.689481 3 1080.56543 -2.39066662 -0.002581673 80.65822256TSSTDLSDIPALPANPIPVIK 4 32490557 2xTMT6plex [N-Term; K21] 1.053 1.361 4.647423744 23.56 0 2607.50094 3 869.8383789 -0.136606375 -0.000118734 91.4150909VTDEILHLVPNIDNFR 6 32490557 1xTMT6plex [N-Term] 1.288 1.772 1.54 4.607739925 37.62 0 2124.165069 3 708.7268066 0.375386022 0.000265794 95.00138563AVEEAFVPVIK 12 32490557 2xTMT6plex [N-Term; K11] 1.317 1.367 1.461 3.448812485 46.32 0 1660.008565 2 830.506958 -1.15999665 -0.000962802 72.45451418LALQTIPEDLDLRDDSLLK 6 32490557 2xTMT6plex [N-Term; K19] 1.406 0.762 1.423 3.936535358 19.88 1 2626.506753 3 876.1712036 -2.930017273 -0.002565237 91.13386192QGLAITDEILLSK 2 32490557 2xTMT6plex [N-Term; K13] 1.091 3.40104866 24.68 0 1859.125386 3 620.3793945 -0.944081698 -0.000585055 83.00716669LEWVGLVESK 6 32490557 2xTMT6plex [N-Term; K10] 1.523 1.459 1.32 3.022813082 35.23 0 1617.961615 3 539.9922485 0.356952516 0.000192512 81.91303214SDFFTSFYDK 6 32490557 2xTMT6plex [N-Term; K10] 1.108 1.183 1.075 2.962599516 15.14 0 1714.872859 2 857.9371338 -3.422056535 -0.002934196 72.55928104
ETDCVLTQK 2 32490557 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.033 3.196433544 18.38 0 1551.845265 2 776.4249878 -1.653363335 -0.001282882 33.46410609

IAAMHVK 2 32490557 2xTMT6plex [N-Term; K7] 1.265 2.021651983 21.43 0 1227.76477 3 409.9259949 -1.09025026 -0.00044619 38.48632601MFEVDMK 2 32490557 2xTMT6plex [N-Term; K7] 1.119 2.375496626 5.21 0 1357.726001 2 679.3656616 -1.439523005 -0.000977239 61.35719139
23397648 PIGO GPI ethanolamine phosphate transferase 3 isoform 1 84720 NP_116023.2 6.887052342 1 4 4 16 1089 118.623 8.12 1.12 0.93 1.17 1.07 Significant 0.00461

ALTTGSLPTFIDAGSNFASHAIVEDNLIK 4 23397648 2xTMT6plex [N-Term; K29] 1.163 4.283086777 36.72 0 3460.872805 4 865.9706421 -3.48666978 -0.00301673 103.2032108TVLTPFSGPPTSQADLDYVVPQIYR 2 23397648 1xTMT6plex [N-Term] 1.197 4.199242115 18.15 0 2993.582154 3 998.5310059 -1.232480582 -0.001229844 93.71263275EPPVSLPFLGK 4 23397648 2xTMT6plex [N-Term; K11] 1.141 3.814954758 32.62 0 1641.998 3 548.00354 -1.177512282 -0.000644491 84.74948221AFFFPSFNVR 6 23397648 1xTMT6plex [N-Term] 1.047 0.933 1.102 3.467583656 28.96 0 1460.788787 2 730.8989258 1.224025346 0.000894021 90.0255953847519420 RTN4IP1 reticulon-4-interacting protein 1, mitochondrial isoform 1 precursor 84816 NP_116119.2 10.1010101 1 3 3 8 396 43.562 9.11 1.15 0.69 1.56 1.13 Significant 0.0458
FTQNMMMPIIHYPNEVIVK 4 47519420 2xTMT6plex [N-Term; K19] 1.533 1.556 5.103884697 30.04 0 2763.480027 3 921.8311157 -0.446166435 -0.000410991 91.27947684VHAASVNPIDVNMR 2 47519420 1xTMT6plex [N-Term] 0.589 4.304186821 28.5 0 1751.942404 3 584.6519775 -0.584598449 -0.000341394 44.23937296VPEAFLK 2 47519420 2xTMT6plex [N-Term; K7] 1.151 2.053102255 25.7 0 1261.79203 2 631.399292 -0.57310207 -0.000361568 62.100924114249348 TXNDC17 thioredoxin domain-containing protein 17 84817 NP_116120.1 58.53658537 1 5 5 64 123 13.932 5.52 0.78 0.8 0.74 0.77 Significant 0.00052 LVESECLQANLVEMLFSED 6 14249348 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.983 1.619 4.589362621 26.39 0 2455.193394 3 819.0692139 -0.124453918 -0.000101853 112.7479522
HISEGCVFIYCQVGEKPYWK 4 14249348 3xTMT6plex [N-Term; K16; K20]; 2xCarbamidomethyl [C6; C11] 1.186 1.284 5.758140564 25.34 0 3187.667594 4 797.6715698 -0.986559305 -0.000786206 67.49154369

TIFAYFTGSK 20 14249348 2xTMT6plex [N-Term; K10] 0.712 0.813 0.735 4.437489986 57.24 0 1592.908851 2 796.9559326 -2.675856577 -0.002131198 81.99650666
SWCPDCVQAEPVVR 18 14249348 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 1.104 0.941 0.937 4.819217682 38.38 0 1931.930519 2 966.4671631 -1.795736488 -0.001734619 49.12686208

VTAVPTLLK 16 14249348 2xTMT6plex [N-Term; K9] 0.723 0.72 0.733 3.640544176 41.37 0 1399.928858 2 700.4678345 -0.332813117 -0.000232957 69.6772483388240801 LMNB2 lamin-B2 84823 NP_116126.3 54.19354839 1 34 38 410 620 69.906 5.59 1.35 1.32 1.33 1.33 Significant 0.0000437 ALYESELADAR 22 388240801 1xTMT6plex [N-Term] 1.343 1.406 1.48 4.699805737 57.2 0 1466.768839 2 733.8865967 -1.992420719 -0.00146121 43.65370673TVLVNADGEEVAMR 16 388240801 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.5 1.357 1.346 3.774557114 63.06 0 1748.905015 2 866.9590454 0.411954614 0.00035694 48.70156857TVLVNADGEEVAMR 6 388240801 1xTMT6plex [N-Term] 1.233 1.27 1.364 5.127694607 71.91 0 1732.9101 2 866.9590454 0.411954614 0.00035694 48.70156857SEVELAAALSDKR 10 388240801 2xTMT6plex [N-Term; K12] 1.514 1.62 1.324 5.908021927 43.41 1 1847.063848 3 616.3590698 -0.645157635 -0.000397216 57.36368757LESLSYQLSGLQK 14 388240801 2xTMT6plex [N-Term; K13] 1.364 1.42 1.455 5.498873234 61.87 0 1924.115549 2 962.5599976 -1.471108538 -0.001415291 75.37311893DVMQQQLAEYQELLDVK 2 388240801 2xTMT6plex [N-Term; K17] 1.182 3.763788939 40.78 0 2508.341996 3 836.7835693 -2.328830038 -0.001947167 94.21855734LYKLELEQTYQAK 6 388240801 3xTMT6plex [N-Term; K3; K13] 2.09 2.355 3.937 5.318535328 27.17 1 2314.362545 3 772.1242676 -1.856029702 -0.001431842 66.32575903LALDMEINAYR 4 388240801 1xTMT6plex [N-Term] 1.057 1.252 3.642433167 35.52 0 1537.82458 2 777.4125977 -1.014427677 -0.000788119 56.83703427GQSSWGTGESFR 11 388240801 1xTMT6plex [N-Term] 1.08 1.147 0.981 5.016655445 60.82 0 1527.738936 2 764.3730469 -0.077814342 -5.94E-05 34.52227041ATSSSSGSLSATGR 20 388240801 1xTMT6plex [N-Term] 1.297 1.286 1.36 5.697199821 80.96 0 1497.77063 2 749.3885498 -0.538801208 -0.0004035 17.45547083SEVELAAALSDK 14 388240801 2xTMT6plex [N-Term; K12] 1.113 1.046 1.135 4.739518642 70.6 0 1690.962737 2 845.9841309 -1.035984538 -0.000875906 71.50167496GLESDVAELR 8 388240801 1xTMT6plex [N-Term] 1.299 1.359 2.051 3.599237919 58.15 0 1317.721161 2 659.3637695 -0.681712889 -0.000449154 55.88981071ELEEAMAGER 5 388240801 1xTMT6plex [N-Term] 1.161 1.054 4.039781094 34.53 0 1363.672496 2 682.3392334 -0.957570919 -0.000652907 33.40465697EGELTVAQGR 6 388240801 1xTMT6plex [N-Term] 1.706 1.162 0.983 3.021705627 43.61 0 1288.705845 2 644.8557739 -1.221247225 -0.000786914 25.18125823AGGPATPLSPTR 16 388240801 1xTMT6plex [N-Term] 0.992 1.14 1.214 4.350771427 43.21 0 1353.76878 2 677.3875122 -0.762224652 -0.000515938 28.81770677QVLEGEEIAYK 6 388240801 2xTMT6plex [N-Term; K11] 1.037 0.93 1.316 4.017919064 35.96 0 1736.983472 2 868.9955444 0.195670939 0.000169939 62.97396042LELEQTYQAK 10 388240801 2xTMT6plex [N-Term; K10] 1.315 1.34 1.357 4.725227833 53.7 0 1680.957258 2 840.9815063 -0.905183449 -0.000760787 50.774995MAQALEELR 10 388240801 1xTMT6plex [N-Term] 1.306 0.893 1.088 3.661414623 28.03 0 1289.708488 2 645.3573608 -0.808392224 -0.000521295 59.18862059NNSDKDQSLGNWR 5 388240801 2xTMT6plex [N-Term; K5] 1.213 1.413 1.203 4.348167419 15.63 1 1992.029922 3 664.6793823 -3.176758177 -0.002109399 31.92907298EQEMTEMR 18 388240801 1xTMT6plex [N-Term] 1.394 1.009 1.076 3.356774569 59.42 0 1282.596888 2 641.8016357 -0.696567747 -0.000446708 23.80864198QASAAEDR 2 388240801 1xTMT6plex [N-Term] 1.534 3.312689543 49.41 0 1076.553367 2 538.7801514 -0.316886868 -0.000170573 14.64119647AEDGHAVAK 6 388240801 2xTMT6plex [N-Term; K9] 1.547 1.675 1.558 2.933795214 38.45 0 1355.768335 3 452.5949402 1.425366407 0.000644156 17.93222034LVEVDSSR 9 388240801 1xTMT6plex [N-Term] 1.141 1.172 1.203 3.190821409 40.88 0 1133.636369 2 567.3220215 0.350869786 0.000198879 29.70199901KLLEGEEER 26 388240801 2xTMT6plex [N-Term; K1] 1.31 1.235 1.183 3.489851475 24.75 1 1560.899743 2 780.9529419 -0.727555336 -0.00056782 30.06156226SVFEEEVR 4 388240801 1xTMT6plex [N-Term] 0.749 1.474 3.114084721 45.58 0 1223.646933 2 612.3265991 -0.826731784 -0.000505814 37.21270418SQHDEQVR 9 388240801 1xTMT6plex [N-Term] 1.969 1.616 1.898 2.699943304 22.23 0 1227.627929 3 409.8805847 -0.593200588 -0.000242743 13.40873507AELDEVNK 16 388240801 2xTMT6plex [N-Term; K8] 1.297 1.183 1.139 3.55325675 37.29 0 1375.783316 2 688.3946533 -0.934841526 -0.00064307 36.50228204VKDLESLFHR 18 388240801 2xTMT6plex [N-Term; K2] 1.527 1.468 1.349 4.523968697 18.07 1 1702.005211 4 426.2567139 -0.108901693 -4.63E-05 61.75905351KSVFEEEVR 5 388240801 2xTMT6plex [N-Term; K1] 1.799 1.38 1.479 3.211559772 9.02 1 1580.904828 3 527.6395264 -0.507531145 -0.000267453 36.52755109ALELENDR 12 388240801 1xTMT6plex [N-Term] 1.136 1.201 1.087 3.268604517 37.83 0 1188.642182 2 594.824585 -0.243065684 -0.000144459 32.59300331CQSLQEELDFR 2 388240801 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.15 3.252870798 21.33 0 1653.810387 2 827.4069214 -2.310111602 -0.001910243 53.20110249LALDMEINAYR 6 388240801 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.113 1.234 1.261 2.28662324 44.57 0 1553.819495 2 777.4125977 -1.014427677 -0.000788119 56.83703427LSSDQNDK 6 388240801 2xTMT6plex [N-Term; K8] 1.543 1.377 1.269 3.597773314 28.55 0 1364.74218 2 682.8746948 -0.048786916 -3.33E-05 21.81141314ISEKEEVTTR 10 388240801 2xTMT6plex [N-Term; K4] 1.371 1.68 1.55 3.136474371 19.97 1 1649.947421 2 825.4779663 0.748373658 0.000617389 28.36450861DLESLFHR 6 388240801 1xTMT6plex [N-Term] 1.033 1.66 1.236 3.623876333 23 0 1245.678902 3 415.8971252 -1.669473228 -0.000693209 53.74650211LSPSPSSR 6 388240801 1xTMT6plex [N-Term] 1.299 1.452 1.252 2.694687843 20.03 0 1059.599589 2 530.3033447 -0.166456156 -8.82E-05 20.36400073LLEGEEER 18 388240801 1xTMT6plex [N-Term] 1.051 1.093 1.115 3.563011169 38.1 0 1203.641848 2 602.3261719 2.674616212 0.00160964 29.9560369QQEYDFK 14 388240801 2xTMT6plex [N-Term; K7] 1.333 1.517 1.966 2.7003088 28.28 0 1415.757101 2 708.3820801 -0.153913231 -0.000108952 34.81562825EQEMTEMR 4 388240801 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.441 1.303 2.25801897 28.12 0 1298.591803 2 641.8016357 -0.696567747 -0.000446708 23.80864198LQIEIGK 40 388240801 2xTMT6plex [N-Term; K7] 1.474 1.418 1.479 2.893591166 37.29 0 1258.813494 2 629.9099731 -0.65499849 -0.00041226 59.97420413LAHYIDR 2 388240801 1xTMT6plex [N-Term] 1.063 2.754791021 23.02 0 1116.636309 2 558.8216553 -0.246430393 -0.000137587 30.1669179615100175 AGPAT1 1-acyl-sn-glycerol-3-phosphate acyltransferase alpha 10554 NP_116130.2 10.24734982 1 2 2 18 283 31.696 9.38 1.05 1.03 1.15 1.07 Significant 0.00119
VLPPVPTEGLTPDDVPALADR 12 15100175 1xTMT6plex [N-Term] 1.019 1.075 1.092 4.674171448 55.7 0 2401.317607 3 801.111145 0.531053698 0.000425076 83.83016002HSMLTVFR 6 15100175 1xTMT6plex [N-Term] 1.1 0.877 1.306 3.926804304 47.64 0 1219.681879 3 407.2317505 -0.968166516 -0.000393618 43.3621097514249382 ABHD14B protein ABHD14B isoform 1 84836 NP_116139.1 42.38095238 1 6 6 45 210 22.332 6.4 0.72 0.66 0.74 0.71 Significant 0.00115 FSSETWQNLGTLHR 8 14249382 1xTMT6plex [N-Term] 1.029 0.79 1.238 4.302028179 36.93 0 1904.981626 3 635.6640625 -2.095290551 -0.001330497 56.66357252TPALIVYGDQDPMGQTSFEHLK 10 14249382 2xTMT6plex [N-Term; K22] 0.658 0.623 0.416 6.57416296 55.84 0 2905.517 3 969.1772461 0.063562268 6.16E-05 74.34582881FSVLLLHGIR 12 14249382 1xTMT6plex [N-Term] 0.958 0.697 0.667 4.377807617 43 0 1383.867372 3 461.960907 0.575291594 0.000265376 77.4237911INAANYASVK 6 14249382 2xTMT6plex [N-Term; K10] 0.6 0.672 0.754 3.626191616 32.24 0 1508.883699 2 754.9465332 1.385723931 0.001045448 45.45013253

GAGHPCYLDKPEEWHTGLLDFLQGLQ 3 14249382 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.612 0.543 0.492 6.48419857 0 3439.750917 4 860.6930542 -0.153977174 -0.000132411 98.0614688LAQAGYR 6 14249382 1xTMT6plex [N-Term] 0.801 0.615 0.522 2.890872002 22.33 0 1007.583545 2 504.2952576 -0.304464362 -0.000153387 24.9922950614249398 PHF5A PHD finger-like domain-containing protein 5A 84844 NP_116147.1 62.72727273 1 8 8 42 110 12.397 8.41 1.29 1.29 1.32 1.3 Significant 0.0000592
ICDECNYGSYQGR 6 14249398 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C5] 2.426 3.948 1.599 3.879091501 51.81 0 1850.799899 2 925.9025269 -1.146233617 -0.001060725 30.53759192

CVICGGPGVSDAYYCK 2 14249398 2xTMT6plex [N-Term; K16]; 3xCarbamidomethyl [C1; C4; C15] 1.638 3.749521255 18.87 0 2264.091402 3 755.3671265 -2.021122232 -0.001525335 54.64335026
IVNLGSSK 6 14249398 2xTMT6plex [N-Term; K8] 1.053 1.025 1.333 3.119294882 35.26 0 1275.803658 2 638.4048462 -0.973501824 -0.000620999 59.29198006QAGVAIGR 6 14249398 1xTMT6plex [N-Term] 0.956 1.066 1.127 2.939022779 26.98 0 1000.610094 2 500.8092957 1.219564544 0.000610154 21.17595696ECTIQEK 10 14249398 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.329 1.42 1.299 2.545756578 21.26 0 1365.744823 2 683.376709 0.965655317 0.000659419 25.4474621

HHPDLIFCR 6 14249398 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.48 1.495 1.405 3.268888712 15.31 0 1423.746605 3 475.2533875 -0.699363553 -0.000331905 31.8769327TDLFYER 3 14249398 1xTMT6plex [N-Term] 1.168 1.059 2.650658846 27.96 0 1172.614905 2 586.8120117 1.570777834 0.000920959 42.7528305KQAGVAIGR 3 14249398 2xTMT6plex [N-Term; K1] 1.188 1.552 3.299053669 8.27 1 1357.867989 3 453.2945862 0.895488318 0.000405318 25.8343279740254992 CBR4 carbonyl reductase family member 4 84869 NP_116172.2 18.14345992 1 3 3 10 237 25.285 9.33 0.88 1.34 0.94 1.05 Significant 0.0183 GNSGQSVYSASK 6 40254992 2xTMT6plex [N-Term; K12] 1.242 1.338 0.943 3.610780239 44.17 0 1642.88007 2 821.9443359 0.806696133 0.000662653 24.99385352
AAAGDLGGDHLAFSCDVAK 2 40254992 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C15] 0.861 4.267734051 27.47 0 2333.196001 3 778.4033203 -0.254351756 -0.000197817 62.34077432
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VNFLVNAAGINR 2 40254992 1xTMT6plex [N-Term] 0.85 3.151808977 23.35 0 1516.879727 2 758.9421997 -1.716857237 -0.001302133 68.6085167919923855 SYAP1 synapse-associated protein 1 94056 NP_116185.2 13.35227273 1 2 2 8 352 39.909 4.53 0.56 0.9 0.32 0.59 Non-Significant 0.0719 ELQQELQEYEVVTESEK 6 19923855 2xTMT6plex [N-Term; K17] 0.559 0.539 0.318 4.91052103 18.92 0 2539.317949 3 847.1092529 -1.868190999 -0.00158131 74.24991594KSEAAVPPWVDTNDEETIQQQILALSADKR 2 19923855 3xTMT6plex [N-Term; K1; K29] 1.021 7.005511761 2.65 2 4040.190734 4 1010.804138 0.987229227 0.000997149 88.67982484
31377644 ATAD1 ATPase family AAA domain-containing protein 1 84896 NP_116199.2 32.68698061 1 8 8 53 361 40.718 6.9 0.79 0.86 0.79 0.81 Significant 0.000822

AQFMSLWDGLDTDHSCQVIVMGATNRPQDLDSAIMR 6 31377644 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.697 100 1.116 7.957114697 36.39 0 4308.050732 4 1077.766357 -1.655575327 -0.001783076 91.73497427
HVDLLEVAQETDGFSGSDLK 9 31377644 2xTMT6plex [N-Term; K20] 0.588 0.814 0.645 6.568530083 76.24 0 2618.371382 3 873.4616699 -0.353465663 -0.000308501 79.58469637DAAFQNVLTHVCLD 8 31377644 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.74 0.792 4.477617264 50.55 0 1831.921 2 916.4638672 -0.295812429 -0.000270952 79.61042258

GVLLYGPPGCGK 6 31377644 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C10] 0.991 0.902 3.36116457 42.9 0 1675.960569 2 838.4863892 2.94303482 0.002466205 67.01807226
FINLQPSTLTDK 8 31377644 2xTMT6plex [N-Term; K12] 0.777 0.86 0.991 4.526272297 39.86 0 1835.067871 2 918.0370483 -0.572518504 -0.000525305 78.9205866FHINQPALK 4 31377644 2xTMT6plex [N-Term; K9] 0.94 0.962 3.765877962 24 0 1525.925504 3 509.3126221 -1.435993472 -0.000730406 52.68154629DTVILPIK 6 31377644 2xTMT6plex [N-Term; K8] 0.765 0.793 0.682 3.261492252 25.86 0 1356.886659 2 678.9458618 -1.630259368 -0.001106039 68.75641141WYGESQK 6 31377644 2xTMT6plex [N-Term; K7] 0.957 0.948 0.852 2.750986338 23.05 0 1355.735972 2 678.3707275 -1.323017101 -0.000896831 33.7537924246447823 NFATC2IP NFATC2-interacting protein 84901 NP_116204.3 4.534606205 1 2 2 8 419 45.789 6.6 1.31 1.26 1.31 1.29 Significant 0.000166 LIPDDLSLLK 6 46447823 2xTMT6plex [N-Term; K10] 1.312 1.359 1.31 3.301417112 59.59 0 1584.997666 2 793.0021362 -0.422794984 -0.000335065 92.61410371LSFFFDGTK 2 46447823 2xTMT6plex [N-Term; K9] 0.947 2.263081789 2.56 0 1519.856087 2 760.4317017 0.025989508 1.98E-05 84.26251062189491675 FAM136A protein FAM136A 84908 NP_116211.2 25.36231884 1 4 4 27 138 15.631 7.61 0.92 1.11 0.95 0.99 Significant 0.00351 QQLDSCVTK 12 189491675 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.105 1.248 1.218 3.821872473 35.8 0 1536.845599 2 768.9251709 -1.648781847 -0.001266962 31.14799205
VQEAVESMVK 1 189491675 2xTMT6plex [N-Term; K10] 0.883 1.812300444 18.93 0 1577.8973 3 526.6369629 -0.611306024 -0.000321526 60.02790287EALLSIGK 8 189491675 2xTMT6plex [N-Term; K8] 0.909 1.048 0.927 3.870130777 43.94 0 1288.824059 2 644.9154053 -0.407288428 -0.000262462 57.02106182DSIDAGSK 4 189491675 2xTMT6plex [N-Term; K8] 0.858 0.984 3.08430481 30.71 0 1250.699252 2 625.8546753 2.256126669 0.001410868 24.82192358VQEAVESMVK 2 189491675 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 1.011 2.198188066 7.91 0 1593.892215 3 526.6369629 -0.611306024 -0.000321526 60.02790287186928847 UTP4 cirhin isoform 1 84916 NP_116219.2 29.30029155 1 16 16 84 686 76.841 8.85 1.32 1.5 1.38 1.4 Significant 0.00143 SALQILFSEDSTK 8 186928847 2xTMT6plex [N-Term; K13] 1.175 1.629 1.543 3.779239893 47.39 0 1897.068265 2 949.0368652 -0.954462886 -0.000905341 83.15579628

YAMDAFGGPIWSMAASPSGSQLLVGCEDGSVK 3 186928847 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C26] 4.432840824 40.84 0 3746.82686 3 1249.61145 -1.884916044 -0.002354151 100.3152423QLLLFQFAHHLELWR 6 186928847 1xTMT6plex [N-Term] 1.656 2.003 1.628 4.567147732 43.02 0 2180.23303 4 545.812561 -2.116998188 -0.001153887 102.2114517IYKPLLFMDLLDER 6 186928847 2xTMT6plex [N-Term; K3] 0.969 1.694 1.505 4.441740513 17.03 0 2224.281568 3 742.0982056 -0.6766458 -0.000501684 109.2867593TLVAVERPLDDIIAQLPPPIKK 2 186928847 3xTMT6plex [N-Term; K21; K22] 1.954 4.744897842 19.71 1 3113.926903 5 623.5904541 -1.200735375 -0.0007478 102.1146501TLVAVERPLDDIIAQLPPPIK 9 186928847 2xTMT6plex [N-Term; K21] 1.231 1.344 1.313 5.409367085 21.18 0 2756.669008 4 689.9245605 2.685947235 0.001851067 104.6686669VQFWDSATGTLVK 8 186928847 2xTMT6plex [N-Term; K13] 1.873 1.414 1.949 3.898002625 36.04 0 1910.07877 3 637.3638306 -0.958730504 -0.000610417 76.47403104TLLYNPFPPTNESDVIR 2 186928847 1xTMT6plex [N-Term] 1.02 3.716939688 13.1 0 2205.1753 3 735.7283936 -2.118727676 -0.001557389 78.64621216ATEALCWAEGQR 6 186928847 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.512 1.18 0.613 4.773724556 29.42 0 1620.800156 2 810.9035034 -0.262915857 -0.000213067 60.09556362DTPITHISFHPK 6 186928847 2xTMT6plex [N-Term; K12] 1.503 1.44 1.538 4.056400776 30.66 0 1851.052889 4 463.5190735 0.8507133 0.000393679 48.51428085LNYEHDNISLK 4 186928847 2xTMT6plex [N-Term; K11] 1.051 1.269 3.569242477 12.97 0 1804.000519 3 602.0039063 -1.859145806 -0.001117967 46.25448822LGSTVATGK 4 186928847 2xTMT6plex [N-Term; K9] 1.319 1.181 1.021 2.216393471 14.25 0 1291.798572 2 646.4035034 0.896313065 0.000578928 35.70783445FFPGHESR 6 186928847 1xTMT6plex [N-Term] 1.249 1.424 1.422 3.109438658 23.53 0 1205.626473 3 402.5470886 0.199024446 8.00E-05 28.85959823LFQITPDK 2 186928847 2xTMT6plex [N-Term; K8] 1.048 3.402516842 35.56 0 1419.861173 2 710.4338379 -0.544728432 -0.000386719 71.53574537IYKPLLFMDLLDER 6 186928847 2xTMT6plex [N-Term; K3]; 1xOxidation [M8] 1.584 1.813 1.516 3.691255331 15.9 0 2240.276483 3 742.0982056 -0.6766458 -0.000501684 109.2867593QYMGVSK 4 186928847 2xTMT6plex [N-Term; K7] 1.32 1.486 2.671298504 17.03 0 1270.722965 2 635.8640137 -1.742257212 -0.001106963 34.99975107SLPLPNDK 2 186928847 2xTMT6plex [N-Term; K8] 1.464 3.257529736 14.47 0 1341.814222 2 671.4122925 2.299812363 0.00154296 58.3988158366348165 TMEM209 transmembrane protein 209 isoform 1 84928 NP_116231.2 5.704099822 1 2 2 10 561 62.881 8.63 0.83 1.22 1.31 1.12 Significant 0.0169 LASFSPSPPSPYPTTVGPVESSGLR 6 66348165 1xTMT6plex [N-Term] 0.826 1.317 0.859 5.616963387 35.32 0 2759.445326 3 920.4868164 0.20650844 0.00018995 72.02797526HVYNLPK 4 66348165 2xTMT6plex [N-Term; K7] 1.223 1.354 2.352309227 13.78 0 1328.809078 3 443.6080017 0.281716132 0.000124782 36.15922898
26051231 LACTB serine beta-lactamase-like protein LACTB, mitochondrial isoform a precursor 114294 NP_116246.2 19.7440585 1 9 9 37 547 60.655 8.53 0.78 0.82 0.88 0.82 Significant 0.00123

IFHDLDMLTTVQEENEPVIYNR 2 26051231 1xTMT6plex [N-Term] 0.746 5.339089394 40.17 0 2905.460324 3 969.1581421 -0.155287087 -0.000150393 83.86855167SLTMVALAK 6 26051231 2xTMT6plex [N-Term; K9] 0.989 0.822 0.912 4.005049706 57.03 0 1391.869629 2 696.4390869 0.911283714 0.000634194 65.02812075LVNTPYVDNSYK 6 26051231 2xTMT6plex [N-Term; K12] 0.944 0.894 0.811 3.801851988 54.43 0 1871.031485 2 936.0189209 -0.491693022 -0.000459987 54.23007109ENVAFEQEK 6 26051231 2xTMT6plex [N-Term; K9] 0.68 0.808 0.958 3.774104357 54.88 0 1551.841894 2 776.4250488 0.597635786 0.000463718 36.22608197LLISHLSGIR 4 26051231 1xTMT6plex [N-Term] 0.755 0.784 4.067490101 41.79 0 1337.846636 3 446.6203003 -0.215630915 -9.62E-05 59.57482828FKTEQENEAK 2 26051231 3xTMT6plex [N-Term; K2; K10] 0.828 4.096111298 16.52 1 1911.079053 3 637.697876 0.011291886 7.19E-06 43.8613878IALEFDKDR 5 26051231 2xTMT6plex [N-Term; K7] 0.79 0.885 3.984148264 11.99 1 1564.909914 3 522.3092041 2.009984511 0.001048482 53.90908517LDLDIPVQHYVPEFPEK 2 26051231 2xTMT6plex [N-Term; K17] 0.75 3.072054625 5.72 0 2497.374283 3 833.1305542 1.131835815 0.000942206 87.99026736
VPCKPETVMR 4 26051231 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C3] 0.744 0.875 0.851 2.250456333 1.25 0 1674.943539 3 558.9850464 -1.763110084 -0.00098437 38.1418625721361875 LTV1 protein LTV1 homolog 84946 NP_116249.2 4 1 1 1 6 475 54.821 4.91 0.96 0.94 1.08 0.99 Significant 0.00193 LPSSVFASEFEEDVGLLNK 6 21361875 2xTMT6plex [N-Term; K19] 0.955 0.942 1.079 4.200257301 42.49 0 2539.369591 3 847.1217041 -7.494826818 -0.006344045 107.312715424762236 PRPF38A pre-mRNA-splicing factor 38A 84950 NP_116253.2 7.692307692 1 2 2 11 312 37.453 9.96 1.38 1.23 1.23 1.28 Significant 0.00152 MLQIQPEKDIIVEFIK 5 24762236 3xTMT6plex [N-Term; K8; K16] 1.389 1.25 1.112 3.528114796 11.28 1 2631.576243 3 877.8630371 -0.64021017 -0.000561587 104.6210902VCDIILPR 6 24762236 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.381 1.218 1.461 2.916983604 37.35 0 1214.712845 2 607.8601074 0.076638483 4.65E-05 57.63179202157738639 TNS4 tensin-4 precursor 84951 NP_116254.4 24.61538462 1 15 15 62 715 76.715 7.34 0.96 1.01 1.01 0.99 Significant 0.000281 VTEQGITLTDVQR 6 157738639 1xTMT6plex [N-Term] 0.885 1.108 0.935 4.550023079 51.89 0 1688.93803 2 844.9710693 -1.875479188 -0.001583784 48.49612979ELGGADGASDSTDSPASCQK 4 157738639 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C18] 0.757 1.052 6.663143635 97.15 0 2411.139668 3 804.3850708 0.411121909 0.000330424 30.03412127

TPGHQNSVQPGAASPSNPCPATR 8 157738639 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 0.801 0.743 0.687 6.139046192 51.86 0 2560.252398 3 854.0879517 -1.209197005 -0.00103195 21.49293609ASSPHGLGSPLVASPR 2 157738639 1xTMT6plex [N-Term] 1.152 3.379602909 7.06 0 1761.980898 3 587.9984741 -0.01611636 -9.47E-06 37.40443069DILPTPTVVHFK 4 157738639 2xTMT6plex [N-Term; K12] 0.926 0.937 4.435062885 30.57 0 1825.098777 3 609.0374756 -0.494999065 -0.000301141 72.01815646TPHSPPLAK 6 157738639 2xTMT6plex [N-Term; K9] 1.311 1.255 1.063 3.297955513 20.7 0 1405.856756 3 469.2900696 -0.782760947 -0.000366817 31.42923529GSFGLALK 4 157738639 2xTMT6plex [N-Term; K8] 1.09 1.211 2.931648731 34.15 0 1250.787279 2 625.8971558 -0.1955301 -0.000122283 60.2767785KEEPGAFVIR 2 157738639 2xTMT6plex [N-Term; K1] 0.719 3.446059465 13.55 1 1603.957198 3 535.3233032 -1.148248864 -0.000613914 43.26499467LQQAPQVEAK 6 157738639 2xTMT6plex [N-Term; K10] 0.665 0.873 0.842 3.895279169 32.72 0 1569.936463 2 785.4718628 -0.008748165 -6.87E-06 38.27658476EQAIELLR 6 157738639 1xTMT6plex [N-Term] 1.044 1.132 0.655 2.999384642 29.14 0 1200.714953 2 600.8609009 -0.356556055 -0.000214061 61.29163654NPTLTMGQPR 4 157738639 1xTMT6plex [N-Term] 0.984 0.792 3.490042686 22.76 0 1343.730286 2 672.3683472 -0.645958547 -0.000433997 32.92154538AISTTFER 2 157738639 1xTMT6plex [N-Term] 0.968 2.663146019 27.59 0 1153.641454 2 577.3237305 -1.100578083 -0.000634836 35.38279051HFLIESSAK 2 157738639 2xTMT6plex [N-Term; K9] 0.988 2.286053658 7.31 0 1489.877885 3 497.2966003 -1.770268983 -0.000879162 40.9248838
YCKPSWIFGFVAK 2 157738639 3xTMT6plex [N-Term; K3; K13]; 1xCarbamidomethyl [C2] 1.04 1.295 3.41667366 0 2290.302528 3 764.1052246 -0.614592115 -0.000469201 91.9195937

FVMDTSK 4 157738639 2xTMT6plex [N-Term; K7] 0.827 0.869 2.403934956 15.75 0 1285.72263 2 643.3656006 1.006649369 0.000647136 44.69360463189571677 NUDCD1 nudC domain-containing protein 1 isoform 1 84955 NP_116258.2 36.36363636 1 16 16 99 583 66.713 5.11 1.29 1.34 1.26 1.3 Significant 0.000324 DSAQCAAIAER 6 189571677 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.519 1.797 1.356 4.208216667 45.41 0 1420.705193 2 710.8529663 -4.601512575 -0.003268696 20.66098547ESNSLEISLIK 8 189571677 2xTMT6plex [N-Term; K11] 1.155 1.226 4.302864075 66.55 0 1690.999122 2 846.0024414 -0.896651855 -0.000758119 68.27329788HDVDALLWQPHSSK 4 189571677 2xTMT6plex [N-Term; K14] 1.267 1.219 4.795744419 27.32 0 2091.138744 4 523.5395508 -1.13376743 -0.000592716 48.04816929IMNLTVMLDTALGKPR 10 189571677 2xTMT6plex [N-Term; K14] 1.329 1.218 1.348 6.168969154 36.02 0 2231.301986 3 744.4387207 -0.169179532 -0.00012583 108.5274239QDDMWEHIATFNALGYVQASK 8 189571677 2xTMT6plex [N-Term; K21] 1.002 1.781 0.944 5.13360548 44.74 0 2882.454734 3 961.4873047 -2.558120831 -0.002457889 87.02757934QQVASLETNDPILGFQATNER 2 189571677 1xTMT6plex [N-Term] 100 4.984550476 33.98 0 2560.32046 3 854.1113281 -0.401857899 -0.000342962 66.51267369TTHVVNLGSNQYLFSVIVDPK 6 189571677 2xTMT6plex [N-Term; K21] 1.113 1.242 1.304 5.966735363 51.3 0 2789.560186 3 930.5265503 1.760771799 0.00163726 88.34129442
LSLEPLPCYQLELDAAVAEVK 10 189571677 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C8] 1.36 1.282 100 5.252947807 57.08 0 2816.551989 3 939.5224609 0.298362148 0.000280118 106.3685892

FFACAPNYSYAALCECLR 8 189571677 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C4; C14; C16] 3.537 2.734 3.434 5.208611012 43.24 0 2442.12421 3 814.7132568 0.412574352 0.000335853 82.85074041
LPTDLTACDNR 6 189571677 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.269 1.444 1.117 3.813136816 21.87 0 1504.762708 2 752.8847656 -0.301442877 -0.0002268 44.14940223LYVIGTGER 6 189571677 1xTMT6plex [N-Term] 1.199 1.257 1.264 3.507309198 36.62 0 1236.714953 2 618.8610229 -0.148766344 -9.20E-05 47.61234819DHQFLEGK 9 189571677 2xTMT6plex [N-Term; K8] 1.175 1.267 1.224 3.327034235 26.88 0 1431.799635 3 477.9379272 -0.283888687 -0.000135491 33.48833427IEKEELDMK 4 189571677 3xTMT6plex [N-Term; K3; K9] 1.78 2.617 1.901 2.707401752 0.26 1 1822.059898 3 608.0223999 -3.979656749 -0.002417058 47.15268221LFVLTTK 6 189571677 2xTMT6plex [N-Term; K7] 1.389 1.321 1.274 2.715653419 36.68 0 1279.838981 2 640.4226074 -0.814521409 -0.000521228 72.85267709QVGQVAK 2 189571677 2xTMT6plex [N-Term; K7] 1.084 2.166993618 4.57 0 1187.751228 2 594.3791504 -0.171886793 -0.000102079 26.50997286FDGNTLK 4 189571677 2xTMT6plex [N-Term; K7] 1.389 1.23 2.635323524 23.62 0 1252.730158 2 626.8682251 -0.786214558 -0.000492457 39.6778441514249622 AJUBA LIM domain-containing protein ajuba isoform 1 84962 NP_116265.1 15.05576208 1 6 6 26 538 56.897 7.14 1.39 1.09 0.97 1.15 Significant 0.0116 GATGGPGDEPLEPAR 6 14249622 1xTMT6plex [N-Term] 1.224 100 1.551 5.079506397 67.03 0 1652.844129 2 826.9256592 -0.05295153 -4.38E-05 27.55784148LEPTAPALSPR 4 14249622 1xTMT6plex [N-Term] 1.315 0.913 3.134532213 35.03 0 1380.804831 2 690.9055176 -0.776564309 -0.000536142 46.30576186HSVTGYGDCAVGAR 4 14249622 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.984 0.751 4.257012367 30.23 0 1678.816869 3 560.2767944 -0.618863938 -0.00034632 21.18422423GEPSGIEPSGLEEPPGPFVPEAAR 4 14249622 1xTMT6plex [N-Term] 0.911 6.035963535 38.15 0 2648.340527 3 883.4494629 -2.526604135 -0.002230436 65.91501534EQGSLDAER 6 14249622 1xTMT6plex [N-Term] 1.262 1.343 1.3 3.556162119 40.43 0 1233.62726 2 617.3164673 -1.298965854 -0.00080122 17.60237077SYHPGCFR 2 14249622 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.616 2.065422297 1.87 0 1252.609443 3 418.2080994 0.241205034 0.000100712 30.0046728840254997 FAM83A protein FAM83A isoform a 84985 NP_116288.2 15.20737327 1 4 4 16 434 47.428 8.82 1.35 1.18 0.74 1.09 Significant 0.0267 VLSQEGEVDFLSSVEAQYIQAQAR 4 40254997 1xTMT6plex [N-Term] 1.352 1.34 5.719530582 54.48 0 2896.488982 3 966.1643066 -3.664801832 -0.003538353 95.64587703LQLEQLGLVPR 4 40254997 1xTMT6plex [N-Term] 0.758 0.738 4.194676399 59.68 0 1494.920529 2 747.9638062 -0.129475319 -9.68E-05 74.36805291FTGQAVELFDEEFR 6 40254997 1xTMT6plex [N-Term] 1.349 100 4.054807663 25.3 0 1916.959159 3 639.6574707 -0.678199438 -0.00043336 88.67575356EPPCPPDTLGGAEAGPK 2 40254997 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C4] 1.344 3.931272268 15.74 0 2151.115626 3 717.7094727 -0.818608367 -0.000586974 46.611968814249678 RBM17 splicing factor 45 84991 NP_116294.1 22.19451372 1 8 8 54 401 44.934 5.97 1.16 1.14 1.08 1.12 Significant 0.000455 QSTVLAPVIDLK 14 14249678 2xTMT6plex [N-Term; K12] 1.419 1.273 1.134 4.186262131 41.2 0 1742.082792 2 871.5443115 -0.830082893 -0.000723037 77.44232262HEQGLSTALSVEK 6 14249678 2xTMT6plex [N-Term; K13] 1.153 1.176 1.244 5.070611954 34.24 0 1857.048198 3 619.6883545 1.245210849 0.000770806 43.91205188SMGGAAIAPPTSLVEK 6 14249678 2xTMT6plex [N-Term; K16] 1.158 0.969 1.187 4.555985451 32.37 0 1987.129819 3 663.0455322 -3.912930216 -0.002591833 64.83961439SDSNPLTEILK 2 14249678 2xTMT6plex [N-Term; K11] 1.181 3.991905928 40.63 0 1674.967822 2 837.9876099 0.072118736 6.04E-05 74.22633456LLQSQLQVK 8 14249678 2xTMT6plex [N-Term; K9] 1.086 0.952 1.228 4.544114113 50.88 0 1514.967035 2 757.9857178 -1.898168778 -0.001437832 65.54709315DFPYEEDSRPR 10 14249678 1xTMT6plex [N-Term] 0.928 1.137 0.865 4.212992668 19.71 0 1639.791365 3 547.2684937 -0.266950405 -0.000145914 28.69259778IIVGDATEK 2 14249678 2xTMT6plex [N-Term; K9] 1.348 3.328570366 24.21 0 1403.851002 2 702.4283447 -1.131862906 -0.000794483 54.55052018VLDLAEQV 6 14249678 1xTMT6plex [N-Term] 1.417 1.281 1.465 2.358242989 43.36 0 1115.650956 2 558.3289795 -0.245314741 -0.000136843 71.2771300814702171 POLR2C DNA-directed RNA polymerase II subunit RPB3 5432 NP_116558.1 27.63636364 1 5 5 34 275 31.422 4.92 1.14 1.18 1.48 1.27 Significant 0.0071 FIIENTDLAVANSIR 8 14702171 1xTMT6plex [N-Term] 1.395 1.296 1.558 4.614013672 43.89 0 1905.064293 2 953.0336914 -2.197567566 -0.002093254 79.36368536LGLIPLISDDIVDK 6 14702171 2xTMT6plex [N-Term; K14] 1.199 1.211 4.094676971 45.32 0 1969.19855 3 657.0707397 -0.449127752 -0.000294807 107.330129WNPTAGVAFEYDPDNALR 8 14702171 1xTMT6plex [N-Term] 1.678 1.924 1.459 5.159567833 33.6 0 2265.113762 2 1133.058838 -1.484595964 -0.001681389 74.48577568KLSDLQTQLSHEIQSDVLTIN 6 14702171 2xTMT6plex [N-Term; K1] 1.425 4.683 2.102 3.995867729 16.24 1 2840.576958 3 947.5291138 -1.467990999 -0.00138998 87.1076854DLISNSPR 6 14702171 1xTMT6plex [N-Term] 0.918 0.945 1.185 2.978745222 30.72 0 1130.636703 2 565.8210449 -1.671391213 -0.000944868 27.4306003614591902 RECQL ATP-dependent DNA helicase Q1 5965 NP_116559.1 45.45454545 1 28 28 223 649 73.41 7.88 1.22 1.22 1.22 1.22 Non-Significant 1

LYEMVSYCQNISK 10 14591902 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 1.721 1.309 1.407 3.775619507 52.46 0 2093.081154 2 1047.044189 -0.024936324 -2.61E-05 66.0812287
ISSMVVMENVGQQK 6 14591902 2xTMT6plex [N-Term; K14] 1.285 1.153 1.344 4.46390152 38.08 0 2008.097139 2 1004.551514 -0.691139997 -0.000693938 63.39781269

GQSGIIYCFSQK 12 14591902 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.173 1.202 1.646 4.226786613 58.48 0 1845.993326 2 923.4983521 -2.111810689 -0.001949194 58.48988175
QKPSNTEDFIEDIVK 4 14591902 3xTMT6plex [N-Term; K2; K15] 1.135 1.326 4.224611759 21 0 2450.374566 3 817.4605103 -3.096921747 -0.002529539 72.33959561QFPNASLIGLTATATNHVLTDAQK 8 14591902 2xTMT6plex [N-Term; K24] 1.444 0.897 8.02008152 39.95 0 2969.646041 3 990.5527344 -0.805057225 -0.000796912 88.71376384ANLLNNEAHAITMQVTK 4 14591902 2xTMT6plex [N-Term; K17]; 1xOxidation [M13] 0.633 0.662 3.710549116 27.38 0 2342.290236 3 776.1038208 0.682713123 0.000529397 66.71668219ANLLNNEAHAITMQVTK 12 14591902 2xTMT6plex [N-Term; K17] 1.09 1.363 1.21 6.37778616 64.9 0 2326.295321 3 776.1038208 0.682713123 0.000529397 66.71668219QLGISATMLNASSSK 6 14591902 2xTMT6plex [N-Term; K15] 1.144 1.345 1.186 3.762562037 34.24 0 1966.104332 3 656.0396118 -0.025553467 -1.67E-05 63.31675257
AESSQTCHSEQGDK 4 14591902 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 1.148 0.942 5.819211006 38.78 0 2021.959853 3 674.6575928 -0.805258168 -0.000542733 15.22223023

AANMLQQSGSK 6 14591902 2xTMT6plex [N-Term; K11] 0.882 0.939 0.926 5.223657131 62.65 0 1592.883047 2 796.9448853 -0.347183171 -0.000276511 34.43672852
QCLEDSDAGASNEYDSSPAAWNK 4 14591902 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C2] 1.023 0.891 6.105417252 73.82 0 2973.357265 3 991.7897339 -0.880005196 -0.00087219 49.31794509VAGVVAPTLPR 10 14591902 1xTMT6plex [N-Term] 1.135 1.238 1.363 4.201751709 52.03 0 1308.820087 3 436.9457397 1.970452858 0.000859656 55.26319041FRPLQLETINVTMAGK 12 14591902 2xTMT6plex [N-Term; K16] 1.354 1.243 1.331 7.047504902 36.12 0 2276.320079 3 759.4432983 -2.081188192 -0.00157915 78.04352722ADCILYYGFGDIFR 16 14591902 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.524 1.471 1.456 4.763822556 38.7 0 1938.962136 3 646.9923096 0.123391238 7.98E-05 98.03005773

AESSQTCHSEQGDKK 8 14591902 3xTMT6plex [N-Term; K14; K15]; 1xCarbamidomethyl [C7] 100 1.073 1.757 5.053046227 24.18 1 2379.217748 4 595.5599976 0.173218435 0.000103031 18.13251332
EVFLVMPTGGGK 6 14591902 2xTMT6plex [N-Term; K12] 1.458 1.344 1.333 4.136837006 38.04 0 1692.975885 3 564.9961548 -1.165736942 -0.000657855 71.06569268VKDILQNVFK 7 14591902 3xTMT6plex [N-Term; K2; K10] 1.516 1.443 1.288 5.132427216 21.65 1 1891.19838 3 631.0703735 -0.958706686 -0.000604368 82.45135186QAEELNEK 8 14591902 2xTMT6plex [N-Term; K8] 1.404 0.955 1.242 3.532823801 42.73 0 1418.78913 2 709.8984985 0.416312967 0.00029533 24.40071976DILQNVFK 4 14591902 2xTMT6plex [N-Term; K8] 1.006 0.94 3.72452426 44 0 1434.872072 2 717.9395752 -0.137893391 -9.89E-05 74.62425225LIDSWMGK 8 14591902 2xTMT6plex [N-Term; K8] 1.088 1.193 1.172 3.334331274 30.09 0 1407.807029 2 704.4064941 -0.935439818 -0.000658459 76.70386572EDFPWSGK 14 14591902 2xTMT6plex [N-Term; K8] 1.069 0.7 0.91 2.926521778 29.06 0 1423.762187 2 712.3843994 -0.466813827 -0.000332316 52.75668512

KNITEYCR 6 14591902 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C7] 1.531 1.735 1.715 3.591356039 21.42 1 1541.851019 3 514.6219482 0.176804736 9.09E-05 41.44457161
LLYVTPEK 40 14591902 2xTMT6plex [N-Term; K8] 1.228 1.275 1.191 3.199197531 32.61 0 1420.881574 2 710.9434204 -1.414255575 -0.001004745 59.99094528QQELIQK 6 14591902 2xTMT6plex [N-Term; K7] 1.369 1.237 1.324 3.235500813 28.59 0 1344.825121 2 672.9147949 -2.088172064 -0.001404113 35.2317594
MCDNCCK 6 14591902 2xTMT6plex [N-Term; K7]; 3xCarbamidomethyl [C2; C5; C6] 1.058 1.168 1.016 2.800162792 23.64 0 1445.640969 2 723.3239746 -0.204692075 -0.000147956 21.55596762

KAANMLQQSGSK 1 14591902 3xTMT6plex [N-Term; K1; K12] 1.243 2.60063386 1 1950.140942 3 650.7178345 -1.021311839 -0.000663901 45.01184856SMENYYQESGR 7 14591902 1xTMT6plex [N-Term] 0.819 1.057 0.546 2.312701464 5.1 0 1592.721237 2 796.862915 -1.684878567 -0.001341771 109.0469019NITEYCR 6 14591902 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.074 1.021 1.035 2.865281105 20.29 0 1184.593124 2 592.7996826 -0.873967275 -0.000517648 24.02341328NSGNFQK 2 14591902 2xTMT6plex [N-Term; K7] 1.151 2.40997839 14.86 0 1252.705006 2 626.857605 2.336520508 0.001463485 22.50277036
32481209 MAPKAPK2 MAP kinase-activated protein kinase 2 isoform 2 9261 NP_116584.2 17.75 1 5 6 16 400 45.538 8.68 0.87 0.99 1.13 1 Significant 0.00563 SIGEAIQYLHSINIAHR 2 32481209 1xTMT6plex [N-Term] 0.723 4.614585876 35.66 0 2151.187202 4 538.5515137 -1.383846323 -0.000744228 77.63013703KIEDASNPLLLK 2 32481209 3xTMT6plex [N-Term; K1; K12] 1.064 4.364774704 13.35 1 2028.267188 3 676.7608032 0.329457565 0.000222743 61.66808695DVKPENLLYTSK 4 32481209 3xTMT6plex [N-Term; K3; K12] 0.9 0.923 3.741114378 17.58 0 2094.241367 3 698.7512817 -0.990986611 -0.000691788 57.90209166WEDVKEEMTSALATMR 2 32481209 2xTMT6plex [N-Term; K5] 1.206 2.807263374 2.22 1 2355.208874 3 785.7392578 -2.400433594 -0.001884508 92.08737325VLQIFNK 4 32481209 2xTMT6plex [N-Term; K7] 0.944 1.321 2.976322651 16.9 0 1319.845129 2 660.4255981 -0.916024851 -0.000604505 72.85922674VDYEQIK 2 32481209 2xTMT6plex [N-Term; K7] 1.024 2.926821947 26.27 0 1352.782588 2 676.8937378 -1.765963048 -0.001194482 41.4319319
15011916 GAR1 H/ACA ribonucleoprotein complex subunit 1 54433 NP_127460.1 29.03225806 1 6 6 47 217 22.334 10.92 1.24 1.14 1.13 1.17 Significant 0.0009

VPYFNAPVYLENK 6 15011916 2xTMT6plex [N-Term; K13] 1.069 0.855 0.891 4.191048622 39.69 0 2012.12572 3 671.380249 0.235542097 0.00015798 81.0427842
VVLLGEFLHPCEDDIVCK 16 15011916 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C11; C17] 1.236 1.397 1.186 5.848663807 58.86 0 2601.382088 3 867.7994995 0.714118532 0.000619232 95.84915908VDEIFGQLR 8 15011916 1xTMT6plex [N-Term] 1.354 0.951 1.335 3.898679972 32.26 0 1305.736417 2 653.3726807 1.277254814 0.000833879 66.65552823GQDQGPPER 5 15011916 1xTMT6plex [N-Term] 1.137 0.955 3.366718054 31.89 0 1212.61703 2 606.8122559 0.169054817 0.000102499 15.11989017DFYFSVK 6 15011916 2xTMT6plex [N-Term; K7] 1.363 0.964 1.094 2.671319962 29.76 0 1363.76621 2 682.3859253 -1.199380107 -0.000817837 64.49928716FYIDPYK 6 15011916 2xTMT6plex [N-Term; K7] 1.209 1.201 1.224 2.719768047 22.74 0 1403.79751 2 702.4024048 0.016519699 1.16E-05 63.1246380514670350 GTF2I general transcription factor II-I isoform 1 2969 NP_127492.1 34.06813627 1 28 28 144 998 112.346 6.39 1.41 1.21 1.3 1.31 Significant 0.00195 DQSAVVVQGLPEGVAFK 4 14670350 2xTMT6plex [N-Term; K17] 1.522 1.687 5.369187355 41.68 0 2202.253439 3 734.756958 1.308365961 0.000960451 72.9520892FEAHPNDLYVEGLPENIPFR 6 14670350 1xTMT6plex [N-Term] 1.517 1.764 1.626 5.144185066 27.61 0 2586.319004 3 862.7764282 -1.651819449 -0.001424044 78.49435695GPVTIPYPLFQSHVEDLYVEGLPEGIPFR 12 14670350 1xTMT6plex [N-Term] 100 2.13 3.013 7.370304108 28.85 0 3498.851058 4 875.4694824 1.44090086 0.001260374 108.480346KFGEAIGMGFPVK 7 14670350 3xTMT6plex [N-Term; K1; K13] 1.596 1.443 1.504 4.687114716 27.02 1 2068.223215 3 690.0784302 -1.197981262 -0.000825898 74.07388675FAQALGLTEAVK 4 14670350 2xTMT6plex [N-Term; K12] 1.573 1.27 5.052004814 78.81 0 1706.025278 2 853.5159912 -0.335199093 -0.000285929 75.92263257APSYLEISSMR 2 14670350 1xTMT6plex [N-Term] 1.597 4.136113167 34.61 0 1482.782381 2 741.8942871 -0.730505881 -0.000541591 55.21392433MSVDAVEIETLR 4 14670350 1xTMT6plex [N-Term] 1.06 1.208 3.228206635 24.86 0 1591.856274 2 804.4307861 1.932228335 0.001553368 52.37848382ITINPGCVVVDGMPPGVSFK 4 14670350 2xTMT6plex [N-Term; K20]; 1xOxidation [M13]; 1xCarbamidomethyl [C7] 1.517 1.188 4.498018742 42.8 0 2561.387173 3 854.4667358 -0.592964033 -0.00050627 82.56755446

VPYPVFESNPEFLYVEGLPEGIPFR 2 14670350 1xTMT6plex [N-Term] 1.863 6.069730282 43.08 0 3124.62329 3 1042.213013 0.38226238 0.000398142 112.1898978
MVVTFLMSALESMCK 4 14670350 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 2.128 2.55 4.619956017 36.8 0 2205.155582 3 735.7230835 -0.401115334 -0.000294841 113.5460268

FAEALGSTEAK 2 14670350 2xTMT6plex [N-Term; K11] 0.999 3.776508093 26.21 0 1581.888844 2 791.4491577 1.38760046 0.001097515 50.89096295KFAEALGSTEAK 2 14670350 3xTMT6plex [N-Term; K1; K12] 1.198 4.252449989 25.49 1 1939.146739 3 647.0531006 -1.026344292 -0.000663411 49.66553757EDLQLDKPASGVK 6 14670350 3xTMT6plex [N-Term; K7; K13] 1.816 1.563 1.637 3.113565445 14.94 0 2087.231531 3 696.4155273 0.238536666 0.00016596 48.03592582RPELLTHSTTEVTQPR 10 14670350 1xTMT6plex [N-Term] 1.222 0.731 1.294 4.55314064 25.15 0 2094.150482 4 524.2922974 -1.490941984 -0.000780564 44.97544307QVEEIFNLK 4 14670350 2xTMT6plex [N-Term; K9] 1.565 1.328 4.485655308 46.5 0 1577.930315 2 789.4683228 -0.59940048 -0.000472906 71.52827721KPEMFETAIK 6 14670350 3xTMT6plex [N-Term; K1; K10] 1.586 1.253 1.401 3.351378202 17.73 0 1881.112268 3 627.7097778 1.335734255 0.000837555 55.29281623
SILSPGGSCGPIK 10 14670350 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 1.369 1.433 1.534 4.426253796 49.56 0 1730.987512 2 865.9977417 0.401238272 0.000347269 51.78793724RPSTYGIPR 8 14670350 1xTMT6plex [N-Term] 1.646 1.257 1.599 4.035170078 33.31 0 1275.737086 3 425.9171448 -0.160388712 -6.82E-05 23.77794601MVVTFLMSALESMCK 2 14670350 2xTMT6plex [N-Term; K15]; 1xOxidation [M1]; 1xCarbamidomethyl [C14] 1.243 3.712874651 6.45 0 2221.150497 3 735.7230835 -0.401115334 -0.000294841 113.5460268
STVVPVPYEK 4 14670350 2xTMT6plex [N-Term; K10] 2.007 1.301 3.25390029 18.9 0 1576.935066 2 788.9709473 -0.283980463 -0.000223909 64.34914035EFSFEAWNAK 4 14670350 2xTMT6plex [N-Term; K10] 2.036 1.649 2.737826347 28.14 0 1686.889178 3 562.9676514 -0.460788087 -0.000259099 70.62465192

MVVTFLMSALESMCK 3 14670350 2xTMT6plex [N-Term; K15]; 2xOxidation [M1; M]; 1xCarbamidomethyl [C14] 1.111 1.237 2.397301435 3.44 0 2237.145412 3 735.7230835 -0.401115334 -0.000294841 113.5460268
YCVEEEEK 6 14670350 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.636 1.466 2.524 2.990446091 27.24 0 1543.771431 2 772.3874512 -2.464980355 -0.001902683 31.57518664SPSWYGIPR 6 14670350 1xTMT6plex [N-Term] 1.365 1.59 1.983 3.182770491 25.99 0 1291.699638 2 646.3535767 0.18512842 0.000119565 50.06416661VMVTDADR 4 14670350 1xTMT6plex [N-Term] 0.912 0.979 2.883214951 22.96 0 1135.597875 2 568.3025513 -0.04289453 -2.44E-05 25.59765823MSVDAVEIETLR 4 14670350 1xTMT6plex [N-Term]; 1xOxidation [M1] 2.009 0.904 2.66061306 35.37 0 1607.851189 2 804.4307861 1.932228335 0.001553368 52.37848382QVEELFER 2 14670350 1xTMT6plex [N-Term] 1.072 2.736515045 17.48 0 1278.689132 2 639.8475952 -0.952999663 -0.000609295 48.48717098MVDQLFCK 2 14670350 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.695 2.570313692 12.82 0 1498.816213 2 749.911438 -0.40964558 -0.000306992 65.82312867
KYAQAIK 4 14670350 3xTMT6plex [N-Term; K1; K7] 0.615 0.776 2.687098026 4.06 1 1508.976761 3 503.6633301 -0.877134532 -0.000441192 35.78673545ILDSAEFIK 2 14670350 2xTMT6plex [N-Term; K9] 0.76 1.610517263 0.45 0 1493.897952 2 747.4500122 -3.483628805 -0.002602093 73.2175706RPFLEPK 4 14670350 2xTMT6plex [N-Term; K7] 1.715 1.42 2.559000015 11.62 0 1344.840378 3 448.9516907 0.10493549 4.70E-05 38.3348559150378539 PCLO protein piccolo isoform 1 27445 NP_149015.2 0.175029172 1 1 1 7 5142 560.355 6.47 1.19 1.25 1.38 1.27 Significant 0.00193 LENGHGLDR 7 150378539 1xTMT6plex [N-Term] 1.192 1.249 1.383 3.089210033 23.52 0 1239.664315 3 413.8935242 1.375057542 0.000568203 16.73684839283046694 TRIM5 tripartite motif-containing protein 5 isoform alpha 85363 NP_149023.2 12.98174442 1 5 5 22 493 56.302 6.05 0.85 0.82 0.77 0.82 Significant 0.000822 DILDWEESNELQNLEKEEEDILK 2 283046694 3xTMT6plex [N-Term; K16; K23] 0.781 5.40659523 39.72 1 3518.8357 4 880.4633789 -1.140839 -0.001003606 99.1073336LQGSVMELLQGVDGVIK 2 283046694 2xTMT6plex [N-Term; K17] 0.963 3.40669179 32.21 0 2244.30376 3 748.7719116 -1.149045314 -0.000859602 112.1978642LQGSVMELLQGVDGVIK 2 283046694 2xTMT6plex [N-Term; K17]; 1xOxidation [M6] 0.827 3.255802631 14.34 0 2260.298675 3 748.7719116 -1.149045314 -0.000859602 112.1978642ELISDLEHR 6 283046694 1xTMT6plex [N-Term] 0.942 0.942 0.795 3.928408146 33.56 0 1340.737145 3 447.5841064 0.463107881 0.000206969 42.37905154HVANIVEK 6 283046694 2xTMT6plex [N-Term; K8] 0.767 0.765 0.729 3.325975657 23.55 0 1367.841106 3 456.6180725 -1.053924098 -0.000480534 33.58421248KPETFPK 4 283046694 3xTMT6plex [N-Term; K1; K7] 0.763 0.911 2.976923466 8.46 0 1533.960776 3 511.9913635 -0.807585075 -0.000412935 36.63741855

14861834 CECR5 cat eye syndrome critical region protein 5 isoform 2 precursor 27440 NP_149061.1 32.86052009 1 9 9 73 423 46.292 8.13 1.12 1.06 1.16 1.11 Significant 0.000681 MAFPLLDMVDLER 18 14861834 1xTMT6plex [N-Term] 1.139 0.925 0.997 4.679659367 58.43 0 1778.938229 2 889.9721069 -0.726361821 -0.000646076 109.8115443AQELSALLGCEVDADQVILSHSPMK 12 14861834 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C10] 0.911 1.095 1.237 6.647878647 67.39 0 3169.663741 3 1057.225098 -0.946902099 -0.001000454 99.56732558
VPVVFVTNAGNILQHSK 8 14861834 2xTMT6plex [N-Term; K17] 1.414 1.184 1.229 7.642487526 54.25 0 2281.343257 3 761.1182251 -1.374386349 -0.001045149 84.46868155LYAVGDNPMSDVYGANLFHQYLQK 4 14861834 2xTMT6plex [N-Term; K24] 1.169 1.058 5.209375381 43.32 0 3201.644326 3 1067.886597 0.284466033 0.000303586 93.85468891LYAVGDNPMSDVYGANLFHQYLQK 2 14861834 2xTMT6plex [N-Term; K24]; 1xOxidation [M9] 1.417 4.230323792 22.37 0 3217.639241 3 1067.886597 0.284466033 0.000303586 93.85468891YEGLMGKPSILTYQYAEDLIR 3 14861834 2xTMT6plex [N-Term; K7]; 1xOxidation [M5] 0.766 2.059 3.727718353 18.08 0 2934.568702 3 978.8583984 -2.74653563 -0.002686632 85.57583746ATHDGAPELGAGGTR 6 14861834 1xTMT6plex [N-Term] 1 1.166 1.033 4.905705452 28.05 0 1638.839713 3 546.9515381 0.212594197 0.000116136 19.22878763NVVTVDELR 8 14861834 1xTMT6plex [N-Term] 0.975 0.974 1.125 3.567110777 50.9 0 1273.731332 2 637.3704834 1.851745982 0.001179313 39.38374637
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LFSEYHEK 6 14861834 2xTMT6plex [N-Term; K8] 0.881 1.283 3.280526876 25.01 0 1510.830601 3 504.2809448 -1.535239849 -0.000773162 41.0478786VIPAALK 6 14861834 2xTMT6plex [N-Term; K7] 1.075 1.093 1.167 2.811098576 36.31 0 1169.802201 2 585.4047241 -0.025369941 -1.48E-05 59.9948398632129199 SARNP SAP domain-containing ribonucleoprotein 84324 NP_149073.1 41.42857143 1 8 8 89 210 23.656 6.42 1.2 1.27 1.26 1.24 Significant 0.000309 GLSSDNKPMVNLDK 10 32129199 3xTMT6plex [N-Term; K7; K14] 1.217 1.283 1.133 4.706575871 24.42 0 2205.251614 3 735.7546387 -1.021023796 -0.000750538 53.02247089FGIVTSSAGTGTTEDTEAK 12 32129199 2xTMT6plex [N-Term; K19] 0.974 1.037 1.083 6.026747704 77.02 0 2330.212756 3 777.4053345 -4.851939807 -0.003768684 51.89155014FNVPVSLESK 12 32129199 2xTMT6plex [N-Term; K10] 1.235 1.175 1.212 4.092521667 45.44 0 1577.930315 2 789.4686279 -0.212595336 -0.00016773 65.88355275FGLNVSSISR 12 32129199 1xTMT6plex [N-Term] 1.063 1.521 1.088 3.804802418 42.06 0 1308.747316 2 654.8753052 -3.042793967 -0.001991124 53.56990219ITSEIPQTER 12 32129199 1xTMT6plex [N-Term] 1.208 1.399 1.355 3.098568439 25.05 0 1402.773925 2 701.8896484 -1.357528085 -0.000952152 33.84042618FGISSVPTK 14 32129199 2xTMT6plex [N-Term; K9] 1.105 1.093 1.028 3.386762857 40.57 0 1393.845523 2 697.4255371 -1.237541192 -0.000862471 55.01625184TVDVAAEK 6 32129199 2xTMT6plex [N-Term; K8] 1.337 1.285 3.005716801 30.64 0 1290.766938 2 645.8864746 -0.980247644 -0.000632636 32.91861751KSEDDEK 11 32129199 3xTMT6plex [N-Term; K1; K7] 1.619 1.559 1.478 3.131941795 9.29 1 1537.867663 3 513.2942505 0.347705369 0.000178242 18.31320181
14861836 ALG2 alpha-1,3/1,6-mannosyltransferase ALG2 85365 NP_149078.1 30.76923077 1 12 12 60 416 47.061 7.05 0.96 0.95 0.88 0.93 Significant 0.000731

ILFYCHFPDLLLTK 6 14861836 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 1.094 1.137 1.264 4.001847267 34.15 0 2238.27609 3 746.7633057 -0.324270905 -0.000241936 104.8797002MVQQSDLGQYVTFLR 6 14861836 1xTMT6plex [N-Term] 0.985 0.921 0.994 4.364500523 41.83 0 2014.062912 2 1007.533936 -1.150915513 -0.001159008 80.03563526LVLDAALALQAR 6 14861836 1xTMT6plex [N-Term] 0.72 1.01 0.736 4.016643047 56.41 0 1482.920529 2 741.9636841 -0.295158054 -0.000218848 89.32883697VLENVEHYQELK 4 14861836 2xTMT6plex [N-Term; K12] 0.896 0.836 3.962816477 48.19 0 1959.095148 3 653.7029419 -0.446918776 -0.000291852 55.90641894SLSHIDPDVLYPSLNVTSFDSVVPEKLDDLVPK 2 14861836 3xTMT6plex [N-Term; K26; K33] 1.427 6.450113297 17.09 1 4326.372781 4 1082.351318 2.464585934 0.002665679 108.0224239FSPEAFTEQLYR 6 14861836 1xTMT6plex [N-Term] 0.367 0.452 0.312 4.565313339 36.63 0 1716.879452 2 858.9428711 -0.574654498 -0.000493306 76.00519565KILFYCHFPDLLLTK 2 14861836 3xTMT6plex [N-Term; K1; K15]; 1xCarbamidomethyl [C6] 1.796 4.939331532 26.49 1 2595.533985 4 649.6373291 -2.503524819 -0.001624496 94.99464879
VLENVEHYQELKK 3 14861836 3xTMT6plex [N-Term; K12; K13] 1.194 1.258 3.471442223 3.13 1 2316.353043 4 579.84375 0.054900958 3.18E-05 57.07656813VHLIVAGGYDER 10 14861836 1xTMT6plex [N-Term] 0.938 1.018 1.237 3.978595972 32.02 0 1557.858657 3 519.9577637 0.051696362 2.68E-05 44.17927378SLSHIDPDVLYPSLNVTSFDSVVPEK 2 14861836 2xTMT6plex [N-Term; K26] 0.652 4.428143024 3.68 0 3316.771694 4 829.9497681 1.672694456 0.001386986 92.57226261FLLLSINR 6 14861836 1xTMT6plex [N-Term] 1.199 1.115 1.415 2.902454376 16.49 0 1204.76151 2 602.8845825 0.314451499 0.00018942 79.95191056LTSQDWER 7 14861836 1xTMT6plex [N-Term] 1.177 1.197 0.976 2.883697033 20.78 0 1263.653081 2 632.3305054 0.516654608 0.000326436 48.5481311556790935 STRIP1 striatin-interacting protein 1 isoform 1 85369 NP_149079.2 3.703703704 1 3 3 16 837 95.515 6.29 1.03 1.13 1.08 1.08 Significant 0.000714 SILGLPPLPEDSIK 6 56790935 2xTMT6plex [N-Term; K14] 1.124 1.415 3.973378181 35.63 0 1937.172336 2 969.0893555 -0.465303207 -0.000450686 88.15346272LLDGLEVTAR 4 56790935 1xTMT6plex [N-Term] 1.138 1.119 3.540154457 39.93 0 1315.778282 2 658.3881836 -6.985342917 -0.004595581 61.3670253GLPWAPK 6 56790935 2xTMT6plex [N-Term; K7] 1.03 1.129 0.97 2.465138912 27 0 1226.76615 2 613.8870239 0.506275432 0.000310541 60.62916105111955139 GTPBP10 GTP-binding protein 10 isoform 2 85865 NP_149098.2 17.57105943 1 5 5 19 387 42.906 9.03 1.18 1.07 1.18 1.14 Significant 0.00103 QISVADLPGLIEGAHMNK 6 111955139 2xTMT6plex [N-Term; K18] 1.064 1.19 0.946 5.274634361 53.04 0 2351.315722 3 784.4452515 2.330224938 0.001826365 85.88911907LIADVGLVGFPNAGK 6 111955139 2xTMT6plex [N-Term; K15] 1.205 1.04 1.299 4.544528961 58.46 0 1929.157354 3 643.725708 2.703980277 0.001738801 93.56387935DFLHLFEK 2 111955139 2xTMT6plex [N-Term; K8] 1.069 2.509639025 19.48 0 1506.872072 3 502.9620972 -0.221237157 -0.000111125 78.24380412ELELYKEELQTKPALLAVNK 1 111955139 4xTMT6plex [N-Term; K6; K12; K20] 1.12 2.563548326 1 3245.953067 4 812.2420654 -2.044056434 -0.001658728 83.4557876IIHLDLK 4 111955139 2xTMT6plex [N-Term; K7] 1.2 1.036 2.675710678 24.54 0 1309.860779 3 437.2912598 -1.185387905 -0.000517564 63.33424666

188528628 PNPT1 polyribonucleotide nucleotidyltransferase 1, mitochondrial precursor 87178 NP_149100.2 43.42273308 1 31 31 213 783 85.897 7.77 0.9 0.9 0.91 0.91 Significant 0.0000136
GQTQVLCTVTFDSLESGIK 10 188528628 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C7] 1.032 0.952 1.068 6.248638153 65.14 0 2541.36346 3 847.7910767 -1.88226895 -0.00159451 80.81985576

IVMEAIQQASVAK 8 188528628 2xTMT6plex [N-Term; K13]; 1xOxidation [M3] 1.013 1.057 1.04 3.614200354 79.38 0 1862.082141 2 931.5368042 -8.49003447 -0.007904571 62.43785275FPEADPYEIIESFNVVAK 16 188528628 2xTMT6plex [N-Term; K18] 0.887 0.881 0.805 5.284908772 46.72 0 2526.353213 3 842.7883301 -1.098783658 -0.000925305 111.8275668YTQQIIQGIQQLVK 12 188528628 2xTMT6plex [N-Term; K14] 0.944 0.941 1.01 4.165736675 54.18 0 2118.268696 2 1059.638306 0.30170305 0.000319544 97.70449618IGIIDGEYVVNPTR 6 188528628 1xTMT6plex [N-Term] 0.641 0.744 1.059 4.553599358 64.75 0 1774.990065 2 887.9992065 0.603533484 0.000535633 63.39221443TKPSPSQFMPLVVDYR 6 188528628 2xTMT6plex [N-Term; K2] 0.771 0.701 100 5.593094349 22.5 0 2323.288445 3 775.1005249 -0.612611392 -0.000474424 74.11157242
SQIVMLEASAENILQQDFCHAIK 2 188528628 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C19] 1.184 5.845369816 18.92 0 3103.632047 4 780.6622925 0.121149702 9.45E-05 109.0203989
SQIVMLEASAENILQQDFCHAIK 10 188528628 2xTMT6plex [N-Term; K23]; 1xOxidation [M5]; 1xCarbamidomethyl [C19] 1.09 0.793 0.812 7.409345627 67.77 0 3119.626962 4 780.6622925 0.121149702 9.45E-05 109.0203989

EKFPEADPYEIIESFNVVAK 2 188528628 3xTMT6plex [N-Term; K2; K20] 0.797 3.708049536 25.6 1 3012.653701 4 753.9177246 -1.537618645 -0.001158078 104.298226EMSSSTLNLVVAGAPK 12 188528628 2xTMT6plex [N-Term; K16] 0.908 0.999 0.961 4.911410809 61.77 0 2062.161847 2 1031.584717 0.150179168 0.000154847 68.14322653KVLQSPATTVVR 4 188528628 2xTMT6plex [N-Term; K1] 1.184 1.189 4.617108345 27.66 1 1757.104925 3 586.3733521 0.328934451 0.000192657 42.72994093SSIVMGEPISQSSSNSQ 2 188528628 1xTMT6plex [N-Term] 0.534 3.420615911 38.73 0 1966.958901 2 983.9838257 0.749343155 0.000736964 45.82319884NVSCEVDMFK 6 188528628 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 0.898 0.971 0.911 3.9497087 58.75 0 1686.859535 2 843.9332275 -0.211115311 -0.000178061 57.54321872
LFTPSPEIVK 6 188528628 2xTMT6plex [N-Term; K10] 1.014 0.887 1 3.830587387 29.49 0 1588.971451 2 794.9891357 -0.287220783 -0.000228193 71.25326729IVMEAIQQASVAK 8 188528628 2xTMT6plex [N-Term; K13] 0.741 0.85 0.618 3.347813129 37.36 0 1846.087226 2 931.5368042 -8.49003447 -0.007904571 62.43785275LYPNMTAVLLHNTQLDQR 4 188528628 1xTMT6plex [N-Term] 0.856 1.113 6.109978199 25.59 0 2356.264466 3 786.0919189 -1.38443036 -0.001087361 76.81055616ELGHGALAEK 12 188528628 2xTMT6plex [N-Term; K10] 0.967 0.833 0.896 4.014117718 29.36 0 1482.868049 3 494.9608765 0.018420069 9.10E-06 32.69607285TLHGSALFQR 6 188528628 1xTMT6plex [N-Term] 0.901 0.824 0.843 4.765529156 45.04 0 1358.774199 3 453.5959473 -0.670378585 -0.000303631 34.84385678GITALQADIK 6 188528628 2xTMT6plex [N-Term; K10] 0.805 0.785 0.816 4.177308559 63.44 0 1487.91975 2 744.4616699 -2.477832726 -0.001843408 59.34259027EIGTSDKEILTSR 6 188528628 2xTMT6plex [N-Term; K7] 1.042 0.97 1.051 3.188961744 21.88 1 1907.084977 3 636.3664551 -0.086627301 -5.51E-05 44.97771637AVAVDLGNR 6 188528628 1xTMT6plex [N-Term] 0.936 0.965 0.919 3.279158592 48.11 0 1143.668337 2 572.3374634 -0.600971597 -0.000343656 36.19167495LYAVFTDYEHDKVSR 2 188528628 2xTMT6plex [N-Term; K12] 1.122 3.994235039 13.73 1 2301.227953 4 576.0617065 -1.284808887 -0.00073916 66.91010671SIVLNEYKR 6 188528628 2xTMT6plex [N-Term; K8] 1.263 1.723 1.042 3.162389994 12.12 1 1579.957198 3 527.3234863 -0.818013062 -0.000430809 42.58879478EILQIMNK 6 188528628 2xTMT6plex [N-Term; K8] 0.83 0.879 3.37448287 33.45 0 1446.875442 2 723.9411011 -0.357267493 -0.000258461 68.46223052LDTEEQLK 4 188528628 2xTMT6plex [N-Term; K8] 0.756 0.756 2.924489737 30 0 1433.825181 2 717.4161987 -0.041915195 -3.00E-05 42.98531982KLEISSGK 10 188528628 3xTMT6plex [N-Term; K1; K8] 0.952 1.015 0.921 3.178413391 16.7 1 1548.992804 3 517.0026245 0.332993901 0.000171935 36.50282298FVGPGGYNLK 12 188528628 2xTMT6plex [N-Term; K10] 0.837 0.834 0.789 3.975863457 45.94 0 1509.882971 2 755.4447632 -0.477462708 -0.000360456 58.45820624VLQSPATTVVR 4 188528628 1xTMT6plex [N-Term] 0.613 0.606 3.582254887 33.16 0 1399.84703 2 700.427124 -0.041821087 -2.93E-05 40.9883419DTGVMVK 6 188528628 2xTMT6plex [N-Term; K7] 0.92 0.896 0.818 2.051460266 23.42 0 1207.712066 2 604.3594971 -0.288230436 -0.00017405 35.12490093LPGIPIK 4 188528628 2xTMT6plex [N-Term; K7] 0.893 0.948 2.049847126 33.56 0 1195.817851 2 598.4130859 0.872954856 0.000521948 71.12488316IPTNYLR 3 188528628 1xTMT6plex [N-Term] 0.979 0.945 2.078995466 18.96 0 1105.65671 2 553.3323975 0.730888591 0.000404056 46.35508036DFPFTIR 4 188528628 1xTMT6plex [N-Term] 0.949 0.842 2.803668737 13.42 0 1124.630161 2 562.817688 -1.833263511 -0.001030872 63.75010226LDTEEQLKEK 2 188528628 3xTMT6plex [N-Term; K8; K10] 1.096 0.939 1.815404892 1 1920.125669 3 640.7138672 0.718391782 0.000459801 42.85720225222136641 NEK9 serine/threonine-protein kinase Nek9 91754 NP_149107.4 21.65474974 1 12 12 40 979 107.1 5.74 0.83 0.96 1.1 0.96 Significant 0.00649 AGGGAAEQEELHYIPIR 6 222136641 1xTMT6plex [N-Term] 0.879 1.108 1.119 5.159626961 30.28 0 2040.071169 3 680.6958008 0.823580949 0.000560055 50.23687969LGLNQCMSGIINHEAYHEVPYTTSFTLAK 2 222136641 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C6] 0.662 4.116837502 5.83 0 3752.918058 4 938.984436 -0.571237992 -0.000535952 80.46342408

LGINLLGGPLGGK 6 222136641 2xTMT6plex [N-Term; K13] 0.774 0.724 0.607 4.765138626 55.19 0 1667.061998 2 834.0319214 -3.258065129 -0.002715698 92.04152413
AMEVDSSQYSLELIQMVHSCLDQDPEQRPTADELLDRPLLR 2 222136641 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 7.400562286 13.61 0 5027.475011 5 1006.302307 1.475614402 0.001483723 99.64325237

ELENAEFIPMPDSPSPLSAAFSESEKDTLPYEELQGLK 2 222136641 3xTMT6plex [N-Term; K26; K38] 2.698448181 12.18 1 4896.499574 4 1224.87561 -3.872561095 -0.004740498 106.6591329SSTVTEAPIAVVTSR 2 222136641 1xTMT6plex [N-Term] 0.963 4.364516735 53.16 0 1746.979894 2 873.9932251 -0.412611896 -0.000360412 52.27344594VLACGLNEFNK 2 222136641 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.801 3.756615162 29.01 0 1722.961298 2 861.986084 2.085844154 0.001796914 63.18374111
LNPAVTCAGK 4 222136641 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.846 1.008 3.820119858 44.28 0 1488.860855 2 744.9318848 -2.930017761 -0.002181194 40.81124168
TEDDSLVVWK 4 222136641 2xTMT6plex [N-Term; K10] 0.76 1.108 3.039510489 38.14 0 1649.915058 2 825.4598389 -1.610619657 -0.001328693 62.93174162TLNIFLTK 6 222136641 2xTMT6plex [N-Term; K8] 1.061 1.369 1.215 3.047750235 42.04 0 1407.897558 2 704.4516602 -1.075665975 -0.000757214 80.32576106

TFDATNPLNLCVK 2 222136641 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C11] 1.026 2.40341568 6.35 0 1951.072304 2 976.0373535 -2.498107702 -0.002436994 72.02255078
LQGLVLK 2 222136641 2xTMT6plex [N-Term; K7] 1.209 2.654565334 17.91 0 1228.839315 2 614.9229736 -0.524400845 -0.000322202 68.1176015238683799 ANKRD13A ankyrin repeat domain-containing protein 13A 88455 NP_149112.1 5.254237288 1 2 2 10 590 67.577 5.02 0.84 0.86 0.67 0.79 Significant 0.00577 IEIPLFHVLNAR 6 38683799 1xTMT6plex [N-Term] 0.835 0.879 0.671 5.203410149 48.38 0 1650.989277 3 551.0018921 1.117838593 0.00061518 91.44675423LQEEEAELQQVLQLSLTDK 4 38683799 2xTMT6plex [N-Term; K19] 0.81 4.574913502 36.73 0 2672.475847 3 891.494812 -2.231733862 -0.001988085 111.4375157118766337 ZIC5 zinc finger protein ZIC 5 85416 NP_149123.2 2.564102564 1 1 1 9 663 68.404 8.76 0.98 0.9 0.85 0.91 Significant 0.00173 LGLAAAAAAAAAELYGR 9 118766337 1xTMT6plex [N-Term] 0.979 0.9 0.846 2.140682697 6.37 0 1789.016949 2 895.0074463 -5.216664874 -0.004666351 50.223003294721261 CNP 2',3'-cyclic-nucleotide 3'-phosphodiesterase 1267 NP_149124.3 34.44180523 1 12 12 54 421 47.549 9.07 0.91 0.88 0.82 0.87 Significant 0.000924 VELSEQQLQLWPSDVDK 5 94721261 2xTMT6plex [N-Term; K17] 0.873 0.92 6.23363924 56.85 0 2472.338625 3 824.7843018 -0.110590256 -9.11E-05 81.68377811VELSEQQLQLWPSDVDKLSPTDNLPR 2 94721261 2xTMT6plex [N-Term; K17] 0.01 4.596368313 30.2 1 3465.862969 3 1155.959595 0.364111247 0.000420653 87.20407291ILVLDDTNHER 2 94721261 1xTMT6plex [N-Term] 0.857 5.156279087 58.65 0 1553.848486 3 518.6208496 -0.315894297 -0.000163617 44.21347968APGAEEYAQQDVLK 2 94721261 2xTMT6plex [N-Term; K14] 0.668 4.182593346 52.77 0 1977.069327 2 989.0391235 0.83119003 0.00082166 46.63483451

DKPELQFPFLQDEDTVATLLECK 6 94721261 3xTMT6plex [N-Term; K2; K23]; 1xCarbamidomethyl [C22] 0.954 0.816 6.829041958 57.89 0 3423.83247 3 1141.945801 -2.809966999 -0.003206952 108.4211053
RLDEDLAAYCR 6 94721261 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.927 1.075 1.043 4.589151382 15.84 1 1610.815806 3 537.6103516 0.431475466 0.000231676 36.54655627KAGQVFLEELGNHK 4 94721261 3xTMT6plex [N-Term; K1; K14] 1.187 0.876 4.702715874 14.12 1 2257.327163 4 565.0858765 -2.430582822 -0.001371655 62.34312959MDLVTYFGK 10 94721261 2xTMT6plex [N-Term; K9] 0.761 0.973 0.767 3.723750114 49.45 0 1531.859458 2 766.4332886 -0.102810713 -7.87E-05 78.6407095MVSADAYK 4 94721261 2xTMT6plex [N-Term; K8] 0.778 0.759 3.430690289 27.87 0 1342.744094 2 671.8748779 -1.202560214 -0.000807365 37.87059233WMLTLAK 6 94721261 2xTMT6plex [N-Term; K7] 0.751 0.815 0.913 3.032579184 33.88 0 1320.811386 2 660.9088135 -0.783924856 -0.000517708 79.12598206GKPVPTQGSR 6 94721261 2xTMT6plex [N-Term; K2] 0.682 0.851 0.79 2.639634132 7.42 0 1484.894932 3 495.6370544 1.129904912 0.000559263 28.32175288NQWQLSADDLKK 1 94721261 3xTMT6plex [N-Term; K11; K12] 1.151 2.773660421 1 2133.227114 3 711.7477417 0.730164944 0.000519203 57.0182359415149465 CALD1 caldesmon isoform 5 800 NP_149131.1 47.7443609 1 25 25 178 532 61.176 6.71 0.69 0.69 0.69 0.69 Non-Significant 1 LEQYTSAIEGTK 14 15149465 2xTMT6plex [N-Term; K12] 0.676 0.691 0.705 4.86660862 32.76 0 1797.999851 2 899.50177 -1.995128607 -0.00179362 56.5173761EFDPTITDASLSLPSR 10 15149465 1xTMT6plex [N-Term] 0.558 0.608 0.517 4.162157536 60.78 0 1978.033052 2 989.5204468 0.285568882 0.000282432 64.90536637STHQAAIVSK 10 15149465 2xTMT6plex [N-Term; K10] 0.697 0.744 0.681 4.031004429 70.21 0 1499.894598 2 750.4506836 -0.338258769 -0.000253676 22.91673349TTTTNTQVEGDDEAAFLER 8 15149465 1xTMT6plex [N-Term] 0.722 0.764 0.7 6.377596378 74.18 0 2327.120029 2 1164.06189 -1.515282014 -0.001763122 46.87220946RGETESEEFEK 8 15149465 2xTMT6plex [N-Term; K11] 0.579 0.573 0.654 5.51691103 34.47 1 1798.922329 3 600.3126831 0.648986556 0.000389159 24.38949862GNVFSSPTAAGTPNK 10 15149465 2xTMT6plex [N-Term; K15] 0.997 0.68 0.62 4.99012804 59.59 0 1906.043447 2 953.5258789 0.542701428 0.000517206 43.05347619EAEGAPQVEAGK 16 15149465 2xTMT6plex [N-Term; K12] 0.664 0.655 0.672 5.398382187 64.16 0 1643.900471 2 822.4543457 0.574089652 0.000471873 28.88765355QQEAALELEELKK 6 15149465 3xTMT6plex [N-Term; K12; K13] 1.056 0.725 0.658 5.791623592 43.39 1 2216.310509 3 739.4432373 2.097735874 0.001549745 61.79358506GETESEEFEK 6 15149465 2xTMT6plex [N-Term; K10] 0.619 0.607 0.805 4.544620991 53.78 0 1642.821218 2 821.9151611 1.112729496 0.000914008 30.39056418SLAALSQIAYQR 8 15149465 1xTMT6plex [N-Term] 0.913 0.865 0.854 4.968590736 45.11 0 1549.889957 3 517.3000488 -2.815758373 -0.001454705 63.4732862NDDDEEEAAR 6 15149465 1xTMT6plex [N-Term] 0.724 0.717 0.716 4.225367069 63.2 0 1392.607647 2 696.807251 -0.302803791 -0.000210843 15.17019094SAKPTKPAASDLPVPAEGVR 14 15149465 3xTMT6plex [N-Term; K3; K6] 0.757 0.781 0.627 5.041210175 24.05 0 2678.580811 4 670.3997803 -1.313992931 -0.000879909 48.74576082MQNDTAENETTEKEEK 10 15149465 3xTMT6plex [N-Term; K13; K16] 0.663 0.658 0.728 5.564363956 27.27 1 2584.301537 3 862.1049194 -0.515388471 -0.000443973 27.92065399GNVFSSPTAAGTPNKETAGLK 6 15149465 3xTMT6plex [N-Term; K15; K21] 1.03 0.705 0.844 4.79625082 19.15 1 2734.534255 3 912.1831055 0.186001053 0.000169542 52.53442551MPEDGLSDDK 6 15149465 2xTMT6plex [N-Term; K10] 0.427 0.489 0.501 3.312487841 35.59 0 1564.792894 2 782.9008789 1.014014382 0.000793361 38.74870685GSIGENQIKDEK 4 15149465 3xTMT6plex [N-Term; K9; K12] 0.917 0.818 0.654 2.912522793 2.78 1 2005.153281 3 669.055603 -0.511067148 -0.000341589 35.81732135VLEEEEQR 6 15149465 1xTMT6plex [N-Term] 0.634 0.969 0.902 3.445241451 24.4 0 1260.663312 2 630.835022 -0.431689161 -0.000272107 22.94734953EAEGAPQVEAGKR 4 15149465 2xTMT6plex [N-Term; K12] 1.378 1.472 4.127180576 14.49 1 1800.001582 3 600.6719971 -0.080021631 -4.80E-05 23.37827297

MQNDTAENETTEKEEK 4 15149465 3xTMT6plex [N-Term; K13; K16]; 1xOxidation [M1] 0.595 0.729 3.644736528 8.84 1 2600.296452 3 862.1049194 -0.515388471 -0.000443973 27.92065399
SPAPKPSDLRPGDVSSK 2 15149465 3xTMT6plex [N-Term; K5; K17] 0.575 3.871393681 1.93 0 2425.401784 4 607.1055298 -0.61626877 -0.000373675 38.79225934INEWLTK 9 15149465 2xTMT6plex [N-Term; K7] 0.724 0.773 0.757 3.151866436 23.42 0 1361.819308 2 681.4116211 -2.454255481 -0.001671126 65.95366779LQEALER 5 15149465 1xTMT6plex [N-Term] 0.774 0.782 0.836 2.621502638 32.37 0 1087.630889 2 544.3192749 0.35292735 0.000191927 35.79607604QKQQEAALELEELKK 1 15149465 4xTMT6plex [N-Term; K2; K14; K15] 1.066 2.835159302 2 2701.626982 4 676.1612549 -1.403664819 -0.000948045 60.06572066MPEDGLSDDKKPFK 2 15149465 4xTMT6plex [N-Term; K10; K11; K14] 0.719 0.681 4.481248379 1 2523.429862 4 631.612915 -0.012599419 -7.95E-06 52.8884001KGFTEVK 2 15149465 3xTMT6plex [N-Term; K1; K7] 0.987 1.88894403 0.74 1 1495.945126 3 499.3204346 1.085862649 0.000541464 38.54234162KQEEADR 1 15149465 2xTMT6plex [N-Term; K1] 0.798 6.34 1 1333.747599 3 445.2537537 -0.668525044 -0.000297215 14.9072692919557691 SURF4 surfeit locus protein 4 isoform 1 6836 NP_149351.1 21.56133829 1 5 5 72 269 30.374 7.78 1.24 1.26 1.25 1.25 Significant 0.0000213 LCLISTFLEDGIR 28 19557691 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.458 1.624 1.595 4.696744919 60.07 0 1765.971973 2 883.4888306 -0.89929354 -0.000794064 110.449235GQNDLMGTAEDFADQFLR 10 19557691 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.788 1.215 1.167 40.87 0 2273.070577 3 753.0297852 -0.380856196 -0.00028654 102.7435535GQNDLMGTAEDFADQFLR 12 19557691 1xTMT6plex [N-Term] 1.19 1.119 1.15 85.91 0 2257.075662 3 753.0297852 -0.380856196 -0.00028654 102.7435535MWFQWSEQR 6 19557691 1xTMT6plex [N-Term] 1.599 1.146 1.405 3.814919472 31.81 0 1526.741185 2 763.8740234 -0.271483473 -0.000207242 70.8486713QYLPHVAR 6 19557691 1xTMT6plex [N-Term] 1.313 1.675 1.278 2.969878197 27.68 0 1212.705057 3 404.9066162 0.196290773 7.93E-05 29.62739163MWFQWSEQR 4 19557691 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.022 1.337 2.17758894 21.22 0 1542.7361 2 763.8740234 -0.271483473 -0.000207242 70.8486713SMFAGVPTMR 6 19557691 1xTMT6plex [N-Term] 1.001 1.021 0.89 3.34394598 33.83 0 1325.690729 2 663.3493042 0.454576942 0.000301314 55.8428621315088795 PIGS GPI transamidase component PIG-S 94005 NP_149975.1 32.25225225 1 13 13 54 555 61.617 6.49 1.19 1.29 1.17 1.22 Significant 0.000929 SSLGYEITFSLLNPDPK 6 15088795 2xTMT6plex [N-Term; K17] 1.479 1.388 1.538 4.010916233 27.68 0 2339.289884 3 780.4342651 -0.702037766 -0.000547423 96.81013522AAAGAAATHLEVAR 1 15088795 1xTMT6plex [N-Term] 1.146 46.19 0 1537.864805 3 513.293396 0.539389599 0.000276503 29.81466732ESVPLDDQEKLPFTVVHER 4 15088795 2xTMT6plex [N-Term; K10] 1.52 0.874 4.481372833 16.13 1 2696.465951 4 674.8711548 -1.172593844 -0.000790465 62.76567766ASLPYSQISGLNALQLR 2 15088795 1xTMT6plex [N-Term] 1.039 4.187097073 21.69 0 2060.170155 3 687.3950806 0.259085017 0.00017792 79.00243958FDSASSSYYLDMHSLPHVINPVESR 2 15088795 1xTMT6plex [N-Term] 1.104 7.646055222 40.64 0 3080.498501 4 770.8794556 -0.814207303 -0.000627041 73.37853226LMVPVTVVFTR 6 15088795 1xTMT6plex [N-Term] 1.149 1.481 1.221 3.508412838 26.82 0 1490.896623 2 745.9508667 -1.452791246 -0.001082981 91.17292989LLFGIAQPQLPPK 6 15088795 2xTMT6plex [N-Term; K13] 1.181 1.296 1.268 3.613861561 37.97 0 1880.177362 3 627.3979492 1.027991449 0.000644269 91.84196058ESVPLDDQEK 6 15088795 2xTMT6plex [N-Term; K10] 1.046 1.091 1.104 4.338404655 39.95 0 1617.873588 2 809.4408569 0.525175263 0.000424834 34.63171536IVQVAQAMSLTEDVLAAALADHLPEDK 2 15088795 2xTMT6plex [N-Term; K27] 1.049 2.201841593 0.46 0 3306.801949 3 1102.937622 -1.099478928 -0.00121192 113.1873728LPFTVVHER 6 15088795 1xTMT6plex [N-Term] 1.273 1.462 1.226 3.644255161 41.47 0 1326.773137 3 442.9289856 -0.552696516 -0.000244434 50.08824003SVENLATATTTLTSLAQLLGK 3 15088795 2xTMT6plex [N-Term; K21] 1.008 1.891231775 10.83 0 2590.506753 2 1295.75708 0.05027443 6.51E-05 112.8847106EAFNIIGR 4 15088795 1xTMT6plex [N-Term] 1.159 1.042 2.725903988 17.34 0 1148.662524 2 574.8341064 -1.382085114 -0.000793775 52.71809875AVAAVQK 6 15088795 2xTMT6plex [N-Term; K7] 1.212 1.297 1.16 3.026908398 34.71 0 1144.745415 2 572.8769531 1.061318949 0.00060747 44.1225668255918129 LMF2 lipase maturation factor 2 91289 NP_149977.2 5.233380481 1 2 2 17 707 79.647 10.1 1.37 1.22 1.32 1.3 Significant 0.00114 WQQLWETPTLLWEAPR 9 255918129 1xTMT6plex [N-Term] 1.172 0.82 4.970775604 29.92 0 2283.212354 3 761.7410278 -1.674655404 -0.001274531 108.503165DSGAASEQATAAPNPCSSSSR 8 255918129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 1.374 1.285 2.052 5.705951214 48.02 0 2280.035982 3 760.6835327 0.02755857 2.09E-05 19.4606998415147219 PURB transcriptional activator protein Pur-beta 5814 NP_150093.1 37.17948718 1 7 7 53 312 33.22 5.43 0.89 0.91 0.9 0.9 Significant 0.0000411 DSLGDFIEHYAQLGPSSPEQLAAGAEEGGGPR 12 15147219 1xTMT6plex [N-Term] 0.616 0.986 0.683 7.116658688 43.31 0 3484.681821 3 1162.233276 0.991563001 0.001151761 85.42365373GGGEQETQELASK 12 15147219 2xTMT6plex [N-Term; K13] 0.821 0.784 0.807 3.654216051 67.42 0 1791.948878 2 896.4772949 -0.873047367 -0.000782228 29.96268606GGGGFGAGPGPGGLQSGQTIALPAQGLIEFR 10 15147219 1xTMT6plex [N-Term] 0.812 0.759 1.908 8.50273037 80.21 0 3096.642797 3 1032.884888 -0.867770111 -0.000895725 88.88002958IAEVGAGGSK 7 15147219 2xTMT6plex [N-Term; K10] 0.821 0.814 0.829 3.738585472 35.92 0 1346.804386 2 673.9046631 -1.734801393 -0.001168219 33.16523295GGGGGPCGFQPASR 2 15147219 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.788 3.853932142 31.74 0 1533.742976 2 767.3740845 -1.358477085 -0.001041777 23.23510101VSEVKPSYR 6 15147219 2xTMT6plex [N-Term; K5] 1.15 1.167 0.889 2.722854137 2.62 0 1522.899349 3 508.3049622 0.646316259 0.000328092 29.33146298KYYLDLK 4 15147219 3xTMT6plex [N-Term; K1; K7] 0.947 1.042 2.898481369 5.19 1 1630.018291 3 544.0079956 -5.433928958 -0.002952468 56.5379921967089149 PML protein PML isoform 1 5371 NP_150241.2 41.49659864 1 6 31 215 882 97.489 6.21 0.69 0.69 0.62 0.67 Significant 0.00122 VLDENLADPQAEDRPLVFFDLK 11 67089149 2xTMT6plex [N-Term; K22] 0.546 0.626 0.428 5.359531403 22.9 0 3002.623908 4 751.4139404 3.338299786 0.002505915 95.17943823

QEELDAMTQALQEQDSAFGAVHAQMHAAVGQLGR 8 67089149 1xTMT6plex [N-Term] 0.533 0.87 0.668 10.11590958 76.75 0 3866.875134 4 967.4754639 1.264979752 0.00122288 81.74200162QEEPQSLQAAVR 10 67089149 1xTMT6plex [N-Term] 0.399 0.573 0.52 4.336863518 54.74 0 1584.8543 2 792.9310303 0.305306851 0.000241933 31.36453655GPSYGEDVSNTTTAQK 14 67089149 2xTMT6plex [N-Term; K16] 0.427 0.516 0.463 5.463824749 71.16 0 2113.081348 2 1057.043091 -1.156240093 -0.001221615 30.22358578APASEEEFQFLR 6 67089149 1xTMT6plex [N-Term] 0.737 0.785 0.603 4.707698822 49.4 0 1652.848152 2 826.9265747 -1.378992943 -0.001139633 59.31416731LQDLSSCITQGK 10 67089149 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C7] 0.606 0.688 0.615 5.090200901 62.85 0 1807.998805 2 904.5029297 -0.122995103 -0.000111187 58.11508274
ESADFWCFECEQLLCAK 16 67089149 2xTMT6plex [N-Term; K17]; 3xCarbamidomethyl [C7; C10; C15] 1.488 1.351 1.589 3.790321589 23.17 0 2651.234437 2 1326.122803 1.467795037 0.001945734 87.30302999

GCSKPLCCSCALLDSSHSELK 2 67089149 3xTMT6plex [N-Term; K4; K21]; 4xCarbamidomethyl [C2; C7; C8; C10] 1.068 5.574784279 13.7 0 3096.555344 4 774.8950195 0.938053637 0.000726184 60.64538095
QIVDAQAVCTR 6 67089149 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.826 0.765 0.869 3.987308502 36 0 1489.799428 2 745.4033203 -0.043035994 -3.21E-05 35.11716711DPIDVDLPEEAER 6 67089149 1xTMT6plex [N-Term] 0.567 0.593 0.352 4.227149963 51.73 0 1726.869675 2 863.9393311 0.990375475 0.000855125 54.01364947SPVIGSEVFLPNSNHVASGAGEAEER 2 67089149 1xTMT6plex [N-Term] 0.982 2.90792346 8.85 0 2882.44818 3 961.4832153 -4.540169707 -0.004362268 60.62935002AEGVSTPLAGR 6 67089149 1xTMT6plex [N-Term] 0.391 0.397 0.503 3.975708723 45.7 0 1286.726581 2 643.8670044 0.117856478 7.58E-05 30.13509568CDISAEIQQR 6 67089149 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.748 0.813 0.811 4.212697506 44.41 0 1448.736494 2 724.87146 -0.586861813 -0.000425104 33.35396916SSPEQPRPSTSK 6 67089149 2xTMT6plex [N-Term; K12] 0.554 0.661 0.786 2.760213614 19.73 0 1758.975033 3 586.99646 -0.117271242 -6.88E-05 17.53157636ELLEAVDAR 8 67089149 1xTMT6plex [N-Term] 0.73 0.777 0.691 3.572926998 49.37 0 1244.704782 2 622.855896 -0.214579245 -0.000133544 47.7887915LWGPGLPNFFR 10 67089149 1xTMT6plex [N-Term] 0.55 0.588 0.656 3.885038376 29.71 0 1532.857535 2 766.9309692 -1.874462154 -0.001436642 97.46961809ASPEAASTPR 8 67089149 1xTMT6plex [N-Term] 0.486 0.682 0.463 3.610552073 35.61 0 1215.653081 2 608.3304443 0.436639271 0.000265401 16.98386495CFEAHQWFLK 6 67089149 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C1] 0.825 0.785 0.808 3.414407253 30.13 0 1823.966717 3 608.6594849 -1.543860493 -0.00093865 64.49419997

TPTLTSIYCR 6 67089149 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.552 0.595 0.617 3.983063936 29.85 0 1440.771816 2 720.8896484 0.141469314 0.000101913 48.95436855NLAQTYLAR 2 67089149 1xTMT6plex [N-Term] 0.758 3.267962217 30.86 0 1278.736751 2 639.8713989 -0.961955959 -0.000615044 45.64441593AETEELIR 10 67089149 1xTMT6plex [N-Term] 0.862 0.973 0.684 3.118363619 33.27 0 1189.662583 2 595.3344116 -0.871413312 -0.000518344 32.18099996DYEEMASR 6 67089149 1xTMT6plex [N-Term] 0.703 0.517 0.629 2.838796377 34.07 0 1229.566968 2 615.2865601 -0.914852823 -0.000562436 22.06314441TDGFDEFK 12 67089149 2xTMT6plex [N-Term; K8] 0.753 0.749 0.693 3.114405155 11.66 0 1416.741117 2 708.8745728 0.530709389 0.000375939 47.49494125KASPEAASTPR 4 67089149 2xTMT6plex [N-Term; K1] 0.865 0.688 3.302071571 25.92 1 1572.910976 3 524.9747314 -0.848823667 -0.000445041 18.39160133TGSALVQR 4 67089149 1xTMT6plex [N-Term] 0.946 0.851 2.496575117 15.8 0 1060.631224 2 530.8190918 -0.298620522 -0.000158363 21.88180963ISQLAAVNR 2 67089149 1xTMT6plex [N-Term] 0.759 2.991707563 20.55 0 1200.726187 2 600.8669434 0.352652216 0.000211719 42.10668327LDAVLQR 6 67089149 1xTMT6plex [N-Term] 0.672 0.612 0.695 2.642532349 25.45 0 1043.64106 2 522.3237915 -0.722223584 -0.000376871 45.05184494IDNETQK 8 67089149 2xTMT6plex [N-Term; K7] 0.552 0.513 0.492 2.792017221 28.21 0 1305.741451 2 653.3744507 0.132772983 8.67E-05 22.77171734EFLDGTR 7 67089149 1xTMT6plex [N-Term] 0.698 0.758 0.556 2.593738079 29.72 0 1066.57304 2 533.7908936 1.378592295 0.000735185 32.42293262QVVAHVR 2 67089149 1xTMT6plex [N-Term] 0.746 2.055591345 7.06 0 1037.641729 2 519.3239746 -1.017953712 -0.000528136 18.63530468VPGASSFK 5 67089149 2xTMT6plex [N-Term; K8] 0.446 0.447 0.466 2.37900877 29.18 0 1250.750894 2 625.8788452 -0.383881646 -0.00024007 42.9345124615150811 MRPS36 28S ribosomal protein S36, mitochondrial 92259 NP_150597.1 69.90291262 1 6 6 48 103 11.459 9.99 0.93 0.92 0.93 0.93 Significant 0.0000129 SAGLPSHSSVISQHSK 6 15150811 2xTMT6plex [N-Term; K16] 0.927 0.915 0.929 6.127877235 40.93 0 2080.155122 4 520.7944336 0.375979172 0.000195524 28.55797456SPDLLMYQGPPDTAEIIK 6 15150811 2xTMT6plex [N-Term; K18] 0.954 0.845 0.941 5.184413433 51.07 0 2446.330369 3 816.1152344 0.319202594 0.000260292 80.82126249KLVSQEEMEFIQR 6 15150811 2xTMT6plex [N-Term; K1] 1.105 1.093 1.004 5.585631371 34.37 1 2095.162182 3 699.0560303 -4.125732969 -0.00288136 57.52822249LVSQEEMEFIQR 6 15150811 1xTMT6plex [N-Term] 0.755 1.043 0.808 4.769726276 56.8 0 1737.904287 2 869.4547729 -1.160830074 -0.001008706 70.56850221VVQVVKPHTPLIR 16 15150811 2xTMT6plex [N-Term; K6] 0.897 0.911 0.899 4.417007446 22.46 0 1944.252258 4 486.8183289 -0.397217135 -0.000193073 53.26695083DNPKPNVSEALR 8 15150811 2xTMT6plex [N-Term; K4] 1.016 0.846 1.009 3.691511631 9.69 0 1798.022317 3 600.0128174 0.879543275 0.000527146 36.37891627
66346674 VPS13A vacuolar protein sorting-associated protein 13A isoform A 23230 NP_150648.2 1.953371141 1 5 5 13 3174 360.047 6.33 1.15 1.12 1.3 1.19 Significant 0.00218

ALLYEAIGYSETAVDPTLLK 4 66346674 2xTMT6plex [N-Term; K20] 0.991 1.368 4.452787399 25.23 0 2625.479142 3 875.8309937 -0.271913403 -0.000237968 105.8149177KPPGELLVSLEELEK 2 66346674 3xTMT6plex [N-Term; K1; K15] 1.226 3.882833481 10.58 0 2368.430625 3 790.1469116 -1.875882144 -0.001480966 96.91053522ILQPHVIALR 2 66346674 1xTMT6plex [N-Term] 1.246 3.954573154 31.69 0 1388.893921 3 463.6361084 -0.107074187 -4.96E-05 52.56593896LPLISLR 4 66346674 1xTMT6plex [N-Term] 1.197 1.22 1.29 1.930221558 2.61 0 1040.702932 2 520.8551636 0.113758147 5.92E-05 71.27047782LLDYLNHDWK 1 66346674 2xTMT6plex [N-Term; K10] 1.038 1.976813078 0 1774.989227 3 592.3330078 -2.679634574 -0.001585441 75.16327159333609242 SMDT1 essential MCU regulator, mitochondrial precursor 91689 NP_201575.3 28.97196262 1 2 2 16 107 11.434 7.27 0.92 0.97 1.06 0.98 Significant 0.00173 NFAALLEEHDIFVPEDDDDDD 10 333609242 1xTMT6plex [N-Term] 1.575 0.737 3.581123114 28.44 0 2663.183417 2 1332.093628 -1.290801303 -0.00171882 94.66657085SGAILPKPVK 6 333609242 3xTMT6plex [N-Term; K7; K10] 0.905 0.983 1.061 3.01012969 7.3 0 1697.129238 3 566.3813477 0.148108196 8.38E-05 51.7997264731324577 MICALL1 MICAL-like protein 1 85377 NP_203744.1 26.18771727 1 18 18 101 863 93.383 7.25 0.86 0.91 0.93 0.9 Significant 0.000535 VLMQELVTLIEQR 12 31324577 1xTMT6plex [N-Term] 0.781 0.867 0.868 4.866219044 56.81 0 1801.045472 3 601.0202026 0.323734279 0.000194353 112.8770277DVPGGGPSSSAPAGAEADGPK 8 31324577 2xTMT6plex [N-Term; K21] 0.747 0.814 0.777 5.253023148 59.86 0 2282.166475 3 761.3936768 0.00098303 7.48E-07 34.38287436KVQADQYIPEEDIHGEMDTIER 4 31324577 2xTMT6plex [N-Term; K1] 0.918 0.819 5.654068947 38.56 1 3074.550485 4 769.3933716 0.380962398 0.000292822 61.35189547KDPPWITLVQAEPK 7 31324577 3xTMT6plex [N-Term; K1; K14] 0.875 1.004 0.874 4.308283329 22.17 1 2309.383615 3 770.465332 -0.940509076 -0.000723999 78.53062961QQHQQQLAEDAK 4 31324577 2xTMT6plex [N-Term; K12] 0.751 0.851 5.183702946 33.51 0 1882.018295 3 628.0112305 0.448187062 0.000281165 20.72500922DGLAFCAILHR 6 31324577 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.817 1.009 0.911 4.572123051 50.41 0 1501.814684 3 501.2763672 -0.090562105 -4.53E-05 62.45494272ESELIYVFK 6 31324577 2xTMT6plex [N-Term; K9] 1.447 1.293 3.384079456 28.62 0 1585.924167 2 793.4648438 -1.107127337 -0.00087791 76.63760364LQELASPPAGRPTPAPR 10 31324577 1xTMT6plex [N-Term] 0.91 0.671 0.954 3.338121891 14.61 0 1987.128624 3 663.0477295 0.005508734 3.65E-06 44.061888VEQMPQASPGLAPR 2 31324577 1xTMT6plex [N-Term] 1.415 3.755217075 22.22 0 1709.920605 3 570.6448975 -0.272736164 -0.000155452 42.03625398HRPDLLDFDSLSK 4 31324577 2xTMT6plex [N-Term; K13] 0.803 0.761 3.690469503 11.6 0 2001.116946 4 501.0350037 0.619013517 0.00030968 55.81837167LAFEVAEK 6 31324577 2xTMT6plex [N-Term; K8] 0.775 0.816 0.87 3.417882204 42.19 0 1364.818973 2 682.9119263 -1.756665891 -0.001198765 61.55657627LHELPVPKPR 8 31324577 2xTMT6plex [N-Term; K8] 1.028 1.144 1.09 4.030107498 16.39 0 1644.036117 4 411.7645874 0.244842173 0.000100632 43.99578499DNVFENNR 6 31324577 1xTMT6plex [N-Term] 0.805 1.028 0.869 3.031725645 21.4 0 1236.61703 2 618.8119507 -0.327791711 -0.000202676 25.64065797KKPAPLPPSSSPGPPSQDSR 2 31324577 3xTMT6plex [N-Term; K1; K2] 0.877 4.21579361 7.18 1 2717.555324 4 680.1434326 -1.259871775 -0.000855943 37.36773627GTPKPSEGTPAPR 6 31324577 2xTMT6plex [N-Term; K4] 0.985 1.083 1.113 3.7049613 9.98 0 1753.000854 3 585.0045166 -1.059449177 -0.000619072 23.08933041GVLLEEK 2 31324577 2xTMT6plex [N-Term; K7] 0.977 2.939871311 35.36 0 1245.78186 2 623.3944092 -0.255229776 -0.00015898 48.23146026DWTEEDR 6 31324577 1xTMT6plex [N-Term] 0.997 0.639 0.797 3.167238235 23.64 0 1179.547947 2 590.277771 0.269494927 0.000158941 21.73505653EAEPEGK 2 31324577 2xTMT6plex [N-Term; K7] 0.806 2.174040079 10.74 0 1217.677789 2 609.3421631 -0.606883144 -0.000369494 18.49010252225543461 TANC1 protein TANC1 isoform 1 85461 NP_203752.2 4.191295003 1 5 5 20 1861 202.093 8.32 0.81 0.87 0.94 0.87 Significant 0.00185 ANFQEIISALPFVK 8 225543461 2xTMT6plex [N-Term; K14] 0.724 0.674 3.994403362 23.37 0 2035.199219 3 679.071167 -0.133364555 -9.05E-05 111.0226221



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

HPASLTSSGSSGSPSSSIK 4 225543461 2xTMT6plex [N-Term; K19] 1.055 0.786 6.149082184 60.77 0 2232.18721 3 744.7339478 0.03573702 2.66E-05 27.93508325
VVPVSLSELYLLQCNMK 2 225543461 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C14] 1.003 4.341721535 24.76 0 2451.375545 3 817.7950439 -2.026141638 -0.001655611 107.9839153

GKLEVCELLLGHGAAVSR 4 225543461 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C6] 1.269 1.153 2.777172089 11.56 1 2367.358256 4 592.5957031 1.15180708 0.000681685 71.20264088
MDALSCFLIK 2 225543461 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.113 3.07382679 4.51 0 1655.926492 2 828.4666748 -0.253030933 -0.0002095 89.60909418

160420295 CEP295 centrosomal protein of 295 kDa 85459 NP_203753.1 0.576701269 1 1 1 10 2601 294.996 6 0.45 0.51 0.42 0.46 Significant 0.00329 LSLSQPILSQQNNFK 10 160420295 2xTMT6plex [N-Term; K15] 0.445 0.513 0.419 2.11442709 6.19 0 2175.253774 2 1088.128784 -1.600756044 -0.001741025 94.24610495110556636 TNKS1BP1 182 kDa tankyrase-1-binding protein 85456 NP_203754.2 41.35338346 1 50 50 290 1729 181.685 4.86 0.69 0.71 0.67 0.69 Significant 0.00028 GDGESQPQFPAVPLEPLPTTEGTPGLPLQQAEER 10 110556636 1xTMT6plex [N-Term] 0.668 0.664 0.744 6.17004776 38.26 0 3814.933678 4 954.487915 -1.008592567 -0.000961928 88.36503859NLEVSSCVGSGGSSEAR 4 110556636 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.011 0.707 4.900440216 76.38 0 1924.923184 2 962.9638672 -1.41646951 -0.001363298 30.76142354ELGVGQMDWGNNLGLR 2 110556636 1xTMT6plex [N-Term] 0.835 4.129844666 40.96 0 1988.02211 2 994.512146 -2.562817479 -0.002547469 71.78804258SYQFGIIGNDR 6 110556636 1xTMT6plex [N-Term] 0.734 0.565 0.869 4.06297636 48.91 0 1498.785158 2 749.8956909 -0.702398243 -0.000526372 49.74614811DQSSWQNSDASQEVGGHQER 6 110556636 1xTMT6plex [N-Term] 0.786 0.768 0.715 8.668480873 79.31 0 2474.112986 3 825.3758545 0.00961822 7.93E-06 21.50514969YESQEPLAGQESPLPLATR 6 110556636 1xTMT6plex [N-Term] 0.565 0.393 0.608 5.629334927 34.8 0 2315.208056 3 772.4075928 0.072956861 5.63E-05 59.01027261SPSQDFSFIEDTEILDSAMYR 2 110556636 1xTMT6plex [N-Term] 0.763 4.540582657 28.41 0 2680.264979 3 894.0910034 -2.433157224 -0.002173835 98.0407134QQAGAQGPGSADLEDGEMGK 2 110556636 2xTMT6plex [N-Term; K20] 0.637 5.415648937 52.52 0 2404.181473 3 802.0653687 0.033211732 2.66E-05 37.92679109SSGSEGSSPNWLQALK 4 110556636 2xTMT6plex [N-Term; K16] 0.964 0.841 4.691126347 71.56 0 2106.123154 2 1053.563721 -1.419078341 -0.001494377 71.21101443GVGQADWTPDLGLR 6 110556636 1xTMT6plex [N-Term] 0.743 0.779 0.999 4.841182232 65.1 0 1713.912149 2 857.4603882 0.787950064 0.000675239 61.61406798WLDDLLASPPPSGGGAR 12 110556636 1xTMT6plex [N-Term] 0.441 0.762 0.565 4.872625828 81.94 0 1938.028242 2 969.5178833 0.128187793 0.000124216 81.42540702DMNLTGCLESGGSEEPGGIGVGEKDWTSDVNVK 5 110556636 3xTMT6plex [N-Term; K24; K33]; 1xCarbamidomethyl [C7] 0.801 100 0.672 6.60766983 29.2 1 4125.03595 4 1032.017212 2.683146616 0.002767019 74.00831106DLAEVGEGGGHSQAR 10 110556636 1xTMT6plex [N-Term] 0.458 0.631 0.58 5.873373985 57.42 0 1711.856091 3 571.2893677 -1.484419555 -0.000847038 21.76320596NMAPGAVCSPGESK 4 110556636 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 0.849 0.964 3.730935097 55.86 0 1862.950475 2 931.9765015 -2.5488763 -0.002374215 34.86305316
DVSLGDWEFGK 15 110556636 2xTMT6plex [N-Term; K11] 0.727 0.665 0.823 4.837379456 53.02 0 1710.910307 2 855.9568481 -2.272358125 -0.0019439 71.41078992FAATTVEEILAK 10 110556636 2xTMT6plex [N-Term; K12] 0.691 0.607 0.723 4.008144855 63.42 0 1751.035508 2 876.0206299 -0.870801516 -0.000762402 94.35767853APVIRPGGTLGLSEAADSDAHLFQDSTEPR 6 110556636 1xTMT6plex [N-Term] 0.613 0.657 0.799 7.716947556 41.73 0 3336.702162 4 834.9295044 -1.790531964 -0.001493618 65.47448117DSLGAYASQDANEQGQDLGK 6 110556636 2xTMT6plex [N-Term; K20] 0.566 0.527 0.571 4.801230431 75.6 0 2525.251995 3 842.4226685 0.576952754 0.00048565 43.970215YSSQDADEQDWEFQK 6 110556636 2xTMT6plex [N-Term; K15] 0.65 0.678 0.565 4.129592896 48.12 0 2334.092641 3 778.6998901 -3.223513802 -0.002507993 50.25527254ESGVGQTDWSGVEAGEFLK 4 110556636 2xTMT6plex [N-Term; K19] 0.876 0.978 4.124613285 43.35 0 2454.25529 2 1227.63208 0.649401167 0.000796898 71.68621644ESAASGLGGLLEEEGAGAGAAQEEVLEPGR 2 110556636 1xTMT6plex [N-Term] 0.427 5.759332657 38.91 0 3083.533031 3 1028.515991 0.126213278 0.000129728 78.99202719EHGVGGVSQCPEPGLR 6 110556636 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.71 0.805 0.482 6.180416107 44.81 0 1907.95951 3 636.6583862 0.573943734 0.00036502 25.27908688SQEADVQDWEFR 8 110556636 1xTMT6plex [N-Term] 0.532 0.604 4.555555344 45.77 0 1738.823394 2 869.9147949 -0.621441058 -0.000540288 48.35198297SKDLAEVGEGGGHSQAR 6 110556636 2xTMT6plex [N-Term; K2] 0.801 0.826 0.841 7.893623352 41.95 1 2156.146014 4 539.7908936 -1.980321009 -0.001067465 38.99376831VSGAGFSPSSK 12 110556636 2xTMT6plex [N-Term; K11] 0.712 0.665 0.818 4.220445156 56.24 0 1481.836414 2 741.4217529 -0.124912995 -9.26E-05 38.86986698TFPSGGEEEAK 10 110556636 2xTMT6plex [N-Term; K11] 0.619 0.686 0.653 3.974377871 52.13 0 1609.847373 2 805.4263306 -1.235115341 -0.000994174 42.65989336VSAPGVLTAQDR 4 110556636 1xTMT6plex [N-Term] 0.662 0.789 3.881397724 41.74 0 1442.816458 2 721.911377 -0.679777212 -0.000490397 39.55563208VNLFPGLSPSALK 16 110556636 2xTMT6plex [N-Term; K13] 0.646 0.697 0.691 4.658858776 53.43 0 1801.098777 2 901.0525513 -0.528017091 -0.000475505 86.33428533WSDQGPAQTSR 4 110556636 1xTMT6plex [N-Term] 0.766 0.632 3.386593342 30.39 0 1461.728371 2 731.3668823 -1.288421022 -0.000941661 23.43931831DVSLGTYGSR 6 110556636 1xTMT6plex [N-Term] 0.674 0.771 1.582 3.875903606 51.48 0 1283.679296 2 642.3432007 -0.133384415 -8.56E-05 32.17555955EAAFSPGQQDWSR 6 110556636 1xTMT6plex [N-Term] 0.629 0.689 0.691 4.939105988 46.44 0 1707.828814 2 854.4178467 -0.23235972 -0.000198415 39.00189911EMEEELVPTGSEPGDTR 6 110556636 1xTMT6plex [N-Term] 1.123 0.414 0.657 3.776040316 46.42 0 2104.990595 2 1052.99707 -1.772357088 -0.001865397 45.56573849DAELQDQEFGK 12 110556636 2xTMT6plex [N-Term; K11] 0.745 0.747 0.619 4.33567524 46.57 0 1737.90595 2 869.4533691 -3.733596026 -0.003244319 43.11900588YGQGAGEGSTR 4 110556636 1xTMT6plex [N-Term] 1.618 0.604 3.347007751 55.76 0 1311.649058 2 656.3283081 0.214341584 0.00014057 15.74625705MEGGHFVPPGK 4 110556636 2xTMT6plex [N-Term; K11] 0.744 0.882 3.369976759 11.91 0 1613.887404 3 538.6333618 -1.15985835 -0.00062396 41.3963201ASPEPPGPESSSR 2 110556636 1xTMT6plex [N-Term] 0.433 3.342511177 31.62 0 1526.764816 2 763.8847656 -1.677881212 -0.001280865 19.62251196AAEPQEQEFGK 11 110556636 2xTMT6plex [N-Term; K11] 0.748 0.362 0.29 2.375755072 24.89 0 1691.900471 3 564.6384888 0.261255671 0.00014734 109.9910389KIPSVEDSLGEGSR 6 110556636 2xTMT6plex [N-Term; K1] 0.728 0.69 4.456989765 29.66 1 1932.080226 3 644.697998 -0.406437251 -0.000261756 46.88320664DLEVTCDPDSGGSQGLR 2 110556636 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.031 3.055313826 40.01 0 2034.959964 2 1017.985962 2.301508732 0.002341739 38.52157315DWTSDVNVK 4 110556636 2xTMT6plex [N-Term; K9] 0.417 0.529 3.21683073 23.13 0 1521.831329 2 761.4185181 -1.031275384 -0.000784714 48.02304313TYGTTTAPR 4 110556636 1xTMT6plex [N-Term] 1.013 0.54 3.213018179 25.92 0 1196.647268 2 598.8269043 -0.614756136 -0.000367823 18.50632577DEDGSTLFR 8 110556636 1xTMT6plex [N-Term] 0.9 0.659 0.651 3.688048124 37.91 0 1268.632011 2 634.819519 -0.197026451 -0.000124977 33.26051765TEAQDLCR 2 110556636 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.924 2.945906162 22.33 0 1221.609502 2 611.3076172 -1.264270618 -0.000772222 20.60529974LTFNHDGSSR 2 110556636 1xTMT6plex [N-Term] 0.948 3.168149233 9.05 0 1362.696343 3 454.9031982 -0.955108924 -0.000433841 24.54612253DYSSGGSSR 2 110556636 1xTMT6plex [N-Term] 0.844 2.261724472 19.94 0 1144.543196 2 572.7750854 -0.26401936 -0.000151091 15.21186722GPLAELPSAR 4 110556636 1xTMT6plex [N-Term] 0.733 0.881 3.12721014 17.43 0 1239.725852 2 620.3661499 -0.668781175 -0.000414553 47.68185634AETTQAR 4 110556636 1xTMT6plex [N-Term] 1.388 100 2.169090271 10.99 0 1005.552639 2 503.2798767 -0.16133619 -8.11E-05 13.99072575GWSQEGPVK 2 110556636 2xTMT6plex [N-Term; K9] 0.747 2.659864902 7.86 0 1445.815285 2 723.4108887 -0.542459509 -0.000392148 35.90624911VVGKPAQLGTQR 2 110556636 2xTMT6plex [N-Term; K4] 0.92 1.394 2.240169287 0 1712.058309 3 571.3566895 -1.631959969 -0.000931337 34.90175391KAPAPFRPASER 3 110556636 2xTMT6plex [N-Term; K1] 0.818 0.753 0.845 3.626634836 1 1785.053558 4 447.0184937 -0.791774912 -0.00035334 29.0029716815529966 TMEM205 transmembrane protein 205 374882 NP_212133.1 26.98412698 1 4 4 27 189 21.184 8.62 0.88 0.85 0.87 0.87 Significant 0.000104 TTAAMWALQTVEK 12 15529966 2xTMT6plex [N-Term; K13] 0.906 0.92 0.917 4.132203102 53.71 0 1908.06649 2 954.5361328 -0.786898679 -0.000750728 76.80786154GLGGEVPGSHQGPDPYR 6 15529966 1xTMT6plex [N-Term] 0.808 0.782 0.959 5.031291962 31.7 0 1951.982354 3 651.3322754 -0.041520931 -2.70E-05 31.55669612HTFGLVQSK 6 15529966 2xTMT6plex [N-Term; K9] 0.83 0.822 0.692 3.447682858 28.2 0 1474.87822 3 492.297699 0.219708871 0.000108015 37.803081MEEGGNLGGLIK 3 15529966 2xTMT6plex [N-Term; K12] 1.072 0.812 2.68933773 0.11 0 1675.945313 2 838.4755859 -0.845806238 -0.000708762 59.1275054315529978 ZNF622 zinc finger protein 622 90441 NP_219482.1 18.23899371 1 7 7 35 477 54.237 6.15 1.1 1.04 1.09 1.08 Significant 0.000297 GLGVDSVDKDAMNAAIQQAIK 4 15529978 3xTMT6plex [N-Term; K9; K21] 1.425 0.99 5.01616478 22 1 2831.590389 3 944.5291748 -6.151311999 -0.005805999 77.345546DHSFFIPDIEYLSDIK 5 15529978 2xTMT6plex [N-Term; K16] 1.148 1.051 5.116085529 26.53 0 2397.274234 3 799.7628174 -0.139938751 -0.000111824 94.15679536EGEDPNKAEELPSEK 6 15529978 3xTMT6plex [N-Term; K7; K15] 0.872 0.926 1.297 3.249952555 21.42 1 2359.259596 3 787.0911255 -0.327528669 -0.000257575 36.69887773LQWFEQQAK 8 15529978 2xTMT6plex [N-Term; K9] 1.029 0.966 3.967271566 33.43 0 1635.925898 2 818.46698 0.480034541 0.00039265 67.08969369NVVAVGTGGR 2 15529978 1xTMT6plex [N-Term] 1.292 3.158008575 24.2 0 1158.679236 2 579.8435669 0.535686705 0.000310345 26.16753844AVAEEESK 6 15529978 2xTMT6plex [N-Term; K8] 1.086 1.182 0.982 3.01911211 45.93 0 1320.741117 2 660.8742676 0.107156693 7.08E-05 22.57201661KAPPAPAK 4 15529978 3xTMT6plex [N-Term; K1; K8] 1.151 1.092 4.279850006 16.3 1 1466.966196 3 489.6602478 -0.003914062 -1.91E-06 28.63499595

15529982 IMP4 U3 small nucleolar ribonucleoprotein protein IMP4 isoform a 92856 NP_219484.1 12.71477663 1 4 4 16 291 33.736 9.47 1.38 1.35 1.32 1.35 Significant 0.000165 VITFANQDDYISFR 6 15529982 1xTMT6plex [N-Term] 1.541 1.557 1.671 4.271637917 50.6 0 1917.990793 2 959.4963379 -2.812458104 -0.002697134 74.31710825WAGVEDPK 6 15529982 2xTMT6plex [N-Term; K8] 1.288 1.253 1.267 2.399769545 29.98 0 1359.767272 2 680.3873901 0.170186062 0.000115707 43.71721338YLFPVPK 2 15529982 2xTMT6plex [N-Term; K7] 1.371 2.771673918 22.68 0 1321.828416 2 661.4174805 -0.553553314 -0.000365851 70.88486089LVFPGAQR 2 15529982 1xTMT6plex [N-Term] 1.342 2.590247631 21.4 0 1116.672695 2 558.8388672 -2.003151873 -0.001118433 47.0609101554792146 TRIM47 tripartite motif-containing protein 47 91107 NP_258411.2 19.7492163 1 10 10 42 638 69.488 6.44 0.87 0.96 0.82 0.88 Significant 0.00214
VCLCEACAAQEHR 6 54792146 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C4; C7] 1.142 1.341 100 5.327316284 45.23 0 1832.840324 3 611.6182861 -0.010247244 -6.26E-06 29.13605212

LALEDGCGPGPGPPR 6 54792146 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.592 1.232 0.89 4.782439232 44.53 0 1721.88422 2 861.4439697 -2.06601979 -0.001778723 44.83250245LKPAFFLESVDAHLQIGPLK 2 54792146 3xTMT6plex [N-Term; K2; K20] 0.677 5.658784866 25.94 0 2910.742397 4 728.44104 -0.022871742 -1.66E-05 103.81LDSHFAGLFTHR 2 54792146 1xTMT6plex [N-Term] 0.784 4.225771427 43.35 0 1629.869891 4 408.223114 0.451290432 0.000183886 53.42967742FAYIVDLDSDTADK 2 54792146 2xTMT6plex [N-Term; K14] 0.71 3.156003237 25.16 0 2031.068658 3 677.692688 -2.534466344 -0.001715892 76.03772038VLCPINYPLSPTR 6 54792146 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.67 0.758 0.757 4.275832653 38.35 0 1758.977392 2 879.9916382 -0.791745715 -0.000696331 65.08111685ALQEAEQSK 4 54792146 2xTMT6plex [N-Term; K9] 0.991 0.976 3.67949295 31.03 0 1461.831329 2 731.4180908 -1.658138889 -0.00121196 29.53238661FTHCEQVLGEGALDR 4 54792146 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.219 0.744 4.220275879 10.42 0 1960.974826 3 654.3305054 1.089658701 0.000712264 54.15999365
SCISVLK 4 54792146 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 0.824 0.989 2.68644309 9.13 0 1264.769915 2 632.8885498 -0.072859596 -4.61E-05 47.38394172VLSAVEDR 6 54792146 1xTMT6plex [N-Term] 0.97 0.822 0.818 2.600064754 26.04 0 1117.641454 2 559.3253784 1.812948088 0.001013113 36.0073951115626999 ITPA inosine triphosphate pyrophosphatase isoform a 3704 NP_258412.1 45.87628866 1 8 8 65 194 21.432 5.66 0.66 0.7 0.67 0.67 Significant 0.000315

LKPEGLHQLLAGFEDK 14 15626999 3xTMT6plex [N-Term; K2; K16] 0.772 0.836 0.753 5.031607151 25.85 0 2482.463656 4 621.3719482 0.929366577 0.00057678 82.71033991
GCQDFGWDPCFQPDGYEQTYAEMPK 2 15626999 2xTMT6plex [N-Term; K25]; 2xCarbamidomethyl [C2; C10] 0.833 3.295181036 18.35 0 3484.532469 3 1162.180908 -1.233393766 -0.0014326 76.50055117

IDLPEYQGEPDEISIQK 18 15626999 2xTMT6plex [N-Term; K17] 0.754 0.7 0.779 4.983789444 50.29 0 2432.296092 2 1216.650269 -1.164097839 -0.001415715 71.28399583
KLEEVVQILGDKFPCTLVAQK 7 15626999 4xTMT6plex [N-Term; K1; K12; K21]; 1xCarbamidomethyl [C15] 0.404 0.961 0.776 6.923673153 41.44 2 3331.983321 4 833.7516479 0.432348165 0.000360144 110.9415321

KLEEVVQILGDK 8 15626999 3xTMT6plex [N-Term; K1; K12] 0.53 0.498 0.539 5.55748558 35.28 1 2058.277753 3 686.7639771 -0.182165724 -0.000124983 84.23756021KIVFVTGNAK 2 15626999 3xTMT6plex [N-Term; K1; K10] 0.74 4.357817173 23.48 1 1764.135052 3 588.7166138 0.133815489 7.87E-05 54.06105859IVFVTGNAK 10 15626999 2xTMT6plex [N-Term; K9] 0.628 0.654 0.746 3.280305386 49.2 0 1406.877157 2 703.9415283 -0.978770156 -0.000688505 57.63869921
FPCTLVAQK 4 15626999 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 0.597 0.729 3.387745619 27.24 0 1521.886342 2 761.4484253 2.123795877 0.001616088 68.89689782

15991831 HK1 hexokinase-1 isoform HKI-ta/tb 3098 NP_277033.1 52.22584148 1 40 44 547 921 102.672 6.76 0.85 0.85 0.85 0.85 Non-Significant 1 FNTSDVSAIEK 16 15991831 2xTMT6plex [N-Term; K11] 0.722 0.663 0.683 4.84663868 56.02 0 1668.920872 2 834.9628296 -1.491724595 -0.001244785 50.66214251IDEAILITWTK 33 15991831 2xTMT6plex [N-Term; K11] 0.801 0.912 0.899 4.80817318 57.15 0 1761.056243 2 881.0304565 -1.480329815 -0.001303472 93.32095897LSDETLIDIMTR 34 15991831 1xTMT6plex [N-Term] 0.805 0.792 0.817 4.73716116 65.09 0 1635.882489 2 818.4447632 -0.146026878 -0.000119441 84.2223297TTVGVDGSLYK 14 15991831 2xTMT6plex [N-Term; K11] 0.838 0.911 0.97 4.886065483 61.39 0 1597.920144 2 799.4654541 2.182639188 0.001743842 44.43658785ASGVEGADVVK 19 15991831 2xTMT6plex [N-Term; K11] 0.95 0.909 0.914 4.128460407 63.87 0 1489.862629 2 745.4346924 -0.349639198 -0.000260457 34.61838209MCINTEWGAFGDDGSLEDIR 20 15991831 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.648 0.833 0.823 5.986084938 52.39 0 2515.14309 3 839.0523682 -0.214074426 -0.000179476 78.49977057
LGVEPSDDDCVSVQHVCTIVSFR 10 15991831 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C17] 1.027 1.077 0.967 5.066598892 71.46 0 2848.380694 3 950.1290894 -2.801414014 -0.002659831 66.8694718GAALITAVGVR 6 15991831 1xTMT6plex [N-Term] 0.751 0.805 0.81 4.496641159 68.18 0 1256.788787 2 628.8980103 -0.034223879 -2.15E-05 54.50920204AILQQLGLNSTCDDSILVK 32 15991831 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C12] 0.892 0.911 0.89 5.420859337 79.16 0 2546.426395 3 849.4802246 -0.107716396 -9.14E-05 90.74262819MISGMYLGEIVR 18 15991831 1xTMT6plex [N-Term] 0.822 0.965 0.786 4.361293793 57.18 0 1597.864336 2 799.4351807 -0.783271675 -0.000625781 77.47384802KLPVGFTFSFPCQQSK 16 15991831 3xTMT6plex [N-Term; K1; K16]; 1xCarbamidomethyl [C12] 0.983 1.031 1.046 6.260397434 31.59 1 2558.440812 4 640.3644409 -1.906859874 -0.001219647 84.68754381GDFIALDLGGSSFR 18 15991831 1xTMT6plex [N-Term] 0.918 0.731 1.24 4.434769154 79.25 0 1683.890351 2 842.4474487 -1.621464878 -0.001365185 76.08099025ATDCVGHDVVTLLR 23 15991831 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.794 0.913 0.904 6.091568947 61.82 0 1784.952634 2 892.979248 -0.792556745 -0.000707338 54.6256559

NQNVHMESEVYDTPENIVHGSGSQLFDHVAECLGDFMEK 6 15991831 2xTMT6plex [N-Term; K39]; 1xCarbamidomethyl [C32] 0.937 1.054 6.916257381 19.07 0 4921.290788 4 1231.073242 -3.992631374 -0.004912225 99.20358566
NQNVHMESEVYDTPENIVHGSGSQLFDHVAECLGDFMEK 2 15991831 2xTMT6plex [N-Term; K39]; 1xOxidation [M6]; 1xCarbamidomethyl [C32] 0.82 5.007222176 11.25 0 4937.285703 4 1231.073242 -3.992631374 -0.004912225 99.20358566

AAQLCGAGMAAVVDK 8 15991831 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C5] 1.086 0.934 0.813 4.963521957 100.7 0 1920.044709 2 960.5240479 -2.026195982 -0.001945193 58.77821828
AAQLCGAGMAAVVDK 2 15991831 2xTMT6plex [N-Term; K15]; 1xOxidation [M9]; 1xCarbamidomethyl [C5] 0.784 2.746424437 55.63 0 1936.039624 2 960.5240479 -2.026195982 -0.001945193 58.77821828

LPVGFTFSFPCQQSK 13 15991831 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 0.816 0.87 0.823 5.011952877 35.04 0 2201.182917 3 734.3997803 0.849611497 0.000623383 92.67840479HIDLVEGDEGR 12 15991831 1xTMT6plex [N-Term] 0.771 0.766 0.845 4.010980606 51.76 0 1468.759337 2 734.8826904 -0.839389132 -0.00061643 30.93247SANLVAATLGAILNR 42 15991831 1xTMT6plex [N-Term] 0.928 1.012 1.063 5.725414753 85.7 0 1713.022034 2 857.0140991 -0.649400761 -0.000556219 109.9999951LVDEYSLNAGK 10 15991831 2xTMT6plex [N-Term; K11] 0.768 0.853 0.837 4.790145874 58.33 0 1666.941608 2 833.973999 -0.531610178 -0.000443082 52.13395439QIEETLAHFHLTK 6 15991831 2xTMT6plex [N-Term; K13] 0.968 0.85 0.816 4.93296814 50.36 0 2025.153332 4 507.0436707 -0.236442745 -0.000119708 68.49077516LNVTVGVDGTLYK 6 15991831 2xTMT6plex [N-Term; K13] 1.052 0.885 0.815 4.564958096 36.17 0 1837.083521 3 613.0337524 1.732824982 0.001061115 68.08358887FLLSESGSGK 20 15991831 2xTMT6plex [N-Term; K10] 0.888 0.827 0.803 4.03218174 50.64 0 1482.856815 2 741.9324951 0.60571214 0.000449092 56.27943376FLSQIESDR 6 15991831 1xTMT6plex [N-Term] 0.895 0.909 0.957 3.529626608 35.97 0 1323.710596 2 662.3592529 0.478314049 0.000316575 52.84240044DFNPTATVK 12 15991831 2xTMT6plex [N-Term; K9] 0.866 0.89 1.034 3.935071468 40.15 0 1450.830601 2 725.9180298 -1.252909669 -0.00090888 43.38563861LSDETLIDIMTR 3 15991831 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.871 2.235215664 35.28 0 1651.877404 2 818.4447632 -0.146026878 -0.000119441 84.2223297QTHNNAVVK 2 15991831 2xTMT6plex [N-Term; K9] 0.97 3.118454456 20.08 0 1468.863632 3 490.2931213 0.802384678 0.000392865 19.12365399MISGMYLGEIVR 5 15991831 1xTMT6plex [N-Term]; 1xOxidation [M] 0.886 0.916 2.479718447 22.13 0 1613.859251 2 799.4351807 -0.783271675 -0.000625781 77.47384802GAAMVTAVAYR 2 15991831 1xTMT6plex [N-Term] 0.998 2.57000041 21.94 0 1338.740122 2 677.8710327 -0.183305448 -0.000124165 31.49588263NILIDFTK 12 15991831 2xTMT6plex [N-Term; K8] 1.003 0.907 0.961 3.831994772 32.44 0 1421.876823 2 711.4414063 -0.904986972 -0.00064339 77.34550497TVCGVVSR 4 15991831 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.19 0.962 2.841338634 42.85 0 1106.618945 2 553.812561 -0.993404001 -0.00054966 31.47931598GQISETLK 12 15991831 2xTMT6plex [N-Term; K8] 0.887 0.913 0.892 3.207422256 42.48 0 1333.809137 2 667.4080811 -0.188580673 -0.000125765 38.01866637EGLLFEGR 8 15991831 1xTMT6plex [N-Term] 0.755 0.757 3.066519499 20.73 0 1149.646539 2 575.3273315 0.736814237 0.000423538 49.10006879AEMELGLR 2 15991831 1xTMT6plex [N-Term] 1.128 3.293337822 26.62 0 1147.63426 2 574.3198853 -1.539046235 -0.000883131 47.21479447LVPDSDVR 6 15991831 1xTMT6plex [N-Term] 0.764 0.766 0.902 2.912534952 29.62 0 1129.641454 2 565.3242188 -0.25947171 -0.000146555 31.7576178TVEMHNK 6 15991831 2xTMT6plex [N-Term; K7] 0.787 0.86 0.942 3.114247561 21.43 0 1316.739677 3 439.5845642 -0.408534091 -0.000179311 21.28881314EGLHNAK 6 15991831 2xTMT6plex [N-Term; K7] 0.649 0.677 0.659 3.118533134 35.48 0 1226.725742 3 409.5800781 -0.049485388 -2.02E-05 18.42927122GAAMVTAVAYR 15 15991831 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.884 0.827 0.89 3.075907707 45.14 0 1354.735037 2 677.8710327 -0.183305448 -0.000124165 31.49588263TEFDREIDR 2 15991831 1xTMT6plex [N-Term] 0.87 3.643641949 15.9 1 1409.722223 3 470.5791321 0.439547752 0.000206547 27.01804099DMLLEVK 10 15991831 2xTMT6plex [N-Term; K7] 0.78 1.025 0.841 2.746446848 29.7 0 1305.785231 2 653.3945923 -2.544499363 -0.001661285 60.28744556MLPTFVR 8 15991831 1xTMT6plex [N-Term] 0.829 0.812 0.434 2.538910866 26.78 0 1092.643703 2 546.8252563 -0.427078549 -0.000233322 60.28834762NKEGLHNAK 2 15991831 3xTMT6plex [N-Term; K2; K9] 1.061 2.802908182 3.49 1 1698.026564 4 425.2617798 -0.750818274 -0.000318727 20.42618564IMHQTVK 5 15991831 2xTMT6plex [N-Term; K7] 0.798 0.773 2.575361252 13.31 0 1314.796798 3 438.9368591 -0.588796248 -0.000258049 28.05540227MLPSFVR 2 15991831 1xTMT6plex [N-Term] 0.771 2.723789215 29.14 0 1078.628053 2 539.8170776 -1.088425764 -0.000587003 58.51735629GSLNPGK 6 15991831 2xTMT6plex [N-Term; K7] 0.943 0.987 1.092 2.085736036 20.29 0 1130.693379 2 565.8500977 -0.407199253 -0.000230209 27.29408233LALLQVR 6 15991831 1xTMT6plex [N-Term] 0.975 0.932 0.919 2.41405654 31.23 0 1041.698181 2 521.3525391 -0.364409775 -0.000189802 62.02338373SIPDGSEK 10 15991831 2xTMT6plex [N-Term; K8] 0.784 0.778 0.815 3.135087252 31.27 0 1290.730552 2 645.8690796 0.255831619 0.000165105 28.14770202ITPELLTR 9 15991831 1xTMT6plex [N-Term] 0.918 0.942 0.735 3.026053905 36.01 0 1171.72479 2 586.3660278 -0.009085698 -5.32E-06 54.3939682139932589 ARHGAP18 rho GTPase-activating protein 18 93663 NP_277050.2 11.61387632 1 5 5 15 663 74.93 6.44 1.3 1.14 0.01 0.82 Non-Significant 0.182 ELPQPLLSVEYLK 4 39932589 2xTMT6plex [N-Term; K13] 1.272 1.302 4.110312462 26.49 0 1987.187986 3 663.0670166 -0.749398307 -0.000496398 92.13679416EAGLSNLFGESAGDPQESIVFLSTLTR 4 39932589 1xTMT6plex [N-Term] 0.647 0.01 6.245444775 55.46 0 3067.578525 3 1023.199402 1.671480083 0.001709132 109.2230834DDEASNLVGEEK 2 39932589 2xTMT6plex [N-Term; K12] 0.913 2.832702875 29.95 0 1763.906344 2 882.4577637 1.080875839 0.000953282 35.46901101IPLIFQK 4 39932589 2xTMT6plex [N-Term; K7] 1.421 1.097 2.208287716 18.26 0 1316.870615 2 658.9383545 -0.898194258 -0.000591403 82.71454891DSGLFCVPLTALLEQDQR 1 39932589 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.052 2.686295033 0 2291.190298 2 1146.097656 -0.987299048 -0.001131045 102.3591254193788624 SLC38A5 sodium-coupled neutral amino acid transporter 5 92745 NP_277053.2 5.084745763 1 2 2 24 472 51.423 8.21 1.33 1.4 1.11 1.28 Significant 0.00463 ALQQLLFPGK 14 193788624 2xTMT6plex [N-Term; K10] 1.095 1.244 1.073 3.857842684 53.25 0 1572.98777 2 786.9949341 -3.292146345 -0.002589253 82.29648053IVPSEVEPFLSWPK 10 193788624 2xTMT6plex [N-Term; K14] 1.688 1.598 1.681 4.403807163 38.23 0 2086.198885 2 1043.602417 -0.636284313 -0.000663708 98.82562714
41281603 C19orf33 immortalization up-regulated protein isoform IMUP-1 64073 NP_277055.1 16.98113208 1 2 2 28 106 10.891 9.73 1.02 1.04 1.01 1.02 Significant 0.0000743

SEAGAGPGPK 12 41281603 2xTMT6plex [N-Term; K10] 1.044 0.996 0.977 4.290727615 61.95 0 1328.757436 2 664.8822021 -0.231895692 -0.000154067 19.30419696QHESIPGK 16 41281603 2xTMT6plex [N-Term; K8] 1.003 1.075 1.027 3.737416506 35.83 0 1353.78907 2 677.3973999 -1.142803814 -0.000773558 37.4187312550086624 INTS4 integrator complex subunit 4 92105 NP_291025.3 11.83800623 1 9 9 30 963 108.102 6.44 1.03 0.78 1.14 0.98 Significant 0.0115 LVSSAVSPSIIPQEDPSQQFLQQSLER 4 50086624 1xTMT6plex [N-Term] 1.184 0.836 4.318542957 25.2 0 3212.700037 3 1071.569214 -2.162859388 -0.002316206 84.0017979LLSDDYEQVR 4 50086624 1xTMT6plex [N-Term] 1.097 1.141 3.560830832 47.24 0 1466.768839 2 733.8873901 -0.910509227 -0.000667753 45.29097993LLGSMEQVSSHFLEQTLDKK 3 50086624 3xTMT6plex [N-Term; K19; K20] 0.342 0.459 3.92580986 2.8 1 2977.663554 4 745.173584 3.006383138 0.002237999 101.9217276LWNVAAPLYLK 4 50086624 2xTMT6plex [N-Term; K11] 1.575 2.762828827 31.62 0 1746.071834 2 873.5390015 -0.634378432 -0.000553835 94.450283VVQPQEEIATK 6 50086624 2xTMT6plex [N-Term; K11] 1.104 0.767 1.039 4.177405357 52.77 0 1699.999457 2 850.5033569 -0.011501658 -9.78E-06 45.41461412QSDLASAAAK 2 50086624 2xTMT6plex [N-Term; K10] 1.003 2.311265707 6.44 0 1419.820764 2 710.413269 -1.058453363 -0.000751407 30.28851534LPENQAIQMR 3 50086624 1xTMT6plex [N-Term] 1.027 1.023 3.284999371 24.58 0 1428.78305 2 714.8948364 -0.457234174 -0.000326644 43.52078938LVDDAFGK 2 50086624 2xTMT6plex [N-Term; K8] 1.164 2.74546361 28.48 0 1322.772023 2 661.8894043 -0.371414152 -0.000245648 54.97392888
LVDVACK 2 50086624 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 1.123 2.550277472 20.93 0 1262.754265 2 631.880249 -0.826489487 -0.000521827 46.9642131341327715 TP53RK TP53-regulating kinase 112858 NP_291028.3 11.85770751 1 2 2 12 253 28.143 9.54 1.01 0.98 0.91 0.96 Significant 0.000938 ATTPADGEEPAPEAEALAAAR 6 41327715 1xTMT6plex [N-Term] 1.009 0.857 0.808 3.697691202 36.85 0 2267.135285 3 756.3818359 -1.910145164 -0.001443519 108.3642719FLSGLELVK 6 41327715 2xTMT6plex [N-Term; K9] 1.004 1.194 1.051 3.626498938 48.35 0 1463.923773 2 732.4644775 -1.430663204 -0.001047191 85.63543346216548085 LUZP1 leucine zipper protein 1 7798 NP_361013.3 30.20446097 1 28 28 131 1076 120.202 8.5 0.94 0.99 0.94 0.96 Significant 0.000303 ASHMGVSTDSGTQETK 6 216548085 2xTMT6plex [N-Term; K16] 0.974 1.08 0.811 5.968265057 53.19 0 2094.053753 3 698.6890869 -0.499427396 -0.000348609 21.85646498VGPSSGDAPEPSSR 6 216548085 1xTMT6plex [N-Term] 1.096 0.999 0.756 4.30936861 52.78 0 1571.78628 2 786.395752 -1.306006915 -0.001026382 20.63482363EGVNQPAAVVMEDSSPHEALR 4 216548085 1xTMT6plex [N-Term] 0.84 7.278295994 41.37 0 2465.229202 3 822.4151001 0.62663665 0.000514934 47.36189375SSTDFSELEQPR 10 216548085 1xTMT6plex [N-Term] 1.24 1.116 100 4.601530075 58.3 0 1624.801596 2 812.9029541 -1.824319279 -0.001482078 48.05271866VTSSITIYPSDSSSPR 4 216548085 1xTMT6plex [N-Term] 0.972 0.746 4.872776985 71.93 0 1926.001752 2 963.5059204 1.460149405 0.001406125 48.64593324ASDTSSETVFGK 8 216548085 2xTMT6plex [N-Term; K12] 1.089 1.001 0.762 4.824198723 54.41 0 1686.895051 2 843.9487915 -2.812790389 -0.002372441 41.07380857AEDELLDLQDK 6 216548085 2xTMT6plex [N-Term; K11] 1.094 1.117 0.948 4.640805244 69.25 0 1746.952566 2 873.9796143 -0.351591902 -0.000307107 60.76353916FVPGSSQSEGK 7 216548085 2xTMT6plex [N-Term; K11] 0.925 0.88 3.265021801 47.41 0 1580.868443 2 790.9367065 -1.458833639 -0.001153112 35.41748948LLASQLEEIK 6 216548085 2xTMT6plex [N-Term; K10] 1.182 1.02 1.149 4.696305752 53.86 0 1601.98783 2 801.4976807 0.159282187 0.000127584 71.27259795GHGSEASVSK 6 216548085 2xTMT6plex [N-Term; K10] 0.768 0.94 0.974 4.521844387 32.53 0 1416.784713 3 472.9329529 -0.28779067 -0.000135912 16.93412306EKPDSDDDLDIASLVTAK 4 216548085 3xTMT6plex [N-Term; K2; K18] 1.017 1.291 4.309294224 22.75 0 2619.433203 3 873.81073 -5.94264766 -0.00518879 73.07254583VIQAEGSNSSMLAEIEVLR 6 216548085 1xTMT6plex [N-Term] 0.601 0.967 1.431 3.026717424 33.17 0 2275.216512 2 1138.108398 -3.073169064 -0.003496063 82.68677444EFALNNENYSLSNR 4 216548085 1xTMT6plex [N-Term] 1.113 1.024 3.933650255 24.13 0 1899.93982 2 950.4765015 3.108445659 0.00295293 58.18789612IMGGSGTETTLEK 6 216548085 2xTMT6plex [N-Term; K13]; 1xOxidation [M2] 0.907 0.817 0.695 3.106817722 49.86 0 1797.966836 2 899.4866943 -0.402848434 -0.000362154 36.17688538KISSELEMLR 2 216548085 2xTMT6plex [N-Term; K1] 1.456 3.480946064 18.56 1 1663.981698 3 555.3309937 -1.9655222 -0.001090198 58.3685902SHSAPSEVGFSDAR 2 216548085 1xTMT6plex [N-Term] 1.198 5.155542374 28.51 0 1675.823728 3 559.2785034 -1.653614307 -0.000923722 37.82116885HFESLEEELKK 3 216548085 3xTMT6plex [N-Term; K10; K11] 0.98 1.122 3.808565617 6.79 1 2076.194417 3 692.7353516 -1.404354272 -0.000971904 54.02891989LEEEENLTR 4 216548085 1xTMT6plex [N-Term] 0.964 0.603 3.30603838 33.85 0 1361.71099 2 681.3615723 3.582229479 0.002438981 32.15647639EKLEEEENLTR 2 216548085 2xTMT6plex [N-Term; K2] 100 2.57256341 26.4 1 1848.011478 2 924.5078735 -1.627408554 -0.001503735 34.77568744GTSKPGTESGLK 6 216548085 3xTMT6plex [N-Term; K4; K12] 0.89 0.802 1.003 3.634777308 15.52 0 1849.099789 3 617.0372314 -1.431763758 -0.000882491 27.84684561SCLFEQGTR 6 216548085 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.108 1.548 1.086 2.695166588 21.6 0 1326.667351 2 663.8375854 0.409197103 0.000271434 33.47849038RLDELEEATK 2 216548085 2xTMT6plex [N-Term; K10] 0.951 4.06053257 22.04 1 1661.947421 3 554.6533813 -1.101374814 -0.000610142 41.56539994DRPETVVSR 6 216548085 1xTMT6plex [N-Term] 1.05 1.122 1.13 4.549815655 35.41 0 1287.721829 3 429.9120789 -0.11350878 -4.87E-05 16.90384979KGGLDYLK 2 216548085 3xTMT6plex [N-Term; K1; K8] 1.297 2.226054907 8.11 1 1580.99789 3 527.6708374 0.043692045 2.30E-05 47.15086604TFSDTTHGSVPSDPLGR 3 216548085 1xTMT6plex [N-Term] 0.302 0.504 3.482704401 5.31 0 2003.003149 3 668.3395996 0.54750694 0.000365553 42.85793317LEEAFSR 6 216548085 1xTMT6plex [N-Term] 0.874 1.102 1.139 2.701676369 34.37 0 1080.58869 2 540.7981567 0.320821943 0.000173338 39.08235846GGLDYLK 2 216548085 2xTMT6plex [N-Term; K7] 0.913 2.599078417 26.73 0 1223.739995 2 612.3734741 -0.264188319 -0.000161649 47.24960074QVSSPSFTNR 2 216548085 1xTMT6plex [N-Term] 0.526 3.068715811 21.82 0 1351.716744 2 676.3625488 0.796724798 0.000538473 28.6738931516117796 RPL36 60S ribosomal protein L36 25873 NP_378669.1 29.52380952 1 4 4 89 105 12.246 11.59 1 0.95 0.93 0.96 Significant 0.00047 EELSNVLAAMR 20 16117796 1xTMT6plex [N-Term] 0.766 0.799 0.849 4.585017681 61.58 0 1461.79328 2 731.4002686 -0.013217071 -9.66E-06 71.61309951EVCGFAPYER 24 16117796 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.131 0.961 1.021 4.036425591 42.34 0 1456.709216 2 728.8581543 -0.126460551 -9.21E-05 39.75075394REELSNVLAAMR 2 16117796 1xTMT6plex [N-Term] 0.616 5.152678013 31.18 1 1617.894391 3 539.9700317 0.71153893 0.000383732 58.01500742YPMAVGLNK 30 16117796 2xTMT6plex [N-Term; K9] 1.026 0.995 0.994 3.324450254 48.91 0 1450.849228 2 725.9277954 -0.629651703 -0.000456765 56.01546817YPMAVGLNK 3 16117796 2xTMT6plex [N-Term; K9]; 1xOxidation [M3] 1.019 2.102958441 33.74 0 1466.844143 2 725.9277954 -0.629651703 -0.000456765 56.01546817EELSNVLAAMR 10 16117796 1xTMT6plex [N-Term]; 1xOxidation [M10] 0.913 0.706 0.768 2.982336283 46.13 0 1477.788195 2 731.4002686 -0.013217071 -9.66E-06 71.61309951

16905526 DAP3 28S ribosomal protein S29, mitochondrial isoform 1 7818 NP_387506.1 38.19095477 1 13 13 86 398 45.538 8.88 1.05 1.02 1.06 1.04 Significant 0.000133 SPIAPEELALVHNLR 4 16905526 1xTMT6plex [N-Term] 1.148 0.86 5.446421146 42.72 0 1888.085363 3 630.032959 -0.550201223 -0.000346276 71.25217981EDKSPIAPEELALVHNLR 6 16905526 2xTMT6plex [N-Term; K3] 1.165 1.063 1.187 7.048256874 41.86 1 2489.412793 4 623.1084595 -0.315511906 -0.00019636 66.95711552FDQPLEASTWLK 12 16905526 2xTMT6plex [N-Term; K12] 0.993 1.001 1.024 4.489910126 63.9 0 1893.052221 2 947.0288696 -0.928644318 -0.000878986 78.71195625NDWHGGAIVSALSQTGSLFKPR 6 16905526 2xTMT6plex [N-Term; K20] 1.489 1.323 1.179 7.139118671 30.26 0 2799.530617 4 700.6383667 0.364292095 0.000254962 80.37990935
EFESCIQYYLENNWLQHEK 4 16905526 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C5] 0.882 0.693 3.813906431 31.73 0 2988.460214 4 747.871582 1.4335794 0.001071049 94.2429774

NATDAVGIVLK 8 16905526 2xTMT6plex [N-Term; K11] 0.862 1.035 1.002 4.784704685 60.7 0 1558.956864 2 779.9823608 0.372858096 0.000290635 62.56863309GSPLGEVVEQGITR 6 16905526 1xTMT6plex [N-Term] 1.006 0.968 1.007 4.77180481 73.89 0 1670.927465 2 835.9667969 -0.686941847 -0.000573915 59.61400514KPALELLHYLK 8 16905526 3xTMT6plex [N-Term; K1; K11] 0.967 1.009 1.178 4.321395397 21.24 0 2012.28753 4 503.8275757 0.468652894 0.000235766 86.13393798NTSFAYPAIR 6 16905526 1xTMT6plex [N-Term] 0.875 0.851 0.979 3.579618931 27.65 0 1368.747316 2 684.8779907 1.014683497 0.000694423 47.08774769DLLQSSYNK 6 16905526 2xTMT6plex [N-Term; K9] 1.109 1.096 1.013 3.764967918 43.05 0 1525.862629 2 763.4347534 -0.261389233 -0.000199422 45.90353338KAYLPQELLGK 2 16905526 3xTMT6plex [N-Term; K1; K11] 1.039 4.451719284 17.46 1 1947.224595 3 649.7468872 0.777101469 0.000504397 68.32353435TNENDPAK 6 16905526 2xTMT6plex [N-Term; K8] 0.937 0.882 1.071 2.519151449 32.18 0 1346.731615 2 673.8692017 -0.362544164 -0.000244125 18.69768639YLLYGEK 12 16905526 2xTMT6plex [N-Term; K7] 1.096 0.986 0.883 3.059451818 21.57 0 1343.79751 2 672.4016113 -1.163660253 -0.000781862 62.270699
16418349 MMAB cob(I)yrinic acid a,c-diamide adenosyltransferase, mitochondrial precursor 326625 NP_443077.1 30.4 1 6 6 38 250 27.371 8.6 0.93 0.93 0.92 0.93 Significant 0.0000129

VVPLVQMGETDANVAK 2 16418349 2xTMT6plex [N-Term; K16] 0.88 4.42748785 42.8 0 2129.204046 3 710.4060059 -0.273389427 -0.000194034 71.82906838AGPILELEQWIDK 12 16418349 2xTMT6plex [N-Term; K13] 0.696 0.802 0.683 3.595464706 33.62 0 1970.136285 3 657.3832397 -0.567753473 -0.000372851 108.6950981GHTFAEELQK 6 16418349 2xTMT6plex [N-Term; K10] 0.958 0.864 0.954 4.991803646 39.62 0 1617.900077 3 539.9714355 -0.200129402 -0.00010793 38.44582619LSDYLFTLAR 12 16418349 1xTMT6plex [N-Term] 0.973 0.958 0.993 4.046657085 45.51 0 1427.809582 2 714.4104004 2.761090345 0.001971156 88.95823051YTSQLPPLTAFILPSGGK 2 16418349 2xTMT6plex [N-Term; K18] 1.099 2.581911564 0.61 0 2348.36299 3 783.4594116 0.294576811 0.000230591 104.9198524



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

ISSALHFCR 4 16418349 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.079 1.079 3.670776367 23.42 0 1319.709157 3 440.5744324 -0.312819576 -0.00013761 42.45590218
31543415 GADD45GIP1 growth arrest and DNA damage-inducible proteins-interacting protein 1 90480 NP_443082.2 57.65765766 1 10 10 84 222 25.368 10.02 1.16 1.08 1.05 1.1 Significant 0.000895

AAALAAAVAQDPAASGAPSS 4 31543415 1xTMT6plex [N-Term] 1.016 0.997 4.229801178 53.69 0 1926.012985 3 642.6757813 -0.101167542 -6.50E-05 56.89662061LQAEAQELLGYQVDPR 18 31543415 1xTMT6plex [N-Term] 1.312 1.086 1.176 5.127770424 64.64 0 2059.102135 2 1030.054199 -0.491895221 -0.000506431 74.87615688EWYPSLATMQESLR 12 31543415 1xTMT6plex [N-Term] 1.237 1.071 0.931 4.530950069 53.58 0 1939.978514 2 970.4920654 -0.855654128 -0.000829975 77.85706468EWYPSLATMQESLR 2 31543415 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.071 2.288716555 33.7 0 1955.973429 2 970.4920654 -0.855654128 -0.000829975 77.85706468YGAASGVVPGSLWPSPEQLR 6 31543415 1xTMT6plex [N-Term] 0.679 0.01 100 3.230543137 35.09 0 2300.223647 2 1150.617188 1.500571479 0.001725825 77.93289257FQELLQDLEK 18 31543415 2xTMT6plex [N-Term; K10] 1.23 1.198 1.037 3.731492519 55 0 1720.988558 2 860.9973145 -0.700460061 -0.000602742 95.87254999
EQHIAECMAK 4 31543415 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.098 1.054 3.782228708 27.19 0 1674.870768 3 558.9609985 -1.388539686 -0.000775208 28.71273688WPDPEDLLTPR 6 31543415 1xTMT6plex [N-Term] 0.902 1.037 1.312 3.369072676 28.31 0 1567.831774 2 784.4185791 -1.206881316 -0.000946093 75.79641849MPQMIVNWQQQQR 2 31543415 1xTMT6plex [N-Term]; 2xOxidation [M1; M4] 0.803 1.78897357 35.84 0 1947.973052 2 974.4902954 0.134350068 0.000130855 40.46652004ELEAEER 6 31543415 1xTMT6plex [N-Term] 0.981 1.174 1.041 3.074579239 33.9 0 1104.573434 2 552.7903442 -0.020028942 -1.11E-05 19.13766056QLAEEQK 6 31543415 2xTMT6plex [N-Term; K7] 1.182 0.851 0.873 3.05412221 25.61 0 1303.762187 2 652.3838501 -1.352443494 -0.000881632 24.8956668516418361 RFT1 protein RFT1 homolog 91869 NP_443091.1 4.621072089 1 3 3 11 541 60.296 8.85 1.24 0.88 1.2 1.11 Significant 0.0104 ITDLLPNITR 6 16418361 1xTMT6plex [N-Term] 1.332 0.781 1.2 3.656276226 27.65 0 1384.836131 2 692.9212646 -0.634200037 -0.000439132 74.12366751LTWSFFK 2 16418361 2xTMT6plex [N-Term; K7] 1.352 2.512590647 14.51 0 1386.81858 2 693.9122314 -1.00468756 -0.00069666 87.77389887LQTLPVSR 3 16418361 1xTMT6plex [N-Term] 1.163 0.957 2.690068245 4.6 0 1142.709474 2 571.8574829 -1.56190154 -0.0008924 41.6451442157057543 SNX18 sorting nexin-18 isoform b 112574 NP_443102.2 10.98726115 1 5 5 26 628 68.851 5.68 1.33 1.38 1.24 1.32 Significant 0.000966 SGGEAFVLGEASGFVK 4 157057543 2xTMT6plex [N-Term; K16] 1.691 1.324 4.636677265 43.57 0 2013.105713 3 671.7062378 -0.771206939 -0.000517507 73.68991571GLFPASYVQVIR 2 157057543 1xTMT6plex [N-Term] 1.023 4.137666702 43.96 0 1578.920529 2 789.963562 -0.431837163 -0.000340918 75.85659995APEPGPAGDGGPGAPAR 6 157057543 1xTMT6plex [N-Term] 1.534 1.46 1.048 3.712256193 54.33 0 1702.871013 2 851.9376221 -1.788273658 -0.0015226 22.43456838FPVISVPHLPEK 6 157057543 2xTMT6plex [N-Term; K12] 1.506 1.23 1.308 3.595293999 20.22 0 1821.103862 3 607.7056885 -0.741391164 -0.00045005 79.45314178LVPTHTQVPVHR 8 157057543 1xTMT6plex [N-Term] 1.219 1.784 1.208 3.472864151 11.45 0 1612.948475 4 403.9928894 0.776489272 0.000313109 33.6421578216418381 VPS26B vacuolar protein sorting-associated protein 26B 112936 NP_443107.1 18.1547619 1 4 5 22 336 39.13 7.36 0.98 1.03 1.09 1.04 Significant 0.000946 ETTGTGPNVYHENDTIAK 4 16418381 2xTMT6plex [N-Term; K18] 0.994 1.099 4.110106945 46.13 0 2405.234889 3 802.4158325 -0.808379013 -0.000648114 34.33541466FEGTTSLGEVR 6 16418381 1xTMT6plex [N-Term] 0.957 0.894 0.93 4.104572296 42.67 0 1424.758274 2 712.8823853 -0.547890966 -0.000390306 44.2337174YFLFYDGETVSGK 4 16418381 2xTMT6plex [N-Term; K13] 1.341 1.991 3.687221289 43.35 0 1984.046801 2 992.5237427 -3.322556925 -0.003296054 79.13322144SMSHQAAIASQR 4 16418381 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.021 1.065 2.779253006 15.82 0 1531.784841 3 511.2664185 -0.090501552 -4.62E-05 15.03129386IYFLLVR 4 16418381 1xTMT6plex [N-Term] 0.433 0.276 2.523810863 18.48 0 1152.734232 2 576.8701782 -0.999740144 -0.000576217 87.4149163316418383 NACC1 nucleus accumbens-associated protein 1 112939 NP_443108.1 17.64705882 1 6 6 25 527 57.222 5.74 1.42 1.26 1.1 1.26 Significant 0.00533 QDLASLPAELINQIGNR 6 16418383 1xTMT6plex [N-Term] 1.335 1.357 1.222 5.6008358 49.02 0 2081.155233 3 694.390686 1.091699184 0.000757332 94.69218941VEALPEQVAPESR 6 16418383 1xTMT6plex [N-Term] 1.288 1.062 1.223 4.457141399 51.21 0 1653.900916 2 827.4545898 0.596890352 0.000493599 44.71000021AQLMNCHVSAGTR 4 16418383 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.442 0.882 4.628782272 25.75 0 1673.84131 3 558.6178589 -1.365870128 -0.000762083 26.86561173

LQGLYCDVSVVVK 2 16418383 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C6] 1.776 3.323126078 24.92 0 1938.113441 3 646.7091064 -0.348206688 -0.000224955 79.3710998LLASFFDR 6 16418383 1xTMT6plex [N-Term] 1.217 1.315 1.239 2.981044769 25.09 0 1197.682925 2 599.3446655 -0.726799468 -0.000435238 83.34039371IEPDMMGVEHGFETASHEGEAGPSAEALQ 1 16418383 1xTMT6plex [N-Term] 0.614 2.226713181 0 3255.477173 3 1085.831177 0.554273104 0.000601474 67.04981397156616297 TUBGCP5 gamma-tubulin complex component 5 isoform a 114791 NP_443135.3 3.80859375 1 2 2 8 1024 118.246 5.9 1.37 1.01 1.09 1.15 Significant 0.00879 LTEEFLNAPLPSIK 6 156616297 2xTMT6plex [N-Term; K14] 1.366 1.012 1.054 3.801471472 31.7 0 2030.193799 3 677.4036865 1.333340843 0.000902313 88.54139404LQEFIDEVMGHSSESMLPGSGSVPK 2 156616297 2xTMT6plex [N-Term; K25] 100 3.029044151 3.19 0 3119.579342 3 1040.531982 0.657635341 0.000683849 107.322858652485606 FMNL2 formin-like protein 2 114793 NP_443137.2 11.996337 1 8 13 50 1092 124.029 7.66 1.14 1.24 1.22 1.2 Significant 0.000648 AQGPAIDLSSSK 6 52485606 2xTMT6plex [N-Term; K12] 1.026 1.102 1.074 4.168089867 58.27 0 1631.936857 2 816.4723511 0.34864611 0.000284484 44.10530354TTPPSVFFPVFVR 6 52485606 1xTMT6plex [N-Term] 1.169 1.482 1.314 4.167842388 33.68 0 1722.978044 2 861.9907837 -2.178389446 -0.001876659 95.06687606AAAVSLENVLLDVK 2 52485606 2xTMT6plex [N-Term; K14] 1.389 4.631464005 38.49 0 1900.151935 3 634.0554199 -0.120034809 -7.60E-05 97.66276905IAQDAFDDVVK 8 52485606 2xTMT6plex [N-Term; K11] 1.056 1.09 1.213 3.884771585 49.03 0 1678.941608 2 839.9729004 -1.836531262 -0.001541714 64.28901853VEELEENISHLSEK 4 52485606 2xTMT6plex [N-Term; K14] 1.155 3.935168982 26.05 0 2114.138135 3 705.3810425 -4.522253506 -0.00318689 69.56562685LQSLDLLLDTK 6 52485606 2xTMT6plex [N-Term; K11] 1.47 1.416 1.301 2.921298265 27.1 0 1717.051158 3 573.0215454 -0.626090566 -0.000358343 95.24537857EFLNEENK 2 52485606 2xTMT6plex [N-Term; K8] 1.517 3.362267256 31.67 0 1480.80478 2 740.9049683 -1.431617855 -0.001059973 40.240392AIHVFDLK 8 52485606 2xTMT6plex [N-Term; K8] 1.09 1.097 1.244 3.294960499 33.88 0 1400.866592 3 467.6268311 -0.465751658 -0.000217485 56.25180005GAVYGFK 2 52485606 2xTMT6plex [N-Term; K7] 1.336 2.403435707 35.36 0 1199.718866 2 600.3632202 0.248566307 0.000149105 42.51180325AHNVPLK 2 52485606 2xTMT6plex [N-Term; K7] 1.059 2.576882362 14.63 0 1236.782863 3 412.9320984 -0.906298121 -0.000373631 27.79820163YFGENPK 2 52485606 2xTMT6plex [N-Term; K7] 1.157 2.829944611 18.35 0 1312.730158 2 656.8691406 0.644565065 0.00042307 37.2821754QAEEENELR 1 52485606 1xTMT6plex [N-Term] 1.503 2.568896532 0 1346.674939 2 673.8403931 -1.061345352 -0.000714644 18.40490739KWELICDQER 1 52485606 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C6] 1.038 3.187821388 1 1834.988575 3 612.3340454 -0.540526271 -0.00033062 50.06268884
16418441 DNTTIP1 deoxynucleotidyltransferase terminal-interacting protein 1 116092 NP_443183.1 20.97264438 1 5 5 19 329 36.99 8.97 0.99 1.14 0.96 1.03 Significant 0.00291

AVLQPSINEEIQTVFNK 7 16418441 2xTMT6plex [N-Term; K17] 0.834 1.242 0.648 4.331035614 52.46 0 2388.353882 3 796.789978 0.627709337 0.000499731 90.07114017GGLELGDAGAAGQLVLTNPWNIMIK 2 16418441 2xTMT6plex [N-Term; K25] 0.891 7.009003639 54.1 0 2996.664333 3 999.5615234 1.896709764 0.001894601 109.6745588LTHELPGIK 6 16418441 2xTMT6plex [N-Term; K9] 1.144 1.14 1.241 3.690766096 21.26 0 1465.914271 3 489.3093262 -0.576782962 -0.000281838 50.29189078YAADPQDK 3 16418441 2xTMT6plex [N-Term; K8] 0.975 1.093 3.297959328 16.01 0 1365.741451 2 683.374939 0.841981977 0.000574965 23.93681457GATGDAEQPR 1 16418441 1xTMT6plex [N-Term] 1.029 9.52 0 1230.627595 2 615.8171387 -0.482710003 -0.000297018 15.6993021916757970 FAM129A protein Niban 116496 NP_443198.1 25.32327586 1 19 19 104 928 103.07 4.78 0.78 0.75 0.85 0.79 Significant 0.00139 VLTSEDEYNLLSDR 8 16757970 1xTMT6plex [N-Term] 1.202 0.811 0.882 4.579488277 64.37 0 1882.959553 2 941.9833984 -0.017283961 -1.63E-05 61.19120941GESLSLPGPSPPPDGTEQVIISR 6 16757970 1xTMT6plex [N-Term] 0.985 0.889 0.92 5.14050436 35.57 0 2562.361262 3 854.7904053 -1.795070724 -0.001533207 62.98940272IFQEALVQITLPTVQK 10 16757970 2xTMT6plex [N-Term; K16] 0.855 0.747 0.787 4.670301914 38.53 0 2286.383725 3 762.8006592 1.617833884 0.001232996 103.0470359NDYAVESYENK 6 16757970 2xTMT6plex [N-Term; K11] 0.862 0.899 1.113 4.446793079 52.38 0 1789.900865 2 895.4553833 1.466607237 0.001312541 37.65025587EVNEVSQNFQTTK 12 16757970 2xTMT6plex [N-Term; K13] 0.818 0.773 1.009 4.597336769 51.97 0 1982.059491 2 991.5327148 -0.674870006 -0.000668816 41.80312763
IHECQWVVEDAPNPDVLLSHKDDVK 2 16757970 3xTMT6plex [N-Term; K21; K25]; 1xCarbamidomethyl [C4] 0.863 8.170305252 23.01 1 3630.919328 5 726.9894409 -0.338685618 -0.000245948 71.17435249

ENTQPFVVLPK 8 16757970 2xTMT6plex [N-Term; K11] 0.713 0.752 0.815 3.584543705 42.33 0 1730.025278 2 865.512146 -4.775819128 -0.004131144 65.19796272QYDYDSSTIR 6 16757970 1xTMT6plex [N-Term] 0.482 0.484 0.511 3.943301201 22.33 0 1476.716804 2 738.8618164 -0.302960933 -0.000223694 26.75590071FPHIDLVVQR 6 16757970 1xTMT6plex [N-Term] 0.737 0.825 0.794 4.178241253 40.13 0 1452.85245 3 484.9559631 0.610119973 0.000295471 61.82393743ALASTCKPELQK 4 16757970 3xTMT6plex [N-Term; K7; K12]; 1xCarbamidomethyl [C6] 0.859 0.95 3.902981043 11.99 0 2033.203208 4 509.056427 0.329567556 0.000167519 44.02608697
LMNLPLHSVK 6 16757970 2xTMT6plex [N-Term; K10] 0.63 0.561 0.635 2.840635061 26.91 0 1609.98639 3 537.3338623 0.399894103 0.000214608 63.32297567SDMDQIVNSK 2 16757970 2xTMT6plex [N-Term; K10] 0.875 2.680455208 45.72 0 1594.851078 2 797.9268188 -2.957627049 -0.002358487 43.98352147GKTEAAIK 5 16757970 3xTMT6plex [N-Term; K2; K8] 1.443 1.128 1.373 2.937155485 9.56 1 1504.96659 3 502.3267212 -0.650802342 -0.000326479 29.64991815AMVAQPAEK 6 16757970 2xTMT6plex [N-Term; K9]; 1xOxidation [M2] 0.904 1.052 0.791 2.714315653 29.62 0 1418.807757 2 709.9060059 -2.130035753 -0.001511056 25.89057318DLTSQFLK 2 16757970 2xTMT6plex [N-Term; K8] 0.587 2.235043049 7.78 0 1409.840437 2 705.423584 -0.387129802 -0.000272896 59.43811193

MEPCYTK 8 16757970 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 0.738 0.757 1.052 2.650479794 18.52 0 1386.716165 2 693.861084 -0.91845129 -0.000636816 34.5052308
ILPAGGK 2 16757970 2xTMT6plex [N-Term; K7] 1.018 2.024599552 18.12 0 1113.739601 2 557.3728638 -1.032683884 -0.00057507 56.52691304TKPPLAPGTILYEAELSQFSEDIK 1 16757970 3xTMT6plex [N-Term; K2; K24] 100 2.387049675 0 3334.875321 3 1112.299072 2.201814512 0.002447592 101.2523822TEVEQQR 4 16757970 1xTMT6plex [N-Term] 0.568 0.728 2.244071245 13.91 0 1118.600317 2 559.8035889 -0.372184433 -0.000208163 16.0595798716579828 ZFP91 E3 ubiquitin-protein ligase ZFP91 isoform 1 80829 NP_444251.1 13.15789474 1 5 5 15 570 63.406 7.36 1.02 1.13 1.14 1.1 Significant 0.00123 AAPEEPQQRPPEAVAAAPAGTTSSR 6 16579828 1xTMT6plex [N-Term] 1.072 1.125 1.045 5.981123924 26.79 0 2718.400836 3 906.8063354 1.330777863 0.001205863 29.74283163AAAAAAAAAVSR 2 16579828 1xTMT6plex [N-Term] 1.126 4.219846249 49.8 0 1229.71635 2 615.3619385 0.203382776 0.000125052 31.6185375PGETEEPRPPEQQDQEGGEAAK 1 16579828 2xTMT6plex [N-Term; K22] 100 17.27 0 2837.395365 3 946.4696045 -0.389280765 -0.000368181 28.39078093VSLMADGK 4 16579828 2xTMT6plex [N-Term; K8] 0.929 1.076 2.941414356 22.4 0 1278.749179 2 639.8782959 0.106202903 6.79E-05 46.49486245ASLNWHMK 2 16579828 2xTMT6plex [N-Term; K8] 1.124 2.002919674 14.18 0 1444.813511 3 482.2763367 0.654624115 0.00031527 47.1324390816753215 PFN2 profilin-2 isoform a 5217 NP_444252.1 27.14285714 1 1 3 42 140 15.036 6.99 0.64 0.73 0.71 0.69 Significant 0.00155 SQGGEPTYNVAVGR 16 16753215 1xTMT6plex [N-Term] 0.928 0.922 1.122 5.20318079 62.37 0 1663.860114 2 832.4332886 -0.488719908 -0.000406581 29.68631412DSLYVDGDCTMDIR 20 16753215 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.966 1.253 0.927 5.354458332 56.63 0 1888.86183 2 944.9345703 0.018145848 1.71E-05 50.90405864EGVHGGGLNK 6 16753215 2xTMT6plex [N-Term; K10] 0.637 0.725 0.712 4.559235096 32.39 0 1425.821433 3 475.9454651 0.286847751 0.000136331 22.5709788716596694 MRPL53 39S ribosomal protein L53, mitochondrial 116540 NP_444278.1 63.39285714 1 6 6 39 112 12.099 8.76 1.04 1.06 1.02 1.04 Significant 0.000123 DAAGSGDKPGADTGR 6 16596694 2xTMT6plex [N-Term; K8] 1.155 1.182 1.089 4.493256569 21.11 0 1832.950275 3 611.6546631 -0.457536791 -0.000279547 17.7785128STNLNCSVIADVR 4 16596694 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.686 0.689 4.180579185 63.74 0 1677.879135 2 839.444397 1.419914738 0.001191223 48.34693141GAHLTALEMLTAFASHIR 6 16596694 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.842 1.222 100 7.503824711 47.93 0 2184.179674 4 542.8014526 -0.358937642 -0.000194561 103.5000871GAHLTALEMLTAFASHIR 4 16596694 1xTMT6plex [N-Term] 100 1.397 6.527375698 51.28 0 2168.184759 4 542.8014526 -0.358937642 -0.000194561 103.5000871TFLQTVSSEK 8 16596694 2xTMT6plex [N-Term; K10] 1.04 1.246 0.97 4.654449463 53.88 0 1597.920144 2 799.4633789 -0.414731301 -0.000331354 54.52693027

VQFCPFEK 6 16596694 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.208 1.145 1.005 3.56692338 26.75 0 1512.828493 2 756.9177856 -0.130821794 -9.90E-05 61.76793352
LGLRPVK 5 16596694 2xTMT6plex [N-Term; K7] 0.943 0.947 1.031 2.27773881 8.98 0 1240.850548 3 414.2889709 1.459597048 0.000603714 40.5604648976159293 THEM4 acyl-coenzyme A thioesterase THEM4 117145 NP_444283.2 10.41666667 1 3 3 12 240 27.112 8.28 0.77 0.9 0.94 0.87 Significant 0.00346 TPTEWIQDFK 6 76159293 2xTMT6plex [N-Term; K10] 0.973 0.95 0.753 3.236426592 21.99 0 1722.946693 2 861.9726563 -5.024595384 -0.004328555 82.32237742LLFDQFMK 4 76159293 2xTMT6plex [N-Term; K8] 0.88 1.241 3.18598628 24.64 0 1499.869629 2 750.4416504 4.263931429 0.003197671 88.71733616THFLDPK 2 76159293 2xTMT6plex [N-Term; K7] 0.732 1.951624155 4.26 0 1315.777443 3 439.2637939 -0.466989357 -0.000204818 38.1138632916933537 GLMN glomulin isoform 1 11146 NP_444504.1 10.1010101 1 5 5 18 594 68.165 5.33 1.02 1.12 1.11 1.08 Significant 0.00086 GLELLENSLLR 4 16933537 1xTMT6plex [N-Term] 0.928 1.197 4.189564705 60.54 0 1485.883809 2 743.4456787 0.182687148 0.000135726 87.64871589IEDNSLLYQYLEIK 2 16933537 2xTMT6plex [N-Term; K14] 0.916 3.887699127 15.12 0 2199.231307 3 733.7487793 0.217189808 0.000159217 94.48733171STSEENIGIK 8 16933537 2xTMT6plex [N-Term; K10] 1.271 0.977 1.271 3.231012583 37.07 0 1535.868108 2 768.4367065 -1.283869397 -0.000985927 35.72991683ALIEFTKPFVEEVIDNK 2 16933537 3xTMT6plex [N-Term; K7; K17] 0.808 1.876922607 0.77 0 2679.557616 3 893.8569946 -0.442305579 -0.000395061 110.7931495TEESVISK 2 16933537 2xTMT6plex [N-Term; K8] 0.922 2.824274063 25.38 0 1350.788067 2 675.8990479 2.0372501 0.001375947 33.684437316933546 RPLP0 60S acidic ribosomal protein P0 6175 NP_444505.1 49.84227129 1 13 13 273 317 34.252 5.97 1.08 1.09 1.11 1.09 Significant 0.0000651 GTIEILSDVQLIK 42 16933546 2xTMT6plex [N-Term; K13] 1.062 1.11 1.125 5.141489029 91.12 0 1887.156686 2 944.0820313 0.053122245 5.01E-05 92.69836459TSFFQALGITTK 28 16933546 2xTMT6plex [N-Term; K12] 1.203 1.24 1.261 5.299983501 84.55 0 1772.035842 2 886.5200806 -1.669157653 -0.001478904 88.07237793

CFIVGADNVGSK 12 16933546 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C1] 1.174 1.156 1.11 4.079180717 52.89 0 1724.940562 2 862.9735718 -0.402985081 -0.000347563 53.45351739
VLALSVETDYTFPLAEK 4 16933546 2xTMT6plex [N-Term; K17] 1.204 1.199 4.804831982 31.59 0 2354.325936 3 785.4458008 -1.310985112 -0.001028829 95.46631199

AGAIAPCEVTVPAQNTGLGPEK 30 16933546 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C7] 0.978 0.916 0.854 4.868206978 63.3 0 2638.427457 3 880.1477051 0.418626016 0.000368171 59.85333341
AFLADPSAFVAAAPVAAATTAAPAAAAAPAK 42 16933546 2xTMT6plex [N-Term; K31] 1.044 1.062 1.038 7.476308823 69.01 0 3210.792705 4 803.4576416 4.993080439 0.004007937 97.50480931GHLENNPALEK 39 16933546 2xTMT6plex [N-Term; K11] 1.063 1.062 0.984 5.407774448 64.11 0 1679.94809 2 840.4777222 0.046284726 3.89E-05 30.94317677IIQLLDDYPK 31 16933546 2xTMT6plex [N-Term; K10] 1.097 1.062 1.171 4.003603458 52.35 0 1676.00348 2 838.5012207 -4.961095756 -0.004157407 87.21674262GNVGFVFTKEDLTEIRDMLLANK 3 16933546 3xTMT6plex [N-Term; K9; K23] 0.652 0.577 3.763225317 0.5 2 3297.848395 4 825.2144165 -3.808072074 -0.003139611 111.2659849GNVGFVFTK 24 16933546 2xTMT6plex [N-Term; K9] 1.002 1.132 1.165 4.309907436 53.56 0 1426.845857 2 713.9266357 0.096684848 6.90E-05 62.58670271AVVLMGK 4 16933546 2xTMT6plex [N-Term; K7] 1.312 0.949 2.415783882 35.86 0 1175.758622 2 588.3833618 0.701736562 0.000412536 114.0613955EDLTEIR 6 16933546 1xTMT6plex [N-Term] 1.122 1.108 1.086 3.098694563 30.93 0 1104.609819 2 552.8083496 -0.359313527 -0.000198451 29.69793749DMLLANK 8 16933546 2xTMT6plex [N-Term; K7]; 1xOxidation [M2] 1.02 1.008 1.912394643 17.58 0 1278.74918 2 639.87854 0.487732962 0.000311844 37.1383797916950633 ASS1 argininosuccinate synthase 445 NP_446464.1 15.29126214 1 5 5 22 412 46.501 8.02 0.44 0.43 0.47 0.44 Significant 0.000723 EQGYDVIAYLANIGQK 4 16950633 2xTMT6plex [N-Term; K16] 0.438 0.414 4.212174416 19.09 0 2240.232704 3 747.4151611 -0.791797905 -0.000591271 96.77035057FAELVYTGFWHSPECEFVR 4 16950633 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.895 1.322 3.87252903 9.46 0 2603.259046 3 868.4228516 -1.937868038 -0.001681591 94.13918143

FELSCYSLAPQIK 8 16950633 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 0.306 0.366 0.455 3.552651405 24.3 0 2014.108356 3 672.039856 -1.658763242 -0.001113643 78.17453243
KQVEIAQR 4 16950633 2xTMT6plex [N-Term; K1] 0.521 0.49 3.017320156 9.04 1 1429.889119 3 477.3000183 -2.529551636 -0.001205659 24.17116299EDFEEAR 2 16950633 1xTMT6plex [N-Term] 0.599 2.276935101 11.7 0 1124.542134 2 562.7745972 -0.192206282 -0.000108072 22.2042868717149836 FKBP1A peptidyl-prolyl cis-trans isomerase FKBP1A isoform a 2280 NP_463460.1 39.81481481 1 3 3 52 108 11.943 8.16 0.61 0.57 0.69 0.62 Significant 0.00319 GVQVETISPGDGR 8 17149836 1xTMT6plex [N-Term] 0.562 0.571 0.703 72.97 0 1543.827751 2 772.4165649 -1.229222098 -0.000948854 35.25571766GQTCVVHYTGMLEDGK 6 17149836 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C4] 0.763 0.641 0.585 4.589870453 32.13 0 2253.140795 3 751.7171021 -1.793770574 -0.001347206 50.60932096GWEEGVAQMSVGQR 34 17149836 1xTMT6plex [N-Term] 0.634 0.551 0.66 5.488286495 79.79 0 1762.874384 2 881.9401855 -0.731229781 -0.000644533 59.35577806GWEEGVAQMSVGQR 4 17149836 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.569 1.659 3.036944389 63.54 0 1778.869299 2 881.9401855 -0.731229781 -0.000644533 59.35577806

16905517 SRSF10 serine/arginine-rich splicing factor 10 isoform 2 10772 NP_473357.1 19.08396947 1 6 6 42 262 31.282 11.27 1.11 1.11 1.09 1.1 Significant 0.0000365 YGPIVDVYVPLDFYTR 10 16905517 1xTMT6plex [N-Term] 1.214 0.994 1.305 4.622040749 45.57 0 2146.142209 3 716.0518799 -0.522906431 -0.000374077 99.11686161GFAYVQFEDVRDAEDALHNLDR 4 16905517 1xTMT6plex [N-Term] 1.344 1.456 6.188846111 32.98 1 2809.374286 4 703.0977783 -1.780830263 -0.001250755 81.48944319GFAYVQFEDVR 8 16905517 1xTMT6plex [N-Term] 1.414 1.184 1.253 4.231762886 52.31 0 1559.805559 2 780.3988647 -9.684654427 -0.007553089 61.13726598DAEDALHNLDR 10 16905517 1xTMT6plex [N-Term] 0.98 1.012 1.004 4.173462868 48.51 0 1497.749501 3 499.9212341 -0.234703748 -0.000117176 35.23491242QIEIQFAQGDR 6 16905517 1xTMT6plex [N-Term] 1.162 1.212 1.005 4.119831562 36.96 0 1533.822272 2 767.4138184 -1.246305576 -0.000955806 51.27999194DAEDALHNLDRK 4 16905517 2xTMT6plex [N-Term; K12] 1.225 1.108 2.957457781 11.11 1 1855.007396 4 464.506012 -2.791179404 -0.001294415 37.62222393
16905520 GOSR2 Golgi SNAP receptor complex member 2 isoform B 9570 NP_473363.1 24.41314554 1 3 3 20 213 24.568 8.47 1.02 1.07 1.32 1.14 Significant 0.0066

QSVHIVENEIQASIDQIFSR 10 16905520 1xTMT6plex [N-Term] 1.191 0.89 1.451 5.881551743 49.63 0 2542.346281 3 848.1193848 -1.054074791 -0.000893274 106.2865867TFTTNDSDTTIPMDESLQFNSSLQK 4 16905520 2xTMT6plex [N-Term; K25] 0.626 100 4.469714165 52.52 0 3278.613873 3 1093.541626 -1.082298938 -0.001182813 74.04352764LEILSSK 6 16905520 2xTMT6plex [N-Term; K7] 0.976 1.138 0.898 2.700602531 31.07 0 1247.79751 2 624.4014282 -1.546672976 -0.000964967 58.90476377
17149844 FKBP2 peptidyl-prolyl cis-trans isomerase FKBP2 precursor 2286 NP_476433.1 57.74647887 1 6 6 60 142 15.639 9.13 1.03 1.02 1 1.02 Significant 0.0000752

GWDQGLLGMCEGEK 8 17149844 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C10] 0.99 1.372 0.898 4.094890594 43.68 0 2038.013803 2 1027.505737 -2.200682297 -0.00226011 56.66779673
GWDQGLLGMCEGEK 10 17149844 2xTMT6plex [N-Term; K14]; 1xOxidation [M9]; 1xCarbamidomethyl [C10] 1.057 1.068 1.219 3.733295918 53.65 0 2054.008718 2 1027.505737 -2.200682297 -0.00226011 56.66779673

LEDGTEFDSSLPQNQPFVFSLGTGQVIK 16 17149844 2xTMT6plex [N-Term; K28] 1.282 1.229 1.366 6.017920971 59.84 0 3511.836086 3 1171.281494 -1.753025476 -0.002052113 96.86668004IPGGATLVFEVELLK 4 17149844 2xTMT6plex [N-Term; K15] 1.179 1.305 4.541640282 43.81 0 2044.245835 3 682.0864868 -0.453840123 -0.000309254 111.5715834KGDVLHMHYTGK 4 17149844 3xTMT6plex [N-Term; K1; K12] 0.856 0.871 3.273507833 19.24 1 2073.188226 5 415.4434509 -0.037763734 -1.57E-05 36.05044797LVIPSELGYGER 12 17149844 1xTMT6plex [N-Term] 0.923 0.882 0.897 3.703604221 42.54 0 1561.878724 2 781.4433594 0.459818031 0.00035909 65.83676568KLVIPSELGYGER 6 17149844 2xTMT6plex [N-Term; K1] 1.05 1.207 1.225 4.206190586 17.3 1 1919.136619 3 640.3831787 -0.852480835 -0.000545342 60.5339755816945972 KLHDC3 kelch domain-containing protein 3 116138 NP_476502.1 4.712041885 1 1 1 3 382 43.06 8.07 0.95 0.95 0.95 0.95 Non-Significant 1 LAVIQYNLDQSCLPHDIR 3 16945972 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.953 0.952 0.946 2.617828369 0 2384.259381 3 795.425293 0.815798929 0.000648359 89.0866643517136080 PEX16 peroxisomal biogenesis factor 16 isoform 2 9409 NP_476515.1 13.00578035 1 3 3 14 346 39.259 9.98 1.03 1.08 0.83 0.98 Significant 0.00602 ETQAQPPDGDHSPGNHEQSYVGK 6 17136080 2xTMT6plex [N-Term; K23] 0.985 0.99 0.829 5.474150181 41.85 0 2936.417497 4 734.8587036 -1.536779725 -0.001128157 23.46901719HPAATAQLETAVR 4 17136080 1xTMT6plex [N-Term] 1.108 1.162 5.523865223 45.83 0 1593.89102 3 531.9696045 2.032934826 0.001080092 27.39225684GFSYLLAGR 4 17136080 1xTMT6plex [N-Term] 0.847 0.859 2.851655483 30.37 0 1212.693824 2 606.848999 -2.558364744 -0.001551257 62.9365305817149828 NAA15 N-alpha-acetyltransferase 15, NatA auxiliary subunit 80155 NP_476516.1 41.45496536 1 24 28 191 866 101.208 7.42 1.14 1.17 1.12 1.15 Significant 0.000161 WMDEAQALDTADR 8 17149828 1xTMT6plex [N-Term] 1.308 1.339 1.059 4.513964176 54.84 0 1750.826765 2 875.9157104 -1.496630972 -0.001310171 54.02104852AIELATTLDESLTNR 16 17149828 1xTMT6plex [N-Term] 1.048 1.138 1.072 4.971886635 52.76 0 1876.022487 2 938.5144043 -0.509288271 -0.000477718 77.72453642LFPYALAFMPPGYEEDMK 8 17149828 2xTMT6plex [N-Term; K18] 1.005 1.167 1.417 4.90258503 47.36 0 2577.317362 3 859.777771 0.542505282 0.000466069 110.9051787AFAIDSSHPWLHECMIR 6 17149828 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.649 1.307 1.447 5.244671822 46.69 0 2299.131343 4 575.5390625 1.33819671 0.000769173 61.85031113TQQTSPDKVDYEYSELLLYQNQVLR 10 17149828 2xTMT6plex [N-Term; K8] 0.269 2.49 1.506 5.923489571 40.99 1 3488.831334 4 872.9616699 -1.858694754 -0.001621168 82.05597752VAIIEELVVGYETSLK 22 17149828 2xTMT6plex [N-Term; K16] 1.018 1.304 1.13 5.711401939 59.23 0 2221.309557 3 741.1091309 1.477523974 0.001094013 112.8851653
NLQTCMEVLEALYDGSLGDCK 10 17149828 2xTMT6plex [N-Term; K21]; 2xCarbamidomethyl [C5; C20] 1.251 1.411 1.53 5.895973682 56.9 0 2874.408772 3 958.8084717 0.726886545 0.000696456 107.5139856

EGTSAVENLNEMQCMWFQTECAQAYK 4 17149828 2xTMT6plex [N-Term; K26]; 2xCarbamidomethyl [C14; C21] 1.247 0.851 3.696462393 7.53 0 3583.636617 4 896.6636353 -1.089796426 -0.000976359 86.17899229
LHDNPLTDENKEHEADTANMSDK 2 17149828 3xTMT6plex [N-Term; K11; K23]; 1xOxidation [M20] 1.272 5.768334866 29.35 1 3327.636624 4 832.6625366 -2.496401069 -0.002076779 32.11669601

FAEHGETLAMK 6 17149828 2xTMT6plex [N-Term; K11] 1.143 1.109 1.112 4.887121201 37.92 0 1691.919098 3 564.6435547 -1.765597128 -0.000995749 43.00880808
LFNTAVCESK 6 17149828 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.417 1.174 1.135 4.265281677 50.94 0 1626.892549 2 813.949707 -0.253143639 -0.000205919 51.69877245
GCPPVFNTLR 6 17149828 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.273 1.51 1.308 3.410179377 36.38 0 1389.751021 2 695.37854 -0.876431718 -0.000609011 48.24315092VETPLEEAIK 7 17149828 2xTMT6plex [N-Term; K10] 1.04 0.97 0.864 4.017165184 61.42 0 1586.940545 2 793.9724731 -1.811864311 -0.00143766 60.91397231

EALEHLCTYEK 6 17149828 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 1.316 1.339 1.428 3.641352415 22.51 0 1850.972256 3 617.6624146 0.234667128 0.000144787 45.41286607
MVYYLDPSSQK 3 17149828 2xTMT6plex [N-Term; K11] 1.121 1.127 3.291878939 33.8 0 1788.960628 2 894.9816895 -2.530063366 -0.002263092 59.00709579

GLTLNCLGK 4 17149828 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 1.301 1.065 3.071553946 43.57 0 1433.855042 2 717.4248657 -8.778324392 -0.006293422 59.68833434
NPENWAYYK 6 17149828 2xTMT6plex [N-Term; K9] 1.339 1.101 1.009 4.302754402 49.16 0 1642.862963 2 821.9342041 -1.115033278 -0.000915923 53.0861258IYEEAWTK 12 17149828 2xTMT6plex [N-Term; K8] 1.166 1.168 1.135 3.166047573 39.2 0 1497.835352 2 749.4213867 0.096858109 7.25E-05 55.31227009LFNPNDDGKEEPPTTLLWVQYYLAQHYDK 2 17149828 3xTMT6plex [N-Term; K9; K29] 1.076 4.406238079 0.39 1 4182.179107 4 1046.297485 -2.629125504 -0.002748868 108.1344739EEAYELVR 6 17149828 1xTMT6plex [N-Term] 0.946 1.178 1.023 3.383621454 30.2 0 1237.662583 2 619.3348999 -0.048579729 -3.01E-05 46.66037233EAEEMCSK 6 17149828 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.085 1.317 1.097 3.738592386 37.72 0 1441.706722 2 721.3565063 -0.684143781 -0.000493167 22.30706152YQLLQLRPAQR 5 17149828 1xTMT6plex [N-Term] 0.789 0.786 0.778 2.882922888 7.34 0 1614.964125 3 538.9923096 -1.083552901 -0.0005833 47.67367591KAQIEEEK 6 17149828 3xTMT6plex [N-Term; K1; K8] 0.784 0.881 0.838 3.09046936 10.45 1 1662.004097 3 554.6727295 -0.278063958 -0.000154048 28.70145257AQIEEEKK 6 17149828 3xTMT6plex [N-Term; K7; K8] 1.134 1.276 1.023 3.629041672 5.03 1 1662.004097 3 554.6728516 -0.057720977 -3.20E-05 43.21028641QHPFYFK 6 17149828 2xTMT6plex [N-Term; K7] 1.378 1.32 1.247 2.568554401 23.34 0 1424.809078 3 475.6076355 -0.508338886 -0.000241429 40.78599926EAAEIYR 6 17149828 1xTMT6plex [N-Term] 1.099 1.006 100 2.70570159 27.46 0 1080.58869 2 540.7985229 0.998620888 0.000539549 23.76854959WDKDNLQILR 4 17149828 2xTMT6plex [N-Term; K3] 1.418 0.978 1.2 2.445737362 1 1759.026675 3 587.0136719 -0.120666163 -7.08E-05 60.1792992EELIPEK 2 17149828 2xTMT6plex [N-Term; K7] 0.851 2.041252136 7.82 0 1315.787339 2 658.3967896 -0.787724891 -0.000518239 46.6493142348041302 PI4KA phosphatidylinositol 4-kinase alpha 5297 NP_477352.3 7.040913416 1 10 10 31 2102 236.678 7.06 1.04 1.09 1.12 1.08 Significant 0.000464

VIIAHLPLLICCLQGLGR 5 348041302 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C11; C12] 1.674 1.18 1.383 4.333549976 14.5 0 2275.334401 3 759.1154785 -1.106810113 -0.000839454 111.7359873SFPPDAILFYIPQIVQALR 5 348041302 1xTMT6plex [N-Term] 0.791 2.417 0.904 4.526919842 46.42 0 2417.379419 3 806.46521 0.68567342 0.000552511 113.3520019STIINLLDPPPEVSALINK 4 348041302 2xTMT6plex [N-Term; K19] 1.017 1.257 4.47861433 36.11 0 2492.473997 3 831.4939575 -2.679029516 -0.002225804 111.8134123
ACLSALSEVK 1 348041302 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.318 39.2 0 1535.886736 2 768.4466553 -0.456884683 -0.000350862 58.04551111

VQPGCYLPSNPEAIVLDIDYK 4 348041302 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C5] 1.294 1.016 4.26890564 38.34 0 2849.515938 3 950.5091553 -1.061755664 -0.001008497 99.03314833
VMEPILQILQQK 2 348041302 2xTMT6plex [N-Term; K12] 100 1.984225154 29.84 0 1898.154912 3 633.3894653 -0.563080442 -0.000356271 107.9471029ALGHIAVALR 4 348041302 1xTMT6plex [N-Term] 0.88 1.049 3.584568501 20.96 0 1249.794207 3 417.2704468 2.064669541 0.000860137 47.89434862SPLLTFPSKEPLR 2 348041302 2xTMT6plex [N-Term; K9] 0.895 3.789268255 0.89 1 1943.173004 3 648.3943481 -2.322616872 -0.001504415 68.12161048VFDAFLNMMADK 2 348041302 2xTMT6plex [N-Term; K12] 0.761 1.499793649 11.21 0 1859.979984 3 620.6640625 -1.263169508 -0.000783157 110.5560651LDPGAVSDVPEAIK 2 348041302 2xTMT6plex [N-Term; K14] 1.209 2.86496973 27.83 0 1869.07335 2 935.0410767 0.816859495 0.000763385 63.8142963950513243 ANTXR2 anthrax toxin receptor 2 isoform 1 precursor 118429 NP_477520.2 16.18852459 1 8 8 35 488 53.459 8.27 1.47 1.73 1.1 1.43 Significant 0.0159 LDGLVPSYAEK 6 50513243 2xTMT6plex [N-Term; K11] 1.749 1.586 1.409 3.928880453 42.61 0 1649.951444 2 825.4761963 -3.83530188 -0.003164031 63.41497694TSSIIIALTDGK 10 50513243 2xTMT6plex [N-Term; K12] 1.601 2.036 2.556 3.930859804 47.79 0 1677.019858 2 839.0134888 -0.09360112 -7.85E-05 79.23677905LDALWALLR 8 50513243 1xTMT6plex [N-Term] 0.946 0.916 1.513 3.677257538 39.69 0 1299.798623 2 650.4019775 -1.496287071 -0.000972436 110.7421128WPTVDASYYGGR 2 50513243 1xTMT6plex [N-Term] 1.141 2.327756643 9.48 0 1600.795723 2 800.9015503 0.063309725 5.07E-05 55.12082613GGFQALK 5 50513243 2xTMT6plex [N-Term; K7] 1.709 1.807 0.891 2.370971441 30.13 0 1178.729765 2 589.8682861 -0.397872684 -0.000234492 42.42443985EQVFPVK 2 50513243 2xTMT6plex [N-Term; K7] 1.383 1.980044842 11 0 1304.797844 2 652.9009399 -2.483807896 -0.001620434 52.70633422VSLMRPQEGDEGR 1 50513243 1xTMT6plex [N-Term] 1.092 2.454659462 0 1702.874384 3 568.2953491 -1.696793813 -0.000963142 30.58893912LANEQIQK 1 50513243 2xTMT6plex [N-Term; K8] 0.908 2.389838457 0 1401.846585 2 701.4255981 -1.901399886 -0.001332735 35.69318073

17402893 PSAT1 phosphoserine aminotransferase isoform 1 29968 NP_478059.1 43.78378378 1 14 14 116 370 40.397 7.66 0.72 0.77 0.75 0.75 Significant 0.000378
ASLYNAVTIEDVQK 10 17402893 2xTMT6plex [N-Term; K14] 0.694 0.799 0.727 4.554777622 45.45 0 2009.131927 2 1005.063232 -6.340622075 -0.006369573 62.7424327ALELNMLSLK 14 17402893 2xTMT6plex [N-Term; K10] 0.714 0.743 0.768 5.102004528 61.81 0 1589.970071 2 795.4881592 -0.647371069 -0.00051465 86.44413358GVGISVLEMSHR 12 17402893 1xTMT6plex [N-Term] 0.735 0.8 0.684 4.795356274 58.47 0 1513.835813 3 505.2834167 -0.076848399 -3.88E-05 53.04566161SQTIYEIIDNSQGFYVCPVEPQNR 6 17402893 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.574 0.63 5.289041519 53.02 0 3086.509066 3 1029.506836 -1.007921064 -0.001036986 84.48931125

GAVLVCDMSSNFLSKPVDVSK 4 17402893 3xTMT6plex [N-Term; K15; K21]; 1xCarbamidomethyl [C6] 0.335 0.864 6.207342625 32.31 0 2940.614161 4 735.9080811 -1.247032439 -0.00091676 82.54938885
GAVLVCDMSSNFLSKPVDVSK 2 17402893 3xTMT6plex [N-Term; K15; K21]; 1xOxidation [M8]; 1xCarbamidomethyl [C6] 0.9 3.741907358 17.07 0 2956.609076 4 735.9080811 -1.247032439 -0.00091676 82.54938885

KFGTINIVHPK 6 17402893 3xTMT6plex [N-Term; K1; K11] 0.771 1.166 0.77 3.55450201 14.28 1 1941.225264 4 486.0612488 -1.081112456 -0.000524671 50.49746551IINNTENLVR 2 17402893 1xTMT6plex [N-Term] 0.696 4.267700672 37.5 0 1414.821543 2 707.9141846 -0.318739404 -0.00022548 48.12260477LPHSVLLEIQK 6 17402893 2xTMT6plex [N-Term; K11] 0.963 0.689 0.817 4.922351837 34.38 0 1735.088212 3 579.0350952 1.452447497 0.000840042 81.46473341GVGISVLEMSHR 4 17402893 1xTMT6plex [N-Term]; 1xOxidation [M9] 1.037 0.675 3.559793711 31.98 0 1529.830728 3 505.2834167 -0.076848399 -3.88E-05 53.04566161
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FGVIFAGAQK 12 17402893 2xTMT6plex [N-Term; K10] 0.775 0.753 0.694 4.474081516 45.55 0 1495.903706 3 499.3059387 -0.29628103 -0.000147736 71.82392454QVVNFGPGPAK 6 17402893 2xTMT6plex [N-Term; K11] 0.875 1.007 1.011 4.401138783 48.36 0 1571.930983 2 786.467041 -2.657895794 -0.002089014 49.41852241DDLLGFALR 6 17402893 1xTMT6plex [N-Term] 0.744 0.769 0.978 3.183059692 36.36 0 1248.714953 2 624.8610229 -0.147336718 -9.20E-05 86.80690778FGTINIVHPK 6 17402893 2xTMT6plex [N-Term; K10] 0.653 0.655 0.685 3.189713717 29.12 0 1583.967369 3 528.6604614 -0.339610946 -0.000179311 57.98859854
ECPSVLEYK 10 17402893 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.992 0.933 0.917 4.024546146 38.54 0 1582.855101 2 791.9324951 1.650469694 0.001306227 49.13589163

ELLAVPDNYK 10 17402893 2xTMT6plex [N-Term; K10] 0.937 0.803 0.704 3.764159441 34.73 0 1619.940879 2 810.4743652 0.354635627 0.000287244 60.5112465354607072 YBEY putative ribonuclease isoform 1 54059 NP_478061.1 4.790419162 1 1 1 6 167 19.286 7.55 0.73 0.75 0.8 0.76 Significant 0.000749 AVLDELGR 6 54607072 1xTMT6plex [N-Term] 0.733 0.751 0.795 2.434789658 22.47 0 1101.646539 2 551.3273315 0.768918076 0.000423538 46.2511903117158023 FAM207A protein FAM207A isoform 1 85395 NP_478070.1 11.73913043 1 2 2 12 230 25.441 11.08 1.46 1.35 1.37 1.39 Significant 0.000589 DALPELLGLEAGSR 2 17158023 1xTMT6plex [N-Term] 1.126 3.492231607 28.65 0 1669.932216 2 835.4693604 -0.462238447 -0.000385953 81.16847868ASPLVAIGQTLAR 10 17158023 1xTMT6plex [N-Term] 1.456 1.516 1.371 4.380594254 49.57 0 1525.926343 3 509.3135986 -0.065679161 -3.34E-05 73.0575729217402904 EXOSC6 exosome complex component MTR3 118460 NP_478126.1 21.69117647 1 5 5 58 272 28.218 6.28 1.39 1.37 1.28 1.35 Significant 0.00063 LYPVLQQSLVR 6 17402904 1xTMT6plex [N-Term] 1.364 1.279 1.197 3.505561352 38.33 0 1544.936179 2 772.9701538 -2.037820626 -0.001574151 71.56524979GGGPAGAGGEAPAALR 14 17402904 1xTMT6plex [N-Term] 0.999 1.362 1.45 5.862347126 92.89 0 1537.82842 2 769.4171753 -0.875093765 -0.000672872 28.16143246ELALALQEALEPAVR 24 17402904 1xTMT6plex [N-Term] 1.464 1.465 1.545 5.005980968 62.91 0 1852.074129 3 618.0297241 0.264559217 0.000163328 96.74172553AGLLSQAK 8 17402904 2xTMT6plex [N-Term; K8] 1.092 1.46 1.135 3.088144064 26.77 0 1245.793093 2 623.3997192 -0.747510516 -0.000465622 41.6340584VLCAVSGPR 6 17402904 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.588 1.184 1.382 3.296489 37.77 0 1187.676794 2 594.3414307 -1.018182624 -0.000604636 39.0711207819718731 BRD4 bromodomain-containing protein 4 isoform long 23476 NP_490597.1 8.810572687 1 7 11 60 1362 152.124 9.19 1.25 1.28 1.32 1.28 Significant 0.00025 YNPPDHEVVAMAR 4 19718731 1xTMT6plex [N-Term] 1.56 1.501 4.703030109 36.1 0 1727.873655 3 576.6289673 -0.756250046 -0.000435568 37.25696804DVPDSQQHPAPEK 8 19718731 2xTMT6plex [N-Term; K13] 1.243 1.129 1.305 3.886142492 26.67 0 1906.007061 3 636.0067749 -0.676704192 -0.000429934 22.70986106LAELQEQLK 8 19718731 2xTMT6plex [N-Term; K9] 1.326 1.29 1.142 3.577352285 38.65 0 1529.930315 2 765.4685669 -0.299053449 -0.000228765 61.38872994AASVVQPQPLVVVK 4 19718731 2xTMT6plex [N-Term; K14] 0.735 1.475 2.658152342 37.37 0 1893.19374 2 947.100647 0.14654354 0.000138718 65.32950644VDVIAGSSK 6 19718731 2xTMT6plex [N-Term; K9] 1.194 1.001 1.229 3.346108675 22.67 0 1333.809137 2 667.4081421 -0.097060598 -6.47E-05 42.75244065KLQDVFEMR 6 19718731 2xTMT6plex [N-Term; K1] 1.782 1.446 1.273 3.878893137 13 1 1623.929269 3 541.9810181 -0.472872061 -0.00025597 56.27739756VQPPTPLLPSVK 10 19718731 2xTMT6plex [N-Term; K12] 1.147 1.299 1.302 3.612481117 23.7 0 1734.092963 2 867.5502319 0.129143704 0.000111974 68.80309191HQFAWPFQQPVDAVK 2 19718731 2xTMT6plex [N-Term; K15] 0.804 2.762551546 8.4 0 2256.232979 3 752.7485352 -0.853910597 -0.000642207 69.94945436LNLPDYYK 6 19718731 2xTMT6plex [N-Term; K8] 1.259 1.611 1.456 3.136545181 26.9 0 1483.856087 2 742.4320679 0.520213648 0.000385961 63.2185339SSSDSFEQFR 2 19718731 1xTMT6plex [N-Term] 1.064 3.130874395 29.86 0 1418.674939 2 709.8410034 -0.147027382 -0.000104292 34.15124713LMFSNCYK 4 19718731 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.546 1.647 3.357316494 18.29 0 1520.800563 2 760.9035034 -0.547779954 -0.000416532 56.58663211
17388799 DNAJB6 dnaJ homolog subfamily B member 6 isoform a 10049 NP_490647.1 29.14110429 1 7 8 34 326 36.065 9.16 1.08 1.13 0.87 1.03 Significant 0.00597 QVAEAYEVLSDAK 6 17388799 2xTMT6plex [N-Term; K13] 0.949 1.461 1.271 4.69773531 26.81 0 1881.036964 2 941.0206299 -1.584904726 -0.001490632 65.19193414APGPWDPLASAAGLK 2 17388799 2xTMT6plex [N-Term; K15] 1.177 3.303640842 23.33 0 1909.094754 3 637.0358276 -0.955672755 -0.000608157 83.88062084VEVEEDGQLK 6 17388799 2xTMT6plex [N-Term; K10] 0.695 1.026 0.833 4.284811974 48.33 0 1603.894323 2 802.4512329 0.540035774 0.00043308 41.43876489VDYYEVLGVQR 1 17388799 1xTMT6plex [N-Term] 0.37 14.51 0 1569.847424 2 785.4274292 0.100613878 7.90E-05 62.00415846HAPHCLSEEEGEQDRPR 4 17388799 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.22 4.567633152 19.89 0 2276.067557 4 569.7717896 -0.979205063 -0.000557184 16.40460161SISTSTK 6 17388799 2xTMT6plex [N-Term; K7] 1.272 1.303 1.004 2.957878828 34.31 0 1181.714174 2 591.3605347 -0.322704145 -0.000190672 22.82122305NPDDVFR 6 17388799 1xTMT6plex [N-Term] 1.026 1.048 1.013 2.588522673 17.1 0 1091.568289 2 546.2876587 -0.227495787 -0.000124164 31.70461663WHPDKNPENKEEAER 3 17388799 3xTMT6plex [N-Term; K5; K10] 1.315 0.636 1.093 3.301582813 2 2566.36171 4 642.3463135 0.667877892 0.000428504 28.98390506
17402871 BCCIP BRCA2 and CDKN1A-interacting protein isoform BCCIPbeta 56647 NP_510868.1 44.58598726 1 10 10 84 314 35.957 4.61 1.27 1.36 1.25 1.29 Significant 0.000683

FINVPPQIALPMYQQLQK 16 17402871 2xTMT6plex [N-Term; K18] 1.388 1.426 1.382 5.341852665 57.57 0 2586.488207 3 862.8336792 -0.666050724 -0.000574244 101.4207972APVNTAELTDLLIQQNHIGSVIK 10 17402871 2xTMT6plex [N-Term; K23] 1.109 1.169 1.305 6.271246433 61.77 0 2932.687177 3 978.2325439 -1.39754901 -0.001366191 97.67906726AALMFANAEEEFFYEK 10 17402871 2xTMT6plex [N-Term; K16] 1.304 1.588 1.651 5.188434124 52.4 0 2368.193541 3 790.0690308 -0.423202254 -0.000334075 101.2629413
KGTQCVEQIQELVLR 6 17402871 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C5] 1.256 1.567 1.288 4.978152275 24.51 1 2259.289508 3 753.7665405 -1.964913285 -0.001479769 68.1712667WSFDDVPMTPLR 10 17402871 1xTMT6plex [N-Term] 1.487 1.63 1.265 4.633093357 45.86 0 1692.861694 2 846.9342651 -0.259930604 -0.000220013 79.92102178FLNDTTKPVGLLLSER 6 17402871 2xTMT6plex [N-Term; K7] 1.014 1.495 1.799 4.55943203 16.17 0 2261.326939 3 754.4415283 -7.476574383 -0.00563566 81.23756394AVESGVPQPPDPPVQR 6 17402871 1xTMT6plex [N-Term] 1.768 2.037 2.77461791 25.4 0 1902.028242 2 951.5140381 -3.912664367 -0.003720999 44.07605192LLQQLFLK 12 17402871 2xTMT6plex [N-Term; K8] 1.373 1.313 1.257 3.895972252 49.06 0 1460.960493 2 730.9837646 -0.164311852 -0.000120027 95.41160611TVMLIPGDK 2 17402871 2xTMT6plex [N-Term; K9] 1.269 2.955630541 28.36 0 1431.864543 2 716.4359131 0.004282441 3.07E-06 58.8746272MNEIMDK 6 17402871 2xTMT6plex [N-Term; K7] 1.048 1.006 0.944 2.409865856 12.29 0 1338.716165 2 669.8617554 0.051879696 3.47E-05 46.36923314

17921985 COX15 cytochrome c oxidase assembly protein COX15 homolog isoform 1 1355 NP_510870.1 11.70731707 1 4 4 15 410 46 9.82 0.88 0.97 0.86 0.9 Significant 0.0014
EMKPPTSQEEWEAEFQR 4 17921985 2xTMT6plex [N-Term; K3] 0.886 0.652 5.296070576 15.12 0 2580.280459 3 860.7655029 0.580138123 0.000498973 54.74016944LTESGLSMVDWHLIK 2 17921985 2xTMT6plex [N-Term; K15] 0.78 3.278346777 9.71 0 2187.224782 3 729.7458496 -0.816702467 -0.000595437 87.48524518YQQFPEFK 6 17921985 2xTMT6plex [N-Term; K8] 0.739 0.894 0.71 3.320290089 29.11 0 1544.851336 2 772.9290161 -0.375805376 -0.000290282 64.63767358GTVSLPSK 3 17921985 2xTMT6plex [N-Term; K8] 0.999 1.082 1.097 0.574228406 7.15 0 1246.777109 2 623.8903809 -2.906350481 -0.001811786 42.0454522228416946 MYO18A unconventional myosin-XVIIIa isoform a 399687 NP_510880.2 19.52288218 1 30 30 128 2054 232.971 6.3 0.84 0.9 0.95 0.89 Significant 0.00126 LEDLASLVYLNESSVLHTLR 6 28416946 1xTMT6plex [N-Term] 0.997 1.137 0.835 5.862781525 32.71 0 2501.381269 3 834.4642944 -1.175098436 -0.00097979 110.8184661GASFEELCHNYTQDR 6 28416946 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.853 1.215 1.199 3.609996796 24.52 0 2055.939169 3 685.9851074 0.77834775 0.000533412 39.6369007DLAQINDLQAQLEEANK 6 28416946 2xTMT6plex [N-Term; K17] 0.605 0.783 0.677 4.635649204 67.94 0 2371.286924 3 791.0985718 -2.429966576 -0.001920716 74.53448808VVSLEAELQDISSQESKDEASLAK 4 28416946 3xTMT6plex [N-Term; K17; K24] 0.656 1.056 5.103816509 22.18 1 3263.782542 3 1088.5979 -1.040074846 -0.001131526 88.8168908YKEENIELAFDDLEPPTDDSVAAVDQASHQSLVR 2 28416946 2xTMT6plex [N-Term; K2] 1.34 4.967385769 39.61 1 4260.134846 4 1065.788574 -0.558394296 -0.000594709 79.44684395ALLADAQLMLDHLK 9 28416946 2xTMT6plex [N-Term; K14] 0.961 0.867 0.916 5.633261204 61.85 0 2010.182189 3 670.7318726 -0.559379257 -0.000374818 108.3839459ISELTSELTDER 2 28416946 1xTMT6plex [N-Term] 0.787 4.311197758 73.12 0 1621.848212 2 811.4260254 -2.119426914 -0.001718694 63.18348271VKDQEEELDEQAGTIQMLEQAK 4 28416946 3xTMT6plex [N-Term; K2; K22] 1.985 0.565 4.202353954 29.91 1 3219.702184 3 1073.901489 -3.810674361 -0.004089746 70.67414807LQVDALIDTIKK 6 28416946 3xTMT6plex [N-Term; K11; K12] 1.121 1.389 1.32 4.687030792 30.76 1 2044.298488 3 682.1036987 -0.951606923 -0.000648456 92.45948422VVHFAEPGAGTK 4 28416946 2xTMT6plex [N-Term; K12] 0.828 0.944 4.4593153 41.26 0 1670.963012 3 557.6591797 -0.015546424 -8.66E-06 43.44152097LQQEFEDKLEVEQQNK 2 28416946 3xTMT6plex [N-Term; K8; K16] 0.683 3.858126163 13.29 1 2692.476071 3 898.1625366 -1.119540764 -0.001004779 67.08713191LEISNPIPIK 8 28416946 2xTMT6plex [N-Term; K10] 0.771 0.73 3.689995289 24.17 0 1581.998 2 791.5020752 -0.712118078 -0.000563285 75.20173088RPTGDFGFSLR 2 28416946 1xTMT6plex [N-Term] 0.947 4.896604061 41.51 0 1481.806228 3 494.6065979 -0.666307652 -0.000329113 46.11965431LTAELQDTK 6 28416946 2xTMT6plex [N-Term; K9] 0.693 0.882 0.968 3.563457251 41.38 0 1476.86738 2 738.9373779 0.067134921 4.96E-05 48.08987813LPPVVPLPPPTLR 12 28416946 1xTMT6plex [N-Term] 0.767 1.006 0.866 3.461923122 35.23 0 1625.035165 3 542.3496704 -0.435116449 -0.000235693 89.12162723VQPIPELSELSR 6 28416946 1xTMT6plex [N-Term] 0.843 0.845 0.805 3.898161173 34.19 0 1596.915838 2 798.9613647 -0.2409819 -0.000192414 65.18283412YGASLLHTYAGPSLLVLGPR 4 28416946 1xTMT6plex [N-Term] 0.908 0.795 4.69225359 15.1 0 2314.312068 3 772.1060181 -3.701696457 -0.002855627 85.17714059GAPAVYSEK 4 28416946 2xTMT6plex [N-Term; K9] 0.805 1.019 2.958122015 19.62 0 1379.793487 2 690.4003906 0.012806264 8.84E-06 33.31632403IISNLFLGR 6 28416946 1xTMT6plex [N-Term] 1.362 1.679 1.148 2.953538418 14.52 0 1261.782973 2 631.3955078 0.606867438 0.000382868 85.24436854TALEEQLSR 2 28416946 1xTMT6plex [N-Term] 0.705 3.131297588 17.23 0 1275.710596 2 638.3597412 1.261815869 0.000804856 36.71939935VLGISPDEQK 6 28416946 2xTMT6plex [N-Term; K10] 1.162 1.195 1.28 3.771796465 37.39 0 1543.909579 2 772.4570923 -1.730211227 -0.001335645 58.7302284DLALGLVPGDR 4 28416946 1xTMT6plex [N-Term] 2.642 0.762 3.390680075 24.09 0 1354.789181 2 677.8981934 -0.052156639 -3.53E-05 59.49999621SLEEMSLR 2 28416946 1xTMT6plex [N-Term] 0.772 3.256051064 22.8 0 1193.639739 2 597.3232422 -0.445406585 -0.000265827 42.96677627ELQTQYDALKK 2 28416946 3xTMT6plex [N-Term; K10; K11] 1.164 2.557758331 5.21 1 2024.199503 3 675.404541 -0.21378976 -0.000144251 48.96213142DEEVEEAR 2 28416946 1xTMT6plex [N-Term] 0.764 2.984257936 17.79 0 1205.584727 2 603.2949829 -1.690192022 -0.001018835 16.51965655VASGSDLHLTDIDSDSNR 1 28416946 1xTMT6plex [N-Term] 3.382080793 0 2131.04647 3 711.0200195 -0.452742943 -0.000321605 42.07121703KIQDLAIR 3 28416946 2xTMT6plex [N-Term; K1] 0.769 0.877 2.407935143 2.65 1 1414.914605 3 472.3102112 1.042568164 0.000491715 41.86023097NKDEEIQQLR 3 28416946 2xTMT6plex [N-Term; K2] 0.761 1.103 2.900799274 5.53 1 1730.980118 3 577.6645508 -0.588808756 -0.000339739 34.00566636LLQDSQK 2 28416946 2xTMT6plex [N-Term; K7] 0.849 2.623978853 8.99 0 1289.782922 2 645.3955078 0.633211206 0.000408353 35.91794426DMDIAGFTQK 2 28416946 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.973 2.459619045 26.01 0 1599.845265 2 800.4274902 1.524540406 0.001219514 43.1017984217978512 PUF60 poly(U)-binding-splicing factor PUF60 isoform a 22827 NP_510965.1 43.82826476 1 20 20 189 559 59.838 5.29 1.45 1.38 1.44 1.43 Significant 0.000236 KVVAEVYDQER 14 17978512 2xTMT6plex [N-Term; K1] 1.414 1.312 1.361 4.167520046 33.46 1 1794.016169 2 897.5109253 -0.889342075 -0.000797747 37.11778724LGLPPLTPEQQEALQK 10 17978512 2xTMT6plex [N-Term; K16] 1.219 1.182 1.312 5.214665413 45.39 0 2220.30039 2 1110.652466 -1.231625859 -0.00136729 75.15647968IYVASVHQDLSDDDIK 7 17978512 2xTMT6plex [N-Term; K16] 1.435 1.713 1.719 5.646125317 38.32 0 2276.217448 3 759.4102783 -0.512274899 -0.000388683 54.84815779

DIDDDLEGEVTEECGK 16 17978512 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C14] 1.574 1.66 1.597 4.822649479 56.95 0 2282.074608 2 1141.538818 -1.861451521 -0.002123986 51.99334909
QGEEEDAEIIVK 4 17978512 2xTMT6plex [N-Term; K12] 1.636 1.529 4.534873009 63.57 0 1817.98968 2 909.4977417 -0.810280487 -0.000736541 47.05923854AVTPPMPLLTPATPGGLPPAAAVAAAAATAK 6 17978512 2xTMT6plex [N-Term; K31]; 1xOxidation [M6] 1.47 1.689 1.195 6.966561317 45.44 0 3268.874326 3 1084.963989 -0.613848935 -0.000665592 112.1402855AVTPPMPLLTPATPGGLPPAAAVAAAAATAK 18 17978512 2xTMT6plex [N-Term; K31] 1.359 1.538 1.469 8.337519646 64.02 0 3252.879411 3 1084.963989 -0.613848935 -0.000665592 112.1402855SIDMSWDSVTMK 6 17978512 2xTMT6plex [N-Term; K12] 1.813 1.736 1.708 4.942749023 69.23 0 1857.949077 2 929.4783325 0.167366838 0.00015548 70.0256698VYVGSIYYELGEDTIR 16 17978512 1xTMT6plex [N-Term] 1.785 1.757 1.492 5.064227104 44.61 0 2106.095652 3 702.7029419 -0.655182211 -0.000459959 80.71769011AQSSQDAVSSMNLFDLGGQYLR 13 17978512 1xTMT6plex [N-Term] 1.403 0.632 2.102 7.020432949 63.81 0 2616.292531 3 872.767395 -1.872459348 -0.001632967 87.36043634AQSSQDAVSSMNLFDLGGQYLR 10 17978512 1xTMT6plex [N-Term]; 1xOxidation [M11] 100 1.244 1.332 7.628813267 58.53 0 2632.287446 3 872.767395 -1.872459348 -0.001632967 87.36043634VVAEVYDQER 4 17978512 1xTMT6plex [N-Term] 1.141 1.313 3.288333416 27.94 0 1436.758274 2 718.8827515 -0.033541002 -2.41E-05 38.52942613KQESTVMVLR 14 17978512 2xTMT6plex [N-Term; K1] 1.74 1.546 1.421 4.313119411 24.72 1 1648.982033 3 550.3309326 -2.29721632 -0.001262689 50.62142286WKPPQGTDSIK 10 17978512 3xTMT6plex [N-Term; K2; K11] 1.72 1.162 1.572 4.252168179 15.16 0 1944.152159 3 648.7224121 0.269818452 0.000174856 46.37745172GYGFIEYEK 4 17978512 2xTMT6plex [N-Term; K9] 1.132 1.142 3.176691294 36.82 0 1563.845916 2 782.4256592 -1.198750213 -0.00093733 58.42052785QAFAPFGPIK 6 17978512 2xTMT6plex [N-Term; K10] 0.975 1.333 3.853479862 46.01 0 1533.919356 2 767.4637451 0.558982695 0.000428717 70.18696073VGRPSNIGQAQPIIDQLAEEAR 2 17978512 1xTMT6plex [N-Term] 1.201 4.288115501 2.63 0 2591.410278 3 864.477417 2.863169381 0.002473216 69.28661481SVFEAFGK 6 17978512 2xTMT6plex [N-Term; K8] 1.539 1.505 1.539 3.733560324 33.23 0 1342.777109 2 671.8907471 -2.153111902 -0.001445575 64.1433165YAMEQSIK 7 17978512 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 1.259 1.458 1.531 2.067715883 24.65 0 1443.791773 2 722.3994141 -0.153259635 -0.000110637 28.07085502VIIYQEK 6 17978512 2xTMT6plex [N-Term; K7] 1.365 1.788 1.288 2.622387886 26.43 0 1350.839709 2 675.9223022 -1.762635342 -0.001190519 46.66082366ALAIMCR 6 17978512 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 2.312 2.988 1.421 2.520398855 23.08 0 1063.595373 2 532.3013916 0.125934287 6.70E-05 43.619401

KYAMEQSIK 4 17978512 3xTMT6plex [N-Term; K1; K9]; 1xOxidation [M4] 1.54 1.621 1.474 1.930961847 12.8 1 1801.049668 3 601.0211792 -0.379441143 -0.000227797 30.74794404
17978491 ADGRE5 CD97 antigen isoform 1 preproprotein 976 NP_510966.1 12.69461078 1 6 6 21 835 91.809 6.87 1.48 0.68 1.17 1.11 Significant 0.0413 ELNSPILFAFSHLESSDGEAGRDPPAK 6 17978491 2xTMT6plex [N-Term; K27] 1.542 1.362 1.005 7.226329803 23.11 1 3342.73704 4 836.4397583 0.04878132 4.08E-05 91.3084445HLIATQLLSNLEDIMR 4 17978491 1xTMT6plex [N-Term] 1.772 1.31 5.329282761 50.08 0 2096.173526 3 699.3970337 1.44182444 0.001007438 104.8004578LVDELMEAPGDVEALAPPVR 2 17978491 1xTMT6plex [N-Term] 0.25 4.685047626 14.99 0 2350.252564 3 784.0947266 7.260031439 0.005687636 93.89995692GPFTYISPSNTELTLMIQER 4 17978491 1xTMT6plex [N-Term] 1.124 100 4.274167061 37.95 0 2526.311141 3 842.7739258 -1.550433035 -0.001305625 92.29759415TSSAEVTIQNVIK 3 17978491 2xTMT6plex [N-Term; K13] 1.356 1.288 3.352934599 8.04 0 1848.084249 3 616.6995239 -0.124687311 -7.68E-05 59.6325561

WACLVAGGSK 2 17978491 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.726 3.507086039 41.67 0 1506.850291 2 753.9301147 1.766752944 0.001331116 59.82807995
88999583 MYL6 myosin light polypeptide 6 isoform 2 4637 NP_524147.2 70.1986755 1 7 9 314 151 16.95 4.55 0.75 0.75 0.72 0.74 Significant 0.000183 ALGQNPTNAEVLK 34 88999583 2xTMT6plex [N-Term; K13] 0.693 0.739 0.736 5.396963596 68.51 0 1813.058369 2 907.0321045 -0.79216734 -0.000718123 47.18423026ILYSQCGDVMR 24 88999583 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.778 0.761 0.772 4.60354948 50.96 0 1570.7919 2 785.8989868 -0.765790292 -0.000601449 56.03895144

MTEEEVEMLVAGHEDSNGCINYEELVR 2 88999583 1xTMT6plex [N-Term]; 1xOxidation [M8]; 1xCarbamidomethyl [C19] 1.1 4.964731216 39.78 0 3398.538787 4 850.3895264 -0.739026802 -0.000627903 72.8659449
NKDQGTYEDYVEGLR 22 88999583 2xTMT6plex [N-Term; K2] 0.816 0.881 0.91 4.821976662 34.74 1 2245.150096 3 749.0536499 -1.648011407 -0.001233344 46.65094209VLDFEHFLPMLQTVAK 48 88999583 2xTMT6plex [N-Term; K16] 0.694 0.716 0.673 4.760907173 50.18 0 2346.329581 3 788.1099243 -3.926886757 -0.003092194 100.6467671VLDFEHFLPMLQTVAK 70 88999583 2xTMT6plex [N-Term; K16]; 1xOxidation [M10] 0.747 0.781 0.722 4.775642872 50.56 0 2362.324496 3 788.1099243 -3.926886757 -0.003092194 100.6467671DQGTYEDYVEGLR 22 88999583 1xTMT6plex [N-Term] 0.607 0.583 0.401 4.470667362 68.05 0 1773.849274 2 887.4273071 -1.091700527 -0.000968256 50.06234806HVLVTLGEK 20 88999583 2xTMT6plex [N-Term; K9] 0.854 0.734 0.737 3.829479456 42.18 0 1453.914271 2 727.4608765 0.141363003 0.000102765 44.52573674

ILYSQCGDVMR 29 88999583 1xTMT6plex [N-Term]; 1xOxidation [M10]; 1xCarbamidomethyl [C6] 0.938 0.833 0.68 2.553369999 39.34 0 1586.786815 2 785.8989868 -0.765790292 -0.000601449 56.03895144EAFQLFDR 24 88999583 1xTMT6plex [N-Term] 0.736 0.854 0.834 3.108304501 44.24 0 1254.668003 2 627.8372192 -0.670474927 -0.000420612 59.65953087SDEMNVK 7 88999583 2xTMT6plex [N-Term; K7] 0.773 0.81 0.747 3.054759979 31.27 0 1280.692058 2 640.8497314 0.099852751 6.39E-05 27.47117752SDEMNVK 12 88999583 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 0.747 0.753 0.699 2.189424038 19.66 0 1296.686973 2 640.8497314 0.099852751 6.39E-05 27.47117752
17738287 SCAMP4 secretory carrier-associated membrane protein 4 113178 NP_524558.1 8.296943231 1 2 2 18 229 25.711 8.82 1.15 1.04 1.17 1.12 Significant 0.0013 AQTEWNTGTWR 12 17738287 1xTMT6plex [N-Term] 1.14 0.97 1.189 4.635191441 45.71 0 1578.786221 2 789.8964844 -0.334706493 -0.000264215 41.69534351GAGGSFQK 6 17738287 2xTMT6plex [N-Term; K8] 1.158 1.298 1.155 2.819859505 46.4 0 1209.699193 2 605.3520508 -1.957344036 -0.001183899 25.16686738190343006 SP110 sp110 nuclear body protein isoform c 3431 NP_536349.2 7.012622721 1 3 3 14 713 81.061 8.88 1.35 0.72 0.77 0.95 Significant 0.0427 MNAEEDSEEMPSLLTSTVQVASDNLIPQIR 7 190343006 1xTMT6plex [N-Term] 100 5.017121315 40.52 0 3546.750494 3 1182.921753 0.059724828 7.06E-05 112.0195299VVHNILTQLER 3 190343006 1xTMT6plex [N-Term] 1.354 0.874 3.543947935 29.29 0 1550.921592 3 517.6456299 0.480074842 0.000248186 64.24897399LPVTCGEAK 4 190343006 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 0.695 0.74 2.85187006 27.04 0 1432.823407 2 716.9107056 -6.471605043 -0.004636334 41.51766207

117938759 GNAS protein GNAS isoform XLas 2778 NP_536350.2 13.88621022 1 11 12 138 1037 110.956 5.03 1.23 1.33 1.38 1.31 Significant 0.00113 EAIETIVAAMSNLVPPVELANPENQFR 8 117938759 1xTMT6plex [N-Term] 100 1.412 1.363 7.593049049 48.93 0 3181.676465 4 796.1746826 0.136955707 0.000108937 112.9237282ILLLGAGESGK 100 117938759 2xTMT6plex [N-Term; K11] 1.087 1.015 1.068 4.291749477 59.15 0 1515.95105 3 505.9882507 -0.561504103 -0.000283738 68.39923335
SNEYQLIDCAQYFLDK 6 117938759 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C9] 1.349 1.398 1.479 5.210687637 36.73 0 2465.242283 3 822.4176636 -1.559727971 -0.001281702 90.39109869

VLTSGIFETK 6 117938759 2xTMT6plex [N-Term; K10] 1.383 1.42 4.733728886 67.45 0 1552.935066 2 776.9697266 -1.860493116 -0.001444612 69.04304986YTTPEDATPEPGEDPR 18 117938759 1xTMT6plex [N-Term] 1.153 1.629 1.572 3.721674919 50.37 0 2003.939546 2 1002.47229 -1.118852053 -0.001121056 29.23716983SKIEDYFPEFAR 6 117938759 2xTMT6plex [N-Term; K2] 1.369 1.351 1.446 3.840017796 20.07 1 1960.058034 3 654.0236206 -0.880419643 -0.000575225 69.39218131QADYVPSDQDLLR 8 117938759 1xTMT6plex [N-Term] 1.131 1.462 1.38 4.267031193 38.28 0 1748.901644 2 874.9553223 0.985653628 0.000861906 48.77681503IEDYFPEFAR 2 117938759 1xTMT6plex [N-Term] 0.959 3.737370968 31.74 0 1515.768111 2 758.3865356 -1.528110349 -0.00115813 75.01574648LQEALNLFK 14 117938759 2xTMT6plex [N-Term; K9] 1.171 1.034 1.087 3.866509676 49.34 0 1533.940485 2 767.4734497 -0.56241161 -0.000431353 85.29345064ALWEDEGVR 6 117938759 1xTMT6plex [N-Term] 1.131 1.37 1.296 4.13928318 30.48 0 1303.684381 2 652.345459 -0.567638349 -0.000370011 44.46325655VNFHMFDVGGQR 8 117938759 1xTMT6plex [N-Term] 1.203 1.487 1.594 3.662144899 19.56 0 1635.826311 3 545.9453735 -2.900011143 -0.001581305 57.00930299YFIRDEFLR 6 117938759 1xTMT6plex [N-Term] 1.414 1.368 1.253 3.651617289 4.19 1 1487.820815 3 496.6118469 0.11578779 5.74E-05 57.58053803
17998700 PIGU phosphatidylinositol glycan anchor biosynthesis class U protein precursor 128869 NP_536724.1 6.666666667 1 2 2 7 435 50.019 7.72 1.24 1.3 1.37 1.3 Significant 0.00083

VEVVSPLSSWK 6 17998700 2xTMT6plex [N-Term; K11] 1.266 1.303 1.371 4.001458645 53.32 0 1688.998729 2 845.0028687 -0.158605988 -0.000133943 75.20605111
VALFYLLNPYTILSCVAK 1 17998700 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C15] 1.118 2.985418081 0 2543.47116 3 848.4935303 -2.014093876 -0.001707597 113.26955134152672 SDCBP2 syntenin-2 isoform a 27111 NP_536737.3 15.06849315 1 4 4 12 292 31.574 9.07 0.43 0.48 0.63 0.51 Significant 0.0134 VDQGLFVQLVQANTPASLVGLR 2 134152672 1xTMT6plex [N-Term] 0.687 5.0219841 25.68 0 2554.455437 3 852.1555786 -1.274181616 -0.001084947 106.5607638KVDQGLFVQLVQANTPASLVGLR 2 134152672 2xTMT6plex [N-Term; K1] 0.363 5.66899395 23.19 1 2911.713332 3 971.2407837 -1.900793502 -0.001844855 97.4365558FGDQLLQIDGR 4 134152672 1xTMT6plex [N-Term] 0.325 0.332 4.010719299 39.87 0 1490.816458 2 745.9111328 -0.985416408 -0.000734537 60.57386906VDQAIQAQVR 4 134152672 1xTMT6plex [N-Term] 0.854 0.63 3.670201063 30.33 0 1356.779679 2 678.8916626 -2.675544707 -0.001815062 35.691287418034692 SLC44A1 choline transporter-like protein 1 isoform a 23446 NP_536856.2 7.00152207 1 4 4 17 657 73.253 8.6 0.98 0.74 0.98 0.9 Significant 0.00781 LPVPASAPIPFFHR 6 18034692 1xTMT6plex [N-Term] 1.065 0.591 0.964 4.891911983 47.24 0 1778.031477 3 593.347168 -2.545496978 -0.001508658 85.09704932DAFVILVENALR 4 18034692 1xTMT6plex [N-Term] 0.515 1.005 4.62339735 41.38 0 1588.926008 2 794.9657593 -1.111798349 -0.000883283 111.746162TLSDVQK 6 18034692 2xTMT6plex [N-Term; K7] 0.958 1.061 1.006 2.894721031 27.5 0 1248.756373 2 624.8812256 -0.959881487 -0.000599329 30.34371253NLPFTPILASVNR 1 18034692 1xTMT6plex [N-Term] 0.957 2.425567865 0 1670.979107 2 835.9914551 -2.078508185 -0.001736572 87.70969981

18104993 PTPN6 tyrosine-protein phosphatase non-receptor type 6 isoform 3 5777 NP_536859.1 17.78846154 1 8 8 28 624 70.087 7.9 0.95 0.92 0.97 0.95 Significant 0.000235
DLSGLDAETLLK 6 18104993 2xTMT6plex [N-Term; K12] 0.827 0.928 4.826656342 51.87 0 1733.009687 2 867.0074463 -1.195106923 -0.001035566 75.35773955ESLSQPGDFVLSVLSDQPK 4 18104993 2xTMT6plex [N-Term; K19] 0.821 0.851 4.751536369 36.09 0 2504.36484 3 835.4595337 -0.31638193 -0.000264112 98.15203056YTVGGLETFDSLTDLVEHFKK 2 18104993 3xTMT6plex [N-Term; K20; K21] 1.726 6.974900246 45.98 1 3086.701714 4 772.4317627 1.136245603 0.000876813 109.5101115

GLDCDIDIQK 4 18104993 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C4] 1.042 0.83 3.684278011 30.38 0 1634.882378 2 817.9419556 -3.51338253 -0.002871984 51.44566865VNAADIENR 4 18104993 1xTMT6plex [N-Term] 1.269 1.243 3.468281031 30.3 0 1230.66398 2 615.8361206 0.799821034 0.000492155 27.86611053AYGPYSVTNCGEHDTTEYK 2 18104993 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C10] 0.725 1.951996922 6.34 0 2650.249553 3 884.0873413 -0.785584217 -0.000693998 40.72958293
YPLNCSDPTSER 4 18104993 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.913 0.876 2.793709278 18.11 0 1667.789651 2 834.3989868 0.627077169 0.000522916 31.14209821GEPWTFLVR 2 18104993 1xTMT6plex [N-Term] 1.183 2.354588509 13.54 0 1333.746588 2 667.3787842 2.777131285 0.001851995 75.6486498918375623 DDX39B spliceosome RNA helicase DDX39B 7919 NP_542165.1 47.42990654 1 8 20 250 428 48.96 5.67 1.26 1.19 1.21 1.22 Significant 0.000291

AIVDCGFEHPSEVQHECIPQAILGMDVLCQAK 24 18375623 2xTMT6plex [N-Term; K32]; 3xCarbamidomethyl [C5; C17; C29] 1.916 2.334 1.988 8.499551773 33.81 0 4110.032119 4 1028.262695 -0.770653345 -0.000791852 87.76121827
AIVDCGFEHPSEVQHECIPQAILGMDVLCQAK 2 18375623 2xTMT6plex [N-Term; K32]; 1xOxidation [M25]; 3xCarbamidomethyl [C5; C17; C29] 1.947 5.706760406 17.07 0 4126.027034 4 1028.262695 -0.770653345 -0.000791852 87.76121827

CIALAQLLVEQNFPAIAIHR 10 18375623 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.752 0.662 2.001 6.823780537 70.26 0 2506.41655 3 836.1430054 -0.8326855 -0.000695686 106.235583FMQDPMEIFVDDETK 4 18375623 2xTMT6plex [N-Term; K15]; 1xOxidation [M2] 1.067 0.827 4.452344418 27.98 0 2319.128892 3 768.3825073 -0.437988998 -0.000336249 108.380997FMQDPMEIFVDDETK 26 18375623 2xTMT6plex [N-Term; K15] 0.952 1.037 1.031 4.81359148 40.93 0 2303.133977 3 768.3825073 -0.437988998 -0.000336249 108.380997VNIAFNYDMPEDSDTYLHR 4 18375623 1xTMT6plex [N-Term] 1.073 0.985 5.263587952 52.76 0 2529.191754 3 843.734314 -1.330652554 -0.001121825 67.22603505KFMQDPMEIFVDDETK 16 18375623 3xTMT6plex [N-Term; K1; K16] 1.142 0.662 0.798 4.961962223 38.67 1 2660.391872 3 887.4685669 -0.272514893 -0.000241665 85.81268299LTLHGLQQYYVK 14 18375623 2xTMT6plex [N-Term; K12] 1.345 1.286 1.197 5.156847 65.81 0 1921.13114 2 961.0671387 -2.15442151 -0.002069463 63.54781758QVMMFSATLSK 6 18375623 2xTMT6plex [N-Term; K11] 1.23 1.619 1.552 3.999941826 69.11 0 1700.947955 2 850.9766235 -1.166949101 -0.00099246 69.78747671GLAITFVSDENDAK 30 18375623 2xTMT6plex [N-Term; K14] 1.284 1.307 1.161 5.065628052 67.84 0 1938.058428 2 969.5313721 -1.527600681 -0.00148029 66.08439677ILVATNLFGR 18 18375623 1xTMT6plex [N-Term] 1.266 1.246 1.264 3.777237892 47.44 0 1332.820087 2 666.9133911 -0.436227997 -0.000290707 79.60245001NCPHIVVGTPGR 12 18375623 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.088 1.129 1.026 3.699056387 38.83 0 1535.831397 3 512.6149292 -0.757005193 -0.000387544 28.67829589
KNCPHIVVGTPGR 6 18375623 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.949 1.024 0.914 3.618470907 12.84 1 1893.089292 4 474.0280762 0.624834499 0.000295717 30.94436667

DFLLKPELLR 27 18375623 2xTMT6plex [N-Term; K5] 1.457 1.31 1.419 3.984080553 23.48 0 1702.066749 2 851.5376587 0.75918457 0.000646091 77.03631298RDVQEIFR 8 18375623 1xTMT6plex [N-Term] 0.978 1.104 1.126 4.169273853 33.23 1 1291.732 3 431.2489624 0.258309798 0.000111222 35.90189389ELAFQISK 7 18375623 2xTMT6plex [N-Term; K8] 1.599 1.469 1.516 3.753242016 34.77 0 1393.845523 2 697.425293 -1.587853506 -0.001106611 61.5526667ILNDVQDR 10 18375623 1xTMT6plex [N-Term] 1.021 0.851 0.948 3.432116985 34.34 0 1201.673817 2 601.3410034 0.760194593 0.000456753 34.70793942KDEEVLKK 6 18375623 4xTMT6plex [N-Term; K1; K7; K8] 2.341 1.991 1.924 3.242619991 12.57 2 1905.219065 2 953.1126709 -0.524754945 -0.000499887 36.58994906GMPQEER 6 18375623 1xTMT6plex [N-Term] 0.97 0.718 1.13 2.795470715 23.98 0 1075.54036 2 538.2733765 -0.821429251 -0.00044174 22.43269496DVQEIFR 6 18375623 1xTMT6plex [N-Term] 1.108 1.119 1.249 2.816950798 35.11 0 1135.630889 2 568.319397 0.552992454 0.000313998 46.99153435KDEEVLK 6 18375623 3xTMT6plex [N-Term; K1; K7] 0.977 1.095 1.099 2.789613724 22.61 1 1547.96117 2 774.4836426 -0.750311941 -0.000580727 34.0106297MLEQLDMR 2 18375623 1xTMT6plex [N-Term] 0.889 1.833823085 0.23 0 1264.659095 2 632.8319092 -2.018663081 -0.00127646 52.5935711819923665 BRI3BP BRI3-binding protein precursor 140707 NP_542193.3 17.1314741 1 3 3 18 251 27.818 9.44 0.93 0.97 1.01 0.97 Significant 0.000566 TVNTFSQSVSSLFGEDNVR 8 19923665 1xTMT6plex [N-Term] 0.963 0.844 1.909 5.743668079 55.69 0 2316.16692 3 772.7242432 -3.774929923 -0.002914456 79.45791862SSPSGPSNPSNPSVEEK 6 19923665 2xTMT6plex [N-Term; K17] 0.847 1.324 0.761 3.715382814 40.91 0 2158.102812 2 1079.554688 -0.330642264 -0.00035678 28.22439962VLESLDR 4 19923665 1xTMT6plex [N-Term] 0.924 0.963 0.933 2.939405203 18 0 1060.61999 2 530.8140259 0.739980219 0.000392419 50.3975929118087813 TMEM41A transmembrane protein 41A precursor 90407 NP_542383.1 4.545454545 1 1 1 12 264 29.646 9.03 1.06 0.92 1.34 1.11 Significant 0.0122 SLWFPSDLAELR 12 18087813 1xTMT6plex [N-Term] 1.06 0.92 1.335 4.533545494 47.19 0 1662.905273 2 831.9558716 -0.48499211 -0.000403248 89.2964685818087855 DYNLL2 dynein light chain 2, cytoplasmic 140735 NP_542408.1 57.30337079 1 2 4 36 89 10.343 7.37 0.95 0.97 0.98 0.97 Significant 0.0000832
NADMSEDMQQDAVDCATQAMEK 8 18087855 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C15] 0.807 0.708 0.815 6.529757023 71.84 0 2946.298964 3 982.7696533 -1.546638382 -0.001518953 63.01778766

YNPTWHCIVGR 18 18087855 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.449 1.23 1.282 4.813867092 39.85 0 1631.831397 3 544.6154175 0.185197691 0.000100737 44.07748395NFGSYVTHETK 4 18087855 2xTMT6plex [N-Term; K11] 0.724 0.515 3.481716394 22.28 0 1740.932106 3 580.9815063 -1.229075519 -0.000713246 39.81562618DIAAYIK 6 18087855 2xTMT6plex [N-Term; K7] 0.813 0.894 0.846 3.129227638 34.66 0 1251.771295 2 626.3891602 -0.200793468 -0.000125674 57.83983106149158690 PRRC2A protein PRRC2A 7916 NP_542417.2 19.65693092 1 25 27 100 2157 228.724 9.45 1.15 1.17 1.19 1.17 Significant 0.0000974 SWAQASVTHGAHGDGGR 4 149158690 1xTMT6plex [N-Term] 1.285 1.491 5.25867939 39.81 0 1922.941886 4 481.4908142 -0.238802881 -0.000114801 23.02751276DSQSASGEERPPEADGK 6 149158690 2xTMT6plex [N-Term; K17] 1.048 1.416 1.647 4.604841709 28.57 0 2218.098789 3 740.036377 -1.898711926 -0.001403844 19.22530824LDQVIHSNPAGIQQALAQLSSR 4 149158690 1xTMT6plex [N-Term] 0.933 1.205 6.116944313 46.22 0 2575.415363 3 859.142395 -1.060672171 -0.000910557 83.55048673GSEGKPSLTLPASAPGPEEALTTVTVAPAPR 4 149158690 2xTMT6plex [N-Term; K5] 1.397 1.492 6.276484966 35.4 0 3459.909919 3 1153.969849 -4.314130111 -0.004975501 75.18477316GGGTGGPNHPPAPR 2 149158690 1xTMT6plex [N-Term] 1.15 4.882004261 36.11 0 1500.786889 3 500.9338379 0.047389723 2.37E-05 16.17025938GSETGSETHESDLAPSDK 2 149158690 2xTMT6plex [N-Term; K18] 1.097 4.143809795 19.95 0 2305.119584 3 769.0442505 -0.601216165 -0.000461958 22.23289703SSDASTAQPPESQPLPASQTPASNQPK 2 149158690 2xTMT6plex [N-Term; K27] 1.181 4.067727089 31.56 0 3179.62207 3 1060.544312 -1.160122054 -0.001229583 37.29040804EGTLTQVPLAPPPPGAPPSPAPAR 6 149158690 1xTMT6plex [N-Term] 1.019 1.313 1.125 6.193695545 26.17 0 2547.413238 3 849.8079224 -1.579814416 -0.00134148 66.00116294LLQGRPPLDFYPPGVHPSGLVPR 6 149158690 1xTMT6plex [N-Term] 1.184 1.098 1.359 7.220351219 25.04 0 2741.545255 4 686.1419678 0.286595214 0.000196428 79.81693081NLDSGHCVPEPSSSGQR 4 149158690 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.486 1.735 3.77312994 8.14 0 2055.971531 3 685.9951782 -0.267553331 -0.000183361 23.1573474EAPPPVLLTPK 4 149158690 2xTMT6plex [N-Term; K11] 1.3 1.012 3.519973755 27.85 0 1620.01365 3 540.6762695 0.373418921 0.000201648 63.40628271SDSGGSSSEPFDR 6 149158690 1xTMT6plex [N-Term] 1.002 100 1.147 4.460410595 45.57 0 1556.70261 2 778.854187 -0.971654157 -0.000756288 20.36943621ESAEQSSGPGPSLRPQNSTTWR 3 149158690 1xTMT6plex [N-Term] 0.01 100 3.411273003 5.22 0 2601.285471 3 867.7648315 -2.125903194 -0.00184336 32.73911721GVGSGGQGPPPPR 2 149158690 1xTMT6plex [N-Term] 100 2.446026325 30.02 0 1391.759278 2 696.381958 -1.895596758 -0.001319107 19.50064541GPAGNWGPPGDYPDR 2 149158690 1xTMT6plex [N-Term] 1.022 2.801342964 15.26 0 1784.855363 2 892.9312134 -0.119069697 -0.000106261 43.5534453EPPKEETAQLTGPEAGR 3 149158690 2xTMT6plex [N-Term; K4] 1.029 1.136 4.002411842 16.88 1 2268.223596 3 756.7446899 -1.798405496 -0.001359729 34.66515845GPDELEGPDSK 6 149158690 2xTMT6plex [N-Term; K11] 1.346 1.147 1.088 4.08267498 51.68 0 1601.842287 2 801.4268799 2.61928759 0.002097843 41.97526413AVGTPGGGGGGAVPGISAMSR 4 149158690 1xTMT6plex [N-Term] 1.123 1.854 3.655554295 51.55 0 1985.043574 2 993.0246582 -0.772886686 -0.000767107 48.86018869GQFLDFSTMQATELGK 2 149158690 2xTMT6plex [N-Term; K16] 0.832 2.370854378 6.56 0 2231.178226 3 744.3968506 -0.998155218 -0.000742354 80.17640985
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QQQEQLLK 4 149158690 2xTMT6plex [N-Term; K8] 1.08 1.406 3.450803041 32.9 0 1472.883699 2 736.9441528 -1.81266582 -0.001334923 35.3480055MPPPANLPSLK 6 149158690 2xTMT6plex [N-Term; K11]; 1xOxidation [M1] 1.035 0.981 1.034 2.701964617 28.09 0 1638.96532 2 819.9846191 -2.049310445 -0.001679374 55.13587953QPPSQGLGYPK 2 149158690 2xTMT6plex [N-Term; K11] 0.996 2.524538279 16.35 0 1629.936463 2 815.4710083 -1.056923676 -0.000861359 38.93591332KPPPPTK 4 149158690 3xTMT6plex [N-Term; K1; K7] 1.077 1.163 3.230933189 25.63 0 1451.955297 3 484.656189 -0.883791306 -0.000427742 27.83255214HGLQSLGK 2 149158690 2xTMT6plex [N-Term; K8] 1.175 3.055401564 2.52 0 1297.799241 3 433.2713928 0.295975514 0.000128039 32.09909889WMMIPPYVDPR 4 149158690 1xTMT6plex [N-Term] 1.126 0.873 2.435722351 24.94 0 1633.843207 2 817.4245605 -0.833908813 -0.000681238 82.97254773QEQSDPK 4 149158690 2xTMT6plex [N-Term; K7] 1.11 1.261 2.291115046 14.47 0 1289.710151 2 645.3577271 -1.530404669 -0.000986889 17.17771623SLEIQKPAVAPR 2 149158690 2xTMT6plex [N-Term; K6] 1.33 1.046 2.717525005 0 1767.089275 3 589.701355 0.134017794 7.89E-05 48.7928070122129778 SRXN1 sulfiredoxin-1 140809 NP_542763.1 58.39416058 1 5 5 32 137 14.25 8.19 0.93 0.95 0.67 0.85 Significant 0.0111 VQSLVDTIREDPDSVPPIDVLWIK 16 22129778 2xTMT6plex [N-Term; K24] 0.941 0.85 1.05 5.25377512 14.07 1 3192.792036 4 798.9543457 1.101510045 0.000879223 109.6122331IAAVHNVPLSVLIRPLPSVLDPAK 6 22129778 2xTMT6plex [N-Term; K24] 1.116 1.064 5.200212955 21.8 0 2977.833054 4 745.2128906 -1.115237134 -0.000830247 100.6405491GAPEGPGPSGGAQGGSIHSGR 4 22129778 1xTMT6plex [N-Term] 0.863 0.844 5.629908562 56.49 0 2062.026344 3 688.0134277 -0.297763836 -0.000204666 17.4287805VQSLVDTIR 4 22129778 1xTMT6plex [N-Term] 0.691 0.767 3.542695761 41.07 0 1259.752067 2 630.3789673 -1.118521433 -0.00070453 64.29526667VYLGASTPDLQ 2 22129778 1xTMT6plex [N-Term] 0.591 3.094924927 50.07 0 1392.757212 2 696.8807373 -2.163988525 -0.001506955 58.2967954330795227 DTD1 D-tyrosyl-tRNA(Tyr) deacylase 1 isoform 2 92675 NP_543010.3 35.88516746 1 6 6 37 209 23.409 8.24 0.97 0.78 0.74 0.83 Significant 0.00723 GNKPDFHLAMPTEQAEGFYNSFLEQLR 6 30795227 2xTMT6plex [N-Term; K3] 0.785 0.702 0.686 8.173807144 40.01 0 3597.820058 4 900.2094727 -1.111118659 -0.000999401 95.57365175SASSGAEGDVSSEREP 12 30795227 1xTMT6plex [N-Term] 1.078 0.846 0.824 5.710494995 76.57 1 1793.835081 2 897.4210815 -0.108195042 -9.70E-05 18.31886999ASVTVGGEQISAIGR 6 30795227 1xTMT6plex [N-Term] 0.801 0.869 0.614 5.217333317 70.63 0 1673.938364 2 837.4725952 -0.26893482 -0.00022509 56.01104043SASSGAEGDVSSER 6 30795227 1xTMT6plex [N-Term] 0.534 0.633 0.725 4.950789928 83.58 0 1567.739724 2 784.3731689 -0.422556988 -0.00033123 15.66358891AKGPSESSK 3 30795227 3xTMT6plex [N-Term; K2; K9] 1.33 0.994 3.24722147 4.31 1 1577.946583 3 526.6531982 -0.976619522 -0.000513684 33.79630457TYRPELIK 4 30795227 2xTMT6plex [N-Term; K8] 0.753 0.742 2.878632069 17.41 0 1477.914271 3 493.3094177 -0.386257974 -0.000190285 42.1324270793277094 FAM210B protein FAM210B 116151 NP_543011.2 15.10416667 1 2 2 16 192 20.411 10.43 1.06 1.12 1.07 1.08 Significant 0.000293 GHQDPSQATGTTGSSVSCTEEK 10 93277094 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C18] 1.157 0.628 1.256 5.548389912 69.23 0 2722.299022 3 908.1036987 -0.910615834 -0.000826323 29.09866524
ESLVQSK 6 93277094 2xTMT6plex [N-Term; K7] 1.016 1.393 1.047 2.832251787 26.8 0 1248.756373 2 624.881958 0.213160574 0.000133093 31.6998533918201880 OVCA2 ovarian cancer-associated gene 2 protein 124641 NP_543012.1 37.88546256 1 6 6 30 227 24.403 6.89 1 1.08 1 1.03 Significant 0.000674 GLEESLGMVAQALNR 8 18201880 1xTMT6plex [N-Term] 0.841 1.037 0.798 5.497904301 72.87 0 1816.978849 3 606.3307495 -0.634721116 -0.000384425 86.63601304ESILQRPLSLPSLHVFGDTDK 6 18201880 2xTMT6plex [N-Term; K21] 1.119 1.036 1.048 4.805586338 33.29 0 2810.58165 4 703.4013062 0.620935306 0.000436297 81.04670617GWWFSEQEADVFSALEEPAVCR 2 18201880 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 0.579 5.617322445 48.58 0 2842.334396 3 948.1137085 -2.752512769 -0.002607854 104.6862955SDFGSCPPEEQPR 6 18201880 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.949 1.511 1.635 4.206695557 53.22 0 1734.795465 2 867.9022217 0.981054775 0.000850965 25.64207632VLCLAGFR 6 18201880 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.224 1.309 1.232 3.208881617 30.66 0 1164.676066 2 582.8406982 -1.670752651 -0.000972943 65.06934506FLDQFAE 2 18201880 1xTMT6plex [N-Term] 0.917 2.064803839 37.3 0 1098.566892 2 549.7870483 -0.065594834 -3.60E-05 69.2422854619718751 UNG uracil-DNA glycosylase isoform UNG2 7374 NP_550433.1 7.028753994 1 1 1 6 313 34.624 9.32 1.08 1.02 1.07 1.05 Significant 0.000308 ELSTDIEDFVHPGHGDLSGWAK 6 19718751 2xTMT6plex [N-Term; K22] 1.076 1.015 1.07 5.207252502 38.77 0 2868.456843 4 717.8693237 -0.480355188 -0.00034447 78.55487208

54792129 DCBLD2 discoidin, CUB and LCCL domain-containing protein 2 precursor 131566 NP_563615.3 17.16129032 1 9 9 35 775 84.981 7.17 1.35 1.32 1.17 1.28 Significant 0.00189
EVTTVLQADSAEYAQPLVGGIVGTLHQR 8 54792129 1xTMT6plex [N-Term] 100 1.45 1.299 6.058331013 68.79 0 3181.705457 3 1061.239746 -0.242545629 -0.000257236 90.00887826ATGNQPPPLVGTYNTLLSR 4 54792129 1xTMT6plex [N-Term] 1.342 1.455 5.421521187 34.69 0 2228.223647 3 743.4113159 -1.908347979 -0.001417409 66.45348736

MELLGCQFIPK 8 54792129 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C6] 1.245 1.55 1.281 3.45932889 47.76 0 1794.005805 2 897.5066528 0.124946119 0.000112077 82.46116412
AGKPGLPAPDELVYQVPQSTQEVSGAGR 2 54792129 2xTMT6plex [N-Term; K3] 1.463 4.458650112 14.14 0 3309.784325 3 1103.933472 0.464374386 0.000512326 67.96419386ILYSDDGQK 4 54792129 2xTMT6plex [N-Term; K9] 1.388 1.43 3.364542007 22.9 0 1496.83608 2 748.9212036 -0.634246762 -0.000474682 41.51021496YSSSEVNHLSPR 2 54792129 1xTMT6plex [N-Term] 1.841 2.740477562 3.42 0 1604.823 3 535.6123657 -0.284157213 -0.000152007 24.34769282VNPTQWQQK 2 54792129 2xTMT6plex [N-Term; K9] 1.438 2.842579842 12.02 0 1586.905497 2 793.9561157 -0.341623801 -0.000271062 44.57418173EPGVEQDK 3 54792129 2xTMT6plex [N-Term; K8] 0.801 0.94 2.606468439 17.42 0 1359.752016 2 680.3792114 -0.639681668 -0.000434904 22.23750358STFKPEEGK 2 54792129 3xTMT6plex [N-Term; K4; K9] 1.429 0.74 1.986764193 0 1710.004097 3 570.6725464 -0.591495567 -0.000337153 31.6636912918677731 MOB3A MOB kinase activator 3A 126308 NP_570719.1 7.834101382 1 2 2 14 217 25.448 8.63 1.07 1.12 1.51 1.23 Significant 0.0125 KPTALSAPR 4 18677731 2xTMT6plex [N-Term; K1] 0.939 0.974 2.356386185 7.96 0 1398.883305 3 466.966095 0.304980485 0.000142211 29.50207658EFGLIDTK 10 18677731 2xTMT6plex [N-Term; K8] 1.368 1.361 1.506 3.051433325 35.57 0 1380.813888 2 690.9118042 1.769773942 0.001221864 56.7918213418677735 PRRC1 protein PRRC1 isoform 2 133619 NP_570721.1 37.75280899 1 11 11 93 445 46.672 5.83 1.13 1.02 1.01 1.05 Significant 0.00133 WSGLLVTVGEVLEK 10 18677735 2xTMT6plex [N-Term; K14] 1.257 1.322 1.053 4.687235832 38.61 0 1988.183235 3 663.3980713 -1.797672745 -0.001191368 112.5919359GQDEASAGGIWGFIK 12 18677735 2xTMT6plex [N-Term; K15] 1.192 1.139 1.247 5.449316025 92.71 0 1994.074747 2 997.539978 -1.03680432 -0.001033733 80.53298726SGGELDIVVTSNK 8 18677735 2xTMT6plex [N-Term; K13] 0.952 1.006 0.794 4.547207355 64.55 0 1777.01075 2 889.0093384 0.366034822 0.000325224 54.40243801HSVESMITTLDPGMAPYIK 10 18677735 2xTMT6plex [N-Term; K19] 1.246 1.128 1.119 5.353089809 61.8 0 2548.355538 3 850.1195679 -4.468574557 -0.003795839 88.0312306APQTPLMPSFSAPSGTGLLPTPITQQASLTSLAQGTGTTSAITFPEEQEDPR 10 18677735 1xTMT6plex [N-Term] 4.245 0.806 6.103712082 22.71 0 5554.810063 6 926.6380615 -3.254303779 -0.00301284 105.4239737

GVAGNPMVK 12 18677735 2xTMT6plex [N-Term; K9] 1.196 1.028 1.14 3.832736254 51.68 0 1330.791713 2 665.899231 -0.396452677 -0.000263798 50.15088881QMIYSAAR 6 18677735 1xTMT6plex [N-Term] 1.36 1.638 1.296 3.163305521 39.87 0 1168.634595 2 584.8199463 -1.693054342 -0.000989281 29.31401373QTAVSVENFIAELLPDK 2 18677735 2xTMT6plex [N-Term; K17] 1.021 3.813069344 12.27 0 2332.316434 3 778.1098633 -0.598943707 -0.000465642 112.6468767TGVIHEK 6 18677735 2xTMT6plex [N-Term; K7] 1.017 0.922 0.919 2.611732006 25.01 0 1241.761793 3 414.593689 3.801586229 0.001573555 22.29721952AIAGMYK 10 18677735 2xTMT6plex [N-Term; K7] 1.045 0.86 0.772 3.169528246 38.87 0 1211.722236 2 606.3647461 -0.017208977 -1.04E-05 43.63218111SLLNVSR 6 18677735 1xTMT6plex [N-Term] 1.071 1.015 1.135 3.014733553 35.34 0 1017.62541 2 509.3158875 -0.89599537 -0.000455894 37.46822012APQTPLMPSFSAPSGTGLLPTPITQQASLTSLAQGTGTTSAITFPEEQEDPR 1 18677735 1xTMT6plex [N-Term]; 1xOxidation [M7] 2.846101046 15.32 0 5570.804978 6 926.6380615 -3.254303779 -0.00301284 105.4239737
224831253 OPA1 dynamin-like 120 kDa protein, mitochondrial isoform 8 4976 NP_570850.2 36.65024631 1 30 30 250 1015 117.67 7.77 1.12 1.14 1.2 1.15 Significant 0.000434 SIVTDLVSQMDPHGR 6 224831253 1xTMT6plex [N-Term] 1.148 1.28 1.258 4.006090164 42.78 0 1883.984662 3 628.6658936 -0.814643541 -0.000511592 72.45495999AYMQNPNAIILCIQDGSVDAER 4 224831253 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.134 0.856 5.689665318 55.94 0 2707.338101 3 903.1151733 -2.635142048 -0.002378073 79.01204083ALGYFAVVTGK 10 224831253 2xTMT6plex [N-Term; K11] 1.214 1.254 1.384 4.508442402 47.64 0 1583.956136 2 792.4823608 0.826727242 0.00065475 76.71046342AVEVAWETLQEEFSR 24 224831253 1xTMT6plex [N-Term] 1.025 1.186 1.218 4.67753315 58.87 0 2023.033386 2 1012.019836 -0.489467175 -0.000495104 101.8101463ESVEQQADSFK 6 224831253 2xTMT6plex [N-Term; K11] 1.585 1.09 1.161 4.198842525 53.22 0 1725.90595 2 863.4553833 -1.42552289 -0.001230159 40.26523798AKNEILDEVISLSQVTPK 24 224831253 3xTMT6plex [N-Term; K2; K18] 1.256 1.286 1.385 5.473853588 31.17 1 2671.584893 4 668.6517944 0.170203978 0.000113679 97.44624968VTLSEGPHHVALFK 6 224831253 2xTMT6plex [N-Term; K14] 1.047 1.134 1.236 4.942269802 28.83 0 1993.163502 4 499.0460205 -0.627253483 -0.000312555 51.7719504LDAFIEALHQEK 12 224831253 2xTMT6plex [N-Term; K12] 1.13 1.122 1.213 5.164840221 44.78 0 1872.06312 3 624.6911621 -2.236335854 -0.001395521 84.2783238AAGQYSTSYAQQK 8 224831253 2xTMT6plex [N-Term; K13] 1.459 1.436 1.246 4.411525249 73.85 0 1860.985598 2 930.9957886 -0.696964858 -0.000648521 29.8854723VVVVGDQSAGK 10 224831253 2xTMT6plex [N-Term; K11] 0.976 1.054 1.147 4.365073204 60.67 0 1516.909914 2 758.958374 -0.291502561 -0.000221092 49.7549036GNSSESIEAIR 4 224831253 1xTMT6plex [N-Term] 1.676 1.399 4.168398857 33.25 0 1391.732788 2 696.3690796 -1.369120803 -0.000952725 28.47154761EVLEDFAEDGEK 10 224831253 2xTMT6plex [N-Term; K12] 1.086 1.006 1.26 4.932678223 36.75 0 1838.942395 2 919.9746704 -0.18005441 -0.000165555 65.91449051MVLVDLPGVINTVTSGMAPDTK 6 224831253 2xTMT6plex [N-Term; K22] 1.202 1.461 5.264508724 64.54 0 2716.50293 3 911.5053101 1.292460591 0.001177215 103.3167321MVLVDLPGVINTVTSGMAPDTK 12 224831253 2xTMT6plex [N-Term; K22]; 1xOxidation [M] 0.946 1.049 1.103 4.921089649 65.93 0 2732.497845 3 911.5053101 1.292460591 0.001177215 103.3167321

MVLVDLPGVINTVTSGMAPDTK 12 224831253 2xTMT6plex [N-Term; K22]; 2xOxidation [M1; M17] 1.173 0.959 1.106 5.02628088 56.27 0 2748.49276 3 911.5053101 1.292460591 0.001177215 103.3167321TSVLEMIAQAR 6 224831253 1xTMT6plex [N-Term] 1.162 1.24 0.957 4.011906147 45.61 0 1447.814015 2 724.4099121 -1.013715321 -0.000733836 78.2009113IDQLQEELLHTQLK 10 224831253 2xTMT6plex [N-Term; K14] 1.094 1.186 1.202 5.651937962 55.65 0 2166.253439 3 722.7556152 -0.529470307 -0.000382322 77.80991249
TQEQCVHNETK 4 224831253 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 0.929 0.853 3.922238588 39.03 0 1831.937267 3 611.3170166 -0.420830629 -0.000256978 17.71269639

ALPSSEDLVK 6 224831253 2xTMT6plex [N-Term; K10] 1.401 1.557 1.159 3.059856176 40.27 0 1516.89868 2 758.9517212 -1.65762369 -0.001257224 50.86430835
EGCTVSPETISLNVK 8 224831253 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C3] 1.146 1.062 1.168 3.942671299 39.88 0 2092.136027 2 1046.571167 -0.463337762 -0.000484683 59.59429212WNDFAEDSLR 12 224831253 1xTMT6plex [N-Term] 1.138 0.983 0.936 3.704106331 48.98 0 1481.722223 2 741.3635864 -1.57054973 -0.001163559 56.2587366MLAITANTLR 2 224831253 1xTMT6plex [N-Term] 0.992 3.102234125 23.06 0 1332.787072 2 666.8969116 -0.394434958 -0.000262849 61.52007027VIQHNALEDR 4 224831253 1xTMT6plex [N-Term] 1.203 0.879 3.63402319 21.74 0 1423.785492 3 475.2668762 0.409529464 0.000194361 32.88457293TALNHCNLCR 4 224831253 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 1.728 1.163 3.475625038 15.6 0 1487.740868 3 496.5850525 -0.177133869 -8.78E-05 21.1649283

ETIFSISK 10 224831253 2xTMT6plex [N-Term; K8] 0.911 0.946 0.901 3.332311153 39.64 0 1382.829538 2 691.9179688 -0.634373201 -0.000438615 61.35318625IQQIIEGK 8 224831253 2xTMT6plex [N-Term; K8] 1.188 1.13 1.14 3.316120148 34.41 0 1386.872072 2 693.9393311 -0.494739666 -0.00034307 60.15760152ELDRNELFEK 6 224831253 2xTMT6plex [N-Term; K10] 1.095 1.106 1.024 3.847216129 13.43 1 1750.97397 3 584.329895 0.663344295 0.000387166 47.11180417DMIPDLSEYK 4 224831253 2xTMT6plex [N-Term; K10] 1.542 1.39 3.05265069 8.5 0 1668.89188 2 834.946167 -4.088261023 -0.003411433 66.56695723LKDTENAIENMVGPDWK 1 224831253 3xTMT6plex [N-Term; K2; K17] 1.209 4.216926098 1 2647.436849 3 883.1499023 -0.640233874 -0.000564993 77.9393778EFDLTKEEDLAALR 4 224831253 2xTMT6plex [N-Term; K6] 1.087 1.407 1.163 3.069540977 1 2108.163956 3 703.3921509 -0.975414306 -0.000685444 71.77319111TIFVLTK 4 224831253 2xTMT6plex [N-Term; K7] 0.877 1.091 2.164415359 13.79 0 1279.838981 2 640.4225464 -0.909900839 -0.000582263 71.63142002GKEHDDIFDK 3 224831253 3xTMT6plex [N-Term; K2; K10] 0.932 1.004 2.315977097 3.48 1 1891.052838 4 473.5190735 0.859672072 0.000406421 36.92039003
31621305 LRPPRC leucine-rich PPR motif-containing protein, mitochondrial precursor 10128 NP_573566.2 58.89526542 1 74 74 632 1394 157.805 6.13 1.06 1.08 1.08 1.07 Significant 0.0000386

EKDIQEESTFSSR 16 31621305 2xTMT6plex [N-Term; K2] 1.145 1.043 1.083 4.32670927 36.85 1 2014.04932 2 1007.528748 0.44616444 0.000449299 30.20735328
EGNQEVPFDVPELWYEDEKHSLNSSSASTTEPDFQK 2 31621305 3xTMT6plex [N-Term; K19; K36] 1.386 3.286651373 21.96 1 4827.351664 4 1207.58728 -5.048837945 -0.006093129 85.1288651

LDSSAVLDTGK 14 31621305 2xTMT6plex [N-Term; K11] 0.857 1.024 1.006 4.691200733 57.75 0 1563.899408 2 782.4533691 0.034031121 2.66E-05 48.51464341GDVENIEVVQK 8 31621305 2xTMT6plex [N-Term; K11] 0.982 1.065 1.142 4.368210316 65.59 0 1687.963071 2 844.4841309 -1.235916404 -0.001043091 46.50007047
LIASYCNVGDIEGASK 10 31621305 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C6] 1.288 1.183 1.176 5.240406513 51.43 0 2155.146926 2 1078.076172 -0.862414519 -0.000929315 63.21357047
EQNIVFNAETYSNLIK 12 31621305 2xTMT6plex [N-Term; K16] 1.094 1.18 1.15 5.162722111 58.57 0 2341.280382 2 1171.144775 0.808015676 0.000945896 77.75655764DAGIEPGPDTYLALLNAYAEK 38 31621305 2xTMT6plex [N-Term; K21] 0.874 1.002 1.047 5.937885284 45.93 0 2679.428169 3 893.8132935 -1.060490794 -0.00094717 100.4229325YAGEPVPFIEPPESFEFYAQQLR 24 31621305 1xTMT6plex [N-Term] 0.86 1.068 1.058 6.218894482 75.49 0 2943.476626 4 736.6228027 -2.461437076 -0.001811296 101.1933201MVFINNIALAQIK 6 31621305 2xTMT6plex [N-Term; K13] 0.845 1.124 1.22 4.416181564 45.22 0 1933.170896 3 645.0608521 -1.496550389 -0.000964363 94.72856513GPTEAVGYFLYNLIDSMSDSEVQAK 6 31621305 2xTMT6plex [N-Term; K25] 1.484 1.306 3.963023186 33.15 0 3192.617502 3 1064.876221 -1.06282717 -0.001131067 113.1701084NNNIDAAIENIENMLTSENK 6 31621305 2xTMT6plex [N-Term; K20] 1.019 0.865 0.989 5.715263844 55.06 0 2705.381629 3 902.465332 -0.068835483 -6.21E-05 110.7486688VIEPQYFGLAYLFR 8 31621305 1xTMT6plex [N-Term] 1.271 1.125 1.294 3.483287811 53.93 0 1945.078486 3 649.0309448 -0.105433968 -6.84E-05 109.2988147DAGIEPGPDTYLALLNAYAEKGDIDHVK 2 31621305 3xTMT6plex [N-Term; K21; K28] 4.82 5.067846775 20.91 1 3672.972803 4 918.999939 1.394834552 0.001280797 98.34438863
GDLSTALEVAIDCYEK 8 31621305 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C13] 1.397 1.527 0.794 5.338856697 51.2 0 2242.167721 3 748.0553589 -7.223946583 -0.0053991 89.87230381
TVQLTSSELESTLETLK 44 31621305 2xTMT6plex [N-Term; K17] 0.953 1.007 1.018 6.384914398 77.15 0 2337.316493 2 1169.160645 -1.061288665 -0.001240284 93.09050651VIEEQLEPAVEK 12 31621305 2xTMT6plex [N-Term; K12] 0.869 1.031 1.001 5.162215233 55.28 0 1842.062451 2 921.5342407 -0.676456266 -0.000623037 55.63710375SGGLGGSHALLLLR 8 31621305 1xTMT6plex [N-Term] 0.899 1.048 0.819 7.070774078 97.92 0 1579.948141 3 527.3198853 -1.923112666 -0.001012806 57.52591912GMQELGVHPDQETYTDYVIPCFDSVNSAR 4 31621305 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 1.016 7.006896019 36.56 0 3557.651449 3 1186.555542 0.1753844 0.000207986 72.08089058TKDLPVTEAVFSALVTGHAR 6 31621305 2xTMT6plex [N-Term; K2] 2.044 2.158 2.111 8.155258179 46.46 1 2570.470643 4 643.3723145 -1.250637703 -0.000803682 89.37593414

EVQMHSFPLQFTLHCALLANK 2 31621305 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C15] 1.547 5.997960091 19.26 0 2942.578496 4 736.3953247 -6.465969184 -0.004756655 87.67659148AGDMENAENILTVMR 8 31621305 1xTMT6plex [N-Term] 0.986 0.969 100 4.714422226 46.12 0 1892.940748 2 946.9747925 0.824051645 0.00077994 69.87609151HSLNSSSASTTEPDFQK 6 31621305 2xTMT6plex [N-Term; K17] 0.838 0.797 0.786 6.942406654 44.62 0 2294.166475 3 765.3931274 -0.717343662 -0.000548569 43.72495506LGAVYDVSHYNALLK 12 31621305 2xTMT6plex [N-Term; K15] 1.185 1.22 0.984 4.954576492 45.97 0 2121.210846 3 707.7416992 -0.142373282 -0.000100668 74.41755685AGYPQYVSEILEK 18 31621305 2xTMT6plex [N-Term; K13] 0.985 0.916 0.893 4.197015762 38.49 0 1955.089 2 978.0469971 -1.167450369 -0.001141235 77.38307859NVQGIIEILK 12 31621305 2xTMT6plex [N-Term; K10] 1.029 1.023 1.617 4.373410702 57.43 0 1585.008899 2 793.0078125 -0.347625808 -0.000275495 86.80035564SVLELIPELNEK 6 31621305 2xTMT6plex [N-Term; K12] 0.796 0.706 0.752 3.523454905 36.71 0 1842.098836 3 614.7034302 -1.682397597 -0.001033048 93.04782816NLLESYHVPELIK 8 31621305 2xTMT6plex [N-Term; K13] 1.086 1.179 1.178 4.210574627 29.76 0 2013.178484 3 671.730957 -0.082380301 -5.53E-05 76.66562714
LFECDRDQMYYNLLK 5 31621305 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 1.172 1.1 1.131 4.519748211 3.54 1 2466.256159 3 822.7579346 1.253677939 0.00103063 76.14804408

EKNVQGIIEILK 6 31621305 3xTMT6plex [N-Term; K2; K12] 1.895 1.286 1.632 4.229221344 17.47 1 2071.309387 3 691.1071167 -1.25065447 -0.000863497 79.95182274GAYDIFLNAK 18 31621305 2xTMT6plex [N-Term; K10] 1.086 1.11 1.096 3.885072947 47.15 0 1569.9041 2 785.4530029 -3.421062869 -0.00268537 69.82032017AVKEEGFPIRPHYFWPLLVGR 5 31621305 2xTMT6plex [N-Term; K3] 4.059 3.261 100 6.570159435 5.93 1 2969.691809 5 594.7437134 -0.790932399 -0.000469765 84.34703584DLPVTEAVFSALVTGHAR 2 31621305 1xTMT6plex [N-Term] 0.863 4.153728485 24.5 0 2112.165069 3 704.7283325 2.544790969 0.001791673 98.66837527
SCGSLLPELK 6 31621305 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C2] 1.271 1.319 0.995 3.831847906 48.39 0 1561.902386 2 781.4539185 -1.168713201 -0.000912708 64.04056616

KISNQFDWALMR 2 31621305 2xTMT6plex [N-Term; K1] 1.174 4.090221405 15.25 1 1967.093708 3 656.3696899 0.410902752 0.000269428 75.1002513LLMSEDYFTQAMEVK 4 31621305 2xTMT6plex [N-Term; K15] 1.139 3.291151524 26.51 0 2263.175448 3 755.0617676 -2.076244521 -0.001566302 106.7080219TVLDQQQTPSR 12 31621305 1xTMT6plex [N-Term] 1.234 1.174 1.079 4.48320961 42.37 0 1501.817186 2 751.4122314 -2.62E-05 -1.97E-08 24.18897665DAHLLVESK 22 31621305 2xTMT6plex [N-Term; K9] 1.041 1.053 0.984 4.186439037 48.79 0 1469.8728 2 735.4404907 0.615675936 0.000452483 38.85567513LQDAINILK 10 31621305 2xTMT6plex [N-Term; K9] 1.02 1.079 1.011 4.209392548 51.89 0 1485.940485 2 743.4735718 -0.416278659 -0.000309283 75.98644273MEEANIQPNR 8 31621305 1xTMT6plex [N-Term] 1.401 1.149 1.253 3.524342299 38.99 0 1430.725929 2 715.8668823 0.391052141 0.000279744 26.04564865SNTLPISLQSIR 4 31621305 1xTMT6plex [N-Term] 1.234 3.263816833 25.62 0 1557.916172 2 779.4612427 -0.618350624 -0.000481669 64.03366116IQEENVIPR 4 31621305 1xTMT6plex [N-Term] 1.089 1.078 3.932723761 50.57 0 1326.757881 2 663.8822021 -0.567521125 -0.000376482 40.10851293QYFHQLEK 2 31621305 2xTMT6plex [N-Term; K8] 1.163 4.315927505 32.94 0 1550.873134 3 517.62854 -1.333031546 -0.000689121 52.06333679ALYEHLTAK 6 31621305 2xTMT6plex [N-Term; K9] 1.055 1.057 0.998 3.378982306 28.28 0 1503.893535 3 501.9689941 -0.735522894 -0.000368716 42.15925624SEAANGNLDFVLSFLK 2 31621305 2xTMT6plex [N-Term; K16] 1.461 2.922302485 27.94 0 2183.21124 3 728.4075928 -1.381084721 -0.001005067 110.7344746GETDLIQK 8 31621305 2xTMT6plex [N-Term; K8] 0.97 0.929 0.969 3.214445114 41.25 0 1361.804052 2 681.4035645 -3.08365491 -0.002099667 40.18732214VIQALAMK 12 31621305 2xTMT6plex [N-Term; K8] 1.018 1.146 1.1 3.66355443 49.9 0 1331.848499 2 666.4273682 -0.780713328 -0.000519896 64.77573679VYLQNEYK 10 31621305 2xTMT6plex [N-Term; K8] 1.023 1.017 1.11 3.584724903 39.84 0 1514.861901 2 757.93396 -0.830127238 -0.000628764 45.43519606LVEKGETDLIQK 2 31621305 3xTMT6plex [N-Term; K4; K12] 1.189 3.683805943 9.31 1 2060.257017 3 687.4229736 -1.286121848 -0.000883247 57.11581654
IHDVLCK 6 31621305 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C6] 100 1.27 1.141 3.059988499 30.87 0 1342.791713 3 448.2690735 0.710466839 0.000318003 40.35850697

QLILVLCSEENMQK 2 31621305 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 0.761 2.618391514 11.68 0 2163.191767 3 721.7297363 -7.910424717 -0.005703922 72.64995256SSLLLGFR 10 31621305 1xTMT6plex [N-Term] 1.217 1.208 1.225 3.083936214 35.48 0 1121.68801 2 561.3475952 -0.086031331 -4.83E-05 63.84946317KIIETPGIR 10 31621305 2xTMT6plex [N-Term; K1] 1.26 1.189 1.716 3.657308102 19.57 1 1484.95647 3 495.6566467 -0.729310572 -0.000360998 43.21105642SELHLMDR 8 31621305 1xTMT6plex [N-Term] 0.935 0.946 1.036 3.74658227 31.16 0 1229.650973 3 410.555542 0.894494931 0.000366639 30.93860505AFAETHIK 2 31621305 2xTMT6plex [N-Term; K8] 1.075 2.565726995 22.81 0 1374.814557 3 458.9434509 0.903935151 0.000414248 45.6349449LLAEILR 18 31621305 1xTMT6plex [N-Term] 1.146 1.212 1.063 2.629925966 30.51 0 1056.697847 2 528.8522339 -0.620410616 -0.000327793 80.79186643LVELTQK 10 31621305 2xTMT6plex [N-Term; K7] 1.114 1.241 1.067 2.74394393 32.26 0 1288.824059 2 644.9156494 -0.028430471 -1.83E-05 53.63121307SYVSEKDVTSAK 4 31621305 3xTMT6plex [N-Term; K6; K12] 1.079 1.22 3.255556345 12.16 1 2001.147133 3 667.7202759 -0.428860661 -0.000286071 39.59800943TVQLTSSELESTLETLKAENQPIRDVLK 1 31621305 3xTMT6plex [N-Term; K17; K28] 1.05 2.842210293 2 3830.172959 4 958.2989502 0.264192051 0.000252975 104.3869729EAVTTLK 8 31621305 2xTMT6plex [N-Term; K7] 1.189 1.322 1.202 2.884073019 37.21 0 1219.76621 2 610.3862305 -0.840589362 -0.000512661 35.18769513GEIETVK 8 31621305 2xTMT6plex [N-Term; K7] 1.131 1.084 0.946 2.507948637 35.81 0 1233.745474 2 617.3753662 -1.635976113 -0.001009189 32.77963268MEEANIQPNR 4 31621305 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.296 1.168 2.290362597 25.19 0 1446.720844 2 715.8668823 0.391052141 0.000279744 26.04564865IWDTLQK 9 31621305 2xTMT6plex [N-Term; K7] 1.139 1.01 0.983 2.911403656 28.75 0 1361.819308 2 681.4122925 -1.468241088 -0.00099974 63.07061459LDDLFLKR 6 31621305 2xTMT6plex [N-Term; K7] 3.278 4.782 8.263 2.729657412 12.51 1 1477.914271 3 493.3101196 1.038528925 0.000511619 73.52833945VEDALNLKEEFDR 4 31621305 2xTMT6plex [N-Term; K8] 0.574 0.602 1.12 3.34057498 1 2036.106441 3 679.3731079 -0.8203891 -0.0005568 68.0123666LIITQVR 6 31621305 1xTMT6plex [N-Term] 1.142 0.996 1.166 2.805381298 29.95 0 1071.708746 2 536.3579712 -0.074653853 -4.00E-05 54.10656145LQWFCDR 14 31621305 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.233 1.3 1.441 2.920123339 17.91 0 1253.629844 2 627.317627 -1.488887457 -0.000933257 60.97440678AENQPIRDVLK 6 31621305 2xTMT6plex [N-Term; K11] 1.51 1.525 1.542 2.892155409 11.58 1 1741.037239 3 581.0176392 0.646132342 0.00037498 44.37400697AENQPIR 4 31621305 1xTMT6plex [N-Term] 1.736 1.588 2.289310455 17.83 0 1056.599924 2 528.8026123 -1.869762226 -0.000987795 16.82178061ADAVWNK 10 31621305 2xTMT6plex [N-Term; K7] 1.05 1.095 1.059 3.107568979 21.13 0 1261.730493 2 631.3677368 -1.819601888 -0.001147924 40.98487584DILIACR 6 31621305 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.847 0.999 1.108 2.742991447 30.92 0 1089.628781 2 545.3164673 -2.86634287 -0.001561625 39.14230175EKDVLIK 6 31621305 3xTMT6plex [N-Term; K2; K7] 1.161 1.238 1.148 3.077479601 9.77 1 1532.002641 3 511.3382568 -1.582015672 -0.000807884 53.07086706GDIDHVK 6 31621305 2xTMT6plex [N-Term; K7] 1.051 1.025 1.054 2.933332682 21.61 0 1241.725407 3 414.5800171 0.072930401 3.02E-05 23.19228733VFNDTCR 2 31621305 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.353 2.258540869 18.41 0 1140.566909 2 570.7869873 -0.185171622 -0.0001056 25.95115021LDDLFLK 2 31621305 2xTMT6plex [N-Term; K7] 0.992 2.964822292 27.65 0 1321.81316 2 661.4086914 -2.310180889 -0.001526814 79.02663127IPENIYR 4 31621305 1xTMT6plex [N-Term] 1.065 1.183 1.233 1.701239705 11.69 0 1133.651625 2 567.3289795 -0.83131855 -0.000471213 41.9230840218959210 WIPF2 WAS/WASL-interacting protein family member 2 147179 NP_573571.1 5.227272727 1 1 1 6 440 46.26 10.93 1.02 0.85 0.96 0.94 Significant 0.00277 AAAPRPPVSAASGRPQDDTDSSR 6 18959210 1xTMT6plex [N-Term] 1.018 0.846 0.957 5.100897312 12.92 0 2538.285806 4 635.3267822 -0.199663784 -0.000126701 23.6545678947578105 NIPBL nipped-B-like protein isoform A 25836 NP_597677.2 5.848787447 1 13 13 51 2804 315.854 7.91 1.14 1.35 0.84 1.11 Significant 0.0173 DDNLVSQLVHSLNQVSTDHIELK 2 47578105 2xTMT6plex [N-Term; K23] 0.01 3.950587988 20.8 0 3062.652248 4 766.4186401 0.157565024 0.000120642 101.291799ILNITDVVAACR 2 47578105 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.116 3.555033207 23.28 0 1573.893328 2 787.4493408 -1.222102756 -0.00096173 73.49513104
ACTQLVDNLVEHILK 4 47578105 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C2] 1.939 1.869 5.269503117 47.9 0 2211.257145 3 737.7562866 -1.283571531 -0.000946102 105.5634457

ELPPELLAEIESTMPLCER 7 47578105 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.48 1.426 0.682 5.945630074 50.19 0 2456.261414 3 819.4234009 -2.346872873 -0.001921511 108.8793287LSSDDGDSSTMR 2 47578105 1xTMT6plex [N-Term] 0.977 3.799972057 44.07 0 1499.684517 2 750.3452759 -0.828155638 -0.000620986 20.89635574HQLNELGSESAK 8 47578105 2xTMT6plex [N-Term; K12] 1.178 1.188 1.617 4.114541531 24.1 0 1770.975033 3 590.9955444 -1.66736355 -0.000984286 39.11042618VETQTEELK 4 47578105 2xTMT6plex [N-Term; K9] 1.104 1.202 3.554623842 27.36 0 1534.872859 2 767.9404907 0.550843874 0.000422738 35.62402189
DICIEQPTFPK 4 47578105 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 0.993 1.128 2.345472813 12.74 0 1805.987178 3 602.6677856 0.900235402 0.000541938 65.15066829
YEESLADSDNK 3 47578105 2xTMT6plex [N-Term; K11] 0.934 2.120402575 25.07 0 1728.86923 2 864.9379272 -0.377436188 -0.000326269 34.15024513DTTLETEK 6 47578105 2xTMT6plex [N-Term; K8] 1.242 1.669 1.527 3.400679588 34.31 0 1394.777896 2 697.8919067 -0.974731132 -0.000679767 29.87082129VASLDYLGTVAAR 2 47578105 1xTMT6plex [N-Term] 1.329 2.964746475 3.58 0 1564.889623 2 782.9458618 -3.307560553 -0.002587984 64.34339073YSPSESAK 6 47578105 2xTMT6plex [N-Term; K8] 1.282 0.827 1.025 2.917381525 30.97 0 1326.730552 2 663.8687744 -0.211152049 -0.000140071 24.97844086FVPPQTSSGNR 1 47578105 1xTMT6plex [N-Term] 1.356 2.717891216 0 1418.758943 2 709.8845825 2.075884051 0.00147259 30.97306084123173757 RAVER1 ribonucleoprotein PTB-binding 1 125950 NP_597709.2 48.94179894 1 20 20 123 756 79.529 8.92 1.18 1.26 1.13 1.19 Significant 0.00101 GKPPPLLPSVLGPAGGDR 2 123173757 2xTMT6plex [N-Term; K2] 1.065 3.986871481 26.81 0 2186.306144 3 729.4398804 -0.482950076 -0.000351959 81.38064083

ALSAVHSPTFCQLACGQDGQLK 8 123173757 2xTMT6plex [N-Term; K22]; 2xCarbamidomethyl [C11; C15] 2.427 1.643 1.165 5.139372349 47.69 0 2846.469339 3 949.4946289 -0.002055617 -1.95E-06 62.8885689
IPLNPYLNLHSLLPASNLAGK 12 123173757 2xTMT6plex [N-Term; K21] 1.185 1.278 1.268 6.768699169 44.61 0 2703.596178 3 901.8701782 -0.072530074 -6.54E-05 102.5787495RPAEGPPTNPPAPGGGSSSSK 4 123173757 2xTMT6plex [N-Term; K21] 1.163 1.158 6.274973392 54.55 0 2406.277757 3 802.7653198 1.516733738 0.001216561 24.79178716SMLAALIAAQATALNR 8 123173757 1xTMT6plex [N-Term] 1.525 1.807 1.347 6.238091469 59.29 0 1844.062519 3 615.3581543 -1.414805273 -0.000869663 102.1318951DSGPLPTPPGVSLLGEPPKDYR 6 123173757 2xTMT6plex [N-Term; K19] 1.241 1.159 1.45 5.709440231 26.58 1 2750.512901 3 917.508667 -0.528473594 -0.000484524 73.50637792EALGLGPPAAQLTPPPAPVGLR 4 123173757 1xTMT6plex [N-Term] 0.939 1.267 7.140909195 44.99 0 2351.364832 3 784.4597168 -0.099729047 -7.82E-05 77.25433654LPPEPGLSDSYSFDYPSDMGPR 2 123173757 1xTMT6plex [N-Term] 1.29 4.960335732 33.56 0 2656.243849 3 886.0858154 -0.359963539 -0.000318717 71.0281339GFAVLEYETAEMAEEAQQQADGLSLGGSHLR 14 123173757 1xTMT6plex [N-Term] 1.516 1.31 1.511 6.214571476 55.06 0 3536.716492 4 884.9336548 -1.046804114 -0.000925562 105.2940769SGAEVEAGDAAER 10 123173757 1xTMT6plex [N-Term] 1.099 1.945 1.43 4.912314892 71.05 0 1490.728431 2 745.8666992 -1.548922293 -0.001154511 17.8472373GLPGDVTNQEVHDLLSDYELK 10 123173757 2xTMT6plex [N-Term; K21] 0.865 1.145 1.127 6.472054482 77.93 0 2800.47691 3 934.1610107 -3.010438475 -0.002810221 86.6727446

KPGILGDSPLGALQPGAQPANPLLGELPAGGGLPPELPPR 10 123173757 2xTMT6plex [N-Term; K1] 1.243 1.272 1.162 7.586009026 41.17 0 4320.448397 4 1080.869995 2.257589457 0.00243845 102.3359876
LPPGFNDVDALCR 8 123173757 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.546 1.648 1.163 3.878053188 35.37 0 1702.878407 2 851.9425659 -0.323824684 -0.000275717 63.48338641VSFCAPGPPGR 6 123173757 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.03 0.863 1.205 3.6455338 42.03 0 1373.719721 2 687.3637695 0.393881293 0.000270541 44.47550473GYGFAEYMK 2 123173757 2xTMT6plex [N-Term; K9] 0.798 2.875329733 16.13 0 1523.796858 2 762.4013062 -0.998883352 -0.000761048 58.40351781RAPEEELPPLDPEEIR 2 123173757 1xTMT6plex [N-Term] 1.425 4.917481422 16.43 1 2119.123264 3 707.0465088 0.806520893 0.000569706 55.93012287LLSPLSSAR 6 123173757 1xTMT6plex [N-Term] 1.013 1.017 1.066 3.014079571 39.14 0 1172.720039 2 586.8627319 -1.578733842 -0.000925706 48.31207056RAPEEELPPLDPEEIRK 2 123173757 2xTMT6plex [N-Term; K17] 1.526 3.779929161 8.56 2 2476.381159 4 619.8527832 3.288658723 0.002035993 56.35078361SDLLGKPLGPR 5 123173757 2xTMT6plex [N-Term; K6] 0.919 1.25 0.97 2.968357801 0.82 0 1610.999397 3 537.6712036 -0.210875409 -0.00011324 53.03297097SSGGSGGGPLSHFYSGSPTSYFTSGLQAGLK 2 123173757 2xTMT6plex [N-Term; K31] 2.80516839 3.74 0 3449.737768 3 1150.576294 -6.794691549 -0.007813301 82.45336392115529484 CD109 CD109 antigen isoform 1 preproprotein 135228 NP_598000.2 19.30795848 1 20 20 94 1445 161.587 5.85 0.96 0.92 1 0.96 Significant 0.000578 TLTLPSLPLNSADEIYELR 12 115529484 1xTMT6plex [N-Term] 0.66 0.646 0.864 5.14223814 49.92 0 2374.306708 3 792.1029663 -5.20651952 -0.004120625 97.72860983ISVTQPDSIVGIVAVDK 8 115529484 2xTMT6plex [N-Term; K17] 1.038 0.964 1.006 4.827404976 88.92 0 2199.300055 2 1100.153442 -0.203284847 -0.000223542 86.02387029ALSEFAALMNTER 6 115529484 1xTMT6plex [N-Term] 0.965 0.69 0.894 4.259262562 66.01 0 1681.878072 2 841.4417114 -1.144992892 -0.000962869 81.83421908ADGNQLTLEER 4 115529484 1xTMT6plex [N-Term] 1.036 0.912 4.42900753 49.91 0 1474.769902 2 737.8868408 -2.371040642 -0.00174837 29.44953085IEFPILEDSSELQLK 12 115529484 2xTMT6plex [N-Term; K15] 0.852 0.875 0.905 4.473085403 62.17 0 2219.257522 2 1110.131226 -1.057632159 -0.001173579 99.25778877NSLGGFASTQDTTVALK 2 115529484 2xTMT6plex [N-Term; K17] 0.961 3.696658611 29.79 0 2168.196318 3 723.4050293 1.9445659 0.0014054 59.94321395CFLEADPYIDIDQNVLHR 2 115529484 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.165 4.637796402 51.07 0 2447.222661 3 816.40979 -3.205193764 -0.002614608 76.89320447

ENKDDLNHVDLNVCTSFSGPGR 2 115529484 2xTMT6plex [N-Term; K3]; 1xCarbamidomethyl [C14] 1.338 4.6016469 13.54 1 2932.462339 4 733.8726807 2.234820261 0.001638382 52.86167325SPVTLTAYIVTSLLGYR 2 115529484 1xTMT6plex [N-Term] 100 5.199258804 26.4 0 2083.200058 3 695.0709229 -0.884473532 -0.000614178 113.5043013VIHSELQGGNK 6 115529484 2xTMT6plex [N-Term; K11] 1.067 0.955 1.023 4.129673481 23 0 1639.953175 3 547.3236694 1.999868552 0.00109323 30.0895843KYQPNIDVQESIHFLESEFSR 3 115529484 2xTMT6plex [N-Term; K1] 0.723 1.227 3.892743111 13.72 1 3024.583106 4 756.9002686 -1.276758189 -0.000965415 95.61998248EALNMLTWR 6 115529484 1xTMT6plex [N-Term] 0.785 0.841 0.849 3.519158363 32.56 0 1362.740122 2 681.8736572 -0.061865702 -4.22E-05 66.61786839
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

TSLNILIKDPK 6 115529484 3xTMT6plex [N-Term; K8; K11] 1.115 1.099 1.073 2.951528549 14.12 1 1929.23516 3 643.7506104 1.097826088 0.000705988 66.89535063LKELSYMVVSR 5 115529484 2xTMT6plex [N-Term; K2] 1.179 1.167 1.015 2.47650671 6.97 1 1783.055198 3 595.0227661 -0.814601902 -0.00048416 65.31290361IPVQLVFK 6 115529484 2xTMT6plex [N-Term; K8] 1.043 0.987 1.017 3.241397858 40.1 0 1401.923379 2 701.4653931 0.093109805 6.53E-05 91.38206004VGSPFELVVSGNK 4 115529484 2xTMT6plex [N-Term; K13] 0.66 0.789 3.570376158 20.79 0 1791.041656 3 597.6856079 0.343113443 0.000204843 73.11033242ISVFIQTDK 2 115529484 2xTMT6plex [N-Term; K9] 1.107 3.080267191 17.74 0 1508.908851 2 754.9572754 -1.045025847 -0.000788424 67.80546367KVEYDHGK 3 115529484 3xTMT6plex [N-Term; K1; K8] 0.868 1.022 2.572924376 2.74 1 1662.978217 4 416.499939 -0.175011688 -7.28E-05 22.42663896SNLIQQWLSQQSDLGVISK 1 115529484 2xTMT6plex [N-Term; K19] 0.666 3.330442905 0 2602.460472 3 868.1570435 -1.496560254 -0.001298246 102.0024556SSMAVHSLFK 2 115529484 2xTMT6plex [N-Term; K10] 0.424 1.994734883 4.01 0 1564.892155 3 522.302063 -0.331904761 -0.000173132 50.7701578119424132 NEK7 serine/threonine-protein kinase Nek7 140609 NP_598001.1 10.92715232 1 3 3 10 302 34.528 8.25 0.98 1.22 1 1.07 Significant 0.00516 ALRPDMGYNTLANFR 4 19424132 1xTMT6plex [N-Term] 1.217 1.221 5.005591393 25.09 0 1968.032281 3 656.6829224 0.982062064 0.000644243 57.863163VQIFDLMDAK 4 19424132 2xTMT6plex [N-Term; K10]; 1xOxidation [M7] 0.978 2.244034529 26.64 0 1653.928601 2 827.4659424 -2.413873473 -0.001996187 68.14896386LGDLGLGR 2 19424132 1xTMT6plex [N-Term] 0.835 2.344127178 17.54 0 1029.62541 2 515.3162842 -0.114925898 -5.92E-05 48.7465148340255009 SLC30A7 zinc transporter 7 148867 NP_598003.2 13.82978723 1 4 4 18 376 41.599 6.95 1.3 1 1.2 1.17 Significant 0.00567 TPPLLENSLPQCYQR 8 40255009 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.07 1.118 1.177 4.89221096 22.57 0 2045.068726 3 682.3618164 1.060863492 0.00072318 58.03414551WILSQTHNIFTQAGVR 6 40255009 1xTMT6plex [N-Term] 1.28 0.972 1.302 3.915088892 22.72 0 2100.155173 3 700.7238159 0.819527018 0.000573711 76.33911122ALAPPDVHHER 2 40255009 1xTMT6plex [N-Term] 1.813 3.505001545 18.84 0 1470.801477 3 490.9386292 -0.096925948 -4.75E-05 24.07089701LIVAPDADAR 2 40255009 1xTMT6plex [N-Term] 1.194 3.628229141 31.79 0 1269.736417 2 635.3718262 -0.032468353 -2.06E-05 44.3008549734147487 POFUT2 GDP-fucose protein O-fucosyltransferase 2 isoform C precursor 23275 NP_598368.2 9.090909091 1 4 4 13 429 49.944 6.6 0.86 1.13 0.97 0.99 Significant 0.00625 LYHWQSPDIHQVR 6 34147487 1xTMT6plex [N-Term] 0.967 1.147 1.056 5.003770351 49.17 0 1908.007781 4 477.7573547 -0.100578566 -4.80E-05 44.50808227ACEQPTHWK 2 34147487 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 0.906 2.96066308 18.47 0 1614.846268 3 538.9528809 -1.349052178 -0.000726171 30.44993172GWFWGYEETR 3 34147487 1xTMT6plex [N-Term] 0.653 1.077 2.253217459 4.62 0 1559.748044 2 780.3772583 -0.515614327 -0.000402114 65.2579299LLPEMVR 2 34147487 1xTMT6plex [N-Term] 0.987 2.354887009 20.86 0 1086.654267 2 543.8309326 0.295617829 0.000160617 58.68987157
19557695 MED22 mediator of RNA polymerase II transcription subunit 22 isoform b 6837 NP_598395.1 15 1 3 3 10 200 22.207 4.68 1.54 1.23 1.42 1.4 Significant 0.00415

ATQGEQDNYEMHVR 2 19557695 1xTMT6plex [N-Term] 1.695 4.407021523 25.51 0 1906.89149 3 636.3015747 -0.69180072 -0.00043973 21.7860426IEDETQVSR 6 19557695 1xTMT6plex [N-Term] 1.481 0.914 1.424 3.343697309 42.5 0 1305.684775 2 653.3457642 -0.400961777 -0.000261765 21.85361378AGESLMK 2 19557695 2xTMT6plex [N-Term; K7] 1.423 1.853701949 3.5 0 1193.696416 2 597.3513794 -0.781933267 -0.000466695 33.74338513
19526767 ZAK mitogen-activated protein kinase kinase kinase MLT isoform 2 51776 NP_598407.1 18.46153846 1 1 7 25 455 51.549 5.21 0.91 1.14 1.33 1.12 Significant 0.0114

QIISILESMSNDTSLPDK 6 19526767 2xTMT6plex [N-Term; K18] 1.234 1.567 1.045 4.723241806 47.5 0 2449.326012 3 817.1135254 0.004528542 3.70E-06 105.082485EAEILSVLSHR 4 19526767 1xTMT6plex [N-Term] 1.351 1.321 4.25865078 37.73 0 1482.847758 3 494.9540405 -0.128042793 -6.33E-05 64.36201773LTEQSNTPLLLPLAAR 4 19526767 1xTMT6plex [N-Term] 0.908 1.139 1.325 4.404626369 15.68 0 1966.153442 3 656.0574951 2.283683189 0.001496691 80.5459687WISQDKEVAVK 4 19526767 3xTMT6plex [N-Term; K6; K11] 1.894 1.217 2.933366299 3.64 1 1990.194023 3 664.0687256 -1.205803132 -0.000799927 51.89765637NVVIAADGVLK 2 19526767 2xTMT6plex [N-Term; K11] 1.171 3.563069344 12.51 0 1556.977599 2 778.9905396 -2.438550458 -0.001898384 62.47302456ICDFGASR 3 19526767 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.063 0.949 2.830138683 12.42 0 1154.582559 2 577.7946777 -0.416082199 -0.000240201 33.80313974LTIPSSCPR 2 19526767 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.352 3.024622917 19.82 0 1259.697923 2 630.3521729 -0.678112474 -0.000427108 49.85408187110224449 SLC12A6 solute carrier family 12 member 6 isoform a 9990 NP_598408.1 5.47826087 1 2 7 30 1150 127.534 7.08 1.14 1.16 0.95 1.08 Significant 0.00379 LLTFASQLK 6 110224449 2xTMT6plex [N-Term; K9] 1.095 1.313 1.072 3.677583694 43.9 0 1478.934672 2 739.9697876 -1.604732604 -0.001186647 81.69926258LEEGPPHTK 4 110224449 2xTMT6plex [N-Term; K9] 1.046 1.045 2.868295431 21.91 0 1465.8415 3 489.2858887 1.100409304 0.000537675 26.42795868LDEDLHVK 6 110224449 2xTMT6plex [N-Term; K8] 1.156 1.215 1.106 3.028567076 22.74 0 1426.830601 3 476.282196 1.005147188 0.000478058 52.00168723LLQAIAK 6 110224449 2xTMT6plex [N-Term; K7] 1.335 1.349 1.343 3.076182365 39.96 0 1214.823665 2 607.9157715 0.495017316 0.000300679 64.39309042GEIIEKPSAK 3 110224449 3xTMT6plex [N-Term; K6; K10] 1.143 1.161 0.984 2.672281742 0 1759.093247 3 587.0358276 -0.180229129 -0.00010568 50.42988539EHEEAENITEGK 1 110224449 2xTMT6plex [N-Term; K12] 0.756 2.070606232 0 1843.943792 3 615.3182983 -1.871266621 -0.00115017 23.8369798DNIIPFLR 4 110224449 1xTMT6plex [N-Term] 1.166 1.076 2.657165289 17.42 0 1216.725124 2 608.8655396 -1.086176665 -0.000660789 73.2944922319745184 CREB1 cyclic AMP-responsive element-binding protein 1 isoform B 1385 NP_604391.1 17.30205279 1 2 4 26 341 36.666 5.57 1.12 1.08 1.07 1.09 Significant 0.000196
TAPTSTIAPGVVMASSPALPTQPAEEAAR 6 19745184 1xTMT6plex [N-Term] 3.446 0.59 100 6.438461304 52.24 0 3050.602966 3 1017.530029 -8.991969681 -0.009143643 69.20914303VAVLENQNK 12 19745184 2xTMT6plex [N-Term; K9] 1.026 1.172 0.955 3.969351768 41.5 0 1472.883699 2 736.9459229 0.590809122 0.000435097 41.85089148ILNDLSSDAPGVPR 2 19745184 1xTMT6plex [N-Term] 0.98 3.330467939 50.15 0 1682.927465 2 841.9660034 -1.624992235 -0.001367372 63.46304676TLIEELK 6 19745184 2xTMT6plex [N-Term; K7] 1.246 1.02 1.296 3.068791866 38.09 0 1303.823724 2 652.414856 -0.988773186 -0.000644593 72.5530882531982904 NUP35 nucleoporin NUP53 isoform a 129401 NP_612142.2 13.49693252 1 3 3 28 326 34.751 9.09 1.18 1.29 1.33 1.27 Significant 0.00125 ASTSDYQVISDR 10 31982904 1xTMT6plex [N-Term] 1.244 1.502 1.293 4.832154274 70.17 0 1570.791031 2 785.8990479 -0.134961857 -0.000105998 31.5621705SIYDDISSPGLGSTPLTSR 10 31982904 1xTMT6plex [N-Term] 1.494 0.889 1.23 3.606129885 37.16 0 2195.139308 2 1098.074097 0.732900809 0.00080441 63.70949468TLGTPTQPGSTPR 8 31982904 1xTMT6plex [N-Term] 0.942 1.916 1.407 3.915594339 25.13 0 1541.848486 2 771.4262085 -2.170159936 -0.001673029 36.0559419119923717 DTX3L E3 ubiquitin-protein ligase DTX3L 151636 NP_612144.1 30 1 17 17 101 740 83.501 8.06 0.8 0.73 0.75 0.76 Significant 0.000749 LLETELLQEISEIEKR 8 19923717 2xTMT6plex [N-Term; K15] 1.095 0.81 0.958 6.051363468 31.18 1 2401.395412 3 801.1356201 -1.292976751 -0.001034983 109.2206335LFAANYMMNVIEVDSAHYK 4 19923717 2xTMT6plex [N-Term; K19] 1.081 0.822 4.85861063 57.77 0 2674.377336 3 892.128418 -2.481057426 -0.002211761 100.3349525GGELTLLGTQDDISAAK 6 19923717 2xTMT6plex [N-Term; K17] 0.693 0.684 0.446 3.292068005 46.62 0 2147.195984 2 1074.098022 -3.360554033 -0.003607884 66.12291239SSGGGECTVSTQEHEAPGTFR 6 19923717 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.582 0.678 0.817 9.728553772 63.61 0 2423.109481 3 808.375 0.398421948 0.000321807 25.39959327

AMSYKPICPTCQTSYGIQK 8 19923717 3xTMT6plex [N-Term; K5; K19]; 2xCarbamidomethyl [C8; C11] 0.806 0.687 0.78 5.374104023 24.94 0 2920.533803 3 974.1825562 -0.235485365 -0.000229248 56.87889959
DSCISPSEPETK 10 19923717 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.673 0.661 0.681 4.193824768 50.78 0 1807.914801 2 904.4607544 -0.31446224 -0.00028426 30.3097607

SNYFEVPLPYFEYFK 20 19923717 2xTMT6plex [N-Term; K15] 0.756 0.675 0.711 3.914121866 36.78 0 2401.252042 3 801.0891113 0.307458093 0.000246095 109.149181
NTEPLKQECVSLADSK 2 19923717 3xTMT6plex [N-Term; K6; K16]; 1xCarbamidomethyl [C9] 0.777 3.824244022 8.22 1 2506.379 3 836.1312866 0.122389025 0.000102251 49.13527755

VCGDFQDIER 6 19923717 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.997 0.645 0.606 3.910681486 45.86 0 1467.709944 2 734.3582764 -0.455339032 -0.000334153 41.84371822ESFASEFQK 6 19923717 2xTMT6plex [N-Term; K9] 0.513 0.704 0.765 4.116304398 50.85 0 1530.82043 2 765.9129028 -1.241730186 -0.000950433 50.8180627KLESYFQSSK 2 19923717 3xTMT6plex [N-Term; K1; K10] 0.857 4.266929626 3.54 1 1904.109625 3 635.3739014 -1.299367644 -0.000824713 61.26580545GNQPEGSMVFTVSR 2 19923717 1xTMT6plex [N-Term] 0.633 4.350737095 41.5 0 1737.879135 2 869.4424438 -0.876640186 -0.000761747 45.14012178AYITTLCPSIR 4 19923717 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.729 0.792 4.03757 33.31 0 1523.845316 2 762.425293 -1.316657589 -0.001003191 58.30240042KMEGHDGIEK 6 19923717 3xTMT6plex [N-Term; K1; K10] 0.638 0.797 0.76 3.596882582 9.29 1 1831.03508 4 458.5137024 -1.146995877 -0.000525047 26.01950973
TCILFESK 6 19923717 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 0.821 0.826 0.723 3.19449544 22.75 0 1455.828158 2 728.4178467 0.177582343 0.000129265 56.57797943

TAYLPDNK 3 19923717 2xTMT6plex [N-Term; K8] 1.038 2.824217558 13.54 0 1379.793487 2 690.4003296 -0.075663723 -5.22E-05 36.87884111AASPPLK 2 19923717 2xTMT6plex [N-Term; K7] 0.801 1.856368423 16.54 0 1141.734516 2 571.3707886 -0.188425207 -0.000107566 46.32408082
19923881 GNPDA2 glucosamine-6-phosphate isomerase 2 isoform 1 132789 NP_612208.1 43.11594203 1 5 9 58 276 31.065 6.95 0.9 0.91 0.92 0.91 Significant 0.0000403 TFNMDEYVGLPR 16 19923881 1xTMT6plex [N-Term] 1.427 1.166 1.27 5.157663345 57.77 0 1670.840958 2 835.9240112 -0.127109083 -0.00010619 65.15822767EVMILITGAHK 6 19923881 2xTMT6plex [N-Term; K11] 1.121 0.909 0.954 5.150833607 52.74 0 1670.007519 3 557.3397217 -1.740932843 -0.000969124 68.84770259AIEEGVNHMWTVSAFQQHPR 2 19923881 1xTMT6plex [N-Term] 1.083 6.525490284 37.51 0 2566.282241 4 642.3253784 -0.996436824 -0.000639285 58.98279632AIEEGVNHMWTVSAFQQHPR 2 19923881 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.815 5.907146931 35.26 0 2582.277156 4 642.3253784 -0.996436824 -0.000639285 58.98279632

YFTLGLPTGSTPLGCYK 14 19923881 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C15] 1.03 1.036 1.287 5.246377468 65.91 0 2333.261562 2 1167.133179 -1.063223329 -0.001240389 88.20432372
LVILDNYDLASEWAAK 6 19923881 2xTMT6plex [N-Term; K16] 0.949 0.91 5.688185692 74.07 0 2279.268755 3 760.4277954 0.034164672 2.60E-05 96.40561387TIFVCDEDATLELR 4 19923881 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.857 1.263 4.703082085 41.91 0 1910.973095 2 955.9890137 -1.226603481 -0.001172003 69.40769102TLAMDTILANAK 2 19923881 2xTMT6plex [N-Term; K12] 0.952 3.158539295 33.19 0 1720.007913 2 860.5076904 0.111173544 9.56E-05 75.61204633LVDPLFSMK 4 19923881 2xTMT6plex [N-Term; K9] 0.876 0.864 3.625189304 34.16 0 1507.895844 2 754.4504395 -1.4863452 -0.001120627 84.58164991YFDGDLSK 2 19923881 2xTMT6plex [N-Term; K8] 0.909 3.002480268 21.16 0 1402.761852 2 701.8846436 0.112648754 7.90E-05 47.1622195425286703 KIAA2013 uncharacterized protein KIAA2013 precursor 90231 NP_612355.1 11.51419558 1 5 5 20 634 69.113 8.19 1.16 1.21 1.16 1.18 Significant 0.000201 GEPGAAEPSACLEAATR 2 25286703 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.962 4.019562244 58.54 0 1915.938106 2 958.4711304 -1.629519139 -0.001561029 35.57846343DCVLLQEDFLAHR 4 25286703 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.905 1.191 5.161690235 45.57 0 1844.952634 3 615.6550903 -1.038727971 -0.000638801 62.28201758TQLDETVLWVVHVSGPINPQVLK 6 25286703 2xTMT6plex [N-Term; K23] 1.332 1.314 0.717 6.11163044 32.53 0 3030.739213 4 758.4406128 0.464755222 0.000352138 105.1154343VGDHQFLLYSGR 2 25286703 1xTMT6plex [N-Term] 1.272 3.190146208 4.97 0 1620.869556 3 540.9611206 -0.461291651 -0.000249231 48.37328052AFTSTLEK 6 25286703 2xTMT6plex [N-Term; K8] 1.154 1.2 1.148 3.504840851 37.01 0 1354.798238 2 677.90271 -0.069890942 -4.73E-05 47.45527454115334675 OTULIN ubiquitin thioesterase otulin 90268 NP_612357.4 16.47727273 1 5 5 22 352 40.237 5.47 0.88 0.85 0.92 0.88 Significant 0.000526 DTSNDPGQLLR 6 115334675 1xTMT6plex [N-Term] 0.829 0.923 0.879 3.862487555 63.28 0 1444.759337 2 722.8829956 -0.430873881 -0.000311255 33.61851697AAASGQPRPEMQCPAEHEEDMYR 4 115334675 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.81 0.951 5.944077015 27.74 0 2889.291561 4 723.0776367 -0.984474893 -0.000711109 28.87169695MGYEEVSQK 2 115334675 2xTMT6plex [N-Term; K9] 0.927 3.107115507 13.89 0 1528.808151 2 764.9075317 -0.237971937 -0.000181907 35.89303037GDNYCALR 6 115334675 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.908 0.82 1.001 3.089621067 27.76 0 1197.588373 2 599.2975464 -0.464873052 -0.000278363 23.9253226ESLTLLR 4 115334675 1xTMT6plex [N-Term] 0.991 0.542 2.131706476 19.33 0 1060.656376 2 530.8317871 -0.073747966 -3.91E-05 47.36999189222537732 SCRN2 secernin-2 isoform 1 90507 NP_612364.2 12 1 4 4 15 425 46.567 5.67 1.1 1 0.76 0.95 Significant 0.011 DEVQEVVFVPAGTHTPGSR 2 222537732 1xTMT6plex [N-Term] 0.97 4.993859291 34.17 0 2254.166526 3 752.0605469 0.249149738 0.000187208 51.02638269TEAWVLETAGR 6 222537732 1xTMT6plex [N-Term] 1.127 0.933 1.517 3.91966939 30.64 0 1461.789909 2 731.397583 -1.381590037 -0.001009797 55.90373147DKESGICMDSGGFR 4 222537732 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C7] 1.112 1.511 0.562 3.337330103 7.91 1 2016.988317 3 673.0010986 0.211170503 0.000141976 38.92931749

GQQLQQK 3 222537732 2xTMT6plex [N-Term; K7] 1.247 0.977 2.244805336 29.41 0 1287.778506 2 644.3918457 -1.623612866 -0.001045427 108.4646433
24308400 MCU calcium uniporter protein, mitochondrial isoform 1 precursor 90550 NP_612366.1 24.78632479 1 8 8 37 351 39.842 8.65 0.86 0.81 0.98 0.88 Significant 0.00325

TLVQQLYTTLCIEQHQLNK 5 24308400 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C11] 0.823 0.857 6.176335812 42.68 0 2788.543156 3 930.1876221 1.849378206 0.001719024 100.6383792
VAASTGIDLLLLDDFK 10 24308400 2xTMT6plex [N-Term; K16] 1.024 1.044 1.017 4.718586922 56.19 0 2149.252042 2 1075.128052 -1.49612717 -0.001607777 109.9995266DPLQVHLPLR 2 24308400 1xTMT6plex [N-Term] 0.651 4.204674721 54.77 0 1416.85245 3 472.9556274 -0.085164677 -4.02E-05 57.68918982LRDPLQVHLPLR 7 24308400 1xTMT6plex [N-Term] 0.796 0.788 1.017 4.88809967 28.04 1 1686.037625 4 422.2650452 0.430686749 0.000181539 60.58157788QYLLFFHK 4 24308400 2xTMT6plex [N-Term; K8] 0.945 0.855 3.114669561 30.03 0 1553.924442 3 518.6460571 -0.529912047 -0.000274481 73.86663804EQLAPLEK 2 24308400 2xTMT6plex [N-Term; K8] 0.784 2.441007376 19.02 0 1385.840437 2 693.4229736 -1.274673712 -0.000883247 46.85657126
CQFTLKPISDSVGVFLR 1 24308400 2xTMT6plex [N-Term; K6]; 1xCarbamidomethyl [C1] 1.129 2.905632973 0 2425.367758 3 809.1278687 0.53384359 0.000431589 89.42896958QLQEEDR 6 24308400 1xTMT6plex [N-Term] 0.01 0.79 0.739 2.750380039 18.69 0 1146.595232 2 573.8002319 -1.783360645 -0.001022396 16.559933524308410 C19orf52 uncharacterized protein C19orf52 90580 NP_612367.1 26.15384615 1 5 5 32 260 29.215 8.09 1.29 1.2 1.29 1.26 Significant 0.000566 LALSQAHSLVQAEAPR 6 24308410 1xTMT6plex [N-Term] 1.233 1.556 1.351 5.788992405 42.95 0 1920.086425 3 640.6980591 -3.542097802 -0.002267045 53.44095801YKPVVLTDDQVDQALWEEQVLQK 12 24308410 3xTMT6plex [N-Term; K2; K23] 1.54 1.059 1.358 7.35521841 48.34 0 3431.902932 3 1144.642334 2.772876539 0.003172081 90.38688407VVGPQQLHSETNER 6 24308410 1xTMT6plex [N-Term] 1.173 1.047 0.809 4.964038372 35.62 0 1822.96089 3 608.324646 -0.825877136 -0.000501847 27.40429651DASAEAR 6 24308410 1xTMT6plex [N-Term] 3.434 0.982 0.98 2.560288429 26.12 0 948.4947898 2 474.7511597 0.266628705 0.000126448 14.69347155ESEAFVQR 2 24308410 1xTMT6plex [N-Term] 1.287 2.49403739 22.05 0 1194.631618 2 597.8198242 0.631372457 0.000377129 25.336425140538772 PRMT9 putative protein arginine N-methyltransferase 9 isoform 1 90826 NP_612373.2 2.603550296 1 2 2 8 845 94.441 5.25 1.05 0.9 1.15 1.03 Significant 0.00491

DIAGIHLPTNVK 6 40538772 2xTMT6plex [N-Term; K12] 1.098 0.895 1.15 2.754085302 13.62 0 1736.047076 3 579.3532715 -1.045200272 -0.000604839 62.13232696WHFIMLNDTK 2 40538772 2xTMT6plex [N-Term; K10] 1.018 1.877262712 3.42 0 1762.971468 3 588.329895 2.078195059 0.001221266 69.45179188
19923907 OXNAD1 oxidoreductase NAD-binding domain-containing protein 1 precursor 92106 NP_612390.1 11.53846154 1 3 3 15 312 34.832 8.37 0.88 0.71 0.9 0.83 Significant 0.00523

ETLFYICGPPPMTDFFSK 4 19923907 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C7] 1.214 0.712 4.480695724 43.85 0 2608.323175 3 870.1068115 -6.630370749 -0.005764717 106.2179669
LLVADQDFSFK 8 19923907 2xTMT6plex [N-Term; K11] 0.842 0.898 3.950755119 38.52 0 1740.993643 2 871.0012207 0.873992996 0.000760808 78.17289246VIELAVK 3 19923907 2xTMT6plex [N-Term; K7] 2.596088886 25.12 0 1229.823331 2 615.4153442 0.066055474 4.06E-05 62.3174544288541299 FAM114A1 protein NOXP20 92689 NP_612398.2 42.45115453 1 17 17 106 563 60.704 4.68 1.21 1.23 1.24 1.23 Significant 0.0000517 ELENEENQEEQGLEEKGEEFAR 6 288541299 2xTMT6plex [N-Term; K16] 2.08 1.953 0.818 5.588903427 40.79 1 3094.485302 3 1032.168579 1.900876596 0.001960745 58.74211116

LTTAMCNEVASLSK 8 288541299 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C6] 1.016 1.238 1.14 5.273639202 65.83 0 1983.065504 2 992.0350342 -1.367922854 -0.00135634 69.20442233
SEIPLQEQNYLAVDSPPSGGGWAGWGSWGK 4 288541299 2xTMT6plex [N-Term; K30] 0.929 1.5 4.52617979 21.45 0 3631.822167 3 1211.275635 -2.702704778 -0.003271914 92.38971424SVLTGGLDALEFIGK 22 288541299 2xTMT6plex [N-Term; K15] 1.238 1.403 1.284 5.557534218 78.1 0 1978.162499 2 989.5854492 0.567474866 0.000561279 101.4434228TIEEVYMSSIESLAEVTAR 10 288541299 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.822 1.102 1.009 5.52093792 49.06 0 2373.205673 3 791.7398071 -0.339247158 -0.000268368 96.13983856ELENEENQEEQGLEEK 4 288541299 2xTMT6plex [N-Term; K16] 0.548 0.591 2.944937229 15.92 0 2405.172014 3 802.3943481 -1.464488355 -0.001174115 40.59677222

MLTELLFELHVAATPDKLNK 2 288541299 3xTMT6plex [N-Term; K17; K20]; 1xOxidation [M1] 1.713 4.167565823 24.59 1 2986.725426 4 747.4351196 -2.269319541 -0.001694459 99.35741141
VQSFLASLDGEK 4 288541299 2xTMT6plex [N-Term; K12] 0.824 0.929 4.089763165 46.37 0 1751.994371 3 584.6697388 0.166472335 9.72E-05 81.56679854VQSFLASLDGEKLELLK 6 288541299 3xTMT6plex [N-Term; K12; K17] 2.228 1.768 2.462 4.211134434 20.74 1 2577.547051 3 859.8522339 -1.902099068 -0.00163425 107.1311546GMLSAITNVVQNTGK 8 288541299 2xTMT6plex [N-Term; K15] 1.43 2.024 1.594 3.932917118 14.78 0 1991.135967 2 996.0700684 -1.560331038 -0.001553416 87.10800162LAQQLTMER 6 288541299 1xTMT6plex [N-Term] 1.565 1.169 1.357 3.595047474 41.42 0 1318.735037 2 659.8699341 -1.854198053 -0.001222598 41.301951TMNVLAESDPGFK 3 288541299 2xTMT6plex [N-Term; K13]; 1xOxidation [M2] 0.892 1.318 1.991750479 30.61 0 1882.998471 2 942.0002441 -2.792986203 -0.002629594 51.13641783

AEVTEMPNSDSLPEDAEVHCDSAAVSHEPTPADPR 2 288541299 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C20] 100 3.412868023 21.88 0 3989.796669 4 998.204834 0.209877237 0.000209342 47.03988951TVSLSQMLR 6 288541299 1xTMT6plex [N-Term] 1.469 1.037 1.1 3.670808315 17.77 0 1263.729223 2 632.3683472 0.153993382 9.73E-05 59.48280551TIEEVYMSSIESLAEVTAR 1 288541299 1xTMT6plex [N-Term] 1.155 3.436425686 0 2357.210758 3 791.7398071 -0.339247158 -0.000268368 96.13983856VSEEETK 6 288541299 2xTMT6plex [N-Term; K7] 1.074 0.748 1.023 2.503664494 11.92 0 1279.714568 2 640.3604736 -0.701151958 -0.000448637 22.01279521
CIEQLHK 2 288541299 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 1.351 2.451733112 7.14 0 1385.797527 3 462.6036377 -0.842110077 -0.000388998 30.06039149
NDLISIK 6 288541299 2xTMT6plex [N-Term; K7] 0.703 1.491 1.314 2.513965607 16.73 0 1260.792759 2 630.8999023 -0.182950369 -0.000115331 52.25580602

20149709 HNRNPLL heterogeneous nuclear ribonucleoprotein L-like isoform 1 92906 NP_612403.2 36.16236162 1 13 14 54 542 60.045 7.72 1.2 1.09 1.18 1.16 Significant 0.000854
ECVTFAADEPVYIAGQQAFFNYSTSK 6 20149709 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C2] 100 100 2.797 5.521950245 58.74 0 3401.676414 3 1134.560913 -2.418857994 -0.002742724 89.31897315HDGYGSHGPLLPLPSR 2 20149709 1xTMT6plex [N-Term] 1.304 4.706740856 23.66 0 1932.02891 4 483.7620544 -1.305568746 -0.000630599 44.14262714TDAVEALTALNHYQIR 4 20149709 1xTMT6plex [N-Term] 1.155 1.189 6.917080402 48.82 0 2044.102469 3 682.0385742 -0.635801663 -0.000433215 76.09001477TIPGTALVEMGDEYAVER 4 20149709 1xTMT6plex [N-Term] 0.763 0.917 4.709661484 35.57 0 2180.11065 3 727.373291 -2.445102098 -0.001776864 75.88876973TEEGEIDYSAEEGENRR 2 20149709 1xTMT6plex [N-Term] 1.245 4.851364136 31.87 1 2213.015564 3 738.3436279 0.346422807 0.000255546 25.73264584GLCESVVEADLVEALEK 4 20149709 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C3] 1.659 1.516 5.390303135 51.96 0 2319.251785 3 773.7543945 -1.360049077 -0.001051432 101.616406

QHSVVPSQIFELEDGTSSYK 2 20149709 2xTMT6plex [N-Term; K20] 2.44 3.358968496 15.23 0 2709.413581 3 903.8087158 -0.733353917 -0.00066232 68.63112354VSVSPVVHVR 6 20149709 1xTMT6plex [N-Term] 1.098 0.978 1.026 4.888637066 40.67 0 1307.799686 3 436.6045532 -0.443119873 -0.000193171 36.65972158FTSAGQASK 2 20149709 2xTMT6plex [N-Term; K9] 1.33 3.234145641 31.85 0 1354.773086 2 677.8901367 -0.06573241 -4.45E-05 29.52391878
LCNDHEVLTFIK 3 20149709 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 1.298 1.138 3.490162611 10.67 0 1947.07739 3 649.699646 3.592532232 0.002331646 73.88743772
TLSGLLEWECK 3 20149709 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.001 3.014446259 19.33 0 1793.987178 2 897.4966431 -0.651262842 -0.000584179 80.89523289

LKTEEGEIDYSAEEGENR 2 20149709 2xTMT6plex [N-Term; K2] 0.666 3.063844919 16.4 1 2527.256412 3 843.0890503 -1.509226003 -0.0012714 40.88941219ITRPGNTDDPSGGNK 6 20149709 2xTMT6plex [N-Term; K15] 0.867 1.283 1.059 3.132626057 4.61 0 1987.060888 3 663.0249023 -0.369333801 -0.00024463 24.90680649
LNVCVSK 8 20149709 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C4] 1.487 1.475 1.368 2.784655571 26.07 0 1277.765164 2 639.3865356 0.493485877 0.00031528 44.78943971

24308436 MARS2 methionine--tRNA ligase, mitochondrial precursor 92935 NP_612404.1 7.588532884 1 3 3 8 593 66.549 8.09 0.87 0.59 0.72 0.73 Significant 0.0122
IQQAAATAGLAPTELCDR 2 24308436 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C16] 0.592 5.305911064 23.36 0 2115.106568 3 705.706665 -0.532617519 -0.000375514 57.24321516LLNSELADALGGLLNR 4 24308436 1xTMT6plex [N-Term] 0.834 0.716 5.372217178 67.36 0 1898.090842 3 633.3682861 -0.282727017 -0.000178881 111.2651837VAVQHFWGVLK 2 24308436 2xTMT6plex [N-Term; K11] 0.879 3.323440552 22.91 0 1742.051767 3 581.3557739 0.574763255 0.000333756 72.0307390424308440 MVB12A multivesicular body subunit 12A isoform 1 93343 NP_612410.1 24.17582418 1 4 4 19 273 28.765 8.91 1.2 0.98 0.93 1.04 Significant 0.00634 LLPLGATDTAVFDVR 14 24308440 1xTMT6plex [N-Term] 1.197 0.983 0.926 5.682331562 49.53 0 1817.037015 2 909.0214233 -0.795427006 -0.00072266 86.97909268SPLPLGFSPVCDPMDSK 2 24308440 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 0.923 2.400120258 38.74 0 2305.197247 2 1153.105103 2.464734041 0.002840849 82.6244825

GFSAISCTVEGAPASFGK 2 24308440 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C7] 1.678 2.557909489 11.45 0 2244.173475 2 1122.587158 -2.867453796 -0.003217532 69.48024062
SCSPLAFSAFGDLTIK 1 24308440 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 8.38 0 2172.177498 3 724.7359619 7.289847264 0.005278281 91.40977459156766050 AHNAK2 protein AHNAK2 113146 NP_612429.2 45.03882657 1 121 123 716 5795 616.242 5.36 0.68 0.7 0.7 0.69 Significant 0.0000924 AEVTAPDGEVSLPSMEVDVQAQK 2 156766050 2xTMT6plex [N-Term; K23] 0.852 5.731869698 53.59 0 2858.48576 3 953.4909058 -9.653952184 -0.009198562 68.75149347
EVQCPEANIDTALCK 4 156766050 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C4; C14] 0.813 0.678 4.570806026 44.27 0 2206.12481 3 736.0454712 -1.337220708 -0.000983359 53.478437

LEGDLSLADKDMTAK 6 156766050 3xTMT6plex [N-Term; K10; K15] 0.693 0.74 0.918 4.532441616 15.37 1 2294.288059 3 765.4354858 1.675848643 0.001281627 62.79786854STEDGAELEEQK 6 156766050 2xTMT6plex [N-Term; K12] 0.643 0.585 0.465 4.009685516 61.26 0 1793.916909 2 897.4616089 -0.539415487 -0.000483833 28.92976149ASSTDMPSQISVVNVDQLWEDSVLTVK 6 156766050 2xTMT6plex [N-Term; K27] 0.601 0.784 4.118789196 42.2 0 3406.781607 3 1136.268555 2.789639489 0.003167898 107.1394775LHLSTAGMTGDELSTSEVR 4 156766050 1xTMT6plex [N-Term] 0.296 0.411 4.831073761 31.19 0 2233.133177 3 745.048645 -0.803745798 -0.00059829 52.86864774TTDLSIQPLSADVK 6 156766050 2xTMT6plex [N-Term; K14] 0.685 0.69 3.639782906 57.4 0 1946.121028 2 973.5623169 -1.886404229 -0.001835585 65.4302577ADVSLPSMQGDLK 8 156766050 2xTMT6plex [N-Term; K13] 0.678 0.78 0.651 4.027397156 61.84 0 1819.003556 2 910.0056152 0.218800424 0.000198999 61.85673836TEVEAGASGYSVTGGGDQGIFVK 6 156766050 2xTMT6plex [N-Term; K23] 0.72 1.105 0.942 6.542928696 70.37 0 2687.392846 3 896.4661865 -3.289206378 -0.002946463 62.26456411TDVTAPDVEVSQPGMEVDVEAPGAK 6 156766050 2xTMT6plex [N-Term; K25] 0.622 0.559 0.661 5.964377403 57.56 0 2999.528353 3 1000.515442 1.140080436 0.001139901 63.64037107SIEASVDVSEPK 5 156766050 2xTMT6plex [N-Term; K12] 0.746 0.591 0.952 4.249102592 39.79 0 1718.957652 2 859.980835 -1.895455727 -0.001629104 44.15376232SAPIQTQPEARPEAELPK 7 156766050 2xTMT6plex [N-Term; K18] 0.767 0.836 0.967 4.242198944 12.73 0 2420.354944 3 807.4569702 0.583862518 0.000471052 44.14475454TTDLSIQPHSADLTVQAR 4 156766050 1xTMT6plex [N-Term] 0.929 0.775 4.217154503 27.35 0 2182.166526 3 728.0584717 -2.595567694 -0.001887987 44.9832566VEADVSLPSMQGDLK 6 156766050 2xTMT6plex [N-Term; K15] 0.637 0.639 0.83 3.684945583 34.95 0 2047.114563 3 688.3748779 0.292184719 0.000200936 56.69140905SIEASVDVSAPK 12 156766050 2xTMT6plex [N-Term; K12] 0.641 0.705 0.618 4.582970619 63.96 0 1660.952172 2 830.9786377 -1.308574329 -0.00108674 49.49927235LPEGPLPEGASLK 12 156766050 2xTMT6plex [N-Term; K13] 0.675 0.656 0.674 4.531859875 62.95 0 1766.046407 2 883.5262451 -0.675727218 -0.000596683 61.50156389ATDLSVQPPSADLEVQAGQVDVK 6 156766050 2xTMT6plex [N-Term; K23] 0.591 0.59 0.603 3.895902395 61.46 0 2825.529673 3 942.513916 -0.877234859 -0.000826218 65.48343516LPETQVLPGEIDETPLSKPGHDLASMEDK 4 156766050 3xTMT6plex [N-Term; K18; K29] 0.819 1.036 4.623618603 11.72 0 3834.044981 4 959.2652588 -1.506519558 -0.001444016 77.0995986VSAPGESIEALVDVSELK 8 156766050 2xTMT6plex [N-Term; K18] 0.566 0.539 6.183660507 45.97 0 2301.295364 3 767.7692261 -0.97280748 -0.000746239 92.95418426TDVMAPDVEVSQPSVEVDVEAPGAK 6 156766050 2xTMT6plex [N-Term; K25] 0.793 0.867 0.718 5.654493809 51.47 0 3027.559653 3 1009.858459 0.387215481 0.000390773 67.94730521ESFSPEEKEEGELIGPVGTGLDSR 6 156766050 2xTMT6plex [N-Term; K8] 1.242 1.611 0.653 5.215960979 33.51 1 3020.546446 3 1007.521606 1.264832707 0.001273495 61.10657153STEDGAELEEQKLQEETITFFDAR 4 156766050 2xTMT6plex [N-Term; K12] 1.687 100 3.115946293 13.43 1 3244.626152 3 1082.213379 -0.175333374 -0.00018963 87.02126825AGAGVPGEQPVDLNLPLEAPPISK 6 156766050 2xTMT6plex [N-Term; K24] 0.794 0.606 0.667 4.400292873 37.15 0 2827.596965 3 943.2001953 -3.866372271 -0.003644181 86.3756646LLEGPVPEEVGLK 12 156766050 2xTMT6plex [N-Term; K13] 0.59 0.602 0.658 4.371311188 64.95 0 1838.103922 2 919.5548096 -0.859200264 -0.00078965 73.79961443AGVLEELGPWGDSLEETGAATGSR 6 156766050 1xTMT6plex [N-Term] 0.624 0.362 3.461500883 28.83 0 2631.309955 2 1316.151733 -5.231106697 -0.006882332 83.00553339IQAPSADLEVQAGQVDLK 2 156766050 2xTMT6plex [N-Term; K18] 0.739 3.802738905 26.88 0 2340.317496 3 780.7774048 0.070497045 5.50E-05 67.46382579VEAEVSLPSMQGDLK 6 156766050 2xTMT6plex [N-Term; K15] 0.61 0.731 0.972 3.668990612 39.89 0 2061.130213 2 1031.067383 -1.321500691 -0.001361892 67.81659607LEVAQTQAPAATGGEAAAK 12 156766050 2xTMT6plex [N-Term; K19] 0.679 0.73 0.721 6.207697392 66.62 0 2242.244331 2 1121.622559 -2.894712414 -0.003245326 44.35423062TTDLSIQPASTDLK 6 156766050 2xTMT6plex [N-Term; K14] 0.903 0.901 0.687 4.227694035 40.15 0 1948.100293 2 974.5522461 -1.579647881 -0.001538656 54.96781434SMEDSVDVSAPK 8 156766050 2xTMT6plex [N-Term; K12] 0.683 0.739 3.754559755 41.58 0 1722.898422 2 861.9525146 -0.388538939 -0.000334707 42.32682875LPEGHLPEGAGLK 8 156766050 2xTMT6plex [N-Term; K13] 0.652 0.717 0.654 3.941030502 32.83 0 1776.04199 3 592.6851196 -0.667035626 -0.000394894 50.50306813VSMSSSEIEGNVTFHEK 4 156766050 2xTMT6plex [N-Term; K17] 0.756 0.67 4.860134602 30.25 0 2339.195332 3 780.4031982 -0.124236499 -9.69E-05 52.16943666TTDISIEPPSAQLEVQAGQVDLK 4 156766050 2xTMT6plex [N-Term; K23] 0.62 0.01 4.586534023 46.2 0 2897.587188 3 966.5334473 -0.483071961 -0.000466581 74.38507157LDGAWLEGDLSLADKDVTAK 6 156766050 3xTMT6plex [N-Term; K15; K20] 0.732 0.749 5.886069298 27.23 1 2804.564886 4 701.8967285 0.07069635 4.96E-05 86.29969113TLEGQAQETAVAQR 12 156766050 1xTMT6plex [N-Term] 0.758 0.623 0.749 5.797579288 81.06 0 1730.923442 2 865.963501 -2.147308647 -0.001858413 27.48677547LEGDLSLAHEDVAGK 4 156766050 2xTMT6plex [N-Term; K15] 0.686 0.565 5.349919796 40.63 0 2012.106441 3 671.373291 -0.557168896 -0.000373694 55.0263613LDGAWLEGDLSVADKDVTTK 2 156766050 3xTMT6plex [N-Term; K15; K20] 0.719 5.286750317 30.27 1 2820.559801 3 940.8571777 -0.999998963 -0.000940186 82.10156251GEEVEGAGWMPGREPTTHAEAQGDEGDGEEGLQR 4 156766050 1xTMT6plex [N-Term] 0.745 0.25 8.721786499 32.36 1 3810.709902 4 953.4313965 -1.612904854 -0.001536578 38.82553222AEVMAPDVEVSLPSVEVDVEAPGAK 2 156766050 2xTMT6plex [N-Term; K25]; 1xOxidation [M4] 0.696 4.852109432 65.39 0 3012.58514 3 1004.864075 -2.479222515 -0.002489623 81.20371097SIEASVDVSPPK 2 156766050 2xTMT6plex [N-Term; K12] 0.568 3.843043327 46.89 0 1686.967822 2 843.9865112 -1.230888364 -0.001038235 51.44057319EGEGEGLQSLEIGIAR 4 156766050 1xTMT6plex [N-Term] 0.965 0.729 5.209360123 72.75 0 1887.002086 2 944.0040283 -0.692261754 -0.00065315 61.74873107VEADGSFPSMQGDLK 4 156766050 2xTMT6plex [N-Term; K15] 0.569 0.565 4.042541504 52.19 0 2039.051962 2 1020.029419 -0.196767607 -0.00020061 59.57165138MPSFGVSAPGK 18 156766050 2xTMT6plex [N-Term; K11] 0.596 0.629 0.593 4.199671268 51.15 0 1535.865606 2 768.4352417 -1.562142907 -0.001199621 65.49436287
TTHLSIQPPSADLEVQAGQEDVKLPEGPVHEGAGLK 4 156766050 3xTMT6plex [N-Term; K23; K36] 0.837 0.956 6.276056767 22 1 4435.407603 5 887.8896484 2.600109963 0.002306509 68.34017808DTTEGGTQIGPPEIR 6 156766050 1xTMT6plex [N-Term] 0.956 0.954 0.958 5.663513184 57.17 0 1799.933672 2 900.4701538 -0.356375806 -0.000320726 41.78693626LDGAQLEGDLSLADK 2 156766050 2xTMT6plex [N-Term; K15] 0.749 4.147123337 44.58 0 2003.106107 3 668.3745117 1.435468766 0.000958465 75.99766843TTDISIQPPSAQLEVQAGQVDVK 8 156766050 2xTMT6plex [N-Term; K23] 0.812 0.728 0.829 5.132581711 45.72 0 2882.587523 3 961.5344238 0.414757355 0.000398525 69.94436214AEVTAPDVEMSLSSMEVDVQAPR 2 156766050 1xTMT6plex [N-Term] 0.949 4.842628479 34.19 0 2690.321448 3 897.4449463 -0.431878805 -0.000387298 78.08657066

VDPECSVEDSK 8 156766050 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 0.641 0.692 0.776 3.735512257 52.92 0 1722.862037 2 861.9332886 -1.588259248 -0.001368176 35.40175568
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

ESEIPTSEIQTPSYGFSLLK 12 156766050 2xTMT6plex [N-Term; K20] 0.762 0.683 0.677 4.513585091 66.3 0 2684.443484 3 895.4871826 1.307638467 0.001170094 81.91369549ATDLSIQPPSADLEVQAGQVDVK 8 156766050 2xTMT6plex [N-Term; K23] 0.717 0.836 4.880163193 44.2 0 2839.545324 3 947.1834106 -3.396609424 -0.003214942 70.64719444KPDAEVLTVESPEEEAMTK 12 156766050 3xTMT6plex [N-Term; K1; K19] 0.669 0.604 0.646 6.031429291 43.89 0 2790.504988 3 930.8389893 -0.922136521 -0.000857742 59.92741812SMEASVDVTAPK 6 156766050 2xTMT6plex [N-Term; K12] 0.711 0.712 4.148572445 41.35 0 1692.924243 2 846.9661255 0.432037385 0.000365703 44.32647975
LDLTGPHFESSILSPCEDVTLTK 6 156766050 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C16] 0.731 0.664 0.773 6.174298286 38.39 0 3017.590559 3 1006.532288 -2.733928566 -0.002749959 83.36298981

SMEASVDVSAPK 6 156766050 2xTMT6plex [N-Term; K12] 0.71 0.837 4.767028332 51.72 0 1678.908593 2 839.956543 -1.657965485 -0.001391786 54.32126856VEADVSLSSMQGDLK 8 156766050 2xTMT6plex [N-Term; K15] 0.673 0.621 0.601 4.97968483 70.17 0 2037.093827 2 1019.048523 -1.992049413 -0.002028996 63.00635021SIEASVDVSELK 2 156766050 2xTMT6plex [N-Term; K12] 0.69 4.619689941 65.23 0 1734.988952 2 867.9979248 -0.218238061 -0.00018932 67.86926794AALAPELALEIPSGSQADIPLPK 12 156766050 2xTMT6plex [N-Term; K23] 0.65 0.658 0.646 5.552054882 56.7 0 2759.595903 3 920.5369263 0.117020247 0.000107643 98.42994173AKLDGAQLEGDLSLADK 4 156766050 3xTMT6plex [N-Term; K2; K17] 1.129 1.322 3.868714094 21.67 1 2431.401115 3 811.1362915 -2.794256463 -0.002264653 64.21632349VEVSQPEADLPLPK 4 156766050 2xTMT6plex [N-Term; K14] 0.598 0.641 3.74310112 25.97 0 1980.141764 3 660.7194214 0.983318564 0.000649037 67.15687265EGDQLLSTTVFFENIK 2 156766050 2xTMT6plex [N-Term; K16] 0.527 5.086688519 24.83 0 2299.258584 3 767.0899658 -1.409192983 -0.001080033 95.26929024FKIPSLGWSPSK 6 156766050 3xTMT6plex [N-Term; K2; K12] 1.329 1.408 1.35 4.819436073 18.72 1 2034.235494 3 678.7498169 -0.293366431 -0.000198925 79.09620809VPDVEVSLPSVEVDVQAPK 10 156766050 2xTMT6plex [N-Term; K19] 0.626 0.605 1.008 4.674014568 49.53 0 2465.390327 3 822.46875 0.555733502 0.0004567 83.25842229LPEGPVPEGAGLK 12 156766050 2xTMT6plex [N-Term; K13] 0.607 0.617 0.665 4.126116753 51.91 0 1722.020192 2 861.513916 0.210886755 0.000181576 59.87232289LSTSGFEWSSK 6 156766050 2xTMT6plex [N-Term; K11] 0.731 0.959 0.651 3.782386541 25.66 0 1686.910307 2 843.9579468 -1.002148902 -0.000845268 59.79771124LEGDLSLADKDVTAK 6 156766050 3xTMT6plex [N-Term; K10; K15] 0.703 0.695 4.149201393 11.79 1 2262.315989 4 566.3342285 -0.399814838 -0.000226127 61.36109618ADVMTPVVEVSLPSMEVDVEAPGAK 2 156766050 2xTMT6plex [N-Term; K25] 0.512 4.785536766 18.3 0 3028.598681 3 1010.202271 -2.120679311 -0.002140896 94.08388953EGEATATADR 6 156766050 1xTMT6plex [N-Term] 0.587 0.594 0.634 4.035234928 56.25 0 1249.622175 2 625.3145752 -0.241048359 -0.00015061 15.17857522TLEGDGDQER 6 156766050 1xTMT6plex [N-Term] 0.778 0.825 0.812 3.87806201 41.14 0 1348.654203 2 674.8305664 -0.257402898 -0.000173574 17.39106941VEADVSLPSMQGDLK 2 156766050 2xTMT6plex [N-Term; K15]; 1xOxidation [M10] 0.476 3.934471607 38.28 0 2063.109478 3 688.3748779 0.292184719 0.000200936 56.69140905LDGVQLEGDLSLADKDVTAK 4 156766050 3xTMT6plex [N-Term; K15; K20] 0.608 0.458 4.384922028 19.67 1 2774.575451 3 925.5290527 -1.02560443 -0.000948539 79.16877144VEADVSLLSMQGDLK 4 156766050 2xTMT6plex [N-Term; K15] 0.872 3.345297098 17.08 0 2063.145863 3 688.3885498 2.536570078 0.001744438 80.80935379MPLFGASAPGK 8 156766050 2xTMT6plex [N-Term; K11] 0.591 0.673 3.96751976 40.92 0 1533.886341 2 767.4462891 -0.678000039 -0.000519988 66.38586062MEADMSIPSMQGDLK 4 156766050 2xTMT6plex [N-Term; K15] 0.677 0.713 2.844040155 20.32 0 2111.058704 2 1056.031128 -1.764465677 -0.001862445 67.51726454LPEGHVPEGAGLK 6 156766050 2xTMT6plex [N-Term; K13] 0.573 0.55 0.658 3.773059368 34.17 0 1762.02634 3 588.0133057 -0.554201597 -0.000325506 46.70700117GPQIDVNVPK 12 156766050 2xTMT6plex [N-Term; K10] 0.648 0.676 0.646 2.840930223 38.91 0 1524.914999 2 762.9608765 -0.342773409 -0.00026135 52.2038303LPEGQVPEGAGLK 12 156766050 2xTMT6plex [N-Term; K13] 0.602 0.633 0.712 4.497188568 51.69 0 1753.026006 2 877.0162964 -0.393454838 -0.000344868 53.83225785LEGDLSLAEK 6 156766050 2xTMT6plex [N-Term; K10] 0.642 0.65 0.6 4.334878445 59.35 0 1532.893595 2 766.9503784 -0.074756697 -5.73E-05 58.44351075LEGDLSLADK 10 156766050 2xTMT6plex [N-Term; K10] 0.618 0.611 0.562 4.167569637 61.76 0 1518.877945 2 759.9413452 -1.66632238 -0.00126547 57.68006947
EKEDTDVADGCR 10 156766050 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C11] 0.897 0.829 1.025 4.373755455 15.3 1 1852.911112 3 618.3083496 -0.33281784 -0.000205561 33.02889841
LPEGPVPEGAGPK 6 156766050 2xTMT6plex [N-Term; K13] 0.744 0.71 0.776 4.14514637 36.03 0 1705.988892 3 569.335022 0.949905346 0.000540176 50.30607185LPEGPLPEGAGFK 2 156766050 2xTMT6plex [N-Term; K13] 0.642 3.236341953 28.93 0 1770.020192 3 590.6777954 -0.767945777 -0.000453093 67.27397222VQADQVDVK 6 156766050 2xTMT6plex [N-Term; K9] 0.704 0.829 0.524 3.583943367 55.59 0 1459.852064 2 730.4282837 -1.899944012 -0.001386819 34.84419755HDLSTEGDSR 4 156766050 1xTMT6plex [N-Term] 0.648 0.663 3.961475372 40.6 0 1345.654538 3 449.2227478 -0.629843525 -0.000282517 14.98407034LCEGTPQEGGLR 6 156766050 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.634 0.657 0.441 4.188607216 37.57 0 1545.789257 2 773.3969116 -1.753601146 -0.001355349 31.17470132ATEDTEQGR 6 156766050 1xTMT6plex [N-Term] 0.76 0.656 0.533 3.558075666 45.1 0 1235.606525 2 618.3062134 -1.11264562 -0.000687396 14.8816632AEVTAPDVK 10 156766050 2xTMT6plex [N-Term; K9] 0.681 0.619 0.688 3.669088125 43.46 0 1387.819702 2 694.4125977 -1.284740012 -0.000891494 38.03729311ALVDVSAPK 6 156766050 2xTMT6plex [N-Term; K9] 0.796 0.668 0.805 4.060067654 46.84 0 1357.845523 2 679.4291382 4.033748388 0.002738604 50.71128115

CDLDSTGLK 6 156766050 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C1] 0.767 0.741 1.119 2.803886175 18.13 0 1466.792501 2 733.8973389 -3.476841899 -0.002549903 50.38039491
VDLKGPEIDIK 5 156766050 3xTMT6plex [N-Term; K4; K11] 1.119 1.264 1.345 3.701671839 9.51 1 1914.187875 3 638.734436 0.459497984 0.000293188 61.53113608TELILPEQDR 6 156766050 1xTMT6plex [N-Term] 0.872 0.71 0.732 3.847385645 21.27 0 1442.805225 2 721.9070435 1.098979984 0.000792807 47.6746105MPSFGVSAPGR 4 156766050 1xTMT6plex [N-Term] 0.71 0.735 3.92171216 23.33 0 1334.708822 2 667.8571777 -1.306031114 -0.000871586 50.30461999ILQYSEPYK 6 156766050 2xTMT6plex [N-Term; K9] 0.9 0.856 0.864 3.201996326 26.12 0 1598.919416 2 799.9637451 0.499052277 0.000398972 55.84206388DVDPSLSSATAGGSFQDTEK 2 156766050 2xTMT6plex [N-Term; K20] 0.878 2.779365063 20.79 0 2470.234948 3 824.0819092 -1.527729555 -0.00125795 111.2071847AKLDGVQLEGDLSLADKDVTAK 3 156766050 4xTMT6plex [N-Term; K2; K17; K22] 1.214 0.616 4.098581791 3.27 2 3202.870459 4 801.4667358 -7.913464171 -0.00633645 73.3919405VQAGQVDVK 6 156766050 2xTMT6plex [N-Term; K9] 0.605 0.978 0.754 2.914077044 31.65 0 1401.846585 2 701.4273682 0.623868642 0.000437284 36.00591339VEADMSLPSMQGDLK 2 156766050 2xTMT6plex [N-Term; K15] 0.879 2.456412554 6.3 0 2079.086633 2 1040.047485 0.510153405 0.000530327 67.59394396EPTTHAEAQGDEGDGEEGLQR 2 156766050 1xTMT6plex [N-Term] 0.623 3.088769913 19.44 0 2455.117069 3 819.0435181 -0.434916442 -0.000355924 21.06610788LGFSSSPTK 2 156766050 2xTMT6plex [N-Term; K9] 0.52 2.676873446 20.97 0 1381.809137 2 691.4083862 0.259674747 0.00017941 45.25808487WSSQPEGPLK 6 156766050 2xTMT6plex [N-Term; K10] 0.638 0.827 0.806 3.994573116 36.4 0 1586.894264 2 793.9506226 -0.185930984 -0.000147526 48.36562056EDTEGQIR 2 156766050 1xTMT6plex [N-Term] 0.49 2.51202631 28.92 0 1176.605797 2 588.8057861 -1.2757496 -0.000750527 16.53670699IQLIHDEK 6 156766050 2xTMT6plex [N-Term; K8] 0.748 0.595 0.598 3.499984503 33.21 0 1453.877885 3 485.2973328 -0.302789518 -0.00014674 41.28216565DSLVPGAK 4 156766050 2xTMT6plex [N-Term; K8] 0.641 0.649 3.368731022 28.86 0 1244.761459 2 622.8839111 -0.733445247 -0.000456482 37.91325993MPSFGMLSPGK 2 156766050 2xTMT6plex [N-Term; K11] 0.702 3.092225075 16.33 0 1609.884627 3 537.2994385 -0.537131853 -0.00028824 73.88220417GFQSGVGR 6 156766050 1xTMT6plex [N-Term] 0.888 0.876 0.925 2.338205814 22.39 0 1036.573709 2 518.7904053 -0.168760913 -8.75E-05 21.93919971STKPGFAMPK 4 156766050 3xTMT6plex [N-Term; K3; K10] 0.969 0.799 3.767166853 5.61 0 1751.049273 3 584.3546143 0.009162185 5.35E-06 46.0345452AQPTPGMSR 6 156766050 1xTMT6plex [N-Term] 0.665 0.912 0.803 2.832244396 24.95 0 1173.624758 2 587.3154297 -1.001457231 -0.000587668 18.9768028VQAGQMDVK 2 156766050 2xTMT6plex [N-Term; K9] 0.688 2.714628935 14.09 0 1433.818656 2 717.4129639 -0.003295832 -2.36E-06 36.38171541LEGDMSLADKDVTAK 2 156766050 3xTMT6plex [N-Term; K10; K15] 0.228 2.855740309 1 2280.272409 3 760.7609863 -1.75575322 -0.001334532 57.42068663FAFSTEKEPERER 4 156766050 2xTMT6plex [N-Term; K7] 1.095 1.058 0.865 3.651325703 1.46 2 2084.117674 4 521.7848511 -0.04791626 -2.50E-05 38.95836797IPEPHTQAR 2 156766050 1xTMT6plex [N-Term] 0.735 3.09242487 13.29 0 1277.71635 3 426.576355 -1.438925465 -0.000612846 21.67667116VQMPSFK 10 156766050 2xTMT6plex [N-Term; K7] 0.549 0.628 0.65 2.887999296 27.24 0 1294.75935 2 647.8823853 -1.433688961 -0.000928141 58.13732433IQLIHDEKR 6 156766050 2xTMT6plex [N-Term; K8] 1.104 1.224 0.958 2.886998653 10.6 1 1609.978996 4 403.2496643 -1.347143933 -0.000542218 37.02289529GPQIDIK 6 156766050 2xTMT6plex [N-Term; K7] 0.618 0.68 0.641 2.457059145 20.46 0 1228.766544 2 614.8861694 -1.205894496 -0.000740881 43.37407089VEMPSFK 6 156766050 2xTMT6plex [N-Term; K7] 0.631 0.709 0.601 2.546935081 22.6 0 1295.743366 2 648.3751221 -0.307328894 -0.00019911 58.36032061GPEIDIK 10 156766050 2xTMT6plex [N-Term; K7] 0.628 0.684 0.696 2.640350342 26.27 0 1229.75056 2 615.3781128 -1.309707932 -0.000805307 46.85682847GPQVDVK 6 156766050 2xTMT6plex [N-Term; K7] 0.757 0.781 0.772 2.581897974 33.04 0 1200.735244 2 600.8717041 0.739291305 0.000443847 32.24309125VEMPSLK 4 156766050 2xTMT6plex [N-Term; K7] 0.735 0.868 0.767 2.960212708 14.25 0 1261.759016 2 631.383606 0.728739839 0.000459747 54.76052213LQMPSFK 6 156766050 2xTMT6plex [N-Term; K7] 0.593 0.581 0.654 2.894444704 19.52 0 1308.775 2 654.8909302 -0.318235325 -0.000208249 63.07015677GPQTDVK 2 156766050 2xTMT6plex [N-Term; K7] 0.745 2.618985891 18.11 0 1202.714508 2 601.8604736 -0.696577924 -0.000418892 21.95113977VSFSSTK 6 156766050 2xTMT6plex [N-Term; K7] 1.104 0.906 1.193 2.225392103 10.27 0 1213.719259 2 607.3638306 0.926946494 0.000562526 35.38535119EQILTEK 1 156766050 2xTMT6plex [N-Term; K7] 1.118 2.26 0 1318.798238 2 659.9024658 -0.442045916 -0.000291485 41.98768785LPEGPLPK 2 156766050 2xTMT6plex [N-Term; K8] 0.674 2.972005606 17.41 0 1308.829144 2 654.9174805 -1.11544926 -0.000729966 63.59668203VQRPSLK 5 156766050 2xTMT6plex [N-Term; K7] 0.981 0.91 0.882 2.499825954 6.51 0 1285.835627 3 429.2832642 -0.301274535 -0.00012913 29.554036116235444 SAAL1 protein SAAL1 113174 NP_612430.2 3.797468354 1 2 2 14 474 53.524 4.5 1.26 1.3 0.97 1.17 Significant 0.00772 VDLPLIDSLIR 10 116235444 1xTMT6plex [N-Term] 1.194 1.347 0.966 3.908305645 68.87 0 1482.909296 2 741.9577637 -0.704774225 -0.000522558 100.9416295LMLEWVR 4 116235444 1xTMT6plex [N-Term] 1.319 1.275 2.387207031 17.62 0 1175.680816 2 588.3441162 0.118511651 6.97E-05 77.4396829234147540 FLYWCH2 FLYWCH family member 2 114984 NP_612448.1 19.28571429 1 2 2 5 140 14.555 8.46 1.26 1.03 0.59 0.96 Significant 0.0395 ASQEPSPKPGTEVIPAAPR 3 34147540 2xTMT6plex [N-Term; K8] 1.026 0.585 4.288544655 19.01 0 2390.34438 3 797.4534302 0.567992359 0.000452566 42.97857926LVLLTASK 2 34147540 2xTMT6plex [N-Term; K8] 1.261 2.563305616 36.87 0 1302.876094 2 651.9411011 -0.897170166 -0.000584451 67.96702331115511030 MB21D1 cyclic GMP-AMP synthase 115004 NP_612450.2 26.24521073 1 11 11 51 522 58.777 9.48 1.62 1.5 1.46 1.53 Significant 0.00099 GVGLLNTGSYYEHVK 6 115511030 2xTMT6plex [N-Term; K15] 1.713 1.426 1.528 6.178188324 56.72 0 2095.158811 3 699.0567627 -1.46814363 -0.001025331 57.69295965ENPLSQFLEGEILSASK 7 115511030 2xTMT6plex [N-Term; K17] 1.693 1.299 1.379 5.430265903 49.68 0 2320.280048 3 774.0977173 -0.624663619 -0.000483132 109.2370428LENYFIPEFNLFSSNLIDKR 4 115511030 2xTMT6plex [N-Term; K19] 1.304 1.979 3.986683846 26.06 1 2917.586401 3 973.2000732 -0.251609837 -0.000244698 111.9119986ASEAGATAPK 6 115511030 2xTMT6plex [N-Term; K10] 1.294 1.691 1.117 3.63214922 48.59 0 1360.783651 2 680.8953247 -0.204099996 -0.000138868 21.90116903GVVDHLLLR 6 115511030 1xTMT6plex [N-Term] 1.465 1.453 1.423 3.481486559 40.2 0 1250.778222 3 417.5978088 0.520494889 0.000217008 51.65496197LKPFYLVPK 6 115511030 3xTMT6plex [N-Term; K2; K9] 1.831 1.642 1.756 3.196468115 6.75 0 1792.170375 3 598.0619507 0.515515039 0.000307964 76.24085496GGSPAVTLLISEK 4 115511030 2xTMT6plex [N-Term; K13] 1.704 0.622 3.601088762 28.83 0 1730.046407 3 577.3536377 -0.027250172 -1.57E-05 73.48069929SAPDTQERPPVR 4 115511030 1xTMT6plex [N-Term] 1.664 1.281 3.896813393 22.4 0 1581.854634 3 527.9560547 -0.647099599 -0.000341206 18.2344155LSFSHIEK 4 115511030 2xTMT6plex [N-Term; K8] 1.733 1.594 3.485741377 26.7 0 1418.840772 3 473.6177368 -1.490167765 -0.00070477 46.98127372IIKEEINDIKDTDVIMK 1 115511030 4xTMT6plex [N-Term; K3; K10; K17] 1.045 3.018903494 2 2933.740297 4 734.1898804 -0.888055983 -0.000651331 80.18866623FSSYHVK 3 115511030 2xTMT6plex [N-Term; K7] 1.489 1.356 2.000301123 4.93 0 1325.761793 3 442.5922852 0.384110292 0.000169746 34.3076179319923969 CCDC124 coiled-coil domain-containing protein 124 115098 NP_612451.1 47.98206278 1 11 11 99 223 25.82 9.54 0.95 0.94 1.05 0.98 Significant 0.00128 TIEDAIAVLSVAEEAADR 44 19923969 1xTMT6plex [N-Term] 0.884 0.928 1.033 6.253381729 75.23 0 2102.117844 3 701.3768921 -0.818798277 -0.000573737 111.2580373AAFTAFEEAQLPR 8 19923969 1xTMT6plex [N-Term] 0.9 1.116 0.809 5.268763065 50.08 0 1679.895437 2 840.4506836 -0.801265645 -0.000673021 66.77523875TIEDAIAVLSVAEEAADRHPER 4 19923969 1xTMT6plex [N-Term] 1.398 1.448 7.239718914 46.99 1 2621.373224 4 656.098877 0.173234584 0.000113528 97.8372114VLEEGSVEAR 6 19923969 1xTMT6plex [N-Term] 0.87 0.879 0.914 4.682555199 43.47 0 1317.721161 2 659.3637085 -0.774350328 -0.000510189 31.41065553SHLEVPLEENVNR 4 19923969 1xTMT6plex [N-Term] 0.951 0.779 3.970036983 17.1 0 1764.944178 3 588.9871216 1.492328271 0.000877959 41.02442132AVPFNAPK 10 19923969 2xTMT6plex [N-Term; K8] 0.979 0.993 1.102 2.775038958 35.56 0 1301.798178 3 434.6040955 -0.342121424 -0.000148458 48.44702743ELEDAYWK 2 19923969 2xTMT6plex [N-Term; K8] 0.702 3.541216612 24.37 0 1511.814616 2 756.4107666 -0.23792393 -0.000179848 54.07584074EAPDTAEK 6 19923969 2xTMT6plex [N-Term; K8] 1.059 0.941 1.023 3.151010752 40.84 0 1318.725467 2 659.8651733 -1.817580969 -0.001198445 20.93752476LLEEEDSK 7 19923969 2xTMT6plex [N-Term; K8] 0.826 0.941 1.041 3.234541655 29.16 0 1420.793546 2 710.8997192 -0.974521204 -0.000692297 38.15066824KFQGENTK 2 19923969 3xTMT6plex [N-Term; K1; K8] 1.008 2.728585005 8.96 1 1638.978217 3 546.9971313 -0.839685981 -0.000458742 25.43065057SPDNPMNQR 6 19923969 1xTMT6plex [N-Term] 0.937 0.838 1.06 3.400543213 24.2 0 1287.6313 2 644.3188477 -0.684402049 -0.000440629 19.5963564919923971 HAUS1 HAUS augmin-like complex subunit 1 115106 NP_612452.1 16.90647482 1 3 3 6 278 31.844 5.53 0.8 0.96 1.05 0.94 Significant 0.00604 YLQDLLMESVNFSPANLSSTGSR 2 19923971 1xTMT6plex [N-Term] 0.801 4.608901978 42.46 0 2758.39191 3 920.1342163 -1.382926844 -0.001271551 106.8600971ASEYESEAK 2 19923971 2xTMT6plex [N-Term; K9] 1.054 3.506654501 21.62 0 1471.76806 2 736.387085 -0.792691564 -0.000583329 24.29493532IFGDHPIPQYEVNPR 2 19923971 1xTMT6plex [N-Term] 0.961 3.660178185 8.6 0 2011.059876 3 671.0254517 0.957550042 0.000641897 56.3248791919923973 KCTD12 BTB/POZ domain-containing protein KCTD12 115207 NP_612453.1 44.92307692 1 10 10 102 325 35.679 5.64 1.05 1.06 1.04 1.05 Significant 0.0000302

EGSLGDELLPLGYSEPEQQEGASAGAPSPTLELASR 6 19923973 1xTMT6plex [N-Term] 100 5.28834486 36.02 0 3884.923901 3 1295.642456 -2.853630141 -0.003695379 81.80184073EVFGDTLNESR 6 19923973 1xTMT6plex [N-Term] 0.711 0.803 0.762 3.392757893 49.81 0 1495.759003 2 748.3828735 -0.355859257 -0.00026614 39.36607632LGAPQQPGPGPPPSR 8 19923973 1xTMT6plex [N-Term] 1.144 1.044 1.327 3.690830469 46.13 0 1684.933219 2 842.9710083 0.902636108 0.000760441 33.00070128SPSGGAAGPLLTPSQSLDGSR 12 19923973 1xTMT6plex [N-Term] 1.253 1.453 1.301 6.682909012 70.87 0 2184.14579 2 1092.576172 -0.331095114 -0.00036158 48.90639947DLQLVLPDYFPER 22 19923973 1xTMT6plex [N-Term] 0.651 0.863 0.685 4.61276722 43.87 0 1833.994816 2 917.500061 -1.07458302 -0.00098539 86.54918154EAEYFELPELVR 16 19923973 1xTMT6plex [N-Term] 1.373 1.371 1.334 4.262843132 51.45 0 1723.910418 2 862.4584961 -0.407424013 -0.000351181 77.96403378FNFLEQAFDK 12 19923973 2xTMT6plex [N-Term; K10] 1.728 1.729 1.571 3.619796753 58.37 0 1716.936128 2 858.972168 0.542237702 0.000465494 94.20688222MFTQQQPQELAR 8 19923973 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.512 1.378 1.442 3.035710335 36.91 0 1721.88422 2 861.4453735 -0.435522713 -0.00037496 31.09974093SGYITIGYR 4 19923973 1xTMT6plex [N-Term] 0.837 1.191 3.472063303 22.96 0 1258.699303 2 629.8531494 -0.223239875 -0.000140496 45.26879507YILDYLR 8 19923973 1xTMT6plex [N-Term] 0.672 0.581 0.01 2.442245007 23.07 0 1184.687676 2 592.8465576 -1.55089452 -0.000918663 71.286474119923983 DHRS1 dehydrogenase/reductase SDR family member 1 115817 NP_612461.1 54.63258786 1 12 12 124 313 33.887 7.83 1.05 1.05 1.06 1.05 Significant 0.00001
VVAQEAQSLGGQCVPVVCDSSQESEVR 12 19923983 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C13; C18] 0.793 1.092 1.02 7.172791004 93.67 0 3147.524792 3 1049.845337 -1.059450849 -0.001111549 55.39286298

HGVSCVSLWPGIVQTELLK 12 19923983 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C5] 0.812 0.897 1.051 6.782665253 55.89 0 2581.457635 3 861.1572266 -0.197199634 -0.000169687 92.40660587
AFWETPASMWDDINNVGLR 18 19923983 1xTMT6plex [N-Term] 0.946 1.059 1.189 5.630969048 59.45 0 2451.196446 3 817.7368774 -0.149553816 -0.000122195 98.95127564LDVLVNNAYAGVQTILNTR 20 19923983 1xTMT6plex [N-Term] 1.559 1.078 1.239 6.162412167 75.74 0 2303.292061 2 1152.146606 -2.658946071 -0.003062165 110.1044543SAFSSAETTELSGK 10 19923983 2xTMT6plex [N-Term; K14] 1.013 1.104 1.007 5.674050331 49.62 0 1872.995493 2 937.0050049 3.865281924 0.003619828 46.97667078

CVVALATDPNILSLSGK 4 19923983 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C1] 1.22 0.935 4.906959057 39.72 0 2216.272461 3 739.4285889 -0.562773061 -0.000415753 91.10077797
EEVLQDPVLK 12 19923983 2xTMT6plex [N-Term; K10] 1.042 0.91 0.995 3.896457911 45.3 0 1627.967094 2 814.4862671 -1.128106532 -0.00091826 55.99977556LAADCAHELR 14 19923983 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.069 1.059 1.206 5.165314674 63.69 0 1384.72045 3 462.2452698 0.582418041 0.000268829 23.25071354GHYFCSVYGAR 2 19923983 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.911 3.222401857 38.57 0 1545.746999 2 773.3740234 -4.029394853 -0.003114212 42.74562534

GIALQLCK 6 19923983 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.083 1.038 1.093 3.75027442 40.9 0 1360.838663 2 680.9229736 0.005339079 3.63E-06 60.30775984SLFEQVDR 8 19923983 1xTMT6plex [N-Term] 0.89 1.006 0.817 3.251167297 31.28 0 1222.662918 2 611.8341064 -1.620568798 -0.000990705 43.28865704VLPSCDLAR 6 19923983 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.028 1.163 1.04 2.851578474 19.13 0 1259.697923 2 630.3522949 -0.484303609 -0.000305038 41.6077492624308444 WDR92 WD repeat-containing protein 92 isoform 1 116143 NP_612467.1 14.00560224 1 3 3 14 357 39.715 8.09 1.14 0.96 1.11 1.07 Significant 0.0027 EIINAIDGIGGLGIGEGAPEIVTGSR 6 24308444 1xTMT6plex [N-Term] 1.066 1.15 1.13 6.499043465 62.25 0 2737.493339 3 913.1689453 -0.385831989 -0.000352071 93.91488554GTGVIQLYEIQHGDLK 6 24308444 2xTMT6plex [N-Term; K16] 1.166 0.878 1.086 5.145593643 38.37 0 2229.264338 3 743.7595215 -0.146795904 -0.000109082 66.93101888GFASVSEK 2 24308444 2xTMT6plex [N-Term; K8] 1.145 2.730638027 41.86 0 1282.740723 2 641.8746338 0.988358834 0.000633904 45.9609781824475816 TECR very-long-chain enoyl-CoA reductase 9524 NP_612510.1 29.87012987 1 11 11 117 308 36.011 9.45 1.21 1.24 1.18 1.21 Significant 0.000205 VEPHATIAEIK 12 24475816 2xTMT6plex [N-Term; K11] 1.005 1.103 1.057 4.72210741 58.46 0 1665.993978 2 833.5015259 1.078994184 0.000898799 45.43519482LPVGTTATLYFR 8 24475816 1xTMT6plex [N-Term] 1.079 1.265 1.072 4.009767056 47.74 0 1567.904545 2 784.4556885 -0.283484652 -0.000222238 75.17966367SLKDEDVLQKLPVGTTATLYFR 3 24475816 3xTMT6plex [N-Term; K3; K10] 1.446 1.218 4.555556774 5.82 2 3181.843961 4 796.217041 0.745801029 0.000593256 84.68393262
LCFLDKVEPHATIAEIK 6 24475816 3xTMT6plex [N-Term; K6; K17]; 1xCarbamidomethyl [C2] 1.422 2.1 1.949 5.32968235 14.03 1 2671.546006 4 668.6396484 -3.459330283 -0.00231044 79.98957313

HYEVEILDAK 12 24475816 2xTMT6plex [N-Term; K10] 1.227 1.297 1.223 4.250618935 30.64 0 1674.946693 3 558.9868164 -0.475848726 -0.000265674 52.45297366SLKDEDVLQK 12 24475816 3xTMT6plex [N-Term; K3; K10] 1.403 1.3 1.154 3.907441139 20.85 1 1862.12019 2 931.5626221 -1.193332948 -0.001111065 46.91073223FSHGTMPLR 4 24475816 1xTMT6plex [N-Term] 1.157 1.139 4.123923779 23.23 0 1274.687693 3 425.5673218 -0.220146448 -9.35E-05 31.8629854LLETLFVHR 20 24475816 1xTMT6plex [N-Term] 1.655 1.696 1.647 3.674389839 42.52 0 1356.820087 3 452.9447632 -0.258486163 -0.000116906 74.47902496THPQWYPAR 9 24475816 1xTMT6plex [N-Term] 1.258 1.328 1.321 3.222910881 24.19 0 1384.732335 3 462.2487183 -0.529434336 -0.000244375 28.55004845MPIIPFLL 19 24475816 1xTMT6plex [N-Term] 1.219 1.094 0.836 2.393438816 47.54 0 1172.731455 2 586.8692017 -0.280012688 -0.00016419 113.4448007DLRPAGSK 6 24475816 2xTMT6plex [N-Term; K8] 1.192 1.117 1.262 2.806970119 5.76 0 1301.794156 3 434.6026917 -0.487019261 -0.000211333 22.77698412MPIIPFLL 6 24475816 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.067 1.487 1.325 1.574745297 38.97 0 1188.72637 2 586.8692017 -0.280012688 -0.00016419 113.444800793141018 H2AFY core histone macro-H2A.1 isoform 3 9555 NP_613258.2 53.76344086 1 18 20 337 372 39.592 9.79 1.22 1.24 0.99 1.15 Significant 0.00483 QTAAQLILKAISSYFVSTMSSSIK 2 93141018 3xTMT6plex [N-Term; K9; K24] 2.966 6.131743431 39.13 1 3261.873547 4 816.2238159 -0.034614501 -2.82E-05 113.6568672GKLEAIITPPPAK 30 93141018 3xTMT6plex [N-Term; K2; K13] 1.298 1.319 1.318 5.923687458 36.48 1 2022.293009 2 1011.648804 -1.324362055 -0.001339124 62.48267856AASADSTTEGTPADGFTVLSTK 62 93141018 2xTMT6plex [N-Term; K22] 1.27 1.293 1.168 6.547905922 92.07 0 2585.334662 2 1293.170532 -0.338175513 -0.000437148 57.61379739GVTIASGGVLPNIHPELLAK 39 93141018 2xTMT6plex [N-Term; K20] 1.177 1.089 1.269 7.584573269 57.85 0 2444.464101 3 815.4943237 1.766089101 0.001439047 82.94661336HILLAVANDEELNQLLK 42 93141018 2xTMT6plex [N-Term; K17] 1.204 1.237 0.657 6.895085812 70.25 0 2391.401166 3 797.8063965 1.451037649 0.001156671 86.65394092
FVIHCNSPVWGADKCEELLEK 8 93141018 3xTMT6plex [N-Term; K14; K21]; 2xCarbamidomethyl [C5; C15] 1.83 2.587 1.494 5.314293385 25.27 1 3218.694537 4 805.4285889 -0.624974264 -0.0005029 70.4642197

SIAFPSIGSGR 20 93141018 1xTMT6plex [N-Term] 1.123 1.107 1.181 3.814023972 60.54 0 1320.747316 2 660.8776245 0.497009102 0.000328212 56.06472351FVIHCNSPVWGADK 4 93141018 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 1.275 1.345 4.592481613 38.61 0 2088.110087 3 696.7080078 -0.295340032 -0.000205568 70.56706868
AISSYFVSTMSSSIK 10 93141018 2xTMT6plex [N-Term; K15] 1.091 1.401 1.365 4.167036533 48.61 0 2066.124399 2 1033.56311 -2.640246094 -0.002727538 80.90987627NGPLEVAGAAVSAGHGLPAK 6 93141018 2xTMT6plex [N-Term; K20] 1.044 1.002 0.823 7.064174175 77.9 0 2274.297036 3 758.7706299 0.132286343 0.000100286 69.18914276EFVEAVLELR 12 93141018 1xTMT6plex [N-Term] 1.379 1.234 1.213 4.215598106 56.66 0 1433.820147 2 717.4136963 -0.021308024 -1.53E-05 88.07331893AISSYFVSTMSSSIK 2 93141018 2xTMT6plex [N-Term; K15]; 1xOxidation [M10] 1.56 3.39680624 25.77 0 2082.119314 2 1033.56311 -2.640246094 -0.002727538 80.90987627LEAIITPPPAK 16 93141018 2xTMT6plex [N-Term; K11] 0.876 0.929 0.967 3.639042377 37.28 0 1608.01365 3 536.6759033 -0.307017955 -0.000164563 68.44590285

NCLALADDKK 10 93141018 3xTMT6plex [N-Term; K9; K10]; 1xCarbamidomethyl [C2] 1.277 0.831 1.155 4.181690216 45.97 1 1835.06638 2 918.0363159 -0.558614159 -0.000512547 51.79237841
QTAAQLILK 18 93141018 2xTMT6plex [N-Term; K9] 1.32 1.355 1.526 3.745711803 53.05 0 1443.929921 2 722.4679565 -0.88949889 -0.000642187 58.92044229DDLGNTLEK 4 93141018 2xTMT6plex [N-Term; K9] 0.898 0.961 3.255239487 50.54 0 1462.815345 2 731.9120483 1.008705366 0.000737775 38.52916067
NCLALADDK 12 93141018 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.3 1.274 1.298 3.972456932 48.84 0 1477.808485 2 739.4089355 1.427196941 0.001054562 42.46703438AGVIFPVGR 12 93141018 1xTMT6plex [N-Term] 1.01 0.95 1.032 3.243834019 33.71 0 1144.703995 2 572.8557129 0.134900595 7.72E-05 53.04460751CEELLEK 6 93141018 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C1] 1.33 1.201 1.202 2.810582399 30.76 0 1378.765224 2 689.8864746 0.325652796 0.000224499 40.54022101

SLFLGQK 16 93141018 2xTMT6plex [N-Term; K7] 1.209 1.19 1.431 2.991930962 36.23 0 1250.787279 2 625.8966675 -0.976288361 -0.000610565 53.17680104KQGEVSK 6 93141018 3xTMT6plex [N-Term; K1; K7] 1.923 1.419 2.996024132 12.77 1 1462.91964 3 488.3108215 -1.181357023 -0.000576077 20.91627236
20336294 DHX30 putative ATP-dependent RNA helicase DHX30 isoform 1 22907 NP_619520.1 28.89447236 1 29 29 153 1194 133.855 8.78 1.15 1.18 1.18 1.17 Significant 0.000073

VIQIATSSSTAK 4 20336294 2xTMT6plex [N-Term; K12] 1.485 1 3.780838966 54.77 0 1663.999457 2 832.5028076 -0.671986773 -0.000559093 47.33825617DSGPLSDPITGKPYVPLLEAEEVR 6 20336294 2xTMT6plex [N-Term; K12] 1.326 1.152 1.903 5.422646523 43.68 0 3040.660688 3 1014.22345 -1.608758559 -0.001630563 83.57322859YLILPVHSNIPMMDQK 6 20336294 2xTMT6plex [N-Term; K16] 0.836 1.169 1.141 4.461903095 41.2 0 2357.312551 3 786.4425659 0.251767169 0.000197831 81.33469889TPLENLVLQAK 12 20336294 2xTMT6plex [N-Term; K11] 1.301 1.244 1.223 4.108463287 45.18 0 1684.040928 2 842.5219116 -2.601538799 -0.002190549 78.71387392LQSDDILPLGK 10 20336294 2xTMT6plex [N-Term; K11] 1.376 1.086 1.132 4.694367886 54.21 0 1656.993643 2 829.0008545 0.476280871 0.000394597 69.58158682GSSFEMTDDDSAIR 6 20336294 1xTMT6plex [N-Term] 1.484 0.928 1.77 4.825499058 72.15 0 1759.800609 2 880.4018555 -2.372469061 -0.002087536 39.71718237GVLMAGLYPNLIQVR 4 20336294 1xTMT6plex [N-Term] 0.386 0.481 3.402626514 30.8 0 1873.093091 3 625.0353394 -0.867924612 -0.000541901 89.53091199KIETFLNHYPVESSWIAPELR 6 20336294 2xTMT6plex [N-Term; K1] 1.114 1.479 1.136 6.153167248 42.53 1 2987.639499 4 747.6651001 -0.310693233 -0.00023206 84.24799357AVDEAVILLQEIGVLDQR 2 20336294 1xTMT6plex [N-Term] 1.06 3.247260571 21.75 0 2210.259364 3 737.4241333 -0.686280389 -0.000505619 112.6943455ENYLEENLLYAPSLR 2 20336294 1xTMT6plex [N-Term] 0.983 3.898983002 32.63 0 2053.080337 2 1027.038086 -5.572779981 -0.005720682 76.04871647LSQSLLELWR 6 20336294 1xTMT6plex [N-Term] 0.881 1.039 1.14 3.830853701 49.24 0 1473.86268 2 737.4346313 -0.470840803 -0.000346977 92.34428786ATISLSDSDLLR 6 20336294 1xTMT6plex [N-Term] 1.257 1.331 1.214 4.083525181 29.93 0 1519.852903 2 760.4315186 1.88004995 0.0014287 61.63764236GEPGGILCFLPGWQEIK 5 20336294 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C8] 0.961 1.078 3.355947733 19.92 0 2359.288445 2 1180.140991 -5.823466882 -0.006869619 106.118131
YFGGCPVIK 4 20336294 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 1.293 0.953 3.334803581 29.45 0 1498.849228 2 749.9281006 -0.202480756 -0.000151744 53.79732574

ALTQFPLPK 6 20336294 2xTMT6plex [N-Term; K9] 1.392 1.221 1.083 3.712757826 28.72 0 1472.924107 2 736.9654541 -0.322913362 -0.000237813 71.83798112AIFQQPPVGVR 2 20336294 1xTMT6plex [N-Term] 0.979 3.132158995 26.69 0 1440.85245 2 720.9299316 0.095027947 6.85E-05 53.6971141EHYLEDILAK 2 20336294 2xTMT6plex [N-Term; K10] 1.179 4.125566483 20.83 0 1688.962343 3 563.6589966 0.055327518 3.11E-05 62.6491432VSHELGPSLR 6 20336294 1xTMT6plex [N-Term] 1.181 1.217 0.968 3.994820595 32.48 0 1323.758215 3 441.9239502 -0.693233894 -0.000305891 28.9359477EYLTTLGQR 6 20336294 1xTMT6plex [N-Term] 1.081 1.189 1.489 3.340276957 28.63 0 1309.731332 2 655.3691406 -0.249608444 -0.00016346 39.6061138RPCTIQVPEPILR 6 20336294 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.281 1.035 1.286 5.097048759 21.35 0 1808.04139 3 603.3521118 0.217129553 0.00013086 56.43725792LVLMSATGDNER 4 20336294 1xTMT6plex [N-Term] 1.282 1.1 4.242222309 32.8 0 1534.809658 2 767.9067993 -2.173616233 -0.001668044 51.13251018DPFSSSLQNR 2 20336294 1xTMT6plex [N-Term] 1.208 2.433061361 10.27 0 1379.711659 2 690.3588257 -0.930587782 -0.000641971 38.36593576FIHGLIK 6 20336294 2xTMT6plex [N-Term; K7] 1.359 1.287 1.275 3.495137453 27.71 0 1285.839649 3 429.2854309 1.625439541 0.000696685 52.76845799NELFDAAK 6 20336294 2xTMT6plex [N-Term; K8] 1.062 1.28 1.3 2.641305447 13.19 0 1365.777837 2 683.3922119 -0.504981013 -0.000344846 46.39230199ALGISHAK 4 20336294 2xTMT6plex [N-Term; K8] 1.076 1.242 2.696683645 14.46 0 1254.793427 3 418.936554 1.339778483 0.000560382 28.96828903AVDSPNIK 6 20336294 2xTMT6plex [N-Term; K8] 1.006 1.115 1.25 2.927748203 31.05 0 1301.782922 2 651.3952637 0.252287647 0.000164212 34.06558901IPQLLLER 12 20336294 1xTMT6plex [N-Term] 1.133 1.249 1.145 2.19491744 20.62 0 1210.772074 2 605.8890381 -1.052789499 -0.000637344 70.65646048SGNILLHK 4 20336294 2xTMT6plex [N-Term; K8] 1.145 1.05 2.795397758 20.01 0 1339.846191 3 447.2864685 -0.999377713 -0.000446337 39.19375309ISAVSVAQR 2 20336294 1xTMT6plex [N-Term] 0.934 2.715746403 11.75 0 1159.699638 2 580.3533936 -0.109580637 -6.35E-05 33.0767914320162550 PPP1R14B protein phosphatase 1 regulatory subunit 14B 26472 NP_619634.1 31.29251701 1 1 3 42 147 15.901 4.86 0.85 0.81 0.99 0.88 Significant 0.00379
ELLVDCYKPTEAFISGLLDK 26 20162550 3xTMT6plex [N-Term; K8; K20]; 1xCarbamidomethyl [C6] 0.971 0.987 0.983 6.590611935 30.34 0 2998.677807 3 1000.230469 -0.318293615 -0.000318153 105.7810637

VYFQSPPGAAGEGPGGADDEGPVR 12 20162550 1xTMT6plex [N-Term] 0.849 0.808 0.994 6.476246834 59.51 0 2559.231311 3 853.7484131 -0.244085865 -0.000208224 51.98914628
VKELLVDCYKPTEAFISGLLDK 4 20162550 4xTMT6plex [N-Term; K2; K10; K22]; 1xCarbamidomethyl [C8] 2.664 5.724 6.62376976 12.27 1 3455.004116 4 864.5025024 -4.612557276 -0.003984101 107.7386511

20162572 NSMCE3 melanoma-associated antigen G1 56160 NP_619649.1 2.631578947 1 1 1 6 304 34.287 9.28 1.03 0.78 1.12 0.98 Significant 0.0107 LITEDFVR 6 20162572 1xTMT6plex [N-Term] 1.029 0.78 1.124 3.12215066 33.12 0 1221.704054 2 611.3556519 -0.022214105 -1.36E-05 57.6007728231543397 PGK2 phosphoglycerate kinase 2 5232 NP_620061.2 18.70503597 1 2 7 147 417 44.767 8.54 1.08 1.07 1.07 1.07 Significant 0.00000964 LGDVYVNDAFGTAHR 18 31543397 1xTMT6plex [N-Term] 0.829 0.854 0.912 4.748793125 48.31 0 1863.955077 3 621.9898682 -0.013631129 -8.47E-06 54.56838181VSHVSTGGGASLELLEGK 62 31543397 2xTMT6plex [N-Term; K18] 0.906 0.93 0.93 8.019115448 76.91 0 2199.238518 2 1100.122192 -0.64087836 -0.000704722 56.98656559WNTEDKVSHVSTGGGASLELLEGK 6 31543397 3xTMT6plex [N-Term; K6; K24] 1.074 2.568 7.765372753 4.59 1 3201.735867 4 801.1902466 1.027332754 0.000822312 72.55845246FHVEEEGK 29 31543397 2xTMT6plex [N-Term; K8] 0.874 0.86 0.872 3.546337128 34.66 0 1432.783651 3 478.2663269 0.542254157 0.000258978 31.15452803VDFNVPMK 10 31543397 2xTMT6plex [N-Term; K8] 0.936 0.949 0.986 2.945256233 33.42 0 1407.807029 2 704.4069824 -0.241763426 -0.000170178 116.3559917ELDYFAK 12 31543397 2xTMT6plex [N-Term; K7] 1.079 1.067 1.072 3.469348669 29.64 0 1343.761124 2 672.3844604 0.387002145 0.000260019 53.49216843VDFNVPMK 9 31543397 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 0.878 0.931 0.803 2.43346715 25.54 0 1423.801944 2 704.4069824 -0.241763426 -0.000170178 116.3559917VNEMIIGGGMAYTFLK 1 31543397 2xTMT6plex [N-Term; K16] 2.105226994 0 2202.206689 2 1101.604248 -2.483666169 -0.002734773 96.3938315420270303 RHOT2 mitochondrial Rho GTPase 2 89941 NP_620124.1 25.88996764 1 8 10 95 618 68.075 5.86 1.08 0.98 1.06 1.04 Significant 0.000862 LSDQDLDQALSDEELNAFQK 8 20270303 2xTMT6plex [N-Term; K20] 1.025 1.027 0.999 5.992903233 61.35 0 2737.39324 3 913.1352539 -0.741983731 -0.000677034 79.75100652
SCFGHPLAPQALEDVK 4 20270303 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C2] 1.105 1.192 5.167358875 46.18 0 2227.194545 3 743.0682373 -1.969300773 -0.001462005 58.28424326

SGSSMEAVLPIMSQFPEIETCVECSAK 2 20270303 2xTMT6plex [N-Term; K27]; 2xCarbamidomethyl [C21; C24] 1.568 4.365120411 19.27 0 3445.676356 4 862.1737061 -0.975660771 -0.000840453 102.8127067
ANVVCVVYDVSEEATIEK 19 20270303 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C5] 1.216 1.18 1.104 4.962917805 51.64 0 2483.310362 3 828.4406738 -1.165317742 -0.000964615 90.67840134



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AVLHPTAPLYDPEAK 12 20270303 2xTMT6plex [N-Term; K15] 1.111 1.025 1.143 4.73575449 43.86 0 2080.184297 3 694.0652466 -1.495455912 -0.001036941 54.78857059NISELFYYAQK 20 20270303 2xTMT6plex [N-Term; K11] 1.097 0.923 0.999 4.425636292 68.02 0 1834.015107 2 917.5110474 -0.157443325 -0.000144377 83.46629036VPTHIVDYSEAEQTDEELREEIHK 8 20270303 2xTMT6plex [N-Term; K24] 0.899 0.863 0.927 5.98967886 20.85 1 3325.695235 5 665.9450073 0.209021286 0.000139028 57.41508033SAFLQAFLGR 6 20270303 1xTMT6plex [N-Term] 1.262 1.75 1.416 3.947050333 42.02 0 1338.773137 2 669.8896484 -0.834036006 -0.000558292 86.62506104VPIILVGNK 24 20270303 2xTMT6plex [N-Term; K9] 0.979 0.907 0.922 3.369879484 54.08 0 1410.944843 2 705.9760132 -0.065858572 -4.65E-05 75.10958806
SFAHCASVYK 4 20270303 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.349 1.303 3.726174116 32.86 0 1627.866669 3 543.2936401 -0.185377494 -0.00010059 35.43065095

20270311 SLC25A46 solute carrier family 25 member 46 isoform 1 91137 NP_620128.1 12.20095694 1 4 4 20 418 46.145 7.43 1.04 1.13 1.07 1.08 Significant 0.0006
DNTGILECVK 6 20270311 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.123 0.517 1.08 4.529171944 66.38 0 1606.887464 2 803.9481812 1.009283303 0.000810902 51.68711225

TIIDNTDLGYEVLPINTQYEGMR 6 20270311 1xTMT6plex [N-Term] 1.398 1.036 0.686 6.343906403 40.6 0 2884.45999 3 962.1572266 -0.99269621 -0.000954464 83.85289389RPDGFDGLGYR 2 20270311 1xTMT6plex [N-Term] 0.939 3.947619438 20.86 0 1481.769842 3 494.594696 -0.207444655 -0.000102462 34.65272967NLHWGEK 6 20270311 2xTMT6plex [N-Term; K7] 1.021 1.17 1.087 2.323740244 14.13 0 1341.767941 3 447.9270325 -1.041027921 -0.000465606 36.79220451
20270317 MRRF ribosome-recycling factor, mitochondrial isoform 1 precursor 92399 NP_620132.1 31.67938931 1 7 7 40 262 29.259 9.79 0.98 0.96 1 0.98 Significant 0.000139

LALNQISQISMK 8 20270317 2xTMT6plex [N-Term; K12] 0.961 0.958 4.337911606 49.41 0 1804.076661 2 902.5412598 -0.786190953 -0.000709174 77.40548842QISQMADDTVAELDR 6 20270317 1xTMT6plex [N-Term] 1.022 0.804 0.978 5.262076855 75.38 0 1920.953422 2 960.9794922 -0.892163746 -0.000856903 62.16475838SPQLILVNMASFPECTAAAIK 2 20270317 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C15] 0.837 4.499042511 31.08 0 2719.4927 3 907.1685791 -0.557547116 -0.000505415 103.2983824
SKDTVSEDTIR 8 20270317 2xTMT6plex [N-Term; K2] 1.065 1.267 1.118 3.835695267 27.92 1 1708.948149 2 854.9781494 0.510699008 0.000436379 33.29205452IAVVTADGK 6 20270317 2xTMT6plex [N-Term; K9] 1.003 0.973 0.952 3.40942955 49.51 0 1331.829872 2 666.4188843 0.465115478 0.000309727 46.22073272SVIEALK 6 20270317 2xTMT6plex [N-Term; K7] 0.995 0.914 0.938 2.919895411 38.28 0 1217.786945 2 609.3966064 -0.828412046 -0.000504415 52.87563501VPIPQVTR 4 20270317 1xTMT6plex [N-Term] 0.948 0.908 2.254807711 15.61 0 1138.714559 2 569.8600464 -1.530889851 -0.000871623 56.07396254226371723 FCHO2 F-BAR domain only protein 2 isoform a 115548 NP_620137.2 14.32098765 1 9 9 42 810 88.869 6.86 1.09 1.15 1.19 1.14 Significant 0.000645 VFTSNPTPAVLCFR 2 226371723 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.537 3.972164154 26.75 0 1837.983206 2 919.4945068 -0.799239144 -0.000734494 73.76539785TKEEVAGTLEAVQTIQSITQALQK 2 226371723 3xTMT6plex [N-Term; K2; K24] 1.406 3.314469576 18.89 1 3273.887282 3 1091.965454 -1.671818496 -0.001824448 112.2818895SASNYSQLGTFAPVWDVFK 10 226371723 2xTMT6plex [N-Term; K19] 1.501 1.221 1.52 4.820457935 36.54 0 2575.359695 3 859.124939 0.220697145 0.000189458 103.1945168FQDIEETHLIHIK 8 226371723 2xTMT6plex [N-Term; K13] 1.097 1.104 0.983 3.596538544 29.15 0 2081.179546 4 521.0502319 -0.215471858 -0.000112109 61.50145166ATIEEAYSR 6 226371723 1xTMT6plex [N-Term] 1.32 1.427 1.283 3.223416567 35.96 0 1268.668397 2 634.8377075 -0.203773451 -0.00012926 29.84196068VSIGNITLSPAISR 2 226371723 1xTMT6plex [N-Term] 1.094 3.319115639 19.07 0 1656.984586 2 828.9945068 -1.719320837 -0.001424444 69.1509621TFALPGIIK 6 226371723 2xTMT6plex [N-Term; K9] 0.859 1.061 1.304 3.062854528 20.79 0 1417.918294 2 709.4627075 -0.109428687 -7.76E-05 80.68852234LSSISEK 4 226371723 2xTMT6plex [N-Term; K7] 1.12 1.134 2.733517885 19.18 0 1221.745474 2 611.3756714 -1.152471273 -0.000704013 40.78790477HGQISTK 2 226371723 2xTMT6plex [N-Term; K7] 0.99 2.675529718 5.92 0 1228.741392 3 410.2518921 -0.218817784 -8.96E-05 17.5973458

20270337 LEO1 RNA polymerase-associated protein LEO1 isoform 1 123169 NP_620147.1 5.255255255 1 2 2 10 666 75.359 4.51 1.26 1.42 1.23 1.3 Significant 0.00204
GLSASYLEPDRYDEEEEGEESISLAAIK 4 20270337 2xTMT6plex [N-Term; K28] 100 2.883725405 13.52 1 3558.773939 3 1186.924438 -4.264513727 -0.005058813 75.27061058IEVEIPK 6 20270337 2xTMT6plex [N-Term; K7] 1.26 1.42 1.21 2.492600203 31.72 0 1285.81316 2 643.4096069 -0.950816845 -0.000611286 59.73874323663429515 LYPLAL1 lysophospholipase-like protein 1 isoform a 127018 NP_620149.2 39.24050633 1 9 9 71 237 26.299 7.84 0.75 0.74 0.77 0.75 Significant 0.000137 FHSFPNVYHELSK 10 663429515 2xTMT6plex [N-Term; K13] 0.768 0.795 0.684 5.73086977 47.24 0 2063.111467 3 688.3765869 1.81313625 0.001246901 54.2157537ASAVYQALQK 15 663429515 2xTMT6plex [N-Term; K10] 0.705 0.678 0.787 4.080595493 66.45 0 1536.914999 2 768.9603882 -0.975501452 -0.000749631 51.60087179QVLNQDLTFQHIK 12 663429515 2xTMT6plex [N-Term; K13] 0.763 0.725 0.789 5.148798466 47.73 0 2042.179881 3 681.3979492 -0.287072532 -0.000195418 58.73086432NHQDVAGVFALSSFLNK 10 663429515 2xTMT6plex [N-Term; K17] 0.975 0.801 0.884 6.831208706 45.25 0 2305.270486 3 769.0906982 -5.615381585 -0.004314991 90.22251772GGISNVWFDR 4 663429515 1xTMT6plex [N-Term] 1.02 0.818 3.686499119 46.68 0 1379.726915 2 690.3654175 -2.432763343 -0.001678275 57.39360665IIYPTAPPR 6 663429515 1xTMT6plex [N-Term] 0.662 0.735 0.688 3.141412258 22.02 0 1256.756424 2 628.8815308 -0.508671808 -0.000319638 47.17072936SLGVTTK 6 663429515 2xTMT6plex [N-Term; K7] 0.676 0.738 0.741 2.710035086 35.74 0 1163.739995 2 582.373291 -0.592493816 -0.000344754 34.52882348TELDILK 6 663429515 2xTMT6plex [N-Term; K7] 0.819 0.738 0.732 2.739738703 33.03 0 1289.808074 2 645.4069214 -1.169372864 -0.000754133 60.32325747LPGEMEK 2 663429515 2xTMT6plex [N-Term; K7] 0.734 1.755728245 7.92 0 1261.72263 2 631.364563 -0.618934319 -0.000390462 40.8581392520270343 ARL8A ADP-ribosylation factor-like protein 8A isoform 1 127829 NP_620150.1 52.68817204 1 3 9 104 186 21.402 7.77 1.04 0.87 1.01 0.97 Significant 0.00288 NELHNLLDKPQLQGIPVLVLGNK 18 20270343 3xTMT6plex [N-Term; K9; K23] 0.701 0.709 0.632 6.986769199 31.32 0 3239.944678 3 1080.652222 -0.792134185 -0.00085549 96.53948515EKDNIDITLQWLIQHSK 21 20270343 3xTMT6plex [N-Term; K2; K17] 0.847 0.376 0.827 7.278940678 42.37 1 2768.591376 4 692.9038086 0.732858239 0.000507246 96.48567044DNIDITLQWLIQHSK 9 20270343 2xTMT6plex [N-Term; K15] 0.799 0.736 0.721 4.570151806 42.68 0 2282.290888 3 761.4349365 -0.276572846 -0.000210407 100.8875726GVSAIVYMVDAADQEK 14 20270343 2xTMT6plex [N-Term; K16] 0.968 0.956 0.787 4.130640984 75.1 0 2154.151676 2 1077.576782 -2.501516924 -0.002694323 91.68696238

EICCYSISCK 18 20270343 2xTMT6plex [N-Term; K10]; 3xCarbamidomethyl [C3; C4; C9] 1.504 1.658 1.558 4.354148865 42.32 0 1777.86872 2 889.4369507 -1.178322555 -0.001047451 43.93041121MNLSAIQDR 10 20270343 1xTMT6plex [N-Term] 1.142 0.667 0.901 3.342342854 39.82 0 1276.688087 2 638.8480835 0.629607338 0.000401906 40.97720795IWDIGGQPR 12 20270343 1xTMT6plex [N-Term] 0.852 0.777 0.656 3.900512934 45.01 0 1270.710537 2 635.8587646 -0.223436508 -0.000141962 53.72360093DLPGALDEKELIEK 6 20270343 3xTMT6plex [N-Term; K9; K14] 1.151 1.477 1.349 3.068492174 2.77 1 2257.325825 3 753.1119385 -2.021391977 -0.00152098 68.13371739DLPGALDEK 2 20270343 2xTMT6plex [N-Term; K9] 0.633 3.192861319 38.46 0 1415.814616 2 708.4109497 0.004600929 3.26E-06 48.4219967140548387 MBOAT2 lysophospholipid acyltransferase 2 129642 NP_620154.2 8.461538462 1 4 4 20 520 59.488 8.03 1.39 1.31 1.38 1.36 Significant 0.000342 ITSLACEIHDGMFR 6 40548387 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.257 1.145 1.455 4.980344772 34.07 0 1878.940355 3 626.984436 -0.851572817 -0.000533352 71.88981302NTHENIQLSQSK 4 40548387 2xTMT6plex [N-Term; K12] 1.63 1.504 4.383612633 24.92 0 1857.023046 3 619.678772 -0.69090259 -0.000427674 36.60385976KDEELTSSQR 6 40548387 2xTMT6plex [N-Term; K1] 1.434 1.355 1.223 3.4589324 13.26 1 1650.906285 3 550.9735718 -0.074254953 -4.09E-05 20.57664428WDLISNLR 4 40548387 1xTMT6plex [N-Term] 0.782 1.291 2.951990843 25.1 0 1245.715288 2 623.3615112 0.367829585 0.000229105 73.1414405120270371 CMBL carboxymethylenebutenolidase homolog 134147 NP_620164.1 30.6122449 1 7 7 35 245 28.03 7.18 0.74 0.85 0.73 0.77 Significant 0.00246 AGVSVYGIVK 2 20270371 2xTMT6plex [N-Term; K10] 0.728 3.590466738 52.49 0 1450.903372 2 725.9544678 -1.180521845 -0.000856412 57.90617271NPTLFIFAENDVVIPLK 4 20270371 2xTMT6plex [N-Term; K17] 0.601 0.551 3.514244795 19.13 0 2388.39429 3 796.7999268 -3.794573032 -0.003020979 111.4899025
EDCSPADKPYIDEAR 6 20270371 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.639 0.792 0.631 4.399083138 10.18 0 2224.095618 3 742.0360718 -0.879606053 -0.000652109 34.30735832

NLIEWLNK 10 20270371 2xTMT6plex [N-Term; K8] 0.805 0.903 0.701 3.544603825 33.58 0 1487.898621 2 744.453186 0.319060927 0.000237365 88.78933946EVQVEHIK 6 20270371 2xTMT6plex [N-Term; K8] 0.788 0.834 0.772 3.635151386 30.73 0 1439.862235 3 480.6256104 0.029589419 1.42E-05 32.63534217DVSLLTQK 5 20270371 2xTMT6plex [N-Term; K8] 0.553 0.826 0.542 3.572461128 27.57 0 1361.840437 2 681.4244385 0.854133196 0.000581597 52.17081133DSEDIYNLK 2 20270371 2xTMT6plex [N-Term; K9] 1.018 2.848933935 11.29 0 1554.841559 2 777.9224243 -2.564388097 -0.001993609 46.52222539520261969 SON protein SON isoform F 6651 NP_620305.2 12.77823578 1 20 20 132 2426 263.69 5.64 1.28 1.37 1.31 1.32 Significant 0.000402 ETLPDSGFSANIEDINEADLVRPLLPK 12 520261969 2xTMT6plex [N-Term; K27] 1.513 1.607 1.569 7.056256771 48.57 0 3411.841171 4 853.7161255 0.439986227 0.000375291 93.63336513SMMSSYSAADR 6 520261969 1xTMT6plex [N-Term] 1.492 1.53 1.736 4.653357506 43.66 0 1434.655466 2 717.8311768 -0.271022823 -0.000194412 29.25336407LPEQPVDVPSEIADSSMTRPQELPELPK 12 520261969 2xTMT6plex [N-Term; K28] 1.418 1.349 1.258 6.174588203 27.49 0 3560.89222 4 890.9810181 2.814532147 0.002505561 85.08803326IEEVLSGVLDTELR 21 520261969 1xTMT6plex [N-Term] 1.106 1.455 1.068 4.94963932 61.29 0 1802.01086 2 901.5092773 0.231917304 0.000208959 101.6521078TVLDTYPGVSEADAGETLSSTGPFALEPDATGTSK 6 520261969 2xTMT6plex [N-Term; K35] 1.473 1.551 5.945658207 56.94 0 3942.974823 4 986.4971924 -1.999355589 -0.001970852 83.2503438SHDDGNIDLESDSFLK 4 520261969 2xTMT6plex [N-Term; K16] 1.472 1.082 5.375066757 49.72 0 2250.129027 3 750.7136841 -1.123341762 -0.000842555 55.3693996ILDSFAAAPVPTTTLVLK 18 520261969 2xTMT6plex [N-Term; K18] 1.354 1.498 1.299 5.168865204 58.17 0 2315.399041 3 772.4696655 -1.985687084 -0.001532553 101.3428799
EMEHNTVCAAGTSPVGEIGEEK 2 520261969 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C8] 1.015 3.675122023 10.9 0 2803.364265 3 935.1279297 1.773252432 0.001657024 44.41816511

DIHLDLPSNNNLVSK 2 520261969 2xTMT6plex [N-Term; K15] 1.226 3.933839083 17.89 0 2137.201738 3 713.0722046 0.150809128 0.000107437 62.29234918SVESTSPEPSK 9 520261969 2xTMT6plex [N-Term; K11] 1.254 1.129 1.388 3.790002346 44.42 0 1605.873588 2 803.4401855 -0.307064176 -0.000246553 25.58293963EIQQELSSGR 6 520261969 1xTMT6plex [N-Term] 1.308 1.332 1.102 3.6648283 44.92 0 1375.737873 2 688.3718262 -1.08864216 -0.000748843 29.08564376IMLVEPPVAK 6 520261969 2xTMT6plex [N-Term; K10] 1.305 0.985 3.626980782 34.32 0 1554.969343 2 777.9884644 0.198898415 0.00015464 73.94140736DTEEPLPVK 6 520261969 2xTMT6plex [N-Term; K9] 1.128 1.331 1.344 3.282729626 34.09 0 1485.856481 2 743.4338379 2.636931157 0.001959051 44.00387604AQLLEIAK 2 520261969 2xTMT6plex [N-Term; K8] 1.364 2.852120638 16.52 0 1343.866258 2 672.4365234 -0.362941622 -0.000243872 64.65257578GIEFTTASTLSLVNK 2 520261969 2xTMT6plex [N-Term; K15] 0.999 2.835458517 1.58 0 2039.178878 3 680.3978882 0.114629856 7.79E-05 77.56028869ILPTSETK 8 520261969 2xTMT6plex [N-Term; K8] 1.367 1.335 1.277 2.693654299 23.91 0 1346.829538 2 673.9179688 -0.651329641 -0.000438615 44.59750392QPEESESK 4 520261969 2xTMT6plex [N-Term; K8] 1.54 1.665 1.717 3.077692032 28.27 0 1391.741845 2 696.3746338 0.104701979 7.29E-05 17.91587531WQPPEFLLVHDSGPDHR 2 520261969 1xTMT6plex [N-Term] 1.053 3.265269041 26.14 0 2259.150816 4 565.5436401 0.847427654 0.000478617 74.99229987KGLVAVGER 2 520261969 2xTMT6plex [N-Term; K1] 0.883 1.058 2.199141741 1 1386.883305 3 462.9658203 -0.286500312 -0.000132447 32.6134245SMMSSYER 2 520261969 1xTMT6plex [N-Term] 1.201 2.65549469 8.36 0 1219.56486 2 610.2877808 2.80835694 0.001712487 25.7276024220373175 MSI2 RNA-binding protein Musashi homolog 2 isoform a 124540 NP_620412.1 22.25609756 1 6 6 24 328 35.174 8.48 1 0.82 0.88 0.9 Significant 0.00344
GFGFVTFADPASVDK 2 20373175 2xTMT6plex [N-Term; K15] 0.782 3.388068438 28.32 0 2016.084249 2 1008.549377 3.585813845 0.003614651 82.10540728VEDAMLMFDK 2 20373175 2xTMT6plex [N-Term; K10] 0.905 4.112755775 51.68 0 1656.874122 2 828.937561 -3.788024452 -0.00313814 80.20929856VLGQPHHELDSK 8 20373175 2xTMT6plex [N-Term; K12] 0.997 0.817 0.951 3.828483105 17.06 0 1818.027403 4 455.2623901 0.180309095 8.20E-05 27.88089193IFVGGLSANTVVEDVK 2 20373175 2xTMT6plex [N-Term; K16] 0.517 3.233550549 28.48 0 2106.221077 2 1053.614014 -0.154768297 -0.000162988 83.76700617

VCEIHFHEINNK 6 20373175 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 1.015 0.841 0.871 3.451824188 15.18 0 1998.063137 4 500.2720032 1.524529058 0.000761526 41.32517552
QYFEQFGK 4 20373175 2xTMT6plex [N-Term; K8] 0.983 1.048 3.069298983 22.84 0 1504.820036 2 752.9115601 -2.78608253 -0.002096276 54.9235801420986512 MAPK14 mitogen-activated protein kinase 14 isoform 2 1432 NP_620581.1 25.55555556 1 6 7 41 360 41.267 5.78 1.02 0.95 1.03 1 Significant 0.000633 HENVIGLLDVFTPAR 6 20986512 1xTMT6plex [N-Term] 1.027 1.012 1.004 6.247188091 42.41 0 1910.069712 3 637.3602905 -1.776970729 -0.001131379 86.18106783HTDDEMTGYVATR 6 20986512 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.857 1.023 1.175 4.110928535 23.46 0 1740.80603 3 580.9402466 0.090151396 5.23E-05 16.49250438LTDDHVQFLIYQILR 4 20986512 1xTMT6plex [N-Term] 0.911 0.942 4.299156666 6.5 0 2103.179991 3 701.7318726 0.510325215 0.000357769 103.8790062DLLIDEWK 7 20986512 2xTMT6plex [N-Term; K8] 0.791 0.911 3.330838919 38.92 0 1489.866652 2 745.4360962 -1.165270184 -0.000868049 73.2277216LVGTPGAELLK 6 20986512 2xTMT6plex [N-Term; K11] 1.089 1.036 1.081 3.806933165 42 0 1555.98235 2 778.4939575 -1.100180177 -0.00085593 69.90230429IIDFGLAR 30 20986512 1xTMT6plex [N-Term] 0.909 0.952 1.318 3.326264858 33.42 0 1133.68801 2 567.3473511 -0.515822305 -0.000292391 71.34786047SLTYDEVISFVPPPLDQEEMES 2 20986512 1xTMT6plex [N-Term] 1.332933068 7.63 0 2754.32691 2 1377.667358 0.192485094 0.000265083 101.393342420986523 MAPK8 mitogen-activated protein kinase 8 isoform alpha2 5599 NP_620637.1 7.728337237 1 1 3 20 427 48.264 6.89 1.29 1.27 1.19 1.25 Significant 0.000597 LFPDVLFPADSEHNK 6 20986523 2xTMT6plex [N-Term; K15] 1.289 1.265 1.193 4.086534977 29.29 0 2187.185026 3 729.7333984 0.281874872 0.000205504 81.90261846IIDFGLAR 30 20986523 1xTMT6plex [N-Term] 0.909 0.952 1.318 3.326264858 33.42 0 1133.68801 2 567.3473511 -0.515822305 -0.000292391 71.34786047DLKPSNIVVK 4 20986523 3xTMT6plex [N-Term; K3; K10] 1.403 1.757 3.573619366 4.36 0 1800.156181 3 600.7227783 -1.33299493 -0.000799866 51.3830010720911035 PPIL4 peptidyl-prolyl cis-trans isomerase-like 4 85313 NP_624311.1 12.80487805 1 4 4 20 492 57.189 5.92 0.93 1.02 0.89 0.95 Significant 0.00164 LNPVTTDEDLEIIFSR 12 20911035 1xTMT6plex [N-Term] 1.111 1.22 1.022 5.418073177 74.91 0 2091.117116 2 1046.061035 -1.110558315 -0.001161154 93.24028363GGESIFGQLYGDQASFFEAEK 2 20911035 2xTMT6plex [N-Term; K21] 0.841 4.391884327 41.59 0 2738.371382 3 913.4613037 -0.739175556 -0.000674712 91.80741849SAEEVEEIK 2 20911035 2xTMT6plex [N-Term; K9] 0.909 2.863773584 35.01 0 1491.83066 2 746.4197388 1.032770745 0.00077036 39.04736825INETFVDKDFVPYQDIR 4 20911035 2xTMT6plex [N-Term; K8] 0.148 0.442 0.485 3.526120186 6.42 1 2557.37026 3 853.1268311 -1.689241486 -0.001440005 72.56192245194394146 DPP9 dipeptidyl peptidase 9 91039 NP_631898.3 25.56053812 1 18 18 118 892 101.605 6.64 1.08 1.15 1.05 1.09 Significant 0.000734 VAIAGAPVTVWMAYDTGYTER 12 194394146 1xTMT6plex [N-Term] 1.196 1.109 1.069 5.751235485 45.68 0 2500.274362 3 834.0965576 0.303171354 0.000252671 91.22304932KEALLLLSWK 6 194394146 3xTMT6plex [N-Term; K1; K10] 1.304 1.602 1.184 5.416688919 43.97 1 1888.223867 3 630.0788574 -0.978662757 -0.000615978 89.96571913ELVQPFSSLFPK 12 194394146 2xTMT6plex [N-Term; K12] 1.276 1.441 1.293 3.996974468 41.24 0 1850.082792 2 925.5455322 0.537993829 0.000497667 91.99244328NQMGQVEIEDQVEGLQFVAEK 2 194394146 2xTMT6plex [N-Term; K21]; 1xOxidation [M3] 1.15 5.178447723 43.92 0 2865.470444 3 955.8265381 -1.878721938 -0.001794474 75.60665568LAEFQTDSQGK 12 194394146 2xTMT6plex [N-Term; K11] 1.118 0.943 0.893 4.2403965 60.04 0 1681.916121 2 841.4608765 -0.97792648 -0.000822395 45.72071134SAGVATFVIQEEFDR 26 194394146 1xTMT6plex [N-Term] 0.966 1.163 1.093 5.702176571 58.55 0 1897.985708 2 949.4957275 -0.805892198 -0.000764786 75.72892913DTPLEHHLYVVSYEAAGEIVR 6 194394146 1xTMT6plex [N-Term] 0.943 1.26 0.38 4.373434544 17.39 0 2627.366682 3 876.4613647 1.088172542 0.000953009 70.4039227GDAAATDDPAAR 4 194394146 1xTMT6plex [N-Term] 0.632 0.799 4.186635017 57.68 0 1359.670188 2 680.3384399 -0.429888949 -0.000292254 16.30493097YMDVPENNQHGYEAGSVALHVEK 2 194394146 2xTMT6plex [N-Term; K23] 0.817 3.789463282 6.05 0 3045.51404 4 762.132019 -2.559127301 -0.001948465 59.76131438APHDFQFVQK 10 194394146 2xTMT6plex [N-Term; K10] 1.077 1.033 0.989 4.191446304 28.57 0 1674.936797 3 558.9838257 0.075663023 4.22E-05 46.97957794EALLLLSWK 4 194394146 2xTMT6plex [N-Term; K9] 0.966 1.09 3.518327713 26.09 0 1530.965972 2 765.9868164 0.250954304 0.000192101 97.87068133

CPIKEEIALTSGEWEVLAR 5 194394146 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C1] 0.91 0.695 1.071 4.081681252 8.4 1 2659.452944 3 887.1536255 -2.489513932 -0.002206915 89.61125639TDESGPHSHR 6 194394146 1xTMT6plex [N-Term] 1.122 0.653 100 2.769330978 14.44 0 1351.655206 3 451.2230835 -0.376731963 -0.000169737 12.529305IWVNEETK 4 194394146 2xTMT6plex [N-Term; K8] 1.096 1.273 3.09647727 28.73 0 1476.846251 2 738.9269409 0.240001921 0.000177223 51.10296539LVYFQGTK 6 194394146 2xTMT6plex [N-Term; K8] 1.12 1.097 0.994 3.067750692 28.36 0 1413.850608 2 707.427063 -2.658402109 -0.001879292 59.18375419YGFIDLSR 6 194394146 1xTMT6plex [N-Term] 1.069 0.993 0.859 2.791203499 24.48 0 1199.662189 2 600.3347168 -0.027071162 -1.62E-05 56.97116719LSGPDDDPLHK 6 194394146 2xTMT6plex [N-Term; K11] 1.029 0.95 1.071 3.158265591 30.91 0 1651.905556 3 551.3058472 -1.554680946 -0.000856062 43.39197865
TGFCHLYK 2 194394146 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C4] 1.004 2.471052647 9.93 0 1483.813177 3 495.2749634 -1.913989797 -0.000946668 38.40433832

21040257 TRUB1 probable tRNA pseudouridine synthase 1 142940 NP_631908.1 8.309455587 1 2 2 10 349 37.229 8.25 1.06 1.15 1.22 1.14 Significant 0.00164 FTGNIMQVPPLYSALK 6 21040257 2xTMT6plex [N-Term; K16] 0.852 1.071 1.216 4.549027443 34.96 0 2237.276817 3 746.428833 -2.177511752 -0.001623899 97.19226839ELSSCANVLELTR 4 21040257 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.326 1.298 4.41171217 40.42 0 1720.910101 2 860.9584351 -0.29468873 -0.000253566 66.98882878
218931251 DAGLB sn1-specific diacylglycerol lipase beta isoform 1 221955 NP_631918.3 11.45833333 1 6 6 40 672 73.684 6.55 0.99 0.96 1.21 1.05 Significant 0.00555 LINDGILSQAFSIAPEYR 6 218931251 1xTMT6plex [N-Term] 1.219 1.728 6.338611603 46.96 0 2236.217499 3 746.0773315 -0.025646474 -1.91E-05 95.73071087VYELPFLVALDHR 6 218931251 1xTMT6plex [N-Term] 1.033 1.055 1.082 4.635416031 55.86 0 1801.020971 3 601.0115356 -0.50958674 -0.000305925 94.64448757LSVTNLEDLK 4 218931251 2xTMT6plex [N-Term; K10] 0.964 0.683 3.593794823 25.9 0 1589.951444 2 795.4798584 0.626532891 0.000498078 72.40398559WSHEAEFSK 6 218931251 2xTMT6plex [N-Term; K9] 0.913 1.28 1.137 4.096701622 28.23 0 1578.831663 3 526.9486694 -0.131907171 -6.94E-05 37.48315173TAATSVWETR 3 218931251 1xTMT6plex [N-Term] 1.115 1.327 3.372362375 19.51 0 1350.721495 2 675.8632813 -1.635599943 -0.00110462 36.5147858AACVSCPAQGVSSVDVA 15 218931251 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 100 100 100 1.921327233 26.7 0 1906.920014 2 953.9620361 -1.68752457 -0.001608987 73.95782535
21327701 TAF15 TATA-binding protein-associated factor 2N isoform 1 8148 NP_631961.1 27.02702703 1 9 11 115 592 61.793 8.02 1.14 1.18 1.2 1.17 Significant 0.000226

AAIDWFDGKEFHGNIIK 11 21327701 3xTMT6plex [N-Term; K9; K17] 2.452 2.339 2.447 5.553899288 18.48 1 2648.480369 4 662.875 -0.830102434 -0.000549627 74.99640225GEATVSFDDPPSAK 30 21327701 2xTMT6plex [N-Term; K14] 1.064 1.176 1.135 4.725561142 70.28 0 1878.984929 2 939.9952393 -0.919078354 -0.000863467 43.43435457TDADSESDNSDNNTIFVQGLGEGVSTDQVGEFFK 9 21327701 2xTMT6plex [N-Term; K34] 1.174 1.294 5.128254414 60.02 0 4080.919827 4 1020.985168 -0.240958391 -0.000245833 85.68750165SSGGGYSGDR 6 21327701 1xTMT6plex [N-Term] 1.68 1.205 0.726 3.539855719 68.54 0 1171.554095 2 586.2800293 -1.121174221 -0.000656758 14.31948698SGDWVCPNPSCGNMNFAR 6 21327701 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C11] 0.957 1.496 0.879 3.389604092 31.71 0 2298.005157 2 1149.503052 -2.754569265 -0.003165007 52.97144937
TGKPMINLYTDK 2 21327701 3xTMT6plex [N-Term; K3; K12] 0.774 3.826494932 11.66 0 2068.207959 3 690.0731812 -1.435330986 -0.000989521 65.04602656SGGGYGGDR 6 21327701 1xTMT6plex [N-Term] 1.378 1.051 1.128 3.342476606 45.99 0 1054.511502 2 527.7589111 -0.907372156 -0.000478417 14.24758249AAIDWFDGK 20 21327701 2xTMT6plex [N-Term; K9] 1.498 1.41 1.463 3.799307346 41.07 0 1480.820036 2 740.913208 -0.60551205 -0.000448327 70.19594439EFHGNIIK 8 21327701 2xTMT6plex [N-Term; K8] 0.961 1.017 1.018 4.257223606 38.47 0 1415.841106 3 472.6181641 -0.824204422 -0.000388981 40.2628342ENYSHHTQDDR 13 21327701 1xTMT6plex [N-Term] 1.885 2.277338266 13.86 0 1630.740727 3 544.2514038 -0.655324418 -0.000356221 13.280159GGYDKDGR 4 21327701 2xTMT6plex [N-Term; K5] 1.209 1.46 1.512 2.992534876 3.65 1 1325.721385 3 442.5785217 -0.281148405 -0.000124241 17.0213581721264315 EHD4 EH domain-containing protein 4 30844 NP_644670.1 56.1922366 1 20 24 180 541 61.137 6.76 0.8 0.84 0.78 0.8 Significant 0.000478 LFEAEAQDLFR 16 21264315 1xTMT6plex [N-Term] 0.739 0.748 0.699 4.817392826 57.05 0 1567.831774 2 784.4192505 -0.350428819 -0.000274707 78.97230187LADCDCDGMLDEEEFALAK 4 21264315 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C4; C6] 1.022 1.16 4.056812286 44.53 0 2660.229411 3 887.4143066 -0.392630846 -0.000348163 76.76647009

AMQEQLENYDFTK 12 21264315 2xTMT6plex [N-Term; K13] 0.776 0.856 0.806 4.320701599 34.38 0 2075.051962 2 1038.0271 -2.428802431 -0.002519946 59.60227088EGADEEEWVVAK 10 21264315 2xTMT6plex [N-Term; K12] 0.918 0.647 0.705 4.80500412 67.34 0 1819.947815 2 910.477417 -0.141606052 -0.000128858 52.81327747LDISDEFSEAIK 6 21264315 2xTMT6plex [N-Term; K12] 0.87 0.878 0.879 5.331889153 77.68 0 1824.999516 2 913.0026245 -0.845965464 -0.000771943 74.82977675VYGALMWSLGK 20 21264315 2xTMT6plex [N-Term; K11] 0.875 1 0.952 4.701251984 57.01 0 1682.970405 2 841.9865112 -2.768657754 -0.002329785 90.68128355
ISPLMNLISQEETSTPTQLVQGGAFDGTTEGPFNQGYGEGAK 2 21264315 2xTMT6plex [N-Term; K42] 0.675 4.665975094 26.91 0 4828.402764 4 1207.851807 -3.596892875 -0.004341812 104.4314344

SISVIDSPGILSGEK 8 21264315 2xTMT6plex [N-Term; K15] 1.023 0.94 1.275 5.001961708 59.87 0 1960.136678 2 980.571106 -0.889277751 -0.000871553 70.73143111AGGADAVQTVTGGLR 6 21264315 1xTMT6plex [N-Term] 0.594 0.605 0.668 5.718314648 87.15 0 1601.880849 2 801.4430542 -1.25937679 -0.001008686 52.17709152GYDFCQVLQWFAER 10 21264315 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.344 1.349 1.621 4.491539001 32.31 0 2047.989748 3 683.3344727 -0.431243003 -0.000294394 114.8795927EYQISAGDFPEVK 8 21264315 2xTMT6plex [N-Term; K13] 0.745 0.777 0.899 4.695230484 34.11 0 1941.036964 2 971.0213623 -0.781242528 -0.00075821 63.01483556LIEAVDNMLSNK 12 21264315 2xTMT6plex [N-Term; K12] 0.799 0.67 0.619 4.327810287 65.13 0 1805.024291 2 903.0159912 0.229632297 0.000207246 94.30194198LDGYELPSSLPPHLVPPSHR 2 21264315 1xTMT6plex [N-Term] 0.624 3.324286461 19.23 0 2440.31861 4 610.8348389 -0.444245782 -0.000271025 63.34509754VHAYIISYLK 6 21264315 2xTMT6plex [N-Term; K10] 1.243 0.934 0.948 4.351190567 29.08 0 1665.013985 3 555.6775513 2.471924339 0.00137193 68.8916819IILLFDAHK 12 21264315 2xTMT6plex [N-Term; K9] 0.798 0.8 0.856 3.890401125 42.27 0 1527.966306 3 509.9932556 -0.71517565 -0.000364255 86.99339992
FMCSQLPNQVLK 8 21264315 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.791 0.814 0.742 3.795446396 24.64 0 1923.059631 3 641.6903687 -1.600882738 -0.001026198 69.77177425YLLEQDFPGMR 3 21264315 1xTMT6plex [N-Term] 0.819 4.031706333 36.41 0 1597.82458 2 799.4147339 -1.495018034 -0.001194388 68.89105311ADQVDTQQLMR 2 21264315 1xTMT6plex [N-Term] 0.875 3.665360212 33.88 0 1533.789257 2 767.3970947 -1.528356562 -0.001172088 35.75946946IKLDGYELPSSLPPHLVPPSHR 3 21264315 2xTMT6plex [N-Term; K2] 0.807 0.837 5.438406944 7.53 1 2910.660569 5 582.9393311 2.398144089 0.001396037 70.96152551DIQSLPQK 10 21264315 2xTMT6plex [N-Term; K8] 0.776 0.786 0.752 3.06231904 25.67 0 1386.835686 3 462.9497681 -0.674312603 -0.00031172 39.72775941VLPLEEAYR 2 21264315 1xTMT6plex [N-Term] 0.961 2.676441193 10.02 0 1318.756818 2 659.8848877 4.307640762 0.002840365 57.9701693VINTPEVLR 6 21264315 1xTMT6plex [N-Term] 0.742 0.724 0.783 3.303946495 33.1 0 1269.772802 2 635.3891602 -1.385111964 -0.000879389 50.92698045KEMVTSK 4 21264315 3xTMT6plex [N-Term; K1; K7] 0.789 1.507 2.682203293 9.74 1 1509.927761 3 503.9804382 -0.662271905 -0.000333328 29.94036514KLNDLIK 8 21264315 3xTMT6plex [N-Term; K1; K7] 0.981 1.053 1.098 3.347527742 8.61 1 1531.018625 2 766.0126953 -0.333983527 -0.000255667 53.6419501

21618340 STAT3 signal transducer and activator of transcription 3 isoform 1 6774 NP_644805.1 31.03896104 1 16 16 86 770 88.011 6.3 0.81 0.82 0.88 0.84 Significant 0.000682 FLQESNVLYQHNLR 6 21618340 1xTMT6plex [N-Term] 0.778 0.762 0.999 5.134753704 44.46 0 1990.070775 3 664.0283813 -0.09259823 -6.14E-05 58.95939932VVENLQDDFDFNYK 12 21618340 2xTMT6plex [N-Term; K14] 0.735 0.691 0.879 4.369832516 64.72 0 2204.12757 3 735.3789063 -2.452081301 -0.001801567 77.26052872LENWITSLAESQLQTR 7 21618340 1xTMT6plex [N-Term] 1.067 1.116 3.629043341 24.76 0 2118.139248 3 706.718689 1.069436079 0.000755072 102.8582264MQQLEQMLTALDQMR 10 21618340 1xTMT6plex [N-Term] 1.457 0.898 0.749 5.251100063 64.19 0 2065.044168 3 689.0186768 -1.302934148 -0.000896872 112.3506256GLSIEQLTTLAEK 2 21618340 2xTMT6plex [N-Term; K13] 0.746 4.3572855 29.9 0 1861.10465 3 621.0385742 -1.870203134 -0.001160215 84.23663169TLTDEELADWK 6 21618340 2xTMT6plex [N-Term; K11] 0.87 0.622 0.767 4.127003193 50.53 0 1778.957652 2 889.9812622 -1.351193456 -0.001201858 70.77111424QQMLEQHLQDVR 4 21618340 1xTMT6plex [N-Term] 0.942 0.999 4.930625916 38.27 0 1753.921668 3 585.3118896 -0.314948323 -0.000184132 51.86412587LLQTAATAAQQGGQANHPTAAVVTEK 2 21618340 2xTMT6plex [N-Term; K26] 0.718 2.985994101 8.91 0 3034.668567 3 1012.227112 -0.588104019 -0.0005949 57.19120544
FICVTPTTCSNTIDLPMSPR 2 21618340 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C9] 0.743 4.12464571 44.81 0 2539.255617 3 847.0891724 -1.044999226 -0.000884507 80.55416917
YLEQLHQLYSDSFPMELR 8 21618340 1xTMT6plex [N-Term] 0.389 0.782 0.699 4.961223602 27.38 0 2498.258712 3 833.4220581 -2.838162261 -0.002363488 87.71544314FPELNYQLK 6 21618340 2xTMT6plex [N-Term; K9] 0.953 0.897 0.941 3.768195868 39.11 0 1609.9354 2 805.4718628 0.651495667 0.000524433 69.59970585
LLGPGVNYSGCQITWAK 6 21618340 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C11] 1.035 0.904 0.783 3.607486963 27.96 0 2322.268044 2 1161.63855 0.766078395 0.00088952 77.18112665

AILSTKPPGTFLLR 5 21618340 2xTMT6plex [N-Term; K6] 1.146 1.246 0.829 3.373119593 1.33 0 1972.235939 3 658.0835571 0.090808972 5.97E-05 75.39837866KLEELQQK 6 21618340 3xTMT6plex [N-Term; K1; K8] 0.741 0.861 0.863 3.421614647 9.18 1 1703.067032 3 568.3609619 0.763629477 0.000433504 39.78037907SIVSELAGLLSAMEYVQK 2 21618340 2xTMT6plex [N-Term; K18] 100 2.466437817 4.02 0 2396.351104 3 799.4546509 -0.71152899 -0.000568358 116.2615963
VCIDKDSGDVAALR 2 21618340 2xTMT6plex [N-Term; K5]; 1xCarbamidomethyl [C2] 5.65 1.626 2.677622557 1 1977.083932 3 659.6982422 -1.900954957 -0.001252783 44.92301384

21281683 MCFD2 multiple coagulation factor deficiency protein 2 isoform A precursor 90411 NP_644808.1 28.08219178 1 2 2 10 146 16.38 4.63 0.95 0.84 0.83 0.87 Significant 0.00193
DDDKNNDGYIDYAEFAK 6 21281683 3xTMT6plex [N-Term; K4; K17] 0.982 0.847 0.834 5.334078789 17.46 1 2680.334552 3 894.1160889 -0.312766344 -0.000279439 56.48802369MHDYDGNNLLDGLELSTAITHVHK 4 21281683 2xTMT6plex [N-Term; K24]; 1xOxidation [M1] 0.833 0.817 4.036109447 22.25 0 3167.619568 5 634.3295288 -0.325366418 -0.000206127 77.2354316421281677 WDR36 WD repeat-containing protein 36 134430 NP_644810.1 21.76656151 1 18 18 114 951 105.255 7.53 1.28 1.39 1.32 1.33 Significant 0.000584
SLSPDCGGSIEVMQSFLK 8 21281677 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C6] 1.197 1.57 1.249 4.586873531 49.41 0 2413.250739 3 805.0910034 3.198260248 0.002572735 87.21049974ALGLFSNDIPHVVR 6 21281677 1xTMT6plex [N-Term] 0.896 1.241 1.079 4.678745747 40.07 0 1767.011469 3 589.6743774 -1.635714217 -0.000963442 70.97139629LEEGLVNNKYDTALNLLK 6 21281677 3xTMT6plex [N-Term; K9; K18] 2.368 3.24 1.506 4.573379993 21.72 1 2734.595792 3 912.2025146 -1.024456593 -0.000933825 86.26682185ESGPSGIETELR 6 21281677 1xTMT6plex [N-Term] 1.62 1.2 1.572 5.046330452 65.58 0 1503.785217 2 752.3952026 -1.389025865 -0.001044398 35.21348456GVAVDGLNQLTVTTGSEGLLK 6 21281677 2xTMT6plex [N-Term; K21] 1.452 1.408 1.373 7.039194107 70.76 0 2530.449238 3 844.1526489 -2.309839916 -0.001948311 85.31140306

LSCSTWNYQK 2 21281677 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 0.824 3.251229763 39.12 0 1744.909262 2 872.958252 -0.019859915 -1.73E-05 47.66008055SAPFFIPTIPGLVPR 18 21281677 1xTMT6plex [N-Term] 1.352 1.567 1.561 4.688061237 35.08 0 1841.088657 2 921.046814 -1.252405909 -0.001152895 112.1969512STIGAYFLKPK 6 21281677 3xTMT6plex [N-Term; K9; K11] 1.271 1.441 1.55 3.833282948 11.95 0 1912.187481 3 638.0640869 -5.111390963 -0.003257979 67.36895366YDTALNLLK 4 21281677 2xTMT6plex [N-Term; K9] 1.101 1.234 3.605821848 52.67 0 1508.908851 2 754.9575195 -0.721426943 -0.000544284 69.03906787VVNLGVLAQK 4 21281677 2xTMT6plex [N-Term; K10] 1.432 2.759894609 24.68 0 1498.97212 3 500.3282776 -1.22782559 -0.000613492 71.22306893NLLNLDVIK 6 21281677 2xTMT6plex [N-Term; K9] 1.546 1.257 1.438 4.059326649 46.71 0 1499.956136 2 750.4786987 -4.00992997 -0.00300736 79.96448374YAAPEQNNDPQQSK 6 21281677 2xTMT6plex [N-Term; K14] 1.174 1.315 1.474 3.768021822 37.74 0 2048.044903 3 683.3525391 -0.898077233 -0.000613101 22.95021644LLYTFPGWK 12 21281677 2xTMT6plex [N-Term; K9] 1.398 1.46 1.277 3.631013155 48.84 0 1582.939757 2 791.9727173 -1.010347791 -0.00079966 89.55974254TASALFAGFR 2 21281677 1xTMT6plex [N-Term] 1.125 2.763542891 14.6 0 1269.715288 2 635.3615112 0.360876916 0.000229105 60.42955715IWIFDGPTGEGR 8 21281677 1xTMT6plex [N-Term] 1.355 1.246 1.089 3.431281805 31.21 0 1576.832108 2 788.9196167 -0.095990918 -7.57E-05 75.89387796SLGHGLINK 6 21281677 2xTMT6plex [N-Term; K9] 1.133 1.41 1.226 3.473348618 20.31 0 1396.867655 3 466.2940063 -0.135429459 -6.31E-05 38.0001695FNETLMK 4 21281677 2xTMT6plex [N-Term; K7] 1.711 1.227 2.619870663 25.29 0 1340.764829 2 670.8856812 -0.5547172 -0.000371873 52.73373043MIGMMLDR 4 21281677 1xTMT6plex [N-Term] 1.355 1.478 2.835432291 18.08 0 1195.619872 2 598.3126831 -1.491175501 -0.00089144 59.98043921281679 PPTC7 protein phosphatase PTC7 homolog 160760 NP_644812.1 14.80263158 1 3 3 8 304 32.625 5.19 0.65 0.44 0.82 0.64 Significant 0.0285 SADVLGVADGVGGWR 2 21281679 1xTMT6plex [N-Term] 0.647 3.963877439 35.87 0 1687.896499 2 844.4500122 -2.222539083 -0.001875708 63.05291728DYGVDPSQFSGTLMR 4 21281679 1xTMT6plex [N-Term] 0.437 0.616 3.220973015 34.24 0 1901.926479 2 951.4614258 -5.732959514 -0.005451834 62.31829531LHTANLGDSGFLVVR 2 21281679 1xTMT6plex [N-Term] 0.853 3.530655384 1.96 0 1828.027848 3 610.0134277 -1.158481736 -0.000705912 60.8472156521327685 YME1L1 ATP-dependent zinc metalloprotease YME1L1 isoform 1 10730 NP_647473.1 25.4851229 1 16 16 89 773 86.401 8.76 0.97 0.91 0.91 0.93 Significant 0.000462
NLAEALLTYETLDAK 12 21327685 2xTMT6plex [N-Term; K15] 0.951 0.95 0.99 4.612239361 47.36 0 2123.200007 2 1062.101929 -1.613634191 -0.001713034 98.8689106



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

GTVGFSGAELENLVNQAALK 6 21327685 2xTMT6plex [N-Term; K20] 0.893 1.162 0.987 6.257032394 52.81 0 2476.381159 3 826.1299438 -2.374701895 -0.001960222 94.37088022VAEELIFGTDHITTGASSDFDNATK 8 21327685 2xTMT6plex [N-Term; K25] 0.995 1.217 0.813 5.677222729 57.85 0 3097.572995 3 1033.194092 -1.702155005 -0.001757516 78.82283594LSPETQSAIEQEIR 8 21327685 1xTMT6plex [N-Term] 1.221 1.324 0.886 4.529715061 50.87 0 1829.980623 2 915.4940796 0.142039585 0.000129965 56.44350551LGVMTYSDTGK 4 21327685 2xTMT6plex [N-Term; K11] 0.685 0.652 3.997289896 46.42 0 1629.892215 2 815.4497681 0.027555695 2.25E-05 52.57280429QELQEVVEFLK 10 21327685 2xTMT6plex [N-Term; K11] 0.921 0.852 0.8 4.528748512 57.61 0 1820.056972 2 910.5314331 -0.759343847 -0.000691025 92.47660083GPTLGHVSLLPENDR 4 21327685 1xTMT6plex [N-Term] 0.852 0.771 3.858579397 22.46 0 1834.002027 3 612.0063477 1.34290405 0.000820963 51.08108473EIQIVLEGK 6 21327685 2xTMT6plex [N-Term; K9] 1.089 0.826 0.952 3.847892523 52.01 0 1486.924501 2 743.9655762 -0.420563552 -0.000312673 63.90312906GVEEAKQELQEVVEFLK 3 21327685 3xTMT6plex [N-Term; K6; K17] 1.102 3.405301571 6.67 1 2662.527044 3 888.1783447 -2.464951606 -0.002187667 112.3181437FDMQVTVPRPDVK 6 21327685 2xTMT6plex [N-Term; K13] 0.925 0.841 1.06 4.661152363 14.35 0 1990.119589 3 664.0437012 -1.526729545 -0.001012791 62.26354161TGFAEGFLK 6 21327685 2xTMT6plex [N-Term; K9] 0.984 0.894 1.047 3.905776739 40.64 0 1427.829872 2 714.418335 -0.335598893 -0.000239589 64.09932587GSDVESLDK 2 21327685 2xTMT6plex [N-Term; K9] 0.797 2.860096216 35.5 0 1407.773145 2 704.3903809 0.241330609 0.000169869 32.47561271IKFDQSVDPEIIAR 4 21327685 2xTMT6plex [N-Term; K2] 1.387 0.973 4.771584034 9.1 1 2089.205761 3 697.0706787 -3.962332166 -0.002759376 62.08966405NIPEAHQDAFK 6 21327685 2xTMT6plex [N-Term; K11] 0.893 0.931 0.909 4.106043339 27.49 0 1727.94809 3 576.6548462 1.096887244 0.000631788 37.06829738NVTFEHVK 2 21327685 2xTMT6plex [N-Term; K8] 0.97 2.740209341 17.75 0 1431.83602 3 477.9497986 -0.822704576 -0.000392659 35.9847217SVEIDNK 2 21327685 2xTMT6plex [N-Term; K7] 0.918 2.786757708 14.38 0 1262.735638 2 631.8690186 -3.862455829 -0.00243863 30.68126933
21536398 ANGPTL4 angiopoietin-related protein 4 isoform a precursor 51129 NP_647475.1 10.09852217 1 3 3 12 406 45.186 8.85 0.71 0.67 0.51 0.63 Significant 0.00928

VDPEVLHSLQTQLK 4 21536398 2xTMT6plex [N-Term; K14] 0.711 0.716 3.491392136 29.32 0 2065.205761 3 689.0725708 -1.25985396 -0.000867286 71.4242035IQQLFHK 6 21536398 2xTMT6plex [N-Term; K7] 0.694 0.624 0.506 3.688782454 32.81 0 1371.851277 3 457.9551697 -0.23391515 -0.000106966 53.29885764YYPLQATTMLIQPMAAEAAS 2 21536398 1xTMT6plex [N-Term] 0.822 2.243585587 4.75 0 2399.218821 3 800.4119873 1.078711137 0.000862688 98.38357663
21450853 OSBPL2 oxysterol-binding protein-related protein 2 isoform 2 9885 NP_653081.1 11.66666667 1 5 5 27 480 55.166 6.35 1.41 1.42 1.28 1.37 Significant 0.00108 ITMPIAFNEPLSFLQR 11 21450853 1xTMT6plex [N-Term] 1.491 1.639 1.497 6.098149776 52.04 0 2106.161898 3 702.725769 0.406250302 0.00028521 106.356812SDFSVWTILK 5 21450853 2xTMT6plex [N-Term; K10] 1.414 1.683 2.139 4.009899616 29.61 0 1653.961615 2 827.4839478 -0.602149517 -0.000497966 95.45552448VTGMIDLDTSK 2 21450853 2xTMT6plex [N-Term; K11] 1.446 3.906599283 43.06 0 1637.918429 2 819.4605103 -2.860601666 -0.002342716 61.41609068GTITLELLK 6 21450853 2xTMT6plex [N-Term; K9] 1.323 1.275 1.069 3.224695683 21.23 0 1445.934337 2 723.4702148 -0.81914681 -0.000592216 76.56531734TSLPAPMFSR 3 21450853 1xTMT6plex [N-Term] 0.891 0.711 2.376899481 2.36 0 1335.729223 2 668.3671875 -1.590689163 -0.001062365 53.5648378494536842 RPIA ribose-5-phosphate isomerase 22934 NP_653164.2 19.2926045 1 4 4 10 311 33.248 8.54 1.2 1.22 1.36 1.26 Significant 0.00159 MIPGVVDTGLFINMAER 2 94536842 1xTMT6plex [N-Term] 0.938 4.588107586 17.5 0 2092.113233 3 698.0427856 0.272544327 0.000190065 98.77596262VKQENLNLVCIPTSFQAR 2 94536842 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C10] 1.279 4.747198582 12.87 1 2575.443048 3 859.1516724 -1.003400234 -0.0008614 69.58604613

WSEVNTAIK 4 94536842 2xTMT6plex [N-Term; K9] 1.199 1.384 3.631048441 20.49 0 1505.8728 2 753.4401855 0.195643185 0.000147307 52.06102354GIPIEVIPMAYVPVSR 2 94536842 1xTMT6plex [N-Term] 1.479 2.925004005 10.95 0 1970.134621 3 657.3832397 0.276660425 0.000181686 97.1142438821700763 HN1L hematological and neurological expressed 1-like protein 90861 NP_653171.1 62.10526316 1 8 8 58 190 20.051 9.26 0.71 0.76 0.74 0.74 Significant 0.000389 TSDIFGSPVTATSR 10 21700763 1xTMT6plex [N-Term] 0.728 0.913 0.738 4.545966148 47.86 0 1667.88018 2 834.4465942 3.436365891 0.002865723 48.39145189DHVFLCEGEEPK 6 21700763 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C6] 0.691 0.789 0.751 4.561225891 24.17 0 1917.97807 3 639.9981079 0.886772636 0.000566937 39.10034292GSGIFDESTPVQTR 6 21700763 1xTMT6plex [N-Term] 0.589 0.631 0.835 5.421154976 59.32 0 1722.885994 2 861.9463501 -0.331109945 -0.000285232 39.53349405AMKPPGGESSNLFGSPEEATPSSRPNR 4 21700763 2xTMT6plex [N-Term; K3] 0.85 0.644 5.66262579 21.4 0 3258.657744 4 815.4185181 -1.688343731 -0.001375434 54.8162322EQEPMPTVDSHEPR 6 21700763 1xTMT6plex [N-Term] 0.784 0.882 0.646 4.317886353 33.73 0 1880.900992 3 627.6376953 -1.307582116 -0.000819811 25.55231153SIPAGAEPGEK 12 21700763 2xTMT6plex [N-Term; K11] 0.719 0.722 0.755 3.830219984 52.22 0 1513.862629 2 757.4342651 -0.908541195 -0.000687703 33.71267576MASNIFGPTEEPQNIPK 12 21700763 2xTMT6plex [N-Term; K17] 0.684 0.756 0.658 4.239625931 40.02 0 2331.241888 3 777.7510986 -1.349393033 -0.001048587 71.84507075QHLNPPGGK 2 21700763 2xTMT6plex [N-Term; K9] 0.724 3.143145561 20.11 0 1405.831604 3 469.2813721 -1.451709477 -0.000680286 22.16255517194018478 TBC1D2B TBC1 domain family member 2B isoform a 23102 NP_653173.1 5.711318795 1 4 4 9 963 109.812 6.16 0.77 0.95 1.03 0.92 Significant 0.00696 VGELNEQLGMLMETIQAK 4 194018478 2xTMT6plex [N-Term; K18] 0.648 0.946 5.227680206 43.84 0 2462.339888 3 821.4510498 -0.524564437 -0.000430552 111.2504466DLEESIVQEEK 2 194018478 2xTMT6plex [N-Term; K11] 1.032 3.57706666 38.86 0 1776.963131 2 888.9821777 -3.405766358 -0.003025961 51.30027988DTLELLHQK 2 194018478 2xTMT6plex [N-Term; K9] 0.63 2.517418861 8.38 0 1554.925564 3 518.9799805 -0.112875982 -5.85E-05 46.40891413TVFYTNEEWELLDPTPK 1 194018478 2xTMT6plex [N-Term; K17] 1.089 2.655346394 0 2540.332477 3 847.4508667 2.192393203 0.001856469 87.25184086
31542747 COMTD1 catechol O-methyltransferase domain-containing protein 1 118881 NP_653190.2 28.6259542 1 5 5 25 262 28.79 8.38 1.23 1.28 1.19 1.23 Significant 0.000445

LLTLEQPQGDSMMTCEQAQLLANLAR 8 31542747 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.635 1.538 100 5.86728096 56.97 0 3160.600205 3 1054.201172 -3.55726263 -0.003747695 101.5174525CLQLLRPGGILAVLR 4 31542747 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.596 1.823 3.500063658 15.67 0 1908.177823 3 636.7312622 0.738857289 0.000469957 93.57757935LWQYLLSR 8 31542747 1xTMT6plex [N-Term] 0.856 1.15 1.004 3.362971544 32.08 0 1307.767323 2 654.3876953 0.6046909 0.000395398 93.7838922EQCLLPPEDSR 1 31542747 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 19.58 0 1572.788923 2 786.897583 -0.657147542 -0.000516777 36.29809888
VLQPPKGDVAAECVR 4 31542747 2xTMT6plex [N-Term; K6]; 1xCarbamidomethyl [C13] 1.303 1.167 3.23855257 1 2097.189065 3 699.7329712 -2.243524849 -0.001568365 47.76760429

151101337 CCDC43 coiled-coil domain-containing protein 43 isoform 1 124808 NP_653210.2 18.30357143 1 5 5 24 224 25.233 4.92 0.72 0.81 0.87 0.8 Significant 0.00296
WSETQNVVTK 6 151101337 2xTMT6plex [N-Term; K10] 1.198 1.306 1.232 4.375674725 48.16 0 1649.926292 2 825.4641724 -3.16607685 -0.002611897 45.80478186KEDEVQAIATLIEK 2 151101337 3xTMT6plex [N-Term; K1; K14] 1.046 5.215032578 18.36 1 2274.352374 3 758.7884521 -0.690752544 -0.000523672 81.46925781EDEVQAIATLIEK 6 151101337 2xTMT6plex [N-Term; K13] 0.812 0.8 0.743 4.322093964 25.31 0 1917.094479 3 639.7020264 -1.54055967 -0.000984466 90.34020706QAQIVVKPR 4 151101337 2xTMT6plex [N-Term; K7] 0.659 0.648 3.872408867 19.67 0 1496.967703 3 499.6608887 0.273509992 0.000136479 33.28741939LEALGVDR 6 151101337 1xTMT6plex [N-Term] 0.702 1.126 0.925 2.784353495 31.11 0 1101.646539 2 551.3265381 -0.671574864 -0.000369919 42.93598762

21389469 CHCHD4 mitochondrial intermembrane space import and assembly protein 40 isoform 2 131474 NP_653237.1 32.90322581 1 6 6 20 155 17.374 4.39 1.02 1.13 0.92 1.02 Significant 0.00349
KPAEQAEETAPIEATATK 4 21389469 3xTMT6plex [N-Term; K1; K18] 0.48 0.986 5.489370823 39.28 0 2572.443708 3 858.1519775 -0.905311477 -0.000776288 43.17446502YPDLYPQEDEDEEEEREK 6 21389469 2xTMT6plex [N-Term; K18] 1.141 1.109 0.919 4.408421993 33.03 1 2771.293585 3 924.4358521 -0.210070726 -0.000194056 44.72106955KPAEQAEETAPIEATATKEEEGSS 4 21389469 3xTMT6plex [N-Term; K1; K18] 1.112 1.006 6.367161274 33.94 1 3190.657008 3 1064.222778 -1.011057928 -0.001075313 45.70212254GSDCVDQFR 3 21389469 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.302 2.946371317 39.6 0 1312.615316 2 656.8110352 -0.397784099 -0.000261069 24.2205828YPDLYPQEDEDEEEER 2 21389469 1xTMT6plex [N-Term] 0.787 2.147753239 23.17 0 2284.993097 2 1142.999634 -0.48408981 -0.000553071 43.14234135EKKPAEQAEETAPIEATATKEEEGSS 1 21389469 4xTMT6plex [N-Term; K2; K3; K20] 1.429 3.994195223 2 3676.957496 4 919.9953613 0.576512647 0.000529953 53.23520349

124244088 BROX BRO1 domain-containing protein BROX isoform a 148362 NP_653296.2 19.46472019 1 6 6 46 411 46.447 7.65 1.12 1 0.98 1.03 Significant 0.00179
HAPGLIAALAYETANFYQK 12 124244088 2xTMT6plex [N-Term; K19] 1.117 1.108 0.967 6.882189751 50.09 0 2536.396415 3 846.1380005 1.19581262 0.001011018 96.45605938ATAPVSFNYYGVVTGPSASK 10 124244088 2xTMT6plex [N-Term; K20] 0.83 0.903 0.958 5.849544525 58.72 0 2474.333146 3 825.4452515 -4.82757768 -0.003981678 69.03559633

LLELFTDLSCNPEMMK 6 124244088 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 0.821 0.985 1.067 4.137251854 54.19 0 2399.242482 3 800.4187622 -0.312177244 -0.000249663 112.5024548
IPTEAPQLELK 14 124244088 2xTMT6plex [N-Term; K11] 0.969 0.99 0.952 3.430579901 51.11 0 1697.024943 2 849.0154419 -0.787331349 -0.00066806 67.41527572LITPAEK 2 124244088 2xTMT6plex [N-Term; K7] 1.549 1.521846771 2.95 0 1229.786945 2 615.3963013 -1.316635328 -0.00080959 44.75991252KLGNLVK 2 124244088 3xTMT6plex [N-Term; K1; K7] 0.927 1.126 2.460263491 1 1458.997496 3 487.0043335 0.651967042 0.000317073 45.90806161

153946397 ATP1A4 sodium/potassium-transporting ATPase subunit alpha-4 isoform 1 480 NP_653300.2 10.88435374 1 1 10 128 1029 114.093 6.64 0.85 1.09 0.85 0.93 Significant 0.00732
QAADMILLDDNFASIVTGVEEGR 30 153946397 1xTMT6plex [N-Term] 1.019 0.994 1.029 5.447452068 55.75 0 2693.365361 3 898.4581299 -2.051278167 -0.001841614 109.3549986

NLEAVETLGSTSTICSDK 20 153946397 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C15] 1.092 1.056 1.025 5.452377319 62.31 0 2383.242676 2 1192.123413 -1.312030938 -0.001563444 61.20287677
VIMVTGDHPITAK 12 153946397 2xTMT6plex [N-Term; K13] 0.992 1.079 0.981 4.302928925 46.01 0 1840.076661 3 614.0293579 -1.706874283 -0.001046927 51.8143128LIIVEGCQR 8 153946397 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.99 1.097 1.067 3.60921979 41 0 1316.755773 2 658.8812256 -0.454114679 -0.000298979 50.77664166NMVPQQALVIR 2 153946397 1xTMT6plex [N-Term] 0.911 2.944508791 25.74 0 1497.877284 3 505.2961426 1.106589034 0.000558411 42.53906904TGTLTQNR 6 153946397 1xTMT6plex [N-Term] 0.891 0.986 1.285 2.889656782 26.12 0 1119.631952 2 560.319397 -0.388167457 -0.000217302 19.11028745LIFDNLKK 14 153946397 3xTMT6plex [N-Term; K7; K8] 1.635 1.446 1.301 2.939382315 12.09 1 1678.087039 3 560.0331421 -1.290868959 -0.000722063 66.80151453NMVPQQALVIR 12 153946397 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.964 1.051 0.99 3.707892179 28.87 0 1513.872199 3 505.2961426 1.106589034 0.000558411 42.53906904LIFDNLK 12 153946397 2xTMT6plex [N-Term; K7] 0.605 0.626 0.76 2.612063885 29.33 0 1320.829144 2 660.9154053 -4.247576721 -0.002805162 72.64339172VDNSSLTGESEPQSR 6 153946397 1xTMT6plex [N-Term] 0.85 1.091 0.846 1.673698306 8.61 0 1834.898015 2 917.9529419 0.322638674 0.000296005 22.04674167IAGLCNR 6 153946397 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.391 1.102 1.13 2.434567928 20.52 0 1032.582165 2 516.7943115 -0.793121509 -0.000409482 29.4377000821945064 Sep-10 septin-10 isoform 1 151011 NP_653311.1 31.27753304 1 9 10 68 454 52.56 6.8 1.09 1.16 1.1 1.12 Non-Significant #N/A EMLICTNMEDLR 6 21945064 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.049 1.477 0.863 4.786295414 57.07 0 1753.848428 2 877.4265137 -1.52674325 -0.001338838 63.78026862ATSEIFHSQSFLATGSNLR 4 21945064 1xTMT6plex [N-Term] 0.951 4.917646408 39.69 0 2295.193075 3 765.7362061 0.43136853 0.000330025 60.50532767

QYPWGVVQVENENHCDFVK 4 21945064 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C15] 0.871 0.97 6.787034035 44.44 0 2806.402305 3 936.1394653 0.547817428 0.000512465 66.06590904
STLIDTLFNTNFEDYESSHFCPNVK 12 21945064 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C21] 1.115 1.11 1.261 5.782949924 48.75 0 3436.677142 4 859.9237061 -1.207000564 -0.001037018 97.45528267

AQTYELQESNVQLK 8 21945064 2xTMT6plex [N-Term; K14] 1.041 0.936 0.999 4.222496986 36.41 0 2109.159205 3 703.7246704 0.12009073 8.44E-05 60.22131812LLEEEIIAFSK 10 21945064 2xTMT6plex [N-Term; K11] 0.986 1.244 1.178 4.504658222 38.32 0 1750.040259 2 875.5237427 -0.028712732 -2.51E-05 96.91336974VNIIPVIAK 10 21945064 2xTMT6plex [N-Term; K9] 1.04 1.133 1.163 3.821290731 40.36 0 1424.960493 2 712.9841309 0.34553151 0.000246184 78.08369403SLFTYHDSR 2 21945064 1xTMT6plex [N-Term] 1.153 3.532450199 21.93 0 1354.69528 3 452.2368164 0.454396467 0.00020519 34.00760834TLDLLTMK 8 21945064 2xTMT6plex [N-Term; K8] 1.414 1.116 1.006 3.696659088 44.37 0 1392.853644 2 696.9264526 -5.754902243 -0.004007868 74.19340341
TTCMSSQGSDDEQIKR 4 21945064 2xTMT6plex [N-Term; K15]; 1xOxidation [M4]; 1xCarbamidomethyl [C3] 0.917 0.564 3.293561935 28.15 1 2317.116431 3 773.0426636 -1.291712106 -0.000997682 18.60899776

238231397 CCDC12 coiled-coil domain-containing protein 12 1 151903 NP_653317.2 47.48603352 1 6 6 20 179 20.489 8.47 1.15 1.28 1.02 1.15 Significant 0.00423 VKEQLEAAKPEPVIEEVDLANLAPR 4 238231397 3xTMT6plex [N-Term; K2; K9] 1.348 1.096 7.376414776 26.02 1 3445.987331 4 862.2512207 -1.241393856 -0.001069457 78.07514096LKGQEDSLASAVDAATEQK 2 238231397 3xTMT6plex [N-Term; K2; K19] 1.214 4.381146908 16.15 1 2648.470986 3 883.4918823 -3.734920034 -0.003297276 61.85432899HLREEEEEGEK 2 238231397 2xTMT6plex [N-Term; K11] 0.979 3.006786108 7.66 1 1842.959777 4 461.4953003 -0.21998208 -0.000101355 18.10898069AIAELIR 4 238231397 1xTMT6plex [N-Term] 1.235 0.953 2.493246078 20.32 0 1014.650897 2 507.8283081 -1.534487446 -0.000778485 54.02616887NYVPEDEDLK 6 238231397 2xTMT6plex [N-Term; K10] 1.154 1.274 1.221 2.731931925 26.77 0 1679.889238 2 840.4493408 1.290192577 0.00108369 43.70985421RVPQAKPVAVEEK 2 238231397 3xTMT6plex [N-Term; K6; K13] 1.337 3.547636509 1.13 1 2138.326434 4 535.3366699 -0.741029281 -0.000396141 38.1015379291984773 NAXE NAD(P)H-hydrate epimerase precursor 128240 NP_658985.2 29.86111111 1 8 8 83 288 31.654 7.66 0.95 0.92 0.96 0.94 Significant 0.000162 LFGYEPTIYYPK 12 91984773 2xTMT6plex [N-Term; K12] 0.945 0.922 1.091 4.144693851 52.03 0 1949.082458 2 975.0422974 -2.637150325 -0.002570012 82.3531184GLTVPIASIDIPSGWDVEK 12 91984773 2xTMT6plex [N-Term; K19] 1.067 0.915 0.903 5.151268482 55.21 0 2455.384847 2 1228.195435 -0.511068306 -0.000627435 97.97984972GNAGGIQPDLLISLTAPK 11 91984773 2xTMT6plex [N-Term; K18] 1.848 0.978 0.937 4.659130573 44.23 0 2223.311289 4 556.5830688 -0.379217872 -0.00021078 92.00170669EPFHSILSVLK 24 91984773 2xTMT6plex [N-Term; K11] 0.864 0.883 0.945 4.133275032 25.27 0 1728.046013 3 576.6869507 0.165320124 9.52E-05 81.20696993KSATQFTGR 6 91984773 2xTMT6plex [N-Term; K1] 1.461 1.72 1.634 3.364262342 12.56 1 1453.852733 3 485.2887573 -0.697744222 -0.000338139 24.31959305FVPPALEK 2 91984773 2xTMT6plex [N-Term; K8] 0.906 2.899604082 21.03 0 1358.844794 3 453.6190186 -1.686650269 -0.000763965 61.65132179SATQFTGR 6 91984773 1xTMT6plex [N-Term] 1.1 1.144 0.973 2.822930336 28.22 0 1096.594838 2 548.8009033 -0.281014796 -0.00015408 21.43210297AYPPTSMSR 10 91984773 1xTMT6plex [N-Term] 1.263 1.035 0.949 2.590715885 24.75 0 1238.640074 2 619.8236694 -0.009310867 -5.77E-06 33.6749572984000432 FAM91A1 protein FAM91A1 isoform 1 157769 NP_659400.2 14.20047733 1 9 9 48 838 93.91 6.39 1.42 1.48 1.12 1.34 Significant 0.00684 IIDSGPQLSGSLDYNVVHSLYNK 10 84000432 2xTMT6plex [N-Term; K23] 1.598 1.475 1.426 6.756818295 69.15 0 2977.603507 3 993.2047119 -1.318039089 -0.001308199 81.76022603VQGDYFETLLYK 12 84000432 2xTMT6plex [N-Term; K12] 1.633 1.682 1.137 3.706578493 67.77 0 1934.067536 2 967.5366821 -0.749023579 -0.000724331 84.31139065DHLMLYPYHLSDIMVK 2 84000432 2xTMT6plex [N-Term; K16] 1.342 5.539973259 34.03 0 2433.307466 4 609.0827026 0.622632732 0.000378764 75.15612516SYDSLPNFTAADCLR 4 84000432 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.923 1.408 3.880378485 60.45 0 1958.947943 2 979.9747925 -2.876170898 -0.002817135 62.88568291VQSTGEGEAQR 4 84000432 1xTMT6plex [N-Term] 3.045 1.362 4.211220741 47.63 0 1390.712387 2 695.8595581 -0.393560213 -0.000273665 16.0180012YFDHALTLR 4 84000432 1xTMT6plex [N-Term] 1.527 1.37 3.95418787 34.43 0 1364.752401 3 455.5888977 -0.191620667 -8.72E-05 48.4579362SHAVTMFEVGK 2 84000432 2xTMT6plex [N-Term; K11] 1.037 4.090809345 23.85 0 1663.924183 3 555.3123169 -1.073382083 -0.000595342 50.58268869MLLSWDGGESR 6 84000432 1xTMT6plex [N-Term] 0.758 0.931 1.458 3.340752125 10.98 0 1479.74633 2 740.3748169 -2.684555358 -0.00198623 59.78842264KLPDIFQSYDR 4 84000432 2xTMT6plex [N-Term; K1] 1.364 1.602 3.479684353 15.39 1 1840.036905 3 614.0165405 -0.998125616 -0.000612196 64.0033698621450663 CXorf38 uncharacterized protein CXorf38 159013 NP_659407.1 12.53918495 1 3 3 14 319 36.646 6.3 0.93 0.98 0.8 0.9 Significant 0.00351 IEQLLTSDWAVHIPEEDQR 6 21450663 1xTMT6plex [N-Term] 1.237 0.937 0.936 4.974545002 32.4 0 2508.293183 3 836.7675781 -1.99401132 -0.001667188 88.42429808IQNFLNEFK 6 21450663 2xTMT6plex [N-Term; K9] 0.675 0.792 0.77 3.578721762 41.64 0 1610.930649 2 805.9694824 0.645064237 0.000519577 87.44964721GLLAAAPGLGPR 2 21450663 1xTMT6plex [N-Term] 1.002 2.308359146 24.04 0 1321.815336 2 661.4121094 1.215101653 0.00080307 55.68706074145580600 SLFN5 schlafen family member 5 162394 NP_659412.3 21.66105499 1 17 19 124 891 100.99 8.22 1 0.97 1.05 1.01 Significant 0.000537 AVCALLNSGGGIIK 4 145580600 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 1.185 1.077 3.908469915 32.92 0 1831.087561 3 611.0352173 1.932188031 0.001179335 77.10370363
TSTDVMDSQEALAFLK 4 145580600 2xTMT6plex [N-Term; K16] 1.122 0.919 4.65945816 54.16 0 2214.172806 2 1107.587646 -2.163088282 -0.002394726 83.30805152

LCITPLVCVLNSDR 23 145580600 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C8] 1.178 0.971 1.275 5.002929211 40.51 0 1889.018606 3 630.3433838 -1.592045099 -0.001002468 92.6073862HGVGLDVPPIFR 6 145580600 1xTMT6plex [N-Term] 0.899 0.831 0.896 4.599997044 47.87 0 1535.889563 3 512.6348267 0.236501684 0.00012108 73.37310482YVLNFLEVHDK 8 145580600 2xTMT6plex [N-Term; K11] 0.882 1.096 1.198 4.123355865 32.66 0 1835.046741 3 612.3519897 -2.902030558 -0.001775121 75.7620452ELFVHGLPGSGK 10 145580600 2xTMT6plex [N-Term; K12] 0.935 0.948 1.147 4.208323002 27.17 0 1698.994312 3 567.0039673 1.787348814 0.001012232 54.63356865
IDVDTNFPECVVDAGK 10 145580600 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C10] 1.22 1.07 1.053 3.793416977 48.22 0 2237.152405 2 1119.08313 2.940401204 0.003289063 79.33588999EWTAWMMEADPDLSR 7 145580600 1xTMT6plex [N-Term] 1.071 1.046 0.984 3.059203386 33.41 0 2066.951313 2 1033.978149 -1.10835309 -0.001145456 85.16066544VVYTPESLYK 6 145580600 2xTMT6plex [N-Term; K10] 0.972 1.321 1.026 3.686918259 37.71 0 1656.96128 2 828.9838867 -0.472933501 -0.000391816 59.85822517TEDGDWYGK 4 145580600 2xTMT6plex [N-Term; K9] 0.857 1.024 0.758 3.3598423 12.72 0 1528.768394 2 764.8889771 1.493458114 0.001141576 39.88283841
LCITPLVCVLNSDRK 6 145580600 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C2; C8] 1.78 1.755 1.898 4.806692123 15.54 1 2246.2765 3 749.4301147 -0.315852353 -0.000236497 88.82077923

DIAVIFTK 12 145580600 2xTMT6plex [N-Term; K8] 0.903 0.937 0.978 3.396544695 35.8 0 1364.855359 2 682.9296875 -2.388963767 -0.001630295 79.01955564
ASIDGCIK 6 145580600 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C6] 1.12 1.048 0.976 3.405144453 30.56 0 1321.754993 2 661.3808594 -0.417006179 -0.00027559 37.4786946

FCCAVFAK 6 145580600 2xTMT6plex [N-Term; K8]; 2xCarbamidomethyl [C2; C3] 1.371 1.388 1.372 3.197178841 26.58 0 1460.779434 2 730.8935547 0.272789301 0.000199243 61.65291807
ENHFLIFVK 8 145580600 2xTMT6plex [N-Term; K9] 0.953 0.829 0.834 3.034864902 14.49 0 1604.95647 3 535.6560059 -1.872699934 -0.001001867 66.73495513
SKPVCIHK 4 145580600 3xTMT6plex [N-Term; K2; K8]; 1xCarbamidomethyl [C5] 0.94 1.042 3.953762293 8.26 0 1656.023393 4 414.7615967 0.702525553 0.00029085 30.05008554IDLTSLR 2 145580600 1xTMT6plex [N-Term] 0.896 2.71400547 22.67 0 1046.640726 2 523.8232422 -1.450359194 -0.000759002 62.12096626QYELLSK 2 145580600 2xTMT6plex [N-Term; K7] 0.661 2.335863352 12.98 0 1338.803323 2 669.9054565 0.233847595 0.000156538 61.21253074VPSSWQVK 2 145580600 2xTMT6plex [N-Term; K8] 1.004 3.385524511 22.54 0 1388.830207 2 694.9180908 -0.937356754 -0.000650915 50.420013887116683 ZFC3H1 zinc finger C3H1 domain-containing protein 196441 NP_659419.3 2.714932127 1 3 3 8 1989 226.214 8.13 0.87 0.77 0.89 0.84 Significant 0.00193 YAFQPENQINVPALDTVVTPDDVR 4 87116683 1xTMT6plex [N-Term] 0.867 0.888 3.525871038 16.88 0 2930.509717 3 977.5050049 -3.158423775 -0.003085264 83.14939321MSMDQMAVLLVSNINESK 2 87116683 2xTMT6plex [N-Term; K18] 0.701 4.193378448 11 0 2468.296308 3 823.4387817 2.221574786 0.001827835 107.7725981ACTDESLAVEER 2 87116683 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.652 3.119196177 29.84 0 1608.773667 2 804.8886108 -2.313370979 -0.001860845 29.1470229247132587 PRKCDBP protein kinase C delta-binding protein 112464 NP_659477.2 28.73563218 1 8 8 49 261 27.685 6.43 1.02 1.09 1.05 1.05 Significant 0.00037 EEGEVPASAFQK 14 47132587 2xTMT6plex [N-Term; K12] 0.945 0.98 1.059 4.143315315 48.45 0 1749.942336 2 875.4747314 -0.085459602 -7.48E-05 43.00606977IQSGLGALSR 6 47132587 1xTMT6plex [N-Term] 0.887 1.049 1.316 3.650385141 42.81 0 1230.736751 2 615.8707886 -1.991320694 -0.001225396 44.31990821VSSHANAAQER 6 47132587 1xTMT6plex [N-Term] 1.028 1.186 1.066 4.466307163 49.58 0 1398.728706 3 466.9143372 -0.176943098 -8.25E-05 15.22990078LEANHGLLVAR 6 47132587 1xTMT6plex [N-Term] 1.291 0.896 1.111 4.468456268 66.84 0 1421.842613 3 474.6184082 -1.365798582 -0.000647317 39.79885393KGPAAPPPTPVKPPR 4 47132587 3xTMT6plex [N-Term; K1; K12] 0.763 0.915 4.627927303 22.9 1 2197.378804 4 550.0997925 -0.66637492 -0.00036607 38.09860858LASMLETLR 4 47132587 1xTMT6plex [N-Term] 1.629 1.213 3.710397959 33.77 0 1262.733974 2 631.8703613 -0.418222492 -0.000264052 76.09440556LHVLLFK 6 47132587 2xTMT6plex [N-Term; K7] 0.966 1.142 1.059 3.277245998 23.5 0 1327.8866 3 443.3008423 1.03473103 0.000458002 69.74334879LHVLLFKEEGEVPASAFQK 1 47132587 3xTMT6plex [N-Term; K7; K19] 1.896 4.326024055 1 2829.648162 4 708.1675415 0.061497266 4.35E-05 76.51740375LASMLETLR 2 47132587 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.458 2.389914274 22.06 0 1278.728889 2 631.8703613 -0.418222492 -0.000264052 76.09440556

193083197 UBLCP1 ubiquitin-like domain-containing CTD phosphatase 1 134510 NP_659486.2 34.90566038 1 8 8 39 318 36.781 6.46 0.87 0.99 0.93 0.93 Significant 0.00138
ELGVSTNANYK 6 193083197 2xTMT6plex [N-Term; K11] 0.925 0.945 0.893 4.839361191 46.84 0 1653.921206 2 827.4644775 0.285357079 0.000235979 39.8736243WGGQEYSVTTLSEDDTVLDLK 10 193083197 2xTMT6plex [N-Term; K21] 1.033 0.992 0.967 5.912091732 57.43 0 2814.444941 3 938.8189087 -0.983481944 -0.000922652 83.99360732LDDFLDLNHK 8 193083197 2xTMT6plex [N-Term; K10] 0.945 0.961 0.956 3.425301313 43.9 0 1687.941942 3 563.3180542 -1.381926881 -0.000777537 70.49644069EESLEDVLGPPPDNDDVVNDFDIEDEVVEVENR 2 193083197 1xTMT6plex [N-Term] 2.006090879 5.5 0 3970.84029 3 1324.280884 -3.070471719 -0.004064118 94.58572223TLTGVLPER 6 193083197 1xTMT6plex [N-Term] 0.88 0.9 0.858 2.725268602 17.49 0 1214.730603 2 607.8690796 0.229877873 0.00013962 47.77930069EYKVEILNPPR 1 193083197 2xTMT6plex [N-Term; K3] 0.908 2.466061831 1 1816.07329 3 606.0289307 -0.57910538 -0.000350566 51.71141765IMMMGTR 4 193083197 1xTMT6plex [N-Term] 1.151 1.097 1.886422157 14.52 0 1068.556544 2 534.7816162 -0.550460458 -0.000294099 52.97841667GKPAENDVK 2 193083197 3xTMT6plex [N-Term; K2; K9] 0.583 2.496044159 4.88 0 1644.988782 3 549.0005493 -1.025527225 -0.000562327 22.8406995763175654 FUK L-fucose kinase 197258 NP_659496.2 4.42804428 1 3 3 12 1084 117.548 6.25 0.71 1 0.86 0.86 Significant 0.00942 ELGPQDLLWMLDHQEDGGEALR 6 63175654 1xTMT6plex [N-Term] 1.075 1.131 0.902 5.916563988 41.35 0 2751.360945 3 917.7918091 -0.025654179 -2.35E-05 100.1819551QDLSLRPLIWAAVR 4 63175654 1xTMT6plex [N-Term] 0.62 0.809 3.390729904 11.92 0 1867.111518 3 623.0421753 0.243621713 0.000151623 80.79628016LSWEQLQPCLDR 2 63175654 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.788 2.599077702 8.03 0 1773.91552 2 887.4598999 -1.689604312 -0.001498608 68.61552153

21618349 MAP2K3 dual specificity mitogen-activated protein kinase kinase 3 isoform B 5606 NP_659731.1 34.29394813 1 9 9 49 347 39.293 7.43 1.02 0.95 0.96 0.98 Significant 0.000501
FSPEFVDFTAQCLR 6 21618349 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.997 0.984 0.883 4.496206284 37.62 0 1945.96795 3 649.3267822 -1.108142769 -0.000718803 83.99559754MSYLELMEHPFFTLHK 6 21618349 2xTMT6plex [N-Term; K16] 0.941 0.884 0.95 5.549530506 43.87 0 2481.307466 4 621.0820923 -0.373331152 -0.000231587 95.78948879NFEVEADDLVTISELGR 2 21618349 1xTMT6plex [N-Term] 1.442 4.126997948 47.66 0 2136.102194 3 712.7063599 1.091787579 0.00077739 86.51098589FPYESWGTPFQQLK 12 21618349 2xTMT6plex [N-Term; K14] 1.04 1.071 1.181 4.555317402 36.36 0 2186.168647 2 1093.584473 -3.192145084 -0.003489284 88.95158191NMTIPEDILGEIAVSIVR 7 21618349 1xTMT6plex [N-Term] 1.711 0.839 1.205 3.686009169 41.42 0 2199.225621 3 733.7462769 -0.610789353 -0.000447755 113.0223225ATVNSQEQK 4 21618349 2xTMT6plex [N-Term; K9] 1.035 1.185 3.944387674 37.69 0 1462.826578 2 731.9160767 -1.162960609 -0.000850605 18.81849532KTDIAAFVK 4 21618349 3xTMT6plex [N-Term; K1; K9] 0.93 0.926 4.279191017 14.19 1 1680.066304 3 560.6908569 -4.932066788 -0.002762066 58.07096372QVVEEPSPQLPADR 2 21618349 1xTMT6plex [N-Term] 0.828 3.542363167 19.84 0 1793.959493 2 897.4823608 -1.141748362 -0.001024125 40.83688TFITIGDR 6 21618349 1xTMT6plex [N-Term] 0.984 0.839 0.956 3.176049709 28.74 0 1151.662189 2 576.3339233 -1.40613309 -0.000809695 50.41108396

22035620 PYCARD apoptosis-associated speck-like protein containing a CARD isoform b 29108 NP_660183.1 73.86363636 1 11 11 93 176 19.956 5.95 0.84 0.81 0.72 0.79 Significant 0.00208
ESQSYLVEDLER 12 22035620 1xTMT6plex [N-Term] 1.016 0.885 0.848 4.684765339 46.95 0 1696.859111 2 848.9315796 -1.902350226 -0.00161401 48.49516341GALLSMDALDLTDK 16 22035620 2xTMT6plex [N-Term; K14] 0.82 0.747 0.696 5.385113716 71.96 0 1921.071635 2 961.0385742 -0.917994138 -0.000881766 85.57203066

LFSFTPAWNWTCK 14 22035620 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 0.665 0.739 0.69 3.902561665 41.38 0 2116.109024 3 706.0410156 -0.250773941 -0.000176888 102.3452298VLTDEQYQAVR 6 22035620 1xTMT6plex [N-Term] 0.874 0.794 1.127 4.064973354 50.09 0 1550.837587 2 775.9216919 -0.954471925 -0.000740115 39.01770943DMGLQEMAGQLQAATHQGLHFIDQHR 2 22035620 1xTMT6plex [N-Term] 0.704 4.654221535 24.56 0 3161.557035 5 633.1173706 0.224970588 0.000142251 86.77830772DAILDALENLTAEELKK 2 22035620 3xTMT6plex [N-Term; K16; K17] 0.933 6.247592449 42.9 1 2573.500495 3 858.5039063 -1.293700936 -0.00110978 112.3534257VTNVEWLLDALYGK 8 22035620 2xTMT6plex [N-Term; K14] 1.124 0.698 3.936799049 18.11 0 2079.189048 2 1040.097656 -0.486954277 -0.000506235 112.6660432DAILDALENLTAEELK 2 22035620 2xTMT6plex [N-Term; K16] 0.899 2.37001586 12.94 0 2216.2426 2 1108.623535 -1.266191481 -0.001403094 112.5900046DLLLQALR 10 22035620 1xTMT6plex [N-Term] 0.832 0.835 0.744 3.093948126 41.63 0 1170.740774 2 585.8739624 -0.107568913 -6.30E-05 70.07556AEPTNPSK 11 22035620 2xTMT6plex [N-Term; K8] 0.868 1.048 0.751 2.795709372 28.3 0 1301.746537 2 651.3762817 -0.960189562 -0.000624962 19.45343125LLSVPLR 10 22035620 1xTMT6plex [N-Term] 0.769 0.803 0.789 2.389268398 31.45 0 1026.687282 2 513.8470459 -0.454766639 -0.000233452 61.33841123194394158 NAPRT nicotinate phosphoribosyltransferase isoform 1 93100 NP_660202.3 40.5204461 1 13 13 67 538 57.542 5.68 0.98 0.86 0.9 0.91 Significant 0.00149
DADVQFLASVLPPDTDPAFFEHLR 10 194394158 1xTMT6plex [N-Term] 0.837 0.817 0.927 6.30203104 59.33 0 2929.493339 4 733.12854 -0.344299725 -0.000252156 103.8101591LLGSDGSPLMDMLQLAEEPVPQAGQELR 6 194394158 1xTMT6plex [N-Term] 0.724 0.781 100 7.162932873 63.26 0 3223.654015 3 1075.220093 -2.571532072 -0.002763243 112.4629523

LAQEGSEVNVIGIGTSVVTCPQQPSLGGVYK 10 194394158 2xTMT6plex [N-Term; K31]; 1xCarbamidomethyl [C20] 0.868 1.138 7.008808136 61.92 0 3645.956218 4 912.2434692 -1.143893845 -0.001042647 85.92864905
AQVWLEQVCAHLGLGVQEPHPGER 4 194394158 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.847 0.871 7.932763577 52.61 0 2939.51476 4 735.6339111 -0.321658106 -0.00023638 86.77055869LDSGDLLQQAQEIR 6 194394158 1xTMT6plex [N-Term] 0.921 1.214 0.972 5.076044559 74.53 0 1814.980957 2 907.9934082 -0.780842215 -0.000708607 69.8328483SPAQYQVVLSER 6 194394158 1xTMT6plex [N-Term] 1.052 0.873 0.876 4.865988255 48.33 0 1605.879787 2 803.4439697 0.545671683 0.000438142 46.04591445AAFVAYALAFPR 2 194394158 1xTMT6plex [N-Term] 2.052 3.65170908 51.99 0 1525.872851 3 509.2955933 -0.409139492 -0.000208098 91.34289747LVAVGGQPR 6 194394158 1xTMT6plex [N-Term] 1.046 0.844 0.889 3.236466646 40.11 0 1125.694158 2 563.3508911 0.308517691 0.000173648 34.53547LTEDPEKQTLPGSK 2 194394158 3xTMT6plex [N-Term; K7; K14] 2.238 4.242051601 10.83 1 2230.289774 3 744.1010742 -0.495255712 -0.000368188 43.96815004LLGSDGSPLMDMLQLAEEPVPQAGQELR 2 194394158 1xTMT6plex [N-Term]; 1xOxidation [M10] 4.237533092 28.68 0 3239.64893 3 1075.220093 -2.571532072 -0.002763243 112.4629523ALAQLSLSR 6 194394158 1xTMT6plex [N-Term] 0.878 0.719 0.936 3.681320906 32.26 0 1187.730938 2 594.3687744 -0.560296826 -0.000332741 49.96769398LCLQQGQLCEPLPSLAESR 2 194394158 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C9] 100 2.095611572 6.07 0 2428.252581 2 1214.634277 3.581652736 0.004348579 70.82760857

VWPPGAQEPCTVRPAQVEPLLR 1 194394158 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.042 3.374595642 0 2729.475856 3 910.4954834 -1.450331455 -0.001319548 69.17563533LTEDPEK 4 194394158 2xTMT6plex [N-Term; K7] 0.839 0.794 2.598933458 20.49 0 1289.735303 2 645.3718872 0.9260924 0.000597207 31.74531507
157671927 SPATA5 spermatogenesis-associated protein 5 isoform 1 166378 NP_660208.2 9.182530795 1 5 6 44 893 97.843 5.66 0.98 1.09 1.01 1.02 Significant 0.00102 EGNEQLTEEER 2 157671927 1xTMT6plex [N-Term] 0.868 4.453536987 47.57 0 1562.74956 2 781.8773804 -1.328452022 -0.001038019 19.04296582GVILYGPPGTGK 56 157671927 2xTMT6plex [N-Term; K12] 1.039 1.005 0.992 4.070421696 72.91 0 1616.977599 2 808.9924927 0.067707532 5.47E-05 61.0326793ALANESGLNFLAIK 4 157671927 2xTMT6plex [N-Term; K14] 1.051 1.016 4.727619171 44.87 0 1919.136619 3 640.383667 -0.089198151 -5.71E-05 85.46488538APSAGSDFAATSGTLTVTNLLEK 4 157671927 2xTMT6plex [N-Term; K23] 1.287 0.992 6.329397202 80.31 0 2709.471096 3 903.8283081 -0.26755908 -0.000241648 85.49582248IIYVPLPDAATR 4 157671927 1xTMT6plex [N-Term] 0.934 0.994 3.310321808 27.67 0 1557.920195 2 779.4631958 -0.693160305 -0.000539944 74.15513707STPYKPIDDR 2 157671927 2xTMT6plex [N-Term; K5] 1.256 1.469 2.481893539 0 1649.926292 3 550.6470337 0.155112516 8.53E-05 28.84096357
21735604 MRPL30 39S ribosomal protein L30, mitochondrial precursor 51263 NP_660213.1 11.18012422 1 2 2 10 161 18.534 9.99 1.13 1.28 1.07 1.16 Significant 0.00289

YGGDPQNPHK 4 21735604 2xTMT6plex [N-Term; K10] 1.031 1.08 3.073320866 22.12 0 1570.837811 3 524.2840576 -0.122042159 -6.39E-05 19.62010965
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

NIPSVNAK 6 21735604 2xTMT6plex [N-Term; K8] 1.3 1.283 1.07 2.886455536 23.53 0 1300.798907 2 650.9032593 0.257691397 0.000167602 38.59731484
21687102 DNAJC19 mitochondrial import inner membrane translocase subunit TIM14 isoform 1 131118 NP_660304.1 53.44827586 1 7 7 38 116 12.491 10.1 1.02 1.15 1.14 1.1 Significant 0.00143

EAALILGVSPTANK 12 21687102 2xTMT6plex [N-Term; K14] 0.952 1.202 1.15 4.627184868 45.72 0 1842.11007 3 614.7079468 -0.424913789 -0.000260913 67.49873783
IMLLNHPDKGGSPYIAAK 2 21687102 3xTMT6plex [N-Term; K9; K18]; 1xOxidation [M2] 1.46 3.416927099 7.7 1 2628.51504 4 657.8840942 -0.187519138 -0.000123224 55.31712969

QVFQSLPK 8 21687102 2xTMT6plex [N-Term; K8] 1.094 1.077 1.29 3.437531471 34.46 0 1404.861507 2 702.9343262 -0.09342291 -6.56E-05 52.30474149DLLEGQAK 6 21687102 2xTMT6plex [N-Term; K8] 1.074 1.2 0.943 3.187893391 35.88 0 1331.793487 2 666.4002075 -0.261707946 -0.00017427 40.22555153HMEPQVK 6 21687102 2xTMT6plex [N-Term; K7] 1.011 1.111 1.14 2.845875978 20.15 0 1326.760413 3 442.9249573 -0.070995356 -3.14E-05 25.30094535YVLQAMK 2 21687102 2xTMT6plex [N-Term; K7] 0.894 2.690689325 29.42 0 1310.79065 2 655.8981323 -1.268136572 -0.000831131 55.00012447IMLLNHPDK 2 21687102 2xTMT6plex [N-Term; K9] 0.893 2.978497744 20.34 0 1538.912891 3 513.6428223 0.664739948 0.000340992 52.4634508521687127 CCDC127 coiled-coil domain-containing protein 127 133957 NP_660308.1 13.07692308 1 4 4 22 260 30.815 9.2 0.88 0.94 1 0.94 Significant 0.00136 SAYLSCLQR 6 21687127 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.558 0.646 0.895 3.349122286 12.61 0 1326.703737 2 663.855835 0.494738846 0.000328186 40.06374818VEEAILEK 4 21687127 2xTMT6plex [N-Term; K8] 1.043 1.19 3.331167698 26.96 0 1388.840103 2 694.9235229 -0.240122359 -0.000166746 55.96911866EFEAVLTER 6 21687127 1xTMT6plex [N-Term] 0.267 0.641 0.376 2.938232183 18.78 0 1322.715347 2 661.8613892 0.116865895 7.73E-05 51.80360915EALISQGR 6 21687127 1xTMT6plex [N-Term] 1.184 1.262 1.179 2.623375893 24.16 0 1102.641788 2 551.8244019 -0.236948268 -0.000130635 25.9091224121687129 NUDCD2 nudC domain-containing protein 2 134492 NP_660309.1 45.85987261 1 4 4 31 157 17.665 5.07 1.13 1.06 1.13 1.11 Significant 0.000444 LFDSTIADEGTWTLEDR 11 21687129 1xTMT6plex [N-Term] 1.383 1.004 1.135 3.881783962 70.17 0 2198.081459 2 1099.543701 -0.606431688 -0.000666493 78.06991651AQDIQCGLQSR 6 21687129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.095 1.078 1.18 3.984895229 40.44 0 1504.773942 2 752.8902588 -0.465632648 -0.000350336 27.20778705DAANCWTSLLESEYAADPWVQDQMQR 6 21687129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 100 1.571 100 5.977989197 47.8 0 3313.509142 3 1105.172852 -1.551325885 -0.001713444 96.15891239ENPGFDFSGAEISGNYTK 8 21687129 2xTMT6plex [N-Term; K18] 1.021 0.867 1.073 5.129915714 39.88 0 2391.186876 2 1196.096924 -0.127482194 -0.000152417 69.7636862
22907044 APOBEC3F DNA dC->dU-editing enzyme APOBEC-3F isoform a 200316 NP_660341.2 26.00536193 1 4 8 36 373 44.991 7.23 1.17 1.07 1.16 1.13 Significant 0.000786

NPMEAMYPHIFYFHFK 4 22907044 2xTMT6plex [N-Term; K16] 1.131 1.004 5.652708054 26.77 0 2530.281585 4 633.3249512 -1.426897512 -0.000902613 88.93946263
YCWENFVYNDDEPFKPWK 2 22907044 3xTMT6plex [N-Term; K15; K18]; 1xCarbamidomethyl [C2] 1.679 3.56329155 9.77 0 3124.54819 3 1042.187744 0.15645522 0.000162951 87.90971046HSNVNLTIFTAR 8 22907044 1xTMT6plex [N-Term] 1.183 1.169 1.241 5.548239708 46.43 0 1601.896105 3 534.6375732 1.286679302 0.000687042 52.16204208YNFLFLDSK 8 22907044 2xTMT6plex [N-Term; K9] 1.266 0.874 0.996 3.739034891 44.02 0 1604.908851 2 802.9580078 -0.06978901 -5.60E-05 82.79446888DTFSYNFYNRPILSR 4 22907044 1xTMT6plex [N-Term] 0.675 0.369 3.200247049 3.61 0 2122.091904 3 708.0354614 -0.034570914 -2.45E-05 59.34091657NQVDPETHCHAER 4 22907044 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.752 1.019 3.009432316 13.57 0 1821.84996 4 456.2180786 0.287956273 0.000131153 15.23645356LYYYWER 4 22907044 1xTMT6plex [N-Term] 1.688 1.059 2.657880783 16.14 0 1321.67784 2 661.3418579 -1.05949396 -0.000700155 58.99194915LSQAGAR 2 22907044 1xTMT6plex [N-Term] 1.047 2.361654282 17.14 0 931.5522452 2 466.2799377 0.379687004 0.000176849 23.0860135621735562 MAP3K7 mitogen-activated protein kinase kinase kinase 7 isoform B 6885 NP_663304.1 8.085808581 1 4 4 18 606 67.153 7.11 1.02 1.01 1.09 1.04 Significant 0.000585

DLKPPNLLLVAGGTVLK 6 21735562 3xTMT6plex [N-Term; K3; K17] 1.02 1.029 1.199 4.881565094 22.36 0 2435.556828 3 812.5237427 -0.062951788 -5.11E-05 96.17381549
SLSTYYQQCK 4 21735562 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C9] 1.041 0.923 3.082587481 41.07 0 1735.908928 2 868.4575195 -0.671191605 -0.000582564 42.92059031

MITTSGPTSEKPTR 6 21735562 2xTMT6plex [N-Term; K11] 1.689 0.984 0.997 5.515954971 16.22 0 1964.088682 3 655.3677368 -0.012820593 -8.39E-06 43.14106387VNHPNIVK 2 21735562 2xTMT6plex [N-Term; K8] 0.914 2.064540148 7.4 0 1378.85709 3 460.2910156 1.017737813 0.000467772 40.6943983421717816 SLC15A4 solute carrier family 15 member 4 121260 NP_663623.1 2.426343154 1 1 1 8 577 61.993 9 0.92 1.28 1.08 1.09 Significant 0.00895 AACGAVLLTELLER 8 21717816 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.915 1.276 1.082 4.271012306 50.69 0 1744.982872 3 582.3320923 -0.657923095 -0.000382688 101.5417551
336020355 MAP4K4 mitogen-activated protein kinase kinase kinase kinase 4 isoform 2 9448 NP_663719.2 15.39670071 1 12 15 86 1273 144.916 7.49 1.25 1.27 1.14 1.22 Significant 0.0011

KFFSFIEGCLVK 4 336020355 3xTMT6plex [N-Term; K1; K12]; 1xCarbamidomethyl [C9] 1.803 2.105 4.690639973 23.01 1 2162.26508 3 721.4254761 -1.48228234 -0.001068362 95.71967696
SFGELVHKPLLVDLTVEEGQR 6 336020355 2xTMT6plex [N-Term; K8] 1.766 1.421 1.337 7.974972248 34.41 0 2824.5973 4 706.9041748 -0.860392117 -0.000607565 81.00723515GQNVLLTENAEVK 10 336020355 2xTMT6plex [N-Term; K13] 0.971 1.058 1.252 4.528444767 42.35 0 1873.079498 2 937.0429077 -0.512055315 -0.00047956 50.18892068DVVLQWGEMPTSVAYIR 4 336020355 1xTMT6plex [N-Term] 1.122 2.493 3.790808201 21.25 0 2193.157541 3 731.723938 -0.127836305 -9.35E-05 85.97919489DSPLQGSGQQNSQAGQR 2 336020355 1xTMT6plex [N-Term] 1.073 5.085204124 54.32 0 1986.979059 3 662.9979858 0.173564754 0.000114957 25.9127787RPHPQHSQQPPPPQQER 18 336020355 1xTMT6plex [N-Term] 1.34 1.243 1.25 6.400169849 23.89 0 2273.18491 4 569.0510864 -1.053340124 -0.000598609 15.47380377SVETGHLDGVFMHK 6 336020355 2xTMT6plex [N-Term; K14] 1.045 0.937 1.043 4.755605698 30.22 0 2015.078452 4 504.5247803 -0.576094816 -0.000290219 47.17131883GSVVNVNPTNTRPQSDTPEIR 4 336020355 1xTMT6plex [N-Term] 0.871 0.789 4.58673954 31.53 0 2510.316043 3 837.4429321 -0.717126151 -0.000600071 36.9757579KGSVVNVNPTNTRPQSDTPEIR 2 336020355 2xTMT6plex [N-Term; K1] 1.121 5.343029022 9.28 1 2867.573938 4 717.6489868 0.062448477 4.48E-05 39.00475314QQLLQEQQLR 6 336020355 1xTMT6plex [N-Term] 1.522 1.05 1.056 4.318688393 47.55 0 1512.869556 2 756.9384766 0.079481406 6.01E-05 37.33722825EVFRPLKPADLTALAK 6 336020355 3xTMT6plex [N-Term; K7; K16] 1.291 1.302 1.29 5.38554287 13.25 0 2456.520777 4 614.8846436 -1.641594603 -0.001008153 72.76719201

FFSFIEGCLVK 4 336020355 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.857 1.848 3.050393581 35.55 0 1805.007185 3 602.340332 -0.411220662 -0.000247419 102.7153943
AVEDVRPPHK 3 336020355 2xTMT6plex [N-Term; K10] 1.381 1.428 2.559988022 9.03 0 1605.947696 4 402.2425232 0.352933934 0.000141698 29.08278732

VMDVTEDEEEEIKLEINMLK 1 336020355 3xTMT6plex [N-Term; K13; K20]; 1xOxidation [M18] 0.875 2.799186468 1 3110.645581 3 1037.544556 -8.508467817 -0.008822276 96.93192102ALFLIPR 10 336020355 1xTMT6plex [N-Term] 1.021 1.202 1.146 2.456473589 24.19 0 1058.692367 2 529.8501587 0.635956991 0.000336641 69.34896354203098629 ACBD5 acyl-CoA-binding domain-containing protein 5 isoform 1 91452 NP_663736.2 16.95238095 1 7 7 26 525 58.94 5.26 1.05 1.05 1.19 1.1 Significant 0.00181
SSDITSDLGNVLTSTPNAK 2 203098629 2xTMT6plex [N-Term; K19] 1.04 4.842189789 29.69 0 2378.281504 3 793.4333496 1.67815211 0.001330373 66.84899765VIGPFYEIVEDKK 6 203098629 3xTMT6plex [N-Term; K12; K13] 1.1 1.085 1.308 4.865058899 26.99 1 2224.319618 3 742.1112671 -0.166167877 -0.000123203 85.51973184STEEVKPIDENLGQTGK 4 203098629 3xTMT6plex [N-Term; K6; K17] 1.495 1.121 5.266577721 17.4 0 2532.412408 3 844.8064575 -2.996668861 -0.0025296 45.80554398LQEDMQNVLQR 4 203098629 1xTMT6plex [N-Term] 0.772 0.788 3.56213665 42.75 0 1602.847106 2 801.9241943 -3.7397005 -0.002997084 54.52836291LETLTALQAK 6 203098629 2xTMT6plex [N-Term; K10] 1.132 1.06 3.907243967 45 0 1545.961615 2 773.4830933 -1.749666057 -0.001352458 66.13088179EEAMIAYVEEMK 2 203098629 2xTMT6plex [N-Term; K12] 0.768 2.613547325 13.47 0 1900.980043 3 634.3314209 -0.175575061 -0.000111255 81.71991715VIQSLPK 2 203098629 2xTMT6plex [N-Term; K7] 1.039 2.378512383 10.72 0 1242.81858 2 621.9126587 -0.433552569 -0.000269414 47.4874118422035590 MRPL24 39S ribosomal protein L24, mitochondrial 79590 NP_663781.1 39.81481481 1 9 9 62 216 24.899 9.29 1.01 1.02 1.03 1.02 Significant 0.000032 ADGIVPETWIDGPK 12 22035590 2xTMT6plex [N-Term; K14] 0.941 0.99 1.032 4.430355549 63.51 0 1956.084249 2 978.5413208 -4.541715646 -0.004441989 72.3980175TLQEEVMEAMGIK 4 22035590 2xTMT6plex [N-Term; K13] 1.1 1.144 4.343210697 38.71 0 1937.048791 3 646.3536377 -1.255318954 -0.000810538 92.18080366DTSVEDALER 14 22035590 1xTMT6plex [N-Term] 1.164 1.129 1.166 3.962725163 37.87 0 1363.690254 2 682.3479004 -1.268857605 -0.000865164 34.64760291YGMSPPGSVADK 10 22035590 2xTMT6plex [N-Term; K12]; 1xOxidation [M3] 0.909 0.767 0.683 3.049779177 48.87 0 1682.882379 2 841.9456177 0.938961381 0.000790081 33.25861489VTLPPHYR 2 22035590 1xTMT6plex [N-Term] 1.264 2.210468292 8.35 0 1211.709808 3 404.5740662 -1.785191188 -0.000721045 36.4944869TYVPCLK 4 22035590 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.208 1.047 2.807085752 26.37 0 1338.785565 2 669.8961792 -0.361089614 -0.000241711 49.43719029LVDPMDR 6 22035590 1xTMT6plex [N-Term] 0.977 1.011 1.009 3.154372454 31.29 0 1074.581496 2 537.7937012 -1.275488415 -0.000685308 38.55390572FTEAGER 6 22035590 1xTMT6plex [N-Term] 0.616 1.603 1.366 2.560091972 15.35 0 1038.54174 2 519.774292 -0.41657991 -0.000216318 20.9639947KPTEIEWR 4 22035590 2xTMT6plex [N-Term; K1] 1.04 1.139 3.175156593 6.97 0 1516.888784 3 506.3006287 -0.956928212 -0.000483851 39.7144336122035638 MGST1 microsomal glutathione S-transferase 1 isoform a 4257 NP_665735.1 16.77419355 1 3 3 55 155 17.587 9.39 0.99 0.99 0.99 0.99 Non-Significant 1

VFANPEDCVAFGK 18 22035638 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C8] 0.853 0.848 0.887 4.783205509 79.17 0 1912.003891 2 956.5048218 -0.796857852 -0.000761798 65.13863075MMLMSTATAFYR 15 22035638 1xTMT6plex [N-Term] 1.071 0.854 0.649 4.336288452 43.26 0 1651.820757 3 551.2783203 -0.211416704 -0.000116407 76.21421509KVFANPEDCVAFGK 18 22035638 3xTMT6plex [N-Term; K1; K14]; 1xCarbamidomethyl [C9] 1.233 1.237 1.205 5.845136642 42.66 1 2269.261785 3 757.0910034 -1.466770434 -0.001109495 60.26339065
MMLMSTATAFYR 4 22035638 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.185 0.815 2.248200178 27.78 0 1667.815672 3 551.2783203 -0.211416704 -0.000116407 76.2142150921956645 MTPN myotrophin 136319 NP_665807.1 45.76271186 1 4 4 40 118 12.887 5.52 0.66 0.66 0.63 0.65 Significant 0.000237 KPLHYAADCGQLEILEFLLLK 4 21956645 3xTMT6plex [N-Term; K1; K21]; 1xCarbamidomethyl [C9] 0.672 0.731 4.383616924 21.46 0 3158.825475 4 790.4603882 -1.820893769 -0.001437971 112.5196967

GPDGLTAFEATDNQAIK 24 21956645 2xTMT6plex [N-Term; K17] 0.673 0.711 0.697 5.729631424 83.01 0 2206.175583 2 1103.590698 -0.663190925 -0.000731558 60.8776977GADINAPDK 6 21956645 2xTMT6plex [N-Term; K9] 0.628 0.564 0.625 3.072028875 45.94 0 1358.768 2 679.8881226 0.712430074 0.000484014 27.88533335EFMWALK 6 21956645 2xTMT6plex [N-Term; K7] 0.642 0.651 0.422 2.910361767 21.56 0 1382.79065 2 691.8986816 -0.407602373 -0.000281814 78.87325473
22027554 CACNG6 voltage-dependent calcium channel gamma-6 subunit isoform a 59285 NP_665813.1 2.692307692 1 1 1 5 260 28.111 9.17 1.08 0.87 1.28 1.08 Significant 0.0119 GAEFLLR 5 22027554 1xTMT6plex [N-Term] 1.082 0.873 1.278 2.013326645 14.22 0 1034.619596 2 517.8129883 -0.866499632 -0.000448249 43.2870478890669511 CRYZL1 quinone oxidoreductase-like protein 1 9946 NP_665857.2 14.89971347 1 3 3 8 349 38.672 5.78 0.97 1.06 1.09 1.04 Significant 0.0012 GATLAFLNDEVWNLSNVQQGK 4 90669511 2xTMT6plex [N-Term; K21] 1.381 1.088 6.018775463 68.63 0 2762.487749 3 921.5003662 -0.43576562 -0.000401266 97.72588088VTWTEAAGSIR 2 90669511 1xTMT6plex [N-Term] 0.921 3.673975945 26.59 0 1419.779344 2 710.3928833 -0.601747335 -0.000427174 49.2299343LSTGVFRPQLDEPIPLYEAK 2 90669511 2xTMT6plex [N-Term; K20] 0.967 3.517042875 9.5 0 2731.543473 3 911.1879883 2.174010338 0.001979468 82.6199781422165433 ANXA11 annexin A11 isoform 1 311 NP_665876.1 36.43564356 1 17 17 227 505 54.355 7.65 1.18 1.17 1.17 1.17 Significant 0.00000807 GVGTDEACLIEILASR 44 22165433 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.301 1.294 1.164 6.121008873 78.74 0 1933.026193 2 967.0153809 -1.400814567 -0.001353906 91.30411231TPVLFDIYEIK 24 22165433 2xTMT6plex [N-Term; K11] 1.224 1.255 1.211 4.845019341 64.14 0 1796.060994 2 898.5345459 0.456964924 0.000410368 96.4380398GFGTDEQAIIDCLGSR 16 22165433 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.042 0.995 1.149 5.630253315 70.36 0 1967.969406 2 984.4891357 0.807209894 0.000794282 70.75269036EMSGDLEEGMLAVVK 24 22165433 2xTMT6plex [N-Term; K15] 1.119 1.19 1.188 5.405887604 95.38 0 2066.091384 2 1033.549438 0.104483822 0.000107937 84.01577511DAQELYAAGENR 14 22165433 1xTMT6plex [N-Term] 1.099 1.182 1.061 5.010985851 56.57 0 1565.775715 2 783.3911133 -0.488861522 -0.000382724 44.32094533SLYHDISGDTSGDYR 19 22165433 1xTMT6plex [N-Term] 1.116 1.214 1.083 4.851343155 49.2 0 1914.903101 2 957.953064 -2.219041951 -0.002124625 34.29387873GTITDAPGFDPLR 13 22165433 1xTMT6plex [N-Term] 0.913 0.817 0.63 4.322819233 45.58 0 1588.853237 2 794.9295044 -0.947407163 -0.000752645 58.69343733SDTSGHFQR 6 22165433 1xTMT6plex [N-Term] 1.125 1.537 1.24 5.117367744 55.52 0 1263.627929 3 421.8805847 -0.57630066 -0.000242743 18.24541976DESTNVDMSLAQR 6 22165433 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.717 0.742 0.838 2.932749033 50.22 0 1710.816594 2 855.911438 -0.581513787 -0.000497432 23.40309174SETDLLDIR 16 22165433 1xTMT6plex [N-Term] 1.14 1.175 1.259 3.402609587 62.08 0 1290.710262 2 645.8579102 -1.331071388 -0.000859014 51.86536245GTITDAPGFDPLRDAEVLR 8 22165433 1xTMT6plex [N-Term] 2.617 1.264 0.944 4.738104343 14.84 1 2272.213476 3 758.0750732 -1.236439035 -0.000936484 70.63166424SELSGNFEK 6 22165433 2xTMT6plex [N-Term; K9] 1.421 1.249 1.194 3.6609869 37.7 0 1468.80478 2 734.9052734 -1.027771029 -0.000754798 39.56120353LLISLSQGNR 8 22165433 1xTMT6plex [N-Term] 0.836 0.784 0.937 2.911010265 26.04 0 1329.805165 2 665.4051514 -1.60856318 -0.001069538 59.81143254NTPAFFAER 6 22165433 1xTMT6plex [N-Term] 1.313 1.136 1.532 3.195787907 29.73 0 1281.678902 2 641.3432007 0.173707461 0.000111319 44.6261914TILALMK 6 22165433 2xTMT6plex [N-Term; K7] 1.297 1.223 1.145 2.895883322 32.15 0 1247.816137 2 624.4100342 -2.680715954 -0.00167252 76.60721427LGTDESK 9 22165433 2xTMT6plex [N-Term; K7] 1.053 1.075 1.048 2.50950408 20.38 0 1207.693439 2 604.3502197 -0.228341785 -0.000137883 25.59921266TLEEAIR 2 22165433 1xTMT6plex [N-Term] 1.288 1.842737079 6.91 0 1060.61999 2 530.8140869 0.855073573 0.000453454 32.7190475222202624 GSTZ1 maleylacetoacetate isomerase isoform 1 2954 NP_665877.1 25.46296296 1 4 4 22 216 24.099 7.71 1.06 0.92 0.94 0.97 Significant 0.00201 LLVLEAFQVSHPCR 10 22202624 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.006 0.769 0.941 6.254395485 47.53 0 1898.051954 3 633.3557129 0.332520864 0.000210381 84.92203338GIDYETVPINLIK 8 22202624 2xTMT6plex [N-Term; K13] 1.131 1.094 0.888 4.728608131 41.3 0 1933.141036 2 967.0751953 1.075159526 0.001039218 88.15927734MISDLIAGGIQPLQNLSVLK 2 22202624 2xTMT6plex [N-Term; K20] 100 2.784473181 20.05 0 2568.519901 3 856.8394165 -6.309002424 -0.005401599 115.3418318DGGQQFSK 2 22202624 2xTMT6plex [N-Term; K8] 0.744 2.531588793 25.6 0 1324.726136 2 662.866333 -0.563357478 -0.000373147 39.39126787
22208967 HMGA1 high mobility group protein HMG-I/HMG-Y isoform a 3159 NP_665906.1 58.87850467 1 3 8 95 107 11.669 10.32 1.66 1.65 1.58 1.63 Significant 0.000238

KQPPVSPGTALVGSQK 20 22208967 3xTMT6plex [N-Term; K1; K16] 1.578 1.511 1.393 7.419802666 48.64 1 2281.384677 3 761.1343994 1.739098288 0.001322517 46.02677279KLEKEEEEGISQESSEEEQ 5 22208967 3xTMT6plex [N-Term; K1; K4] 1.065 0.777 0.934 3.835692167 14.33 2 2924.482732 3 975.4987793 -0.323869026 -0.000315716 36.12170184QPPVSPGTALVGSQK 2 22208967 2xTMT6plex [N-Term; K15] 1.219 4.018750668 59.92 0 1924.126782 2 962.5664673 -0.584436378 -0.000562265 49.72352807EPSEVPTPK 28 22208967 2xTMT6plex [N-Term; K9] 1.605 1.626 1.681 3.192348957 35.54 0 1441.830266 2 721.418335 -0.605506865 -0.000436519 33.39644791SSQPLASK 24 22208967 2xTMT6plex [N-Term; K8] 1.72 1.742 1.639 3.14250946 36.6 0 1275.767272 2 638.387085 -0.297027627 -0.000189469 24.91804087SSQPLASKQEK 2 22208967 3xTMT6plex [N-Term; K8; K11] 11.019 3.647 2.457517862 1 1890.126338 3 630.7124023 -1.949006623 -0.001227956 36.2916027KTTTTPGR 6 22208967 2xTMT6plex [N-Term; K1] 1.948 1.849 1.591 2.766757011 13.99 1 1319.80472 3 440.6066284 0.463435156 0.000203881 16.6283108TTTTPGR 8 22208967 1xTMT6plex [N-Term] 2.855 1.991 1.946 2.475289583 18.6 0 962.5468254 2 481.776947 -0.216069521 -0.000103989 15.0619002322547138 MRPL4 39S ribosomal protein L4, mitochondrial isoform a 51073 NP_666499.1 42.76527331 1 8 8 58 311 34.897 9.72 1.04 0.96 1.11 1.04 Significant 0.00174
LAQDDLHIMDSLELPTGDPQYLTELAHYR 8 22547138 1xTMT6plex [N-Term] 1.359 1.575 1.168 7.46201849 44.18 0 3583.794014 4 896.7024536 -1.682297267 -0.001507252 95.87403348RPVQAWVESLR 12 22547138 1xTMT6plex [N-Term] 1.158 1.146 0.973 5.976777077 64.14 0 1569.906276 3 523.9737549 0.277244855 0.000145083 55.23527967GPTSYYYMLPMK 8 22547138 2xTMT6plex [N-Term; K12] 1.56 1.066 1.3 3.505720615 32.79 0 1909.000385 2 955.0031738 -0.688199835 -0.000656887 81.2576478VGLADLHPDVFATAPR 4 22547138 1xTMT6plex [N-Term] 1.017 1.17 4.467279434 35.2 0 1908.054062 3 636.6904297 1.40111465 0.000891134 66.29030884ATENPEQVASEGLPEPVLR 6 22547138 1xTMT6plex [N-Term] 1.207 1.218 4.939274788 47.75 0 2265.192406 2 1133.0979 -1.713734665 -0.001940969 60.35010153HQTLVLTLPTVAFLEDK 4 22547138 2xTMT6plex [N-Term; K17] 1.063 1.012 6.095059395 43.86 0 2383.400104 3 795.1355591 -3.347987564 -0.002659865 98.33639113LDILHQVAMWQK 6 22547138 2xTMT6plex [N-Term; K12] 1.567 1.249 1.228 4.24775219 32.36 0 1940.119195 3 652.7096558 0.155540597 0.000101418 80.14581621LDILHQVAMWQK 6 22547138 2xTMT6plex [N-Term; K12]; 1xOxidation [M9] 1.044 1.12 1.103 4.248431683 35.25 0 1956.11411 3 652.7096558 0.155540597 0.000101418 80.14581621TFNLIPAVGLNVHSMLK 4 22547138 2xTMT6plex [N-Term; K17] 0.804 0.535 5.588587284 37.35 0 2312.356465 3 771.4557495 -1.630135708 -0.001256485 95.4255234822325356 PALM2-AKAP2 PALM2-AKAP2 protein isoform 2 445815 NP_671492.1 22.29357798 1 18 20 91 1090 120.557 5.05 1.03 1 1.06 1.03 Significant 0.000283 LEQEIQTLESEESQISAK 6 22325356 2xTMT6plex [N-Term; K18] 1.227 1.226 1.089 5.29998827 50.26 0 2520.344499 3 840.7876587 1.55703485 0.001308088 88.57953317SVNVSLTQEELDSGLDELSVR 8 22325356 1xTMT6plex [N-Term] 0.967 0.793 7.32722044 67.4 0 2519.303807 3 840.4387207 -0.872455564 -0.00073266 82.10095798TIEEQLDEEHLESHKK 6 22325356 3xTMT6plex [N-Term; K15; K16] 2.042 1.294 4.823103428 16.97 1 2652.444771 5 531.2937012 -2.025105549 -0.001074296 38.76433592AKEDIVTEQIDFSAAR 6 22325356 2xTMT6plex [N-Term; K2] 1.124 1.077 1.125 4.88004303 25.94 1 2251.233432 3 751.0820313 -0.840290471 -0.000630563 57.45376626NLMQTLMEDYETHK 6 22325356 2xTMT6plex [N-Term; K14] 0.861 0.794 0.848 5.623338223 48.95 0 2211.118996 3 737.7105103 -0.912948731 -0.000672879 86.88656186STASLLATQESDVMVGPFK 4 22325356 2xTMT6plex [N-Term; K19] 0.997 1.063 6.130113602 40.63 0 2439.320533 3 813.777832 -0.651708633 -0.000529909 83.78829619DALGDSLQVPVSPSSTTSSR 4 22325356 1xTMT6plex [N-Term] 0.56 1.111 5.945137501 39.29 0 2233.150935 3 745.0541992 -1.294482027 -0.000963591 54.29050605MDDSSVLEATR 4 22325356 1xTMT6plex [N-Term] 0.979 0.829 3.656497002 15.75 0 1452.720174 2 726.862854 -1.199826517 -0.000871506 39.70749888TLSMIEEEIR 2 22325356 1xTMT6plex [N-Term] 0.699 4.828576088 49.94 0 1449.782046 2 725.3953857 0.999084227 0.000724227 66.69608522AVLTVVKDDDHGILDQFSR 10 22325356 2xTMT6plex [N-Term; K7] 1.163 1.333 1.217 5.254761219 22.12 1 2586.429172 4 647.3624268 -0.500531298 -0.000323647 72.14037652QVLQSTQSPR 6 22325356 1xTMT6plex [N-Term] 0.944 1.139 0.897 3.882774591 50.94 0 1372.774593 2 686.8908691 -0.095892473 -6.58E-05 23.08148325KPPQLSEDDIWLK 3 22325356 3xTMT6plex [N-Term; K1; K13] 1.15 1.077 3.512375832 4.5 0 2256.32068 3 752.7776489 -1.013465274 -0.000762234 69.61710104TIEEQLDEEHLESHK 2 22325356 2xTMT6plex [N-Term; K15] 1.057 3.863722563 11.45 0 2295.186876 4 574.5513916 -1.367794397 -0.000784836 41.08910503

LFEDDEHEKEQYCIR 2 22325356 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C13] 1.431 2.732008219 10.01 1 2469.212045 4 618.0579834 -0.786220954 -0.000485337 58.51682834
AQQEQLLLQK 2 22325356 2xTMT6plex [N-Term; K10] 1.231 2.129664898 7.27 0 1657.004877 3 553.0065918 0.208551363 0.00011519 50.65174274KNPGIAAK 6 22325356 3xTMT6plex [N-Term; K1; K8] 0.996 0.988 1.144 3.6956985 16.85 1 1485.97201 3 495.9952393 -0.568655773 -0.000281669 30.79581382YSEAAELR 6 22325356 1xTMT6plex [N-Term] 1.124 0.613 0.766 3.091989279 36.19 0 1167.620719 2 584.3154297 2.453044002 0.001432113 27.72254247EQIILEK 4 22325356 2xTMT6plex [N-Term; K7] 1.066 1.175 2.582244396 33.88 0 1330.834624 2 665.9212036 0.381036497 0.000253548 51.32422597WWNPPQEK 2 22325356 2xTMT6plex [N-Term; K8] 0.973 2.627235889 25.9 0 1542.84692 2 771.9269409 -0.203710464 -0.000157147 60.19466199AVLTVVK 2 22325356 2xTMT6plex [N-Term; K7] 0.724 2.342878103 27.32 0 1187.812766 2 594.4100342 0.021703231 1.29E-05 54.36407634

22219465 NUDT2 bis(5'-nucleosyl)-tetraphosphatase [asymmetrical] 318 NP_671701.1 32.65306122 1 4 4 40 147 16.819 5.35 0.78 0.8 0.84 0.8 Significant 0.000478
WLGLEEACQLAQFK 16 22219465 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C8] 0.78 0.788 0.83 4.623610497 44.34 0 2151.167267 3 717.7268066 -0.651129341 -0.000466896 93.82510969

TVIYWLAEVK 10 22219465 2xTMT6plex [N-Term; K10] 0.79 0.848 0.762 4.647032738 46.89 0 1680.01365 2 840.5112305 0.913038712 0.000766959 97.33521222AALQEGHQFLCSIEA 12 22219465 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.729 0.794 0.928 3.699566841 18.37 0 1902.958113 2 951.9813232 -1.441726755 -0.001371773 68.0820514LSHEHQAYR 2 22219465 1xTMT6plex [N-Term] 0.857 4.879728317 38.84 0 1369.717413 3 457.2440186 0.065403317 2.99E-05 15.3400444422547149 FBXO22 F-box only protein 22 isoform a 26263 NP_671717.1 24.81389578 1 8 8 66 403 44.48 7.03 0.74 0.75 0.76 0.75 Significant 0.0000593 SVTWISAGLAEAGHLEGHCLVR 8 22547149 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 1.132 1.076 0.98 7.02579546 56.25 0 2592.355406 4 648.84375 -0.862543768 -0.000559005 80.55549242IQSATVLLNEDVSDEK 12 22547149 2xTMT6plex [N-Term; K16] 0.827 0.817 0.898 5.108253479 64.89 0 2219.217113 2 1110.107788 -3.971597944 -0.004406919 68.13948287STFVLSNLAEVVER 16 22547149 1xTMT6plex [N-Term] 0.722 0.953 0.885 5.473618031 52.48 0 1793.00063 2 897.0028076 -1.277883335 -0.001145623 93.08484334HQLTEVGLLDNPELR 4 22547149 1xTMT6plex [N-Term] 0.725 0.99 6.838809013 56.43 0 1963.081005 3 655.0310059 -1.294410097 -0.000847011 64.77734435IQPFHFIK 6 22547149 2xTMT6plex [N-Term; K8] 0.742 0.727 0.721 3.373446941 25.57 0 1487.913877 3 496.642395 -0.836816852 -0.000415037 66.98321823TAEAAMQR 4 22547149 1xTMT6plex [N-Term] 1.068 1.009 2.940852642 28.43 0 1106.582559 2 553.7949829 0.117714048 6.51E-05 28.98917868VLTFLPAK 12 22547149 2xTMT6plex [N-Term; K8] 0.505 0.442 0.53 2.663208961 9.73 0 1346.88118 2 673.944397 0.250575416 0.000168748 78.50351296GNVEADAFR 4 22547149 1xTMT6plex [N-Term] 1.632 1.01 3.096334696 29.54 0 1207.626867 2 604.3167114 -0.596457778 -0.000360149 30.4105229322325372 RPP25L ribonuclease P protein subunit p25-like protein 138716 NP_680545.1 17.17791411 1 3 3 8 163 17.62 10.3 1.43 0.88 0.94 1.09 Significant 0.0249 NLLGLALGR 4 22325372 1xTMT6plex [N-Term] 0.884 1.145 2.828261614 22.06 0 1155.741108 2 578.3743286 0.23544768 0.000136058 71.32377183AVSCAEIVK 2 22325372 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 0.887 3.201660872 15.47 0 1434.839057 2 717.9227295 -0.60973781 -0.000437438 41.97196828
RVPGLHQLTK 2 22325372 2xTMT6plex [N-Term; K10] 1.431 3.951423168 15.01 1 1607.015716 4 402.5086365 -1.866871327 -0.000750023 36.7131342

22547125 MRPL10 39S ribosomal protein L10, mitochondrial isoform b 124995 NP_683685.1 25.09225092 1 3 3 11 271 30.288 9.25 1.11 0.98 1.18 1.09 Significant 0.00288
TVPFLPLLGGCIDDTILSR 7 22547125 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.112 1.097 1.175 4.286004066 56.68 0 2316.28347 3 772.7655029 -0.653875468 -0.000504854 112.3696943

LMAVTEYIPPKPAIHPSCLPSPPSPPQEEIGLIR 2 22547125 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C18] 0.567 5.834810734 16.35 0 4193.290699 5 839.4677734 4.545682345 0.003812273 93.38410995
VFPNQVLKPFLEDSK 2 22547125 3xTMT6plex [N-Term; K8; K15] 0.987 3.17908287 10.85 0 2448.446943 3 816.8201904 -0.377901159 -0.000308424 90.09916526

87299628 BOD1L1 biorientation of chromosomes in cell division protein 1-like 1 259282 NP_683692.2 1.966568338 1 5 5 11 3051 330.266 5.08 1.32 1.03 1.18 1.18 Significant 0.00503
STADSGGEGLETAPK 4 87299628 2xTMT6plex [N-Term; K15] 1.358 0.967 3.115246296 67.44 0 1877.985657 2 939.4945068 -2.087347212 -0.001960004 30.26679951KLPSQPTTDTSTDKER 2 87299628 3xTMT6plex [N-Term; K1; K14] 1.304 4.738743782 6.08 2 2491.397092 4 623.6049805 0.401210631 0.000249894 43.39678546VEENIQK 2 87299628 2xTMT6plex [N-Term; K7] 1.021 2.741998911 18.65 0 1317.777837 2 659.3924561 -0.152841108 -0.000100705 32.16473251SLTVSDDAESSEPER 2 87299628 1xTMT6plex [N-Term] 1.209 2.542077065 23.32 0 1850.881696 2 925.9421387 -2.536972654 -0.002347818 28.55549239KLSVLGK 1 87299628 3xTMT6plex [N-Term; K1; K7] 1.18 2.393962383 1 1431.986597 3 477.998291 -4.383555781 -0.002092398 50.5358321223200008 ABHD11 protein ABHD11 isoform 1 83451 NP_683710.1 26.66666667 1 6 6 30 315 34.668 9.48 0.58 1.08 1.08 0.91 Significant 0.0317 TAMLLALQRPELVER 4 23200008 1xTMT6plex [N-Term] 1.549 1.195 4.818229675 29.88 0 1969.146583 3 657.053894 0.27743943 0.000182106 70.95522148QHLLTNLVEVDGR 6 23200008 1xTMT6plex [N-Term] 0.969 1.132 4.895974159 41.05 0 1722.969998 3 574.9938965 -1.661245917 -0.000954092 54.06047352KLADEQLSSVIQDMAVR 6 23200008 2xTMT6plex [N-Term; K1] 1.243 1.115 1.022 5.530706882 30.37 1 2361.321201 3 787.7761841 -3.050120374 -0.002400771 80.03323665AINIADELPR 4 23200008 1xTMT6plex [N-Term] 0.01 0.997 3.765001774 40.12 0 1340.773531 2 670.8903809 -0.03401115 -2.28E-05 58.95393515LLDGEAALPAVVFLHGLFGSK 6 23200008 2xTMT6plex [N-Term; K21] 1.699 1.091 1.476 3.736176014 18.95 0 2612.521616 3 871.5114136 -0.738048379 -0.000642722 112.9285678ILAQQTGR 4 23200008 1xTMT6plex [N-Term] 1.108 1.108 2.456001043 22.32 0 1115.673423 2 558.3399658 -0.688220549 -0.000383915 25.4184110173747875 PSMB8 proteasome subunit beta type-8 isoform E2 precursor 5696 NP_683720.2 53.62318841 1 9 9 78 276 30.335 7.43 0.72 0.75 0.73 0.73 Significant 0.000145 FQHGVIAAVDSR 14 73747875 1xTMT6plex [N-Term] 0.715 0.755 0.713 4.353475094 55.38 0 1528.843342 2 764.9255371 0.298303127 0.000228029 38.38703697DSYSGGVVNMYHMK 6 73747875 2xTMT6plex [N-Term; K14]; 2xOxidation [M10; M13] 0.741 0.733 0.656 4.053580761 43.08 0 2078.008718 3 693.3408813 -0.301975168 -0.000209169 28.86789895

VIEINPYLLGTMSGCAADCQYWER 6 73747875 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C15; C19] 1.135 1.148 1.063 5.411386013 61.78 0 3075.457564 3 1025.824707 0.651429489 0.000667815 96.8836836
GMGLSMGSMICGWDK 12 73747875 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 0.861 0.895 0.995 4.929713726 73.13 0 2088.015066 2 1044.509766 -1.346235497 -0.00140548 82.64698378VESTDVSDLLHQYR 18 73747875 1xTMT6plex [N-Term] 0.8 0.839 0.689 6.329828739 50.84 0 1890.975872 3 630.9945679 -3.554374659 -0.002240412 57.55629819KGPGLYYVDEHGTR 6 73747875 2xTMT6plex [N-Term; K1] 0.635 0.649 0.68 5.75255537 24.12 1 2050.112195 4 513.2835693 0.123136554 6.31E-05 48.3164333LLSNMMCQYR 8 73747875 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.77 0.888 0.8 3.206812382 18.87 0 1544.758491 2 772.8825684 -0.408640738 -0.000315626 69.28919551

LSGNMFSTGSGNTYAYGVMDSGYRPNLSPEEAYDLGR 4 73747875 1xTMT6plex [N-Term] 2.391086817 5.95 0 4205.938188 3 1402.646973 -2.811011651 -0.00394098 78.91274342
ISVSAASK 4 73747875 2xTMT6plex [N-Term; K8] 0.781 0.755 3.294486046 38.59 0 1220.761459 2 610.8846436 0.452077981 0.00027594 36.7663188741281768 CYB5A cytochrome b5 isoform 1 1528 NP_683725.1 42.53731343 1 4 4 20 134 15.321 4.96 0.86 0.91 0.93 0.9 Significant 0.000535 TFIIGELHPDDRPK 6 41281768 2xTMT6plex [N-Term; K14] 0.867 0.884 0.921 5.446743011 30.26 0 2096.190445 4 524.8030396 -0.055814048 -2.92E-05 56.71354912EQAGGDATENFEDVGHSTDAR 6 41281768 1xTMT6plex [N-Term] 0.902 0.863 1.375 6.933909416 85.13 0 2435.090854 3 812.3679199 -0.676559715 -0.000549161 28.87569228FLEEHPGGEEVLR 6 41281768 1xTMT6plex [N-Term] 0.732 1.025 0.889 4.017311573 28.45 0 1740.911815 3 580.9752808 -0.302062884 -0.000175288 45.07397352YYTLEEIQK 2 41281768 2xTMT6plex [N-Term; K9] 0.906 2.201948881 16.35 0 1644.924895 3 548.9798584 0.077216481 4.23E-05 55.31554325

23199998 NSUN5 probable 28S rRNA (cytosine-C(5))-methyltransferase isoform 1 55695 NP_683759.1 14.59227468 1 6 6 21 466 50.379 9.03 1.23 1.09 1.12 1.15 Significant 0.00137
GLYAAAAGVLAGVESR 1 23199998 1xTMT6plex [N-Term] 0.708 49.37 0 1733.97475 3 578.6630249 -0.131520352 -7.60E-05 83.61941076VLVYELLLGK 4 23199998 2xTMT6plex [N-Term; K10] 1.464 1.002 4.637803078 47.48 0 1605.039137 2 803.0228882 -0.396964035 -0.000318571 109.4660938DALQQNPGAFR 6 23199998 1xTMT6plex [N-Term] 1.293 0.844 1.439 3.715627432 32.4 0 1445.769842 2 723.3868408 -2.377452672 -0.001718625 31.15989533IFAFDLDAK 2 23199998 2xTMT6plex [N-Term; K9] 1.087 3.852775812 36.39 0 1497.871737 2 749.4354858 -5.369084757 -0.0040211 83.74596355LAPALPAWPHR 6 23199998 1xTMT6plex [N-Term] 1.155 1.008 1.189 3.525574446 28.78 0 1457.85787 3 486.6233826 -1.560546449 -0.000758352 58.19729698VEVPSSASQAK 2 23199998 2xTMT6plex [N-Term; K11] 1.204 3.066232681 24.38 0 1560.899743 2 780.9534302 -0.101914577 -7.95E-05 36.2818138623110935 PSMA1 proteasome subunit alpha type-1 isoform 1 5682 NP_683877.1 63.94052045 1 18 18 210 269 30.22 6.99 0.95 0.98 0.98 0.97 Significant 0.000106
HMSEFMECNLNELVK 9 23110935 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 1.182 0.836 0.968 4.913244724 23.69 0 2339.159815 3 780.390686 -0.987766854 -0.000770182 68.32691085

ETLPAEQDLTTK 27 23110935 2xTMT6plex [N-Term; K12] 0.929 0.977 0.959 4.846912861 65.04 0 1804.010415 2 902.5091553 0.342906487 0.000309303 48.77303278NQYDNDVTVWSPQGR 6 23110935 1xTMT6plex [N-Term] 0.894 0.977 0.959 5.474174023 48.04 0 2007.972183 2 1004.489746 0.016134437 1.62E-05 45.13301866KAQPAQPADEPAEK 10 23110935 3xTMT6plex [N-Term; K1; K14] 1.045 0.965 1.012 5.773130417 46.72 1 2167.232593 3 723.0830688 0.95042543 0.000686598 26.14396312AQSELAAHQK 10 23110935 2xTMT6plex [N-Term; K10] 0.973 1.021 1.025 4.47745657 67.51 0 1540.884761 2 770.9450684 -1.233960707 -0.000950696 30.4752058IHQIEYAMEAVK 12 23110935 2xTMT6plex [N-Term; K12] 1.001 1.012 0.99 6.293002129 60.62 0 1890.055926 2 945.5279541 -3.859259811 -0.003647108 65.13955908AQPAQPADEPAEKADEPMEH 10 23110935 2xTMT6plex [N-Term; K13] 2.175 2.43 2.682 4.91945219 13.66 1 2619.276101 3 879.0946045 -0.666429914 -0.000585408 24.72983927ILHVDNHIGISIAGLTADAR 2 23110935 1xTMT6plex [N-Term] 1.06 5.611272335 17.36 0 2315.303294 4 579.5811768 -0.180040667 -0.000104212 73.7550007
HMSEFMECNLNELVK 2 23110935 2xTMT6plex [N-Term; K15]; 1xOxidation [M2]; 1xCarbamidomethyl [C8] 0.794 4.269082546 22.78 0 2355.15473 3 780.390686 -0.987766854 -0.000770182 68.32691085

AQPAQPADEPAEK 22 23110935 2xTMT6plex [N-Term; K13] 0.738 0.772 0.768 4.506550312 52.01 0 1809.974699 2 905.4910889 0.111921109 0.000101287 25.48429677IHQIEYAMEAVK 4 23110935 2xTMT6plex [N-Term; K12]; 1xOxidation [M8] 0.946 0.88 4.350289822 34.39 0 1906.050841 2 945.5279541 -3.859259811 -0.003647108 65.13955908THAVLVALK 10 23110935 2xTMT6plex [N-Term; K9] 1.057 1.066 0.979 4.779716969 58.82 0 1409.924442 3 470.6463928 0.130245843 6.12E-05 60.62053172
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

AQPAQPADEPAEKADEPMEH 4 23110935 2xTMT6plex [N-Term; K13]; 1xOxidation [M18] 3.04 1.747 4.374508381 18.92 1 2635.271016 3 879.0946045 -0.666429914 -0.000585408 24.72983927FVFDRPLPVSR 18 23110935 1xTMT6plex [N-Term] 0.854 0.959 0.959 3.924815178 16.48 0 1561.905214 2 781.4554443 -1.025349113 -0.000800749 57.03567722QGSATVGLK 6 23110935 2xTMT6plex [N-Term; K9] 0.976 1.164 1.049 3.573377848 59.9 0 1318.809471 2 659.90802 -0.536825791 -0.000353985 31.2912425NVSIGIVGK 16 23110935 2xTMT6plex [N-Term; K9] 0.926 0.984 1.016 4.067276955 42.77 0 1344.861507 2 672.9342041 -0.27912679 -0.000187693 52.89295433LVSLIGSK 12 23110935 2xTMT6plex [N-Term; K8] 0.919 1.072 1.023 3.286134005 34.73 0 1274.844794 2 637.9249268 -1.739360262 -0.001108707 69.53491886QECLDSR 6 23110935 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.997 0.975 1.026 2.643554211 37.13 0 1136.556738 2 568.7816772 -0.581156919 -0.000330259 16.53680923ADEPMEH 6 23110935 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.783 0.837 0.829 2.348595142 38.07 0 1073.477091 2 537.2418823 -0.561895142 -0.000301591 14.67391978LLCNFMR 10 23110935 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.096 1.072 1.081 2.931315899 35.22 0 1182.632486 2 591.8192139 -1.129070646 -0.000667638 63.8756323ADEPMEH 4 23110935 1xTMT6plex [N-Term] 0.743 0.832 2.091630936 35.37 0 1057.482176 2 537.2418823 -0.561895142 -0.000301591 14.67391978TQIPTQR 4 23110935 1xTMT6plex [N-Term] 0.949 0.958 2.795525551 33.18 0 1072.631224 2 536.8191528 -0.181475173 -9.73E-05 20.000511688703041 SNX6 sorting nexin-6 isoform b 58533 NP_689419.2 32.29665072 1 14 15 108 418 47.774 6.43 0.86 0.83 1 0.89 Significant 0.0034 IGSSLYALGTQDSTDICK 10 88703041 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C17] 0.968 0.805 100 4.942538738 68.62 0 2387.252847 3 796.4199219 -3.198180289 -0.002544955 69.07808427
MKQELEAEYLAIFK 6 88703041 3xTMT6plex [N-Term; K2; K14] 1.007 1.162 1.222 4.606843472 24.87 1 2400.381566 3 800.798645 -0.076688394 -6.14E-05 97.26048679SADGVIVSGVK 14 88703041 2xTMT6plex [N-Term; K11] 0.801 0.717 0.94 4.414707661 66.08 0 1489.899015 2 745.4534302 0.382006805 0.000284576 43.80650355NLVELAELELK 28 88703041 2xTMT6plex [N-Term; K11] 0.777 0.82 0.87 5.10119009 59.63 0 1729.051158 2 865.0293579 0.162626948 0.000140595 97.20033345

DVLQAETSQQLCCQK 2 88703041 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C12; C13] 0.768 4.848841667 45.89 0 2266.157173 3 756.057373 0.173320116 0.000130924 46.59305029
KNLVELAELELK 4 88703041 3xTMT6plex [N-Term; K1; K12] 1.14 4.84009552 35.57 1 2086.309053 3 696.1066284 -1.783516248 -0.001240322 90.38396412QELEAEYLAIFK 2 88703041 2xTMT6plex [N-Term; K12] 0.853 3.297326088 48.16 0 1912.083186 2 956.5457764 0.569930421 0.000544877 92.83691458LGEGEGSMTK 6 88703041 2xTMT6plex [N-Term; K10] 0.571 0.543 0.625 3.521530151 43.52 0 1466.792501 2 733.899353 -0.730284149 -0.000535588 34.38469411DVDDFFEHER 8 88703041 1xTMT6plex [N-Term] 0.981 0.923 1.098 4.527919769 33.65 0 1537.712053 3 513.2424927 0.567224106 0.000290742 53.54428168TFLLEYHNR 8 88703041 1xTMT6plex [N-Term] 0.857 0.785 0.85 4.16937542 45.75 0 1421.773865 3 474.5956116 -1.113822136 -0.000527868 43.94448294LGEGEGSMTKEEFTK 2 88703041 3xTMT6plex [N-Term; K10; K15] 1.405 2.963755608 3.99 1 2330.251674 3 777.4211426 -1.201323298 -0.000933129 50.00604735SAADDYNR 6 88703041 1xTMT6plex [N-Term] 0.693 0.681 0.732 2.631705046 26.46 0 1140.548282 2 570.7775269 -0.442567027 -0.000252385 99.03033513VSADEDLK 4 88703041 2xTMT6plex [N-Term; K8] 0.823 0.873 2.385168791 32.62 0 1334.756767 2 667.8816528 -0.55292916 -0.000369013 33.24249964VSELFDK 6 88703041 2xTMT6plex [N-Term; K7] 0.899 0.823 0.934 2.872930288 33.07 0 1295.761124 2 648.3839111 -0.44652858 -0.000289297 60.33236369EKLEDFFK 2 88703041 3xTMT6plex [N-Term; K2; K8] 0.992 1.125 2.570771694 1 1743.029584 3 581.6809082 -0.810370999 -0.000470834 64.4624777623238226 CDC42EP1 cdc42 effector protein 1 11135 NP_689449.1 2.046035806 1 1 1 6 391 40.27 7.15 1.11 1.04 1.14 1.1 Significant 0.000729 VEVLPQAR 6 23238226 1xTMT6plex [N-Term] 1.109 1.035 1.141 2.442690849 17.72 0 1140.693824 2 570.8508911 0.597589422 0.000340833 38.41428806

23308689 RPUSD2 RNA pseudouridylate synthase domain-containing protein 2 isoform 1 27079 NP_689473.1 14.67889908 1 4 4 13 545 61.273 7.17 1.29 1.12 0.98 1.13 Significant 0.00623
MEEVAEAAPQELDTIALASEK 4 23308689 2xTMT6plex [N-Term; K21] 1.342 1.152 5.009550571 44.4 0 2703.416283 3 901.81073 0.500641139 0.000451147 86.91400162EVEPAPVGGEHPSAAAPGPGK 2 23308689 2xTMT6plex [N-Term; K21] 1.188 4.046800137 27.39 0 2412.292344 3 804.7687378 -0.283494285 -0.000227957 36.59295425
VEGEFPTEEVTCKEPILVVSYK 2 23308689 3xTMT6plex [N-Term; K13; K22]; 1xCarbamidomethyl [C12] 2.18 3.434915543 3.92 1 3240.768079 4 810.9472656 -0.261129454 -0.000211565 80.82857813

LQLNEKPVQDLNIVLK 5 23308689 3xTMT6plex [N-Term; K6; K16] 1.14 1.124 0.958 4.326006889 15.21 0 2551.57902 3 851.1972656 -0.69619439 -0.000592132 83.4492932422748615 TMEM263 transmembrane protein 263 isoform a 90488 NP_689474.1 23.27586207 1 2 2 8 116 11.741 9.32 0.86 1.15 1.28 1.1 Significant 0.0126 TAVTTVPSMGIGLVK 6 22748615 2xTMT6plex [N-Term; K15] 0.863 1.388 1.28 4.023114204 51.11 0 1932.160391 3 644.7232666 -2.662442175 -0.001714755 76.10025025DHPQQQPGMLSR 2 22748615 1xTMT6plex [N-Term] 1.084 3.408733845 20.23 0 1622.827039 3 541.6136475 -0.400761863 -0.000216789 19.9759985456847620 BTF3L4 transcription factor BTF3 homolog 4 isoform 1 91408 NP_689478.1 50 1 4 6 32 158 17.26 6.35 0.91 0.94 0.93 0.93 Significant 0.0000906 APKPEDIDEEDDDVPDLVENFDEASKNEAN 8 56847620 3xTMT6plex [N-Term; K3; K26] 0.676 1.103 0.722 4.139167786 30.51 1 4046.944535 4 1012.49292 1.313395194 0.001328809 72.47134503LAVNNIAGIEEVNMIKDDGTVIHFNNPK 6 56847620 3xTMT6plex [N-Term; K16; K28] 0.991 0.927 7.837741375 40.39 1 3753.061241 4 939.0214233 0.698850673 0.000655707 91.13231613KLQSSLK 5 56847620 3xTMT6plex [N-Term; K1; K7] 1.073 0.983 1.03 3.0007267 4.99 1 1490.987325 3 497.6679688 1.360024975 0.000675927 36.09690127LAEQFPR 6 56847620 1xTMT6plex [N-Term] 0.811 0.83 0.885 2.631080389 29.75 0 1089.62541 2 545.3162842 -0.108597527 -5.92E-05 38.55644879TATADDK 4 56847620 2xTMT6plex [N-Term; K7] 1.146 1.107 2.519784689 24.28 0 1179.662138 2 590.3346558 -0.087801888 -5.18E-05 17.62440762TATADDKK 3 56847620 3xTMT6plex [N-Term; K7; K8] 1.687 1.597 1.556 2.297791004 1 1536.920033 3 512.9780884 -0.209219266 -0.000107184 19.6181787638202255 TARS threonine--tRNA ligase, cytoplasmic isoform 1 6897 NP_689508.3 57.53803596 1 36 36 457 723 83.382 6.67 0.92 0.93 0.95 0.93 Significant 0.0000893 NELSGALTGLTR 10 38202255 1xTMT6plex [N-Term] 0.876 0.867 0.89 5.028501034 61.02 0 1460.827023 2 730.9169922 -0.215621011 -0.000157492 54.02562157NAQLAQYNFILVVGEK 2 38202255 2xTMT6plex [N-Term; K16] 0.875 4.349422455 31.7 0 2265.300724 3 755.7736206 2.465278162 0.001861532 90.29948037
QVMVVPVGPTCDEYAQK 8 38202255 2xTMT6plex [N-Term; K17]; 1xOxidation [M3]; 1xCarbamidomethyl [C11] 0.859 0.952 0.858 5.51401329 71.8 0 2395.240175 3 799.0837402 -1.464190068 -0.001169029 52.18931595

DQELYFFHELSPGSCFFLPK 24 38202255 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C15] 1.082 1.087 1.068 5.384635448 38.34 0 2919.479159 3 973.8301392 -1.128437421 -0.00109815 100.4641857
TTPYQIACGISQGLADNTVIAK 16 38202255 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C8] 0.896 0.971 1.026 6.789616108 72.18 0 2779.506436 3 927.1743164 0.705149923 0.000653323 86.461574

MIAILTENYGGK 17 38202255 2xTMT6plex [N-Term; K12] 0.914 0.943 0.881 4.671800613 63.25 0 1768.007913 2 884.5067139 -0.996548495 -0.000880953 77.28164685
FMADIDLDPGCTLNK 16 38202255 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 0.831 0.744 0.866 3.947346687 49.7 0 2168.113183 2 1084.554565 -5.225091898 -0.005664295 80.2361311

FQQDDAHIFCAMEQIEDEIK 18 38202255 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C10] 1.067 1.053 1.291 6.227992058 54.57 0 2925.4163 3 975.8081665 -2.172018485 -0.002118019 97.21858453
FQQDDAHIFCAMEQIEDEIK 4 38202255 2xTMT6plex [N-Term; K20]; 1xOxidation [M12]; 1xCarbamidomethyl [C10] 1.303 4.555899143 32.22 0 2941.411215 3 975.8081665 -2.172018485 -0.002118019 97.21858453

QLENSLNEFGEK 11 38202255 2xTMT6plex [N-Term; K12] 0.716 0.806 1.123 4.952248573 63.46 0 1866.000913 2 933.5050049 0.975286567 0.000909943 55.36016476WELNSGDGAFYGPK 12 38202255 2xTMT6plex [N-Term; K14] 0.785 0.726 0.858 5.314821243 50.84 0 1999.032548 2 1000.018616 -1.29708978 -0.001296462 71.67614651FNLTYVSHDGDDK 16 38202255 2xTMT6plex [N-Term; K13] 1.083 1.074 1.047 4.870424271 51.13 0 1969.006727 2 985.0081177 1.133486002 0.001115921 59.44419519GFQEVVTPNIFNSR 12 38202255 1xTMT6plex [N-Term] 1.211 0.998 0.993 4.811728001 49.57 0 1836.980563 2 918.9927979 -1.221600773 -0.001122028 69.35280075FLGDIEVWDQAEK 36 38202255 2xTMT6plex [N-Term; K13] 0.853 0.888 0.89 4.499648571 64.8 0 2008.079164 2 1004.542297 -0.919014285 -0.000922727 84.15085598GAYIYNALIEFIR 16 38202255 1xTMT6plex [N-Term] 1.002 1.043 5.00805378 65.54 0 1771.994422 2 886.5006104 -0.269914436 -0.000239143 111.1818595AEHDSILAEK 18 38202255 2xTMT6plex [N-Term; K10] 0.898 0.867 0.903 4.48009634 62 0 1570.884093 2 785.9452515 -0.551562217 -0.00043322 32.74760947AELNPWPEYIYTR 18 38202255 1xTMT6plex [N-Term] 0.901 0.908 1.004 4.698873043 37.32 0 1880.974415 2 940.9890747 -1.883250463 -0.001771173 70.47479092MGGEEKPIGAGEEK 10 38202255 3xTMT6plex [N-Term; K6; K14] 0.89 0.73 0.707 3.835573435 18.96 0 2119.167216 3 707.0595093 -1.529609341 -0.001080499 36.75668491KETLLAMFK 8 38202255 3xTMT6plex [N-Term; K1; K9] 0.986 1.072 0.889 5.313598633 41.49 1 1768.100975 3 590.0371704 -2.271764785 -0.001338903 80.31462867TVYSVFGFSFK 14 38202255 2xTMT6plex [N-Term; K11] 1.457 1.291 1.291 4.984557152 42.25 0 1739.977265 2 870.4902954 -2.270535235 -0.00197534 94.53239004
ELFALKPMNCPGHCLMFDHRPR 4 38202255 2xTMT6plex [N-Term; K6]; 2xCarbamidomethyl [C10; C14] 1.174 1.178 6.437036991 8.57 0 3184.619332 5 637.7293701 -0.498490996 -0.000317501 61.95176515

IYGISFPDPK 30 38202255 2xTMT6plex [N-Term; K10] 0.913 0.915 0.971 3.553515196 28.05 0 1594.924501 3 532.3126831 -0.630126124 -0.000335001 73.37968502NSSTYWEGK 6 38202255 2xTMT6plex [N-Term; K9] 0.679 0.977 1.305 4.027418137 41.43 0 1529.800029 2 765.4028931 -0.993141037 -0.000759654 36.44576628LADFGVLHR 12 38202255 1xTMT6plex [N-Term] 0.838 0.877 0.872 3.30937171 54.43 0 1256.731272 3 419.5822144 0.650701088 0.000272585 51.2592769LEMYNILK 12 38202255 2xTMT6plex [N-Term; K8] 0.854 0.928 0.826 3.749599695 36.49 0 1481.880193 2 741.4437256 -0.012773047 -9.46E-06 81.3087929TISETIER 6 38202255 1xTMT6plex [N-Term] 0.72 0.885 0.983 3.489926338 42.68 0 1177.662583 2 589.335022 0.156254699 9.20E-05 29.67966759QVDAESWK 6 38202255 2xTMT6plex [N-Term; K8] 0.919 0.903 0.833 3.488060713 43.05 0 1420.783651 2 710.8960571 0.835530316 0.000593554 40.22167245ETLLAMFK 8 38202255 2xTMT6plex [N-Term; K8] 1.049 0.972 0.979 3.404087543 34.33 0 1410.84308 2 705.9248657 -0.442929973 -0.000312452 86.1777406AILGSVER 10 38202255 1xTMT6plex [N-Term] 0.873 1.132 0.971 3.106843948 49.03 0 1073.651625 2 537.3293457 -0.195597664 -0.000105002 39.19959145MIAILTENYGGK 2 38202255 2xTMT6plex [N-Term; K12]; 1xOxidation [M1] 0.947 2.486506939 11.15 0 1784.002828 2 884.5067139 -0.996548495 -0.000880953 77.28164685ADMETLQR 12 38202255 1xTMT6plex [N-Term] 1.011 0.968 0.995 3.108278275 29.14 0 1192.619338 2 596.8129883 -0.535273477 -0.000319189 26.65872765VNTPTTTVYR 10 38202255 1xTMT6plex [N-Term] 0.876 0.97 0.847 3.814858675 36.86 0 1380.768445 2 690.8877563 -0.151527715 -0.000104612 29.59768791WPFWLSPR 16 38202255 1xTMT6plex [N-Term] 0.953 0.936 1.058 3.25652957 24.67 0 1317.730544 2 659.3689575 0.071781794 4.73E-05 90.30837686QQFHDAK 6 38202255 2xTMT6plex [N-Term; K7] 0.838 0.827 0.864 3.427209139 18.06 0 1331.747206 3 444.5872803 0.061611027 2.74E-05 20.33410021LNLSTRPEK 3 38202255 2xTMT6plex [N-Term; K9] 1.1 1.128 2.914912462 5.81 0 1515.925898 3 505.9801941 0.086406196 4.37E-05 37.77910745ISGTVNIR 4 38202255 1xTMT6plex [N-Term] 0.915 1.289 3.613161564 35.69 0 1088.662524 2 544.8343506 -1.009741863 -0.000549634 35.82255316ADMETLQR 4 38202255 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.837 0.856 0.863 1.658887982 23.68 0 1208.614253 2 596.8129883 -0.535273477 -0.000319189 26.65872765GCLDFLR 12 38202255 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.383 1.289 1.44 2.3009305 26.26 0 1109.597481 2 555.300415 -3.539681679 -0.001963811 54.40813313VTLPDGK 6 38202255 2xTMT6plex [N-Term; K7] 0.834 0.875 0.903 2.704150677 29.39 0 1187.739995 2 594.3739624 0.550006475 0.000326632 43.21091045
MGGEEKPIGAGEEK 2 38202255 3xTMT6plex [N-Term; K6; K14]; 1xOxidation [M1] 0.624 1.749827504 11.14 0 2135.162131 3 707.0595093 -1.529609341 -0.001080499 36.75668491

31982953 POGLUT1 protein O-glucosyltransferase 1 precursor 56983 NP_689518.1 12.75510204 1 5 5 24 392 46.159 8.72 1.01 0.96 0.95 0.97 Significant 0.000363
TDLSNVQELLQFVK 12 31982953 2xTMT6plex [N-Term; K14] 1.058 0.958 0.986 4.667429924 65.92 0 2092.205427 2 1046.604248 -2.010876273 -0.002103583 104.8441902ANDDVAQEIAER 2 31982953 1xTMT6plex [N-Term] 0.906 3.331145763 35 0 1559.78628 2 780.397644 1.110034086 0.000865708 36.08063721LVDAEYTK 6 31982953 2xTMT6plex [N-Term; K8] 0.924 1.059 0.814 3.29802227 38.74 0 1396.808803 2 698.9078369 -0.290262972 -0.000202721 42.17768557LGTHYQITK 2 31982953 2xTMT6plex [N-Term; K9] 0.82 2.860789537 15.29 0 1518.904434 3 506.9724731 -1.032432568 -0.000522722 38.73709835DYPQVPK 2 31982953 2xTMT6plex [N-Term; K7] 1.022 2.450457335 26.7 0 1304.761459 2 652.8848267 0.703646101 0.000459045 38.6272758

123173772 TRMT61A tRNA (adenine(58)-N(1))-methyltransferase catalytic subunit TRMT61A 115708 NP_689520.2 10.7266436 1 2 2 14 289 31.362 7.36 2.04 1.08 0.7 1.27 Non-Significant 0.0856
GFSELSTLEVLPQVYNVR 10 123173772 1xTMT6plex [N-Term] 100 1.055 0.704 5.31307888 50.56 0 2280.243713 2 1140.623779 -1.504872584 -0.001715738 96.38338165FCSFSPCIEQVQR 4 123173772 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C7] 1.653 1.333 3.543084145 29.62 0 1886.909055 2 943.9547119 -3.660956449 -0.003453946 59.0429445222748747 LSM12 protein LSM12 homolog 124801 NP_689557.1 28.20512821 1 4 4 32 195 21.687 7.74 1.17 1.22 1.22 1.2 Significant 0.000192 LQGEVVAFDYQSK 12 22748747 2xTMT6plex [N-Term; K13] 1.192 1.296 1.185 4.712890148 61.73 0 1942.068599 2 971.5361328 -1.858788614 -0.001804947 60.10403902

NIVVMEEVVITPPYQVENCK 2 22748747 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C19] 1.35 3.996055126 7.63 0 2819.508744 3 940.5046387 -3.327336506 -0.003127151 88.36885057
TETPPPLASLNVSK 10 22748747 2xTMT6plex [N-Term; K14] 1.108 1.319 1.265 4.808319092 46.02 0 1912.115549 2 956.5614014 -0.012010584 -1.15E-05 63.18163028SQAQQPQK 8 22748747 2xTMT6plex [N-Term; K8] 1.212 1.142 3.263924837 26.96 0 1372.794884 2 686.9011841 0.151234584 0.000103807 16.83183544282399147 KDF1 keratinocyte differentiation factor 1 126695 NP_689578.2 9.296482412 1 2 2 7 398 43.614 6.54 1.32 1.38 0.8 1.17 Significant 0.024 LTELFSVHQIDELAK 4 282399147 2xTMT6plex [N-Term; K15] 1.321 0.804 5.813499928 26.72 0 2201.25819 3 734.4262085 2.672011992 0.001960596 88.23426824ISDLISSITQDYHLDEQDAEGR 3 282399147 1xTMT6plex [N-Term] 1.379 0.775 5.370363235 29.02 0 2734.336898 3 912.1195068 2.585441398 0.002356489 93.4428327134288890 DIS3L2 DIS3-like exonuclease 2 isoform 1 129563 NP_689596.4 10.05649718 1 7 7 22 885 99.216 6.1 1.29 1.1 1.22 1.2 Significant 0.00212

DLDDALSCKPLADGNFK 2 134288890 3xTMT6plex [N-Term; K9; K17]; 1xCarbamidomethyl [C8] 1.555 4.151111126 19.07 0 2566.379 3 856.1296997 -1.735514866 -0.001484663 64.19346815HYALNVPLYTHFTSPIR 2 134288890 1xTMT6plex [N-Term] 1.673 6.307991028 31.9 0 2258.228338 4 565.3128052 0.466096854 0.000263138 68.9969861VGVHIADVSYFVPEGSDLDK 2 134288890 2xTMT6plex [N-Term; K20] 1.157 4.101564884 21.83 0 2605.391389 3 869.1328125 -2.880565289 -0.002501667 73.87357007SLTQTFGDDK 2 134288890 2xTMT6plex [N-Term; K10] 1.02 3.145417929 35.58 0 1569.852458 2 785.4296875 -0.229244473 -0.00017994 44.21039935DETTCISQDTR 6 134288890 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.825 100 0.697 3.793200731 47.59 0 1554.726717 2 777.8660278 -1.246216404 -0.000968763 19.59276868VVYILEK 6 134288890 2xTMT6plex [N-Term; K7] 1.19 1.067 1.226 3.333851337 28.86 0 1321.849545 2 661.4263916 -3.055383186 -0.002019378 69.58196942AATGFLK 2 134288890 2xTMT6plex [N-Term; K7] 1.755 2.590372086 33.87 0 1165.734516 2 583.3700562 -1.441130283 -0.000839988 44.0097519822748853 C4orf32 uncharacterized protein C4orf32 132720 NP_689613.1 30.3030303 1 2 2 8 132 14.715 4.65 0.94 1.01 0.83 0.93 Significant 0.00318 GGDGGERDEDGDALAER 6 22748853 1xTMT6plex [N-Term] 0.939 1.01 0.916 5.615039825 41.32 1 1947.884156 3 649.9660034 -0.358812967 -0.000232975 17.0403768ESEQDVEDSQNHTGEPVGDDYKK 2 22748853 3xTMT6plex [N-Term; K22; K23] 0.537 5.44088459 30.98 1 3293.601284 4 824.15448 -1.576875182 -0.0012984 30.4374066240255109 GRPEL2 grpE protein homolog 2, mitochondrial precursor 134266 NP_689620.2 12 1 3 3 10 225 25.415 7.72 0.93 1 0.88 0.93 Significant 0.00138 DLVEVADILEK 6 40255109 2xTMT6plex [N-Term; K11] 0.875 3.910311937 20.42 0 1702.003873 2 851.5075073 2.270599085 0.001932284 90.27755742GLLLLEAK 2 40255109 2xTMT6plex [N-Term; K8] 1 2.452205181 25.78 0 1314.876094 2 657.9411621 -0.796144408 -0.000523416 75.94647581EVQDLTVR 2 40255109 1xTMT6plex [N-Term] 0.928 3.273524284 12.61 0 1188.678568 2 594.8427734 -0.250265301 -0.000148742 33.42918217223555919 VPS37A vacuolar protein sorting-associated protein 37A isoform 1 137492 NP_689628.2 15.86901763 1 4 4 18 397 44.287 5.57 1.13 1.31 1.1 1.18 Significant 0.00307
SASSSAAGSPGGLTSLQQQK 6 223555919 2xTMT6plex [N-Term; K20] 1.194 1.353 1.293 6.737503529 67.25 0 2320.250873 3 774.0872803 -1.545311211 -0.00119517 41.26751866VAAHEAEEESDNIAEDFLEGK 2 223555919 2xTMT6plex [N-Term; K21] 1.228 5.623681068 34.35 0 2761.356854 3 921.1237183 -0.091445929 -8.42E-05 80.73351554LQQAIAMHSQFHAPL 6 223555919 1xTMT6plex [N-Term] 1.09 1.126 0.837 4.031502724 34.87 0 1921.031553 3 641.0150146 -0.552924123 -0.000354062 64.72313832SIEELAR 4 223555919 1xTMT6plex [N-Term] 0.956 1.35 2.366631031 16.75 0 1046.60434 2 523.8059692 0.307295269 0.000160808 35.3968069222748889 CARNMT1 carnosine N-methyltransferase isoform 1 138199 NP_689633.1 2.689486553 1 1 1 6 409 47.155 6.32 0.91 0.93 1.06 0.97 Significant 0.00236

LLPQFLLHLDK 6 22748889 2xTMT6plex [N-Term; K11] 0.91 0.927 1.059 4.664461136 38.46 0 1795.124598 3 599.0466919 0.515086025 0.000308215 100.181786722748929 PTGR2 prostaglandin reductase 2 145482 NP_689657.1 16.23931624 1 4 4 20 351 38.474 5.41 0.92 0.83 0.85 0.87 Significant 0.00099 MEEVYLPDNINEGQVQVR 2 22748929 1xTMT6plex [N-Term] 0.756 3.521573305 14.26 0 2362.191026 3 788.0666504 -2.382520323 -0.001875989 64.94481596DVPYPPPLSPAIEAIQK 6 22748929 2xTMT6plex [N-Term; K17] 1.025 0.914 1.018 4.554472446 22.05 0 2293.320791 3 765.1106567 -1.471109131 -0.001124575 86.0609589GDFVTSFYWPWQTK 6 22748929 2xTMT6plex [N-Term; K14] 0.978 0.918 0.783 4.565297127 45.43 0 2220.152997 3 740.7225342 0.023461925 1.74E-05 98.02105252DNVAEQLR 6 22748929 1xTMT6plex [N-Term] 0.772 0.536 0.789 3.368273735 47.53 0 1173.642517 2 587.3251953 0.509026379 0.000298708 33.57237842154240706 C19orf25 UPF0449 protein C19orf25 148223 NP_689695.2 18.6440678 1 1 1 6 118 12.87 5.07 1.34 0.92 0.95 1.07 Significant 0.0156 GAPAEDPVFTILAPEDPPVPFR 6 154240706 1xTMT6plex [N-Term] 1.337 0.915 0.947 4.466296196 24.31 0 2564.359806 3 855.458374 0.297575368 0.000254363 98.6124979522749079 COMMD1 COMM domain-containing protein 1 150684 NP_689729.1 36.84210526 1 4 4 24 190 21.165 6.2 0.94 0.85 0.84 0.88 Significant 0.00131 SIASADMDFNQLEAFLTAQTK 6 22749079 2xTMT6plex [N-Term; K21] 0.944 0.799 0.983 5.543110847 50.74 0 2759.432602 3 920.4818726 -0.557224778 -0.000512541 108.2078028QGGITSDQAAVISK 2 22749079 2xTMT6plex [N-Term; K14] 0.827 3.636215687 73.11 0 1833.048198 2 917.0261841 -1.694590432 -0.001553133 43.80950584TLSEVEESISTLISQPN 12 22749079 1xTMT6plex [N-Term] 0.942 0.825 0.696 4.195019722 21.69 0 2076.090961 3 692.7008667 -1.403561982 -0.000971307 105.2981268SQLYPEVPPEEFRPFLAK 4 22749079 2xTMT6plex [N-Term; K18] 1.036 1.323 4.0377388 21.75 0 2605.443031 3 869.1508789 -1.898909779 -0.001649167 82.0014721822749085 CCNYL1 cyclin-Y-like protein 1 isoform 2 151195 NP_689736.1 8.650519031 1 2 2 6 289 33.431 6.93 0.92 0.98 1.29 1.07 Significant 0.0114 SLADDNNLNFLFAPLSK 2 22749085 2xTMT6plex [N-Term; K17] 0.923 4.683042049 33.43 0 2337.285468 3 779.7671509 0.612512566 0.000477206 100.9841553SLDIFDER 4 22749085 1xTMT6plex [N-Term] 0.983 1.291 3.126001835 30.07 0 1223.646933 2 612.3269043 -0.327934667 -0.000200638 57.09259979112181295 XXYLT1 xyloside xylosyltransferase 1 isoform 1 152002 NP_689744.3 3.053435115 1 1 1 6 393 43.778 8.13 0.74 0.88 0.87 0.83 Significant 0.00294
VIFHDVAVLTDK 6 112181295 2xTMT6plex [N-Term; K12] 0.742 0.878 0.866 4.273736 33.05 0 1815.078041 3 605.697937 0.670117278 0.000405438 76.112723631542785 SCFD2 sec1 family domain-containing protein 2 152579 NP_689753.2 10.52631579 1 4 4 16 684 75.079 6.68 1.05 1.13 1.06 1.08 Significant 0.000543

EECFAVGSLSQVIAADLANYAPAK 4 31542785 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C3] 1.338 5.024900436 45.05 0 2982.564679 3 994.8632202 3.496428629 0.003476108 109.9605854
KLGSLGDVDSTTLTPELLLQIR 2 31542785 2xTMT6plex [N-Term; K1] 2.098 5.514046192 43 1 2827.65448 3 943.2235107 0.530088302 0.000499636 97.06687081ALWEALLNTK 6 31542785 2xTMT6plex [N-Term; K10] 0.914 1.081 1.413 4.592064381 66.13 0 1616.977599 2 808.9914551 -1.215671603 -0.000982857 96.21566264LLKPLNIPELLFATDR 4 31542785 2xTMT6plex [N-Term; K3] 0.963 1.149 0.98 3.110159397 3.19 0 2311.41536 3 771.144104 1.037879976 0.000799657 109.8029237103471995 SRFBP1 serum response factor-binding protein 1 153443 NP_689759.2 12.82051282 1 5 5 18 429 48.604 9.58 1.01 1.01 0.96 1 Significant 0.000281 AVTIANSPSKPSEK 6 103471995 3xTMT6plex [N-Term; K10; K14] 1.094 0.895 0.964 3.740704775 20.49 0 2116.25808 3 706.0900879 -1.119697143 -0.000789856 38.51175645LLEEIHAMK 4 103471995 2xTMT6plex [N-Term; K9] 1.096 1.041 3.246800184 27.23 0 1541.912556 3 514.6428833 0.999052986 0.000513484 65.35970821SLDFPQNEPQIK 2 103471995 2xTMT6plex [N-Term; K12] 1.079 2.971848488 11.74 0 1874.042384 3 625.3511353 -1.884518894 -0.001177223 58.32293349KGTEDALLK 1 103471995 3xTMT6plex [N-Term; K1; K9] 0.909 2.922357321 1 1662.040483 3 554.6847534 -0.466827434 -0.000258629 53.17803853EDTGETHGDTR 5 103471995 1xTMT6plex [N-Term] 2.025106192 14.04 0 1446.665831 3 482.8929138 -1.135296685 -0.000547465 13.1290559122749197 MOSPD2 motile sperm domain-containing protein 2 isoform 1 158747 NP_689794.1 5.405405405 1 3 3 8 518 59.708 5.96 0.97 1.64 1.15 1.25 Significant 0.0246

INPTESTSK 2 22749197 2xTMT6plex [N-Term; K9] 0.882 2.778789997 43.75 0 1434.82043 2 717.9133911 -0.644194506 -0.000462152 29.59430054KPLSVFK 2 22749197 3xTMT6plex [N-Term; K1; K7] 1.09 3.193604946 9.06 0 1506.002247 3 502.6723938 0.253051737 0.000127032 63.55041351TWLGPEAVSLLK 4 22749197 2xTMT6plex [N-Term; K12] 1.639 1.15 3.904778481 8.4 0 1772.072228 2 886.5393677 -0.434016416 -0.000384554 91.54816421148664216 SDE2 protein SDE2 homolog 163859 NP_689821.3 3.76940133 1 2 2 8 451 49.711 6.05 0.97 1.16 1 1.04 Significant 0.00318 ALGAQIEK 6 148664216 2xTMT6plex [N-Term; K8] 0.97 1.161 1 3.474573374 42.05 0 1287.803658 2 644.4058228 0.552202044 0.000355564 42.68855407VAEVAPEER 2 148664216 1xTMT6plex [N-Term] 0.957 2.734488487 28.93 0 1228.673482 2 614.840271 -0.176587039 -0.000108484 24.914284822749323 MLKL mixed lineage kinase domain-like protein isoform 1 197259 NP_689862.1 7.218683652 1 3 3 14 471 54.445 8.82 1.04 1.07 0.98 1.03 Significant 0.000659
VLGLIKPLEMLQDQGK 4 22749323 3xTMT6plex [N-Term; K6; K16] 1.052 1.001 4.329968452 21.89 0 2469.508163 3 823.8410645 0.193062482 0.000158923 105.4519442HIITLGQVIHK 4 22749323 2xTMT6plex [N-Term; K11] 0.996 1.026 3.428823709 35.47 0 1717.088881 4 430.0275574 -0.280356956 -0.000120349 56.62275011LAGFELR 6 22749323 1xTMT6plex [N-Term] 1.391 1.384 0.925 2.679208517 24.21 0 1034.619596 2 517.8133545 -0.15858546 -8.20E-05 55.76616485

22749415 STT3A dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A isoform a 3703 NP_689926.1 17.44680851 1 11 13 127 705 80.477 8.07 1.22 1.19 1.18 1.2 Significant 0.000101
EGSPVLLNCLMYK 10 22749415 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 1.263 1.267 1.265 4.09488821 50.68 0 1982.085512 2 991.5449219 -1.485566583 -0.00147226 82.35443744

VGQAMASTEEK 24 22749415 2xTMT6plex [N-Term; K11] 1.129 1.096 1.169 4.618583202 54.38 0 1608.866728 2 804.9346924 -2.871564372 -0.002309982 33.64967985ENDYYTPTGEFR 4 22749415 1xTMT6plex [N-Term] 1.273 1.404 3.920909643 37.18 0 1720.801596 2 860.9036255 -0.942225671 -0.000810692 39.96063512FLAEEGFYK 22 22749415 2xTMT6plex [N-Term; K9] 1.218 1.234 1.118 4.375422955 50.88 0 1561.866652 2 781.4295654 -9.474317547 -0.00739881 67.83155152FGQVYTEAK 12 22749415 2xTMT6plex [N-Term; K9] 1.193 1.204 1.347 4.210917473 52.23 0 1500.846251 2 750.9260864 -0.902516455 -0.000677269 48.2297338IGGSTDTGK 6 22749415 2xTMT6plex [N-Term; K9] 1.346 1.427 1.264 2.90457201 42.38 0 1293.741451 2 647.3757324 2.115448761 0.001368422 25.02558967FESVIHEFDPYFNYR 2 22749415 1xTMT6plex [N-Term] 1.654 3.547641277 6.73 0 2192.065021 3 731.3604736 0.842456049 0.000615573 92.09502378NLDISRPDK 5 22749415 2xTMT6plex [N-Term; K9] 1.108 1.018 0.908 3.521168232 11.9 0 1515.889513 3 505.9674377 -1.156111685 -0.000584179 33.25745192HNTPEDAK 6 22749415 2xTMT6plex [N-Term; K8] 1.184 1.206 1.294 3.379081011 30.84 0 1369.747599 3 457.2539063 -0.316759088 -0.000144627 16.37550814NAEIGNK 6 22749415 2xTMT6plex [N-Term; K7] 1.083 1.165 1.035 3.469414949 34.95 0 1203.709757 2 602.3591919 1.121340966 0.000674885 23.63665503EAYYWLR 6 22749415 1xTMT6plex [N-Term] 1.286 1.376 1.338 2.836764097 32.27 0 1229.651625 2 615.3292236 -0.369327674 -0.000227072 52.03267881IIFDDFR 15 22749415 1xTMT6plex [N-Term] 1.325 1.191 1.418 2.753687382 28.99 0 1154.640726 2 577.8239136 -0.151762846 -8.76E-05 68.50307246AWYPLGR 9 22749415 1xTMT6plex [N-Term] 0.867 0.934 1.476 2.474784136 15.59 0 1091.619931 2 546.3138428 0.437988408 0.000239058 51.26042331189217919 PATL1 protein PAT1 homolog 1 219988 NP_689929.2 17.79220779 1 10 10 31 770 86.796 6.67 0.99 1.15 1.01 1.05 Significant 0.00229 MVIENELEDPAIMR 2 189217919 1xTMT6plex [N-Term] 1.205 3.220189095 24.08 0 1888.970986 2 944.9877319 -1.481617681 -0.001399366 68.85233439IQMMQLQSTDPYLDDFYYQNYFEK 2 189217919 2xTMT6plex [N-Term; K24] 100 4.00039053 35.42 0 3538.6951 3 1180.237427 0.742263281 0.000875548 99.6652313YLLSLEEERPALMDDR 3 189217919 1xTMT6plex [N-Term] 0.946 0.587 3.994181395 3.93 0 2179.126635 3 727.0453491 -2.359067452 -0.001713569 67.49553172GPLLAQEMPTVSVLEYALPQRPPQGPEDDRDLSER 6 189217919 1xTMT6plex [N-Term] 1.246 0.777 1.741 6.054062843 14.06 1 4133.117473 4 1034.033325 -1.452116663 -0.001500442 93.01554077LTVSSVNNPR 2 189217919 1xTMT6plex [N-Term] 0.94 3.844599247 28.7 0 1315.75313 2 658.3800659 -0.208545248 -0.000137197 33.38671144NLPFLIK 2 189217919 2xTMT6plex [N-Term; K7] 0.969 2.333301306 11.21 0 1302.854965 2 651.9312134 0.142017199 9.25E-05 78.72181505LQLVQGIR 2 189217919 1xTMT6plex [N-Term] 1.111 3.079765081 14.08 0 1155.741108 2 578.3738403 -0.609518803 -0.000352223 53.69563572LAELEEK 4 189217919 2xTMT6plex [N-Term; K7] 0.671 0.729 3.087668657 23.75 0 1289.771689 2 645.3882446 -1.919922889 -0.001238131 48.82653296SEDDETKEK 3 189217919 3xTMT6plex [N-Term; K7; K9] 1.046 1.186 1.167 1.870065331 1 1767.957935 3 589.9910889 0.440305477 0.000259481 20.22288372EKDWVSK 5 189217919 3xTMT6plex [N-Term; K2; K7] 1.294 1.159 1.229 2.570211887 3.47 1 1578.945854 3 526.9870605 0.490257866 0.00025803 37.1303788222749443 MICU2 calcium uptake protein 2, mitochondrial 221154 NP_689939.1 12.90322581 1 4 4 20 434 49.634 9.09 1.11 1.28 1.04 1.14 Significant 0.00386 VATGQELSNNILDTVFK 10 22749443 2xTMT6plex [N-Term; K17] 1.072 1.261 1.078 5.519776821 71.91 0 2307.296032 3 769.7705078 0.406431375 0.000312586 93.4488859FMQFSSLEHEGEYYMTPR 2 22749443 1xTMT6plex [N-Term] 0.89 4.648838997 16.69 0 2481.141633 3 827.7180176 -0.859852415 -0.000711139 75.63380034LSAGESISLDEFK 6 22749443 2xTMT6plex [N-Term; K13] 1.209 1.181 3.858274937 34.37 0 1854.026065 3 618.6796875 -0.83932477 -0.00051871 69.24601416QDDLMTVK 2 22749443 2xTMT6plex [N-Term; K8] 1.454 3.074291706 35.76 0 1407.791772 2 704.3989258 -0.850578561 -0.000598719 42.5999156438570156 NT5DC1 5'-nucleotidase domain-containing protein 1 221294 NP_689942.2 19.12087912 1 7 7 43 455 51.812 6.35 1.05 0.94 0.92 0.97 Significant 0.00173 VVYFGDSMHSDIFPAR 6 38570156 1xTMT6plex [N-Term] 1.095 1.134 0.999 5.579022408 38.56 0 2070.031612 3 690.6806641 -2.016120177 -0.001391144 68.11200164GLALDLEDGNFLK 10 38570156 2xTMT6plex [N-Term; K13] 0.961 1.022 100 4.353133202 82.89 0 1863.062785 2 932.0343628 -0.717261959 -0.000668152 83.31642452
ELLNVTPEDWDFCCK 2 38570156 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C13; C14] 0.99 2.89176321 17.45 0 2384.166675 3 795.3933716 -0.467116631 -0.000371228 82.14062136
MMTPEVLAEAYGK 10 38570156 2xTMT6plex [N-Term; K13] 0.812 0.845 0.925 3.701354265 51.32 0 1898.016763 2 949.5111084 -0.960435735 -0.000911462 77.6668936

ENCGIYFPEIK 4 38570156 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C3] 1.51 1.486 3.560432673 38.39 0 1827.971528 2 914.4887695 -0.69222495 -0.000632684 67.07633535
SQRPEESEPLEK 7 38570156 2xTMT6plex [N-Term; K12] 1.223 0.851 0.867 3.901168823 13.56 0 1887.022377 3 629.6787109 -0.422563881 -0.000265796 26.02239074VVDYLTK 4 38570156 2xTMT6plex [N-Term; K7] 1.272 1.083 2.965788841 34.24 0 1295.79751 2 648.4025879 0.30051088 0.000194701 56.53179148

47271471 C6orf89 bombesin receptor-activated protein C6orf89 isoform a 221477 NP_689947.2 3.672316384 1 1 1 6 354 40.708 6.47 1.02 1.06 0.8 0.96 Significant 0.00701
ELFPVFTHLPFPK 6 47271471 2xTMT6plex [N-Term; K13] 1.02 1.06 0.795 3.318218708 17.98 0 2030.187926 3 677.4005127 -0.463712768 -0.000313808 100.6930415

23308751 HIBADH 3-hydroxyisobutyrate dehydrogenase, mitochondrial precursor 11112 NP_689953.1 37.20238095 1 9 9 72 336 35.306 8.13 0.97 0.96 0.92 0.95 Significant 0.000258
MGAVFMDAPVSGGVGAAR 12 23308751 1xTMT6plex [N-Term] 0.956 1.267 0.928 4.627164841 63.21 0 1921.982554 2 961.4953003 0.400740338 0.000385108 66.26434668EFQDAGEQVVSSPADVAEK 12 23308751 2xTMT6plex [N-Term; K19] 0.933 0.937 0.969 5.727452278 65.18 0 2464.260769 2 1232.634277 0.206580207 0.000254534 54.51663074TPVGFIGLGNMGNPMAK 6 23308751 2xTMT6plex [N-Term; K17] 0.877 1.052 0.78 5.140723705 54.21 0 2162.186622 3 721.4035034 4.317251716 0.003111568 84.20604737DLGLAQDSATSTK 10 23308751 2xTMT6plex [N-Term; K13] 1.07 1.216 0.865 4.745058537 78.99 0 1764.974364 2 882.9910889 0.304222195 0.000268472 40.54817864

HGYPLIIYDVFPDACK 7 23308751 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C15] 0.86 0.675 0.848 5.176728249 30.9 0 2366.261896 3 789.4244385 -1.324354805 -0.00104459 87.56753263SPILLGSLAHQIYR 6 23308751 1xTMT6plex [N-Term] 0.938 0.74 1.014 6.53016758 67.4 0 1797.05842 3 599.6908569 -0.223715164 -0.00013401 74.24589301GSLLIDSSTIDPAVSK 8 23308751 2xTMT6plex [N-Term; K16] 0.947 0.862 0.998 4.048727036 42.76 0 2061.184357 3 687.7329102 -0.087130125 -5.99E-05 68.31980448KDFSSVFQFLR 7 23308751 2xTMT6plex [N-Term; K1] 1.208 1.006 0.844 3.21391201 4.95 1 1832.047076 3 611.3535156 -0.590648032 -0.000360698 83.78073466KGSLLIDSSTIDPAVSK 4 23308751 3xTMT6plex [N-Term; K1; K17] 0.833 0.879 5.047016144 19.77 1 2418.442252 3 806.8186035 -0.411203999 -0.000331491 64.2477225304555614 BRAT1 BRCA1-associated ATM activator 1 221927 NP_689956.2 6.577344702 1 3 3 12 821 88.063 5.27 1.11 1.19 1.01 1.1 Significant 0.00222 VTQALNVLTTTFGR 6 304555614 1xTMT6plex [N-Term] 1.068 1.078 1.187 4.436201096 51.07 0 1750.00605 2 875.5059204 -0.84881403 -0.000742715 92.76855334ATVQAPGPPGLLDGTADDATTVDTLLASK 2 304555614 2xTMT6plex [N-Term; K29] 1.356 4.615590572 63.41 0 3253.756773 3 1085.255859 -1.15181781 -0.001249245 91.71852031AVMQVFTEWLR 4 304555614 1xTMT6plex [N-Term] 1.191 0.914 3.929803133 37.4 0 1608.87695 2 804.942627 0.638585972 0.000513703 104.9218561
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

22749479 CNPY4 protein canopy homolog 4 precursor 245812 NP_689968.1 5.241935484 1 1 1 6 248 28.292 4.64 1.06 1.01 0.85 0.98 Significant 0.00421 EVLELGQVLDTGK 6 22749479 2xTMT6plex [N-Term; K13] 1.064 1.011 0.852 3.450368404 22.83 0 1859.089 3 620.3670044 -1.366290912 -0.000846685 77.9178567223238211 ARPC2 actin-related protein 2/3 complex subunit 2 10109 NP_690601.1 56.66666667 1 16 16 168 300 34.311 7.36 1 0.95 1 0.98 Significant 0.000287 VYGSFLVNPESGYNVSLLYDLENLPASK 2 23238211 2xTMT6plex [N-Term; K28] 1.1 4.131353378 62.56 0 3546.877222 3 1182.962646 -1.081474389 -0.001278619 112.2410722DTDAAVGDNIGYITFVLFPR 10 23238211 1xTMT6plex [N-Term] 1.296 1.249 1.579 5.834879398 68.73 0 2413.260092 2 1207.135132 1.199751276 0.001447656 106.9134795DSIVHQAGMLK 10 23238211 2xTMT6plex [N-Term; K11] 0.969 0.88 0.964 4.070580006 57.72 0 1656.950733 2 828.9804688 1.767300586 0.001464165 43.92688672ELQAHGADELLK 10 23238211 2xTMT6plex [N-Term; K12] 1.132 1.048 1.107 5.237691879 28.71 0 1782.016169 3 594.6766357 -0.457618428 -0.000271828 46.17861695DNTINLIHTFR 6 23238211 1xTMT6plex [N-Term] 1.171 1.075 1.049 4.020299435 48.97 0 1572.869556 3 524.9614258 0.106705448 5.59E-05 51.46337478YFQFQEEGKEGENR 4 23238211 2xTMT6plex [N-Term; K9] 0.753 0.862 1.005 4.889720917 12.61 1 2219.113317 3 740.3745728 -1.871061856 -0.001384033 44.71135369IIEETLALK 14 23238211 2xTMT6plex [N-Term; K9] 1.058 1.116 0.982 4.329391003 54.52 0 1487.944902 2 744.4765015 0.553884547 0.000412075 81.72651326DDETMYVESK 16 23238211 2xTMT6plex [N-Term; K10] 0.952 0.863 1.239 4.880135536 56.58 0 1674.829674 2 837.9182129 -0.313278871 -0.000262344 46.0974613YFQFQEEGK 22 23238211 2xTMT6plex [N-Term; K9] 0.817 0.855 0.94 4.2496171 43.75 0 1633.862629 2 817.434082 -1.065950998 -0.000870809 61.36508673ASHTAPQVLFSHR 6 23238211 1xTMT6plex [N-Term] 0.994 0.845 1.308 5.548294067 24.04 0 1679.917903 4 420.7348938 -0.094108579 -3.95E-05 30.65691946ELQAHGADELLKR 4 23238211 2xTMT6plex [N-Term; K12] 2.626 2.927 3.57226038 7.18 1 1938.11728 4 485.2838745 -1.863794911 -0.000903063 40.61740021
NCFASVFEK 12 23238211 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1 0.995 1.042 3.869244337 37.95 0 1559.829221 2 780.4175415 -0.906780158 -0.000707211 61.74550485
DDDDVVIGK 4 23238211 2xTMT6plex [N-Term; K9] 0.702 0.674 3.939625263 49.27 0 1433.788795 2 717.3984375 0.560026695 0.00040148 48.83703849MILLEVNNR 2 23238211 1xTMT6plex [N-Term] 1.031 2.531281471 7.31 0 1330.771422 2 673.8867798 -0.040325991 -2.72E-05 46.16290011MILLEVNNR 10 23238211 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.186 0.985 1.041 2.479730606 28.17 0 1346.766337 2 673.8867798 -0.040325991 -2.72E-05 46.16290011DDETMYVESK 10 23238211 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 0.774 0.929 0.75 2.615070581 54.17 0 1690.824589 2 837.9182129 -0.313278871 -0.000262344 46.0974613DSIVHQAGMLK 4 23238211 2xTMT6plex [N-Term; K11]; 1xOxidation [M9] 1.084 3.744482279 9.73 0 1672.945648 2 828.9804688 1.767300586 0.001464165 43.92688672VFMQEFK 12 23238211 2xTMT6plex [N-Term; K7] 0.916 0.916 0.967 3.376207352 37.63 0 1386.785565 2 693.8950806 -1.932798592 -0.001340189 63.99689549EPPLELK 10 23238211 2xTMT6plex [N-Term; K7] 0.923 0.91 0.835 2.656455517 21.56 0 1283.79751 2 642.4020386 -0.552448152 -0.000354616 52.89353206

23097240 LRWD1 leucine-rich repeat and WD repeat-containing protein 1 isoform 1 222229 NP_690852.1 17.1561051 1 7 7 27 647 70.816 7.21 1.45 1.12 0.9 1.16 Significant 0.0186
WPQPWALGQVVTK 4 23097240 2xTMT6plex [N-Term; K13] 1.885 1.396 4.346405983 38.6 0 1968.147124 3 656.722168 2.45234525 0.001608859 87.33049673SLDLSGLELLSEHLDPK 8 23097240 2xTMT6plex [N-Term; K17] 1.35 1.309 4.614640236 28.46 0 2324.311348 4 581.8328857 -0.703447604 -0.000408758 97.64413325LEELSLEGNPFLTVNDNLK 3 23097240 2xTMT6plex [N-Term; K19] 0.667 0.01 4.793700695 18.06 0 2603.433254 3 868.4781494 -5.131315655 -0.004453013 96.20492539DASSTYSQVENLNR 6 23097240 1xTMT6plex [N-Term] 0.541 1.078 1.205 4.506518364 44.34 0 1812.892536 2 906.9488525 -1.162474793 -0.001053721 35.54264769VSFLLPTLR 4 23097240 1xTMT6plex [N-Term] 1.169 1.099 3.1308465 34.61 0 1274.803374 2 637.9056396 0.492873558 0.000314158 83.40048301QPPLLPAALQAPTQILK 1 23097240 2xTMT6plex [N-Term; K17] 0.886 3.15941 0 2257.404795 3 753.1399536 0.227012827 0.00017082 94.65279037

GIVLCGDEEGNVWLYDVSNILK 1 23097240 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C5] 1.052 1.920782328 0 2951.558865 3 984.5214844 -3.037569437 -0.002988522 111.9015103
23097250 TIPRL TIP41-like protein isoform 1 261726 NP_690866.1 57.72058824 1 11 11 110 272 31.424 5.91 0.93 0.98 0.93 0.95 Significant 0.00031 ISSLMHVPPSLFTEPNEISQYLPIK 25 23097250 2xTMT6plex [N-Term; K25] 0.912 0.933 1.019 4.485588551 24.64 0 3298.816142 3 1100.275513 -1.26029578 -0.001385828 111.6248387VACAEEWQESR 6 23097250 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.828 1.144 0.709 4.169295788 43.35 0 1593.752872 2 797.3798828 -0.240184665 -0.000191397 34.32033369VVPTTDHIDTEK 18 23097250 2xTMT6plex [N-Term; K12] 0.988 0.94 0.917 4.120305538 52.57 0 1813.01075 2 907.010376 1.503379462 0.001362822 36.32033327IQHGSGFGIEFNATDALR 4 23097250 1xTMT6plex [N-Term] 0.803 0.888 6.395210266 31.04 0 2162.119182 3 721.3722534 -7.850957633 -0.005658235 62.00394996LADELHMPSLPEMMFGDNVLR 16 23097250 1xTMT6plex [N-Term] 1.059 0.971 0.852 5.373196125 42.05 0 2644.313466 3 882.1094971 0.178500372 0.000157337 105.0508241FFEEVLLFEDELHDHGVSSLSVK 5 23097250 2xTMT6plex [N-Term; K23] 0.58 1.091 5.911096573 57.16 0 3134.645037 4 784.4158936 -1.050569111 -0.00082329 110.9410027IDPNPADSQK 12 23097250 2xTMT6plex [N-Term; K10] 0.91 0.975 0.831 3.507470846 47.04 0 1542.852793 2 771.9297485 -0.370858251 -0.00028609 31.87478322EVIKPYDWTYTTDYK 6 23097250 3xTMT6plex [N-Term; K4; K15] 0.984 0.988 1.073 4.908484936 15.88 0 2609.410617 3 870.4729614 -2.409069931 -0.002095418 67.01306911

DFCFGPWK 6 23097250 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.96 1.071 3.415629864 25.96 0 1514.786628 2 757.8959961 -1.262377463 -0.000956116 71.11075272
TEGEHSK 6 23097250 2xTMT6plex [N-Term; K7] 1.013 1.109 1.069 3.315442085 34.19 0 1245.683937 3 415.8995361 0.095215515 3.95E-05 15.56701938LYHEADK 6 23097250 2xTMT6plex [N-Term; K7] 0.883 0.896 0.878 2.719482183 16.99 0 1333.751622 3 445.2553406 -0.115239961 -5.12E-05 24.32624204261878550 MTIF3 translation initiation factor IF-3, mitochondrial 219402 NP_690876.3 14.38848921 1 4 4 17 278 31.706 9.69 0.74 0.87 0.98 0.86 Significant 0.00639 NTSTEPAEYQLMTGLQILQER 4 261878550 1xTMT6plex [N-Term] 1.11 1.435 5.277680397 51.1 0 2651.354797 3 884.4494629 -7.905829183 -0.006987053 89.58499264AYKETQETQER 5 261878550 2xTMT6plex [N-Term; K3] 1.51 2.305 100 3.153279066 7.86 1 1840.980512 3 614.3309937 -1.132256944 -0.000694821 19.85284946VIHLFDEK 6 261878550 2xTMT6plex [N-Term; K8] 0.728 0.824 0.86 3.015790462 23.54 0 1458.872072 3 486.9622192 0.022507007 1.09E-05 56.82489801ETQETQER 2 261878550 1xTMT6plex [N-Term] 0.799 2.306000948 21.32 0 1249.622175 2 625.31427 -0.729477242 -0.000455785 13.927377948928019 N4BP1 NEDD4-binding protein 1 9683 NP_694574.3 15.40178571 1 10 10 39 896 100.316 5.36 0.94 0.73 0.69 0.79 Significant 0.00957 VYGPSTEPLLLLEEIEK 8 48928019 2xTMT6plex [N-Term; K17] 1.074 0.562 0.671 5.105965137 31.98 0 2388.3678 3 796.7939453 -0.216747395 -0.000172557 110.7609611RDPNVTEQHFLTQLQELGILSLTPAR 6 48928019 1xTMT6plex [N-Term] 1.18 0.906 0.817 8.330352783 42.71 1 3205.753076 4 802.1929321 -0.991038392 -0.000794256 100.9237513VPGTQAASTSHQPPTR 4 48928019 1xTMT6plex [N-Term] 0.739 0.538 6.197849274 48.35 0 1863.987439 3 622.0004272 -0.381376882 -0.000236961 21.06472642DMQPLLSALPNVGMFDPSFR 2 48928019 1xTMT6plex [N-Term] 1.062 4.694849491 31.42 0 2464.256603 3 822.0911865 0.975235416 0.000801077 107.7649355

IWLQLCGAQEAVHSAK 2 48928019 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C6] 0.718 5.42928791 58.78 0 2269.252728 3 757.0894165 0.426572901 0.000322667 71.82619969DETVLQEEAR 4 48928019 1xTMT6plex [N-Term] 0.587 0.822 4.154327869 45.03 0 1418.732454 2 709.8684082 -2.053843022 -0.001456927 28.41661993SAGPSDHIDSSVTGVQR 2 48928019 1xTMT6plex [N-Term] 1.074 4.525550842 27.63 0 1941.982748 3 647.9989624 -0.213118767 -0.000137958 25.08794537ENLPSSQK 5 48928019 2xTMT6plex [N-Term; K8] 0.707 0.577 0.608 2.878902197 15.43 0 1360.783651 2 680.8944092 -1.54968839 -0.001054395 33.17546259DPNVTEQHFLTQLQELGILSLTPAR 2 48928019 1xTMT6plex [N-Term] 0.01 2.16532588 0 3049.651965 3 1017.21991 -2.22613799 -0.002262982 110.6138862AELLEQSR 4 48928019 1xTMT6plex [N-Term] 1.111 0.764 2.573727131 16.66 0 1174.662918 2 587.8358154 1.222954563 0.00071828 32.45050181223633935 PROSER2 proline and serine-rich protein 2 254427 NP_694988.3 5.977011494 1 2 2 12 435 45.774 7.2 0.99 0.96 0.95 0.97 Significant 0.000155 SGDPGPGPSHPAQPK 6 223633935 2xTMT6plex [N-Term; K15] 0.881 0.991 0.998 4.498054504 27.59 0 1887.012481 3 629.6749878 -1.0974496 -0.0006903 19.4436368SVPTPLVMAQK 6 223633935 2xTMT6plex [N-Term; K11] 1.342 0.782 0.788 3.648071766 36.97 0 1628.98097 2 814.9939575 -0.203594114 -0.000165825 61.74028439194394161 LRRC57 leucine-rich repeat-containing protein 57 255252 NP_694992.2 32.63598326 1 6 6 38 239 26.737 8.43 0.93 0.92 0.91 0.92 Significant 0.0000394 ELPSTFGQLSALK 12 194394161 2xTMT6plex [N-Term; K13] 0.858 0.924 0.603 4.998319626 51.28 0 1849.083521 2 925.0449829 -0.449698285 -0.000415765 80.14771167SIPDSVGELQVIELNLNQNQISQISVK 2 194394161 2xTMT6plex [N-Term; K27] 0.534 3.601526499 53.47 0 3423.909919 3 1141.970093 -4.145576263 -0.00473136 100.5239349IESLPPLLIGK 10 194394161 2xTMT6plex [N-Term; K11] 1.109 0.839 0.965 4.247402668 43.56 0 1638.060601 2 819.5333862 -0.674418921 -0.00055237 92.11127807
LTVLPDEICNLK 6 194394161 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 0.924 1.016 3.136826754 25.78 0 1873.086892 3 625.0346069 1.268329191 0.000791897 80.20660843

TIDLSNNK 4 194394161 2xTMT6plex [N-Term; K8] 1.048 0.897 2.713293791 22.57 0 1362.799301 2 681.9033813 0.136106111 9.27E-05 37.69138767ELEGYDK 4 194394161 2xTMT6plex [N-Term; K7] 1.061 0.935 2.368271589 32.55 0 1311.719653 2 656.3627319 -1.117672369 -0.000733036 32.461518123397574 SNX33 sorting nexin-33 isoform 1 257364 NP_695003.1 6.620209059 1 3 3 10 574 65.223 6.79 0.85 0.96 1 0.94 Significant 0.00228 KMDDSVLQLSTVASELVR 6 23397574 2xTMT6plex [N-Term; K1] 0.832 0.962 1.045 5.961969376 27.71 1 2449.373631 3 817.128479 -1.121506432 -0.000915663 92.53140711FTVISVPHLPEK 2 23397574 2xTMT6plex [N-Term; K12] 0.874 3.414171219 14.62 0 1825.098777 3 609.0374756 -0.494999065 -0.000301141 80.05482751FEEDFIEK 2 23397574 2xTMT6plex [N-Term; K8] 0.908 3.049445868 23.83 0 1514.814282 2 757.9089966 -2.353665383 -0.001782683 61.3790460724497577 AKR1A1 alcohol dehydrogenase [NADP(+)] 10327 NP_697021.1 61.84615385 1 19 20 178 325 36.55 6.79 0.85 0.86 0.92 0.88 Significant 0.000621 DPDEPVLLEEPVVLALAEK 8 24497577 2xTMT6plex [N-Term; K19] 0.719 0.559 0.624 5.159977913 61.57 0 2534.436942 3 845.4845581 0.85960174 0.000726202 108.3688602AWRDPDEPVLLEEPVVLALAEK 12 24497577 2xTMT6plex [N-Term; K22] 0.841 0.859 0.814 7.291626453 45.68 1 2947.65448 3 983.2240601 1.067579597 0.001048952 104.964513GLEVTAYSPLGSSDR 6 24497577 1xTMT6plex [N-Term] 0.799 0.541 1.046 5.232976913 53.1 0 1780.927859 2 890.9667969 -0.865666732 -0.000770845 55.11198556GLVQALGLSNFNSR 15 24497577 1xTMT6plex [N-Term] 0.822 0.797 0.851 4.270331383 48.08 0 1704.959434 3 568.991333 0.007010981 3.98E-06 72.33459848HHPEDVEPALR 6 24497577 1xTMT6plex [N-Term] 0.767 0.698 0.715 4.082014084 51.26 0 1528.806956 3 510.2737732 -0.124077092 -6.32E-05 19.46065639HIDCAAIYGNEPEIGEALKEDVGPGK 8 24497577 3xTMT6plex [N-Term; K19; K26]; 1xCarbamidomethyl [C4] 1.048 1.315 1.609 6.066350937 44.39 1 3469.82403 4 868.2090454 -2.789400641 -0.002419682 69.21471474
NADGTICYDSTHYK 6 24497577 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 0.781 0.759 0.717 5.380013943 54.4 0 2103.021725 3 701.6782837 -0.678764163 -0.000475819 33.33388448

HIDCAAIYGNEPEIGEALK 2 24497577 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C4] 0.705 5.231471062 47.39 0 2558.332495 3 853.4498901 1.025140462 0.000874217 60.83214451
YIVPMLTVDGK 16 24497577 2xTMT6plex [N-Term; K11] 0.826 0.747 0.758 3.940190792 57.18 0 1693.996286 2 847.5007935 -1.166157183 -0.000987733 81.01247856VFDFTFSPEEMK 13 24497577 2xTMT6plex [N-Term; K12] 0.922 0.879 0.872 4.234613419 54.92 0 1934.997408 2 968.00177 -0.591437969 -0.000572215 89.45751373MPILGLGTWK 54 24497577 2xTMT6plex [N-Term; K10] 0.895 0.999 0.914 4.237482071 49.02 0 1573.954027 2 787.4802856 -0.465357263 -0.000366225 92.19751952EELFVTSK 6 24497577 2xTMT6plex [N-Term; K8] 0.641 0.808 0.79 3.213563204 43.37 0 1410.824453 2 705.9155884 -0.391666154 -0.000276286 51.01134569DAGHPLYPFNDPY 6 24497577 1xTMT6plex [N-Term] 0.674 0.787 1.165 3.245067835 16.42 0 1734.832502 2 867.9200439 0.178271173 0.000154635 57.79028452ALEALVAK 10 24497577 2xTMT6plex [N-Term; K8] 0.669 0.834 0.976 3.037515163 47.17 0 1272.829144 2 636.9179077 -0.47566503 -0.00030272 62.00225314YALSVGYR 2 24497577 1xTMT6plex [N-Term] 0.849 2.351356268 20.62 0 1157.651625 2 579.3304443 1.716632044 0.000993631 42.41340031SPAQILIR 22 24497577 1xTMT6plex [N-Term] 1.001 1.016 0.747 3.116226673 30.32 0 1126.714559 2 563.8609619 0.077932893 4.39E-05 52.85099287KVICIPK 8 24497577 3xTMT6plex [N-Term; K1; K7]; 1xCarbamidomethyl [C4] 1.152 1.168 1.256 3.906296253 16.59 1 1545.016517 3 515.6776123 1.14332374 0.000588818 51.00959645
MPILGLGTWK 4 24497577 2xTMT6plex [N-Term; K10]; 1xOxidation [M1] 1.176 2.083962917 13.16 0 1589.948942 2 787.4802856 -0.465357263 -0.000366225 92.19751952GDNPFPK 6 24497577 2xTMT6plex [N-Term; K7] 0.807 0.872 0.751 2.651336432 26.29 0 1232.703944 2 616.8554688 -0.229487381 -0.000141445 38.11701405EDVGPGK 6 24497577 2xTMT6plex [N-Term; K7] 0.654 0.622 0.668 1.66089797 16.19 0 1159.672309 2 580.3389282 -1.491330502 -0.000864727 108.6758378SEPGQVK 2 24497577 2xTMT6plex [N-Term; K7] 0.958 1.961699128 9.79 0 1202.714508 2 601.8603516 -0.89956926 -0.000540962 20.61763446

223972651 ALDH16A1 aldehyde dehydrogenase family 16 member A1 isoform 1 126133 NP_699160.2 14.08977556 1 6 6 22 802 85.074 6.79 0.85 0.95 0.94 0.91 Significant 0.00121
EIFTSLEYGPVPESHACALAWLDTQDR 4 223972651 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.24 5.057309628 20.32 0 3334.625158 3 1112.215332 1.884782683 0.002095015 90.89167515LLIQESVWDEAMR 4 223972651 1xTMT6plex [N-Term] 0.789 0.776 4.368638039 44.77 0 1818.962136 2 909.9821777 -2.780185002 -0.002528526 83.04126403VAFCGAPEEGR 6 223972651 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.952 1.037 0.979 3.875776529 36.45 0 1421.704465 2 711.3551636 -0.995025054 -0.000707316 36.1213283DSSGNLHGYVAEGGAK 2 223972651 2xTMT6plex [N-Term; K16] 0.995 2.755207062 17.96 0 2020.049989 3 674.0210571 -0.678450181 -0.000456834 30.54859715

NLNYDTFGLAVPSTLPAGPEIGPSPAPPYGLFVGGR 2 223972651 1xTMT6plex [N-Term] 4.142170906 23.04 0 3871.026791 3 1291.015015 0.955835625 0.001233355 107.7489743GWSAHPGVVR 4 223972651 1xTMT6plex [N-Term] 0.729 0.911 3.844476938 21.46 0 1294.72177 3 432.2442932 -2.659730768 -0.00114787 26.7686296331543184 ERI1 3'-5' exoribonuclease 1 90459 NP_699163.2 2.578796562 1 1 1 6 349 40.038 6.7 1.3 1.3 1.5 1.36 Significant 0.00237 ADTFPQVLK 6 31543184 2xTMT6plex [N-Term; K9] 1.297 1.297 1.495 3.908476591 28.13 0 1476.882636 2 738.9442749 -0.922961161 -0.000681553 61.8445724924041018 UXT protein UXT isoform 1 8409 NP_705582.1 7.692307692 1 1 1 8 169 19.584 7.12 0.98 1.22 1.07 1.09 Significant 0.0041 SSLLTELSNSLTK 8 24041018 2xTMT6plex [N-Term; K13] 0.98 1.222 1.074 4.004170418 28.29 0 1851.083915 3 617.6984253 -1.724374064 -0.001063987 87.849918
24430149 NUP155 nuclear pore complex protein Nup155 isoform 1 9631 NP_705618.1 31.70381021 1 31 31 147 1391 155.1 6.16 1.32 1.27 1.26 1.28 Significant 0.000209

CITDTLQELVNQSK 6 24430149 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C1] 0.912 1.235 1.323 4.631320477 32.13 0 2107.146926 3 703.053833 0.009497884 6.67E-06 83.49593105
YVENPSQVLNCER 6 24430149 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.496 0.895 1.233 4.19311285 26.21 0 1836.911163 2 918.9592896 0.075807456 6.96E-05 44.34958725

SVFKPIVQIAVIENSESLDCQLLAVTHAGVR 8 24430149 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C20] 1.654 1.543 1.833 8.823807716 61.85 0 3852.14575 4 963.7922363 0.354532925 0.000341428 111.0806121LLQVASPFLEPHLVR 6 24430149 1xTMT6plex [N-Term] 0.62 0.559 0.513 5.625684738 45.35 0 1948.158134 3 650.0570068 -0.855326967 -0.000555437 87.34876231HLLVSNVGGDGEEIER 8 24430149 1xTMT6plex [N-Term] 1.201 0.98 1.003 3.768431902 31.25 0 1953.023884 3 651.6802368 1.163743688 0.000757606 41.12530231ISNQVDLSNVCAQYR 4 24430149 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.507 1.572 4.751912594 52.22 0 1996.01194 2 998.5103149 0.708133446 0.000706721 51.10148381
KPLHLLDCIHVLLIR 8 24430149 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 2.077 1.92 2.249 6.106674671 43.78 0 2298.424819 4 575.3615723 -0.156736691 -9.01E-05 86.77543131IMGNIWDASLVVER 2 24430149 1xTMT6plex [N-Term] 1.302 4.829031467 62.53 0 1831.99377 2 916.5007324 0.228075967 0.000208917 86.47136728ELSDSVTLSSSDR 6 24430149 1xTMT6plex [N-Term] 1.547 1.687 2.141 4.617548466 54.2 0 1624.822725 2 812.9152832 0.347561763 0.000282363 37.08047726LHQEDQACATCLILACSTAACDR 2 24430149 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C8; C11; C16; C21] 100 5.597127438 14.42 0 2893.326233 3 965.1150513 1.509424877 0.001455753 56.12413149HGEPEEDIVGLQAFQER 6 24430149 1xTMT6plex [N-Term] 0.866 1.482 1.142 5.132944107 41.84 0 2183.093026 3 728.3691406 -0.072307958 -5.26E-05 62.17619835SSTAISSIAADGEFLHELEEK 4 24430149 2xTMT6plex [N-Term; K21] 1.31 1.246 7.250910759 50.01 0 2692.408161 3 898.1398315 -1.195963205 -0.00107334 84.71022322LLEVYDQLFK 10 24430149 2xTMT6plex [N-Term; K10] 1.315 1.266 1.095 4.778219223 54.77 0 1726.01913 2 863.5092163 -4.619683916 -0.003986831 104.9112199NSQFAGGPLGNPNTTAK 2 24430149 2xTMT6plex [N-Term; K17] 1.664 3.969292641 18.27 0 2132.150037 3 711.3879395 -0.362024535 -0.000257297 43.56783293IQLQIQETLQR 8 24430149 1xTMT6plex [N-Term] 1.627 1.128 1.231 4.143179893 29.6 0 1598.942721 2 799.9748535 -0.181838127 -0.000145374 62.3901226EITAIESSVPCQLLESVLQELK 2 24430149 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C11] 0.852 3.116710901 3.72 0 2944.631696 3 982.2162476 0.846780188 0.000831152 113.1206961ISLQAIQQLVR 4 24430149 1xTMT6plex [N-Term] 1.414 1.375 4.158864975 52.49 0 1497.931428 2 749.4695435 0.255034413 0.000191012 90.77699678RVPLPPELVEQFGHMQCNCMMGVFPPISR 2 24430149 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C17; C19] 1.254 4.918457031 21.86 1 3655.802962 4 914.7058716 -0.357073915 -0.000326348 101.4838246
LPPGFSASSTVEKPSK 6 24430149 3xTMT6plex [N-Term; K13; K16] 1.386 4.565966606 15.59 0 2319.352709 4 580.5927734 -1.485203172 -0.000861178 56.58096422LADMHSTEISLQQR 2 24430149 1xTMT6plex [N-Term] 1.428 2.827028275 26.12 0 1857.969012 3 619.9940186 -0.812562495 -0.000503239 44.95693808LYGEFADPFK 2 24430149 2xTMT6plex [N-Term; K10] 0.878 2.839528561 19.6 0 1644.903766 3 548.9727173 -0.101528451 -5.57E-05 77.50556331AAPQSPSVPK 6 24430149 2xTMT6plex [N-Term; K10] 1.334 1.409 2.729622602 32.17 0 1439.862235 2 720.4343262 -0.596915614 -0.000429738 110.194124AGIFQPHVR 4 24430149 1xTMT6plex [N-Term] 1.39 1.313 2.891629934 27 0 1253.731606 3 418.5820923 0.093461366 3.91E-05 36.43404482KFHEAQLSEK 6 24430149 3xTMT6plex [N-Term; K1; K10] 1.403 1.387 1.513 3.807686567 18.85 1 1904.120858 4 476.7857666 0.198588366 9.45E-05 33.69427943EVSAWATR 4 24430149 1xTMT6plex [N-Term] 1.365 1.074 3.132921457 38.72 0 1148.626138 2 574.8155518 -2.012320892 -0.001155702 45.34248938ANELLQR 2 24430149 1xTMT6plex [N-Term] 0.721 2.638641596 31.4 0 1072.631224 2 536.8188477 -0.750497918 -0.000402504 39.15972328MHALSLK 6 24430149 2xTMT6plex [N-Term; K7] 1.589 1.833 1.685 2.560245991 21.86 0 1257.775335 3 419.930542 1.381905428 0.000579376 41.72521547ELQEQLK 6 24430149 2xTMT6plex [N-Term; K7] 1.141 1.064 0.98 3.267948389 30.2 0 1345.809137 2 673.4064941 -2.545203964 -0.001712679 47.02248075YGGEAQMR 2 24430149 1xTMT6plex [N-Term] 0.749 2.200912952 14.34 0 1140.566909 2 570.7862549 -1.469211812 -0.000837867 19.6502932DHIPITDSPVVVQQHMLPPK 1 24430149 2xTMT6plex [N-Term; K20] 1.008 2.26299262 0 2709.516213 4 678.1320801 -3.58816731 -0.002430549 64.63343213LRPVDQLR 6 24430149 1xTMT6plex [N-Term] 2.306 1.478 1.566 3.827150345 22.71 0 1225.757821 3 409.2577209 0.643228037 0.000262814 30.8238282423957690 COG7 conserved oligomeric Golgi complex subunit 7 91949 NP_705831.1 24.93506494 1 13 13 51 770 86.289 5.47 1.06 1.13 1.17 1.12 Significant 0.000823 LNQQAHQLAFDSVFLR 4 23957690 1xTMT6plex [N-Term] 0.965 0.802 6.459706306 28.99 0 2116.150088 3 706.0553589 0.678326251 0.00047848 71.18170417VQLLAAWQELCQSDLSLDR 4 23957690 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 1.241 1.367 5.90484333 50.78 0 2474.291075 3 825.4344482 -0.922722254 -0.000761028 106.0566619LLEFYDATAHFAK 4 23957690 2xTMT6plex [N-Term; K13] 1.172 1.233 4.614511013 37.39 0 1984.09442 3 662.0356445 -1.02788266 -0.000679805 82.65580874LEALASPQIVAAFTSQAVDQSK 4 23957690 2xTMT6plex [N-Term; K22] 1.043 1.303 7.042517662 66.5 0 2732.523466 3 911.5117188 -1.047734827 -0.00095432 103.2859749LFGLASAAVDR 6 23957690 1xTMT6plex [N-Term] 1.433 1.196 1.256 4.552201271 55.08 0 1348.778616 2 674.8929443 -0.003001327 -2.02E-06 75.19309013TQDIAVISAK 4 23957690 2xTMT6plex [N-Term; K10] 1.034 1.107 2.735479832 16.79 0 1503.914665 2 752.4611816 0.280615157 0.000211011 49.28235856LPFPPEQGDELPELDNMADNWLGSIAR 5 23957690 1xTMT6plex [N-Term]; 1xOxidation [M17] 0.843 0.937 1.587 2.76183176 11.33 0 3269.598609 3 1090.530151 -6.945179257 -0.007569316 102.7714227SLAGFQESILTDKK 4 23957690 3xTMT6plex [N-Term; K13; K14] 0.883 1.15 4.295604706 12.3 1 2224.315595 3 742.1081543 -2.55592749 -0.001895063 67.78624633GLEMALLPHLHEHNLVK 2 23957690 2xTMT6plex [N-Term; K17] 1.095 2.932430267 24.07 0 2409.384076 5 482.68396 2.746288876 0.001323373 67.26592499FLADDFDVK 4 23957690 2xTMT6plex [N-Term; K9] 0.989 0.906 4.121278286 43.04 0 1527.845916 2 764.4255371 -1.386789877 -0.001059401 72.02950979GSSNHNLLAAPR 4 23957690 1xTMT6plex [N-Term] 1.083 1.051 3.846260548 17.05 0 1465.80729 3 489.2739868 0.079689342 3.89E-05 23.79358242DVEALKQEASFLK 4 23957690 3xTMT6plex [N-Term; K6; K13] 1.286 1.509 1.391 3.089263916 0.09 1 2165.278481 3 722.4271851 -5.301467834 -0.003826385 73.44222158LATTVATMR 2 23957690 1xTMT6plex [N-Term] 0.819 3.235317707 18.9 0 1192.692109 2 596.8496094 -0.140212213 -8.36E-05 51.2876169687116681 LPCAT4 lysophospholipid acyltransferase LPCAT4 254531 NP_705841.2 17.7480916 1 5 5 23 524 57.183 8.97 2.11 1.93 1.47 1.84 Significant 0.0106 VMAQALGIPATECEFVGSLPVIVVGR 7 87116681 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.475 100 6.128594398 63.02 0 2942.604486 3 981.5400391 0.366191755 0.000359186 108.5429622FKPGAFIAGVPVQPVLIR 6 87116681 2xTMT6plex [N-Term; K2] 2.537 1.981 1.727 6.322303295 25.57 0 2367.468064 3 789.8267822 -0.95911761 -0.000756893 94.00536583DVALALAALDGGR 6 87116681 1xTMT6plex [N-Term] 1.708 1.655 1.396 4.904389858 73.83 0 1470.847758 2 735.9277954 0.378013502 0.000278 86.70138214QLQLSDPQTVAGAFGYFQQDTK 2 87116681 2xTMT6plex [N-Term; K22] 1.238 4.089736938 23.79 0 2900.519443 3 967.5137939 2.54624252 0.002461809 85.74194153AENLSVPVIGALLR 2 87116681 1xTMT6plex [N-Term] 1.496 4.366749287 41.05 0 1681.020971 2 841.0126343 -1.772449816 -0.001489763 96.1394766485838513 PANK2 pantothenate kinase 2, mitochondrial isoform 1 preproprotein 80025 NP_705902.2 5.438596491 1 3 3 12 570 62.641 9.28 0.75 0.71 0.72 0.73 Significant 0.000273
FEQDFLTIGDLQLCK 2 85838513 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C14] 0.691 3.700041533 32.56 0 2285.225176 3 762.4084473 -6.29588422 -0.004795838 97.71670111DIYGGDYER 4 85838513 1xTMT6plex [N-Term] 0.756 0.782 3.193431854 24.81 0 1316.632011 2 658.8190308 -0.931556085 -0.000613258 28.75122665LVYFEPK 6 85838513 2xTMT6plex [N-Term; K7] 0.741 0.644 0.729 2.985051155 22.76 0 1353.818245 2 677.4096069 -4.65939415 -0.003153986 64.8801659724119203 TPM3 tropomyosin alpha-3 chain isoform Tpm3.1cy 7170 NP_705935.1 65.72580645 1 13 22 322 248 29.015 4.78 0.73 0.75 0.73 0.74 Significant 0.0000819 IQLVEEELDR 24 24119203 1xTMT6plex [N-Term] 0.657 0.65 0.736 4.455230236 72.11 0 1472.815789 2 736.9118652 0.451182527 0.000332254 71.66235835EQAEAEVASLNR 48 24119203 1xTMT6plex [N-Term] 0.908 0.997 0.91 4.847807407 57.77 0 1545.807016 2 773.4049072 -2.896659693 -0.002238838 108.7891635IQVLQQQADDAEER 29 24119203 1xTMT6plex [N-Term] 0.663 0.709 0.611 5.202277184 67.11 0 1871.966035 2 936.4866943 0.041070123 3.84E-05 47.13725433KIQVLQQQADDAEER 16 24119203 2xTMT6plex [N-Term; K1] 100 0.903 0.968 7.316374779 59.56 1 2229.22393 3 743.7437134 -3.294080591 -0.002447748 44.00510565LVIIEGDLER 12 24119203 1xTMT6plex [N-Term] 0.637 0.783 0.627 4.131435871 55.37 0 1385.820147 2 693.4133911 -0.462472305 -0.000320452 65.98934871MEIQEIQLK 56 24119203 2xTMT6plex [N-Term; K9] 0.784 0.778 0.727 4.095114708 49.17 0 1589.933686 2 795.4705811 0.125772148 1.00E-04 65.29258897MLDQTLLDLNEM 14 24119203 1xTMT6plex [N-Term]; 1xOxidation [M] 0.646 0.691 0.776 2.885802746 55.33 0 1680.838575 2 840.9199219 -3.574507444 -0.003004085 81.14455362TIDDLEDKLK 10 24119203 3xTMT6plex [N-Term; K8; K10] 0.916 0.832 0.856 3.662475586 22.11 1 1877.119855 2 939.0634766 -0.09523899 -8.94E-05 61.38254008HIAEEADRK 6 24119203 2xTMT6plex [N-Term; K9] 0.9 0.837 0.763 4.357763767 12.58 1 1526.869111 3 509.6274719 -0.817953881 -0.000416303 18.25371875EEHLCTQR 6 24119203 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.685 0.636 0.724 3.377849817 28.69 0 1301.64695 3 434.5535889 -0.566181511 -0.000245656 16.89652784MEIQEIQLK 22 24119203 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 0.556 0.627 0.462 2.734004259 44.3 0 1605.928601 2 795.4705811 0.125772148 1.00E-04 65.29258897HIAEEADR 6 24119203 1xTMT6plex [N-Term] 0.777 0.994 0.742 3.19639802 50.93 0 1169.611216 2 585.3087769 -0.803154971 -0.00046969 15.40026088MLDQTLLDLNEM 4 24119203 1xTMT6plex [N-Term] 1.374 0.892 2.509755611 26.68 0 1664.84366 2 840.9199219 -3.574507444 -0.003004085 81.14455362TIDDLEDK 10 24119203 2xTMT6plex [N-Term; K8] 0.56 0.589 0.58 3.262309074 40.26 0 1406.777896 2 703.8927002 0.161632213 0.00011369 40.84559048EDKYEEEIK 5 24119203 3xTMT6plex [N-Term; K3; K9] 1.003 0.926 0.982 2.760796547 3.19 1 1870.041271 3 624.0189209 0.502039889 0.000312945 36.39272541LATALQK 16 24119203 2xTMT6plex [N-Term; K7] 0.762 0.76 0.77 3.358190298 35.89 0 1202.787279 2 601.8977661 0.811562093 0.000488068 46.81429532AADESER 8 24119203 1xTMT6plex [N-Term] 0.884 0.686 0.689 2.860127926 34.03 0 1006.500269 2 503.75354 -0.462614755 -0.000232811 13.39992872AELAESR 12 24119203 1xTMT6plex [N-Term] 0.708 0.819 0.787 2.683699369 29.94 0 1004.55739 2 502.7823486 0.030446867 1.53E-05 19.10271387MLDQTLLDLNEM 2 24119203 1xTMT6plex [N-Term]; 2xOxidation [M1; M12] 1.647 1.524782062 21.67 0 1696.83349 2 840.9199219 -3.574507444 -0.003004085 81.14455362EMDEQIR 16 24119203 1xTMT6plex [N-Term] 0.727 0.668 0.787 3.145561218 37.31 0 1149.577139 2 575.2914429 -1.330965761 -0.000765024 23.19692922LMDQNLK 12 24119203 2xTMT6plex [N-Term; K7] 0.736 0.778 0.832 3.054633141 29.34 0 1319.775728 2 660.3909912 -0.774872657 -0.000511329 46.5060241ALKDEEK 11 24119203 3xTMT6plex [N-Term; K3; K7] 0.849 0.944 0.819 2.450240135 16.66 1 1519.92987 2 760.46875 0.232583099 0.000176755 27.43165744KYEEVAR 9 24119203 2xTMT6plex [N-Term; K1] 0.897 0.949 0.888 2.552756071 15.19 1 1352.793821 2 676.9000244 -0.775522373 -0.000524561 21.98605755YSQKEDKYEEEIK 2 24119203 4xTMT6plex [N-Term; K4; K7; K13] 1.103 0.804 2.736683369 2 2605.4531 4 652.1185303 -0.310355327 -0.000202154 42.42014548LMDQNLK 2 24119203 2xTMT6plex [N-Term; K7]; 1xOxidation [M2] 0.707 1.709758162 15.73 0 1335.770643 2 660.3909912 -0.774872657 -0.000511329 46.5060241LKEAETR 3 24119203 2xTMT6plex [N-Term; K2] 1.182 1.201 2.090013981 10.25 1 1304.793821 2 652.8997192 -1.271828093 -0.000829737 22.99596968

24233517 IKBIP inhibitor of nuclear factor kappa-B kinase-interacting protein isoform 1 121457 NP_710154.1 49.33687003 1 15 20 186 377 43.057 4.92 0.95 1 0.97 0.97 Significant 0.000223
MEDLTMQMFNMEDDMLK 2 24233517 2xTMT6plex [N-Term; K17] 0.8 3.785898924 39.69 0 2580.192831 3 860.7354126 -0.444306727 -0.000382132 104.1332881SLEEMNINTDIFK 12 24233517 2xTMT6plex [N-Term; K13] 1.226 1.005 0.95 4.368190289 64.42 0 2012.077449 2 1006.541931 -0.429056701 -0.000431648 74.81464646TLEGIQYDNSILK 6 24233517 2xTMT6plex [N-Term; K13] 0.789 1.056 1.042 5.729441643 80.26 0 1952.110464 2 976.5550537 -3.910064654 -0.003816439 64.35463994THLPTIESAIHSVLR 18 24233517 1xTMT6plex [N-Term] 1.023 1.031 1.05 6.343128204 45.57 0 1903.096262 4 476.5291443 -0.795698879 -0.000378573 70.53707245LEEEQHALFAR 10 24233517 1xTMT6plex [N-Term] 0.544 0.808 0.818 5.147382736 54.9 0 1571.837922 3 524.6174927 0.001913266 1.00E-06 43.29472837KMEDLTMQMFNMEDDMLK 4 24233517 3xTMT6plex [N-Term; K1; K18] 1.136 2.235 5.267089367 20.01 1 2937.450726 3 979.819519 -2.288385992 -0.002240674 100.9707469SLEEMNINTDIFK 12 24233517 2xTMT6plex [N-Term; K13]; 1xOxidation [M5] 0.81 0.987 0.982 4.319778442 49.09 0 2028.072364 2 1006.541931 -0.429056701 -0.000431648 74.81464646VEEQLGSDTK 8 24233517 2xTMT6plex [N-Term; K10] 0.747 0.678 0.662 3.809497118 48.8 0 1563.863023 2 782.43573 0.742022108 0.00058021 33.46689134VSQDLIETEK 18 24233517 2xTMT6plex [N-Term; K10] 0.91 0.974 0.976 4.243461132 63.72 0 1619.925623 2 810.4666748 0.277685203 0.000224915 48.43685697GAPAAEPGK 6 24233517 2xTMT6plex [N-Term; K9] 0.686 0.751 0.754 3.151707172 47.59 0 1255.741058 2 628.3737183 -0.714810237 -0.000448808 22.12181612AVSEIMEMQK 10 24233517 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 1.11 0.89 0.912 2.855215073 45.69 0 1639.879936 2 820.4431152 -0.598770208 -0.000490956 46.88024707VENQYQLLK 6 24233517 2xTMT6plex [N-Term; K9] 1.068 1.01 1.143 3.999399424 47.71 0 1592.941214 2 796.9775391 4.135604593 0.003293888 52.96300561MQNELDILK 6 24233517 2xTMT6plex [N-Term; K9] 0.891 1.083 3.52210474 43.87 0 1561.902385 2 781.4539185 -1.168514726 -0.000912553 67.46133743SSGGGGWADPR 6 24233517 1xTMT6plex [N-Term] 0.695 0.923 0.786 3.077514172 67.32 0 1275.627929 2 638.3191528 2.430108335 0.001549957 21.76968869AVSEIMEMQK 8 24233517 2xTMT6plex [N-Term; K10]; 2xOxidation [M6; M8] 0.766 0.935 0.957 2.5951581 31.13 0 1655.874851 2 820.4431152 -0.598770208 -0.000490956 46.88024707

LKDLEDSTLR 19 24233517 2xTMT6plex [N-Term; K2] 1.132 1.17 1.146 2.864766836 15.87 1 1647.968157 2 824.4884033 0.83335386 0.00068667 48.8355247GAPAAEPGKR 6 24233517 2xTMT6plex [N-Term; K9] 0.965 1.017 1.012 4.256104946 25.27 1 1411.842168 3 471.2853394 -0.498401032 -0.000234555 25.41932357EYNIENK 8 24233517 2xTMT6plex [N-Term; K7] 1.057 1.342 1.291 2.801409245 22.3 0 1367.757101 2 684.3817139 -0.694805842 -0.000475163 35.00789136LSDYEPK 6 24233517 2xTMT6plex [N-Term; K7] 0.88 0.932 0.844 2.567079782 22.28 0 1309.740389 2 655.3741455 0.477663841 0.000312808 38.29798843ISLISEK 10 24233517 2xTMT6plex [N-Term; K7] 1.117 1.092 1.089 2.821716309 26.21 0 1247.79751 2 624.4017334 -1.057529859 -0.000659792 52.88784461DEDLTNK 4 24233517 2xTMT6plex [N-Term; K7] 0.813 0.924 3.51345396 24.49 0 1292.709817 2 646.8582153 -0.512756946 -0.000331423 26.10330109RQEEEDLLRVEEQLGSDTK 1 24233517 2xTMT6plex [N-Term; K19] 1.341 3.116572857 2 2732.446672 3 911.486145 -1.021176894 -0.000930104 70.0738122324308456 ELMOD2 ELMO domain-containing protein 2 255520 NP_714913.1 17.40614334 1 4 4 25 293 34.938 8.05 0.97 1.01 0.96 0.98 Significant 0.000243 ATHVVQSEVDKYVDDIMK 11 24308456 3xTMT6plex [N-Term; K11; K18] 0.953 1.055 1.153 5.399884224 26.79 1 2764.515827 4 691.8838501 -0.816338019 -0.000564195 76.46766687IFDTYVGAQR 6 24308456 1xTMT6plex [N-Term] 1.008 0.957 0.873 3.956150532 39.23 0 1398.757881 2 699.881897 -0.974660952 -0.000681657 53.2309079QWAEIGFQGDDPK 6 24308456 2xTMT6plex [N-Term; K13] 0.963 0.969 0.944 3.112276793 29.07 0 1949.016898 3 650.3432007 -0.948626572 -0.000616296 62.87184166QLYLDVESVR 2 24308456 1xTMT6plex [N-Term] 0.77 3.258828163 9.24 0 1450.81031 2 725.9086914 -0.140533534 -0.000101944 57.8825586327436917 MINK1 misshapen-like kinase 1 isoform 3 50488 NP_722549.2 12.91291291 1 11 14 64 1332 149.729 7.85 0.82 0.88 0.86 0.86 Significant 0.000427 GQNVLLTENAEVK 10 27436917 2xTMT6plex [N-Term; K13] 0.971 1.058 1.252 4.528444767 42.35 0 1873.079498 2 937.0429077 -0.512055315 -0.00047956 50.18892068VMDVTEDEEEEIKQEINMLK 6 27436917 3xTMT6plex [N-Term; K13; K20] 0.859 0.912 5.750186443 36.97 1 3109.625179 3 1037.21106 -2.107527012 -0.00218454 98.88929863
FIDFIDTCLIK 8 27436917 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 0.715 0.847 3.95503974 56.12 0 1843.043964 2 922.0252075 -0.448204684 -0.00041303 103.877099

SLQQQQQQQQLQK 6 27436917 2xTMT6plex [N-Term; K13] 0.753 0.822 0.864 4.502958775 41.06 0 2071.166021 3 691.0591431 -1.518700456 -0.001048494 30.13256701SVETGHLDGVFMHK 6 27436917 2xTMT6plex [N-Term; K14] 1.045 0.937 1.043 4.755605698 30.22 0 2015.078452 4 504.5247803 -0.576094816 -0.000290219 47.17131883SFADLPHRPLLVDLTVEEGQR 2 27436917 1xTMT6plex [N-Term] 0.954 4.884473324 6.03 0 2621.424866 4 656.1112671 -0.620677955 -0.000406765 70.76136033SQSLQDQPTR 2 27436917 1xTMT6plex [N-Term] 0.56 3.59654665 25.37 0 1388.733122 2 694.8695679 -0.909647644 -0.000631629 17.01986764



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

GSVVNVNPTNTR 2 27436917 1xTMT6plex [N-Term] 0.933 1.998699307 8.14 0 1486.817521 2 743.9119263 -0.635424942 -0.00047238 29.18865184GMNPADKPAWAR 1 27436917 2xTMT6plex [N-Term; K7] 0.807 2.610976219 0 1771.96778 3 591.3255615 -3.187563427 -0.001882753 41.08341293VPLKPYAAPVPR 3 27436917 2xTMT6plex [N-Term; K4] 0.889 1.123 2.365586042 1.98 0 1766.109282 3 589.3742676 -0.584683879 -0.000344205 55.36970907QQQQQLLPGDR 2 27436917 1xTMT6plex [N-Term] 1.142 2.593099833 2.12 0 1539.84407 2 770.423645 -2.634260843 -0.002028175 28.16541741ALFLIPR 10 27436917 1xTMT6plex [N-Term] 1.021 1.202 1.146 2.456473589 24.19 0 1058.692367 2 529.8501587 0.635956991 0.000336641 69.34896354VYGLIGR 4 27436917 1xTMT6plex [N-Term] 0.788 1.007 2.318316936 7.94 0 1006.624682 2 503.8154907 -0.970584871 -0.000488507 45.72585336RLEDMQALR 2 27436917 1xTMT6plex [N-Term] 0.942 3.202195644 7.36 1 1360.756835 3 454.2579041 1.707952622 0.000774703 33.9076592724431933 RTN4 reticulon-4 isoform B 57142 NP_722550.1 59.51742627 1 11 11 270 373 40.293 4.78 1.07 1.05 1.04 1.05 Significant 0.0000701 GSSGSVVVDLLYWR 6 24431933 1xTMT6plex [N-Term] 1.229 0.555 0.698 4.729410648 68.12 0 1766.96385 2 883.9857178 0.174563206 0.000154223 90.74918066EPEDEEEEEEEEEEDEDEDLEELEVLER 12 24431933 1xTMT6plex [N-Term] 0.68 100 100 6.051848888 56.01 0 3722.5297 3 1241.512817 -1.558298262 -0.001933604 72.55140386KPAAGLSAAPVPTAPAAGAPLMDFGNDFVPPAPR 16 24431933 2xTMT6plex [N-Term; K1] 1.121 0.903 8.050164223 37.9 0 3730.019092 4 933.2619019 1.792235297 0.001671268 92.86335583AYLESEVAISEELVQK 120 24431933 2xTMT6plex [N-Term; K16] 1.182 1.206 1.196 5.523014069 63.27 0 2266.25825 2 1133.627441 -4.69661721 -0.005321874 84.63875083
YSNSALGHVNCTIK 13 24431933 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C11] 1.28 1.185 1.505 5.076889038 40.58 0 2022.084266 2 1011.546387 0.608672705 0.000615394 41.44353103

HQAQIDHYLGLANK 32 24431933 2xTMT6plex [N-Term; K14] 1.172 1.145 1.189 5.774822712 58.85 0 2066.154729 2 1033.57959 -1.36750286 -0.001412736 55.97030328LPEDDEPPARPPPPPPASVSPQAEPVWTPPAPAPAAPPSTPAAPK 12 24431933 2xTMT6plex [N-Term; K45] 0.979 1.068 0.943 8.494194984 20.17 0 4950.608204 6 825.9408569 0.111964336 9.24E-05 77.94799696GPLPAAPPVAPER 25 24431933 1xTMT6plex [N-Term] 1.059 1.12 1.148 4.676952839 54.82 0 1500.873579 3 500.9620361 -1.348489034 -0.000674637 50.12491485QPSWDPSPVSSTVPAPSPLSAAAVSPSK 12 24431933 2xTMT6plex [N-Term; K28] 0.894 0.978 1.039 5.350265503 54.47 0 3205.714514 3 1069.239136 -3.637252596 -0.003886664 75.10207194GVIQAIQK 10 24431933 2xTMT6plex [N-Term; K8] 0.493 0.493 0.518 3.593506575 46.54 0 1314.850942 2 657.9276733 -2.184468383 -0.001436125 46.61322885SDEGHPFR 12 24431933 1xTMT6plex [N-Term] 0.934 1.092 1.078 3.070678711 38.54 0 1173.585002 2 587.2954102 -1.24239616 -0.000729029 26.0888813624850115 SIAE sialate O-acetylesterase isoform 1 precursor 54414 NP_733746.1 9.177820268 1 3 3 12 523 58.277 7.33 0.55 0.57 0.58 0.57 Significant 0.000242 ELSNTAAYQSVR 2 24850115 1xTMT6plex [N-Term] 0.695 4.484198093 62.34 0 1567.827751 2 784.418335 1.047520606 0.000821166 33.59750073IELLAHK 8 24850115 2xTMT6plex [N-Term; K7] 0.553 0.569 0.547 2.841473341 28.69 0 1281.829479 3 427.9477234 -0.672245411 -0.000287235 49.50140244HLYDTLQYPIGLIASSWGGTPIEAWSSGR 2 24850115 1xTMT6plex [N-Term] 4.077657223 0.69 0 3404.747656 3 1135.585938 -1.291326243 -0.001465547 108.7156294
24638454 ATP2A2 sarcoplasmic/endoplasmic reticulum calcium ATPase 2 isoform b 488 NP_733765.1 45.58541267 1 44 44 545 1042 114.683 5.34 1 0.98 0.97 0.98 Significant 0.0000804

EEMHLEDSANFIK 10 24638454 2xTMT6plex [N-Term; K13] 1.046 1.252 1.13 5.521104336 40.76 0 2021.041398 3 674.3511963 -1.168809711 -0.000787404 52.13527148CLALATHDNPLR 6 24638454 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.145 1.087 1.06 4.764045715 43.57 0 1609.868176 3 537.2942505 0.013575549 7.28E-06 43.53523525NMLFSGTNIAAGK 6 24638454 2xTMT6plex [N-Term; K13] 0.969 1.083 0.952 5.540177345 74.38 0 1781.998411 2 891.5026245 -0.24610379 -0.000219278 64.47294353TASEMVLADDNFSTIVAAVEEGR 34 24638454 1xTMT6plex [N-Term] 1.057 0.903 1.134 7.580443382 89.97 0 2654.318077 3 885.4453735 1.315089363 0.001163555 102.0766371TASEMVLADDNFSTIVAAVEEGR 30 24638454 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.002 1.047 0.926 7.518090248 88.22 0 2670.312992 3 885.4453735 1.315089363 0.001163555 102.0766371DIVPGDIVEIAVGDK 22 24638454 2xTMT6plex [N-Term; K15] 0.686 0.718 0.801 4.266608715 56.87 0 1998.152328 2 999.5789185 -0.884900471 -0.000884083 92.3243699TVEEVLGHFGVNESTGLSLEQVK 28 24638454 2xTMT6plex [N-Term; K23] 1.008 0.991 0.995 8.221564293 74.6 0 2930.587523 3 977.532959 -1.091575273 -0.001066319 87.13482341KAEIGIAMGSGTAVAK 8 24638454 3xTMT6plex [N-Term; K1; K16] 1.085 0.975 1.081 7.341898441 40.54 1 2191.308735 3 736.4388428 -0.758975634 -0.00055843 46.23637388
KAEIGIAMGSGTAVAK 12 24638454 3xTMT6plex [N-Term; K1; K16]; 1xOxidation [M8] 1.199 1.173 1.075 5.9667449 54.38 1 2207.30365 3 736.4388428 -0.758975634 -0.00055843 46.23637388

NAENAIEALKEYEPEMGK 10 24638454 3xTMT6plex [N-Term; K10; K18] 1.484 1.638 0.936 6.128919601 39.46 1 2723.452893 4 681.6173096 -2.01372264 -0.00137107 78.06055275
VGEATETALTCLVEK 24 24638454 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 0.938 0.981 0.991 5.713752747 93.04 0 2079.140778 2 1040.074219 0.184268427 0.00019156 76.61414265

AKDIVPGDIVEIAVGDKVPADIR 16 24638454 3xTMT6plex [N-Term; K2; K17] 1.523 1.51 1.268 7.242467403 32.77 2 3077.817746 4 770.2090454 -1.102950095 -0.00084867 92.92848799
VSFYQLSHFLQCK 6 24638454 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.305 1.445 1.494 6.197329521 47.53 0 2115.146138 3 705.7189331 -1.8400495 -0.001297325 89.5959361IRDEMVATEQER 24 24638454 1xTMT6plex [N-Term] 0.989 1.102 1.018 5.543290615 44.55 1 1705.874049 3 569.2959595 -0.42441705 -0.000241334 42.50969728WGSNELPAEEGK 6 24638454 2xTMT6plex [N-Term; K12] 0.954 0.48 0.646 5.040323257 51.4 0 1774.937585 2 887.9726563 0.254144148 0.000225545 48.89220527EFDELNPSAQR 14 24638454 1xTMT6plex [N-Term] 0.946 1.196 1.332 4.22159338 52.87 0 1534.769902 2 767.8876343 -1.244372404 -0.000954913 39.95958647IVEFLQSFDEITAMTGDGVNDAPALK 7 24638454 2xTMT6plex [N-Term; K26] 0.93 1.009 6.104960442 75.41 0 3239.691001 3 1080.56897 0.4181262 0.000451533 112.7402776TGTLTTNQMSVCR 10 24638454 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.808 0.542 0.853 3.763082027 37.26 0 1697.851206 2 849.4300537 0.957222794 0.000812611 32.0226909
SMSVYCTPNKPSR 8 24638454 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.151 1.415 1.423 5.011950493 26.33 0 1985.034873 3 662.3496094 -0.301337275 -0.000199388 32.60317961
ISLPVILMDETLK 22 24638454 2xTMT6plex [N-Term; K13] 1.057 1.08 1.033 4.650231361 49.41 0 1930.169893 2 965.5877686 -0.845723804 -0.000816195 112.1729796

VEGDTCSLNEFTITGSTYAPIGEVHK 4 24638454 2xTMT6plex [N-Term; K26]; 1xCarbamidomethyl [C6] 0.529 0.625 5.477558613 41.66 0 3283.655679 3 1095.221924 -1.358390179 -0.001486829 72.5054715
IGIFGQDEDVTSK 12 24638454 2xTMT6plex [N-Term; K13] 0.869 0.891 5.173963547 62.67 0 1867.021314 2 934.0144043 0.116562006 0.000108812 61.74408635AMGVVVATGVNTEIGK 4 24638454 2xTMT6plex [N-Term; K16] 0.961 0.99 5.300763607 65.33 0 2004.156368 2 1002.57959 -2.227846375 -0.002232476 66.49835296VDQSILTGESVSVIK 14 24638454 2xTMT6plex [N-Term; K15] 1.081 1.066 1.013 5.223849773 81.44 0 2033.189442 2 1017.098206 -0.151337195 -0.000153849 69.52392275

SLPSVETLGCTSVICSDK 17 24638454 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C10; C15] 1.365 1.49 1.311 6.361024857 59.69 0 2411.256218 3 804.4251099 1.890288477 0.001519323 68.45999755
AKDIVPGDIVEIAVGDK 4 24638454 3xTMT6plex [N-Term; K2; K17] 0.859 4.202857018 32.6 1 2426.447337 3 809.4864502 -1.046729522 -0.000846611 86.73757273EEMHLEDSANFIK 6 24638454 2xTMT6plex [N-Term; K13]; 1xOxidation [M3] 1.081 1.236 1.262 3.848724365 28.16 0 2037.036313 3 674.3511963 -1.168809711 -0.000787404 52.13527148EWGSGSDTLR 12 24638454 1xTMT6plex [N-Term] 0.877 1.036 1.097 3.740681648 51.43 0 1336.66946 2 668.8379517 -0.623070784 -0.00041642 30.60809063REEMHLEDSANFIK 2 24638454 2xTMT6plex [N-Term; K14] 1.276 4.238197803 19.79 1 2177.142509 4 545.0409546 -0.238987858 -0.000130078 49.58484205NAENAIEALK 7 24638454 2xTMT6plex [N-Term; K10] 0.675 0.833 0.718 4.836977482 60.54 0 1530.889178 2 765.9459839 -2.93097412 -0.002243498 55.96471319DIVPGDIVEIAVGDKVPADIR 6 24638454 2xTMT6plex [N-Term; K15] 0.925 1.23 5.179911137 25.91 1 2649.522738 4 663.135498 -0.972032609 -0.000643856 97.00910331GAPEGVIDR 7 24638454 1xTMT6plex [N-Term] 1.16 1.124 0.859 3.282828331 39.98 0 1142.636703 2 571.8218994 -0.158188403 -9.04E-05 24.55502519ANACNSVIK 4 24638454 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.008 0.7 3.781943798 38.69 0 1434.813905 2 717.9107666 0.244953805 0.000175732 30.11814876

VIMITGDNK 16 24638454 2xTMT6plex [N-Term; K9] 1.141 1.19 1.225 3.760118484 39.35 0 1448.854707 2 724.9310303 0.053101857 3.85E-05 51.06509968MNVFDTELK 20 24638454 2xTMT6plex [N-Term; K9] 0.989 1.054 1.04 4.02170372 43.34 0 1554.860186 2 777.9335938 -0.17710274 -0.000137685 64.64738006KEFTLEFSR 5 24638454 2xTMT6plex [N-Term; K1] 1.553 1.053 1.004 3.594262362 8.57 1 1614.925564 3 538.9797363 -0.562215154 -0.000302645 53.90800956NMLFSGTNIAAGK 4 24638454 2xTMT6plex [N-Term; K13]; 1xOxidation [M2] 1.199 1.345 2.790978193 32.51 0 1797.993326 2 891.5026245 -0.24610379 -0.000219278 64.47294353CLALATHDNPLRR 2 24638454 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.917 3.437751293 9.14 1 1765.969287 4 442.2475891 -0.430785911 -0.000190189 40.03894188IEVASSVK 10 24638454 2xTMT6plex [N-Term; K8] 1.189 1.23 1.272 3.611329556 47.11 0 1290.803323 2 645.9056396 0.52625126 0.000339643 42.6914336
NYLEPGKECVQPATK 6 24638454 3xTMT6plex [N-Term; K7; K15]; 1xCarbamidomethyl [C9] 1.252 1.264 1.047 3.733510017 10.97 1 2421.341492 3 807.7858276 0.593642062 0.000479137 41.79385844HTDPVPDPR 10 24638454 1xTMT6plex [N-Term] 0.977 0.995 1.105 2.502257347 51.41 0 1262.669066 2 631.8374634 -1.121071408 -0.000707771 18.36606662AEIGIAMGSGTAVAK 2 24638454 2xTMT6plex [N-Term; K15] 0.994 2.744937897 2.6 0 1834.05084 2 917.5300293 1.058625916 0.000970787 66.82617181EYEPEMGK 6 24638454 2xTMT6plex [N-Term; K8] 0.831 0.758 0.827 2.835554123 22.9 0 1440.744488 2 720.8754883 -0.546861367 -0.000393944 34.07696282VPMTSGVK 8 24638454 2xTMT6plex [N-Term; K8] 0.976 0.966 0.973 3.240753174 41.48 0 1276.769915 2 638.8880005 -0.932410314 -0.000595237 39.79150934REEMHLEDSANFIK 3 24638454 2xTMT6plex [N-Term; K14]; 1xOxidation [M4] 1.112 1.205 3.530218363 1.13 1 2193.137424 4 545.0409546 -0.238987858 -0.000130078 49.58484205GTAVAICR 6 24638454 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.326 1.325 1.541 2.640110254 43.66 0 1076.60838 2 538.8087158 1.64861305 0.000887455 23.45046904VIMITGDNK 14 24638454 2xTMT6plex [N-Term; K9]; 1xOxidation [M3] 0.925 0.909 0.713 3.006500483 27.47 0 1464.849622 2 724.9310303 0.053101857 3.85E-05 51.06509968AIYNNMK 6 24638454 2xTMT6plex [N-Term; K7] 0.302 0.345 0.365 2.905148983 28.95 0 1311.749514 2 656.378418 0.034745582 2.28E-05 37.27431158MNVFDTELK 6 24638454 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 1.038 1.037 0.991 2.37432313 31.98 0 1570.855101 2 777.9335938 -0.17710274 -0.000137685 64.64738006DACLNAR 6 24638454 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.912 1.036 0.964 2.899330139 23.73 0 1048.540694 2 524.7738037 -0.346832628 -0.000181834 18.378865NYLEPGK 4 24638454 2xTMT6plex [N-Term; K7] 0.736 0.788 2.264535904 31.24 0 1278.745809 2 639.8778076 1.978551451 0.001265032 34.26457768EYEPEMGK 3 24638454 2xTMT6plex [N-Term; K8]; 1xOxidation [M6] 0.735 0.799 1.3733114 18.23 0 1456.739403 2 720.8754883 -0.546861367 -0.000393944 34.07696282IRDEMVATEQER 6 24638454 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.909 0.88 0.603 2.597875595 19.12 1 1721.868964 3 569.2959595 -0.42441705 -0.000241334 42.50969728

25777713 SKP1 S-phase kinase-associated protein 1 isoform b 6500 NP_733779.1 71.7791411 1 11 11 87 163 18.646 4.54 1.08 1.12 1.12 1.11 Significant 0.000145
TDDIPVWDQEFLK 16 25777713 2xTMT6plex [N-Term; K13] 1.058 1.237 1.103 4.35269165 64.13 0 2064.105378 2 1032.556641 0.303448655 0.000313175 82.21229968TMLEDLGMDDEGDDDPVPLPNVNAAILK 16 25777713 2xTMT6plex [N-Term; K28] 1.078 1 0.977 5.162316799 75.59 0 3455.732608 4 864.6877441 -1.00161323 -0.000865327 101.4717632NDFTEEEEAQVR 6 25777713 1xTMT6plex [N-Term] 0.902 0.989 0.938 4.983557701 59.99 0 1695.802324 2 848.4041748 -0.737692482 -0.00062549 31.92140834RTDDIPVWDQEFLK 12 25777713 2xTMT6plex [N-Term; K14] 1.117 1.176 1.14 4.971365452 31.52 1 2220.206489 3 740.739502 -1.142520138 -0.000845544 70.48926127TMLEDLGMDDEGDDDPVPLPNVNAAILK 4 25777713 2xTMT6plex [N-Term; K28]; 1xOxidation [M2] 100 0.718 3.028503656 30.57 0 3471.727523 4 864.6877441 -1.00161323 -0.000865327 101.4717632

KENQWCEEK 6 25777713 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C6] 0.945 0.838 1.121 3.914698839 27.18 1 1938.035808 3 646.6831055 -0.539341815 -0.000348421 30.75558827
GLLDVTCK 10 25777713 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C7] 1.126 1.248 1.188 3.161738157 46.48 0 1363.801943 2 682.4030762 -2.249422113 -0.001533883 51.83889086

DDPPPPEDDENKEK 2 25777713 3xTMT6plex [N-Term; K12; K14] 0.781 3.549056053 10.45 1 2312.186097 3 771.4005127 0.384123898 0.000296055 24.09696472
ENQWCEEK 6 25777713 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 1.95 0.886 1.447 3.187395811 24.2 0 1580.777913 2 790.8914185 -1.488612611 -0.001176583 31.02240909
TVANMIK 6 25777713 2xTMT6plex [N-Term; K7] 1.222 1.069 1.178 3.034516573 32.56 0 1234.75935 2 617.8824463 -1.404493819 -0.000867106 43.91110824LQSSDGEIFEVDVEIAK 2 25777713 2xTMT6plex [N-Term; K17] 0.624 2.519620657 13.38 0 2337.258978 3 779.7565918 -1.607023188 -0.00125201 90.73934167GKTPEEIR 1 25777713 2xTMT6plex [N-Term; K2] 1.903 2.567097425 5.57 1 1387.830935 3 463.2821655 0.726494853 0.000336084 23.6236848226958575 RASAL2 ras GTPase-activating protein nGAP isoform 2 9462 NP_733793.2 12.578125 1 11 13 50 1280 143.809 7.55 1.19 1.18 1.21 1.19 Significant 0.0000546 LVGQQYLHDALGEFIK 6 226958575 2xTMT6plex [N-Term; K16] 1.242 1.486 1.629 5.61749649 45.55 0 2289.300724 3 763.7711182 -0.839875597 -0.000640909 89.86812898

NKEELACALVHILQSTGR 6 226958575 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C7] 2.356 1.135 1.31 5.932629108 25.47 1 2497.396098 4 625.1043091 -0.276853109 -0.000172853 100.8104198
EIPVEGGQEQQTDSTK 8 226958575 2xTMT6plex [N-Term; K16] 1.181 1.425 1.379 4.69771862 66.76 0 2204.144677 3 735.3861084 -0.410487885 -0.000301592 36.22343039SPSQDNTDSYFR 4 226958575 1xTMT6plex [N-Term] 1.691 1.754 3.507559061 35.37 0 1645.765545 2 823.3858032 -0.738115275 -0.000607382 29.71023857LSCGQSPYTETTTWER 2 226958575 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.081 2.984148264 35.51 0 2145.011999 2 1073.009766 0.119029637 0.00012766 46.9851648LMAVEEELKK 6 226958575 3xTMT6plex [N-Term; K9; K10] 1.092 1.238 1.527 4.109452248 18.7 1 1877.138482 3 626.3848267 0.7694853 0.000481477 68.15499288WYPVSTPTPNK 2 226958575 2xTMT6plex [N-Term; K11] 1.167 3.346485853 38.01 0 1747.978327 2 874.4906006 -2.51886883 -0.002201464 55.41693317IVSLDSANTR 3 226958575 1xTMT6plex [N-Term] 0.824 1.193 3.058851004 42.9 0 1304.737145 2 652.8709106 -1.993130147 -0.001300255 37.47837944LMSALTQVK 2 226958575 2xTMT6plex [N-Term; K9] 1.387 2.408726454 30.89 0 1448.891093 3 483.6352539 0.080032758 3.87E-05 67.56904954ENTIATK 4 226958575 2xTMT6plex [N-Term; K7] 1.162 2.971918106 23.02 0 1234.740723 2 617.8735352 -0.7527552 -0.000464729 39.79830469IIDAQEK 6 226958575 2xTMT6plex [N-Term; K7] 0.881 1.092 0.922 2.456893444 19.72 0 1274.772023 2 637.8892212 -0.672674935 -0.000428754 37.55549183

YFCELCLDDTLFAR 2 226958575 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C6] 1.341 1.396 1.934604883 0 2051.9768 2 1026.48999 -1.996309729 -0.002048191 89.41336663
KYCILTDSQLVLLNK 1 226958575 3xTMT6plex [N-Term; K1; K15]; 1xCarbamidomethyl [C3] 0.669 2.189755917 1 2495.487428 3 832.5010986 0.526734145 0.000438153 82.1635474527436946 LMNA lamin isoform A 4000 NP_733821.1 70.3313253 1 4 47 1274 664 74.095 7.02 0.94 0.95 0.97 0.95 Significant 0.0000856 NSNLVGAAHEELQQSR 12 27436946 1xTMT6plex [N-Term] 0.972 1.055 1.042 7.299552917 78.41 0 1982.025281 2 991.5147705 -1.522157363 -0.001508477 36.10482054EAALSTALSEK 52 27436946 2xTMT6plex [N-Term; K11] 0.945 1.002 1.039 4.896418571 63.15 0 1577.915058 2 789.460083 -1.374664855 -0.001084552 52.72721991IDSLSAQLSQLQK 48 27436946 2xTMT6plex [N-Term; K13] 0.981 0.986 1.045 5.415581226 69.51 0 1889.110798 2 945.0578613 -1.245037481 -0.001176007 73.58186542VAVEEVDEEGKFVR 14 27436946 2xTMT6plex [N-Term; K11] 2.332 2.122 1.652 6.112388611 41.98 1 2064.137741 2 1032.570923 -1.536678881 -0.001585958 50.34070673MQQQLDEYQELLDIK 40 27436946 2xTMT6plex [N-Term; K15]; 1xOxidation [M1] 1.007 1.004 0.944 4.594073772 45.33 0 2368.247034 2 1176.626343 -2.852488928 -0.003354887 86.7527056MQQQLDEYQELLDIK 50 27436946 2xTMT6plex [N-Term; K15] 0.95 0.976 0.916 5.550225735 64.46 0 2352.252119 2 1176.626343 -2.852488928 -0.003354887 86.7527056
TVLCGTCGQPADK 14 27436946 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C4; C7] 0.65 0.682 0.698 5.059062481 71.33 0 1864.966125 2 932.9868164 0.123907076 0.000115541 34.73297412SGAQASSTPLSPTR 24 27436946 1xTMT6plex [N-Term] 0.955 0.986 0.823 5.514561653 85.88 0 1588.849215 2 794.9277954 -0.566737032 -0.00045023 24.18776738LKDLEALLNSK 20 27436946 3xTMT6plex [N-Term; K2; K11] 1.245 1.047 1.133 5.365535259 30.36 1 1931.214424 3 644.4089966 -1.029343962 -0.000662628 82.4277163AQHEDQVEQYK 30 27436946 2xTMT6plex [N-Term; K11] 0.758 0.77 0.767 5.804880142 68.87 0 1832.954297 2 916.9798584 -1.013267558 -0.000928637 23.86518036

SVTVVEDDEDEDGDDLLHHHHGSHCSSSGDPAEYNLR 10 27436946 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C25] 0.59 0.587 0.637 7.454039097 29.97 0 4359.891842 5 872.7842407 0.05839899 5.09E-05 40.85774292
AGQVVTIWAAGAGATHSPPTDLVWK 36 27436946 2xTMT6plex [N-Term; K25] 0.963 0.888 0.698 7.81208849 71.75 0 2991.645647 3 997.8860474 -0.687885665 -0.00068597 87.77557136ASASGSGAQVGGPISSGSSASSVTVTR 40 27436946 1xTMT6plex [N-Term] 0.818 0.762 0.839 9.249090195 99.88 0 2594.321916 3 865.4445801 -1.052099822 -0.000909829 35.54743675AAYEAELGDAR 33 27436946 1xTMT6plex [N-Term] 1.026 0.977 0.959 4.576459885 60.58 0 1394.711324 2 697.859436 0.194398875 0.000135565 35.80012071SVGGSGGGSFGDNLVTR 29 27436946 1xTMT6plex [N-Term] 0.631 0.65 0.745 8.075634003 128.35 0 1795.913606 2 898.4591064 -1.486407457 -0.00133473 40.85765502SNEDQSMGNWQIK 42 27436946 2xTMT6plex [N-Term; K13] 0.957 0.938 0.957 5.001936436 76.34 0 1995.000596 2 998.0040283 0.092416326 9.22E-05 49.63338029ASSHSSQTQGGGSVTK 36 27436946 2xTMT6plex [N-Term; K16] 0.969 0.929 0.972 7.167154789 82.64 0 1977.040152 2 989.0230103 -0.712338688 -0.000704161 15.94800065AQHEDQVEQYKK 25 27436946 3xTMT6plex [N-Term; K11; K12] 1.225 1.322 1.178 5.115612984 48.07 1 2190.212192 2 1095.610962 1.120803789 0.001227399 25.36434541AQNTWGCGNSLR 18 27436946 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.138 1.172 1.327 5.440456867 53.37 0 1592.78009 2 796.8931274 -0.697753064 -0.000555684 29.06047876LALDMEIHAYR 42 27436946 1xTMT6plex [N-Term] 0.898 1.045 0.951 5.088591099 66.49 0 1560.840564 3 520.9515991 -0.205175805 -0.000106749 57.56416764LQEKEDLQELNDR 24 27436946 2xTMT6plex [N-Term; K4] 1.071 1.16 1.057 4.437849998 35.54 1 2088.133718 2 1044.570068 -0.410941714 -0.000429051 43.68969713VAVEEVDEEGK 38 27436946 2xTMT6plex [N-Term; K11] 0.919 0.893 0.882 5.043192863 64 0 1661.899802 2 831.4558105 2.733121301 0.002271087 40.58489013TALINSTGEEVAMR 44 27436946 1xTMT6plex [N-Term] 0.988 0.944 0.98 5.577513218 74.29 0 1720.9101 2 860.9577026 -1.145711541 -0.000985833 47.27458789SLETENAGLR 23 27436946 1xTMT6plex [N-Term] 0.941 1.005 1.077 4.420656204 57.54 0 1318.71641 2 659.8615112 -0.503428226 -0.00033194 28.50261864KEGDLIAAQAR 8 27436946 2xTMT6plex [N-Term; K1] 1.058 1.086 0.966 4.187779903 31.58 1 1629.968825 2 815.4881592 0.132713811 0.00010816 33.10288922ITESEEVVSR 32 27436946 1xTMT6plex [N-Term] 1.014 0.976 1.044 4.135783672 60.39 0 1377.74229 2 689.3748169 0.048702187 3.35E-05 30.2434476TLEGELHDLR 28 27436946 1xTMT6plex [N-Term] 0.911 1.014 0.957 4.741464615 57.84 0 1411.774259 3 471.2623291 -1.292611266 -0.000608292 43.69034117SNEDQSMGNWQIK 33 27436946 2xTMT6plex [N-Term; K13]; 1xOxidation [M7] 1 1.03 1.08 3.889632702 46.32 0 2010.995511 2 998.0040283 0.092416326 9.22E-05 49.63338029LALDMEIHAYR 16 27436946 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.816 1.025 0.991 4.089473724 51.96 0 1576.835479 3 520.9515991 -0.205175805 -0.000106749 57.56416764TALINSTGEEVAMR 27 27436946 1xTMT6plex [N-Term]; 1xOxidation [M13] 0.914 0.929 0.914 3.36364007 64.29 0 1736.905015 2 860.9577026 -1.145711541 -0.000985833 47.27458789EGDLIAAQAR 15 27436946 1xTMT6plex [N-Term] 0.866 0.84 0.841 4.416191578 58.52 0 1272.71093 2 636.8579712 -1.779427782 -0.001132349 30.4208786DLEALLNSK 6 27436946 2xTMT6plex [N-Term; K9] 0.734 0.699 0.637 4.178350449 48.9 0 1460.872465 2 730.9399414 0.09631402 7.04E-05 71.09155643LADALQELR 37 27436946 1xTMT6plex [N-Term] 0.914 1.038 0.91 3.588450193 46.03 0 1257.736417 2 629.3713379 -0.809222613 -0.000508894 64.33228739LEAALGEAK 32 27436946 2xTMT6plex [N-Term; K9] 0.954 0.989 1.004 3.932640791 49.22 0 1359.824787 2 680.4155884 -0.652247404 -0.000443471 48.68215286EDLQELNDR 22 27436946 1xTMT6plex [N-Term] 0.689 0.691 0.652 3.76148653 44.23 0 1360.690589 2 680.8486328 -0.440845998 -0.000299928 31.02395042KQLQDEMLR 17 27436946 2xTMT6plex [N-Term; K1] 1.218 1.255 1.14 4.06227684 19.12 1 1618.935082 2 817.9677124 -1.131122015 -0.000924653 26.97336532KLLEGEEER 26 27436946 2xTMT6plex [N-Term; K1] 1.31 1.235 1.183 3.489851475 24.75 1 1560.899743 2 780.9529419 -0.727555336 -0.00056782 30.06156226LQTMKEELDFQK 4 27436946 3xTMT6plex [N-Term; K5; K12] 1.125 1.16 3.027198315 2.43 1 2197.250552 3 738.4195557 -0.611336534 -0.000451013 52.66688196DLEDSLAR 21 27436946 1xTMT6plex [N-Term] 0.779 0.798 0.882 3.410775185 35.51 0 1147.615633 2 574.3115234 0.11948687 6.86E-05 31.4550125NIYSEELR 6 27436946 1xTMT6plex [N-Term] 1.142 1.028 1.016 3.329726219 38.58 0 1252.673482 2 626.8398438 -0.855338614 -0.00053573 33.25475012QLQDEMLR 13 27436946 1xTMT6plex [N-Term] 0.858 0.869 1.074 3.350997925 36.97 0 1261.677188 2 631.3416748 -0.883380183 -0.00055727 37.54707072KTLDSVAK 20 27436946 3xTMT6plex [N-Term; K1; K8] 1.232 1.11 1.219 3.833414078 21.02 1 1548.992804 3 517.0023804 -0.139843593 -7.22E-05 35.04823646SSFSQHAR 4 27436946 1xTMT6plex [N-Term] 0.891 1.053 2.996839046 32.85 0 1148.600986 2 574.8037109 -0.732129791 -0.000420462 15.46689248LQTMKEELDFQK 6 27436946 3xTMT6plex [N-Term; K5; K12]; 1xOxidation [M4] 1.257 1.047 1.184 2.375238657 8.29 1 2213.245467 3 738.4195557 -0.611336534 -0.000451013 52.66688196LLEGEEER 18 27436946 1xTMT6plex [N-Term] 1.051 1.093 1.115 3.563011169 38.1 0 1203.641848 2 602.3261719 2.674616212 0.00160964 29.9560369LESTESR 3 27436946 1xTMT6plex [N-Term] 1.36 0.659 2.87440443 33.48 0 1050.562869 2 525.78479 -0.538627332 -0.000282931 18.19931105KLESTESR 30 27436946 2xTMT6plex [N-Term; K1] 1.141 1.101 0.997 3.381498575 22.11 1 1407.820764 2 704.4143066 0.40657253 0.000286191 18.61643213LAVYIDR 20 27436946 1xTMT6plex [N-Term] 0.926 0.862 0.941 2.849735975 39.27 0 1078.645811 2 539.8265991 0.102408211 5.52E-05 57.01036937LSPSPTSQR 6 27436946 1xTMT6plex [N-Term] 0.976 0.915 1.063 3.348308086 34.51 0 1201.673817 2 601.3405151 -0.052473942 -3.15E-05 21.60835817TLDSVAK 18 27436946 2xTMT6plex [N-Term; K7] 0.952 0.905 0.928 2.986774921 40.33 0 1191.73491 2 596.3706665 -0.715874127 -0.000426566 31.96334489LQLELSK 20 27436946 2xTMT6plex [N-Term; K7] 0.99 0.988 0.986 2.95509243 38.98 0 1288.824059 2 644.9155273 -0.217859449 -0.000140391 61.43731461EELDFQK 12 27436946 2xTMT6plex [N-Term; K7] 0.766 0.723 0.73 3.313541651 32.64 0 1366.761852 2 683.8833618 -1.759968046 -0.001202729 46.81478251KQLQDEMLR 22 27436946 2xTMT6plex [N-Term; K1]; 1xOxidation [M7] 1.168 1.255 1.199 2.686484098 23.25 1 1634.929997 2 817.9677124 -1.131122015 -0.000924653 26.97336532QLQDEMLR 8 27436946 1xTMT6plex [N-Term]; 1xOxidation [M6] 0.742 0.79 2.373982191 18.44 0 1277.672103 2 631.3416748 -0.883380183 -0.00055727 37.54707072

25777736 ALDH4A1 delta-1-pyrroline-5-carboxylate dehydrogenase, mitochondrial isoform a precursor 8659 NP_733844.1 39.07637655 1 18 18 118 563 61.681 8.07 0.84 0.86 0.76 0.82 Significant 0.00139
ASGTNDKPGGPHYILR 6 25777736 2xTMT6plex [N-Term; K7] 0.982 0.869 0.697 6.305958271 19.89 0 2141.186757 4 536.0518188 -0.612454458 -0.000327845 31.05822349SSPSLTILAGGK 16 25777736 2xTMT6plex [N-Term; K12] 0.725 0.705 0.726 5.155305862 72.81 0 1588.967428 2 794.9876099 0.323893714 0.000257328 61.43303217VANEPVLAFTQGSPER 8 25777736 1xTMT6plex [N-Term] 0.73 0.812 0.642 4.575807095 73.97 0 1944.038806 2 972.5223389 -0.722771387 -0.000702548 59.0433476YKETLQLVDSTTSYGLTGAVFSQDKDVVQEATK 2 25777736 4xTMT6plex [N-Term; K2; K25; K33] 0.646 6.027154922 18.45 2 4538.468755 4 1135.37439 1.536483807 0.001743321 89.76664851SADVESVVSGTLR 8 25777736 1xTMT6plex [N-Term] 0.751 1.037 0.722 4.328332424 58.61 0 1548.843067 2 774.925415 0.314297901 0.000243399 61.08077337ETLQLVDSTTSYGLTGAVFSQDKDVVQEATK 14 25777736 3xTMT6plex [N-Term; K23; K31] 0.45 0.65 0.708 7.38112545 42.61 1 4018.147532 4 1005.294067 1.719113396 0.001726913 87.98939664LYVPHSLWPQIK 6 25777736 2xTMT6plex [N-Term; K12] 1.37 1.04 0.902 4.207990646 20.45 0 1939.156961 3 647.0563965 -1.198617194 -0.000774769 81.33519049NAAGNFYINDK 2 25777736 2xTMT6plex [N-Term; K11] 0.775 3.636430502 43.51 0 1684.905891 2 842.9562988 -0.338163545 -0.000284887 44.66790906VGDPAEDFGTFFSAVIDAK 7 25777736 2xTMT6plex [N-Term; K19] 1.11 1.287 1.036 4.411476612 29 0 2444.274963 3 815.4261475 -4.530368865 -0.003691156 112.4133471SAFEYGGQK 6 25777736 2xTMT6plex [N-Term; K9] 0.881 0.878 0.773 4.490282059 54.75 0 1444.783651 2 722.8951416 -0.445704708 -0.000321973 34.84934415ETHKPLGDWSYAYMQ 6 25777736 2xTMT6plex [N-Term; K4]; 1xOxidation [M14] 0.803 0.686 1.037 3.226379871 15.95 0 2300.142175 3 767.3851929 -0.4997329 -0.000383152 50.37517216QVAQNLDR 6 25777736 1xTMT6plex [N-Term] 0.888 0.689 0.788 3.144145727 39.26 0 1172.658501 2 586.8325195 -0.629831702 -0.000369289 21.76372233STGSIVGQQPFGGAR 4 25777736 1xTMT6plex [N-Term] 1.298 0.855 3.359622955 25.99 0 1690.907398 2 845.9574585 0.143196598 0.000121066 40.3948319AADMLSGPR 6 25777736 1xTMT6plex [N-Term] 0.868 0.913 0.814 3.367059231 36.44 0 1146.613859 2 573.81073 0.282816168 0.00016214 31.87857615LAGECGGK 6 25777736 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C5] 0.801 0.687 0.691 3.00426054 30.62 0 1249.697478 2 625.3513794 -1.597427355 -0.00099815 24.15964606

WTSPQVIK 4 25777736 2xTMT6plex [N-Term; K8] 0.848 0.674 2.945514917 29.51 0 1416.861507 2 708.9335938 -1.126496833 -0.000798045 52.31860568AIEAALAAR 2 25777736 1xTMT6plex [N-Term] 0.938 2.797387123 35.11 0 1114.678174 2 557.8422852 -0.789633744 -0.000440094 42.97588589ETHKPLGDWSYAYMQ 1 25777736 2xTMT6plex [N-Term; K4] 1.346 2.153600454 0 2284.14726 3 767.3851929 -0.4997329 -0.000383152 50.37517216TMVGQGK 8 25777736 2xTMT6plex [N-Term; K7] 0.761 0.827 0.768 2.71899581 30.32 0 1178.69675 2 589.8526001 0.995714388 0.000586823 25.63483904
25777721 ALDH5A1 succinate-semialdehyde dehydrogenase, mitochondrial isoform 1 precursor 7915 NP_733936.1 18.24817518 1 7 7 33 548 58.616 8.09 0.99 1 1.08 1.02 Significant 0.000774

EVGEAICTDPLVSK 6 25777721 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C7] 0.992 1.084 4.156498432 54.21 0 1976.077449 2 988.5368652 -5.564276468 -0.005497721 61.30429874
YGIDEYLELK 6 25777721 2xTMT6plex [N-Term; K10] 0.631 0.759 0.94 4.099403858 53.29 0 1700.95111 2 850.9775391 -1.944879533 -0.001654073 74.67905368WLPAAATFPVQDPASGAALGMVADCGVR 6 25777721 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C25] 1.067 1.366 1.21 5.045189857 31.03 0 3057.548762 3 1019.849121 -5.217362008 -0.005317446 96.84408081QPIGVAAVITPWNFPSAMITR 3 25777721 1xTMT6plex [N-Term] 1.033 1.016 4.224750519 13.86 0 2498.379101 3 833.4645386 -0.015617063 -1.30E-05 104.7648253IITAESGKPLK 6 25777721 3xTMT6plex [N-Term; K8; K11] 0.966 1.105 1.095 2.472209454 7.41 0 1844.182396 3 615.3978882 -1.78113034 -0.00109491 51.47017775GATVVTGGK 4 25777721 2xTMT6plex [N-Term; K9] 1.076 1.148 3.03278017 31.57 0 1247.772358 2 624.3905029 1.099238468 0.0006858 29.53124701AFAEAMK 2 25777721 2xTMT6plex [N-Term; K7] 0.952 1.971077561 1.11 0 1225.701501 2 613.3544312 0.069123426 4.24E-05 43.6257834925014109 C11orf31 selenoprotein H 280636 NP_734467.1 29.50819672 1 4 4 20 122 13.446 9.74 1.26 1.19 1.21 1.22 Significant 0.000291 KAEAAVVAVAEK 4 25014109 3xTMT6plex [N-Term; K1; K12] 0.789 1.165 5.28593874 57.72 1 1873.17256 2 937.0899658 0.050940649 4.77E-05 51.61915838LKFPEPQEVVEELKK 6 25014109 4xTMT6plex [N-Term; K2; K14; K15] 1.059 1.324 1.405 4.870399475 14.89 2 2729.662305 4 683.1699219 -1.629186875 -0.001111782 85.36246017FPEPQEVVEELKK 8 25014109 3xTMT6plex [N-Term; K12; K13] 1.358 1.24 1.2 4.38983345 10.31 1 2259.320346 3 753.7775269 -1.02621286 -0.000772848 80.97419915LEAPELPVK 2 25014109 2xTMT6plex [N-Term; K9] 1.273 3.261000395 26.3 0 1453.903037 2 727.4533081 -2.543353282 -0.001848895 62.5748134325282469 RDH10 retinol dehydrogenase 10 157506 NP_742034.1 17.59530792 1 3 3 10 341 38.062 7.4 0.89 0.93 0.98 0.93 Significant 0.000777 FGVVGFHESLSHELK 6 25282469 2xTMT6plex [N-Term; K15] 0.887 0.931 0.968 5.790188313 41.27 0 2144.190445 4 536.8027954 -0.510010376 -0.00027339 59.97585166EVGEVSVLVNNAGVVSGHHLLECPDELIER 2 25282469 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 1.031 6.238860607 29.9 0 3499.805247 4 875.7062378 -0.607461837 -0.0005315 80.76439907TTLVCPYLVDTGMFR 2 25282469 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.982 3.986491919 7.42 0 2002.033921 3 668.0164185 0.390213715 0.000260407 84.33808826

26667189 CAMK2D calcium/calmodulin-dependent protein kinase type II subunit delta isoform 2 817 NP_742126.1 26.15062762 1 8 11 74 478 54.079 7.12 0.71 0.73 0.74 0.72 Significant 0.000147
ESTESSNTTIEDEDVK 16 26667189 2xTMT6plex [N-Term; K16] 0.637 0.736 0.754 4.736449242 61.17 0 2242.097452 2 1121.552734 0.330257723 0.000370235 32.17068263GAILTTMLATR 4 26667189 1xTMT6plex [N-Term] 0.883 0.742 3.878606796 44.05 0 1376.813287 2 688.9107666 0.704193615 0.000484772 69.69494624DLKPENLLLASK 6 26667189 3xTMT6plex [N-Term; K3; K12] 0.804 0.808 0.778 4.584408283 34.85 0 2028.267188 3 676.7599487 -0.934417618 -0.00063175 67.69206707FTDEYQLFEELGK 12 26667189 2xTMT6plex [N-Term; K13] 0.641 0.755 0.749 4.023572922 57.81 0 2077.089394 2 1039.049805 1.414915029 0.001469452 90.77872194AGAYDFPSPEWDTVTPEAK 8 26667189 2xTMT6plex [N-Term; K19] 0.726 0.667 0.739 3.954082489 32.48 0 2539.275691 3 847.0976563 1.073010705 0.000908223 72.07067494IPTGQEYAAK 4 26667189 2xTMT6plex [N-Term; K10] 0.669 0.565 2.914829731 50.29 0 1535.883365 2 768.4441528 -1.520607613 -0.001167738 40.86155064LTQYMDGSGMPK 2 26667189 2xTMT6plex [N-Term; K12] 0.883 3.608590126 15.99 0 1785.927948 2 893.4676514 0.043660426 3.90E-05 57.44907672ITASEALK 6 26667189 2xTMT6plex [N-Term; K8] 0.758 0.769 0.582 3.501644611 32.9 0 1290.803323 2 645.9052734 -0.041164288 -2.66E-05 56.54991465MLTINPAK 6 26667189 2xTMT6plex [N-Term; K8] 0.752 0.704 0.748 3.268664598 23.28 0 1345.827764 2 673.4169312 -0.87556175 -0.000589178 56.20154952SGSPTVPIN 4 26667189 1xTMT6plex [N-Term] 0.8 0.683 1.94772923 15.51 0 1100.614905 2 550.8109741 -0.211952256 -0.000116639 65.71309336GAFSVVR 6 26667189 1xTMT6plex [N-Term] 0.875 0.764 0.885 2.504727364 21.25 0 964.5777317 2 482.7930298 1.089896934 0.000525645 35.7128281

26667203 CAMK2G calcium/calmodulin-dependent protein kinase type II subunit gamma isoform 1 818 NP_751911.1 24.46043165 1 8 11 53 556 62.125 7.42 0.88 0.84 0.84 0.85 Significant 0.000244
ICDPGLTSFEPEALGNLVEGMDFHK 8 26667203 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C2] 1.112 1.097 1.062 5.569261551 54.99 0 3234.621542 3 1078.878174 -0.486516152 -0.000524565 104.1227182GAILTTMLVSR 4 26667203 1xTMT6plex [N-Term] 0.804 0.897 4.030787468 46.79 0 1390.828937 2 695.9164429 -2.392801677 -0.001663989 68.66105596DLKPENLLLASK 6 26667203 3xTMT6plex [N-Term; K3; K12] 0.804 0.808 0.778 4.584408283 34.85 0 2028.267188 3 676.7599487 -0.934417618 -0.00063175 67.69206707

GSTESCNTTTEDEDLK 4 26667203 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C6] 0.551 0.633 4.353957176 34.64 0 2245.054207 3 749.022522 -0.531974697 -0.000398104 26.81590892
AGAYDFPSPEWDTVTPEAK 8 26667203 2xTMT6plex [N-Term; K19] 0.726 0.667 0.739 3.954082489 32.48 0 2539.275691 3 847.0976563 1.073010705 0.000908223 72.07067494FYFENLLSK 8 26667203 2xTMT6plex [N-Term; K9] 0.965 0.917 0.962 3.60557127 55.94 0 1618.924501 2 809.9664307 0.669356801 0.000541819 89.69210141ITADQALK 4 26667203 2xTMT6plex [N-Term; K8] 0.996 0.974 3.308975935 40.93 0 1317.814222 2 659.4100952 -0.993015776 -0.000654305 41.78600009LTQYIDGQGRPR 1 26667203 1xTMT6plex [N-Term] 6.87 0 1632.901919 3 544.9702148 -3.56892149 -0.001942566 38.17117639GAFSVVR 6 26667203 1xTMT6plex [N-Term] 0.875 0.764 0.885 2.504727364 21.25 0 964.5777317 2 482.7930298 1.089896934 0.000525645 35.7128281
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KTSTQEYAAK 2 26667203 3xTMT6plex [N-Term; K1; K10] 0.871 2.25908041 0.43 1 1814.062675 3 605.359375 0.494437162 0.00029898 25.84247502HPWVCQR 2 26667203 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.214 1.92214179 17.99 0 1211.630513 3 404.5476685 -1.70053402 -0.000686806 20.46721974
187607323 EIF2B4 translation initiation factor eIF-2B subunit delta isoform 1 8890 NP_751945.2 24.1252302 1 1 9 51 543 59.578 9.42 1.12 1.12 1.16 1.13 Significant 0.000138

GAEPETGSAVSAAQCQGPTR 4 187607323 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.995 0.958 6.054104805 57.58 0 2203.061075 3 735.0245972 -0.833583832 -0.000612145 24.25123635ALQQVIQDYTTPPNEELSR 4 187607323 1xTMT6plex [N-Term] 1.062 1.299 4.451331139 28.54 0 2431.266634 3 811.0911865 -3.137162984 -0.002542427 70.37119224
AHNVPVLVCCETYK 4 187607323 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C9; C10] 1.361 1.298 5.073411942 31.29 0 2148.134587 3 716.7166138 0.326198646 0.000233573 49.3868588
ASPSTAGETPSGVK 13 187607323 2xTMT6plex [N-Term; K14] 1.096 1.012 1.483 4.148697376 59.79 0 1746.9638 2 873.9855347 -0.003889069 -3.40E-06 28.4908933ELPESGIQLGTPR 6 187607323 1xTMT6plex [N-Term] 1.276 1.123 1.064 3.917488337 43.44 0 1625.906001 2 813.456665 0.032097874 2.61E-05 53.77902969ILQEAWTEGR 6 187607323 1xTMT6plex [N-Term] 1.422 1.282 1.176 3.860275507 28.06 0 1431.779344 2 716.3918457 -2.046086055 -0.001464772 54.3622039VSLFSHLPQYSR 6 187607323 1xTMT6plex [N-Term] 1.258 1.211 1.092 4.124299526 37.58 0 1662.916506 3 554.9762573 -1.375725922 -0.000762572 61.24971937VVVVDSRPWLEGR 6 187607323 1xTMT6plex [N-Term] 0.878 1.5 1.25 3.811125278 18.37 0 1740.995819 3 581.0042725 1.404249675 0.000814931 55.26094158LGLQYSQGLVSGSNAR 2 187607323 1xTMT6plex [N-Term] 1.004 3.834873915 28.83 0 1879.023491 2 940.0153198 -0.067849903 -6.37E-05 54.16997195262527242 TAPBP tapasin isoform 2 precursor 6892 NP_757345.2 20.03968254 1 6 6 50 504 53.854 7.08 0.82 0.79 0.77 0.79 Significant 0.000335 QGPGEPPPRPDLDPELYLSVHDPAGALQAAFR 6 262527242 1xTMT6plex [N-Term] 0.829 0.665 0.763 5.840484142 28.58 0 3639.87571 4 910.7227173 -1.832628339 -0.001667635 88.19907853HHSDGSVSLSGHLQPPPVTTEQHGAR 6 262527242 1xTMT6plex [N-Term] 0.716 0.764 0.74 8.819437981 37.79 0 2960.492444 5 592.9032593 -1.774884881 -0.001050907 32.87166171WASGLTPAQNCPR 6 262527242 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C11] 0.755 0.93 0.667 4.557327747 48.26 0 1686.85834 2 843.9307251 -2.469890084 -0.002083177 43.4814598GAPAPHCEMSR 6 262527242 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.783 0.696 0.705 3.850268602 40.59 0 1441.687769 3 481.2314758 -5.476234129 -0.002631673 16.85842771

GAPAPHCEMSR 8 262527242 1xTMT6plex [N-Term]; 1xOxidation [M9]; 1xCarbamidomethyl [C7] 0.678 0.71 2.2782619 35.98 0 1457.682684 3 481.2314758 -5.476234129 -0.002631673 16.85842771VSLMPATLAR 10 262527242 1xTMT6plex [N-Term] 0.996 0.882 0.927 3.821995735 35.97 0 1287.765609 2 644.3833618 -4.784735006 -0.003080809 57.32263049FVPLPASAK 8 262527242 2xTMT6plex [N-Term; K9] 0.833 0.83 0.757 3.152569771 34.4 0 1387.871343 2 694.4370728 -3.224010791 -0.002237256 62.43257749
27436927 SYVN1 E3 ubiquitin-protein ligase synoviolin isoform b precursor 84447 NP_757385.1 2.917341977 1 2 2 10 617 67.64 6.95 0.87 0.98 1.04 0.96 Significant 0.00266 AAEMEHLLER 4 27436927 1xTMT6plex [N-Term] 0.645 0.812 4.47244072 48.83 0 1427.751415 3 476.5887451 0.187057467 8.90E-05 46.73026289EEMVTGAK 6 27436927 2xTMT6plex [N-Term; K8] 0.945 1.055 1.037 3.739308596 40.44 0 1322.739009 2 661.8723755 -1.159876157 -0.000767107 31.3105946427436908 MRPL54 39S ribosomal protein L54, mitochondrial 116541 NP_758455.1 29.71014493 1 2 2 9 138 15.809 9.6 1.02 1.38 1 1.13 Significant 0.0117

GAVTSEALKDPDVCTDPVQLTTYAMGVNIYK 3 27436908 3xTMT6plex [N-Term; K9; K31]; 1xCarbamidomethyl [C14] 1.124 5.702463627 15.38 1 4044.127665 4 1011.785767 -1.589673789 -0.001607211 89.22903215TLEELDPESR 6 27436908 1xTMT6plex [N-Term] 0.976 1.381 0.999 3.605167389 46.04 0 1417.737205 2 709.3723145 0.104121024 7.38E-05 50.9608287927502423 CD46 membrane cofactor protein isoform 2 precursor 4179 NP_758869.1 16.79197995 1 2 7 50 399 44.209 6.9 1.21 1.25 1.26 1.24 Significant 0.000152
ADGGAEYATYQTK 10 27502423 2xTMT6plex [N-Term; K13] 1.208 1.337 1.438 4.142763615 34.15 0 1832.943064 2 916.9772949 2.318224627 0.002124587 29.46656696
GSVAIWSGKPPICEK 4 27502423 3xTMT6plex [N-Term; K9; K15]; 1xCarbamidomethyl [C13] 1.319 1.946 3.914334774 21.33 0 2316.335285 3 772.7796021 -4.762634204 -0.003677286 62.97784058

ATVMFECDK 4 27502423 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C7] 1.051 1.124 3.625968695 32.98 0 1558.800957 2 779.8999023 -5.407407829 -0.004214536 47.32908058
VLCTPPPK 12 27502423 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 1.335 1.424 0.984 2.609989166 21.55 0 1369.827764 3 457.2810974 0.711502828 0.000324879 43.37030054
ETCPYIR 4 27502423 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.312 0.86 2.856691599 30.32 0 1167.60296 2 584.3042603 -1.47006495 -0.000858226 24.78147306STTPAEQR 4 27502423 1xTMT6plex [N-Term] 1.011 0.906 2.696966648 33.76 0 1118.600317 2 559.8037109 -0.153928975 -8.61E-05 14.58579656QISGFGK 6 27502423 2xTMT6plex [N-Term; K7] 1.341 1.448 1.119 2.892004728 21.89 0 1194.724679 2 597.8664551 0.798766667 0.000477153 40.46351639

ATVMFECDK 6 27502423 2xTMT6plex [N-Term; K9]; 1xOxidation [M4]; 1xCarbamidomethyl [C7] 0.968 0.9 1.344 2.143301725 27.33 0 1574.795872 2 779.8999023 -5.407407829 -0.004214536 47.32908058
27363484 ELF1 ETS-related transcription factor Elf-1 isoform a 1997 NP_758961.1 7.431340872 1 3 3 12 619 67.456 5.21 1.07 0.99 1.41 1.16 Significant 0.0122 TIQAPTQVPVVVSPR 4 27363484 1xTMT6plex [N-Term] 1.797 0.824 3.953789711 31.5 0 1821.079549 3 607.6972656 -1.265883745 -0.000768425 59.16670845TVHVVQPVQAVPEGEAAR 2 27363484 1xTMT6plex [N-Term] 1.176 5.359107494 26.24 0 2116.171217 3 706.0614014 -0.74022292 -0.000522146 40.57495801DPVEVAQPSEVLR 6 27363484 1xTMT6plex [N-Term] 0.797 0.926 1.414 3.770314693 22.52 0 1667.916566 2 834.4620972 0.21091339 0.000175893 50.1218991132996737 LIN9 protein lin-9 homolog isoform 1 286826 NP_775106.2 2.688172043 1 1 1 6 558 63.771 9.36 1.68 1.33 1.47 1.5 Significant 0.00461 DLPDEIPLPLVIGTK 6 32996737 2xTMT6plex [N-Term; K15] 1.682 1.333 1.474 3.888329506 27.71 0 2078.251314 3 693.4210815 -1.262042312 -0.00087428 103.865989927886586 PTK2B protein-tyrosine kinase 2-beta isoform a 2185 NP_775266.1 24.97522299 1 19 20 83 1009 115.8 6.25 1.25 1.36 1.43 1.35 Significant 0.00151 TSSLAEAENMADLIDGYCR 8 27886586 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 100 1.295 1.74 4.592529297 28.76 0 2345.095077 3 782.3696289 -0.317011134 -0.000247807 80.64660206EIITSILLSGR 6 27886586 1xTMT6plex [N-Term] 2.169 1.924 1.987 3.931387663 37.78 0 1430.877996 2 715.9425049 -0.183505774 -0.000131287 88.11452621FTELVCSLSDVYQMEK 6 27886586 2xTMT6plex [N-Term; K16]; 1xOxidation [M14]; 1xCarbamidomethyl [C6] 1.919 1.238 1.543 4.270730972 41.46 0 2423.223856 3 808.4130859 0.350286457 0.000282941 94.33398515

QLTSQDAKPTCLAEFK 4 27886586 3xTMT6plex [N-Term; K8; K16]; 1xCarbamidomethyl [C11] 1.204 1.873 4.653007507 13.6 0 2524.404821 3 842.1393433 -0.532475946 -0.000448062 58.7036235
EVGLDLFFPK 12 27886586 2xTMT6plex [N-Term; K10] 1.458 1.436 1.406 3.44608593 34.19 0 1622.955801 2 811.9814453 -0.115335858 -9.36E-05 93.64595778EVGYLEFTGPPQKPPR 6 27886586 2xTMT6plex [N-Term; K13] 1.512 1.306 1.142 4.750188828 18.07 0 2273.269424 3 758.4265747 -1.870864431 -0.00141766 57.74746947LGAQSIQPTANLDR 4 27886586 1xTMT6plex [N-Term] 0.926 1.282 3.765448332 31.24 0 1712.949263 2 856.9781494 -0.140583192 -0.000120406 45.27253563EEAQQLWEAEK 2 27886586 2xTMT6plex [N-Term; K11] 1.381 3.42564249 24.12 0 1818.9638 2 909.9830322 -2.755237282 -0.002505838 50.12730006YIEDEDYYK 5 27886586 2xTMT6plex [N-Term; K9] 1.327 1.355 3.753703594 40.69 0 1695.85179 2 848.4291992 -0.393726919 -0.000333851 44.5432507VLANLAHPPAE 4 27886586 1xTMT6plex [N-Term] 1.154 1.453 2.787348509 31.12 0 1360.778616 2 680.892395 -0.810330883 -0.00055134 52.56741072VCFYSNSFNPGK 2 27886586 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C2] 1.205 2.405970573 3.08 0 1877.962026 3 626.6574707 -2.218836466 -0.001388964 59.08473907FFNTLAGFANIDQETYR 2 27886586 1xTMT6plex [N-Term] 100 2.162138224 12.8 0 2236.123598 2 1118.562134 -2.954850921 -0.003303706 93.7162972TEIEGTQK 6 27886586 2xTMT6plex [N-Term; K8] 1.159 1.5 1.72 3.31116271 41.21 0 1363.783316 2 682.394104 -1.748644495 -0.001192386 23.66202537SNFELLEK 2 27886586 2xTMT6plex [N-Term; K8] 0.835 2.935308218 22.69 0 1437.835352 2 719.4219971 0.949886664 0.00068289 56.75805403NLLDAVDQAK 2 27886586 2xTMT6plex [N-Term; K10] 1.03 3.06005168 19.5 0 1544.904828 3 515.638916 -1.704579516 -0.000877804 60.92876746YLPEDFMESLKEDR 4 27886586 2xTMT6plex [N-Term; K11] 1.416 1.472 4.464952946 6.55 1 2230.146591 3 744.0526123 -1.483048671 -0.001102472 81.01460957RPEGPAEPMVVVPVDVEKEDVR 1 27886586 2xTMT6plex [N-Term; K18] 0.981 4.84239006 1 2905.585749 4 727.1516113 -0.389992792 -0.000283289 60.11432204LGDFGLSR 2 27886586 1xTMT6plex [N-Term] 1.157 2.101206541 23.53 0 1093.620325 2 547.3137817 -0.034576385 -1.89E-05 52.66229026YRPPPQTNLLAPK 1 27886586 2xTMT6plex [N-Term; K13] 1.375 3.018894196 0 1953.168588 3 651.7270508 -1.018179517 -0.000662892 50.35239547EDVVLNR 4 27886586 1xTMT6plex [N-Term] 1.166 1.346 2.418800354 31.44 0 1073.615239 2 537.3111572 -0.187624828 -0.000100718 26.16592899

51243059 MCAT malonyl-CoA-acyl carrier protein transacylase, mitochondrial isoform a precursor 27349 NP_775738.3 28.71794872 1 8 8 52 390 42.934 8.72 1.08 1.07 1.14 1.1 Significant 0.000397
SYSAVDVLQTLEHVDLDPQEPPR 14 51243059 1xTMT6plex [N-Term] 1.129 0.864 1.275 6.533480167 44.74 0 2837.451868 3 946.4868774 -2.040177614 -0.001929635 96.87538855LMEPAVEPLTQALK 12 51243059 2xTMT6plex [N-Term; K14] 1.038 1.156 1.149 4.408392906 62.24 0 1998.170955 2 999.5880737 -1.043273628 -0.00104232 87.7343269

SLGIENPVCEVSNYLFPDCR 6 51243059 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C19] 1.679 1.388 1.161 5.00075388 39.87 0 2598.252975 3 866.7559204 0.089756645 7.77E-05 98.64882283
TVHCQPAIFVASLAAVEK 2 51243059 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C4] 1.331 3.630575418 10.85 0 2399.352108 4 600.5940552 0.95148316 0.000570736 80.65951018

LLAQQLVSPVK 8 51243059 2xTMT6plex [N-Term; K11] 1.041 1.042 1.037 4.097017765 33.78 0 1654.066749 3 552.0274048 0.551686 0.000304175 70.0620113GFPQTFEVGPGR 4 51243059 1xTMT6plex [N-Term] 1.076 1.182 2.920335531 22.7 0 1520.805893 2 760.9060059 -0.761649633 -0.000579161 53.12122858ELYAAAR 4 51243059 1xTMT6plex [N-Term] 1.217 1.303 2.678513765 19.14 0 1022.583211 2 511.7943726 -1.703942324 -0.000871211 24.64980418QLGAILK 2 51243059 2xTMT6plex [N-Term; K7] 0.863 2.315324545 19.15 0 1200.808015 2 600.9070435 -1.003187789 -0.000602318 56.3828380727735037 MMGT1 membrane magnesium transporter 1 precursor 93380 NP_775741.1 12.21374046 1 2 2 8 131 14.677 9.16 1.13 1.07 1.25 1.15 Significant 0.00211 DMDATSELK 6 27735037 2xTMT6plex [N-Term; K9] 1.416 1.074 1.253 3.42687726 32.96 0 1467.776516 2 734.3908081 -1.482915852 -0.001088295 36.70168151MAPSLWK 2 27735037 2xTMT6plex [N-Term; K7] 0.999 2.52933526 5.24 0 1290.764436 2 645.8857422 -0.176496186 -0.000113907 60.64542775
46309463 VKORC1L1 vitamin K epoxide reductase complex subunit 1-like protein 1 isoform 1 154807 NP_775788.2 14.77272727 1 3 3 17 176 19.823 9.13 1.18 1.24 1.33 1.25 Significant 0.00121

ALCDLGPWVK 10 46309463 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C3] 1.18 1.19 1.351 4.052531719 52.11 0 1616.923456 2 808.9640503 -1.627519258 -0.001315787 71.98703128
LVYLNEAWK 4 46309463 2xTMT6plex [N-Term; K9] 1.322 1.322 3.576451063 35.25 0 1593.940485 2 797.4716187 -2.838760514 -0.002262408 76.05604296AAPVLLR 3 46309463 1xTMT6plex [N-Term] 1.191 1.096 1.334 32.47 0 968.6454173 2 484.8262329 -0.235483164 -0.00011405 39.2536163229093316 PLBD2 putative phospholipase B-like 2 isoform 1 precursor 196463 NP_775813.2 14.60101868 1 8 8 46 589 65.43 6.8 0.96 1.05 1.1 1.04 Significant 0.00156

VLTILEQIPGMVVVADK 6 229093316 2xTMT6plex [N-Term; K17] 1.039 1.107 1.285 4.396154404 50.55 0 2283.376197 3 761.7974854 0.747014307 0.000568572 112.7607296
YNDFLHDPLSLCK 4 229093316 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.408 1.432 4.376507759 33.11 0 2080.093768 3 694.0355225 -0.843210635 -0.000584652 70.71381718
LASDGATWADIFK 6 229093316 2xTMT6plex [N-Term; K13] 1.051 0.93 4.40681982 27.59 0 1853.02092 3 618.3440552 -1.785307775 -0.001102738 86.71803861GLEDSYEGR 6 229093316 1xTMT6plex [N-Term] 1.718 0.963 1.3 3.022013187 37.01 0 1254.616361 2 627.8111572 -1.054925566 -0.000661763 22.71754331GCVLEWVR 4 229093316 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.035 1.024 3.037213087 22.34 0 1247.676794 2 624.3413086 -1.164895033 -0.000726706 60.00452439LTLLQLK 10 229093316 2xTMT6plex [N-Term; K7] 0.633 0.626 0.913 3.538649082 34.14 0 1286.88118 2 643.9446411 0.641688274 0.000412888 80.01600336TSELYQK 6 229093316 2xTMT6plex [N-Term; K7] 1.236 1.369 1.211 2.851463795 27.78 0 1326.766938 2 663.8867798 -0.493620747 -0.00032746 31.89358211AFIPGGPSPGSR 4 229093316 1xTMT6plex [N-Term] 1.089 1.013 3.138915539 25.41 0 1371.758215 2 686.3814697 -1.860515102 -0.001276088 41.5556141331377548 PGM2L1 glucose 1,6-bisphosphate synthase 283209 NP_775853.2 5.948553055 1 3 4 15 622 70.396 7.15 1.09 1.15 0.96 1.07 Significant 0.00275 GFVVGYDTR 4 31377548 1xTMT6plex [N-Term] 0.969 1.16 3.111852646 39.48 0 1242.668003 2 621.8375854 -0.087554811 -5.44E-05 42.5528707VVLATDPDADR 4 31377548 1xTMT6plex [N-Term] 1.129 0.957 3.387576818 21.54 0 1400.758274 2 700.8828125 0.052742862 3.69E-05 35.74493079DPDPDFSTVK 2 31377548 2xTMT6plex [N-Term; K10] 1.146 2.197103739 35.95 0 1578.841559 2 789.923584 -1.056395583 -0.000833941 43.72590159TSGTEPK 5 31377548 2xTMT6plex [N-Term; K7] 0.941 0.991 2.103942394 17.4 0 1177.682874 2 589.3446045 -0.799515426 -0.000470788 17.4952347155749758 DIP2B disco-interacting protein 2 homolog B 57609 NP_775873.2 11.73857868 1 12 15 52 1576 171.382 8.09 0.9 0.93 0.87 0.9 Significant 0.00037 GTSGSLADVFANTR 2 55749758 1xTMT6plex [N-Term] 0.748 3.488737345 50.31 0 1624.849215 2 812.9294434 1.474252951 0.001197719 52.84108601GEPLGVICNWPPALESALQR 4 55749758 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.752 0.473 5.107936382 40.14 0 2436.290681 3 812.7677002 -0.875660724 -0.000711121 93.54109044AQATPDHVLFMLLNAK 6 55749758 2xTMT6plex [N-Term; K16] 0.928 1.067 0.791 4.578604698 39.85 0 2227.267315 3 743.0941772 0.297709339 0.000221026 100.3550318NTFEVIPVNSAGSPVGDVPFIR 3 55749758 1xTMT6plex [N-Term] 0.976 4.296863556 15.17 0 2544.365954 3 848.7914429 -2.428253966 -0.002059456 90.17750661IQQLLNTLK 6 55749758 2xTMT6plex [N-Term; K9] 0.906 0.962 0.838 4.285758018 52.94 0 1528.982685 2 764.9949951 0.01894356 1.45E-05 92.28186092DSFLADQLDPIYVAYNM 2 55749758 1xTMT6plex [N-Term] 2.578024626 7.62 0 2204.078288 2 1102.541382 -1.270652744 -0.001400309 103.7352337TWPTIIDTDDLPR 6 55749758 1xTMT6plex [N-Term] 0.992 0.923 0.776 4.488440037 49.23 0 1771.942781 2 886.4749146 -0.128767384 -0.000114084 74.27736326YHPIDIETSVSR 2 55749758 1xTMT6plex [N-Term] 0.95 3.316704988 13.49 0 1645.874701 3 549.2966309 0.387744052 0.000212726 40.3673468EAAAAVDVK 4 55749758 2xTMT6plex [N-Term; K9] 0.961 0.904 3.373246193 43.83 0 1331.793487 2 666.4000854 -0.445025125 -0.000296341 33.56910352LAYTLLNK 4 55749758 2xTMT6plex [N-Term; K8] 0.918 1.162 3.28662324 27.1 0 1393.881908 2 697.4441528 -0.630624397 -0.000439508 72.63272233VVIVNPETK 6 55749758 2xTMT6plex [N-Term; K9] 0.874 0.841 0.931 3.725130558 36.95 0 1456.913936 2 728.960022 -0.802439086 -0.000584542 51.87113438DVSLSSLR 2 55749758 1xTMT6plex [N-Term] 1.063 3.036449432 20.91 0 1105.641454 2 553.3244019 0.066116314 3.66E-05 42.07147259LQCELYSSR 2 55749758 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.564 2.553901672 9.97 0 1384.709216 2 692.8568115 -2.072466256 -0.001434882 37.05094415EGSVMGVTVSR 2 55749758 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.992 1.41377008 10.89 0 1366.719781 2 683.8619385 -2.327182879 -0.001590303 23.48034937IASVLGDK 1 55749758 2xTMT6plex [N-Term; K8] 0.863 2.089702368 0 1260.792759 2 630.9007568 1.172533602 0.000739161 54.76012999109452587 FAM98B protein FAM98B 283742 NP_775882.2 41.80138568 1 10 12 91 433 45.519 8.69 1.08 1.12 1.11 1.11 Significant 0.000119 GPLLEEQALTK 10 109452587 2xTMT6plex [N-Term; K11] 1.046 1.136 1.057 3.966458559 62.13 0 1656.993643 2 828.9996948 -0.923444437 -0.000765071 56.81518706SLCNLEESITSAGR 12 109452587 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.433 1.376 0.952 5.484292507 72.93 0 1765.895179 2 883.4508057 -0.477996591 -0.000422046 62.60830051

AAEGGLSSPEFSELCIWLGSQIK 10 109452587 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C15] 1.589 1.438 1.234 5.116851807 54.22 0 2937.543215 3 979.8515625 -1.048879888 -0.001027043 108.4625396
STTSDIPHMLNQVESK 6 109452587 2xTMT6plex [N-Term; K16] 0.983 0.916 1.018 4.330853462 38.06 0 2245.189853 3 749.0679932 -0.190000775 -0.000142196 56.25892776GGRPNEIEPPPPEMPPWQK 8 109452587 2xTMT6plex [N-Term; K19] 1.006 0.903 1.119 4.904427052 29.83 0 2614.385199 3 872.1328125 -0.502707099 -0.00043809 59.66748211
EMACPYSVLISGDIK 2 109452587 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C4] 0.965 3.977943897 28.94 0 2141.138669 3 714.3829346 -2.063789294 -0.001472953 77.10667163
DDLESFQLEISGFLK 6 109452587 2xTMT6plex [N-Term; K15] 1.195 1.137 4.84721899 44.25 0 2199.194921 3 733.7351685 -1.80491 -0.001323116 105.3961928TTITMAHLLAAR 2 109452587 1xTMT6plex [N-Term] 1.334 4.723499775 36.98 0 1527.887849 3 509.9675598 0.181481487 9.24E-05 54.97056496INDALSCEYECR 4 109452587 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C7; C11] 1.019 1.076 4.572162151 41.79 0 1758.798836 2 879.9028931 -0.185596659 -0.000163214 42.9209612MDLNSEQAEQLER 18 109452587 1xTMT6plex [N-Term] 1.288 0.919 1.174 5.081718445 62.23 0 1791.874443 2 896.4398804 -1.093217117 -0.000979454 42.90838283GPEPGPQPTMEGDVLDTLEALGYK 8 109452587 2xTMT6plex [N-Term; K24] 1.019 1.185 1.246 4.748140812 53.37 0 2972.53271 3 991.5161743 0.423813408 0.000419933 108.5576775

TACAINK 5 109452587 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 0.786 1.149 1.233 3.07173872 23.2 0 1235.718214 2 618.3620605 -1.108226968 -0.000684728 26.76408322
284447287 RNF149 E3 ubiquitin-protein ligase RNF149 precursor 284996 NP_775918.2 7.5 1 3 3 9 400 43.137 6.54 0.7 0.81 1.23 0.91 Significant 0.0299

ICIDPWLLDHR 2 284447287 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.232 2.564446688 12.18 0 1666.893663 3 556.3023682 -0.666873861 -0.000370536 73.95591748EILELVQK 4 284447287 2xTMT6plex [N-Term; K8] 0.291 0.26 3.126898527 27.75 0 1429.903037 2 715.4539185 -1.732345392 -0.001238543 79.95655023GAAPWVALVAR 3 284447287 1xTMT6plex [N-Term] 1.105 1.144 2.236517668 14.02 0 1339.804771 2 670.4057617 -0.391484275 -0.000262256 71.3185633562751417 RABL3 rab-like protein 3 285282 NP_776186.2 19.06779661 1 3 3 12 236 26.407 7.11 0.21 0.01 0.22 0.15 Non-Significant 0.165 VLVLGDSGVGK 5 62751417 2xTMT6plex [N-Term; K11] 1.442 1.141 3.841265917 46.28 0 1501.9354 2 751.4713745 0.048140178 3.62E-05 60.09746058
SSLVHLLCQNQVLGNPSWTVGCSVDVR 1 62751417 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C8; C22] 1.254 2.142825842 0 3254.661167 4 814.4144287 -7.767802839 -0.006320392 84.9810177

FGAGTLK 6 62751417 2xTMT6plex [N-Term; K7] 0.102 0.01 0.01 2.453360796 29.05 0 1151.718866 2 576.3630371 -0.059043272 -3.40E-05 38.75886473304766239 YIPF6 protein YIPF6 isoform A 286451 NP_776195.2 5.084745763 1 1 1 6 236 26.239 5.64 1.1 1.13 0.92 1.05 Significant 0.00388 EFDSSTLNESVR 6 304766239 1xTMT6plex [N-Term] 1.098 1.126 0.917 4.606163502 59.68 0 1612.801596 2 806.9039917 -0.5511909 -0.000444481 39.4686377727777661 KRTCAP2 keratinocyte-associated protein 2 200185 NP_776251.1 10.49382716 1 1 1 6 162 17.583 10.39 0.58 0.53 0.74 0.62 Significant 0.0104 ISSTLYQAAAPVLTPAK 6 27777661 2xTMT6plex [N-Term; K17] 0.578 0.533 0.743 4.985452175 37.05 0 2189.294576 3 730.43573 -0.885800666 -0.000646426 82.7171978327777675 VN1R5 vomeronasal type-1 receptor 5 317705 NP_776257.1 1.960784314 1 1 1 10 357 40.752 9.2 0.05 0.03 0.02 0.03 Non-Significant 0.0634 VIVFLNK 10 27777675 2xTMT6plex [N-Term; K7] 0.048 0.028 0.017 2.400529146 17.3 0 1290.854965 2 645.9314575 0.521599313 0.000336655 76.2352756929789409 NDUFAF2 mimitin, mitochondrial 91942 NP_777549.1 69.82248521 1 13 13 122 169 19.844 8.97 0.97 1 0.9 0.95 Significant 0.000958 KTPPTMEEILK 6 29789409 3xTMT6plex [N-Term; K1; K11] 1.107 0.978 1.031 5.736114502 54.13 1 1974.191246 3 658.7357178 0.68583037 0.00045132 60.65819882EEPSVAPSSTGK 6 29789409 2xTMT6plex [N-Term; K12] 0.868 0.81 0.884 4.924854279 60.45 0 1646.900137 2 823.9533081 -0.483987489 -0.00039854 28.6708127EVDYEAGDIPTEWEAWIR 20 29789409 1xTMT6plex [N-Term] 1.002 0.974 0.999 5.360746384 46.23 0 2408.160772 3 803.3914795 -0.368074859 -0.000295461 90.1717583GHASAPYFGKEEPSVAPSSTGK 4 29789409 3xTMT6plex [N-Term; K10; K22] 1.16 1.404 7.110435009 37.98 1 2891.550633 4 723.6427612 -0.490317586 -0.000354445 44.58259603ETSEELLPPPVQTQIK 16 29789409 2xTMT6plex [N-Term; K16] 0.992 1.102 1.001 4.180463791 40.7 0 2267.289884 3 756.4343262 -0.643572039 -0.000486388 66.91757599EHVGTDQFGNK 8 29789409 2xTMT6plex [N-Term; K11] 0.998 1.033 1.009 4.478917122 34.68 0 1689.896054 3 563.9700928 -0.194869789 -0.00010977 28.52649628GHASAPYFGK 6 29789409 2xTMT6plex [N-Term; K10] 0.842 0.853 0.763 4.225741863 27.32 0 1492.831269 3 498.2814026 -1.08179428 -0.000538312 35.32167676TPPTMEEILK 6 29789409 2xTMT6plex [N-Term; K10] 0.951 1.017 0.882 3.463089466 60.66 0 1616.933351 2 808.9696655 -0.801959655 -0.000648358 63.79205603GWSQDLFR 6 29789409 1xTMT6plex [N-Term] 1.091 1.008 1.088 34.35 0 1237.652687 2 619.3307495 1.240261871 0.000767507 56.90035916YYYIPQYK 22 29789409 2xTMT6plex [N-Term; K8] 1.046 1.052 0.999 3.266810179 27.15 0 1595.887387 2 798.4476929 0.452288923 0.000360901 60.0239213TFQPGSWMPR 4 29789409 1xTMT6plex [N-Term] 1.048 0.998 3.721878767 21.94 0 1435.735371 2 718.3701782 -1.595896245 -0.001145642 59.62190561IVEAANK 6 29789409 2xTMT6plex [N-Term; K7] 0.8 0.883 0.789 2.748955011 26.3 0 1202.750894 2 601.8792725 0.311246391 0.000187176 35.81659674SQDFYEK 12 29789409 2xTMT6plex [N-Term; K7] 0.986 1.08 0.922 3.337222576 31.62 0 1374.730552 2 687.8675537 -1.979695672 -0.001360774 47.5295438
28372531 PPP4R2 serine/threonine-protein phosphatase 4 regulatory subunit 2 isoform 1 151987 NP_777567.1 27.09832134 1 9 9 39 417 46.869 4.54 1.02 1.02 1.12 1.05 Significant 0.001

ETEELVGSNSSK 7 28372531 2xTMT6plex [N-Term; K12] 1.648 1.209 1.061 4.075810432 47.85 0 1737.92708 2 869.4668579 -0.368496294 -0.00032021 31.70978275DLLHSEGSENEGPVSSSSSDCR 4 28372531 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C21] 0.87 0.642 4.81789732 36.08 0 2578.152468 3 860.0568237 1.338067259 0.001149914 28.705426NHSDSSTSESEVSSVSPLK 2 28372531 2xTMT6plex [N-Term; K19] 0.852 5.532061577 36.67 0 2435.230197 3 812.4146729 -0.300507654 -0.000243935 34.66934519
EVCPVLDQFLCHVAK 2 28372531 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C3; C11] 0.958 3.992252588 20.71 0 2273.218651 3 758.4093628 -2.250615483 -0.00170538 91.14789869

GPPNPNVEYIPFDEMK 10 28372531 2xTMT6plex [N-Term; K16] 0.945 1.109 1.186 4.77901125 37.83 0 2305.193876 2 1153.101318 0.643966985 0.000742234 75.07399675EANLQQNEEK 2 28372531 2xTMT6plex [N-Term; K10] 0.871 3.812154531 51.77 0 1660.890635 2 830.9490356 0.096369417 8.00E-05 23.67321661LQEALKDFEK 5 28372531 3xTMT6plex [N-Term; K6; K10] 1.347 1.079 1.524 2.443099499 4.29 1 1908.140925 3 636.7177124 -1.226928755 -0.000780384 69.09484418NYTGTDK 6 28372531 2xTMT6plex [N-Term; K7] 1.093 1.064 0.978 2.497340918 17.88 0 1256.688688 2 628.8483887 0.647060611 0.000406577 21.36288787GPPNPNVEYIPFDEMKER 1 28372531 2xTMT6plex [N-Term; K16] 0.751 3.371115685 1 2590.33758 3 864.1161499 -1.421877595 -0.001227714 66.3302373528372533 TMEM167A protein kish-A precursor 153339 NP_777569.1 25 1 2 2 10 72 8.054 8.95 1.33 1.34 1.3 1.32 Significant 0.0000825 TGLLGIFWK 4 28372533 2xTMT6plex [N-Term; K9] 1.506 1.45 3.447590351 33.61 0 1492.929193 2 746.9706421 3.225169493 0.002407475 101.1264136SLAPSLLDR 6 28372533 1xTMT6plex [N-Term] 1.333 1.225 1.189 3.429345608 28.37 0 1200.714953 2 600.8606567 -0.763214812 -0.000458202 49.3770342728372497 UBR1 E3 ubiquitin-protein ligase UBR1 197131 NP_777576.1 5.202973128 1 7 7 23 1749 200.08 6.01 0.88 1.55 1.08 1.17 Significant 0.0276 INSENADALAQLLTLAR 8 28372497 1xTMT6plex [N-Term] 0.683 100 6.183581352 71.16 0 2042.144334 3 681.3857422 -0.813124456 -0.000553506 103.2373144EIIHLLCIEPMPHSAIAK 4 28372497 2xTMT6plex [N-Term; K18]; 1xOxidation [M11]; 1xCarbamidomethyl [C7] 1.13 1.147 4.01240778 17.14 0 2546.423893 4 637.3613892 -0.065271684 -4.16E-05 71.64156353
ILTCMQGMEEIR 2 28372497 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.231 3.422122478 31.53 0 1709.858599 2 855.4315186 -1.660201976 -0.001419355 67.33598582LLSVVLPNIK 2 28372497 2xTMT6plex [N-Term; K10] 0.848 3.918637753 35.7 0 1554.039471 2 777.5233765 0.003249395 2.52E-06 96.889517

SLCNTVIPIIPLQPQK 2 28372497 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C3] 1.378 3.214246273 9.91 0 2279.356131 3 760.4570313 0.179796389 0.000136607 95.51008255
IMAQMSALQK 2 28372497 2xTMT6plex [N-Term; K10] 0.905 1.773034215 7.72 0 1578.911176 2 789.9517822 -9.42938216 -0.007444078 62.48328841LFAMEFVK 3 28372497 2xTMT6plex [N-Term; K8] 0.619 0.349 2.472546101 13.08 0 1442.848165 2 721.9304199 3.741276373 0.002699047 86.8415852928173554 HIST3H2BB histone H2B type 3-B 128312 NP_778225.1 65.87301587 1 1 10 908 126 13.9 10.32 1.42 1.38 1.34 1.38 Significant 0.00028 AMGIMNSFVNDIFER 145 28173554 1xTMT6plex [N-Term]; 2xOxidation [M2; M5] 1.559 1.567 1.564 5.439529419 54.89 0 2004.972049 2 986.9958496 1.116694681 0.001101609 105.7868733AMGIMNSFVNDIFER 283 28173554 1xTMT6plex [N-Term]; 1xOxidation [M] 1.479 1.581 1.587 6.03167963 68.36 0 1988.977134 2 986.9958496 1.116694681 0.001101609 105.7868733AMGIMNSFVNDIFER 102 28173554 1xTMT6plex [N-Term] 1.585 1.631 1.659 6.052938938 81.09 0 1972.982219 2 986.9958496 1.116694681 0.001101609 105.7868733KESYSIYVYK 27 28173554 3xTMT6plex [N-Term; K1; K10] 1.844 1.937 2.088 5.243637085 33.57 1 1967.145676 3 656.3878784 1.731373506 0.001135288 55.578903QVHPDTGISSK 112 28173554 2xTMT6plex [N-Term; K11] 1.6 1.526 1.659 4.67364502 57.43 0 1626.921541 2 813.9647217 0.384695487 0.000312935 26.20406306ESYSIYVYK 48 28173554 2xTMT6plex [N-Term; K9] 1.504 1.573 1.528 4.093741417 49.34 0 1609.887781 2 805.4475098 -0.023771067 -1.91E-05 57.72019088LLLPGELAK 114 28173554 2xTMT6plex [N-Term; K9] 1.405 1.499 1.459 3.38847661 50.17 0 1411.928858 2 706.4660034 -2.923677095 -0.002064012 81.92920555HAVSEGTK 42 28173554 2xTMT6plex [N-Term; K8] 1.673 1.645 1.693 3.406315804 37.51 0 1286.746871 3 429.5871582 0.039020398 1.67E-05 16.48697907EVQTAVR 12 28173554 1xTMT6plex [N-Term] 1.315 1.325 1.239 3.144279242 35.6 0 1031.604675 2 516.3057861 -0.367354263 -0.000189482 26.08497823IASEASR 6 28173554 1xTMT6plex [N-Term] 1.557 1.617 1.564 2.609846115 26.7 0 962.5468254 2 481.776886 -0.34288965 -0.000165024 17.58544139LAHYNKR 15 28173554 2xTMT6plex [N-Term; K6] 2.55 2.26 1.294 3.203349352 13.82 1 1359.826125 2 680.4165649 -0.199508733 -0.000135649 19.78027169AVTKYTSSK 2 28173554 3xTMT6plex [N-Term; K4; K9] 2.469 1.591157079 1.71 1 1672.024833 3 558.0119629 -2.091720204 -0.001165803 29.8705382728195394 HIST2H2AB histone H2A type 2-B 317772 NP_778235.1 70 1 2 7 177 130 13.987 10.89 1.68 1.69 1.66 1.67 Significant 0.0000277 VGAGAPVYLAAVLEYLTAEILELAGNAAR 27 28195394 1xTMT6plex [N-Term] 1.601 1.644 1.692 8.063162804 78.27 0 3144.750616 3 1048.919312 -2.300586142 -0.00241159 117.9948629LLGGVTIAQGGVLPNIQAVLLPK 20 28195394 2xTMT6plex [N-Term; K23] 1.783 1.856 1.91 5.920969963 58.59 0 2729.705728 4 683.178772 -4.568228453 -0.00311748 112.4626283AGLQFPVGR 32 28195394 1xTMT6plex [N-Term] 1.2 1.333 1.353 3.622429609 43.29 0 1173.694158 2 587.3535767 4.872129824 0.002859195 58.44880585NDEELNK 83 28195394 2xTMT6plex [N-Term; K7] 1.693 1.607 1.626 3.348782778 36.27 0 1319.720716 2 660.3639526 -0.066125023 -4.36E-05 37.65053199KTESHKPGK 3 28195394 4xTMT6plex [N-Term; K1; K6; K9] 1.708 1.691 1.745 3.478503466 1 1928.209897 4 482.8081055 0.360300505 0.000173684 17.69928113HLQLAVR 4 28195394 1xTMT6plex [N-Term] 1.604 1.503 2.472841978 24.48 0 1065.673029 2 533.340332 0.336362552 0.000179226 29.87263709KGNYAER 8 28195394 2xTMT6plex [N-Term; K1] 1.73 1.657 1.61 2.121925354 13.78 1 1295.747206 3 432.5871277 -0.289958842 -0.000125238 16.23996057154759257 DDX51 ATP-dependent RNA helicase DDX51 317781 NP_778236.2 22.97297297 1 11 11 46 666 72.413 8.16 1.22 1.17 1.41 1.27 Significant 0.00331 VVAAAFQSEDPADPCALLQR 6 154759257 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.235 1.511 4.045477867 24.8 0 2387.222661 3 796.4091187 -4.129477795 -0.003285994 72.35823493TLAFVIPVVQALLSR 4 154759257 1xTMT6plex [N-Term] 3.981 2.865389347 40.97 0 1856.157071 3 619.3903198 -0.358130976 -0.000221582 113.4189096NVTEDLVPIEDIPDVHPDLQK 4 154759257 2xTMT6plex [N-Term; K21] 1.202 1.365 4.501558304 18.89 0 2844.53951 3 948.8543091 3.116186667 0.002954705 83.23226406EPAQTEAAASTEPATR 8 154759257 1xTMT6plex [N-Term] 1.171 0.752 1.357 5.124880791 61.44 0 1858.934401 2 929.9706421 -0.211476162 -0.00019656 20.07939742GGYRPSDLCVSAPTGSGK 2 154759257 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C9] 1.224 5.522530556 34.58 0 2267.185436 3 756.4002075 0.279125202 0.000210943 40.7836913

GLEDTDGDGDSGK 4 154759257 2xTMT6plex [N-Term; K13] 2.009 1.752 3.604556561 52.64 0 1723.838659 2 862.4225464 -0.488657426 -0.000421183 32.30971096FLIIDEADR 6 154759257 1xTMT6plex [N-Term] 1.244 1.191 1.372 3.511711597 32.65 0 1320.736083 2 660.8706665 -1.534138587 -0.001013096 65.89615031LFSTGLAHR 4 154759257 1xTMT6plex [N-Term] 1.195 1.308 3.508935213 31.33 0 1230.715622 3 410.9103699 0.759207996 0.000311456 42.09118117EQESLVQK 4 154759257 2xTMT6plex [N-Term; K8] 2.212 2.842603445 29.49 0 1418.825515 2 709.9162598 -0.1919889 -0.000136199 31.80035513YEEALSQLEESVKEER 2 154759257 2xTMT6plex [N-Term; K13] 1.002 1.675 3.722823858 1 2397.254955 3 799.7559204 -0.728912679 -0.000582463 76.99610041LLQPLVPR 2 154759257 1xTMT6plex [N-Term] 0.856 3.040354252 12.54 0 1164.766595 2 582.8873291 0.675331117 0.000393302 63.3635360728173564 KRT73 keratin, type II cytoskeletal 73 319101 NP_778238.1 11.2962963 1 2 6 183 540 58.887 7.23 0.96 0.8 1.14 0.96 Significant 0.0102
KQCANLETAIADAEQR 3 28173564 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 0.716 3.913615942 18.06 1 2276.2069 3 759.4015503 -7.381816254 -0.005600847 47.47670067

FASFIDKVR 6 28173564 2xTMT6plex [N-Term; K7] 0.184 0.297 0.4 3.329144955 15.73 1 1540.92517 3 514.3129883 -0.492052609 -0.000252739 65.408277
KLLEGEECR 56 28173564 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C8] 0.484 0.543 0.543 4.059412003 28.03 1 1591.887798 2 796.4465332 -1.261686755 -0.001004232 31.38902789
LLEGEECR 38 28173564 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.496 0.512 0.467 3.638840914 41.3 0 1234.629903 2 617.8179321 -1.065624754 -0.000657826 29.21270939FASFIDK 72 28173564 2xTMT6plex [N-Term; K7] 0.503 0.497 0.487 3.561355591 37.72 0 1285.755645 2 643.3795166 -3.024211397 -0.001944198 63.14860041CLYEGETAQIQSHISDTSIILSMDNNR 8 28173564 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.958 1.132 1.137 3.022302389 2.46 0 3324.60377 4 831.90979 4.078656341 0.003389979 57.18590183

148224884 PTPMT1 phosphatidylglycerophosphatase and protein-tyrosine phosphatase 1 isoform 1 114971 NP_783859.1 26.3681592 1 5 5 34 201 22.829 9.77 0.93 1.28 1.1 1.1 Significant 0.00828
IDPTVLLGALPLR 22 148224884 1xTMT6plex [N-Term] 1.132 1.272 1.05 4.711556435 49.67 0 1607.009344 2 804.0016479 -8.29175114 -0.006662461 107.2906299YQSLGQCVYVHCK 4 148224884 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C7; C12] 1.917 1.354 4.306297779 17.04 0 2100.077072 3 700.6966553 -0.790413699 -0.00055331 43.65930591
GVITMNEEYETR 4 148224884 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.776 1.205 2.145743132 40.92 0 1686.820617 2 843.909729 -5.0009065 -0.004217816 29.14799392DGTFVISK 2 148224884 2xTMT6plex [N-Term; K8] 0.976 2.797489166 17.2 0 1324.787673 2 662.8972778 -0.297621985 -0.000197143 50.9167555GVQFALK 2 148224884 2xTMT6plex [N-Term; K7] 0.622 1.726281047 12.88 0 1220.776715 2 610.8917847 -0.345758612 -0.000211047 58.70263638
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28395033 RHOC rho-related GTP-binding protein RhoC precursor 389 NP_786886.1 68.9119171 1 2 10 179 193 21.992 6.58 1.07 1.08 1.18 1.11 Significant 0.000999
ISAFGYLECSAK 26 28395033 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 0.911 0.991 0.968 4.693588257 54.4 0 1803.971528 2 902.4857788 -4.017143675 -0.003623406 67.41935155

DQFPEVYVPTVFENYIADIEVDGK 4 28395033 2xTMT6plex [N-Term; K24] 1.216 0.904 4.35842371 41.63 0 3245.665832 3 1082.560303 0.16098488 0.000174168 112.5469467
HFCPNVPIILVGNKK 14 28395033 3xTMT6plex [N-Term; K14; K15]; 1xCarbamidomethyl [C3] 1.67 1.578 1.728 5.928996563 21.3 1 2423.456403 4 606.6184082 -1.898122654 -0.001150004 71.2950293

LVIVGDGACGK 26 28395033 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 1.047 1.058 1.259 3.83623004 58.11 0 1546.90272 2 773.9553223 0.418792495 0.000323916 54.13966624
QVELALWDTAGQEDYDR 18 28395033 1xTMT6plex [N-Term] 0.886 0.695 0.981 5.435295105 43.33 0 2238.087607 3 746.7003174 -0.539662325 -0.000402604 75.4158815

HFCPNVPIILVGNK 34 28395033 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C3] 0.83 0.834 0.849 5.205572605 56.75 0 2066.198508 2 1033.601318 -1.523518306 -0.001573946 81.29531006
LRPLSYPDTDVILMCFSIDSPDSLENIPEK 5 28395033 2xTMT6plex [N-Term; K30]; 1xOxidation [M14]; 1xCarbamidomethyl [C15] 2.376 1.851 3.894891977 15.3 0 3939.017163 4 985.5081787 -1.593861106 -0.001569562 98.96925256

TCLLIVFSK 22 28395033 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.72 1.764 1.732 3.944938183 56.78 0 1538.938043 2 769.972168 -0.639195648 -0.000491841 87.17310077EVFEMATR 18 28395033 1xTMT6plex [N-Term] 0.936 0.938 0.887 3.72497201 46.8 0 1211.629175 2 606.3182983 0.119929175 7.27E-05 45.0003398MKQEPVR 6 28395033 2xTMT6plex [N-Term; K2] 1.391 1.337 1.275 2.761422634 7.03 1 1345.802612 3 449.2723083 -0.178422281 -8.00E-05 35.70689731EVFEMATR 6 28395033 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.149 1.039 0.993 2.189712763 18.52 0 1227.62409 2 606.3182983 0.119929175 7.27E-05 45.000339828460688 TXLNA alpha-taxilin 200081 NP_787048.1 23.62637363 1 10 10 44 546 61.853 6.52 1.06 1.09 1.04 1.06 Significant 0.000187 VQDLSAGGQGSLTDSGPER 2 28460688 1xTMT6plex [N-Term] 1.144 5.158608437 82.32 0 2103.051556 2 1052.029785 0.350981648 0.000369066 40.61022012VTEAPCYPGAPSTEASGQTGPQEPTSAR 6 28460688 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.603 1.179 0.921 5.772398472 69.19 0 3075.452673 3 1025.820923 -1.449368853 -0.001485822 40.6945664EITLLMQTLNTLSTPEEK 8 28460688 2xTMT6plex [N-Term; K18] 1.265 1.185 100 4.877579689 40.15 0 2519.404262 3 840.4724121 -0.626756055 -0.000526351 111.2252092FEEFQNTLSK 6 28460688 2xTMT6plex [N-Term; K10] 1.168 1.156 1.219 4.214169025 56.47 0 1700.925958 2 850.9672852 0.785550067 0.000668081 61.70116261LQQAQEMLK 2 28460688 2xTMT6plex [N-Term; K9] 0.851 3.556086302 32.05 0 1546.90272 2 773.9547119 -0.370134377 -0.000286281 55.86355638DKELEGLQVK 2 28460688 3xTMT6plex [N-Term; K2; K10] 1.181 3.124593735 5.54 1 1846.125275 3 616.0457764 -1.353753438 -0.000833066 49.85731195SSEVFTTFK 6 28460688 2xTMT6plex [N-Term; K9] 1.017 1.093 1.111 3.691683769 54.71 0 1503.845916 2 752.4252319 -1.814782208 -0.001364576 56.5110075QSQLVQEK 6 28460688 2xTMT6plex [N-Term; K8] 0.743 0.8 1.08 3.460044146 42.24 0 1417.8415 2 709.4230347 -1.909257179 -0.001353512 29.77443001YAELLEEHR 2 28460688 1xTMT6plex [N-Term] 0.963 3.024913073 21.75 0 1388.737145 3 463.5836182 -0.60770162 -0.000281313 38.9949191ALLEMAEEK 2 28460688 2xTMT6plex [N-Term; K9] 1.199 2.86253643 9.27 0 1491.849287 2 754.4247437 -1.320783215 -0.000995768 49.92332828ALLEMAEEK 2 28460688 2xTMT6plex [N-Term; K9]; 1xOxidation [M5] 1.018 1.647163391 24.13 0 1507.844202 2 754.4247437 -1.320783215 -0.000995768 49.9233282844921615 EXOC8 exocyst complex component 8 149371 NP_787072.2 16.82758621 1 9 9 30 725 81.747 5.49 1 0.82 0.94 0.92 Significant 0.00329
SSLESIPLTLLPAAAAAGAAAASGGEEGVGGAGGR 6 44921615 1xTMT6plex [N-Term] 100 0.462 0.835 6.579856873 50.27 0 3265.722563 3 1089.248169 2.262998707 0.002463442 103.7148398

QNASFLYETVLPVVEK 2 44921615 2xTMT6plex [N-Term; K16] 1.017 4.079871655 30.01 0 2295.300055 3 765.7720947 0.730056919 0.000558567 93.3982927YNALYSLDGLAVVNVK 4 44921615 2xTMT6plex [N-Term; K16] 1.367 0.824 4.176424026 31.35 0 2197.263276 3 733.0924072 -0.276444029 -0.000202473 89.73487937SAMGMFVDAFSK 2 44921615 2xTMT6plex [N-Term; K12] 1.111 2.767431259 5.56 0 1748.91157 2 874.9593506 -0.083079172 -7.26E-05 86.05154811TLTTLLEK 2 44921615 2xTMT6plex [N-Term; K8] 0.743 3.374979734 23.49 0 1376.876488 2 688.9417725 -0.159773318 -0.000109994 75.2042459DGSGPGEEGK 2 44921615 2xTMT6plex [N-Term; K10] 1.176 3.050486565 31.94 0 1390.721444 2 695.8642578 -0.14750977 -0.000102572 17.225037VNPESTTSVV 6 44921615 1xTMT6plex [N-Term] 0.849 0.757 0.852 1.847533107 34.83 0 1261.683713 2 631.3453369 -0.250000751 -0.000157711 82.50629632LLMFPESR 4 44921615 1xTMT6plex [N-Term] 0.791 0.996 3.206425905 26.54 0 1221.686296 2 611.3441772 -4.271029176 -0.002608929 65.21614534AVSQLIR 2 44921615 1xTMT6plex [N-Term] 0.923 0.959 2.057728291 20.27 0 1015.646146 2 508.3273315 1.221819177 0.000620468 38.37327944
28557745 ZADH2 zinc-binding alcohol dehydrogenase domain-containing protein 2 isoform 1 284273 NP_787103.1 9.549071618 1 3 3 11 377 40.115 8.18 1.12 0.95 1.05 1.04 Significant 0.00224

FTGLESIFR 6 28557745 1xTMT6plex [N-Term] 1.115 0.981 0.902 3.893774509 38.2 0 1298.730603 2 649.8683472 -0.912894529 -0.000592802 86.28859364HFLDFQGSAIPQAMQK 2 28557745 2xTMT6plex [N-Term; K16]; 1xOxidation [M14] 1.201 3.605714083 28.76 0 2292.221094 3 764.742981 -2.924778471 -0.002234746 58.91430746
SLGCDRPINYK 3 28557745 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.917 0.99 2.016214371 3.08 0 1780.97801 3 594.3306885 -0.27962182 -0.000166 37.88865183

28631173 MOCS2 molybdopterin synthase sulfur carrier subunit small subunit MOCS2A 4338 NP_789776.1 12.5 1 1 1 6 88 9.749 4.72 1.18 1.25 1.36 1.27 Significant 0.00172
SETISVPQEIK 6 28631173 2xTMT6plex [N-Term; K11] 1.183 1.254 1.36 3.819680691 37.81 0 1688.983472 2 844.9944458 -1.099707882 -0.000928694 51.1508209328827795 CHMP4B charged multivesicular body protein 4b 128866 NP_789782.1 41.07142857 1 7 8 56 224 24.935 4.82 0.83 0.86 0.85 0.85 Significant 0.000108 EALENANTNTEVLK 8 28827795 2xTMT6plex [N-Term; K14] 0.794 0.946 0.86 4.840752602 65.11 0 2004.101355 2 1002.554077 -0.238412655 -0.000238902 44.17489065NLLEISGPETVPLPNVPSIALPSKPAK 6 28827795 3xTMT6plex [N-Term; K24; K27] 0.625 0.501 7.485376358 32.89 0 3469.064853 4 868.0215454 -0.144439322 -0.000125267 102.8586601KIEQELTAAK 12 28827795 3xTMT6plex [N-Term; K1; K10] 0.909 0.828 0.815 4.456909657 51.28 1 1818.13036 2 909.5681152 -0.773652583 -0.000703301 48.56879339GGPTPQEAIQR 6 28827795 1xTMT6plex [N-Term] 0.76 1.002 0.807 4.587527752 46.86 0 1382.758943 2 691.8826294 -0.69503867 -0.000480535 23.40576853DTEEMLSK 4 28827795 2xTMT6plex [N-Term; K8] 0.71 0.661 3.27935338 24 0 1410.755052 2 705.8814697 0.432635789 0.000305172 36.87928455LFGAGGGK 6 28827795 2xTMT6plex [N-Term; K8] 0.823 0.771 0.935 2.252446413 28.46 0 1164.714115 2 582.8610229 0.562119433 0.000327354 43.85359303AALQALK 6 28827795 2xTMT6plex [N-Term; K7] 0.8 1.024 0.895 3.341745615 36.85 0 1172.776715 2 586.8916016 -0.672169723 -0.000394152 56.04190445NMGYAAK 8 28827795 2xTMT6plex [N-Term; K7] 0.952 0.772 0.891 2.691112518 27.17 0 1212.6811 2 606.8416138 -4.2459233 -0.002574475 36.87414188

30410796 PSME3 proteasome activator complex subunit 3 isoform 2 10197 NP_789839.1 52.43445693 1 12 12 93 267 30.867 6.11 1.1 1.19 1.28 1.19 Significant 0.0019 TVESEAASYLDQISR 24 30410796 1xTMT6plex [N-Term] 1.337 1.413 1.281 5.785115719 67.24 0 1897.970452 2 949.4897461 0.929275531 0.000881869 69.21183292RLDECEEAFQGTK 6 30410796 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C5] 1.155 1.122 0.962 5.49403429 27.12 1 2041.042461 3 681.0185547 -0.661391189 -0.000449976 34.18617001
SNQQLVDIIEK 6 30410796 2xTMT6plex [N-Term; K11] 1.331 1.079 1.473 3.857818127 56.8 0 1745.02092 2 873.0145264 0.490323276 0.000427812 63.68116712

EPILNIHDLTQIHSDMNLPVPDPILLTNSHDGLDGPTYK 4 30410796 2xTMT6plex [N-Term; K39]; 1xOxidation [M16] 0.784 1.254 8.873872757 27.08 0 4807.501691 5 962.3067627 0.627429121 0.000603273 94.87528958
LDECEEAFQGTK 6 30410796 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C4] 1.301 1.132 4.291725159 60.3 0 1884.94135 2 942.9754028 1.156144228 0.001089632 46.77907097

ITSEAEDLVANFFPK 4 30410796 2xTMT6plex [N-Term; K15] 1.563 1.379 4.233449459 27.9 0 2139.173792 3 713.7278442 -2.249786892 -0.001604228 106.4858418TVTEIDEKEYISLR 6 30410796 2xTMT6plex [N-Term; K8] 2.533 0.906 1.49 5.340903759 19.49 1 2154.20582 3 718.7404785 0.492894813 0.000353932 58.63493642LLELDSFLK 5 30410796 2xTMT6plex [N-Term; K9] 0.777 0.844 0.85 3.693607092 35.14 0 1535.944902 2 768.4750977 -1.29136631 -0.000991734 96.26511312MWVQLLIPR 4 30410796 1xTMT6plex [N-Term] 1.452 1.172 3.390515327 28.17 0 1384.833629 2 692.9197388 -1.030969286 -0.00071386 99.42078179YPHVEDYR 16 30410796 1xTMT6plex [N-Term] 1.176 1.2 1.29 3.583262682 41.79 0 1307.658167 3 436.5581665 1.36091508 0.000593204 25.75987907TVTEIDEK 4 30410796 2xTMT6plex [N-Term; K8] 0.972 1.219 3.262259483 41.11 0 1392.798632 2 696.902771 -0.263123329 -0.000183239 34.4870157LIISELR 8 30410796 1xTMT6plex [N-Term] 0.896 1.305 1.126 2.767730236 38.38 0 1072.692761 2 536.8500366 0.032891233 1.76E-05 61.89541132
29171702 PPA2 inorganic pyrophosphatase 2, mitochondrial isoform 1 precursor 27068 NP_789845.1 46.70658683 1 14 15 175 334 37.896 7.39 0.83 0.85 0.84 0.84 Significant 0.0000472

LIAINANDPEASK 12 29171702 2xTMT6plex [N-Term; K13] 0.78 0.867 0.851 4.691578865 73.68 0 1814.042384 2 907.5231323 -1.872145652 -0.001698076 58.04616227ESNEEEQVWHFLGK 6 29171702 2xTMT6plex [N-Term; K14] 0.649 0.698 0.667 4.568576336 37.2 0 2190.123154 3 730.7099609 -3.572391574 -0.002607992 72.19360832FKPGYLEATLNWFR 8 29171702 2xTMT6plex [N-Term; K2] 0.979 0.856 0.823 5.747278214 24.41 0 2200.231916 3 734.0811768 -1.335866706 -0.000979739 96.45388544ILGILALIDEGETDWK 7 29171702 2xTMT6plex [N-Term; K16] 2.018 1.455 0.794 3.436840057 24.27 0 2244.289156 3 748.7664795 -1.903040624 -0.001423658 113.1320714GYIWNYGTLPQTWEDPHEK 6 29171702 2xTMT6plex [N-Term; K19] 0.712 0.791 0.666 5.602343082 36.18 0 2792.408436 3 931.4707642 -3.830761071 -0.003565683 73.72518617
STNCFGDNDPIDVCEIGSK 14 29171702 2xTMT6plex [N-Term; K19]; 2xCarbamidomethyl [C4; C14] 0.84 0.796 0.813 5.444037914 65.93 0 2586.221624 2 1293.614502 0.040060855 5.18E-05 59.44356513

SLVESVSSSPNK 20 29171702 2xTMT6plex [N-Term; K12] 0.752 0.738 0.673 5.262039185 70.29 0 1691.957986 2 846.4833374 0.834716169 0.000706152 40.69761161SLVESVSSSPNKESNEEEQVWHFLGK 8 29171702 3xTMT6plex [N-Term; K12; K26] 1.195 1.339 1.173 8.053207397 36.57 1 3633.900366 4 909.2271118 -3.78346487 -0.003437184 80.87422771YVANIFPYK 72 29171702 2xTMT6plex [N-Term; K9] 0.855 0.849 0.756 3.943749428 51.46 0 1572.919022 2 786.9629517 -0.251195187 -0.000197555 70.48784537AFALEVIK 12 29171702 2xTMT6plex [N-Term; K8] 0.995 0.951 0.755 3.481670618 43.14 0 1348.860444 2 674.9332275 -0.938504706 -0.000632956 71.0939738GQPCSQNYR 4 29171702 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.88 0.826 3.521228552 31.29 0 1338.642199 2 669.8248901 0.227367281 0.000152182 15.37480073FHDIDDVKK 18 29171702 3xTMT6plex [N-Term; K8; K9] 0.972 0.94 0.853 3.693565845 10.63 1 1804.057196 4 451.77005 0.651179639 0.000293691 40.47269284FHDIDDVK 10 29171702 2xTMT6plex [N-Term; K8] 0.674 0.754 0.768 4.007221699 25.23 0 1446.799301 3 482.9382629 0.646239156 0.000311659 39.73598946
STHQCWK 8 29171702 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.954 1.006 1.055 3.173888683 27.88 0 1404.745826 2 702.8755493 -1.426312968 -0.001001804 24.13585344
EPMNPIK 6 29171702 2xTMT6plex [N-Term; K7] 0.854 0.866 0.869 2.803367615 28.6 0 1286.754265 2 643.880127 -1.000566919 -0.000643742 39.494033191825557 KLC3 kinesin light chain 3 147700 NP_803136.2 22.02380952 1 7 10 44 504 55.331 6.49 1.11 1.11 1.13 1.11 Significant 0.0000356 YQQAEELYK 4 91825557 2xTMT6plex [N-Term; K9] 1.222 1.546 4.246917248 45.67 0 1629.888844 2 815.4481812 0.148417905 0.000120952 43.12473388ASEESVAQLEEEKR 2 91825557 2xTMT6plex [N-Term; K13] 1.245 3.591733932 18.51 1 2063.102084 3 688.3712769 -1.36027859 -0.000935465 40.50049027EATDLLHDALQIR 6 91825557 1xTMT6plex [N-Term] 1.099 1.06 1.058 4.384647846 25.23 0 1723.954014 3 575.3182983 -7.930768662 -0.004557427 69.79566023GEAAAGAAGMK 4 91825557 2xTMT6plex [N-Term; K11] 1.521 1.304 3.710327148 37.81 0 1391.771706 2 696.3919067 3.471256488 0.002415598 27.2619634

QLNNLALLCQNQGK 6 91825557 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C9] 1.286 1.247 1.205 3.739429951 20.28 0 2072.168664 3 691.3933716 -1.497384822 -0.001034278 63.04337292
VLGADHPDVAK 6 91825557 2xTMT6plex [N-Term; K11] 1.498 1.234 1.092 3.286133051 23.86 0 1579.920813 3 527.3113403 -0.851241338 -0.000448298 37.09067478TLHNLVIQYAGQGR 2 91825557 1xTMT6plex [N-Term] 1.223 4.220053673 14.22 0 1799.012532 3 600.3412476 -1.858004966 -0.001114191 50.72855625HLEFLGQLR 4 91825557 1xTMT6plex [N-Term] 1.051 1.108 3.610168695 34.57 0 1341.784036 3 447.9321899 -1.504933527 -0.000673099 55.01796362EELEETQR 4 91825557 1xTMT6plex [N-Term] 1.27 0.943 2.864211559 24.99 0 1262.642576 2 631.8244629 -0.734110165 -0.000463459 18.75886533EAEPLCQR 6 91825557 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.804 0.814 1.145 2.943562508 20.1 0 1231.630238 2 616.3182373 -0.844141848 -0.000519835 20.3045374628933465 STX12 syntaxin-12 23673 NP_803173.1 27.53623188 1 7 7 37 276 31.622 5.59 0.98 1.03 0.91 0.97 Significant 0.00128 ELGSLPLPLSTSEQR 10 28933465 1xTMT6plex [N-Term] 0.789 0.993 0.879 4.75318861 49.15 0 1856.032658 2 928.5195923 -0.404227633 -0.00037513 69.07359371DFSSIIQTCSGNIQR 4 28933465 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.322 0.74 3.723075151 32.83 0 1954.985391 2 977.9955444 -0.807414122 -0.000789241 56.56600595QLEADILDVNQIFK 6 28933465 2xTMT6plex [N-Term; K14] 1.027 1.197 0.871 3.936541319 49.55 0 2104.205427 3 702.0732422 -0.12039105 -8.44E-05 97.56412133ISQATAQIK 6 28933465 2xTMT6plex [N-Term; K9] 1.112 0.951 1.071 3.886439562 42.09 0 1417.877885 2 709.4428711 0.409278899 0.000290154 42.33978494ETNELLK 6 28933465 2xTMT6plex [N-Term; K7] 1.154 0.979 0.603 2.681851149 31.53 0 1304.782588 2 652.894165 -1.176036444 -0.000767236 40.24278004NLMSQLGTK 3 28933465 2xTMT6plex [N-Term; K9] 0.528 0.99 3.243833065 4.21 0 1449.849956 2 725.4249878 -5.005341437 -0.003628497 53.61305128ATEQLQR 2 28933465 1xTMT6plex [N-Term] 0.903 2.769072533 28.52 0 1074.610488 2 537.8083496 -0.991653498 -0.000532821 17.8921032629171747 PLPP2 phospholipid phosphatase 2 isoform 3 8612 NP_808211.1 6.472491909 1 2 2 7 309 34.37 8.62 0.8 0.89 0.98 0.89 Significant 0.00339 GFYCGDDSIR 5 29171747 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.8 0.887 0.967 3.321602345 45.1 0 1418.657181 2 709.8322144 -0.020102857 -1.43E-05 44.99960133GNPADVTEAR 2 29171747 1xTMT6plex [N-Term] 0.995 3.05286479 4.63 0 1258.658895 2 629.8319702 -1.772577401 -0.001115535 21.64150771193211600 PPM1A protein phosphatase 1A isoform 3 5494 NP_808821.2 11.86813187 1 5 5 23 455 51.333 7.11 0.94 1.09 0.87 0.97 Significant 0.00448 GPTEQLVSPEPEVHDIER 6 193211600 1xTMT6plex [N-Term] 0.781 0.863 5.473797798 40.2 0 2261.161106 3 754.3891602 -3.617062591 -0.002726254 45.84498781VCNEVVDTCLYK 6 193211600 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C2; C9] 0.915 1.189 1.338 3.249281406 23.65 0 1958.012741 2 979.5107422 0.749144768 0.000733418 55.79536457

LEVTDDLEK 4 193211600 2xTMT6plex [N-Term; K9] 0.976 0.808 3.516320705 53.21 0 1519.86196 2 760.4345703 -0.063370887 -4.82E-05 54.57373988ALGDFDYK 4 193211600 2xTMT6plex [N-Term; K8] 0.841 0.87 3.246114254 38.64 0 1386.766938 2 693.887085 -0.032138151 -2.23E-05 51.25580736VSPEAVK 3 193211600 2xTMT6plex [N-Term; K7] 1.135 0.902 2.468111277 33.36 0 1187.739995 2 594.3723755 -2.122150848 -0.001260282 34.02854642189027129 PDE12 2',5'-phosphodiesterase 12 201626 NP_808881.3 16.91297209 1 8 8 30 609 67.309 6.57 0.92 1.26 1.15 1.11 Significant 0.00805 NPPAFTELQLPR 6 189027129 1xTMT6plex [N-Term] 0.85 1.143 4.513372898 70.71 0 1611.905607 3 537.9729614 -0.791847023 -0.000425461 67.93304104ELESVCVVEAGPGTCTFDHR 6 189027129 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C15] 1.26 1.09 1.216 5.255335331 35.55 0 2492.174724 3 831.3959351 -0.590867167 -0.000490848 53.16189876AEAGSQTAAGAMER 2 189027129 1xTMT6plex [N-Term] 1.949 4.871948719 62.67 0 1578.774335 2 789.8912354 0.544031598 0.000429452 19.9273953YIMAGFPVCPK 4 189027129 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 0.755 1.48 3.297221422 18.24 0 1740.958126 3 580.9907227 -0.293953796 -0.000170587 75.03872829
LVLYPSAQEK 6 189027129 2xTMT6plex [N-Term; K10] 1.243 1.097 3.586425543 30.68 0 1605.961615 2 803.484436 -0.012061115 -9.68E-06 57.33299364TVLYPYCAPYALELDYR 2 189027129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 100 1.653341174 3.3 0 2336.183422 2 1168.596558 1.034539648 0.001208437 84.18904419KVTEDALIR 2 189027129 2xTMT6plex [N-Term; K1] 1.075 2.520219564 6.98 1 1502.930649 3 501.6484985 0.195142383 9.78E-05 41.69483352LHCTPGDGQR 2 189027129 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.209 2.675732851 18.28 0 1369.684398 3 457.232605 -0.829934688 -0.000378916 16.3983105929826282 PPM1G protein phosphatase 1G 5496 NP_817092.1 32.41758242 1 13 13 113 546 59.235 4.36 1.25 1.24 1.22 1.24 Significant 0.0000509 NLPPEEQMISALPDIK 14 29826282 2xTMT6plex [N-Term; K16] 1.357 1.176 1.228 4.481878281 38.93 0 2253.256476 3 751.7568359 -0.231357373 -0.000173769 84.71959806AYTGFSSNSER 8 29826282 1xTMT6plex [N-Term] 1.383 1.254 1.095 4.320020676 42.88 0 1447.701488 2 724.3549194 0.742112374 0.000537179 33.55597321ALDMSYDHKPEDEVELAR 2 29826282 2xTMT6plex [N-Term; K9] 1.124 4.57008791 12.02 0 2576.306673 4 648.8294067 -2.234025123 -0.001447817 43.43335597ALDMSYDHKPEDEVELAR 6 29826282 2xTMT6plex [N-Term; K9]; 1xOxidation [M4] 0.995 0.965 1.327 5.000756741 24.24 0 2592.301588 4 648.8294067 -2.234025123 -0.001447817 43.43335597ALEDAFLAIDAK 24 29826282 2xTMT6plex [N-Term; K12] 1.255 1.241 1.274 5.085432053 86.25 0 1735.004208 2 868.0046387 -1.272104264 -0.001103553 88.51360861VADEDDVDNEEAALLHEEATMTIEELLTR 16 29826282 1xTMT6plex [N-Term] 0.653 100 0.01 6.131033421 64.99 0 3500.678769 3 1167.562744 -1.453814663 -0.001696446 111.5678527

GTEAGQVGEPGIPTGEAGPSCSSASDK 6 29826282 2xTMT6plex [N-Term; K27]; 1xCarbamidomethyl [C21] 1.539 1.197 0.697 6.297883034 53.27 0 3004.456979 3 1002.155701 -1.47453242 -0.001476723 53.1093329
NTAELQPESGK 6 29826282 2xTMT6plex [N-Term; K11] 0.975 1.18 4.268398762 44.95 0 1631.900471 2 816.4534912 -0.468924508 -0.000382619 28.55908147ELAQIAGRPTEDEDEKEK 3 29826282 3xTMT6plex [N-Term; K16; K18] 0.613 1.436 4.078837395 4.29 1 2745.487364 3 915.8326416 -1.454126275 -0.001330762 40.17845494NTAELQPESGKR 5 29826282 2xTMT6plex [N-Term; K11] 1.069 1.752 1.059 4.071741104 8.56 1 1788.001582 3 596.6723022 0.43148076 0.000257163 22.0659193LTTEEVIK 6 29826282 2xTMT6plex [N-Term; K8] 1.289 1.104 1.275 3.512590647 41.43 0 1390.855753 2 695.9319458 0.619871299 0.000431076 49.5689555AIGDHFYK 12 29826282 2xTMT6plex [N-Term; K8] 1.279 1.281 1.228 3.101772785 28.31 0 1408.798907 3 470.270813 -0.724741588 -0.000340338 40.66527643QLIVANAGDSR 2 29826282 1xTMT6plex [N-Term] 1.247 3.22080636 47.26 0 1372.774593 2 686.8909302 -0.006970145 -4.78E-06 33.93209587YLPDIIK 3 29826282 2xTMT6plex [N-Term; K7] 1.121 1.36 2.335962057 23.66 0 1319.833895 2 660.4204712 -0.17389854 -0.000114759 68.34693048

30065643 PPP2R4 serine/threonine-protein phosphatase 2A activator isoform b 5524 NP_821067.1 40.55727554 1 10 10 92 323 36.752 6.29 0.99 1.1 0.99 1.03 Significant 0.00127
IDYGTGHEAAFAAFLCCLCK 12 30065643 2xTMT6plex [N-Term; K20]; 3xCarbamidomethyl [C16; C17; C19] 3.397 2.658 2.888 5.25937748 33.57 0 2762.35047 4 691.3409424 -3.088137744 -0.00213263 93.18593358

TGPFAEHSNQLWNISAVPSWSK 16 30065643 2xTMT6plex [N-Term; K22] 0.993 1.16 1.068 5.942873478 46.56 0 2914.525197 3 972.1829834 3.156481653 0.003066548 80.8739517QPPPDSSEEAPPATQNFIIPK 4 30065643 2xTMT6plex [N-Term; K21] 0.932 0.996 3.868044376 16.62 0 2721.449967 3 907.8190918 -2.662018212 -0.00241485 63.37441357LVALLNTLDR 12 30065643 1xTMT6plex [N-Term] 0.99 1.137 0.927 3.485737801 45.85 0 1356.841216 2 678.9242554 0.013105577 8.89E-06 92.1886124WIDETPPVDQPSR 13 30065643 1xTMT6plex [N-Term] 1.021 1.115 0.604 3.96516037 47.06 0 1768.906729 2 884.9579468 1.067006336 0.000943717 50.76182712VDDQIAIVFK 6 30065643 2xTMT6plex [N-Term; K10] 1.203 1.209 1.284 4.264474392 52.56 0 1605.961615 2 803.4833984 -1.304243502 -0.001047282 76.46987744FGSLLPIHPVTSG 10 30065643 1xTMT6plex [N-Term] 0.965 0.886 1.046 3.127564669 32.83 0 1553.888895 2 777.4488525 0.987012733 0.000766854 79.65457458FPVIQHFK 12 30065643 2xTMT6plex [N-Term; K8] 0.93 0.984 0.977 3.841363907 28.59 0 1473.898227 2 737.4539795 1.665993167 0.001227752 58.89748811VSEAIEK 4 30065643 2xTMT6plex [N-Term; K7] 0.955 0.943 3.377923489 30.51 0 1233.745474 2 617.3760376 -0.547604592 -0.000337802 37.07631934KLTFEYR 3 30065643 2xTMT6plex [N-Term; K1] 1.241 1.104 2.245040655 7.75 1 1414.845857 3 472.2866821 -0.257111599 -0.000121258 43.7511603129788785 TUBB tubulin beta chain isoform b 203068 NP_821133.1 82.65765766 1 5 27 1789 444 49.639 4.89 0.98 0.97 0.97 0.97 Significant 0.0000117
EIVHIQAGQCGNQIGAK 132 29788785 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C10] 1.03 1.048 1.036 6.585803032 59.49 0 2281.248705 3 761.0877075 -0.059682842 -4.54E-05 43.75583605

IMNTFSVVPSPK 67 29788785 2xTMT6plex [N-Term; K12] 1.12 1.074 1.056 4.55518055 45.92 0 1778.028648 2 889.5179443 -0.020487929 -1.82E-05 116.6514774AILVDLEPGTMDSVR 39 29788785 1xTMT6plex [N-Term]; 1xOxidation [M11] 1.017 0.982 3.856939316 42.84 0 1860.99383 2 923.0026245 -0.511044508 -0.000471438 75.57072401AILVDLEPGTMDSVR 78 29788785 1xTMT6plex [N-Term] 0.95 0.944 0.903 5.147194386 72.18 0 1844.998915 2 923.0026245 -0.511044508 -0.000471438 75.57072401MSMKEVDEQMLNVQNK 2 29788785 3xTMT6plex [N-Term; K4; K16] 0.675 4.795966148 20.23 1 2611.386076 3 871.1320801 -1.680554119 -0.001462859 64.40539551ISVYYNEATGGK 55 29788785 2xTMT6plex [N-Term; K12] 0.959 0.981 0.867 5.247358322 58.18 0 1759.963071 2 880.4821167 -3.474221512 -0.003057251 53.94136822SGPFGQIFRPDNFVFGQSGAGNNWAK 33 29788785 2xTMT6plex [N-Term; K26] 1.017 1.005 0.963 7.112770557 35.97 0 3256.669236 4 814.9228516 0.104625301 8.52E-05 89.82813708FWEVISDEHGIDPTGTYHGDSDLQLDR 26 29788785 1xTMT6plex [N-Term] 0.99 0.9 0.933 7.702022076 61.56 0 3331.570479 4 833.6477051 -0.446902597 -0.000372222 74.7245416EVDEQMLNVQNK 36 29788785 2xTMT6plex [N-Term; K12] 0.917 0.98 1.085 4.724370956 70.55 0 1905.015183 2 953.0119019 0.705496182 0.00067199 50.56193795EVDEQMLNVQNK 93 29788785 2xTMT6plex [N-Term; K12]; 1xOxidation [M6] 0.886 0.966 0.764 3.939887524 54.48 0 1921.010098 2 953.0119019 0.705496182 0.00067199 50.56193795LHFFMPGFAPLTSR 44 29788785 1xTMT6plex [N-Term] 1.054 1.178 1.135 4.9588871 48.96 0 1849.998462 3 622.6690674 -0.390157635 -0.000242677 75.16878847
EAESCDCLQGFQLTHSLGGGTGSGMGTLLLSK 90 29788785 2xTMT6plex [N-Term; K32]; 1xOxidation [M25]; 2xCarbamidomethyl [C5; C7] 1.571 1.6 1.624 7.412225246 56.11 0 3785.854866 3 1262.624512 1.08716694 0.001371952 74.58236406
EAESCDCLQGFQLTHSLGGGTGSGMGTLLLSK 52 29788785 2xTMT6plex [N-Term; K32]; 2xCarbamidomethyl [C5; C7] 1.663 1.664 1.567 7.303557873 51.93 0 3769.859951 3 1262.624512 1.08716694 0.001371952 74.58236406

MAVTFIGNSTAIQELFK 49 29788785 2xTMT6plex [N-Term; K17]; 1xOxidation [M1] 1.016 1.048 1.083 5.709393978 46.59 0 2344.298675 3 776.7669067 -7.556340137 -0.005864485 106.6749292MAVTFIGNSTAIQELFK 66 29788785 2xTMT6plex [N-Term; K17] 0.997 0.953 1 6.656556606 88.55 0 2328.30376 3 776.7669067 -7.556340137 -0.005864485 106.6749292ALTVPELTQQVFDAK 54 29788785 2xTMT6plex [N-Term; K15] 1.006 1.003 1 4.679051399 66.22 0 2118.221077 2 1059.61377 -0.384406287 -0.000407129 88.49005058GHYTEGAELVDSVLDVVR 85 29788785 1xTMT6plex [N-Term] 0.952 0.956 0.96 7.12968874 85.12 0 2188.144728 2 1094.574707 -1.183764249 -0.001295124 87.5435261LTTPTYGDLNHLVSATMSGVTTCLR 57 29788785 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C23] 1.094 1.239 1.056 8.604649544 56.81 0 2937.501143 4 735.1234131 -9.981608455 -0.007330247 96.03723989
LTTPTYGDLNHLVSATMSGVTTCLR 47 29788785 1xTMT6plex [N-Term]; 1xOxidation [M17]; 1xCarbamidomethyl [C23] 1.193 0.975 1.247 7.464911938 53.38 0 2953.496058 4 735.1234131 -9.981608455 -0.007330247 96.03723989

KEAESCDCLQGFQLTHSLGGGTGSGMGTLLLSK 28 29788785 3xTMT6plex [N-Term; K1; K33]; 1xOxidation [M26]; 2xCarbamidomethyl [C6; C8] 1.567 1.578 1.245 7.049307346 46.41 1 4143.112761 4 1032.534424 -0.479893614 -0.000495144 77.64149075
KEAESCDCLQGFQLTHSLGGGTGSGMGTLLISK 46 29788785 3xTMT6plex [N-Term; K1; K33]; 2xCarbamidomethyl [C6; C8] 1.551 1.546 1.484 9.676848412 69.7 1 4127.117846 4 1032.534424 -0.479893614 -0.000495144 77.64149075

VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR 66 29788785 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C27; C37] 0.986 100 100 7.93846035 41.86 0 4822.270146 4 1206.323242 0.205826295 0.000248137 98.11378059
NSSYFVEWIPNNVK 2 29788785 2xTMT6plex [N-Term; K14] 1.01 3.213885307 22.8 0 2155.158811 3 719.0574341 -0.492694042 -0.000353945 79.69365973LHFFMPGFAPLTSR 62 29788785 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.995 0.963 0.941 5.029230118 49.74 0 1865.993377 3 622.6690674 -0.390157635 -0.000242677 75.16878847KLAVNMVPFPR 20 29788785 2xTMT6plex [N-Term; K1] 1.606 1.641 1.533 5.371455193 29.48 1 1730.055138 2 873.5266113 -2.352191303 -0.002053522 56.2067732IMNTFSVVPSPK 13 29788785 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 1.109 1.131 1.038 3.947322607 29.45 0 1794.023563 2 889.5179443 -0.020487929 -1.82E-05 116.6514774FPGQLNADLR 32 29788785 1xTMT6plex [N-Term] 0.957 1.083 1.03 3.621227264 44.18 0 1359.758215 2 680.3844604 2.521969274 0.001714634 54.04032922LAVNMVPFPR 42 29788785 1xTMT6plex [N-Term] 0.891 0.95 0.954 3.903916836 53.24 0 1372.797243 2 686.8991699 -4.501681716 -0.003089948 73.67476694ISEQFTAMFR 53 29788785 1xTMT6plex [N-Term] 0.914 0.997 0.972 4.514603138 42.2 0 1458.761251 3 486.9259033 1.306074545 0.000635084 70.72763008YLTVAAVFR 62 29788785 1xTMT6plex [N-Term] 1.175 1.195 1.257 3.474796772 56.14 0 1268.756424 2 634.8826294 1.227965457 0.000778995 74.34126018MAVTFIGNSTAIQELFKR 3 29788785 2xTMT6plex [N-Term; K17] 0.542 0.337 3.084447145 10.74 1 2484.404871 3 828.8077393 1.526781517 0.001264381 99.57113306TAVCDIPPR 196 29788785 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.128 1.12 1.089 3.421728849 41.76 0 1257.682273 2 629.3445435 -0.368094508 -0.000231473 109.2533197KLAVNMVPFPR 30 29788785 2xTMT6plex [N-Term; K1]; 1xOxidation [M6] 1.571 1.599 1.552 3.647482634 33.06 1 1746.050053 2 873.5266113 -2.352191303 -0.002053522 56.2067732NMMAACDPR 34 29788785 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.96 1.056 1.017 2.722177267 68.52 0 1294.590363 2 647.7985229 -0.458995818 -0.000297106 24.88771145ISEQFTAMFR 42 29788785 1xTMT6plex [N-Term]; 1xOxidation [M8] 0.972 0.907 0.791 3.243584394 36.83 0 1474.756166 3 486.9259033 1.306074545 0.000635084 70.72763008LAVNMVPFPR 50 29788785 1xTMT6plex [N-Term]; 1xOxidation [M5] 0.966 1.01 1.006 2.887725115 34.73 0 1388.792158 2 686.8991699 -4.501681716 -0.003089948 73.67476694

NMMAACDPR 49 29788785 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C6] 0.992 1.092 1.063 1.973519325 51.28 0 1310.585278 2 647.7985229 -0.458995818 -0.000297106 24.88771145IREEYPDR 12 29788785 1xTMT6plex [N-Term] 1.359 0.915 1.21 4.007592678 32.34 1 1306.69528 3 436.2367859 0.401023883 0.000174672 34.69533767NMMAACDPR 14 29788785 1xTMT6plex [N-Term]; 2xOxidation [M2; M3]; 1xCarbamidomethyl [C6] 1.998 2.417 1.012312055 39.83 0 1326.580193 2 647.7985229 -0.458995818 -0.000297106 24.88771145
FPGQLNADLRK 2 29788785 2xTMT6plex [N-Term; K11] 3.02 3.818161011 12.72 1 1717.01611 3 573.0090942 -1.968825532 -0.001126835 52.71199377

38045898 ERC1 ELKS/Rab6-interacting/CAST family member 1 isoform epsilon 23085 NP_829884.1 23.65591398 1 24 24 96 1116 128.008 5.97 1.05 0.88 0.93 0.95 Significant 0.00279
AAGLQAEIGQVK 6 38045898 2xTMT6plex [N-Term; K12] 0.844 0.851 0.994 4.770953178 84.09 0 1642.989227 2 821.9981689 -0.100572403 -8.26E-05 52.94473149AAILQTEVDALR 4 38045898 1xTMT6plex [N-Term] 1.1 0.858 4.346456051 44.07 0 1528.889623 2 764.9472656 -1.54906539 -0.001184175 66.33254066KDTELLALQTK 3 38045898 3xTMT6plex [N-Term; K1; K11] 1.031 1.027 4.979375839 18.42 1 1947.209339 3 649.7407227 -0.88550379 -0.000574754 57.40312865EMVLAQEESAR 6 38045898 1xTMT6plex [N-Term] 0.591 0.662 1.209 4.030956745 33.93 0 1491.767459 2 746.3869629 -0.54283846 -0.000404894 35.13637555LETLTNQFSDSK 8 38045898 2xTMT6plex [N-Term; K12] 0.955 0.803 1.135 4.665982723 58.73 0 1841.005664 2 921.0062866 -0.19971031 -0.000183834 61.13704608VVQEENQHMQMTIQALQDELR 2 38045898 1xTMT6plex [N-Term] 1.37 4.016459465 25.2 0 2769.386113 3 923.7981567 -2.237497735 -0.002065498 76.06896063LSSTQQSLAEK 4 38045898 2xTMT6plex [N-Term; K11] 0.622 0.399 4.581944466 42.89 0 1649.947421 2 825.4767456 -0.731313645 -0.000603315 36.56048758SLQADTTNTDTALTTLEEALAEKER 4 38045898 2xTMT6plex [N-Term; K23] 0.585 5.131899357 28.87 1 3179.668352 3 1060.561279 0.29346791 0.000311044 95.59871102SLQADTTNTDTALTTLEEALAEK 6 38045898 2xTMT6plex [N-Term; K23] 0.79 0.802 7.398913383 71.71 0 2894.524648 3 965.5129395 -0.132122083 -0.000127477 102.1452735DANIALLELSSSK 4 38045898 2xTMT6plex [N-Term; K13] 1.179 0.916 4.113501549 29.02 0 1819.0577 3 607.0228271 -2.073422238 -0.001257225 74.74677983TLEIALEQK 8 38045898 2xTMT6plex [N-Term; K9] 1.565 0.989 0.89 3.571231365 55.02 0 1502.919416 2 751.9633179 -0.037625312 -2.83E-05 60.20969975LMADNYEDDHFK 2 38045898 2xTMT6plex [N-Term; K12] 0.881 3.047246218 20.73 0 1955.957334 3 652.656311 -1.510280659 -0.000984682 48.96829617VSLLQGDLSEK 6 38045898 2xTMT6plex [N-Term; K11] 0.864 0.825 0.799 4.400465488 46.98 0 1646.972908 2 823.9900513 -0.049661374 -4.09E-05 62.82729807KIENLQEQLR 2 38045898 2xTMT6plex [N-Term; K1] 1.015 4.589921474 23.29 1 1729.037239 3 577.0177002 0.756516926 0.000436015 43.26153665GQLQDELEKGER 4 38045898 2xTMT6plex [N-Term; K9] 1.111 0.977 4.240329266 12.88 1 1860.022711 3 620.6787109 -0.608464345 -0.000377253 36.66167309ESVQITAER 4 38045898 1xTMT6plex [N-Term] 1.033 0.983 3.648660183 37.03 0 1261.694946 2 631.3502197 -1.413334404 -0.000891598 24.76624007DNTIMDLQTQLK 4 38045898 2xTMT6plex [N-Term; K12] 0.957 0.901 2.509423494 11.71 0 1878.04067 3 626.6850586 -0.025062689 -1.57E-05 65.94147569ATEEDHER 4 38045898 1xTMT6plex [N-Term] 1.954 0.393 3.1568923 35.85 0 1215.58031 3 405.8645325 -1.041517274 -0.000422016 12.81892366EASLLDLK 4 38045898 2xTMT6plex [N-Term; K8] 0.966 0.946 2.867896795 35.23 0 1346.829538 2 673.918335 -0.107517782 -7.24E-05 60.81461491EAQWEELK 2 38045898 2xTMT6plex [N-Term; K8] 0.965 3.247691631 32.85 0 1490.825515 2 745.9173584 1.291141623 0.000962433 50.68414322NKVEQLKEELSSK 2 38045898 4xTMT6plex [N-Term; K2; K7; K13] 0.887 2.416288853 1.45 2 2448.48434 4 612.8760376 -0.824979495 -0.000504987 74.80982567VKQELESMK 2 38045898 3xTMT6plex [N-Term; K2; K9] 0.88 1.126 2.257587194 1 1779.065317 3 593.6930542 -0.397991202 -0.000236017 52.82858301TFWSPELK 2 38045898 2xTMT6plex [N-Term; K8] 0.754 3.076953888 24.89 0 1465.845523 2 733.4265747 0.238943366 0.000175127 65.54679643AQAEVDR 3 38045898 1xTMT6plex [N-Term] 1.219 1.56 2.537605762 21.91 0 1017.552639 2 509.2799377 -0.039468935 -2.01E-05 99.8677696930023820 FAM134C protein FAM134C 162427 NP_835227.1 19.31330472 1 6 6 24 466 51.364 4.97 1.15 1.1 1.02 1.09 Significant 0.0012 DLPDFPSINMDPAGLDDEDDTSIGMPSLMYR 6 30023820 1xTMT6plex [N-Term] 100 1.256 100 4.49676466 41.98 0 3656.664381 3 1219.559326 -0.261321323 -0.000318521 101.7615009DQQVEAAQR 6 30023820 1xTMT6plex [N-Term] 1.017 0.988 0.915 3.407980919 51.97 0 1273.669794 2 637.3382568 -0.437207609 -0.000278429 15.88757526
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ALVEVLGPYEPLLSR 2 30023820 1xTMT6plex [N-Term] 0.878 3.847419739 13.99 0 1885.099616 3 629.0386353 0.921379276 0.000578964 95.56169282DVSGSWER 6 30023820 1xTMT6plex [N-Term] 1.202 1.074 0.873 2.609350443 31.8 0 1164.584667 2 582.7956543 -0.545607604 -0.000317703 25.21848897VQAALVWERPAR 2 30023820 1xTMT6plex [N-Term] 1.145 4.095194817 20.84 0 1624.948475 3 542.3206787 -0.610737634 -0.000330806 50.9326995SPPGAEEPQAPPASR 2 30023820 1xTMT6plex [N-Term] 1.808 3.495937824 23.23 0 1719.886328 2 860.4459839 -0.951956263 -0.000818628 21.80306717
30026034 SLC35B2 adenosine 3'-phospho 5'-phosphosulfate transporter 1 isoform a precursor 347734 NP_835361.1 20.83333333 1 9 9 72 432 47.484 9.16 1.41 1.26 1.36 1.35 Significant 0.00108

FVSFPTQVLAK 16 30026034 2xTMT6plex [N-Term; K11] 1.449 1.5 1.269 4.52539587 49.36 0 1695.024549 2 848.0150146 -1.060015989 -0.000898377 83.61910405
YSFASLSNVLSSWCQYEALK 14 30026034 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C14] 1.72 1.63 1.92 7.112894535 51.45 0 2811.442773 3 937.8182373 -0.929948126 -0.000871499 110.5833222SYGATATSPGER 6 30026034 1xTMT6plex [N-Term] 2.743 1.357 2.049 4.148823261 45.16 0 1425.717138 2 713.3618774 -0.462705518 -0.000329844 18.57288024AVPVESPVQK 6 30026034 2xTMT6plex [N-Term; K10] 1.19 1.135 1.023 3.419301987 59.22 0 1511.91975 2 756.4626465 -1.146682058 -0.000866846 44.72413054ASDEVPLAPR 4 30026034 1xTMT6plex [N-Term] 1.238 3.956997395 49.99 0 1283.715681 2 642.3614502 -0.04496274 -2.89E-05 36.0967599VIPVMLMGK 8 30026034 2xTMT6plex [N-Term; K9] 1.649 1.105 1.325 3.116219044 39.37 0 1445.89882 2 723.4522705 -1.07621941 -0.000778052 87.7540718

ACVFGNEPK 6 30026034 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C2] 1.014 0.865 0.869 3.410050631 21.37 0 1479.803006 2 740.4046021 -0.728886503 -0.000539304 50.41279299
AVPVESPVQKV 8 30026034 2xTMT6plex [N-Term; K10] 2.31 1.887 2.201 3.618856907 62.37 1 1610.988164 2 805.9972534 -0.579578475 -0.000466847 52.68843028

GLCFPLVK 4 30026034 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.703 1.152 2.969739199 32.75 0 1391.8485 2 696.4275513 -0.484169748 -0.000336945 78.82272389409264581 ZNF598 zinc finger protein 598 90850 NP_835461.2 13.82743363 1 8 8 33 904 98.605 8.4 1.2 0.88 0.85 0.97 Significant 0.0129 RNEGVVGGEDYEEVDR 2 409264581 1xTMT6plex [N-Term] 0.337 4.207803249 24.93 1 2051.983142 3 684.664978 -1.345458407 -0.000920286 25.15128148KVAQPPLSAQATGSGQPTR 6 409264581 2xTMT6plex [N-Term; K1] 1.562 1.222 1.386 6.739711285 51.38 1 2352.339963 3 784.7840576 -0.996164872 -0.000781106 35.42604112ASVAAQQQEEAR 8 409264581 1xTMT6plex [N-Term] 1.176 1.062 0.892 4.877583981 62.05 0 1516.7917 2 758.8982544 -1.626888476 -0.001233825 17.53303146DLLGENFQK 4 409264581 2xTMT6plex [N-Term; K9] 0.953 0.986 3.799851894 38.07 0 1521.867714 2 761.4370728 -0.555614775 -0.000422786 56.48286338YLDNDELLK 2 409264581 2xTMT6plex [N-Term; K9] 1.267 3.073638201 32.89 0 1580.893595 2 790.9505615 0.159161171 0.000125808 59.25858417TQGEGPGPK 6 409264581 2xTMT6plex [N-Term; K9] 1.002 0.861 1.097 3.422394753 34.03 0 1328.757436 2 664.881958 -0.599367765 -0.000398207 19.29325605
LKDEDFPSLSASTSSSCSTAATPGPVGLALPYAIPAR 2 409264581 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C17] 1.056 4.651010513 17.46 1 4193.184045 4 1049.051514 0.042868974 4.49E-05 89.22258062

VFNELLVLLPDTAK 3 409264581 2xTMT6plex [N-Term; K14] 0.336 0.565 2.171401978 0.21 0 2030.230185 3 677.413208 -2.518988537 -0.001704709 112.4877038
41281911 CCDC50 coiled-coil domain-containing protein 50 long isoform 152137 NP_848018.1 12.65560166 1 5 5 20 482 56.305 8.21 0.87 0.94 0.69 0.83 Significant 0.00789 AAQVAQDEEIAR 6 41281911 1xTMT6plex [N-Term] 0.989 0.86 0.748 4.893609524 54.28 0 1529.812101 2 765.4096069 -0.106982297 -8.18E-05 28.22166248YKDLEQQDCEIAQEIQEK 4 41281911 3xTMT6plex [N-Term; K2; K18]; 1xCarbamidomethyl [C9] 0.49 1.143 4.024067402 16.33 1 2954.538413 3 985.5184326 0.789030717 0.000777074 63.8028288

KLQEEELLATQVDMR 2 41281911 2xTMT6plex [N-Term; K1] 1.161 3.42312336 7.18 1 2261.257538 3 754.4232178 -1.078337892 -0.0008128 61.41649465HFPEFPATR 2 41281911 1xTMT6plex [N-Term] 0.878 2.99410367 15.18 0 1330.710537 3 444.241394 -0.682132642 -0.000302574 40.95654712AQAQLQK 6 41281911 2xTMT6plex [N-Term; K7] 0.884 0.999 0.494 2.98662138 31.54 0 1244.772692 2 622.8898315 -0.245461733 -0.000152772 26.4319786
31083035 MRPL52 39S ribosomal protein L52, mitochondrial isoform a 122704 NP_848026.1 48.7804878 1 3 3 15 123 13.655 10.26 1.53 0.97 1.19 1.23 Significant 0.0171

LQQGLAANPSGYGPLTELPDWSYADGRPAPPMK 6 31083035 2xTMT6plex [N-Term; K33] 1.209 1.113 5.748364449 26.65 0 3956.041678 4 989.7648926 -0.99539333 -0.000984454 87.09124643VVLLSQEMDAGLQAWQLR 6 31083035 1xTMT6plex [N-Term] 1.008 1.204 1.074 5.633084297 57.41 0 2286.247753 3 762.7537842 -0.417155549 -0.000317907 100.2796115KQENALKPK 3 31083035 4xTMT6plex [N-Term; K1; K7; K9] 1.606 0.917 1.2 2.61254859 1 1972.272497 4 493.823761 0.363319629 0.000179141 33.05589643197333817 MB21D2 protein MB21D2 151963 NP_848591.2 15.27494908 1 6 6 26 491 55.764 7.03 1.54 1.41 1.37 1.44 Significant 0.00127 LPVANEYLLLSGGVR 2 197333817 1xTMT6plex [N-Term] 1.403 4.124482632 44.64 0 1830.06865 2 915.5378418 -0.132725212 -0.000121448 85.5018189ITEEEVISGFYLVPACSYK 6 197333817 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C16] 1.446 0.999 0.501 5.735312939 41.03 0 2663.404262 3 888.472229 -0.799232137 -0.000709559 97.15963728
MLYDIVPVVSFK 8 197333817 2xTMT6plex [N-Term; K12] 1.481 1.451 1.335 3.195649147 29.75 0 1869.096 3 623.7036133 0.153466569 9.56E-05 103.0170314DFIFSMLGMVQK 4 197333817 2xTMT6plex [N-Term; K12] 1.743 1.557 3.732744694 27.4 0 1874.032019 3 625.3477173 -1.825312746 -0.001140232 111.1838129LFDEGTISK 4 197333817 2xTMT6plex [N-Term; K9] 1.628 1.794 3.793240309 28.05 0 1467.845916 2 734.4244385 -2.940408681 -0.002158033 56.14195924ALEIHTAK 2 197333817 2xTMT6plex [N-Term; K8] 1.473 2.633040667 15.91 0 1340.830207 3 447.6150818 0.361911095 0.000161754 34.06682413223555917 MTDH protein LYRIC 92140 NP_848927.2 42.26804124 1 20 20 139 582 63.799 9.32 1.09 1.2 1.22 1.17 Significant 0.00119 EEAAAVPAAAPDDLALLK 10 223555917 2xTMT6plex [N-Term; K18] 1.168 1.207 1.18 4.473783016 51.06 0 2223.26367 3 741.7583618 -1.411218482 -0.001045837 75.18417195SWQDELAQQAEEGSAR 16 223555917 1xTMT6plex [N-Term] 1.081 1.535 1.421 5.629387379 62.49 0 2033.972577 2 1017.490662 0.722523108 0.000734796 50.24879285TISTSDPAEVLVK 8 223555917 2xTMT6plex [N-Term; K13] 1.136 1.29 1.327 4.716796875 63.26 0 1818.062451 2 909.536499 1.798907883 0.001635263 62.50369634TELGLDLGLEPK 14 223555917 2xTMT6plex [N-Term; K12] 1.496 1.574 1.339 4.68048048 65.25 0 1743.030423 2 872.0175781 -1.45890741 -0.00127146 72.98827343SSSQVPPILQETDK 10 223555917 2xTMT6plex [N-Term; K14] 1.141 1.055 1.25 3.529580832 55.95 0 1987.111192 2 994.0585327 -0.706100553 -0.00070155 57.91980686EMLSVGLGFLR 12 223555917 1xTMT6plex [N-Term] 1.298 1.348 1.477 4.478229523 64.43 0 1450.828937 2 725.9155273 -3.555920597 -0.002579516 89.32072437TVEVAEGEAVR 10 223555917 1xTMT6plex [N-Term] 1.213 0.866 1.38 4.287025928 78.26 0 1388.758274 2 694.8831787 0.58059195 0.000403151 30.91352325GDSHLNVQVSNFK 6 223555917 2xTMT6plex [N-Term; K13] 0.901 0.934 0.997 4.568721771 37.94 0 1903.043781 3 635.019043 -0.633455605 -0.000401831 45.08890203SIFSGIGSTAEPVSQSTTSDYQWDVSR 6 223555917 1xTMT6plex [N-Term] 2.074 0.655 1.42 7.274086475 73.59 0 3134.511568 3 1045.504883 -3.660003242 -0.003824107 72.24168136KQGEDNSTAQDTEELEK 2 223555917 3xTMT6plex [N-Term; K1; K17] 1.091 6.277935505 47.93 1 2609.35093 3 870.4536133 -1.779510068 -0.001547789 29.29944922VLTDSGSLDSTIPGIENTITVTTEQLTTASFPVGSK 2 223555917 2xTMT6plex [N-Term; K36] 1.045 5.890044212 46.15 0 4138.205886 3 1380.072021 -1.057058783 -0.001458109 112.3326645EVDEGAWETK 9 223555917 2xTMT6plex [N-Term; K10] 1.087 1.174 4.350833893 50.26 0 1621.847373 2 811.4268188 -0.623847043 -0.000505892 41.84193528HDGKEVDEGAWETK 4 223555917 3xTMT6plex [N-Term; K4; K14] 1.462 1.8 3.781607866 8.09 1 2288.212586 4 572.8078613 -1.298322331 -0.000742709 32.16929639QGEDNSTAQDTEELEK 2 223555917 2xTMT6plex [N-Term; K16] 1.451 2.202201128 27.17 0 2252.093035 2 1126.547852 -2.046316439 -0.002304248 31.65390253EDLPVNTSK 6 223555917 2xTMT6plex [N-Term; K9] 0.989 1.117 1.136 3.049697161 37.04 0 1460.83608 2 730.9212646 -0.566314822 -0.000413647 38.76262104GEGALPTGK 4 223555917 2xTMT6plex [N-Term; K9] 0.649 0.863 3.092719078 20.91 0 1287.767272 2 644.3865356 -1.147389726 -0.000738785 32.38278379SETSWESPK 8 223555917 2xTMT6plex [N-Term; K9] 1.057 1.07 1.257 3.938875437 41.93 0 1508.799694 2 754.9039917 0.670949524 0.000506164 42.67397297NKGDSHLNVQVSNFK 2 223555917 3xTMT6plex [N-Term; K2; K15] 1.138 3.51031971 0.06 1 2374.344603 4 594.3413696 -0.402154925 -0.000238714 45.19336624AVQNSSR 6 223555917 1xTMT6plex [N-Term] 1.181 0.908 1.514 2.111255407 18.54 0 990.5529734 2 495.7799072 -0.43972093 -0.000217783 14.32934696QPPEIDKK 2 223555917 3xTMT6plex [N-Term; K7; K8] 1.283 2.766103745 4.04 1 1642.014268 3 548.0095215 -0.15649491 -8.57E-05 33.97477784

30578410 STT3B dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3B 201595 NP_849193.1 14.16464891 1 11 13 85 826 93.614 8.91 1.15 1.2 1.14 1.16 Significant 0.000254
ENPPVEDSSDEDDKR 12 30578410 2xTMT6plex [N-Term; K14] 1.033 1.42 1.319 5.767818451 32.63 1 2190.056256 3 730.6905518 0.38647566 0.000282134 21.34529548
AGSPTLLNCLMYK 12 30578410 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 1.201 1.253 1.158 4.761828899 62.16 0 1926.059297 2 963.5332642 -0.023483019 -2.26E-05 84.95371279ESDYFTPQGEFR 12 30578410 1xTMT6plex [N-Term] 1.278 1.127 1.031 3.943364143 30.77 0 1704.806681 2 852.9067383 -0.282259276 -0.000240599 46.90713832NQGNLYDK 6 30578410 2xTMT6plex [N-Term; K8] 1.199 1.13 1 3.464499712 39.35 0 1409.778899 2 705.3924561 -0.896602031 -0.000632005 29.02910654FGEMQLDFR 2 30578410 1xTMT6plex [N-Term] 0.712 2.870543718 27.6 0 1371.692838 2 686.3495483 -0.741806244 -0.000508765 65.53127805KHATEQEK 4 30578410 3xTMT6plex [N-Term; K1; K8] 1.291 1.19 2.469698429 11.8 1 1657.984031 4 415.2514343 -0.074322376 -3.08E-05 15.62066778NAEIGNK 6 30578410 2xTMT6plex [N-Term; K7] 1.083 1.165 1.035 3.469414949 34.95 0 1203.709757 2 602.3591919 1.121340966 0.000674885 23.63665503EAYFWLR 6 30578410 1xTMT6plex [N-Term] 1.159 1.198 1.355 2.941314459 34.95 0 1213.65671 2 607.331665 -0.541118316 -0.000328366 66.11665967IAEGEHPK 4 30578410 2xTMT6plex [N-Term; K8] 1.168 1.275 2.735601187 17.5 0 1338.778171 3 446.9308167 -0.205089113 -9.15E-05 21.33322709VTNIFPK 6 30578410 2xTMT6plex [N-Term; K7] 1.062 1.126 1.075 2.643878698 25.69 0 1276.80293 2 638.9037476 -2.12329777 -0.001355516 59.87392559ETLDHKPR 2 30578410 2xTMT6plex [N-Term; K6] 1.137 2.733890057 4.11 0 1453.852733 3 485.2889709 -0.256936755 -0.000124516 19.15327125QNTDEHAR 4 30578410 1xTMT6plex [N-Term] 100 100 1.473536849 7.84 0 1199.596629 3 400.5368958 -0.412642157 -0.000165001 12.52636705AWYPLGR 9 30578410 1xTMT6plex [N-Term] 0.867 0.934 1.476 2.474784136 15.59 0 1091.619931 2 546.3138428 0.437988408 0.000239058 51.2604233130725877 GPR180 integral membrane protein GPR180 precursor 160897 NP_851320.1 5.909090909 1 2 2 7 440 49.363 7.39 1.56 1.16 1.5 1.41 Significant 0.00775 GSFSSTAAQDAQGQR 2 30725877 1xTMT6plex [N-Term] 1.502 4.949481487 80.43 0 1739.851005 2 870.4284668 -0.775075708 -0.000674258 24.45047249LYLFQAQEWLK 5 30725877 2xTMT6plex [N-Term; K11] 1.56 1.161 3.549167633 23.83 0 1897.098777 3 633.0366211 -1.827474031 -0.001155633 100.088204931044432 LEMD2 LEM domain-containing protein 2 isoform 1 221496 NP_851853.1 32.20675944 1 12 12 83 503 56.94 9 1.08 1.05 1.06 1.06 Significant 0.0000688 AEPWLSQPASGSAYATPGAYGDIRPSAASWVGSR 2 31044432 1xTMT6plex [N-Term] 1.499 3.796381712 10.51 0 3692.829488 3 1231.606812 -6.392531733 -0.007868843 69.84605321ELQALGFQPGPITDTTR 6 31044432 1xTMT6plex [N-Term] 1.056 1.03 5.259253025 68.6 0 2073.117785 2 1037.061401 -1.089482538 -0.001129313 68.21831936GEDQSELVTTVDK 12 31044432 2xTMT6plex [N-Term; K13] 1.181 1.09 1.02 5.189734936 68.75 0 1879.006058 2 940.0064087 -0.275351527 -0.000258694 44.48214071AVEFLASNESR 6 31044432 1xTMT6plex [N-Term] 1.206 1.006 1.048 4.172376156 49.93 0 1451.769174 2 726.387085 -1.570654734 -0.001140114 46.64616954YPYVGILHVR 12 31044432 1xTMT6plex [N-Term] 1.042 1.2 1.073 4.828384399 52.75 0 1445.846636 3 482.6208801 1.003578681 0.000483674 56.64214011IIDVVQDHYVDWEQDMER 4 31044432 1xTMT6plex [N-Term] 0.97 0.969 4.691280842 19.27 0 2519.207404 3 840.4039917 -3.962489284 -0.003327444 77.44307795VAGEDMLVWR 4 31044432 1xTMT6plex [N-Term] 1.126 1.056 3.624188423 27.04 0 1404.750687 2 702.8779907 -1.410908502 -0.000990987 64.5548002FEAALTWILSSNK 14 31044432 2xTMT6plex [N-Term; K13] 1.351 1.432 1.251 4.278139114 43.49 0 1938.11007 3 646.7094727 1.958040882 0.001264966 111.2744451ATQGPGLAAR 6 31044432 1xTMT6plex [N-Term] 1.143 0.914 0.669 3.686183453 42.44 0 1170.679236 2 585.8428955 -0.616808048 -0.000361042 21.15347557KTDEFCQAK 7 31044432 3xTMT6plex [N-Term; K1; K9]; 1xCarbamidomethyl [C6] 0.948 0.926 1.116 4.060978413 24.51 1 1814.008531 3 605.3411865 0.261972479 0.000158407 30.35043431

LLPVDCER 8 31044432 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.004 0.885 1.043 3.204452991 23.47 0 1230.671374 2 615.8380127 -2.133339111 -0.00131272 44.45306196DSLIPPQSR 2 31044432 1xTMT6plex [N-Term] 0.895 2.620530605 18.08 0 1241.705117 2 621.3549194 -2.057318423 -0.001277291 32.50977001557440804 ATF7IP activating transcription factor 7-interacting protein 1 isoform 1 55729 NP_851997.1 1.408450704 1 1 1 10 1278 137.409 4.72 1.68 1.61 1.44 1.58 Significant 0.00204
ALPLPMACTLTQFVSGSK 10 557440804 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 1.682 1.608 1.436 6.385429382 52.34 0 2379.318031 3 793.77771 0.229499716 0.000182018 109.6585559

31563507 GCC2 GRIP and coiled-coil domain-containing protein 2 9648 NP_852118.1 4.097387173 1 4 5 21 1684 195.79 5.12 1.31 1.31 1.46 1.36 Significant 0.00135
LLPVINTMLQLSPEEK 2 31563507 2xTMT6plex [N-Term; K16] 1.529 4.691917419 46.68 0 2283.339812 3 761.7840576 -0.959983453 -0.000730656 112.2783551DLIQGAESYK 2 31563507 2xTMT6plex [N-Term; K10] 1.239 2.902315617 22.65 0 1581.888844 2 791.4484253 0.46159118 0.000365093 50.14082407IQEELEK 40 31563507 2xTMT6plex [N-Term; K7] 0.842 0.708 0.868 3.169478655 33.09 0 1346.793153 2 673.899231 -1.460726121 -0.000983648 56.56107576INELLLAK 6 31563507 2xTMT6plex [N-Term; K8] 1.314 1.292 1.509 2.581929445 14.51 0 1371.897558 2 686.4520874 -0.481038332 -0.000329968 64.75253226EMGSEVSEDSEEKDVVNVLQAVGESLAK 1 31563507 3xTMT6plex [N-Term; K13; K28] 1.627533913 1.47 1 3665.903462 3 1222.638916 -0.34568917 -0.000422421 108.9128125

169646394 MRPL55 39S ribosomal protein L55, mitochondrial isoform b 128308 NP_852127.2 14.63414634 1 2 2 18 164 18.891 10.99 1.06 1.08 1.13 1.09 Significant 0.000365 MLAMPIDLDTLSPEER 12 169646394 1xTMT6plex [N-Term] 0.938 1.205 1.229 4.560594559 55.19 0 2060.060529 3 687.3584595 0.143684112 9.87E-05 89.65384089LYPVLLVK 6 169646394 2xTMT6plex [N-Term; K8] 1.082 1.058 1.085 3.06288743 28.97 0 1402.94378 2 701.9751587 -0.526968506 -0.000369654 88.0366315331563534 RFC2 replication factor C subunit 2 isoform 1 5982 NP_852136.1 11.86440678 1 5 5 20 354 39.132 6.44 1.69 1.67 1.42 1.59 Significant 0.00296
FALACNASDK 2 31563534 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 2.171 3.524852514 43.88 0 1554.835034 2 777.9224243 1.632052762 0.001268786 47.66941618LTDAQILTR 2 31563534 1xTMT6plex [N-Term] 0.988 3.351225376 15.58 0 1259.752067 2 630.3806152 1.497785794 0.000943419 48.76228493TMEIYSK 6 31563534 2xTMT6plex [N-Term; K7] 1.601 1.533 1.634 3.008651257 33.87 0 1329.748845 2 665.3792725 1.822375619 0.001211651 43.26805101ALLGPALK 6 31563534 2xTMT6plex [N-Term; K8] 1.632 1.638 1.24 2.741580248 26.54 0 1240.839315 2 620.9228516 -0.716083855 -0.000444272 60.86595183IIEPIQSR 4 31563534 1xTMT6plex [N-Term] 1.57 1.853 2.454979658 25.01 0 1184.720039 2 592.8651123 2.455710446 0.001454665 41.3994683131415882 EXOSC8 exosome complex component RRP43 11340 NP_852480.1 43.84057971 1 10 10 38 276 30.02 5.3 1.37 1.5 1.37 1.41 Significant 0.000939

AEFAAPSTDAPDKGYVVPNVDLPPLCSSR 2 31415882 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C26] 100 5.006000042 18.23 1 3531.81939 4 883.7077637 -2.878151847 -0.002541278 78.9520402
LGNTTVICGVK 6 31415882 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C8] 1.641 1.389 1.551 4.990212917 61.75 0 1619.955484 2 810.480896 -0.59786693 -0.000484259 54.25604397

SGPPGEEAQVASQFIADVIENSQIIQK 4 31415882 2xTMT6plex [N-Term; K27] 2.23 1.004 6.845539093 66.6 0 3313.768006 3 1105.26001 -0.763470201 -0.000843321 112.793882NVQLPEVTINEETALAEVNLK 4 31415882 2xTMT6plex [N-Term; K21] 1.042 1.024 4.858094215 38.54 0 2782.560245 3 928.1948853 3.542482768 0.003285724 91.99364994AEFAAPSTDAPDK 4 31415882 2xTMT6plex [N-Term; K13] 1.002 1.228 3.769321918 37.22 0 1777.93725 2 889.4734497 1.334340715 0.001186187 42.30788797TVEPLEYYR 6 31415882 1xTMT6plex [N-Term] 1.425 1.642 1.284 3.190598965 38.41 0 1398.746647 2 699.8761597 -1.147115573 -0.000802262 48.38694149GYVVPNVDLPPLCSSR 2 31415882 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.233 3.352885962 35.19 0 2002.062913 2 1001.53302 -2.072552721 -0.00207469 73.44656908
EDLCISPGK 4 31415882 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 2.012 2.189 3.529136658 15.98 0 1476.813236 2 738.909729 -0.714370756 -0.000527496 43.30643176
KLMDEVIK 4 31415882 3xTMT6plex [N-Term; K1; K8] 1.465 1.268 2.739130497 5.62 1 1663.043125 3 555.0184937 -1.321536967 -0.000732591 54.71195212LQDCMSR 2 31415882 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.188 2.304312468 17.63 0 1138.55463 2 569.7802734 -1.194229038 -0.000679847 23.24261794

31652226 MRPL21 39S ribosomal protein L21, mitochondrial isoform d 219927 NP_852615.1 52.68292683 1 8 8 63 205 22.8 9.89 1.15 1.18 1.2 1.18 Significant 0.000152
VLLVGADNFTLLGKPLLGK 12 31652226 3xTMT6plex [N-Term; K14; K19] 1.518 1.591 1.524 6.183908939 39.01 0 2655.678006 3 885.897583 0.071542347 6.33E-05 109.5822531TSLSSPPWPEVVLPDPVEETR 9 31652226 1xTMT6plex [N-Term] 1.064 0.715 1.097 4.616364479 11.51 0 2564.34455 3 855.4525757 -0.536483765 -0.000458576 88.38912632VTSEDLILIGNELDLACGER 22 31652226 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.252 1.254 1.442 6.098213196 70.04 0 2446.26967 3 816.0942383 -0.616762031 -0.000502922 96.62799941IVTTPQTVLR 4 31652226 1xTMT6plex [N-Term] 1.155 1.196 2.780128717 27.61 0 1356.841216 2 678.9246216 0.552904831 0.000375102 51.11300931VNEMIVTGQYGR 6 31652226 1xTMT6plex [N-Term] 1.077 0.874 0.745 3.730710983 32.79 0 1595.841293 2 798.4229736 -1.64298567 -0.001310972 48.18687355INSIEIAPCLL 2 31652226 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.587 2.223266363 33.88 0 1471.839168 2 736.4226685 -0.752396024 -0.000553703 100.8886841VEATVIEK 6 31652226 2xTMT6plex [N-Term; K8] 1.094 1.022 1.123 3.708820581 47 0 1346.829538 2 673.9180298 -0.560694331 -0.00037758 45.84835903HHAEVVK 2 31652226 2xTMT6plex [N-Term; K7] 1.08 3.347942829 19.17 0 1277.773026 3 426.596344 1.136627861 0.000484117 22.11187715

32455248 PIK3R1 phosphatidylinositol 3-kinase regulatory subunit alpha isoform 1 5295 NP_852664.1 5.110497238 1 3 3 10 724 83.547 6.16 1.07 0.89 1.12 1.03 Significant 0.0046 VLSEIFSPMLFR 6 32455248 1xTMT6plex [N-Term] 1.071 0.841 1.122 4.334221363 37.96 0 1667.939216 2 834.4650879 -9.782484035 -0.008158294 112.1484558YQQDQVVKEDNIEAVGK 2 32455248 3xTMT6plex [N-Term; K8; K17] 1.301 3.405482292 7.04 1 2650.465506 3 884.1584473 -1.77996775 -0.001572581 49.09432875TSQEIQMK 4 32455248 2xTMT6plex [N-Term; K8] 0.797 3.019742727 31.67 0 1422.802671 2 711.904541 -0.608656961 -0.000432999 33.1734134431712030 AUP1 ancient ubiquitous protein 1 550 NP_853553.1 12.92682927 1 5 5 26 410 45.758 8.65 1.45 1.59 1.49 1.51 Significant 0.000759 FPSSGPVTPQPTALTFAK 6 31712030 2xTMT6plex [N-Term; K18] 1.925 1.88 1.625 5.143803596 32.29 0 2304.30039 3 768.7713013 -0.450914044 -0.000346347 77.16928201GTQSLPTASASK 8 31712030 2xTMT6plex [N-Term; K12] 1.416 1.179 1.259 3.151958704 41.31 0 1605.921206 2 803.4633179 -1.150353956 -0.000923689 104.6155056GELVESLK 4 31712030 2xTMT6plex [N-Term; K8] 0.857 1.144 2.798142672 35.21 0 1332.813888 2 666.9102783 -0.456199759 -0.000304015 50.62765542VQQLVAK 6 31712030 2xTMT6plex [N-Term; K7] 1.358 1.6 1.48 3.136222601 24.04 0 1243.813829 2 622.4099121 -1.029865741 -0.000640481 44.86482205QALYEYAR 2 31712030 1xTMT6plex [N-Term] 1.101 2.380476236 4.2 0 1242.668003 2 621.8374634 -0.284019695 -0.000176471 36.3931960132313599 SPINT1 kunitz-type protease inhibitor 1 isoform 1 precursor 6692 NP_857593.1 17.01323251 1 9 9 43 529 58.36 6.29 1.11 1.16 1.13 1.13 Significant 0.000164
SFVYGGCLGNK 4 32313599 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 0.9 0.968 3.383958101 44.8 0 1659.892884 2 830.4491577 -1.111421304 -0.00092242 53.0835465YTSGFDELQR 6 32313599 1xTMT6plex [N-Term] 1.062 0.906 1.717 3.942908049 40.75 0 1444.726974 2 722.8668213 -0.421132772 -0.000304211 44.00794966FTYGGCYGNK 2 32313599 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.998 3.873650789 37.21 0 1624.819384 2 812.9123535 -1.202575972 -0.000976984 43.38469655

GHCVDLPDTGLCK 6 32313599 2xTMT6plex [N-Term; K13]; 2xCarbamidomethyl [C3; C12] 1.14 1.299 1.178 3.782953024 32.22 0 1929.992674 3 644.0021973 -0.329355201 -0.000211884 45.43227187
VQPQEPLVLK 6 32313599 2xTMT6plex [N-Term; K10] 1.112 1.163 1.143 3.969651699 37.87 0 1609.008899 2 805.0073242 -0.949374799 -0.000763776 57.64135621

WYYDPTEQICK 7 32313599 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.027 1.186 0.729 3.078453541 21.6 0 1960.987906 2 980.9971924 -0.40691448 -0.000398977 63.43880568
AWAGIDLK 6 32313599 2xTMT6plex [N-Term; K8] 1.269 1.014 0.933 3.104638338 47.82 0 1331.808743 2 666.4067993 -1.8179391 -0.001210574 61.6887356
EEECILACR 4 32313599 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C8] 1.161 3.464337111 17.3 0 1408.676202 2 704.8416748 -0.091440904 -6.44E-05 35.05048119DVENTDWR 2 32313599 1xTMT6plex [N-Term] 1.189 2.171302557 20.33 0 1263.616696 2 632.3112183 -1.215421233 -0.000767913 26.37112767

32307148 OGT UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit isoform 1 8473 NP_858058.1 17.97323136 1 13 13 60 1046 116.85 6.7 1.16 1.36 1.32 1.28 Significant 0.00227
VAASQLTCLGCLELIAK 2 32307148 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C8; C11] 3.045 4.857026577 40.72 0 2305.302381 3 769.1057129 0.08874839 6.82E-05 92.70332077EYQAGDFEAAER 6 32307148 1xTMT6plex [N-Term] 1.272 1.327 1.09 4.344790459 55.59 0 1614.759731 2 807.883606 0.126541465 0.000102167 32.41668788AIQINPAFADAHSNLASIHK 6 32307148 2xTMT6plex [N-Term; K20] 0.979 1.23 1.329 7.087481022 64.35 0 2576.434926 4 644.8630371 -1.788254946 -0.001151831 61.91350012MLSFQGLAELAHR 6 32307148 1xTMT6plex [N-Term] 100 1.652 1.696 5.275246143 60.2 0 1701.930776 3 567.979248 -4.456937662 -0.002528466 81.78166254GSVAEAEDCYNTALR 6 32307148 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.298 1.741 1.406 4.465131283 64.8 0 1884.895907 2 942.949707 -1.999891605 -0.001884794 50.26725931ALEVFPEFAAAHSNLASVLQQQGK 6 32307148 2xTMT6plex [N-Term; K24] 0.795 0.97 1.132 5.84003067 26.21 0 3013.651126 4 754.1678467 -0.520687759 -0.000392293 96.06457725IDPSTLQMWANILK 6 32307148 2xTMT6plex [N-Term; K14]; 1xOxidation [M8] 2.237 1.748 1.192 3.906131744 28.31 0 2104.187669 3 702.0664063 -1.427173082 -0.001001013 105.1709504GQLQEAIEHYR 2 32307148 1xTMT6plex [N-Term] 1.193 4.19371748 27.3 0 1572.833171 3 524.9486694 -1.09082721 -0.000571896 44.86770141DSGNIPEAIASYR 4 32307148 1xTMT6plex [N-Term] 2.059 1.854 4.22042942 37.56 0 1621.838316 2 811.4224243 -0.458502663 -0.000371809 50.27519193EQGNIEEAVR 4 32307148 1xTMT6plex [N-Term] 1.362 1.439 4.371086121 63.46 0 1373.722223 2 687.3616943 -4.44871461 -0.003055649 27.36238736SQYGLPEDAIVYCNFNQLYK 4 32307148 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C13] 1.855 1.83 3.563391685 19.15 0 2880.464237 3 960.8268433 0.603959991 0.000579895 84.85294441

IDPSTLQMWANILK 2 32307148 2xTMT6plex [N-Term; K14] 1.225 3.53013587 23.17 0 2088.192754 3 702.0664063 -1.427173082 -0.001001013 105.1709504SDLGNLLK 4 32307148 2xTMT6plex [N-Term; K8] 1.135 1.318 3.077553988 22.94 0 1317.814222 2 659.409668 -1.641432049 -0.001081551 58.45503014LVSIVADQLEK 2 32307148 2xTMT6plex [N-Term; K11] 100 2.11494112 8.44 0 1673.024943 3 558.3460083 -0.879626847 -0.000490546 84.9750852832455266 PRDX1 peroxiredoxin-1 5052 NP_859048.1 76.38190955 1 11 14 377 199 22.096 8.13 0.99 0.98 1.01 0.99 Significant 0.0000788 ATAVMPDGQFK 26 32455266 2xTMT6plex [N-Term; K11] 1.039 1.022 1.206 4.640296459 60.77 0 1622.897634 2 811.9520874 -0.453623997 -0.000368093 51.06575835QITVNDLPVGR 22 32455266 1xTMT6plex [N-Term] 0.974 1.015 1.011 4.007186413 47.39 0 1440.837194 2 720.9222412 0.008510243 6.13E-06 52.0548485QGGLGPMNIPLVSDPK 30 32455266 2xTMT6plex [N-Term; K16] 0.752 0.768 0.785 4.147320271 67.08 0 2081.182917 2 1041.095825 0.699919557 0.00072833 77.41604513
LNCQVIGASVDSHFCHLAWVNTPK 10 32455266 2xTMT6plex [N-Term; K24]; 2xCarbamidomethyl [C3; C15] 1.022 1.13 1.165 8.367416382 36.59 0 3211.654514 4 803.6692505 0.204836206 0.000164466 73.47618368

KQGGLGPMNIPLVSDPK 26 32455266 3xTMT6plex [N-Term; K1; K17] 1.16 1.073 1.175 5.304182529 28.43 1 2438.440812 3 813.484436 -0.843659818 -0.000685738 71.28705454
HGEVCPAGWKPGSDTIKPDVQK 17 32455266 4xTMT6plex [N-Term; K10; K17; K22]; 1xCarbamidomethyl [C5] 0.904 0.938 0.936 6.045604706 7.27 0 3322.838782 5 665.3721924 -2.08465303 -0.001385393 50.29655301

LVQAFQFTDK 38 32455266 2xTMT6plex [N-Term; K10] 0.958 0.994 1.007 4.779904366 62.01 0 1654.956864 2 827.9807129 -1.640301817 -0.001357314 72.32375597TIAQDYGVLK 30 32455266 2xTMT6plex [N-Term; K10] 0.941 0.941 0.987 5.475255489 66.44 0 1565.930315 2 783.4676514 -1.461486251 -0.001144293 63.77876728ATAVMPDGQFK 41 32455266 2xTMT6plex [N-Term; K11]; 1xOxidation [M5] 1.002 0.984 0.968 3.165739536 47.2 0 1638.892549 2 811.9520874 -0.453623997 -0.000368093 51.06575835
KQGGLGPMNIPLVSDPK 7 32455266 3xTMT6plex [N-Term; K1; K17]; 1xOxidation [M8] 1.072 1.076 0.964 2.788969278 12.62 1 2454.435727 3 813.484436 -0.843659818 -0.000685738 71.28705454

IGHPAPNFK 16 32455266 2xTMT6plex [N-Term; K9] 0.797 0.788 0.777 3.30454874 25.99 0 1438.85709 3 480.2904968 -0.106391028 -5.10E-05 37.41506949GLFIIDDK 32 32455266 2xTMT6plex [N-Term; K8] 0.976 0.929 0.992 3.583809853 48.98 0 1378.834624 2 689.9204712 -0.694606279 -0.000478874 70.30217281DISLSDYK 27 32455266 2xTMT6plex [N-Term; K8] 1.083 1.121 1.069 3.193006516 42.61 0 1398.788067 2 699.8979492 0.396505742 0.000277314 49.69471987ADEGISFR 23 32455266 1xTMT6plex [N-Term] 0.934 0.862 0.974 3.307294369 30.45 0 1123.594504 2 562.3010254 0.240612827 0.000135176 33.46474328QGGLGPMNIPLVSDPK 1 32455266 2xTMT6plex [N-Term; K16]; 1xOxidation [M7] 0.835 3.337430239 0 2097.177832 2 1041.095825 0.699919557 0.00072833 77.41604513SVDETLR 18 32455266 1xTMT6plex [N-Term] 0.887 1.059 0.989 3.227428198 30.99 0 1048.583605 2 524.7954712 0.05815732 3.05E-05 21.68950361SKEYFSK 13 32455266 3xTMT6plex [N-Term; K2; K7] 1.665 1.751 1.556 2.684269905 11.66 1 1575.934955 2 788.4711914 0.09576696 7.55E-05 33.6367876
32455244 PPP2R1B serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform isoform b 5519 NP_859050.1 28.33583208 1 8 14 99 667 73.538 5.07 1.27 1.01 1.25 1.18 Significant 0.005

TSACGLFSVCYPR 12 32455244 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C4; C10] 1.304 1.131 1.196 4.854658604 34.73 0 1746.850478 2 873.9315186 3.024202382 0.002641415 60.2657093
KLSTIALALGVER 6 32455244 2xTMT6plex [N-Term; K1] 1.332 1.439 100 4.719202042 39.48 1 1829.16244 3 610.3919678 -0.595736969 -0.000363233 75.95357934LNIISNLDCVNEVIGIR 23 32455244 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.145 1.325 1.25 6.754391193 68.54 0 2171.205554 3 724.40625 -0.625191842 -0.000452473 100.1240479QLSQSLLPAIVELAEDAK 17 32455244 2xTMT6plex [N-Term; K18] 0.984 0.884 1.055 6.230879784 55.02 0 2383.384847 3 795.1325073 -0.788234995 -0.000626222 112.6585191

ENTIEHLLPLFLAQLKDECPDVR 2 32455244 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C19] 1.067 4.099559307 11.38 1 3208.74404 4 802.9406738 -0.989451779 -0.000793724 111.9482192
SEIVPLFTSLASDEQDSVR 4 32455244 1xTMT6plex [N-Term] 1.386 1.303 4.766492367 44.8 0 2322.202636 3 774.7364502 -3.375697684 -0.002613018 88.14801821SALASVIMGLSTILGK 5 32455244 2xTMT6plex [N-Term; K16] 0.82 1.126 4.412482262 29.26 0 2019.228805 3 673.7473145 -0.700554896 -0.000471527 113.5008844FGTEWAQNTIVPK 2 32455244 2xTMT6plex [N-Term; K13] 0.765 2.504617929 11.58 0 1949.089669 3 650.3679199 -0.23714372 -0.000154071 69.00104224ELVSDTNQHVK 6 32455244 2xTMT6plex [N-Term; K11] 1.282 1.299 1.257 3.826671362 46.34 0 1727.969219 3 576.6605225 -1.276149577 -0.000735049 29.16775984SLCSDDTPMVR 2 32455244 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.999 3.683185816 24.75 0 1509.72388 2 755.3648071 -1.021552489 -0.000771131 33.25406847SALASVIMGLSTILGK 2 32455244 2xTMT6plex [N-Term; K16]; 1xOxidation [M8] 0.796 3.101383209 7.24 0 2035.22372 3 673.7473145 -0.700554896 -0.000471527 113.5008844ELGENLPIEDR 2 32455244 1xTMT6plex [N-Term] 0.855 3.502590179 22.94 0 1513.805953 2 757.4035034 -4.110628612 -0.003111347 47.98864154DCEAEVR 6 32455244 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.204 1.077 1.194 2.759079456 37.84 0 1107.530189 2 554.2686768 -0.101491026 -5.62E-05 16.17412412LGQDEDMDVK 2 32455244 2xTMT6plex [N-Term; K10] 1.22 2.711781502 10.52 0 1607.835094 2 804.4204712 -0.888061962 -0.000713929 40.42103825NEDVQLR 8 32455244 1xTMT6plex [N-Term] 1.125 0.866 1.04 2.892596722 29.83 0 1102.605403 2 551.8064575 0.213656728 0.00011779 21.46824116145580631 QSOX2 sulfhydryl oxidase 2 precursor 169714 NP_859052.3 10.74498567 1 6 6 47 698 77.48 7.72 1.48 1.69 1.43 1.53 Significant 0.00269 GLASWDEGHVLTFLK 6 145580631 2xTMT6plex [N-Term; K15] 1.615 2.516 2.097 4.044824123 37.42 0 2131.195196 3 711.0704956 0.815137163 0.000579072 84.29475314LQSLDGPGAHK 4 145580631 2xTMT6plex [N-Term; K11] 1.255 1.036 4.624366283 38.82 0 1580.916062 3 527.6435547 0.031122778 1.64E-05 35.84359614LYTVDLESGLHYLLR 8 145580631 1xTMT6plex [N-Term] 1.89 1.599 2.031 6.427826881 45.3 0 2021.126893 3 674.3797607 -1.070671735 -0.000721321 91.83601461LDPIQPSDVLSLLDNR 23 145580631 1xTMT6plex [N-Term] 1.766 2.164 1.81 4.866020679 58.1 0 2024.122536 3 675.3788452 -0.273390301 -0.000184458 102.533836VAALDCMEEK 2 145580631 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 1.285 3.58402586 27.46 0 1623.848636 2 812.4255981 -2.904138252 -0.00235794 52.88273875

SLAGAELK 4 145580631 2xTMT6plex [N-Term; K8] 1.479 0.953 3.182407379 35.19 0 1246.777109 2 623.8912964 -1.437720143 -0.000896258 42.3776417991176333 LYRM7 complex III assembly factor LYRM7 isoform 1 90624 NP_859056.2 25.96153846 1 2 2 14 104 11.947 9.66 0.57 0.68 0.57 0.61 Significant 0.00363
KDLLVENVPYCDAPTQK 8 91176333 3xTMT6plex [N-Term; K1; K17]; 1xCarbamidomethyl [C11] 0.582 0.613 0.553 6.021564484 24.95 1 2677.483799 3 893.1654663 -0.72963064 -0.000651191 60.05034292IGSDVELLLR 6 91176333 1xTMT6plex [N-Term] 0.532 1.034 0.609 3.395601511 33.94 0 1343.809582 2 672.4082031 -0.336520892 -0.00022611 76.699954332455256 CERS2 ceramide synthase 2 29956 NP_859530.1 8.684210526 1 3 3 14 380 44.847 8.98 1.36 1.34 1.65 1.45 Significant 0.00474 APPNATLEHFYLTSGK 6 32455256 2xTMT6plex [N-Term; K16] 1.497 1.605 1.648 5.845087528 43.27 0 2204.211575 3 735.4093628 0.889428642 0.000653496 63.66854067QVEVELLSR 4 32455256 1xTMT6plex [N-Term] 1.897 0.993 3.374209404 32.48 0 1301.762632 2 651.3847046 -0.383411154 -0.000249555 51.78530805MFNYAGWK 4 32455256 2xTMT6plex [N-Term; K8] 1.213 1.296 2.757493496 29.97 0 1474.791713 2 737.899353 -0.192200234 -0.000141728 65.88677864

32455239 HSD11B1 corticosteroid 11-beta-dehydrogenase isozyme 1 3290 NP_861420.1 16.09589041 1 4 4 34 292 32.38 8.56 1.23 0.96 1.19 1.13 Significant 0.00553
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

FALDGFFSSIR 6 32455239 1xTMT6plex [N-Term] 1.447 0.765 1.169 3.762641191 43.13 0 1488.804831 2 744.9066162 0.755627502 0.000562491 93.85972002VAYPMVAAYSASK 8 32455239 2xTMT6plex [N-Term; K13] 1.347 1.431 1.547 3.712038279 65.9 0 1816.007913 2 908.5083008 0.777486976 0.000705961 63.37964285ILEFLYSTSYNMDR 14 32455239 1xTMT6plex [N-Term] 1.067 1.046 1.028 4.025391102 38.03 0 1980.99383 3 661.0020752 -1.089122051 -0.000719181 101.4956056EECALEIIK 6 32455239 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C3] 1.058 0.743 1.509 2.923864841 36.16 0 1562.886401 2 781.9468994 0.077374866 6.05E-05 57.66148502
224809432 TMTC3 transmembrane and TPR repeat-containing protein 3 160418 NP_861448.2 17.61487965 1 14 15 89 914 103.814 8.84 0.99 0.97 0.94 0.97 Significant 0.000226

DKISSSSFIEPIFPTSK 6 224809432 3xTMT6plex [N-Term; K2; K17] 1.275 1.486 1.345 6.733863831 34.95 1 2570.468466 3 857.4933472 -1.15863553 -0.000992745 75.08161167SALFNLALLYSQTAK 6 224809432 2xTMT6plex [N-Term; K15] 1.22 1.174 1.105 4.987317085 60.12 0 2098.231247 3 700.081543 -0.55849123 -0.000390615 104.6580323YFLQATHVQPDDIGAHMNVGR 2 224809432 1xTMT6plex [N-Term] 1.094 7.214353085 43.81 0 2598.308456 4 650.3320923 -0.737552684 -0.000479097 58.62122631LALFNSAIVMQESGEVK 4 224809432 2xTMT6plex [N-Term; K17] 1.013 0.844 5.244676113 67.91 0 2294.283025 3 765.4346313 2.752856949 0.002105278 90.44936471ISSSSFIEPIFPTSK 8 224809432 2xTMT6plex [N-Term; K15] 1.492 1.186 0.942 4.460758209 69.82 0 2098.183629 2 1049.594116 -1.273853293 -0.001336389 82.36331161ILEMDPSNVQGK 2 224809432 2xTMT6plex [N-Term; K12] 0.887 4.16787672 49.46 0 1788.992991 2 894.9994507 -0.763805571 -0.000683221 57.70370506ALPILEELLR 12 224809432 1xTMT6plex [N-Term] 1.013 0.965 0.937 3.992125511 41.33 0 1395.877267 2 698.4412842 -1.415418584 -0.000987875 112.1686236FDNPAAVSPTPTR 12 224809432 1xTMT6plex [N-Term] 1.075 0.888 0.949 4.125394821 43.72 0 1601.848486 2 801.4277954 -0.107519337 -8.61E-05 38.9417829SLMPQIIPGK 4 224809432 2xTMT6plex [N-Term; K10] 0.772 2.991940975 25.49 0 1541.948942 2 771.4747314 -4.381110938 -0.003377725 71.05465059GDILMNQK 6 224809432 2xTMT6plex [N-Term; K8] 0.84 0.946 0.94 3.584702015 34.01 0 1376.797192 2 688.9008179 -2.057694357 -0.001416514 52.27140817KIPTESVK 9 224809432 3xTMT6plex [N-Term; K1; K8] 0.915 0.972 0.935 2.917771816 10.64 1 1589.024105 3 530.3461304 -0.167861971 -8.89E-05 36.28654674DLHPSTPLK 6 224809432 2xTMT6plex [N-Term; K9] 0.905 0.831 0.884 2.962026358 16.57 0 1465.877885 3 489.2969971 -0.987325804 -0.000482433 34.7952331ALELNPK 8 224809432 2xTMT6plex [N-Term; K7] 0.962 0.853 2.884845257 35.49 0 1242.782194 2 621.8936768 -1.703576367 -0.001058587 55.1785215KDILGAK 4 224809432 3xTMT6plex [N-Term; K1; K7] 1.092 1.014 3.162087679 13.07 1 1431.950211 3 477.9880371 -0.456295107 -0.000217797 41.92638526YYPDHIK 4 224809432 2xTMT6plex [N-Term; K7] 0.858 1.004 2.121432781 11.05 0 1393.788008 3 465.266571 -2.043219786 -0.000949272 34.64685061
32483369 ORC3 origin recognition complex subunit 3 isoform 1 23595 NP_862820.1 8.988764045 1 6 6 18 712 82.272 7.61 1 0.87 1.29 1.05 Significant 0.0136

AVSELELLGFIKPTK 5 32483369 3xTMT6plex [N-Term; K12; K15] 1.117 1.016 0.984 4.196664333 24.86 0 2332.445881 3 778.1519775 -1.929880924 -0.001500448 99.47140221ISLPIEDYFNK 2 32483369 2xTMT6plex [N-Term; K11] 1.243 2.83039856 17.2 0 1797.019858 3 599.6790161 1.467540735 0.000879067 88.28198483TTSSQWQSPPVVVILK 2 32483369 2xTMT6plex [N-Term; K16] 0.867 3.268325329 17.66 0 2228.305475 3 743.4418335 2.455784605 0.001824079 82.63693035TDLYHLQK 4 32483369 2xTMT6plex [N-Term; K8] 1.481 1.402 3.401518345 18.67 0 1475.862235 3 492.625824 0.463101374 0.000227825 50.89779419DLGGQIK 2 32483369 2xTMT6plex [N-Term; K7] 1.627 2.655503511 11.04 0 1188.735244 2 594.8708496 -0.690895011 -0.000410646 35.33626364LQEELNK 3 32483369 2xTMT6plex [N-Term; K7] 0.39 0.505 2.248689413 2.69 0 1331.793487 2 666.4005737 0.288243591 0.00019194 40.02081558
32483359 APAF1 apoptotic protease-activating factor 1 isoform c 317 NP_863651.1 2.644230769 1 2 2 6 1248 141.749 6.4 0.84 1.02 0.95 0.94 Significant 0.00311

DLAALLHDGIPVVSSSSGK 2 32483359 2xTMT6plex [N-Term; K19] 0.951 4.283627033 36.88 0 2324.322582 3 775.4436646 -2.64211074 -0.002047039 85.48706431IWSFDLLLPLHELR 4 32483359 1xTMT6plex [N-Term] 0.837 1.024 3.54243207 21.93 0 1981.147235 3 661.0543213 0.593634419 0.000392026 111.677488332528282 ACOT7 cytosolic acyl coenzyme A thioester hydrolase isoform hBACHb 11332 NP_863654.1 53.68421053 1 17 17 303 380 41.769 8.54 1.14 1.15 1.21 1.17 Significant 0.000351
SLPVPQLVPETEDEK 18 32528282 2xTMT6plex [N-Term; K15] 0.975 1.081 4.761116982 42.33 0 2139.194921 3 713.7350464 -2.026725008 -0.001445187 72.5689817SMEIEVLVDADPVVDSSQK 6 32528282 2xTMT6plex [N-Term; K19] 1.143 1.323 5.871480465 62.81 0 2519.331491 3 845.7794189 -1.065939303 -0.000900835 72.248606SMEIEVLVDADPVVDSSQK 10 32528282 2xTMT6plex [N-Term; K19]; 1xOxidation [M2] 1.204 1.226 1.189 6.796255112 65.82 0 2535.326406 3 845.7794189 -1.065939303 -0.000900835 72.248606LMDEVAGIVAAR 28 32528282 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.036 1.065 1.076 4.585538387 54.21 0 1489.82458 2 737.418335 -0.184572296 -0.000136014 75.92547177LMDEVAGIVAAR 20 32528282 1xTMT6plex [N-Term] 1.159 1.01 1.248 4.121235847 60.93 0 1473.829665 2 737.418335 -0.184572296 -0.000136014 75.92547177TDFLSPMCIGEVAHVSAEITYTSK 6 32528282 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C8] 1.192 1.009 4.869458199 21.02 0 3114.589179 3 1038.865723 -2.107658787 -0.002188164 94.91009525

ATLWYVPLSLK 26 32528282 2xTMT6plex [N-Term; K11] 1.264 1.216 1.309 4.459282875 46.83 0 1749.0715 2 875.0394897 0.11621148 0.000101631 98.49195914MIEEAGAIISTR 22 32528282 1xTMT6plex [N-Term] 1.104 1.075 1.069 4.23737669 60.49 0 1519.835145 2 760.4194946 -2.25810819 -0.001715976 62.03739413AASAFFTYVSLSQEGR 20 32528282 1xTMT6plex [N-Term] 1.438 1.149 1.099 5.090768337 57.79 0 1963.012257 2 982.0089111 -0.871861278 -0.000855737 80.97760641TNIVTASVDAINFHDK 16 32528282 2xTMT6plex [N-Term; K16] 1.167 1.177 1.167 6.781931877 55.33 0 2203.212303 3 735.0761108 0.67011224 0.000492133 68.54185943IMRPDDANVAGNVHGGTILK 15 32528282 2xTMT6plex [N-Term; K20] 1.007 1.184 1.188 7.978854179 40.75 0 2536.406997 4 634.8564453 -1.200599905 -0.000761303 48.93484144
ADLPPCGACITGR 23 32528282 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 1.272 1.063 1.225 3.917467356 48.12 0 1616.808613 2 808.9073486 -0.737399817 -0.000596117 38.29284808

SLPVPQLVPETEDEKK 10 32528282 3xTMT6plex [N-Term; K15; K16] 1.013 1.18 1.184 4.856538296 25.92 1 2496.452816 3 832.8225708 0.137283726 0.000114241 68.94247756VLEVPPVVYSR 30 32528282 1xTMT6plex [N-Term] 1.152 1.205 1.259 3.849485159 36.56 0 1486.883081 2 743.9420166 -4.253553595 -0.003162268 68.6824871KGCVITISGR 14 32528282 2xTMT6plex [N-Term; K1]; 1xCarbamidomethyl [C3] 1.634 1.554 1.313 3.277832508 15.83 1 1548.929604 2 774.9657593 -3.461490632 -0.002680803 34.56489978QEQEEEGR 10 32528282 1xTMT6plex [N-Term] 100 0.991 2.651807547 39.38 0 1233.590875 2 617.2987061 -0.599372645 -0.00036969 14.24870911MIEEAGAIISTR 6 32528282 1xTMT6plex [N-Term]; 1xOxidation [M1] 0.948 1.072 1.231 2.95788002 45.9 0 1535.83006 2 760.4194946 -2.25810819 -0.001715976 62.03739413IMRPDDANVAGNVHGGTILK 6 32528282 2xTMT6plex [N-Term; K20]; 1xOxidation [M2] 1.038 1.028 3.533381462 14.96 0 2552.401912 4 634.8564453 -1.200599905 -0.000761303 48.93484144QGHAEPQP 10 32528282 1xTMT6plex [N-Term] 0.874 0.967 0.954 2.519100666 44.28 0 1092.563538 2 546.7852783 -0.236177912 -0.00012902 15.85750254MTFTSNK 6 32528282 2xTMT6plex [N-Term; K7] 1.087 1.205 1.222 2.750214815 26.77 0 1286.717879 2 643.8619995 -0.899067761 -0.000578423 37.2321524QEQEEEGRK 1 32528282 2xTMT6plex [N-Term; K9] 1.246 2.88 1 1590.84877 3 530.9542847 -0.29485901 -0.000156359 15.6773982433149324 UBE2D3 ubiquitin-conjugating enzyme E2 D3 isoform 3 7323 NP_871622.1 28.18791946 1 3 3 23 149 16.882 7.74 1.08 1.08 1.19 1.11 Significant 0.00108
VLLSICSLLCDPNPDDPLVPEIAR 5 33149324 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C10] 2.128 2.041 2.204 5.358669758 26.67 0 2935.547031 3 979.1872559 0.062335273 6.10E-05 112.4147473

SQWSPALTISK 12 33149324 2xTMT6plex [N-Term; K11] 1.172 1.068 1.165 4.230967045 38.61 0 1675.978327 2 838.4922485 -0.660527448 -0.000553515 60.72666644EISDIAR 12 33149324 1xTMT6plex [N-Term] 0.806 1.001 1.018 2.556440115 28.45 0 1032.58869 2 516.7971191 -1.673966378 -0.000864259 30.2719620732967305 COQ6 ubiquinone biosynthesis monooxygenase COQ6, mitochondrial isoform a 51004 NP_872282.1 5.982905983 1 4 4 16 468 50.838 7.3 1.28 1.64 1.76 1.56 Significant 0.00844
ILLLEAGPK 4 32967305 2xTMT6plex [N-Term; K9] 0.941 3.847195864 38.9 0 1411.928858 2 706.4675293 -0.762266628 -0.000538133 76.66974732VALIGDAAHR 2 32967305 1xTMT6plex [N-Term] 1.081 2.827875137 22.75 0 1251.737086 3 417.9169006 -0.748588273 -0.000312345 36.13509178LSETYSNR 4 32967305 1xTMT6plex [N-Term] 2.051 1.209 2.675697088 21.99 0 1198.626532 2 599.8170776 0.289075394 0.000173247 22.36081513KILLLEAGPK 6 32967305 3xTMT6plex [N-Term; K1; K10] 1.561 1.648 1.762 3.028811455 6.26 1 1769.186753 3 590.4007568 0.544915799 0.000321353 67.21836285301500675 USP12 ubiquitin carboxyl-terminal hydrolase 12 219333 NP_872294.2 7.027027027 1 2 2 10 370 42.83 6.6 1.13 0.87 1.14 1.05 Significant 0.00705 IDAQAIEEFYGLTSDISK 4 301500675 2xTMT6plex [N-Term; K18] 1.13 1.131 5.382434845 52.07 0 2458.311742 3 820.1123047 4.319563023 0.003539611 104.2367359VVFPLELR 6 301500675 1xTMT6plex [N-Term] 1.119 0.873 1.155 2.867565155 30.1 0 1201.750611 2 601.3798218 1.461521777 0.000878192 76.3060368132698866 SPC24 kinetochore protein Spc24 isoform 1 147841 NP_872319.1 16.24365482 1 3 3 9 197 22.429 4.7 1.31 2.07 1.48 1.62 Significant 0.0196 LLETQDGAEK 2 32698866 2xTMT6plex [N-Term; K10] 1.614 2.560104847 7.7 0 1561.883758 2 781.4463501 1.066145482 0.000832598 39.84210411ELEELKEIEADLER 3 32698866 2xTMT6plex [N-Term; K6] 2.072 1.894 3.204329252 4.34 1 2174.19565 3 725.4038696 0.646646827 0.000468646 85.53077153ASLLQLTR 4 32698866 1xTMT6plex [N-Term] 1.308 1.269 2.006531239 15.78 0 1130.709474 2 565.8570557 -2.334190997 -0.001319646 52.72737739

33457308 TMED4 transmembrane emp24 domain-containing protein 4 isoform 1 precursor 222068 NP_872353.2 29.95594714 1 6 7 50 227 25.926 8.28 0.89 1.1 1.09 1.03 Significant 0.00441
QLLDQVEQIQK 9 33457308 2xTMT6plex [N-Term; K11] 1.255 1.158 4.859152794 53.04 0 1800.06312 2 900.536438 1.377572006 0.001239858 60.6897989EVFLPSTPGLGMHVEVK 6 33457308 2xTMT6plex [N-Term; K17] 0.82 0.922 0.959 6.344525814 49.98 0 2298.293196 3 766.769104 -0.190140354 -0.000145666 76.60077068CFIEEIPDETMVIGNYR 6 33457308 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.376 0.825 1.134 4.022349358 34.48 0 2315.124921 2 1158.061279 -4.1633072 -0.004819288 81.7004597LTSESTNQR 6 33457308 1xTMT6plex [N-Term] 1.285 1.219 1.299 3.462785006 33.27 0 1264.66946 2 632.8380127 -0.562019878 -0.000355385 18.14362682DKLTELQLR 13 33457308 2xTMT6plex [N-Term; K2] 1.187 1.125 1.279 3.677251816 14.8 1 1573.967763 2 787.4873047 -0.273236219 -0.000215032 49.76263888EVFLPSTPGLGMHVEVKDPDGK 2 33457308 3xTMT6plex [N-Term; K17; K22] 3.977 4.391560555 13.03 1 3039.679204 4 760.6709595 -5.657211903 -0.004299027 73.10357648LTELQLR 8 33457308 1xTMT6plex [N-Term] 0.312 0.763 0.856 2.929164886 24.26 0 1101.682925 2 551.3451538 0.096295572 5.30E-05 51.0132181842558246 LCLAT1 lysocardiolipin acyltransferase 1 isoform 1 253558 NP_872357.2 8.695652174 1 4 4 17 414 48.888 8.62 1.16 1.11 1.04 1.1 Significant 0.000993
YPIDTLPTSK 6 42558246 2xTMT6plex [N-Term; K10] 1.005 1.145 3.801152229 42.41 0 1592.92998 2 796.9671631 -1.83986626 -0.001465389 55.71831664HLLQGDFPR 4 42558246 1xTMT6plex [N-Term] 1.186 1.339 3.342654943 31.58 0 1311.737086 3 437.9169617 -0.574757124 -0.00025131 40.88766948SFYQGEK 5 42558246 2xTMT6plex [N-Term; K7] 1.074 0.96 1.012 2.9187572 12.69 0 1316.725073 2 658.866394 0.332928982 0.000219188 33.27567311TTGFTFVVDR 2 42558246 1xTMT6plex [N-Term] 0.8 2.038279533 26.93 0 1371.746982 2 686.3772583 0.188352201 0.000129186 68.5804773732698936 BCL9L B-cell CLL/lymphoma 9-like protein 283149 NP_872363.1 3.46897932 1 4 4 17 1499 157.027 8.63 1.01 1 0.95 0.99 Significant 0.000354 ADSILAYHQQNVPR 6 32698936 1xTMT6plex [N-Term] 0.727 0.953 1.027 5.753837585 32.61 0 1840.986711 3 614.3327637 -1.615098228 -0.000991125 39.18954189SVSVDSGEQR 6 32698936 1xTMT6plex [N-Term] 0.723 1.09 0.851 3.742678404 39.94 0 1292.664374 2 646.8361816 0.551203595 0.000356261 30.57692867EAGTPSLDSEAK 4 32698936 2xTMT6plex [N-Term; K12] 1.298 0.899 4.217236996 44.64 0 1662.895051 2 831.9503784 -0.944770424 -0.000785527 33.02788745IIPSEKPSSTLQYFPK 1 32698936 3xTMT6plex [N-Term; K6; K16] 1.304 2.18239975 0 2522.483723 3 841.4981689 -1.494203522 -0.001256368 72.65471618

32699045 PDDC1 Parkinson disease 7 domain-containing protein 1 isoform 1 precursor 347862 NP_872418.1 13.18181818 1 2 2 14 220 23.283 6.61 0.84 0.89 0.87 0.87 Significant 0.000281
SWVFDSYSLTGPSVCELVR 6 32699045 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.999 0.656 4.519531727 30.36 0 2431.216513 3 811.0767212 -0.371158133 -0.000300789 90.57458771LPLVVEDFVK 8 32699045 2xTMT6plex [N-Term; K10] 0.758 0.892 0.92 3.920462608 48.05 0 1617.002751 2 809.0037231 -1.596596503 -0.00129085 98.8593789533188463 MRPS9 28S ribosomal protein S9, mitochondrial 64965 NP_872578.1 47.47474747 1 15 15 120 396 45.806 9.51 0.95 0.96 0.88 0.93 Significant 0.000731 WLIKEELEEMLVEK 2 33188463 3xTMT6plex [N-Term; K4; K14] 1.127 5.143154144 15.39 1 2476.433995 3 826.1483765 -1.380689118 -0.001139728 111.9480545AIAYLFPSGLFEK 24 33188463 2xTMT6plex [N-Term; K13] 0.943 1.01 1.013 3.666729689 54.56 0 1914.114093 2 957.559082 -1.674496579 -0.001602589 106.0712192HDVTCTVSGGGR 12 33188463 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.893 1.03 0.89 4.637681484 57.04 0 1474.726991 3 492.2472534 0.146165295 7.19E-05 16.34438358LLTSQCGAAEEEFVQR 8 33188463 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.088 0.791 1.006 5.029537678 71.81 0 2067.03782 2 1034.020752 -1.738179977 -0.001796442 54.75013737ALCSFVTEDEVEWMR 14 33188463 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.044 0.936 0.879 4.67919302 58.57 0 2100.993178 2 1051.001099 0.829339021 0.000871218 80.63928449HLANMMGEDPETFTQEDIDR 4 33188463 1xTMT6plex [N-Term]; 2xOxidation [M5; M6] 0.855 1.104 5.671703815 40.23 0 2610.164948 3 870.7246704 -2.103211728 -0.00182991 37.19904725QLIEPVQYDEQGMAFSK 2 33188463 2xTMT6plex [N-Term; K17] 1.042 4.393455505 44.79 0 2441.278668 3 814.4317017 0.771702343 0.00062798 67.6664364LSDLDYMQFIR 12 33188463 1xTMT6plex [N-Term] 0.904 0.832 0.761 3.933909655 32.96 0 1629.850795 2 815.4284668 -0.698024785 -0.000568838 89.40784436ETYTEDFIK 6 33188463 2xTMT6plex [N-Term; K9] 0.76 0.779 0.691 3.876521111 46.36 0 1603.86196 2 802.4346313 0.01605831 1.29E-05 51.76132523QIEEFNIGK 6 33188463 2xTMT6plex [N-Term; K9] 0.913 0.924 1.025 4.103055477 39.69 0 1535.883365 2 768.4447632 -0.725818665 -0.000557386 54.40795027QAGLLTTDPR 8 33188463 1xTMT6plex [N-Term] 1.143 1.081 0.629 2.979865551 56.38 0 1300.742231 2 650.8754883 1.129633886 0.000734681 46.56571921AIQWGEDGRPFHYLFYTGK 2 33188463 2xTMT6plex [N-Term; K19] 1.02 3.486613989 2.78 0 2743.439677 4 686.6112671 -5.991905258 -0.004109608 76.01699465HPEQIFPR 8 33188463 1xTMT6plex [N-Term] 0.86 0.783 2.903710842 26.72 0 1252.699972 3 418.2383118 0.327383048 0.000136704 31.0168288AEAIVYK 10 33188463 2xTMT6plex [N-Term; K7] 0.992 1.007 0.931 3.146575689 36.79 0 1251.771295 2 626.3894653 0.286796849 0.000179502 43.76681707SAQAGAIR 2 33188463 1xTMT6plex [N-Term] 1.596 2.413626909 21.19 0 1002.589359 2 501.7981262 -0.382109176 -0.000191549 17.2634948838788274 BPTF nucleosome-remodeling factor subunit BPTF isoform 1 2186 NP_872579.2 1.780821918 1 5 5 9 2920 324.923 7.08 0.9 0.94 1.03 0.95 Significant 0.00161 SFLAAANEEILESIR 2 38788274 1xTMT6plex [N-Term] 1.026 4.816496849 27.7 0 1892.032658 2 946.5214844 1.603524118 0.00151696 92.9746775DIPPLEFPK 2 38788274 2xTMT6plex [N-Term; K9] 1.008 2.699313164 4.97 0 1513.903037 3 505.3053284 -1.060518764 -0.000535174 74.76176033

IICPIGVPETPK 3 38788274 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.912 0.938 2.191834927 0.87 0 1782.059949 3 594.6905518 -1.597525697 -0.000948962 67.10951125
IKLEGGIK 1 38788274 3xTMT6plex [N-Term; K2; K8] 2.04 1 1545.034275 3 515.682312 -1.224966251 -0.000630872 50.67760131VLDDVSIR 1 38788274 1xTMT6plex [N-Term] 0.852 2.151443243 0 1145.672754 2 573.3406982 1.192098154 0.000682877 48.0093902333188449 SRPK2 SRSF protein kinase 2 isoform a 6733 NP_872634.1 14.44921316 1 5 8 29 699 78.979 5.22 1.15 1.19 1 1.11 Significant 0.00269

IADLGNACWVHK 6 33188449 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.072 1.119 1.148 4.866774082 38.13 0 1842.009645 3 614.6741943 -0.876712124 -0.000538304 58.55420301
QVLQGLDYLHSK 4 33188449 2xTMT6plex [N-Term; K12] 1.072 0.986 4.454633713 31.83 0 1859.079104 3 620.3652344 1.100439995 0.000681935 63.03756031

IIHTDIKPENILMCVDDAYVR 6 33188449 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C14] 1.241 1.25 0.871 6.974328041 18.78 0 2973.594205 4 744.1543579 0.469680975 0.00034916 83.02671252
LKPWSLFDVLVEK 2 33188449 3xTMT6plex [N-Term; K2; K13] 1.076 4.223671913 11.81 0 2261.387638 3 754.4676514 0.337497008 0.000254404 112.1664717ESDPSDPNKDMVVQLIDDFK 3 33188449 3xTMT6plex [N-Term; K9; K20] 1.733 1.18 3.360294342 8.62 1 2979.558814 3 993.8555908 -2.213397846 -0.002198316 100.495124HFTEDIQTR 2 33188449 1xTMT6plex [N-Term] 1.025 2.30361867 6.38 0 1375.716744 3 459.2436829 -0.180819211 -8.29E-05 24.80289258HFALSGK 2 33188449 2xTMT6plex [N-Term; K7] 1.16 2.368539095 10.88 0 1217.740664 3 406.5847778 -0.725453237 -0.000294471 33.04974526VLAIQAR 8 33188449 1xTMT6plex [N-Term] 1.704 0.964 2.110010862 22.71 0 999.6512309 2 500.3286133 -1.281434425 -0.000640494 40.95977321355390313 SCRIB protein scribble homolog isoform a 23513 NP_874365.3 22.90030211 1 24 26 149 1655 177.616 5.1 1.14 1.15 1.13 1.14 Significant 0.0000256 SLEELLLDANQLR 24 355390313 1xTMT6plex [N-Term] 1.068 1.156 1.08 5.186388969 63.16 0 1742.98498 2 871.9959106 -0.24964698 -0.000217565 91.15203263SLPASLSFLVK 14 355390313 2xTMT6plex [N-Term; K11] 1.207 1.392 1.309 4.430679798 58.96 0 1620.01365 2 810.510437 -0.032713652 -2.65E-05 92.00824783ALEIADFSGNPLSR 10 355390313 1xTMT6plex [N-Term] 1.089 1.24 0.638 5.278839588 55.52 0 1718.927465 2 859.9672852 -0.099636258 -8.56E-05 68.52766969LQSLPFALTHLNLK 6 355390313 2xTMT6plex [N-Term; K14] 1.995 1.186 1.366 6.012571812 44.34 0 2053.257403 3 685.090332 -0.467494357 -0.000319962 98.64517097LPPEVANFMQLVELDVSR 6 355390313 1xTMT6plex [N-Term] 1.06 1.309 1.583 6.498375893 61.56 0 2286.23652 3 762.7510986 0.972357155 0.000741013 112.8793292LEQLDLGGNDLEVLPDTLGALPNLR 10 355390313 1xTMT6plex [N-Term] 100 1.715 6.299776077 62.5 0 2904.587967 3 968.8675537 0.048334846 4.68E-05 110.2999325HDHAVSLLTAASPTIALLLER 2 355390313 1xTMT6plex [N-Term] 1.096 5.878011703 43.16 0 2457.402674 4 615.1060181 -0.175483806 -0.000107809 94.50188611ELPGQTLHWGPEATEAAGR 6 355390313 1xTMT6plex [N-Term] 1.1 1.402 1.164 6.065248489 37.85 0 2249.15121 3 750.3885498 -0.05063952 -3.80E-05 61.00366791LAVLPPELAHTTELHVLDVAGNR 6 355390313 1xTMT6plex [N-Term] 1.408 1.137 1.066 6.885081768 64.12 0 2694.514015 4 674.3831787 -1.161584699 -0.000782477 88.34033477VSVIQFLEAPIGDEDAEEAAAEK 6 355390313 2xTMT6plex [N-Term; K23] 1.257 1.252 6.354323387 72.48 0 2889.513355 3 963.8414307 -1.251389895 -0.001205303 97.22825223LAEAPSPAPTPSPTPVEDLGPQTSTSPGR 2 355390313 1xTMT6plex [N-Term] 3.804992914 20.8 0 3086.584339 3 1029.533691 0.70706597 0.000727473 57.90229997GLGFSIAGGK 4 355390313 2xTMT6plex [N-Term; K10] 1.178 0.915 4.522648335 45.6 0 1364.830207 2 682.9185181 -0.327760322 -0.000223669 68.14368567RLPDGIGQLK 6 355390313 2xTMT6plex [N-Term; K10] 1.375 1.251 1.242 5.179366112 30.95 1 1554.973183 3 518.9962769 0.704016261 0.000364909 51.15266493LGLSDNEIQR 2 355390313 1xTMT6plex [N-Term] 0.723 3.455342293 38.68 0 1373.758609 2 687.3812256 -2.499942932 -0.001717159 40.95035113LPLLPPESPGPLR 8 355390313 1xTMT6plex [N-Term] 1.292 1.169 1.084 3.381349564 35.6 0 1614.978044 2 807.9919434 -0.887926158 -0.000716991 77.08838693EAAEAGAEAR 2 355390313 1xTMT6plex [N-Term] 2.446 3.235310555 56.2 0 1203.616696 2 602.3117065 -0.464652962 -0.000279632 16.73427086ALAAVPSAGSVQR 6 355390313 1xTMT6plex [N-Term] 0.705 0.966 0.585 3.578523874 42.31 0 1455.848093 2 728.4281006 0.571475746 0.000415991 38.07390885GSTPYKGDDEGIFISR 6 355390313 2xTMT6plex [N-Term; K6] 1.279 1.596 1.376 3.649857998 16.56 1 2200.165018 3 734.0594482 -0.557614282 -0.000408948 47.33019998NDIPEIPESIK 2 355390313 2xTMT6plex [N-Term; K11] 0.988 2.714312315 13.15 0 1712.983472 2 856.9962158 0.982292388 0.000841325 61.23442433ELSPEGPGK 4 355390313 2xTMT6plex [N-Term; K9] 0.996 1.19 3.200860262 42.89 0 1371.788402 2 686.3972168 -0.907272761 -0.000622293 32.61378582RDPAPPGLR 2 355390313 1xTMT6plex [N-Term] 1.446 3.620819092 18.22 1 1207.710871 3 403.2416687 -0.34620578 -0.000139372 36.63909116VPSGAAGGK 4 355390313 2xTMT6plex [N-Term; K9] 0.794 0.872 2.339051485 40.91 0 1201.730493 2 601.3690186 0.222703324 0.000133815 25.19958956LVCLDVSENR 2 355390313 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.146 2.577280283 18.81 0 1433.76198 2 717.3822632 -3.299189739 -0.002365126 47.4734477LTNLNVDR 6 355390313 1xTMT6plex [N-Term] 0.989 1.057 1.197 2.747792482 28.41 0 1173.678902 2 587.3432617 0.293698301 0.000172354 39.59104454DATHQEAVSALLRPCLELSLLVR 1 355390313 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 0.896 3.008733273 0 2820.560313 4 705.8953247 -0.299384442 -0.000211108 90.92606067SLEQDALR 2 355390313 1xTMT6plex [N-Term] 0.354 2.344098568 11.49 0 1160.647268 2 580.8268433 -0.738998476 -0.000428858 31.7454207938679907 TPRG1L tumor protein p63-regulated gene 1-like protein 127262 NP_877429.2 14.70588235 1 3 3 10 272 30.193 7.34 0.74 0.86 1.14 0.92 Significant 0.0164

VVVRPVEDGEIQGVWLLTEVDHWNNEKER 4 38679907 2xTMT6plex [N-Term; K27] 0.895 1.198 5.037660599 5.78 1 3904.075756 5 781.6200562 -1.173465519 -0.00091626 90.33217369VVVRPVEDGEIQGVWLLTEVDHWNNEK 4 38679907 2xTMT6plex [N-Term; K27] 0.742 1.074 5.566898346 22.55 0 3618.932052 4 905.4847412 -4.121828218 -0.003729154 95.17659422
TASLCQLESFK 2 38679907 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C5] 0.816 3.335716963 33.86 0 1741.955878 2 871.4819946 0.479281837 0.000417444 64.87351975

33469951 RABGGTA geranylgeranyl transferase type-2 subunit alpha 5875 NP_878256.1 51.49911817 1 24 24 149 567 65.03 5.67 0.89 0.88 0.92 0.89 Significant 0.00018
AELGFLESCLR 4 33469951 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.915 1.167 4.048101425 38.12 0 1523.80893 2 762.4077759 -0.429871603 -0.000327521 76.12967102LQQPAVLQPLASCPR 10 33469951 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.74 1.291 0.565 4.642082214 37.2 0 1907.073418 2 954.0396729 -0.70730726 -0.000674443 60.8798997SCLLPQLHPQPDSGPQGR 6 33469951 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.082 1.213 0.96 4.705646515 30.13 0 2216.144351 3 739.3843384 -2.657323869 -0.001963004 48.07769195FVATQAAVPPAEELAFTDSLITR 17 33469951 1xTMT6plex [N-Term] 1.077 1.133 0.989 7.078506947 61.09 0 2676.444598 4 669.8657227 -1.321583493 -0.000884286 95.84531984ELELVQNAFFTDPNDQSAWFYHR 4 33469951 1xTMT6plex [N-Term] 0.778 1.408 5.345592022 53.65 0 3056.474 3 1019.493835 -2.305700079 -0.002349104 88.756162LYQSATQAVFQK 10 33469951 2xTMT6plex [N-Term; K12] 0.793 0.899 0.943 4.798841953 39.1 0 1842.052555 2 921.5289917 -1.003338128 -0.000924101 64.14050373EVLQQLETQK 6 33469951 2xTMT6plex [N-Term; K10] 1.044 0.793 0.781 3.767270565 35.5 0 1673.983807 2 837.4951172 -0.507164404 -0.000424492 54.31366196SPEELAALVK 12 33469951 2xTMT6plex [N-Term; K10] 0.81 0.93 1.331 3.982932568 46.47 0 1514.919416 2 757.961792 -2.051796018 -0.001554153 71.31857884ETLQYFQTLK 12 33469951 2xTMT6plex [N-Term; K10] 0.892 0.89 0.996 4.23545599 53.17 0 1728.993643 2 865.0004883 0.032835575 2.84E-05 66.79735027LQELLLCNNR 6 33469951 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.896 1.166 0.906 3.515669823 38.87 0 1501.835814 2 751.4204712 -1.430167777 -0.001073939 66.37981358DSTTDEQLFR 6 33469951 1xTMT6plex [N-Term] 0.983 0.643 100 3.796700001 42.14 0 1440.716804 2 720.8618774 -0.225802314 -0.000162659 37.0444586LVLLNLQGNPLCQAVGILEQLAELLPSVSSVLT 2 33469951 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.702 2.136532307 2.02 0 3731.123 4 933.5371704 1.03246144 0.00096306 115.6219954

STVLQSELESCK 2 33469951 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 0.941 4.184613228 27.87 0 1838.993385 2 920.0001221 -0.227210918 -0.00020892 52.08798927
TSEEQAEAK 6 33469951 2xTMT6plex [N-Term; K9] 0.956 0.868 0.963 4.108580112 49.69 0 1450.778959 2 725.8931274 0.013284458 9.64E-06 24.76310947FLLENSVLK 6 33469951 2xTMT6plex [N-Term; K9] 1.124 1.094 1.007 4.017288685 48.87 0 1520.945237 2 760.975769 -0.641090842 -0.000487532 77.60643529ELQELEPENK 8 33469951 2xTMT6plex [N-Term; K10] 1.145 1.015 1.12 4.001723289 36.82 0 1686.931437 2 843.9678345 -1.804735285 -0.001522232 45.75854829VIWTAGDVQK 4 33469951 2xTMT6plex [N-Term; K10] 0.846 0.937 2.991547346 10.66 0 1574.930649 3 525.6484375 0.069958636 3.67E-05 55.5916948ADPQDALR 6 33469951 1xTMT6plex [N-Term] 0.887 0.954 0.881 2.980534315 28.05 0 1114.605403 2 557.8064575 0.211356469 0.00011779 24.47926774LPEDVLLK 6 33469951 2xTMT6plex [N-Term; K8] 0.713 0.834 0.933 3.274025202 30.61 0 1384.881574 2 692.9441528 -0.393279792 -0.000272323 77.17001304TLPPALAALR 4 33469951 1xTMT6plex [N-Term] 0.844 0.906 2.950287342 21.56 0 1251.798623 2 626.4032593 0.494172686 0.000309302 67.7134838FLEVDER 4 33469951 1xTMT6plex [N-Term] 1.011 0.767 3.154117823 39.89 0 1136.614905 2 568.8112183 0.224353417 0.000127502 42.84971583VLHLAHK 4 33469951 2xTMT6plex [N-Term; K7] 0.619 0.426 3.527345896 18.68 0 1275.830147 3 425.9482727 0.092101002 3.92E-05 33.40996113ALDPLLYEK 2 33469951 2xTMT6plex [N-Term; K9] 0.894 2.539401293 13.88 0 1519.913602 2 760.4611816 0.976780028 0.000742311 81.79159261ATYLDDLR 2 33469951 1xTMT6plex [N-Term] 1.253 2.563728333 12.71 0 1195.652019 2 598.3275146 -3.567905259 -0.002132987 45.4320971118918407 SYNE2 nesprin-2 isoform 5 23224 NP_878918.2 0.796293615 1 3 3 12 6907 798.362 5.36 1.14 1.49 1.13 1.25 Significant 0.0088 ELHPFDLHAMQNIILK 8 118918407 2xTMT6plex [N-Term; K16] 1.138 1.486 1.16 5.757644653 27.76 0 2377.346628 4 595.0923462 0.389752009 0.000231644 83.67582897ALEDFLASLR 2 118918407 1xTMT6plex [N-Term] 0.51 3.377588987 29.43 0 1363.778282 2 682.3927612 -0.026315907 -1.79E-05 97.86666284ENPDSFLNHVLALTAQSPDIEHLNEVSLK 2 118918407 2xTMT6plex [N-Term; K29] 1.479 4.792237282 3.61 0 3688.95866 4 922.9981079 3.237119666 0.0029854 103.8611687

155030240 TRNT1 CCA tRNA nucleotidyltransferase 1, mitochondrial isoform 1 51095 NP_886552.2 27.64976959 1 11 11 50 434 50.112 8.1 0.85 0.85 0.83 0.84 Significant 0.0000625
ATDSSDPLKPYQDFIIDSR 4 155030240 2xTMT6plex [N-Term; K9] 0.624 0.637 5.193947792 25.3 0 2626.376467 3 876.1313477 1.150748489 0.001007433 70.47763255LHEENFEITTLR 4 155030240 1xTMT6plex [N-Term] 0.865 0.861 5.193284988 28.75 0 1730.927465 3 577.6466675 -1.16455983 -0.000671923 51.81407868HAEVEFTTDWQK 4 155030240 2xTMT6plex [N-Term; K12] 0.908 0.779 4.201772213 30.95 0 1949.016898 3 650.3422852 -2.35784064 -0.001531824 52.36174814LQSPEFQSLFTEGLK 10 155030240 2xTMT6plex [N-Term; K15] 0.822 0.788 0.745 4.360844135 41.64 0 2182.215991 3 728.0755615 -1.768834846 -0.00128666 91.98218668SLTELFVK 6 155030240 2xTMT6plex [N-Term; K8] 0.978 0.925 0.798 3.233945131 39.96 0 1394.865924 2 697.9346924 -2.73537715 -0.001907742 77.15196921

YQGEHCLLK 6 155030240 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C6] 0.801 0.829 0.886 3.209186316 25.3 0 1605.882319 3 535.9661865 1.050718532 0.000562443 34.5970337
NLGLFIVK 4 155030240 2xTMT6plex [N-Term; K8] 0.982 0.947 3.429286957 39.41 0 1361.892079 2 681.4489746 -1.032579065 -0.000703131 80.84570211SGYQMEKDELLSYIK 1 155030240 3xTMT6plex [N-Term; K7; K15] 1.038 2.301909447 1 2491.372123 3 831.1292725 0.457905426 0.000380271 80.42202289EPDATTR 5 155030240 1xTMT6plex [N-Term] 0.811 0.978 0.901 2.698217392 14.92 0 1018.536655 2 509.7717285 -0.465558846 -0.000237094 15.31450033VQDDVTK 2 155030240 2xTMT6plex [N-Term; K7] 0.8 2.836064339 31.83 0 1262.735638 2 631.8711548 -0.478959863 -0.0003024 26.2001656IDVTTDGR 4 155030240 1xTMT6plex [N-Term] 0.678 0.602 2.759820223 16.29 0 1105.605068 2 553.3057251 -0.809416231 -0.000447447 26.0451328541281996 HEATR3 HEAT repeat-containing protein 3 55027 NP_891552.1 4.852941176 1 3 3 21 680 74.535 5.11 1.23 1.08 1.22 1.17 Significant 0.00169 DIMTPLVALLK 14 41281996 2xTMT6plex [N-Term; K11] 1.258 1.565 1.222 4.532873631 55.28 0 1672.048321 2 836.5271606 -0.763537107 -0.000638335 110.2605201EDGTLETLK 2 41281996 2xTMT6plex [N-Term; K9] 1.214 2.213854074 7.27 0 1463.835746 2 732.4222412 0.997517569 0.000730101 43.81635289LGPLLLDPSLAVR 5 41281996 1xTMT6plex [N-Term] 0.951 0.785 2.474487305 12.18 0 1592.993694 2 797.000061 -0.532763997 -0.000424345 93.44218068

33636742 PLOD2 procollagen-lysine,2-oxoglutarate 5-dioxygenase 2 isoform 1 precursor 5352 NP_891988.1 38.12664908 1 24 24 155 758 87.043 6.71 0.95 0.93 0.91 0.93 Significant 0.000154
QVDLENVWLHFIR 6 33636742 1xTMT6plex [N-Term] 0.745 0.968 0.89 5.382959366 64.35 0 1898.048583 3 633.3567505 3.748621035 0.002371688 97.09981689VVFAADGILWPDKR 14 33636742 2xTMT6plex [N-Term; K13] 1.193 1.029 0.851 6.158060074 41.05 1 2045.194802 3 682.4025269 -0.867972866 -0.000591725 82.64848922

ACDELVEEMEHYGK 6 33636742 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C2] 1.05 0.97 1.14 4.694602966 44.18 0 2168.040412 3 723.3502808 -1.901604242 -0.001374252 64.49245105IVGPEENLSQAEAR 12 33636742 1xTMT6plex [N-Term] 0.813 0.865 0.948 4.65641737 63.49 0 1741.928193 2 871.4677124 -0.025836491 -2.25E-05 43.22280851ISGGYENVPTDDIHMK 4 33636742 2xTMT6plex [N-Term; K16] 0.956 0.936 4.167664528 26.58 0 2234.152739 3 745.3829346 -8.2754499 -0.006162873 52.48646249GGDGINSIGGGQK 14 33636742 2xTMT6plex [N-Term; K13] 0.962 0.924 0.855 4.24582386 76.93 0 1617.896054 2 809.4494629 -2.72280703 -0.002202609 32.90028958IVQQWNLQDNDDDQLFYTK 7 33636742 2xTMT6plex [N-Term; K19] 0.763 0.868 0.931 4.747438908 44.75 0 2841.445944 3 947.8201294 -0.038345409 -3.63E-05 79.47766767LWSNFWGALSPDGYYAR 10 33636742 1xTMT6plex [N-Term] 0.674 0.646 4.526178837 24.35 0 2232.107554 3 744.7078247 0.612166332 0.000455474 102.0925762VGVWNVPYMANVYLIK 2 33636742 2xTMT6plex [N-Term; K16] 1.105 3.355347872 14.09 0 2324.324102 3 775.4452515 -1.248051193 -0.000966958 105.2729379GFALLNFVVK 4 33636742 2xTMT6plex [N-Term; K10] 0.998 1.532 3.530769825 57.87 0 1565.981956 2 783.4940796 -0.685742456 -0.00053693 103.0094588SEDYVDIVQGNR 6 33636742 1xTMT6plex [N-Term] 0.949 0.828 0.838 4.619214535 44.36 0 1623.81758 2 812.4110107 -1.74607398 -0.001417653 43.75356349ISGGYENVPTDDIHMK 2 33636742 2xTMT6plex [N-Term; K16]; 1xOxidation [M15] 0.916 2.720885992 22.39 0 2250.147654 3 745.3829346 -8.2754499 -0.006162873 52.48646249LLVITVATK 6 33636742 2xTMT6plex [N-Term; K9] 0.995 1.031 0.887 3.626291275 51.83 0 1415.960158 2 708.4835205 -0.278231257 -0.000196982 78.55788455
IFTENIVEQPCPDVFWFPIFSEK 2 33636742 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C11] 0.943 3.164230824 18.6 0 3300.70553 3 1100.905029 -1.513303544 -0.00166499 112.8263156

LADKYPVVHIGK 6 33636742 3xTMT6plex [N-Term; K4; K12] 0.932 0.92 0.902 3.659154415 16.22 1 2027.262043 4 507.5706787 -0.571379637 -0.000289584 57.93551646EFIAPVTLK 10 33636742 2xTMT6plex [N-Term; K9] 0.88 0.949 0.947 3.823539019 38.32 0 1475.923773 2 738.463501 -2.742354957 -0.002023753 72.48718341KIIAPLVTR 8 33636742 2xTMT6plex [N-Term; K1] 1.327 0.829 1.577 3.543321371 19.33 1 1468.997941 3 490.3374023 -0.195418075 -9.57E-05 54.05763404VFAGYYTK 6 33636742 2xTMT6plex [N-Term; K8] 0.874 0.885 1.026 3.093142271 29.8 0 1406.808409 2 703.9075317 -0.442088229 -0.000310967 53.97303995YIAVSFIDP 6 33636742 1xTMT6plex [N-Term] 1.01 0.914 0.746 2.931810141 55.82 0 1253.697906 2 627.3511963 -2.225633353 -0.001395136 85.02476569NMGMDFCR 6 33636742 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.693 0.671 0.691 2.646406889 12.03 0 1259.55325 2 630.2797852 -0.759036984 -0.000478024 38.01768342VLGQGEEWR 6 33636742 1xTMT6plex [N-Term] 0.965 1.095 0.965 3.401603699 30.38 0 1302.700366 2 651.8540039 0.280488522 0.000182696 42.91872219DKLDPDMALCR 4 33636742 2xTMT6plex [N-Term; K2]; 1xCarbamidomethyl [C10] 0.986 0.93 3.532277584 8.29 1 1791.949747 3 597.9881592 0.099209848 5.93E-05 46.39669506IIAPLVTR 2 33636742 1xTMT6plex [N-Term] 0.839 3.029827356 29.53 0 1111.740046 2 556.3728027 -1.544462895 -0.000858521 69.94781653VYIDPLK 4 33636742 2xTMT6plex [N-Term; K7] 0.665 0.776 2.643665075 20.84 0 1305.818245 2 653.4133911 0.965208265 0.000630193 63.50470015
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EKDSPTPETFQMLSPPK 2 33636742 3xTMT6plex [N-Term; K2; K17]; 1xOxidation [M12] 0.988 3.101279974 2.63 1 2635.425616 3 879.1445923 -2.425473325 -0.002130718 53.34977961
33636738 PRKACB cAMP-dependent protein kinase catalytic subunit beta isoform 1 5567 NP_891993.1 24.87437186 1 1 8 38 398 46.207 8.69 1.23 1.3 1.15 1.23 Significant 0.00125

TWTLCGTPEYLAPEIILSK 6 33636738 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C5] 1.43 1.193 1.214 5.292505264 47.33 0 2650.456632 3 884.1555786 -1.678880575 -0.001483267 101.7622047ILQAVNFPFLVR 8 33636738 1xTMT6plex [N-Term] 1.231 1.301 1.15 4.394802094 46.07 0 1645.999114 2 823.5032349 0.048114584 3.96E-05 105.2976167QIEHTLNEK 10 33636738 2xTMT6plex [N-Term; K9] 1.351 1.166 1.249 4.01085043 42.64 0 1569.900077 2 785.4525146 -1.480669476 -0.001162252 28.95011108NLLQVDLTK 6 33636738 2xTMT6plex [N-Term; K9] 1.083 1.089 1.223 4.039339542 48.17 0 1501.9354 2 751.4708252 -0.683337895 -0.000513165 65.42014623DNSNLYMVMEYVPGGEMFSHLR 2 33636738 1xTMT6plex [N-Term] 0.828 3.804180384 17.33 0 2818.320008 3 940.1102905 -1.30910541 -0.001229826 99.09591053TLGTGSFGR 2 33636738 1xTMT6plex [N-Term] 1.196 3.515977383 27.47 0 1124.626138 2 562.8158569 -1.512549597 -0.000850526 31.26611966KVEAPFIPK 2 33636738 3xTMT6plex [N-Term; K1; K9] 0.945 2.582179546 2.84 1 1716.102689 3 572.7055664 -0.316590175 -0.0001811 58.85436949FPSHFSSDLK 2 33636738 2xTMT6plex [N-Term; K10] 0.894 2.448129416 13.14 0 1622.894264 3 541.6337891 -4.59032524 -0.002483204 52.49325139
116734704 IRF2BP2 interferon regulatory factor 2-binding protein 2 isoform A 359948 NP_892017.2 13.79897785 1 5 6 25 587 60.987 8.69 1.08 1.03 1.15 1.09 Significant 0.00102

GPADSLSTAAGAAELSAEGAGK 2 116734704 2xTMT6plex [N-Term; K22] 1.313 7.230652809 89.03 0 2389.261103 3 797.0909424 -1.184245438 -0.000943157 59.47963255RPASVSSSAAVEHEQR 5 116734704 1xTMT6plex [N-Term] 0.998 0.886 7.203355789 41.13 0 1940.014717 4 485.7589111 -0.464964901 -0.00022551 16.17321069YPLAAAAERPPR 6 116734704 1xTMT6plex [N-Term] 1.208 1.38 1.128 5.226805687 27.72 0 1540.879727 3 514.2977905 -0.589746203 -0.000302909 36.16307393GCVNYEGADR 6 116734704 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.247 1.434 1.306 4.146953106 60.64 0 1369.63678 2 685.3207397 -1.881263596 -0.001288324 19.28792478VEFVIETAR 4 116734704 1xTMT6plex [N-Term] 0.94 0.916 3.433386087 23.84 0 1292.741168 2 646.874939 1.108752257 0.000716665 57.55103707GSGEQDWVNRPK 2 116734704 2xTMT6plex [N-Term; K12] 1.037 2.50419569 3.62 0 1830.986266 3 610.9998169 -0.747616971 -0.000456292 30.1123643333946297 ZNF326 DBIRD complex subunit ZNF326 isoform 1 284695 NP_892021.1 16.49484536 1 8 8 44 582 65.613 5.15 1.34 1.35 1.27 1.32 Significant 0.000363 SGYGFNEPEQSR 6 33946297 1xTMT6plex [N-Term] 1.389 1.539 1.477 3.975149393 40.07 0 1599.760065 2 800.3838501 0.223936902 0.000179123 27.29180243VVMEFLHECMVNK 8 33946297 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C9] 1.18 1.378 1.361 4.780560493 31.93 0 2094.09503 3 698.7034302 0.337524006 0.000235602 81.96996789DYGPGSYGGMDR 4 33946297 1xTMT6plex [N-Term] 1.002 0.835 4.117233753 35.11 0 1503.673559 2 752.34021 -0.276182369 -0.000207644 30.42649091ESVLTATSILNNPIVK 12 33946297 2xTMT6plex [N-Term; K16] 1.366 1.259 1.346 5.583886147 71.44 0 2157.289491 2 1079.147583 -0.742215814 -0.000800587 85.12434488KQQTNNQTEVVK 4 33946297 3xTMT6plex [N-Term; K1; K12] 1.495 1.71 4.531577587 19.76 1 2104.232928 3 702.0830688 0.819977174 0.000575141 24.50506257DYGHGSYGGQR 2 33946297 1xTMT6plex [N-Term] 0.843 2.796001673 13.71 0 1425.670857 3 475.8952332 0.20320461 9.66E-05 25.40556276FGPYESYDSR 6 33946297 1xTMT6plex [N-Term] 1.134 0.936 0.867 3.180676699 21.61 0 1449.684775 2 725.3461914 0.228299632 0.000165481 39.46628565TDPKNEEEEK 2 33946297 3xTMT6plex [N-Term; K4; K10] 1.849 1.505 1.972797513 1 1906.037248 3 636.0167847 -0.759196126 -0.000482352 21.33666045
34101272 BCKDHB 2-oxoisovalerate dehydrogenase subunit beta, mitochondrial isoform 1 precursor 594 NP_898871.1 28.31632653 1 9 9 54 392 43.095 6.29 0.8 0.88 0.79 0.83 Significant 0.00119

MNLFQSVTSALDNSLAK 14 34101272 2xTMT6plex [N-Term; K17] 0.734 0.821 0.777 6.205394268 64.63 0 2297.257538 3 766.4268188 3.641221251 0.002788274 111.0373442LGVSCEVIDLR 6 34101272 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 0.676 0.732 0.954 3.616443634 54.95 0 1489.82458 2 745.4154053 -0.702306257 -0.000523157 63.1900822
GLLLSCIEDKNPCIFFEPK 8 34101272 3xTMT6plex [N-Term; K10; K19]; 2xCarbamidomethyl [C6; C13] 1.078 0.935 0.78 4.017699718 20.78 1 2967.629084 4 742.6619263 -1.08110609 -0.00080208 98.58820313

VCGYDTPFPHIFEPFYIPDK 3 34101272 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C2] 0.699 0.813 3.608707428 6.51 0 2900.473345 3 967.4998779 4.046059959 0.00391183 98.12463835DPTAVIFGEDVAFGGVFR 2 34101272 1xTMT6plex [N-Term] 1.641 4.669107437 43.17 0 2126.111971 3 709.3756104 0.144251428 0.000102232 102.7052549TIIPWDVDTICK 12 34101272 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C11] 1.005 1.058 3.968351364 29.49 0 1919.071242 3 640.3618164 -0.180207614 -0.000115277 85.13174135
GLLLSCIEDK 3 34101272 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C6] 0.486 0.999 2.648964882 20.76 0 1605.9286 2 803.4663086 -2.029892549 -0.001629931 70.54823563

EYGQTQK 4 34101272 2xTMT6plex [N-Term; K7] 0.802 0.781 2.444416761 24.69 0 1311.730887 2 656.3682861 -1.212957925 -0.000795537 19.38362955EVASMAK 2 34101272 2xTMT6plex [N-Term; K7] 0.79 2.500420094 16.4 0 1193.696416 2 597.3509521 -1.497770372 -0.000893942 30.859863339930541 C9orf142 protein PAXX 286257 NP_899064.1 27.94117647 1 4 4 21 204 21.626 5.48 0.96 0.84 0.91 0.91 Significant 0.00148 LAAAEETAVSPR 6 39930541 1xTMT6plex [N-Term] 1.052 0.872 0.854 4.784841061 65.19 0 1443.800474 2 722.4033813 -0.684010502 -0.000493787 35.59316774ASLTLSGGPSALAFDLSK 4 39930541 2xTMT6plex [N-Term; K18] 0.918 5.63663578 79.2 0 2193.253105 2 1097.130981 0.720947629 0.00079061 87.23413931FGLSAAEDITPR 6 39930541 1xTMT6plex [N-Term] 0.743 0.761 1.12 4.167029381 56.79 0 1505.816124 2 753.4110107 -0.915679945 -0.000689423 56.29833577FVCYCEGEESGEGDR 5 39930541 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C5] 1.043 1.034 1.302 3.891350508 37.88 0 2022.837072 2 1011.921204 -0.959629159 -0.000970587 37.73207941
35493811 RBM39 RNA-binding protein 39 isoform a 9584 NP_909122.1 33.20754717 1 11 12 151 530 59.343 10.1 1.37 1.35 1.38 1.37 Significant 0.0000416 GIAYVEFVDVSSVPLAIGLTGQR 20 35493811 1xTMT6plex [N-Term] 1.312 0.945 1.474 6.262974739 63.28 0 2620.454769 3 874.15625 -0.218259825 -0.000190647 109.3526107

GYGFITFSDSECAK 2 35493811 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C12] 1.942 3.917947292 33.96 0 2040.014849 2 1020.509827 -1.2119273 -0.001236175 65.94624563
VLGVPIIVQASQAEK 32 35493811 2xTMT6plex [N-Term; K15] 1.355 1.46 1.381 5.003967285 60.42 0 2010.236333 3 670.7504883 0.287873491 0.000192898 84.09424391MITAAYVPLPTYHNLFPDSMTATQLLVPSR 12 35493811 1xTMT6plex [N-Term] 1.47 2.192 1.481 6.807908535 45.09 0 3576.879598 4 894.9760132 0.73383638 0.000656211 105.3171201DLEEFFSTVGK 24 35493811 2xTMT6plex [N-Term; K11] 1.539 1.518 1.563 5.185472012 68.12 0 1729.941273 2 865.4714355 -3.282623716 -0.002839373 85.78359271IESIQLMMDSETGR 2 35493811 1xTMT6plex [N-Term] 1.479 4.048171997 56.97 0 1838.91895 2 919.9628906 -0.242408726 -0.000222885 72.77391379TDASSASSFLDSDELER 16 35493811 1xTMT6plex [N-Term] 1.704 1.339 1.276 5.858021259 79.76 0 2058.966489 2 1029.982422 -4.332945703 -0.004460695 52.24722113TGIDLGTTGR 6 35493811 1xTMT6plex [N-Term] 1.096 1.275 1.313 4.153253078 44.35 0 1219.684381 2 610.3459473 0.193936443 0.000118271 32.82736771AAAMANNLQK 14 35493811 2xTMT6plex [N-Term; K10] 1.328 1.321 1.321 4.234674454 54.67 0 1489.856104 2 745.4318237 0.179132023 0.00013344 39.13108991IESIQLMMDSETGR 3 35493811 1xTMT6plex [N-Term]; 1xOxidation [M] 0.967 2.534017801 54.29 0 1854.913865 2 919.9628906 -0.242408726 -0.000222885 72.77391379IGLPHSIK 12 35493811 2xTMT6plex [N-Term; K8] 1.211 1.142 1.167 3.129233599 31.16 0 1322.856028 3 441.6235046 -0.05068124 -2.23E-05 47.83826732GIFEPFGR 6 35493811 1xTMT6plex [N-Term] 1.257 1.267 1.066 2.632830381 27.71 0 1151.64106 2 576.3244019 0.405474374 0.00023348 60.14268484LYVGSLHFNITEDMLR 2 35493811 1xTMT6plex [N-Term]; 1xOxidation [M14] 0.87 3.329108 10.16 0 2153.126241 3 718.3789063 -1.892996296 -0.00135862 73.9156792834740329 HNRNPA3 heterogeneous nuclear ribonucleoprotein A3 220988 NP_919223.1 41.00529101 1 16 19 286 378 39.571 9.01 1.29 1.32 1.27 1.29 Significant 0.000126 KLFIGGLSFETTDDSLREHFEK 10 34740329 3xTMT6plex [N-Term; K1; K22] 2.646 3.116 1.532 6.47500515 22.61 2 3256.782089 5 652.1611328 -1.698485606 -0.001106319 77.7879754KLFIGGLSFETTDDSLR 6 34740329 2xTMT6plex [N-Term; K1] 1.489 1.737 0.973 5.809190273 36.25 1 2357.311682 3 786.4401855 -2.409142336 -0.001893033 78.7473266SSGSPYGGGYGSGGGSGGYGSR 31 34740329 1xTMT6plex [N-Term] 1.267 1.249 1.367 5.827852249 94.7 0 2139.952904 2 1070.47937 -0.673171649 -0.000720278 22.19291071IFVGGIKEDTEEYNLR 18 34740329 2xTMT6plex [N-Term; K7] 1.686 1.694 1.455 4.818023682 17.5 1 2341.280382 3 781.0966187 -2.169608991 -0.001693221 64.23686325WGTLTDCVVMR 17 34740329 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.187 1.241 1.141 3.906683683 47.29 0 1566.796985 2 783.9015503 -0.741221788 -0.000580672 64.19992641LFIGGLSFETTDDSLR 40 34740329 1xTMT6plex [N-Term] 1.012 1.039 1.076 5.682922363 89.36 0 2000.053788 2 1000.527588 -2.944105197 -0.002944184 92.1348007GFGFVTYSCVEEVDAAMCARPHK 4 34740329 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C9; C18] 1.822 1.254 6.919018269 27.16 0 3089.504738 4 773.1314087 -0.302185772 -0.000233401 76.0647966

GFAFVTFDDHDTVDK 4 34740329 2xTMT6plex [N-Term; K15] 0.868 0.991 3.912848711 33.98 0 2172.101355 3 724.7055054 0.279629346 0.000202461 68.00271836LFIGGLSFETTDDSLREHFEK 8 34740329 2xTMT6plex [N-Term; K21] 2.404 2.154 2.19 6.612728596 35.39 1 2899.524194 4 725.6369019 0.546073 0.000395838 84.71388071GEEGHDPKEPEQLR 10 34740329 2xTMT6plex [N-Term; K8] 1.333 1.311 1.214 3.461338997 19.42 1 2079.087102 4 520.5286865 2.796334864 0.001453456 20.70334507IETIEVMEDR 12 34740329 1xTMT6plex [N-Term] 0.855 1.295 1.189 4.012317181 45.75 0 1463.761311 2 732.3841553 -0.189254302 -0.000138512 113.6444349KIFVGGIKEDTEEYNLR 12 34740329 3xTMT6plex [N-Term; K1; K8] 2.427 2.138 1.454 5.672908306 20.74 2 2698.538277 4 675.3899536 -0.108487205 -7.32E-05 61.60935341RGEEGHDPKEPEQLR 11 34740329 2xTMT6plex [N-Term; K9] 1.146 2.319 1.204 4.943638325 17.13 2 2235.188213 5 447.8435059 0.093699884 4.19E-05 18.90242234EDTEEYNLR 16 34740329 1xTMT6plex [N-Term] 1.12 1.203 1.308 4.286889076 43.34 0 1397.674604 2 699.34021 -1.045399351 -0.000730564 24.68136566KLFVGGLK 60 34740329 3xTMT6plex [N-Term; K1; K8] 1.434 1.459 1.737 4.088477135 18.1 1 1549.044446 2 775.0265503 0.889429571 0.000688883 57.7679227EDSVKPGAHLTVK 11 34740329 3xTMT6plex [N-Term; K5; K13] 1.26 1.285 1.239 3.809947014 5.47 0 2068.236951 4 517.8144531 -0.468055655 -0.000242012 35.47380835
WGTLTDCVVMR 10 34740329 1xTMT6plex [N-Term]; 1xOxidation [M10]; 1xCarbamidomethyl [C7] 1.473 1.463 1.114 2.159335375 38.35 0 1582.7919 2 783.9015503 -0.741221788 -0.000580672 64.19992641

IETIEVMEDR 4 34740329 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.881 1.255 2.723806381 28.38 0 1479.756226 2 732.3841553 -0.189254302 -0.000138512 113.6444349IFVGGIK 96 34740329 2xTMT6plex [N-Term; K7] 1.08 1.135 1.1 2.734516621 29.58 0 1191.786551 2 596.3967285 -0.311153662 -0.000185414 63.62405946GEEGHDPK 4 34740329 2xTMT6plex [N-Term; K8] 0.94 0.778 2.182636738 15.39 0 1326.7054 3 442.9065552 -0.217043404 -9.60E-05 15.38089887GGNFGGR 6 34740329 1xTMT6plex [N-Term] 1.465 1.355 1.597 2.415957212 31.46 0 893.4790803 2 447.2433167 0.309364581 0.000138205 16.2407922935493996 UBE2I SUMO-conjugating enzyme UBC9 7329 NP_919236.1 75.94936709 1 9 9 71 158 17.995 8.66 1.03 1 0.98 1 Significant 0.00021
NPDGTMNLMNWECAIPGKK 6 35493996 3xTMT6plex [N-Term; K18; K19]; 1xCarbamidomethyl [C13] 1.429 0.867 3.948739767 32.61 1 2863.487187 3 955.1682739 1.076204342 0.001027232 76.90526908

QILLGIQELLNEPNIQDPAQAEAYTIYCQNR 6 35493996 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C28] 3.133 100 6.141077042 37.5 0 3844.974103 4 961.9972534 -1.799644923 -0.001729897 111.9429805
NPDGTMNLMNWECAIPGK 16 35493996 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C13] 0.9 0.864 0.915 4.747088909 38.89 0 2506.229292 2 1253.621948 2.923912189 0.003663997 87.99204273

FEPPLFHPNVYPSGTVCLSILEEDKDWRPAITIK 5 35493996 3xTMT6plex [N-Term; K25; K34]; 1xCarbamidomethyl [C17] 1.127 1.249 0.979 7.812093735 6.33 1 4656.514317 5 932.1087646 0.085802847 7.99E-05 100.0734762
KDHPFGFVAVPTK 2 35493996 3xTMT6plex [N-Term; K1; K13] 0.958 4.005473614 12.24 1 2130.267857 4 533.322876 0.852989564 0.000454274 58.82899592GTPWEGGLFK 2 35493996 2xTMT6plex [N-Term; K10] 0.991 3.680621862 40.4 0 1549.877885 2 775.4415894 -1.27956472 -0.000991585 69.18977547MLFKDDYPSSPPK 14 35493996 3xTMT6plex [N-Term; K4; K13] 1.166 1.171 1.243 4.61101532 24.88 1 2212.229088 2 1106.616577 -1.451211876 -0.001605207 59.37541065DHPFGFVAVPTK 6 35493996 2xTMT6plex [N-Term; K12] 0.943 0.868 0.947 4.446358204 20.46 0 1773.009962 3 591.675293 0.769136259 0.000454562 60.68896918DDYPSSPPK 14 35493996 2xTMT6plex [N-Term; K9] 0.789 0.793 0.757 3.435783386 39.09 0 1463.778231 2 732.3914795 -1.740971119 -0.001274198 105.6233506145580604 TMEM65 transmembrane protein 65 157378 NP_919267.2 12.08333333 1 3 3 12 240 25.481 8.6 1.52 1.26 1.5 1.43 Significant 0.00341 FESIAIAQEK 4 145580604 2xTMT6plex [N-Term; K10] 1.381 1.662 4.177485466 50.25 0 1593.925229 2 797.4656372 -0.772624659 -0.000615753 58.86867796LEAPPPTPGQLR 6 145580604 1xTMT6plex [N-Term] 1.335 1.259 1.422 3.654766798 37.17 0 1504.868494 2 752.9373169 -0.75520947 -0.000568245 54.10098068LSTHLGK 2 145580604 2xTMT6plex [N-Term; K7] 1.591 2.421297312 18.15 0 1213.766878 3 405.2609253 1.107501721 0.000448083 32.93489507

94721252 VAPA vesicle-associated membrane protein-associated protein A isoform 2 9218 NP_919415.2 54.6184739 1 12 13 234 249 27.875 8.62 1.1 1.1 1.08 1.09 Significant 0.0000372
GPFTDVVTTNLK 51 94721252 2xTMT6plex [N-Term; K12] 1.101 1.077 1.145 4.80256319 56.26 0 1750.015107 2 875.5102539 -1.071800748 -0.000937834 68.87427449FMVQTIFAPPNTSDMEAVWK 23 94721252 2xTMT6plex [N-Term; K20] 1.043 1.006 1.098 5.728336811 59.17 0 2770.434851 3 924.1414795 -9.011420511 -0.008321851 105.5424319FMVQTIFAPPNTSDMEAVWK 20 94721252 2xTMT6plex [N-Term; K20]; 1xOxidation [M] 1.134 0.993 1.087 4.838278294 54.05 0 2786.429766 3 924.1414795 -9.011420511 -0.008321851 105.5424319VAHSDKPGSTSTASFR 18 94721252 2xTMT6plex [N-Term; K6] 0.925 0.929 1.004 6.164456367 29.31 0 2106.134387 4 527.288208 -1.60710958 -0.000846197 22.05798308FKGPFTDVVTTNLK 34 94721252 3xTMT6plex [N-Term; K2; K14] 1.267 1.307 1.274 5.306362152 37.6 1 2254.341416 3 752.1175537 -1.467305336 -0.001102602 73.4764891HEQILVLDPPTDLK 22 94721252 2xTMT6plex [N-Term; K14] 0.976 1 0.979 5.548658371 51.04 0 2076.210512 3 692.7362061 -7.921704395 -0.005482375 67.18406794QDGPMPKPHSVSLNDTETR 6 94721252 2xTMT6plex [N-Term; K7] 1.452 1.21 1.405 5.473852634 36.97 0 2567.328806 4 642.5877686 0.170826872 0.000109642 48.30335266KVAHSDKPGSTSTASFR 14 94721252 3xTMT6plex [N-Term; K1; K7] 1.444 1.392 1.353 7.049063206 32.8 1 2463.392282 5 493.4853516 2.179678218 0.00107388 22.53320376EAKPDELMDSK 9 94721252 3xTMT6plex [N-Term; K3; K11] 1.135 1.183 1.049 3.468919992 30.26 0 1950.08209 2 975.5447388 0.057109936 5.57E-05 41.68527504LNDMEPSK 6 94721252 2xTMT6plex [N-Term; K8] 0.653 0.672 0.712 3.507981777 32.7 0 1391.760472 2 696.3839111 0.052728631 3.67E-05 38.60290215AVPLNASK 6 94721252 2xTMT6plex [N-Term; K8] 1.047 1.012 0.984 2.667513132 29.89 0 1257.793093 2 629.3997192 -0.740378877 -0.000465622 38.05320081

CVFEMPNENDKLNDMEPSK 2 94721252 3xTMT6plex [N-Term; K11; K19]; 1xCarbamidomethyl [C1] 3.198 2.101965189 2.77 1 2984.477076 3 995.4916382 -5.600384522 -0.005571406 66.16499601
LQGEMMK 6 94721252 2xTMT6plex [N-Term; K7] 0.79 0.721 0.725 3.30677247 27.07 0 1294.726335 2 647.8664551 -0.542148353 -0.000350967 41.99884202
KLMEECK 5 94721252 3xTMT6plex [N-Term; K1; K7]; 1xCarbamidomethyl [C6] 0.999 0.928 1.073 2.625608444 2.08 1 1624.936946 3 542.3168945 -0.502078713 -0.000271949 34.79267332

EAKPDELMDSK 12 94721252 3xTMT6plex [N-Term; K3; K11]; 1xOxidation [M8] 1.184 1.418 1.05 2.639287949 7.83 0 1966.077005 2 975.5447388 0.057109936 5.57E-05 41.6852750437595752 LBR lamin-B receptor 3930 NP_919424.1 6.016260163 1 4 4 9 615 70.658 9.36 0.64 1.41 1.3 1.11 Significant 0.0434 NLLVSGWWGFVR 2 37595752 1xTMT6plex [N-Term] 1.777 3.454552174 14.67 0 1662.931763 2 831.9666138 -3.494864352 -0.00290586 101.7094781YKDGTELELK 1 37595752 3xTMT6plex [N-Term; K2; K10] 1.412 3.022457361 1 1883.109291 3 628.3746948 0.127768822 8.02E-05 47.65482833FADGEVVR 4 37595752 1xTMT6plex [N-Term] 0.636 0.953 2.624688148 27.9 0 1121.615239 2 561.3113403 0.146907831 8.24E-05 32.43588488IGTFDLK 2 37595752 2xTMT6plex [N-Term; K7] 1.784 2.031201124 15.49 0 1251.771295 2 626.3831787 -9.757563681 -0.006107119 60.4944069837574726 BID BH3-interacting domain death agonist isoform 1 637 NP_932070.1 30.70539419 1 5 5 20 241 26.819 7.08 0.62 0.65 0.72 0.66 Significant 0.00199 IEADSESQEDIIR 6 37574726 1xTMT6plex [N-Term] 0.624 0.686 0.638 4.275465488 55.55 0 1733.875489 2 867.44104 -0.395306283 -0.000342706 38.79391286ELDALGHELPVLAPQWEGYDELQTDGNR 6 37574726 1xTMT6plex [N-Term] 0.485 0.485 0.787 4.991197109 34.49 0 3394.675279 3 1132.228271 -1.478052085 -0.001672502 87.99574228TMLVLALLLAK 4 37574726 2xTMT6plex [N-Term; K11] 100 100 2.20894289 29.74 0 1644.089792 2 822.5484619 -0.088226249 -7.25E-05 113.3636988KVASHTPSLLR 2 37574726 2xTMT6plex [N-Term; K1] 0.951 3.166858196 5.54 1 1667.036845 4 417.5141907 -1.147313986 -0.000478154 31.99550968HLAQVGDSMDR 2 37574726 1xTMT6plex [N-Term]; 1xOxidation [M9] 0.647 2.431098938 9.83 0 1473.731743 3 491.9156799 0.504823843 0.000247992 20.2779044237620194 GNPNAT1 glucosamine 6-phosphate N-acetyltransferase 64841 NP_932332.1 31.52173913 1 5 5 34 184 20.736 7.99 1.17 1.27 1.24 1.23 Significant 0.000583 LLLSTLTLLSK 6 37620194 2xTMT6plex [N-Term; K11] 0.974 0.911 1.06 5.000682354 71.83 0 1660.102465 2 830.5543213 -0.662249408 -0.000549701 112.607826MKPDETPMFDPSLLK 6 37620194 3xTMT6plex [N-Term; K2; K15] 1.05 0.944 0.996 5.153399944 26.71 0 2436.348551 3 812.786377 -1.63095737 -0.001324527 77.75642437VEDVVVSDECR 10 37620194 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.925 1.731 1.015 3.986154556 44.84 0 1535.757288 2 768.3810425 -1.614916029 -0.00124006 36.87734433
ITLECLPQNVGFYK 10 37620194 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 1.444 1.515 1.518 4.133845329 42.76 0 2140.187668 2 1070.599365 1.768722811 0.001892699 82.51732506

FIHSCAK 2 37620194 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 1.437 2.061541796 3.52 0 1320.749848 3 440.9211731 -0.668092366 -0.000294128 28.72559923
38045913 NME1 nucleoside diphosphate kinase A isoform a 4830 NP_937818.1 74.01129944 1 2 12 346 177 19.641 5.58 1.02 1.02 1.04 1.02 Significant 0.0000422 FMQASEDLLKEHYVDLK 6 38045913 3xTMT6plex [N-Term; K10; K17] 1.902 2.878 2.055 6.064409256 34.4 1 2753.515099 4 689.1342773 0.065528967 4.51E-05 80.57183852NIIHGSDSVESAEK 20 38045913 2xTMT6plex [N-Term; K14] 1.026 1.015 1.044 5.626833439 69.62 0 1944.043841 2 972.5240479 -1.554263753 -0.001510778 31.51799514YMHSGPVVAMVWEGLNVVK 17 38045913 2xTMT6plex [N-Term; K19]; 1xOxidation [M] 0.815 0.916 0.866 5.919670105 36.76 0 2590.392593 3 858.8010254 -3.5560233 -0.003051539 101.0429037YMHSGPVVAMVWEGLNVVK 32 38045913 2xTMT6plex [N-Term; K19] 0.945 0.952 0.9 6.484214783 42.7 0 2574.397678 3 858.8010254 -3.5560233 -0.003051539 101.0429037EIGLWFHPEELVDYTSCAQNWIYE 4 38045913 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 0.793 0.01 4.406663418 16.77 0 3228.518568 3 1076.838867 -5.116671053 -0.005506423 108.7307936VMLGETNPADSKPGTIR 44 38045913 2xTMT6plex [N-Term; K12] 0.932 0.978 0.924 5.898843288 45.89 0 2244.242223 2 1122.62561 0.766986338 0.000860652 48.87226865VMLGETNPADSKPGTIR 35 38045913 2xTMT6plex [N-Term; K12]; 1xOxidation [M2] 0.934 0.936 0.946 5.350796223 27.58 0 2260.237138 2 1122.62561 0.766986338 0.000860652 48.87226865FMQASEDLLK 18 38045913 2xTMT6plex [N-Term; K10] 0.78 0.778 0.774 4.148378849 46.54 0 1639.91295 3 547.3082275 -1.720025939 -0.000940231 71.28232484TFIAIKPDGVQR 34 38045913 2xTMT6plex [N-Term; K6] 1.06 1.014 0.985 5.325365543 36.39 0 1803.089275 2 902.0474854 -0.876710264 -0.000790393 52.73916375FMQASEDLLK 10 38045913 2xTMT6plex [N-Term; K10]; 1xOxidation [M2] 0.841 0.751 0.781 2.924889326 31.86 0 1655.907865 3 547.3082275 -1.720025939 -0.000940231 71.28232484DRPFFAGLVK 10 38045913 2xTMT6plex [N-Term; K10] 1.14 1.037 0.903 4.092312336 21.36 0 1607.967369 3 536.6605835 -0.106794281 -5.72E-05 64.01356082GDFCIQVGR 14 38045913 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.014 0.941 1.097 3.353276491 41.33 0 1280.661872 2 640.8341064 -0.730777885 -0.00046794 45.38281005GLVGEIIK 72 38045913 2xTMT6plex [N-Term; K8] 0.874 0.851 0.88 3.036945343 50.26 0 1286.844794 2 643.9241943 -2.861462502 -0.001841129 114.1389948GLVGEIIKR 12 38045913 2xTMT6plex [N-Term; K8] 2.639 3.772 2.945 3.368383646 32.57 1 1442.945905 3 481.6533203 -0.344837944 -0.000165861 65.95157135EHYVDLK 18 38045913 2xTMT6plex [N-Term; K7] 0.765 0.771 0.769 3.345877647 29.52 0 1361.782922 3 454.5990295 -0.284132622 -0.000128976 33.63937127
38150007 SNRPB small nuclear ribonucleoprotein-associated proteins B and B' isoform B' 6628 NP_937859.1 27.5 1 8 8 116 240 24.594 11.19 1.37 1.46 1.39 1.41 Significant 0.000376

GENLVSMTVEGPPPK 10 38150007 2xTMT6plex [N-Term; K15]; 1xOxidation [M7] 1.195 1.398 1.393 4.688331604 49.26 0 2029.103998 2 1007.059082 0.896112642 0.000901986 60.72061136GENLVSMTVEGPPPK 28 38150007 2xTMT6plex [N-Term; K15] 1.201 1.362 1.268 5.869301319 84.46 0 2013.109083 2 1007.059082 0.896112642 0.000901986 60.72061136GENLVSMTVEGPPPKDTGIAR 2 38150007 2xTMT6plex [N-Term; K15] 2.681 5.474569798 31.24 1 2626.427457 3 876.1467285 -0.69480812 -0.000608288 58.65132537
HMNLILCDCDEFRK 8 38150007 2xTMT6plex [N-Term; K14]; 2xCarbamidomethyl [C7; C9] 2.398 2.28 2.403 5.11003828 21.29 1 2309.160484 4 578.0453491 -0.397480223 -0.000229461 63.76373363RVLGLVLLR 10 38150007 1xTMT6plex [N-Term] 6.972 2.096 100 4.877938747 56.49 1 1267.877542 3 423.2973328 -0.076765288 -3.24E-05 64.31069893MLQHIDYR 6 38150007 1xTMT6plex [N-Term] 1.321 1.395 1.304 3.60810709 42.35 0 1304.698257 3 435.5711975 0.599310448 0.00026064 35.62088017VLGLVLLR 18 38150007 1xTMT6plex [N-Term] 1.192 1.446 1.271 3.248785019 41.78 0 1111.776431 2 556.3916626 -0.344345029 -0.000191417 87.78901206MLQHIDYR 14 38150007 1xTMT6plex [N-Term]; 1xOxidation [M1] 2.004 1.231 1.434 2.688007116 22.89 0 1320.693172 3 435.5711975 0.599310448 0.00026064 35.62088017IFIGTFK 18 38150007 2xTMT6plex [N-Term; K7] 1.404 1.43 1.612 2.638328552 26.86 0 1283.812766 2 642.4092407 -1.216014304 -0.000780567 75.67951353CILQDGR 2 38150007 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 0.94 2.464179754 31.09 0 1090.587645 2 545.7979736 0.940773197 0.000512998 26.0616990538149981 SNRPB2 U2 small nuclear ribonucleoprotein B'' 6629 NP_937863.1 32.44444444 1 6 8 68 225 25.47 9.72 1.24 1.35 1.32 1.3 Significant 0.000634 TVEQTATTTNK 15 38149981 2xTMT6plex [N-Term; K11] 1.305 1.404 1.161 4.776233673 72.29 0 1651.926686 2 826.4673462 0.441909934 0.000365001 22.64004762ELGSSTNALR 4 38149981 1xTMT6plex [N-Term] 0.997 1.086 3.223984957 31.4 0 1276.705845 2 638.8554688 -1.710793452 -0.00109209 27.25841995ITPSHAMK 4 38149981 2xTMT6plex [N-Term; K8] 1.309 1.258 3.956754684 33.57 0 1342.791713 3 448.2687683 0.0288888 1.29E-05 29.86864765GQAFVIFK 16 38149981 2xTMT6plex [N-Term; K8] 1.348 1.337 1.449 3.342834949 46.19 0 1367.845129 2 684.4203491 -8.558759736 -0.005853529 69.88738179TDSDIISK 6 38149981 2xTMT6plex [N-Term; K8] 1.451 1.401 1.495 3.674754381 36.42 0 1336.772417 2 668.8901367 0.433647114 0.000289844 45.63622831QLQGFPFYGKPMR 4 38149981 2xTMT6plex [N-Term; K10] 1.18 1.304 1.108 3.148996115 2.64 0 2027.130094 3 676.3823242 1.147235817 0.000775199 67.03582177DALQGFK 8 38149981 2xTMT6plex [N-Term; K7] 1.187 1.194 1.072 3.296316624 25.11 0 1236.735244 2 618.8708496 -0.664080088 -0.000410646 47.12834682GTFADKEK 11 38149981 3xTMT6plex [N-Term; K6; K8] 0.971 1.504 1.579 1.949678183 11.26 1 1582.940769 2 791.9727783 -1.572313648 -0.00124444 31.4516237138093649 SLC37A2 sugar phosphate exchanger 2 isoform 1 219855 NP_938018.1 8.514851485 1 4 4 31 505 54.751 6.86 1.47 1.57 1.38 1.47 Significant 0.00138 GPCEEPAAISFFGALR 11 38093649 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.194 1.509 1.373 4.998763561 39.92 0 1950.994499 3 651.003418 0.615955735 0.000400575 83.32547274GSGSSMVLTHQ 6 38093649 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.678 1.508 1.127 3.398365498 39.92 0 1348.672831 2 674.8397217 -0.492351154 -0.00033201 20.21414722ESGLETVAK 7 38093649 2xTMT6plex [N-Term; K9] 1.342 1.804 1.429 3.531089306 35.92 0 1391.814616 2 696.4104004 -0.784672569 -0.000546059 36.96285996KPISIVK 7 38093649 3xTMT6plex [N-Term; K1; K7] 1.633 1.558 2.049 3.067225695 18.82 0 1472.017897 3 491.3443298 0.366260461 0.000179714 47.2643082238093659 TMEM173 stimulator of interferon genes protein isoform 1 340061 NP_938023.1 6.068601583 1 1 1 6 379 42.166 7.05 1.2 1.05 0.82 1.03 Significant 0.0115 LYILLPLDCGVPDNLSMADPNIR 6 38093659 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.202 1.05 0.823 4.306733131 30 0 2828.488788 3 943.4981079 -3.188090959 -0.003005827 109.514941338202217 SRC proto-oncogene tyrosine-protein kinase Src 6714 NP_938033.1 31.15671642 1 9 13 58 536 59.797 7.42 1.34 1.32 1.22 1.29 Significant 0.000823 TQFNSLQQLVAYYSK 6 38202217 2xTMT6plex [N-Term; K15] 1.664 1.531 1.668 5.567322731 48.63 0 2248.237789 3 750.0856934 2.107191752 0.001579156 94.6227363LPQLVDMAAQIASGMAYVER 6 38202217 1xTMT6plex [N-Term] 1.428 1.341 1.09 6.614872932 66.08 0 2392.256603 3 798.0901489 -0.296608088 -0.000236521 113.0127746
AANILVGENLVCK 6 38202217 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.21 1.277 1.146 4.029274464 23.52 0 1859.082475 3 620.3648682 -1.303846303 -0.000807986 69.06436336

GAYCLSVSDFDNAK 2 38202217 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C4] 1.202 3.67890501 14.96 0 2005.010098 3 669.0079346 -0.422720595 -0.00028252 61.82450654
KLDSGGFYITSR 4 38202217 2xTMT6plex [N-Term; K1] 1.458 1.738 3.730948925 17.72 1 1802.021255 3 601.3446655 -1.005275584 -0.000603843 46.06995007

LTTVCPTSKPQTQGLAK 4 38202217 3xTMT6plex [N-Term; K9; K17]; 1xCarbamidomethyl [C5] 2.31 100 4.779058933 6.72 0 2517.467755 3 839.8272095 -0.270177058 -0.000226721 51.19199356
TETDLSFK 4 38202217 2xTMT6plex [N-Term; K8] 1.826 1.381 3.327148914 45.71 0 1398.788067 2 699.897522 -0.214374639 -0.000149932 45.82903007TLKPGTMSPEAFLQEAQVMK 2 38202217 3xTMT6plex [N-Term; K3; K20] 0.74 3.373252869 8.08 0 2893.613433 3 965.2075806 -1.812402003 -0.00174813 90.9517711EVLDQVER 11 38202217 1xTMT6plex [N-Term] 1.111 1.326 1.327 3.266341925 31.28 0 1216.673482 2 608.8401489 -0.378991113 -0.000230554 42.34502198WTAPEAALYGR 4 38202217 1xTMT6plex [N-Term] 1.366 1.356 3.99928546 28.19 0 1463.78443 2 732.3956909 -0.221695255 -0.000162257 53.92590129GPSAAFAPAAAEPK 2 38202217 2xTMT6plex [N-Term; K14] 1.17 2.402663946 10.91 0 1742.984141 2 871.9925537 -3.620404785 -0.003155154 47.64877117VADFGLAR 2 38202217 1xTMT6plex [N-Term] 1.133 2.650424242 25.76 0 1077.62541 2 539.3161621 -0.336361083 -0.000181236 47.44839678DAWEIPR 5 38202217 1xTMT6plex [N-Term] 1.332 1.145 0.839 2.43118 13.79 0 1115.604675 2 558.3061523 0.316830422 0.000176729 41.2060281488900491 GANAB neutral alpha-glucosidase AB isoform 3 precursor 23193 NP_938149.2 54.76190476 1 2 41 537 966 109.369 6.24 1.13 1.17 1.21 1.17 Significant 0.000389 DPAEGDGAQPEETPR 12 88900491 1xTMT6plex [N-Term] 0.876 1.007 0.88 5.498372555 66.38 0 1797.845251 3 599.9528198 -0.748188612 -0.000448376 18.69958485VVIIGAGKPAAVVLQTK 18 88900491 3xTMT6plex [N-Term; K8; K17] 1.501 1.463 1.357 5.71099472 20.87 0 2351.535699 3 784.5150757 -2.136892594 -0.001674993 79.78679036WYQMGAYQPFFR 28 88900491 1xTMT6plex [N-Term] 1.406 1.321 1.777 4.531265736 38.19 0 1822.893663 2 911.9494629 -1.104495995 -0.001006689 81.84085602DGSDYEGWCWPGSAGYPDFTNPTMR 12 88900491 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.058 1.276 2.038 5.442538738 32.66 0 3095.313737 3 1037.774292 -0.105699394 -0.000109621 74.78653348YSLLPFWYTLLYQAHR 5 88900491 1xTMT6plex [N-Term] 0.962 1.117 1.222 5.518963814 60.86 0 2300.242926 3 767.4186401 -0.677567498 -0.000519523 112.4331088VNLTLGSIWDK 10 88900491 2xTMT6plex [N-Term; K11] 0.485 0.513 0.482 4.360024452 65 0 1704.009628 2 852.505249 -3.759470029 -0.003203087 85.02459914MMDYLQGSGETPQTDVR 18 88900491 1xTMT6plex [N-Term] 1.112 1.287 1.169 5.527150154 58.56 0 2157.01537 3 719.6758423 -1.110893582 -0.000798738 53.04374835QGSKDPAEGDGAQPEETPR 12 88900491 2xTMT6plex [N-Term; K4] 1.002 1.156 1.094 4.762453079 45.34 1 2427.215216 3 809.7420654 -1.471954738 -0.001190917 21.23564852FGAVWTGDNTAEWDHLK 24 88900491 2xTMT6plex [N-Term; K17] 1.108 1.267 1.24 6.485002518 65.76 0 2405.229016 3 802.4108276 -4.609070393 -0.00369529 73.00534044DENSVELTMAEGPYK 6 88900491 2xTMT6plex [N-Term; K15] 1.24 1.252 4.446374416 65.5 0 2141.083656 2 1071.043945 -1.420993052 -0.001521233 56.66927261DVHNIYGLYVHMATADGLR 24 88900491 1xTMT6plex [N-Term] 1.326 1.418 1.2 6.908651352 63.53 0 2374.217515 4 594.3096313 -0.345368261 -0.000204995 69.48726817FSFSGNTLVSSSADPEGHFETPIWIER 20 88900491 1xTMT6plex [N-Term] 1.466 1.128 1.303 8.2318573 70.92 0 3239.584673 3 1080.534058 0.909586216 0.000982227 90.52278692ALLDSLQLGPDSLTVHLIHEVTK 11 88900491 2xTMT6plex [N-Term; K23] 1.345 1.16 1.506 6.193327427 49.36 0 2957.707578 3 986.5726929 -1.370279722 -0.001350962 105.2265788KPGINVASDWSIHLR 8 88900491 2xTMT6plex [N-Term; K1] 1.083 1.047 1.062 6.135590076 55.76 0 2151.243878 4 538.5661621 -0.492418601 -0.000264828 61.42039734

DEADVLEVDQGFDDHNLPCDVIWLDIEHADGK 2 88900491 2xTMT6plex [N-Term; K32]; 1xCarbamidomethyl [C19] 0.53 7.255363464 48.93 0 4137.975174 4 1035.243286 -5.766068607 -0.005964962 96.63322122LSFQHDPETSVLVLR 22 88900491 1xTMT6plex [N-Term] 1.132 1.184 1.167 4.72329998 42.35 0 1970.090842 3 657.3671265 -2.038304724 -0.001338548 63.97173056AEKDEPGAWEETFK 14 88900491 3xTMT6plex [N-Term; K3; K14] 1.221 1.417 1.254 5.573060989 32.13 1 2324.237738 3 775.4161987 -1.589961531 -0.001231816 62.70303046QYASLTGTQALPPLFSLGYHQSR 8 88900491 1xTMT6plex [N-Term] 1.149 1.138 1.291 8.909394264 65.73 0 2764.461979 3 922.1588745 0.032916045 3.03E-05 80.24397101HHGPQTLYLPVTLSSIPVFQR 27 88900491 1xTMT6plex [N-Term] 1.281 1.093 1.46 6.73021698 43.71 0 2619.460857 4 655.6203613 -0.474054612 -0.000310442 87.72674839
DGSDYEGWCWPGSAGYPDFTNPTMR 6 88900491 1xTMT6plex [N-Term]; 1xOxidation [M24]; 1xCarbamidomethyl [C9] 0.561 100 100 3.407255411 35.42 0 3111.308652 3 1037.774292 -0.105699394 -0.000109621 74.78653348

LVAIVDPHIK 22 88900491 2xTMT6plex [N-Term; K10] 1.205 1.115 1.199 4.008078098 50.2 0 1563.00342 2 782.0043945 -1.220513964 -0.000953834 66.1916099KLVAIVDPHIK 12 88900491 3xTMT6plex [N-Term; K1; K11] 1.24 1.393 1.403 5.093135834 16.14 1 1920.261315 3 640.7578735 -1.170525341 -0.000749238 61.22816339EPWLLPSQHNDIIR 16 88900491 1xTMT6plex [N-Term] 1.043 1.177 1.151 5.171781063 40.91 0 1947.064961 3 649.6928101 -0.556999504 -0.000361505 61.29662093VPDVLVADPPIAR 18 88900491 1xTMT6plex [N-Term] 0.942 0.832 3.799777508 40.43 0 1590.941659 2 795.973877 -0.742499729 -0.000590637 70.88847694VLLVLELQGLQK 8 88900491 2xTMT6plex [N-Term; K12] 1.184 1.313 1.398 3.557338238 28.12 0 1811.177027 3 604.3978882 1.150672049 0.00069469 108.3580603
TCEESSFCK 18 88900491 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C2; C8] 0.843 0.943 1.263 4.03865242 47.11 0 1605.7653 2 803.3855591 -0.908361849 -0.000729308 30.3392081

DGDKPEETQGK 6 88900491 3xTMT6plex [N-Term; K4; K11] 1.37 1.432 1.166 2.633220196 14.14 0 1891.037582 3 631.0165405 -1.329348498 -0.000837949 20.6642714GLLEFEHQR 5 88900491 1xTMT6plex [N-Term] 100 1.137 1.173 3.819224358 33.49 0 1357.742565 3 453.2522583 -0.252844438 -0.000114433 41.23637063AHAHLDTGR 7 88900491 1xTMT6plex [N-Term] 1.179 1.128 1.161 4.020171165 38.24 0 1206.654084 3 402.8894958 -0.124361384 -5.00E-05 15.13839644DAQHYGGWEHR 6 88900491 1xTMT6plex [N-Term] 1.246 1.228 1.119 4.14852047 37.12 0 1584.750504 3 528.9215698 -0.219313603 -0.000115852 18.4335038
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

SLLLSVNAR 6 88900491 1xTMT6plex [N-Term] 1.273 1.149 1.13 3.769345045 46.98 0 1201.746588 2 601.3770752 0.238004108 0.00014301 54.32085051VTEGGEPYR 12 88900491 1xTMT6plex [N-Term] 1.21 1.164 1.298 3.156539202 37.15 0 1236.642182 2 618.8240356 -1.122031059 -0.000693775 29.07858643SIRPGLSPYR 10 88900491 1xTMT6plex [N-Term] 1.083 1.132 1.339 3.895565271 26.3 0 1374.8055 3 458.9398499 -0.366051382 -0.00016775 31.77774299LKVTEGGEPYR 9 88900491 2xTMT6plex [N-Term; K2] 2.082 1.122 2.292 3.869957209 25.75 1 1706.984141 2 853.9953613 -0.407194029 -0.000347537 36.08029614DENSVELTMAEGPYK 2 88900491 2xTMT6plex [N-Term; K15]; 1xOxidation [M9] 1.006 2.05463624 9.86 0 2157.078571 2 1071.043945 -1.420993052 -0.001521233 56.66927261AFFAGSQR 6 88900491 1xTMT6plex [N-Term] 1.163 1.223 1.07 2.812172174 25.57 0 1112.605009 2 556.8060303 -0.202275851 -0.000112527 35.30873461NPEPELLVR 6 88900491 1xTMT6plex [N-Term] 1.128 1.114 1.086 3.219980478 22.48 0 1295.752067 2 648.3800659 0.608299966 0.000394103 46.23467424IILTARPFR 5 88900491 1xTMT6plex [N-Term] 1.113 0.01 3.356178999 16.1 0 1315.841157 3 439.2850952 -0.322573486 -0.000141485 52.76392079NLGLYVK 10 88900491 2xTMT6plex [N-Term; K7] 1.213 1.293 1.294 3.529850006 32.15 0 1264.80293 2 632.9041748 -1.467849719 -0.00092827 63.61633087LDLLEDR 24 88900491 1xTMT6plex [N-Term] 1.208 1.27 1.191 3.321097851 38.98 0 1102.630555 2 551.8185425 -0.677125316 -0.00037331 55.45301071YFTWDPSR 12 88900491 1xTMT6plex [N-Term] 1.139 1.091 1.17 2.918867588 27.7 0 1300.652353 2 650.8302612 0.686440874 0.00044641 54.69151259IDELEPR 14 88900491 1xTMT6plex [N-Term] 0.886 0.951 0.915 2.872782469 41.34 0 1100.614905 2 550.8114624 0.675335837 0.000371642 37.79327825GGTIVPR 11 88900491 1xTMT6plex [N-Term] 1.083 1.118 1.147 2.518143177 23.84 0 928.5777317 2 464.79245 -0.116713607 -5.42E-05 23.65521837MMDYLQGSGETPQTDVR 5 88900491 1xTMT6plex [N-Term]; 1xOxidation [M] 1.419 1.776724219 14.45 0 2173.010285 3 719.6758423 -1.110893582 -0.000798738 53.04374835194018550 CMIP C-Maf-inducing protein isoform C-Mip 80790 NP_938204.2 3.363518758 1 1 1 6 773 86.275 6.7 1.55 0.58 0.83 0.99 Non-Significant 0.077 TLVDMALTSPLQDDSINQAPLEIVSK 6 194018550 2xTMT6plex [N-Term; K26] 1.549 0.584 0.825 3.788225174 37.08 0 3256.775065 3 1086.261719 -1.37014682 -0.00148742 102.7843285
38327615 ERGIC3 endoplasmic reticulum-Golgi intermediate compartment protein 3 isoform a 51614 NP_938408.1 16.2371134 1 5 5 28 388 43.744 6.04 1.22 1.15 1.2 1.19 Significant 0.000306

VEVTVFDPDSLDPDRCESCYGAEAEDIK 2 38327615 2xTMT6plex [N-Term; K28]; 2xCarbamidomethyl [C16; C19] 1.005 3.723524332 3.56 1 3674.724229 4 919.4378052 1.404781095 0.001290546 73.38180524
VAGNFHFAPGK 12 38327615 2xTMT6plex [N-Term; K11] 1.115 1.241 1.313 3.669322014 22.2 0 1602.915668 3 534.9762573 -0.903994747 -0.000483009 46.90917049VVPTVYMK 4 38327615 2xTMT6plex [N-Term; K8] 1.529 1.112 2.665623665 15.3 0 1394.848165 2 697.9284668 1.069538454 0.000745922 60.8372949NPDTIEQCR 4 38327615 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 0.725 0.76 2.001275063 5.8 0 1361.66808 2 681.3400269 3.44977679 0.002348725 20.35340426QFDAYPK 6 38327615 2xTMT6plex [N-Term; K7] 1.327 1.23 1.334 2.72697854 15.04 0 1326.745809 2 663.8753662 -1.773322448 -0.001176374 37.39171294

38257153 HACD2 very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase 2 201562 NP_940684.1 11.81102362 1 4 4 16 254 28.35 9.55 0.68 0.87 0.55 0.7 Significant 0.0172
AAVAATAAAK 3 38257153 2xTMT6plex [N-Term; K10] 0.618 0.692 0.528 64.21 0 1302.814557 2 651.9108276 -0.136732094 -8.91E-05 31.91781512AGAGDASGTR 8 38257153 1xTMT6plex [N-Term] 0.783 0.705 0.979 3.73702693 58.77 0 1091.564266 2 546.2854004 -0.679876369 -0.000371064 13.90547952ILSHTEEHK 4 38257153 2xTMT6plex [N-Term; K9] 0.821 0.857 4.55634737 31.14 0 1551.889513 3 517.9676514 -0.716332206 -0.000370556 22.06897028KILSHTEEHK 1 38257153 3xTMT6plex [N-Term; K1; K10] 1.011 2.296974421 1 1909.147407 4 478.0430908 1.637338865 0.00078148 22.8979781206725424 C1orf122 uncharacterized protein C1orf122 isoform 1 127687 NP_940848.2 10 1 1 1 6 110 11.464 6.73 0.84 1.28 1.27 1.13 Significant 0.0161 AQQLLDAVEQR 6 206725424 1xTMT6plex [N-Term] 0.843 1.282 1.273 3.766627789 43.75 0 1499.837922 2 750.4196167 -3.977090775 -0.002982496 59.2762169938348215 EMB embigin precursor 133418 NP_940851.1 7.339449541 1 2 2 10 327 36.858 6.54 0.96 0.94 0.92 0.94 Significant 0.000151 HSDEGKEFEQIEQLK 6 38348215 3xTMT6plex [N-Term; K6; K15] 0.956 1.029 0.916 4.313177586 10.31 1 2504.359979 4 626.8459473 0.790825807 0.000495128 52.55476247VPVGVQMNK 4 38348215 2xTMT6plex [N-Term; K9] 0.958 0.782 2.988859177 37.96 0 1429.860127 2 715.4328003 -1.260818474 -0.000901397 48.14806967116812610 APOOL MICOS complex subunit MIC27 precursor 139322 NP_940852.3 38.05970149 1 6 6 36 268 29.14 9.52 1.09 0.87 1.01 0.99 Significant 0.00419 QLVKPEQLPIYTAPPLQSK 6 116812610 3xTMT6plex [N-Term; K4; K19] 0.972 0.977 5.514018059 24.85 0 2837.710762 3 946.5740356 -1.130727081 -0.001069559 77.35696144

ITYPLGLATLGATVCYPVQSVIIAK 6 116812610 2xTMT6plex [N-Term; K25]; 1xCarbamidomethyl [C15] 1.596 0.689 6.919988155 51.01 0 3106.799036 3 1036.270874 -0.311346076 -0.00032243 112.0609479
LMDHGQSHPEDIDMYSTR 4 116812610 1xTMT6plex [N-Term] 0.93 1.119 6.710783958 45.13 0 2361.080095 4 591.0246582 -1.394415846 -0.000823082 35.31203965KVYATSQQIFGAVK 6 116812610 3xTMT6plex [N-Term; K1; K14] 1.202 1.203 1.325 6.010603905 35.68 1 2227.34175 3 743.1184082 -0.484299558 -0.000359567 62.62063251LGSSSEIEVPAK 8 116812610 2xTMT6plex [N-Term; K12] 1.113 0.844 0.93 3.296551466 42.21 0 1674.967822 2 837.987854 0.36363553 0.000304539 51.61152491HSVPLPTELSSEAK 6 116812610 2xTMT6plex [N-Term; K14] 0.818 0.827 0.847 4.596666336 38.48 0 1953.105713 3 651.7061768 -0.888649575 -0.000578542 51.00140594970949404 RPL7L1 60S ribosomal protein L7-like 1 285855 NP_940888.3 31.37254902 1 6 6 32 255 29.651 10.52 1.23 1.28 1.49 1.33 Significant 0.00355 IVEPYVTWGFPNLK 10 970949404 2xTMT6plex [N-Term; K14] 1.659 1.625 1.469 4.480709553 49.89 0 2121.214869 2 1061.109253 -1.715983929 -0.001819985 97.13659826HFQEISWFLCPFHLSVAR 6 970949404 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 0.587 0.601 1.447 6.009318352 30.06 0 2503.290621 4 626.5778809 -0.370573234 -0.000231913 96.46780568IDGVSLLVQR 6 970949404 1xTMT6plex [N-Term] 1.625 1.421 1.179 3.621263266 56.13 0 1328.809916 2 664.9093628 1.153472682 0.000766373 63.10911725KIPLVPENLLK 6 970949404 3xTMT6plex [N-Term; K1; K11] 1.091 1.56 1.698 4.111793995 22.02 1 1951.292281 3 651.1018677 -0.630885833 -0.000410348 84.28995351

FGVICLEDLIHEIAFPGK 2 970949404 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C5] 0.857 4.005779743 13.49 0 2516.398724 3 839.4703369 -0.900571834 -0.000755399 112.8874768
KIFSGVFVK 2 970949404 3xTMT6plex [N-Term; K1; K9] 1.332 3.770102262 7.98 1 1712.107775 3 571.3748169 1.239853954 0.000707588 69.43776247157311635 FAM83H protein FAM83H 286077 NP_940890.3 45.37743851 1 37 37 243 1179 127.053 6.99 1.3 1.38 1.34 1.34 Significant 0.000297 KEEASSPGAGEGPAEEGTR 8 157311635 2xTMT6plex [N-Term; K1] 1.389 1.373 1.433 7.707710266 67.76 1 2317.167203 3 773.0610962 0.661287721 0.000510771 19.25935291RLEAEAGPAGELAGAR 6 157311635 1xTMT6plex [N-Term] 1.589 1.321 1.376 7.636969566 76.86 1 1796.981626 3 599.6643677 -1.711738513 -0.001025321 36.91359909FLATEGAPDFLCPEELEHVSR 8 157311635 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.162 1.161 1.545 6.193889618 58.33 0 2646.307118 3 882.7728271 -1.205561012 -0.001063428 82.37809606AGPAEEGPSGPMEVLR 12 157311635 1xTMT6plex [N-Term] 1.503 1.568 1.114 4.41645813 59.72 0 1825.931564 2 913.4671021 -2.539267368 -0.002318264 49.88791461QPGAASLTAAQLLDTLGR 8 157311635 1xTMT6plex [N-Term] 1.206 1.367 1.588 6.450912952 74.72 0 2012.133769 2 1006.568848 -1.665136559 -0.001675239 86.82469252DQLYQQQYQWDPQLTPARPQGLFEK 8 157311635 2xTMT6plex [N-Term; K25] 2.055 1.573 6.290013313 29.65 0 3535.837423 4 884.7144775 -0.379744199 -0.000335678 73.52540107LSLGQGDSTEAATEER 8 157311635 1xTMT6plex [N-Term] 0.867 1.095 0.741 4.880363941 73.91 0 1892.93988 2 946.9714355 -2.263920949 -0.002142733 36.34966611SSLIFSTSQAEGAAGAAAATEK 2 157311635 2xTMT6plex [N-Term; K22] 1.501 5.965316772 46.52 0 2526.345167 3 842.7875977 1.216151613 0.00102414 63.1162624AGFADPDDFTLGAGPR 6 157311635 1xTMT6plex [N-Term] 1.184 1.364 1.728 4.540615082 69.2 0 1835.912543 2 918.460022 0.122116554 0.000112098 63.02620764ILFAQSEPLVPSAAALAR 18 157311635 1xTMT6plex [N-Term] 1.648 1.721 1.489 5.418188095 78.6 0 2083.211291 2 1042.105591 -3.545593002 -0.00369311 88.39994733LASYLSGCHGEDGGDDGLPAPMEAEAYEDDVLAPGGR 8 157311635 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.209 7.229978561 37.46 0 4020.806505 3 1340.9375 -2.128520731 -0.00285279 83.94273113

DPGGGAGAITVASHSK 6 157311635 2xTMT6plex [N-Term; K16] 1.376 1.44 1.295 6.197044373 49.69 0 1883.038696 3 628.3518677 1.250121598 0.000784676 34.33625458EQTVSETLGPGGEAVR 12 157311635 1xTMT6plex [N-Term] 1.643 1.353 1.284 6.462040424 72.7 0 1858.970786 2 929.9881592 -0.938401312 -0.00087223 37.83377376LAVDALAEGGSEAYSR 6 157311635 1xTMT6plex [N-Term] 1.42 1.406 1.179 5.143682957 69.6 0 1837.949323 2 919.477417 -0.960388626 -0.000882573 55.31936117AILEQISAHGQK 6 157311635 2xTMT6plex [N-Term; K12] 0.721 1.414 1.303 5.11851263 39.81 0 1753.037239 3 585.0169067 -0.611695594 -0.000357442 51.35605696EEVAAPGAVGGER 12 157311635 1xTMT6plex [N-Term] 1.219 1.418 1 3.727336645 44.41 0 1470.774987 2 735.8903809 -1.021271957 -0.000751031 100.9569656EGPEEPGLAK 6 157311635 2xTMT6plex [N-Term; K10] 1.11 1.04 1.144 4.017968655 45.88 0 1484.83608 2 742.9211426 -0.72158386 -0.000535717 35.53056029MDAYALAPYAGAGPLVGVPGVGAPTPFSFPK 14 157311635 2xTMT6plex [N-Term; K31] 2.917 3.625204563 23.21 0 3476.86924 4 869.9731445 0.433650188 0.000376936 111.6569613EEASSPGAGEGPAEEGTR 13 157311635 1xTMT6plex [N-Term] 1.126 3.171293736 37.65 0 1959.909308 3 653.9737549 -1.32488353 -0.000865551 91.02881521TVAGPTYYCR 6 157311635 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.815 2.417 1.929 3.922508955 34.68 0 1416.714302 2 708.8608398 0.071628768 5.07E-05 43.7230822MPGGALEPHAGLRPLSR 3 157311635 1xTMT6plex [N-Term] 1.887 2.088 3.346356869 10.64 0 1988.106115 4 497.782074 0.176684954 8.78E-05 46.74687926GSPTSAYPER 8 157311635 1xTMT6plex [N-Term] 1.213 1.094 1.207 3.54544878 23.52 0 1293.663646 2 647.3354492 -0.018623465 -1.20E-05 26.5009481AHLLFPPPR 8 157311635 1xTMT6plex [N-Term] 1.149 1.191 1.139 3.848296881 41.25 0 1276.772743 3 426.2617798 -1.532672546 -0.000652292 47.97328691APAGDLLPSAFR 3 157311635 1xTMT6plex [N-Term] 1.178 1.024 2.943080425 17.83 0 1443.81573 2 722.411499 -0.005833933 -4.21E-06 64.86680034FPELGPDGHQR 4 157311635 1xTMT6plex [N-Term] 1.588 1.445 2.905612707 16.97 0 1481.769842 3 494.5947876 -0.022086447 -1.09E-05 38.540563VNLHHVDFLR 2 157311635 1xTMT6plex [N-Term] 1.23 3.658990622 22.62 0 1478.842948 3 493.6186829 -0.98208266 -0.000484115 47.61175066HLEMDAFK 4 157311635 2xTMT6plex [N-Term; K8] 1.185 1.401 3.445003748 26.17 0 1448.797192 3 483.6035461 -0.764062956 -0.000368991 49.17472654VPAAFPTK 2 157311635 2xTMT6plex [N-Term; K8] 1.426 2.619455099 40.75 0 1288.80293 2 644.9053955 0.453805319 0.000292433 55.47202944MPGGALEPHAGLRPLSR 4 157311635 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.816 1.23 4.716705799 2.63 0 2004.10103 4 497.782074 0.176684954 8.78E-05 46.74687926GSPTTGFIEQK 2 157311635 2xTMT6plex [N-Term; K11] 0.733 3.162228346 34.69 0 1622.915393 2 811.9609375 -0.489544929 -0.000397245 44.25370923QTFLSHGDDFR 6 157311635 1xTMT6plex [N-Term] 1.234 1.068 1.236 3.83183074 15.86 0 1551.775322 3 517.9290771 -1.703426167 -0.000881112 37.49610452EEGLGFPSFLDPDR 2 157311635 1xTMT6plex [N-Term] 0.775 3.554246187 36.01 0 1807.906395 2 904.4555664 -1.404352297 -0.001269469 85.33704782GLEPSGAPRPNLTQR 2 157311635 1xTMT6plex [N-Term] 1.277 2.957736731 4.15 0 1822.01326 3 608.0079956 -2.100239157 -0.001275555 35.67688624VAELLEK 6 157311635 2xTMT6plex [N-Term; K7] 1.511 1.484 1.373 3.147878885 34.87 0 1259.79751 2 630.4017944 -0.950559755 -0.000598756 61.12686029SDSLGTQGR 2 157311635 1xTMT6plex [N-Term] 0.935 2.752113581 26.44 0 1149.606131 2 575.3062134 -0.853276754 -0.000490466 26.53230115LNPLVQR 6 157311635 1xTMT6plex [N-Term] 1.246 1.367 1.469 2.732141018 43.58 0 1068.672695 2 534.8392944 -1.293541811 -0.000691186 52.10315555AVVSQAWR 4 157311635 1xTMT6plex [N-Term] 1.353 1.475 2.416741371 19.03 0 1145.662858 2 573.3346558 -0.71861155 -0.000411643 35.60105351LDYVPSSASR 2 157311635 1xTMT6plex [N-Term] 1.488 2.818311214 20.45 0 1323.710596 2 662.3590088 0.109440935 7.24E-05 36.7081809742476013 NHLRC2 NHL repeat-containing protein 2 374354 NP_940916.2 21.07438017 1 11 11 38 726 79.393 5.55 0.88 0.99 1.01 0.96 Significant 0.00177 HLVGGERDPMNLFAFGDVDGVGINAK 6 42476013 2xTMT6plex [N-Term; K26] 1.115 1.178 1.119 4.869037628 32.1 1 3186.677023 4 797.4239502 -0.957806118 -0.000763055 83.88010333AILFSQPLQITDTQQGCIAPVELR 4 42476013 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C17] 1.105 0.787 6.433897018 78.05 0 2927.586194 3 976.5328369 -0.763850375 -0.000745413 92.19859128
LSPVTACAGQTLQFK 2 42476013 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 1.004 3.67185688 46.13 0 2079.167267 2 1040.084351 -2.810167425 -0.002921404 65.93830629MVSVLPIFR 6 42476013 1xTMT6plex [N-Term] 0.789 0.759 0.906 3.286744595 21.65 0 1290.78053 2 645.8932495 -1.013384175 -0.000654028 87.68139137DSLPPSPLLFPGK 4 42476013 2xTMT6plex [N-Term; K13] 0.753 0.921 3.970653296 21.41 0 1826.082792 3 609.3651123 -1.100079331 -0.000669612 82.13092066VTVDQVTDR 2 42476013 1xTMT6plex [N-Term] 0.464 2.843048334 15.25 0 1261.694946 2 631.3500977 -1.606836507 -0.001013669 29.21484562LDLPSGSK 2 42476013 2xTMT6plex [N-Term; K8] 1.178 2.543254614 19.21 0 1274.772023 2 637.8890991 -0.864192022 -0.000550824 57.05659973AGFAQPSGLSLASEDPWSCLFVADSESSTVR 2 42476013 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C19] 100 2.681638002 4.22 0 3500.684129 3 1167.570801 3.91923214 0.004573331 99.93387926VMDLETK 4 42476013 2xTMT6plex [N-Term; K7] 0.782 1.031 2.619630814 31.86 0 1293.748845 2 647.3773193 -1.14624112 -0.000741474 46.52845784KIDLEAEK 5 42476013 3xTMT6plex [N-Term; K1; K8] 1.071 1.043 0.948 3.404752254 9.45 1 1633.013934 3 545.0083618 -2.083020059 -0.001133867 55.41447812LYKDSLPPSPLLFPGK 1 42476013 3xTMT6plex [N-Term; K3; K16] 1.427 3.416172028 1 2459.48808 3 820.5015869 0.865071152 0.000709211 85.52088856

56549129 MXRA7 matrix-remodeling-associated protein 7 isoform 3 precursor 439921 NP_940932.2 23.52941176 1 3 3 25 170 17.482 4.15 1.31 0.93 1.03 1.09 Significant 0.0107
QEEEQDLDGEKGPSSEGPEEEDGEGFSFK 11 56549129 3xTMT6plex [N-Term; K11; K29] 1.703 1.735 1.787 5.540692329 34.36 1 3872.807707 4 968.9572144 -0.175399394 -0.000169822 60.89521247QEEEQDLDGEK 8 56549129 2xTMT6plex [N-Term; K11] 1.079 0.666 0.632 3.020775318 51.83 0 1777.885609 2 889.444519 -2.163937907 -0.001923617 26.60007371EELEEEQRTEE 6 56549129 1xTMT6plex [N-Term] 0.864 0.795 0.594 3.56926012 37.58 1 1649.770355 2 825.3879395 -1.062465297 -0.000876412 20.8866894122891870 MIA3 melanoma inhibitory activity protein 3 isoform 1 precursor 375056 NP_940953.2 12.63765076 1 21 21 86 1907 213.57 4.84 1.08 1.12 1.23 1.14 Significant 0.00153

LCADDECSMLMYR 4 122891870 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C2; C7] 1.426 0.412 4.174388409 43.97 0 1892.821228 2 946.9140625 -0.200367575 -0.00018963 63.7251809
LHAELSEQIK 6 122891870 2xTMT6plex [N-Term; K10] 1.158 1.335 1.254 4.853850842 36.27 0 1625.962677 3 542.6586304 -0.823854531 -0.000446519 41.71635329QKVEILNELYQQK 2 122891870 3xTMT6plex [N-Term; K2; K13] 1.215 3.491872072 19.47 1 2320.384343 3 774.1329346 -0.039911087 -3.09E-05 70.50238251TAELNVQVPEEPTHLDQR 6 122891870 1xTMT6plex [N-Term] 1.356 1.231 1.194 4.176002502 28.29 0 2305.198554 3 769.0692139 -2.371053212 -0.001821916 49.59451005SAQQESLPYNMEK 2 122891870 2xTMT6plex [N-Term; K13] 1.286 3.287387371 20.42 0 1983.025748 3 661.6798096 -0.439887915 -0.00029077 45.43787261FGSTADALVSDDETTR 2 122891870 1xTMT6plex [N-Term] 100 2.980585337 20.8 0 1913.928981 2 957.4661255 -2.093365782 -0.002003277 49.86938153IQTPELGEVFQNK 12 122891870 2xTMT6plex [N-Term; K13] 1.223 1.523 1.225 4.611279964 52.28 0 1961.110798 3 654.3746338 -0.739342629 -0.000483311 78.10306343TQTAISVVEEDLK 2 122891870 2xTMT6plex [N-Term; K13] 1.134 4.290534019 17.84 0 1891.078829 3 631.0293579 -2.807238624 -0.00176957 72.5812251FSSPDEIDLPR 6 122891870 1xTMT6plex [N-Term] 100 1.227 100 4.366533279 42.07 0 1504.784489 2 752.8956909 -0.255188743 -0.000192002 55.54062023AVSAAEEVK 7 122891870 2xTMT6plex [N-Term; K9] 0.991 0.89 0.951 3.234127283 33.48 0 1361.804052 2 681.4049072 -1.111604032 -0.000756893 33.78792776DLIQVVHEYTK 4 122891870 2xTMT6plex [N-Term; K11] 0.848 0.821 3.532877207 19.26 0 1803.041656 3 601.6854248 0.036168916 2.17E-05 67.26509821SAYDDTENDLK 3 122891870 2xTMT6plex [N-Term; K11] 1.724 1.605 3.09820652 20.2 0 1728.86923 2 864.9381714 -0.09500809 -8.21E-05 33.78063131DLEVALTHK 4 122891870 2xTMT6plex [N-Term; K9] 0.834 0.926 3.408611298 33.17 0 1483.88845 3 495.301178 0.357685611 0.000176922 48.03481353ENTELVQK 7 122891870 2xTMT6plex [N-Term; K8] 1.282 1.261 1.437 2.914524555 40.24 0 1418.825515 2 709.9157715 -0.880278256 -0.000624481 30.12443487SDFSDSIK 2 122891870 2xTMT6plex [N-Term; K8] 1.324 3.102416515 22.2 0 1356.741117 2 678.8759155 2.533589234 0.001718712 40.03224884YFNVHELEALLQEMSSK 2 122891870 2xTMT6plex [N-Term; K17]; 1xOxidation [M14] 1.135 1.640486717 0.33 0 2512.315782 4 628.8346558 0.402507871 0.000252807 98.72218376LSNYEQK 6 122891870 2xTMT6plex [N-Term; K7] 1.308 1.231 1.276 3.31129694 21.39 0 1339.762187 2 670.3846436 -0.131628304 -8.82E-05 31.92066006LLELTQK 2 122891870 2xTMT6plex [N-Term; K7] 1.172 3.103075027 27.07 0 1302.839709 2 651.921936 -2.389748843 -0.00155673 61.32730342NQIATHEK 2 122891870 2xTMT6plex [N-Term; K8] 1.179 2.461936235 6.83 0 1398.810534 3 466.9421387 0.949932527 0.000442925 32.67534571LSAADEK 4 122891870 2xTMT6plex [N-Term; K7] 1.19 1.14 2.599136829 23.19 0 1191.698524 2 596.3528442 -0.094103865 -5.61E-05 30.13448927LSEGEAKEDSLDEEFFHHK 1 122891870 3xTMT6plex [N-Term; K7; K19] 1.189 3.012130022 1 2934.508828 5 587.7077637 0.301351752 0.000176864 57.5480194154873613 AGRN agrin isoform 2 precursor 375790 NP_940978.2 24.79217604 1 32 32 131 2045 214.706 6.4 1.05 0.94 1.05 1.01 Significant 0.00131 FDTGSGPAVLTSAVPVEPGQWHR 4 54873613 1xTMT6plex [N-Term] 0.741 1.42 5.796889305 43.03 0 2637.362265 3 879.7930908 0.930441362 0.00081797 68.31631185SAGDVDTLAFDGR 6 54873613 1xTMT6plex [N-Term] 1.083 0.836 1.224 5.305702686 61.99 0 1552.780466 2 776.8929443 -1.194224274 -0.000927184 45.51416414VFQGVLELEGVEGQELFYTPEMADPK 2 54873613 2xTMT6plex [N-Term; K26] 0.797 3.93687439 20.87 0 3383.748516 3 1128.591309 3.20838301 0.003618787 108.4563814GKDFLALALLDGR 6 54873613 2xTMT6plex [N-Term; K2] 1.084 1.316 0.921 4.876802921 23.82 1 1847.11549 3 616.3770752 0.640320513 0.000394249 88.55235815IFFVNPAPPYLWPAHK 8 54873613 2xTMT6plex [N-Term; K16] 1.155 0.88 1.107 5.229684353 44.57 0 2355.341801 4 589.5908813 -0.044800026 -2.64E-05 98.66435185

DDCEQMTGLCSCKPGVAGPK 6 54873613 3xTMT6plex [N-Term; K13; K20]; 3xCarbamidomethyl [C3; C10; C12] 1.108 1.427 1.829 4.637210369 24.34 0 2897.423266 3 966.4777832 -1.542795171 -0.001490044 46.56126004
VTCDGAYRPVCAQDGR 6 54873613 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C11] 0.925 0.972 1.356 4.246075153 20.1 0 2053.974509 3 685.3302002 0.749067689 0.000512855 25.62171056

VVISGFGDPLICDNQVSTGDTR 6 54873613 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.288 1.19 5.129986763 44.2 0 2579.297282 3 860.4377441 0.541667641 0.000465707 76.95411992EAACLQQTQIEEAR 6 54873613 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.759 0.942 4.608722687 62.44 0 1875.943192 2 938.4736938 -1.642109794 -0.001540252 34.04331681
GAPEGTVCGSDGADYPGECQLLR 2 54873613 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C8; C19] 0.665 6.050698757 59.97 0 2638.207481 3 880.0734863 -0.597115896 -0.000525105 49.70588839

VCGSDGVTYGNECQLK 2 54873613 2xTMT6plex [N-Term; K16]; 2xCarbamidomethyl [C2; C13] 0.809 3.732051134 24.84 0 2245.099324 3 749.0375977 -0.482914604 -0.000361397 42.34796364
QVDVTSFAGHPCTR 4 54873613 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 1.161 1.071 3.981883526 16.33 0 1803.900933 3 601.9703369 -2.480983146 -0.001491816 37.14197652SIESTLDDLFR 8 54873613 1xTMT6plex [N-Term] 1.03 0.991 4.52642107 50.61 0 1524.810704 2 762.9083862 -0.792294453 -0.00060405 85.78476759TFVEYLNAVTESEK 2 54873613 2xTMT6plex [N-Term; K14] 1.189 4.554786205 33.1 0 2088.126508 2 1044.567749 0.820748584 0.000856913 86.17846466

REEEANVVLTGTVEEILNVDPVQHTYSCK 2 54873613 2xTMT6plex [N-Term; K29]; 1xCarbamidomethyl [C28] 0.873 6.585108757 17.32 1 3787.957674 4 947.7480469 3.348374267 0.003170875 93.53486401
GSGVGECGDHPCLPNPCHGGAPCQNLEAGR 2 54873613 1xTMT6plex [N-Term]; 4xCarbamidomethyl [C7; C12; C17; C23] 6.064815044 29.41 0 3389.482961 4 848.1270142 0.963350653 0.000816315 35.32504934

TPSLDAEGSNCPATK 2 54873613 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C11] 0.886 3.495872498 27.39 0 2006.026476 3 669.3453369 -2.501870176 -0.001672939 35.12058184ALQSNHFELSLR 6 54873613 1xTMT6plex [N-Term] 0.947 0.686 1.312 4.954770565 32.7 0 1643.90667 3 548.6395264 -1.608460192 -0.000881386 50.42080273VLGESPVPHTVLNLK 6 54873613 2xTMT6plex [N-Term; K15] 0.966 0.909 0.894 3.950378895 33.58 0 2061.247232 3 687.7536011 -0.476389891 -0.000327319 69.63299524
KSPCPSVVAPVCGSDASTYSNECELQR 2 54873613 2xTMT6plex [N-Term; K1]; 3xCarbamidomethyl [C4; C12; C23] 0.78 4.921560764 33.58 1 3456.659795 3 1152.890625 -0.715546263 -0.000824467 45.74613804AIVDVHFDPTTAFR 6 54873613 1xTMT6plex [N-Term] 1.049 0.838 0.954 4.163290501 22.34 0 1817.97475 3 606.6625977 -0.830479769 -0.000503264 68.69935535SPCQPNPCHGAAPCR 6 54873613 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C3; C8; C14] 1.447 0.734 0.949 5.437932491 28.6 0 1937.873021 3 646.6287231 -0.724937285 -0.000468279 17.25279897GDFVSLALR 6 54873613 1xTMT6plex [N-Term] 0.901 0.898 1.025 3.352676868 42.98 0 1206.704389 2 603.8563843 0.91433718 0.000551667 63.9264375VLGAPVPAFEGR 5 54873613 1xTMT6plex [N-Term] 1.166 1.08 1.471 3.865275145 27.36 0 1441.836465 2 721.4213867 -0.671707592 -0.000484246 63.01301949KFDGPCDPCQGALPDPSR 2 54873613 2xTMT6plex [N-Term; K1]; 2xCarbamidomethyl [C6; C9] 0.887 3.484726667 7.71 1 2475.216085 3 825.7436523 0.128817541 0.000106284 43.01380437

VLPEGGAQCECPLGR 2 54873613 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C9; C11] 0.881 4.413241863 32.41 0 1871.930519 3 624.647644 -1.14315733 -0.000713304 45.75778166LELGIGPGAATR 6 54873613 1xTMT6plex [N-Term] 0.9 0.977 1.194 3.818776846 46.28 0 1383.81573 2 692.4110107 -0.711789586 -0.000492493 55.51180391VGPTCADEK 2 54873613 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C5] 0.765 3.378838301 31.11 0 1434.766286 2 717.8859863 -1.108308555 -0.000795082 25.66618899
DQCPEPCR 2 54873613 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C7] 1.132 3.180325985 16.76 0 1290.576822 2 645.791748 -0.467005326 -0.000301353 16.13915247
GGAVCEK 2 54873613 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C5] 0.865 1.8960675 17.77 0 1178.660365 2 589.833313 -0.861455486 -0.000507682 33.76628472RPLQEHVR 2 54873613 1xTMT6plex [N-Term] 0.826 3.797713757 22.96 0 1263.748319 3 421.9208069 -0.357417451 -0.000150562 15.9938061FGALCEAETGR 2 54873613 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.029 2.455337048 3.59 0 1439.71503 2 720.3609009 -0.350543112 -0.000252341 43.8131851638524616 SLC27A1 long-chain fatty acid transport protein 1 376497 NP_940982.1 17.64705882 1 7 8 30 646 71.063 8.53 0.9 0.89 1.06 0.95 Significant 0.00334

FCSGDLGPEGILPDTHLLDPLLK 8 38524616 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C2] 1.004 1.04 0.953 5.605672359 38.73 0 2965.610901 3 989.2078857 -0.605960626 -0.000599014 103.4564923
LFYIYTSGTTGLPK 4 38524616 2xTMT6plex [N-Term; K14] 1.176 1.169 3.515890837 18.1 0 2019.156686 3 673.722229 -2.254341287 -0.001517289 86.30709556EASTAPLAQIPSK 4 38524616 2xTMT6plex [N-Term; K13] 0.872 0.823 3.838442087 20.38 0 1771.036571 3 591.015564 -2.502435886 -0.001477302 51.30172408

DAQGLCIPCQAGEPGLLVGQINQQDPLR 2 38524616 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C6; C9] 0.498 2.864517689 6.77 0 3276.666646 3 1092.893311 -0.386795336 -0.000422466 84.79341585
IAHSVFSK 2 38524616 2xTMT6plex [N-Term; K8] 0.83 2.355247974 16.4 0 1346.819642 3 449.6115112 0.251148258 0.00011275 40.98168874ILPHVYPIR 2 38524616 1xTMT6plex [N-Term] 0.909 3.734973907 21.3 0 1336.830258 3 446.2821045 1.123857389 0.000500802 56.1217429LFFLDLK 6 38524616 2xTMT6plex [N-Term; K7] 0.941 1.011 1.007 2.855581045 30.76 0 1353.854631 2 677.4301758 -1.149161413 -0.000777899 101.7751988LLPQVDTTGTFK 2 38524616 2xTMT6plex [N-Term; K12] 1.142 3.336454153 19.74 0 1778.046407 2 889.5235596 -3.69195053 -0.00328223 67.0420626838679960 ACACA acetyl-CoA carboxylase 1 isoform 1 31 NP_942131.1 11.58203945 1 22 22 91 2383 269.827 6.52 0.94 1.05 1.03 1.01 Significant 0.00113 LGGIPVGVVAVETR 4 38679960 1xTMT6plex [N-Term] 0.963 0.854 4.398196697 66.18 0 1595.968208 2 798.4879761 0.293162756 0.000233939 71.79776735ITSENPDEGFKPSSGTVQELNFR 6 38679960 2xTMT6plex [N-Term; K11] 0.771 1.57 1.092 4.936378002 17.28 0 3010.5522 3 1004.188171 -0.743660862 -0.000746277 60.26742471IIQQAGQVWFPDSAFK 6 38679960 2xTMT6plex [N-Term; K16] 0.964 1.212 1.025 6.089244366 54.85 0 2293.274509 3 765.0952759 -1.410587031 -0.001078288 89.67088706EMAQYASNITSVLCQFPSQQIANILDSHAATLNR 2 38679960 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C14] 1.491 5.138837337 10.51 0 4021.0109 4 1006.005859 -2.31083681 -0.002322975 112.1907837SDMNTVLNYIFSHAQVTK 2 38679960 2xTMT6plex [N-Term; K18]; 1xOxidation [M3] 0.992 4.207998753 32.06 0 2542.33758 3 848.112854 -5.338094511 -0.004523746 87.26534384TVELSIPADPANLDSEAK 2 38679960 2xTMT6plex [N-Term; K18] 1.021 3.33439064 39.51 0 2328.269877 2 1164.638916 0.291294088 0.000339106 70.86241582DEPIHILNVAIK 4 38679960 2xTMT6plex [N-Term; K12] 1.155 1.038 4.158530235 30.19 0 1820.104591 3 607.3734131 0.601859815 0.000365149 76.7702517EASFEYLQNEGER 2 38679960 1xTMT6plex [N-Term] 0.815 4.026655197 40.23 0 1800.860173 2 900.9338379 0.125485173 0.000112991 45.082056VEVGTEVTDYR 4 38679960 1xTMT6plex [N-Term] 1.192 1.309 3.690161943 34.5 0 1496.779404 2 748.8928833 -0.610536486 -0.000456919 40.00215231TDCDIEDDR 2 38679960 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.391 3.000700474 28.48 0 1367.59464 2 684.300293 -0.972907074 -0.000665271 18.50548471LLLEDLVK 12 38679960 2xTMT6plex [N-Term; K8] 0.974 0.85 0.947 3.00522542 40.17 0 1400.912874 2 700.9595947 -0.685964768 -0.000480488 88.89187039IGSFGPQEDLLFLR 2 38679960 1xTMT6plex [N-Term] 1.141 4.22268343 36 0 1821.010801 2 911.0077515 -1.41369305 -0.001287175 91.45100912YLYLTPQDYK 5 38679960 2xTMT6plex [N-Term; K10] 1.1 1.199 1.283 3.26358223 29.17 0 1761.982744 2 881.4918213 -3.619888955 -0.003189091 64.11192351ITDIIGKEEGIGPENLR 6 38679960 2xTMT6plex [N-Term; K7] 0.93 1.267 4.375676632 18.3 1 2312.322582 3 771.4445801 -1.468019926 -0.001131512 69.73787334DLAEWLEK 6 38679960 2xTMT6plex [N-Term; K8] 0.782 1.1 0.75 4.102115154 37.94 0 1461.835352 2 731.4178467 -4.744036746 -0.0034675 77.47014399VDWQENDFSK 4 38679960 2xTMT6plex [N-Term; K10] 0.443 1.038 2.729883671 14 0 1725.884821 2 863.4425659 -4.036053842 -0.003482882 52.87532482ATLVDHGIR 2 38679960 1xTMT6plex [N-Term] 1.12 3.351711273 23.12 0 1210.710537 3 404.2415161 -0.447266411 -0.000180503 28.88178669IIEFVPTK 4 38679960 2xTMT6plex [N-Term; K8] 0.942 0.997 2.816477776 27.2 0 1404.886659 2 702.9463501 -0.879440829 -0.000617757 75.25428474IYVSANSGAR 2 38679960 1xTMT6plex [N-Term] 1.205 3.608580589 25.3 0 1266.700366 2 633.8543701 0.866672502 0.000548907 28.32182462VLQAELK 4 38679960 2xTMT6plex [N-Term; K7] 0.942 0.751 2.653357983 28.55 0 1258.813494 2 629.9100952 -0.461053456 -0.00029019 51.73626406LPELLLK 6 38679960 2xTMT6plex [N-Term; K7] 0.963 0.975 1.031 2.91386199 32.32 0 1283.870281 2 642.4365845 -3.418160505 -0.002194237 84.85806637ITDIIGK 4 38679960 2xTMT6plex [N-Term; K7] 0.933 0.951 2.797841549 20.15 0 1217.786945 2 609.3964233 -1.129130443 -0.00068752 59.2423724645597175 TBC1D9B TBC1 domain family member 9B isoform a 23061 NP_942568.2 11.04 1 11 11 52 1250 140.436 5.25 0.68 1.01 1.15 0.94 Significant 0.021 QLLDSEGFLEDK 6 45597175 2xTMT6plex [N-Term; K12] 0.996 1.143 0.887 3.899609327 63.43 0 1852.010415 2 926.5067749 -2.236561565 -0.002071068 69.11959461DCATEEDEPPAPELHQDAAR 2 45597175 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.56 5.081942081 39.67 0 2480.119712 3 827.378479 0.472614976 0.000390714 30.26043247VVGALVDQGIFEELTR 20 45597175 1xTMT6plex [N-Term] 0.779 0.949 1.034 5.257534981 54.78 0 1975.106157 3 659.0401001 -0.207805049 -0.000136812 99.85299888EEDACHLIIPLR 6 45597175 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.127 1.481 1.137 3.845034361 23.85 0 1694.909707 3 565.6409912 -0.758970925 -0.000428796 53.1922527YSLATEEIER 4 45597175 1xTMT6plex [N-Term] 1.144 1.072 3.338917732 29.59 0 1439.75794 2 720.3814087 -1.666507349 -0.001199684 41.09575979VIQSLEDTAK 2 45597175 2xTMT6plex [N-Term; K10] 0.888 4.043402195 57.67 0 1561.920144 2 781.4628296 -1.12767629 -0.00088067 55.87887113ADSSSVLPSPLSISTK 2 45597175 2xTMT6plex [N-Term; K16] 0.818 3.781033516 15.3 0 2047.168707 2 1024.088135 0.139783912 0.000143081 68.35057717

LDGHTSCTLWTPFNK 2 45597175 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C7] 1.228 3.146301031 4.18 0 2235.163245 3 745.7250366 -1.202572888 -0.000895982 68.61976804
ISDFLQK 3 45597175 2xTMT6plex [N-Term; K7] 0.273 0.902 2.46385622 17.53 0 1308.792759 2 654.9006348 0.942992114 0.000617091 64.4774153EVTIVEK 2 45597175 2xTMT6plex [N-Term; K7] 0.985 2.910425186 18.01 0 1275.792424 2 638.4016113 2.760383416 0.001760838 42.43973605LLDENKDSLINFK 3 45597175 3xTMT6plex [N-Term; K6; K13] 0.888 0.842 0.789 2.678400755 1 2236.315595 3 746.1101074 0.077889554 5.81E-05 74.408769738605733 NUP43 nucleoporin Nup43 348995 NP_942590.1 8.684210526 1 3 3 22 380 42.124 5.63 1.05 1.26 1.16 1.16 Significant 0.00274 TPEILTVNSIGQLK 4 38605733 2xTMT6plex [N-Term; K14] 0.897 1.331 4.489941597 36.01 0 1971.189048 3 657.7348633 0.501343974 0.000329415 78.90474754IEITSLLPSR 12 38605733 1xTMT6plex [N-Term] 1.109 1.298 1.241 2.984206915 42.21 0 1357.825232 2 679.4165039 0.367707484 0.000249641 75.34527985SSLFHQGGR 6 38605733 1xTMT6plex [N-Term] 1.109 1.141 1.068 3.293709755 19.19 0 1217.658835 3 406.5576172 -0.441073874 -0.000179026 23.0587799438787935 BMP2K BMP-2-inducible protein kinase isoform a 55589 NP_942595.1 3.617571059 1 2 3 13 1161 129.091 6.51 1.16 1.03 1.18 1.13 Significant 0.00175

ADIWALGCLLYK 6 38787935 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C8] 1.506 1.707 1.641 3.619466543 38.33 0 1881.070848 3 627.6950073 -0.201596524 -0.000126406 106.6257998LTEEELLDREFDLLR 5 38787935 1xTMT6plex [N-Term] 1.164 0.885 1.182 3.961925268 6.75 1 2120.143665 3 707.3853149 -1.072340435 -0.000757839 85.18393566ITDTIGPTETSIAPR 2 38787935 1xTMT6plex [N-Term] 1.252 2.69756484 15.97 0 1800.990459 2 900.9983521 -0.572783955 -0.000515789 52.6432146438679888 RAB6A ras-related protein Rab-6A isoform b 5870 NP_942599.1 47.11538462 1 1 8 165 208 23.578 5.54 1.49 1.12 1.68 1.43 Significant 0.013 LVFLGEQSVGK 28 38679888 2xTMT6plex [N-Term; K11] 1.262 1.282 1.282 4.344220638 60.86 0 1634.988164 2 817.9976196 -0.123103146 -0.000100636 72.56801288ELNVMFIETSAK 12 38679888 2xTMT6plex [N-Term; K12] 1.251 1.157 1.133 5.253665447 60.69 0 1840.029042 2 920.5147705 -3.68360728 -0.003388972 76.7658791IQIWDTAGQER 220 38679888 1xTMT6plex [N-Term] 1.155 1.22 1.178 4.160404205 48.69 0 1545.822272 2 773.4129028 -2.421148929 -0.001871333 53.42748161GSDVIIMLVGNK 26 38679888 2xTMT6plex [N-Term; K12] 1.104 1.18 1.134 4.390743732 71.02 0 1704.012998 2 852.5109253 0.924609107 0.000787773 87.12477207DSTVAVVVYDITNVNSFQQTTK 18 38679888 2xTMT6plex [N-Term; K22] 1.493 1.116 1.678 5.151600361 56.37 0 2887.545324 3 963.1864624 -0.169539493 -0.000163184 94.97683809GSDVIIMLVGNK 2 38679888 2xTMT6plex [N-Term; K12]; 1xOxidation [M7] 1.132 2.742588282 11.55 0 1720.007913 2 852.5109253 0.924609107 0.000787773 87.12477207QVSIEEGER 12 38679888 1xTMT6plex [N-Term] 1.096 1.001 1.054 3.754600048 46.56 0 1275.674211 2 638.3404541 -0.453867351 -0.000289493 23.3359569TMYLEDR 10 38679888 1xTMT6plex [N-Term] 1.053 1.174 100 2.788642645 32.07 0 1156.586976 2 578.7975464 0.726753331 0.000420277 30.63143988VAAALPGMESTQDR 2 38679888 1xTMT6plex [N-Term]; 1xOxidation [M8] 100 1.280271411 13.57 0 1690.863151 2 845.9344482 -0.905262868 -0.000765338 111.3890457
38683849 FIBP acidic fibroblast growth factor intracellular-binding protein isoform a 9158 NP_942600.1 8.241758242 1 3 3 10 364 41.851 6.48 1.29 1.14 1.07 1.16 Significant 0.00308

VLVADKDLLDLHK 2 38683849 3xTMT6plex [N-Term; K6; K13] 1.116 3.233496666 7.88 1 2166.346501 4 542.3427124 1.162620741 0.00062966 69.63929375YYAFDEAFVR 6 38683849 1xTMT6plex [N-Term] 1.341 1.587 1.065 2.34876585 22 0 1509.757546 2 755.3789063 -4.643387952 -0.003505195 64.05524089LLHAPPK 2 38683849 2xTMT6plex [N-Term; K7] 1.273 2.783322096 15.8 0 1233.808349 3 411.9404907 -1.159322704 -0.000476794 38.28811098
40288278 NUDT1 7,8-dihydro-8-oxoguanine triphosphatase isoform p22 4521 NP_945187.1 22.90502793 1 3 3 26 179 20.283 5.02 1.09 1.22 1.22 1.18 Significant 0.00135

FQGQDTILDYTLR 8 40288278 1xTMT6plex [N-Term] 1.103 1.164 1.235 4.40376091 58.72 0 1798.95368 2 899.9797974 -0.756869647 -0.000680787 69.40797382VQEGETIEDGAR 10 40288278 1xTMT6plex [N-Term] 1.271 1.191 1.113 4.684068203 65.83 0 1532.775381 2 766.8907471 -0.759080156 -0.00058175 26.21888852DMWPDDSYWFPLLLQK 8 40288278 2xTMT6plex [N-Term; K16]; 1xOxidation [M2] 1.024 1.295 1.251 4.199131966 26.27 0 2528.29359 3 843.4319458 -4.867262135 -0.004101956 111.888416539777586 DHX57 putative ATP-dependent RNA helicase DHX57 90957 NP_945314.1 4.473304473 1 5 6 20 1386 155.507 7.71 0.26 0.76 0.93 0.65 Non-Significant 0.0838 TFPVDQFFLEDAIAVTR 4 39777586 1xTMT6plex [N-Term] 0.527 1.083 4.965761662 43.27 0 2198.169486 3 733.3932495 -1.951926305 -0.001430222 107.8204017



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LHISEFLYDK 2 39777586 2xTMT6plex [N-Term; K10] 1.119 4.180218697 25.76 0 1722.983079 3 574.9984131 -1.388581361 -0.000797501 68.65054457ISAISVAER 6 39777586 1xTMT6plex [N-Term] 1.439 2.158 1.088 2.87659812 41.65 0 1174.699303 2 587.8532715 -0.031370794 -1.84E-05 41.72652897ETILNLLR 2 39777586 1xTMT6plex [N-Term] 1.158 2.929899931 25.92 0 1200.751339 2 600.87854 -1.278634323 -0.000767661 78.91165066QEEAFALK 2 39777586 2xTMT6plex [N-Term; K8] 0.221 0.168 7.47 0 1393.809137 2 697.4086914 0.6953409 0.000484586 47.67235406DLGALTPDER 4 39777586 1xTMT6plex [N-Term] 1.125 0.933 2.933569908 21.5 0 1315.705511 2 658.3552856 -1.68428339 -0.00110801 38.25970257399788586 NELFCD negative elongation factor C/D 51497 NP_945327.2 11.68614357 1 5 5 35 599 67.304 5.21 1.46 1.43 1.67 1.52 Significant 0.00246 TSLATILDGGEENLEK 5 399788586 2xTMT6plex [N-Term; K16] 1.213 0.986 4.963648319 39.03 0 2148.18 3 716.7314453 -0.100993632 -7.23E-05 78.48203622GASELVAELSTLYQCIR 10 399788586 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 2.245 1.918 1.947 6.116006851 55.93 0 2139.131721 3 713.7143555 -1.499381136 -0.001069125 110.4447625GALNPADITVLFK 12 399788586 2xTMT6plex [N-Term; K13] 1.507 1.476 1.497 4.992355347 76.21 0 1817.093692 2 909.0469971 -3.838002084 -0.003487005 101.0476418WVDWTVSEPR 6 399788586 1xTMT6plex [N-Term] 0.889 1.254 1.965 4.199394703 28.94 0 1503.779344 2 752.3931885 -0.16225577 -0.000121998 64.74682962MFTSMDPPPVELIR 2 399788586 1xTMT6plex [N-Term] 1.023 3.022166014 23.14 0 1861.975343 2 931.4921265 0.87711134 0.00081658 87.5114576739777606 ARHGEF1 rho guanine nucleotide exchange factor 1 isoform 1 9138 NP_945353.1 30.74433657 1 24 24 123 927 104.001 5.62 1 1.01 1.02 1.01 Significant 0.0000327 YPLLLQSIGQNTEEPTER 4 39777606 1xTMT6plex [N-Term] 0.938 0.948 5.154209137 47.66 0 2317.223706 3 773.0786743 -0.965172579 -0.000745507 75.58046006QESGYLIEEIGDVLLAR 4 39777606 1xTMT6plex [N-Term] 0.818 1.097 6.297234058 70.31 0 2134.159315 3 712.0563965 -2.192407493 -0.001559649 112.1192871SGLELEPEEPPGWR 6 39777606 1xTMT6plex [N-Term] 0.98 1.078 0.808 3.456143379 37.5 0 1824.932944 2 912.9683838 -1.892267815 -0.001726631 57.94526663AEVDAEKPGATDR 6 39777606 2xTMT6plex [N-Term; K7] 1.187 0.82 1.017 4.306239605 19.35 0 1816.980512 3 606.3312988 -0.64333966 -0.000389645 26.16569598LLMHLEEMQHTISTDEEK 2 39777606 2xTMT6plex [N-Term; K18] 0.976 5.788255692 26.48 0 2642.356994 4 661.3445435 -0.246140804 -0.000162598 78.56079135QLEELEEEFCR 4 39777606 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 1.318 0.982 4.370020866 44.6 0 1710.820617 2 855.9133911 -0.649585016 -0.000555662 66.81405956FVQEVVQSQQVAVGR 4 39777606 1xTMT6plex [N-Term] 1.376 1.257 3.573554516 37.53 0 1903.059876 2 952.0327148 -0.905369569 -0.000861486 58.96757322RQESGYLIEEIGDVLLAR 4 39777606 1xTMT6plex [N-Term] 1.112 1.461 5.948597908 47.22 1 2290.260426 3 764.092041 0.499369793 0.000381229 100.4707655FCAFVQEAESRPR 4 39777606 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.053 1.21 1.022 5.304860115 26.22 0 1825.921668 3 609.3118286 -0.402980133 -0.00024527 63.89554752FDGAEGSWFQK 6 39777606 2xTMT6plex [N-Term; K11] 1.286 0.939 1.33 3.907618046 38.83 0 1729.894992 2 865.4495239 -1.861701695 -0.001610274 65.02003517GLSSILDAAR 8 39777606 1xTMT6plex [N-Term] 1.311 1.177 0.99 3.315543652 46.67 0 1231.720767 2 616.3637085 -0.508652472 -0.000313259 63.08177519TQEIQENLLSLEETMK 4 39777606 2xTMT6plex [N-Term; K16] 1.185 1.024 3.190582514 40.02 0 2364.273248 2 1182.638062 -1.861710836 -0.002200797 88.6969288ADLISEDVQR 6 39777606 1xTMT6plex [N-Term] 0.789 0.94 0.918 4.160843372 56.35 0 1374.742624 2 687.8751831 0.338354925 0.000232575 39.05578629LRPLLSQLGGNSVPQPGCT 4 39777606 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.01 3.513045073 41.53 0 2223.211702 2 1112.107422 -1.859939832 -0.00206752 76.20351544
EKVELAAECCR 4 39777606 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C9; C10] 1.758 1.363 3.647402287 14.52 1 1822.95556 3 608.3234253 0.088964816 5.41E-05 32.86036775
AFLDFYHSFLEK 12 39777606 2xTMT6plex [N-Term; K12] 0.791 0.881 0.808 3.5959723 24.61 0 1975.072956 3 659.0274048 -2.680895668 -0.001764988 94.35766319ELVPPDTLHSLPK 6 39777606 2xTMT6plex [N-Term; K13] 1.007 0.861 0.986 4.660356522 33.97 0 1904.12572 3 635.3795776 -0.808885583 -0.000513407 58.86775849LVHEGPLTWR 6 39777606 1xTMT6plex [N-Term] 1.003 1.128 0.986 3.898291826 38.85 0 1436.82115 3 479.6116333 -0.558850109 -0.000267656 50.99209658EILHHVNQAVR 4 39777606 1xTMT6plex [N-Term] 1.213 1.182 4.301943302 22.18 0 1544.885875 3 515.6340942 1.200350702 0.000618135 25.36863097DMIPTEMQR 4 39777606 1xTMT6plex [N-Term] 0.903 0.941 0.984 3.444963217 16.71 0 1349.675473 2 675.3405151 -1.273859233 -0.000859648 38.50309783QSFALEQLK 2 39777606 2xTMT6plex [N-Term; K9] 0.805 3.131602526 15.11 0 1521.9041 2 761.456543 1.123157169 0.000854669 59.72929062ETSPADAR 5 39777606 1xTMT6plex [N-Term] 0.554 0.898 1.055 3.038566589 39.13 0 1075.558118 2 538.2827759 0.14582923 7.84E-05 15.28937295TLTPTPDGK 8 39777606 2xTMT6plex [N-Term; K9] 1.044 0.932 1.199 2.697995901 41.35 0 1387.819702 2 694.4129028 -0.844948329 -0.000586318 34.02994771DMEDLLR 6 39777606 1xTMT6plex [N-Term] 1.037 0.805 1.07 2.667200565 20.97 0 1120.586976 2 560.7966919 -0.774978611 -0.000434215 50.62951402

41327781 NDUFAF3 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 3 isoform a precursor 25915 NP_951032.1 37.5 1 5 5 30 184 20.337 8.22 0.88 1.01 0.99 0.96 Significant 0.00177
LSPADDELYQR 6 41327781 1xTMT6plex [N-Term] 0.825 1.061 1.031 4.069235325 51.92 0 1535.790303 2 768.3953247 -4.512371204 -0.003465028 40.71821314IEIVVVGTGDR 4 41327781 1xTMT6plex [N-Term] 1.003 1.041 3.643774033 42.04 0 1386.815395 2 693.9096069 -2.493650434 -0.001729116 58.56907606LQSQVLQAMR 4 41327781 1xTMT6plex [N-Term] 0.93 0.995 3.679295778 34.92 0 1402.803785 2 701.9054565 -0.105869448 -7.43E-05 55.91108785VTGAALIPPPGGTSLTSLGQAAQ 14 41327781 1xTMT6plex [N-Term] 1.072 1.115 0.986 3.025299072 25.03 0 2336.302291 2 1168.654419 -0.312296648 -0.00036481 79.92500057EAAQAMYIDSYNSR 2 41327781 1xTMT6plex [N-Term] 0.848 3.654293537 19.12 0 1847.879528 2 924.4429932 -0.443060201 -0.000409361 42.6256104140288288 CARM1 histone-arginine methyltransferase CARM1 10498 NP_954592.1 14.96710526 1 8 8 43 608 65.811 6.73 1.03 1.02 1.07 1.04 Significant 0.000216

AGPDSAGIALYSHEDVCVFK 6 40288288 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C17] 0.886 1.161 1.356 6.126717091 56.81 0 2594.332495 3 865.4458618 -3.647300722 -0.003154104 66.77255659
ANFWYQPSFHGVDLSALR 8 40288288 1xTMT6plex [N-Term] 1.059 0.923 1.022 5.545991898 35.39 0 2337.197766 3 779.7371826 -0.33021529 -0.000257259 82.6023052YTVNFLEAK 6 40288288 2xTMT6plex [N-Term; K9] 1.073 1.339 1.279 4.138190746 44.48 0 1542.893201 2 771.9494629 -1.005765499 -0.000775894 65.40505413QPVVDTFDIR 6 40288288 1xTMT6plex [N-Term] 0.955 1.386 1.163 3.969026089 30.42 0 1418.784095 2 709.8925781 -4.381025993 -0.003107865 53.67940948GAAVDEYFR 6 40288288 1xTMT6plex [N-Term] 1.079 1.037 0.589 3.393024683 34.21 0 1256.647268 2 628.8267822 -0.779683289 -0.000489893 42.27745382AILQNHTDFK 6 40288288 2xTMT6plex [N-Term; K10] 1.027 0.8 0.928 3.003583431 24.79 0 1644.947362 3 548.9871826 -0.223185523 -0.000122376 44.17934556SSNLLDLK 3 40288288 2xTMT6plex [N-Term; K8] 1.086 1.064 2.1888237 2.98 0 1347.824787 2 674.4154053 -0.929759667 -0.000626577 58.87727318SNNLTDR 2 40288288 1xTMT6plex [N-Term] 1.182 2.094702244 23.48 0 1048.558453 2 524.7825317 -0.634970264 -0.000332902 20.5835013640353734 NPM1 nucleophosmin isoform 2 4869 NP_954654.1 62.64150943 1 1 18 979 265 29.446 4.61 1.05 1.36 1.45 1.29 Significant 0.00875 DELHIVEAEAMNYEGSPIK 38 40353734 2xTMT6plex [N-Term; K19] 1.077 1.162 1.062 7.168870926 47.75 0 2603.342724 3 873.7844849 0.481743867 0.000420617 64.88288131DELHIVEAEAMNYEGSPIK 8 40353734 2xTMT6plex [N-Term; K19]; 1xOxidation [M11] 1.022 0.444 1.091 5.759524345 49.89 0 2619.337639 3 873.7844849 0.481743867 0.000420617 64.88288131VDNDENEHQLSLR 59 40353734 1xTMT6plex [N-Term] 1.187 1.177 1.351 6.240942478 65.38 0 1797.89287 3 599.9707642 2.708148272 0.001622987 26.04023768MTDQEAIQDLWQWR 126 40353734 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.366 1.33 1.126 6.08866024 61.79 0 2065.001041 2 1025.005737 -0.940890611 -0.000963945 84.40092677MTDQEAIQDLWQWR 78 40353734 1xTMT6plex [N-Term] 1.324 1.3 1.252 5.427506447 80.97 0 2049.006126 2 1025.005737 -0.940890611 -0.000963945 84.40092677TVSLGAGAKDELHIVEAEAMNYEGSPIK 71 40353734 3xTMT6plex [N-Term; K9; K28] 1.627 1.603 1.613 9.836921692 33.94 1 3616.949959 4 904.9928589 -0.097657731 -8.83E-05 83.97060903

TVSLGAGAKDELHIVEAEAMNYEGSPIK 24 40353734 3xTMT6plex [N-Term; K9; K28]; 1xOxidation [M20] 1.482 1.504 1.402 7.407385349 23.93 1 3632.944874 4 904.9928589 -0.097657731 -8.83E-05 83.97060903
LAADEDDDDDDEEDDDEDDDDDDFDDEEAEEK 16 40353734 2xTMT6plex [N-Term; K32] 1.026 1.046 1.095 4.3761549 48.34 0 4181.528204 4 1046.134521 -2.857432 -0.002987108 44.06914082

LAADEDDDDDDEEDDDEDDDDDDFDDEEAEEKAPVKK 12 40353734 4xTMT6plex [N-Term; K32; K36; K37] 4.452 2.404 1.766 8.572692871 38.06 2 5163.202286 4 1291.553589 -1.890348414 -0.002440063 47.22998867
MSVQPTVSLGGFEITPPVVLR 140 40353734 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.382 1.376 1.402 7.410532475 57.93 0 2472.373348 3 819.4662476 2.343562256 0.001918892 106.9605123MSVQPTVSLGGFEITPPVVLR 109 40353734 1xTMT6plex [N-Term] 1.352 1.336 1.33 8.076107025 75.64 0 2456.378433 3 819.4662476 2.343562256 0.001918892 106.9605123

LAADEDDDDDDEEDDDEDDDDDDFDDEEAEEKAPVK 8 40353734 3xTMT6plex [N-Term; K32; K36] 1.611 1.478 1.726 7.162734509 59.78 1 4805.944391 4 1202.240601 -0.794519441 -0.000954604 57.2598538
TVSLGAGAK 29 40353734 2xTMT6plex [N-Term; K9] 1.061 1.063 1.108 3.97354126 50.41 0 1261.788008 2 631.3971558 -0.770966721 -0.000486398 36.70861432GPSSVEDIK 76 40353734 2xTMT6plex [N-Term; K9] 1.312 1.451 1.322 3.779592991 50.59 0 1389.798966 2 695.4020996 -1.470443783 -0.001021811 38.13738903ADKDYHFKVDNDENEHQLSLR 4 40353734 3xTMT6plex [N-Term; K3; K8] 1.605 0.01 4.01383543 15.21 2 3260.690314 6 544.2885742 1.456189347 0.000791364 41.09264864SAPGGGSK 16 40353734 2xTMT6plex [N-Term; K8] 1.193 1.488 1.333 2.718736649 40.63 0 1118.656994 2 559.8319702 -0.294800206 -0.00016489 17.38707191ADKDYHFK 34 40353734 3xTMT6plex [N-Term; K3; K8] 1.33 1.308 1.291 3.239023685 21.23 1 1710.978217 2 855.9918823 -1.010528098 -0.000864496 45.58067086MQASIEK 24 40353734 2xTMT6plex [N-Term; K7] 1.278 1.347 1.403 3.162922382 34.13 0 1264.733529 2 632.8699341 -0.741473137 -0.000468883 37.22229535LISISGK 88 40353734 2xTMT6plex [N-Term; K7] 0.982 1.04 1.091 2.817785501 34.69 0 1175.77638 2 588.3915405 -0.48989359 -0.000288003 73.00260237VTLATLK 24 40353734 2xTMT6plex [N-Term; K7] 1.384 1.48 1.332 2.835877895 40.15 0 1203.807681 2 602.4057007 -2.953804723 -0.001777906 57.30928643KGQESFK 5 40353734 3xTMT6plex [N-Term; K1; K7] 1.051 1.36 1.446 1.872362018 2.9 1 1510.91964 3 504.3110046 -0.780262532 -0.000392971 29.05610842MQASIEK 32 40353734 2xTMT6plex [N-Term; K7]; 1xOxidation [M1] 1.28 1.315 1.402 2.661926985 28.99 0 1280.728444 2 632.8699341 -0.741473137 -0.000468883 37.22229535GQESFKK 2 40353734 3xTMT6plex [N-Term; K6; K7] 1.611 3.316 1.604025126 2.77 1 1510.91964 3 504.3123169 1.825281452 0.000919285 29.0871278840354195 KRT18 keratin, type I cytoskeletal 18 3875 NP_954657.1 69.53488372 1 32 34 669 430 48.029 5.45 1.21 1.17 1.21 1.2 Significant 0.000124 GLQAQIASSGLTVEVDAPK 35 40354195 2xTMT6plex [N-Term; K19] 1.228 1.228 1.192 6.332073212 91 0 2342.333146 2 1171.65918 -9.41942227 -0.011031713 68.85040174LQLETEIEALK 10 40354195 2xTMT6plex [N-Term; K11] 0.904 0.856 0.794 4.659703732 64.56 0 1745.046073 2 873.0264893 -0.212438159 -0.000185357 81.12213737

GGMGSGGLATGIAGGLAGMGGIQNEK 4 40354195 2xTMT6plex [N-Term; K26]; 2xOxidation [M3; M19] 1.211 1.112 6.449172974 42.7 0 2751.41697 3 907.1472168 -0.015594966 -1.41E-05 75.08662603
GGMGSGGLATGIAGGLAGMGGIQNEK 8 40354195 2xTMT6plex [N-Term; K26]; 1xOxidation [M] 1.022 1.02 6.940516472 72.33 0 2735.422055 3 907.1472168 -0.015594966 -1.41E-05 75.08662603GGMGSGGLATGIAGGLAGMGGIQNEK 42 40354195 2xTMT6plex [N-Term; K26] 1.113 1.195 1.086 8.377627373 83.91 0 2719.42714 3 907.1472168 -0.015594966 -1.41E-05 75.08662603QAQEYEALLNIK 34 40354195 2xTMT6plex [N-Term; K12] 1.286 1.229 1.243 5.624234676 74.35 0 1878.073684 2 939.5393066 -1.250024836 -0.001173819 70.25975261

GGMGSGGLATGIAGGLAGMGGIQNEKETMQSLNDR 12 40354195 2xTMT6plex [N-Term; K26] 100 2.861 1.406 9.141583443 48.42 1 3793.903547 3 1265.306519 0.383737764 0.000485288 78.48794777AQIFANTVDNAR 19 40354195 1xTMT6plex [N-Term] 1.306 1.325 1.147 4.64579916 63.32 0 1548.833171 2 774.9177246 -3.227036549 -0.002499071 45.72198699EELDKYWSQQIEESTTVVTTQSAEVGAAETTLTELR 8 40354195 2xTMT6plex [N-Term; K5] 100 100 1.693 7.793699265 44.08 1 4501.287383 4 1126.078125 0.730235535 0.00082175 101.2769927
NREELDKYWSQQIEESTTVVTTQSAEVGAAETTLTELR 4 40354195 2xTMT6plex [N-Term; K7] 0.784 8.57199955 29.19 2 4771.431421 4 1193.607544 -4.836192059 -0.00576889 91.56383435QSVENDIHGLR 10 40354195 1xTMT6plex [N-Term] 1.272 1.139 1.246 5.116350174 55.72 0 1496.801871 3 499.6056824 0.416387201 0.00020775 40.12456641TVQSLEIDLDSMR 53 40354195 1xTMT6plex [N-Term] 1.241 1.205 1.026 5.477365017 79.3 0 1735.909766 2 868.4570923 -1.646398761 -0.001429 77.67640855LQLETEIEALKEELLFMK 6 40354195 3xTMT6plex [N-Term; K11; K18] 1.44 1.189 6.493133068 34.32 1 2864.66618 4 716.9217529 -0.348400542 -0.000249513 112.7937693LLEDGEDFNLGDALDSSNSMQTIQK 44 40354195 2xTMT6plex [N-Term; K25] 1.243 1.232 1.429 6.609120846 84.26 0 3198.587658 3 1066.866943 -0.431931847 -0.000460524 89.08113222LLEDGEDFNLGDALDSSNSMQTIQK 18 40354195 2xTMT6plex [N-Term; K25]; 1xOxidation [M20] 1.163 1.41 1.176 6.041292191 62.04 0 3214.582573 3 1066.866943 -0.431931847 -0.000460524 89.08113222YWSQQIEESTTVVTTQSAEVGAAETTLTELR 16 40354195 1xTMT6plex [N-Term] 4.378069878 24.21 0 3657.833295 3 1219.948364 -0.753379485 -0.000918579 100.8324622VKLEAEIATYR 18 40354195 2xTMT6plex [N-Term; K2] 1.469 1.485 1.528 4.390087605 35.72 1 1751.046741 2 876.0268555 -0.175342264 -0.000153516 55.84692952TVQSLEIDLDSMR 18 40354195 1xTMT6plex [N-Term]; 1xOxidation [M12] 1.234 1.21 1.075 3.417013645 60.13 0 1751.904681 2 868.4570923 -1.646398761 -0.001429 77.67640855DWSHYFKIIEDLR 6 40354195 2xTMT6plex [N-Term; K7] 0.7 0.751 0.667 4.931886196 14.25 1 2180.190445 4 545.8028564 -0.389607592 -0.000212355 88.47579045ETMQSLNDR 12 40354195 1xTMT6plex [N-Term] 1.044 1.3 1.176 4.150590897 43.94 0 1322.65718 2 661.8320923 -0.205911019 -0.000136175 22.09658715VIDDTNITR 18 40354195 1xTMT6plex [N-Term] 1.203 1.326 1.302 3.73348093 49.14 0 1275.710596 2 638.3578491 -1.704514973 -0.001087234 34.10381374IVLQIDNAR 29 40354195 1xTMT6plex [N-Term] 0.878 0.955 1.184 3.873217821 49.7 0 1270.768051 2 635.8876343 -0.046826258 -2.98E-05 54.4267039KVIDDTNITR 10 40354195 2xTMT6plex [N-Term; K1] 1.651 1.351 1.502 3.674995184 26.45 1 1632.968491 3 544.9942017 -0.269031236 -0.00014644 36.36306638LEAEIATYR 8 40354195 1xTMT6plex [N-Term] 1.098 1.078 0.95 3.389684916 48.77 0 1294.720433 2 647.8631592 -1.074193772 -0.00069539 46.76343856VVSETNDTK 21 40354195 2xTMT6plex [N-Term; K9] 1.277 1.161 1.162 4.030570984 46.08 0 1450.815345 2 725.9111328 -0.245038076 -0.000177753 23.58432179VKYETELAMR 13 40354195 2xTMT6plex [N-Term; K2] 1.285 1.388 1.449 4.099985123 26.89 1 1697.966048 2 849.4874268 0.900286332 0.000764328 43.48095532QSVENDIHGLRK 6 40354195 2xTMT6plex [N-Term; K12] 2.07 1.953 2.2 4.106383324 20.55 1 1854.059766 4 464.2698975 -1.081743041 -0.000501404 36.20850363KNHEEEVK 12 40354195 3xTMT6plex [N-Term; K1; K8] 1.15 0.799 1.273 3.746304274 17.11 1 1699.994595 4 425.7543945 0.678199215 0.000288234 18.56200785NHEEEVK 9 40354195 2xTMT6plex [N-Term; K7] 1.174 1.187 1.35 3.976378441 32.51 0 1342.7367 3 448.2505493 0.293690653 0.00013145 16.22952723AQYDELAR 12 40354195 1xTMT6plex [N-Term] 1.205 1.403 1.104 3.488219261 38.85 0 1194.631618 2 597.8213501 3.185932179 0.001903008 40.68537065ASLENSLR 12 40354195 1xTMT6plex [N-Term] 1.221 1.324 1.149 3.357807636 36.5 0 1118.636703 2 559.8214722 -0.925451543 -0.000517622 31.43920867STFSTNYR 12 40354195 1xTMT6plex [N-Term] 0.869 0.808 0.87 3.30767417 33.64 0 1204.615967 2 602.8113403 -0.467747359 -0.000281728 25.58802031ETMQSLNDR 10 40354195 1xTMT6plex [N-Term]; 1xOxidation [M3] 0.983 1.34 1.079 1.723941445 26.66 0 1338.652095 2 661.8320923 -0.205911019 -0.000136175 22.09658715DWSHYFK 20 40354195 2xTMT6plex [N-Term; K7] 1.184 1.209 1.246 3.220861912 28.47 0 1440.767607 2 720.887146 -0.410363066 -0.000295619 50.56716546EELLFMK 6 40354195 2xTMT6plex [N-Term; K7] 0.849 0.998 1.004 3.283804893 27.78 0 1367.800881 2 684.4028931 -1.733488566 -0.001185534 76.90625216LASYLDR 24 40354195 1xTMT6plex [N-Term] 1.065 1.175 1.163 2.85216403 40.79 0 1066.609426 2 533.8084106 0.111595735 5.95E-05 45.87355963LAADDFR 46 40354195 1xTMT6plex [N-Term] 0.729 0.728 0.675 2.713929176 28.25 0 1036.562475 2 518.7846069 -0.519228532 -0.000269106 49.42210644SLETENR 10 40354195 1xTMT6plex [N-Term] 1.103 1.184 1.252 3.044428349 56.05 0 1077.573768 2 539.2905273 0.009017944 4.86E-06 17.26258685LQLETEIEALKEELLFMK 2 40354195 3xTMT6plex [N-Term; K11; K18]; 1xOxidation [M17] 1.023 2.428709269 10.57 1 2880.661095 4 716.9217529 -0.348400542 -0.000249513 112.7937693

VKYETELAMR 8 40354195 2xTMT6plex [N-Term; K2]; 1xOxidation [M9] 1.23 1.441 1.105 1.996500611 7.11 1 1713.960963 2 849.4874268 0.900286332 0.000764328 43.48095532SLETENRR 4 40354195 1xTMT6plex [N-Term] 1.532 1.321 3.107849121 7.81 1 1233.674879 3 411.8962402 -0.577021456 -0.000237286 15.8424073840806190 TMEM189-UBE2V1 TMEM189-UBE2V1 fusion protein 387522 NP_954673.1 28.10810811 1 3 10 132 370 42.182 6.61 1.22 1.21 1.19 1.2 Significant 0.0000534 GVGDGTVSWGLEDDEDMTLTR 16 40806190 1xTMT6plex [N-Term] 2.29 1.155 0.87 3.825051069 53.08 0 2482.160513 2 1241.582397 -1.206685913 -0.001497594 68.22762937ELAALYSPGK 10 40806190 2xTMT6plex [N-Term; K10] 1.486 1.895 1.56 4.534505367 54.19 0 1506.893201 2 753.9503784 0.185325634 0.000139633 57.75267004LLEELEEGQK 24 40806190 2xTMT6plex [N-Term; K10] 1.169 1.187 1.195 4.493618011 61.96 0 1645.941273 2 823.4709473 -4.043466713 -0.003327654 68.30824571WTGMIIGPPR 14 40806190 1xTMT6plex [N-Term] 1.244 1.041 1.099 3.620704889 34.4 0 1356.765943 3 452.9267578 -0.164223241 -7.43E-05 67.00387221WSHTYFGLPR 4 40806190 1xTMT6plex [N-Term] 1.204 1.402 3.160516739 9.76 0 1492.789849 3 498.2677307 -0.810972374 -0.000403537 52.45151954WQNSYSIK 11 40806190 2xTMT6plex [N-Term; K8] 0.887 0.867 0.904 3.655841827 32.36 0 1483.830935 2 742.4180908 -1.368120402 -0.00101503 46.20562396YPEAPPFVR 6 40806190 1xTMT6plex [N-Term] 1.331 1.146 1.356 3.578958988 16.11 0 1304.720039 2 652.8636475 -0.015603443 -1.02E-05 51.36173144AISVLAK 12 40806190 2xTMT6plex [N-Term; K7] 1.339 1.291 1.249 3.333875895 39.46 0 1159.781466 2 580.3942871 -0.145062889 -8.41E-05 52.1894723VVLQELR 14 40806190 1xTMT6plex [N-Term] 1.333 1.237 1.324 3.027071238 40.68 0 1085.68801 2 543.3478394 0.360859597 0.00019589 50.09843774LPQPPEGQCYSN 21 40806190 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.152 1.239 1.106 3.217689276 34.05 0 1618.773273 2 809.8895874 -0.849226594 -0.000687353 42.5002173940806221 THYN1 thymocyte nuclear protein 1 isoform 1 29087 NP_954995.1 48 1 12 12 62 225 25.681 9.25 1.12 1.11 1.11 1.11 Significant 0.00000896 TKTENSGEALAK 6 40806221 3xTMT6plex [N-Term; K2; K12] 1.163 1.39 1.239 4.21803236 15.9 1 1936.131817 3 646.0485229 -0.413872825 -0.000267104 27.05914191TENSGEALAK 6 40806221 2xTMT6plex [N-Term; K10] 1.06 0.995 1.06 3.891363621 29.9 0 1477.826244 2 739.4163818 -0.511892469 -0.000378244 26.99373395WSMVDVQFVR 6 40806221 1xTMT6plex [N-Term] 1.202 1.059 1.529 3.812234163 38.71 0 1495.792886 2 748.3988037 -1.70822321 -0.001277574 74.51311964QTTCWDGVR 6 40806221 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 0.858 1.099 1.467 3.561175585 36.07 0 1351.6626 2 676.3342896 -0.960223681 -0.000648949 28.40145917EAYPDHTQFEK 10 40806221 2xTMT6plex [N-Term; K11] 1.08 1.065 1.088 4.312187195 31.5 0 1822.937585 3 608.3171387 -0.396077398 -0.000240675 32.01958902LAGTSGSDK 8 40806221 2xTMT6plex [N-Term; K9] 1.158 1.092 1.134 3.062221766 32.08 0 1293.741451 2 647.3737793 -0.903894862 -0.000584703 22.90024576NNPHYDPSSK 2 40806221 2xTMT6plex [N-Term; K10] 0.911 3.086310625 15.68 0 1616.843291 3 539.6188354 -0.827212106 -0.000445824 18.76345284EPGIAGLMK 2 40806221 2xTMT6plex [N-Term; K9] 1.217 2.746287823 22.96 0 1373.822679 2 687.4138184 -1.687656847 -0.001159271 58.50744367VEDSNPQK 6 40806221 2xTMT6plex [N-Term; K8] 1.117 1.286 1.181 3.273935795 40.3 0 1374.762915 2 687.8843994 -1.01316515 -0.000696431 20.97749513
LGEEAFFYHSNCK 2 40806221 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C12] 1.101 3.464341402 10.2 0 2060.031168 3 687.3479614 -0.891647993 -0.000612274 55.46820021

NLSSHWLMK 2 40806221 2xTMT6plex [N-Term; K9] 1.064 2.710129499 14.13 0 1573.892489 3 525.3024292 0.155580929 8.16E-05 56.61572059FIPLAELK 6 40806221 2xTMT6plex [N-Term; K8] 1.185 1.195 1.093 2.613573551 42.98 0 1388.891744 2 694.9491577 -0.50808878 -0.00035284 83.9450851540786408 SFT2D2 vesicle transport protein SFT2B 375035 NP_955376.1 6.25 1 1 1 6 160 17.767 9.13 1.25 1.13 1.3 1.23 Significant 0.00169 VLSGQDTEDR 6 40786408 1xTMT6plex [N-Term] 1.249 1.133 1.302 3.357388258 41.58 0 1348.690589 2 674.8486328 -0.444768433 -0.000299928 21.6073203840805864 TPD52L2 tumor protein D54 isoform a 7165 NP_955392.1 49.34497817 1 3 12 151 229 24.839 6.42 1.17 1.2 1.17 1.18 Significant 0.0000718 TSAALSTVGSAISR 12 40805864 1xTMT6plex [N-Term] 1.197 1.219 1.053 5.358216763 73.6 0 1549.874701 2 775.4395142 -1.903024603 -0.001474725 46.95746088GLLSDSMTDVPVDTGVAAR 22 40805864 1xTMT6plex [N-Term] 1.308 1.22 1.322 5.052971363 76.49 0 2133.105899 2 1067.054199 -2.239711822 -0.002388771 64.93742924GLLSDSMTDVPVDTGVAAR 8 40805864 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.144 1.478 1.326 3.349549055 62.8 0 2149.100814 2 1067.054199 -2.239711822 -0.002388771 64.93742924LGLSTLGELK 14 40805864 2xTMT6plex [N-Term; K10] 1.058 0.996 1.031 4.674080372 52.66 0 1488.940151 2 744.9741821 0.628976129 0.000468254 79.96453511KTQETLSQAGQK 14 40805864 3xTMT6plex [N-Term; K1; K12] 1.365 1.427 1.36 7.25457859 45.54 1 2006.184915 2 1003.59613 0.034409683 3.45E-05 43.03780451SWHDVQVSSAYVK 16 40805864 2xTMT6plex [N-Term; K13] 1.184 1.258 1.182 5.160894871 46.83 0 1964.064182 2 982.5345459 -1.205186239 -0.001183532 50.10124214TPAVEGLTEAEEEELR 14 40805864 1xTMT6plex [N-Term] 1.005 0.976 0.968 5.844766617 77.36 0 2002.017796 2 1001.511658 -0.877644702 -0.00087853 57.69699144TQETLSQAGQK 14 40805864 2xTMT6plex [N-Term; K11] 1.366 1.179 1.911 5.036477566 72.13 0 1648.92702 2 824.9675293 0.462023935 0.000380922 28.42435322TPAVEGLTEAEEEELRAELTK 6 40805864 2xTMT6plex [N-Term; K21] 1.369 1.324 1.808 6.281950951 24.75 1 2773.48714 3 925.1654053 -1.974899976 -0.001825787 79.46746901AELTKVEEEIVTLR 6 40805864 2xTMT6plex [N-Term; K5] 1.38 1.406 1.349 3.758123636 10.04 1 2088.231641 3 696.7484741 -0.369808935 -0.000257416 83.47514916VEEEIVTLR 9 40805864 1xTMT6plex [N-Term] 1.033 0.989 0.912 4.060406208 41.31 0 1316.762297 2 658.883667 -1.701093378 -0.001119968 53.0392636VTQSDLYK 8 40805864 2xTMT6plex [N-Term; K8] 1.04 1.168 1.18 3.427312136 32.5 0 1411.819702 2 706.4138184 0.466361781 0.000329209 37.55388007LGEWNEK 8 40805864 2xTMT6plex [N-Term; K7] 1.13 1.233 1.148 2.582149267 14.5 0 1333.751622 2 667.3791504 -0.4483734 -0.000299009 48.6778423540805866 TPD52L2 tumor protein D54 isoform b 7165 NP_955393.1 46.41148325 1 1 10 125 209 22.503 6.7 1.71 1.61 1.53 1.62 Significant 0.00104 TSAALSTVGSAISR 12 40805866 1xTMT6plex [N-Term] 1.197 1.219 1.053 5.358216763 73.6 0 1549.874701 2 775.4395142 -1.903024603 -0.001474725 46.95746088GLLSDSMTDVPVDTGVAAR 22 40805866 1xTMT6plex [N-Term] 1.308 1.22 1.322 5.052971363 76.49 0 2133.105899 2 1067.054199 -2.239711822 -0.002388771 64.93742924GLLSDSMTDVPVDTGVAAR 8 40805866 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.144 1.478 1.326 3.349549055 62.8 0 2149.100814 2 1067.054199 -2.239711822 -0.002388771 64.93742924LGLSTLGELK 14 40805866 2xTMT6plex [N-Term; K10] 1.058 0.996 1.031 4.674080372 52.66 0 1488.940151 2 744.9741821 0.628976129 0.000468254 79.96453511KTQETLSQAGQK 14 40805866 3xTMT6plex [N-Term; K1; K12] 1.365 1.427 1.36 7.25457859 45.54 1 2006.184915 2 1003.59613 0.034409683 3.45E-05 43.03780451TPAVEGLTEAEEEELR 14 40805866 1xTMT6plex [N-Term] 1.005 0.976 0.968 5.844766617 77.36 0 2002.017796 2 1001.511658 -0.877644702 -0.00087853 57.69699144TQETLSQAGQK 14 40805866 2xTMT6plex [N-Term; K11] 1.366 1.179 1.911 5.036477566 72.13 0 1648.92702 2 824.9675293 0.462023935 0.000380922 28.42435322TPAVEGLTEAEEEELRAELTK 6 40805866 2xTMT6plex [N-Term; K21] 1.369 1.324 1.808 6.281950951 24.75 1 2773.48714 3 925.1654053 -1.974899976 -0.001825787 79.46746901AELTKVEEEIVTLR 6 40805866 2xTMT6plex [N-Term; K5] 1.38 1.406 1.349 3.758123636 10.04 1 2088.231641 3 696.7484741 -0.369808935 -0.000257416 83.47514916SWHDVQVSSAYK 6 40805866 2xTMT6plex [N-Term; K12] 1.714 1.605 1.526 4.930710793 30.6 0 1864.995768 3 622.3347778 -3.210797583 -0.001996041 43.91470599VEEEIVTLR 9 40805866 1xTMT6plex [N-Term] 1.033 0.989 0.912 4.060406208 41.31 0 1316.762297 2 658.883667 -1.701093378 -0.001119968 53.0392636117306169 PRCP lysosomal Pro-X carboxypeptidase isoform 2 precursor 5547 NP_955450.2 15.86073501 1 6 6 40 517 58.062 7.4 0.9 1.14 1.08 1.04 Significant 0.00477
HLNFLTSEQALADFAELIK 6 117306169 2xTMT6plex [N-Term; K19] 0.518 1.056 0.543 6.849380016 53.27 0 2618.459409 3 873.4899902 -1.524486826 -0.001330602 112.3385515DITDTLVAVTISEGAHHLDLR 6 117306169 1xTMT6plex [N-Term] 1.034 1.287 1.026 6.952959538 63.12 0 2505.351032 4 627.0932007 -0.023567805 -1.48E-05 88.60704309NALDPMSVLLAR 8 117306169 1xTMT6plex [N-Term] 1.238 1.048 4.308197975 40.22 0 1528.871864 2 764.9390869 -0.632670335 -0.000483636 85.38679033YYGESLPFGDNSFK 6 117306169 2xTMT6plex [N-Term; K14] 1.171 1.214 100 3.817257881 36.07 0 2082.058428 2 1041.533325 0.45419985 0.000472835 71.23967583AMLVFAEHR 8 117306169 1xTMT6plex [N-Term] 0.869 1.315 1.185 3.219461918 33.75 0 1302.718993 3 434.9108582 -0.745830156 -0.000323869 47.3462043IVTTDFR 6 117306169 1xTMT6plex [N-Term] 1.084 1.162 0.977 2.758161306 39.1 0 1080.625076 2 540.8128052 -6.238952426 -0.003370984 39.29955241399285 HSPD1 60 kDa heat shock protein, mitochondrial 3329 NP_955472.1 80.97731239 1 43 43 1291 573 61.016 5.87 0.94 0.95 0.96 0.95 Significant 0.0000369 KPLVIIAEDVDGEALSTLVLNR 16 41399285 2xTMT6plex [N-Term; K1] 0.893 1 0.914 7.698356152 66.22 0 2823.659565 4 706.6716309 1.81611394 0.001282022 111.2455709

CEFQDAYVLLSEK 14 41399285 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C1] 1.132 1.091 0.887 4.189929962 46.81 0 2060.077449 2 1030.541382 -0.952506968 -0.000981119 84.03977819
LVQDVANNTNEEAGDGTTTATVLAR 26 41399285 1xTMT6plex [N-Term] 0.891 0.947 0.957 7.613287449 111.03 0 2789.41146 3 930.4761353 0.857833903 0.000797617 52.86728079VGEVIVTKDDAMLLK 8 41399285 3xTMT6plex [N-Term; K8; K15] 1.99 2.686 1.425 4.087771416 14.01 1 2318.397216 3 773.4689331 -2.143672171 -0.001656628 78.54508071KISSIQSIVPALEIANAHR 30 41399285 2xTMT6plex [N-Term; K1] 1.134 1.13 1.11 6.876213074 57.93 1 2505.491712 4 627.1270142 -2.189482148 -0.001371432 79.52115142

CIPALDSLTPANEDQK 16 41399285 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C1] 1.063 1.11 1.107 5.397550583 65.74 0 2230.178954 2 1115.592529 -0.52557946 -0.000586068 65.04627655
IMQSSSEVGYDAMAGDFVNMVEK 3 41399285 2xTMT6plex [N-Term; K23]; 2xOxidation [M13; M] 0.662 1.021 4.096144199 34.23 0 2998.424817 3 994.8134155 -1.410993085 -0.001402729 91.53007721
IMQSSSEVGYDAMAGDFVNMVEK 25 41399285 2xTMT6plex [N-Term; K23]; 1xOxidation [M] 0.954 0.866 0.969 6.790463448 90.57 0 2982.429902 3 994.8134155 -1.410993085 -0.001402729 91.53007721IMQSSSEVGYDAMAGDFVNMVEK 65 41399285 2xTMT6plex [N-Term; K23] 0.914 1.012 0.891 7.109370232 85.53 0 2966.434987 3 994.8134155 -1.410993085 -0.001402729 91.53007721VGGTSDVEVNEK 36 41399285 2xTMT6plex [N-Term; K12] 0.803 0.847 0.78 5.306307316 67.96 0 1691.9216 2 846.4647827 0.406904012 0.000344225 32.14143176DPGMGAMGGMGGGMGGGMF 4 41399285 1xTMT6plex [N-Term] 0.865 4.794806004 58.34 0 1903.783067 3 635.265686 -0.295503485 -0.000187525 77.63980175AAVEEGIVLGGGCALLR 77 41399285 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 1.002 1.027 1.01 5.413585186 95.98 0 1914.067998 2 957.536438 -1.253269706 -0.001199422 73.60099874EEKDPGMGAMGGMGGGMGGGMF 6 41399285 2xTMT6plex [N-Term; K3] 0.653 0.819 0.705 4.354742527 39.24 1 2519.126148 3 840.373291 -8.2681898 -0.006942871 69.07543456NAGVEGSLIVEK 32 41399285 2xTMT6plex [N-Term; K12] 0.918 0.998 1.029 5.409378052 71.77 0 1673.983807 2 837.4951172 -0.507164404 -0.000424492 53.74772344DMAIATGGAVFGEEGLTLNLEDVQPHDLGK 213 41399285 2xTMT6plex [N-Term; K30] 0.945 1.049 0.983 9.050089836 78.72 0 3555.840519 3 1185.950806 -0.746711726 -0.000885063 91.76860495DMAIATGGAVFGEEGLTLNLEDVQPHDLGK 12 41399285 2xTMT6plex [N-Term; K30]; 1xOxidation [M2] 1.517 1.132 0.985 7.083742619 57.84 0 3571.835434 3 1185.950806 -0.746711726 -0.000885063 91.76860495EIGNIISDAMK 20 41399285 2xTMT6plex [N-Term; K11] 0.621 0.634 0.699 4.606825352 61.31 0 1648.934414 2 824.9668579 -4.836183672 -0.003987275 73.66335217TLNDELEIIEGMK 54 41399285 2xTMT6plex [N-Term; K13] 0.885 0.947 0.921 5.990867615 85.23 0 1963.0822 2 982.0410156 -3.792699053 -0.00372269 87.55253524TLNDELEIIEGMK 30 41399285 2xTMT6plex [N-Term; K13]; 1xOxidation [M12] 0.898 1.014 0.954 3.359459877 72.07 0 1979.077115 2 982.0410156 -3.792699053 -0.00372269 87.55253524IQEIIEQLDVTTSEYEK 26 41399285 2xTMT6plex [N-Term; K17] 0.797 0.787 0.921 5.755674362 62.82 0 2496.348521 3 832.7890625 1.647562416 0.001370963 106.5064398IQEIIEQLDVTTSEYEKEK 41 41399285 3xTMT6plex [N-Term; K17; K19] 1.456 1.455 1.607 7.167370796 46.46 1 2982.649009 3 994.887207 -0.650926825 -0.000647162 105.8820216
ALMLQGVDLLADAVAVTMGPK 8 41399285 2xTMT6plex [N-Term; K21]; 2xOxidation [M3; M18] 0.744 0.604 1.275 7.423857212 61.26 0 2603.455253 2 1286.236328 -0.016737538 -2.15E-05 113.1863596
ALMLQGVDLLADAVAVTMGPK 24 41399285 2xTMT6plex [N-Term; K21]; 1xOxidation [M] 0.931 0.993 1.006 7.100866795 66.05 0 2587.460338 2 1286.236328 -0.016737538 -2.15E-05 113.1863596ALMLQGVDLLADAVAVTMGPK 44 41399285 2xTMT6plex [N-Term; K21] 0.938 0.933 0.949 7.504004478 88.88 0 2571.465423 2 1286.236328 -0.016737538 -2.15E-05 113.1863596TALLDAAGVASLLTTAEVVVTEIPK 14 41399285 2xTMT6plex [N-Term; K25] 0.701 0.668 0.732 6.850041866 49.98 0 2940.727311 3 980.9135742 -0.388065138 -0.000380398 113.4209985TALLDAAGVASLLTTAEVVVTEIPKEEK 10 41399285 3xTMT6plex [N-Term; K25; K28] 0.735 0.826 5.312378883 30.89 1 3556.070392 4 889.772583 -0.531324901 -0.000472357 114.5775059GYISPYFINTSK 42 41399285 2xTMT6plex [N-Term; K12] 1.217 1.185 1.171 4.878737926 58.97 0 1848.030757 2 924.5202026 1.28338418 0.001185867 72.9618487QSKPVTTPEEIAQVATISANGDKEIGNIISDAMK 6 41399285 4xTMT6plex [N-Term; K3; K23; K34] 1.047 1.133 6.714643478 21.1 1 4472.472795 5 898.4957275 -4.050113727 -0.003635761 83.79221285

QSKPVTTPEEIAQVATISANGDKEIGNIISDAMK 24 41399285 4xTMT6plex [N-Term; K3; K23; K34]; 1xOxidation [M33] 1.022 0.923 1.084 7.863092899 33.9 1 4488.46771 5 898.4957275 -4.050113727 -0.003635761 83.79221285ISSIQSIVPALEIANAHR 24 41399285 1xTMT6plex [N-Term] 0.961 0.889 0.811 6.543584347 63.57 0 2148.233818 4 537.8141479 0.439610841 0.000236097 86.29710004GVMLAVDAVIAELK 22 41399285 2xTMT6plex [N-Term; K14]; 1xOxidation [M3] 0.845 0.822 0.797 4.970549107 38.15 0 1903.133842 2 944.0725708 -0.562835318 -0.000531074 113.0365577GVMLAVDAVIAELK 24 41399285 2xTMT6plex [N-Term; K14] 0.785 0.78 0.768 5.992414474 94.72 0 1887.138927 2 944.0725708 -0.562835318 -0.000531074 113.0365577TALLDAAGVASLLTTAEVVVTEIPKEEKDPGMGAMGGMGGGMGGGMF 28 41399285 3xTMT6plex [N-Term; K25; K28]; 3xOxidation [M] 1 1.11 0.538 5.81118536 21.9 2 5259.657431 5 1055.934814 -1.398870489 -0.001475991 113.1114978
TALLDAAGVASLLTTAEVVVTEIPKEEKDPGMGAMGGMGGGMGGGMF 15 41399285 3xTMT6plex [N-Term; K25; K28]; 4xOxidation [M] 0.01 1.271 1.048 23.16 2 5275.652346 5 1055.934814 -1.398870489 -0.001475991 113.1114978
TALLDAAGVASLLTTAEVVVTEIPKEEKDPGMGAMGGMGGGMGGGMF 3 41399285 3xTMT6plex [N-Term; K25; K28]; 5xOxidation [M32; M35; M38; M42; M46] 0.985 1.256 20.9 2 5291.647261 5 1055.934814 -1.398870489 -0.001475991 113.1114978

KQSKPVTTPEEIAQVATISANGDKEIGNIISDAMK 2 41399285 5xTMT6plex [N-Term; K1; K4; K24; K35] 1.291 5.752105713 3.89 2 4829.73069 5 966.7480469 -4.050346956 -0.003912417 91.13060115VGLQVVAVK 28 41399285 2xTMT6plex [N-Term; K9] 0.979 0.928 0.962 4.269666195 51.5 0 1370.913543 2 685.9603271 -0.120265151 -8.24E-05 62.18993769TVIIEQSWGSPK 3 41399285 2xTMT6plex [N-Term; K12] 1.492 0.416 3.170433998 24.88 0 1803.041656 2 902.0244751 0.009775322 8.81E-06 61.47170966LSDGVAVLK 32 41399285 2xTMT6plex [N-Term; K9] 1.082 0.994 1.076 3.86022377 54.12 0 1359.861173 2 680.4344482 0.328904438 0.000223632 59.39537013VTDALNATR 29 41399285 1xTMT6plex [N-Term] 0.987 0.956 0.975 3.882534504 50.13 0 1189.673817 2 595.3410645 0.870470742 0.000517788 32.3209139GANPVEIR 12 41399285 1xTMT6plex [N-Term] 0.946 1.092 0.994 3.30700326 50.66 0 1084.631224 2 542.8186646 -1.079831017 -0.000585609 112.1685723TLNDELEIIEGMKFDR 6 41399285 2xTMT6plex [N-Term; K13]; 1xOxidation [M12] 1.325 1.513 1.277 2.66596055 8.88 1 2397.273583 3 799.7626343 -0.097280498 -7.77E-05 75.25388789IPAMTIAK 14 41399285 2xTMT6plex [N-Term; K8] 0.992 0.941 0.945 2.955155134 43.95 0 1302.82195 2 651.9151611 0.840664087 0.000547618 60.80835503VGEVIVTK 18 41399285 2xTMT6plex [N-Term; K8] 0.76 0.757 0.731 3.634476185 40.42 0 1302.839709 2 651.9232788 -0.328446247 -0.000213956 59.11776996APGFGDNR 12 41399285 1xTMT6plex [N-Term] 1.018 0.985 0.932 3.078655243 24.94 0 1062.552973 2 531.7789307 -2.248068506 -0.001194346 22.7139487VTKDGVTVAK 4 41399285 3xTMT6plex [N-Term; K3; K10] 2.984 2.351 1.991 2.23742342 7.06 1 1705.082682 3 569.0324097 -0.00368668 -2.10E-06 37.88014594IGIEIIK 14 41399285 2xTMT6plex [N-Term; K7] 0.768 0.809 0.807 2.828697443 25.72 0 1243.838981 2 622.4227905 -0.543675928 -0.000338123 67.63285861IGIEIIKR 6 41399285 2xTMT6plex [N-Term; K7] 1.601 1.875 2.697 3.356294632 13.8 1 1399.940092 3 467.3179932 -0.475304491 -0.000221799 59.42162067



Accession Gene_Symbol Description Gene_ID Refseq_Accession Coverage Proteins #Unique_Peptides #Peptides #PSMS #AAs MW [kDa] calc. pI OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Median fold change Status P-value (6M) Sequence #PSMSs Protein Accessions Modifications OKF6-CSC-6M/OKF6P_R1 OKF6-CSC-6M/OKF6P_R2 OKF6-CSC-6M/OKF6P_R3 Xcorr Ionscore # Missed Cleavages Theo. MH+ [Da] Charge m_z DeltaM [ppm] Deltam/z [Da] RT [min]
Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

KGVITVK 4 41399285 3xTMT6plex [N-Term; K1; K7] 0.87 0.961 2.859108686 12.12 1 1431.986597 3 478.0004272 0.091829268 4.38E-05 40.42475397DDAMLLK 10 41399285 2xTMT6plex [N-Term; K7] 0.909 0.901 0.915 3.077339172 32.93 0 1263.73828 2 632.3722534 -0.83096641 -0.000525062 50.02649687TLNDELEIIEGMKFDR 1 41399285 2xTMT6plex [N-Term; K13] 0.87 2.48442173 1 2381.278668 3 799.7626343 -0.097280498 -7.77E-05 75.25388789DGVTVAK 20 41399285 2xTMT6plex [N-Term; K7] 0.895 0.992 0.948 2.938488245 30.39 0 1147.708695 2 574.3572388 -1.301620302 -0.00074694 29.68105989GIIDPTK 13 41399285 2xTMT6plex [N-Term; K7] 0.922 0.926 0.881 2.791454554 32.93 0 1201.755645 2 601.3825684 1.843235569 0.001107559 42.73598648APGFGDNRK 8 41399285 2xTMT6plex [N-Term; K9] 1.211 1.257 1.379 2.848573446 6.34 1 1419.810868 3 473.9421082 0.635896591 0.000300951 24.66353074IPAMTIAK 6 41399285 2xTMT6plex [N-Term; K8]; 1xOxidation [M4] 0.919 0.932 0.969 1.769510984 24.48 0 1318.816865 2 651.9151611 0.840664087 0.000547618 60.80835503DDAMLLK 7 41399285 2xTMT6plex [N-Term; K7]; 1xOxidation [M4] 0.831 0.842 0.946 1.741228819 17.66 0 1279.733195 2 632.3722534 -0.83096641 -0.000525062 50.0264968741350320 MAGED2 melanoma-associated antigen D2 10916 NP_957516.1 38.77887789 1 16 16 92 606 64.914 9.32 1.61 1.42 1.59 1.54 Significant 0.00153 DSSSMMQTLLTVTQNVEVPETPK 6 41350320 2xTMT6plex [N-Term; K23] 1.375 1.302 1.257 4.729991913 40.25 0 2993.557544 3 998.5235596 -0.474000931 -0.000472983 98.01862909AAAEAAAEAK 6 41350320 2xTMT6plex [N-Term; K10] 1.526 1.234 1.798 4.278581142 59.39 0 1360.783651 2 680.8948364 -0.92174714 -0.000627149 26.47251369EAPATQASSTTQLTDTQVLAAENK 8 41350320 2xTMT6plex [N-Term; K24] 1.243 1.172 0.939 4.08613205 43.87 0 2933.54678 3 978.5203857 -0.059993397 -5.87E-05 106.8149509EIDKNDHLYILLSTLEPTDAGILGTTK 2 41350320 3xTMT6plex [N-Term; K4; K27] 2.517 6.443707466 16.23 1 3658.055804 4 915.2698364 0.467927013 0.000427926 98.41593665AQETEAAPSQAPADEPEPESAAAQSQENQDTRPK 4 41350320 2xTMT6plex [N-Term; K34] 2.129 1.635 6.907236099 23.41 0 4036.937209 4 1009.989441 -0.315805785 -0.000318722 31.32061827HLDGEEDGSSDQSQASGTTGGR 10 41350320 1xTMT6plex [N-Term] 2.69 2.748 1.081 7.866890907 100.95 0 2420.075932 3 807.3630371 -0.567788744 -0.000458031 15.78461348
KQNADPQAVTMPATETK 2 41350320 3xTMT6plex [N-Term; K1; K17]; 1xOxidation [M11] 2.092 3.155159473 6.28 1 2533.389899 3 845.1351929 0.444615052 0.000375461 32.13954574EYTDVYPEIIER 6 41350320 1xTMT6plex [N-Term] 3.039 1.644 2.18 3.95274806 41.34 0 1755.900247 2 878.4537964 0.03930943 3.45E-05 65.95767784ALEVSEDVK 6 41350320 2xTMT6plex [N-Term; K9] 1.968 1.511 1.752 3.623533964 49.45 0 1447.840831 2 724.4229736 -1.49212146 -0.001080177 45.69127265SSEAVIWEVLR 4 41350320 1xTMT6plex [N-Term] 2.088 1.039 3.75587678 22.83 0 1517.852509 3 506.6216431 -1.405459864 -0.000711094 80.1143788LITDEFVK 10 41350320 2xTMT6plex [N-Term; K8] 1.53 1.304 1.801 3.811230183 43.21 0 1422.860838 2 711.9332275 -1.166503308 -0.000829886 65.3040248EAMEADLK 4 41350320 2xTMT6plex [N-Term; K8] 1.339 1.481 2.943445444 28.4 0 1364.749573 2 682.8778687 -0.81520107 -0.000556273 38.68060014IQAGAEAK 6 41350320 2xTMT6plex [N-Term; K8] 1.548 1.656 1.528 3.137107849 24.59 0 1245.756708 2 623.3820801 0.141244473 8.80E-05 27.43263531DVALLQGR 6 41350320 1xTMT6plex [N-Term] 1.544 1.889 1.446 2.951381445 31.93 0 1100.662524 2 550.8353271 0.775766283 0.000426928 40.3535501VFGIQLK 6 41350320 2xTMT6plex [N-Term; K7] 1.454 0.961 1.264 2.521207094 26.96 0 1262.823665 2 631.9155884 0.186207955 0.000117574 83.97852729SYYETSK 6 41350320 2xTMT6plex [N-Term; K7] 1.752 1.785 1.67 2.922858477 30.68 0 1335.719653 2 668.3634644 -0.00092015 -6.15E-07 27.5550445641322916 PLEC plectin isoform 1 5339 NP_958782.1 72.18189582 1 5 329 5385 4684 531.466 5.96 1.32 1.33 1.32 1.32 Significant 0.00000634 VQSGSESVIQEYVDLR 20 41322916 1xTMT6plex [N-Term] 2.053 1.373 1.636 6.110589981 76.83 0 2038.065415 2 1019.535828 -0.508392201 -0.000518068 67.60972191LLDPEDVDVPQPDEK 24 41322916 2xTMT6plex [N-Term; K15] 1.332 1.383 1.321 4.317091942 52.56 0 2167.153451 2 1084.079224 -1.052027199 -0.001139952 64.78384145SLVPAAELLESR 21 41322916 1xTMT6plex [N-Term] 1.488 1.482 1.487 4.966524601 68.44 0 1513.878724 3 505.2970886 -1.328594443 -0.000670444 69.42911632DALDGPAAEAEPEHSFDGLR 26 41322916 1xTMT6plex [N-Term] 1.3 1.363 1.395 7.398006916 69.36 0 2326.114884 3 776.0439453 1.031186171 0.000799552 48.37949803SDEGQLSPATR 12 41322916 1xTMT6plex [N-Term] 1.376 1.42 1.423 4.233949184 51.14 0 1389.717138 2 695.3624268 0.315852495 0.000219473 19.06322541AKLEQLFQDEVAK 16 41322916 3xTMT6plex [N-Term; K2; K13] 1.893 1.9 1.694 5.589335442 28.92 1 2206.30503 3 736.1064453 -0.112170573 -8.25E-05 75.05094517

CITDPQTGLCLLPLK 8 41322916 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C1; C10] 2.358 1.397 1.811 4.182011127 55.24 0 2187.228153 2 1094.111938 -5.282026412 -0.005776498 86.52395121
GLFDEEMNEILTDPSDDTK 30 41322916 2xTMT6plex [N-Term; K19] 1.425 1.294 1.364 6.043101788 79.09 0 2627.279849 2 1314.140503 -2.329455169 -0.003060065 83.90277886GLFDEEMNEILTDPSDDTK 2 41322916 2xTMT6plex [N-Term; K19]; 1xOxidation [M7] 1.165 4.187504768 38.56 0 2643.274764 2 1314.140503 -2.329455169 -0.003060065 83.90277886
TLLQGSGCLAGIYLEDTK 4 41322916 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 1.424 1.398 5.638528824 60.94 0 2397.309968 3 799.7731323 -2.137603152 -0.001708166 84.46070686

EQELQQTLQQEQSVLDQLR 26 41322916 1xTMT6plex [N-Term] 1.304 1.269 1.324 7.090035915 87.39 0 2542.331025 3 848.1115112 -4.344134767 -0.00368141 92.19421244GIIRPGTAFELLEAQAATGYVIDPIK 38 41322916 2xTMT6plex [N-Term; K26] 1.316 1.299 1.324 6.001000881 32.28 0 3201.828756 3 1067.949097 1.243307924 0.001326953 105.0549058
CRPDQLTGLSLLPLSEK 4 41322916 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C1] 1.139 1.182 4.893971443 16.32 0 2385.357587 3 795.7897949 -1.155224856 -0.000918541 80.86283623ILITIVEEVETLR 16 41322916 1xTMT6plex [N-Term] 1.34 1.367 1.325 5.250301838 75.77 0 1757.062167 2 879.0339966 -0.825785202 -0.000725478 113.2242029SSSVGSSSSYPISPAVSR 14 41322916 1xTMT6plex [N-Term] 0.751 0.799 0.679 5.523912907 55.09 0 1984.018465 2 992.5117188 -1.161143428 -0.001151865 36.2564687QQGLASYDYVR 8 41322916 1xTMT6plex [N-Term] 1.383 1.409 1.626 4.479613781 71.09 0 1528.795723 2 764.9008179 -0.891877046 -0.000681749 37.02485142AGLVGPEFHEK 14 41322916 2xTMT6plex [N-Term; K11] 1.149 1.206 1.112 4.687639236 51.16 0 1641.936463 2 821.4701538 -2.090033866 -0.001715851 40.81818164QLQLAQEAAQK 10 41322916 2xTMT6plex [N-Term; K11] 1.25 1.207 1.215 5.016526699 59.53 0 1685.99504 2 843.5005493 -0.722497492 -0.000609064 45.18501329AGVVGPELHEQLLSAEK 9 41322916 2xTMT6plex [N-Term; K17] 1.304 1.11 0.941 6.074578762 42.88 0 2235.274903 3 745.7625122 -0.858837946 -0.000639913 59.33333311THYSELTTLTSQYIK 18 41322916 2xTMT6plex [N-Term; K15] 1.527 1.466 1.526 6.568771362 54.6 0 2243.23237 2 1122.117798 -1.805656395 -0.002025253 64.41388197

QVEVTVHKGDECQLVGPAQPSHWK 8 41322916 3xTMT6plex [N-Term; K8; K24]; 1xCarbamidomethyl [C12] 1.534 2.055 1.763 7.704794884 20.1 1 3416.835204 5 684.1715698 -1.891162002 -0.001292358 48.78677929
RQELEAELAK 16 41322916 2xTMT6plex [N-Term; K10] 1.214 1.399 1.328 5.242547989 29.37 1 1644.968491 3 548.9941406 -0.378381108 -0.000207475 37.44961045LQEDKEQMAQQLAEETQGFQR 16 41322916 2xTMT6plex [N-Term; K5] 1.025 1.126 1.205 6.607213497 35.71 1 2965.508955 4 742.1330566 0.486234411 0.000360483 72.89330443GFFDPNTHENLTYR 15 41322916 1xTMT6plex [N-Term] 1.343 1.289 1.267 4.699421406 51.06 0 1939.949991 3 647.321106 -0.63229924 -0.000408876 47.57184058ENAAYFQFFSDVR 12 41322916 1xTMT6plex [N-Term] 0.349 0.636 0.692 4.831863403 52.04 0 1822.896165 2 911.9505615 -1.271829504 -0.001159207 74.66636523LLEAQIATGGVIDPVHSHR 18 41322916 1xTMT6plex [N-Term] 1.259 1.349 1.369 6.871412754 68.89 0 2242.25053 4 561.3182983 0.371630808 0.000208322 61.72029579QTNLENLDQAFSVAER 28 41322916 1xTMT6plex [N-Term] 1.48 1.456 1.436 6.886199474 73.98 0 2064.055913 2 1032.532227 0.612277503 0.000631887 62.65059337EAQAVPATLPELEATK 24 41322916 2xTMT6plex [N-Term; K16] 1.427 1.428 1.415 5.073964596 54.42 0 2126.210906 2 1063.607544 -1.455466796 -0.001547315 64.67330254LEAQHQALVTLWHQLHVDMK 6 41322916 2xTMT6plex [N-Term; K20]; 1xOxidation [M19] 0.631 1.585 1.863 5.90523386 34.97 0 2871.570374 5 571.9207764 -0.239350727 -0.000136697 86.48386847LEAQHQALVTLWHQLHVDMK 14 41322916 2xTMT6plex [N-Term; K20] 1.371 1.573 1.467 7.881738186 37.65 0 2855.575459 5 571.9207764 -0.239350727 -0.000136697 86.48386847ATTAALLLEAQAATGFLVDPVR 70 41322916 1xTMT6plex [N-Term] 1.428 1.422 1.497 6.752737999 67.24 0 2457.39144 3 819.8010864 -1.112640262 -0.000911398 112.4935899FLEVQYLTGGLIEPDTPGRVPLDEALQR 16 41322916 1xTMT6plex [N-Term] 3.513 3.518 3.254 8.293117523 33.86 1 3355.809922 3 1119.276367 1.378669414 0.001542184 100.2760009LLLEAQAATGFLLDPVKGER 20 41322916 2xTMT6plex [N-Term; K17] 1.915 1.976 2.114 6.340877056 36.05 1 2599.522344 4 650.6356201 -0.651381687 -0.00042332 105.2241458LLLEAQAATGFLLDPVK 14 41322916 2xTMT6plex [N-Term; K17] 1.174 1.063 1.273 6.229345798 49.14 0 2257.357176 3 753.1210938 -3.74252249 -0.00281607 112.4090756AGTLSITEFADMLSGNAGGFR 28 41322916 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.953 1.066 1.06 6.081684589 66.88 0 2360.175376 3 787.3960571 -0.744899425 -0.000586031 91.56379151AGTLSITEFADMLSGNAGGFR 28 41322916 1xTMT6plex [N-Term] 1.047 1.055 1.074 6.010850906 65.44 0 2344.180461 3 787.3960571 -0.744899425 -0.000586031 91.56379151ELMWLNEKEEEEVGFDWSDR 59 41322916 2xTMT6plex [N-Term; K8] 1.236 1.346 1.325 5.160337448 29.91 1 2999.449709 3 1000.487854 -0.233312224 -0.000233269 89.21271215QLLSPGTALILLEAQAASGFLLDPVR 8 41322916 1xTMT6plex [N-Term] 2.011 100 100 6.731581211 67.13 0 2922.686559 3 974.9001465 -0.230331533 -0.000224396 113.2617812DLLPSDMAVALLEAQAGTGHIIDPATSAR 24 41322916 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.411 1.273 1.309 7.404203892 68.7 0 3178.661543 3 1054.8927 -0.974201339 -0.001027025 106.1415799DLLPSDMAVALLEAQAGTGHIIDPATSAR 22 41322916 1xTMT6plex [N-Term] 1.521 1.474 1.382 7.2428689 83.42 0 3162.666628 3 1054.8927 -0.974201339 -0.001027025 106.1415799DPYTEQTISLFQAMK 4 41322916 2xTMT6plex [N-Term; K15]; 1xOxidation [M14] 1.174 1.204 4.567043304 47.7 0 2246.177892 2 1115.597412 2.049607049 0.002285499 85.93462881DPYTEQTISLFQAMK 50 41322916 2xTMT6plex [N-Term; K15] 1.358 1.368 1.327 5.338788986 80.52 0 2230.182977 2 1115.597412 2.049607049 0.002285499 85.93462881LLEAQIATGGIIDPEESHR 32 41322916 1xTMT6plex [N-Term] 1.442 1.202 1.301 7.374655724 72.27 0 2278.224041 3 760.0772095 -3.057391155 -0.002321807 66.10545383AQAEAQQPTFDALR 7 41322916 1xTMT6plex [N-Term] 1.154 1.281 1.372 4.93038702 51.23 0 1774.928528 2 887.9679565 0.061357928 5.45E-05 42.08675257WQAVLAQTDVR 10 41322916 1xTMT6plex [N-Term] 1.413 1.298 1.318 4.41991663 59.69 0 1515.848093 2 758.4262085 -1.947555185 -0.001476099 62.0827163AQVEQELTTLR 4 41322916 1xTMT6plex [N-Term] 1.125 1.25 4.23525095 43.21 0 1516.853237 2 758.9291382 -1.475233567 -0.001118856 51.1746008LEDLLQDAQDEKEQLNEYK 24 41322916 3xTMT6plex [N-Term; K12; K19] 1.587 1.485 1.574 5.793776989 40.28 1 3008.603122 4 752.9056396 -0.795397782 -0.000598259 90.34034547QLAEAHAQAK 12 41322916 2xTMT6plex [N-Term; K10] 1.281 1.374 1.307 5.225345612 48.97 0 1524.889847 3 508.9681702 0.07237116 3.68E-05 23.91408152GIYQSLEGAVQAGQLK 26 41322916 2xTMT6plex [N-Term; K16] 1.412 1.231 1.043 6.2449193 87.19 0 2120.211575 2 1060.607788 -1.544698729 -0.001637544 73.40136823IISLETYNLLR 20 41322916 1xTMT6plex [N-Term] 1.446 1.413 1.553 4.548551083 55.62 0 1563.93076 3 521.9817505 -0.0392058 -2.04E-05 85.38639659CVEDPETGLCLLPLTDK 12 41322916 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C1; C10] 3.475 3.277 3.145 4.777441025 55.1 0 2418.266055 3 806.7597046 -0.617914007 -0.000498093 82.70886038

DPYSGSTISLFQAMQK 22 41322916 2xTMT6plex [N-Term; K16] 1.507 1.708 1.496 5.80087328 78.01 0 2231.178226 2 1116.093384 0.567138972 0.000632694 79.57761802DPYSGSTISLFQAMQK 6 41322916 2xTMT6plex [N-Term; K16]; 1xOxidation [M14] 1.355 1.371 4.911641598 40.16 0 2247.173141 2 1116.093384 0.567138972 0.000632694 79.57761802DPYTGQSVSLFQALK 24 41322916 2xTMT6plex [N-Term; K15] 1.401 1.494 1.478 5.578225136 76.77 0 2112.174127 2 1056.590698 -0.003151078 -3.33E-06 80.08554326
TLLQGSGCLAGIYLEDTKEK 6 41322916 3xTMT6plex [N-Term; K18; K20]; 1xCarbamidomethyl [C8] 3.029 2.991 3.084 7.177280903 56.39 1 2883.610456 3 961.8745728 -0.447764461 -0.000430393 78.20428404

LQMEAGLCEEQLNQADALLQSDVR 14 41322916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 3.581 1.209 1.749 7.08177948 83.97 0 2960.465486 3 992.8252563 0.273691855 0.000271544 76.8677329
LQMEAGLCEEQLNQADALLQSDVR 13 41322916 1xTMT6plex [N-Term]; 1xOxidation [M3]; 1xCarbamidomethyl [C8] 1.088 7.291573048 88.52 0 2976.460401 3 992.8252563 0.273691855 0.000271544 76.8677329

GFFDPNTEENLTYLQLMER 39 41322916 1xTMT6plex [N-Term] 1.439 1.479 1.448 6.556957722 67.98 0 2546.243455 3 849.4191895 -0.172890233 -0.00014674 89.16610906GFFDPNTEENLTYLQLMER 2 41322916 1xTMT6plex [N-Term]; 1xOxidation [M17] 1.21 4.669081211 22.08 0 2562.23837 3 849.4191895 -0.172890233 -0.00014674 89.16610906
FLEGTSCIAGVFVDATK 51 41322916 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C7] 1.476 1.467 1.29 5.454490662 57.2 0 2273.225176 3 758.4122925 -1.254547338 -0.000950623 94.83855954VTLVQTLEIQR 20 41322916 1xTMT6plex [N-Term] 1.317 1.304 1.407 4.62342453 46.11 0 1528.926008 2 764.9660034 -0.836066661 -0.000639142 66.64420867LLEAQACTGGIIDPSTGER 22 41322916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.268 1.525 1.47 6.232518196 67.61 0 2217.138262 3 739.7163086 -1.754450237 -0.00129662 59.09041839SLQEEHVAVAQLR 18 41322916 1xTMT6plex [N-Term] 1.397 1.2 1.271 5.257137299 54.83 0 1708.954348 2 854.9795532 -1.473763585 -0.001259297 38.23268983AQLEPVASPAK 8 41322916 2xTMT6plex [N-Term; K11] 1.292 1.497 1.386 4.548188686 53.75 0 1568.941214 2 784.9728394 -1.792061447 -0.00140582 112.5161044SLESLHSFVAAATK 16 41322916 2xTMT6plex [N-Term; K14] 1.41 1.267 1.335 5.36508894 78.46 0 1919.100233 2 960.0526733 -1.127262805 -0.001081665 69.6281335QEQALLEEIER 14 41322916 1xTMT6plex [N-Term] 1.239 1.554 1.222 4.480706215 65.15 0 1586.858717 2 793.9329224 -0.093652595 -7.43E-05 61.29089488SQVMDEATALQLR 24 41322916 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.419 1.409 1.395 4.688275814 59.73 0 1706.894451 2 845.9533081 -0.115955477 -9.80E-05 56.61215812SQVMDEATALQLR 18 41322916 1xTMT6plex [N-Term] 1.45 0.999 1.288 4.964639187 72.82 0 1690.899536 2 845.9533081 -0.115955477 -9.80E-05 56.61215812AALAHSEEVTASQVAATK 18 41322916 2xTMT6plex [N-Term; K18] 1.373 1.339 1.332 6.435295105 70.77 0 2242.244331 2 1121.625 -0.717067261 -0.00080392 45.35464175QEQIQAMPLADSQAVR 10 41322916 1xTMT6plex [N-Term] 1.352 1.625 1.357 5.989727497 57.58 0 2014.05889 3 672.0246582 0.263979061 0.000177223 49.79438787GFFDPNTHENLTYLQLLER 23 41322916 1xTMT6plex [N-Term] 1.068 1.291 1.179 5.25573349 39.11 0 2536.303353 3 846.1035156 -2.901807857 -0.002453288 86.77005161GANVIAGVWLEEAGQK 44 41322916 2xTMT6plex [N-Term; K16] 1.46 1.448 1.531 5.944372654 89.11 0 2100.18536 2 1050.59668 0.344176764 0.000361418 83.49918098

AFEETQIDIPGGGSHGGSTMSLWEVMQSDLIPEEQR 12 41322916 1xTMT6plex [N-Term]; 1xOxidation [M] 5.624388695 32.87 0 4176.969154 4 1040.99707 -1.871542469 -0.00194686 100.3433476
AFEETQIDIPGGGSHGGSTMSLWEVMQSDLIPEEQR 21 41322916 1xTMT6plex [N-Term] 100 100 6.819307327 57.78 0 4160.974239 4 1040.99707 -1.871542469 -0.00194686 100.3433476APVPASELLASGVLSR 31 41322916 1xTMT6plex [N-Term] 1.572 1.481 1.502 5.478853703 71.57 0 1796.047914 2 898.5234375 -4.63018271 -0.004158015 77.9189389LEQLFQDEVAK 18 41322916 2xTMT6plex [N-Term; K11] 1.13 1.121 1.183 5.22876358 68.66 0 1778.010021 2 889.5062866 -2.657374118 -0.002362419 77.85490865ESADPLGAWLQDAR 24 41322916 1xTMT6plex [N-Term] 1.45 1.402 1.421 4.911375999 69.45 0 1757.901978 2 879.4539185 -0.806743467 -0.000709088 75.60637062AQAEVEGLGK 22 41322916 2xTMT6plex [N-Term; K10] 1.517 1.513 1.564 4.457954884 60.04 0 1459.852064 2 730.4297485 0.106894607 7.80E-05 39.2182301SLHPHVPGVTNLQVMR 4 41322916 1xTMT6plex [N-Term] 1.098 4.950864792 21.31 0 2014.121765 4 504.2857666 -0.262289877 -0.000132071 51.49364085DSQDAGGFGPEDR 26 41322916 1xTMT6plex [N-Term] 1.611 1.693 1.553 5.282904625 76.3 0 1579.718594 2 790.3623657 -0.721384613 -0.000569792 23.26156764GGAEGELQALR 12 41322916 1xTMT6plex [N-Term] 1.341 1.122 1.161 5.175672531 70.35 0 1329.732394 2 665.3703613 0.791051083 0.000525943 49.59570464SIITYVSSLYDAMPR 22 41322916 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.304 1.27 1.243 4.499517918 38.6 0 1961.02513 3 649.0149536 0.047397641 3.07E-05 107.3247873SIITYVSSLYDAMPR 58 41322916 1xTMT6plex [N-Term] 1.605 1.593 1.517 5.244884014 69.92 0 1945.030215 3 649.0149536 0.047397641 3.07E-05 107.3247873TVTVWELISSEYFTAEQR 48 41322916 1xTMT6plex [N-Term] 1.441 1.448 1.46 5.76650238 63.89 0 2388.228457 3 796.7511597 4.383376253 0.003489501 108.8544799LLDAQLATGGIVDPR 24 41322916 1xTMT6plex [N-Term] 1.456 1.416 1.195 4.402554035 110.85 0 1768.016614 2 884.5111084 -0.946887666 -0.000837057 70.22519082AHEEQLKEAQAVPATLPELEATK 2 41322916 3xTMT6plex [N-Term; K7; K23] 0.01 5.589073181 23.09 1 3190.792654 4 798.4538574 0.296477271 0.000236499 61.61525548DPYTGQQISLFQAMQK 6 41322916 2xTMT6plex [N-Term; K16]; 1xOxidation [M14] 1.179 1.069 1.463 5.111912251 43.77 0 2329.226239 3 777.0808105 0.703942192 0.000546547 62.48223282DDGTGQLLLPLSDAR 10 41322916 1xTMT6plex [N-Term] 1.782 1.364 4.353356361 47.14 0 1799.970058 2 900.4876709 -1.107125708 -0.000996397 64.77067175AYSDPSTGEPATYGELQQR 30 41322916 1xTMT6plex [N-Term] 1.446 1.355 1.578 5.368246555 53.39 0 2299.103985 3 767.0395508 0.049625311 3.80E-05 49.45235988QEELQQLEQQR 4 41322916 1xTMT6plex [N-Term] 1.172 0.857 4.683544636 42.13 0 1657.870678 2 829.4368896 -2.51869653 -0.002087837 36.22520808QVQVALETAQR 30 41322916 1xTMT6plex [N-Term] 1.238 1.293 0.927 4.329086781 54.91 0 1471.843007 2 736.4237061 -1.951078078 -0.00143584 38.82631802AQLMADFQAGR 8 41322916 1xTMT6plex [N-Term] 1.083 1.37 3.864974737 34.78 0 1436.751749 2 718.8789063 -0.844627473 -0.00060676 52.05166945KQEELQQLEQQR 24 41322916 2xTMT6plex [N-Term; K1] 1.331 1.218 1.163 5.413320541 35.17 1 2015.128573 2 1008.067749 -0.174620681 -0.000175942 48.35541953REEAAVDAQQQK 26 41322916 2xTMT6plex [N-Term; K12] 1.359 1.395 1.344 5.971822739 38.43 1 1831.007396 2 916.006897 -0.479683856 -0.000439152 18.85947283DTHDQLSEPSEVR 22 41322916 1xTMT6plex [N-Term] 1.305 1.509 1.4 5.67248106 50.48 0 1741.855422 3 581.2892456 -1.285171872 -0.000746195 20.96292711EGVVGPELHHK 22 41322916 2xTMT6plex [N-Term; K11] 1.126 1.248 1.241 4.660573006 49.4 0 1659.958261 2 830.4812012 -1.888623542 -0.001567518 28.4737692

GDECQLVGPAQPSHWK 8 41322916 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C4] 1.242 1.292 1.105 5.672265053 68.57 0 2267.164307 3 756.3917847 -1.546604312 -0.001168802 47.39370856GGELVYTDSEAR 25 41322916 1xTMT6plex [N-Term] 1.447 1.394 1.535 5.322703838 66.26 0 1525.769567 2 763.3894653 1.367607604 0.001043327 30.50792448RDDGTGQLLLPLSDAR 12 41322916 1xTMT6plex [N-Term] 1.567 1.615 1.552 5.89949131 44.28 1 1956.071169 2 978.5370483 -2.223267937 -0.002174435 63.4645271LQEAGILSAEELQR 36 41322916 1xTMT6plex [N-Term] 1.277 1.364 1.262 5.876601696 84.14 0 1785.990793 2 893.5009155 2.105836548 0.001880502 69.32477293TPVEVPVGGFK 20 41322916 2xTMT6plex [N-Term; K11] 1.391 1.465 1.512 4.070382118 51.89 0 1587.95105 2 794.4780273 -1.430832833 -0.001136046 62.84500103
LLEAQACTGGIIDPSTGERFPVTDAVNK 2 41322916 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C7] 3.216 4.162951469 31 1 3417.808825 3 1139.943604 2.174503389 0.002477346 73.33581835
TQLASWSDPTEETGPVAGILDTETLEK 36 41322916 2xTMT6plex [N-Term; K27] 1.606 1.366 1.598 6.9077878 86.67 0 3346.730617 3 1116.246826 -1.401999417 -0.001564038 88.8144869KGIIRPGTAFELLEAQAATGYVIDPIK 6 41322916 3xTMT6plex [N-Term; K1; K27] 2.009 1.91 1.139 5.746006489 12.8 1 3559.086651 4 890.5258179 -1.463657993 -0.001302321 99.95509069SEEMQTVQQEQLLQETQALQQSFLSEK 30 41322916 2xTMT6plex [N-Term; K27] 1.457 1.442 1.502 6.976484299 62.26 0 3638.862376 3 1213.624146 -1.234783319 -0.001497736 96.19636179SEEMQTVQQEQLLQETQALQQSFLSEK 16 41322916 2xTMT6plex [N-Term; K27]; 1xOxidation [M4] 1.262 1.372 2.34 5.833461761 46.69 0 3654.857291 3 1213.624146 -1.234783319 -0.001497736 96.19636179AEVVETTQVYTEEETRR 22 41322916 1xTMT6plex [N-Term] 1.427 1.44 1.51 5.500171661 46.42 1 2269.150935 3 757.0546265 -0.709091424 -0.000536345 43.41915785VLALPEPSPAAPTLR 32 41322916 1xTMT6plex [N-Term] 1.479 1.396 1.409 4.834972858 57.95 0 1761.047186 2 881.0264282 -0.912158799 -0.000803177 70.49204609LEDLLQDAQDEK 22 41322916 2xTMT6plex [N-Term; K12] 0.867 0.872 0.884 4.386329651 59.24 0 1875.011144 2 938.0102539 1.113402716 0.001043821 71.7209471LLDAQLSTGGIVDPSK 28 41322916 2xTMT6plex [N-Term; K16] 1.441 1.441 1.469 5.563658237 74.97 0 2072.200341 3 691.40448 -0.701934347 -0.00048485 70.51506667EGLTSIEEVTK 26 41322916 2xTMT6plex [N-Term; K11] 1.212 1.414 1.259 4.873745441 59.32 0 1663.951838 2 832.4793091 -0.298287442 -0.000248168 55.52348329EYGSCSHHYQQLLQSLEQGAQEESR 22 41322916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.326 2.195 1.293 8.066363335 41.04 0 3193.480619 4 799.1262817 0.838659583 0.000669561 62.67413495AVTGYKDPYTGQQISLFQAMQK 27 41322916 3xTMT6plex [N-Term; K6; K22] 2.278 2.257 2.356 6.497439861 34.93 1 3161.727217 4 791.1869507 -0.393470258 -0.000311011 78.85116282VDGAEWGVDLPSVEAQLGSHR 10 41322916 1xTMT6plex [N-Term] 1.815 1.657 2.093 6.10807085 53.86 0 2451.246567 4 613.5675049 0.662018775 0.000405693 78.79715981IIITVVEEQEQK 22 41322916 2xTMT6plex [N-Term; K12] 1.586 1.569 1.37 5.093329906 74.6 0 1887.1203 2 944.0626831 -1.171371567 -0.00110526 77.66020022ELEEVSPETPVVPATTQR 4 41322916 1xTMT6plex [N-Term] 1.177 1.729 3.509033203 16.79 0 2211.170608 3 737.7281494 -0.322475258 -0.000237683 53.60365223GYYSPYSVSGSGSTAGSR 24 41322916 1xTMT6plex [N-Term] 0.835 0.986 1.225 5.028450966 77.88 0 2011.955864 2 1006.478821 -2.733354412 -0.002749694 35.67942889EALEAESAWCYLYGTGSVAGVYLPGSR 46 41322916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 100 2.144 1.642 7.030136585 75.32 0 3135.529467 3 1045.847778 -0.21843171 -0.0002283 93.13407641LLEAQIATGGIIDPEESHRLPVEVAYK 2 41322916 2xTMT6plex [N-Term; K27] 3.777 6.58818531 36.49 1 3406.898626 4 852.4754639 -5.459707872 -0.004650168 79.7098587LQNVQIALDYLR 42 41322916 1xTMT6plex [N-Term] 1.404 1.511 1.424 4.807309151 72.87 0 1674.974021 2 837.9900513 -0.713659389 -0.00059768 88.24486481QLAEEDLAQQR 19 41322916 1xTMT6plex [N-Term] 1.278 1.463 1.469 4.43245697 47.17 0 1529.812101 2 765.4104004 0.930343831 0.000711626 30.6831326LAQGHTTVDELAR 20 41322916 1xTMT6plex [N-Term] 1.315 1.4 1.325 4.989976406 71.06 0 1639.896499 2 820.4519653 0.094416972 7.74E-05 33.36660995EEAAVDAQQQK 16 41322916 2xTMT6plex [N-Term; K11] 1.23 1.4 1.456 4.956842899 62.25 0 1674.906285 2 837.9561768 -0.721099674 -0.000603887 22.42841251TVTIWEIINSEYFTAEQR 48 41322916 1xTMT6plex [N-Term] 1.603 1.369 1.326 5.698087215 72.52 0 2429.255006 3 810.4234619 0.340084588 0.000275384 106.0134914YLQDLLAWVEENQHR 18 41322916 1xTMT6plex [N-Term] 1.652 1.625 1.352 6.030907154 67.41 0 2143.113368 3 715.0366821 -8.340642892 -0.005958314 108.8238441DGHNLISLLEVLSGDSLPR 27 41322916 1xTMT6plex [N-Term] 1.048 1.083 1.035 6.214903831 57.47 0 2264.244776 2 1132.624878 -1.014382654 -0.001148405 110.713763VLSSSGSEAAVPSVCFLVPPPNQEAQEAVTR 18 41322916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.063 100 100 8.033585548 54.89 0 3455.767799 3 1152.592529 -1.378718031 -0.001588176 81.15488298QEELYSELQAR 22 41322916 1xTMT6plex [N-Term] 1.35 1.267 1.5 4.071015835 60.71 0 1594.827417 2 797.9172363 -0.138299447 -0.000110282 44.13188167LLEAQIATGGIIDPVHSHR 24 41322916 1xTMT6plex [N-Term] 1.37 1.247 1.348 7.206227779 62.77 0 2256.26618 3 752.7592163 -1.367114503 -0.001028191 66.69199437AGVAAPATQVAQVTLQSVQR 22 41322916 1xTMT6plex [N-Term] 1.097 1.312 1.159 6.269607067 66.96 0 2224.261095 3 742.0913086 -0.774332993 -0.000574106 66.53674053KGLVGPELHDR 10 41322916 2xTMT6plex [N-Term; K1] 1.475 1.475 1.358 5.056420326 38.55 1 1679.00046 4 420.5053406 -0.552403251 -0.000231871 32.6212132LAEVEAALEK 47 41322916 2xTMT6plex [N-Term; K10] 1.351 1.321 1.329 4.41637373 60.06 0 1530.91433 2 765.9603882 -0.542501168 -0.000415261 76.700544SLAAEEEAAR 14 41322916 1xTMT6plex [N-Term] 1.144 1.297 1.304 4.063115597 63.92 0 1275.674211 2 638.3405151 -0.35817653 -0.000228458 24.00174518YASGSSASLGGPESAVA 10 41322916 1xTMT6plex [N-Term] 1.051 1.314 1.309 4.023294926 77.36 0 1739.864924 2 870.4354858 -0.706463068 -0.000614575 41.77774762SIQEELQQLR 24 41322916 1xTMT6plex [N-Term] 1.06 0.966 0.982 4.402239799 56.9 0 1472.827023 2 736.9171753 0.034780688 2.56E-05 55.00183773VVIVDPETGK 14 41322916 2xTMT6plex [N-Term; K10] 1.083 1.136 1.261 3.831092596 51.71 0 1514.919416 2 757.9633789 0.043251476 3.28E-05 56.08189375CVEDPETGLR 6 41322916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.46 1.754 1.686 4.215812206 43.27 0 1404.699045 2 702.8526611 -0.711714284 -0.000499872 28.96987119QTLSIYQALK 18 41322916 2xTMT6plex [N-Term; K10] 1.461 1.378 1.495 4.59264946 50.67 0 1622.988164 2 811.9985352 1.004186313 0.000814891 65.4300575QEQIQAMPLADSQAVR 2 41322916 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.477 2.500775337 50.32 0 2030.053805 3 672.0246582 0.263979061 0.000177223 49.79438787LAAEQELIR 8 41322916 1xTMT6plex [N-Term] 0.878 0.921 1.255 3.535279036 61.18 0 1271.752067 2 636.3791504 -0.820009479 -0.000521424 50.29191353AEMEVLLASK 14 41322916 2xTMT6plex [N-Term; K10] 1.292 1.298 1.335 4.206290245 56.45 0 1548.907136 2 774.9562378 -1.250858762 -0.000968732 70.68816349ELIPTEEALR 12 41322916 1xTMT6plex [N-Term] 1.497 1.33 1.353 3.221799374 42.64 0 1399.799411 2 700.4030151 -0.469636262 -0.000328698 51.15690235NLVDNITGQR 20 41322916 1xTMT6plex [N-Term] 1.488 1.251 1.284 4.101634502 41.42 0 1358.758943 2 679.8833618 0.370759519 0.000251886 39.33954311LKTEAEIALK 12 41322916 3xTMT6plex [N-Term; K2; K10] 1.482 1.429 1.3 4.442419529 38.19 1 1803.155847 2 902.0803223 -1.37482778 -0.001239514 55.82214205DYELQLVTYK 30 41322916 2xTMT6plex [N-Term; K10] 1.202 1.21 1.185 4.613736629 59.77 0 1729.977659 2 865.4916992 -0.888405982 -0.000768461 66.04537637

LPLLAVCDYK 26 41322916 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.398 1.378 1.403 3.959026814 47.14 0 1649.970071 2 825.4884644 -0.254101011 -0.00020963 84.36368247
QTLSIYQALKK 6 41322916 3xTMT6plex [N-Term; K10; K11] 1.073 0.525 1.37 4.263668537 22.84 1 1980.246059 3 660.7532959 -0.365825592 -0.000241475 66.67551066SLSAIYLEK 18 41322916 2xTMT6plex [N-Term; K9] 1.68 1.567 1.494 4.454908371 55.41 0 1481.897952 2 741.4523926 -0.29924041 -0.000221722 64.16460253QYDIDDAIAK 18 41322916 2xTMT6plex [N-Term; K10] 1.501 1.468 1.439 4.131417274 51.1 0 1609.883758 2 805.4432373 -2.832745284 -0.002280195 49.44925365QHEAEEGVR 12 41322916 1xTMT6plex [N-Term] 1.223 1.293 1.337 4.059856892 56.26 0 1283.654144 3 428.5560913 -0.329663734 -0.000141058 14.14612735SKEQAELEAAR 19 41322916 2xTMT6plex [N-Term; K2] 1.643 1.366 1.43 3.965037584 32.51 1 1689.953569 2 845.4821777 2.076760459 0.001754814 25.34244121AQAQAAAEK 16 41322916 2xTMT6plex [N-Term; K9] 1.187 1.316 1.244 3.854538441 61.44 0 1345.783985 2 673.3947144 -1.361889488 -0.000916405 19.33673359QSSEAEIQAK 20 41322916 2xTMT6plex [N-Term; K10] 1.571 1.411 1.291 4.199699402 54.35 0 1548.863357 2 774.9348755 -0.570052506 -0.000441467 103.2180137AETEQGEQQR 14 41322916 1xTMT6plex [N-Term] 1.192 0.991 1.623 4.331055641 53.63 0 1404.691651 2 702.8501587 0.989044685 0.000694651 14.40047289KGWLYYEAGQR 12 41322916 2xTMT6plex [N-Term; K1] 1.479 1.342 1.421 4.155891418 24.07 1 1829.011025 2 915.0083618 -0.862519234 -0.000788779 51.36624606LQLEETDHQK 24 41322916 2xTMT6plex [N-Term; K10] 1.247 1.236 1.301 4.805273056 55.65 0 1698.94267 2 849.9732056 -2.081104471 -0.001767839 35.34029155KQITMEELVR 14 41322916 2xTMT6plex [N-Term; K1] 1.314 1.335 1.266 4.494371414 26.07 1 1705.008247 3 569.007019 -1.022582205 -0.00058117 52.51701214QVEEEILALK 28 41322916 2xTMT6plex [N-Term; K10] 1.193 1.26 1.243 4.676987171 55.94 0 1629.982744 2 815.4957275 0.879959086 0.000717159 79.37351743QLEMSAEAER 3 41322916 1xTMT6plex [N-Term] 1.444 4.024146557 31.62 0 1392.699045 2 704.850647 0.040637153 2.86E-05 19.9361141AQAEAQQPTFDALRDELR 17 41322916 1xTMT6plex [N-Term] 2.045 1.188 1.4 6.247463703 29.5 1 2288.183238 3 763.3980103 -1.643617617 -0.001253633 54.44862421LLEAAAQSTK 28 41322916 2xTMT6plex [N-Term; K10] 1.49 1.352 1.423 4.113279343 63.17 0 1489.899015 2 745.453064 -0.109584818 -8.16E-05 48.99881371ELAEQELEK 26 41322916 2xTMT6plex [N-Term; K9] 1.311 1.421 1.379 4.268159866 54.51 0 1546.872859 2 773.9398804 -0.242571851 -0.000187614 43.62023418QLAEGTAQQR 12 41322916 1xTMT6plex [N-Term] 1.366 1.135 1.25 4.121212482 50.84 0 1330.727643 2 665.8673096 -0.225890983 -0.0001503 18.74108364QQEELLAEENQR 11 41322916 1xTMT6plex [N-Term] 0.604 0.523 0.551 4.356952667 49.05 0 1715.876158 3 572.6296997 -0.939309576 -0.000537246 30.7701682LSVAAQEAAR 14 41322916 1xTMT6plex [N-Term] 1.384 1.316 1.351 3.970262766 54.09 0 1244.716016 2 622.8616333 -0.020790636 -1.29E-05 32.85288052SMVEEGTGLR 6 41322916 1xTMT6plex [N-Term] 1.179 1.322 1.291 4.469828129 64.05 0 1307.682667 2 654.3458862 1.398696323 0.000914525 30.42528761LTAEDLFEAR 14 41322916 1xTMT6plex [N-Term] 1.5 1.381 1.649 4.514163017 51.06 0 1393.752461 2 697.3792725 -0.855652749 -0.000596284 62.46731372LLFNDVQTLK 22 41322916 2xTMT6plex [N-Term; K10] 1.368 1.409 1.462 4.672450066 62.55 0 1649.003814 2 825.0053101 -0.285307292 -0.000235236 77.5703037LGFHLPLEVAYQR 18 41322916 1xTMT6plex [N-Term] 1.13 1.232 1.215 4.040476799 34.62 0 1772.005656 3 591.3375244 -4.309115937 -0.002545259 76.58038229GLHQSIEEFR 28 41322916 1xTMT6plex [N-Term] 1.396 1.351 1.405 4.013418198 48.04 0 1444.774593 2 722.8896484 -1.780931788 -0.001286523 33.37368843HISDLYEDLR 24 41322916 1xTMT6plex [N-Term] 1.106 1.111 1.147 4.485282421 46.35 0 1489.784824 3 497.2662964 -0.327349182 -0.00016256 48.2321847AEAELLQQQK 16 41322916 2xTMT6plex [N-Term; K10] 0.821 0.904 1.042 4.600649834 63.39 0 1615.941942 2 808.473938 -0.830848809 -0.000671302 42.97712183GWLYYEAGQR 6 41322916 1xTMT6plex [N-Term] 1.481 1.225 1.619 4.262191296 50.28 0 1471.75313 2 736.3786621 -2.094108847 -0.001541006 51.88391634RLEEQAAQHK 22 41322916 2xTMT6plex [N-Term; K10] 1.219 1.232 1.114 5.448657036 28.47 1 1667.959323 4 417.7450562 -0.556746566 -0.000232158 18.81012899VLADPSDDTK 24 41322916 2xTMT6plex [N-Term; K10] 1.446 1.349 1.427 3.615385056 52.56 0 1518.841559 2 759.9245605 0.187803493 0.000142622 35.83154817LQAEEVAQQK 20 41322916 2xTMT6plex [N-Term; K10] 1.227 1.268 1.22 4.924396038 56.84 0 1601.926292 2 801.4672852 0.625367412 0.000500896 35.72524347QSAEEQAQAR 10 41322916 1xTMT6plex [N-Term] 1.087 1.039 1.269 4.074729919 58.21 0 1346.686172 2 673.8462524 -0.700933304 -0.000471969 14.97407242NDDIADGNPK 12 41322916 2xTMT6plex [N-Term; K10] 1.721 1.599 1.601 4.293774605 50.34 0 1516.800757 2 758.9037476 -0.355058375 -0.000269276 33.1035326GTQGAEEVLR 22 41322916 1xTMT6plex [N-Term] 1.128 1.359 1.238 3.398789883 64.8 0 1288.705845 2 644.8560791 -0.747631338 -0.000481738 26.63290571RPELEDSTLR 21 41322916 1xTMT6plex [N-Term] 1.343 1.315 1.339 5.314038277 46.88 0 1444.795723 3 482.2706909 1.243694093 0.000598961 33.60603049GLVGPELHDR 12 41322916 1xTMT6plex [N-Term] 1.188 1.241 1.23 3.968152285 53.47 0 1321.742565 3 441.2528381 1.056336032 0.000465401 44.46866344SYVDPSTDER 16 41322916 1xTMT6plex [N-Term] 1.515 1.705 1.94 4.571744442 61.74 0 1397.674604 2 699.3408813 -0.084679715 -5.92E-05 21.00852087LKAEATEAAR 18 41322916 2xTMT6plex [N-Term; K2] 1.297 1.607 1.639 3.856730461 36.95 1 1517.905163 2 759.4563599 0.184811653 0.000140263 38.20785908SELELTLGK 26 41322916 2xTMT6plex [N-Term; K9] 1.533 1.538 1.426 4.274028778 58.72 0 1447.877217 2 724.4416504 -0.823522006 -0.000596179 58.80297261LKQSAEEQAQAR 11 41322916 2xTMT6plex [N-Term; K2] 2.307 2.923 1.555 4.425117016 27.18 1 1817.028131 3 606.3471069 -0.750422734 -0.000454513 25.48819639AVTGYRDPYTEQTISLFQAMK 6 41322916 2xTMT6plex [N-Term; K21] 1.283 2.438 3.941387415 13.96 1 2877.522086 3 959.8453369 -0.218332925 -0.000209419 81.23200811QYLHLPPEIVPASLQR 4 41322916 1xTMT6plex [N-Term] 1.216 1.022 4.068433285 23.3 0 2090.195976 3 697.4021606 -1.93611817 -0.001348955 74.09861558GYFSEEMNR 10 41322916 1xTMT6plex [N-Term] 1.382 1.393 1.456 3.902603865 36.19 0 1361.635717 2 681.321167 -0.484157119 -0.000329623 35.61274077AEMEVLLASK 20 41322916 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 1.165 1.155 1.143 3.077748775 43.12 0 1564.902051 2 774.9562378 -1.250858762 -0.000968732 70.68816349LEEQAAQHK 14 41322916 2xTMT6plex [N-Term; K9] 1.204 1.239 1.159 3.861016273 43.91 0 1511.858212 2 756.4328003 0.073793916 5.58E-05 22.70925599KGLLSAEVAR 6 41322916 2xTMT6plex [N-Term; K1] 0.811 0.34 1.132 3.6553123 20.49 1 1501.946633 3 501.3206177 0.4436092 0.000222092 43.59674463DVAEVDTVR 12 41322916 1xTMT6plex [N-Term] 1.554 1.391 1.472 3.353841066 55.45 0 1232.668397 2 616.8369141 -1.497105795 -0.000922718 28.00138413HGEKVEECQR 7 41322916 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C8] 3.074 3.401 2.584 4.130010128 21.07 1 1729.905574 4 433.2318726 0.050201801 2.17E-05 15.10024056EQLQLLEEQHR 6 41322916 1xTMT6plex [N-Term] 1.267 1.057 1.215 4.471260548 29.69 0 1651.896499 3 551.3039551 0.492025 0.000270925 40.86967183VPPGYHPLDVEKEWGK 8 41322916 3xTMT6plex [N-Term; K12; K16] 2.293 2.696 4.876741886 12.51 1 2538.432356 4 635.3630981 -0.706401284 -0.000448288 61.16002286QELEAELAK 8 41322916 2xTMT6plex [N-Term; K9] 1.044 1.08 1.216 3.495529413 57.79 0 1488.86738 2 744.937439 0.148582534 0.00011061 49.80008969AQQQAEAER 6 41322916 1xTMT6plex [N-Term] 1.16 1.36 1.138 3.842358828 38.39 0 1259.654144 2 630.3303833 -0.519085688 -0.000326934 15.24818067ALQALEELR 25 41322916 1xTMT6plex [N-Term] 1.294 1.238 1.207 3.771315098 45.6 0 1271.752067 2 636.3790283 -1.011981351 -0.000643495 64.29789743HPQGEQMYR 14 41322916 1xTMT6plex [N-Term] 1.267 1.331 1.222 3.49210453 33.09 0 1374.678584 3 458.897644 -0.149577578 -6.85E-05 16.44136169EQAELEAAR 12 41322916 1xTMT6plex [N-Term] 0.987 1.03 1.041 3.768179178 42.1 0 1245.663646 2 623.3348389 -0.999303166 -0.000622398 35.96557126VSITEAMHR 8 41322916 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.229 1.496 1.358 3.609376192 37.81 0 1288.688087 3 424.9024353 -0.329460239 -0.000139767 34.88608811VSITEAMHR 10 41322916 1xTMT6plex [N-Term] 1.45 1.255 1.445 3.986572504 43.48 0 1272.693172 3 424.9024353 -0.329460239 -0.000139767 34.88608811AHAFAVQQK 12 41322916 2xTMT6plex [N-Term; K9] 1.144 1.177 1.197 4.518055439 32.53 0 1457.862904 3 486.6258545 0.072905732 3.54E-05 30.20920922KQAEEIGEK 6 41322916 3xTMT6plex [N-Term; K1; K9] 1.527 1.529 1.388 3.977006197 24.44 1 1719.025561 3 573.6793213 -1.250966164 -0.000716814 28.33951645VPDVQDGVR 18 41322916 1xTMT6plex [N-Term] 1.755 1.585 1.497 3.468549013 42.46 0 1213.673817 2 607.3394775 -1.761801108 -0.001069126 31.61427586GYLNKDTHDQLSEPSEVR 2 41322916 2xTMT6plex [N-Term; K5] 1.823 4.491230011 17.12 1 2546.325101 4 637.3370972 0.572673095 0.000364553 38.00815974KESYSALMR 15 41322916 2xTMT6plex [N-Term; K1] 1.44 1.496 1.519 4.300873756 20.54 1 1542.87142 3 514.9623413 0.68121411 0.000350342 36.77734035SAEAELQSK 22 41322916 2xTMT6plex [N-Term; K9] 1.24 1.173 1.289 4.065429688 51.1 0 1420.80478 2 710.9060059 -0.031497114 -2.24E-05 29.55204521SLAQAEAEK 10 41322916 2xTMT6plex [N-Term; K9] 1.312 1.37 1.279 4.23949194 54.63 0 1404.809865 2 702.9075928 -1.392589256 -0.000978162 32.30132038QAEVELASR 11 41322916 1xTMT6plex [N-Term] 1.362 1.242 0.395 3.543839455 48.07 0 1231.684381 2 616.3452759 -0.898145827 -0.000553116 26.17892196GCLDEETSR 16 41322916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.495 1.664 1.436 3.294632435 46.97 0 1295.609896 2 648.3076782 -1.401837616 -0.000908117 18.04693434LSVYAALQR 14 41322916 1xTMT6plex [N-Term] 1.467 1.586 1.455 3.406328201 50.24 0 1249.746588 2 625.3770142 0.131186845 8.20E-05 54.88426076LYVHEAVK 18 41322916 2xTMT6plex [N-Term; K8] 1.353 1.252 1.318 3.71525383 48.13 0 1416.861507 3 472.9593201 1.340981507 0.000633328 37.72237146NLLDEELQR 6 41322916 1xTMT6plex [N-Term] 1.187 1.488 1.23 3.932175159 39.24 0 1358.74771 2 679.8770752 -0.615323484 -0.000418035 47.36962295EMSVYEAYR 12 41322916 1xTMT6plex [N-Term] 1.123 1.449 1.269 3.681627989 54.06 0 1376.671768 2 688.8395996 0.112473252 7.74E-05 40.88977871HKPLLIDMNK 12 41322916 3xTMT6plex [N-Term; K2; K10] 1.303 1.352 1.209 4.403487206 17.83 0 1896.170786 3 632.7282104 -0.373084718 -0.000235811 52.00867197ATVSAPFGK 12 41322916 2xTMT6plex [N-Term; K9] 1.083 1.251 1.26 3.499145985 42.7 0 1335.803658 2 668.4057007 0.349592685 0.000233494 115.8572252LISLFQAMK 14 41322916 2xTMT6plex [N-Term; K9] 1.517 1.344 1.17 4.07538271 41.66 0 1508.927478 2 754.9672241 -0.203063313 -0.000153204 114.602386
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

LQLEACETR 12 41322916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.195 1.593 1.668 4.017330647 44.75 0 1348.709216 2 674.8582153 -0.046078085 -3.11E-05 34.60707861LAEDEAFQR 12 41322916 1xTMT6plex [N-Term] 1.13 1.267 1.222 4.083738327 39.69 0 1307.679296 2 654.3433838 0.14911005 9.75E-05 36.25854296AAEEAEEAR 17 41322916 1xTMT6plex [N-Term] 1.087 1.086 1.018 3.637301683 59.21 0 1204.600711 2 602.803833 -0.267229109 -0.000160952 15.67964082QQQQMEQER 12 41322916 1xTMT6plex [N-Term] 1.321 1.451 1.316 4.005756855 44.8 0 1433.700442 2 717.3533325 -0.734903127 -0.000526815 15.31359725LAAIGEATR 10 41322916 1xTMT6plex [N-Term] 1.184 1.34 1.324 3.285661936 48.55 0 1130.673088 2 565.8398438 -0.599289049 -0.0003388 37.520132MVEGYQGLR 20 41322916 1xTMT6plex [N-Term] 1.306 1.398 1.481 3.938131332 52.52 0 1281.682273 2 641.3442383 -0.83717121 -0.000536494 39.15717072CDNFTSSWR 6 41322916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.428 1.119 1.021 3.958828211 28.52 0 1401.641865 2 701.324585 0.020249021 1.42E-05 50.06914005GLLSAEVAR 6 41322916 1xTMT6plex [N-Term] 1.557 1.466 1.652 3.457772255 45.73 0 1144.688739 2 572.8480835 0.132640588 7.59E-05 39.92968352SLLAWQSLR 16 41322916 1xTMT6plex [N-Term] 1.642 1.572 1.734 4.354442596 45.26 0 1302.773137 2 651.8911133 1.391725427 0.000906551 66.76917628QLAEEDAAR 6 41322916 1xTMT6plex [N-Term] 1.23 1.347 1.405 3.702253342 54.86 0 1231.647996 2 616.3270264 -0.990328104 -0.000609868 19.55156744DLSELGSVR 18 41322916 1xTMT6plex [N-Term] 1.256 1.375 1.412 4.116321087 51.49 0 1204.673482 2 602.8395386 -1.396072535 -0.000840906 53.09374984SSIAGLLLK 30 41322916 2xTMT6plex [N-Term; K9] 1.46 1.449 1.448 3.767214298 58.89 0 1359.897558 2 680.4515381 -1.293162205 -0.000879284 77.2783619GYFDEEMNR 14 41322916 1xTMT6plex [N-Term] 1.319 0.898 1.449 3.979960203 40.78 0 1389.630631 2 695.3184814 -0.679993197 -0.00047247 36.60231408QLLEEELAR 12 41322916 1xTMT6plex [N-Term] 1.213 1.237 1.262 3.600571156 54.89 0 1329.757546 2 665.3826294 0.327803413 0.00021795 49.77319585QITMEELVR 6 41322916 1xTMT6plex [N-Term] 1.184 1.434 1.222 3.681007624 46.34 0 1347.750352 2 674.3776245 -1.765925387 -0.001190013 56.33678349MQAVQEATR 12 41322916 1xTMT6plex [N-Term] 1.282 1.258 1.397 3.781681299 40.81 0 1262.672436 2 631.8391113 -1.180404123 -0.000745232 33.96838285QAADAEMEK 16 41322916 2xTMT6plex [N-Term; K9] 1.196 1.157 1.266 4.160002232 45.92 0 1450.7612 2 725.8845825 0.474184905 0.000343965 26.50527568LVASMEEAR 12 41322916 1xTMT6plex [N-Term] 1.333 1.307 1.308 3.786269188 60.86 0 1234.666288 2 617.8339844 -4.532698473 -0.002798185 39.30731119VPLDEALQR 22 41322916 1xTMT6plex [N-Term] 1.316 1.299 1.287 3.465098858 35.67 0 1269.736417 2 635.3709106 -1.474542994 -0.00093614 58.724984SQVEEELFSVR 2 41322916 1xTMT6plex [N-Term] 0.924 3.682695627 21.14 0 1551.821603 2 776.4140015 -0.564923385 -0.00043833 113.6314987AQAEQAALR 14 41322916 1xTMT6plex [N-Term] 1.037 0.672 0.423 3.54280901 48.95 0 1186.674151 2 593.8415527 1.413841153 0.000838884 28.56618237FPVTDAVNK 7 41322916 2xTMT6plex [N-Term; K9] 1.195 1.202 1.25 3.886610746 48.34 0 1448.851336 2 724.9285278 -1.07473134 -0.000778563 113.4391658VPPGYHPLDVEK 22 41322916 2xTMT6plex [N-Term; K12] 1.246 1.151 1.166 4.582943916 50.13 0 1809.031091 2 905.0186768 -0.56073905 -0.000507197 45.54798324VPLDVACAR 12 41322916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.505 1.449 1.449 3.104535341 30.74 0 1229.687359 2 615.3471069 -0.342682886 -0.000210696 45.72066167AELELELGR 4 41322916 1xTMT6plex [N-Term] 0.942 1.183 2.789394617 23.35 0 1258.720433 2 629.8633423 -0.813977164 -0.000512285 54.15334816AEEAEAQK 6 41322916 2xTMT6plex [N-Term; K8] 1.082 1.15 0.832 3.579278946 47.23 0 1333.736366 2 667.3709106 -1.365570426 -0.000910655 18.47257972GKAEEQAVR 20 41322916 2xTMT6plex [N-Term; K2] 1.405 1.581 1.424 3.704609156 25.12 1 1445.847648 2 723.4265137 -1.312044359 -0.000948508 30.53644357GAQEVGER 10 41322916 1xTMT6plex [N-Term] 1.518 1.365 1.336 3.277355909 46.91 0 1074.574103 2 537.7911377 0.833865829 0.000448025 98.68746692AALEEVER 10 41322916 1xTMT6plex [N-Term] 1.139 1.031 0.827 3.356738567 32.65 0 1145.636369 2 573.3222046 0.666851811 0.000381985 29.64757789EAIAELER 15 41322916 1xTMT6plex [N-Term] 1.326 1.059 1.296 3.206633568 45.15 0 1159.652019 2 580.3295898 -0.099669985 -5.78E-05 46.54483319VPVDVAYQR 12 41322916 1xTMT6plex [N-Term] 0.67 1.504 1.355 3.444796562 37.8 0 1275.725852 2 638.3655396 -1.60677816 -0.001024904 40.82835394ELAEEAAR 6 41322916 1xTMT6plex [N-Term] 1.281 1.299 3.140213966 44.99 0 1117.605068 2 559.3063965 0.400748675 0.000223939 21.70989045LQAEEAER 6 41322916 1xTMT6plex [N-Term] 1.116 1.261 1.345 3.385614872 53.93 0 1174.626532 2 587.8163452 -0.952090117 -0.000559175 20.889012AEEAEAQKR 12 41322916 2xTMT6plex [N-Term; K8] 2.291 1.846 2.035 3.832973242 23.77 1 1489.837477 2 745.4217529 -0.837474318 -0.00062385 16.9706076LTVNEAVK 10 41322916 2xTMT6plex [N-Term; K8] 1.273 1.328 1.486 3.933837414 48.74 0 1331.829872 2 666.4186401 0.098491136 6.56E-05 43.29954982FKEMELPAK 11 41322916 3xTMT6plex [N-Term; K2; K9] 2.358 1.724 1.531 3.901521683 7.66 1 1780.064589 3 599.3572998 -1.201522518 -0.000719335 44.86323258QLAAEEER 5 41322916 1xTMT6plex [N-Term] 1.134 1.52 3.274251223 63.22 0 1174.626532 2 587.8161011 -1.367780753 -0.000803316 18.94340624LTVDEAVR 25 41322916 1xTMT6plex [N-Term] 1.269 1.523 1.197 3.062438011 40.04 0 1131.657104 2 566.3319702 -0.389022709 -0.00022012 35.19692332KAALEEVER 10 41322916 2xTMT6plex [N-Term; K1] 1.584 1.348 1.519 3.344085693 33.78 1 1502.894264 2 751.9503784 -0.521217015 -0.000391667 34.62628714KEAEQEAAR 6 41322916 2xTMT6plex [N-Term; K1] 1.359 1.189 3.440135956 19.73 1 1489.837477 3 497.283905 -0.211500995 -0.000105034 15.74205795ESYSALMR 10 41322916 1xTMT6plex [N-Term] 1.402 1.248 3.005244493 46.34 0 1185.613525 2 593.3101196 -0.474060202 -0.000281026 35.76417743GPLPTEEQR 2 41322916 1xTMT6plex [N-Term] 1.112 3.170890093 24.77 0 1255.684381 2 628.3459473 0.188376358 0.000118271 26.46209301QAQEEAER 12 41322916 1xTMT6plex [N-Term] 1.665 1.221 1.162 3.374294043 37.41 0 1189.601046 2 595.3041382 -0.038603541 -2.30E-05 14.03643393QVAEEAAR 10 41322916 1xTMT6plex [N-Term] 1.181 1.339 1.317 3.158359051 50.99 0 1102.605403 2 551.8059082 -0.78274036 -0.000431527 16.87743719LSIYNALKK 11 41322916 3xTMT6plex [N-Term; K8; K9] 1.06 1.269 0.574 3.05245471 16.1 1 1737.124153 3 579.711853 -1.811688568 -0.001049043 63.58467943AEATEAAR 6 41322916 1xTMT6plex [N-Term] 0.737 0.96 1.151 3.121843576 41.22 0 1047.563204 2 524.28479 -0.859358053 -0.000450116 15.61978379MQAVQEATR 12 41322916 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.476 1.426 1.509 2.794768095 27.14 0 1278.667351 2 631.8391113 -1.180404123 -0.000745232 33.96838285QAEEIGEK 12 41322916 2xTMT6plex [N-Term; K8] 1.32 1.293 1.304 3.546327591 42.24 0 1361.767666 2 681.387085 -0.567496309 -0.000386399 26.24124968ASDSELER 19 41322916 1xTMT6plex [N-Term] 1.168 1.327 1.351 3.382871389 40.89 0 1135.579248 2 568.2927856 -0.83916727 -0.00047647 29.54925278GHLSGLAK 20 41322916 2xTMT6plex [N-Term; K8] 1.33 1.384 1.386 3.774982214 38.75 0 1240.777777 3 414.2641907 0.194524345 8.05E-05 31.04446929LSIYNALK 10 41322916 2xTMT6plex [N-Term; K8] 1.383 1.074 3.261680365 34.16 0 1379.866258 2 690.4360962 -0.972729915 -0.000671119 69.24616834VKAEAEAAR 16 41322916 2xTMT6plex [N-Term; K2] 1.945 2.214 2.295 2.775963545 18.56 1 1402.841834 2 701.9245605 0.007387682 5.18E-06 21.55081968LTVEEAVR 14 41322916 1xTMT6plex [N-Term] 1.003 1.183 1.75 3.26723218 36.63 0 1145.672754 2 573.340332 0.552804016 0.000316666 52.06852128QVEVTVHK 2 41322916 2xTMT6plex [N-Term; K8] 1.099 2.978314638 42.72 0 1397.851671 2 699.4300537 0.830032184 0.000580131 33.34244743AVTGYKDPYSGK 6 41322916 3xTMT6plex [N-Term; K6; K12] 3.636 3.736 3.045 2.931206465 6.27 1 1973.131089 3 658.3814087 -0.717568026 -0.000471952 38.92977087EAEQEAAR 12 41322916 1xTMT6plex [N-Term] 1.33 1.559 1.38 3.361445904 38.26 0 1132.579582 2 566.7931519 -0.489933839 -0.000277445 14.42003118EAEGQLQK 22 41322916 2xTMT6plex [N-Term; K8] 1.445 1.252 1.205 3.109940529 35.55 0 1360.783651 2 680.8954468 -0.02468821 -1.68E-05 25.66585936LQLEATER 22 41322916 1xTMT6plex [N-Term] 1.206 1.158 1.09 3.473061562 46.51 0 1188.678568 2 594.8423462 -0.969124218 -0.000575989 36.62979757HKPLLIDMNK 4 41322916 3xTMT6plex [N-Term; K2; K10]; 1xOxidation [M8] 1.262 1.347 2.7891922 9.73 0 1912.165701 3 632.7282104 -0.373084718 -0.000235811 52.00867197
QAADAEMEK 12 41322916 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.301 1.254 1.276 2.448403597 37.22 0 1466.756115 2 725.8845825 0.474184905 0.000343965 26.50527568ELAQEQAR 6 41322916 1xTMT6plex [N-Term] 1.085 1.303 1.194 3.363166332 47.13 0 1173.642517 2 587.324707 -0.323051947 -0.000189574 17.86944185LSVYQAMK 12 41322916 2xTMT6plex [N-Term; K8] 1.502 1.466 1.488 3.957942724 43.35 0 1397.822679 2 699.4136353 -1.920667212 -0.001342376 54.5508786KASDSELER 13 41322916 2xTMT6plex [N-Term; K1] 1.241 1.613 1.655 3.754704714 20.28 1 1492.837143 3 498.2829895 -1.82693347 -0.000909105 34.13676479EAAAATQK 8 41322916 2xTMT6plex [N-Term; K8] 1.619 1.593 1.496 3.528360367 38.59 0 1247.735972 2 624.3712158 -0.654865607 -0.00040855 20.41593538VQMEELSK 12 41322916 2xTMT6plex [N-Term; K8] 1.25 1.371 1.383 3.030656576 45.34 0 1421.807422 2 711.4066162 -1.031530784 -0.000733319 46.33186635QVQDESQR 8 41322916 1xTMT6plex [N-Term] 1.076 1.022 0.735 3.175610065 36.05 0 1218.627595 2 609.8170776 -0.587633635 -0.000358053 14.59274706KELIPTEEALR 6 41322916 2xTMT6plex [N-Term; K1] 1.391 2.017 1.496 4.403699398 23.92 1 1757.057306 3 586.3567505 -0.915049925 -0.000535932 53.64495764SNAEDTLR 8 41322916 1xTMT6plex [N-Term] 1.224 1.22 1.702 3.159654617 34.11 0 1134.595232 2 567.8014526 0.349563815 0.000198307 17.79999803TEAEIALK 6 41322916 2xTMT6plex [N-Term; K8] 0.901 0.823 0.833 3.313142538 44.91 0 1332.813888 2 666.9098511 -1.09731867 -0.000731261 56.39152179HHTAAFEER 4 41322916 1xTMT6plex [N-Term] 1.071 1.329 3.408897638 36.96 0 1326.675214 3 442.896637 0.108510863 4.80E-05 22.5502442TELATQEK 6 41322916 2xTMT6plex [N-Term; K8] 1.108 1.357 1.168 3.986032248 34.29 0 1377.798966 2 689.4024658 -0.95166233 -0.0006556 36.23360907FLQEEAEK 6 41322916 2xTMT6plex [N-Term; K8] 1.374 1.309 1.187 3.8846457 41.4 0 1451.814616 2 726.4111938 0.340811635 0.000247398 113.5551593ELQNAGDR 6 41322916 1xTMT6plex [N-Term] 1.333 1.293 1.412 3.248921633 38.38 0 1131.595566 2 566.3009644 -0.807991026 -0.00045716 16.78152808AEEESRSTSEK 2 41322916 2xTMT6plex [N-Term; K11] 2.6 1.711645722 8.87 1 1710.891028 3 570.9680786 -0.786654517 -0.000448627 16.9731668LHVAILER 6 41322916 1xTMT6plex [N-Term] 1.211 1.215 1.132 2.776385784 33.63 0 1179.741108 2 590.3736572 -0.907535448 -0.000535328 48.92585673ELYQQLQR 10 41322916 1xTMT6plex [N-Term] 1.233 1.13 1.242 2.891776085 32.68 0 1306.731666 2 653.8693237 -0.22581458 -0.00014754 36.47521912SWSLATFR 16 41322916 1xTMT6plex [N-Term] 0.794 1.032 1.001 3.263070345 39.35 0 1196.662524 2 598.8342285 -1.122629583 -0.000671704 59.46762108AHEEQLK 20 41322916 2xTMT6plex [N-Term; K7] 1.358 1.386 1.376 4.19395256 37.68 0 1312.762521 3 438.2586975 -0.747988069 -0.00032731 19.39910068LSYTQLLR 17 41322916 1xTMT6plex [N-Term] 0.499 0.534 0.584 3.234910488 38.26 0 1222.735689 2 611.8713379 -0.236812217 -0.000144779 61.39500223LFNAIIHR 30 41322916 1xTMT6plex [N-Term] 1.39 1.363 1.305 2.976425171 33.16 0 1212.741443 3 404.9184875 -0.439882317 -0.000177821 56.99613702AEVVETTQVYTEEETR 2 41322916 1xTMT6plex [N-Term] 0.62 2.226597309 8.61 0 2113.049824 2 1057.025146 -3.221822397 -0.003403936 44.73194377MSAAQALK 6 41322916 2xTMT6plex [N-Term; K8] 1.552 1.435 1.02 3.009634733 40.82 0 1277.765164 2 639.385376 -1.321421903 -0.000844233 40.8706654MGIVGPEFK 10 41322916 2xTMT6plex [N-Term; K9] 1.166 1.23 1.29 3.597679138 37.48 0 1435.838329 3 479.2840576 -0.493856741 -0.000236366 61.7938305AIYEVLFR 6 41322916 1xTMT6plex [N-Term] 0.939 1.121 1.094 3.164489031 15.18 0 1239.729875 2 620.3677368 -1.353582922 -0.000839039 79.62968646MVEGYQGLR 4 41322916 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.617 1.483 2.57174921 29.48 0 1297.677188 2 641.3442383 -0.83717121 -0.000536494 39.15717072GLVEDTLR 14 41322916 1xTMT6plex [N-Term] 1.106 1.176 1.234 2.988526583 35.31 0 1131.657104 2 566.3314209 -1.359840467 -0.000769437 41.51013743VSIYEAMR 6 41322916 1xTMT6plex [N-Term] 1.381 1.582 0.963 3.13517952 33.84 0 1197.64991 2 599.328186 -0.680298709 -0.00040738 49.69526542AVVQLKPR 18 41322916 2xTMT6plex [N-Term; K6] 1.414 1.501 1.561 4.049938679 32.33 0 1368.909126 2 684.9575806 -0.906836812 -0.000620689 47.57102175VPVDVAYR 12 41322916 1xTMT6plex [N-Term] 1.28 1.364 1.321 2.920104265 25.6 0 1147.667275 2 574.3373413 0.11427283 6.56E-05 43.8038519AQLMADFQAGR 10 41322916 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.315 1.341 0.661 2.450972319 24.82 0 1452.746664 2 718.8789063 -0.844627473 -0.00060676 52.05166945LSVYQAMK 10 41322916 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.46 1.266 1.457 2.923388243 26.45 0 1413.817594 2 699.4136353 -1.920667212 -0.001342376 54.5508786LPVEVAYK 20 41322916 2xTMT6plex [N-Term; K8] 1.306 1.364 1.324 2.695677996 43.54 0 1376.855359 2 688.9312744 -0.063014517 -4.34E-05 62.8069535LVASMEEAR 8 41322916 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.501 1.322 1.337 2.204275131 27.89 0 1250.661203 2 617.8339844 -4.532698473 -0.002798185 39.30731119GYFDEEMNR 16 41322916 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.605 0.992 1.053 2.480867863 33.16 0 1405.625546 2 695.3184814 -0.679993197 -0.00047247 36.60231408EKLQQEAK 6 41322916 3xTMT6plex [N-Term; K2; K8] 1.776 2.812 1.872 3.484244108 9.17 1 1661.020082 3 554.3447266 -0.274146294 -0.000151787 25.52317512QLEMSAEAER 10 41322916 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.263 1.042 1.535 2.065849304 33.38 0 1408.69396 2 704.850647 0.040637153 2.86E-05 19.9361141LEAEAGR 10 41322916 1xTMT6plex [N-Term] 1.305 1.021 1.093 2.705898523 41.76 0 974.5468254 2 487.7769165 -0.276038237 -0.000134506 19.78953575QAEAAER 6 41322916 1xTMT6plex [N-Term] 0.814 1.571 1.54 2.488157511 26.87 0 1003.536989 2 502.2719116 -0.440788748 -0.000221174 14.23670058SMVEEGTGLR 16 41322916 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.046 1.027 1.139 2.905491114 35.02 0 1323.677582 2 654.3458862 1.398696323 0.000914525 30.42528761MSAAQALK 6 41322916 2xTMT6plex [N-Term; K8]; 1xOxidation [M1] 1.488 1.389 1.56 2.204324007 30.52 0 1293.760079 2 639.385376 -1.321421903 -0.000844233 40.8706654LISLFQAMK 5 41322916 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 1.105 1.183 1.17 2.624371529 27.7 0 1524.922393 2 754.9672241 -0.203063313 -0.000153204 114.602386QVEEAER 6 41322916 1xTMT6plex [N-Term] 1.097 1.001 1.274 2.820030212 34.66 0 1089.573768 2 545.2901001 -0.775325831 -0.000422387 15.82384778AFCGFEDPR 18 41322916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.432 1.513 1.393 2.545265436 36.05 0 1327.630238 2 664.3171997 -2.346184841 -0.001557433 42.01194869GYFSEEMNR 14 41322916 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.573 0.921 1.495 2.069409847 22.93 0 1377.630632 2 681.321167 -0.484157119 -0.000329623 35.61274077LLLWSQR 24 41322916 1xTMT6plex [N-Term] 1.295 1.128 1.414 2.798283577 20.6 0 1144.703995 2 572.8554688 -0.291656185 -0.00016693 65.32823145AEQESAR 10 41322916 1xTMT6plex [N-Term] 1.086 1.07 0.997 2.659893513 30.86 0 1019.531904 2 510.2688904 -1.37261843 -0.000699714 13.33870095AQFEQLK 14 41322916 2xTMT6plex [N-Term; K7] 1.211 1.317 1.203 3.104696751 37.56 0 1321.788008 2 661.3961182 -2.305961211 -0.001523996 46.65048696KFAEQTLR 5 41322916 2xTMT6plex [N-Term; K1] 1.161 1.172 1.323 2.181545496 6.42 1 1450.87822 3 484.2982788 1.422273595 0.000687849 32.75603849ALAEEAK 12 41322916 2xTMT6plex [N-Term; K7] 1.088 1.11 1.168 3.49921155 39.35 0 1189.719259 2 595.3619385 -2.235087693 -0.001329563 29.21422192EMELPAK 4 41322916 2xTMT6plex [N-Term; K7] 1.092 1.228 3.272782087 34.38 0 1275.73828 2 638.3730469 0.420768122 0.000268395 45.65226412AEEDAQR 10 41322916 1xTMT6plex [N-Term] 1.362 1.32 1.741 2.462337255 28.02 0 1047.526818 2 524.2669067 -0.268550105 -0.000140657 13.68166477FISETLR 12 41322916 1xTMT6plex [N-Term] 1.372 1.343 1.573 2.757767916 38.89 0 1094.640726 2 547.8239136 -0.160081347 -8.76E-05 46.83230562GEAEAAR 2 41322916 1xTMT6plex [N-Term] 1.173 2.439674377 32.38 0 932.4998752 2 466.7541199 1.166655485 0.000543953 14.73563855NTNMTAK 12 41322916 2xTMT6plex [N-Term; K7] 1.275 1.345 1.303 3.009959936 32.69 0 1237.697478 2 619.3529053 0.853008828 0.000527883 21.54261798EQLNEYK 6 41322916 2xTMT6plex [N-Term; K7] 0.951 1.046 1.554 2.98724103 30.08 0 1381.772751 2 691.3901978 0.265881501 0.000183694 31.41726563LPLDKEPAR 6 41322916 2xTMT6plex [N-Term; K5] 1.221 1.152 1.132 3.317925453 7.68 1 1496.920084 3 499.6446228 -0.513889689 -0.000256417 41.7572633AEAEAAR 6 41322916 1xTMT6plex [N-Term] 1.064 1.095 2.60562253 32.38 0 946.5155253 2 473.7610779 -0.682649427 -0.000323069 14.95051825LDLQYAK 22 41322916 2xTMT6plex [N-Term; K7] 1.209 1.421 1.178 2.92112875 39.6 0 1308.792759 2 654.9002075 0.290106329 0.000189845 52.49187959QYINAIKDYELQLVTYK 1 41322916 3xTMT6plex [N-Term; K7; K17] 1.357 2.586632967 1 2789.605629 4 698.1557617 -1.58144397 -0.001102901 92.85656891VAQLLER 16 41322916 1xTMT6plex [N-Term] 1.117 1.412 1.476 2.535779715 28.62 0 1057.65671 2 529.3320313 0.071563863 3.78E-05 48.8004863QQSDHDAER 2 41322916 1xTMT6plex [N-Term] 0.988 2.374154091 12.57 0 1314.623572 3 438.8796082 0.531903509 0.000233084 12.50066242AQFEQLKDGK 3 41322916 3xTMT6plex [N-Term; K7; K10] 1.312 1.521 1.748 2.567877769 1 1851.094309 3 617.703186 0.375753664 0.000231852 46.28527691SALDQYR 6 41322916 1xTMT6plex [N-Term] 1.164 1.26 1.334 2.87893343 37.18 0 1081.583939 2 541.2955322 -0.139903034 -7.57E-05 22.39811996EKEAENER 6 41322916 2xTMT6plex [N-Term; K2] 1.096 1.491 1.17 3.005351305 9.67 1 1462.790192 3 488.2688904 1.316321772 0.000641834 15.45669539SELELTLGKLEQVR 1 41322916 2xTMT6plex [N-Term; K9] 1.089 2.927676916 1 2073.231976 3 691.7490234 0.26110561 0.000180444 80.98517698AEEQAVR 8 41322916 1xTMT6plex [N-Term] 1.14 1.201 1.068 2.437252998 29.81 0 1031.568289 2 516.2873535 -0.832401266 -0.000429339 15.87969208LSFSGLR 6 41322916 1xTMT6plex [N-Term] 1.469 1.465 1.205 2.847958803 30.07 0 1008.603946 2 504.8049011 -1.408634094 -0.000710377 49.90724429ELEQLGR 8 41322916 1xTMT6plex [N-Term] 0.848 1.255 1.123 2.626335859 29.01 0 1073.615239 2 537.3113403 0.153475898 8.24E-05 30.24329785ANELQLR 6 41322916 1xTMT6plex [N-Term] 1.382 0.988 1.151 2.149929762 30.35 0 1072.631224 2 536.8197632 0.956570315 0.000513024 30.79774632LCFEGLR 10 41322916 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.17 1.198 1.318 2.794926882 24.25 0 1123.613131 2 562.3101196 -0.149964594 -8.43E-05 55.55896504EGVMVAK 6 41322916 2xTMT6plex [N-Term; K7] 0.956 0.994 0.961 2.907862186 35.46 0 1191.717151 2 596.3622437 0.050066148 2.98E-05 37.7022636MQEEVVR 8 41322916 1xTMT6plex [N-Term] 1.297 1.251 1.077 2.656699657 31.74 0 1119.60296 2 560.3044434 -1.205723188 -0.000674966 23.85302144FAEQTLR 12 41322916 1xTMT6plex [N-Term] 1.223 1.254 1.305 2.434671402 28.8 0 1093.620325 2 547.3134155 -0.704298645 -0.000385118 32.14311483DLDKADSMIR 6 41322916 2xTMT6plex [N-Term; K4] 1.752 1.915 1.467 2.899066448 2.24 1 1621.898363 3 541.3031616 -2.115414133 -0.001143662 40.87457124KESYSALMR 6 41322916 2xTMT6plex [N-Term; K1]; 1xOxidation [M8] 1.43 1.297 1.532 2.394636869 4.05 1 1558.866335 3 514.9623413 0.68121411 0.000350342 36.77734035DVGAYSK 2 41322916 2xTMT6plex [N-Term; K7] 1.113 2.692529202 18.66 0 1197.687959 2 599.3474121 -0.34378007 -0.000205871 112.5530907LSAEAEK 4 41322916 2xTMT6plex [N-Term; K7] 1.511 1.323 2.940042019 37 0 1205.714174 2 603.3583374 -3.961034394 -0.002387938 30.03510268MGIVGPEFK 2 41322916 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 1.219 2.224909782 19.09 0 1451.833244 3 479.2840576 -0.493856741 -0.000236366 61.7938305QKEEAER 2 41322916 2xTMT6plex [N-Term; K2] 1.755 1.511 1.959728241 6.55 1 1347.763249 3 449.9256287 -0.680166693 -0.000305568 14.77538194VQMEELSK 9 41322916 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 1.236 1.332 2.11155057 27.32 0 1437.802337 2 711.4066162 -1.031530784 -0.000733319 46.33186635TLKPEEQR 1 41322916 2xTMT6plex [N-Term; K3] 1.924 2.727092981 3.83 0 1458.868049 3 486.960968 0.206991122 0.000100658 21.60883243
FKEMELPAK 5 41322916 3xTMT6plex [N-Term; K2; K9]; 1xOxidation [M4] 1.947 1.84 2.014 2.131618738 9 1 1796.059504 3 599.3572998 -1.201522518 -0.000719335 44.86323258LQAEEAERRLR 3 41322916 1xTMT6plex [N-Term] 1.454 1.193 2.547832012 10.12 2 1599.912818 2 800.4596558 -0.489468272 -0.000391553 35.4203030841322923 PLEC plectin isoform 1a 5339 NP_958786.1 73.21310754 1 2 325 5381 4547 515.884 5.8 1.34 1.44 1.55 1.44 Significant 0.00176 VQSGSESVIQEYVDLR 20 41322923 1xTMT6plex [N-Term] 2.053 1.373 1.636 6.110589981 76.83 0 2038.065415 2 1019.535828 -0.508392201 -0.000518068 67.60972191LLDPEDVDVPQPDEK 24 41322923 2xTMT6plex [N-Term; K15] 1.332 1.383 1.321 4.317091942 52.56 0 2167.153451 2 1084.079224 -1.052027199 -0.001139952 64.78384145SLVPAAELLESR 21 41322923 1xTMT6plex [N-Term] 1.488 1.482 1.487 4.966524601 68.44 0 1513.878724 3 505.2970886 -1.328594443 -0.000670444 69.42911632DALDGPAAEAEPEHSFDGLR 26 41322923 1xTMT6plex [N-Term] 1.3 1.363 1.395 7.398006916 69.36 0 2326.114884 3 776.0439453 1.031186171 0.000799552 48.37949803SDEGQLSPATR 12 41322923 1xTMT6plex [N-Term] 1.376 1.42 1.423 4.233949184 51.14 0 1389.717138 2 695.3624268 0.315852495 0.000219473 19.06322541AKLEQLFQDEVAK 16 41322923 3xTMT6plex [N-Term; K2; K13] 1.893 1.9 1.694 5.589335442 28.92 1 2206.30503 3 736.1064453 -0.112170573 -8.25E-05 75.05094517

CITDPQTGLCLLPLK 8 41322923 2xTMT6plex [N-Term; K15]; 2xCarbamidomethyl [C1; C10] 2.358 1.397 1.811 4.182011127 55.24 0 2187.228153 2 1094.111938 -5.282026412 -0.005776498 86.52395121
GLFDEEMNEILTDPSDDTK 30 41322923 2xTMT6plex [N-Term; K19] 1.425 1.294 1.364 6.043101788 79.09 0 2627.279849 2 1314.140503 -2.329455169 -0.003060065 83.90277886GLFDEEMNEILTDPSDDTK 2 41322923 2xTMT6plex [N-Term; K19]; 1xOxidation [M7] 1.165 4.187504768 38.56 0 2643.274764 2 1314.140503 -2.329455169 -0.003060065 83.90277886
TLLQGSGCLAGIYLEDTK 4 41322923 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C8] 1.424 1.398 5.638528824 60.94 0 2397.309968 3 799.7731323 -2.137603152 -0.001708166 84.46070686

EQELQQTLQQEQSVLDQLR 26 41322923 1xTMT6plex [N-Term] 1.304 1.269 1.324 7.090035915 87.39 0 2542.331025 3 848.1115112 -4.344134767 -0.00368141 92.19421244GIIRPGTAFELLEAQAATGYVIDPIK 38 41322923 2xTMT6plex [N-Term; K26] 1.316 1.299 1.324 6.001000881 32.28 0 3201.828756 3 1067.949097 1.243307924 0.001326953 105.0549058
CRPDQLTGLSLLPLSEK 4 41322923 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C1] 1.139 1.182 4.893971443 16.32 0 2385.357587 3 795.7897949 -1.155224856 -0.000918541 80.86283623ILITIVEEVETLR 16 41322923 1xTMT6plex [N-Term] 1.34 1.367 1.325 5.250301838 75.77 0 1757.062167 2 879.0339966 -0.825785202 -0.000725478 113.2242029SSSVGSSSSYPISPAVSR 14 41322923 1xTMT6plex [N-Term] 0.751 0.799 0.679 5.523912907 55.09 0 1984.018465 2 992.5117188 -1.161143428 -0.001151865 36.2564687QQGLASYDYVR 8 41322923 1xTMT6plex [N-Term] 1.383 1.409 1.626 4.479613781 71.09 0 1528.795723 2 764.9008179 -0.891877046 -0.000681749 37.02485142AGLVGPEFHEK 14 41322923 2xTMT6plex [N-Term; K11] 1.149 1.206 1.112 4.687639236 51.16 0 1641.936463 2 821.4701538 -2.090033866 -0.001715851 40.81818164QLQLAQEAAQK 10 41322923 2xTMT6plex [N-Term; K11] 1.25 1.207 1.215 5.016526699 59.53 0 1685.99504 2 843.5005493 -0.722497492 -0.000609064 45.18501329AGVVGPELHEQLLSAEK 9 41322923 2xTMT6plex [N-Term; K17] 1.304 1.11 0.941 6.074578762 42.88 0 2235.274903 3 745.7625122 -0.858837946 -0.000639913 59.33333311THYSELTTLTSQYIK 18 41322923 2xTMT6plex [N-Term; K15] 1.527 1.466 1.526 6.568771362 54.6 0 2243.23237 2 1122.117798 -1.805656395 -0.002025253 64.41388197

QVEVTVHKGDECQLVGPAQPSHWK 8 41322923 3xTMT6plex [N-Term; K8; K24]; 1xCarbamidomethyl [C12] 1.534 2.055 1.763 7.704794884 20.1 1 3416.835204 5 684.1715698 -1.891162002 -0.001292358 48.78677929
RQELEAELAK 16 41322923 2xTMT6plex [N-Term; K10] 1.214 1.399 1.328 5.242547989 29.37 1 1644.968491 3 548.9941406 -0.378381108 -0.000207475 37.44961045LQEDKEQMAQQLAEETQGFQR 16 41322923 2xTMT6plex [N-Term; K5] 1.025 1.126 1.205 6.607213497 35.71 1 2965.508955 4 742.1330566 0.486234411 0.000360483 72.89330443GFFDPNTHENLTYR 15 41322923 1xTMT6plex [N-Term] 1.343 1.289 1.267 4.699421406 51.06 0 1939.949991 3 647.321106 -0.63229924 -0.000408876 47.57184058ENAAYFQFFSDVR 12 41322923 1xTMT6plex [N-Term] 0.349 0.636 0.692 4.831863403 52.04 0 1822.896165 2 911.9505615 -1.271829504 -0.001159207 74.66636523LLEAQIATGGVIDPVHSHR 18 41322923 1xTMT6plex [N-Term] 1.259 1.349 1.369 6.871412754 68.89 0 2242.25053 4 561.3182983 0.371630808 0.000208322 61.72029579QTNLENLDQAFSVAER 28 41322923 1xTMT6plex [N-Term] 1.48 1.456 1.436 6.886199474 73.98 0 2064.055913 2 1032.532227 0.612277503 0.000631887 62.65059337EAQAVPATLPELEATK 24 41322923 2xTMT6plex [N-Term; K16] 1.427 1.428 1.415 5.073964596 54.42 0 2126.210906 2 1063.607544 -1.455466796 -0.001547315 64.67330254TSSEDNLYLAVLR 10 41322923 1xTMT6plex [N-Term] 0.935 2.605 2.302 5.313961506 72.22 0 1709.927131 2 855.4660034 -1.403787342 -0.001200187 68.13585441LEAQHQALVTLWHQLHVDMK 6 41322923 2xTMT6plex [N-Term; K20]; 1xOxidation [M19] 0.631 1.585 1.863 5.90523386 34.97 0 2871.570374 5 571.9207764 -0.239350727 -0.000136697 86.48386847LEAQHQALVTLWHQLHVDMK 14 41322923 2xTMT6plex [N-Term; K20] 1.371 1.573 1.467 7.881738186 37.65 0 2855.575459 5 571.9207764 -0.239350727 -0.000136697 86.48386847ATTAALLLEAQAATGFLVDPVR 70 41322923 1xTMT6plex [N-Term] 1.428 1.422 1.497 6.752737999 67.24 0 2457.39144 3 819.8010864 -1.112640262 -0.000911398 112.4935899FLEVQYLTGGLIEPDTPGRVPLDEALQR 16 41322923 1xTMT6plex [N-Term] 3.513 3.518 3.254 8.293117523 33.86 1 3355.809922 3 1119.276367 1.378669414 0.001542184 100.2760009LLLEAQAATGFLLDPVKGER 20 41322923 2xTMT6plex [N-Term; K17] 1.915 1.976 2.114 6.340877056 36.05 1 2599.522344 4 650.6356201 -0.651381687 -0.00042332 105.2241458LLLEAQAATGFLLDPVK 14 41322923 2xTMT6plex [N-Term; K17] 1.174 1.063 1.273 6.229345798 49.14 0 2257.357176 3 753.1210938 -3.74252249 -0.00281607 112.4090756AGTLSITEFADMLSGNAGGFR 28 41322923 1xTMT6plex [N-Term]; 1xOxidation [M12] 0.953 1.066 1.06 6.081684589 66.88 0 2360.175376 3 787.3960571 -0.744899425 -0.000586031 91.56379151AGTLSITEFADMLSGNAGGFR 28 41322923 1xTMT6plex [N-Term] 1.047 1.055 1.074 6.010850906 65.44 0 2344.180461 3 787.3960571 -0.744899425 -0.000586031 91.56379151ELMWLNEKEEEEVGFDWSDR 59 41322923 2xTMT6plex [N-Term; K8] 1.236 1.346 1.325 5.160337448 29.91 1 2999.449709 3 1000.487854 -0.233312224 -0.000233269 89.21271215QLLSPGTALILLEAQAASGFLLDPVR 8 41322923 1xTMT6plex [N-Term] 2.011 100 100 6.731581211 67.13 0 2922.686559 3 974.9001465 -0.230331533 -0.000224396 113.2617812DLLPSDMAVALLEAQAGTGHIIDPATSAR 24 41322923 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.411 1.273 1.309 7.404203892 68.7 0 3178.661543 3 1054.8927 -0.974201339 -0.001027025 106.1415799DLLPSDMAVALLEAQAGTGHIIDPATSAR 22 41322923 1xTMT6plex [N-Term] 1.521 1.474 1.382 7.2428689 83.42 0 3162.666628 3 1054.8927 -0.974201339 -0.001027025 106.1415799DPYTEQTISLFQAMK 4 41322923 2xTMT6plex [N-Term; K15]; 1xOxidation [M14] 1.174 1.204 4.567043304 47.7 0 2246.177892 2 1115.597412 2.049607049 0.002285499 85.93462881DPYTEQTISLFQAMK 50 41322923 2xTMT6plex [N-Term; K15] 1.358 1.368 1.327 5.338788986 80.52 0 2230.182977 2 1115.597412 2.049607049 0.002285499 85.93462881LLEAQIATGGIIDPEESHR 32 41322923 1xTMT6plex [N-Term] 1.442 1.202 1.301 7.374655724 72.27 0 2278.224041 3 760.0772095 -3.057391155 -0.002321807 66.10545383AQAEAQQPTFDALR 7 41322923 1xTMT6plex [N-Term] 1.154 1.281 1.372 4.93038702 51.23 0 1774.928528 2 887.9679565 0.061357928 5.45E-05 42.08675257WQAVLAQTDVR 10 41322923 1xTMT6plex [N-Term] 1.413 1.298 1.318 4.41991663 59.69 0 1515.848093 2 758.4262085 -1.947555185 -0.001476099 62.0827163AQVEQELTTLR 4 41322923 1xTMT6plex [N-Term] 1.125 1.25 4.23525095 43.21 0 1516.853237 2 758.9291382 -1.475233567 -0.001118856 51.1746008LEDLLQDAQDEKEQLNEYK 24 41322923 3xTMT6plex [N-Term; K12; K19] 1.587 1.485 1.574 5.793776989 40.28 1 3008.603122 4 752.9056396 -0.795397782 -0.000598259 90.34034547QLAEAHAQAK 12 41322923 2xTMT6plex [N-Term; K10] 1.281 1.374 1.307 5.225345612 48.97 0 1524.889847 3 508.9681702 0.07237116 3.68E-05 23.91408152GIYQSLEGAVQAGQLK 26 41322923 2xTMT6plex [N-Term; K16] 1.412 1.231 1.043 6.2449193 87.19 0 2120.211575 2 1060.607788 -1.544698729 -0.001637544 73.40136823IISLETYNLLR 20 41322923 1xTMT6plex [N-Term] 1.446 1.413 1.553 4.548551083 55.62 0 1563.93076 3 521.9817505 -0.0392058 -2.04E-05 85.38639659CVEDPETGLCLLPLTDK 12 41322923 2xTMT6plex [N-Term; K17]; 2xCarbamidomethyl [C1; C10] 3.475 3.277 3.145 4.777441025 55.1 0 2418.266055 3 806.7597046 -0.617914007 -0.000498093 82.70886038

DPYSGSTISLFQAMQK 22 41322923 2xTMT6plex [N-Term; K16] 1.507 1.708 1.496 5.80087328 78.01 0 2231.178226 2 1116.093384 0.567138972 0.000632694 79.57761802DPYSGSTISLFQAMQK 6 41322923 2xTMT6plex [N-Term; K16]; 1xOxidation [M14] 1.355 1.371 4.911641598 40.16 0 2247.173141 2 1116.093384 0.567138972 0.000632694 79.57761802DPYTGQSVSLFQALK 24 41322923 2xTMT6plex [N-Term; K15] 1.401 1.494 1.478 5.578225136 76.77 0 2112.174127 2 1056.590698 -0.003151078 -3.33E-06 80.08554326
TLLQGSGCLAGIYLEDTKEK 6 41322923 3xTMT6plex [N-Term; K18; K20]; 1xCarbamidomethyl [C8] 3.029 2.991 3.084 7.177280903 56.39 1 2883.610456 3 961.8745728 -0.447764461 -0.000430393 78.20428404

LQMEAGLCEEQLNQADALLQSDVR 14 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 3.581 1.209 1.749 7.08177948 83.97 0 2960.465486 3 992.8252563 0.273691855 0.000271544 76.8677329
LQMEAGLCEEQLNQADALLQSDVR 13 41322923 1xTMT6plex [N-Term]; 1xOxidation [M3]; 1xCarbamidomethyl [C8] 1.088 7.291573048 88.52 0 2976.460401 3 992.8252563 0.273691855 0.000271544 76.8677329

GFFDPNTEENLTYLQLMER 39 41322923 1xTMT6plex [N-Term] 1.439 1.479 1.448 6.556957722 67.98 0 2546.243455 3 849.4191895 -0.172890233 -0.00014674 89.16610906GFFDPNTEENLTYLQLMER 2 41322923 1xTMT6plex [N-Term]; 1xOxidation [M17] 1.21 4.669081211 22.08 0 2562.23837 3 849.4191895 -0.172890233 -0.00014674 89.16610906
FLEGTSCIAGVFVDATK 51 41322923 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C7] 1.476 1.467 1.29 5.454490662 57.2 0 2273.225176 3 758.4122925 -1.254547338 -0.000950623 94.83855954VTLVQTLEIQR 20 41322923 1xTMT6plex [N-Term] 1.317 1.304 1.407 4.62342453 46.11 0 1528.926008 2 764.9660034 -0.836066661 -0.000639142 66.64420867LLEAQACTGGIIDPSTGER 22 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.268 1.525 1.47 6.232518196 67.61 0 2217.138262 3 739.7163086 -1.754450237 -0.00129662 59.09041839SLQEEHVAVAQLR 18 41322923 1xTMT6plex [N-Term] 1.397 1.2 1.271 5.257137299 54.83 0 1708.954348 2 854.9795532 -1.473763585 -0.001259297 38.23268983AQLEPVASPAK 8 41322923 2xTMT6plex [N-Term; K11] 1.292 1.497 1.386 4.548188686 53.75 0 1568.941214 2 784.9728394 -1.792061447 -0.00140582 112.5161044SLESLHSFVAAATK 16 41322923 2xTMT6plex [N-Term; K14] 1.41 1.267 1.335 5.36508894 78.46 0 1919.100233 2 960.0526733 -1.127262805 -0.001081665 69.6281335QEQALLEEIER 14 41322923 1xTMT6plex [N-Term] 1.239 1.554 1.222 4.480706215 65.15 0 1586.858717 2 793.9329224 -0.093652595 -7.43E-05 61.29089488SQVMDEATALQLR 24 41322923 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.419 1.409 1.395 4.688275814 59.73 0 1706.894451 2 845.9533081 -0.115955477 -9.80E-05 56.61215812SQVMDEATALQLR 18 41322923 1xTMT6plex [N-Term] 1.45 0.999 1.288 4.964639187 72.82 0 1690.899536 2 845.9533081 -0.115955477 -9.80E-05 56.61215812AALAHSEEVTASQVAATK 18 41322923 2xTMT6plex [N-Term; K18] 1.373 1.339 1.332 6.435295105 70.77 0 2242.244331 2 1121.625 -0.717067261 -0.00080392 45.35464175QEQIQAMPLADSQAVR 10 41322923 1xTMT6plex [N-Term] 1.352 1.625 1.357 5.989727497 57.58 0 2014.05889 3 672.0246582 0.263979061 0.000177223 49.79438787GFFDPNTHENLTYLQLLER 23 41322923 1xTMT6plex [N-Term] 1.068 1.291 1.179 5.25573349 39.11 0 2536.303353 3 846.1035156 -2.901807857 -0.002453288 86.77005161GANVIAGVWLEEAGQK 44 41322923 2xTMT6plex [N-Term; K16] 1.46 1.448 1.531 5.944372654 89.11 0 2100.18536 2 1050.59668 0.344176764 0.000361418 83.49918098

AFEETQIDIPGGGSHGGSTMSLWEVMQSDLIPEEQR 12 41322923 1xTMT6plex [N-Term]; 1xOxidation [M] 5.624388695 32.87 0 4176.969154 4 1040.99707 -1.871542469 -0.00194686 100.3433476
AFEETQIDIPGGGSHGGSTMSLWEVMQSDLIPEEQR 21 41322923 1xTMT6plex [N-Term] 100 100 6.819307327 57.78 0 4160.974239 4 1040.99707 -1.871542469 -0.00194686 100.3433476APVPASELLASGVLSR 31 41322923 1xTMT6plex [N-Term] 1.572 1.481 1.502 5.478853703 71.57 0 1796.047914 2 898.5234375 -4.63018271 -0.004158015 77.9189389LEQLFQDEVAK 18 41322923 2xTMT6plex [N-Term; K11] 1.13 1.121 1.183 5.22876358 68.66 0 1778.010021 2 889.5062866 -2.657374118 -0.002362419 77.85490865ESADPLGAWLQDAR 24 41322923 1xTMT6plex [N-Term] 1.45 1.402 1.421 4.911375999 69.45 0 1757.901978 2 879.4539185 -0.806743467 -0.000709088 75.60637062AQAEVEGLGK 22 41322923 2xTMT6plex [N-Term; K10] 1.517 1.513 1.564 4.457954884 60.04 0 1459.852064 2 730.4297485 0.106894607 7.80E-05 39.2182301DSQDAGGFGPEDR 26 41322923 1xTMT6plex [N-Term] 1.611 1.693 1.553 5.282904625 76.3 0 1579.718594 2 790.3623657 -0.721384613 -0.000569792 23.26156764GGAEGELQALR 12 41322923 1xTMT6plex [N-Term] 1.341 1.122 1.161 5.175672531 70.35 0 1329.732394 2 665.3703613 0.791051083 0.000525943 49.59570464SIITYVSSLYDAMPR 22 41322923 1xTMT6plex [N-Term]; 1xOxidation [M13] 1.304 1.27 1.243 4.499517918 38.6 0 1961.02513 3 649.0149536 0.047397641 3.07E-05 107.3247873SIITYVSSLYDAMPR 58 41322923 1xTMT6plex [N-Term] 1.605 1.593 1.517 5.244884014 69.92 0 1945.030215 3 649.0149536 0.047397641 3.07E-05 107.3247873TVTVWELISSEYFTAEQR 48 41322923 1xTMT6plex [N-Term] 1.441 1.448 1.46 5.76650238 63.89 0 2388.228457 3 796.7511597 4.383376253 0.003489501 108.8544799LLDAQLATGGIVDPR 24 41322923 1xTMT6plex [N-Term] 1.456 1.416 1.195 4.402554035 110.85 0 1768.016614 2 884.5111084 -0.946887666 -0.000837057 70.22519082AHEEQLKEAQAVPATLPELEATK 2 41322923 3xTMT6plex [N-Term; K7; K23] 0.01 5.589073181 23.09 1 3190.792654 4 798.4538574 0.296477271 0.000236499 61.61525548DPYTGQQISLFQAMQK 6 41322923 2xTMT6plex [N-Term; K16]; 1xOxidation [M14] 1.179 1.069 1.463 5.111912251 43.77 0 2329.226239 3 777.0808105 0.703942192 0.000546547 62.48223282DDGTGQLLLPLSDAR 10 41322923 1xTMT6plex [N-Term] 1.782 1.364 4.353356361 47.14 0 1799.970058 2 900.4876709 -1.107125708 -0.000996397 64.77067175AYSDPSTGEPATYGELQQR 30 41322923 1xTMT6plex [N-Term] 1.446 1.355 1.578 5.368246555 53.39 0 2299.103985 3 767.0395508 0.049625311 3.80E-05 49.45235988QEELQQLEQQR 4 41322923 1xTMT6plex [N-Term] 1.172 0.857 4.683544636 42.13 0 1657.870678 2 829.4368896 -2.51869653 -0.002087837 36.22520808QVQVALETAQR 30 41322923 1xTMT6plex [N-Term] 1.238 1.293 0.927 4.329086781 54.91 0 1471.843007 2 736.4237061 -1.951078078 -0.00143584 38.82631802AQLMADFQAGR 8 41322923 1xTMT6plex [N-Term] 1.083 1.37 3.864974737 34.78 0 1436.751749 2 718.8789063 -0.844627473 -0.00060676 52.05166945KQEELQQLEQQR 24 41322923 2xTMT6plex [N-Term; K1] 1.331 1.218 1.163 5.413320541 35.17 1 2015.128573 2 1008.067749 -0.174620681 -0.000175942 48.35541953REEAAVDAQQQK 26 41322923 2xTMT6plex [N-Term; K12] 1.359 1.395 1.344 5.971822739 38.43 1 1831.007396 2 916.006897 -0.479683856 -0.000439152 18.85947283DTHDQLSEPSEVR 22 41322923 1xTMT6plex [N-Term] 1.305 1.509 1.4 5.67248106 50.48 0 1741.855422 3 581.2892456 -1.285171872 -0.000746195 20.96292711EGVVGPELHHK 22 41322923 2xTMT6plex [N-Term; K11] 1.126 1.248 1.241 4.660573006 49.4 0 1659.958261 2 830.4812012 -1.888623542 -0.001567518 28.4737692

GDECQLVGPAQPSHWK 8 41322923 2xTMT6plex [N-Term; K16]; 1xCarbamidomethyl [C4] 1.242 1.292 1.105 5.672265053 68.57 0 2267.164307 3 756.3917847 -1.546604312 -0.001168802 47.39370856GGELVYTDSEAR 25 41322923 1xTMT6plex [N-Term] 1.447 1.394 1.535 5.322703838 66.26 0 1525.769567 2 763.3894653 1.367607604 0.001043327 30.50792448RDDGTGQLLLPLSDAR 12 41322923 1xTMT6plex [N-Term] 1.567 1.615 1.552 5.89949131 44.28 1 1956.071169 2 978.5370483 -2.223267937 -0.002174435 63.4645271LQEAGILSAEELQR 36 41322923 1xTMT6plex [N-Term] 1.277 1.364 1.262 5.876601696 84.14 0 1785.990793 2 893.5009155 2.105836548 0.001880502 69.32477293TPVEVPVGGFK 20 41322923 2xTMT6plex [N-Term; K11] 1.391 1.465 1.512 4.070382118 51.89 0 1587.95105 2 794.4780273 -1.430832833 -0.001136046 62.84500103
LLEAQACTGGIIDPSTGERFPVTDAVNK 2 41322923 2xTMT6plex [N-Term; K28]; 1xCarbamidomethyl [C7] 3.216 4.162951469 31 1 3417.808825 3 1139.943604 2.174503389 0.002477346 73.33581835
TQLASWSDPTEETGPVAGILDTETLEK 36 41322923 2xTMT6plex [N-Term; K27] 1.606 1.366 1.598 6.9077878 86.67 0 3346.730617 3 1116.246826 -1.401999417 -0.001564038 88.8144869KGIIRPGTAFELLEAQAATGYVIDPIK 6 41322923 3xTMT6plex [N-Term; K1; K27] 2.009 1.91 1.139 5.746006489 12.8 1 3559.086651 4 890.5258179 -1.463657993 -0.001302321 99.95509069SEEMQTVQQEQLLQETQALQQSFLSEK 30 41322923 2xTMT6plex [N-Term; K27] 1.457 1.442 1.502 6.976484299 62.26 0 3638.862376 3 1213.624146 -1.234783319 -0.001497736 96.19636179SEEMQTVQQEQLLQETQALQQSFLSEK 16 41322923 2xTMT6plex [N-Term; K27]; 1xOxidation [M4] 1.262 1.372 2.34 5.833461761 46.69 0 3654.857291 3 1213.624146 -1.234783319 -0.001497736 96.19636179AEVVETTQVYTEEETRR 22 41322923 1xTMT6plex [N-Term] 1.427 1.44 1.51 5.500171661 46.42 1 2269.150935 3 757.0546265 -0.709091424 -0.000536345 43.41915785VLALPEPSPAAPTLR 32 41322923 1xTMT6plex [N-Term] 1.479 1.396 1.409 4.834972858 57.95 0 1761.047186 2 881.0264282 -0.912158799 -0.000803177 70.49204609LEDLLQDAQDEK 22 41322923 2xTMT6plex [N-Term; K12] 0.867 0.872 0.884 4.386329651 59.24 0 1875.011144 2 938.0102539 1.113402716 0.001043821 71.7209471LLDAQLSTGGIVDPSK 28 41322923 2xTMT6plex [N-Term; K16] 1.441 1.441 1.469 5.563658237 74.97 0 2072.200341 3 691.40448 -0.701934347 -0.00048485 70.51506667EGLTSIEEVTK 26 41322923 2xTMT6plex [N-Term; K11] 1.212 1.414 1.259 4.873745441 59.32 0 1663.951838 2 832.4793091 -0.298287442 -0.000248168 55.52348329EYGSCSHHYQQLLQSLEQGAQEESR 22 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.326 2.195 1.293 8.066363335 41.04 0 3193.480619 4 799.1262817 0.838659583 0.000669561 62.67413495
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AVTGYKDPYTGQQISLFQAMQK 27 41322923 3xTMT6plex [N-Term; K6; K22] 2.278 2.257 2.356 6.497439861 34.93 1 3161.727217 4 791.1869507 -0.393470258 -0.000311011 78.85116282VDGAEWGVDLPSVEAQLGSHR 10 41322923 1xTMT6plex [N-Term] 1.815 1.657 2.093 6.10807085 53.86 0 2451.246567 4 613.5675049 0.662018775 0.000405693 78.79715981IIITVVEEQEQK 22 41322923 2xTMT6plex [N-Term; K12] 1.586 1.569 1.37 5.093329906 74.6 0 1887.1203 2 944.0626831 -1.171371567 -0.00110526 77.66020022GYYSPYSVSGSGSTAGSR 24 41322923 1xTMT6plex [N-Term] 0.835 0.986 1.225 5.028450966 77.88 0 2011.955864 2 1006.478821 -2.733354412 -0.002749694 35.67942889EALEAESAWCYLYGTGSVAGVYLPGSR 46 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C10] 100 2.144 1.642 7.030136585 75.32 0 3135.529467 3 1045.847778 -0.21843171 -0.0002283 93.13407641LLEAQIATGGIIDPEESHRLPVEVAYK 2 41322923 2xTMT6plex [N-Term; K27] 3.777 6.58818531 36.49 1 3406.898626 4 852.4754639 -5.459707872 -0.004650168 79.7098587LQNVQIALDYLR 42 41322923 1xTMT6plex [N-Term] 1.404 1.511 1.424 4.807309151 72.87 0 1674.974021 2 837.9900513 -0.713659389 -0.00059768 88.24486481QLAEEDLAQQR 19 41322923 1xTMT6plex [N-Term] 1.278 1.463 1.469 4.43245697 47.17 0 1529.812101 2 765.4104004 0.930343831 0.000711626 30.6831326LAQGHTTVDELAR 20 41322923 1xTMT6plex [N-Term] 1.315 1.4 1.325 4.989976406 71.06 0 1639.896499 2 820.4519653 0.094416972 7.74E-05 33.36660995EEAAVDAQQQK 16 41322923 2xTMT6plex [N-Term; K11] 1.23 1.4 1.456 4.956842899 62.25 0 1674.906285 2 837.9561768 -0.721099674 -0.000603887 22.42841251TVTIWEIINSEYFTAEQR 48 41322923 1xTMT6plex [N-Term] 1.603 1.369 1.326 5.698087215 72.52 0 2429.255006 3 810.4234619 0.340084588 0.000275384 106.0134914YLQDLLAWVEENQHR 18 41322923 1xTMT6plex [N-Term] 1.652 1.625 1.352 6.030907154 67.41 0 2143.113368 3 715.0366821 -8.340642892 -0.005958314 108.8238441DGHNLISLLEVLSGDSLPR 27 41322923 1xTMT6plex [N-Term] 1.048 1.083 1.035 6.214903831 57.47 0 2264.244776 2 1132.624878 -1.014382654 -0.001148405 110.713763VLSSSGSEAAVPSVCFLVPPPNQEAQEAVTR 18 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C15] 1.063 100 100 8.033585548 54.89 0 3455.767799 3 1152.592529 -1.378718031 -0.001588176 81.15488298QEELYSELQAR 22 41322923 1xTMT6plex [N-Term] 1.35 1.267 1.5 4.071015835 60.71 0 1594.827417 2 797.9172363 -0.138299447 -0.000110282 44.13188167LLEAQIATGGIIDPVHSHR 24 41322923 1xTMT6plex [N-Term] 1.37 1.247 1.348 7.206227779 62.77 0 2256.26618 3 752.7592163 -1.367114503 -0.001028191 66.69199437AGVAAPATQVAQVTLQSVQR 22 41322923 1xTMT6plex [N-Term] 1.097 1.312 1.159 6.269607067 66.96 0 2224.261095 3 742.0913086 -0.774332993 -0.000574106 66.53674053KGLVGPELHDR 10 41322923 2xTMT6plex [N-Term; K1] 1.475 1.475 1.358 5.056420326 38.55 1 1679.00046 4 420.5053406 -0.552403251 -0.000231871 32.6212132LAEVEAALEK 47 41322923 2xTMT6plex [N-Term; K10] 1.351 1.321 1.329 4.41637373 60.06 0 1530.91433 2 765.9603882 -0.542501168 -0.000415261 76.700544SLAAEEEAAR 14 41322923 1xTMT6plex [N-Term] 1.144 1.297 1.304 4.063115597 63.92 0 1275.674211 2 638.3405151 -0.35817653 -0.000228458 24.00174518YASGSSASLGGPESAVA 10 41322923 1xTMT6plex [N-Term] 1.051 1.314 1.309 4.023294926 77.36 0 1739.864924 2 870.4354858 -0.706463068 -0.000614575 41.77774762SIQEELQQLR 24 41322923 1xTMT6plex [N-Term] 1.06 0.966 0.982 4.402239799 56.9 0 1472.827023 2 736.9171753 0.034780688 2.56E-05 55.00183773VVIVDPETGK 14 41322923 2xTMT6plex [N-Term; K10] 1.083 1.136 1.261 3.831092596 51.71 0 1514.919416 2 757.9633789 0.043251476 3.28E-05 56.08189375CVEDPETGLR 6 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.46 1.754 1.686 4.215812206 43.27 0 1404.699045 2 702.8526611 -0.711714284 -0.000499872 28.96987119QTLSIYQALK 18 41322923 2xTMT6plex [N-Term; K10] 1.461 1.378 1.495 4.59264946 50.67 0 1622.988164 2 811.9985352 1.004186313 0.000814891 65.4300575QEQIQAMPLADSQAVR 2 41322923 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.477 2.500775337 50.32 0 2030.053805 3 672.0246582 0.263979061 0.000177223 49.79438787LAAEQELIR 8 41322923 1xTMT6plex [N-Term] 0.878 0.921 1.255 3.535279036 61.18 0 1271.752067 2 636.3791504 -0.820009479 -0.000521424 50.29191353AEMEVLLASK 14 41322923 2xTMT6plex [N-Term; K10] 1.292 1.298 1.335 4.206290245 56.45 0 1548.907136 2 774.9562378 -1.250858762 -0.000968732 70.68816349ELIPTEEALR 12 41322923 1xTMT6plex [N-Term] 1.497 1.33 1.353 3.221799374 42.64 0 1399.799411 2 700.4030151 -0.469636262 -0.000328698 51.15690235NLVDNITGQR 20 41322923 1xTMT6plex [N-Term] 1.488 1.251 1.284 4.101634502 41.42 0 1358.758943 2 679.8833618 0.370759519 0.000251886 39.33954311LKTEAEIALK 12 41322923 3xTMT6plex [N-Term; K2; K10] 1.482 1.429 1.3 4.442419529 38.19 1 1803.155847 2 902.0803223 -1.37482778 -0.001239514 55.82214205DYELQLVTYK 30 41322923 2xTMT6plex [N-Term; K10] 1.202 1.21 1.185 4.613736629 59.77 0 1729.977659 2 865.4916992 -0.888405982 -0.000768461 66.04537637
LPLLAVCDYK 26 41322923 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 1.398 1.378 1.403 3.959026814 47.14 0 1649.970071 2 825.4884644 -0.254101011 -0.00020963 84.36368247
QTLSIYQALKK 6 41322923 3xTMT6plex [N-Term; K10; K11] 1.073 0.525 1.37 4.263668537 22.84 1 1980.246059 3 660.7532959 -0.365825592 -0.000241475 66.67551066SLSAIYLEK 18 41322923 2xTMT6plex [N-Term; K9] 1.68 1.567 1.494 4.454908371 55.41 0 1481.897952 2 741.4523926 -0.29924041 -0.000221722 64.16460253QYDIDDAIAK 18 41322923 2xTMT6plex [N-Term; K10] 1.501 1.468 1.439 4.131417274 51.1 0 1609.883758 2 805.4432373 -2.832745284 -0.002280195 49.44925365QHEAEEGVR 12 41322923 1xTMT6plex [N-Term] 1.223 1.293 1.337 4.059856892 56.26 0 1283.654144 3 428.5560913 -0.329663734 -0.000141058 14.14612735SKEQAELEAAR 19 41322923 2xTMT6plex [N-Term; K2] 1.643 1.366 1.43 3.965037584 32.51 1 1689.953569 2 845.4821777 2.076760459 0.001754814 25.34244121AQAQAAAEK 16 41322923 2xTMT6plex [N-Term; K9] 1.187 1.316 1.244 3.854538441 61.44 0 1345.783985 2 673.3947144 -1.361889488 -0.000916405 19.33673359QSSEAEIQAK 20 41322923 2xTMT6plex [N-Term; K10] 1.571 1.411 1.291 4.199699402 54.35 0 1548.863357 2 774.9348755 -0.570052506 -0.000441467 103.2180137AETEQGEQQR 14 41322923 1xTMT6plex [N-Term] 1.192 0.991 1.623 4.331055641 53.63 0 1404.691651 2 702.8501587 0.989044685 0.000694651 14.40047289KGWLYYEAGQR 12 41322923 2xTMT6plex [N-Term; K1] 1.479 1.342 1.421 4.155891418 24.07 1 1829.011025 2 915.0083618 -0.862519234 -0.000788779 51.36624606LQLEETDHQK 24 41322923 2xTMT6plex [N-Term; K10] 1.247 1.236 1.301 4.805273056 55.65 0 1698.94267 2 849.9732056 -2.081104471 -0.001767839 35.34029155KQITMEELVR 14 41322923 2xTMT6plex [N-Term; K1] 1.314 1.335 1.266 4.494371414 26.07 1 1705.008247 3 569.007019 -1.022582205 -0.00058117 52.51701214QVEEEILALK 28 41322923 2xTMT6plex [N-Term; K10] 1.193 1.26 1.243 4.676987171 55.94 0 1629.982744 2 815.4957275 0.879959086 0.000717159 79.37351743QLEMSAEAER 3 41322923 1xTMT6plex [N-Term] 1.444 4.024146557 31.62 0 1392.699045 2 704.850647 0.040637153 2.86E-05 19.9361141AQAEAQQPTFDALRDELR 17 41322923 1xTMT6plex [N-Term] 2.045 1.188 1.4 6.247463703 29.5 1 2288.183238 3 763.3980103 -1.643617617 -0.001253633 54.44862421LLEAAAQSTK 28 41322923 2xTMT6plex [N-Term; K10] 1.49 1.352 1.423 4.113279343 63.17 0 1489.899015 2 745.453064 -0.109584818 -8.16E-05 48.99881371ELAEQELEK 26 41322923 2xTMT6plex [N-Term; K9] 1.311 1.421 1.379 4.268159866 54.51 0 1546.872859 2 773.9398804 -0.242571851 -0.000187614 43.62023418QLAEGTAQQR 12 41322923 1xTMT6plex [N-Term] 1.366 1.135 1.25 4.121212482 50.84 0 1330.727643 2 665.8673096 -0.225890983 -0.0001503 18.74108364QQEELLAEENQR 11 41322923 1xTMT6plex [N-Term] 0.604 0.523 0.551 4.356952667 49.05 0 1715.876158 3 572.6296997 -0.939309576 -0.000537246 30.7701682LSVAAQEAAR 14 41322923 1xTMT6plex [N-Term] 1.384 1.316 1.351 3.970262766 54.09 0 1244.716016 2 622.8616333 -0.020790636 -1.29E-05 32.85288052SMVEEGTGLR 6 41322923 1xTMT6plex [N-Term] 1.179 1.322 1.291 4.469828129 64.05 0 1307.682667 2 654.3458862 1.398696323 0.000914525 30.42528761LTAEDLFEAR 14 41322923 1xTMT6plex [N-Term] 1.5 1.381 1.649 4.514163017 51.06 0 1393.752461 2 697.3792725 -0.855652749 -0.000596284 62.46731372LLFNDVQTLK 22 41322923 2xTMT6plex [N-Term; K10] 1.368 1.409 1.462 4.672450066 62.55 0 1649.003814 2 825.0053101 -0.285307292 -0.000235236 77.5703037LGFHLPLEVAYQR 18 41322923 1xTMT6plex [N-Term] 1.13 1.232 1.215 4.040476799 34.62 0 1772.005656 3 591.3375244 -4.309115937 -0.002545259 76.58038229GLHQSIEEFR 28 41322923 1xTMT6plex [N-Term] 1.396 1.351 1.405 4.013418198 48.04 0 1444.774593 2 722.8896484 -1.780931788 -0.001286523 33.37368843HISDLYEDLR 24 41322923 1xTMT6plex [N-Term] 1.106 1.111 1.147 4.485282421 46.35 0 1489.784824 3 497.2662964 -0.327349182 -0.00016256 48.2321847AEAELLQQQK 16 41322923 2xTMT6plex [N-Term; K10] 0.821 0.904 1.042 4.600649834 63.39 0 1615.941942 2 808.473938 -0.830848809 -0.000671302 42.97712183GWLYYEAGQR 6 41322923 1xTMT6plex [N-Term] 1.481 1.225 1.619 4.262191296 50.28 0 1471.75313 2 736.3786621 -2.094108847 -0.001541006 51.88391634RLEEQAAQHK 22 41322923 2xTMT6plex [N-Term; K10] 1.219 1.232 1.114 5.448657036 28.47 1 1667.959323 4 417.7450562 -0.556746566 -0.000232158 18.81012899VLADPSDDTK 24 41322923 2xTMT6plex [N-Term; K10] 1.446 1.349 1.427 3.615385056 52.56 0 1518.841559 2 759.9245605 0.187803493 0.000142622 35.83154817LQAEEVAQQK 20 41322923 2xTMT6plex [N-Term; K10] 1.227 1.268 1.22 4.924396038 56.84 0 1601.926292 2 801.4672852 0.625367412 0.000500896 35.72524347QSAEEQAQAR 10 41322923 1xTMT6plex [N-Term] 1.087 1.039 1.269 4.074729919 58.21 0 1346.686172 2 673.8462524 -0.700933304 -0.000471969 14.97407242NDDIADGNPK 12 41322923 2xTMT6plex [N-Term; K10] 1.721 1.599 1.601 4.293774605 50.34 0 1516.800757 2 758.9037476 -0.355058375 -0.000269276 33.1035326GTQGAEEVLR 22 41322923 1xTMT6plex [N-Term] 1.128 1.359 1.238 3.398789883 64.8 0 1288.705845 2 644.8560791 -0.747631338 -0.000481738 26.63290571RPELEDSTLR 21 41322923 1xTMT6plex [N-Term] 1.343 1.315 1.339 5.314038277 46.88 0 1444.795723 3 482.2706909 1.243694093 0.000598961 33.60603049GLVGPELHDR 12 41322923 1xTMT6plex [N-Term] 1.188 1.241 1.23 3.968152285 53.47 0 1321.742565 3 441.2528381 1.056336032 0.000465401 44.46866344SYVDPSTDER 16 41322923 1xTMT6plex [N-Term] 1.515 1.705 1.94 4.571744442 61.74 0 1397.674604 2 699.3408813 -0.084679715 -5.92E-05 21.00852087LKAEATEAAR 18 41322923 2xTMT6plex [N-Term; K2] 1.297 1.607 1.639 3.856730461 36.95 1 1517.905163 2 759.4563599 0.184811653 0.000140263 38.20785908SELELTLGK 26 41322923 2xTMT6plex [N-Term; K9] 1.533 1.538 1.426 4.274028778 58.72 0 1447.877217 2 724.4416504 -0.823522006 -0.000596179 58.80297261LKQSAEEQAQAR 11 41322923 2xTMT6plex [N-Term; K2] 2.307 2.923 1.555 4.425117016 27.18 1 1817.028131 3 606.3471069 -0.750422734 -0.000454513 25.48819639AVTGYRDPYTEQTISLFQAMK 6 41322923 2xTMT6plex [N-Term; K21] 1.283 2.438 3.941387415 13.96 1 2877.522086 3 959.8453369 -0.218332925 -0.000209419 81.23200811GYFSEEMNR 10 41322923 1xTMT6plex [N-Term] 1.382 1.393 1.456 3.902603865 36.19 0 1361.635717 2 681.321167 -0.484157119 -0.000329623 35.61274077AEMEVLLASK 20 41322923 2xTMT6plex [N-Term; K10]; 1xOxidation [M3] 1.165 1.155 1.143 3.077748775 43.12 0 1564.902051 2 774.9562378 -1.250858762 -0.000968732 70.68816349LEEQAAQHK 14 41322923 2xTMT6plex [N-Term; K9] 1.204 1.239 1.159 3.861016273 43.91 0 1511.858212 2 756.4328003 0.073793916 5.58E-05 22.70925599KGLLSAEVAR 6 41322923 2xTMT6plex [N-Term; K1] 0.811 0.34 1.132 3.6553123 20.49 1 1501.946633 3 501.3206177 0.4436092 0.000222092 43.59674463DVAEVDTVR 12 41322923 1xTMT6plex [N-Term] 1.554 1.391 1.472 3.353841066 55.45 0 1232.668397 2 616.8369141 -1.497105795 -0.000922718 28.00138413HGEKVEECQR 7 41322923 2xTMT6plex [N-Term; K4]; 1xCarbamidomethyl [C8] 3.074 3.401 2.584 4.130010128 21.07 1 1729.905574 4 433.2318726 0.050201801 2.17E-05 15.10024056EQLQLLEEQHR 6 41322923 1xTMT6plex [N-Term] 1.267 1.057 1.215 4.471260548 29.69 0 1651.896499 3 551.3039551 0.492025 0.000270925 40.86967183VPPGYHPLDVEKEWGK 8 41322923 3xTMT6plex [N-Term; K12; K16] 2.293 2.696 4.876741886 12.51 1 2538.432356 4 635.3630981 -0.706401284 -0.000448288 61.16002286QELEAELAK 8 41322923 2xTMT6plex [N-Term; K9] 1.044 1.08 1.216 3.495529413 57.79 0 1488.86738 2 744.937439 0.148582534 0.00011061 49.80008969AQQQAEAER 6 41322923 1xTMT6plex [N-Term] 1.16 1.36 1.138 3.842358828 38.39 0 1259.654144 2 630.3303833 -0.519085688 -0.000326934 15.24818067ALQALEELR 25 41322923 1xTMT6plex [N-Term] 1.294 1.238 1.207 3.771315098 45.6 0 1271.752067 2 636.3790283 -1.011981351 -0.000643495 64.29789743HPQGEQMYR 14 41322923 1xTMT6plex [N-Term] 1.267 1.331 1.222 3.49210453 33.09 0 1374.678584 3 458.897644 -0.149577578 -6.85E-05 16.44136169EQAELEAAR 12 41322923 1xTMT6plex [N-Term] 0.987 1.03 1.041 3.768179178 42.1 0 1245.663646 2 623.3348389 -0.999303166 -0.000622398 35.96557126VSITEAMHR 8 41322923 1xTMT6plex [N-Term]; 1xOxidation [M7] 1.229 1.496 1.358 3.609376192 37.81 0 1288.688087 3 424.9024353 -0.329460239 -0.000139767 34.88608811VSITEAMHR 10 41322923 1xTMT6plex [N-Term] 1.45 1.255 1.445 3.986572504 43.48 0 1272.693172 3 424.9024353 -0.329460239 -0.000139767 34.88608811AHAFAVQQK 12 41322923 2xTMT6plex [N-Term; K9] 1.144 1.177 1.197 4.518055439 32.53 0 1457.862904 3 486.6258545 0.072905732 3.54E-05 30.20920922KQAEEIGEK 6 41322923 3xTMT6plex [N-Term; K1; K9] 1.527 1.529 1.388 3.977006197 24.44 1 1719.025561 3 573.6793213 -1.250966164 -0.000716814 28.33951645VPDVQDGVR 18 41322923 1xTMT6plex [N-Term] 1.755 1.585 1.497 3.468549013 42.46 0 1213.673817 2 607.3394775 -1.761801108 -0.001069126 31.61427586GYLNKDTHDQLSEPSEVR 2 41322923 2xTMT6plex [N-Term; K5] 1.823 4.491230011 17.12 1 2546.325101 4 637.3370972 0.572673095 0.000364553 38.00815974KESYSALMR 15 41322923 2xTMT6plex [N-Term; K1] 1.44 1.496 1.519 4.300873756 20.54 1 1542.87142 3 514.9623413 0.68121411 0.000350342 36.77734035SAEAELQSK 22 41322923 2xTMT6plex [N-Term; K9] 1.24 1.173 1.289 4.065429688 51.1 0 1420.80478 2 710.9060059 -0.031497114 -2.24E-05 29.55204521SLAQAEAEK 10 41322923 2xTMT6plex [N-Term; K9] 1.312 1.37 1.279 4.23949194 54.63 0 1404.809865 2 702.9075928 -1.392589256 -0.000978162 32.30132038QAEVELASR 11 41322923 1xTMT6plex [N-Term] 1.362 1.242 0.395 3.543839455 48.07 0 1231.684381 2 616.3452759 -0.898145827 -0.000553116 26.17892196GCLDEETSR 16 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.495 1.664 1.436 3.294632435 46.97 0 1295.609896 2 648.3076782 -1.401837616 -0.000908117 18.04693434LSVYAALQR 14 41322923 1xTMT6plex [N-Term] 1.467 1.586 1.455 3.406328201 50.24 0 1249.746588 2 625.3770142 0.131186845 8.20E-05 54.88426076LYVHEAVK 18 41322923 2xTMT6plex [N-Term; K8] 1.353 1.252 1.318 3.71525383 48.13 0 1416.861507 3 472.9593201 1.340981507 0.000633328 37.72237146NLLDEELQR 6 41322923 1xTMT6plex [N-Term] 1.187 1.488 1.23 3.932175159 39.24 0 1358.74771 2 679.8770752 -0.615323484 -0.000418035 47.36962295EMSVYEAYR 12 41322923 1xTMT6plex [N-Term] 1.123 1.449 1.269 3.681627989 54.06 0 1376.671768 2 688.8395996 0.112473252 7.74E-05 40.88977871HKPLLIDMNK 12 41322923 3xTMT6plex [N-Term; K2; K10] 1.303 1.352 1.209 4.403487206 17.83 0 1896.170786 3 632.7282104 -0.373084718 -0.000235811 52.00867197ATVSAPFGK 12 41322923 2xTMT6plex [N-Term; K9] 1.083 1.251 1.26 3.499145985 42.7 0 1335.803658 2 668.4057007 0.349592685 0.000233494 115.8572252LISLFQAMK 14 41322923 2xTMT6plex [N-Term; K9] 1.517 1.344 1.17 4.07538271 41.66 0 1508.927478 2 754.9672241 -0.203063313 -0.000153204 114.602386LQLEACETR 12 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.195 1.593 1.668 4.017330647 44.75 0 1348.709216 2 674.8582153 -0.046078085 -3.11E-05 34.60707861LAEDEAFQR 12 41322923 1xTMT6plex [N-Term] 1.13 1.267 1.222 4.083738327 39.69 0 1307.679296 2 654.3433838 0.14911005 9.75E-05 36.25854296AAEEAEEAR 17 41322923 1xTMT6plex [N-Term] 1.087 1.086 1.018 3.637301683 59.21 0 1204.600711 2 602.803833 -0.267229109 -0.000160952 15.67964082QQQQMEQER 12 41322923 1xTMT6plex [N-Term] 1.321 1.451 1.316 4.005756855 44.8 0 1433.700442 2 717.3533325 -0.734903127 -0.000526815 15.31359725LAAIGEATR 10 41322923 1xTMT6plex [N-Term] 1.184 1.34 1.324 3.285661936 48.55 0 1130.673088 2 565.8398438 -0.599289049 -0.0003388 37.520132MVEGYQGLR 20 41322923 1xTMT6plex [N-Term] 1.306 1.398 1.481 3.938131332 52.52 0 1281.682273 2 641.3442383 -0.83717121 -0.000536494 39.15717072CDNFTSSWR 6 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C1] 1.428 1.119 1.021 3.958828211 28.52 0 1401.641865 2 701.324585 0.020249021 1.42E-05 50.06914005GLLSAEVAR 6 41322923 1xTMT6plex [N-Term] 1.557 1.466 1.652 3.457772255 45.73 0 1144.688739 2 572.8480835 0.132640588 7.59E-05 39.92968352SLLAWQSLR 16 41322923 1xTMT6plex [N-Term] 1.642 1.572 1.734 4.354442596 45.26 0 1302.773137 2 651.8911133 1.391725427 0.000906551 66.76917628QLAEEDAAR 6 41322923 1xTMT6plex [N-Term] 1.23 1.347 1.405 3.702253342 54.86 0 1231.647996 2 616.3270264 -0.990328104 -0.000609868 19.55156744DLSELGSVR 18 41322923 1xTMT6plex [N-Term] 1.256 1.375 1.412 4.116321087 51.49 0 1204.673482 2 602.8395386 -1.396072535 -0.000840906 53.09374984SSIAGLLLK 30 41322923 2xTMT6plex [N-Term; K9] 1.46 1.449 1.448 3.767214298 58.89 0 1359.897558 2 680.4515381 -1.293162205 -0.000879284 77.2783619GYFDEEMNR 14 41322923 1xTMT6plex [N-Term] 1.319 0.898 1.449 3.979960203 40.78 0 1389.630631 2 695.3184814 -0.679993197 -0.00047247 36.60231408QLLEEELAR 12 41322923 1xTMT6plex [N-Term] 1.213 1.237 1.262 3.600571156 54.89 0 1329.757546 2 665.3826294 0.327803413 0.00021795 49.77319585QITMEELVR 6 41322923 1xTMT6plex [N-Term] 1.184 1.434 1.222 3.681007624 46.34 0 1347.750352 2 674.3776245 -1.765925387 -0.001190013 56.33678349MQAVQEATR 12 41322923 1xTMT6plex [N-Term] 1.282 1.258 1.397 3.781681299 40.81 0 1262.672436 2 631.8391113 -1.180404123 -0.000745232 33.96838285QAADAEMEK 16 41322923 2xTMT6plex [N-Term; K9] 1.196 1.157 1.266 4.160002232 45.92 0 1450.7612 2 725.8845825 0.474184905 0.000343965 26.50527568LVASMEEAR 12 41322923 1xTMT6plex [N-Term] 1.333 1.307 1.308 3.786269188 60.86 0 1234.666288 2 617.8339844 -4.532698473 -0.002798185 39.30731119VPLDEALQR 22 41322923 1xTMT6plex [N-Term] 1.316 1.299 1.287 3.465098858 35.67 0 1269.736417 2 635.3709106 -1.474542994 -0.00093614 58.724984SQVEEELFSVR 2 41322923 1xTMT6plex [N-Term] 0.924 3.682695627 21.14 0 1551.821603 2 776.4140015 -0.564923385 -0.00043833 113.6314987AQAEQAALR 14 41322923 1xTMT6plex [N-Term] 1.037 0.672 0.423 3.54280901 48.95 0 1186.674151 2 593.8415527 1.413841153 0.000838884 28.56618237FPVTDAVNK 7 41322923 2xTMT6plex [N-Term; K9] 1.195 1.202 1.25 3.886610746 48.34 0 1448.851336 2 724.9285278 -1.07473134 -0.000778563 113.4391658VPPGYHPLDVEK 22 41322923 2xTMT6plex [N-Term; K12] 1.246 1.151 1.166 4.582943916 50.13 0 1809.031091 2 905.0186768 -0.56073905 -0.000507197 45.54798324VPLDVACAR 12 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.505 1.449 1.449 3.104535341 30.74 0 1229.687359 2 615.3471069 -0.342682886 -0.000210696 45.72066167AELELELGR 4 41322923 1xTMT6plex [N-Term] 0.942 1.183 2.789394617 23.35 0 1258.720433 2 629.8633423 -0.813977164 -0.000512285 54.15334816AEEAEAQK 6 41322923 2xTMT6plex [N-Term; K8] 1.082 1.15 0.832 3.579278946 47.23 0 1333.736366 2 667.3709106 -1.365570426 -0.000910655 18.47257972GKAEEQAVR 20 41322923 2xTMT6plex [N-Term; K2] 1.405 1.581 1.424 3.704609156 25.12 1 1445.847648 2 723.4265137 -1.312044359 -0.000948508 30.53644357GAQEVGER 10 41322923 1xTMT6plex [N-Term] 1.518 1.365 1.336 3.277355909 46.91 0 1074.574103 2 537.7911377 0.833865829 0.000448025 98.68746692AALEEVER 10 41322923 1xTMT6plex [N-Term] 1.139 1.031 0.827 3.356738567 32.65 0 1145.636369 2 573.3222046 0.666851811 0.000381985 29.64757789EAIAELER 15 41322923 1xTMT6plex [N-Term] 1.326 1.059 1.296 3.206633568 45.15 0 1159.652019 2 580.3295898 -0.099669985 -5.78E-05 46.54483319VPVDVAYQR 12 41322923 1xTMT6plex [N-Term] 0.67 1.504 1.355 3.444796562 37.8 0 1275.725852 2 638.3655396 -1.60677816 -0.001024904 40.82835394ELAEEAAR 6 41322923 1xTMT6plex [N-Term] 1.281 1.299 3.140213966 44.99 0 1117.605068 2 559.3063965 0.400748675 0.000223939 21.70989045LQAEEAER 6 41322923 1xTMT6plex [N-Term] 1.116 1.261 1.345 3.385614872 53.93 0 1174.626532 2 587.8163452 -0.952090117 -0.000559175 20.889012AEEAEAQKR 12 41322923 2xTMT6plex [N-Term; K8] 2.291 1.846 2.035 3.832973242 23.77 1 1489.837477 2 745.4217529 -0.837474318 -0.00062385 16.9706076LTVNEAVK 10 41322923 2xTMT6plex [N-Term; K8] 1.273 1.328 1.486 3.933837414 48.74 0 1331.829872 2 666.4186401 0.098491136 6.56E-05 43.29954982FKEMELPAK 11 41322923 3xTMT6plex [N-Term; K2; K9] 2.358 1.724 1.531 3.901521683 7.66 1 1780.064589 3 599.3572998 -1.201522518 -0.000719335 44.86323258QLAAEEER 5 41322923 1xTMT6plex [N-Term] 1.134 1.52 3.274251223 63.22 0 1174.626532 2 587.8161011 -1.367780753 -0.000803316 18.94340624LTVDEAVR 25 41322923 1xTMT6plex [N-Term] 1.269 1.523 1.197 3.062438011 40.04 0 1131.657104 2 566.3319702 -0.389022709 -0.00022012 35.19692332KAALEEVER 10 41322923 2xTMT6plex [N-Term; K1] 1.584 1.348 1.519 3.344085693 33.78 1 1502.894264 2 751.9503784 -0.521217015 -0.000391667 34.62628714KEAEQEAAR 6 41322923 2xTMT6plex [N-Term; K1] 1.359 1.189 3.440135956 19.73 1 1489.837477 3 497.283905 -0.211500995 -0.000105034 15.74205795ESYSALMR 10 41322923 1xTMT6plex [N-Term] 1.402 1.248 3.005244493 46.34 0 1185.613525 2 593.3101196 -0.474060202 -0.000281026 35.76417743QAQEEAER 12 41322923 1xTMT6plex [N-Term] 1.665 1.221 1.162 3.374294043 37.41 0 1189.601046 2 595.3041382 -0.038603541 -2.30E-05 14.03643393QVAEEAAR 10 41322923 1xTMT6plex [N-Term] 1.181 1.339 1.317 3.158359051 50.99 0 1102.605403 2 551.8059082 -0.78274036 -0.000431527 16.87743719LSIYNALKK 11 41322923 3xTMT6plex [N-Term; K8; K9] 1.06 1.269 0.574 3.05245471 16.1 1 1737.124153 3 579.711853 -1.811688568 -0.001049043 63.58467943AEATEAAR 6 41322923 1xTMT6plex [N-Term] 0.737 0.96 1.151 3.121843576 41.22 0 1047.563204 2 524.28479 -0.859358053 -0.000450116 15.61978379MQAVQEATR 12 41322923 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.476 1.426 1.509 2.794768095 27.14 0 1278.667351 2 631.8391113 -1.180404123 -0.000745232 33.96838285QAEEIGEK 12 41322923 2xTMT6plex [N-Term; K8] 1.32 1.293 1.304 3.546327591 42.24 0 1361.767666 2 681.387085 -0.567496309 -0.000386399 26.24124968ASDSELER 19 41322923 1xTMT6plex [N-Term] 1.168 1.327 1.351 3.382871389 40.89 0 1135.579248 2 568.2927856 -0.83916727 -0.00047647 29.54925278GHLSGLAK 20 41322923 2xTMT6plex [N-Term; K8] 1.33 1.384 1.386 3.774982214 38.75 0 1240.777777 3 414.2641907 0.194524345 8.05E-05 31.04446929LSIYNALK 10 41322923 2xTMT6plex [N-Term; K8] 1.383 1.074 3.261680365 34.16 0 1379.866258 2 690.4360962 -0.972729915 -0.000671119 69.24616834VKAEAEAAR 16 41322923 2xTMT6plex [N-Term; K2] 1.945 2.214 2.295 2.775963545 18.56 1 1402.841834 2 701.9245605 0.007387682 5.18E-06 21.55081968LTVEEAVR 14 41322923 1xTMT6plex [N-Term] 1.003 1.183 1.75 3.26723218 36.63 0 1145.672754 2 573.340332 0.552804016 0.000316666 52.06852128QVEVTVHK 2 41322923 2xTMT6plex [N-Term; K8] 1.099 2.978314638 42.72 0 1397.851671 2 699.4300537 0.830032184 0.000580131 33.34244743AVTGYKDPYSGK 6 41322923 3xTMT6plex [N-Term; K6; K12] 3.636 3.736 3.045 2.931206465 6.27 1 1973.131089 3 658.3814087 -0.717568026 -0.000471952 38.92977087EAEQEAAR 12 41322923 1xTMT6plex [N-Term] 1.33 1.559 1.38 3.361445904 38.26 0 1132.579582 2 566.7931519 -0.489933839 -0.000277445 14.42003118EAEGQLQK 22 41322923 2xTMT6plex [N-Term; K8] 1.445 1.252 1.205 3.109940529 35.55 0 1360.783651 2 680.8954468 -0.02468821 -1.68E-05 25.66585936LQLEATER 22 41322923 1xTMT6plex [N-Term] 1.206 1.158 1.09 3.473061562 46.51 0 1188.678568 2 594.8423462 -0.969124218 -0.000575989 36.62979757HKPLLIDMNK 4 41322923 3xTMT6plex [N-Term; K2; K10]; 1xOxidation [M8] 1.262 1.347 2.7891922 9.73 0 1912.165701 3 632.7282104 -0.373084718 -0.000235811 52.00867197
QAADAEMEK 12 41322923 2xTMT6plex [N-Term; K9]; 1xOxidation [M7] 1.301 1.254 1.276 2.448403597 37.22 0 1466.756115 2 725.8845825 0.474184905 0.000343965 26.50527568ELAQEQAR 6 41322923 1xTMT6plex [N-Term] 1.085 1.303 1.194 3.363166332 47.13 0 1173.642517 2 587.324707 -0.323051947 -0.000189574 17.86944185LSVYQAMK 12 41322923 2xTMT6plex [N-Term; K8] 1.502 1.466 1.488 3.957942724 43.35 0 1397.822679 2 699.4136353 -1.920667212 -0.001342376 54.5508786KASDSELER 13 41322923 2xTMT6plex [N-Term; K1] 1.241 1.613 1.655 3.754704714 20.28 1 1492.837143 3 498.2829895 -1.82693347 -0.000909105 34.13676479EAAAATQK 8 41322923 2xTMT6plex [N-Term; K8] 1.619 1.593 1.496 3.528360367 38.59 0 1247.735972 2 624.3712158 -0.654865607 -0.00040855 20.41593538VQMEELSK 12 41322923 2xTMT6plex [N-Term; K8] 1.25 1.371 1.383 3.030656576 45.34 0 1421.807422 2 711.4066162 -1.031530784 -0.000733319 46.33186635QVQDESQR 8 41322923 1xTMT6plex [N-Term] 1.076 1.022 0.735 3.175610065 36.05 0 1218.627595 2 609.8170776 -0.587633635 -0.000358053 14.59274706KELIPTEEALR 6 41322923 2xTMT6plex [N-Term; K1] 1.391 2.017 1.496 4.403699398 23.92 1 1757.057306 3 586.3567505 -0.915049925 -0.000535932 53.64495764SNAEDTLR 8 41322923 1xTMT6plex [N-Term] 1.224 1.22 1.702 3.159654617 34.11 0 1134.595232 2 567.8014526 0.349563815 0.000198307 17.79999803TEAEIALK 6 41322923 2xTMT6plex [N-Term; K8] 0.901 0.823 0.833 3.313142538 44.91 0 1332.813888 2 666.9098511 -1.09731867 -0.000731261 56.39152179HHTAAFEER 4 41322923 1xTMT6plex [N-Term] 1.071 1.329 3.408897638 36.96 0 1326.675214 3 442.896637 0.108510863 4.80E-05 22.5502442TELATQEK 6 41322923 2xTMT6plex [N-Term; K8] 1.108 1.357 1.168 3.986032248 34.29 0 1377.798966 2 689.4024658 -0.95166233 -0.0006556 36.23360907FLQEEAEK 6 41322923 2xTMT6plex [N-Term; K8] 1.374 1.309 1.187 3.8846457 41.4 0 1451.814616 2 726.4111938 0.340811635 0.000247398 113.5551593ELQNAGDR 6 41322923 1xTMT6plex [N-Term] 1.333 1.293 1.412 3.248921633 38.38 0 1131.595566 2 566.3009644 -0.807991026 -0.00045716 16.78152808AEEESRSTSEK 2 41322923 2xTMT6plex [N-Term; K11] 2.6 1.711645722 8.87 1 1710.891028 3 570.9680786 -0.786654517 -0.000448627 16.9731668LHVAILER 6 41322923 1xTMT6plex [N-Term] 1.211 1.215 1.132 2.776385784 33.63 0 1179.741108 2 590.3736572 -0.907535448 -0.000535328 48.92585673ELYQQLQR 10 41322923 1xTMT6plex [N-Term] 1.233 1.13 1.242 2.891776085 32.68 0 1306.731666 2 653.8693237 -0.22581458 -0.00014754 36.47521912SWSLATFR 16 41322923 1xTMT6plex [N-Term] 0.794 1.032 1.001 3.263070345 39.35 0 1196.662524 2 598.8342285 -1.122629583 -0.000671704 59.46762108AHEEQLK 20 41322923 2xTMT6plex [N-Term; K7] 1.358 1.386 1.376 4.19395256 37.68 0 1312.762521 3 438.2586975 -0.747988069 -0.00032731 19.39910068LSYTQLLR 17 41322923 1xTMT6plex [N-Term] 0.499 0.534 0.584 3.234910488 38.26 0 1222.735689 2 611.8713379 -0.236812217 -0.000144779 61.39500223LFNAIIHR 30 41322923 1xTMT6plex [N-Term] 1.39 1.363 1.305 2.976425171 33.16 0 1212.741443 3 404.9184875 -0.439882317 -0.000177821 56.99613702AEVVETTQVYTEEETR 2 41322923 1xTMT6plex [N-Term] 0.62 2.226597309 8.61 0 2113.049824 2 1057.025146 -3.221822397 -0.003403936 44.73194377MSAAQALK 6 41322923 2xTMT6plex [N-Term; K8] 1.552 1.435 1.02 3.009634733 40.82 0 1277.765164 2 639.385376 -1.321421903 -0.000844233 40.8706654MGIVGPEFK 10 41322923 2xTMT6plex [N-Term; K9] 1.166 1.23 1.29 3.597679138 37.48 0 1435.838329 3 479.2840576 -0.493856741 -0.000236366 61.7938305MVEGYQGLR 4 41322923 1xTMT6plex [N-Term]; 1xOxidation [M1] 1.617 1.483 2.57174921 29.48 0 1297.677188 2 641.3442383 -0.83717121 -0.000536494 39.15717072GLVEDTLR 14 41322923 1xTMT6plex [N-Term] 1.106 1.176 1.234 2.988526583 35.31 0 1131.657104 2 566.3314209 -1.359840467 -0.000769437 41.51013743VSIYEAMR 6 41322923 1xTMT6plex [N-Term] 1.381 1.582 0.963 3.13517952 33.84 0 1197.64991 2 599.328186 -0.680298709 -0.00040738 49.69526542AVVQLKPR 18 41322923 2xTMT6plex [N-Term; K6] 1.414 1.501 1.561 4.049938679 32.33 0 1368.909126 2 684.9575806 -0.906836812 -0.000620689 47.57102175VPVDVAYR 12 41322923 1xTMT6plex [N-Term] 1.28 1.364 1.321 2.920104265 25.6 0 1147.667275 2 574.3373413 0.11427283 6.56E-05 43.8038519AQLMADFQAGR 10 41322923 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.315 1.341 0.661 2.450972319 24.82 0 1452.746664 2 718.8789063 -0.844627473 -0.00060676 52.05166945LSVYQAMK 10 41322923 2xTMT6plex [N-Term; K8]; 1xOxidation [M7] 1.46 1.266 1.457 2.923388243 26.45 0 1413.817594 2 699.4136353 -1.920667212 -0.001342376 54.5508786LPVEVAYK 20 41322923 2xTMT6plex [N-Term; K8] 1.306 1.364 1.324 2.695677996 43.54 0 1376.855359 2 688.9312744 -0.063014517 -4.34E-05 62.8069535LVASMEEAR 8 41322923 1xTMT6plex [N-Term]; 1xOxidation [M5] 1.501 1.322 1.337 2.204275131 27.89 0 1250.661203 2 617.8339844 -4.532698473 -0.002798185 39.30731119GYFDEEMNR 16 41322923 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.605 0.992 1.053 2.480867863 33.16 0 1405.625546 2 695.3184814 -0.679993197 -0.00047247 36.60231408EKLQQEAK 6 41322923 3xTMT6plex [N-Term; K2; K8] 1.776 2.812 1.872 3.484244108 9.17 1 1661.020082 3 554.3447266 -0.274146294 -0.000151787 25.52317512QLEMSAEAER 10 41322923 1xTMT6plex [N-Term]; 1xOxidation [M4] 1.263 1.042 1.535 2.065849304 33.38 0 1408.69396 2 704.850647 0.040637153 2.86E-05 19.9361141LEAEAGR 10 41322923 1xTMT6plex [N-Term] 1.305 1.021 1.093 2.705898523 41.76 0 974.5468254 2 487.7769165 -0.276038237 -0.000134506 19.78953575QAEAAER 6 41322923 1xTMT6plex [N-Term] 0.814 1.571 1.54 2.488157511 26.87 0 1003.536989 2 502.2719116 -0.440788748 -0.000221174 14.23670058SMVEEGTGLR 16 41322923 1xTMT6plex [N-Term]; 1xOxidation [M2] 1.046 1.027 1.139 2.905491114 35.02 0 1323.677582 2 654.3458862 1.398696323 0.000914525 30.42528761MSAAQALK 6 41322923 2xTMT6plex [N-Term; K8]; 1xOxidation [M1] 1.488 1.389 1.56 2.204324007 30.52 0 1293.760079 2 639.385376 -1.321421903 -0.000844233 40.8706654LISLFQAMK 5 41322923 2xTMT6plex [N-Term; K9]; 1xOxidation [M8] 1.105 1.183 1.17 2.624371529 27.7 0 1524.922393 2 754.9672241 -0.203063313 -0.000153204 114.602386QVEEAER 6 41322923 1xTMT6plex [N-Term] 1.097 1.001 1.274 2.820030212 34.66 0 1089.573768 2 545.2901001 -0.775325831 -0.000422387 15.82384778AFCGFEDPR 18 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 1.432 1.513 1.393 2.545265436 36.05 0 1327.630238 2 664.3171997 -2.346184841 -0.001557433 42.01194869GYFSEEMNR 14 41322923 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.573 0.921 1.495 2.069409847 22.93 0 1377.630632 2 681.321167 -0.484157119 -0.000329623 35.61274077LLLWSQR 24 41322923 1xTMT6plex [N-Term] 1.295 1.128 1.414 2.798283577 20.6 0 1144.703995 2 572.8554688 -0.291656185 -0.00016693 65.32823145AEQESAR 10 41322923 1xTMT6plex [N-Term] 1.086 1.07 0.997 2.659893513 30.86 0 1019.531904 2 510.2688904 -1.37261843 -0.000699714 13.33870095AQFEQLK 14 41322923 2xTMT6plex [N-Term; K7] 1.211 1.317 1.203 3.104696751 37.56 0 1321.788008 2 661.3961182 -2.305961211 -0.001523996 46.65048696KFAEQTLR 5 41322923 2xTMT6plex [N-Term; K1] 1.161 1.172 1.323 2.181545496 6.42 1 1450.87822 3 484.2982788 1.422273595 0.000687849 32.75603849ALAEEAK 12 41322923 2xTMT6plex [N-Term; K7] 1.088 1.11 1.168 3.49921155 39.35 0 1189.719259 2 595.3619385 -2.235087693 -0.001329563 29.21422192EMELPAK 4 41322923 2xTMT6plex [N-Term; K7] 1.092 1.228 3.272782087 34.38 0 1275.73828 2 638.3730469 0.420768122 0.000268395 45.65226412AEEDAQR 10 41322923 1xTMT6plex [N-Term] 1.362 1.32 1.741 2.462337255 28.02 0 1047.526818 2 524.2669067 -0.268550105 -0.000140657 13.68166477FISETLR 12 41322923 1xTMT6plex [N-Term] 1.372 1.343 1.573 2.757767916 38.89 0 1094.640726 2 547.8239136 -0.160081347 -8.76E-05 46.83230562GEAEAAR 2 41322923 1xTMT6plex [N-Term] 1.173 2.439674377 32.38 0 932.4998752 2 466.7541199 1.166655485 0.000543953 14.73563855NTNMTAK 12 41322923 2xTMT6plex [N-Term; K7] 1.275 1.345 1.303 3.009959936 32.69 0 1237.697478 2 619.3529053 0.853008828 0.000527883 21.54261798EQLNEYK 6 41322923 2xTMT6plex [N-Term; K7] 0.951 1.046 1.554 2.98724103 30.08 0 1381.772751 2 691.3901978 0.265881501 0.000183694 31.41726563LPLDKEPAR 6 41322923 2xTMT6plex [N-Term; K5] 1.221 1.152 1.132 3.317925453 7.68 1 1496.920084 3 499.6446228 -0.513889689 -0.000256417 41.7572633AEAEAAR 6 41322923 1xTMT6plex [N-Term] 1.064 1.095 2.60562253 32.38 0 946.5155253 2 473.7610779 -0.682649427 -0.000323069 14.95051825LDLQYAK 22 41322923 2xTMT6plex [N-Term; K7] 1.209 1.421 1.178 2.92112875 39.6 0 1308.792759 2 654.9002075 0.290106329 0.000189845 52.49187959QYINAIKDYELQLVTYK 1 41322923 3xTMT6plex [N-Term; K7; K17] 1.357 2.586632967 1 2789.605629 4 698.1557617 -1.58144397 -0.001102901 92.85656891VAQLLER 16 41322923 1xTMT6plex [N-Term] 1.117 1.412 1.476 2.535779715 28.62 0 1057.65671 2 529.3320313 0.071563863 3.78E-05 48.8004863QQSDHDAER 2 41322923 1xTMT6plex [N-Term] 0.988 2.374154091 12.57 0 1314.623572 3 438.8796082 0.531903509 0.000233084 12.50066242AQFEQLKDGK 3 41322923 3xTMT6plex [N-Term; K7; K10] 1.312 1.521 1.748 2.567877769 1 1851.094309 3 617.703186 0.375753664 0.000231852 46.28527691SALDQYR 6 41322923 1xTMT6plex [N-Term] 1.164 1.26 1.334 2.87893343 37.18 0 1081.583939 2 541.2955322 -0.139903034 -7.57E-05 22.39811996EKEAENER 6 41322923 2xTMT6plex [N-Term; K2] 1.096 1.491 1.17 3.005351305 9.67 1 1462.790192 3 488.2688904 1.316321772 0.000641834 15.45669539SELELTLGKLEQVR 1 41322923 2xTMT6plex [N-Term; K9] 1.089 2.927676916 1 2073.231976 3 691.7490234 0.26110561 0.000180444 80.98517698AEEQAVR 8 41322923 1xTMT6plex [N-Term] 1.14 1.201 1.068 2.437252998 29.81 0 1031.568289 2 516.2873535 -0.832401266 -0.000429339 15.87969208LSFSGLR 6 41322923 1xTMT6plex [N-Term] 1.469 1.465 1.205 2.847958803 30.07 0 1008.603946 2 504.8049011 -1.408634094 -0.000710377 49.90724429ELEQLGR 8 41322923 1xTMT6plex [N-Term] 0.848 1.255 1.123 2.626335859 29.01 0 1073.615239 2 537.3113403 0.153475898 8.24E-05 30.24329785ANELQLR 6 41322923 1xTMT6plex [N-Term] 1.382 0.988 1.151 2.149929762 30.35 0 1072.631224 2 536.8197632 0.956570315 0.000513024 30.79774632LCFEGLR 10 41322923 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.17 1.198 1.318 2.794926882 24.25 0 1123.613131 2 562.3101196 -0.149964594 -8.43E-05 55.55896504MQEEVVR 8 41322923 1xTMT6plex [N-Term] 1.297 1.251 1.077 2.656699657 31.74 0 1119.60296 2 560.3044434 -1.205723188 -0.000674966 23.85302144FAEQTLR 12 41322923 1xTMT6plex [N-Term] 1.223 1.254 1.305 2.434671402 28.8 0 1093.620325 2 547.3134155 -0.704298645 -0.000385118 32.14311483DLDKADSMIR 6 41322923 2xTMT6plex [N-Term; K4] 1.752 1.915 1.467 2.899066448 2.24 1 1621.898363 3 541.3031616 -2.115414133 -0.001143662 40.87457124KESYSALMR 6 41322923 2xTMT6plex [N-Term; K1]; 1xOxidation [M8] 1.43 1.297 1.532 2.394636869 4.05 1 1558.866335 3 514.9623413 0.68121411 0.000350342 36.77734035DVGAYSK 2 41322923 2xTMT6plex [N-Term; K7] 1.113 2.692529202 18.66 0 1197.687959 2 599.3474121 -0.34378007 -0.000205871 112.5530907LSAEAEK 4 41322923 2xTMT6plex [N-Term; K7] 1.511 1.323 2.940042019 37 0 1205.714174 2 603.3583374 -3.961034394 -0.002387938 30.03510268MGIVGPEFK 2 41322923 2xTMT6plex [N-Term; K9]; 1xOxidation [M1] 1.219 2.224909782 19.09 0 1451.833244 3 479.2840576 -0.493856741 -0.000236366 61.7938305VPQPEGLGR 12 41322923 1xTMT6plex [N-Term] 1.436 1.411 1.532 2.968155861 22.76 0 1181.683988 2 591.3449097 -1.222656884 -0.000722397 33.58656813QKEEAER 2 41322923 2xTMT6plex [N-Term; K2] 1.755 1.511 1.959728241 6.55 1 1347.763249 3 449.9256287 -0.680166693 -0.000305568 14.77538194VQMEELSK 9 41322923 2xTMT6plex [N-Term; K8]; 1xOxidation [M3] 1.236 1.332 2.11155057 27.32 0 1437.802337 2 711.4066162 -1.031530784 -0.000733319 46.33186635TLKPEEQR 1 41322923 2xTMT6plex [N-Term; K3] 1.924 2.727092981 3.83 0 1458.868049 3 486.960968 0.206991122 0.000100658 21.60883243
FKEMELPAK 5 41322923 3xTMT6plex [N-Term; K2; K9]; 1xOxidation [M4] 1.947 1.84 2.014 2.131618738 9 1 1796.059504 3 599.3572998 -1.201522518 -0.000719335 44.86323258LQAEEAERRLR 3 41322923 1xTMT6plex [N-Term] 1.454 1.193 2.547832012 10.12 2 1599.912818 2 800.4596558 -0.489468272 -0.000391553 35.4203030842544193 LGALS8 galectin-8 isoform a 3964 NP_963839.1 10.30640669 1 4 4 31 359 40.372 9.01 1.12 1.06 1.15 1.11 Significant 0.000568 ADVAFHFNPR 14 42544193 1xTMT6plex [N-Term] 1.225 1.212 1.215 4.598005772 46.85 0 1402.742899 3 468.2521057 -0.809436518 -0.000378477 44.13107503SFNVDLLAGK 6 42544193 2xTMT6plex [N-Term; K10] 1.087 1.158 4.44891119 53.48 0 1521.9041 2 761.4570923 1.845037616 0.001403985 71.77763607DIALHLNPR 6 42544193 1xTMT6plex [N-Term] 1.18 1.08 1.239 3.799213171 35.78 0 1277.752736 3 426.5887146 -0.89626196 -0.000381734 42.97126935GEVNANAK 5 42544193 2xTMT6plex [N-Term; K8] 0.539 0.167 0.532 2.361668348 20.11 0 1260.731221 2 630.8683472 -1.430419135 -0.000901687 20.9875356441872500 DGKA diacylglycerol kinase alpha 1606 NP_963848.1 47.4829932 1 25 25 199 735 82.577 6.73 0.85 0.88 0.89 0.87 Significant 0.000189

ILVCGGDGTVGWILETIDK 3 41872500 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C4] 0.852 1.437 6.107883453 56.38 0 2504.383467 3 835.463562 -2.928746711 -0.002444902 112.2706014
ALPCEVSTYAK 8 41872500 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C4] 0.834 0.91 0.758 4.307393074 54.46 0 1696.934414 2 848.9708252 -0.023742447 -2.01E-05 47.99109961EIDYDGSGSVSQAEWVR 6 41872500 1xTMT6plex [N-Term] 0.956 1.549 1.065 3.998304129 59.56 0 2127.019193 2 1064.012695 -0.507205108 -0.000539417 52.33019977TLPMQIDGEPWMQTPCTIK 12 41872500 2xTMT6plex [N-Term; K19]; 1xCarbamidomethyl [C16] 0.776 1.008 0.968 5.251531601 61.65 0 2704.391272 3 902.1351318 -0.158805492 -0.000143157 85.6002882

RLEVVGLEGAIEMGQIYTK 6 41872500 2xTMT6plex [N-Term; K19] 1.084 1 0.934 6.650714397 35.97 1 2564.452215 3 855.4904175 1.748432425 0.00149459 86.77758314DHILPPSSIYPSVLASGPDR 10 41872500 1xTMT6plex [N-Term] 0.866 0.894 0.946 4.83785677 32.09 0 2350.260426 3 784.0907593 -1.149458987 -0.000900509 66.54785811IDPVPNTHPLLVFVNPK 14 41872500 2xTMT6plex [N-Term; K17] 0.789 0.801 0.87 5.24911499 44.31 0 2358.394959 3 786.7995605 -4.592237333 -0.003610103 84.8542129ANLPVLPPVAVLPLGTGNDLAR 7 41872500 1xTMT6plex [N-Term] 0.86 0.789 5.101955891 46.48 0 2426.433246 2 1213.70813 -9.9991889 -0.012131182 105.5814515RPHGDIYGINQALGATAK 4 41872500 2xTMT6plex [N-Term; K18] 0.851 0.766 4.863233089 31.49 0 2340.318834 4 585.8348389 -0.558903014 -0.000327003 47.00072553WGGGYEGQNLAK 6 41872500 2xTMT6plex [N-Term; K12] 0.731 0.697 1.179 4.800947666 66.06 0 1737.93244 2 869.4695435 -0.362272965 -0.000314803 55.84695662TMDDLNLSTSEALR 4 41872500 1xTMT6plex [N-Term] 0.576 1.354 3.981298208 48.02 0 1794.910494 2 897.9586182 -0.297770767 -0.000267236 57.1441507YVQGDAIGYEGFQQFLK 17 41872500 2xTMT6plex [N-Term; K17] 0.975 0.976 0.984 5.185347557 53.47 0 2421.285468 2 1211.146729 0.294323515 0.000356321 86.28604701
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Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytesSupplementary Table S2(B). List of all proteins and peptides identified in OKF6/TERT1 cells chronically treated with cigarette smoke using Sequest and Mascot search algorithms

DVVCLNDVSCYFSLLEGGRPEDK 2 41872500 2xTMT6plex [N-Term; K23]; 2xCarbamidomethyl [C4; C10] 1.97 4.648477554 9.68 0 3130.558942 3 1044.191528 0.348088299 0.000363237 98.71226695
GLISPSDFAQLQK 24 41872500 2xTMT6plex [N-Term; K13] 0.863 0.904 0.835 4.133255482 63.58 0 1862.07877 2 931.5411377 -2.025118076 -0.001885465 72.70254728WSVEVIPQQTEEK 8 41872500 2xTMT6plex [N-Term; K13] 0.85 0.935 0.918 3.334776402 35.24 0 2031.116277 3 677.7102661 -0.015863275 -1.07E-05 62.00368032IYLEVDNVPR 6 41872500 1xTMT6plex [N-Term] 0.883 0.859 1.08 3.850045443 51.1 0 1446.815395 2 723.9116211 0.394029191 0.000285044 57.00152855AGATTVPLLVLLGLEMTLK 4 41872500 2xTMT6plex [N-Term; K19] 0.907 1.624 4.755460262 35.29 0 2398.475911 3 800.163208 -0.35035022 -0.000280102 113.813399
YTVHDQCAMK 6 41872500 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C7] 0.744 0.827 0.908 4.087415695 33.38 0 1710.870768 3 570.9613647 -0.717173817 -0.000408997 27.61035954

QGLSCNLCK 4 41872500 2xTMT6plex [N-Term; K9]; 2xCarbamidomethyl [C5; C8] 0.832 1.09 3.786658049 27.35 0 1537.82309 2 769.4151001 -0.108142925 -8.32E-05 36.44096071
TMDDLNLSTSEALR 6 41872500 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.612 0.758 1.258 3.293555021 44.49 0 1810.905409 2 897.9586182 -0.297770767 -0.000267236 57.1441507VITDPDILK 10 41872500 2xTMT6plex [N-Term; K9] 0.871 0.855 0.898 3.877346277 48.18 0 1471.913602 2 736.4599609 -0.650027963 -0.000478392 60.85857017FQYILNPR 12 41872500 1xTMT6plex [N-Term] 0.829 0.745 0.83 3.389554739 35.54 0 1279.736023 2 640.3710938 -0.869093297 -0.000556105 62.71326619STNFFGFLS 10 41872500 1xTMT6plex [N-Term] 0.903 0.757 0.77 2.658839941 38.02 0 1248.646205 2 624.8262939 -0.71577471 -0.000446875 91.30768581QVFNLLK 6 41872500 2xTMT6plex [N-Term; K7] 0.685 0.809 0.839 2.794792414 32.88 0 1319.845129 2 660.4258423 -0.546071408 -0.000360365 71.17152238KVSDVLK 4 41872500 3xTMT6plex [N-Term; K1; K7] 1.053 0.834 2.926662683 6 1 1475.976426 3 492.6632996 -0.732232805 -0.000360253 43.21421746YMEYSTK 6 41872500 2xTMT6plex [N-Term; K7] 0.916 0.653 1.037 2.725073338 18.38 0 1379.72811 2 690.3678589 0.240346946 0.000165807 38.00882267

42491362 IKBIP inhibitor of nuclear factor kappa-B kinase-interacting protein isoform 2 121457 NP_963906.1 50.28571429 1 13 19 126 350 39.285 9.17 0.99 1.06 1.05 1.03 Significant 0.000447
NIGDLLSSSIDR 10 42491362 1xTMT6plex [N-Term] 0.688 1.198 0.983 4.294701099 45.24 0 1518.832502 2 759.9188843 -1.323427903 -0.001005033 67.07330043LEPLVNDLTLR 10 42491362 1xTMT6plex [N-Term] 0.974 0.955 100 3.749143839 50.4 0 1511.899459 2 756.4520874 -1.694044731 -0.001280613 76.86018109VDQSTTSMAK 6 42491362 2xTMT6plex [N-Term; K10] 1.137 1.243 1.096 4.850810051 66.07 0 1525.829614 2 763.4176025 -1.104908346 -0.000842951 30.00218778EKEIAFLSEK 5 42491362 3xTMT6plex [N-Term; K2; K10] 1.131 1.266 1.277 4.14695406 8.38 1 1881.130026 3 627.7142334 -0.998939287 -0.000626378 59.20045163GAPAAEPGK 6 42491362 2xTMT6plex [N-Term; K9] 0.686 0.751 0.754 3.151707172 47.59 0 1255.741058 2 628.3737183 -0.714810237 -0.000448808 22.12181612VENQYQLLK 6 42491362 2xTMT6plex [N-Term; K9] 1.068 1.01 1.143 3.999399424 47.71 0 1592.941214 2 796.9775391 4.135604593 0.003293888 52.96300561LQEEINEVK 10 42491362 2xTMT6plex [N-Term; K9] 0.819 1.001 1.099 3.897430182 48.01 0 1559.904494 2 780.4564819 0.765051445 0.000596704 48.91883311ISNLTIVQAEIK 2 42491362 2xTMT6plex [N-Term; K12] 0.817 3.577893734 22.9 0 1787.104256 3 596.3724976 -0.736814438 -0.000438921 74.02635205SFQIIAHLK 6 42491362 2xTMT6plex [N-Term; K9] 1.054 1.175 1.113 3.730352163 28.78 0 1514.945905 3 505.6531067 -0.75148006 -0.000379484 64.4428529SEAIMEQLK 12 42491362 2xTMT6plex [N-Term; K9] 0.82 0.951 0.818 3.740999937 34.93 0 1506.860186 2 753.9332886 -0.587792796 -0.000442861 54.93406333KTASENSQR 6 42491362 2xTMT6plex [N-Term; K1] 1.475 1.638 1.527 3.264222622 21.95 1 1478.832726 3 493.615509 -0.508550005 -0.000250687 14.75315387SSGGGGWADPR 6 42491362 1xTMT6plex [N-Term] 0.695 0.923 0.786 3.077514172 67.32 0 1275.627929 2 638.3191528 2.430108335 0.001549957 21.76968869TVTFANDLKPK 4 42491362 3xTMT6plex [N-Term; K9; K11] 0.709 0.945 3.135023117 1.26 0 1921.17256 3 641.0622559 -0.179719345 -0.000115091 52.25752136VDQSTTSMAK 4 42491362 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 0.748 1.194 2.601519823 31.88 0 1541.824529 2 763.4176025 -1.104908346 -0.000842951 30.00218778FLSLEGDR 6 42491362 1xTMT6plex [N-Term] 0.98 1.023 0.85 3.245957613 37.53 0 1165.641454 2 583.3217163 -4.545130747 -0.002648996 51.59405774GAPAAEPGKR 6 42491362 2xTMT6plex [N-Term; K9] 0.965 1.017 1.012 4.256104946 25.27 1 1411.842168 3 471.2853394 -0.498401032 -0.000234555 25.41932357DIKDEIAHISDMN 5 42491362 2xTMT6plex [N-Term; K3] 0.991 0.891 1.011 3.489809036 12.67 1 1959.025748 3 653.678894 -1.847291235 -0.001206297 64.11751935ISLISEK 10 42491362 2xTMT6plex [N-Term; K7] 1.117 1.092 1.089 2.821716309 26.21 0 1247.79751 2 624.4017334 -1.057529859 -0.000659792 52.88784461KTLTELK 4 42491362 3xTMT6plex [N-Term; K1; K7] 1.884 1.862 2.5160532 7.17 1 1520.002641 3 507.3388672 -0.389866099 -0.000197532 44.29001101SDFDKHTDR 2 42491362 2xTMT6plex [N-Term; K5] 0.865 1.243 2.68757081 1 1578.827641 3 526.9472046 -0.367355153 -0.00019333 18.50387568295842307 SF1 splicing factor 1 isoform 4 7536 NP_973726.2 29.07180385 1 11 11 105 571 61.85 9.28 1.21 1.26 1.14 1.2 Significant 0.000835 AYIVQLQIEDLTR 4 295842307 1xTMT6plex [N-Term] 0.878 1.218 4.40636301 49.96 0 1791.021365 2 896.0134277 -0.997459486 -0.000893236 82.6721529YACGLWGLSPASR 9 295842307 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.909 1.188 0.881 4.677861214 44.84 0 1666.857277 2 833.9318848 -0.470597429 -0.000392209 62.62542761DGQMLPGEDEPLHALVTANTMENVK 2 295842307 2xTMT6plex [N-Term; K25] 0.977 6.154228687 39.7 0 3167.611705 3 1056.540527 -1.476320075 -0.001558803 73.24733889

HNLITEMVALNPDFKPPADYKPPATR 12 295842307 3xTMT6plex [N-Term; K15; K21]; 1xOxidation [M7] 1.486 1.451 1.3 8.345322609 21.97 0 3638.997184 4 910.5042725 -0.528823231 -0.000481097 63.24689548
HNLITEMVALNPDFKPPADYKPPATR 2 295842307 3xTMT6plex [N-Term; K15; K21] 1.349 7.473329544 11.16 0 3623.002269 4 910.5042725 -0.528823231 -0.000481097 63.24689548VMIPQDEYPEINFVGLLIGPR 8 295842307 1xTMT6plex [N-Term]; 1xOxidation [M2] 0.935 1.179 1.535 5.463721752 57.22 0 2645.421026 3 882.4772949 -1.396618662 -0.001231548 112.3178688

SITNTTVCTK 10 295842307 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C8] 1.415 1.399 1.355 4.374362946 60.78 0 1582.887464 2 791.9464722 -1.134738952 -0.000898082 33.51912202TVIPGMPTVIPPGLTR 14 295842307 1xTMT6plex [N-Term] 1.526 1.328 1.322 4.801495075 53.6 0 1878.108406 2 947.5559692 0.707800122 0.000670323 68.30682011QGIETPEDQNDLR 6 295842307 1xTMT6plex [N-Term] 1.437 1.291 1.435 4.418259621 50.66 0 1743.871072 2 872.4385376 -0.730349111 -0.000636817 29.25616479TVIPGMPTVIPPGLTR 24 295842307 1xTMT6plex [N-Term]; 1xOxidation [M6] 1.168 1.281 1.455 4.07206583 66.76 0 1894.103321 2 947.5559692 0.707800122 0.000670323 68.30682011VMIPQDEYPEINFVGLLIGPR 4 295842307 1xTMT6plex [N-Term] 0.176 0.196 4.520690441 23.95 0 2629.426111 3 882.4772949 -1.396618662 -0.001231548 112.3178688FQRPGDPQSAQDK 4 295842307 2xTMT6plex [N-Term; K13] 1.162 1.012 3.257407665 12.76 0 1932.033945 3 644.6824341 -0.61889384 -0.000398575 26.53281763KAVEQIR 5 295842307 2xTMT6plex [N-Term; K1] 1.704 2.412 1.085 2.836857796 10.91 1 1301.830541 3 434.6147461 -0.657680645 -0.000285396 23.51354549
NIEKECNAK 1 295842307 3xTMT6plex [N-Term; K4; K9]; 1xCarbamidomethyl [C6] 2.202 1.897790551 1 1793.01943 3 598.3452759 1.028575981 0.000614752 24.31222712

42544144 GIPC1 PDZ domain-containing protein GIPC1 isoform 1 10755 NP_974197.1 39.93993994 1 10 10 52 333 36.027 6.28 0.97 0.94 0.94 0.95 Significant 0.000111 LLGGQLGLEDFIFAHVK 12 42544144 2xTMT6plex [N-Term; K17] 0.99 0.897 0.679 5.808943272 61.5 0 2315.35276 3 772.4556885 -0.106839146 -8.25E-05 108.9130375DTELAATMVELGK 7 42544144 2xTMT6plex [N-Term; K13] 0.775 0.89 0.925 4.467463017 35.19 0 1836.018872 3 612.6782837 0.776835272 0.000475428 73.62754736VDDLLESYMGIR 10 42544144 1xTMT6plex [N-Term] 0.726 0.946 0.88 4.72160387 54.84 0 1639.856274 2 820.428772 -3.662872645 -0.003003292 85.51810015GPATVEDLPSAFEEK 6 42544144 2xTMT6plex [N-Term; K15] 0.735 0.884 4.257550716 62.6 0 2048.095207 2 1024.552002 0.742058399 0.000759903 66.07758303LVFHTQLAHGSPTGR 4 42544144 1xTMT6plex [N-Term] 1.147 1.021 5.366026402 37.47 0 1850.023431 4 463.2615662 0.542554446 0.000250935 40.76464416SAGGRPGSGPQLGTGR 6 42544144 1xTMT6plex [N-Term] 1.042 0.766 0.689 5.313458443 22.72 0 1683.908795 3 561.9736938 -1.346223167 -0.000755639 19.08467027LPTAEVMFCTLNTHK 4 42544144 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C9] 1.152 1.115 4.550286293 35.06 0 2220.192102 3 740.7352295 -0.435387297 -0.000322214 79.60514133APPLVENEEAEPGR 6 42544144 1xTMT6plex [N-Term] 0.801 1.089 1.013 3.939399004 37.38 0 1736.901644 2 868.9538574 -0.694268587 -0.000602938 39.3633502KAFDMISQR 1 42544144 2xTMT6plex [N-Term; K1] 1.208 2.475752115 1 1553.887404 3 518.633667 -0.615458646 -0.000318784 44.00805446KEVEVFK 2 42544144 3xTMT6plex [N-Term; K1; K7] 1.029 0.964 2.704284668 1 1565.986991 3 522.6676636 0.923776931 0.000482208 47.73520505
42560246 POLR1C DNA-directed RNA polymerases I and III subunit RPAC1 isoform 1 9533 NP_976035.1 43.06358382 1 9 9 44 346 39.225 5.5 1.25 1.38 1.28 1.31 Significant 0.000908

LLPDITLLEPVEGEAAEELSR 16 42560246 1xTMT6plex [N-Term] 1.355 1.355 1.392 6.094415188 44.92 0 2523.375515 3 841.7966309 -0.069728772 -5.87E-05 106.8613336NQGDEEGTEIDTLQFR 2 42560246 1xTMT6plex [N-Term] 1.696 3.943494081 50.47 0 2080.998457 2 1041.002441 -0.409028415 -0.000425594 47.07303103DHYIFSVESTGVLPPDVLVSEAIK 2 42560246 2xTMT6plex [N-Term; K24] 1.566 5.737321377 27.06 0 3073.686174 3 1025.234863 1.256648705 0.001287515 96.52719531VLVYNNTSIVQDEILAHR 4 42560246 1xTMT6plex [N-Term] 1.108 1.138 5.036287785 40.93 0 2313.276411 3 771.7643433 0.893103456 0.000688665 71.07242232ILLAEVPTMAVEK 6 42560246 2xTMT6plex [N-Term; K13] 1.173 1.495 3.738144636 47.62 0 1872.128028 3 624.7138062 -0.621161027 -0.000387631 88.99614997FSPVATASYR 6 42560246 1xTMT6plex [N-Term] 1.434 1.667 1.235 3.924688339 39.23 0 1327.720767 2 664.3637695 -0.379934933 -0.000252224 42.71561911FLDELDAVQMD 2 42560246 1xTMT6plex [N-Term] 1.164 2.718310595 57.97 0 1524.745327 2 762.875 -1.70726216 -0.00130157 84.80674107NVHTTDFPGNYSGYDDAWDQDRFEK 2 42560246 2xTMT6plex [N-Term; K25] 1.348 3.186355114 4.55 1 3435.591833 4 859.6540527 0.741795773 0.000637127 54.83556081LGLIPIHADPR 4 42560246 1xTMT6plex [N-Term] 1.103 1.388 2.565255404 25.21 0 1430.8681 3 477.6274109 -0.293796461 -0.000140128 58.6902070144680133 BDH1 D-beta-hydroxybutyrate dehydrogenase, mitochondrial precursor 622 NP_976060.1 38.19241983 1 10 10 79 343 38.132 8.95 1.02 1.04 1 1.02 Significant 0.000128
KMWEELPEVVR 4 44680133 2xTMT6plex [N-Term; K1] 1.209 1.426 4.652224064 21.28 1 1874.061011 3 625.3583984 -0.196971976 -0.000123046 67.58459432VSVVEPGNFIAATSLYSPESIQAIAK 22 44680133 2xTMT6plex [N-Term; K26] 0.97 1.099 1.136 5.626808643 67.23 0 3149.749837 3 1050.587524 -0.576838767 -0.000605633 108.0699736MQIMTHLPGAISDMIYIR 6 44680133 1xTMT6plex [N-Term] 1.095 0.931 0.719 5.11790514 23.86 0 2319.222466 3 773.7442627 -1.824518399 -0.001410488 95.75009607METYCSSGSTDTSPVIDAVTHALTATTPYTR 7 44680133 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.674 5.494510174 54.63 0 3562.687894 3 1188.231201 -2.482259081 -0.002947838 92.52606367FGVEAFSDCLR 5 44680133 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 1.011 1.002 0.801 3.647562742 28.62 0 1529.76198 2 765.3842773 -0.458850795 -0.000350966 71.77691138VVNISSMLGR 6 44680133 1xTMT6plex [N-Term] 1.016 0.868 0.873 3.321591377 45.03 0 1304.755772 2 652.8818359 0.47752615 0.000311528 65.47942463YEMYPLGVK 12 44680133 2xTMT6plex [N-Term; K9] 0.993 1.025 1.235 3.861624241 38.16 0 1557.875108 2 779.4403076 -1.135819948 -0.000884733 62.39820074MWEELPEVVR 6 44680133 1xTMT6plex [N-Term] 1.013 0.736 0.893 3.482232809 11.54 0 1516.803116 2 758.9015503 -4.807660259 -0.003646137 73.42277032SFLPLIR 6 44680133 1xTMT6plex [N-Term] 1.04 0.987 0.887 2.791273117 43.1 0 1074.687282 2 537.8473511 0.133479236 7.17E-05 71.88451713VVNISSMLGR 2 44680133 1xTMT6plex [N-Term]; 1xOxidation [M7] 0.573 2.092549801 20.68 0 1320.750687 2 652.8818359 0.47752615 0.000311528 65.47942463SSLKDPEK 3 44680133 3xTMT6plex [N-Term; K4; K8] 1.137 1.157 2.274962902 1.93 1 1590.966984 3 530.9934082 -0.824819521 -0.00043742 29.1740056942761474 CD59 CD59 glycoprotein preproprotein 966 NP_976074.1 23.4375 1 3 3 50 128 14.168 6.48 1.26 1.31 1.28 1.28 Significant 0.000128 FEHCNFNDVTTR 26 42761474 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C4] 1.452 1.318 1.349 4.275807381 65.43 0 1768.827434 2 884.914856 -2.825813215 -0.002499188 34.74839121
ENELTYYCCK 12 42761474 2xTMT6plex [N-Term; K10]; 2xCarbamidomethyl [C8; C9] 1.462 1.376 100 4.371499538 41.62 0 1837.886478 2 919.4468384 -0.042278012 -3.89E-05 43.93853258

AGLQVYNK 12 42761474 2xTMT6plex [N-Term; K8] 1.08 1.236 1.143 3.74616909 44.91 0 1350.814557 2 675.9111328 0.3199662 0.000216108 39.9701256
42741684 ZRANB2 zinc finger Ran-binding domain-containing protein 2 isoform 1 9406 NP_976225.1 24.24242424 1 7 7 36 330 37.382 10.01 0.85 0.83 1.06 0.91 Significant 0.00642

YKLDEDEDEDDADLSK 6 42741684 3xTMT6plex [N-Term; K2; K16] 1.04 0.904 0.845 4.820945263 23.94 1 2587.286598 3 863.1004639 0.092750282 8.00E-05 44.28001788
GLFSANDWQCK 6 42741684 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C10] 1.139 1.536 1.419 4.072524071 43.45 0 1783.920161 2 892.4561768 -8.455577052 -0.007542037 60.50687151

AVGPASILK 9 42741684 2xTMT6plex [N-Term; K9] 1.043 1.057 1.117 3.180441856 50.98 0 1313.855693 2 657.4310913 -0.599261256 -0.000393671 55.64752046
VSDGDWICPDKK 6 42741684 3xTMT6plex [N-Term; K11; K12]; 1xCarbamidomethyl [C8] 1.328 0.955 1.354 3.909695864 21.87 1 2107.146087 3 703.0531616 -0.5483515 -0.000385152 48.90452143

YNLDASEEEDSNK 2 42741684 2xTMT6plex [N-Term; K13] 1.192 2.260222673 19.47 0 1971.954751 2 986.479187 -1.852677685 -0.001826698 34.44630963TGYGGGFNER 4 42741684 1xTMT6plex [N-Term] 0.539 0.5 3.458626747 21.52 0 1286.63268 2 643.819519 -0.71402979 -0.000459347 22.39898816TCSNVNWAR 3 42741684 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 0.385 0.414 2.142925501 13.55 0 1336.662935 2 668.8372803 3.25375737 0.002174588 25.76129433118722349 RBM12B RNA-binding protein 12B 389677 NP_976324.2 10.48951049 1 8 8 39 1001 118.03 6.81 1.23 1.27 1.15 1.21 Significant 0.00084 ANVNEILDFFHGYR 6 118722349 1xTMT6plex [N-Term] 1.57 1.301 5.739953995 57.21 0 1923.991462 3 642.0020142 0.014064755 9.02E-06 90.29194049LLGLPFIAGPVDIR 12 118722349 1xTMT6plex [N-Term] 1.129 1.28 1.86 4.108177662 58.1 0 1710.051543 3 570.6886597 -0.068767572 -3.92E-05 108.9549967GVGLGEALVK 6 118722349 2xTMT6plex [N-Term; K10] 1.278 1.439 1.599 4.283623695 42.19 0 1400.887722 2 700.9472046 -0.420540707 -0.000294565 60.63490439GTDLTDEQIR 2 118722349 1xTMT6plex [N-Term] 0.766 3.109038115 32.55 0 1376.721889 2 688.8655396 1.389896956 0.000956751 28.32404775HPPDEDFR 2 118722349 1xTMT6plex [N-Term] 1.001 2.642522097 23.71 0 1241.611216 3 414.5417175 -0.497041345 -0.000205711 19.65298301FLGTEVLLR 4 118722349 1xTMT6plex [N-Term] 0.647 1.029 3.067229033 20.12 0 1276.782639 2 638.8949585 0.001153045 7.36E-07 76.8004304RPPEDDFR 5 118722349 1xTMT6plex [N-Term] 1.23 1.524 1.288 3.667007923 38.48 0 1260.653416 3 420.8894958 0.411436499 0.000172893 20.72343631RPPEEDFR 2 118722349 1xTMT6plex [N-Term] 0.971 2.87479949 12.16 0 1274.669066 3 425.5611267 -0.187345134 -7.96E-05 21.0241357642822880 MBLAC2 metallo-beta-lactamase domain-containing protein 2 153364 NP_981951.1 30.82437276 1 7 7 39 279 31.322 6.92 1.11 1.08 1.08 1.09 Significant 0.0000842
VQAVQPTLILQDGDVINLGDR 6 42822880 1xTMT6plex [N-Term] 0.989 1.235 0.996 6.574829102 61.69 0 2493.387417 3 831.8006592 0.002754912 2.29E-06 86.40377517SLPEYLYSSGLLQDR 10 42822880 1xTMT6plex [N-Term] 0.958 1.307 1.126 3.722374439 36.42 0 1970.043223 3 657.3522949 -0.452454222 -0.000297118 78.70761328VAVHHAEAEALAR 6 42822880 1xTMT6plex [N-Term] 1.246 1.155 1.125 4.199690819 32.67 0 1602.891354 3 534.9689941 0.670570636 0.000358284 22.65875461ISDYVGTCER 6 42822880 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C8] 1.036 0.956 1.175 3.961003065 33.15 0 1428.699045 2 714.8538818 1.00907317 0.000720831 44.83535619VLPGHFNTFGAER 2 42822880 1xTMT6plex [N-Term] 1.371 3.473881721 12.72 0 1673.896105 3 558.6368408 -0.081330652 -4.54E-05 50.38594476LIELVDR 6 42822880 1xTMT6plex [N-Term] 0.938 1.016 0.93 2.520492077 26.53 0 1086.672026 2 543.8392334 -0.769048163 -0.000417852 58.62237498ANIWLVR 3 42822880 1xTMT6plex [N-Term] 1.233 0.971 2.305417299 8.75 0 1100.67778 2 550.8422852 -0.441843661 -0.000243164 55.4529289144662828 ELP5 elongator complex protein 5 isoform 1 23587 NP_981960.1 6.64556962 1 2 2 8 316 34.819 4.97 1.04 1.12 1.05 1.07 Significant 0.000553 DSLILPFQFSSEK 4 44662828 2xTMT6plex [N-Term; K13] 1.124 1.124 3.706006765 22.66 0 1969.10465 3 657.0400391 0.46411322 0.000304629 88.5658155LVYHDFFR 4 44662828 1xTMT6plex [N-Term] 1.014 1.05 2.974263191 24.33 0 1325.720373 3 442.578064 -0.553952013 -0.000244795 55.9572878150409939 AFTPH aftiphilin isoform a 54812 NP_982261.2 8.226495726 1 4 4 16 936 102.05 4.54 0.91 0.89 1.38 1.06 Significant 0.0221 VLMFPATLTPSTSSQEK 4 50409939 2xTMT6plex [N-Term; K17] 0.755 0.888 4.30703783 32.42 0 2295.267041 3 765.7607422 0.275690144 0.000210928 84.27482581
IFEACFPSILVPDAEEEVTSLK 8 50409939 2xTMT6plex [N-Term; K22]; 1xCarbamidomethyl [C5] 1.059 100 4.460916996 40.42 0 2952.568033 3 984.8615112 0.659531426 0.000649104 111.03765

EALPESGELLDVWTELQDIHDAHGLR 2 50409939 1xTMT6plex [N-Term] 0.889 6.232041836 38.22 0 3172.611222 4 793.9088135 0.694070624 0.000550504 99.30670158TDENIDTPGTPK 2 50409939 2xTMT6plex [N-Term; K12] 1.126 2.233384371 4.48 0 1745.932165 2 873.4694214 -0.343006776 -0.000299433 32.5231506753832001 AK4 adenylate kinase 4, mitochondrial 205 NP_982289.1 57.39910314 1 9 9 86 223 25.252 8.4 0.86 0.8 0.87 0.84 Significant 0.000671 GVLHQFSGTETNK 6 53832001 2xTMT6plex [N-Term; K13] 0.835 0.802 0.898 4.747319221 41.93 0 1876.032882 3 626.0158691 0.09171048 5.74E-05 37.47066648
VYNLDFNPPHVHGIDDVTGEPLVQQEDDKPEAVAAR 10 53832001 2xTMT6plex [N-Term; K29] 0.556 0.782 1.024 8.888717651 30.31 0 4443.262112 4 1111.56189 -8.18842223 -0.009095827 70.36239795IAQNFGLQHLSSGHFLR 12 53832001 1xTMT6plex [N-Term] 0.643 0.695 0.8 5.43337822 39.94 0 2154.176971 4 539.298645 -1.95955668 -0.001055308 61.36443593AVILGPPGSGK 14 53832001 2xTMT6plex [N-Term; K11] 0.823 0.85 0.961 3.553017855 50.22 0 1453.914271 2 727.4595337 -1.705752008 -0.001240009 52.65288484ASTEVGEMAK 6 53832001 2xTMT6plex [N-Term; K10] 0.907 0.753 0.956 3.947165251 53.7 0 1480.808151 2 740.9066162 -1.482209646 -0.001097434 33.83304417TLGQAEALDK 11 53832001 2xTMT6plex [N-Term; K10] 1.083 0.933 0.886 4.525410652 50.86 0 1503.878279 2 752.4412231 -2.067621416 -0.001554725 43.46011464SLLVPDHVITR 14 53832001 1xTMT6plex [N-Term] 0.818 0.777 0.835 4.14245224 50.39 0 1478.889229 3 493.6342468 -0.704509482 -0.000347297 50.87960502GQHWLLDGFPR 2 53832001 1xTMT6plex [N-Term] 0.705 3.125160933 23.4 0 1554.837862 3 518.9497681 -2.001064456 -0.00103711 61.33122312ASTEVGEMAK 8 53832001 2xTMT6plex [N-Term; K10]; 1xOxidation [M8] 0.872 0.786 0.971 3.064383745 51.36 0 1496.803066 2 740.9066162 -1.482209646 -0.001097434 33.83304417LMMSELENR 3 53832001 1xTMT6plex [N-Term]; 2xOxidation [M2; M3] 0.753 0.887 1.257 2.096469402 14.46 0 1383.680953 2 692.3444214 0.443124867 0.000306572 26.92269635

45359849 G3BP2 ras GTPase-activating protein-binding protein 2 isoform a 9908 NP_987101.1 26.76348548 1 9 10 83 482 54.088 5.55 1.14 1 1.24 1.12 Significant 0.00379
VEAKPEVQSQPPR 7 45359849 2xTMT6plex [N-Term; K4] 1.478 1.282 0.981 3.716932058 11.15 0 1923.106381 3 641.7069702 -0.012477452 -8.00E-06 30.59724411YPDSHQLFVGNLPHDIDENELK 6 45359849 2xTMT6plex [N-Term; K22] 0.903 0.728 0.923 5.276248932 22.3 0 3038.562371 4 760.395752 -0.392490709 -0.000298152 66.79848888FMQTFVLAPEGSVPNK 12 45359849 2xTMT6plex [N-Term; K16] 1.218 1.214 1.462 4.493477821 36.05 0 2223.224782 3 741.7474976 1.420250353 0.001052512 84.09454898
VLSLNFSECHTK 6 45359849 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C9] 1.462 1.238 1.404 5.446471691 61.85 0 1893.03044 3 631.6812134 -0.714586122 -0.000450911 58.35843703LPNFGFVVFDDSEPVQR 22 45359849 1xTMT6plex [N-Term] 1.172 0.57 1.196 4.553647518 43.08 0 2195.133435 3 732.3815918 -1.46353717 -0.001070886 94.0058271VMEKPSPLLVGR 2 45359849 2xTMT6plex [N-Term; K4] 1.12 1.841 7.38 0 1784.086832 3 595.3668823 -0.413846081 -0.000246112 55.78668994TEELKPQVEEK 4 45359849 3xTMT6plex [N-Term; K5; K11] 1.144 1.362 3.442187309 9.83 0 2017.178433 3 673.0650635 1.092843177 0.00073482 41.67868108NLEELEEK 12 45359849 2xTMT6plex [N-Term; K8] 1.056 1.155 1.08 3.889623642 41.23 0 1461.820096 2 731.4135132 -0.2365495 -0.000172896 46.04939588QYYTLLNK 10 45359849 2xTMT6plex [N-Term; K8] 1.149 1.265 1.397 3.661549091 41.58 0 1500.882636 2 750.9437256 -1.64019362 -0.001230869 56.59865665AFSWASVTSK 2 45359849 2xTMT6plex [N-Term; K10] 0.968 2.301514387 0.86 0 1541.8728 2 771.4396362 -0.521456155 -0.00040201 64.01740545

45545424 LSR lipolysis-stimulated lipoprotein receptor isoform 2 51599 NP_991403.1 10.32357473 1 5 5 20 649 71.394 7.97 0.86 0.7 0.78 0.78 Significant 0.00349 IQASQQDDSMR 4 45545424 1xTMT6plex [N-Term] 0.819 0.625 4.302914619 43.51 0 1507.737221 2 754.3719482 -0.398985723 -0.000300783 21.29728111DTDSSVASEVR 6 45545424 1xTMT6plex [N-Term] 1.005 0.53 0.861 3.992514372 59.4 0 1394.696068 2 697.8514404 -0.332603379 -0.00023194 21.08444404AATSGVPSIYAPSTYAHLSPAK 2 45545424 2xTMT6plex [N-Term; K22] 0.796 4.2835989 52.09 0 2647.449573 3 883.1555786 0.985763759 0.00086992 63.8981407ELANFDPSRPGPPSGR 2 45545424 1xTMT6plex [N-Term] 0.768 3.605562449 12.06 0 1926.003089 3 642.671936 -0.952529381 -0.000611525 38.92030532LLEEAVR 6 45545424 1xTMT6plex [N-Term] 0.865 0.742 0.766 2.762379885 27.93 0 1058.640726 2 529.8240356 0.065092019 3.45E-05 42.6180835845545411 NCKAP1 nck-associated protein 1 isoform 2 10787 NP_995314.1 37.38977072 1 34 34 220 1134 129.433 6.68 0.91 0.92 0.96 0.93 Significant 0.00027 KLVVENVDVLTQMR 6 45545411 2xTMT6plex [N-Term; K1] 1.082 1.171 1 5.522770882 24.47 1 2102.240766 3 701.4169922 -2.065894435 -0.001447669 70.20644554FLSESLMWHISSQVAELK 4 45545411 2xTMT6plex [N-Term; K18] 1.16 1.117 4.597883224 32.88 0 2563.399452 3 855.1384888 0.570121287 0.00048715 104.8650169SLSDALISLQMVYPR 18 45545411 1xTMT6plex [N-Term] 0.811 0.802 0.986 4.800350189 46.85 0 1922.06185 3 641.357605 -1.866848662 -0.001196066 95.03868912AIIGLYNYAHEMTHGASDR 6 45545411 1xTMT6plex [N-Term] 0.901 0.885 5.13583374 49.18 0 2348.16548 4 587.7971191 0.496886829 0.000291693 65.45371874QVEDGEVFDFR 6 45545411 1xTMT6plex [N-Term] 0.73 0.951 1.075 4.285526276 76.18 0 1569.774653 2 785.3897705 -1.521488687 -0.001194197 55.34082605ELATVLSDQPGLLGPK 14 45545411 2xTMT6plex [N-Term; K16] 0.967 0.872 0.869 4.805511951 38.65 0 2096.236727 2 1048.620361 -1.565054036 -0.001640362 80.92165766AINQIAAALFTIHK 6 45545411 2xTMT6plex [N-Term; K14] 0.692 0.723 0.716 6.520292282 62.07 0 1969.199888 3 657.071106 -0.570418937 -0.000374423 100.0125873SLSELLGPYGMK 12 45545411 2xTMT6plex [N-Term; K12] 0.779 0.73 0.864 4.991318703 75.47 0 1752.997014 2 877.0021973 0.059282046 5.20E-05 82.60824508DVLSYHIPFLVSSIEDFKDHIPR 6 45545411 2xTMT6plex [N-Term; K18] 0.84 0.838 0.702 6.585603237 29.98 1 3185.739941 5 637.9534912 -0.499546524 -0.000318285 108.1647531AFVNLPTENELTFNAEEYSDISEMR 8 45545411 1xTMT6plex [N-Term] 1.12 0.736 0.812 5.258031845 57.41 0 3148.498226 3 1050.168945 -1.887561013 -0.001980994 89.58765646HIAELIFYMEELR 6 45545411 1xTMT6plex [N-Term] 0.779 0.858 0.965 4.763485909 46.5 0 1893.014171 3 631.6764526 0.334482523 0.00021106 99.24848554LVVENVDVLTQMR 8 45545411 1xTMT6plex [N-Term] 0.83 0.814 4.63508606 56.77 0 1744.982871 3 582.3323364 -0.23801532 -0.000138444 75.91634559MFQQCLELPSQSR 8 45545411 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.472 1.432 1.302 4.443356991 35.48 0 1852.924705 2 926.9663086 0.343088685 0.000317859 59.18076692
NLITDICTEQCTLSDQLLPK 8 45545411 2xTMT6plex [N-Term; K20]; 2xCarbamidomethyl [C7; C11] 1.137 1.129 1.18 4.141175747 42.75 0 2820.488737 3 940.8339233 -0.539101769 -0.000506843 90.74387624

SLSLCNMFLDEMAK 8 45545411 2xTMT6plex [N-Term; K14]; 1xCarbamidomethyl [C5] 0.905 0.782 0.848 3.645236015 25.62 0 2117.084525 3 706.3658447 -0.729479761 -0.00051479 94.46973103
YSIAFPLLCTHFMSCTHELCPEER 2 45545411 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C9; C15; C20] 2.351 3.590822697 19.71 0 3227.498384 4 807.6276245 -3.010220911 -0.002428871 88.25796465

SVLQPSQQK 6 45545411 2xTMT6plex [N-Term; K9] 0.923 0.727 0.935 3.865987301 37.93 0 1472.883699 2 736.9451904 -0.403732233 -0.000297325 31.03708103EFLALASSSLLK 2 45545411 2xTMT6plex [N-Term; K12] 0.62 2.78343749 18.17 0 1737.056243 3 579.6915283 2.18087408 0.001262767 92.70533807LQAYTSVSK 6 45545411 2xTMT6plex [N-Term; K9] 1.104 1.185 1.04 3.727381706 27.34 0 1454.861901 2 727.9336548 -1.283887967 -0.00093394 42.77120872
TSFDKPDQMAALFK 6 45545411 3xTMT6plex [N-Term; K5; K14]; 1xOxidation [M9] 1.049 0.994 0.855 3.17162776 14.57 0 2302.272016 3 768.0952148 -0.401598397 -0.000308196 55.09573221

LSSVDSVLK 6 45545411 2xTMT6plex [N-Term; K9] 1.141 1.095 1.08 3.647056341 40.31 0 1405.866652 2 703.4364014 -0.800748509 -0.000562873 60.02096212KSADDFIDK 6 45545411 3xTMT6plex [N-Term; K1; K9] 1.129 1.104 1.113 4.094078541 18.52 1 1725.999012 3 576.0047607 0.415415396 0.000239002 40.53011539LVVTNLDK 2 45545411 2xTMT6plex [N-Term; K8] 1.153 3.559449434 42.17 0 1359.861173 2 680.4331665 -1.556197228 -0.001058106 54.8973214TISQAVNK 12 45545411 2xTMT6plex [N-Term; K8] 0.936 1.025 1.23 3.846820116 30.03 0 1318.809471 2 659.9088135 0.666467101 0.000439472 32.70755371SADDFIDK 6 45545411 2xTMT6plex [N-Term; K8] 0.831 0.801 0.751 3.261525154 30.17 0 1368.741117 2 684.8741455 -0.074969893 -5.13E-05 40.90898255AKPSYLIDK 11 45545411 3xTMT6plex [N-Term; K2; K9] 0.931 0.977 0.911 3.443466425 18.67 0 1722.076868 3 574.6966553 -0.845397621 -0.00048528 51.5595145EAAVSHAGSMHR 2 45545411 1xTMT6plex [N-Term] 1.17 2.914162636 4.83 0 1481.748061 3 494.5869141 -1.263394601 -0.000624011 15.78838594SIVGMTMYNQATQEIAKPSELLTSVR 1 45545411 2xTMT6plex [N-Term; K17] 1.057 4.87130928 0 3325.790004 4 832.1973267 -6.773455133 -0.005631772 92.046592LTILNDR 6 45545411 1xTMT6plex [N-Term] 0.959 0.857 0.952 2.800526619 37.69 0 1073.651625 2 537.3290405 -0.764079608 -0.000410178 49.5916554NLESAVK 6 45545411 2xTMT6plex [N-Term; K7] 0.969 0.964 0.913 2.746520996 35.26 0 1218.745809 2 609.87677 0.373227181 0.000227435 35.88883995KFPAVETR 7 45545411 2xTMT6plex [N-Term; K1] 0.712 1.007 0.909 2.978559971 13.12 1 1405.856756 3 469.2901611 -0.587393814 -0.000275264 35.67858812HADNMPK 4 45545411 2xTMT6plex [N-Term; K7] 0.976 0.948 2.26072669 13.07 0 1270.697813 3 424.2371216 -0.78778282 -0.000333678 19.11392844MMEEFVPHSK 3 45545411 2xTMT6plex [N-Term; K10]; 1xOxidation [M] 1.249 2.527460814 3.43 0 1708.88027 3 570.2981567 -0.206664658 -0.000117722 43.3614098EKPGVESMR 2 45545411 2xTMT6plex [N-Term; K2] 0.984 2.167374849 4.38 0 1490.84012 3 497.6181641 -0.12113472 -6.02E-05 26.62826063
45446745 AKR1C2 aldo-keto reductase family 1 member C2 isoform 1 1646 NP_995317.1 58.82352941 1 3 17 211 323 36.712 7.49 1.1 1.11 1.05 1.08 Significant 0.000292

ILFDTVDLCATWEAMEK 10 45446745 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C9] 1.178 1.295 1.262 4.694025517 48.04 0 2500.28679 3 834.100769 0.385527336 0.00032131 109.6186518
LLEMILNKPGLK 12 45446745 3xTMT6plex [N-Term; K8; K12] 1.181 0.987 1.118 4.617571354 33.09 0 2056.317115 3 686.1101074 -0.654721183 -0.000448771 99.96871904DIVLVAYSALGSHR 6 45446745 1xTMT6plex [N-Term] 1.078 1 1.001 5.396420002 49.91 0 1729.979835 3 577.3310547 -0.707579057 -0.000408032 77.27155666LNDGHFMPVLGFGTYAPAEVPK 16 45446745 2xTMT6plex [N-Term; K22]; 1xOxidation [M7] 1.213 1.492 1.349 5.138510227 36.35 0 2834.495143 3 940.1693726 -2.364297917 -0.002221258 87.59921048LNDGHFMPVLGFGTYAPAEVPK 16 45446745 2xTMT6plex [N-Term; K22] 1.117 1.165 1.086 6.413331985 46.81 0 2818.500228 3 940.1693726 -2.364297917 -0.002221258 87.59921048

YKPVCNQVECHPYFNQR 14 45446745 2xTMT6plex [N-Term; K2]; 2xCarbamidomethyl [C5; C10] 1.671 1.433 1.513 6.184231281 39.18 0 2697.343017 4 675.0905151 -1.032899082 -0.000696521 39.50553733
EEPWVDPNSPVLLEDPVLCALAK 30 45446745 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C19] 1.171 1.31 1.27 5.899991035 67.41 0 3049.63203 3 1017.214966 -0.552895905 -0.000562043 109.4730251

NLQLDYVDLYLIHFPVSVKPGEEVIPK 15 45446745 3xTMT6plex [N-Term; K19; K27] 1.052 1.123 1.23 7.080513954 34.19 0 3813.180945 5 763.4423828 0.488422272 0.000372488 109.4955532
SKDIVLVAYSALGSHREEPWVDPNSPVLLEDPVLCALAK 2 45446745 3xTMT6plex [N-Term; K2; K39]; 1xCarbamidomethyl [C35] 100 4.387050629 18.21 2 4975.721015 5 995.9508667 0.846455434 0.000842345 111.6492388SIGVSNFNHR 6 45446745 1xTMT6plex [N-Term] 1.014 1.097 0.997 4.338337898 34.19 0 1359.733063 3 453.9158325 -0.087209328 -3.95E-05 28.5018534REDIFYTSK 16 45446745 2xTMT6plex [N-Term; K9] 1.238 1.291 1.288 4.551433086 26.21 1 1616.904828 2 808.9555054 -0.676655665 -0.000547044 38.64939545RTPALIALR 4 45446745 1xTMT6plex [N-Term] 1.188 1.189 5.389442921 50.76 1 1239.809857 3 413.9406738 -1.926501561 -0.000796165 47.6265805EDIFYTSK 16 45446745 2xTMT6plex [N-Term; K8] 1.216 1.193 1.189 3.718595505 36.74 0 1460.803717 2 730.9060059 0.696773111 0.000508924 50.90656062GVVVLAK 14 45446745 2xTMT6plex [N-Term; K7] 1.294 1.352 1.174 2.978906631 44.21 0 1143.786551 2 572.3966064 -0.53766096 -0.000307485 51.82308871TPALIALR 8 45446745 1xTMT6plex [N-Term] 1.14 1.232 1.167 2.903087616 27.72 0 1083.708746 2 542.3580933 0.151455304 8.21E-05 54.78772659KLLDFCK 8 45446745 3xTMT6plex [N-Term; K1; K7]; 1xCarbamidomethyl [C6] 0.995 1.764 2.077 2.864648819 13.31 1 1610.990696 3 537.6688232 0.757376542 0.000406709 56.55672331AIDGLNR 10 45446745 1xTMT6plex [N-Term] 1.276 1.322 1.565 3.02422142 27.37 0 987.5784599 2 494.292511 -0.723524634 -0.000357269 25.12547152IADGSVK 8 45446745 2xTMT6plex [N-Term; K7] 1.288 1.076 1.1 2.47227478 21.88 0 1147.708695 2 574.357605 -0.663460219 -0.00038073 32.14397232

45580696 EMC10 ER membrane protein complex subunit 10 isoform 2 precursor 284361 NP_996261.1 12.59541985 1 3 3 16 262 27.33 6.13 1.04 1.06 0.98 1.03 Significant 0.000548 GSLLWNQQDGTLSLSQR 10 45580696 1xTMT6plex [N-Term] 1.038 1.185 1.093 4.51499939 62.1 0 2132.129746 2 1066.570435 1.803900833 0.001923075 64.77541521LEMEQAQK 4 45580696 2xTMT6plex [N-Term; K8] 0.949 0.927 3.030295849 30.29 0 1434.802671 2 717.9042969 -0.943878923 -0.00067714 36.61825668AKNPQEQK 2 45580696 3xTMT6plex [N-Term; K2; K8] 1.598 0.89 2.787508726 1 1629.989116 3 544.0018921 1.231277873 0.00066899 19.35981544
260274832 ECI2 enoyl-CoA delta isomerase 2, mitochondrial isoform 2 10455 NP_996667.2 37.56345178 1 12 12 94 394 43.557 9 1.09 1.03 1.04 1.05 Significant 0.00031

WLSDECTNAVVNFLSR 18 260274832 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 1.285 1.336 1.249 6.848035812 56.97 0 2140.069455 3 714.0275879 -0.581400815 -0.000414746 91.55283324STGFETLVVTSEDGITK 2 260274832 2xTMT6plex [N-Term; K17] 1.158 4.352397442 21.73 0 2242.221864 3 748.0787964 -0.012714997 -9.50E-06 74.84317789WDAWNALGSLPK 10 260274832 2xTMT6plex [N-Term; K12] 1.067 1.119 1.131 4.699905396 58.35 0 1816.015776 2 908.5115356 0.010500494 9.53E-06 87.19515205
KLTAGEACAQGLVTEVFPDSTFQK 8 260274832 3xTMT6plex [N-Term; K1; K24]; 1xCarbamidomethyl [C8] 0.973 1.112 6.401334763 37.26 1 3284.780375 3 1095.601074 2.525138762 0.002764842 81.07470604

KSTGFETLVVTSEDGITK 6 260274832 3xTMT6plex [N-Term; K1; K18] 1.688 1.146 1.114 4.7110672 28.55 1 2599.479759 3 867.1638184 -1.099278371 -0.000952517 68.27256991
ATFHTPFSHLGQSPEGCSSYTFPK 6 260274832 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C17] 1.169 1.215 1.122 5.972329617 29.32 0 3141.550426 4 786.1416626 -1.784300302 -0.001401367 61.64317877
LTAGEACAQGLVTEVFPDSTFQK 4 260274832 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C7] 0.919 0.553 6.229053497 37.72 0 2927.52248 3 976.5130615 0.734887717 0.000717133 88.40279859

LHAVNAEECNVLQGR 10 260274832 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.981 1.144 0.965 5.898146629 58.05 0 1939.00171 3 647.0041504 -1.965758001 -0.001270536 41.77756671NAINTEMYHEIMR 6 260274832 1xTMT6plex [N-Term] 1.146 1.01 1.179 4.779166222 34.63 0 1850.909054 3 617.6414185 0.349904331 0.00021588 50.66812024ATEMLIFGK 12 260274832 2xTMT6plex [N-Term; K9] 0.981 0.704 0.853 3.516486645 33.91 0 1467.864543 2 742.4326782 -0.929060148 -0.000689297 59.57684679ATEMLIFGK 6 260274832 2xTMT6plex [N-Term; K9]; 1xOxidation [M4] 1.178 0.892 1.15 2.433683634 42.51 0 1483.859458 2 742.4326782 -0.929060148 -0.000689297 59.57684679DFENSMNQVK 2 260274832 2xTMT6plex [N-Term; K10] 0.64 1.494027019 0.92 0 1669.861977 2 835.4360352 1.686733717 0.001408306 41.91419997
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IMFNRPK 4 260274832 2xTMT6plex [N-Term; K7] 1.084 1.194 1.172 2.600081921 8.69 0 1363.828433 3 455.280426 -1.252323083 -0.000569318 39.8771697645643135 MORF4L1 mortality factor 4-like protein 1 isoform 2 10933 NP_996670.1 20.71823204 1 6 7 26 362 41.448 9.28 1.47 1.42 1.52 1.47 Significant 0.000385
VLCFHGPLLYEAK 2 45643135 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C3] 1.964 4.641474247 24.52 0 2005.134511 3 669.0487671 -1.37784296 -0.00092092 75.76567177
EYAVNEVVAGIK 4 45643135 2xTMT6plex [N-Term; K12] 1.138 1.134 3.207948446 29.58 0 1750.015107 3 584.0100708 0.315592901 0.000184097 66.12361397ANQEQYAEGK 6 45643135 2xTMT6plex [N-Term; K10] 2.052 1.312 1.595 3.832698107 43.9 0 1595.842956 2 798.4255371 0.527244079 0.000420699 22.45562163YVDTNLQK 6 45643135 2xTMT6plex [N-Term; K8] 2.003 1.319 1.38 3.373981714 33.56 0 1438.830601 2 719.9176025 -1.8572387 -0.001336126 37.88811685YFIHYSGWNK 2 45643135 2xTMT6plex [N-Term; K10] 1.215 3.276618958 18.95 0 1772.952447 3 591.6560669 0.67700834 0.000400101 57.26556563QLFYLPAK 4 45643135 2xTMT6plex [N-Term; K8] 1.489 1.597 2.833059072 38.89 0 1437.886993 2 719.4467773 -0.497530406 -0.000357696 74.15173297VDPTVENEETFMNR 2 45643135 1xTMT6plex [N-Term] 2.089 3.087560654 22.56 0 1909.916308 2 955.4621582 0.383250432 0.000365988 47.59007338

46249376 PPP1CB serine/threonine-protein phosphatase PP1-beta catalytic subunit isoform 1 5500 NP_996759.1 69.41896024 1 6 16 227 327 37.163 6.19 1.01 1 1.01 1.01 Significant 0.000011
TFTDCFNCLPIAAIVDEK 42 46249376 2xTMT6plex [N-Term; K18]; 2xCarbamidomethyl [C5; C8] 2.106 2.421 2.157 5.74983263 66.65 0 2572.319153 3 858.1103516 -1.030798413 -0.000883848 102.8107143

QSLETICLLLAYK 20 46249376 2xTMT6plex [N-Term; K13]; 1xCarbamidomethyl [C7] 1.585 1.742 1.613 4.784566879 54.81 0 2010.170956 2 1005.588135 -0.97647354 -0.000981439 102.904373
LFEYGGFPPEANYLFLGDYVDR 18 46249376 1xTMT6plex [N-Term] 1.188 1.674 1.068 4.714392185 35.68 0 2811.386749 3 937.8017578 1.412650715 0.001323836 109.8727458GVSFTFGADVVSK 14 46249376 2xTMT6plex [N-Term; K13] 0.938 0.969 1.079 3.950079918 46.89 0 1771.999457 2 886.5033569 -0.011034322 -9.78E-06 74.13078052EIFLSQPILLELEAPLK 3 46249376 2xTMT6plex [N-Term; K17] 1.469 1.35 4.715280056 50.02 0 2411.456556 3 804.4902344 -0.168344314 -0.000135318 112.5936505

IFCCHGGLSPDLQSMEQIR 6 46249376 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C3; C4] 1.202 1.049 1.152 6.723258972 37.46 0 2477.193686 3 826.4014893 -1.522422967 -0.001257112 67.99078747YQYGGLNSGRPVTPPR 5 46249376 1xTMT6plex [N-Term] 0.68 0.959 0.824 4.398921967 36.59 0 1991.066024 3 664.3599854 -0.312011408 -0.000207078 37.14157531IMRPTDVPDTGLLCDLLWSDPDKDVQGWGENDR 6 46249376 2xTMT6plex [N-Term; K23]; 1xCarbamidomethyl [C14] 0.931 0.99 5.343322277 20.02 1 4272.110563 4 1068.782959 -0.130259386 -0.000139121 99.11905416
IKYPENFFLLR 25 46249376 2xTMT6plex [N-Term; K2] 1.885 1.57 1.527 3.615986109 21.82 1 1898.130411 3 633.3812866 -0.582049954 -0.000368269 80.61790121IVQMTEAEVR 10 46249376 1xTMT6plex [N-Term] 1.003 0.99 0.999 4.207138062 54.91 0 1404.771816 2 702.8878784 -2.374694612 -0.001667952 49.20480612GNHECASINR 12 46249376 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.093 1.056 1.053 4.277826786 45.76 0 1386.674562 3 462.8962708 -0.218511357 -0.000101001 14.80713656AHQVVEDGYEFFAK 20 46249376 2xTMT6plex [N-Term; K14] 1.072 3.402069807 20.65 0 2098.100962 3 700.0375366 -1.384588622 -0.000968336 1.324031722

IYGFYDECK 10 46249376 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C8] 1.252 1.087 1.129 3.564033508 44.96 0 1652.839451 2 826.9213867 -2.392417786 -0.001977141 57.39402074
ICGDIHGQYTDLLR 5 46249376 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 1.034 0.994 1.031 3.205485821 13.48 0 1889.974098 3 630.6622314 -1.035333799 -0.000652251 55.12343592

IMRPTDVPDTGLLCDLLWSDPDKDVQGWGENDR 5 46249376 2xTMT6plex [N-Term; K23]; 1xOxidation [M2]; 1xCarbamidomethyl [C14] 1.414 100 0.644 4.694248676 2.81 1 4288.105478 4 1068.782959 -0.130259386 -0.000139121 99.11905416YPENFFLLR 8 46249376 1xTMT6plex [N-Term] 1.013 0.942 1.026 3.123472214 23.05 0 1427.788453 2 714.3981934 0.460550545 0.000328784 78.98890774HDLDLICR 18 46249376 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 0.944 1.252 1.301 4.211854935 29.38 0 1270.677522 3 424.2313232 1.490753185 0.000631422 32.4583402
94557299 PRKAA1 5'-AMP-activated protein kinase catalytic subunit alpha-1 isoform 2 5562 NP_996790.3 28.57142857 1 13 13 57 574 65.481 8.22 0.83 0.86 0.8 0.83 Significant 0.000435 IADFGLSNMMSDGEFLR 14 94557299 1xTMT6plex [N-Term] 0.785 0.833 0.743 5.039471626 52.81 0 2132.035377 2 1066.521973 0.605826017 0.000645821 93.22102258IGHYILGDTLGVGTFGK 2 94557299 2xTMT6plex [N-Term; K17] 0.878 5.141204834 24.22 0 2206.26361 3 736.0907593 -2.667694804 -0.001961879 79.44640339LFQQILSGVDYCHR 6 94557299 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C12] 0.699 0.684 0.666 4.44222784 34.74 0 1965.021382 3 655.6773682 -1.949672327 -0.001277049 79.51839953SDSDAEAQGK 6 94557299 2xTMT6plex [N-Term; K10] 0.779 0.838 0.793 4.120229721 65.66 0 1465.753472 2 733.380249 -0.171292874 -0.000125537 16.98801375DLKPENVLLDAHMNAK 2 94557299 3xTMT6plex [N-Term; K3; K16] 0.819 3.813471556 14.54 0 2495.42589 4 624.6122437 0.502715541 0.000313622 61.84956045YLFPEDPSYSSTMIDDEALK 2 94557299 2xTMT6plex [N-Term; K20] 1.002 3.238782406 19.61 0 2779.378835 3 927.1311646 0.037876213 3.51E-05 84.41732KNPVTSTYSK 2 94557299 3xTMT6plex [N-Term; K1; K10] 0.835 3.876468658 27.69 1 1812.08341 3 604.699707 0.638808205 0.000385858 33.18363693SQSRPNDIMAEVCR 4 94557299 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C13] 0.741 1.862 4.417947769 17.28 0 1891.931581 3 631.3151855 -0.305343692 -0.000192563 35.08300938VPFLVAETPR 4 94557299 1xTMT6plex [N-Term] 0.865 0.788 2.99285984 24.67 0 1357.804103 2 679.4054565 -0.343292572 -0.000233062 67.41193973NPVTSTYSK 2 94557299 2xTMT6plex [N-Term; K9] 0.905 3.392495155 15.43 0 1454.825515 2 727.9168701 0.651833753 0.000474152 30.91821652QLDYEWK 6 94557299 2xTMT6plex [N-Term; K7] 0.73 0.838 0.867 3.065104246 29.18 0 1439.793487 2 720.3994141 -1.344258755 -0.000967727 50.94613982SLDVVGK 6 94557299 2xTMT6plex [N-Term; K7] 1.023 0.889 0.798 3.203512907 32.28 0 1175.739995 2 588.37323 -0.690270864 -0.00040579 42.90059079

KICDGIFYTPQYLNPSVISLLK 1 94557299 3xTMT6plex [N-Term; K1; K22]; 1xCarbamidomethyl [C3] 2.045678854 1 3256.862254 3 1086.294434 1.993762936 0.00216447 109.1713346
46275835 FAM45A protein FAM45A isoform 1 404636 NP_996892.1 20.44817927 1 5 5 18 357 40.487 6.61 1.05 0.99 0.8 0.94 Significant 0.00628 EIFTNLAPFSEVSADGEK 4 46275835 2xTMT6plex [N-Term; K18] 0.837 0.795 4.641318798 43.24 0 2412.269877 3 804.7592773 -2.735356774 -0.002199473 84.47627122EMGQLIVQSAEDPEKSESHVIQDIALK 2 46275835 3xTMT6plex [N-Term; K15; K27] 1.079 6.440958977 23.91 1 3681.997637 4 921.2536011 -1.375037038 -0.001265721 80.52270059TLPALVWHR 4 46275835 1xTMT6plex [N-Term] 1.142 1.184 3.452305794 37.59 0 1321.794207 3 441.2693787 -0.472035411 -0.000207978 57.77312834VLNLEALK 4 46275835 2xTMT6plex [N-Term; K8] 0.984 0.966 3.28316164 42.49 0 1357.881908 2 679.4434814 -1.636216936 -0.001110895 73.04637018LLHPFVFGQYR 4 46275835 1xTMT6plex [N-Term] 0.956 1.158 3.496383667 21.71 0 1605.910299 3 535.9747314 -0.409651811 -0.000219288 69.0414619446370095 AP3M1 AP-3 complex subunit mu-1 isoform a 26985 NP_996895.1 44.49760766 1 11 12 73 418 46.909 6.93 0.92 0.94 0.98 0.95 Significant 0.000347 VSSQNLVAIPVYVK 12 46370095 2xTMT6plex [N-Term; K14] 0.952 1.046 0.85 4.554053783 48.24 0 1975.199219 2 988.1013184 -1.953752924 -0.001929526 77.32565986SVVNSITGSSNVGDTLPTGQLSNIPWR 6 46370095 1xTMT6plex [N-Term] 0.433 0.741 0.01 5.257417679 57.28 0 3028.590093 3 1010.200134 -1.401017582 -0.001414369 81.83973313TIEGITVTVHMPK 6 46370095 2xTMT6plex [N-Term; K13] 0.752 0.967 0.862 3.77505064 28.56 0 1884.102876 3 628.7052002 -0.97056487 -0.000609548 63.45611173VVLNMNLTPTQGSYTFDPVTK 6 46370095 2xTMT6plex [N-Term; K21] 0.799 0.913 0.935 4.833428383 55.24 0 2783.505373 3 928.5062256 -0.448923936 -0.000416527 87.07918992

SVVSQSVCDYFFEAQEK 4 46370095 2xTMT6plex [N-Term; K17]; 1xCarbamidomethyl [C8] 0.89 1.156 5.175909042 43.7 0 2481.237197 3 827.7495117 -1.295834898 -0.001071758 75.91307583
GLVNLQSGAPKPEENPSLNIQFK 2 46370095 3xTMT6plex [N-Term; K11; K23] 0.864 4.672756672 21.14 0 3167.803159 3 1056.602905 -2.839952243 -0.002998803 73.73562996LSGMPDLSLSFMNPR 8 46370095 1xTMT6plex [N-Term] 0.878 0.8 4.343211174 50.01 0 1893.976406 2 947.4928589 1.074672014 0.001017702 88.8415953IQQLAISGLK 11 46370095 2xTMT6plex [N-Term; K10] 1.067 1.075 1.132 4.251029491 62.7 0 1528.982685 2 764.9944458 -0.699594867 -0.000534834 69.71902194

SGSTVFAEIQGVIDACIK 2 46370095 2xTMT6plex [N-Term; K18]; 1xCarbamidomethyl [C16] 1.531 4.259849072 23.95 0 2353.283753 3 785.098999 -0.556532839 -0.00043656 108.7461717VLSFIPPDGNFR 6 46370095 1xTMT6plex [N-Term] 1.039 0.771 3.951917887 22.02 0 1590.884144 2 795.9465942 1.111417553 0.000884068 76.40294088VLTWDVGK 4 46370095 2xTMT6plex [N-Term; K8] 0.809 0.965 3.269500732 42.12 0 1375.834958 2 688.4203491 -1.116600362 -0.000768129 71.82242711FDITIGPK 6 46370095 2xTMT6plex [N-Term; K8] 0.926 0.873 0.949 3.176201105 43.37 0 1348.824059 2 674.9156494 -0.027165793 -1.83E-05 66.4159830146389550 ENSA alpha-endosulfine isoform 1 2029 NP_996925.1 42.33576642 1 5 5 32 137 15.272 6.04 0.78 0.8 0.78 0.79 Significant 0.0000718 YFDSGDYNMAK 8 46389550 2xTMT6plex [N-Term; K11] 0.678 0.571 0.827 4.766737938 58.11 0 1768.861643 2 884.9335938 -0.979064704 -0.000865915 49.22963358NLVTGDHIPTPQDLPQR 2 46389550 1xTMT6plex [N-Term] 0.694 4.656620979 28.95 0 2130.150482 3 710.7216187 -0.084089349 -5.97E-05 52.35121851QEEENPAEETGEEK 12 46389550 2xTMT6plex [N-Term; K14] 0.711 0.949 0.897 5.083360672 53.76 0 2076.997344 3 693.0039673 0.002308847 1.60E-06 23.04202239QLPSAGPDK 4 46389550 2xTMT6plex [N-Term; K9] 0.856 0.849 3.028527737 40.19 0 1370.804386 2 685.9044189 -2.060629076 -0.00141236 34.04857721SSLVTSK 6 46389550 2xTMT6plex [N-Term; K7] 0.646 0.725 0.679 3.09858799 35.24 0 1179.73491 2 590.3711548 0.104625464 6.17E-05 31.9523746246411166 MBNL1 muscleblind-like protein 1 isoform c 4154 NP_997176.1 22.42268041 1 6 6 62 388 41.79 8.9 1.07 1.15 1.19 1.14 Significant 0.000962 RPLEATFDLGIPQAVLPPLPK 15 46411166 2xTMT6plex [N-Term; K21] 1.018 1.012 1.101 5.21078825 25.24 0 2730.632229 5 546.9311523 -2.041084549 -0.00111469 100.9316047AAQYQVNQAAAAQAAATAAAMTQSAVK 12 46411166 2xTMT6plex [N-Term; K27] 0.962 1.008 1.427 8.242250443 84.05 0 3064.624988 4 766.9124756 1.006623571 0.000771231 78.83870023YFHPPAHLQAK 18 46411166 2xTMT6plex [N-Term; K11] 1.026 1.013 1.16 4.874281406 26.63 0 1767.010631 4 442.5080872 -0.063359657 -2.80E-05 39.91039686
VIACFDSLK 4 46411166 2xTMT6plex [N-Term; K9]; 1xCarbamidomethyl [C4] 1.012 0.916 4.021256924 37.33 0 1510.870357 2 755.940918 2.781150268 0.002100979 67.18408468

GTCSRPDTECK 7 46411166 2xTMT6plex [N-Term; K11]; 2xCarbamidomethyl [C3; C10] 1.654 1.781 1.759 2.376561165 13.11 0 1768.872225 3 590.2956543 0.104524579 6.16E-05 16.56976592
WLTLEVCR 6 46411166 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.36 0.957 1.18 2.72250104 28.38 0 1305.718659 2 653.3632202 0.386798246 0.000252525 63.4826955546409324 SPRYD4 SPRY domain-containing protein 4 283377 NP_997227.1 36.23188406 1 6 6 44 207 23.084 6.93 0.78 0.75 0.79 0.77 Significant 0.000241 LSLVDVSQVSVVHTLQTDFR 10 46409324 1xTMT6plex [N-Term] 0.974 0.773 0.851 7.484091759 64.76 0 2472.365954 3 824.7936401 0.167220454 0.00013781 92.88979123EWAVVLADTAVTSGR 12 46409324 1xTMT6plex [N-Term] 0.549 0.752 0.743 5.628386021 68.9 0 1803.980229 2 902.4918213 -2.141271735 -0.001931406 83.0081028IGVADVDMSR 6 46409324 1xTMT6plex [N-Term] 0.987 0.741 0.877 3.344675303 39.18 0 1291.687752 2 646.3465576 -1.48145372 -0.000956788 44.7242756APVEGIGQPEK 6 46409324 2xTMT6plex [N-Term; K11] 0.802 0.839 0.831 4.257838249 47.44 0 1582.920478 2 791.9622803 -2.018006065 -0.001597172 39.07804341YGLVGLEPTK 4 46409324 2xTMT6plex [N-Term; K10] 0.819 0.664 2.53469944 23.58 0 1534.924501 2 767.9662476 0.467402264 0.000358714 60.57238417DSCIGVDDR 6 46409324 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C3] 0.894 0.573 0.684 3.499639511 53.01 0 1265.599331 2 633.3027344 -0.900182208 -0.000569635 21.29173339155029552 C15orf52 uncharacterized protein C15orf52 388115 NP_997263.2 6.554307116 1 3 3 18 534 57.29 9.13 0.78 0.79 0.71 0.76 Significant 0.00109 SPPTQVAISSDSAR 4 155029552 1xTMT6plex [N-Term] 0.91 0.811 3.172728777 48.86 0 1644.875429 2 822.9411011 -0.306315939 -0.000251926 31.32331613ETPSEEEQAQK 12 155029552 2xTMT6plex [N-Term; K11] 0.792 0.778 0.708 3.993325472 40.87 0 1733.895779 3 578.6369629 0.320620121 0.000185307 22.37462355STLQDCSQLR 2 155029552 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C6] 0.582 3.681498528 19.55 0 1436.736494 2 718.8707886 -1.526363096 -0.001096491 25.83129516

47132583 PRKAR1A cAMP-dependent protein kinase type I-alpha regulatory subunit isoform a 5573 NP_997637.1 28.60892388 1 11 11 68 381 42.955 5.35 1.52 1.45 1.16 1.38 Significant 0.00635
NVLFSHLDDNER 8 47132583 1xTMT6plex [N-Term] 1.357 1.437 1.291 4.695082188 39.47 0 1687.860114 3 563.2909546 -1.068317483 -0.000601057 46.52901084SENEEFVEVGR 6 47132583 1xTMT6plex [N-Term] 100 100 1.155 4.376475334 51.33 0 1523.753917 2 762.3794556 -1.498153449 -0.001141409 34.49654844LGPSDYFGEIALLMNRPR 6 47132583 1xTMT6plex [N-Term] 1.505 1.364 1.654 5.254543304 37.99 0 2278.221538 3 760.0780029 -0.914200354 -0.00069425 97.5371329VSILESLDKWER 9 47132583 2xTMT6plex [N-Term; K9] 2.106 1.538 1.627 4.183355808 16.69 1 1933.115883 3 645.0429688 -0.791701115 -0.00051015 82.34537446HNIQALLK 8 47132583 2xTMT6plex [N-Term; K8] 1.549 1.576 1.789 3.860854149 23.19 0 1394.88839 3 465.6347656 0.970109874 0.000451065 46.43858485MYEEFLSK 6 47132583 2xTMT6plex [N-Term; K8] 1.508 1.251 1.002 3.474331617 40.25 0 1504.812173 2 752.9111328 1.871020882 0.001407767 66.73721646

ECELYVQK 6 47132583 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C2] 1.951 1.865 3.203392982 41.75 0 1526.828886 2 763.9171753 -1.187083948 -0.000906237 41.2258629ILMGSTLR 4 47132583 1xTMT6plex [N-Term] 1.531 1.375 3.348078012 42.11 0 1119.675731 2 560.3413086 -0.348763923 -0.000195251 49.55944502VLGPCSDILK 6 47132583 2xTMT6plex [N-Term; K10]; 1xCarbamidomethyl [C5] 1.388 1.487 1.449 3.711236954 44.26 0 1559.923121 2 780.4642944 -1.159623053 -0.000904461 62.69386165
TMAALAK 6 47132583 2xTMT6plex [N-Term; K7] 1.147 1.141 1.197 3.265519857 35.16 0 1163.722236 2 582.3656006 1.450631278 0.000844066 39.04080345QIQNLQK 3 47132583 2xTMT6plex [N-Term; K7] 1.164 0.091 2.530310631 8.08 0 1329.825456 2 665.4154663 -1.353427854 -0.000899911 44.38744909

47078238 GPS1 COP9 signalosome complex subunit 1 isoform 1 2873 NP_997657.1 23.90891841 1 9 9 49 527 59.013 6.32 1.18 1.19 1.09 1.15 Significant 0.000759
MLDEMKDNLLLDMYLAPHVR 7 47078238 2xTMT6plex [N-Term; K6] 1.896 1.483 1.643 6.626056671 33.56 1 2875.528434 4 719.6367798 -1.093457932 -0.000786067 101.1034517ALIQYFSPYVSADMHR 6 47078238 1xTMT6plex [N-Term]; 1xOxidation [M14] 1.573 1.139 1.322 3.994721413 49.96 0 2143.084377 3 715.0342407 1.769570069 0.001264113 72.41480616ELQNAPDAIPESGVEPPALDTAWVEATR 6 47078238 1xTMT6plex [N-Term] 0.873 1.344 0.997 6.423245907 55.92 0 3205.621452 3 1069.213501 1.402966556 0.001499127 81.57622205EGSQGELTPANSQSR 6 47078238 1xTMT6plex [N-Term] 0.704 100 3.8907938 44.42 0 1789.887785 2 895.4476929 0.18115783 0.000162126 19.39148034MLDEMKDNLLLDMYLAPHVR 2 47078238 2xTMT6plex [N-Term; K6]; 1xOxidation [M5] 1.281 4.913055897 17.3 1 2891.523349 4 719.6367798 -1.093457932 -0.000786067 101.1034517NVISSSSFK 6 47078238 2xTMT6plex [N-Term; K9] 1.069 0.959 1.065 3.115692377 43.63 0 1426.830601 2 713.9187622 -0.247342563 -0.000176458 44.35632385TFNVDMYEEIHR 4 47078238 1xTMT6plex [N-Term] 1.038 0.937 3.854623795 23.56 0 1782.868236 3 594.9594727 -2.451567178 -0.00145694 62.55394081ALIQYFSPYVSADMHR 2 47078238 1xTMT6plex [N-Term] 1.225 3.25805521 13.26 0 2127.089462 3 715.0342407 1.769570069 0.001264113 72.41480616MALSFVQR 2 47078238 1xTMT6plex [N-Term] 1.089 1.969991803 17.8 0 1180.67098 2 590.8388062 -0.545753494 -0.000322178 58.15741825DYCTSAK 6 47078238 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C3] 1.584 1.136 1.272 3.186632872 29.26 0 1302.676409 2 651.8414307 -0.632491592 -0.000411966 21.14869281AESTPEIAEQR 2 47078238 1xTMT6plex [N-Term] 0.902 3.329272509 17.95 0 1459.759003 2 730.3833618 0.304353535 0.000222141 99.803845247078218 ABCA2 ATP-binding cassette sub-family A member 2 isoform b 20 NP_997698.1 0.689375507 1 1 2 10 2466 272.849 6.86 0.24 0.51 0.14 0.3 Non-Significant 0.115

AAQVFYNNK 8 47078218 2xTMT6plex [N-Term; K9] 0.243 0.513 0.142 2.748878241 9.66 0 1512.857484 2 756.9312134 -1.542797132 -0.001167016 49.31599152IAIISHGK 2 47078218 2xTMT6plex [N-Term; K8] 0.97 2.626582146 7.61 0 1296.840378 3 432.9507751 -2.009083455 -0.000868487 43.518219278486586 BOLA3 bolA-like protein 3 isoform 1 388962 NP_997717.2 32.71028037 1 3 3 10 107 12.106 9.64 0.84 1 0.76 0.87 Significant 0.00656
VTDISGGCGAMYEIK 4 78486586 2xTMT6plex [N-Term; K15]; 1xCarbamidomethyl [C8] 0.933 0.76 4.672639847 24.26 0 2059.060419 3 687.0245972 -0.573448978 -0.000393589 58.73523761
TVQQHQMVNQALK 4 78486586 2xTMT6plex [N-Term; K13]; 1xOxidation [M7] 0.848 1.001 3.594912529 13.93 0 1999.115901 3 667.043335 -0.224587873 -0.000149659 25.62652243IESEEFK 2 78486586 2xTMT6plex [N-Term; K7] 0.601 2.248125792 14.37 0 1339.750953 2 670.3790283 -0.129441501 -8.67E-05 44.77378623

56699456 ISCU iron-sulfur cluster assembly enzyme ISCU, mitochondrial isoform 2 precursor 23479 NP_998760.1 35.92814371 1 7 7 38 167 17.988 9.48 0.88 0.78 0.76 0.8 Significant 0.00211
LHCSMLAEDAIK 2 56699456 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 0.917 4.18848896 12.26 0 1845.996697 3 621.3348389 -0.885255566 -0.000549446 45.47882394
LHCSMLAEDAIK 2 56699456 2xTMT6plex [N-Term; K12]; 1xOxidation [M5]; 1xCarbamidomethyl [C3] 0.963 3.689777613 22.56 0 1861.991612 3 621.3348389 -0.885255566 -0.000549446 45.47882394

TVEEALTIK 8 56699456 2xTMT6plex [N-Term; K9] 1.036 0.897 0.826 3.634959698 43.07 0 1461.892867 2 731.4485474 -2.085291958 -0.001524237 55.93751233LQIQVDEK 6 56699456 2xTMT6plex [N-Term; K8] 1.076 0.91 0.979 3.408868074 44.82 0 1430.861901 2 715.9343262 -0.366985975 -0.000262553 51.64651761
ELCLPPVK 6 56699456 2xTMT6plex [N-Term; K8]; 1xCarbamidomethyl [C3] 0.934 1.108 0.987 3.472130537 32.72 0 1413.853979 2 707.4309082 0.3965871 0.000280358 63.69140983VVDHYENPR 2 56699456 1xTMT6plex [N-Term] 0.804 3.177559137 21.4 0 1357.706179 3 453.2394714 -1.707566331 -0.000772791 21.02551841AALADYK 6 56699456 2xTMT6plex [N-Term; K7] 0.929 0.939 0.813 3.073322058 25.34 0 1209.724345 2 605.3659058 0.157096481 9.50E-05 49.40318287NVGSLDK 6 56699456 2xTMT6plex [N-Term; K7] 0.565 0.494 0.484 2.243537426 13.66 0 1190.714508 2 595.8605957 -0.498560945 -0.000296822 31.3319762347519616 TPM2 tropomyosin beta chain isoform Tpm2.1sm/cy 7169 NP_998839.1 57.3943662 1 5 19 190 284 32.97 4.67 0.7 0.7 0.73 0.71 Significant 0.000198 QLEEEQQALQK 6 47519616 2xTMT6plex [N-Term; K11] 0.782 0.708 0.747 4.525293827 53.88 0 1802.005999 2 901.5067139 0.08460259 7.62E-05 40.08246033ATDAEADVASLNR 10 47519616 1xTMT6plex [N-Term] 0.628 0.646 0.858 3.720331669 54.13 0 1561.80193 2 781.4036865 -1.174081738 -0.000916842 34.84792078IQLVEEELDR 24 47519616 1xTMT6plex [N-Term] 0.657 0.65 0.736 4.455230236 72.11 0 1472.815789 2 736.9118652 0.451182527 0.000332254 71.66235835TIDDLEETLASAK 8 47519616 2xTMT6plex [N-Term; K13] 0.57 0.716 0.675 4.913139343 73.71 0 1864.031545 2 932.5181274 -1.376788496 -0.001283189 75.57470684SLMASEEEYSTK 6 47519616 2xTMT6plex [N-Term; K12] 0.687 0.704 0.671 4.976424694 57.87 0 1832.935201 2 916.9721069 0.946993209 0.000867889 44.82722398KATDAEADVASLNR 4 47519616 2xTMT6plex [N-Term; K1] 0.779 0.773 4.031775951 26.73 1 1919.059825 3 640.3577271 -0.623830295 -0.000399056 37.27591238LVILEGELER 18 47519616 1xTMT6plex [N-Term] 0.641 0.606 0.584 4.336357594 53.74 0 1399.835797 2 700.4202271 -1.870996901 -0.001309544 70.57625746KLVILEGELER 2 47519616 2xTMT6plex [N-Term; K1] 0.698 3.095604897 11.97 1 1757.093692 3 586.3689575 -0.780960863 -0.000457407 65.36696083EENVEIHQTLDQTLLELNNL 2 47519616 1xTMT6plex [N-Term] 0.719 3.094476938 12.03 0 2594.351091 3 865.4552002 -0.016980763 -1.47E-05 106.022632MELQEMQLK 8 47519616 2xTMT6plex [N-Term; K9] 0.687 0.845 3.835664749 42.7 0 1607.890106 2 812.446167 0.022294913 1.81E-05 45.2415486AEQAEADK 10 47519616 2xTMT6plex [N-Term; K8] 0.621 0.724 0.745 3.145042658 47.62 0 1319.720716 2 660.3633423 -0.991095822 -0.000653985 25.74628037MEIQEMQLK 46 47519616 2xTMT6plex [N-Term; K9]; 1xOxidation [M] 0.683 0.672 0.721 2.772951126 43.36 0 1623.885021 2 812.446167 0.022294913 1.81E-05 45.2415486LDKENAIDR 20 47519616 2xTMT6plex [N-Term; K3] 0.928 0.847 0.939 3.332617044 27.72 1 1531.884427 2 766.4457397 -0.1463869 -0.000112124 30.05681901

MEIQEMQLK 14 47519616 2xTMT6plex [N-Term; K9]; 2xOxidation [M1; M6] 0.682 0.672 0.625 3.148914814 36.86 0 1639.879936 2 812.446167 0.022294913 1.81E-05 45.2415486
GTEDEVEK 4 47519616 2xTMT6plex [N-Term; K8] 0.88 0.563 3.176613092 33.09 0 1364.730946 2 682.8683472 -1.119996631 -0.000764247 21.15584142AEQAEADKK 11 47519616 3xTMT6plex [N-Term; K8; K9] 1.083 1.147 0.722 3.073154449 21.18 1 1676.978611 3 559.6642456 -0.254811594 -0.000142438 20.39218767EDKYEEEIK 5 47519616 3xTMT6plex [N-Term; K3; K9] 1.003 0.926 0.982 2.760796547 3.19 1 1870.041271 3 624.0189209 0.502039889 0.000312945 36.39272541LATALQK 16 47519616 2xTMT6plex [N-Term; K7] 0.762 0.76 0.77 3.358190298 35.89 0 1202.787279 2 601.8977661 0.811562093 0.000488068 46.81429532AADESER 8 47519616 1xTMT6plex [N-Term] 0.884 0.686 0.689 2.860127926 34.03 0 1006.500269 2 503.75354 -0.462614755 -0.000232811 13.39992872KYEEVAR 9 47519616 2xTMT6plex [N-Term; K1] 0.897 0.949 0.888 2.552756071 15.19 1 1352.793821 2 676.9000244 -0.775522373 -0.000524561 21.98605755LKEAETR 3 47519616 2xTMT6plex [N-Term; K2] 1.182 1.201 2.090013981 10.25 1 1304.793821 2 652.8997192 -1.271828093 -0.000829737 22.99596968530379403 ERBB2IP protein LAP2 isoform X1 55914 XP_005248611.1 13.63013699 1 14 14 66 1460 163.295 5.67 1.07 0.95 0.98 1 Significant 0.0013 ISEPEAEISPGSLPVTANMK 4 530379403 2xTMT6plex [N-Term; K20] 1.059 0.71 5.023348808 61.29 0 2528.368211 3 843.4588623 -2.44320266 -0.002059105 71.04358793

GEEETVTTLDYSHCSLEQVPK 2 530379403 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C14] 0.948 3.33991766 28.02 0 2880.433724 3 960.8167725 0.708116557 0.000679894 53.68583334
LDLGSNEFTEVPEVLEQLSGLK 6 530379403 2xTMT6plex [N-Term; K22] 1.28 1.298 1.035 5.43782711 37.48 0 2875.570476 3 959.1937866 -1.275926551 -0.001223006 112.6260047SATLLYDQPLQVFTGSSSSSDLISGTK 4 530379403 2xTMT6plex [N-Term; K27] 1.497 0.981 4.741614819 31.5 0 3260.730224 3 1087.575928 -5.211583207 -0.005664522 91.44297395TLEELYLDANQIEELPK 6 530379403 2xTMT6plex [N-Term; K17] 1.232 1.051 1.218 4.168157101 41.82 0 2476.358692 3 826.1234131 -1.213940532 -0.001002051 94.82370816LTFIPGFIGSLK 14 530379403 2xTMT6plex [N-Term; K12] 1.335 1.158 1.19 3.634358883 51.47 0 1751.08715 2 876.0459595 -1.431878869 -0.001253672 106.359101VLTIVEASVNPISK 2 530379403 2xTMT6plex [N-Term; K14] 1.135 2.78592968 13.91 0 1928.183235 3 643.3979492 -2.043536983 -0.001313438 88.46574434LKDEETNEDSGR 2 530379403 2xTMT6plex [N-Term; K2] 0.804 3.536432266 11.34 1 1850.949606 3 617.6542969 -0.685342808 -0.000422845 28.83239052TSESTTTVK 4 530379403 2xTMT6plex [N-Term; K9] 0.832 0.922 3.880812407 18.25 0 1411.804445 2 706.4049683 -1.264747797 -0.000892788 20.74022771

AQVAFECDEDKDER 5 530379403 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C7] 0.754 0.495 0.867 3.997278452 7.67 1 2170.048668 3 724.0210571 -0.023083944 -1.67E-05 34.05848856
ETDSETQK 2 530379403 2xTMT6plex [N-Term; K8] 1.129 3.23895669 26.78 0 1395.73676 2 698.3703003 -2.461692033 -0.001717937 16.80564943VQPEGPASK 6 530379403 2xTMT6plex [N-Term; K9] 1.362 0.836 1.225 2.507569313 26.93 0 1370.804386 2 685.9059448 0.165624242 0.000113519 27.35554117EIFTFEK 6 530379403 2xTMT6plex [N-Term; K7] 1.148 0.539 0.605 3.052795172 22.37 0 1371.792424 2 686.3991089 -1.081217928 -0.000741603 63.83258502LQILELR 3 530379403 1xTMT6plex [N-Term] 0.975 1.405 2.639218807 34.27 0 1113.71931 2 557.3632202 -0.13164925 -7.33E-05 67.78589249530410475 C17orf85 uncharacterized protein C17orf85 isoform X1 55421 XP_005256774.1 6.170886076 1 3 3 14 632 72.015 5.92 1.11 1.32 1.15 1.19 Significant 0.0029 ALIGDDVGLTSYK 6 530410475 2xTMT6plex [N-Term; K13] 0.933 1.566 1.216 4.749855518 59.19 0 1810.036236 2 905.519165 -2.863324928 -0.002591361 64.42073295APGAEEDDSELQR 6 530410475 1xTMT6plex [N-Term] 1.362 1.289 1.022 4.775660992 55.9 0 1645.786674 2 823.3966064 -0.448198656 -0.00036882 22.33237472AGSFITGIDVTSK 2 530410475 2xTMT6plex [N-Term; K13] 1.09 3.822252035 30.82 0 1754.010021 2 877.5072021 -1.649809915 -0.001446892 67.73594884530438702 LOC101929876 40S ribosomal protein S26 101929876 XP_005276741.1 44.34782609 1 4 4 73 115 13.007 11 1.25 1.27 1.22 1.25 Significant 0.000136

LHYCVSCAIHSK 18 530438702 2xTMT6plex [N-Term; K12]; 2xCarbamidomethyl [C4; C7] 1.967 2.049 2.011 6.248775005 47.69 0 1933.018829 2 967.0123291 -0.749008159 -0.000723923 39.39299266
DISEASVFDAYVLPK 46 530438702 2xTMT6plex [N-Term; K15] 1.117 1.085 1.125 4.639484882 92.29 0 2112.162893 2 1056.584961 -0.117351271 -0.000123933 84.17872597NIVEAAAVR 8 530438702 1xTMT6plex [N-Term] 1.049 1.081 1.131 3.724101782 61.24 0 1171.699638 2 586.3533936 -0.108458363 -6.35E-05 36.86800973FRPAGAAPRPPPKPM 1 530438702 2xTMT6plex [N-Term; K13] 0.923 3.985386372 0 2048.199176 4 512.8044434 -1.578392637 -0.000808216 43.5404573

578825944 SMEK1 serine/threonine-protein phosphatase 4 regulatory subunit 3A isoform X1 55671 XP_006720257.1 14.88595438 1 12 12 54 833 95.308 4.94 1.27 1.12 1.18 1.19 Significant 0.00134
AESDGSLLLESK 6 578825944 2xTMT6plex [N-Term; K12] 1.428 1.526 1.413 5.237573147 65.49 0 1706.957652 2 853.9821167 -0.406999882 -0.000347366 53.14770821FKEVIPISDPELK 6 578825944 3xTMT6plex [N-Term; K2; K13] 1.456 1.525 1.403 4.723366737 16.85 1 2202.335268 3 734.7826538 -0.844337484 -0.000619838 74.79130731TLVDPENMLATANK 4 578825944 2xTMT6plex [N-Term; K14] 0.911 1.146 3.630003214 32.12 0 1975.093433 3 659.0356445 -0.533172878 -0.000351022 70.2675493EVIPISDPELK 6 578825944 2xTMT6plex [N-Term; K11] 0.851 0.856 0.809 3.506887674 44.47 0 1698.008959 2 849.5064697 -1.941112771 -0.001648013 64.32156184NTSQTAAITTK 6 578825944 2xTMT6plex [N-Term; K11] 1.307 1.381 0.835 3.438271999 43.37 0 1593.921206 2 797.463501 -0.929259783 -0.000740583 29.89561877INPNTAYQK 6 578825944 2xTMT6plex [N-Term; K9] 1.33 1.131 1.095 4.014372349 39.32 0 1506.868049 2 753.9370117 -0.864052099 -0.000651006 35.90977502GTGHVSSGYVER 2 578825944 1xTMT6plex [N-Term] 1.144 2.951587677 14.28 0 1477.759671 3 493.2580566 -0.037081892 -1.83E-05 17.48093276ALEDVDYVQTFK 6 578825944 2xTMT6plex [N-Term; K12] 0.965 1.199 2.978658199 38.13 0 1886.031151 3 629.3470459 -2.421134288 -0.001522112 68.01398334HAFLALCALR 2 578825944 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C7] 1.673 3.325542212 18.72 0 1400.803391 3 467.6059265 -0.117888767 -5.50E-05 60.10513302LEEIAELVASSLPSPLR 4 578825944 1xTMT6plex [N-Term] 100 100 2.036 2.117911339 7.12 0 2053.174237 2 1027.092163 1.36986517 0.001406286 113.0138577GIFLLNR 4 578825944 1xTMT6plex [N-Term] 0.977 0.934 2.041839838 19.58 0 1061.666881 2 531.3366699 -0.770266328 -0.000408883 61.20832248ICQVQGK 2 578825944 2xTMT6plex [N-Term; K7]; 1xCarbamidomethyl [C2] 1.04 2.61956501 6.67 0 1290.760413 2 645.8845825 1.142999931 0.00073767 31.02826457

578840725 LOC101060017 50 kDa spicule matrix protein-like 101060017 XP_006725507.1 2.077151335 1 1 1 6 337 35.299 11.31 1.16 1.38 1.44 1.33 Significant 0.00409 AAAAGAK 6 578840725 2xTMT6plex [N-Term; K7] 1.164 1.38 1.439 2.456823111 35.99 0 1017.645701 2 509.3257446 -1.462259592 -0.000744031 19.9366367767896910 LOC105371164 uncharacterized protein LOC105371164 105371164 XP_011506893.1 14.9122807 1 1 1 6 114 12.543 6.3 1.41 1.45 1.32 1.39 Significant 0.00076 TTAPGRYEVDDIDEEGK 6 767896910 2xTMT6plex [N-Term; K17] 1.407 1.45 1.319 1.722248912 14.74 1 2353.192355 3 785.0700684 1.400947151 0.001098899 103.5480256767900757 LOC102724023 ES1 protein homolog, mitochondrial isoform X1 102724023 XP_011507206.1 35.82089552 1 7 7 70 268 28.125 8.27 0.72 0.75 0.77 0.75 Significant 0.000378 WPYAGTAEAIK 10 767900757 2xTMT6plex [N-Term; K11] 0.538 0.588 0.716 4.165216446 63.13 0 1664.941214 2 832.9730835 -1.395459367 -0.001161679 61.67844175VVTTPAFMCETALHYIHDGIGAMVR 10 767900757 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C9] 0.998 1.034 0.692 6.275932789 45.37 0 3018.520105 4 755.3847046 -1.032413407 -0.00077909 99.46053036ITDLANLSAANHDAAIFPGGFGAAK 16 767900757 2xTMT6plex [N-Term; K25] 0.737 0.714 0.724 6.881290436 69.35 0 2900.567062 3 967.5284424 1.279687164 0.001237273 85.97651184
VVTTPAFMCETALHYIHDGIGAMVR 8 767900757 1xTMT6plex [N-Term]; 1xOxidation [M]; 1xCarbamidomethyl [C9] 0.828 1.211 0.757 3.988823414 25.35 0 3034.51502 4 755.3847046 -1.032413407 -0.00077909 99.46053036

NLSTFAVDGK 6 767900757 2xTMT6plex [N-Term; K10] 0.937 0.693 0.802 4.224762917 56.03 0 1509.867714 2 755.4368896 -0.802575691 -0.000605892 54.63434384GQPSEGESR 10 767900757 1xTMT6plex [N-Term] 0.799 0.645 0.795 3.292922735 42.88 0 1175.585396 2 588.2963257 -0.017746743 -1.04E-05 14.14498437NVLTESAR 4 767900757 1xTMT6plex [N-Term] 0.557 0.821 3.152676582 25.98 0 1118.636703 2 559.8217773 -0.379830645 -0.000212446 23.79661428KVLELTGK 6 767900757 3xTMT6plex [N-Term; K1; K8] 0.856 0.867 0.963 3.680726767 13.13 1 1575.04484 3 525.6859131 -1.050161967 -0.000551351 51.95924245767926806 MFI2 melanotransferrin isoform X1 4241 XP_011511152.1 18.16993464 1 6 9 30 765 83.097 5.87 0.43 0.51 0.66 0.53 Significant 0.0156 DSTSELVPIATQTYEAWLGHEYLHAMK 2 767926806 2xTMT6plex [N-Term; K27] 0.247 5.766636372 35.61 0 3548.813576 4 887.9585571 -0.331757177 -0.000294336 99.83951269TLPSWGQALLSQDFELLCR 4 767926806 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C18] 0.375 0.403 5.981437206 43.3 0 2463.290346 3 821.7676392 -0.804655259 -0.0006607 110.048804
GDSSGEGVCDK 6 767926806 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C9] 0.244 0.297 0.277 4.284271717 69.32 0 1568.762657 2 784.8830566 -2.435421784 -0.001910299 26.68900516

AVSDYFGGSCVPGAGETSYSESLCR 2 767926806 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C10; C24] 0.457 4.302917957 6.17 0 2885.291939 3 962.4351196 -0.392751689 -0.000377734 59.90986595
MFDSSNYHGQDLLFK 2 767926806 2xTMT6plex [N-Term; K15] 0.855 2.634725094 1.13 0 2260.14726 3 754.0531616 -1.030112843 -0.000776069 68.45505072

WCVLSTPEIQK 4 767926806 2xTMT6plex [N-Term; K11]; 1xCarbamidomethyl [C2] 0.541 0.661 4.112063885 21.22 0 1819.018812 3 607.0128784 2.896970537 0.001756548 70.80325702ADTDGGLIFR 4 767926806 1xTMT6plex [N-Term] 0.393 0.66 3.201832294 26.75 0 1293.700031 2 647.3536987 0.069112573 4.47E-05 46.64064324SSHVTIDTLK 4 767926806 2xTMT6plex [N-Term; K10] 0.553 0.534 2.654574871 7 0 1558.920478 3 520.3117676 0.17397576 9.04E-05 38.05315171
LKPEIQCVSAK 2 767926806 3xTMT6plex [N-Term; K2; K11]; 1xCarbamidomethyl [C7] 0.351 2.965628147 9.56 0 1960.18683 3 654.0668945 -0.356811014 -0.000233139 53.42701727
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767985241 EFTUD1 elongation factor Tu GTP-binding domain-containing protein 1 isoform X1 79631 XP_011520300.1 32.14285714 1 27 27 153 1120 125.35 5.91 1.14 1.24 1.15 1.18 Significant 0.000729
FEEQGASDLAK 4 767985241 2xTMT6plex [N-Term; K11] 0.601 0.712 3.82093811 42.3 0 1652.889572 2 826.9468994 -1.845133472 -0.001524901 43.43817501

LAAAQGQAPLEPTQDGSAIETCPK 6 767985241 2xTMT6plex [N-Term; K24]; 1xCarbamidomethyl [C22] 1.306 1.081 1.434 5.77992487 76.69 0 2911.523543 3 971.1765747 -2.875349893 -0.00279055 55.78505253
SEDFQNSVWTGPADK 6 767985241 2xTMT6plex [N-Term; K15] 0.946 1.048 1.741 3.996309757 58.79 0 2139.075869 2 1070.040649 -0.863355013 -0.000923391 55.3835193

ICDGCIIVVDAVEGVCPQTQAVLR 8 767985241 1xTMT6plex [N-Term]; 3xCarbamidomethyl [C2; C5; C16] 2.477 2.24 6.650696754 43.19 0 2901.483386 3 967.8297119 -3.033992149 -0.002934359 94.12664759IHISVSEPIIPFR 6 767985241 1xTMT6plex [N-Term] 1.191 1.334 1.352 5.682513714 52.67 0 1737.026057 3 579.6802368 0.057764947 3.34E-05 75.62443885SATLCSLPSCPPFIPLNFEATPIVR 22 767985241 1xTMT6plex [N-Term]; 2xCarbamidomethyl [C5; C10] 1.869 2.806 1.329 5.348471642 42.32 0 3016.583751 3 1006.199402 -0.032789938 -3.30E-05 105.6090875AVLPVAESFGFADEIR 11 767985241 1xTMT6plex [N-Term] 1.185 1.285 2.703 4.891592503 64.41 0 1950.053394 2 975.5296631 -0.689272473 -0.000672059 87.42818165LMCTGSQTFDSFPPETQALK 2 767985241 2xTMT6plex [N-Term; K20]; 1xCarbamidomethyl [C3] 0.987 4.375376701 45.33 0 2716.372645 3 906.1282349 -0.917904309 -0.000831123 75.70177011
IPEGIQVDSDGLITITTPNK 2 767985241 2xTMT6plex [N-Term; K20] 1.294 4.985557556 21.96 0 2569.448904 3 857.1519775 -2.928535687 -0.002508241 84.08412533

GESPLTDCYGPFSGQLIATMK 8 767985241 2xTMT6plex [N-Term; K21]; 1xCarbamidomethyl [C8] 1.25 1.492 1.157 4.997945309 42.51 0 2730.388295 3 910.796814 -4.543722039 -0.004135375 88.32056166
ELEYLEEVPPGNVLGIGGLQDFVLK 3 767985241 2xTMT6plex [N-Term; K25] 1.478 1.612 2.907222509 6.31 0 3186.770238 3 1062.925659 -2.451915373 -0.002604564 112.4022728LPSPLDITAER 4 767985241 1xTMT6plex [N-Term] 1.539 1.707 3.431123495 32.36 0 1440.82596 2 720.913269 -4.649190289 -0.003349337 64.35047281NICVLAHVDHGK 4 767985241 2xTMT6plex [N-Term; K12]; 1xCarbamidomethyl [C3] 1.075 1.371 4.516999722 37.89 0 1821.020544 4 456.0100403 -1.214949054 -0.000553112 45.18587911

TLWGDYYINMK 6 767985241 2xTMT6plex [N-Term; K11] 1.061 1.522 1.347 4.058965683 45.11 0 1861.992263 2 931.4955444 -4.538532721 -0.004225356 78.93141021NIVDQIWSFGPR 4 767985241 1xTMT6plex [N-Term] 1.103 1.247 3.887489319 30.07 0 1660.900856 2 830.9508667 -3.853090651 -0.003199801 83.87236985VDMVNEEIGK 10 767985241 2xTMT6plex [N-Term; K10] 1.11 1.254 1.09 3.718973398 51.67 0 1591.876565 2 796.4417114 -0.262776931 -0.000209154 50.78700311EGTDMFIIK 4 767985241 2xTMT6plex [N-Term; K9] 1.279 1.134 3.287741423 28.86 0 1511.854373 2 756.4301758 -0.858334985 -0.000648839 64.5621871FTPQEAYSHLK 4 767985241 2xTMT6plex [N-Term; K11] 1.017 1.042 4.136260033 23.92 0 1778.984141 3 593.6668091 0.974087432 0.000577629 53.09584466YALQVKPQR 5 767985241 2xTMT6plex [N-Term; K6] 1.002 1.045 1.037 3.345726252 8.7 0 1560.962618 3 520.9921875 -0.38993887 -0.000202893 36.14957729IVTSLGLK 6 767985241 2xTMT6plex [N-Term; K8] 0.782 0.901 0.738 2.9993577 31.76 0 1288.860444 2 644.9345093 1.006753441 0.000648782 65.9341594VAVIHQMK 4 767985241 2xTMT6plex [N-Term; K8] 1.284 1.088 2.933457613 23.5 0 1383.854647 3 461.9565735 0.375551714 0.000173236 40.29521192VYAVLSK 6 767985241 2xTMT6plex [N-Term; K7] 1.544 1.216 1.412 3.111984968 28.69 0 1237.79203 2 619.399231 -0.682833559 -0.000422603 55.71230277IFVLGPK 4 767985241 2xTMT6plex [N-Term; K7] 1.299 1.112 2.654259443 27.45 0 1231.817851 2 616.4095459 -4.900223778 -0.003018092 72.72015327GIYVEEK 4 767985241 2xTMT6plex [N-Term; K7] 1.426 1.747918129 18.26 0 1295.761124 2 648.3834839 -1.10598052 -0.000716543 39.47970014LATLSVR 2 767985241 1xTMT6plex [N-Term] 0.897 2.595614433 21.75 0 988.6352465 2 494.8211975 -0.129573034 -6.41E-05 42.70232845HPSEMPQLVK 4 767985241 2xTMT6plex [N-Term; K10]; 1xOxidation [M5] 1.21 1.226 3.385301113 19.08 0 1639.924184 3 547.3121948 -1.312644429 -0.000717546 28.64849953IVEHAEK 6 767985241 2xTMT6plex [N-Term; K7] 1.183 1.343 1.225 3.293721199 25.56 0 1283.772358 3 428.5957947 0.368556933 0.000157714 25.37240503767914977 C2orf43 UPF0554 protein C2orf43 isoform X1 60526 XP_011531316.1 13.59516616 1 3 3 10 331 37.965 6.68 1.13 1.31 1.52 1.32 Significant 0.00721 NIPHAFITHFNQEMADMIADSLKDDLSK 4 767914977 3xTMT6plex [N-Term; K23; K28] 3.055 1.113 6.861612797 20.14 1 3889.023141 5 778.6116943 1.600561237 0.001244924 111.5948495RVPELPVIR 4 767914977 1xTMT6plex [N-Term] 1.075 1.255 4.603417397 37.33 1 1307.836071 3 436.6164856 -0.893011682 -0.000389304 50.77334957EYYEDIKK 2 767914977 3xTMT6plex [N-Term; K7; K8] 1.419 1.52 1.90487504 1 1775.019413 3 592.3444214 -0.39557305 -0.00023405 42.18608412767962262 WAPAL wings apart-like protein homolog isoform X2 23063 XP_011537850.1 5.936454849 1 5 5 20 1196 133.489 5.44 1.25 1.25 1.25 1.25 Non-Significant 1 TVTIPTQPYQDIVTALK 4 767962262 2xTMT6plex [N-Term; K17] 1.237 1.391 4.536350727 38.88 0 2346.368469 3 782.7943726 0.040626944 3.18E-05 92.46885736EYLPEGDFSIMTEMLK 5 767962262 2xTMT6plex [N-Term; K16] 1.008 1.195 3.796847343 36.46 0 2361.212228 3 787.7409668 -1.643490292 -0.001293543 100.9495338LLGGLDHIVDK 6 767962262 2xTMT6plex [N-Term; K11] 1.333 1.442 1.253 3.050890923 22.77 0 1637.999063 3 546.6711426 -0.11505234 -6.28E-05 68.55722626VLESVTVHNPENQSYLIAYK 1 767962262 2xTMT6plex [N-Term; K20] 1.024 1.796185017 0 2762.512901 3 921.5096436 0.534337437 0.000492038 69.54403216AVEDCMR 4 767962262 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C5] 1.066 0.968 1.500921845 14.02 0 1109.528081 2 555.2672729 -0.731465545 -0.000405791 19.96037434
767901770 LOC102723897 LOW QUALITY PROTEIN: WAS protein family homolog 2-like isoform X7 102723897 XP_011542112.1 4.811715481 1 3 3 10 478 51.52 6.38 0.94 0.88 1.01 0.94 Significant 0.00158

YVFLDPLAGAVTK 2 767901770 2xTMT6plex [N-Term; K13] 0.987 3.435419083 21.37 0 1852.098443 3 618.0373535 -0.504974846 -0.000311754 92.99350707SQVQAIGEK 6 767901770 2xTMT6plex [N-Term; K9] 0.962 0.881 1.191 3.91486454 46.89 0 1417.8415 2 709.4238281 -0.790010731 -0.000560055 32.66583036KYVFLDPLAGAVTK 2 767901770 3xTMT6plex [N-Term; K1; K14] 0.918 3.475990057 5.72 1 2209.356338 3 737.1227417 -1.206537985 -0.000888557 82.37256272
767950545 AGPAT6 glycerol-3-phosphate acyltransferase 6 isoform X1 137964 XP_011542694.1 5.043859649 1 1 2 8 456 52.037 9.19 1.02 1.12 1.02 1.05 Significant 0.001

QGGLVDLLWDGGLK 6 767950545 2xTMT6plex [N-Term; K14] 1.023 1.115 1.022 3.221584558 30.58 0 1929.120969 3 643.7112427 -0.929994897 -0.000598024 97.5881309ACPHVWFER 2 767950545 1xTMT6plex [N-Term]; 1xCarbamidomethyl [C2] 2.106 3.089884043 16.68 0 1430.720056 3 477.5782166 0.028431979 1.36E-05 39.10650256768019751 LOC102724560 cystathionine beta-synthase isoform X1 102724560 XP_011544396.1 2.831858407 1 2 2 8 565 61.824 6.44 1.26 0.78 0.76 0.93 Significant 0.0293 VQPSDQVGK 4 768019751 2xTMT6plex [N-Term; K9] 1.258 1.762 2.961525202 30.25 0 1415.82585 2 708.4156494 -1.290746228 -0.000913736 28.31258368LTDTLGR 4 768019751 1xTMT6plex [N-Term] 0.605 0.76 2.164775133 13.53 0 1004.593776 2 502.8008728 0.690234686 0.000346703 30.75682908251831107 ND1 NADH dehydrogenase subunit 1 4535 YP_003024026.1 6.289308176 1 2 2 10 318 35.637 6.55 1.16 1.2 0.87 1.08 Significant 0.0092 KGPNVVGPYGLLQPFADAMK 6 251831107 3xTMT6plex [N-Term; K1; K20] 1.564 1.204 1.289 5.571028233 28.81 1 2789.599103 3 930.5371094 -0.834752562 -0.000776208 94.90885403GPNVVGPYGLLQPFADAMK 4 251831107 2xTMT6plex [N-Term; K19] 0.899 0.75 4.867506981 42.83 0 2432.341209 3 811.4505615 -1.676253181 -0.001359073 102.5366219251831108 ND2 NADH dehydrogenase subunit 2 4536 YP_003024027.1 2.593659942 1 1 1 6 347 38.935 9.83 1.14 1.4 1.16 1.23 Significant 0.00456 WAIIEEFTK 6 251831108 2xTMT6plex [N-Term; K9] 1.138 1.402 1.157 3.654897213 45.9 0 1594.924501 2 797.965271 -0.774768844 -0.000617849 95.0920549251831110 COX2 cytochrome c oxidase subunit II 4513 YP_003024029.1 30.83700441 1 6 6 129 227 25.548 4.82 0.82 0.79 0.77 0.79 Significant 0.000335 MMITSQDVLHSWAVPTLGLK 24 251831110 2xTMT6plex [N-Term; K20]; 1xOxidation [M] 0.715 0.738 0.867 5.233637333 43.48 0 2701.482136 3 901.1674805 2.129359352 0.001917475 89.87339626MMITSQDVLHSWAVPTLGLK 22 251831110 2xTMT6plex [N-Term; K20] 0.863 0.754 0.739 5.798653126 40.34 0 2685.487221 3 901.1674805 2.129359352 0.001917475 89.87339626ILYMTDEVNDPSLTIK 30 251831110 2xTMT6plex [N-Term; K16] 0.868 0.871 0.83 4.81954813 53.88 0 2310.266706 3 770.7609863 0.735661545 0.000566525 82.06468791VVLPIEAPIR 19 251831110 1xTMT6plex [N-Term] 0.805 0.755 0.733 3.770015478 42.27 0 1335.856138 2 668.4318848 0.265553483 0.000177371 74.59680612IFEMGPVFTL 12 251831110 1xTMT6plex [N-Term] 0.806 0.93 0.946 3.144096851 56.49 0 1382.759126 2 691.8834229 0.320246033 0.000221412 111.3314031IFEMGPVFTL 7 251831110 1xTMT6plex [N-Term]; 1xOxidation [M4] 0.744 0.707 2.639903307 21.98 0 1398.754041 2 691.8834229 0.320246033 0.000221412 111.3314031LLDVDNR 6 251831110 1xTMT6plex [N-Term] 0.796 0.837 0.763 2.919452429 40.63 0 1073.615239 2 537.3115234 0.494576624 0.000265493 37.6711118TDAIPGR 9 251831110 1xTMT6plex [N-Term] 0.811 0.836 0.941 2.376089334 16.38 0 958.5519108 2 479.7789917 -1.256083837 -0.000602011 21.07138996251831112 ATP6 ATP synthase F0 subunit 6 4508 YP_003024031.1 4.424778761 1 1 1 32 226 24.801 10.1 0.95 1.03 1.01 1 Significant 0.000581 LITTQQWLIK 32 251831112 2xTMT6plex [N-Term; K10] 0.949 1.031 1.005 4.909282207 56 0 1702.066749 2 851.536499 -0.603474056 -0.000513577 81.19459032251831116 ND4 NADH dehydrogenase subunit 4 4538 YP_003024035.1 6.753812636 1 3 3 17 459 51.547 9.35 1.41 1.59 1.6 1.53 Significant 0.00162 MPLYGLHLWLPK 6 251831116 2xTMT6plex [N-Term; K12] 1.854 2.028 2.048 3.893802881 22.66 0 1926.143953 3 642.7192993 -0.315833497 -0.00020278 98.88273265HLSSEPLSR 8 251831116 1xTMT6plex [N-Term] 1.231 1.166 1.373 3.966078281 31.28 0 1254.700366 3 418.9050903 0.280502105 0.000117315 20.97614866LTLILNPLTK 3 251831116 2xTMT6plex [N-Term; K10] 1.213 1.148 2.66422081 12.93 0 1584.050036 2 792.5269775 -2.119542817 -0.001678731 95.60873365251831117 ND5 NADH dehydrogenase subunit 5 4540 YP_003024036.1 3.150912106 1 1 1 6 603 66.982 9.03 1.14 0.91 0.96 1 Significant 0.00481 FPTLTNINENNPTLLNPIK 6 251831117 2xTMT6plex [N-Term; K19] 1.144 0.906 0.963 4.720387936 53 0 2611.485958 3 871.1654663 -1.57484064 -0.001370891 90.6225468251831119 CYTB cytochrome b 4519 YP_003024038.1 2.368421053 1 1 1 6 380 42.689 8.05 1.08 0.92 0.99 1 Significant 0.00215 DVNYGWIIR 6 251831119 1xTMT6plex [N-Term] 1.077 0.921 0.988 3.563899517 28.43 0 1364.752401 2 682.8789673 -1.277469588 -0.000871715 63.66928634



miRNA ID Log2 Fold-change p-value Gene symbol/Target Fold-change p-value

KPNA2 4.71 0.082122

HYPK 2.14 0.012566

SRSF2 1.86 0.021444

IDE 1.68 0.000347

PROSER2 1.64 0.009581

TXNL1 1.60 0.004947

ARHGAP29 1.60 0.056621

MCTS1 1.55 0.011854

SMG1 1.53 0.003712

G3BP1 1.52 0.000295

SF3B1 1.51 0.000367

PCSK9 3.85 Not significant

WDR12 1.40 0.024365

GSR 1.38 0.000289

HM13 1.34 0.006693

SLC1A5 1.32 0.000082

HMGB1 1.31 0.014781

NUP93 1.30 0.002089

RPL34 1.23 0.000840

LUC7L2 1.21 0.001377

DBN1 1.21 0.000091

UGGT1 1.19 0.024701

DDX19B 1.18 0.000844

CAPZA2 1.17 0.012145

ZNF207 1.16 0.000439

DDB1 1.15 0.006240

PHAX 1.14 0.005092

LDLR 1.11 0.001033

RACGAP1 1.10 0.103248

MESDC2 1.10 0.004820

ERAP2 1.09 0.001134

SRSF7 1.07 0.002662

DFFA 1.06 0.000212

FOXK1 1.05 0.029375

PRKAR2A 1.05 0.000610

PHLDA3 1.03 0.006586

HSD17B12 1.00 0.032915

MPDU1 0.99 0.003680

LIMS1 0.97 0.021748

NCKAP1 0.96 0.007400

GFPT1 0.94 0.005981

PSMB9 0.92 0.020041

USP14 0.91 0.007280

PTCD3 0.90 0.003643

LDHA 0.89 0.001215

MAP7 0.87 0.039723

RHOA 0.87 0.000799

ALDH6A1 0.87 0.004470

DSG3 0.85 0.002609

PSMB2 0.85 0.023260

MRPL17 0.85 0.003790

BPNT1 0.85 0.000061

ALDOA 0.83 1.000000

RAB10 0.77 0.000132

ERGIC1 0.77 0.016736

STXBP2 0.74 0.003434

DHTKD1 0.68 0.000631

TIMM8A 0.68 0.003379

IBA57 0.65 0.010746

PPL 0.63 0.001895

CYCS 0.63 0.010660

PNPT1 0.57 0.005601

EXOSC10 1.49 Not significant

AP1S1 1.45 Not significant

CNBP 1.43 Not significant

SERF2 1.39 Not significant

YIPF4 1.37 Not significant

SPATA5 1.36 Not significant

SNW1 1.20 Not significant

KCMF1 1.11 Not significant

MAVS 1.03 Not significant

SNRPD1 1.02 Not significant

NAGK 0.83 Not significant

CRK 0.80 Not significant

SEC23B 0.73 Not significant

SCO1 0.68 Not significant

DCAF7 0.28 Not significant

Supplementary Table S3(A).A list of significantly dysregulated miRNAs and their targets identified in the proteomic data set in OKF6/TERT1-Tobacco cells. 

Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytes

hsa-miR-1304-3p -8.19 0.034
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Supplementary Table S3(A).A list of significantly dysregulated miRNAs and their targets identified in the proteomic data set in OKF6/TERT1-Tobacco cells. 

Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytes

NAP1L1 1.92 0.011645

GNB2L1 1.55 0.001664

CTPS1 2.49 Not significant

RRP1B 1.66 Not significant

NUP155 1.64 Not significant

TXNDC5 1.46 0.000520

RCC2 1.45 0.010188

SRP9 1.44 0.003709

MAPRE1 1.43 0.026400

HMGA1 1.28 0.000130

IARS 1.26 0.006622

MAT2A 1.16 0.013372

CDV3 1.13 0.001281

TXLNA 1.13 0.006894

GPS1 1.12 0.018254

TUBB 1.12 0.000439

MAPK1 1.11 0.015169

RDX 1.10 0.003464

DFFA 1.06 0.000212

ATP6 1.04 0.189063

SRRT 1.03 0.002513

GNL1 0.98 0.001011

CHD2 0.88 0.004175

HSPA4L 0.86 0.003508

IGF2BP3 0.85 0.001829

ALDOA 0.83 1.000000

TRA2A 0.78 0.005848

REEP5 0.78 0.015459

HSD17B10 0.64 0.013714

SP100 0.58 0.006349

HMGA2 0.26 0.179222

AJUBA 1.38 Not significant

BCAR3 1.23 Not significant

PRKACA 1.18 Not significant

CKB 0.95 Not significant

RTF1 0.95 Not significant

GGA3 0.78 Not significant

GRPEL2 0.67 Not significant

SMARCE1 1.64 0.017099

ARID1A 2.17 Not significant

RPS15A 1.23 0.012881

SMC1A 1.12 0.000664

CAPZB 1.10 0.003279

CALR 1.08 0.000350

FBXO2 1.07 0.000740

GNL1 0.98 0.001011

PTBP1 0.98 0.006531

DYNLL2 0.89 0.000848

MAP7 0.87 0.039723

MARCKSL1 1.12 Not significant

RBM12B 1.07 Not significant

NT5C2 0.71 0.162390

TMOD3 0.88 0.000395

LRPAP1 0.89 0.001636

RPL24 1.00 0.009633

RBM8A 1.03 0.011784

SLC1A5 1.32 0.000082

MCTS1 1.55 0.011854

SOD2 0.34 0.010725

CISD1 0.59 0.045090

FAHD1 0.58 Not significant

PDXP 0.62 Not significant

NAMPT 0.74 0.012872

TXN 0.83 0.029294

TAGLN2 0.84 0.007970

TRIM56 0.90 0.018581

DST 0.94 0.003865

C5orf51 0.95 0.000611

SRGAP2 0.97 0.002524

TMED3 1.04 0.000785

CSNK2A1 1.09 0.000153

OLA1 1.13 0.004099

SMU1 1.15 0.003739

API5 1.16 0.002653

HCFC1 1.21 0.015502

SMIM12 1.62 0.003396

IPO9 1.72 0.000148

TMED4 0.67 Not significant

MAVS 1.03 Not significant

GTF2A1 1.03 Not significant

VPS36 1.07 Not significant

SPG20 1.22 Not significant

RWDD1 1.26 Not significant

SLC16A1 0.55 0.001084

STXBP2 0.74 0.003434

SRP14 0.75 0.221975

GM2A 0.75 0.010293

PALLD 0.90 0.000662

ARPC1B 0.98 0.000102

YWHAG 1.04 0.001537

YWHAH 1.22 0.002437

SLC30A1 1.22 0.013211

HBS1L 1.22 0.003552

RRP7A 1.24 0.001904

KPNA4 1.27 0.000007

IMPDH2 1.87 0.000081

PSAT1 1.89 0.029663

CAPRIN1 2.05 0.000189

RTN3 0.71 Not significant

LRRC40 0.87 Not significant

FER 0.89 Not significant

SRC 0.98 Not significant

NUFIP2 1.04 Not significant

PGM3 1.19 Not significant

ACSL4 1.52 Not significant

hsa-miR-33b-5p 8.45 0.040

hsa-miR-4454 9.66 0.005

hsa-miR-4662a-5p 8.85 0.036

hsa-miR-1266-5p -6.60 0.038

hsa-miR-196b-5p -7.56 0.048



miRNA ID Log2 Fold-change p-value Gene symbol/Target Fold-change p-value

Supplementary Table S3(A).A list of significantly dysregulated miRNAs and their targets identified in the proteomic data set in OKF6/TERT1-Tobacco cells. 

Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytes

RPL27A 0.55 Not significant

ATP2A2 0.72 0.018844

SFXN1 0.78 0.001103

ATP5A1 0.78 0.001275

UBA6 0.80 0.018992

NUMB 0.81 0.000203

PPP2R2A 0.85 0.003326

MPRIP 0.87 0.016241

RHOA 0.87 0.000799

TOR1AIP1 0.94 0.003751

STOML2 0.95 0.000452

DNAJC5 0.97 0.000012

NOP56 0.99 0.000872

ARPC5 1.01 0.002702

RANGAP1 1.03 0.001695

RDX 1.10 0.003464

YWHAE 1.18 0.000599

RPL12 1.21 0.000386

SRRM2 1.24 0.000219

ILF2 1.25 0.011313

RPS7 1.28 0.000345

FLNA 1.32 0.000082

RPA1 1.33 0.003358

LRRC59 1.33 0.019266

REXO2 1.38 0.005948

RPL37A 1.44 0.009725

TXNDC5 1.46 0.000520

YY1 1.48 0.001301

TMEM109 1.49 0.103243

SMG1 1.53 0.003712

PARP1 1.60 0.000030

RPL35A 1.63 0.001473

CDK1 2.25 0.179445

MCM2 3.46 0.058498

AKAP8L 0.82 Not significant

SRC 0.98 Not significant

MXRA7 1.02 Not significant

MYO1D 1.18 Not significant

GYG1 1.31 Not significant

MED12 1.35 Not significant

EXOSC5 1.35 Not significant

ARF1 1.43 Not significant

CNBP 1.43 Not significant

ARID1A 2.17 Not significant

MCMBP 2.60 Not significant

SLC2A14 0.26 0.001369

SLC16A1 0.55 0.001084

PDHX 0.80 0.010711

LAMC2 0.80 0.000647

NUMB 0.81 0.000203

CTNND1 0.83 0.001244

ITGA6 0.83 0.001476

HDGF 0.93 0.001290

CDC42 0.94 0.001933

LIMS1 0.97 0.021748

HUWE1 1.01 0.082524

SEC31A 1.02 0.000474

FSCN1 1.03 0.017626

PPP1R14C 1.06 0.000901

PSMA2 1.08 0.410876

CDV3 1.13 0.001281

GAPDH 1.15 0.001909

SERPINH1 1.18 0.001355

MMS19 1.18 0.019539

SRSF10 1.18 0.012558

COL7A1 1.19 0.410706

CAND1 1.21 0.000570

TIPRL 1.22 0.001150

U2SURP 1.23 0.001507

DDX6 1.32 0.001966

ABCE1 1.43 0.019022

RCC2 1.45 0.010188

IRF2BP2 1.47 0.007303

PIGS 1.58 0.016909

AIM1 1.71 0.001990

DDX21 1.89 0.041533

RPL22 2.04 0.002668

LAMC1 2.29 0.040418

BCKDHA 0.73 Not significant

PPT1 0.77 Not significant

SH3GLB1 0.79 Not significant

OTUD4 0.79 Not significant

TIMM44 0.87 Not significant

CD276 1.08 Not significant

CDC23 1.14 Not significant

COMMD2 1.18 Not significant

IRGQ 1.25 Not significant

CNBP 1.43 Not significant

REL 1.63 Not significant

MKL2 1.76 Not significant

C9orf64 0.65 0.017711

TRIM25 0.77 0.004774

CSNK2A1 1.09 0.000153

KIAA0391 1.29 0.080289

RPL35A 1.63 0.001473

MAVS 1.03 Not significant

PCSK9 3.85 Not significant

hsa-miR-29c-3p 8.37 0.037

hsa-miR-193a-5p 8.12 0.042

hsa-miR-31-5p 8.39 0.009
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MX2 0.16 0.147666

IFIT1 0.24 0.011112

ISG15 0.26 0.027340

IFIT3 0.28 0.000145

STAT1 0.35 0.003327

OASL 0.55 0.009535

TRIM22 0.63 0.011761

NMI 0.50 Not significant

ARL8A 0.56 Not significant

DECR1 0.67 0.003159

RAC1 0.74 0.011416

SIKE1 0.78 0.000752

LAMC2 0.80 0.000647

NUMB 0.81 0.000203

IFITM3 0.82 0.015259

NFKB1 0.83 0.025464

PTGES2 0.91 0.004175

CCDC6 0.93 0.000788

LSM4 0.97 0.006378

PA2G4 0.98 0.004107

MYO6 0.99 0.027833

ESD 1.00 0.011118

SQSTM1 1.02 0.000973

SMAD2 1.08 0.000397

SPATS2L 1.08 0.014798

COPA 1.22 0.017542

SRPRB 1.22 0.105385

MTA2 1.29 0.002234

SERBP1 1.31 0.000501

ELAVL1 1.34 0.000245

UTP15 1.48 0.011658

CDC73 1.53 0.002209

LBR 1.57 0.000190

EGFR 1.65 0.003306

IFIT5 0.74 Not significant

AKAP8 0.83 Not significant

COX2 1.15 Not significant

UMPS 1.15 Not significant

PPP1R11 1.15 Not significant

COPS8 1.24 Not significant

SMAD4 1.65 Not significant

hsa-miR-146a-5p 6.58 0.043



miRNA ID Log2 Fold-change p-value Gene symbol/Target Fold-change p-value

DNMT1 1.86 0.000029

H2AFZ 1.72 0.000480

EZH2 2.00 Not significant

HNRNPAB 1.44 0.000022

RBM28 1.35 0.000269

BRD3 1.33 0.011489

OGT 1.32 0.002271

HNRNPF 1.31 0.000057

ATRX 1.30 0.006556

CDK6 1.28 0.008280

CELF1 1.23 0.000694

GNA13 1.20 0.000468

MCL1 1.20 0.024293

YRDC 1.19 0.001778

GDAP1 1.16 0.006638

IPO5 1.14 0.000522

G3BP2 1.14 0.003795

PSMD11 1.13 0.000061

RPL12 1.12 0.000062

TROVE2 1.10 0.000254

POLR3F 1.10 0.007440

TFRC 1.07 0.000185

TRMT112 1.07 0.001249

QKI 1.03 0.002894

MAPK14 1.02 0.000633

PSMD2 1.02 0.000011

APOOL 1.01 0.004191

HSPA4 1.00 0.000011

STXBP2 0.99 0.000451

ERBB2IP 0.98 0.001297

TRAM1 0.98 0.001083

WDR37 0.95 0.004616

LPP 0.93 0.000354

EPHA2 0.93 0.000013

PGK1 0.92 0.000093

YME1L1 0.91 0.000462

BICD2 0.89 0.000707

CDV3 0.89 0.005289

TFAM 0.87 0.000301

XPOT 0.86 0.001553

PDCD4 0.84 0.000434

VAC14 0.83 0.009234

SMAD2 0.81 0.002466

SHC1 0.81 0.000280

GRB2 0.81 0.004296

COX6B1 0.81 0.000631

TMOD3 0.79 0.000533

YAP1 0.78 0.002289

SPRYD4 0.78 0.000241

CTNNB1 0.73 0.000082

RAB8B 0.65 0.002416

A1BG 0.23 0.053912

MYB 0.20 0.164334

MALT1 1.22 Not significant

BAP1 1.22 Not significant

SEPT7 0.91 Not significant

SEPT8 0.88 Not significant

SMAD3 0.83 Not significant

C18orf25 0.79 Not significant

DNMT1 1.86 0.000029

FN1 1.64 0.000379

LMNB1 1.57 0.000014

RAB3B 1.56 0.000299

RAB18 1.50 0.000434

EZH2 2.00 Not significant

SP1 1.81 Not significant

ACSL4 1.39 0.001360

MATR3 1.38 0.000006

RNF2 1.35 0.001163

TJAP1 1.31 0.004153

PABPC1 1.30 0.000020

NRBP1 1.30 1.000000

HNRNPA3 1.29 0.000126

M6PR 1.27 0.000256

PLCG1 1.27 0.000755

CLPB 1.26 0.000293

STX16 1.24 0.001714

SERPINH1 1.23 0.000139

CELF1 1.23 0.000694

TCEB1 1.20 0.000121

MTDH 1.20 0.001191

CAB39 1.19 0.000222

ARPC3 1.19 0.000668

NOTCH1 1.17 0.000168

GPX8 1.14 0.002322

SEC24A 1.14 0.000060

CYP1A1 1.13 0.003878

TMEM70 1.13 0.011431

ERMP1 1.12 0.000940

ROCK2 1.11 0.000119

KIF13A 1.11 0.009558

SEC23A 1.11 0.000243

PAK2 1.11 0.000948

NUFIP2 1.10 0.000065

FERMT2 1.10 0.000563

QRSL1 1.10 0.003366

DNAJB6 1.08 0.005965

CREB1 1.08 0.000196

TUBB2A 1.06 0.002058

E2F3 1.06 0.008169

RAB21 1.06 0.000130

SHOC2 1.05 0.004976

QKI 1.03 0.002894

PTPN12 1.03 0.000138

PHF14 1.02 0.003610

CAMSAP2 1.01 0.001764

GPATCH8 1.00 0.009008

ERBB2IP 0.98 0.001297

KRAS 0.98 0.000710

MSN 0.97 0.000048

PDPK1 0.96 0.008883

CRLF3 0.96 0.003344

WDR37 0.95 0.004616

SUPV3L1 0.93 0.000039

RAB23 0.89 0.005676

TRIM56 0.83 0.000066

VAC14 0.83 0.009234

SMAD2 0.81 0.002466

FKBP5 0.81 0.000120

SHC1 0.81 0.000280

MYB 0.20 0.164334

OXR1 1.23 Not significant

MALT1 1.22 Not significant

BAP1 1.22 Not significant

BBX 1.14 Not significant

TBK1 1.14 Not significant

XIAP 0.95 Not significant

SEPT7 0.91 Not significant

TPD52L1 0.90 Not significant

RND3 0.75 Not significant

JUN 0.74 Not significant

FN1 1.64 0.000379

ZNF217 1.57 0.023818

LMNB1 1.57 0.000014

SP1 1.81 Not significant

JAG1 1.73 Not significant

ACSL4 1.39 0.001360

RNF2 1.35 0.001163

TUBB3 1.32 0.000044

TJAP1 1.31 0.004153

PABPC1 1.30 0.000020

NRBP1 1.30 1.000000

ATRX 1.30 0.006556

M6PR 1.27 0.000256

PLCG1 1.27 0.000755

CLPB 1.26 0.000293

ILF3 1.25 0.000273

NCAM1 1.24 0.003556

STX16 1.24 0.001714

SERPINH1 1.23 0.000139

CELF1 1.23 0.000694

TCEB1 1.20 0.000121

MTDH 1.20 0.001191

CAB39 1.19 0.000222

ARPC3 1.19 0.000668

NOTCH1 1.17 0.000168

GPX8 1.14 0.002322

SEC24A 1.14 0.000060

CFL2 1.13 0.004068

CYP1A1 1.13 0.003878

TMEM70 1.13 0.011431

ERMP1 1.12 0.000940

ROCK2 1.11 0.000119

KIF13A 1.11 0.009558

SEC23A 1.11 0.000243

PAK2 1.11 0.000948

NUFIP2 1.10 0.000065

IKBKB 1.09 0.001210

DNAJB6 1.08 0.005965

FLNA 1.07 0.000010

TUBB2A 1.06 0.002058

E2F3 1.06 0.008169

SHOC2 1.05 0.004976

QKI 1.03 0.002894

PHF14 1.02 0.003610

CAMSAP2 1.01 0.001764

ATP6 1.01 0.000581

GPATCH8 1.00 0.009008

UBE2I 1.00 0.000210

UBQLN1 1.00 0.001066

ERBB2IP 0.98 0.001297

KRAS 0.98 0.000710

MSN 0.97 0.000048

PDPK1 0.96 0.008883

CRLF3 0.96 0.003344

WDR37 0.95 0.004616

RHOA 0.93 0.003144

TRIM56 0.83 0.000066

VAC14 0.83 0.009234

FKBP5 0.81 0.000120

SHC1 0.81 0.000280

MYB 0.20 0.164334

MALT1 1.22 Not significant

BAP1 1.22 Not significant

RCOR3 1.20 Not significant

BBX 1.14 Not significant

TBK1 1.14 Not significant

USP25 1.01 Not significant

XIAP 0.95 Not significant

SEPT7 0.91 Not significant

TPD52L1 0.90 Not significant

RND3 0.75 Not significant

JUN 0.74 Not significant

hsa-miR-200a-3p -10.82 0.029

hsa-miR-200b-3p -9.64 0.041

Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytes

Supplementary Table S3(B).A list of significantly dysregulated miRNAs and their targets identified in the proteomic data set in OKF6/TERT1-Smoke cells.

hsa-miR-200c-3p -9.60 0.016



miRNA ID Log2 Fold-change p-value Gene symbol/Target Fold-change p-value

Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytes

Supplementary Table S3(B).A list of significantly dysregulated miRNAs and their targets identified in the proteomic data set in OKF6/TERT1-Smoke cells.

MGLL 1.96 0.401607

IMPAD1 1.93 0.002007

TM9SF2 1.85 0.000296

SQLE 1.78 0.001107

SLC39A14 1.58 0.009934

DDX5 1.47 0.000020

NCAPG 1.46 0.019342

CDK1 1.45 0.000100

ACSL4 1.39 0.001360

SLC38A1 1.39 0.004369

DHCR24 1.37 0.000287

NOTCH2 1.37 0.012122

SERINC3 1.36 0.002781

GNAS 1.33 0.001125

NUDT21 1.32 0.000387

SRC 1.32 0.000823

YY1 1.31 0.000402

LRRC59 1.31 0.000286

DMXL2 1.29 0.002859

RBBP4 1.28 0.001351

LAMC1 1.28 0.000087

CDK6 1.28 0.008280

YES1 1.27 0.013337

LRP1 1.24 0.000269

TMSB4X 1.20 0.004438

MRPL44 1.17 0.000024

CYR61 1.17 0.000057

ETF1 1.15 0.000333

IPO7 1.14 0.004156

SIGMAR1 1.12 0.004391

NUFIP2 1.10 0.000065

CUL5 1.10 0.000292

LYN 1.10 0.000175

AFF4 1.08 0.005437

CREB1 1.08 0.000196

RAN 1.07 0.000159

NDUFA4 1.07 0.000970

PICALM 1.06 0.000611

TXNL1 1.06 0.002845

YWHAH 1.03 0.001346

SMNDC1 1.03 0.003578

MAPK14 1.02 0.000633

BCL9L 1.00 0.000354

DNAJA1 0.99 0.000728

UBE2Z 0.99 0.000136

HMGB3 0.98 0.000514

NEK9 0.96 0.006486

ACSL1 0.96 0.002632

LPCAT1 0.96 0.000838

NSF 0.95 0.001184

ITGA5 0.95 0.000332

RAP2B 0.95 0.000264

RAB11FIP1 0.95 0.001111

VTI1A 0.95 0.009655

MARCKS 0.93 0.000791

C1orf123 0.93 0.001973

EZR 0.91 0.000208

RTN3 0.88 0.000925

CLIP1 0.87 0.002148

GM2A 0.87 0.004185

TMEM201 0.86 0.006359

XPOT 0.86 0.001553

ACP1 0.84 0.000793

TMEM55B 0.83 0.002026

GOT1 0.74 0.000485

TOLLIP 0.74 0.000259

SMAD4 1.26 Not significant

MED1 1.10 Not significant

INPPL1 1.10 Not significant

SLC25A25 1.04 Not significant

PHC2 0.96 Not significant

VPS52 0.94 Not significant

STK38L 0.82 Not significant

AFF1 0.66 Not significant

TGFB2 1.76 0.003123

H2AFZ 1.72 0.000480

HNRNPAB 1.44 0.000022

RBM28 1.35 0.000269

BRD3 1.33 0.011489

OGT 1.32 0.002271

HNRNPF 1.31 0.000057

HNRNPD 1.30 0.002153

MAP4K4 1.25 0.001096

CELF1 1.23 0.000694

CTBP2 1.23 0.000052

SFPQ 1.21 0.000053

GNA13 1.20 0.000468

MCL1 1.20 0.024293

YRDC 1.19 0.001778

STK3 1.16 0.000637

ZMPSTE24 1.14 0.002247

IPO5 1.14 0.000522

PSMD11 1.13 0.000061

RPL12 1.12 0.000062

TROVE2 1.10 0.000254

POLR3F 1.10 0.007440

MAPK9 1.07 0.002858

TRMT112 1.07 0.001249

E2F3 1.06 0.008169

QKI 1.03 0.002894

EIF4E 1.03 0.000074

UBAP1 1.03 0.000042

MAPK14 1.02 0.000633

APOOL 1.01 0.004191

HSPA4 1.00 0.000011

STXBP2 0.99 0.000451

ERBB2IP 0.98 0.001297

TRAM1 0.98 0.001083

WDR37 0.95 0.004616

LPP 0.93 0.000354

EPHA2 0.93 0.000013

PGK1 0.92 0.000093

YME1L1 0.91 0.000462

HDGF 0.89 0.000268

BICD2 0.89 0.000707

CDV3 0.89 0.005289

YWHAG 0.88 0.000184

XPOT 0.86 0.001553

VAC14 0.83 0.009234

SHC1 0.81 0.000280

COX6B1 0.81 0.000631

TMOD3 0.79 0.000533

YAP1 0.78 0.002289

SPRYD4 0.78 0.000241

RAB8B 0.65 0.002416

A1BG 0.23 0.053912

MALT1 1.22 Not significant

BAP1 1.22 Not significant

SEPT7 0.91 Not significant

SEPT8 0.88 Not significant

C18orf25 0.79 Not significant

TGM2 0.83 0.000114

SEC31A 0.98 0.000012

LGALS8 1.12 0.000568

SLC29A1 2.37 0.027660

SERPINB9 0.74 Not significant

SEPT7 0.91 Not significant

BOLA1 0.99 Not significant

hsa-miR-141-3p -7.65 0.055

hsa-miR-127-3p 8.25 0.028

hsa-miR-205-5p -9.16 0.018



MiRNA name Mature miRNA sequence
Precursor sequence co-

ordinate
TR MR SR LR Genomic location MPC PPC

NM-OKF6-P-01-5p AAGCGTTTACTTTGAAAA ChrY:10035639-10035685 417 320 97 0 Intergenic 0.02 0.01

NM-OKF6-P-02-3p
CTTAGTTGAACAGGGCCC

TGAAG
Chr3:96337277-96337344 452 450 2 0 Intergenic 0 0.6

NM-OKF6-P-03-3p
TTGACTCTAGTCTGGCAC

GG
Chr2:78928696-78928781 1333 857 0 476 Intergenic 0 0.1

Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytes

Supplementary Table S4(A).Novel miRNAs identified in OKF6/TERT1-Parental cells



MiRNA name Mature miRNA sequence
Precursor sequence co-

ordinate
TR MR SR LR Genomic location MPC PPC

NM-OKF6-T-01-5p
CAATTTTTTGAGGCCTT

G
chr1:11968294-11968343 672 670 0 2 Intergenic 0.93 0.4

NM-OKF6-T-02-3p
AGAAGCAGCTTCAAAC

CTG
chr14:32954090-32954140 67 62 4 1 Intron of AKAP6 0 0.53

NM-OKF6-T-03-5p
TTGTGGGTTATTGTTAA

A
chr5:160990709-160990788 450 148 2 0 Intergenic 0 0.02

NM-OKF6-T-04-5p
ATGAGAACTTTGAAGG

CCG
chr6:120583443-120583487 19343 19326 17 0 Intergenic 0.21 0.1

NM-OKF6-ST-01-3p
TTGACTCTAGTCTGGCA

CGGTG
chr2:78928694-78928783 1726 926 0 800 Intergenic 0 0.1

NM-OKF6-ST-02-5p
AATTACAGATTGTCTCA

GAGA
chr7:138728844-138728903 53 46 7 0 UTR3 of ZC3HAV1 0.19 0.17

Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytes

Supplementary Table S4(B). Novel miRNAs identified in OKF6/TERT1-Tobacco cells



MiRNA name
Mature miRNA 

sequence

Precursor sequence 

co-ordinate
TR MR SR LR Genomic location MPC PPC

NM-OKF6-S-01-3p
CAAAAACCGCAATGA

CTTTTG

chr14:96672895-

96672952
24 22 2 0 Intron of BDKRB2 0 0

NM-OKF6-S-02-5p
AAAAGTCATCTCGGTT

CTTGCC

chr14:96672895-

96672952
19 17 2 0 Intron of BDKRB2 0 0

NM-OKF6-S-03-5p
TACAGCAGACATAGG

ACTGAGC

chr2:239358516-

239358587
22 19 3 0 UTR3 of ASB1 0 0

NM-OKF6-S-04-3p GGCTACCACATCCAA

GGAAG

chr21:9827432-

9827475

85 49 36 0 Intergenic NA NA

NM-OKF6-S-05-5p
GAGTCCGGCGCTCTG

GGCACGC

chr22:34316919-

34316977
18 13 5 0 Intron of LARGE 0.09 0.35

NM-OKF6-S-06-5p
AAAAGTAGATGCGGT

TTTTGCC

chr3:159540418-

159540476
30 28 2 0 Intron of SCHIP1 0.12 0.17

NM-OKF6-S-07-5p
TGTGTGTGCATGGATA

TATATA

chr3:96802933-

96802993
31 13 18 0 Intron of EPHA6 0 0

NM-OKF6-S-08-5p
TTGTGGGTTATTGTTA

AAA

chr5:160990709-

160990788
226 223 3 0 Intergenic 0 0.02

NM-OKF6-S-09-5p
TGTGTGTGTGCTTGTA

TATATA

chr6:142334801-

142334861
42 29 13 0 Intron of AK097143 0 0.01

NM-OKF6-S-10-3p
CCCCCCACAACCGCG

CTTGACTAG

chr7:148638587-

148638653
633 631 2 0 Intergenic 0 0.79

NM-OKF6-S-11-3p
AAGGGACTAAGGAGA

CGGGCACA

chr7:155569058-

155569145
38 35 2 1 UTR3 of RBM33 0 0

NM-OKF6-S-12-5p
ACACCGGGGGTTAGA

GCTTCAACC

chr8:116546693-

116546762
14 8 6 0 Intron of TRPS1 0.01 0.08

NM-OKF6-S-13-3p
ATGGCCAATGAGTAC

CTGAACC

chr8:59762465-

59762520
36 30 6 0 Intron of TOX 0 0.02

NM-OKF6-S-14-5p TATTATGTCCTACAAG

CA

chrM:154-237 676 199 1 476 Intergenic 0.35 0.56

NM-OKF6-S-15-3p
CCGCGGACCCTGAGC

GCAAGA

Chr15:79237343-

79237386
53 51 2 0 UTR5 of CTSH 0 0

NM-OKF6-S-16-3p
TGAGGCTTCAGGCTC

GGTCCCCGA

Chr16:3222171-

3222233
48 46 2 0 Intergenic 0 0

NM-OKF6-ST-01-3p
TTGACTCTAGTCTGGC

ACGGTG

chr2:78928694-

78928783
47 29 0 18 Intergenic 0 0.1

NM-OKF6-ST-02-5p
AATTACAGATTGTCTC

AGAGA

chr7:138728844-

138728903
532 471 61 0 UTR3 of ZC3HAV1 0.19 0.17

Bhat et al,2017. Cigarette smoke and chewing tobacco alter expression of different sets of miRNAs in oral keratinocytes

Supplementary Table S4(C).Novel miRNAs identified in OKF6/TERT1-Smoke cells


